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FEATURES             Location/Qualifiers
     source          1..5229469
                     /organism="Bacillus anthracis str. Vollum"
                     /mol_type="genomic DNA"
                     /strain="Vollum"
                     /type_material="type strain of Bacillus anthracis"
                     /db_xref="taxon:261591"
     gene            226..1116
                     /locus_tag="DJ46_1"
     CDS             226..1116
                     /locus_tag="DJ46_1"
                     /codon_start=1
                     /transl_table=11
                     /product="asparagine synthase family protein"
                     /protein_id="AIK63150.1"
                     /translation="MTETFQTIHHRCVISNEQLAQYLTEAVLVRDLPGMADIDSSLLW
                     FCREIKQDFVVGLSGECADEIFGGYPWFYREDDLQSSAFPWMRSTEAREQLLKKEWRN
                     KLNLQQYVQQRYEESIQEVPILDGESPLEAKRRQLFYLNMVWFMTTLLDRKDRMSMGA
                     SLEVRVPFADHRLVEYAWNIPWEMKMYKNREKGLLRKALEGLLPNDILYRKKSPYPKT
                     HNPHYTKAVTVWIQDLLTDKGSILHELFDKEQLSGLIESGGSAFQTPWYGQLMTGPQL
                     LAHLAQIHVWFKEYGVNIKE"
     gene            1305..2264
                     /gene="hemH"
                     /locus_tag="DJ46_2"
     CDS             1305..2264
                     /gene="hemH"
                     /locus_tag="DJ46_2"
                     /EC_number="4.99.1.1"
                     /note="hemH: ferrochelatase"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrochelatase"
                     /protein_id="AIK64995.1"
                     /translation="MKKKKIGLLVMAYGTPDSLDEVEAYYTHIRHGRKPSEEALQDLI
                     GRYKAIGGISPLAKITKEQAHKLTDSMNNMFTEYEFNCYLGLKHTAPFIEDAVEEMKR
                     DGIEQAISIVLAPHYSTFSIKAYNERAIRLSEEIGGPVIKPIDQWYDEPKFISYWADQ
                     IKETFTKIEDKEKAVVIFSAHSLPEKIIAAGDPYVEQLQHTADLIAAAANIQNYTIGW
                     QSAGNTPDPWIGPDVQDLTRDLFEEYRYESFIYCPVGFVAEHLEVLYDNDYECKVVTD
                     ELNAAYFRPNMPNAQSTFIDCLATIVSRKMKEIVDKELILNNN"
     gene            2324..3790
                     /gene="ektA"
                     /locus_tag="DJ46_3"
     CDS             2324..3790
                     /gene="ektA"
                     /locus_tag="DJ46_3"
                     /EC_number="1.11.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="catalase"
                     /protein_id="AIK61625.1"
                     /translation="MNPNNRLTTNQGAPVGDNQNSRTAGRRGPVLLEDYHLVEKLAHF
                     DRERIPERVVHARGAGAHGVFVTKNSMKKYTKAAFLQNEGTETPVFVRFSTVIHGQGS
                     PETARDPRGFAVKFYTEEGNYDIVGNHLPVFFIRDAIKFPDMVHSLKPAPDTNIQTPD
                     RYWDFMTLSPESTHMMTWVFSDYGTPASYREMEGFGVHSFKWINAEGKIVYIKYHWKP
                     QQGVRNLSAKEVQEVQGKDFNHATRDLFDAIEKGNYPKWDLHVQVMQLEETDSLDFDP
                     LDPTKVWPEDRFPLMEVGTMTLNRNPKNFFAEVEQVAFSPSATVNGIEPSEDKLLQGR
                     LFSYPDTQRYRLGANYLQIPVNCPYAAVHNQQRDGAMQINQNPSTINYEPSRHAENPV
                     EDPAYRDSTMKVEGYVSREKIDKPNDFKQAGERYRSFSKEEQDNLIANLTSDLKDVNE
                     RTKLLAVCNFFRADQEYGMRLAQALNVDITQYVGNAPK"
     gene            complement(4065..5297)
                     /gene="amt"
                     /locus_tag="DJ46_4"
     CDS             complement(4065..5297)
                     /gene="amt"
                     /locus_tag="DJ46_4"
                     /note="amt: ammonium transporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ammonium transporter family protein"
                     /protein_id="AIK61424.1"
                     /translation="MNMGDTVFMFVATVMVMLMTPGLALFYGGMVRSKNVLSTTMHSY
                     SAMAIVSIQWIVIGYSLSFGPDWHGLIGTLDWFGLNGVTYAPNPDYSSTIPHNLFMMF
                     QLMFAILTPALISGAFAERMRFSAFLIFILLWTTIVYNPVAHWVWGVGGWLRELGALD
                     FAGGNVVHITSGVAGLVLAIFLGKRKNINGTSPHHLPFTMLGAGLLWFGWFGFNVGSA
                     LSLNDVALTAFINTNIAAAASALTWMLSEWFFQSKPTAMGAACGAVSGLVAITPACGF
                     VTPFSALLIGAIGGVLCFGAVFFLKTKFGYDDTLDAFGCHGIGGTWGGIATGLFATTT
                     VNGDGANGLFYGNAALLFKQFVAIGATYAFTIIMTYAIIKAINFFLPVRVDEHEEHMG
                     LDISMHGEKAYEYTERVN"
     gene            5516..6811
                     /locus_tag="DJ46_5"
     CDS             5516..6811
                     /locus_tag="DJ46_5"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha amylase, catalytic domain protein"
                     /protein_id="AIK61441.1"
                     /translation="MGKIHTRKLFICFCLAVVLFVPIHTFADEKREWRDEVIYSIMID
                     RFNNGEPKNDKQLEVGNLEGYQGGDIRGIIKRLDYIKEIGFTTVMLSPLFESVKYDGV
                     DVRNFQKVNEHFGTENDVKELVQEAHTKGMKVILQFPLGENEQQVIDSMKWWVKEVDL
                     DASYVMHSEKKSPAFWDDVQKDMQVIKKDFRVMTKEDSEYNEKIVESFSKADVSVKSL
                     YDVSKKDEEFITFLDNQDTKRFARIAKENMNYPPSRLKLALTYLLTSPGIPNFYYGTE
                     IALDGGDTPDNRRLMDFKSDEKFMQHITKLGELRQMRPSLRRGTFELLYDKNGMSVLK
                     RKYKGEVTLVAINNTKETQKVALPASTIGEKQELRGLLEDEIIREENGKFYLVLKREE
                     SNVYKVNRETGVNWLFISLIVGVNVLFITFLIAVKKRRK"
     gene            7062..7946
                     /locus_tag="DJ46_6"
     CDS             7062..7946
                     /locus_tag="DJ46_6"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65775.1"
                     /translation="MEFYDLGITIKELRIKKNISQSELCHGICSQSQISKIEKGVIYP
                     SSILLYQLSERLGIDPNNIFALTQNKKIKYIENVKCIMKDCIRQHQYKELYEIVTKEK
                     NLNNFRMKEDKQFLIWHEAIAIYRVNNLIKTALTLLNNALKITVTNIDFLTEREIDIM
                     QTMAIFHAENKEYKESINILKRCLNNFDKLDFPRDKEIKLKIIYNLAKCLNYTYQYEE
                     AKKYIDKGIKLAINLNTLYLLGELYYEKGSNLLKLEQSNKEEVADNMKTALFIFELTK
                     NEKKLQIIKEGYFEKHNC"
     gene            complement(8781..9272)
                     /locus_tag="DJ46_7"
     CDS             complement(8781..9272)
                     /locus_tag="DJ46_7"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61264.1"
                     /translation="MAKDSSFDIVSKVELPEVTNAINTALKEIQNRYDFKGSKSDIKL
                     EKEVLVLTSDDEFKLEQVKDVLISKLVKRNVPIKNLDYGKVEAAAGNTVRQRATLQQG
                     IDKDNAKKINNIIKEMKLKVKTQVQDDQVRVTAKSRDDLQAVIAAVRSADLPIDVQFI
                     NYR"
     gene            9512..10366
                     /locus_tag="DJ46_8"
     CDS             9512..10366
                     /locus_tag="DJ46_8"
                     /codon_start=1
                     /transl_table=11
                     /product="S1 RNA binding domain protein"
                     /protein_id="AIK61137.1"
                     /translation="MYLQIGSIEQVTVLRETEIGYMVGNEEEEIFLHKNEVAGEIEEG
                     DTIDVFLYLDHQNRISATMKEPIITTYDWNWVKVVEVIPSLGVFVDIGVSKDILIPAD
                     EFPIYMPVWPEVGDELYCTLKLTNRDRLIALPARDSDMQEIVVEATPSMRNKNVNGRV
                     YRSLQVGSFVLTDEHFRAFLHHTERKEQVRIGQRVTGRIIDVKDDGTINISLLPRKEE
                     GMEDDAAVIYAYMEERGGAMPFWDKSYPEDIKERFNMSKAAFKRALGKLMKEEKVYQE
                     EGWTYFKK"
     gene            10550..10813
                     /locus_tag="DJ46_9"
     CDS             10550..10813
                     /locus_tag="DJ46_9"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62316.1"
                     /translation="MQYNVLEQLIKSLSALFPEKEREIVAVDLHDIYESAERFEKILE
                     NIMDSQHSKEDLIDALIEVEIELDHINWHYKSLKKKLKILMKD"
     gene            complement(10854..11711)
                     /gene="prsA2"
                     /locus_tag="DJ46_10"
     CDS             complement(10854..11711)
                     /gene="prsA2"
                     /locus_tag="DJ46_10"
                     /EC_number="5.2.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="foldase protein prsA 2"
                     /protein_id="AIK65178.1"
                     /translation="MRGKHIFIITALISILMLAACGQKNSSATVATATDSTITKSDFE
                     KQLKDRYGKDMLYEMIAQDVITKKYKVSDDDVDKEVQKAKSQYGDQFKNVLKNNGLKD
                     EADFKNQIKFKLSMNKAIKQSVTEKDVKDHYKPEIKASHILVSDENEAKEIKKKLDTG
                     ASFEELAKQESQDLLSKEKGGDLGYFHSGAMTPEFETAAYKLKIGQISDPVQSPNGYH
                     IIKLTGKKDLKPYDEVKNSIRKNLEEERTADPIFGKKLLQSELKKANIKINDSELEDT
                     FTIVSPQGN"
     gene            complement(11840..11971)
                     /locus_tag="DJ46_11"
     CDS             complement(11840..11971)
                     /locus_tag="DJ46_11"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65277.1"
                     /translation="MPHTSDNDKKARDNNAKRAQKNEQEQKNIEQGKRAYSKKTDHL"
     gene            12072..12929
                     /locus_tag="DJ46_12"
     CDS             12072..12929
                     /locus_tag="DJ46_12"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63865.1"
                     /translation="MDLKLNYTELIKKLIVVIIAGLLNAIGMNLFLTPAKVYASGFAG
                     LSQLLSQILGDFLSIHISTGVLFSLFNIPVVILAWKKVGKAFTFFSFLCVIFMTLFLE
                     IIPVRAVSNDIILNAIFGGLISAIGVGIALKWGASTGGLDIIAMILSKIKDKPVGTYF
                     FFFNALIIIAAGYVYGWEKALYTLVTLYVSMRIIDAIHTRHVKITALIVTKNGADVRK
                     AIHSRLVRGITTIPATGAYTNENKEMLMIVITRYELYELERVIKQVDPGAFTNVLQTV
                     GVFGLFRKD"
     gene            complement(12955..13152)
                     /locus_tag="DJ46_13"
     CDS             complement(12955..13152)
                     /locus_tag="DJ46_13"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61558.1"
                     /translation="MGNLLFQQARDAVANAVSCSSGVEQQDLVYRAKNALQSAYANSS
                     TAEKVQLREMQEQLQTITNLH"
     gene            complement(13153..13293)
                     /locus_tag="DJ46_14"
     CDS             complement(13153..13293)
                     /locus_tag="DJ46_14"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63448.1"
                     /translation="MGKKNKSKRFIQQGADAVMKHDARFPYRGTLAEAEKARSNSSFG
                     GV"
     gene            complement(13399..14208)
                     /locus_tag="DJ46_15"
     CDS             complement(13399..14208)
                     /locus_tag="DJ46_15"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AIK63098.1"
                     /translation="MNKQHLIALDLDGTLLTDNKIISTRTKHTIAKAKEQGHIVVIST
                     GRPFRASYDYYKELGLNTPIVNFNGAYVHHPLDSKWGTHHSPLELATAQEIVRACFDF
                     GVKNIYAEVMDDVYVREIDEDKKHIFEFGSPNIFTGDLLNILNDHPTCLLIDAHDEHS
                     SAIRQHLTDMHAEVIDHRKWGAPWPIIEIVKSGLNKAVGLQKISSHYNIPQERIIAFG
                     DEDNDFEMIEFAGHGIAMGNAIPELKSLANHTTLTNEEDGIALYLEEVLGL"
     gene            14700..14879
                     /locus_tag="DJ46_16"
     CDS             14700..14879
                     /locus_tag="DJ46_16"
                     /codon_start=1
                     /transl_table=11
                     /product="yjzC-like family protein"
                     /protein_id="AIK64357.1"
                     /translation="MGQNRRFRSGQKAPNDGIYVEIGETGSMVKDPQMVKLTAGDKFP
                     DNTNHNRQWTYKRKP"
     gene            15090..17690
                     /gene="clpB"
                     /locus_tag="DJ46_17"
     CDS             15090..17690
                     /gene="clpB"
                     /locus_tag="DJ46_17"
                     /note="chaperone_ClpB: ATP-dependent chaperone protein
                     ClpB"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent chaperone protein ClpB"
                     /protein_id="AIK63402.1"
                     /translation="MDLNQMTTKTQEAIMSAQSLAVSHHHQEVDTVHLLFTLLEEQDG
                     LAVRIFQKMNVDIEALKQGVENLIKKKPSVTGSGAEAGKLYITGALQQLLVRAGKEAE
                     KLQDDYISVEHVLLAFTEEKGDISQLFTRFHITKDNLLQSLMTVRGNQRVTSQNPEAT
                     YEALEKYGRDLVAEVKAGKIDPVIGRDSEIRRVIRILSRKTKNNPVLIGEPGVGKTAI
                     VEGLAQRIVKKDVPEGLKDRTIFALDMSALVAGAKFRGEFEERLQAVLNEIKKSEGRI
                     LLFIDELHTIVGAGKTEGAMDAGNMLKPMLARGELHCIGATTLDEYRKYIEKDPALER
                     RFQQVLAEEPTVEDTISILRGLKERFEIYHGVNIHDRAIVAASVLSDRYISDRFLPDK
                     AIDLVDEACATIRTEIDSMPTELDEVTRRIMQLEIEEAALGKEKDFGSQERLKTLQRE
                     LSDLKEVASSMRAKWEKEKEDIHKVRDLREHLERLRRELEEAEGNYDLNRAAELRHGK
                     IPAIEKELKEAEEMGANNKQENRLLREEVSEEEIADIVSRWTGIPVAKLVEGEREKLL
                     RLEQILSERVIGQEEAVSLVSDAVLRARAGIKDPNRPIGSFIFLGPTGVGKTELAKTL
                     AQSLFDSEEQMIRIDMSEYMEKHAVSRLIGAPPGYVGYEEGGQLTEAVRRKPYSVILL
                     DEIEKAHPEVFNILLQMLDDGRITDSQGRTVDFKNTVIIMTSNIGSAHLLDGLEEDGS
                     IKEESRELVMGQLRGHFRPEFLNRVDEIILFKPLTTNEIKGIVDKIVKELQGRLADRH
                     ITVKLTEAAKEFVVEAGFDPMYGARPLKRYVQRQVETKLARELIAGTITDNSHVVVDV
                     ENNELVVHVK"
     gene            complement(17724..17906)
                     /locus_tag="DJ46_18"
     CDS             complement(17724..17906)
                     /locus_tag="DJ46_18"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63250.1"
                     /translation="MRFIWALIWSFLLVHMMSYVIGSMTGGTYDFNQASIFSVVLAVL
                     VLAISAAIPNEPVEQH"
     gene            18146..18796
                     /locus_tag="DJ46_19"
     CDS             18146..18796
                     /locus_tag="DJ46_19"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase family protein"
                     /protein_id="AIK63207.1"
                     /translation="MLLGDYNYFIENGTSLWTQHAGRSYFLHGLIEEGYTVFSSNLYG
                     RHWGNDQSVRLAKRLYDVVLRKETLNAKMHIMADGMGALVALEMMNKYPECIRSVIML
                     NPCLDLPEYVEFEKEHKFFYKRLLKELSLAYDSKEEELEAKINKKSFTLLPSCVPVKI
                     FVSTQEKRGRKQLLRKYEKMRQLNQCDTSVLFHLQDVKYKMVRQTTDFFKKYEEEL"
     gene            18853..19698
                     /locus_tag="DJ46_20"
     CDS             18853..19698
                     /locus_tag="DJ46_20"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD dependent epimerase/dehydratase family
                     protein"
                     /protein_id="AIK65927.1"
                     /translation="MERVLIIGALTFVGYHLVNKMIAEEVEVYGLDFDEFDSMTKINE
                     EKLLLIGRNALFTYYSIRDEDGWRSVEEEKFDAVYFCLYEPNQQSGFRNERVILQYLK
                     RIIRLCEEHKVKLNLISSIEVGNADESENKRLFAKVEEGLKKGEVQYSVFRVPTLYGP
                     WQPSFMMYHQLILSELGEKECHYASEENGSDLLYVEDVCEYLWENGMNEEQLGIYNLL
                     SGKKSLWKKGMNLLRADDKVNKENAEERDGAAEDISIKRNTPLEYGLNKQLAHMKKYK
                     ELYEG"
     gene            19704..19928
                     /locus_tag="DJ46_21"
     CDS             19704..19928
                     /locus_tag="DJ46_21"
                     /codon_start=1
                     /transl_table=11
                     /product="comZ family protein"
                     /protein_id="AIK62707.1"
                     /translation="MLHYVCESFNGEEERNMNEKSMQFLQIAMKHLPEAKAILDDNGI
                     ALDMEKAQPVLELLMKVMNEAYELGKADQE"
     gene            20319..21251
                     /gene="fabH"
                     /locus_tag="DJ46_22"
     CDS             20319..21251
                     /gene="fabH"
                     /locus_tag="DJ46_22"
                     /EC_number="2.3.1.180"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] synthase 3"
                     /protein_id="AIK66392.1"
                     /translation="MNVGILGIGRYVPEKVVTNHDLEKIMDTSDEWIRTRTGIAERRI
                     ADDTIDTSYMAVEASKKALEDAGISGEDIDLILVATVTPDRAFPAVACVIQEAIGAKH
                     AAAMDLSAACAGFMYGMITAQQFIQTGTYKNVLVVGSDKLSKIVDWNDRNTAVLFGDG
                     AGAIVMGAVSEGKGVLSFELGADGSGGKHLYQDEYVMMNGREVFKFAVRQLGDSCLRV
                     LDKAGLTKEDVDFLVPHQANIRIMESARERLNLPQEKMSMTIEKFGNTSASSIPIAMV
                     EELQNGRIQDGDLIILVGFGGGLTWGAVALRWGK"
     gene            21283..22521
                     /gene="fabF"
                     /locus_tag="DJ46_23"
     CDS             21283..22521
                     /gene="fabF"
                     /locus_tag="DJ46_23"
                     /EC_number="2.3.1.179"
                     /note="fabF: beta-ketoacyl-acyl-carrier-protein synthase
                     II"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-ketoacyl-acyl-carrier-protein synthase II"
                     /protein_id="AIK62789.1"
                     /translation="MEKKRVVITGLGAVTPVGTDVETAWENIKKGVSGIGRLTRIDPE
                     LFPAKVAAEINDFEVEKYIDKKEARRMDRFTQYAVAAAKMAVADAKLEITEENGPRIG
                     VWIGSGIGGMETYEEQFKIFTEKGPRRVSPFFVPMMIPDMAAGQVSIATGAKGINTCS
                     VTACASGANSIGDAFKAIQRGDADAMITGGAEAPLTSMAFAGFSSAKALTFNEDPATA
                     CRPFDKNRSGFVMGEGSGILILEELEHALARGAHIYAEIAGYGATGDAFHITMPAPGG
                     EGGVRAMRQALADAGLQPEDIDYINAHGTSTDANEKYETMAIKETFGEHAYKVAISST
                     KSMTGHLLGAAGAVEAIFSIKSITDGVIPPTINYETPDPECDLDYVPNNARHQEVNAV
                     LSNSLGFGGHNAVLVFKSYK"
     gene            22628..23416
                     /locus_tag="DJ46_24"
     CDS             22628..23416
                     /locus_tag="DJ46_24"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62781.1"
                     /translation="MGIVETAEWLHLYYGRPEKLCEKFTKYIPLPKERLYRFLISKGM
                     YRPVMRGEREIKELEKKEVWKELRAEYEKLKNWLKGPDVPVFILLSDSYNRTVQEEYN
                     GRAGLSMRHVIFLFVCGRNSVEELKVLLAHEYHHICRLHQIETKETEYTLLDTMIMEG
                     LAEQAVTERYSEKNNAPWTTYLSKEEAIYYWKNVVHERISIKRGTREHDILLNGLHSY
                     PKLLGYALGFHIVKDCVTLQGEDTLSLLPIDAKEILNKANTFHI"
     gene            23560..24306
                     /locus_tag="DJ46_25"
     CDS             23560..24306
                     /locus_tag="DJ46_25"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64288.1"
                     /translation="MLYLHDVWVNWFEGEENGYNVCHFYEWRKDDTIELLDQVPLLKV
                     DSTLYHYIENELLELPQKLLEDVHHKAYIRKNHERLQQEYCFVVTDGKGIIAIDTIGY
                     NVPIRKSRLIPRQEQMVYEMVENVQAEKYEFQVEEMEKEHHILSPSPFVMNGLTRKER
                     QLKQLLFMALDQLHTTKNTAEIRYWFTEWDPSAYGMVQHMEFEDIWAKLYDEAKTGWS
                     EKHEQLCERLVKGQPFFEKLWEMENEQKVN"
     gene            complement(24709..25698)
                     /gene="trpS"
                     /locus_tag="DJ46_26"
     CDS             complement(24709..25698)
                     /gene="trpS"
                     /locus_tag="DJ46_26"
                     /EC_number="6.1.1.2"
                     /note="trpS: tryptophan--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan--tRNA ligase"
                     /protein_id="AIK61900.1"
                     /translation="MSVIFSGIQPSGTITLGNYLGAMKQFTELQNEHDCYFCIVNQHA
                     ITVPQDPVQLRKNIRSLAALYVACGIDPEKATLFVQSEVPAHAQLGWIMQSVAYVGEL
                     ERMTQYKDKASGRDSVPAGLLTYPPLMAADILLYNTEIVPVGDDQKQHMELTRDLAER
                     FNKRFREVFTIPEIRIPKVGARVMSLTEPTKKMSKSDPNPKSMISMLDEPKTIEKKIK
                     SAVTDSEGIVKFDKENKPGISNLLTIYSSFSGKTVEEIEAMYEGKGYGDFKGDLAQVV
                     VEAIRPIQDKYNELINSPELDEILDKGAEKANRVAFKQLRKVENAMGLSRKRR"
     gene            complement(26096..26476)
                     /locus_tag="DJ46_27"
     CDS             complement(26096..26476)
                     /locus_tag="DJ46_27"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63829.1"
                     /translation="MNKVFFHTCILIFIAIIASSIGAFLVSSQFLLNFVNISFYIALF
                     FILIGGFLFIFQNGFFNVTIYAFQRVFGTNKKIDSLIEEVEEPIDKKERIYKTYSFKW
                     TYPICITGIVLGLFSTFISFTILM"
     gene            26796..28427
                     /locus_tag="DJ46_28"
     CDS             26796..28427
                     /locus_tag="DJ46_28"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK65428.1"
                     /translation="MKKKIPLLLASTLTVSMLGACSYQKEDNKAGAKEKSSNKQVLNL
                     TETAEIPTMDTTLSTDATSSNIMNNTMEGLYRLGKEDKLVPGVAKSYEKSEDGKKYVF
                     KLREDAKWSNGEPVTAKDFVYSWRRAVDSNTGAKFAYILFDVKNAEKVNKKELPVEEL
                     GVKAIDDHTLEVELDNPVPYFVSLTVYPTLYPLNEKFVTEQGAKFGLESNTTLYNGPF
                     VLNEWKHEQSFQLKKNPSYWENKEVKLEEINFNIVKDRSTAINLYETKAIDRVVLTSE
                     FVDKYKSDADFKTIKKPSTQFIRLNEKNKFLANKNIRKAIAMSFERENIGKVILNDGS
                     EGIYGFVPKGLAKGPNGKDFREENGKLIKEDMKEAQKYWEAGKKELGVDKVELELLNF
                     DTDDAKKIGEYLKGQFEKNLPGLTVPTKMQPFAQKLKLEASGDYAMSYAGWSPDYMDP
                     MSFLEMYTTGNAQNKVHYANPAYDDLIKKAKTEVDVQARWDALLQAEKQLLEDAAIAP
                     VYQPGKAYLQRGSITGLLEHKYGGEFSYKWVELKN"
     gene            28555..29484
                     /locus_tag="DJ46_29"
     CDS             28555..29484
                     /locus_tag="DJ46_29"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63655.1"
                     /translation="MGRYVLKRFVYMALTLFLITTLTFFLMKLLPGSPLKNQEKLSPA
                     QKEIILEKYGLNDPVPVQYARYLGNLAKGDLGVSFQYDNRPVTDMIVDRIGPSAQLGL
                     QAIILGTFIGLILGIVAALRNNTWVDYGATIISVLGMSVPSFVFAALLQYFVGVKLGW
                     FPVAFWKGPEFTVMPTIALSMAVIATIARFARAELIEVMQADYILTAKAKGISQGVII
                     IKHALRNALIPVVTILGPMVAGLITGTLVIEQIYAVPGLGEQFVKSITVNDYTVIMGT
                     TIFYSAIFILVIFIVDILYGIIDPRIRLAGGKK"
     gene            29481..30497
                     /locus_tag="DJ46_30"
     CDS             29481..30497
                     /locus_tag="DJ46_30"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63987.1"
                     /translation="MMKDVQKLSPDLFQQANQNNVDNEVIARPSLTFWQDVRRRLFQH
                     KGAMFGLVLLTLIILLAILGPMVSKHSYKEQDLGRAKLPPKIPVIENVHWLPFDGTDQ
                     YGVDQYEKRDIKEYFWFGTDDLGRDLWTRTWEGTRVSLYIALLAAAIDLVIGVAYGGI
                     SAFYGGRVDNIMQRIMEIINGIPYLIIVILMVIIMGSGIWSITLAMAITGWIGMSRIV
                     RGQILKLKNQEYVLASRTLGATNTQLIVKHLIPNVMGPIIVMTMFTIPTAVFGEAFLS
                     FIGLGIQPPFASLGSLVNDGYKSIQTYPHMMFIPAVVISILILAFNLMADGLRDALDP
                     KMRK"
     gene            30516..31559
                     /locus_tag="DJ46_31"
     CDS             30516..31559
                     /locus_tag="DJ46_31"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64698.1"
                     /translation="MKTLLEVKDLQVSFDTHAGEVQAVRGVTFDLKKGETLAIVGESG
                     SGKSVTSKALMGLIPNPPGRIKNGEIVFEGRDLTKLTEKEMQQVRGKDIAMIFQDPMT
                     SLNPTMTIGNQIMEGLIKHQGMSKADARKVALELIDLVGIPNPEARLKQYPHQFSGGM
                     RQRVVIAMALACNPKLLIADEPTTALDVTIQAQILELMKDIQQKTEAAIIFITHDLGV
                     VANVADRVAVMYAGKVVEIGTVDEIFYNPKHPYTWGLIASMPSLDGSEEELYAIPGTP
                     PDLLKPPKGDAFAPRNPQALKIDFEMDPPLFKVSDTHYAATWLLHEQAPEVRPPAVVE
                     KRILQMKAGEQHD"
     gene            31552..32487
                     /locus_tag="DJ46_32"
     CDS             31552..32487
                     /locus_tag="DJ46_32"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65186.1"
                     /translation="MTKQREKLIEVKNVKQHFDVSGGVVKAVNDISFDIYRGETFGLV
                     GESGCGKSTTGRTIIRLYDATAGEVLFDGENVHGKKSRAELKKFNRKMQMIFQDPYAS
                     LNPRMTVGDIIAEGIDIHGLAKNKKERMDRVHELLNTVGLNKEHANRFPHEFSGGQRQ
                     RIGIARALAVEPEFIIADEPISALDVSIQAQVVNLLKKLQKEKGLTYLFIAHDLSMVK
                     YISDRIGVMYRGQIVELTTSDELYANPIHPYTKSLLSAIPLPDPDYERNRKRIVYDPS
                     QHNYGSEEPTMREIRPGHFVLCSEAEYKKYKEIYQ"
     gene            complement(32637..34082)
                     /locus_tag="DJ46_33"
     CDS             complement(32637..34082)
                     /locus_tag="DJ46_33"
                     /note="matE: MATE efflux family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MATE efflux family protein"
                     /protein_id="AIK63593.1"
                     /translation="MLRYTLLKIDIGKEGTDMTAIQAKNGPTEKLSLFLLTWPIFLEV
                     FLFMLMGIADTFMLSALSDDAVSGVGAANQYLHIAILVLEVIGNGAAIVVSQYLGSKR
                     FMEASKISALAVTLNLVVGLVISAGFLLFSKHMMMAMNLQGDVLMYAQSYLSIVGGAI
                     FLQAIINSLAAIIRVHGFTKQAMFISLGMNIIHIAGNYVLIFGKFGFPELGVQGAAIS
                     SAVSRLIALIVFFWLLYRVMEYRVKLQYYFTLSKEYIGKILKIGIPSAFEQVMYQACQ
                     IVFLYYATYLGTESLAARQYATNISMFTYLFAIAIGMGTAIIIGRLVGGGEKDEAYER
                     VWKSVKWAIGVTLCMVALVITFRTQLMGLFTDNPHIIALGASVLLLSVLLETGRTMNI
                     VIINSLRAAGDAKYPVLIGAFSMVLMSLPLGYFFAFHLDMGLVGIWLAIAIDEWTRAI
                     IMFFRWKSRAWERYALVKPEEQEEIVSVQAQ"
     gene            34440..36086
                     /locus_tag="DJ46_34"
     CDS             34440..36086
                     /locus_tag="DJ46_34"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK61360.1"
                     /translation="MKKKIPVFVVSTVAMSMMLGACSYQKDEPQANAKGDSGKSGAKQ
                     VINLTEVSEIPTMDTTLASDAASSKVMNNTMEGLYRLGKGDKLVPGVAKSHTKSEDGK
                     KYTFKLREDAKWSNGDPVTAKDFVYAWQRAVNPDTAAKSGYIMLDVKNAEKINKRELS
                     PDQLGVKAIDDYTFEVELDNPVPYFLDLTVYPLFFPLNEKYMKEQGEKFGLEANTTLY
                     NGPFVLNEWKHEQSFQLKKNPSYWDQKEVKLEEVNFNVVKDTGAAVNLYNTSAIDRVG
                     LSAELVDKYKGQQDFKTINDPTVFFLRFNQKNPALANKNIRKAISSAYDRDGIGEVIL
                     NNGSKGAYGLVPSDFVKGPDKQDFRKENGKLSKVDVKEAKKFWEAGKKELGKDKIEIE
                     FLNFDNEESKKIGEYVKGELEKNLPGLTVTIKMQPFAQKLKLEDSGQFDISFTGWGPD
                     FPDAITFLDMFITDGSQNKMGYSNAEYDSLIKKAKQEGSDVKGRWNDLLKAEKILFED
                     AAIAPVFQRGRSILERETIKDVYIHKYGGELSFKWASVEK"
     gene            complement(36113..36316)
                     /locus_tag="DJ46_35"
     CDS             complement(36113..36316)
                     /locus_tag="DJ46_35"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62463.1"
                     /translation="MIAFFIDFVTVATLIIGITALIGVITNSIGEKLFGGKEKMKFVN
                     KSLDVQSGWNEVGGKGIYKKRTY"
     gene            36888..37283
                     /gene="spxA"
                     /locus_tag="DJ46_36"
     CDS             36888..37283
                     /gene="spxA"
                     /locus_tag="DJ46_36"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory protein spx"
                     /protein_id="AIK63203.1"
                     /translation="MVTLYSSPSCTSCRKAKLWLEENHIPYTERNIFSDPLTIEEIKE
                     ILRMTESGTDEIISTRSKVFQELNVNLESLPLQDLYKMIRDYPGILRRPIMIDEKRLQ
                     VGYNEDEIRRFLPRTVRTFQLREAQRLVN"
     gene            complement(37333..38007)
                     /locus_tag="DJ46_37"
     CDS             complement(37333..38007)
                     /locus_tag="DJ46_37"
                     /note="R_switched_YjbE: integral membrane, YjbE family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, YjbE family protein"
                     /protein_id="AIK61027.1"
                     /translation="MDLEFLTSVLMIVGIDVVLGGDNAIVIALASRNLPESKRNKAIL
                     IGTLLAIVLRIILTILAVYLLDIPFLQLIGGVLLTLIAVNLLTDNSNDLSSIQGKTTL
                     FQAVRTIVFADLVMGFDNVIAIAGAAHGRFSLVIIGLLISIPIIIWGSKLILMLMERF
                     PFLIYCGAAILAYTAGKMVTHEDRLATFFHNNPSFTAGIPYLFIFTILCIGFIVQQVR
                     LRNVKH"
     gene            38334..39017
                     /gene="mecA"
                     /locus_tag="DJ46_38"
     CDS             38334..39017
                     /gene="mecA"
                     /locus_tag="DJ46_38"
                     /codon_start=1
                     /transl_table=11
                     /product="adapter protein mecA 1"
                     /protein_id="AIK65776.1"
                     /translation="MDIERINDHTMKFFITYIDIEDRGFNREEIWYDRERSEELFWEM
                     MDEARDHDDFFIDGPLWIQVQAVDKGIEVLVTKAELSKDGQKLELPIGVDKIIDIPLD
                     EGIESLFQQELVEEVEEQAGTNFNEDGTFGFLIKFNDFEDVISLSHRLIFEDIKDELY
                     SFEDRYYVYVEFDEVLHDEEEIDRILSIVLEYGEESTLTIHRVSEYGKQIVKEHALET
                     IRNNFPAKT"
     gene            39090..40634
                     /gene="cls"
                     /locus_tag="DJ46_39"
     CDS             39090..40634
                     /gene="cls"
                     /locus_tag="DJ46_39"
                     /note="bac_cardiolipin: cardiolipin synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="cardiolipin synthase"
                     /protein_id="AIK63750.1"
                     /translation="MKNTLKLIFFVLLLFALFVSLRMFIDVAFYSDVIGIKDVSILGI
                     ISILFTVSAFLIGCVIFLENRHPSKTLTWLIVLGIFPVFGFFAYLLFGQNFRRKRMFQ
                     KKALLDEQAFLQYKGHEDYEERILRNHKHQELLFRLADRLGALNISFQTETRTLTNGD
                     ETFQAILDGLKRAKHHIHMEYYIVRDDKLGTEIKDILIQKSKEGVVVRFLYDAVGSFK
                     LSKSYIEELNDAGVEMIPFFPVRFPILNDKINYRNHRKIVIIDGNEGFVGGLNIGDEY
                     LGKDKYFGFWRDTHLYLRGEAVQSLQLIFLQDWFYMTGEAVLAPEYLQAKAVEGEHWG
                     GVQLVAGGPDNKWETIKHLYFAMIASARKSIWIATPYFIPDDDILSALKVAALAGIDV
                     RLLMPSKPDKRTVFYASRSYFPELLDAGVKIYEYEKGFLHSKVVIVDSDLASIGTANM
                     DMRSFHLNFEVNAFLYDTDSIRKLVQDFKDDLEESSEIHVDRFHKRRLHRRIVESTYR
                     LLSPLL"
     gene            40716..41960
                     /locus_tag="DJ46_40"
     CDS             40716..41960
                     /locus_tag="DJ46_40"
                     /codon_start=1
                     /transl_table=11
                     /product="competence CoiA-like family protein"
                     /protein_id="AIK65744.1"
                     /translation="MIPIFIAKRENGEKIHLLDHHDEELLHHMRKRESFFCIACGKEV
                     LMRLGKQKRWHFAHKKVDSCLAFYEAESTYHMYGKELLYRWFKRQNVHVEIEHYLPEI
                     QQRPDIFIERAGRKIAIEYQCANLSIEQLCKRTYSYWQAGIQVIWIIGGNQLKKHSAY
                     WMKFSSIMAFSLQSYPQPLLIFFCSKQKSFMKCTFITSFSTSIAFSHIIYLPIETTTF
                     EMLFSPVPFQREVLKREWKRRKDYFRQNALPILNYNHKSLLRLLYQCKCNPANFPSEI
                     GVPLPSSFAFQTNSFIWQAFLYMKCIGELAVGDCISLKYVCGYIKKYTKRRMLPYFSQ
                     HIWKVAVTEYMTFLCYAGVLYKVGMYTYRKIRDAVPLKTGGEIIKHDEICLAHALSLF
                     EAKFNMRGGKGDIIKTDREGIT"
     gene            42011..43837
                     /gene="pepF"
                     /locus_tag="DJ46_41"
     CDS             42011..43837
                     /gene="pepF"
                     /locus_tag="DJ46_41"
                     /note="pepF: oligoendopeptidase F"
                     /codon_start=1
                     /transl_table=11
                     /product="oligoendopeptidase F"
                     /protein_id="AIK64386.1"
                     /translation="MSEQNTAKTLPDRNEIEESSTWRLEDIFQTDTEWEKEFQAIKEL
                     LPKLTEFKGKLGDSANNLLEALQYEDEISMRLGKLYTYAHMRYDQDTTNSVYQALNDR
                     ATNLYSQVSSSTAYIVPEILSISEDTLQTFLKENRDLSVYEHALEEITRQRPHVLSEA
                     EEALLAEASEVMSTSSNTFGMLNNADLKFPSIKGEDGEEVEITHGRYIQFLESDDRRV
                     REDAFKAVYETYGKYKNTFASTLSGAVKRNNFNARVRKYDSARQAALSNNNIPEAVYD
                     QLIESVNDNLHLLHRYIDIRKRALGLDELHMYDLYTPLVPEVKMNVKYEEAQDMLLKS
                     LHVLGDEYVDILKEAYENRWVDVYENKGKRSGAYSSGAYGTNPYILMNWHDNVNNLFT
                     LAHEFGHSVHSYYTRKTQPHVYGDYSIFVAEVASTCNEALLNDYLLKTTEDKKERLYL
                     LNHYLEGFRGTVFRQTMFAEFEHIIHKKVQEGHAVTPDMLTEIYYDLNKKYFGDALVI
                     DEEIGLEWSRIPHFYYNYYVYQYATGFSAATALSKQILEEGQPAVERYINEFLKAGSS
                     DYPIEVLKKAGVDMASPEPVKEALQVFEEKLNELEALLFEEK"
     gene            complement(43957..44130)
                     /locus_tag="DJ46_42"
     CDS             complement(43957..44130)
                     /locus_tag="DJ46_42"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62782.1"
                     /translation="MKKTYILLIILAVIVSFFLYILSLLQAFPKMIAFPLLFGVIVIA
                     LSYFNHKKRFKGF"
     gene            complement(44360..45253)
                     /locus_tag="DJ46_43"
     CDS             complement(44360..45253)
                     /locus_tag="DJ46_43"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin family protein"
                     /protein_id="AIK61180.1"
                     /translation="MDKQEAKHINMPSPSACEYKSVEAYLFIDPLCKDCWEIEPFIIK
                     LWLEYGKYFSIRHIVTGKVDGTNASSHKWNKPANIRFVWEKTTSLHGFSYDGKVHMQE
                     ASSTPYLVSMAIKAAELQGRKAGSKFLRKLQEYIFLENVSNPDCELLLACAKDSDIDV
                     EEFKKDLYSASAKKAFQCDLKFTNEMHITEIPSLVFFHANSDEEGIKIAGTYSYDVYV
                     QLLKELVKCEIEPEPLPSLEVLLEATQFISSKEVAFIYDCSKQEIERELKKLQLKRKV
                     QMIDVKCERYWKWIAKEKDLV"
     gene            complement(45253..45651)
                     /gene="yjbI"
                     /locus_tag="DJ46_44"
     CDS             complement(45253..45651)
                     /gene="yjbI"
                     /locus_tag="DJ46_44"
                     /note="truncated"
                     /codon_start=1
                     /transl_table=11
                     /product="group 2 hemoglobin yjbI"
                     /protein_id="AIK63555.1"
                     /translation="MSKQPMTPFEAIGGEQCIEILVDTFYSYVSKHPDLSPIFPDDLT
                     ETARKQKQFLTQYLGGPNLYTEEHGHPMLRARHLPFEITPKRAEAWLSCMEQAMDDTG
                     VHGHIREFVFERLALTAQHMVNTPNETGEI"
     gene            complement(45832..46410)
                     /locus_tag="DJ46_45"
     CDS             complement(45832..46410)
                     /locus_tag="DJ46_45"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63491.1"
                     /translation="MTQEIEIEFKNIVTEEEFHALCKSFSIEVFTKQVNHYFETPNFS
                     LKEAGSALRIRHKGETYTLTLKQPAEVGLSETHQVVTENEAKMMMETNVIISGAVMNQ
                     LCKLQIPVSALTYMGSLTTERAETLFEGGTLVFDHSFYYNHDDYEIEFEVQDEETGKA
                     AFIHLLKQHNIPIRHTNNKVKRFFLAKQNKAR"
     gene            46557..46916
                     /locus_tag="DJ46_46"
     CDS             46557..46916
                     /locus_tag="DJ46_46"
                     /note="putative uPF0738 protein BALH_1059"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61444.1"
                     /translation="MQNKIQVKSVEKRENALIFCAENSEIEVKGLSARNHVLVDSDNL
                     SFLYILENESSFIYVSIPHTCWEAMNNDVVMFVRVNDIEMELEGLKEEVEYLVENIEG
                     NANYGEELVTAVEKVFL"
     gene            46947..47585
                     /gene="yjbM"
                     /locus_tag="DJ46_47"
     CDS             46947..47585
                     /gene="yjbM"
                     /locus_tag="DJ46_47"
                     /EC_number="2.7.6.5"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP pyrophosphokinase yjbM"
                     /protein_id="AIK63935.1"
                     /translation="MNRNWEEFLAPYHQAVAELKVKLKGMRTQFAMLTEHSPIEFVTG
                     RVKSVASIIDKAEKRNVPLDRLREDMQDIAGLRMMCQFVDEIKPVVEYLRKRNDFEIV
                     EERDYVTQKKDSGYRSYHVVISYPVQTIQGEQKVLVEIQIRTLAMNFWATIEHSLNYK
                     YSGRFPEDIKIRLQRAAEAAFLLDEEMSSIRLEIQEAQKAFSRKQETKDSES"
     gene            47604..48401
                     /locus_tag="DJ46_48"
     CDS             47604..48401
                     /locus_tag="DJ46_48"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-NAD kinase family protein"
                     /protein_id="AIK66247.1"
                     /translation="MKFTIMSKGDQSSDTLASTMKEYLLDFGFIMDEQEPDIVISVGG
                     DGTLLYAFHRYYNRLDETAFVGVHTGHLGFYADWLPTEVEKLVIAIAKTPFQVVEYPL
                     LEVIIRYMNGSKESQYLAMNEATVKSAEGTLVTEVEIRGEYFETFRGDGLCISTPSGS
                     TAYNKALGGAIIHPSIEAIQIAEMASINNRVFRTVGSPLVLPKHHTCVLKPTAGMNLQ
                     ITVDHLTMVHQDVKSIQYRVANEKVRFVRFRPFPFWKRVRDSFVADK"
     gene            48417..49310
                     /locus_tag="DJ46_49"
     CDS             48417..49310
                     /locus_tag="DJ46_49"
                     /note="rluA_subfam: pseudouridine synthase, RluA family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase, RluA family protein"
                     /protein_id="AIK63281.1"
                     /translation="MNRFTLKWDIESAEEGTLVREFLKTKGISKAALTDIKFHGGAIE
                     VNGQHASVRHQLQVGEELRIFFPVEERSEGMIAEDIPLCIVYEDDAVLVINKEANMST
                     IPSREHPSGSVANALLSHYDKQYLPSTVHIVTRLDRDTSGLMLIAKNRFVHHLLSKQH
                     QQKAVKRTYEAIVHGEMVEREGTIDAPIGRKSDSIIERTVCEEGQRAVTHFRVIDSAN
                     HKTHVSLELDTGRTHQIRVHLAHIGHPLLGDNLYGGKRDEMKRQALHSTSLTFYHPIL
                     EKEMSFAAMIPSDMQEVLRQT"
     gene            complement(49359..50747)
                     /locus_tag="DJ46_50"
     CDS             complement(49359..50747)
                     /locus_tag="DJ46_50"
                     /codon_start=1
                     /transl_table=11
                     /product="head domain of trimeric autotransporter adhesin
                     family protein"
                     /protein_id="AIK65857.1"
                     /translation="MKKKSSKQKRKCPPFYLPMYGINNWCSIRAAALEELEGQEASLK
                     NKARPKYVSLENAVMSRIIDNRKTKRQQKNKPLSTHTEQIVPSEQTEKKTEENIPVAI
                     NKKAESEIPAAIINQVKKIKEALAPSGDKQTEKTIIIQPPTPENTKVKKGGRYAHAEG
                     LHSNAEGTASHAEGLLTHAKGSFSHAEGSKTKATGHSSHSEGSETTAGGSYSHAEGKH
                     TIALGEAAHAEGTATIANGFSSHAEGNHTSTAHFAGSHIMGRFGTAEESYSWFIANGT
                     NETDHNIGAKWLAHNGEMYIDGASYNASGTDFAQMFEAVDNTLIDVGYFVTFSSEEKI
                     RIATSNDSFILGISSATPALIGNSGALSWQKRYKTDSFGKRQYVRTESQDIQPLLNTE
                     WDPACKYIARKDRTEWLPVGLIGQMLVRDDGTCETHGYCRPNDNGIATKSESGFFVIK
                     RTGDNQILILFR"
     gene            complement(50888..51628)
                     /gene="prpE"
                     /locus_tag="DJ46_51"
     CDS             complement(50888..51628)
                     /gene="prpE"
                     /locus_tag="DJ46_51"
                     /EC_number="3.6.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="bis(5'-nucleosyl)-tetraphosphatase prpE
                     asymmetrical"
                     /protein_id="AIK61770.1"
                     /translation="MKYDIIGDIHGCLQEFQNLTEKLGYNWSSGLPVHPDQRKLAFVG
                     DITDRGPHSLRMIEIVWELVIHKKVAYYAPGNHCNKLYRFFLGRNVTIAHGLETTVAE
                     YEALPSHKQNMIKEKFITLYEQSPLYHILDEKRLLVCHAGIRQDYIGRQDKKVQTFVL
                     YGDITGEKHADGSPVRRDWAKEYKGTTWIVYGHTPVKEPRFVNHTVNIDTGAVFGGRL
                     TALRYPEMETVSVPSSLPFVPEKFRPIS"
     gene            complement(51703..51942)
                     /locus_tag="DJ46_52"
     CDS             complement(51703..51942)
                     /locus_tag="DJ46_52"
                     /codon_start=1
                     /transl_table=11
                     /product="cell cycle family protein"
                     /protein_id="AIK63057.1"
                     /translation="MIHIAIESNDPFGSYICAGTIGMFTFQVFQNIGMTIGLLPITGI
                     TLPLMSYGGSSLLTYMIAIGFVLNVRSRTKIFMFN"
     gene            complement(51939..52862)
                     /locus_tag="DJ46_53"
     CDS             complement(51939..52862)
                     /locus_tag="DJ46_53"
                     /codon_start=1
                     /transl_table=11
                     /product="cell cycle family protein"
                     /protein_id="AIK65662.1"
                     /translation="MKDPNSQYQIDYVLLCILFAIGTVSCFAIASAQASLPPFLQNVN
                     FVLKQIQWYFIGFIAIGVIMIIDFDRYQKIAWYLYSFALVLLIGLELQVPGTITIKGA
                     TAWYRLPGIGNFQPSEIMKLFLIIVTGRIIANHNEKYFYRTIHDDFLLLGKICATSLP
                     PLLLIAKEPDLGNTMVISAMLAAMILVSGIRWRFIFGLVSGIFVTAVTLTYIFFTHTK
                     FFKTHILQEYQLNRFYGWLAPYKYDAQGYQLRQAFLATGSGEMQGKGWENGQVYFPEP
                     HTDFIFTNVAEQFGFLGASVIIAIFSYLFSA"
     gene            complement(53005..53940)
                     /locus_tag="DJ46_54"
     CDS             complement(53005..53940)
                     /locus_tag="DJ46_54"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK61285.1"
                     /translation="MENIKNVPLVSILIPTYNRPHYFKIALESALAQTYSNIEIIVGD
                     DSTNNETEKLIYRDYLHKHKHITYIRNPSTLGQFHNALMLLEQSNGEYINFLMDDDIF
                     YNNKIEKMMFYFQKDLDQNLALITSYRTWINDDGDIIEQHPSMKKLYDEDTLLNGKDF
                     GNRMLILGQNIIGEPTTVLFRKRLLTEPFGTLNGRNYNCSVDMASWISLLSKGDAIYI
                     TEPLSSFRLHTGQQVHHKYLEGCEDFSHLVLHSKKYGFLQDIDYYKTSLLKACEWYKN
                     ATTFYQLYPELIPTTDTHTRLSHCLNIVTKELHAI"
     gene            complement(53947..54714)
                     /locus_tag="DJ46_55"
     CDS             complement(53947..54714)
                     /locus_tag="DJ46_55"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK63744.1"
                     /translation="MNFWNENKKKITLIPPPELVQYVGGHFEEVGKEFMQYFIEIGNL
                     KSNETVLDVGCGIGRMAVPLMNYLSDDGTYYGFDLFNKGITWCKNNISTRRNNFHFEH
                     VDIYNQFYNPDGKEDASQYKFPYEDESFDFIFLTSVFTHLLPKELEHYVREIARVLKK
                     DGRCFITFFLINPESSYYLNAGLSPLGFYHQIDNCYVLNKDIPNFAVAYPEEDIRTLL
                     NKYGLEMQTPPHYGSWCGRTEHTSYQDIILTQKISER"
     gene            complement(54842..55687)
                     /locus_tag="DJ46_56"
     CDS             complement(54842..55687)
                     /locus_tag="DJ46_56"
                     /codon_start=1
                     /transl_table=11
                     /product="macrocin-O-methyltransferase family protein"
                     /protein_id="AIK63154.1"
                     /translation="MENKSAVQLYLELLKKTILFEIWLEYEPYLPASLHISKELSYEP
                     VTVPLPLFLKQYVENHNLKIVNPNVSNNERQGGKDWPRAAHSMVGRKRMNQLQEAMET
                     VVKENIEGDFIETGVWRVGSCIFMNGFLQANNITDRTVWVADSFEGLPAPNLEQYPKD
                     YGDYLHTFDYLRVSLETVQENFRKYDLLNDQVKFLKGWFKDTLPSAPIEKIAIARLDG
                     DMYESTMDSLVNLYDKVSIGGFIIIDDYGLITCAEAVTDFRSERNIKTPMTQIDDFGI
                     FWRKE"
     gene            complement(55810..56508)
                     /gene="bclA"
                     /locus_tag="DJ46_57"
     CDS             complement(55810..56508)
                     /gene="bclA"
                     /locus_tag="DJ46_57"
                     /codon_start=1
                     /transl_table=11
                     /product="bclA protein"
                     /protein_id="AIK62070.1"
                     /translation="MSNNNYSNGLNPDESLSASAFDPNLVGPTLPPIPPFTLPTGPTG
                     PTGPTGPTGPTGPTGPTGDTGTTGPTGPTGPTGPTGPTGATGLTGPTGPTGPSGLGLP
                     AGLYAFNSGGISLDLGINDPVPFNTVGSQFGTAISQLDADTFVISETGFYKITVIANT
                     ATASVLGGLTIQVNGVPVPGTGSSLISLGAPIVIQAITQITTTPSLVEVIVTGLGLSL
                     ALGTSASIIIEKVA"
     gene            56674..57831
                     /locus_tag="DJ46_58"
     CDS             56674..57831
                     /locus_tag="DJ46_58"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK63307.1"
                     /translation="MLNKQGITISLCMIVRDEEKTIARCLDSVEKIVDEIIVVDTGSI
                     DRTKEIVEKYTSNIYDFQWIDDFAAARNFSFSKATQEYILWLDADDVLLEDAQEALKL
                     LKRELDPKIDAVSMPYHLAMDSNGKPLYCTKRNRLVKREKQFQWFGKVHEYLAISGET
                     FSSNVAITHKKEKKVTNRNLKIFQDAVAAGEELSPRDLFYYANECMDNQKYDDAVLLY
                     ETFLNQDEGWYEEKIYACGKLGDCYAKLGLWEKAVESCVKSFRYAIPRGENCTRIGYI
                     YMEQQKYNEAIFWFKLATEVPMATESPFHSPASYTWLPYLQMCICYSKLGEQDKAYYY
                     NELAASYVPNNAAIEYNRKYFRSIFDQQKNRYRLFFLEIAYQDSNSNRLTI"
     gene            57925..58614
                     /locus_tag="DJ46_59"
     CDS             57925..58614
                     /locus_tag="DJ46_59"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61033.1"
                     /translation="MNSPKNSLYEEKSGHYYNAVNPNLLKHIKKEWKEVLDIGCSSGA
                     LGAAIKENGTRVSGIEAFPEAAEQAKEKLDHVVLGDIETMEMPYEEEQFDCVIFGDVL
                     EHLFDPWAVIEKVKPYIKHNGVILASIPNVAHISVLAPLLAGNWSYTEYGLLDKTHIR
                     FFTFNEMLRMFLKAGYSISKVDRVYIDHKMYEPLIEELYGVCKKYRLGSGFMAETVVF
                     QYIIEAEKSSL"
     gene            58611..59297
                     /locus_tag="DJ46_60"
     CDS             58611..59297
                     /locus_tag="DJ46_60"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase like family protein"
                     /protein_id="AIK66401.1"
                     /translation="MSAAEKTILFVTCINDSKMYAQCVRHILRLAVPPGYVVQFMPIR
                     NAKSMTSGYNQAISHPAKYKVYIHQDVFIMNVAFLHGLLQLFNEHEHLGMIGMIGAQY
                     VPPNGVWNEGKGVVGKVIGYMNDLFYMASQEQPYHESKTFMPVECIDGLLMATQYDIP
                     WREDLFDGFDYYDVSQSFEFRKAGYTVGVPVQRDAWCIHYHIDVNMTNYEKYRKIFVE
                     HYMSDVNQDE"
     gene            59310..59990
                     /locus_tag="DJ46_61"
     CDS             59310..59990
                     /locus_tag="DJ46_61"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase like family protein"
                     /protein_id="AIK61237.1"
                     /translation="MKDHTILVVVCINNEELFEQCERQIRNLFVPPGYVVQIFPIRDA
                     KSMASAYNRALSYPAKYKVYIHQDTFLINREMFYTLISLFKDNEKLGLIGVAGAQFLP
                     SNGIWWEGKNLVGKVIEYRRQNYQLLNLDQLFYGNQSFMSVQEIDGLLMATQYDIPWR
                     EDLFQGFHFYDVSQSLEFQKAGYLIGIPNQANLWCIHYNGDEFDADTYEKYRKVFVEH
                     YKDILSPS"
     gene            60005..60742
                     /locus_tag="DJ46_62"
     CDS             60005..60742
                     /locus_tag="DJ46_62"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotidyl transferase family protein"
                     /protein_id="AIK65935.1"
                     /translation="MKGIILAGGTGSRLYPITKVTNKHLLPVGRYPMIYHAVYKLKQC
                     DITDIMIITGKEHMGDVVSFLGSGQEFGVSFTYRVQDKAGGIAQALGLCEDFVGNDRM
                     VVILGDNIFSDDIRPYVEEFTNQKEGAKVLLQSVDDPERFGVANIQNRKIIEIEEKPK
                     EPKSSYAVTGIYLYDSKVFSYIKELKPSARGELEITDINNWYLKRGVLTYNEMSGWWT
                     DAGTHVSLQRANALARDINFGKQFNGE"
     gene            60751..61296
                     /gene="rfbC"
                     /locus_tag="DJ46_63"
     CDS             60751..61296
                     /gene="rfbC"
                     /locus_tag="DJ46_63"
                     /EC_number="5.1.3.13"
                     /note="rmlC: dTDP-4-dehydrorhamnose 3,5-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="dTDP-4-dehydrorhamnose 3,5-epimerase"
                     /protein_id="AIK62450.1"
                     /translation="MKVIETNFTDAKLLEPRLFGDDRGFFTESYNKKVLETLGVTHSF
                     VQDNVSYSAEAGTIRGLHFQKNPKAQTKLIQVMQGAIYDVIVDLRKDSPTFKQWRGYI
                     LSADNHRQLLVPKGFAHGFCTLVPHTIVMYKVDEYYSADHDSGVLWNDKELAIPWPVT
                     SPILSDKDRILPLLQECEDSF"
     gene            61313..62281
                     /gene="rfbB"
                     /locus_tag="DJ46_64"
     CDS             61313..62281
                     /gene="rfbB"
                     /locus_tag="DJ46_64"
                     /EC_number="4.2.1.46"
                     /note="dTDP_gluc_dehyt: dTDP-glucose 4,6-dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="dTDP-glucose 4,6-dehydratase"
                     /protein_id="AIK65244.1"
                     /translation="MNILVTGGAGFIGSNFVHYMLQSYETYKIINFDALTYSGNLNNV
                     KSIQDHPNYYFVKGEIQNGELLEHVIKERDVQVIVNFAAESHVDRSIENPIPFYDTNV
                     IGTVTLLELVKKYPHIKLVQVSTDEVYGSLGKTGRFTEETPLAPNSPYSSSKASADMI
                     ALAYYKTYQLPVIVTRCSNNYGPYQYPEKLIPLMVTNALEGKKLPLYGDGLNVRDWLH
                     VTDHCSAIDVVLHKGRVGEVYNIGGNNEKTNVEVVEQIITLLGKTKKDIEYVTDRLGH
                     DRRYAINAEKMKNEFDWEPKYTFEQGLQETVQWYEKNEEWWKPLKK"
     gene            62293..63147
                     /gene="rfbD"
                     /locus_tag="DJ46_65"
     CDS             62293..63147
                     /gene="rfbD"
                     /locus_tag="DJ46_65"
                     /EC_number="1.1.1.133"
                     /note="rmlD: dTDP-4-dehydrorhamnose reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="dTDP-4-dehydrorhamnose reductase"
                     /protein_id="AIK66240.1"
                     /translation="MKERVIITGANGQLGKQLQEELNPEEYDIYPFDKKLLDITNISQ
                     VQQVVQEIRPHIIIHCAAYTKVDQAEKERDLAYVINAIGARNVAVASQLVGAKLVYIS
                     TDYVFQGDRPEGYDEFHNPAPINIYGASKYAGEQFVKELHNKYFIVRTSWLYGKYGNN
                     FVKTMIRLGKEREEISVVADQIGSPTYVADLNVMINKLIHTSLYGTYHVSNTGSCSWF
                     EFAKKIFSYANMKVNVLPVSTEEFGAAAARPKYSIFQHNMLRLNGFLQMPSWEEGLER
                     FFIETKSH"
     gene            63256..64026
                     /gene="fabI"
                     /locus_tag="DJ46_66"
     CDS             63256..64026
                     /gene="fabI"
                     /locus_tag="DJ46_66"
                     /EC_number="1.3.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="enoyl-[acyl-carrier-protein] reductase [NADH]"
                     /protein_id="AIK66404.1"
                     /translation="MELLQGKTFVVMGVANQRSIAWGIARSLHNAGAKLIFTYAGERL
                     ERNVRELADTLEGQESLVLPCDVTNDEELTACFETIKQEVGTIHGVAHCIAFANRDDL
                     KGEFVDTSRDGFLLAQNISAFSLTAVAREAKKVMTEGGNILTLTYLGGERVVKNYNVM
                     GVAKASLEASVKYLANDLGQHGIRVNAISAGPIRTLSAKGVGDFNSILREIEERAPLR
                     RTTTQEEVGDTAVFLFSDLARGVTGENIHVDSGYHILG"
     gene            64188..64709
                     /locus_tag="DJ46_67"
     CDS             64188..64709
                     /locus_tag="DJ46_67"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat CotO family protein"
                     /protein_id="AIK62414.1"
                     /translation="MKNKNKSSTVGKPLLYIAQVSLELAAPKIKRIILTNFENEDRKE
                     ESNRNENVVSSAVEEVIEQEEQQQEQEQEEQVEEKTEEEEQVQEQQEPVRTVPYNKSF
                     KDMNNEEKIHFLLNRPHYIPKVRCRIKTATISYVGSIISYRNGIVAIMPPNSMRDIRL
                     SIEEIKSIDMAGF"
     gene            complement(64770..65228)
                     /locus_tag="DJ46_68"
     CDS             complement(64770..65228)
                     /locus_tag="DJ46_68"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat Z family protein"
                     /protein_id="AIK63028.1"
                     /translation="MSCNENKHHGSSHCVVDVVKFINELQDCSTTTCGSGCEIPFLGA
                     HNTASVANTRPFILYTKAGAPFEAFAPSANLTSCRSPIFRVESVDDDSCAVLRVLSVV
                     LGDSSPVPPTDDPICTFLAVPNARLVSTSTCITVDLSCFCAIQCLRDVTI"
     gene            65353..65712
                     /locus_tag="DJ46_69"
     CDS             65353..65712
                     /locus_tag="DJ46_69"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63146.1"
                     /translation="MLFTSWLLFFIFALAAFRLTRLIVYDKITGFLRRPFIDELEITE
                     PDGSVSTFTKVKGKGLRKWIGELLSCYWCTGVWVSAFLLVLYNWIPIVAEPLLALLAI
                     AGAAAIIETITGYFMGE"
     gene            complement(66078..66581)
                     /locus_tag="DJ46_70"
     CDS             complement(66078..66581)
                     /locus_tag="DJ46_70"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exosporium protein"
                     /protein_id="AIK61286.1"
                     /translation="MFSSDCEFTKIDCEAKPASTLPAFGFAFNASAPQFASLFTPLLL
                     PSVSPNPNITVPVINDTVSVGDGIRILRAGIYQISYTLTISLDNSPVAPEAGRFFLSL
                     GTPANIIPGSGTAVRSNVIGTGEVDVSSGVILINLNPGDLIRIVPVELIGTVDIRAAA
                     LTVAQIS"
     gene            complement(66749..67219)
                     /locus_tag="DJ46_71"
     CDS             complement(66749..67219)
                     /locus_tag="DJ46_71"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat Z family protein"
                     /protein_id="AIK62130.1"
                     /translation="MSCNCNEDHHHHDCDFNCVSNVVRFIHELQECATTTCGSGCEVP
                     FLGAHNSASVANTRPFILYTKAGAPFEAFAPSANLTSCRSPIFRVESIDDDDCAVLRV
                     LSVVLGDTSPVPPTDDPICTFLAVPNARLISTNTCLTVDLSCFCAIQCLRDVTI"
     gene            complement(67362..69428)
                     /locus_tag="DJ46_72"
     CDS             complement(67362..69428)
                     /locus_tag="DJ46_72"
                     /note="uvrD/REP helicase N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66047.1"
                     /translation="MTQEKFSQKSLTHADIPRATYHIPKTSTHLIMEEDADAAYFRAL
                     EQQNVFLNEKQLEAVRTTEGPVLTLAGAGSGKTSVLTTRVGYLVNVKQVHPRNILLLT
                     FTQKAAEEIRNRVANLPGMNHAASSYVVAGTFHSVFLKLLRSQGYNQQILANEKHKQI
                     MIKKILKELRLKDAYDAETMLAMISLEKNKLNRPKDVKAKTPVEQEFKEVYERFEEVK
                     QRYNYIDFDDILLETYYMLENNAPLLTQLQQRFHYIEVDEFQDTSYAQYEIVKLLASP
                     RNNLFIAGDDDQAIYGWRGASHQIILSFPKEFDNTTIIALNTNYRSNPFIVGLGNEVI
                     KLNQERFDKELYSVREEGVQPFYARPATTLDEANQILQLIQEKVDSGERNYKDFCLLY
                     RTHSVSRSLLDQLTIHKIPFIKHGASQSFYEHSLIKPVLDHLRLVIEPFRLESLSNIL
                     PTMYIGRDDCISFIEREQWKYGEGRFPSLLHFLLLNPSLKPFQVKKVNERIDFIKFIK
                     ELEPKKALKEIIHGKGKYLEYLQSNDRSSFTMHKDIQEEMLEELMESANRFTDIPAYL
                     QFIDEAIQGQKEMEALKTMPQKDAVSLMSIHNAKGLEFPCVFLLGASDGILPHTSSLK
                     DANDRVTETSEALEEERRLLYVAITRAKEELYISSPQFFRGKKLDISRFLYTVRKDLP
                     EKTSTK"
     gene            complement(69528..69950)
                     /locus_tag="DJ46_73"
     CDS             complement(69528..69950)
                     /locus_tag="DJ46_73"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63866.1"
                     /translation="MHAQIVQTDEQLRDAFSVRKQVFVKEQQVSAEEEYDEFEETSIH
                     VVIYDNDVPVGAGRFRTIDGIGKMERICVLASHRKKGIGKIVMDALEAYAKENSLSKL
                     KLHAQTHAEDFYKKLGYVTNSDVFMEANIPHIVMIKEL"
     gene            complement(69952..70470)
                     /locus_tag="DJ46_74"
     CDS             complement(69952..70470)
                     /locus_tag="DJ46_74"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62724.1"
                     /translation="MKLGIVIFPSKMIQDKANGLRKRYDPHYALVPPHITLKTPFETQ
                     DEQLESIVNKLHTIASKTNPFTLHVGKVGSFAPVNNVIYFKVEKTPELTFLNEEMHSG
                     FFTQEREYAFVPHLTIGQGLSDAEHADVLGRLRMKDFYYEQPIDRFHLLYQLENGTWT
                     VHETFRLGKGNN"
     gene            complement(70563..71294)
                     /locus_tag="DJ46_75"
     CDS             complement(70563..71294)
                     /locus_tag="DJ46_75"
                     /codon_start=1
                     /transl_table=11
                     /product="esterase family protein"
                     /protein_id="AIK64952.1"
                     /translation="MNQTIGRIEEISFYSASLQEDVTLLVYLPVNYTPLHKHTVVIAQ
                     DGRDYFQLGKAHRVIERLRETEEIDRTIIVGIPYKNVHDRKEKYFPNEVKNAAYIRFL
                     AHELAPYIDENYPTYQMGKGRVLIGDSLGGTVSFMTALMYPHTFGKVVMQSPFVDETV
                     MNLAKDFKNPEALELYHVIGTEETAVKRTDGQVSDFVGPNRELNTLLTDRNFITHYEE
                     FEGNHTWKYWQTDLPKAFSHMLSMK"
     gene            71498..72409
                     /locus_tag="DJ46_76"
     CDS             71498..72409
                     /locus_tag="DJ46_76"
                     /codon_start=1
                     /transl_table=11
                     /product="UAA transporter family protein"
                     /protein_id="AIK61404.1"
                     /translation="MKQERSIALPLAISIIAISFAAVFVKMSSAPSSILSMYRLWIIV
                     LIMLPIVWKKREEFSKIQIKDWGFLIGSGFFLALHFLLWFESLKHTTVASSTIILALQ
                     PIVSLVGGFFLFKERTTYSAIATMGIAILGVVCIGWGDLGLSEQAIYGDILSFLSVIA
                     VVGYLFIGQTTVKKVSHWIYSFTVFAFAGIFMGMYNIVLQVPFTGYTKWDWTVFLLLA
                     VVPTVSHVINNWLLNYVNATTISMSILGEPVGASILAFFLLGERLNAMQMIGSMLVLF
                     GVSVFLLQQEKRTAKDVVNEPVYTQEL"
     gene            72558..72953
                     /locus_tag="DJ46_77"
     CDS             72558..72953
                     /locus_tag="DJ46_77"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK61388.1"
                     /translation="MEFPSKKDAWLYPILFIVVGACFAPIFAGREYFLLFFTIPLAIL
                     FMWSWFSTKYIVGEETITIRSGFVKKRIFIRDIKQISNTKNPIAAYALSFDRLEIVYG
                     AHQTEIISPKDKEQFINHVKNKNPHIEIK"
     gene            complement(72978..73376)
                     /locus_tag="DJ46_78"
     CDS             complement(72978..73376)
                     /locus_tag="DJ46_78"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial Ig-like domain family protein"
                     /protein_id="AIK64010.1"
                     /translation="MLAAFQQQQTRKFSPITNTSASCLNIQPNPPKISIAPSVISVIG
                     VHMEKNKLKVRTGQSTELSASVLPMQATNKELIWTNMNADVITLYPKGDTVTITGKSA
                     GRAVVIVTTAEGKFRDLCIIHVQPYMTNPK"
     gene            complement(73647..75125)
                     /gene="putP"
                     /locus_tag="DJ46_79"
     CDS             complement(73647..75125)
                     /gene="putP"
                     /locus_tag="DJ46_79"
                     /note="na_Pro_sym: sodium/proline symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/proline symporter"
                     /protein_id="AIK63424.1"
                     /translation="MSTQMLTLTSISIYMLGMLVIGYFAYKRTSNLTDYMLGGRTLGP
                     AVTALSAGASDMSGWLLMGLPGAMFSVGLSSSWIAIGLTLGAYANWLYVAPRLRTYSE
                     IANNSITIPEFLEHRFQDKSHMLRLVSGLVIMIFFTFYVASGLVSGAVLFENSFGMNY
                     HVGLFIVAGVVVAYTLFGGFLAVSWTDFVQGIIMVIALILVPTVTIMNVNGLGPAFST
                     IKSIDPTLLDIFKGTSVLGIISLFAWGLGYVGQPHIIVRFMAISSVKEIKSARRIGMS
                     WMIFSVVGAMFTGLIGIAYYSDKGLKLSNPETIFLELGKILFHPLITGFLLAAILAAI
                     MSTISSQLLVTSSAITEDLYRTFFKRSASDKELVFVGRMAVLVIALVGCALAFKQNDT
                     ILALVGYAWAGFGSSFGPAILLSLYWKRMTKWGALAGMISGAATVIIWTQFKFLKEFL
                     YEMIPGFTISLLVIVIVSLLTQPSKEIEEQFENFEKQHSDNL"
     gene            76009..77427
                     /gene="trpE"
                     /locus_tag="DJ46_80"
     CDS             76009..77427
                     /gene="trpE"
                     /locus_tag="DJ46_80"
                     /EC_number="4.1.3.27"
                     /note="trpE_most: anthranilate synthase component I"
                     /codon_start=1
                     /transl_table=11
                     /product="anthranilate synthase component I"
                     /protein_id="AIK61338.1"
                     /translation="MMTKEEFIKQKEQRKTFLVIAEEEGDSITPISLYRRMKGKKKFL
                     LESSQLHQDKGRYSYLGCNPYGEVKSVGTEVERTIYGRAEKLQSNVLQVLEEIIAPSQ
                     VDSPFPFCGGAVGYIGYDVIRQYENIGADLHDPLNIPEVHLLLYREFIVYDHLRQKLS
                     FVYVCREDDSADYEEVYERLRVYKEEVLQGEEAEVTEIRSTLSFTSSITEREFCVMVE
                     TAKEHIGAGDIFQVVLSQRLQSECIGDPFALYRKLRIANPSPYMFYIDFQDYVVLGSS
                     PESLLSVREDKVMTNPIAGTRPRGKTKEEDTEIEKELLENEKERAEHMMLVDLGRNDI
                     GRVSEIGSVTIDKYMKVEKYSHVMHIVSEVYGTLRKQMSGFDALAYCLPAGTVSGAPK
                     IRAMEIINELENEKRNVYAGAVGYVSFSGNLDMALAIRTMVVKDEKAYVQAGAGIVYD
                     SDPVAEYEETLNKARALLEVMK"
     gene            77424..78011
                     /locus_tag="DJ46_81"
     CDS             77424..78011
                     /locus_tag="DJ46_81"
                     /note="trpG_papA: glutamine amidotransferase of
                     anthranilate synthase/aminodeoxychorismate synthase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine amidotransferase of anthranilate
                     synthase/aminodeoxychorismate synthase family protein"
                     /protein_id="AIK64656.1"
                     /translation="MIVLIDNYDSFTYNLYQLLGEYEEEIVVVRNDQITIEQLEEMNP
                     KGIVLSPGPGKPEEAGICIEVIRHFYKNVPILGICLGHQAIISAFGGEIVRAERIKHG
                     KTSRAKHNGTSIFSYVTQPLTAMRYHSLVAAQTSLPQCFDILATAMDDGEIMAVRHNY
                     YPLFGLQFHPESIATEEGGKLIRAFLGEVKEEERV"
     gene            78008..79033
                     /gene="trpD"
                     /locus_tag="DJ46_82"
     CDS             78008..79033
                     /gene="trpD"
                     /locus_tag="DJ46_82"
                     /EC_number="2.4.2.18"
                     /note="trpD: anthranilate phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="anthranilate phosphoribosyltransferase"
                     /protein_id="AIK64510.1"
                     /translation="MNNYLRKLVEGQHLTEEEMYKAGLLLLNENILESEIAAFLVLLK
                     AKGETAEEIYGLVRALREKALPFSNHIQGAMDNCGTGGDGAQTFNISTTSAFVLAGAG
                     VKVAKHGNRAVSSKTGSADLLEELGVNISSTPNEIDYLLEHVGIAFLFAPAMHPALKR
                     IMKIRKELNVPTIFNLIGPLTNPVNLETQFVGIYKRDMLLPVAQVLQKLGRKQALVVN
                     GSGFLDEASLQGENHVVILKDNEIVETSIEPEKYGFSIVKNEEIRGGNSKENAKITLG
                     VLSGEKSVYRDTVLFNAGLALFANGKAKTIEEGITLAAHSIDSGKALAKLNLLIAASN
                     EELERVN"
     gene            79035..79796
                     /locus_tag="DJ46_83"
     CDS             79035..79796
                     /locus_tag="DJ46_83"
                     /codon_start=1
                     /transl_table=11
                     /product="indole-3-glycerol phosphate synthase family
                     protein"
                     /protein_id="AIK64917.1"
                     /translation="MGTILDKIVNQKKKEVAALYETYTPVKEKRKTRSLVKALEQFTV
                     IAEVKRASPSKGDINLHVDVRKQVKTYEECGAGAVSVLTDGQFFKGSFYDLQTAREES
                     SIPLLCKDFIIDKIQIDRAYEAGADIILLIVAALTKEKLKELYSYVLEKGLEAIVEVH
                     DEQELEIAIQLNPHVIGINNRNLKTFEVDLSQTEKLGKRLNEEKLLWISESGIHSKED
                     IIRVKRAGAKGVLVGEALMTSSSIHTFFEDCKVNI"
     gene            79793..80407
                     /locus_tag="DJ46_84"
     CDS             79793..80407
                     /locus_tag="DJ46_84"
                     /codon_start=1
                     /transl_table=11
                     /product="N-(5'phosphoribosyl)anthranilate (PRA) isomerase
                     family protein"
                     /protein_id="AIK61353.1"
                     /translation="MKVKICGITDMETAKRACEYGADALGFVFAESKRKITPGLAKEI
                     IQELPANVLKIGVFVNESVEVIQKITGNCGLTHVQLHGGEDNHQIRRLNIPSIKSLGV
                     TSESDMKNAQGYETDYILFDSPKEKFHGGNGKTFPWELLAHMPKELREKTILAGGLNT
                     LNIEEAIRTVRPYMVDVSSGVETEGKKDVEKIKQFIIKAKECSK"
     gene            80404..81597
                     /gene="trpB"
                     /locus_tag="DJ46_85"
     CDS             80404..81597
                     /gene="trpB"
                     /locus_tag="DJ46_85"
                     /EC_number="4.2.1.20"
                     /note="trpB: tryptophan synthase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan synthase, beta subunit"
                     /protein_id="AIK65958.1"
                     /translation="MNYAYPDEKGHYGIYGGRYVPETLMQSVLELEEAYKEAMEDEAF
                     QKELNHYLKTYVGRETPLYFAENMTEYCGGAKIYLKREDLNHTGAHKINNTIGQALLA
                     VRMGKKKVVAETGAGQHGVATATVCALLGLECVIFMGEEDVRRQKLNVFRMELLGAKV
                     ESVAAGSGTLKDAVNEALRYWVSHVHDTHYIMGSVLGPHPFPQIVRDFQSVIGNETKK
                     QYEALEGKLPEAVVACIGGGSNAMGMFYPFVHDEEVALYGVEAAGKGVHTEKHAATLT
                     KGSVGVLHGSMMYLLQNEEGQIQEAHSISAGLDYPGVGPEHSLLKDIGRVSYHSITDD
                     EALEAFQLLTKKEGIIPALESSHAVAYALKLAPQMKEDEGLVICLSGRGDKDVESIKR
                     YMEEV"
     gene            81601..82377
                     /gene="trpA"
                     /locus_tag="DJ46_86"
     CDS             81601..82377
                     /gene="trpA"
                     /locus_tag="DJ46_86"
                     /EC_number="4.2.1.20"
                     /note="trpA: tryptophan synthase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan synthase, alpha subunit"
                     /protein_id="AIK63516.1"
                     /translation="MGVERIKAAFENGKKAFIPYVMGGDGGLEILKERIRFLDEAGAS
                     IVEIGIPFSDPVADGPTIQRAGKRALDSGVTVKGIFQALIEVRKEVQIPFVLMTYLNP
                     VLAFGKERFIENCMEAGVDGIIVPDLPYEEQDIIAPLLREANIALIPLVTVTSPIERI
                     KKITSESEGFVYAVTVAGVTGVRQNFKDEIHSYLEKVKSHTHLPVVAGFGISTKEHVE
                     EMVTICDGVVVGSKVIELLENEKREEICEFIQATKQKEEA"
     gene            82452..82811
                     /locus_tag="DJ46_87"
     CDS             82452..82811
                     /locus_tag="DJ46_87"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65434.1"
                     /translation="MLRRKLLYLLLTVPLYAWLISMTKIELMALFLGYVFIFSNLNRI
                     QEQSILEICIFSISIELFSIVSIILLNELFRWIHSFELMKFGNVVLQVICAYIVFVVL
                     DKIVGQQTVFQDNRKWE"
     gene            82926..84425
                     /locus_tag="DJ46_88"
     CDS             82926..84425
                     /locus_tag="DJ46_88"
                     /codon_start=1
                     /transl_table=11
                     /product="L-lactate permease family protein"
                     /protein_id="AIK62822.1"
                     /translation="MAILLALIPIMMIFICLFLFKQTSLRSSLISYAVCVGIVLLSPT
                     FQLGISETVHATIKGWLICFIVGYVLFFGIFLFHLMNKRGYIDQVARFLEEVTHDRLL
                     QMLLMCFGICPLIESVSGFGIGFMVAAPIFLSLDYKPFQAVLLSFIGLLASSWGAMAT
                     GTIIGSQLINMPLTTLGTNTALLSIPMFAYFVILSLHVVGGWQAVIEKWKEGFGFFLL
                     FSLGIYLSNAYVSVELAGILSSIVTITFGFLIIKVKGKSGQNLMTEHAAATEREVSII
                     KIISPYIFLTVCILLSRLVPALHDVFRSYAVLDLKSYSYKLEMLYSPGFWLGMTCLFT
                     IIFFRIPSHIMKQSLLQTIKQWIPFAITTTMFIAISELMGASGMHSLLAKTAGDTFGT
                     FFVFVAPFIGGIGGFLTGSNAGSNAMFIKLQMQTAQNVALPWQYVTTLQNTASSVATI
                     ACPSRITLGAYLCNILYRENELLKKTTLMIFGAVLLIVVEVIFWYMLRN"
     gene            84518..85201
                     /locus_tag="DJ46_89"
     CDS             84518..85201
                     /locus_tag="DJ46_89"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63480.1"
                     /translation="MALKNYGVLKGTAIQSKMGKGKTPHYQVHLQGEAEVDYRIAINV
                     KSQSYPSEVLYFASDNIRSEAIHILPTLPFGFTEIKNNEPKVALDYVRGNVFDSKQMI
                     PLPAEKAGVDNDLNEKIERYIKRAIEEKAIIYAFGERWGPEENIPDSYFHFEPGNGIH
                     DIHMNQGNVEKWKGDNGIWQDGGILIQFEKEEEWVGIFLAFQSQSWCTDEEGHARVPV
                     EHCDYKRNN"
     gene            complement(85216..86049)
                     /locus_tag="DJ46_90"
     CDS             complement(85216..86049)
                     /locus_tag="DJ46_90"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62262.1"
                     /translation="MELVNSIFQILLTSVIQLFSLIGVIIVIGFLLGYLESLTRMYWS
                     RAFGRKGFLLTAWIGVPIHELGHAIMCVLFRHKIVATQFFPTDTSQGALGYVQHQYNQ
                     KSVYQRIGNFFIGIGPIISGITALILLMRYFVPDSYFLFNTALEKTIATTSINLEMLQ
                     NMLLSTFVLLKSLFTIGNLLNPSFWLFLFIAICISAHIALSKPDIKGSIDGVIVMFIV
                     LFLFNIIAGLFQYDSNQLIGKLMKYNMYLIAFSSVALLFSCISTLVSFGFYKIRGGRS
                     F"
     gene            86247..87032
                     /locus_tag="DJ46_91"
     CDS             86247..87032
                     /locus_tag="DJ46_91"
                     /codon_start=1
                     /transl_table=11
                     /product="nin one binding (NOB1) Zn-ribbon like family
                     protein"
                     /protein_id="AIK62566.1"
                     /translation="MKCLACHTENATEAKFCGNCGHSLTEGAVASSSQEEGEQQVRVE
                     QAKETRPNETVEKAKRFASGYFQFFKHAFKAPTAIMKSGKVEVRNGIVSLVLICFLGA
                     CIFYRMMSAGAALTRTLAPDLSTPSFFGDSITVFLFLLILTLFVGFIIFVSGKMMKSS
                     FSFLEVFGVWGTIATPAIAILVLSFLFSFLLIFFLPILLGLATTYMSISIIVAIVKLD
                     NGGLDLIYTLLIANVLIGIATFIVLWSYISTIIQTFTQGFTGF"
     gene            complement(87381..87812)
                     /locus_tag="DJ46_92"
     CDS             complement(87381..87812)
                     /locus_tag="DJ46_92"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64901.1"
                     /translation="MCAGLLAHLPDEPQEPKEPKPAVSLDQEFSINATIYSARAWLSN
                     DDTFAQDIWKATQFASASHAGKSIFPVGSVKIINFSDDTITVTASPESDHALKIVVPP
                     HSEAALTSGPLSHIQASTSGGSSKVTFLFHIFFSRDPGSDK"
     gene            88010..89344
                     /locus_tag="DJ46_93"
     CDS             88010..89344
                     /locus_tag="DJ46_93"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridine nucleotide-disulfide oxidoreductase
                     family protein"
                     /protein_id="AIK65224.1"
                     /translation="MNYVIIGGDAAGMSAAMQIVRNDENANVVTLEKGEIYSYAQCGL
                     PYVISGAIASTEKLIARNVKTFRDKYGIDAKVRHEVTKVDTEKKIVYAEHTKTKDVFE
                     FSYDRLLIATGVRPVMPEWEGRDLQGVHLLKTIPDAERILKTLETNKVEDVTIIGGGA
                     IGLEMAETFVELGKKVRMIERNDHIGTIYDGDMAEYIYKEADKHHIEILTNENVKAFK
                     GNERVEAVETDKGTYKADLVLVSVGVKPNTDFLEGTNIRTNHKGAIEVNAYMQTNVQD
                     VYAAGDCATHYHVIKEIHDHIPIGTTANKQGRLAGLNMLDKRRAFKGTLGTGIIKFMN
                     LTLARTGLNEKEAKGLHIPYKTVKVDSTNMAGYYPNAKPLYLKLLYRSDTKQLLGGQV
                     IGEEGVDKRIDVIAMALFNKMSIHDLEDVDLSYAPPYNSVWDPIQQAARRAE"
     gene            89446..89937
                     /locus_tag="DJ46_94"
     CDS             89446..89937
                     /locus_tag="DJ46_94"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK63159.1"
                     /translation="MFITLQAVQESEKEILRNLYALYLHDLSTFTPHITIGANGFFEF
                     EDLHMFWVNDGITPYFIKGDNDIVGFLLLLERPFLKKENDFSIHDIFILNQYKGKGIG
                     KQVIKNVLKEKRGQYFVIELVKNVPAVSFWKKVYRELNIEFDEKIQLIDDEECLVQMF
                     KIQ"
     gene            90082..90492
                     /locus_tag="DJ46_95"
     CDS             90082..90492
                     /locus_tag="DJ46_95"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63855.1"
                     /translation="MAINMKTIEEWIAESNARHEEDFGNVVEEMKEVCIGLDNATLIY
                     TKNVFCFGKKVEVLFFFQDHVVIGQEKNEYVEIEKLKYDAITHSNLKTNDKNTTLELK
                     FANGQSINLDSLNDNYGTKNWLFARQIKSIFKLI"
     gene            complement(90524..92065)
                     /locus_tag="DJ46_96"
     CDS             complement(90524..92065)
                     /locus_tag="DJ46_96"
                     /note="antibiot_sagB: SagB-type dehydrogenase domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="SagB-type dehydrogenase domain protein"
                     /protein_id="AIK63909.1"
                     /translation="MQLDTFLHHLHFSIDEIMPNHEIDWEDAPLPYKLYRNLPIIPLS
                     LEIPLSLPNSSTTPTLDEIGHYLWCSFGLTQLCQLNSEKILFRRSIPSGGALYPNELY
                     IYLKIDDYPDGIYHYDAAHHRLILLREGNFDSYITEALGNRCNIQSCFGAAFVSTMFW
                     KNFFKYNNFSYRLQGLDSGVLIGQLLECAKQFGYTNGVYFQFLDRAINHLLGLSEGEE
                     SVYAVVPFSTEPQFNWFHNDYREIKTVTSHELLQQIPPLAHEHFVRSKYVNEYPMITK
                     INEASMIESTAQFQTLAHEEYYQHHAHAVQLPKVERLSYDFLQLCRKRYSPDADFILT
                     KWDAAELATLLQEASLSFPYSNDLDGTYVNENARVSLYGCFYNVKDIKNGAYAYNSKT
                     HSIQPIRYGDLRYPLQSSMTMDNINLFQVPLCLHVVGKKDYYTNALGYRGYRIHQMEA
                     GILVHKLVFAATAMGMGGHPLLSFDTNSCDQLYGIDAGNETSLIQIPVGAYRARNWLK
                     GDLRN"
     gene            complement(92082..94031)
                     /locus_tag="DJ46_97"
     CDS             complement(92082..94031)
                     /locus_tag="DJ46_97"
                     /note="cyclo_dehyd_2: bacteriocin biosynthesis
                     cyclodehydratase domain"
                     /codon_start=1
                     /transl_table=11
                     /product="bacteriocin biosynthesis cyclodehydratase domain
                     protein"
                     /protein_id="AIK61972.1"
                     /translation="MTQNILLIGDGILADYVHDQLYKQYSIIRQHTIADELPENIDLA
                     LVLHDGSPSTIHHDAELTFRSNHIPWLRGFTSFGEGIIGPYIHPPAAGCTHCADGRRF
                     IAGFDQKEMWELQRKYAVKEENVTRRDVRATQNGILQMCHLICAETEKILTHNHPSLE
                     NELILLNLQTLQCTRHSFLPDPICPVCSNLPDDTADAAAISLQPSLKTSDATYRCRSI
                     HELNTFLTKDYLDYRVGMLNGKMQHSLLPFADVIINMPLMFGNEGVAGRTHSFAISET
                     TAILEGLERYCGMSPRGKKTNVYGSFHDVENHALNPLTLGVHTNEHYNRDGFPFKPFD
                     PDYEQNWVWGYSLSQNRPILVPESIAYYSLGHRDACVYETSNGCAIGGSLEEAIFHGI
                     LEIVERDAFLLTWYAELPLPRLDLSSAHDTELQLMIQRLYTITGYELHAFNATMEHGI
                     PSLWVIAKNTRENGMNVVCAGGSHLDPVRALKSAIHEIAGMLLITDDELEEKREYYEN
                     CLQDPYLVNKMEDHSMLYGLKEAEERLHFLLRGDAPVQTFQEMNALQSVDLDLTSDLH
                     QLLNRLGQSGLEVIVVDQTVPLIEKNGLHCVKVIIPGMLPMTFGHHLTRLTGLDRVYT
                     VPMTLGYTDEPLTTEQLNPHPHPFP"
     gene            complement(94028..95947)
                     /locus_tag="DJ46_98"
     CDS             complement(94028..95947)
                     /locus_tag="DJ46_98"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62857.1"
                     /translation="MSNLPAHAKLKANKDTFFLPDSNGGVYFRNNASSFRMDGDGIYN
                     WIEKLMPMFNGNYSLAEITDGLPLPYQNRVFEIGEILYTNGFVRDVSQDAPHELNSAL
                     LDRYASQIEFLEADSHSGALKFETYRNANVLIIGSGDMLTSLVSSLLESGLPTFHYLV
                     TDYEETNYDRIHELVELAHEVDDAVLVQEIDTTIDRPLHEVFEPFDWVLYVSQNGDIE
                     GLRAVHAICKEIGKNFIPAVCLSTVGLAGPVVTTNREECWESAWHRLHETTLQNENSS
                     AAFSPITSAMLANIIVFELFKHVADDSHREKNPQFFLLNYETLEGTWHPFIKHPLATD
                     ESFTIDTIENLSEKLEHRSNQHTSTDLFRFFDSLTSKETGIFHVWDEQDLHQLPLSQC
                     HIQVATPLSDGPASLLPLITCSGLTHNEARREAGLVGIETYVAEIMHRLIPEHNDIGI
                     GAGETMTEGVYRALQQHLNNKLYERQSHMLEEITTVDLTDIHDKNCRFYYDALATIHE
                     APKIAVSEEILSFPVVWVGINDRWYGASNINTTLALRSALQLSLLHIQNEETPYRANI
                     LPESSIILYDTDSFRLEIQAEEEIPSTQSVQLALQHLEEHHFYPFVFDLAIESFLKEN
                     LDGVYGVLIAKEDGL"
     gene            complement(96072..97328)
                     /gene="sucB"
                     /locus_tag="DJ46_99"
     CDS             complement(96072..97328)
                     /gene="sucB"
                     /locus_tag="DJ46_99"
                     /EC_number="2.3.1.61"
                     /note="sucB: dihydrolipoyllysine-residue
                     succinyltransferase, E2 component of oxoglutarate
                     dehydrogenase complex"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoyllysine-residue succinyltransferase,
                     E2 component of oxoglutarate dehydrogenase complex"
                     /protein_id="AIK62359.1"
                     /translation="MIEIKVPELAESITEGTISQWLLNVGDKVEKGGSVVELETDKVN
                     VEIIAEDSGIVSKLLGEPGDTVEVGATIAILDANGAPVAVSTPAPAEQSKQETAEAPK
                     AAAPSAEQTATLQGLPNTNRPIASPAARKMARELGIDLNDVRSTDPLGRVRPHDVQAH
                     AAAPKEAPAAPKSPAPAPVAKTEFEKPVERVKMSRRRQTIAKRLVEVQQTSAMLTTFN
                     EVDMTAIMELRKERKDAFEKKHDVRLGFMSFFTKAVVAALKQFPLLNAEIQGDELIIK
                     KFYDIGIAVAAPDGLVVPVVRDANQLNFAEIESEIRELGKKARDNKLSLKELQGGTFT
                     ITNGGVFGSLMSTPILNSPQVGILGMHKIQVRPVAIDNERMENRPMMYIALSYDHRIV
                     DGKEAVSFLVAVKDMLEDPKSLLLEG"
     gene            complement(97464..100331)
                     /gene="sucA"
                     /locus_tag="DJ46_100"
     CDS             complement(97464..100331)
                     /gene="sucA"
                     /locus_tag="DJ46_100"
                     /EC_number="1.2.4.2"
                     /note="2oxo_dh_E1: oxoglutarate dehydrogenase
                     (succinyl-transferring), E1 component"
                     /codon_start=1
                     /transl_table=11
                     /product="oxoglutarate dehydrogenase
                     (succinyl-transferring), E1 component"
                     /protein_id="AIK61123.1"
                     /translation="MTRKNTTTNPWAKFHGPNLGYVIEQYDLYVTGAGSVDPELQELF
                     EIFGAPSFQDDVVTGDNTATHFSPQNTGNIEKILKVVQLVEQIRSFGHTLAHINPMED
                     AANGQSLLEKAMNELSDADLKAIPAKTVWQDAPEGIHTALDVIHRLKEVYTQSLAYEF
                     SHIQDSEERAWLHQMVESNSLRQPLSNKKRTALLKRLTAVEGFEQFLHKTFVGQKRFS
                     IEGVDMLVPVLDEIVLEGAKNGVEDVMIGMAHRGRLSVLAHVLEKPYSHMFAEFKHAK
                     IEGAVANSGWTGDVKYHLGREQVVSNEEVSTRVTLANNPSHLEFVNPVVEGFARAAQE
                     NRKKSGLPEQDTSKSFVILVHGDAAFPGQGIVSETLNLSRLNAYQTGGTIHVIANNAV
                     GFTTDSYDSRSTKYSSDLAKGFDIPIVHVNADDPEACLAAANLAIQYRMLFKKDFLID
                     LIGYRRYGHNEMDDPAVTQPQVYKKIKNHPTVRAIYADQLQAAGVLNADEIETITQFT
                     QEQLKSDYAQVPPADTSDATIHVKVPDVVAKGIQPIDTGVELDSLRAINEGLLSWPEG
                     FNVYPKVKKILERRKDALEENGKIEWALAESLAFASILQEGTPIRLTGQDSQRGTFAH
                     RHIVLHDTDTNETYSPLHRLPNINASFSVHNSPLSEAAVVGYEYGYNVFAPETLVMWE
                     AQYGDFSNTAQALFDQYVSAGRAKWGQKSGLVLLLPHGYEGQGPEHSSARPERFLQLA
                     AENNWTVANLTSAAQYFHILRRQASILGTEAVRPLVLMTPKSLLRHPLTLSTANQLSE
                     GRFQPALEQENLGTKPNKVKRLVLSTGKMAIDLAAEIESGRHEYNLDEIHIVRIEQLY
                     PFPAEKVQSIIKRFKNLEEIIWVQEEPRNMGAWHYMAPILFELAGDKVKTGYIGRPDR
                     SSPSGGDPFAHKAEQELIVSHALDVKYNFRQDKLEIEVFSN"
     gene            101169..101366
                     /locus_tag="DJ46_101"
     CDS             101169..101366
                     /locus_tag="DJ46_101"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK66357.1"
                     /translation="MVEYRKKFGLSQEKLAEKLGVSRQTIISIEKGKYDPSLPLAFEI
                     AKTFQTTIEHVFIYEGKEGEE"
     gene            101369..101746
                     /locus_tag="DJ46_102"
     CDS             101369..101746
                     /locus_tag="DJ46_102"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64636.1"
                     /translation="MNYSQKYFVIMGIIFLFMSGFMILTGIMTHSAPPAITYPLLGMM
                     IMSFCLSYLHPQFKEKDERMKLIRYKGMFVTFFALTAYYLLFSIGLNLKILTLSATEL
                     LNILMALTMSTVFISFVVFAKRY"
     gene            101775..101957
                     /locus_tag="DJ46_103"
     CDS             101775..101957
                     /locus_tag="DJ46_103"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62188.1"
                     /translation="MQMMYAFGIGLVLFLAVFLFIRKDVQGGTLTKRGFYKMIGCLVV
                     MFIAIIVMIVLINRSL"
     gene            102092..102451
                     /locus_tag="DJ46_104"
     CDS             102092..102451
                     /locus_tag="DJ46_104"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65978.1"
                     /translation="MNKKTIFFLLTCLLLVASTTYIICNKREQVPPMLVWEGQEYYVT
                     NEPAKAEEVGQRLGEVTKKIETSEKPIKNSESNIVQEKTEVFTMIEEEKGPHSPLIIK
                     EPDGEEYRIVRAMLKVL"
     gene            102892..103296
                     /locus_tag="DJ46_105"
     CDS             102892..103296
                     /locus_tag="DJ46_105"
                     /note="s of 100 residues with"
                     /codon_start=1
                     /transl_table=11
                     /product="WXG family protein"
                     /protein_id="AIK65986.1"
                     /translation="MLEYLHNGLYNQIKNIATQWNGASREQFYQRFNKVKPKMFTVLI
                     EAKNYNVMISSGRRSLINIVVKQFEDRLKHLPEGSHQTVVIDVRGPDETGEILKQIRE
                     EINQRTFGQAEIIIKKIKKVGYITELARMHKL"
     gene            103431..104300
                     /locus_tag="DJ46_106"
     CDS             103431..104300
                     /locus_tag="DJ46_106"
                     /note="WXG100 type VII; WXG100_ESAT6: WXG100 type VII
                     secretion target family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="secretion target family protein"
                     /protein_id="AIK64835.1"
                     /translation="MDLIKITPERLEQSAKLVQDIRQTLDNMHKDLYNQTEYIASQWT
                     GATSQNFYQMFNEAKPKIFEVNNLLDKISEKLKHSAKKFREADQTDYMLAKAKSQNDV
                     EYLQGKAEYKEGDRFGGTLEGAVVEAKNSVGTNGEFTMKALSGKVDVNIPYSFDAAKD
                     DLFEGNIIGTKMEGSVLENEYSTKVPILTPTGFEMKDIKITQKFGEGNFAYGVDEYTL
                     KNAAEVTTNKYEVEMELFHIPEFVPLIGDKDVVVKGELGLGTLGYDFKLGKETGLYVG
                     DGYGLGGTIKFED"
     gene            104318..104500
                     /locus_tag="DJ46_107"
     CDS             104318..104500
                     /locus_tag="DJ46_107"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64014.1"
                     /translation="MQPFKAGKYITYVAIAILLVVAITSPYELPKKVGFIIGVLILGA
                     CALGTNKMYERMYSKF"
     gene            104538..104786
                     /locus_tag="DJ46_108"
     CDS             104538..104786
                     /locus_tag="DJ46_108"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65512.1"
                     /translation="MKLLPIGTVVKLEGVEPVIMIIGRMIVSADKRDFDYVGVPYPVG
                     YLGDEKVLCFNHDKIVEEMHRGYMTESELVLREKLVEL"
     gene            104829..105017
                     /locus_tag="DJ46_109"
     CDS             104829..105017
                     /locus_tag="DJ46_109"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65232.1"
                     /translation="MGKIMRIIVIIGILIPPALLWSAPDIPLNVKLLFTGLQLTVGFI
                     AVVVLEVIFRNRKKKRAK"
     gene            complement(105437..105509)
                     /locus_tag="DJ46_110"
     tRNA            complement(105437..105509)
                     /locus_tag="DJ46_110"
                     /product="tRNA-Val"
     gene            complement(105698..105922)
                     /locus_tag="DJ46_111"
     CDS             complement(105698..105922)
                     /locus_tag="DJ46_111"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK62439.1"
                     /translation="MARCTYCKTKWKVKDVWSILMAFEKDCPYCFGRQYLSKKTVNAM
                     PELLSLPLHFLFPFLVHLSDESPLNWYRKK"
     gene            complement(106200..106955)
                     /locus_tag="DJ46_112"
     CDS             complement(106200..106955)
                     /locus_tag="DJ46_112"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK64806.1"
                     /translation="MKTTENFTDKADIYAKYRPSYPNEYIEYLLSANELNENQIVADI
                     GSGTGIFSRQLLDSGLHVIGVEPNDDMRKMAEQSLKRYPRFQSIKATAENTTLKENSV
                     DLVTVAQAFHWFDKEAFKIECQRILKQKANVALVWNSRDVTSPLIKENAEICQKTCPT
                     FKGFSGGIDETPEVFNSFFKDGKYEFKEYQNDLLFDYESFLGRNLSASYAPKENDEQY
                     KNFIFLLSELFEKYSKNGKIVLPNLTRSYMGNV"
     gene            107321..107548
                     /locus_tag="DJ46_113"
     CDS             107321..107548
                     /locus_tag="DJ46_113"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65381.1"
                     /translation="MVRKTFKMRVSKNRTISINGSILDVDVTHDEFLQEFVEWVDSKG
                     WSFMGMTDEITPEEASQNLIDSLIDEKDKKE"
     gene            107704..108990
                     /locus_tag="DJ46_114"
     CDS             107704..108990
                     /locus_tag="DJ46_114"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK61418.1"
                     /translation="MVNFKKISAFITVIGLFFLTPMTLRAETNIGVNPEQVAPPPKEG
                     PNVFSQFATTIDAKTGDILYDKNAHHRAFPASMTKVLTAILLMEHTKPEDQFTFSQLA
                     LDQEKSNYQIEFQPGETINRNTALMILMVLSANDVSYAIAERIGGSVENFANMMNERA
                     KQLGATDSHFVTPNGLHDPNHYTTPYDMAMITRGVQKYPEILQAMNTKRTTVTTSRQT
                     VSIFNKSTYFENPFSIGGKTGFTNEARNTLVLLNEKDGNRIINVVMASQRPEIYEDLK
                     QMADYSFGQFVKQTVLDKHSWHQKTTYLNKDIDSELEKSAELMLKKDEVKNVKTTFRA
                     ASLDKDSLYHKGIHRGEVVGAVDITKNNQTIATVNVLSKEDVTFAMPKKDTIEPEVNE
                     SNVKIISIGIGAAILFGAILFVVLRRNTKGMKSEEK"
     gene            109185..109754
                     /locus_tag="DJ46_115"
     CDS             109185..109754
                     /locus_tag="DJ46_115"
                     /EC_number="3.4.21.89"
                     /note="sigpep_I_arch: signal peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I"
                     /protein_id="AIK62991.1"
                     /translation="MKLIWKVISNVISFVLFALMVCLAFVVISSKASGGDPTVMGYQF
                     KSVLSGSMEPTFLTGSIIAIEPTKDGSKYQKGDVITFKEKDEKIITHRIIGVKDTNGK
                     VMYETKGDNNNGPDLEPVLAENVIGKYADITVPYAGYALNYANSKAGAALLLIIPGVF
                     LLGYSAITIFSAIRSIDGEKKEKKVEQSV"
     gene            109817..110404
                     /locus_tag="DJ46_116"
     CDS             109817..110404
                     /locus_tag="DJ46_116"
                     /note="cognate_SipW: SipW-cognate class signal peptide
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="SipW-cognate class signal peptide domain
                     protein"
                     /protein_id="AIK63665.1"
                     /translation="MTLKKKLGMGIASAVLGAALVGGGTFAFFSDKEVSNNTFATGTL
                     DLALNPSTVVNVSNLKPGDTVEKEFKLENKGTLDIKKVLLKTDYNVEDVKKDNKDDFG
                     KHIKVTFLKNVDKHETIVKETALDKLKGDTLTAVNNDLAAWFWDEKGISAGKSDKFKV
                     KFEFVDNKKDQNEFQGDKLQLTWTFDAQQGDGETK"
     gene            110566..111330
                     /locus_tag="DJ46_117"
     CDS             110566..111330
                     /locus_tag="DJ46_117"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61517.1"
                     /translation="MLKPPRKFKKMLILPCLCSITFYLGSQMMTYTEAAFIHETKVAA
                     TISTASIFPKTVDQLIEQAKQHKEVILHEYKEMKSKLNVRSTQEIEQALVIWKQGREK
                     IAAERESLQKVYKSIEEPYNQVQEELKGNTTESNKQVFSYVNAGFHIVKENCQYVDKE
                     VNLQAIDKQIQDFEKLLVDETAKQVSEAEKQKELEEKKQEEVKKLEEKKQEEAKKLEE
                     KKQEEAKKLEEKKKQEEAKNQEESKKQEEQKNKDSK"
     gene            111728..112321
                     /locus_tag="DJ46_118"
     CDS             111728..112321
                     /locus_tag="DJ46_118"
                     /note="cognate_SipW: SipW-cognate class signal peptide
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="SipW-cognate class signal peptide domain
                     protein"
                     /protein_id="AIK62017.1"
                     /translation="MSLKKKLGMGVASAALGLSLIGGGTFAYFSDKEVSNNTFAAGTL
                     DLTLDPKTLVDIKDLKPGDSVKKEFLLKNSGSLTIKDVKLATKYTVKDVKGDNAGEDF
                     GKHVKVKFLWNWDKQSEPVYETTLADLQKTDPDLLAQDIFAPEWGEKGGLEAGTEDYL
                     WVQFEFVDDGKDQNIFQGDSLNLEWTFNANQEAGEEK"
     gene            complement(112397..112720)
                     /gene="sinR"
                     /locus_tag="DJ46_119"
     CDS             complement(112397..112720)
                     /gene="sinR"
                     /locus_tag="DJ46_119"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator sinR"
                     /protein_id="AIK63563.1"
                     /translation="MIGERIKRLRLQKGISLTELAEKAGVAKSYISSIERNLQKNPSI
                     QFLEKIAAVLQIPVDTLLHDETTKEANLDSEWTQLVKDAMNSGVSKEQFREFLEFTKW
                     KQNQK"
     gene            113278..115665
                     /gene="ina"
                     /locus_tag="DJ46_120"
     CDS             113278..115665
                     /gene="ina"
                     /locus_tag="DJ46_120"
                     /codon_start=1
                     /transl_table=11
                     /product="immune inhibitor A"
                     /protein_id="AIK63988.1"
                     /translation="MNKKPFKVLSSIALTAVLGLSFGAGGQSVYAETPVNKTATSPVD
                     DHLIPEERLADALKKRGVIDSKASEKETKKAVEKYVENKKGENPGKEVTNGDPLTKEA
                     SDFVKKVKDAKADTKEKLDKPATGTPAATGPVRGGLNGKVPTSPAKQKAYNGDVRKDK
                     VLVLLVEYADFKHNNIDKEPGYMYSEDFNKEHYEKMLFGDEPFTLDDGSKIETFKQYY
                     EEQSGGSYTVDGTVTKWLTVPGKAADYGADAATGHDNKGPKGPRDLVKDALKAAVDSG
                     LDLSEFDQFDQYDVNGDGNKNQPDGLIDHLMIIHAGVGQEAGGGKLGDDAIWSHRWTV
                     GPKPFPIEGTQAKVPYWGGKMAAFDYTIEPEDGAVGVFAHEYGHDLGLPDEYDTQYSG
                     HGEPVQAWSIMSGGSWAGKIAGTTPTSFSPQNKEFFQKTIGGNWANIVEVDYEKLNKG
                     IGLATYLDQSVTKTNRPGMIRVNLPDKDIKTIDPAFGKQYYYSTKGDDLHTKLETPLF
                     DLTNATTAKFDFKSLYEIEAEYDFLEVHAVTEDGQQTLIERLGEKANNGNADSTNGKW
                     IDKSYDLSQFKGKKVKLTFDYITDGGLALNGFLLDNASLTVDGKVVFSDDAEGTPQFK
                     LDGFAVSNGTEKKSHNYYVEWRNYAGSDNALKFARGPEYNTGMVVWYADSAYTDNWVG
                     VHPGHGFLGVVDSHPEAIVGTLNGKPTVESSTRFQIADAAFSFDKTPAWKVVSPTRGT
                     YTYNGLAGVPKFDDSKTYINQQIPDAGRILPNLGLKFEVVGQADDNSAGAVRLYR"
     gene            115837..117204
                     /locus_tag="DJ46_121"
     CDS             115837..117204
                     /locus_tag="DJ46_121"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde dehydrogenase family protein"
                     /protein_id="AIK64583.1"
                     /translation="MSVSSIVNKQKAYFYNGHTRSVEVRKNNLKKLYEGIQRFEEEIF
                     QALKLDLNKSVHESFTTEVGYVLKEISFQLKHMSSWSKPKRVRTALTHFGSKGKVVPE
                     PYGVTLIIAPWNYPFQLAIAPLVGALAAGNTIVLKPSELTPNVSKVITRMLAELFQEE
                     LVAVVEGGVEESTALLKEPFDYIFFTGSVGVGKVVMEAAAKQLTPLTLELGGKSPCIV
                     HKDAKVDVTARRIVWGKFLNAGQTCVAPDYLYVHASVKEQLIEALRHEIAEQYGNEPL
                     QNENYVRIVSERHFERLCRFLQDGQVAIGGNYKRDTLHIEPTVVKDITWQDAVMEDEI
                     FGPILPIIEYENIEEVIDTIQQHPKPLALYVFSEDKEMQKKVTSNISYGGGCVNDVVY
                     HLATPYLPFGGVGSSGLGSYHGEESFRTFSHYKSILAQSTAFDMKIRYSSTKSALKFI
                     RKLLK"
     gene            117443..118426
                     /locus_tag="DJ46_122"
     CDS             117443..118426
                     /locus_tag="DJ46_122"
                     /EC_number="3.6.3.31"
                     /note="potA: polyamine ABC transporter, ATP-binding family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="polyamine ABC transporter, ATP-binding family
                     protein"
                     /protein_id="AIK62817.1"
                     /translation="MKKIIKVEAVEKHFGNQVIIPPLSLDIKEGEFLTILGPSGCGKT
                     TLLRMIAGFETPTKGNLLLDDEKINDLPPYKRHMNLVFQHYALFPHMNVEKNICFGMK
                     MQKVPVAEQKERAEEAMRLTQLLEFRNRKPAKLSGGQQQRVAIARAIVNNPRVLLLDE
                     PLGALDFKLRKDLQRELKNLQRNLGITFIYVTHDQEEAMSMSDRIVVMNKGHIEQIGT
                     PKEIYNKPKTLFVATFIGENNIVKNGEGYVAIRPENVKVRSVEEPILKEYHLGHIEDI
                     EFVGNMEKLYVRDEKTSELLMAYQTAEEAAQWSIGDNVYVGWEQEDEVTLN"
     gene            118423..119271
                     /locus_tag="DJ46_123"
     CDS             118423..119271
                     /locus_tag="DJ46_123"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62912.1"
                     /translation="MKKGKLLALPTVAWLLIFFLIPFLFVLAFAFMQRGAYGTVEMQF
                     TLENIARVFDPLYMGTLWETVKIAVITTVICLLIGYPFAYTITIVDRKYRSILLLLAT
                     IPFWINFLVRSYAWIVILRSQGLVNTFLLKLGIISEPLNLLYNTPSVILGMVYSLLPF
                     MILPVYAAIEQLDKRKLEAAYDLGATPVKAFWNVTVPMTMSGIATGSILVFVSSIGMF
                     VVSDVMGGSKVALIGNVIQNQFLGARDWPFGSALSMIVVLFSVLLIYLYYRATKVYKY
                     DGNGGE"
     gene            119278..120078
                     /locus_tag="DJ46_124"
     CDS             119278..120078
                     /locus_tag="DJ46_124"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63982.1"
                     /translation="MKKFLVSYSWLILLFLYFPMMVLMVYSFNDSRINAEWEGFTFHW
                     YTDLFQKQDVIDAFVNSMTIAIVTTIVTTVLGVIFAIALHRYKYRYEGAINGLVYLPI
                     LIPDILMGLSLLILFSQLGMELGKTTIIIAHITFSISFVVVILAARLSGMGRDLEEAA
                     NDLGATPWQTFRYVTFPAIAPGVISAALLTFTLSIDDFVISFFVSGPGSTTLPLYIYS
                     MVKRGVSPEINALSTILIVAIVGLMVLSEIFRNKGADGEENSGGHLPL"
     gene            120117..121154
                     /locus_tag="DJ46_125"
     CDS             120117..121154
                     /locus_tag="DJ46_125"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AIK61064.1"
                     /translation="MKLTKRLAGAAISFSLVAGCGEKKEELNIYSWADNFDEQVLRDF
                     EKKYNVKINYDKYASNEEMLAKLQAGGAKYDLIQPSDYMVKTMAKMDLLAPLDKKNIP
                     NIENMVSNFKTPAFDPENKYSLVYTWGVTGIAYNKKYVKEAPTSWTDLWNEKYKGHVT
                     LLNDSREVLGMGLKKNGFSNSTKDDAQLKTAATDLQKLLPNLLAFDTDNIKQKFITED
                     AWIGTVWSGDAAFIAKDNKDVEYVVPKEGGTIWADTLAIPKGAKNKELAEKFMNYLLD
                     EKVSVKNYESIGYSNPNEKAHPLHSKEYRENHMIFLTKEELDRTEWLVDVDDKLKDYD
                     RYWTELKTKGK"
     gene            121214..121861
                     /locus_tag="DJ46_126"
     CDS             121214..121861
                     /locus_tag="DJ46_126"
                     /codon_start=1
                     /transl_table=11
                     /product="PAP2 superfamily protein"
                     /protein_id="AIK63824.1"
                     /translation="MKKKLHQYEVMCIGLLLAVFGIVAWRVHAGGVTVMDTYIRGLVK
                     GLQTEGSLAFFSHYTKLGSAIGIVTVLVISLLVFWKKSYYAAMIVYPMGILTTHLVNK
                     GIKEIVKRDRPSLNEAFDALGYSFPSGHAMLSIMTFGFLAYIIAANLKSVTGKFVITL
                     FMGIVIVSIGLSRVILNVHYPTDILAGYCVGGILLIIVIYCHRLFTEKLGLHKER"
     gene            121972..124164
                     /locus_tag="DJ46_127"
     CDS             121972..124164
                     /locus_tag="DJ46_127"
                     /codon_start=1
                     /transl_table=11
                     /product="MMPL family protein"
                     /protein_id="AIK63251.1"
                     /translation="MKTNVHKVDKWGKLGVFLYQFRYTVIVALLLVAIALGIFAPKLP
                     GVLGGDGFQTEGDYQKTKEILDKDFKRSQDTLLLVFEKNKGVSHEEFQKQVETIVKNV
                     QEKETYESFHHPVQNKEMLQDDIGYATILFSGKTNKERMEKTLQFADKIEKESNATLK
                     VTPTGFPKINKEINERTQNDLKVAEMIGLPIAFLVLLFSFGSLLASILPIVNGALSVI
                     STMGILYFIGSDKELSIFVLNVAPMIGLALSIDFALLFVNRFREEVAKRTVKEAIAIT
                     YQTAGRAIVFSGLCVFVGLSGLFFFKIDYIQSVAISGMIVVIMSIVFSLTLLPALLSL
                     IGKRILKKNQVAHTPAKAWRTFAQFVMKHPIAMIIVVTTFIVICLLPLRTANLQFPDV
                     EALPKQSDTRIAYEKYEEAFNETAKTHADVTLVVETKKDMKETESLQRVEEVVQKLKD
                     DKKVYEVRSLYDSLNGMKSEQVAGMLQSPEAAKIAPVFESYTKGNKTTIEVFLDTKPR
                     TEIAKQWVRDFKQNYKETNVTYYLGGMTTFQQELEDEIKDKVAIGMSVIFGSTFVILL
                     FAFRSILIPIKAIIMNVLSLSATIGIVVWLFEGGHFGLEASPVLFVLPIFIFGLVFGL
                     SMDYEVFLISRIHELYEETGDNDQATLEGLVSTSRIITSAALIMIVVTGAFAFTDILP
                     VRQMGLGVALAIFLDATIIRLMLVPSLMKLFGDWNWWLPFRKKREKSS"
     gene            124265..124681
                     /locus_tag="DJ46_128"
     CDS             124265..124681
                     /locus_tag="DJ46_128"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63717.1"
                     /translation="MFRYFKFKLNDTVQFAENDGHMYRIVGYRLEKGFYPKDEWTHII
                     YELLRDFDGYTMDAEEEELVKVIQVEDEYYKIQEVSGYRYPVKMKQKQQVMKVEKMDD
                     LLDTYNDYKRLADFFKDLSYEQKAEEVLQEMRRRRA"
     gene            124780..125703
                     /locus_tag="DJ46_129"
     CDS             124780..125703
                     /locus_tag="DJ46_129"
                     /note="rluA_subfam: pseudouridine synthase, RluA family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase, RluA family protein"
                     /protein_id="AIK64395.1"
                     /translation="METKKKGEWCEMTVPAKWNGISIESLLKIEWEIPKKLLHQLRME
                     KGVTVNGEQRRWNELLKEGDKLQVHMFMEEEYDVEPEYGELDVVYEDDHVLIVNKPEK
                     MDTHPAEKGGMGTLANLVAFHYQMKGLETKVRHIHRLDKDTTGGVVFAKHRIAGAIMD
                     RLLMERKIKRTYAALVEGKVKKKQGTIDAAIGRDRHHATRRRVSPKGDQAITYYKVEE
                     YFKKQNVTFVTLQLETGRTHQIRVHMSYNGNPLVGDVLYGGQTKYMSRQALHAMKINF
                     LHPITKEEIEVDIPFPTKLNDTMKEFQRVNA"
     gene            125795..126400
                     /locus_tag="DJ46_130"
     CDS             125795..126400
                     /locus_tag="DJ46_130"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64652.1"
                     /translation="MIKYKYILGIFFACLLITLCLYPYLPNQMAVHWNENGEPNEFMS
                     KQVVVAFIPCLIIFLHGLMYIISHNIYKFNEDEHVIISGFLKTITLFMLFIHMLILFI
                     NFGSMISFQTGLTIGISMFLFMLSKAFKKVQSTEKDPIKLKKICLVSRRIFQVMACSI
                     LFSLFLNLKWGFYVLLSVISGGSILFMFYALYSYIIESYET"
     gene            complement(126441..127268)
                     /locus_tag="DJ46_131"
     CDS             complement(126441..127268)
                     /locus_tag="DJ46_131"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64440.1"
                     /translation="MKKRVLLSVAAATALTLGVSSLDAQAATVQPSNVKVQNIQHSKV
                     MMKQMSQQELQAFLQSMGVESLAQWQQGNFQPNCFIPGQQPTENVVTEQPTAKPETQK
                     PVEQKPAEQKPAEEVQKPEAQKPAENNNTQKPAEQKPAEQKPAEEAKSLSEFEQRVVE
                     LTNAERAKQGLPALKIDTELSKVARIKSEDMQKNNYFDHNSPTYGSPFDMMKKFGISY
                     TSAGENIAQGQRTPEEVVQAWMNSAGHRANILNNGFTHIGVGYVESGNYWTQQFITK"
     gene            complement(127734..129062)
                     /locus_tag="DJ46_132"
     CDS             complement(127734..129062)
                     /locus_tag="DJ46_132"
                     /codon_start=1
                     /transl_table=11
                     /product="4Fe-4S dicluster domain protein"
                     /protein_id="AIK64252.1"
                     /translation="MTTLNKENIQKEFKERLSEDELLNCMRCGFCLPTCPTYIQSGYK
                     ESHSPRGRIALMKAVVDGLIEPDEDVENTLNVCLGCRACEPVCPSGVNYGHLLEEARD
                     IINQNKKFSMPVRAVRKVVFEELFPHQNRMRTLTGLIGFYQRSGLQTITHKTGIMKLF
                     PETLATMDLVLPKVPKMKAMKDRPTFLPAESTKKKQVAFFTGCLMDTMFLETNNATMK
                     LLQLAGCDIVIPKTQSCCGALHGHAGEKSGAKELAKRNIKAFEDLNIDYIITNAGGCG
                     AYLVDYDYLLKDDPQWAGRAKQFVSKIKDITAILVELDFHKRNDLRLTPQIITYQDSC
                     HLRNVMRTSSEPRMLLEAIQGATYREMKDADRCCGSAGIYNIVHSELSMEFLDYKMDR
                     VHETDATTIVTANPGCLLQMKLGIEREGLSHKMRGIHIVDLLLEAIETNS"
     gene            complement(129059..130471)
                     /gene="glcD"
                     /locus_tag="DJ46_133"
     CDS             complement(129059..130471)
                     /gene="glcD"
                     /locus_tag="DJ46_133"
                     /note="glcD: glycolate oxidase, subunit GlcD"
                     /codon_start=1
                     /transl_table=11
                     /product="glycolate oxidase, subunit GlcD"
                     /protein_id="AIK65881.1"
                     /translation="MLEKQIIDSFVSIVGEDNVDTSNMGRLTYSYDATPNFQAMPDAV
                     IAPRNTNEIAEVLKVCNTHKIPVYVRGSGTNLCAGTCPLEGGIVLIFRHMNNILEIDE
                     ENLTITVQAGVITLDIIKAVEEKGLFYPPDPSSMKISTIGGNINENSGGLRGLKYGVT
                     RDYVMGLELVLPNGDIIRTGGKLAKDVAGYDLTRLFIGSEGTLGVVTEAILKLVPMPE
                     TKKTMLALYEDINEAARAVSSIIANKIIPATLEFLDQPTIEVVEEFAQIGLPTDVKAI
                     LLIEQDGPPEVVNRDIEKMANVCRSMNAVDVRVAKDEAEADALRTARRSALSALARLK
                     PTTILEDATVPRSQIAPMVEAINAIAKKYNIPICTFGHVGDGNLHPTCMTDARNEEEM
                     HRAEQAFAEIFAKAIELGGTITGEHGVGAMKAPYLEMKLGKEGITAMQGIKHAFDPNN
                     IMNPGKMFAKDTRKRVVVER"
     gene            complement(130589..131704)
                     /locus_tag="DJ46_134"
     CDS             complement(130589..131704)
                     /locus_tag="DJ46_134"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar diacid recognition family protein"
                     /protein_id="AIK66231.1"
                     /translation="MLFPDLANKIVREVRRLIKENIIIINIQGVIIASTDIERIGQFH
                     EGALRCAKQKKTVIITKEDERRLHGVKAGMNLPLLFHDEVIGVIGITGEPENISQYGE
                     ILRKMTELLIHENYFLEQLELEHRSYEAFVFDWLQNTDWSPSFLDRAKTLGIDLYKKK
                     QLILFSIDQNDTMLQRKIWQHVRNLLTKEHLFVRWGNDRFILFTAMSSKEQTYQFLKR
                     LKQDCETLFSIPLYIGIGQSVTPSNMNLSYEQALQALSVSLATKKIVFNDDLRLEMCL
                     QDISAETREQFLKRTIKNLLSSPELMHTLRLFIDYNQSYKQTAEQLHIHINTLHYRLK
                     KIEEYTGLDPKQFKDLNILYFSLLLLDNHTKKNDKID"
     gene            131841..132815
                     /locus_tag="DJ46_135"
     CDS             131841..132815
                     /locus_tag="DJ46_135"
                     /codon_start=1
                     /transl_table=11
                     /product="methylamine dehydrogenase heavy chain family
                     protein"
                     /protein_id="AIK65503.1"
                     /translation="MRKSVFLICFLFLLVGCQGSSYTPIAKDKSVIITTNIKEGSISF
                     VDKQTKKLITTWELNEPMAGTLLLPNGEDILVYGKQLEYMYVYSLVEGRQVEKYKTGK
                     GIVNVIVSEDKKQLFAADQTAQKVRFFTIKGKETGNVSTGKGPITMVEYDNQLSVLNF
                     YDTKLTTIDTKKKEVIQSFMIPPASTGATISPDGKEIWIGGHGDGNQVNEKVLVYSLQ
                     SGEMVRSLHAPFMPVNITKDNKYVYALSHGSNTLRKFDVSTYKEVASVEVGSNPFAFL
                     KSGAEGYVASYDSDEVCVMDMKNLKIKQTIKVGKGPFQLIEREGKDNE"
     gene            132808..133479
                     /locus_tag="DJ46_136"
     CDS             132808..133479
                     /locus_tag="DJ46_136"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK64366.1"
                     /translation="MSKYRVLVVDDESDMRQLVGMYLDNFGYEWGEAENGKEALKKLE
                     TDHYDFVVLDIMMPEMDGLSVCKEIRKTSDVPIIFLTAKGEEWNRVNGLRMGADDYIV
                     KPFSPGELIARMEAVLRRYTKQEQQEEIQFGPILINEKSRKIEADGEPISLTVKEFDL
                     LYFLCQHTGQVFSREQLLEKVWGYDYAGSTRTVDTHVKTMRLKLGEGGNYIQTVWGVG
                     YKFEV"
     gene            133483..134883
                     /locus_tag="DJ46_137"
     CDS             133483..134883
                     /locus_tag="DJ46_137"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK63247.1"
                     /translation="MFTMVQKLWLTVVCAVFVTVSFLYFVSLYSYEKLYVDNLKDSLV
                     MEGKRLAAQYDKSEGISTFEEKVRAFDQISSSDVLFVSNPRDLSACLPFDVHHHSLIS
                     EGDRQALLDGKTVTKIGYEEHFERNIMGVVIPVLENKKLVGIVYSYIPLKSIKDLIYD
                     MGLILAPLALAITLLTIWIGRKIIIAITRPLSQMERVANHLATGDFSERITISSEDEI
                     GRLGKAFNKMANSLETEDVKRKEFLANVSHELRTPLSYIKGYSEAILDGVAKGPQQEK
                     VTQLIHKEADRMQRLVHDLLDLAQLEGEHFPLQKQPIVFSQLIEDVLDTYEIKFIEKK
                     IRISTNLNPEIIVMIDEDRMQQVLHNVLDNAIRYTNQNGDIMITLRQIDDYCELSIKD
                     TGIGIDTEHLENLGERFYRVDKARSRQHGGTGLGLAIVRQIVHIHDGQWQIESEKGNG
                     TTVSIKLKVQNEESMF"
     gene            135144..135800
                     /gene="lutR"
                     /locus_tag="DJ46_138"
     CDS             135144..135800
                     /gene="lutR"
                     /locus_tag="DJ46_138"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator lutR"
                     /protein_id="AIK64582.1"
                     /translation="MIKNGTLKPGDKLLPVHQLAEQFQVGRSAVREALSALRAMGLIE
                     MKQGEGTYVKNFDSSSLTKSLNNRLLMKKEDILNLLEVRKVLEVGAVRAAAAKRTEAN
                     LQNMKHWLDEMAKSIGDEKAGEKADFQFHMGIAESSHNNILLELMNHVSEMIAETIGE
                     SRRIILYGEQTTSERLIEEHQVIYDAVLKQDVELAQQAMLDHLTNVEHIVTGRNDINS
                     "
     gene            135968..136687
                     /gene="lutA"
                     /locus_tag="DJ46_139"
     CDS             135968..136687
                     /gene="lutA"
                     /locus_tag="DJ46_139"
                     /codon_start=1
                     /transl_table=11
                     /product="lactate utilization protein A"
                     /protein_id="AIK61056.1"
                     /translation="MKVTLFVTCLVDMFETNVGKATVEVLERLGCEIEFPEAQVCCGQ
                     PAYNSGHVEAAKEAMKHMIETFEDAEYIVTPSGSCATMFHEYPHVFKDDPKWAKRAQK
                     VADKTYEFTQFIVDVLKVTDVGASLPGIATIHKSCHMTRMLGVTEAPGILLSNVKGLT
                     VRELPNVQNCCGFGGTFSVKMTPISEQMVDEKVDSAMETGADYLIGADCGCLLNIGGR
                     IERLGKEIKVMHIAEVLNSRS"
     gene            136704..138125
                     /locus_tag="DJ46_140"
     CDS             136704..138125
                     /locus_tag="DJ46_140"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster-binding protein"
                     /protein_id="AIK65998.1"
                     /translation="MSMKISEKKFNDRVGDGIQDSFMRGAVSSAQTRLYTNRLKAADE
                     LGNWEEWRELGEEIRQHTLENLDYYLMQLSENVSKRGGHVYFAKTKEEAAKYIQDVAK
                     KKQAKKVVKSKSMVTEEISMNHALEEIGCEVLESDLGEYILQVDNDPPSHIIAPALHK
                     NRTQIRDVFKEKLGYENSDDPYEMTKFVRKQLREKFMDAEIGVTGCNFAVANTGSLCL
                     VTNEGNADLVMSIPKTQIAVMGMERMVPTMEELDVLVGLLCRSAVGQKLTSYVTVAGP
                     IQEEEVDGPEEFHLVVVDNGRSQILGSEFRQVLQCIRCAACVNVCPVYRHVGGHSYGS
                     IYSGPIGAVLTPLLGGYDDYKELPYASSLCGACTEACPVKIPLHDLLLKHRQVIVEQE
                     GRAPLAEKLAMKMFSMGASSAALYKMGSKMAPAAMSPFTSGNRVSKGVGPLKNWTDIR
                     EFPAPSKERFRDWYKDHKKGGDK"
     gene            138125..138835
                     /gene="lutC"
                     /locus_tag="DJ46_141"
     CDS             138125..138835
                     /gene="lutC"
                     /locus_tag="DJ46_141"
                     /codon_start=1
                     /transl_table=11
                     /product="lactate utilization protein C"
                     /protein_id="AIK63381.1"
                     /translation="MTGLIQNRDSFLDNIAKELGRTRKTDGVERPVWKNNVNKETLKD
                     YSQEELLEVFKNQCTNIHTTVVETTNDRLREDIQKVIVENGGGPIMLSADERFDSYGL
                     TSLFKEELPKQNVEVNVWDPEKKEENMRIAERANIGIAFSDYTLAESGTIVVQSHKGQ
                     GRSLHFLPTVYFAIIPRETLVPRITQAVQDMNTRVENGEEVASCINFITGPSNSADIE
                     MNLVVGVHGPLKAVYFIV"
     gene            138948..139670
                     /locus_tag="DJ46_142"
     CDS             138948..139670
                     /locus_tag="DJ46_142"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV leader peptidase family protein"
                     /protein_id="AIK61280.1"
                     /translation="MFTYVYALLVGMVFGSFFMLIAMRIPLGESIIIPRSHCHYCKYV
                     LKPKELIPIISFCIQRGRCTNCKRKISILYVIFELVTGIICLLTVYMIGVERELIIIL
                     SLFSLLLIISVTDYIYMLIPNRILAWFSCLLILECVFVPLVTWTESIVGSGVIFILLY
                     CMQKIYPEGLGGGDIKLLSLLGFIAGLKGVFMILFLSSFFSLCFFGAGLVLKRMKMRT
                     QIPFGPFISLGAICYMLVTYAK"
     gene            139685..139834
                     /locus_tag="DJ46_143"
     CDS             139685..139834
                     /locus_tag="DJ46_143"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65396.1"
                     /translation="MNVYMDDQRSCPYGYVLATTVECALQMVRDYDVNMLSLDFNMGW
                     GEKVD"
     gene            complement(140022..140873)
                     /locus_tag="DJ46_144"
     CDS             complement(140022..140873)
                     /locus_tag="DJ46_144"
                     /codon_start=1
                     /transl_table=11
                     /product="formate/nitrite transporter family protein"
                     /protein_id="AIK62762.1"
                     /translation="MLEQGLDYVVKLAKSKKQILDANPMQYFIRAALAGIYIGFIIVL
                     CFKLGNFFHIADSPATYLAASMFFGIALVLIIYGGAELFTGNTMYFTVATLRKETTIS
                     DTLRNWVACYAGNLAGALFFALLFYATGIFEAIDHGHLMNKVVEGKMNTPTMQLFFKA
                     ILCNWLVCLACFLPSQVKGDTAKIMIMMLLVFTFFLSGYEHSIANLSLFALSLVSPHP
                     ETISFAGAIHNLIPVTIGNIIGGSVFVGMVYHYLTKKVPDVKQEDTELVAAQQEEIIP
                     LQAHMKH"
     gene            complement(141077..141871)
                     /locus_tag="DJ46_145"
     CDS             complement(141077..141871)
                     /locus_tag="DJ46_145"
                     /note="R_switched_YkoY: integral membrane, YkoY family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, YkoY family protein"
                     /protein_id="AIK63848.1"
                     /translation="MDVSLLLEYGWVLLILIALEGILAADNALVLAIMVKHLPEEKRK
                     KALFYGLAGAFVFRFGSLFMISFLVDVWQVQAIGAIYLMFIAGNHLFKTYVKKNTDEE
                     TEEKEAKKKQENFWWTVFKVEVADIAFAVDSILAAVALAMTLPKTGLGTIGSLDTGQF
                     VVIFVGGLIGLIIMRFAATAFVQFLKRKPGLETAAFLIVGWVGVKLAVYTLAHPALNV
                     IPHSFPESTPWKLTFWIVLVGIAVGGWFFSKEVETKVEKNLDEKAL"
     gene            complement(142166..143484)
                     /locus_tag="DJ46_146"
                     /note="ktrB;cation transport family protein;ktr system
                     potassium uptake protein B"
                     /pseudo
     gene            complement(143599..143784)
                     /gene="sspD"
                     /locus_tag="DJ46_148"
     CDS             complement(143599..143784)
                     /gene="sspD"
                     /locus_tag="DJ46_148"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein D"
                     /protein_id="AIK61455.1"
                     /translation="MVKTNKLLVPGAEQALEQFKYEIAQEFGVSLGSNTASRSNGSVG
                     GEVTKRLVALAQQQLRG"
     gene            complement(143932..144375)
                     /locus_tag="DJ46_149"
     CDS             complement(143932..144375)
                     /locus_tag="DJ46_149"
                     /codon_start=1
                     /transl_table=11
                     /product="maoC like domain protein"
                     /protein_id="AIK63052.1"
                     /translation="MNPFQEAQTVPELRYDEIQVGDQASLTKTITDEDVINFAKLTGD
                     VNPIHILDSFAKTTMFKERIAHGMLVSSFISTILGTKLPGKNTIYLSQNVSFRAPVKI
                     GDTLRVVAEVIKKRDDKKIITLQTNIYNQSDDIVVEGTATILKKE"
     gene            complement(144477..145001)
                     /gene="phaP"
                     /locus_tag="DJ46_150"
     CDS             complement(144477..145001)
                     /gene="phaP"
                     /locus_tag="DJ46_150"
                     /note="phaP_Bmeg: polyhydroxyalkanoic acid inclusion
                     protein PhaP"
                     /codon_start=1
                     /transl_table=11
                     /product="polyhydroxyalkanoic acid inclusion protein PhaP"
                     /protein_id="AIK63898.1"
                     /translation="METKPYELVDAFWKNWSQSLSLFSSAGKQLEQLTLETLKQQQDA
                     LHKLTSGVDELEKELQQFTAQFNNQYTDYVKQLTGNSLNDQINEWQEKWKELSAHMHQ
                     LTVSPTKTSLSILTQTSGQFEETTKQFIEQQQLQREEAQKQLEGFLEEFKLKQLELAK
                     KFEENSKNLFTSIK"
     gene            complement(145044..145496)
                     /gene="phaQ"
                     /locus_tag="DJ46_151"
     CDS             complement(145044..145496)
                     /gene="phaQ"
                     /locus_tag="DJ46_151"
                     /note="repress_PhaQ: poly-beta-hydroxybutyrate-responsive
                     repressor"
                     /codon_start=1
                     /transl_table=11
                     /product="poly-beta-hydroxybutyrate-responsive repressor"
                     /protein_id="AIK63216.1"
                     /translation="MLHNEPEQRESLENTQAKQPNSMPKNFLVPFLLLCLKDWSLHGY
                     KLIQMLMDIGFSSVDQGNVYRTLRKLEKENLISSTWDTSDGGPAKRIYSLTEYGEQYL
                     TTCATSFEHYQNMLRTFFTLYTNAFFPFSTSPEKDEKDSSSSPGDTAE"
     gene            145695..146177
                     /gene="phaR"
                     /locus_tag="DJ46_152"
     CDS             145695..146177
                     /gene="phaR"
                     /locus_tag="DJ46_152"
                     /note="phaR_Bmeg: polyhydroxyalkanoic acid synthase, PhaR
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="polyhydroxyalkanoic acid synthase, PhaR subunit"
                     /protein_id="AIK63294.1"
                     /translation="MIDQKFDPLQAWKNAYEQTETFWGKALNETIKTEEYSAWMGSVL
                     DLNLFYQKALNDTTKNYLEQVNVPTKEDIARVATLVINLENKVDNIEEFLEEKVESVG
                     QAPTLKRDVTKVKQDLRTLETKVDQILELLEKQNTVLAKLQEPVKEEVKPTNKPENKK
                     "
     gene            146327..147070
                     /gene="phbB"
                     /locus_tag="DJ46_153"
     CDS             146327..147070
                     /gene="phbB"
                     /locus_tag="DJ46_153"
                     /EC_number="1.1.1.36"
                     /note="acAcCoA_reduct: acetoacetyl-CoA reductase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acetoacetyl-CoA reductase family protein"
                     /protein_id="AIK65015.1"
                     /translation="MVQLNGKVAIVTGGAKGIGKAITVALAQEGAKVVINYNSSKEAA
                     ENLVNELGKEGHDVYAVQADVSKVEDANRLVEEAVNHFGKVDILVNNAGITRDRTFKK
                     LNREDWERVIDVNLSSVFNTTSAVLPYITEAEEGRIISISSIIGQAGGFGQTNYSAAK
                     AGMLGFTKSLALELAKTNVTVNAICPGFIDTEMVAEVPEEVRQKIVAKIPKKRFGQAD
                     EIAKGVVYLCRDGAYITGQQLNINGGLYM"
     gene            147153..148238
                     /gene="phaC"
                     /locus_tag="DJ46_154"
     CDS             147153..148238
                     /gene="phaC"
                     /locus_tag="DJ46_154"
                     /note="PHA_synth_III_C: poly(R)-hydroxyalkanoic acid
                     synthase, class III, PhaC subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="poly(R)-hydroxyalkanoic acid synthase, class
                     III, PhaC subunit"
                     /protein_id="AIK63113.1"
                     /translation="MTTFATEWEKQLELYPEEYRKAYRRVKRASEILLREPEPQVGLT
                     PKEVIWTKNKTKLYRYIPKQEKTQRVPILLIYALINKPYIMDLTPGNSLVEYLVDRGF
                     DVYMLDWGTFGLEDSHLKFDDFVFDYIAKAVKKVMRTAKSDEISLLGYCMGGTLTSIY
                     AALHPHMPIRNLIFMTSPFDFSETGLYGPLLDEKYFNLDKAVDTFGNIPPEMIDFGNK
                     MLKPITNFVGPYVALVDRSENERFVESWRLVQKWVGDGIPFPGESYRQWIRDFYQNNK
                     LVKGELVIRGQKVDLANIKANVLNISGKRDHIALPCQVEALLDHISSTDKQYVCLPTG
                     HMSIVYGGTAVKQTYPTIGDWLDERSK"
     gene            148334..149527
                     /locus_tag="DJ46_155"
     CDS             148334..149527
                     /locus_tag="DJ46_155"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK62266.1"
                     /translation="MNLISGKLFWNRGVSVPCYPPLENDMICDVLVVGSGEAGAHIAY
                     FLAKIGMSVMLIEKREIACGSTFANVGLLQFFHDKSLTSLIHTFGEEKGVRAYKLCYE
                     ALRTMEKVVPTLDIDPQFIPRNSLYYASKSEDVSSLQEEYNTLQKYGLPVEYFTEVDI
                     KERYSFTKQAALYTHGDAEVNPYLLAHSLLHKANQMGAIIHEHTEVIHIKKRQNDLIC
                     YTKTGNQIVAKNIIMATGYEALFGKKEKNTTVETSYAVVTNEIDQFEGWHERSLIWET
                     ARPYLYFRTYKNRIMVGGLDEAMQIQSIGDTKLLHKRDILINIVREMFPQYKNIQAEY
                     YWAAAFGSSHDGLPILKEDKKIHNLFYALLHGGNGTVYGMVFAKIFEQLFTNKEREDF
                     SLFNR"
     gene            149551..150900
                     /locus_tag="DJ46_156"
     CDS             149551..150900
                     /locus_tag="DJ46_156"
                     /codon_start=1
                     /transl_table=11
                     /product="cation transport family protein"
                     /protein_id="AIK64948.1"
                     /translation="MRDIKKFLQKLRPVQLIVLFYLLAVVVSVILLSLPFVTKSGVKW
                     TFIDALFTSVSVVSVTGLSVVTISDTFTTAGIIILALILQLGGLGIMALGTFVWIITG
                     KKIGLQRRRLIMADHNQGNLSGLVELMRSILIVIISIELIGAILLGTRFLLYFPTWQE
                     AYFHGFFAAVSATTNGGFDLTGQSLIPYKKDYIVQMIHMLLIILGAIGFPVLMEVKQF
                     LSKRGQQLFRFSLFTKLTTTTFFALVVVGTIMIFLLERNHFLVGKSWHETVFYTLFQS
                     VTTRSGGLATMDILELSQPTLLFMSILMFIGASPSSVGGGIRTTTFAVSILSLYTFAR
                     GGRTVRVFKRQIHEEDVLKASVVMTMGILLCATALFILSITENVPLMSLIVEVCSAFG
                     TTGLSTGITPDLTTVGKLVLIVLMFIGRVGILTFILASGGREQPPRYKYPKERIIIG"
     gene            complement(150939..151274)
                     /locus_tag="DJ46_157"
     CDS             complement(150939..151274)
                     /locus_tag="DJ46_157"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62824.1"
                     /translation="MKKKEKIQSPILDETLPHQMNFPSFKGTGKTMQQPFVNQYDVVI
                     GDSKYNSENNPLHNWSDEVDPAIMAGDEWIHPTNDIGWISEENQELLKNESDNKKEAF
                     MHPQFGIND"
     gene            151423..151575
                     /locus_tag="DJ46_158"
     CDS             151423..151575
                     /locus_tag="DJ46_158"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66170.1"
                     /translation="MVKRKVKQNAAINNNKTPKESLPDAEFALEYEGENSAKYANRNS
                     KKGKQK"
     gene            151804..152880
                     /locus_tag="DJ46_159"
     CDS             151804..152880
                     /locus_tag="DJ46_159"
                     /note="phnS2: putative 2-aminoethylphosphonate ABC
                     transporter, periplasmic 2-aminoethylphosphonate-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 2-aminoethylphosphonate ABC
                     transporter, periplasmic 2-aminoethylphosphonate-binding
                     protein"
                     /protein_id="AIK66246.1"
                     /translation="MKKTIFKAVATGMVFSLLMGCGAKKEESAGAKVKDDKLSGSLTV
                     YTAIEEELVPIYLDSFKKKYPDVKLNIVRDSTGVITAKLLAEGKNTQADVVWGTAASS
                     LLALDKKDMLKGYSPKGADRVLPQFKDDKQPEKWVGNTAFMTGIAINKEELKKKNLPM
                     PESYEDLTKPEYKGTLVMPHPASSGTGFLTVSAWLQIMGEDKGWDYMKKLHDNMATYT
                     HSGSKPAKLAGAGEYPVGVSMVYSALKEKQKGAPVEVVLPKEGLGWEVEANALIKKDN
                     AKNEKLAQAFLDWAITDDVMKLYFEKNGFATIKNDYKLPDGFPKDVTEKLYKKNDFKW
                     AAENRDKILEKWEKEFGQKAEPKK"
     gene            152901..153008
                     /gene="potA"
                     /locus_tag="DJ46_160"
     CDS             152901..153008
                     /gene="potA"
                     /locus_tag="DJ46_160"
                     /codon_start=1
                     /transl_table=11
                     /product="2-aminoethylphosphonate transport ATP-binding
                     phnT domain protein"
                     /protein_id="AIK65030.1"
                     /translation="MSEYLSIQHIQKQFDAFTALKDISFTVKKMSLYVY"
     gene            153035..153289
                     /locus_tag="DJ46_161"
     CDS             153035..153289
                     /locus_tag="DJ46_161"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64387.1"
                     /translation="MLRILAGLEEATTGSIAVNGKDITALPPGKRNFGMVFQSYALFP
                     NLTALENIEYGLKAKKYGKAEVKEKALSALELVDLLNVKR"
     gene            153276..153902
                     /locus_tag="DJ46_162"
     CDS             153276..153902
                     /locus_tag="DJ46_162"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65693.1"
                     /translation="MLKDKYPAQMSGGQQQRVALARALALSPDILLLDEPLSALDAKV
                     REKLRREMRDLQEKVGVTTIMVTHDQEEALTMADKIVVMNHAEIMQIGTPEEIYQRPA
                     NPFVADFIGSINFFSKNNEEHAIRPEHVTVVQNNGMKTIVESMEFRGSVYRTEVRVID
                     EKTHLYNEKIVVDILASEVEKTAIRKGKPIQISFSENHMLSYGKKVVV"
     gene            153903..153992
                     /locus_tag="DJ46_163"
     CDS             153903..153992
                     /locus_tag="DJ46_163"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64846.1"
                     /translation="MEMLEDLKVENTKKRLRDVSVKKSGYKDY"
     gene            154001..155659
                     /locus_tag="DJ46_164"
     CDS             154001..155659
                     /locus_tag="DJ46_164"
                     /note="phnU2: putative 2-aminoethylphosphonate ABC
                     transporter, permease protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 2-aminoethylphosphonate ABC
                     transporter, permease protein"
                     /protein_id="AIK62258.1"
                     /translation="MILAFLIMLVLPLLQLFTQAFYDKDGAFIGVANFSKYFTTPTLV
                     QSLQNTVWVSGATTIIAVTLAFAYAYAIARTNVFGKRVFQYIALLPLFAPTMMHGIAL
                     TYLFGNQGLVTKGMFGLFEGIQIPLYGPVGIVMAEVMYTFPQAFLILLIAFQGSDYRL
                     YEASNMLGASKIKQFFTVTLPSVKYGLISAMFVVFTLSFTDFGAPKIVGGQYNVLATD
                     VYKQVIGQQNMPMGATVGMILLIPAIFAFAVDRITQRKQANFLSSKAVPYRITANKKR
                     DVVSFIYCSVITLMIVLLFVAVGIAASVKVWPYNMSFTFEHFNFSSLTGDGLEAFKNS
                     VIVSAVTAVIGAILTFMFAYAIEKIDQLKFFRKTGYFFSIVPLAIPGLVLGLGYVFFF
                     SQPTIQIFGLSVTNPFHSLYGTIAVLVLVNIIHFYSVTFVTATTALKKLDREFELVSQ
                     SMGIPFYKTFFRVTVPMCLPAILEMVMYYFVNSMVTVSAVVFLYAADFKLAAVSIVNM
                     DDAGNVAPAAAMSVLIVVTNIVVRVVYEWGTKALRNRTSQWQKR"
     gene            155681..156475
                     /gene="phnX"
                     /locus_tag="DJ46_165"
     CDS             155681..156475
                     /gene="phnX"
                     /locus_tag="DJ46_165"
                     /EC_number="3.11.1.1"
                     /note="phosphonatase: phosphonoacetaldehyde hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonoacetaldehyde hydrolase"
                     /protein_id="AIK64287.1"
                     /translation="MKIEAVIFDWAGTTVDYGCFAPLEVFMEIFHKRGVGITAEEARK
                     PMGLLKIDHVRALTEMPRIANEWNRIFGQLPTETDIQEMYEEFEEILFAILPRYASPI
                     HGVKEVIASLRERGIKIGSTTGYTREMMDIVAKEAALQGYKPDFLVTPDDVPAGRPYP
                     WMCYKNAMELGVYPMNHMIKIGDTVSDMKEGRNAGMWTVGVILGSSELGLSEEEVENM
                     DPAELREKIEVVRNRFVENGAHFTIETMQELESVMERIEKQELIIS"
     gene            156491..157588
                     /gene="phnW"
                     /locus_tag="DJ46_166"
     CDS             156491..157588
                     /gene="phnW"
                     /locus_tag="DJ46_166"
                     /EC_number="2.6.1.37"
                     /note="transamin_PhnW: 2-aminoethylphosphonate--pyruvate
                     transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-aminoethylphosphonate--pyruvate transaminase"
                     /protein_id="AIK64573.1"
                     /translation="MTENHYLLLTPGPLTTTKTVKEVMLYDWCTWDVEYNTMVQKVRA
                     KLVSLATKEEEKYTTVLMQGSGTFSVEAVIGSVIPKNGKLLVCTNGAYGKRIVQMAEM
                     LHIDVVVSQTEEWEPTNIVEVEKILQQDKEITHIAVVHCETTTGIINPIVDVCKLGKQ
                     YGKVTLVDAMSSFGGIEIDIAELQIDFLISSANKCIQGVPGFGFVIAQRDELLKCKGQ
                     ARSLSLDLYDQWETMENQNGKWRFTSPTHVVHAFYQALLELEKEGGVRARYNRYYNNQ
                     KLLVNRMGEIGFKPLVNEKYQSPIITSFIYPEGNFEFQQLYNELKRYGFVIYPGKISK
                     VDTFRIGNIGDVHEEDINRLVDSIAKGVVIG"
     gene            157585..158769
                     /locus_tag="DJ46_167"
     CDS             157585..158769
                     /locus_tag="DJ46_167"
                     /codon_start=1
                     /transl_table=11
                     /product="saccharopine dehydrogenase family protein"
                     /protein_id="AIK64242.1"
                     /translation="MKVFCLGGAGKICREAILDLVQFSSFETITVADFNEEESLKIVE
                     WLNDPRVNFVKVDVTNHEDTVAKMKGYDIVMDGTTIKLNGLSTRCIAEAGCHGVNLNG
                     FGEENDSHSIFVQNGKTCLPGFGMTPGVTQMMAMHAANQLHTVESVRVSHGSYRPIAF
                     SASITETTTYEYDPHLPSRTVYENGEFKQVPPFARPREIELPAPYGKATQYIIPHSET
                     ITLAKALENKGVKLIETRGTWPKQNMQLVRALYDYGILRNDQVEINGEAIGIMDCVSK
                     YLLQSKEGQETEVYGYALHVEVIGMKNNEKQRHVLYHTHPLSDGSVEGWEKLRAYTRN
                     VGIPFGIATELIAKGDVNKVGVVTPEEAFVNPQVIFDELKKRGIHIHEEISTYKESYN
                     FV"
     gene            158810..159592
                     /locus_tag="DJ46_168"
     CDS             158810..159592
                     /locus_tag="DJ46_168"
                     /codon_start=1
                     /transl_table=11
                     /product="faeA-like family protein"
                     /protein_id="AIK64478.1"
                     /translation="MSVVGEERKRTILEKVEFKGKVKVSELAREFAVSTETIRRYLEE
                     LDREKKLKKVYGGAVQLPGAGIEAPMLEREMLHIEEKKRIGYKAATFVEDGDVIAIDD
                     GSTPLQMVPYLVHRKNLTIVTSSFPVATQLISSINKKMFHGEVLFIGGKVSPKHSRVS
                     GSISQQVIQQFHFHKAFVSIDGLLPSFGVSSFELEKAKLSEAMMKLAEKTYILCDHTK
                     VGVKGNYRIAAFSRIQHVICDKKMPYSFEEEVKKHNIQWTIC"
     gene            159754..159873
                     /locus_tag="DJ46_169"
     CDS             159754..159873
                     /locus_tag="DJ46_169"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK62768.1"
                     /translation="MSERIYNKLVLYANILQKIGVINEKEKSEILHTISKKAL"
     gene            160029..160253
                     /locus_tag="DJ46_170"
     CDS             160029..160253
                     /locus_tag="DJ46_170"
                     /codon_start=1
                     /transl_table=11
                     /product="iron Transport-associated domain protein"
                     /protein_id="AIK66142.1"
                     /translation="MKALVVATTLAIPFAAYSTPALAAIKIEANQSVAASDRTYDTEI
                     KIYKDQKDEPSMVSQYIKDPKVAIVAGKKL"
     gene            160262..160702
                     /locus_tag="DJ46_171"
     CDS             160262..160702
                     /locus_tag="DJ46_171"
                     /codon_start=1
                     /transl_table=11
                     /product="iron Transport-associated domain protein"
                     /protein_id="AIK63551.1"
                     /translation="MQDSDYFQYLRIEDRNQPGVFHDVKVLSEDKRKNGTKVIQFEIG
                     EFEKKHNMQMHILIPAIGYDHKYQVQFEIKDPTVGDKETEKPDDNTNSGNTETDKPVD
                     NQNMITDNKLRELVNKKVFNRKDVNTPDYERRVITSKEFVFKYE"
     gene            160683..162311
                     /locus_tag="DJ46_172"
     CDS             160683..162311
                     /locus_tag="DJ46_172"
                     /codon_start=1
                     /transl_table=11
                     /product="leucine Rich Repeat family protein"
                     /protein_id="AIK61598.1"
                     /translation="MFLNTNEILDYSALKYMPNLKSLTVANAKIKDPSFFANLKQLNH
                     LALRGNEFSDVTPLVKMDHLDSLDLSNNKITNVAPLIEMKNVKSLYLSGNQIEDVTAL
                     AKMEQLDYLNLANNKITNVAPLSALKNVTYLTLAGNQIEDIKPLYSLPLTDLVLTRNK
                     VKDLSGIEQMKQLEELWIGKNEIKDVTPLSKMTQLKQLHLPNNELKDITPLSSLVNLQ
                     KLDLEANYISDLTPASNLKKLVFLSFVANEIRDVRPVIELSKTAYINVQNQKVFLEET
                     EVNKEVKVPIYEKDGKISTKIRLKGEGGTYSNDAVKWSTPGEKVYEFGVKDPFADTGI
                     FFTGSVIQNVVESKADNTSKEDNTSKEDAKVEVVEFKDVPKGHWSEEAIHYLAKENIF
                     KGYGNGQFGFGDSITRGQVASLVQRYLKLENKVEQKERFTDTKGHMFEQDIATVAQAG
                     IMQGDGTGEFRPDGVLTRYEMSVVLYKVFQLKEDGNNKVNFKDVPTGHWAEGYVKALV
                     DNNISKGDGKERFLGDDFVTREQYAQFLYNAITK"
     gene            162559..163008
                     /gene="mtnB"
                     /locus_tag="DJ46_173"
     CDS             162559..163008
                     /gene="mtnB"
                     /locus_tag="DJ46_173"
                     /EC_number="4.2.1.109"
                     /codon_start=1
                     /transl_table=11
                     /product="methylthioribulose-1-phosphate dehydratase"
                     /protein_id="AIK65487.1"
                     /translation="MLFFLKKWNELKDVKSELALRDWFYGTKISLSLCTSKEPLTFLV
                     NVEGRDKGLFSEEDFIVVNCMCEPVFENEEKPAVESFMHADIYKKSRAECILQVQTVD
                     SHLISELYGEEGEVTFDKRSVERVFGKEGITEMTIPIVEDEKNSLIC"
     gene            163017..163187
                     /locus_tag="DJ46_174"
     CDS             163017..163187
                     /locus_tag="DJ46_174"
                     /note="class II Aldolase and Adducin N-terminal domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63193.1"
                     /translation="MPNFIEGGGVVLVHNYGMIVWGKTPEEAKKWLEGIEYLMNYHVK
                     LLMIKGAKSSVI"
     gene            163313..163936
                     /locus_tag="DJ46_175"
     CDS             163313..163936
                     /locus_tag="DJ46_175"
                     /codon_start=1
                     /transl_table=11
                     /product="CBS domain protein"
                     /protein_id="AIK65327.1"
                     /translation="MRVKYHFLPKPQVTFCKMNDSGEKALQIMNKTGFRAIPVLAEDE
                     KKFMGIIYKVDLLEKKCNGGLEELSTEHMLEDSAAFIFEKDSFFRAFYVIRRLPFLAV
                     LNDYNEFVGILTHSNIFDVIEDSFGMRTGGYILTIATQDCKGTIKELGTLLKAFHIGG
                     LFTLDNGDQYIRRVIVNITDELNEKRLKQLIEKIEKKGFRVSHVDYI"
     gene            complement(164004..164774)
                     /locus_tag="DJ46_176"
     CDS             complement(164004..164774)
                     /locus_tag="DJ46_176"
                     /note="BH1492 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64794.1"
                     /translation="MRKYTIALLILTMFLPSFLFPVQAKAHTNKVAIVIDDFGNNMKG
                     TDKMLSLPIPLTVAVMPFLPSTKEDAIAAHKKGHEVIIHMPMEPIKGKKEWLGPKAIT
                     TDLSDEEINNRLEQAIQEVPHAIGMNNHMGSKVTADERIVRLILAACKKHGLFYLDSK
                     TNPKSVVPKIGKELGVPIIENQLFFDDVYTAAHISKQAQLLIKKLQEKPIMVAIGHVG
                     PPGEITSRVIETSIPKIREHADFIFLSDLALSPPPVSK"
     gene            165114..165395
                     /locus_tag="DJ46_177"
     CDS             165114..165395
                     /locus_tag="DJ46_177"
                     /codon_start=1
                     /transl_table=11
                     /product="spo0E like sporulation regulatory family
                     protein"
                     /protein_id="AIK61632.1"
                     /translation="MFTVKRKYTLEKLSRDIHMKREEMIQLGLTSGLNSMETIQVSQE
                     LDKLILQYQCYKEKQTPKWLSIIKAPIFQIGYEGKSSNFWRMLVAGFMK"
     gene            complement(165425..166921)
                     /locus_tag="DJ46_178"
     CDS             complement(165425..166921)
                     /locus_tag="DJ46_178"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK64425.1"
                     /translation="MKFKFHNIVLYILLVILPMIGIGATFYSYHSYKMKQENKRIAHT
                     VLFLYRDYLDHHLGEAISALEMLSKVVGTETGNINGMKEIVHDTDGNDARFSGLYYTT
                     PEGIITIASEGDRPPVDVSDRKYIQNALQTKKTTVSSVITDRVLGHQAIMIASPIFNK
                     QKELSGLLLASLRFDYISSSLNAIKPQYHFEVTDKYDVVFLTDDNNETSDAHSNMLTT
                     PLQRLDWKVSVSPLPIHQKTLNQWVAVECIATLFLMSILFLLAQYMLLKRQTKLERQQ
                     NELQKIELVGTFAASTAHEIRNPLTGIKGLVALLKEKYKDEQDQFYFSIIEQEIKRIN
                     EIVSEFLILGKPTATIEQTYDVRTILNEVALIIQSEANLHNIVFHLHLPDHPVHIRCS
                     KDHMKQVVLNITKNAIEAMTSGDTLTISVTSNETHAQLQIIDTGKGIPKHIQKHLFHP
                     FFTNKDTGTGLGLVICKRIVEMYNGHLFIDSIENEGTTVHAEIPLHIV"
     gene            167112..167558
                     /locus_tag="DJ46_179"
     CDS             167112..167558
                     /locus_tag="DJ46_179"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK62083.1"
                     /translation="MTSNNEREDISQSLKVFIALSRVHRSVMDTTNKSIQSNGLNPTE
                     FAVLELLYHKGGQPLQQIGERILIASGSITYVVDKLEKKGLVKRIPCPNDRRVIYAQL
                     TESGETFIASIFPGHEQVIHQSFEMLTKEEKDELLDLLKKIGKYEK"
     gene            167719..169413
                     /gene="pz-A"
                     /locus_tag="DJ46_180"
     CDS             167719..169413
                     /gene="pz-A"
                     /locus_tag="DJ46_180"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptidase"
                     /protein_id="AIK64290.1"
                     /translation="MSFKDYEYKRPNIEELKEKFTVALEKFDNAKTVEEQKQVIHSIN
                     EIRNDFGTMGNLCYIRHSVDTTDAFYKEEQDFFDEFSPVVQGYGTKYYNALIHSPFRE
                     ELEAYYGKQLFALAECDLKTYSDEVVKDLQLENKLSSQYTQLLASAKIDFAGEERTLS
                     QLIPFMQGKERSERKAASEAYYGFLAENEEELDRIYDELVKVRTKIAKSLGFKNFVEL
                     GYARMYRTDYNAEMVANYRQQVLDYIVPVTTELRKRQQARIGVEKLAYYDENFEFPTG
                     NPTPKGDADWIVNHGKTMYKELSAETDEFFNFMLDNDLLDLVAKKGKAGGGYCTYIEN
                     YKAPFIFSNFNGTSGDIDVLTHEAGHAFQVYESRKFEIPEYNWPTYEACEIHSMSMEF
                     FTWPWMKLFFEEDADKYYFSHLSSALLFLPYGVSVDEYQHYVYENPEASPEERKTAWR
                     NIEKKYLPHRDYEDNDYLERGGFWQRQGHIYSSPFYYIDYTLAQICALQFWKRARDNR
                     QEAWEDYVNLCQQGGSKSFLELVEVANLTSPFAEGCVKSVITEIEAWLHAIDDTKL"
     gene            169552..170085
                     /locus_tag="DJ46_181"
     CDS             169552..170085
                     /locus_tag="DJ46_181"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65247.1"
                     /translation="MLQSNMDVSLESLVSSLQSTRSTLLSEIEMLNDTEVNVKPRRDK
                     WSIIQILHHLHLVEQSVTSALVYALQKNERNTTPFKDLQLTLDRTHKREAPQQMKPTE
                     TLMKKQQGIQLLEHSRQELLHALHSVIDEKDLFENGLKHPVFNDLNLYQWVQFLDLHE
                     QRHLTQLKEAKHAILQR"
     gene            170188..170304
                     /locus_tag="DJ46_182"
     CDS             170188..170304
                     /locus_tag="DJ46_182"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61620.1"
                     /translation="MSKKKKEEERAWKARKENQKPHGKVKAFAELVEGTEKT"
     gene            complement(170316..171524)
                     /locus_tag="DJ46_183"
     CDS             complement(170316..171524)
                     /locus_tag="DJ46_183"
                     /codon_start=1
                     /transl_table=11
                     /product="5TMR of 5TMR-LYT family protein"
                     /protein_id="AIK64333.1"
                     /translation="MLVYHLFWNQKGKRSPKLNSAIFIVLCCLVTILCITFAAKTIYG
                     FQFDMRHIVLIVGTLTGGPIAGGSILVVLNIYRFLLGGIGVFPSLIGSILLFIVLLFT
                     YKFFNRTSNRIKITLAIIYSLIYGFSWIPFFLSKVTNKADYIPHIIVYELCTILGTIL
                     ILYLLHILQTQVRLQNELMNAEKFHLIGEMAASISHEIRNPLTSTKGFLQLLQSDTCT
                     EQERKLYIDIAINGIEQANHVLTDYLTFAKPSIEKEQRLQLEEELLHALSLITPLANL
                     TNVRTHYIKQSTSFFIAGEKQKLNQCLLNILKNCIEAMPKGGDLYFTLVPDHKHIQLY
                     IKDTGVGMDQEQVKRLGSPFYSTKEKGAGLGMMVVFSVVQAMNGKIDIISEKGTGTTF
                     LLTFPLIQKT"
     gene            171869..172531
                     /gene="queC"
                     /locus_tag="DJ46_184"
     CDS             171869..172531
                     /gene="queC"
                     /locus_tag="DJ46_184"
                     /codon_start=1
                     /transl_table=11
                     /product="queuosine biosynthesis protein QueC"
                     /protein_id="AIK65866.1"
                     /translation="MKKEKAVVVFSGGQDSTTCLFWAIEQFAEVEAVTFNYNQRHKLE
                     IDCAVEIAKELGIKHTVLDMSLLNQLAPNALTRTDMEITHEEGELPSTFVDGRNLLFL
                     SFAAVLAKQVGARHIVTGVCETDFSGYPDCRDVFVKSLNVTLNLSMDYPFVIHTPLMW
                     IDKAETWKLSDELGAFEFVREKTLTCYNGIIGDGCGECPACQLRKAGLDTYLQEREGA
                     SN"
     gene            172531..173022
                     /gene="queD"
                     /locus_tag="DJ46_185"
     CDS             172531..173022
                     /gene="queD"
                     /locus_tag="DJ46_185"
                     /note="queuosine_QueD: queuosine biosynthesis protein
                     QueD"
                     /codon_start=1
                     /transl_table=11
                     /product="queuosine biosynthesis protein QueD"
                     /protein_id="AIK65400.1"
                     /translation="MDNFFGFRIVENLQKMDKDIQRKQLKYHNKRVMVSKEFTFDAAH
                     HLHCYEGKCKNLHGHTYKVVFGISGYVNEIGLAIDFGDIKEIWKNEIEIYLDHRYLNE
                     TLPAMNTTAENMVVWIYEKMAEALTKDNRANEYKGARVEFVRLFETPTSYAEVRREWM
                     LDE"
     gene            173015..173731
                     /gene="queE"
                     /locus_tag="DJ46_186"
     CDS             173015..173731
                     /gene="queE"
                     /locus_tag="DJ46_186"
                     /note="bsubt_queE: 7-cyano-7-deazaguanosine (preQ0)
                     biosynthesis protein QueE"
                     /codon_start=1
                     /transl_table=11
                     /product="7-cyano-7-deazaguanosine (preQ0) biosynthesis
                     protein QueE"
                     /protein_id="AIK64106.1"
                     /translation="MSKIPVLEIFGPTIQGEGMVVGQKTMFIRTAGCDYSCAWCDSAF
                     TWDGSAKDQIRQMTAEDVWNELVEIGGENFSHVTISGGNPVLLKNIEFLLSILKENGM
                     RTAIETQGSKWQDWLLQIDEITISPKPPSSTMNTDFQKLDDVIQKLAGKDISLKVVVF
                     DDYDFEYAVKMHERYPDVPFFLQVGNDDTKTVDDAMLIKKLLDKYEWLIEKAVNRKEM
                     NNAKVLPQLHALVWGNKRGV"
     gene            173750..174247
                     /gene="queF"
                     /locus_tag="DJ46_187"
     CDS             173750..174247
                     /gene="queF"
                     /locus_tag="DJ46_187"
                     /EC_number="1.7.1.13"
                     /note="queF-II: 7-cyano-7-deazaguanine reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="7-cyano-7-deazaguanine reductase"
                     /protein_id="AIK61735.1"
                     /translation="MAGRLDEDLKDVTLLGNQNTKYLFEYSPEILEVFDNNHPNRDYF
                     VKFNCPEFTSLCPKTGQPDFATIYISYIPEQRMVESKSLKLYLFSFRNHGDFHEDCMN
                     VIMNDLIKLMDPRYIEVWGKFTPRGGISIDPYCNYGRPGTKYEQMADYRMMNHDLYPE
                     TIDNR"
     gene            complement(174303..174488)
                     /locus_tag="DJ46_188"
     CDS             complement(174303..174488)
                     /locus_tag="DJ46_188"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61646.1"
                     /translation="MQIAETGDIIEFKGGMQGRVQKENQNSVIVDITIMENFRELDME
                     PLTVVSHKNYTVINQNA"
     gene            174749..174904
                     /locus_tag="DJ46_189"
     CDS             174749..174904
                     /locus_tag="DJ46_189"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62607.1"
                     /translation="MFQFVGSIIALTLFVFSYMHLKKIRHHETTTYFDGMDGIYDGVT
                     HESGGDM"
     gene            174993..175595
                     /locus_tag="DJ46_190"
     CDS             174993..175595
                     /locus_tag="DJ46_190"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphoglycerate mutase"
                     /protein_id="AIK65788.1"
                     /translation="MKISFIRHGRLERTIEPMTVTSFHEWMKGYDLHIITEKASIPLE
                     TREAVEAAKLIVTSDQRCAVQSAAELMDSLSFIQNSLFREAAVPTSFYAPKWIKCKPN
                     VWIFIGRTLWILGYHKDVESYKEVRERARQAADLLHRYALVHGSIALVGHNYVNGMIG
                     AELRAMGWSGSPILHREPWGCTTYTFHEAMNGNVLNTNLT"
     gene            complement(175631..175972)
                     /locus_tag="DJ46_191"
     CDS             complement(175631..175972)
                     /locus_tag="DJ46_191"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63437.1"
                     /translation="MLDAPIVHHLRELHKDESITLEKEAELDEYYIDTLSVSSVYGGK
                     GIGSKLIEAAEIYATEKEHEKIALLVNLENKRAYSLYEKLGYKKDQIVMLVGEPYAHL
                     VKPLNIKISIS"
     gene            complement(175942..176208)
                     /locus_tag="DJ46_192"
     CDS             complement(175942..176208)
                     /locus_tag="DJ46_192"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="AIK61438.1"
                     /translation="MIRKAKKTDAKLVAPLLYNALHEIAEKITGSTVEAEVLLGLETW
                     FSKEKNRLSYENCFVYEQDGGQLELLSLITVVKQQCLMHQLYIT"
     gene            176454..176648
                     /locus_tag="DJ46_193"
     CDS             176454..176648
                     /locus_tag="DJ46_193"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65806.1"
                     /translation="MDKELANTILDQLKNGEIKEYVVTKDVFYTFREVLVNREDFKHF
                     IGNAQRGGQVIYTYSETPRS"
     gene            176675..176992
                     /locus_tag="DJ46_194"
     CDS             176675..176992
                     /locus_tag="DJ46_194"
                     /codon_start=1
                     /transl_table=11
                     /product="yolD-like family protein"
                     /protein_id="AIK64769.1"
                     /translation="MGDFKQSILPHWDYMWKDRAGNRFMGMVMYPEKRKCSTKMLQKI
                     KRAYEEAVEIKVTVQVQHTYQYIEGMIVYFDEEAPVCTMIDKDENPHHIFVKDILRIE
                     HSE"
     gene            177469..177828
                     /gene="nrdI"
                     /locus_tag="DJ46_195"
     CDS             177469..177828
                     /gene="nrdI"
                     /locus_tag="DJ46_195"
                     /note="nrdI: nrdI protein"
                     /codon_start=1
                     /transl_table=11
                     /product="nrdI protein"
                     /protein_id="AIK64157.1"
                     /translation="MLVAYDSMTGNVKRFIHKLNMPAVQIGEDLVIDEDFILITYTTG
                     FGNVPERVLEFLERNNEKLKGVSASGNRNWGDMFGASADKISAKYEVPIVSKFELSGT
                     NNDVEYFKERVREIATH"
     gene            177815..178582
                     /locus_tag="DJ46_196"
     CDS             177815..178582
                     /locus_tag="DJ46_196"
                     /note="ribonucleotide reductase N-terminal family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62699.1"
                     /translation="MRHIELNNEITQMQDGFYQLHKDKEALEVFMEEARENTVHFNSV
                     AERMEYMKEHDYYYNVLDEYNLEEVEEVYNIAYGENFEFQSYMAASKFYKDYALKTND
                     QKQYLESYEDRVAIVSLYLGRGDVAKAKQFASMIVKQNYQPATPTFLNAGRSRRGEMV
                     SCFLLEMDDSLNSIGFNINTAMQLSKIGGGVALNLSKLRARGEQIKGIDNAASGVVPV
                     MKLLEDSFSYANQLGQRKGAGAVYLNIFHWDIIEFLD"
     gene            178823..179584
                     /locus_tag="DJ46_197"
     CDS             178823..179584
                     /locus_tag="DJ46_197"
                     /note="grpIintron_endo: group I intron endonuclease family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="group I intron endonuclease family protein"
                     /protein_id="AIK61545.1"
                     /translation="MNCGIYLIINKENRKFYIGSSNNFKVRFKTHRNQLNANQHHSKH
                     LQAAWNLYGENKFEFKGIIELPNDKDILHKIEQSLLSQYYGKQYCYNGHPIARGGALS
                     GEKNHMYGKTHSKEVKKFLSEINTGPNNYWYDKPQHLENMRSKITKRFHGRKHTDETK
                     EKMSRSRKGKKHTKETCMKISKAQKNQYNSGREKQKKPIVINDIYYESLAEAGRAFNV
                     PANTIKYRVLSNNFPNYQYFQEGVETIERASLDES"
     gene            180156..181001
                     /locus_tag="DJ46_198"
     CDS             180156..181001
                     /locus_tag="DJ46_198"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleotide reductase, barrel domain protein"
                     /protein_id="AIK66099.1"
                     /translation="MENKEIREAVHAGMEALTAVSDMTIIPNAPTVKKANDELHSVGL
                     GAMNLHGYLAKNKIAYESEEAKEFARTFFMMLNYYSIEKSMEIAKEKGETFKDFDKSD
                     YANGTYFEKYETTDYSPVTEKVQQLFEGIHIPTKEDWTSLKEQVQKNGLYNSYRLAIA
                     PTQSISYVQNATSSVMPIVSQIESRTYANATTYYPMPYLSKDTFWYYKSSYDMNQFKL
                     IDLIAEIQEHIDQGISTILYVNSDISTRELARYYIYAHKKGLKSLYYTRTRKLSVEEC
                     VACTV"
     gene            181095..182063
                     /locus_tag="DJ46_199"
     CDS             181095..182063
                     /locus_tag="DJ46_199"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleotide reductase, small chain family
                     protein"
                     /protein_id="AIK64383.1"
                     /translation="MRAVNWNKKEDDFSLMFWKQNIAQFWTEEEIAVSSDKNTWVQLS
                     KEEQIAYKRVLGGLTLLDTKQGGEGMPLVLVHLENLQAKSVLAFMGAMEEVHAKSYSH
                     IFTTLATEEEIDEIFDWVDTHPLLEKKAGIITSYYRRLLKPEVTKKELYMAMVASVFL
                     ESYLFYSGFFYPLYLAGQGKLTASGEIINLIIRDESIHGVFVGILAQQIFAELSAEDQ
                     QEVQKETQELLMELYEIEMAYTEEIYTSIGLVEDVNRFVRYNANKGLMNLGLEPKFEE
                     EEINPIVLNGLRTDTKNHDFFSVKGNGYVKATNVEKLSDDDFVFNF"
     gene            182280..182660
                     /locus_tag="DJ46_200"
     CDS             182280..182660
                     /locus_tag="DJ46_200"
                     /note="iron dependent repressor, N-terminal DNA binding
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65920.1"
                     /translation="MKIEFSPNTPIYIQVMEYIKKEIVTGHLLPGDKIPSVRELASEL
                     QVNPNTIQRTFQELERDGVVVTRRGMGRYVTNEGEKIMELRKEMAKELLHSFIDGMDN
                     LGFSEEEILTILRSSLHEKREESE"
     gene            182657..183355
                     /locus_tag="DJ46_201"
     CDS             182657..183355
                     /locus_tag="DJ46_201"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK63769.1"
                     /translation="MTELLKIENLWKRYGLKAVIRELNIEITEGKIIGLVGDNGSGKT
                     TLLKMIAGLQHPSEGSITIAGKKVGLETKEIVSFMSDKPVFDDWMTVKDSLFFYRDFY
                     KDFDIQKAVDTIAEFKIPLEERITALSKGMVEKLQIILTFSRKAKLYVLDEPLGGIDL
                     VSREHVLELILQFYREDCTILIATHLIGEVENIFDEVIFLKDGESVLHENVEELRFQR
                     GKAVTDLFKEVFSR"
     gene            183352..184146
                     /locus_tag="DJ46_202"
     CDS             183352..184146
                     /locus_tag="DJ46_202"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66051.1"
                     /translation="MKASLIYMYNANKKQIFISLLSFIFIVAVAFVSMGNYIKQESGE
                     VRQMIIIALVFLVYMIFAVLVFLQAISAFGKMTESTLFRLTPISGKKIILAILSYAAI
                     SFMCFEVIGTMFVYSISMKVIKGTELYGMLFTESTIELDIVKQLFSSVLYVFNLSSIL
                     LVLLFTVAGVKVFSLKKKKMEYVIIFFLFLLVTKVINLIYEMLGRLAPTPTFIKKSVY
                     IDESVDINLILYPESLMNLYSITFSISIFVLLVYITGRIIDKKLEV"
     gene            184161..185063
                     /locus_tag="DJ46_203"
     CDS             184161..185063
                     /locus_tag="DJ46_203"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65518.1"
                     /translation="MGNVVVKLENVRKKIGGTEIIRGLSFEVREGEVYGFLGPNGSGK
                     TTTIRMMTGLISMTEGDITICGHSIRTEREKALEQIGAIVENPELYDYMTGMQNLKHF
                     ANMAITPISKERIAEIVKLVELEHAIHKKVKTYSLGMKQRLGIAQALLHQPKILILDE
                     PTNGLDPAGIRQIRDYLQRLAKEENIAVIVSSHLLSEIELMCDRVVIIKQGEFVQEYN
                     LHEQAKHDETVVVAFEVDQVQKANEIVQGKAQGNVIVVSVTKEEIPQLVKKLVNNDVL
                     VYGVTVQNKTLEDEFLAITGGVKA"
     gene            185063..185839
                     /locus_tag="DJ46_204"
     CDS             185063..185839
                     /locus_tag="DJ46_204"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK62226.1"
                     /translation="MLKLIQNEFLKLHAKKGMYILIGVIAVLEILGVLAMMKWGDGTE
                     FKGSYLDFASSEIGLITLFATIFGITIASRMITDEFQKGTIKQLLIRPRKRMTVLFSK
                     YITVLLTIIFIIFASTLIAMIIGGIVMDGSKTELTIGIVMKSTLYQVLSPLFFATLAF
                     FLANVFRKSVLPLIITMFLFFLQGAINMVLMMFAKGVAKFIVFFHLDLRAYDGNKLIS
                     GGVEPTFTEFTFTTSLLLVITYIVVLLIASSALFQKRDVL"
     gene            186042..187055
                     /locus_tag="DJ46_205"
     CDS             186042..187055
                     /locus_tag="DJ46_205"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK63751.1"
                     /translation="MHYAFSRIRLRSFFGWMIIGLFLTMIPLSLANVSENMMEVISQI
                     TVFFVFPLFWLYVKTNKNNIVFNSFFDKPGRLTWGLIVLATIMGMIFSVGISHIQFYI
                     LAHTLPNFLVTMLEDGTVINTSNIYMTIFTFISACVLAPIMEEVIFRGFFLQRMAYKW
                     GIKKAVIISSLIFGLGHFDVIGAFMFGVVMCLLYIKTKNIWTNIAVHALNNFIATSMQ
                     FIGGEESSAISIPELQAQSNLWIGIGLTVVGLLWLIPYVWKQWRTVKEVGVPPVRFIN
                     EEKVVRAPEGNEVYSQVIVTDRLMAVELPDEAVNKLRLEENDYVTVSVEEDKIVIKKA
                     HDR"
     gene            complement(187085..187267)
                     /locus_tag="DJ46_206"
     CDS             complement(187085..187267)
                     /locus_tag="DJ46_206"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64906.1"
                     /translation="MKIWFYEKTAQLDDLLGIWDNVPTIPRIGEKVEILKTVRTVTDI
                     KYVKNGNNFRVEIITN"
     gene            complement(187368..187820)
                     /gene="lrpC"
                     /locus_tag="DJ46_207"
     CDS             complement(187368..187820)
                     /gene="lrpC"
                     /locus_tag="DJ46_207"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator lrpC"
                     /protein_id="AIK63779.1"
                     /translation="MQLDRVDRKILNELYNDSRLSMRELAKRVNLSAPSTAERVRKLE
                     SEGVVQKYTIDIDYKKAGLVLDCILEITLKNGDTTRMQQFIQSYPSASFCYRVTGSLC
                     YIVKISVPSLVELEEFINDVSSYATTVSHIVLSEISLTPDIEHIFPED"
     gene            187947..188375
                     /locus_tag="DJ46_208"
     CDS             187947..188375
                     /locus_tag="DJ46_208"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65751.1"
                     /translation="MERISLSNVGDTKFQKLLGHNPEILHSWSTLENTLYNKGTLSAE
                     LKEQVRRTLAYGNECPYCMAKGRPDHMQKVEEISVAVTFAHTFVYDKQAIDDTMFHVL
                     KQYWTEKEIVELCAYICFITASQQLGFLFQLQPNEGGKDE"
     gene            188368..188922
                     /locus_tag="DJ46_209"
     CDS             188368..188922
                     /locus_tag="DJ46_209"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65549.1"
                     /translation="MNNQIALILIDVQKAFQLPYWGERNNLFAEENMRILLAEWRKRK
                     RPVFHIQHVNKENDQSMFYEGAETVNFKEEVKPLSGEVVIQKTVNSAFIGTNLEEQLR
                     ENKCNAVVIVGLTTNHCVETTTRMAGNLGFTTYLVRDATATFNRKGLDGKEYSAEDIH
                     NMTLVNLHEEFATIVTTKEALKLF"
     gene            189009..189407
                     /locus_tag="DJ46_210"
     CDS             189009..189407
                     /locus_tag="DJ46_210"
                     /note="sseB N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61541.1"
                     /translation="MEQIPVKRIEEVLVVAGDDKQKQKEFYELLLSTEFYVAGSLEAE
                     EGATEGILRLRHFQGDGRWIVPFFTQMEFVKDVLPEGTPLITIRGKELFGSIEKDATA
                     VLNVGTDISKTFIPEEIADIASGRIFNYYK"
     gene            complement(189435..190355)
                     /locus_tag="DJ46_211"
     CDS             complement(189435..190355)
                     /locus_tag="DJ46_211"
                     /codon_start=1
                     /transl_table=11
                     /product="LD-carboxypeptidase family protein"
                     /protein_id="AIK61359.1"
                     /translation="MIYPNVLQQGDTVMIIAPSGPPTIENVLKGVKALQEMGLSVVIG
                     KSVYEKYGYLAGRDQVRLDDIHEAFSNHEVKAVFCARGGYGSARLLPHIQYEIIRKNP
                     KIFWGYSDITALHTAFSRYAKLITFHGPMVEELGKGIDSLSLSSFNQLFHPYSTILSA
                     SECIVPSSSRTITGQLVGGNLAVLTSIIGSHYEVHTANKLLLLEDIGEEPYRVDRMLN
                     QLLLSGKFNECSGVIFTSCHDCTPSKPSQSLQTILYEYFAPYHIPVLFGLPIGHISPN
                     IGIPLGATATISTHNKTLSISSGVATPCSN"
     gene            190471..191565
                     /locus_tag="DJ46_212"
     CDS             190471..191565
                     /locus_tag="DJ46_212"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroorotate dehydrogenase family protein"
                     /protein_id="AIK61340.1"
                     /translation="MFTSRVIDTLQIKYPIIQAGMAGAITTPKLVAAVSNSGGLGTLG
                     AGYMSPEQIREAIYTIRELTDKPFGVNLLLTKEVQIEEEKINLGKGLLSGVNREFGIE
                     EEEQLKLPKSYKEQFQVLLEEKVPVVSFAFQTLEKEEINDLKRSGIKVIGTATHVAEA
                     KVLAELGVDIIVGQGSEAGGHRGTFIGKEQDAMIGTFALIPQLVAAVPHIPIVAVGGV
                     MNGQGLVAAFTLGAEAVQMGSAFLTSEESITHDVYKEAVLHSTDTSTTVTRAFSGKYA
                     RGIRNEFIEKHEGKEEGLPMYPVQNVLTSKIRQEAAKQNNGEYMSLWAGQASSLARIE
                     SAQHVVERVMEEANNVIEQLQNVYRKRPLE"
     gene            complement(191583..192758)
                     /gene="dltD"
                     /locus_tag="DJ46_213"
     CDS             complement(191583..192758)
                     /gene="dltD"
                     /locus_tag="DJ46_213"
                     /note="LTA_DltD: D-alanyl-lipoteichoic acid biosynthesis
                     protein DltD"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-lipoteichoic acid biosynthesis protein
                     DltD"
                     /protein_id="AIK62069.1"
                     /translation="MNKAKFGPMLLALALFAVFLLIPTRFLLPLLSDEKVEQAATSLK
                     EEKIQSMILQQKMLADPKYLPMYGSSEFARMDAFHPSNYFKVKPEGFTPFLLGRGGTQ
                     DLVHVLNFASTMDQLKDKKMVFVLSPQWFVPQGIDETHFAPNFSKQQGYHFIFNDDVK
                     PEMKKQIAKRLLNFEIVKKETLLKISLEGIAYDDTKYKVKALAAKPFAYIYRNILDRK
                     DLFTAMFNIKPHKEKLDPSLKQMNWDEARKHADQTGAAESRSNEYGIEDGYFNSKIKK
                     KLKQREGYLKNDSYDQSPEYEDLQIVLDLLKQSGAKPLFISVPVKGPWYDYAGFPKER
                     RELYYKKVHEQIEKAGYPIADFSNHEYDKYFLKDHMHLGWKGWVYIDEAIQQFYKAN"
     gene            complement(192755..192994)
                     /gene="dltC"
                     /locus_tag="DJ46_214"
     CDS             complement(192755..192994)
                     /gene="dltC"
                     /locus_tag="DJ46_214"
                     /EC_number="6.1.1.13"
                     /note="dltC: D-alanine--poly(phosphoribitol) ligase,
                     subunit 2"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanine--poly(phosphoribitol) ligase, subunit
                     2"
                     /protein_id="AIK65125.1"
                     /translation="MAEFKEQVLDILEEVCENDIVKENLDVQLFEEGILDSFAVVSLL
                     VEFQERLDIEVSISDFDRDEWATPNMVIKKLEEIR"
     gene            complement(193063..194229)
                     /gene="dltB"
                     /locus_tag="DJ46_215"
     CDS             complement(193063..194229)
                     /gene="dltB"
                     /locus_tag="DJ46_215"
                     /note="LTA_dltB: D-alanyl-lipoteichoic acid biosynthesis
                     protein DltB"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-lipoteichoic acid biosynthesis protein
                     DltB"
                     /protein_id="AIK65270.1"
                     /translation="MTAYGSFYFFAIVGILLIPTIIAGLKGKMLRKYNAVLTLVMIAI
                     IFSDKPKQAIMLAAFIIWQYALIKGYLLLRKQNNSTFMFCIAVILSILPLILAKIAPF
                     VPELHFIVFAGMSYVTFRAVQMVFEVRDNLIKELSFFNFWEFVLFFPAISSGPIDRYR
                     RFQKDIQKPPSAEEYQNLLYTGLNRIFQGFLYKFIIAHLITTYLVKAVFANQDTLLSN
                     VIFMYATSMQLFFDFAGYSAFVIGISYMMGIKTPENFNKPFLSRNIKDFWNRWHMSLS
                     FWFRDFIYMRFVFFATKKKLIKNRYTISYIGAFLNFFIMGIWHIQGSAVAQYVIYGLY
                     HAALFILFDIFERKNKKHKFWPNNKFTHVLAIVITFHVVCFGFLIFSGHLNRYF"
     gene            complement(194226..195737)
                     /gene="dltA"
                     /locus_tag="DJ46_216"
     CDS             complement(194226..195737)
                     /gene="dltA"
                     /locus_tag="DJ46_216"
                     /EC_number="6.1.1.13"
                     /note="D-ala-DACP-lig: D-alanine--poly(phosphoribitol)
                     ligase, subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanine--poly(phosphoribitol) ligase, subunit
                     1"
                     /protein_id="AIK66371.1"
                     /translation="MKLLEQIEKWAIETPDQTAFVWRDAKITYKQLKEDSDALAHWIS
                     SEYPDDRSPIMVYGHMQPEMIINFLGCVKAGHAYIPVDLSIPADRVQRIAENSGAKLL
                     LSAAVTVTDLPVRIVSEDNLKDIFFTHKGNTPNPEHAVKGDENFYIIYTSGSTGNPKG
                     VQITYNCLVSFTQWAVEDFNLQTGQVFLNQAPFSFDLSVMDIYPSLVTGGTLWAIDKD
                     MIARPKDLFASLEQSDIQVWTSTPSFAEMCLMEASFSESMLPNMKTFLFCGEVLPNEV
                     ARKLIERFPKATIMNTYGPTEATVAVTGIHVTEEVLDQYKSLPVGYCKSDCRLLIMKE
                     DGTIAPDGEKGEIVIVGPSVSVGYLGSPELTEKAFTMIDGERAYKTGDAGYVENGLLF
                     YNGRLDFQIKLHGYRMELEEIEHHLRACSYVEGAVIVPIKKGEKYDYLLAVVVPGEHS
                     FEKEFKLTSAIKKELNERLPNYMIPRKFMYQSSIPMTPNGKVDRKKLLSEVTA"
     gene            complement(195750..195896)
                     /locus_tag="DJ46_217"
     CDS             complement(195750..195896)
                     /locus_tag="DJ46_217"
                     /codon_start=1
                     /transl_table=11
                     /product="D-Ala-teichoic acid biosynthesis family protein"
                     /protein_id="AIK62344.1"
                     /translation="MERLKEIWSRPLTQWVAKTVYYLAILFALLWLYGFHDTNTSTFI
                     YNEF"
     gene            196234..197403
                     /locus_tag="DJ46_218"
     CDS             196234..197403
                     /locus_tag="DJ46_218"
                     /note="amidohydrolases: amidohydrolase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK61020.1"
                     /translation="MNRVWKSLIAEENIVKWRRHFHKYPELSFHEKETSQFIYDTLCT
                     FSSFEVTRPTKYSVLAIKRGTEQGKVVAIRADIDALPIQEETSKSYTSVNKGIMHACG
                     HDAHAAILLSTAEVLSNIKEDFAGEIRLFFQHAEEVYPGGGQEMVEAGVMDGVDYVIG
                     LHVMSGLESGKIGIAYGPMMAAPDVFTVEIQGKGGHAARPEETIDPIAIGAQIITNLQ
                     HIVSRNTSAFMQRVVSVTQFHGGMADNIIPSVATLMGTVRSFNQVLRVEAEEKIEKIV
                     KGITKAHGGAYTYTYRYGYNPVINDEYITKVVEESAIHLFGNERVVKLEPSMGGEDFS
                     AYLRKAPGCFIKLGTGNEKINTCYPHHHPKFDVDESALINGVELFLETAIRLLKS"
     gene            197630..197806
                     /locus_tag="DJ46_219"
     CDS             197630..197806
                     /locus_tag="DJ46_219"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64100.1"
                     /translation="MLMRKNFHLLRRGLKDKNKDIDQHMEWQRNVIRSEYVDEKKSIQ
                     TEKEIQSKGRGSVE"
     gene            197799..198245
                     /locus_tag="DJ46_220"
     CDS             197799..198245
                     /locus_tag="DJ46_220"
                     /note="flav_short: flavodoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin"
                     /protein_id="AIK64875.1"
                     /translation="MSKLVMIFASMSGNTEEMADHIAGVIRETENEIEVIDIMDSPEA
                     SILEQYDGIILGAYTWGDGDLPDDFLDFYDAMDSIDLTGKKAAVFGSCDSAYPKYGVA
                     VDILIEKLQERGAAVVLEGLKVELTPEDEDVEKCLQFGAEFVKHLS"
     gene            198270..199043
                     /locus_tag="DJ46_221"
     CDS             198270..199043
                     /locus_tag="DJ46_221"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65779.1"
                     /translation="MHEKIAIKTMTDYHLYDFMRCPHKFYFRHIKRREPSSFEWQQIA
                     QMIVNQIINEYYTLPAGQQTKIVLLLLIEKYWKKVRINMFASKTEYYIVLAKLTDHLL
                     QFVERDDSQTLPLFLYEKFQTYMKELGVHMSLTLEVGEWSTESFVIKKYVVDADEEML
                     ALCQKLMTVFSYKAFGILPGKIEVINLIEGTKYEYIPKQEDITTGMADLSRMKEMLQQ
                     PEHYTERHFRSECISCAFRSECQGEEVKKEAKQKKNIVH"
     gene            199143..199304
                     /locus_tag="DJ46_222"
     CDS             199143..199304
                     /locus_tag="DJ46_222"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62977.1"
                     /translation="MKDETKVFQWLKEQNAPFGIQLQILQAFQLYKVIIEMDKKLMMY
                     EEREYRERM"
     gene            complement(199307..200209)
                     /locus_tag="DJ46_223"
     CDS             complement(199307..200209)
                     /locus_tag="DJ46_223"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK65485.1"
                     /translation="MDSYKQYIKEALPNLSIHSYKQNEEGWDNVAVIVNDELLFRFPR
                     KQEYAMRIPLEKELCTILTQSLQEIEVPQYHLIYKNESDEVPLCSYYTLIHGEPLKTE
                     IVANLDEKERKIIITQLATFLAALHSIPLKSVTALGFPTEKTLTYWKELQTKLNEYVT
                     NSLTSFQKSTLNRLFENFFACIATSAFPNAIIHADFTHHHILFDKQNKIISGIIDFGD
                     AQIGDPAFDFAGLYYDFGHEFTTSVYEQYSTLTSHHDPLLIHRITSFYQYSPLLHNMI
                     YNFETKNELEFLASIEQLKVILQG"
     gene            200314..200811
                     /locus_tag="DJ46_224"
     CDS             200314..200811
                     /locus_tag="DJ46_224"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, Bla/Mec family"
                     /protein_id="AIK63704.1"
                     /translation="MKKRIVIISLCIVFGMFWSYKEEVFASYKPIDQYGLNKELKNKS
                     IETLTHNEMKKVGEHFVIEQLSVFEFTNKEDVKRKGEELFLNRGYEQLMKNYYPNRFQ
                     DLEYKFTNEEIREVTDESFLYQTVAYVTGIENGKRSEMKLNYEMKIVKVNHTFKVLEQ
                     KQYVQ"
     gene            complement(200876..201025)
                     /locus_tag="DJ46_225"
     CDS             complement(200876..201025)
                     /locus_tag="DJ46_225"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64662.1"
                     /translation="MKKQDSNRSKRTVKTEKGYAGDSVLTQKQVEQGNLYIAQKEIGQ
                     QNENL"
     gene            complement(201044..201217)
                     /locus_tag="DJ46_226"
     CDS             complement(201044..201217)
                     /locus_tag="DJ46_226"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61651.1"
                     /translation="MDEKEKKQSFDEEFAPEISPGYRQDVHKPPKYKNTSFLMGITIF
                     AAVLLVLIIFVYF"
     gene            complement(201291..202652)
                     /locus_tag="DJ46_227"
     CDS             complement(201291..202652)
                     /locus_tag="DJ46_227"
                     /note="matE: MATE efflux family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MATE efflux family protein"
                     /protein_id="AIK63242.1"
                     /translation="MKETNSFSQKLKQFVLLFFPIFVTQMSLFAMSFFDTTMSGHASP
                     IDLAGVAIGTSIWIPVSTGLTGILMATTPIVAQLVGSKKKEDVPHVIIQAVYLAICAS
                     FVVILIGLFTVTPILNGMRLEEPVERIAAQFLSIIAIGIIPLFTYTVLRGFIDALGKT
                     RTTMIITLLSLPINVVLNYVLIFGNFGFPKLGGVGAAIASAATYWCILIITVMIIRTK
                     EPFASFNIFKQLYRPSLSSWKEFLKLGVPIGFAIFFETSIFAAVTLMMSNFSTTTIAA
                     HQAAMNFASLLYMTPLSLAMAMTIAVGFEVGAKRYNNAKQYGFIGIGLALAFALLYSI
                     LLYFFDDEIASIYTTDIQVHHLAKEFLIFAILFQISDAIATPVQGALRGYKDVNVALI
                     MTLIAYWVIGLPLGYILATYTDWAAKGYWIGLIIGLAFGATFLLIRLFQVQRKYTTQN
                     SRS"
     gene            202835..203626
                     /gene="uppP"
                     /locus_tag="DJ46_228"
     CDS             202835..203626
                     /gene="uppP"
                     /locus_tag="DJ46_228"
                     /EC_number="3.6.1.27"
                     /note="undec_PP_bacA: undecaprenyl-diphosphatase UppP"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyl-diphosphatase UppP"
                     /protein_id="AIK63460.1"
                     /translation="MADWLIGIIMGAVEGLTEFLPVSSTGHMILTGHLIGFDDDRAKV
                     FEVVIQLGSILAVVVIFWKRLWSLVGIGKVTDGPSLNLLHIIIGMIPAGVLGVLFHSA
                     IKEVLFGPGPVVISLVAGGILMIVAEKFSKPSTARTLDEITYKQAFTIGMFQCLALWP
                     GFSRSGSTISGGLLARVSHTAAAEYTFILAVPMMVAASGLDLIKSWDILSTADIPLFA
                     TGFITAFVVAMLAIVSFLKLLSRVKLTPFAYYRFILAAVFYFFIM"
     gene            complement(203656..204210)
                     /locus_tag="DJ46_229"
     CDS             complement(203656..204210)
                     /locus_tag="DJ46_229"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin family protein"
                     /protein_id="AIK63500.1"
                     /translation="MNLQQWADKGMSFDTYVNEMKVNQYELLHIYNNFLIPNELLPVL
                     EERQNDGWRVIVLTADWCGDALLCVPVMKRISEVANIDMSLLIRDENLELMDQYLTNG
                     TARAIPIFIFIDKDGNEQAVWGPRAPKVQELVTSMRATLPEKEDPTFEEKQKEMYANF
                     RATLADDTSLWEHVMESMIEKVVK"
     gene            complement(204277..204708)
                     /locus_tag="DJ46_230"
     CDS             complement(204277..204708)
                     /locus_tag="DJ46_230"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory YrvL family protein"
                     /protein_id="AIK65991.1"
                     /translation="MNEEDKFSNLNLKDKTLIIGFVILFLIIVFAFIFFVYVGIFHIT
                     GIGYSSRTALLLFFLLITFLDGITFFFFIFFKVILYPMTKNMPNWLSITLFAIIEITL
                     DWFVIHIADDWIESVQLSNLAELCIVLFLFLLSKLLSDKKE"
     gene            204895..205290
                     /locus_tag="DJ46_231"
     CDS             204895..205290
                     /locus_tag="DJ46_231"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK65173.1"
                     /translation="MEELSTNVFAMFRTLRNDIGKIFGGYIPWNEFIVLRILNRTNKE
                     MVSRVANELNVSNSHITAVTEKLINKGFVTRSRSTSDRRVVYLEITEQGKDLVAKMEG
                     AKKQYLQERFSTLSEEEMNIMISISKKLI"
     gene            205427..205582
                     /locus_tag="DJ46_232"
     CDS             205427..205582
                     /locus_tag="DJ46_232"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62600.1"
                     /translation="MTNRNGSKGSGNQGSPKSGQFQQEFSAEFETGDDNKGKEYRSKK
                     GSKSKKE"
     gene            complement(205605..206840)
                     /locus_tag="DJ46_233"
     CDS             complement(205605..206840)
                     /locus_tag="DJ46_233"
                     /note="sodium:dicarboxylate symporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="dicarboxylate symporter family protein"
                     /protein_id="AIK63368.1"
                     /translation="MKQTKAILLALFLGLVVGLTLNLAAPSIFDPLNQYVFNPLGQLF
                     IRLIKMLVVPVVFISIVLGAAGLGDPKQLGRIGLKSISFFLVTTAVAISIAVTFALII
                     KPGSGGNFKTEGLKYEGAKTETSFVDTLLNIVPDNPAKAMADGNMLQIIAFAVLIGLG
                     IAILGKRVQGIHSLLEQGNELMMYLVNLVMKLAPIGTFGLLASSVGKMGLAGVAAMFK
                     YMIVVMLVLIIHGVFVYGGLLKVLAKESIVRFFKHFGPVMAIGFSTSSSNASLPFAMK
                     TAQEKLGVPKAISSFVQPLGATINMDGTAIMQGVATVFIAQVYGVELTVTQLAVVVLT
                     AVLASIGTAGVPGVGLVMLTMVLNQVNLPVEGIALIIGIDRILDMSRTAVNISGDAIC
                     AMIVAKSEEKYNTDQSAAS"
     gene            207827..209170
                     /gene="ktrB"
                     /locus_tag="DJ46_234"
     CDS             207827..209170
                     /gene="ktrB"
                     /locus_tag="DJ46_234"
                     /codon_start=1
                     /transl_table=11
                     /product="ktr system potassium uptake protein B"
                     /protein_id="AIK61485.1"
                     /translation="MEVTKRQRLYNRFIRLNPPQILALGFFCLIVVGGLLLKLPFATK
                     VHISWVDAFFTATSAATVTGLGVVDTASTFTMFGEIVIMFLIQTGGLGLMTIAILIVW
                     VLGKKIGLRHRLLIGEAFNQTNIGGLVKLVKRVFIFSICIEFIGVIFLSFRFIPEFGF
                     GKGIHYSIFHVIASYNNAGFALWPDNLTRYVGDPIINIGICSLIVIGGLGFTVLIDIW
                     YSRSFRKLSLHSKIMIVGTVALNVIAMIVIFILEYNNVKTLGNLPLNEKLWASFFQGI
                     TPRTAGFNTVDYGGMEESSILFTMVLMFIGAGSVSTGGGIKLTTFVILVTSVLSFFRK
                     KEEIVLFQRTIKMSTVTRALAIAVASQILIFAAVFVLMLTENFSFIQLLFETISAFGT
                     VGLTMGITAKLSAFGKCIIMFVMFCGLIGPLTLVFSLARPAKQKIKYPSEDVFTG"
     gene            complement(209204..209569)
                     /locus_tag="DJ46_235"
     CDS             complement(209204..209569)
                     /locus_tag="DJ46_235"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65075.1"
                     /translation="MTEKFDEYKKRDRIDSDYKEEYAAEVAPQRIDYDYDEKDHKDDV
                     RSSAAGSTAGFIALALSILSLFTFPTLFGLVSVLLGIYAYNRGATVTGGIAAIVGGIA
                     ALIAILFRVALIGLLFSLF"
     gene            209802..210269
                     /gene="ytfJ"
                     /locus_tag="DJ46_236"
     CDS             209802..210269
                     /gene="ytfJ"
                     /locus_tag="DJ46_236"
                     /note="spore_ytfJ: sporulation protein YtfJ"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YtfJ"
                     /protein_id="AIK64530.1"
                     /translation="MTSSILESIKKNNEERVQYIMEHPIENLMKTAMTNLKEMVDVNT
                     IVGSPVSTADGNVVLTVSQVAFGFGAGGSDFKGDFISEKHSNGQGQHKEKKQSHPFGG
                     GSGAGVSVSPVAFLVVGSNGVQVLHLNSSTHLIEKALNTVPGTVDKFVNSRQK"
     gene            210378..210467
                     /locus_tag="DJ46_237"
     CDS             210378..210467
                     /locus_tag="DJ46_237"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62405.1"
                     /translation="MINIKNLVVGLCMLVSGFVVYVVKEKAPF"
     gene            complement(210820..211068)
                     /locus_tag="DJ46_238"
     CDS             complement(210820..211068)
                     /locus_tag="DJ46_238"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65563.1"
                     /translation="MRIKARIGVENSLTDVQQALKQQGHEVVTLNSEQDAQGCDCCVV
                     TGQDSNMMGIADASIKGSVITAHGLTTDDICQQVESRT"
     gene            complement(211186..211425)
                     /locus_tag="DJ46_239"
     CDS             complement(211186..211425)
                     /locus_tag="DJ46_239"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66424.1"
                     /translation="MACVQIEGTRQEVVEMLQLFDLMDTKGFCKFDNYVEVEPNNKEH
                     NNFIASIDIHSNTSSAQDTLNDQFVSQMLTGVYND"
     gene            211485..211721
                     /locus_tag="DJ46_240"
     CDS             211485..211721
                     /locus_tag="DJ46_240"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62075.1"
                     /translation="MKNMNVIFRQRYFYYFPPFSAKVVVYSRIYKNGRPFIEYNRFVS
                     IDENPSFKQIFFLAEIGEKIFRLFVNVNNVVKSI"
     gene            211841..212737
                     /gene="ilvE"
                     /locus_tag="DJ46_241"
     CDS             211841..212737
                     /gene="ilvE"
                     /locus_tag="DJ46_241"
                     /EC_number="2.6.1.42"
                     /note="ilvE_I: branched-chain amino acid aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid aminotransferase"
                     /protein_id="AIK61482.1"
                     /translation="MNEQWIFLNGEFVPKDEAKVSVYDHGYLYGDGVFEGIRVYSGNV
                     FRLREHLVRLYESAKSIMLEIPYSLDEITNIVVETIRQNKLSNGYIRLVVSRGAGNLG
                     LDPDSCTKPNVVVIAEQLSLFPQEYYEKGIPVVTVATRRNRPDVLSPQVKSLNYLNNI
                     LVRIEAKLAGVQEALMLNDQGYVAEGSGDNVFIVKGNKLITPPSSAGALEGITRNAIL
                     EIGEKLGYDVREELFTRHDVYVADEVFLTGTAAEVIAVTTVDGRTIGLGQTGPHTNRL
                     LEEFRKLVIEDGEKIYEENKVG"
     gene            213053..214753
                     /gene="ilvB"
                     /locus_tag="DJ46_242"
     CDS             213053..214753
                     /gene="ilvB"
                     /locus_tag="DJ46_242"
                     /EC_number="2.2.1.6"
                     /note="acolac_lg: acetolactate synthase, large subunit,
                     biosynthetic type"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, large subunit,
                     biosynthetic type"
                     /protein_id="AIK64760.1"
                     /translation="MSSKTEEKLATGAQLLLEALEKEGVEVIFGYPGGAVLPLYDALY
                     DCEIPHILTRHEQGAIHAAEGYARITGNPGVVIATSGPGATNVITGLADAMIDSLPLV
                     VFTGQVATTLIGSDAFQEADIMGLTMPVTKHNYQVRKASDLPRIIKEAFHIARTGRPG
                     PVVIDLPKDMVVEQGERCSDVQMDLPGYNPNYEPNLLQINKLLQAIQVANKPLILAGA
                     GVLHAKASKELTSFARKYEIPVVHTLLGLGGFPPDDELFLGMGGMHGSYTANMALYEC
                     NLLINIGARFDDRLTGNLAYFAKEATVAHIDIDPAEIGKNVPTEIPIVASAKQALQVL
                     LQPEGRKENHHEWISLLKNRKEKYPFSYKRNSESIKPQYAIDMLYEITKGEAIVTTDV
                     GQHQMWAAQYYPLKTPDKWVTSGGLGTMGFGFPAAIGAQIAKPDELVIAIVGDAGFQM
                     TLQELSVLKEHSLPVKVFILNNEALGMVRQWQDEFYNQRYSHSLLSCQPDFVALANAY
                     GIKGVRIDDPLLAKKQLQHAIELQEPVVIDCRVLQSEKVMPMVAPGKGVHQMEGVEKR
                     "
     gene            214750..215259
                     /gene="ilvN"
                     /locus_tag="DJ46_243"
     CDS             214750..215259
                     /gene="ilvN"
                     /locus_tag="DJ46_243"
                     /EC_number="2.2.1.6"
                     /note="acolac_sm: acetolactate synthase, small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, small subunit"
                     /protein_id="AIK64405.1"
                     /translation="MKRIVTATVRNQSGVLNRITGVMTRRHFNIESISVGHTESSDIS
                     RMTIVVHVENEQQVEQLIKQLHKQIDVLKVSDITEEAMIARELALIKVATSVARAELY
                     SLIEPFRAAVIDVGKDSIVVQVTGTQEKVEALIELLRPYGLKEIARTGVTAFTRSMKK
                     QDKQVMLIQ"
     gene            215286..216296
                     /gene="ilvC"
                     /locus_tag="DJ46_244"
     CDS             215286..216296
                     /gene="ilvC"
                     /locus_tag="DJ46_244"
                     /EC_number="1.1.1.86"
                     /note="ilvC: ketol-acid reductoisomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="ketol-acid reductoisomerase"
                     /protein_id="AIK62060.1"
                     /translation="MAKVYYEKDVTVNVLKEKKVAIIGYGSQGHAHAQNLRDNGFDVV
                     VGLRKGKSWDKAKEDGFSVYTVAEAAKQADVVMILLPDELQPEVYEEEIAPNLQAGNS
                     LVFAHGFNVHFDQVKPPVNVDVFLVAPKGPGHLVRRTFSEGGAVPALFAVYQDATGVA
                     TEKALSYADGIGATRAGVLETTFKEETETDLFGEQAVLCGGVTALVKAGFETLVDAGY
                     QPELAYFECLHELKLIVDLMYEGGLENMRYSVSDTAQWGDFVSGPRVVTEDTKKAMGT
                     VLAEIQDGTFARGWIAEHKAGKPNFYATNEKENEHEIEVVGRKLRGMMPFVQPRVKAG
                     VK"
     gene            216298..217818
                     /gene="leuA"
                     /locus_tag="DJ46_245"
     CDS             216298..217818
                     /gene="leuA"
                     /locus_tag="DJ46_245"
                     /EC_number="2.3.3.13"
                     /note="leuA_bact: 2-isopropylmalate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-isopropylmalate synthase"
                     /protein_id="AIK62873.1"
                     /translation="MKQILFMDTTLRDGEQSPGVNLNEQEKLQIARQLERLGIHVMEA
                     GFAAASEGDFQSVKRIANTIQNATVMSLARAKESDIRRAYEAVKGAVSPRLHVFLATS
                     DIHMKYKLCMSKEDVLDSIYRSVTLGKSLFPTVQFSAEDATRTARDFLAEAVEVAIRA
                     GANVINIPDTVGYTNPEEYYALFKYLQESVPSYEKAIFSCHCHDDLGMAVANSLAAVE
                     GGALQVEGTINGIGERAGNAALEEVAVALHIRKDFYKAEPSMTLKEIKATSTLVSRLT
                     GMVVSKNKAIVGANAFAHESGIHQDGVLKEVTTYEIIEPALVGESQNLFVLGKHSGRH
                     AFTEKMKELGYEFTNDERDAVFEAFKKLADRKKEITEEDLRALMLGEAAFAAQQYNIT
                     QLQVHFVSNSTQCATVVLKDEEGNVFEDAATGSGSIEAIYNAIQRILGLECELADYRI
                     QSITQGQDALAHVHVELKEGAHQVSGFGVAQDVLEASARAYVHAAGKLKSFIQLVK"
     gene            217896..218960
                     /gene="leuB"
                     /locus_tag="DJ46_246"
     CDS             217896..218960
                     /gene="leuB"
                     /locus_tag="DJ46_246"
                     /EC_number="1.1.1.85"
                     /note="leuB: 3-isopropylmalate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydrogenase"
                     /protein_id="AIK63537.1"
                     /translation="MEKRIVCLAGDGVGPEVMESAKEVLHMVERLYGHHFHLQDEHFG
                     GVAIDLTGQPLPQRTLAACLASDAVLLGAVGGPRWDGAKERPEKGLLALRKGLGVFAN
                     VRPVTVESATAHLSPLKKADEIDFVVVRELTGGIYFSYPKERTDEVATDTLTYHRHEI
                     ERIVSCAFQLASKRKKKVTSIDKANVLESSKLWRIVTEEVALRYPDVELEHILVDAAA
                     MELIRNPGRFDVIVTENLFGDILSDEASVLAGSLGMLPSASHAEKGPSLYEPIHGSAP
                     DIAGKNKANPIAMMRSVAMMLGQSFGLTREGCAIEEAISAVLKSGKCTADIGGTETTT
                     SFTKAVMQEMEEQALVGRGR"
     gene            218960..220354
                     /gene="leuC"
                     /locus_tag="DJ46_247"
     CDS             218960..220354
                     /gene="leuC"
                     /locus_tag="DJ46_247"
                     /EC_number="4.2.1.33"
                     /note="leuC: 3-isopropylmalate dehydratase, large subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydratase, large subunit"
                     /protein_id="AIK62010.1"
                     /translation="MGKRLLDKLWERHVVTTNENGLDLLYIDLHLVHEVTSPQAFEGL
                     RLTNRTVRRPDLTFATMDHNIPTKDVWNITDRIAKQQLDTLRENCKQFQVPLADIGDE
                     EQGIVHVIGPELGLTQPGKTIVCGDSHTATHGAFGALAFGIGTSEVEHVLATQTLWQR
                     KPKAMGIELKGKLQKGVYAKDIILHLLSKYGVAVGTGYVMEFYGETIGTMEMEERMTL
                     CNMAIEGGAKAGIIAPDEKTFAYVKGRKYAPRDYETFEKKWFELYTDADAIYDLHISI
                     DVTDLAPYVTWGTNPSMGVRIDEKLPEKHDVNDERAFSYMGLIPGQSTYDIPVQHVFI
                     GSCTNSRLSDLEIAASVVKGRKVKEGVRALVVPGSKRVRDAAMQKGLHHIFEEAGFEW
                     REPGCSMCLGMNPDQVPEGEHCASTSNRNFEGRQGKGARTHLVSPAMAAAAALYGHFV
                     DIRKESYDGAISYS"
     gene            220332..220913
                     /gene="leuD"
                     /locus_tag="DJ46_248"
     CDS             220332..220913
                     /gene="leuD"
                     /locus_tag="DJ46_248"
                     /EC_number="4.2.1.33"
                     /note="leuD: 3-isopropylmalate dehydratase, small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydratase, small subunit"
                     /protein_id="AIK63453.1"
                     /translation="MEPFRIHKGTAAVLMNDNIDTDQIIPKQYLKRIERTGFGKFLFD
                     EWRYDNERHENPNFPLNAPDRKGASILITGNNFGCGSSREHAPWALADYGFRVIIAGG
                     FADIFYMNCMKNGMLPIVMDKEMREKLVKTDAREQIEVDLENEVITTSTHRFHFTIEK
                     MWKEKLLNGLDEISITMQYEQEIKEYERRIAAY"
     gene            221224..222486
                     /gene="hisZ"
                     /locus_tag="DJ46_249"
     CDS             221224..222486
                     /gene="hisZ"
                     /locus_tag="DJ46_249"
                     /note="hisZ_biosyn_reg: ATP phosphoribosyltransferase,
                     regulatory subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP phosphoribosyltransferase, regulatory
                     subunit"
                     /protein_id="AIK63364.1"
                     /translation="MTKWKRANPNGTRDYLFEECTLIEEVEQKLRRTFLERGYEEIRT
                     PTIEFYDVFAFQSRPIDEEKMYKFFDEKGRIIVLRPDMTIPLARVVGTQRCDTPLKVT
                     YSGNVFRANESLAGKYNEIVQSGIEVIGIDNVRAEIECVISVIQSLQKLRVQSFTIEI
                     GQVQLYKCIVKKLSIHEEEEKFLRTYIESKNYASLSNFIRDKKLDRCDETVKLLEKLP
                     RLFGNLEVIEEAEKLASSNEMKMAITRVKEIYEAIEKLGYGSYISIDLGTIQHLDYYT
                     GVIFKGYIYEIGEEIVSGGRYDELIGNFGEMLPAVGLAVQVNQIVKALQEQQEPYERK
                     RIDIMIHYELNRLAEAERLRNLLQKDGKKVALSLFSNLNDTFQFARKNQIVTVVEAKS
                     ESLVEYVWKEKWVVQKEGETSCVTFKLR"
     gene            222462..223097
                     /gene="hisG"
                     /locus_tag="DJ46_250"
     CDS             222462..223097
                     /gene="hisG"
                     /locus_tag="DJ46_250"
                     /EC_number="2.4.2.17"
                     /note="hisG: ATP phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP phosphoribosyltransferase"
                     /protein_id="AIK64612.1"
                     /translation="MRNIQIALTKGRLEKHVIPLFEQIGIDCSELKNKGRKLVFQSKN
                     TDISFILVKAVDVATYVEHGVADIGVVGKDILMENEKDIYEMLDLGVGVCKFCVASIP
                     TYNPKSYRKKCIATKYPHITSNYFHNKGEDVEIIKIEGSVEIAPILGLADAIVDIVET
                     GKTLQENGLIVFEEMYSISARMIVNKAALKTKKDEIFSIINMMEQEILSGK"
     gene            223109..224398
                     /gene="hisD"
                     /locus_tag="DJ46_251"
     CDS             223109..224398
                     /gene="hisD"
                     /locus_tag="DJ46_251"
                     /EC_number="1.1.1.23"
                     /note="hisD: histidinol dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol dehydrogenase"
                     /protein_id="AIK66423.1"
                     /translation="MEIVCEDFQKALTKIKLLRENANIIEETVQRSVREIVQNVRESR
                     DEALSFYTKKFDGVEIKDVRVSEEEIKQASMFVESSFLEALQEAKKNIISYHEKQKRQ
                     SMFDCTSKGIIRGQIIRPLENIGVYVPGGTASYPSSVLMNVLPAKLAGVKKIVMVTPP
                     RAGGIDPHILVAASLAGVDEIYMIGGAQAIAALAYGTESIPKVDKIVGPGNLYVALAK
                     REVYGIVNIDMIAGPSEIVVIADETGNAKYIAADLLSQAEHDERATAICITTNIELAK
                     EVEKEIERQLETLPRSEIARESINRNGAIFIVPSIDEALQLSNEIAPEHLELHIKEPM
                     NALAYVKHAGSIFLGPYAPEPLGDYLAGPNHVLPTSGTARFFSPLSVDDFVKKSSFLS
                     YTEGALRDVKHHIVELANKEGLHAHARAIQIRFGEEE"
     gene            224398..224982
                     /locus_tag="DJ46_252"
     CDS             224398..224982
                     /locus_tag="DJ46_252"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazoleglycerol-phosphate dehydratase family
                     protein"
                     /protein_id="AIK61367.1"
                     /translation="MRESSQIRETTETKIKLSLQLDEGKNVSVQTGVGFFDHMLTLFA
                     RHGRFGLQVEAEGDVFVDAHHTVEDVGIVLGNCLKEALQNKEGINRYGSAYVPMDESL
                     GFVAIDISGRSYIVFQGELTNPKLGDFDTELTEEFFRAVAHAANITLHARILYGSNTH
                     HKIEALFKAFGRALREAVERNAHITGVNSTKGML"
     gene            224983..225612
                     /gene="hisH"
                     /locus_tag="DJ46_253"
     CDS             224983..225612
                     /gene="hisH"
                     /locus_tag="DJ46_253"
                     /note="IMP_synth_hisH: imidazole glycerol phosphate
                     synthase, glutamine amidotransferase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazole glycerol phosphate synthase, glutamine
                     amidotransferase subunit"
                     /protein_id="AIK64053.1"
                     /translation="MIAIIDYGMGNIRSVEQALKYIGAAYIVTSDKEEIFRSDGVILP
                     GVGAFPKAMDILEEKDLVRMLQEIGRSRKPLLGICLGMQLLFEKSEELQDCNGLSLLP
                     GVIRKLKVPYKIPHMGWNELKKEGEIALWNGVEDGSFVYYVHSYYADCPNEIVYGISD
                     YGVKVPGFVAKGNIYGAQFHPEKSGDIGMQMLKNFKGVVETWKSSQLSI"
     gene            225585..226304
                     /gene="hisA"
                     /locus_tag="DJ46_254"
     CDS             225585..226304
                     /gene="hisA"
                     /locus_tag="DJ46_254"
                     /EC_number="5.3.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="1-(5-phosphoribosyl)-5-[(5-
                     phosphoribosylamino)methylideneamino]imidazole-4-
                     carboxamide isomerase"
                     /protein_id="AIK62505.1"
                     /translation="MEIFPAIDLKEGRCVRLYQGEFSKETVMNEDPVAQAIIFEKFGA
                     KRLHIVDLDGAVAGESLNLSVIERICKAVRIPVQVGGGIRSLVAVEKLFSVGVDKVIL
                     GTAALYDKTFLEEAVLLYKEKIIVGIDAKNGFVATRGWLDVSEISYIDLAKQMEKIGV
                     QTIVFTDISKDGTLAGPNIEQLELLQKSVAIRLIASGGVASIQDVKKLNDMNIYGVII
                     GKALYEKTIDLEEVVEVTKLC"
     gene            226298..227056
                     /gene="hisF"
                     /locus_tag="DJ46_255"
     CDS             226298..227056
                     /gene="hisF"
                     /locus_tag="DJ46_255"
                     /note="hisF: imidazoleglycerol phosphate synthase, cyclase
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazoleglycerol phosphate synthase, cyclase
                     subunit"
                     /protein_id="AIK61808.1"
                     /translation="MLAKRIIPCLDVKEGRVVKGVNFIGLQDVGDPVEIAALYNDAGA
                     DEIVFLDITATHEGRKTIIDVVEKTASKVFIPLTVGGGISSVKDMYNLLRAGADKVSI
                     NSAAVRNPKLIEEGAQHFGSQCIVVAIDARKVAEGKWNVYVNGGRVDTGMDAIGWAKR
                     VVMLGAGEILLTSMDADGTKNGYDLRLTEEISKSVSIPVIASGGCGHADHIIEVFQKT
                     TVDAALAASIFHYGEATIGDVKRKLRNANVEVRL"
     gene            227053..227358
                     /locus_tag="DJ46_256"
     CDS             227053..227358
                     /locus_tag="DJ46_256"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl-AMP cyclohydrolase family
                     protein"
                     /protein_id="AIK66084.1"
                     /translation="MKPNFSKGLLPAVVIEEGTKEVLMLAYMNEEAYEKTLKTKRTWF
                     YSRSRRSLWNKGETSGHVQHVQSLYLDCDQDAIVVFVKQVGPACHTGEKTCFHYKII"
     gene            227369..227692
                     /gene="hisE"
                     /locus_tag="DJ46_257"
     CDS             227369..227692
                     /gene="hisE"
                     /locus_tag="DJ46_257"
                     /EC_number="3.6.1.31"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl-ATP pyrophosphatase"
                     /protein_id="AIK61707.1"
                     /translation="MENTFKLLFETIEERKRNPLPESYTNYLFSKGEDKILKKIGEEC
                     TEVIIASKNNDKEELVKEMVDVLYHCFVLLAEKNIPLEDIMEEVTERNGKLSRVGDRR
                     EIDTL"
     gene            227704..228720
                     /locus_tag="DJ46_258"
     CDS             227704..228720
                     /locus_tag="DJ46_258"
                     /note="hisJ_fam: histidinol phosphate phosphatase, HisJ
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol phosphate phosphatase, HisJ family
                     protein"
                     /protein_id="AIK64791.1"
                     /translation="MKVDYHIHLEEGPYSIGWLAKINEALQHYEPLKEAKHSMEWLVK
                     TQERLQRRVKEGPFTTKWIDLYLEEAVRKGIKEVGIVDHLYRFYEAKEYYERYVDISD
                     SRLGRLQKEWLDQVRVASLHDFTKAIEEAKERWSKRGVTLKLGIEADYFIGGEQELQS
                     LLALGDFDYVIGSVHFLNGWGFDNPDMKEYFREHDLYALYDTFFKTVECAVRSELFDI
                     IAHLDNIKVFNYRLDENEQLSYYKEIARALVETNTATEINAGLYYRYPVREMCPSPLY
                     LQVLAKHEVPITLSSDAHYPNDLGKYVEENVKTLRNHNISHLATFTKRVRTMRLLEEV
                     TISK"
     gene            228788..228955
                     /locus_tag="DJ46_259"
     CDS             228788..228955
                     /locus_tag="DJ46_259"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66067.1"
                     /translation="MAKQQNKQNVQGVQQQSYTSETTNTAQSVIEEQISDTVAEGTID
                     VKLGKASQEKA"
     gene            229102..230073
                     /locus_tag="DJ46_260"
     CDS             229102..230073
                     /locus_tag="DJ46_260"
                     /codon_start=1
                     /transl_table=11
                     /product="S-adenosyl-L-homocysteine hydrolase, NAD binding
                     domain protein"
                     /protein_id="AIK64156.1"
                     /translation="MAKILVAGKIPEIGLELLKDHDVEMYDKEELISLDELTERVKDK
                     DALLSLLSTKVTKEVIDAAPSLKIVANYGAGYDNIDYTYAGEKGIAVTNTPKVSTEAT
                     AELTFALLLAAARRIPEGDTLCRTTGFNGWAPLFFLGREVHGKTIGIIGLGEIGKAVA
                     KRAKAFGMNILYTGPNRKPEAESELEATYVTLEELLQTADFITINCAYNPKLHHMIDE
                     EQFKMMKKTAYIVNASRGPIMHEAALAHALKTNEIEGAALDVFEFEPKITEELKGLKN
                     VVLAPHVGNATFETRDAMAEMAVRNILAVLKGEEPVTPVNQKVFVTK"
     gene            complement(230106..230807)
                     /gene="pssA"
                     /locus_tag="DJ46_261"
     CDS             complement(230106..230807)
                     /gene="pssA"
                     /locus_tag="DJ46_261"
                     /EC_number="2.7.8.8"
                     /note="pssA: CDP-diacylglycerol-serine
                     O-phosphatidyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-diacylglycerol-serine
                     O-phosphatidyltransferase"
                     /protein_id="AIK63767.1"
                     /translation="MYRAAIPNLFTLGNLYSGFLSIGYASLGYYKSAAILVLIGMMLD
                     SLDGRVARLLRVDSQMGKELDSLADVVTFGAAPAVLMYYTSFSNYGIIGLYIAGLFPL
                     FGAYRLARFNVTPSSTSMKYFTGVPITAAGGLVAFLTLFSHTIPKIVLITVFVTFAFL
                     MVSRIRIPSLKDVPIPRYSIIITLFLVGIIITMYQTGFGNFSVFLFIAIPLYILYMLS
                     QFLRQRPSKRANKEK"
     gene            complement(230989..232875)
                     /locus_tag="DJ46_262"
     CDS             complement(230989..232875)
                     /locus_tag="DJ46_262"
                     /codon_start=1
                     /transl_table=11
                     /product="type I phosphodiesterase / nucleotide
                     pyrophosphatase family protein"
                     /protein_id="AIK62751.1"
                     /translation="MLQRLFPKLRFALVAVVLLWIKTYIVYKLAFDIKIDNFFEEFML
                     FMNPLAALLLFFGFALFASKHRNRIIVGISFILSFILFGNAMFYGFYNDFVTFPVLFQ
                     TNNMADLGTSIKELFTYKTLLLFADAIILMFLSRKFPAFCDKTPLSRSEKRTFFSSVT
                     ALLALQIVVSVIYKPQMFSRSFDRQTVVKNLGLYTYHLFDITLQSKSSAERVFASGDG
                     FSEIKNYTDSKDKQVDKNLFGAAKGKNVILISMESTQSFVINKKINGKEITPFLNEFI
                     KDSFYFDNFYHQTGQGKTSDAEFIVENSLYPLDRGSVFFTHATNEYTATPEQLKKYGY
                     SSAVFHSNDKAFWNRDVMYPALGYDRYFNLNDYVGTEQMSVGWGLKDKEFFEQSIPKL
                     KSLPQPFYTKFITLTNHFPFLLNPEDQYVDEFNSESGVVNRYFPTVRYTDEALKQFIK
                     QLKAEGLYDNSVIVIYGDHYGISENHNAAMAQFLGKDAITPFDSMQLQRVPLIIHVPG
                     QEGKVISKVSGQIDIKPTLLHLLGIKTNKSVEFGTDLFIKEEDPLMVMRDGSFVSEDY
                     VYTKNMCYKRSTGEEADISLCQPNIEKAKTELKLSDKLIYGDLLRFDPTNQYKTGTMT
                     TKFE"
     gene            233130..233519
                     /locus_tag="DJ46_263"
     CDS             233130..233519
                     /locus_tag="DJ46_263"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65376.1"
                     /translation="MRKLLYFIVCSSVILFASPSVSVAQYEAPLMEDALYSVLFPKIN
                     KAIEKQYGSLKPYQCPKIISLKKVYSGTYLFQASIEVTKYERVAGKIAPPFEKVTITF
                     NNDEGEWEVTKVLVKRLPNDTKLNCKK"
     gene            233976..235292
                     /gene="lysA"
                     /locus_tag="DJ46_264"
     CDS             233976..235292
                     /gene="lysA"
                     /locus_tag="DJ46_264"
                     /EC_number="4.1.1.20"
                     /note="lysA: diaminopimelate decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="diaminopimelate decarboxylase"
                     /protein_id="AIK63959.1"
                     /translation="MYLHGTSRINGQGHLEIGGCDTTQLAKQYGTPLYVYDEESIRGK
                     CRAFHRAFKESGFSYQVAYASKAFLCMEMCRVAREENMSLDVVSGGELYTALQAGFPA
                     SRIHFHGNNKTEEEIVMALQANIGCFVVDNFLELEILHDLAVQHGKFVNILIRVTPGV
                     EAHTHEYITTGQDDSKFGFGVSNGQAMQAIELALQKSNYNVLGIHSHIGSQIFETAGF
                     VRAIEVLHQFLEEVRERTNYVVKVLNVGGGFGIRYTESDTPLTLETYVRAVTSAVREQ
                     FTVCNYPLPEIWVEPGRSIVGDAGTTLYTVGSVKDIPGIRKYVSVDGGMTDNLRPALY
                     NARYEAMLANRGNDENEETVSIAGKCCESGDMLIWDITLPKVASADLLAISCTGAYGY
                     SMANNYNRIRRPAVVFVKGGTSQIVVERETYENIIGNDRIRIKELV"
     gene            235589..235732
                     /locus_tag="DJ46_265"
     CDS             235589..235732
                     /locus_tag="DJ46_265"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65632.1"
                     /translation="MSVREHFEEVSERIQAMLADMKYGSITIVVQDGKVIQLEKSEKV
                     RLK"
     gene            235819..236499
                     /locus_tag="DJ46_266"
     CDS             235819..236499
                     /locus_tag="DJ46_266"
                     /EC_number="1.8.4.10"
                     /note="APS_reductase: adenylylsulfate reductase,
                     thioredoxin dependent family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylylsulfate reductase, thioredoxin dependent
                     family protein"
                     /protein_id="AIK61332.1"
                     /translation="MLTYETWEENETKGALSVLSWAYKEYKSEIVYACSFGVEGMVLL
                     DLINQVNPSAKVVFLDTNVHFQETYELIQKVRERFPSLNIIEKQPKLTLDEQDKLHGD
                     KLWESNPNLCCKIRKILPLEESLANEKAWISGLRREQSETRKHTKFINQDHRFQSIKV
                     CPLIHWTWKEVWRYVYKHSLPYNSLHDIGYPSIGCEKCTLPVGEGGDSRDGRWAGKVK
                     TECGLHYQ"
     gene            236538..237674
                     /gene="sat"
                     /locus_tag="DJ46_267"
     CDS             236538..237674
                     /gene="sat"
                     /locus_tag="DJ46_267"
                     /EC_number="2.7.7.4"
                     /note="sopT: sulfate adenylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate adenylyltransferase"
                     /protein_id="AIK61212.1"
                     /translation="MSTVNELVNLVDETYDISQIEKEIGLDNIALSDLELLATGGYSS
                     LTGFLGKKDYDSVVETLRLDNGSVWSIPITLPVTEEVAKSLKSGEEVKFVNGGNVYGV
                     IQIEDIFVPDKEKEALLVYKTTDEAHPGVKKLYERPNVYVGGAIVLTKRFENNPFPSY
                     HLDPIETREEFKKRGWKTVVGFQTRNPVHRAHEYIQKSALEIVDGLFLNPLVGETKSD
                     DIPADVRMESYEVLLQNYYPKDRVFLSVFPAAMRYAGPREAIFHALVRKNFGCTHFIV
                     GRDHAGVGDYYGTYEAQEIFTNFTVEELGITPLFFEHSFYCTKCEAMASTKTCPHGKE
                     DHVILSGTKVRELLRNGEIPPSTFSRKEVVEVLIKGLKKEVVTE"
     gene            237687..238280
                     /gene="cysC"
                     /locus_tag="DJ46_268"
     CDS             237687..238280
                     /gene="cysC"
                     /locus_tag="DJ46_268"
                     /EC_number="2.7.1.25"
                     /note="apsK: adenylylsulfate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylylsulfate kinase"
                     /protein_id="AIK61461.1"
                     /translation="MDTNITWHTASVSKDERRVKNGHHSFVIWFTGLSASGKSTVANA
                     VARKLFEKNIGNYVLDGDNIRHGLNKDLGFSESDRMENIRRIGEVAKLFVDQGAVVLT
                     AFISPFRVDRKQVRDLLAVDEFIEVFVKCPIEECEKRDPKGLYKKARKGDIKEFTGID
                     SPYEEPEKAELIVETHKYSIEECAEQIVKYLQERSLI"
     gene            238292..239914
                     /locus_tag="DJ46_269"
     CDS             238292..239914
                     /locus_tag="DJ46_269"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrite and sulphite reductase 4Fe-4S domain
                     protein"
                     /protein_id="AIK63618.1"
                     /translation="MSYEKVWANNEKLNQTEKNKLKKDGLEIFNDIPYYAENGFESIP
                     KEEWDAFKWAGLYLQRPKEAGYFMMRVNIPSGIITNAQAEVLASIAEDYGRDVIDITT
                     RQAIQFHWLEIHQIPDIFKRLARVGLSSAGACGDITRNITGNPLAGIDANELFDTTHI
                     VKEVYDYFQHNEEFSNLPRKFKMSISSNIYNAANAEINCVAFTPAKKEIDGEKKVGFH
                     IKVGGGLSARPYLADELDVFVLPEEVKAVAIAIATIFRDFGYREKRHLARLKFLVADW
                     GAEKFKEKLIEYTGPLQSKGESALKGWNAGYFYGVQDQKQEGLKYVGFNVPVGRLHAE
                     EMFEIARIAKQYGNGQIRTCNSQNFIIPNVPPENVTGLLTEPLFEAISANPKSFIGHA
                     VSCTGIEYCNLALVETKERLRKIAEYLDTQIALDVPVRIHMVGCPNSCGQRQIADIGL
                     QGVKMKTKEKGIVEAFEIYVGGTLLDGGAYNQKLKGKIDGEDLPDVLASFISYFKENK
                     LPAETFYDFVGRVGVETLQIALNNVLEEVIAS"
     gene            239925..240128
                     /locus_tag="DJ46_270"
     CDS             239925..240128
                     /locus_tag="DJ46_270"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64920.1"
                     /translation="MDLYRFEAVLENSIVPIVVVVAESEEKAFKMAEIELEKHFLPLP
                     EVKEIALFEKKKIRKSAAFVIHE"
     gene            240215..240991
                     /gene="cobA"
                     /locus_tag="DJ46_271"
     CDS             240215..240991
                     /gene="cobA"
                     /locus_tag="DJ46_271"
                     /EC_number="2.1.1.107"
                     /note="cobA_cysG_Cterm: uroporphyrinogen-III
                     C-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen-III C-methyltransferase"
                     /protein_id="AIK62527.1"
                     /translation="MGKVYIVGAGPGDPDLITVKGLKCIEKADVILYDRLVNKELLSY
                     AKPEADLIYCGKLPNYHTMKQETINTFLIKYAKKGKIVTRLKGGDPFVFGRGGEEAEA
                     LAKQGVPFEIVPGISAGIAAPAYAGIPVTHRDASASFAIVTGHRKEDAAEEVKWGNLA
                     KGVETLAVYMGVSNLPYICEQLMKHGKDKSTPAAIIERGTTSMQRTVVGTLGTIVDVA
                     KKEQIQNPSMIVIGEVVRFREKIHWFEKQTESTYQVSGVL"
     gene            240993..241748
                     /locus_tag="DJ46_272"
     CDS             240993..241748
                     /locus_tag="DJ46_272"
                     /codon_start=1
                     /transl_table=11
                     /product="cbiX family protein"
                     /protein_id="AIK65043.1"
                     /translation="MKAILYICHGSRLKAAKEEAVAFITSCMNRVEVSIQEICFLELA
                     SPTIDEGFRTCVKRGATEIIVIPVFLLAAGHVKKDIPFELEKLNNQYPSIKVTYGNPF
                     GVSEALIKSVYSGSGIEQENKNEVTLLLVARGSSDPEVLRDINWIASLFQKEEKIKKV
                     EVCYLAAAEPKFEEKLKEVVERKEKNIVVLPYLLFTGLLMKHIEKEVRQYELDEIKIS
                     PYLGKNEAFQYMLIQKTKKLLKGDQYVSTYSAS"
     gene            241723..242340
                     /locus_tag="DJ46_273"
     CDS             241723..242340
                     /locus_tag="DJ46_273"
                     /note="cysG_Nterm: siroheme synthase, N-terminal domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64018.1"
                     /translation="MYPLTVRVEKKRVVVIGGGKVAGFKIIPLLKQGADIVVVSPELD
                     ANLVKLVEEKKIRWYQREYEKSDINGAFLVVAASSDAVLNEKVAEDTAENQLVNVITN
                     PESGNVHFPAAFHRGLLNIAVSTGGASPKLAKKIRDDIANKYDEAYESYLDFLYEVRI
                     KVKELQIEKRERNILLQEVLKSIYVQNEQKRELFLQELERRVHIG"
     gene            242762..244117
                     /locus_tag="DJ46_274"
     CDS             242762..244117
                     /locus_tag="DJ46_274"
                     /note="sodium:neurotransmitter symporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="neurotransmitter symporter family protein"
                     /protein_id="AIK63353.1"
                     /translation="MKETQQWTSKIGFVLAAAGAAVGLGAIWKFPYVAGNGGGGAFFL
                     VFLLLTLFIGMPLLLAEFVIGRSTQKEAVTAYKVLVPNSKLYPWIGRMGVVTCFSVLS
                     FYSVVGGWILLYLYYSITGSFWNGVVDYGKLFNETISNPLSAIGAQFIFMLCTIFVVS
                     KGVEKGIEKASKYMMPLLFILFIAIIVRALTLDGAFAGVEFFLKPDFSKLTADTVLYA
                     MGQSFFSLTVGASVMVTYSSYLKKEEHLAKSATSIVSLTVFITVLAGLAIFPAIFALG
                     VKPTEGPGLLFIVLPAVFAKIPFGQFFFIMFLVLFFFATLTSAISMLEIVVASVAKDN
                     EKKRPSASLLIGILIFAVGIPSALSFGIMSDVKIFGKTFFDFVDFVVSNVLLPLGVLA
                     ISLFVPNKMSKEMLMKELEVTETKGKTLFNIWFFLLRYVIPVTVIIVFLNAIGVFKMF
                     A"
     gene            complement(244378..245631)
                     /locus_tag="DJ46_275"
     CDS             complement(244378..245631)
                     /locus_tag="DJ46_275"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AIK66031.1"
                     /translation="MKKKFAAFSVLAAGTIFVSPLLSPAYAETNQDKLSNIQSELEGK
                     QNDLQNKSAEKEQIEKEIQELQKKIDDLTTSINKNEAELNDTKKEISKTQQVIAEKKK
                     HIEQLQTNIDTRQEVIKQRLQSMQEKPRTNIITEVLTTSTNIADLVDNMYSVSLILNN
                     DTDIVKKQTTDQNAVTKEKEAVEKKEQELKEAEQKLVHKQQELQTNQQQQQTFISDLH
                     TKVAKVDSEIEGLEESKGILENQRQAVQKAIEEEKRAEEARKAEEARKQATTSAQKAQ
                     AAPTPHDTNIGGFIKPAAGSKTSGFGVRSIDNHKGIDIAASGTVPIIAAADGVVIRSE
                     LSSSYGNVVYLSHRINGKTYTTVYAHMSSRSVSNGQTVKQGTQLGFMGNTGQSYGQHL
                     HFELHLGEWNVGKTNAVDPSPYIGL"
     gene            246124..247395
                     /gene="gltT"
                     /locus_tag="DJ46_276"
     CDS             246124..247395
                     /gene="gltT"
                     /locus_tag="DJ46_276"
                     /codon_start=1
                     /transl_table=11
                     /product="proton/sodium-glutamate symport protein"
                     /protein_id="AIK61154.1"
                     /translation="MKRIGLAWQILIGLALGIAVGAIFFDNPAVVKYLQPIGDIFIRL
                     IKMIVVPIVVASIVVGVAGVGDVKKLGRLGGKTIIYFEIITTIAIIVGLLIANIFQPG
                     KGVNMEQLTKTDISKYTHTTEQVQSHSFADTFVNIVPTNIMKSLADGDMLAIIFFSVL
                     FGLGVAAIGERGRPVLQFFQGVADAMFYVTNQVMKFAPFGVFALIGVTVSTFGLASLI
                     PLGKLLIVVYGAMIFFVVVVLGLTAKIFGINIFQFFKILKDELILAYSTASSETVLPK
                     IMEKMEKFGCPKAITSFVIPTGYSFNLDGSTLYQAIAAIFLAQMYGIDLSITEQITLL
                     LVLMVTSKGIAGVPGVSFVVLLATLGTVGIPAEGLAFIAGIDRILDMARTAVNVVGNS
                     LAAVVMSKWEGQYDAEKGQAYLKEISNKQAA"
     gene            247463..247981
                     /locus_tag="DJ46_277"
     CDS             247463..247981
                     /locus_tag="DJ46_277"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61929.1"
                     /translation="MKRKYGDGSSWKRLIERNYTVKQIEEGMLGILEIKKVREPSYKE
                     YDGKELCIACNQYTWIQYFIDGKNFAITAMLDNQKTLVQYYIDVAKEYEIDDRGLPYF
                     DDLYLDVVLLPNGKMYVLDEDELEDAYKSGDVTKEEYELAWYTTKWIIAAIKNSEFYW
                     ISILEEEIKKLK"
     gene            248303..249619
                     /locus_tag="DJ46_278"
     CDS             248303..249619
                     /locus_tag="DJ46_278"
                     /codon_start=1
                     /transl_table=11
                     /product="na+/H+ antiporter family protein"
                     /protein_id="AIK65029.1"
                     /translation="MKETRGNGLALLPLGIFLALFIGSGIITGDFYKLPILVAISIAV
                     GVALAMNRKESFHVKVERFAKGAGNPDIMIMVLIFVLAGAFSETAKGMGGVDSTVNLA
                     LSILPQGFIIAGIFVIGAFISLAMGTSMGTIAALAPIAVGISGQTDISIALAMATVVG
                     GAMFGDNLSFISDTTIAAVRSQGTEMKDKFKTNFLIVLPAAIITIVLLVILTLGSDTQ
                     VKAHSFDLIKILPYAGVLITALLGWNVLIVLTGGTVLSGVIGLLDGSYTLESFFKSVT
                     TGMGGMMELVLLAILIGGMVELIQYNGGIQYLMNLLTRNIRSKKGAEFGIAGLVGMTN
                     MCTANNTISIIFTGPLAKNIADQYEIDPRKSASVLDLFSCCVQGLIPYGAQMLTAAGF
                     AALSPIELLPYAFYPILVGVCGIISILIGFPRFSKVTEKKEYHKTA"
     gene            249848..250204
                     /locus_tag="DJ46_279"
     CDS             249848..250204
                     /locus_tag="DJ46_279"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62698.1"
                     /translation="MKQFLAFIAAGILALIALGSLAGIIGFAIGAGVVYWSYKSFVRA
                     QSFFGKLAWGIVGLIGLSIALSHSPALIGIAALVVLYYGYREWKKEKDVVVDSAPESS
                     KPYSNFEDEWNKLMKN"
     gene            250255..250917
                     /locus_tag="DJ46_280"
     CDS             250255..250917
                     /locus_tag="DJ46_280"
                     /codon_start=1
                     /transl_table=11
                     /product="pspA/IM30 family protein"
                     /protein_id="AIK64536.1"
                     /translation="MKQSLFGRVRDAILADFHNVLDEKERKKPIAMLNQYLRDSEREI
                     TKIEKLIQRHKTLKSNFARELEQARYFVNKRSKQALIAQEAGELQLHERALEEVAYYE
                     GQVTRLEEMYAGVVEQIDELERRLSEMKNKLKEMHAKRMELMARENMAHANRRMNTAM
                     HKMDENNPFLRFEEIEEHIRDLETRMNDEHERDTFDMKIAKLEREMKEKNDVSLTKEL
                     TK"
     gene            251024..251764
                     /locus_tag="DJ46_281"
     CDS             251024..251764
                     /locus_tag="DJ46_281"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65792.1"
                     /translation="MKKHFSKTQLMGMLLIIFGFGLFLDMILGHFEPGGLIFAFIMLM
                     FGRHYRKKNRYVRGNVFLFVGGIVFLFFLFSSAAFVLVVFACLALIGYQLIQQGHKQK
                     AMKVEIKEKGIIDEEKQIYRTEPYLKNMFVGNVRMMDHIYELEDINVQYGACDVEIDL
                     TTAMIPEGETVIVIRGVVGNIRLYVPYDIELSLNHSVIVGRVLLPGHEETGFNRNVTF
                     RTEQYKEAPRRIKIISSLVVGDTEVRKV"
     gene            251764..252819
                     /locus_tag="DJ46_282"
     CDS             251764..252819
                     /locus_tag="DJ46_282"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase family protein"
                     /protein_id="AIK62180.1"
                     /translation="MKKQKNISCMYIRYSMLSSVSIALICTIVYVWKSEQQVYDLLWK
                     ESIASVPIGLFIMTTSLLIGGIVGYAIGYYIEQRIQGLNTFLFEVERGNFPSDVSFTA
                     DDEFHEVERKVIVLARRLEEQAGLFQKVTNERAHWNEEMRQEAISQERHRLARELHDS
                     VSQQLFAMSMMMSAINEQVAEIPETTKKQLQLVENMVVNAQSEMRALLLHLRPVQLEG
                     KKLTEGIEELLTELSRKQHMKIEWLIEPIQLKKGVEDHLFRIVQEALSNTLRHAKAKK
                     TEVRLRKIEQYAILKIIDDGVGFKVGVNKAGSYGLRSMQERVHEIGGTLKVLSFPNKG
                     TQIEVKVPIMIERGGES"
     gene            252816..253448
                     /locus_tag="DJ46_283"
     CDS             252816..253448
                     /locus_tag="DJ46_283"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AIK64617.1"
                     /translation="MIKVLLVDDHEMVRMGVSAYLSTQPDIEVVGEAENGRKGSELAL
                     QLRPDIILMDLVMDEMDGVEATRAIIQEWPEAKIVVVTSFLDDEKLYPVIEAGATSYL
                     LKTSRASDIADAVRATYDGETVLEPKVTGKMMSRMRQKKEQPLHEELTERESEILLLI
                     AEGKSNQEIADELFIALKTVKTHVSNILNKLNVSDRTQAVIYAFRHQLTK"
     gene            253581..253844
                     /locus_tag="DJ46_284"
     CDS             253581..253844
                     /locus_tag="DJ46_284"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64282.1"
                     /translation="MLVQTIFGMDKSKKLGDYVNALQALCEQYNVETDKIAIVEATEE
                     YYLFLVKQEDCYDVVKVETVDTNIDYYTKVYKISSFNHTAYQK"
     gene            complement(253868..255223)
                     /gene="brnQ"
                     /locus_tag="DJ46_285"
     CDS             complement(253868..255223)
                     /gene="brnQ"
                     /locus_tag="DJ46_285"
                     /note="livcs: branched-chain amino acid transport system
                     II carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="AIK65301.1"
                     /translation="MNTVSKKHIFFTGLMLFSLFFGAGNLIFPPMLGQNAGENFWPAM
                     IGFLLTGVGLPLLTVIAISLSGNGMQQLASHVHPLFGIFFTVVVYIAIGPSMGIPRVA
                     NVAYEMGVSSFLPETIRSSSLVLFVYTIIFFAIVFWLSLNPSKLVDRIGNILTPILLL
                     SIFLLFVKSVFTPLGQSGPAMQEYQTFPIFKGFMEGYLTMDTISALAFGIIVVNAIRS
                     KGVNDRKSIAIATAKAGLIAATGLVLVYGALGWLGTTSVSLGYAKNGGQLLTVIVQQL
                     FGPYGLLLLALIVTLACLTTCVGLVSACSQYFSTLLTKFSYKTFASIICALGLLVANL
                     GLTKIIAISVPILLVVYPIAIVLVLLSLLHKYFGGYRSVYVGALIGAAIVSVFDGLKQ
                     GGISVSFITSYFEFIPLYNEGIGWLVPALTGALIGLTIAKLSGAKKVPLLTESREVKA
                     S"
     gene            255812..256021
                     /locus_tag="DJ46_286"
     CDS             255812..256021
                     /locus_tag="DJ46_286"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62672.1"
                     /translation="MLAMGVLFGIIAIIGFMWLYYSRSFKQAEVLLFQKGSLLTNQSR
                     YLVCPKCGSAQARSGGYQECCKIRL"
     gene            complement(256061..256837)
                     /locus_tag="DJ46_287"
     CDS             complement(256061..256837)
                     /locus_tag="DJ46_287"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK65200.1"
                     /translation="MPINFHDANNKYTYAQRNAHISWGEMIKGITNIQNKQIIDIGCG
                     GGIYTKELALMGAKSVVGLDFSKEILQAAKENCSGFSNISFIHGDAHSTPYPNDTFDI
                     VISRAVIHHLQDIPTFLREASRILKKNGVLIVQDRTIEDCTIPGSPEHIRGYFFSIFP
                     KLIEIESKRRPKTTTIQKELQKYFLHVFPTQTQWEVRKIHDSVEALLQDLSPRTGRSI
                     LYELTDYELSQLLQQVQTALQNVSPIIERDRWTIWSAMKL"
     gene            257041..257796
                     /locus_tag="DJ46_288"
     CDS             257041..257796
                     /locus_tag="DJ46_288"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ribosomal L5 domain protein"
                     /protein_id="AIK65719.1"
                     /translation="MNEVKEIIEVTVIQKKDKEKKLQESEANVVIDIIDKAEKQEITG
                     SFGEPEYEIQISRDGKKETYYAWLRGEDRKGWIQHKKAMYMLNKKDTEKLLAIFLNVS
                     KQKEDEIQVGPLTEVTKKDLQITAFHIKAGNQKVNYTVRYTISQSLYNKLEKEQEYYL
                     QVIFPEKVQKLIGAKESEKILGEKVKEGYKQYELHATVPIQGASESQLKSLETYYENY
                     DLKILNSKQEKIGVFQNIIQIVKEYGEKMNLQR"
     gene            complement(257891..258088)
                     /locus_tag="DJ46_289"
     CDS             complement(257891..258088)
                     /locus_tag="DJ46_289"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63916.1"
                     /translation="MNLQSLIIGVLSFLASTLIFYTVSYVLLLDLLPNHIFIALIILS
                     ALMISFLITRKSMNEPSAKAK"
     gene            258239..259336
                     /locus_tag="DJ46_290"
     CDS             258239..259336
                     /locus_tag="DJ46_290"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M50 family protein"
                     /protein_id="AIK61835.1"
                     /translation="MKNNQKGLWGIIVAIGLFLLSKLKWVFAIFKLAKFSTVFSMFLS
                     LGAYAVIYGWKFGVALIYLLFIHEMGHLWAAKRKGIPTSPAIFIPFMGALIGMKEMPK
                     NAKDEAYIAYMGPLFGLLSFLPAIPLYMITKEPFWALIILLGSMINFFNLIPVSPLDG
                     GRIISVVSTKIWGAGLVLLLGYSIYFKSILGGFIVIIGCMELYRVIKRDEPIKELGYR
                     IDGMKEYIARLEEELKETGAVHRNIYMMQHEINVLRQKEREKELKTGEFQKIEVLEYL
                     LPKFEPLDYVPYEDEKETHTIHIREAFEMSERKLEEWDAEKRQQENYYKVDTKTKWTV
                     FACYIGLMAILGYAAYEGYIVLQEHLPTRNV"
     gene            259451..259969
                     /locus_tag="DJ46_291"
     CDS             259451..259969
                     /locus_tag="DJ46_291"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64331.1"
                     /translation="MKKLLNVFVIIIVMIIASYSLMKVLLHYANKPAGVSTTAEIEDV
                     QEETKVLDFIRMTHESYNNFLNYGKAENYTEGDWNQFKQWFQQQESSLKNIHTDIKNE
                     KIKRDVNRSYEIAKKGVELQNIEYVVYAHRVYHDLDIIVNKYRGETNIWGYTEFGDGK
                     DIRVIEQAIQSK"
     gene            260129..261337
                     /locus_tag="DJ46_292"
     CDS             260129..261337
                     /locus_tag="DJ46_292"
                     /codon_start=1
                     /transl_table=11
                     /product="globin family protein"
                     /protein_id="AIK62090.1"
                     /translation="MLSEKTIEIVKSTVPLLQEKGVEITTRFYEILFSEHPELLNIFN
                     HTNQKKGRQQQALANAVYAAATYIDNLEAIIPVVKQIGHKHRSLGIKAEHYPIVGTCL
                     LRAIKEVAGAPDEVLNAWGEAYGVIADAFISIEAEMYEEAAHKEGGWKDFRNFVVVKK
                     VKESDVITSLYLKPEDGGKVSSFIPGQYVTVQINIEGETYTHNRQYSLSDAPGKEYYR
                     ISVKKEKGVDTPDGKVSNYLHDHVKEGDMLPVSAPAGDFVLNMDSTLPVVLISGGVGI
                     TPMMSMLNTLIEQDSKRNVCFVHAAINSNTHAMKEHVEAVDNEYEQVKAYTCYSAPTE
                     KDLEMKNFDKEGFVEREWLQTIIPTTEAEFYFCGPVPFMKHINAVLTDLGVKQEHIHY
                     EFFGPAASLQ"
     gene            complement(261371..261883)
                     /locus_tag="DJ46_293"
     CDS             complement(261371..261883)
                     /locus_tag="DJ46_293"
                     /codon_start=1
                     /transl_table=11
                     /product="cyclic nucleotide-binding domain protein"
                     /protein_id="AIK64220.1"
                     /translation="MILHKGDVLFRQGEDGPLYFIKTGLLKVVRLEEDGTPFLFNIIV
                     PGETIPHHSLISPKEYHGTAIALMKTEVEPIMSNEWYDQLQANPASYANIAMQLQSKL
                     RMMQQRIDQLTTVSPKERLHRLQEWFTLYLGDIPIYEILTQTEIGQLIGIRRETVNRL
                     LREQIKNEVK"
     gene            262053..262280
                     /locus_tag="DJ46_294"
     CDS             262053..262280
                     /locus_tag="DJ46_294"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66267.1"
                     /translation="MLDAIKMTDMRIPANAIIHVEEMKGGVVLSVEVDGQIIYTMAYD
                     EETDSYAELYDRNDKRACQVHEDFMGWSLLH"
     gene            complement(262574..263374)
                     /locus_tag="DJ46_295"
     CDS             complement(262574..263374)
                     /locus_tag="DJ46_295"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite exporter TauE/SafE family protein"
                     /protein_id="AIK63591.1"
                     /translation="MEYIMLLFIGLIAGTVGSLVGLGGGIIIVPLLIGLHSLSPQLAV
                     GTSMVTVVFTGLSSTLTYMKHKRVDYKSGLILFIGSGPGGIIGSWANKFLNQDTFSLY
                     FGIFLIFVSILLILRDKLKPLSLSNMTVIKRSFTDNEGNTVHYQFPPLLAIFIAFIVG
                     FISGLFGIGGGALLVPAMMLLFAFPAHIAVATSMFIVFLSAIVSSATHISLGNVSWIY
                     ALILIPGAWIGGKIGAYINTKLSGKAVINLLRITLIILGTRLIITSFL"
     gene            complement(263492..264490)
                     /locus_tag="DJ46_296"
     CDS             complement(263492..264490)
                     /locus_tag="DJ46_296"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate transporter family protein"
                     /protein_id="AIK61167.1"
                     /translation="MDTLLILTVLVVICALAFDFINGFHDTANAIATAVSTKALKPRH
                     AIVMAAIMNFLGAMTFTGVAKTITKDIVDPFALQNGSLVILAALLAAIAWNLITWYYG
                     IPSSSSHAIIGSIAGAAIAAAGISSLNLKGFIKIIEALIISPIIAFVIGYTVYSIFKV
                     VFKNFNLTKTNKNFRIFQIFTAALQAYTHGTNDAQKAMGIITMALMANNYHTSSDIPF
                     WVQLSCAIAMGLGTSVGGWKIIKTVGGQIMKIRPVNGVAADLSSSLVIFGATFIHLPV
                     STTHVISSSILGVGASHRVKGVKWGTAKRMLITWVITLPISASLAALFYSLLHLIF"
     gene            complement(264502..265122)
                     /locus_tag="DJ46_297"
     CDS             complement(264502..265122)
                     /locus_tag="DJ46_297"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65138.1"
                     /translation="MVFKSKKDKFSEMLMNVSENLKEGAQFFVEYKIKNASDLKEFSM
                     RMKDYESKGDSFIHEIIMELNKAFITPIEREDILQLAMSMDDVLDGLDHSAGLFEMYS
                     ITEADEYMIKFVEAINQCAIEIANSVELMSNKKLVDIRTNAIKIKDYESQCDDIRRHA
                     IKHLFSREKDPIKIIQYKEIYEELEEVADSCQSVANVLETIIMKNA"
     gene            265464..267455
                     /locus_tag="DJ46_298"
     CDS             265464..267455
                     /locus_tag="DJ46_298"
                     /note="PBP_1a_fam: penicillin-binding, 1A family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding, 1A family protein"
                     /protein_id="AIK66430.1"
                     /translation="MQEWFNKRKKLRNLLIILGSLLATLFIAINIIISIQDISELKQA
                     VPQPTLIYDANNEVATKLASSKTEGVKRKDIPDIMVQAIVAVEDKEFFNHHGIYYSGI
                     ISAIFKNITAGEVVAGGSTITQQLAKNVFLTQDRTYSRKIKEYFLTKKIERTYTKDEI
                     IEMYMNQIYFGEGAWGIKRAAKSYFDKDVKDLTISEAATIAGLIKAPSAYSPYKNFNK
                     SIERRNVVLSLMKEQGYISDEQYNKEKESGLVLKRGVDDKYKGKYSQYVDYIVREAMD
                     KYELTQNEILAGGYRIYTELDPKKQQAVEDVVNNDSYFKDSGSDQLMQTGVVLMNPTT
                     GGVPALVGGRGPYQFLQFNHATQLKRQPGSTLKPLAVYVPALEQGYEVYDILKDEPFN
                     IKEYKPQNSDHTFHGDVTMYEAVAKSYNVSAVWLLEQIGLDKGLKSLERFGIPLVPED
                     RTYPIALGGMHVGTSPFVMAQAYSTFANDGVQVEAHAIREIQNAEGETIGKWYKKETR
                     VTSEKISQKMTYLLKGVVEKGTGEKAKVTNVDTAGKTGTTQIVNGPSTGAKDSWFVGY
                     TPDLVGAIWVGYDKTDSDHYVPGGSQITTTMFRDIMKKANANPAQKAFQLSLISEADY
                     KKQLTTIEEEKRRKEEEQQRKQEQQEWLDKVKEWIPSFW"
     gene            complement(268196..269101)
                     /locus_tag="DJ46_299"
     CDS             complement(268196..269101)
                     /locus_tag="DJ46_299"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66181.1"
                     /translation="MNNKNKGKVFYGNDCCEVRACSHINISKSELTEFVRLLQALGQA
                     IQAVFQNPSQTNINNLIAALNNLQKFLNCLDLSPAQKQIGNSIIANLLTILRTTPFSC
                     GALYVELQSLLNYLLYIAKLFKVDCCTIDKLVRLITEIQTILVQYGSGCLGGGGATGA
                     QGAQGPAGTPIPVTIAAIGNSNAQTISPGTNIQFNQVFEINNINFNDTADTLTILETG
                     VYDISFSASTTFPGSSPFGFGISFNGQPPTRNFSTNVIGSAVSFSTIVTLEAGTTISV
                     QPTANTISIPNTGDTTATLSVFRIY"
     gene            complement(269327..270589)
                     /locus_tag="DJ46_300"
     CDS             complement(269327..270589)
                     /locus_tag="DJ46_300"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AIK63811.1"
                     /translation="MLPNDDIISHEKRIEELENKVRFYEELVNQLPHHFTYKNPHIGL
                     QIKKTRSTHSIQNIQKENKEADFQLTCDSLFLFKQLETYFIHIFDAFSHHVTFVDNKG
                     NITLCNQAAADDFGVVRNDIIGKPIQQLLKLPEEKIKALETLRTGTEIYNEEVLDKNY
                     GILNNRIIRDYNGEIFRVISVFHYLNTERDAEKFSLAGRIAAGIAHEVRNPLTTVRGY
                     LQFLQENVSPSNKELFKNLLIPELDRANSIITKFLSISKTREFTREPFPINTFLREYI
                     QQLLASEVFLHNISIDYNFSTELDDILVHIDRHELVQVFLNLFQNAVDAQGEKKLSIQ
                     ITSYRLDNFVRITFTDNGTGIPPAIQEYIFDPFFSTKDSGTGLGLSVTKKIIQNHNGT
                     LKMTSNEDGTTFTISIPILPKTALERLN"
     gene            270750..271595
                     /locus_tag="DJ46_301"
     CDS             270750..271595
                     /locus_tag="DJ46_301"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63785.1"
                     /translation="MLFIGVTGWGDHDSLYIDPYENRNKLRTYSEYFPIVEVDSSFYA
                     MQPERNYTKWAMETPKDFSFIVKAYQGMTGHMKGEIPFSTFDEMFDVYKQSILPLIEA
                     SKLKTILFQYPPWFDCKKKNVDFLRYTKEKMEGLPCAIEFRNQTWFYPEMRDKTLQFL
                     EQEKWIHTICDEPQAGMGSVPLVLEVTSAEMVLIRFHGRNVHGWLDKGENWRAVRCLY
                     RYNNKELEEWVERLEQLKKKTKDIYVLFNNNSGGDAADNAKQLMKMMNITYGEPKPEQ
                     LNLFE"
     gene            complement(271888..272082)
                     /locus_tag="DJ46_302"
     CDS             complement(271888..272082)
                     /locus_tag="DJ46_302"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61648.1"
                     /translation="MNTLTIELPKETAEKLDLLKQAYEKKTGASISESTLVQTLISKE
                     FIQAITPFDLQQFITGKEQH"
     gene            complement(272202..272732)
                     /locus_tag="DJ46_303"
     CDS             complement(272202..272732)
                     /locus_tag="DJ46_303"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AIK64239.1"
                     /translation="MKQAGQPIQNEKQLETIKNILLQSSKRDGLLFVLAVNSGLKVSE
                     ILQLKVSDVIDENENVRHSILFYNEKVKKHKWFAVNEDLQHAIEDYMKERKTWKRNEP
                     LLKSQKGTKSITRQHAWYILNKAAKEVGLEGISSHTLRKTWGYYAYKSGVDIAFLQHF
                     FDHSTPSKTLKYVGIA"
     gene            complement(272840..274651)
                     /locus_tag="DJ46_304"
     CDS             complement(272840..274651)
                     /locus_tag="DJ46_304"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK61932.1"
                     /translation="MKNRSIVFKLFLLTSTLFTIIFLLFFLGQSLFLEKFYINKKVKT
                     VQTAFEKFVANYEKSEKNPEEVRKLKQEFHDKTNADMQFLNTNGIIKSDNNYYIEVFN
                     PKNHETYSIPLNNLLTPEEYKKFENLGLKKDDVINVVGLLQNNTITPIKLTTNYNRWQ
                     NEYTNSDFSSISGNPSKNRLTNRYKTVTQIEFTGTISKLQLPSKAEVRLANDIETLQA
                     VQYFAELIRNGTANSQQLNTYIIDSGENIKNSIFVKPIIKNGEITEYAFAIASLQPVN
                     EAMLVLKDYYVYALIIVFLVIILLSFYYSKIIVKPLIKINRVTKKMANFDFSEKLPVT
                     ADDEIGGLSGSINTLSVNLKDRIDRLNVANTKLQQDIERERQLEKTRKEFISGVSHEL
                     KTPLSVIRSFAEGIKDGVSKDTTYYTDVILEETENMNRLIVEMLELAKLESGTYKLDM
                     TTFSIGELIQQVYTKLLFSMEEKHLQVNIDVNSSIFVKANRSRIEQVVVNLLSNAIRY
                     TPEGEKIQVSVITMEDTVKIEIENTGNPIPEESLEKIWDRFYRLDASRSRHTGGTGLG
                     LSIVKNILDLHHAEYGVYNTTNSVVFYFNLQKVKEVK"
     gene            complement(274808..275515)
                     /gene="deoD"
                     /locus_tag="DJ46_305"
     CDS             complement(274808..275515)
                     /gene="deoD"
                     /locus_tag="DJ46_305"
                     /EC_number="2.4.2.1"
                     /note="deoD: purine nucleoside phosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="purine nucleoside phosphorylase"
                     /protein_id="AIK64158.1"
                     /translation="MSVHIEAKQGEIAESILLPGDPLRAKYIAETFLEDVTCYNNVRG
                     MLGFTGTYKGKRVSVQGTGMGVPSISIYVNELIQSYGVKNLIRVGTCGAIQKDVKVRD
                     VIIAMTACTDSNMNRLTFPGFDFAPAANFDLLKKAYDAGTEKGLHVRVGNVLTADVFY
                     RESMDMVKKLGDYGVLAVEMETTALYTLAAKYGVNALSVLTVSDHIFTGEETTSEERQ
                     TTFNEMIEIALDAAIQQ"
     gene            275876..277231
                     /locus_tag="DJ46_306"
     CDS             275876..277231
                     /locus_tag="DJ46_306"
                     /note="tspaseT_teng_C: transposase, IS605 OrfB family"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, IS605 OrfB family"
                     /protein_id="AIK62348.1"
                     /translation="MAKKKAVKVLRKQKKRETLRRFTQKQNIGRACLTAQEFRLLQRM
                     SHSSKALRNVGLYTMKQSYLNYNKMATVKEVDTAMQADMNYWGIQSNSVQAIRRALFT
                     EVKSFFKALEQWKKNPEKFTGRPKFPNYSHSTDKRIIEIYQVPKVDENGFWMIPMSVA
                     FRKKFGSIKIRMPKNLRNKNISYIEIVPKQKGRFFEVHYTYEMHVSQMKKQPMTTSNA
                     LGCDLGVDRLVSCVTNTGDAFLIDGKKLKSINQYFNKTIRNLQQKNVENGLSKRIVTN
                     KIAALWHKRERQIHGYIAQTVGLLFKKVKEFDIDTIVVGYNAGWKQNSHMGKKNNQKF
                     VQIPFHKLIAAIENKCIKEGIRFFKQEESYTSKASFLDKDPVPVWSKDDRTQYRFSGK
                     RITRGLYQSKAGTCIHADINGALNTLQKSQVVELDGNLKVKTPILLEVQKRKAVASRI
                     A"
     gene            277624..278397
                     /locus_tag="DJ46_307"
     CDS             277624..278397
                     /locus_tag="DJ46_307"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61683.1"
                     /translation="MKNLVIGLVALLFVVVGGFYIKKYQETTETVGDVQEVKWDVSNG
                     KGNEKADIVFQLLNNKSSEVRGVNDQIRAVIVDGQLKHVQQTKPTFAGNGSYKVSSKI
                     AKDEGYTIFLYEDKNKSVQSFAKKDFGKEIDEKNKKKVKFPIDSVLTKKIGEYEVSLL
                     FGALHPNEPVTLTFQFQAKKGEKLKLHAERGEVEALYIVDETRENFLYAIPVDTDEQL
                     QYRITFPAEGTYKIWGDFYINGKKYEKEFIVQVQKRKNS"
     gene            complement(278402..280987)
                     /gene="mprF"
                     /locus_tag="DJ46_308"
     CDS             complement(278402..280987)
                     /gene="mprF"
                     /locus_tag="DJ46_308"
                     /EC_number="2.3.2.3"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidylglycerol lysyltransferase"
                     /protein_id="AIK63645.1"
                     /translation="MSFSWKRFLQIGKIIFPFVVLTIVFFQAKKELAGISFLEAINTI
                     KNIPTGGVFLAITLGAFAVSTMFFYDYVMLRYLKADIPVQKIFRISWIANTLNGFIGF
                     GGLVGAGVRTMLYRPYIKENGKLIKSIAWMTTAFINGLAILSFLGLIGILDTSFILHE
                     KPWLWPVLIFFALFVPIYIGFSKLKNRKTKQAEGQDEGEEEKNPTVLYSLVSLVEWVS
                     AGIVMYVILILFGIDIEFQKFLGVYVIAALAGVVSLVPGGLGSFDLVFLTGLGQYGID
                     TGVLLPAMLLYRLVYYILPFCLGLIFAAFEMTGVAIKKFEDKPFIAPALETTGVIWTL
                     QRDFLGKLGSWASAALTVFAGLMVILSTILPTSINRAHALHILAPKHLIQFSFSLSLT
                     FGILLLILSRGIYYGTKRSYYMTIISLIGAAVFNTLKGIDIEETFILLIVLAVLYMLR
                     KRFVREKMEVSLSDIVKVFIFLLITLYLYKNLGILFAGAKEAFKPDFVVRNITQVKRS
                     ALAAAFFVPTFLLIGSLIANRYRNEFPGQPANDKRLQNFLDEHGGNVLSHLGFLGDKQ
                     FFFSSDGKALLLFSITGKRLVVLGDPIGDPSSYRTVLQEFLAEADRFGYICVFYQIES
                     KWMSLYHDFGYNFFKLGEEAVVDLNTFTITGKKRAGMRATFNRFEREGYTFSIHQPPF
                     SNELFEELRKVSDAWLGGKKEKSFSLGYFDHEYISRAPIATLSDADGKIIAFTTFMPV
                     YQDGSLSVDLMRYYPDAPSGIMDAIFIHLFQWAKENEYHSFNIGMAPLSNVGLSTQSF
                     WSERVAAAIFNNVRYTYSFSGLRHFKEKYKPAWSGKYLAFRKNHSLPITMLSVTKLIG
                     KRKNS"
     gene            281174..281563
                     /locus_tag="DJ46_309"
     CDS             281174..281563
                     /locus_tag="DJ46_309"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64997.1"
                     /translation="MIIIGYAGYELEKAKPNTSEDFFNRSEVTYILNNKERTFSVLYV
                     RYFEEVLQGITLFEGNTVCKVEEQDIHLRDIVAICCLLKENELRTQKRLYLNNIEEFQ
                     QYFDKETLLKVQEILAELHKNKRVEIS"
     gene            281585..282076
                     /locus_tag="DJ46_310"
     CDS             281585..282076
                     /locus_tag="DJ46_310"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63449.1"
                     /translation="MSNLMVENQTEQVSIFLEDAITLITNYVNYHTLPSLLEETPAGN
                     EQYYKGLLASMRRLLVFCEEGHDACFVLLNSQPFRKTAAEKTLYKIYHQVIAEFFSPK
                     SDYWYENSRSAYTGKNCIVFQQTPPASVEEVMKSLEGKFQLMREELEYYETDYQTKML
                     HKY"
     gene            282182..283096
                     /locus_tag="DJ46_311"
     CDS             282182..283096
                     /locus_tag="DJ46_311"
                     /codon_start=1
                     /transl_table=11
                     /product="iron/manganese superoxide dismutase,
                     alpha-hairpin domain protein"
                     /protein_id="AIK63880.1"
                     /translation="MSQQGVFTDYFHEVESWCESVLHVLDSRAMEVYDVHMLAYKIQT
                     LLDRMKEHEYDTDAEFMYEISDDVEHIQHHLQEVFVQGEEEYELCERGDSERAVPIGG
                     HTLPPLPYPYNALEPYISREIMMLHHDKHHRSYVEGLNKAEKMMEEARKTNQFDLIKH
                     WEREAAFHGSGHYLHTIFWNNMKKGGGGSPRGALSHRIEQDFGSFLRFQKHFTEAASK
                     VEGSGWAILVWVPRSGRLEILQSTLHQLFTQWDTIPLLVLDVWEHAYYLQYQNRKDEY
                     IKNWWNVVNWPDVEKRFESAKQIEWTPY"
     gene            283209..284333
                     /gene="dacB"
                     /locus_tag="DJ46_312"
     CDS             283209..284333
                     /gene="dacB"
                     /locus_tag="DJ46_312"
                     /EC_number="3.4.16.4"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase dacB"
                     /protein_id="AIK63721.1"
                     /translation="MRRICVIITLLIIYASVMPIPTYAKMNSNVSARNAVLMEQHSGR
                     VLYGKAEHEPQKIASITKIMTALLAAESGKMKERVLVSNEAVRVEGSAIYLKPGQKVK
                     LEDLVYGLMLRSGNDAAQVIAENVGGSIEGFVYLMNEKAKQIGMKDTHFSNPHGLDGD
                     GSHYSSAYDMALLTRYAMGNETFKEIFGTKTYKSDSWDYPWKNKHKLVTSYYEFATGG
                     KTGFTKKAGRTLVTTASKDGLDLIVVTLSASSDWDDHMNLFDKGFDRFEQTKVLGQGA
                     LAEITEKKYANHVYTKNSFSVPLTEEEKKSVVLKVELDKSAKLVDGVKVGKTDVYVGN
                     EKVGERNLFYSKRKLVATTGMYWNNVKEIFSYMIGVGSDG"
     gene            284326..284922
                     /gene="spmA"
                     /locus_tag="DJ46_313"
     CDS             284326..284922
                     /gene="spmA"
                     /locus_tag="DJ46_313"
                     /codon_start=1
                     /transl_table=11
                     /product="spore maturation protein A"
                     /protein_id="AIK66012.1"
                     /translation="MVNLVWVAMAVIGIVYAMINGTMEAINKAVFDGAKDAVTICIGL
                     ISVLVFWLGLMKIAEEAGLLKKLVALFMPIVKRLFPEIPKDHPSMGFILSNMMANFFG
                     LGNAATPLGIKAMEQLKELNGGKDSASRSMVTFLALNTSAITLIPTTVISIRMTYESA
                     NPTEIVGVTFIAQVLSMIGAIWIDRYFYRRRSRKGRKK"
     gene            284919..285449
                     /gene="spmB"
                     /locus_tag="DJ46_314"
     CDS             284919..285449
                     /gene="spmB"
                     /locus_tag="DJ46_314"
                     /codon_start=1
                     /transl_table=11
                     /product="spore maturation protein B"
                     /protein_id="AIK63834.1"
                     /translation="MSIVNTISLWVIPCVIGFILLYGTIKKVPTYESFVEGGKEGIQI
                     AISILPFMVGMLVSISIFRASGALDAMISVMKPMLDLIHVPAEIVPLALIRPISGSAG
                     LSITTDLIATYGPDSFIGRLASTMQGSTDTTFYILTVYFGAVGIRKMGDALKVGLFAD
                     LIGIICSIVFVSLMFK"
     gene            285739..286467
                     /gene="rluB"
                     /locus_tag="DJ46_315"
     CDS             285739..286467
                     /gene="rluB"
                     /locus_tag="DJ46_315"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal large subunit pseudouridine synthase
                     B"
                     /protein_id="AIK62137.1"
                     /translation="MKRLQKVIAQAGIASRRKAEELIQQGKVKVNGKIVKELGTKVTP
                     QDKVEVNNIPLEKEEPVYFLLYKPTGVISSVSDDKGRSVVTDFFPEITQRLFPIGRLD
                     YDTSGVLLMTNDGDFANVLMHPRYKVEKTYVAKIKGPLTGEKIRMLERGVTLEDGKTA
                     PARVKIISWDKRKEMAIVQLTIHEGRNRQVRRMFEALDCKVVKLKRERYAFLEVGSLR
                     PGDARELTPHEVKQLRALASTKPR"
     gene            286562..287083
                     /gene="resA"
                     /locus_tag="DJ46_316"
     CDS             286562..287083
                     /gene="resA"
                     /locus_tag="DJ46_316"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol-disulfide oxidoreductase resA"
                     /protein_id="AIK64074.1"
                     /translation="MKKNRLLFRVIILLILSGAVGFTLYQGFFADKEKMQIGKEAPNF
                     VVTDLEGKKIELKDLKGKGVFLNFWGTWCKPCEKEMPYMNELYPKYKEKGVEIIALDA
                     DETDIAVKNFVNQYGLKFPVAIDKGQKIIGTYGVGPLPTSFLIDKDGKVVEQIIGEQT
                     KEQLEGYLKKITP"
     gene            287208..288830
                     /locus_tag="DJ46_317"
     CDS             287208..288830
                     /locus_tag="DJ46_317"
                     /codon_start=1
                     /transl_table=11
                     /product="resB-like family protein"
                     /protein_id="AIK63176.1"
                     /translation="MKEIKCECGHVNPIGTVFCEACGKPFESNENIKLLDMRYEGSAR
                     RSLTQTKTIVDKIWSFFSSVKVGVWLIVITLAASAIGTIFPQEMYITPGIAPAEYYKQ
                     EYGFLGQLYYQLGFNNLYGSWWYMILIASIGISLVICSLDRVIPLYKALKKQGVKRHP
                     SFLKRQRLYGTGAPQDGDLERVQKNLKKVNYNVKVEDGNILAEKGRFSRWGPYVNHIG
                     LIIFLFGAMLRFLPSMYVDEALWLRDGETKEIPGTDGQYYLKNEKFIKEVYDKSKDKE
                     VFDEAIDRVGDKMIAKNFQTNAILYKAIGENIAGEKPKLEKVKEAEIRVNEPLKFDQF
                     AVYQVDYKESEFKSMSFNLQNKENNQKWGPIKVDLTNPIEKYDLGNGYSLELLNYFPD
                     FYFDENGRPNTKTKLPNNPAFVFKMFTPETPDGEVSFVGIQQNIEADGNNKYKMSFAG
                     VEMQNATALTVRKDLTLWILGIGGFIFMVGVIQGMYWNHRRIWIQRVNDEWWIAGHTN
                     KNWFGLKKDIERVLEGTAIPQPNDKVVDKKIS"
     gene            288845..290002
                     /gene="ccsB"
                     /locus_tag="DJ46_318"
     CDS             288845..290002
                     /gene="ccsB"
                     /locus_tag="DJ46_318"
                     /note="cytochr_II_ccsB: cytochrome c-type biogenesis
                     protein CcsB"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c-type biogenesis protein CcsB"
                     /protein_id="AIK64340.1"
                     /translation="MVQISSNFLFTAFILYLIATLFFGGAIKEKGHKWANVGITITIL
                     GFIAQTVYFVTRWIASGHAPVSNFFEFGTFFGMMLVGAFIVMYFMYRVSIIGLFALPV
                     ALLLIAYASMFPREISPLIPSLKSNWLHIHVTTAAAGQAILAISFITGVMYLLKNVDQ
                     STRSKRTFWLETVVFTLVCTVGFIGVTTVFSSMKYEAKFQWVDKNEQQVEMKYNLPAL
                     VGPHEGKLLTENKLEPTVEVPAIVNAKKLNTVIWSVLVGTLLYIVLRLILRKRVSAAL
                     QPLVKNTNSDLLDEIGYRSIAIGFPVFTLGALIFAMIWAQIAWTRFWGWDPKEVWALI
                     TWLFYAAALHLRLSKGWHGDKSAWLAVIGFAIIMFNFIVVNLIIAGLHSYA"
     gene            290305..291021
                     /gene="srrA"
                     /locus_tag="DJ46_319"
     CDS             290305..291021
                     /gene="srrA"
                     /locus_tag="DJ46_319"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein srrA"
                     /protein_id="AIK62588.1"
                     /translation="MENESRILIVDDEDRIRRLLKMYLEREQYTIEEADNGDTALEMA
                     LQNDYDLILLDLMMPGKDGIEVCKGVREKKATPIIMLTAKGEEVNRVQGFEVGTDDYI
                     VKPFSPREVVLRVKAVLRRSVPTTFFTQDTTTKDVTVFPHLTIDNDAHRVTADGNEVN
                     LTPKEYELLLFLAKAPDKVFDREQLLKEVWQYEFFGDLRTVDTHVKRLREKLSKKSPD
                     AAKMIVTVWGVGYKFEVVND"
     gene            291054..292796
                     /locus_tag="DJ46_320"
     CDS             291054..292796
                     /locus_tag="DJ46_320"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK65062.1"
                     /translation="MTILLLVSFVLGFVAILLSQFFRTYYVDMSEARLQKVATSVSEL
                     IEEGADVKTIENIAYKFSDPLSRIIIVEEGKEISSSPKQEGLVTLTIDDLKEDKELAA
                     VFTDKKEIKNKVRKASNSRKNKNTENDIMIVGKPVQSKNESAVFVYESLQVPIQGMER
                     TTDFIFLSAGIAIILTTFFAFFLSTRITAPLRKMREVAFEVSRGKFDAKAPMVSQDEI
                     GELATALNQMGKQLKFNMNALQQEKEQLASILSSMADGVITLNQEGEVVVINPPAEHF
                     LQVWQEEKEIELSKKLPSELVELFHLVVESEQQQVVGINLQKGNYVVLMTPLYNQTKI
                     RGAVAVLRDMTEERRLEKMRQDFIANVSHELRTPMVMLQGYSEAILDDIVQTKEEINE
                     FVQIIYDESVRLGKLVNELLDLARMESGNVELHIGEVDIHPFVEKIGRKFQGIAKDKE
                     VALTVDFKDSIEQYPFDADRMEQVLTNLIDNAIRHTNAGGHVTLVIDTKNNGLIFEVQ
                     DSGAGIPEEDIPFLFDRFYKADKARTRGKKGGTGLGLAIAKNIVQGHGGKISVSSVVG
                     EGTTFSVYLPNRII"
     gene            292934..293515
                     /gene="yvqK"
                     /locus_tag="DJ46_321"
     CDS             292934..293515
                     /gene="yvqK"
                     /locus_tag="DJ46_321"
                     /EC_number="2.5.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="cob(I)yrinic acid a,c-diamide
                     adenosyltransferase"
                     /protein_id="AIK65542.1"
                     /translation="MKLYTKTGDKGTTSVIGGRVDKDDIRVEAYGTIDEANSHIGYAM
                     TKLQGGAFIDIYNELENIQHELFDCGGDLAIVEQKIPYKVTIEMVESLERKIDLYIEE
                     APPLERFILPGGSEAAATIHIARTVVRRAERSIVSLQKEVKINEVVLKYVNRLSDYLF
                     AIARVINARLQVKDVEYNRSALVFRDKKEKEVE"
     gene            293600..294214
                     /locus_tag="DJ46_322"
     CDS             293600..294214
                     /locus_tag="DJ46_322"
                     /codon_start=1
                     /transl_table=11
                     /product="lysM domain protein"
                     /protein_id="AIK64046.1"
                     /translation="MKVLKCGVMLLSILFVSQLHVYAEENRWTWPVEGQISDYFGTRH
                     GKHYGIDVAAPIGTPVVAIQDGKVTRSYYSSSYGNVVFIKHGEYEAVYAHLNKRYVNQ
                     GDYISKGEKIGEVGNTGESRGAHLHLELHQGRWTMAKKNAMNPLLVLSEQRNEVVSSS
                     LYVVQKGDTLVSIARKFSMTLKEIKEKNGLQQELIYPNQQLYVK"
     gene            complement(294379..295065)
                     /locus_tag="DJ46_323"
     CDS             complement(294379..295065)
                     /locus_tag="DJ46_323"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62712.1"
                     /translation="MKKDKRHSIREAMKKNLRKEYFYLKKELLFYCPIDLGTFSNETY
                     YATFDEDGISIYQYDKKTESKLKLCERHPWKSWNKVKIDHYLTTSQFIFQGERNWILS
                     LFQKGKEAQKIIEEHTSLQTEVVSRSFLKKLPGFRSNTPLNKYIGSICYTALIAFLLK
                     WMIPFQAPQIALYSISIGCMLLGLLCLTIGLIEPTIVLFRTKEKTRTKVFYLYSYLAI
                     SGFICVFIFW"
     gene            295615..296193
                     /gene="fmnP"
                     /locus_tag="DJ46_324"
     CDS             295615..296193
                     /gene="fmnP"
                     /locus_tag="DJ46_324"
                     /codon_start=1
                     /transl_table=11
                     /product="riboflavin transporter FmnP"
                     /protein_id="AIK62526.1"
                     /translation="MKQKNSVVQMVSVAMLSSIAYLLMMLDFPFPGLPPFLKIDFSDV
                     PALIAAIIFGPVAGVIVEAIKNILHYGIQGSLTGVPVGEIANFIAGCLFIGPAAFLFR
                     KYRTVKSLTTGLMLGTITMALIMSVLNYIIIFPAYTWFLNSPAMSSEAIRTTVVTAIL
                     PFNLIKGIVVTIVFVALFSRLKVWVFAKMKNA"
     gene            complement(296315..296563)
                     /gene="fer"
                     /locus_tag="DJ46_325"
     CDS             complement(296315..296563)
                     /gene="fer"
                     /locus_tag="DJ46_325"
                     /codon_start=1
                     /transl_table=11
                     /product="ferredoxin"
                     /protein_id="AIK64406.1"
                     /translation="MAKYTIVDKDTCIACGACGAAAPDIYDYDDEGIAFVTLDDNQGI
                     VEIPDVLIEDMMDAFEGCPTDSIKVADESFDGDALKFE"
     gene            296862..297923
                     /locus_tag="DJ46_326"
     CDS             296862..297923
                     /locus_tag="DJ46_326"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK64493.1"
                     /translation="MQIQYTLLHCLKQLNGERTVSSIYYLLKGKRSSQTLQDGNMFRI
                     SFLFGIYKSLNRNDYDGEVAKLLQADFIQEIHENTYVLTPTGKMQLHKWEEVYAFPAH
                     LHGLHYGELGETFWKRLSLIIQIISNLQQNNTRFIPIQQDTEIMMWVKRFLTGRPYKR
                     SELARKLWTEVHNLLEKSNAIEATIVTYRLTGYERIGCTLQQLAEITKQDIFRVYFLF
                     WGTIHFFIQEVRDKENEFPLLAEIISYPNERAELFSLSTKKTYNFWRQGRSLEEIATI
                     RNLKVATIEDHFVEIALREKDFSIEMFMEKEKIDKVIKVIEALQTRKLRVLKQAVGED
                     ISYFEVRLVLARMEGVNET"
     gene            297913..299442
                     /locus_tag="DJ46_327"
     CDS             297913..299442
                     /locus_tag="DJ46_327"
                     /EC_number="3.6.4.12"
                     /note="recQ_fam: ATP-dependent DNA helicase, RecQ family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase, RecQ family protein"
                     /protein_id="AIK61025.1"
                     /translation="MKLEEYLYKWFGYSEFRPGQKGVITDLLEGKDVIAMLPTGRGKS
                     MCYQFPGLMREGTVLVVSPLLSLMEDQVTQLKYVVKDRVIAFNSFRTLNEKREAMKKL
                     SSYKFIFVSPEMLQSELLIRELKKIHISLFVVDEAHCISQWGYDFRPDYKKLNVVIEN
                     IGSPTVLALTATATKGVLQDIADSLNLKGAAEHVYSIDRPNIAMDVQFVETIEEKKEA
                     LLEQVMYLQGPGIVYCSSRAWTERLTEYLRGKGVTGVAFYHGGMEHEERMLIQQQFMN
                     NQLQLVICTSAFGMGVNKANTRYIIHFHYPTNIASYLQEIGRAGRDGEPSIAILLCSP
                     LDHDLPISIIEDELPSKSQIQFLFSLLQERMFQTKELPIEDVEEICYNAARFNEQYWR
                     FVRYHLEQVGIIQQRRLLLEGLSDEIMNRLIAEVEIRLRNKYSELENMKSWIQVKGCR
                     REYVLQQFGYRKEQELMNCCDYCGITKEDYKKRRAQQSDFDYNWETELQKLFGLEKME
                     E"
     gene            299442..300005
                     /locus_tag="DJ46_328"
     CDS             299442..300005
                     /locus_tag="DJ46_328"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK64509.1"
                     /translation="MNIQRHNVEDMSPQEIRLNLYITQLIIIGIGCLLAYILFQDAKE
                     VFNLWKWEPVSILIIGGLLAIGIVLLDYVAMRVFPESWFDDGGINDKMFRGMSVLHLL
                     VITFLIGFAEEFLFRGVVQTHFGIVIASFVFAVLHIRYITKPFLFCFVCFISFVFGYV
                     FEWTGNLFITIFAHFLVDFIMGLQLRK"
     gene            300028..300507
                     /locus_tag="DJ46_329"
     CDS             300028..300507
                     /locus_tag="DJ46_329"
                     /codon_start=1
                     /transl_table=11
                     /product="lysM domain protein"
                     /protein_id="AIK64816.1"
                     /translation="MRKRIPDFEEELEVERVEEKESLPPRSEIHRNKEKKQKFKINHI
                     FVRVLTFLFILLPISILWYTDKYIQVKGDSNNAGKSAFEVIFFDSAKSESQKHSEKVI
                     THTVKEGETLESIAKQYFSDGNGIEVIKKYNNLQEDEVSAGQELKIPIKDKSTKQES"
     gene            300574..301167
                     /locus_tag="DJ46_330"
     CDS             300574..301167
                     /locus_tag="DJ46_330"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK64578.1"
                     /translation="MIWIILFSTFIGMGILLLFVMYKEAMRNTVLEHTLVFKEFPKSF
                     QKVNVFFISDIHRRVISNLLIEQVKGKVDLVIIGGDLAEKGVSLSKISANIQKLREIG
                     PVYFVWGNNDYEIEYHELDALLLENNVKVLDNTRVVFESELGEKICLLGIDDVGLHRD
                     RLDLALADCKEDGFRILVSHNPDIIKKCLEMNRFHLC"
     gene            301349..302224
                     /locus_tag="DJ46_331"
     CDS             301349..302224
                     /locus_tag="DJ46_331"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK63299.1"
                     /translation="MPTLNGKYNIKAVSKIIGVQPSTLRAWERRYQMIAPKRNHAGHR
                     LYTEEHIQILKWLMDKVSSGMMIGQAVQLLEGNRLQNSVQNEIHYDREVVLVDDLLQA
                     LLKFDEITTSALLNEAFSIYATEKVIASIVLQVSNKLLTLKNNNEVTMVQFQYVLSFL
                     QTRLGMIYHNASSFSSIHKVVVLESNMLKGFVFSTYLRLKGYEVIYIRASLAEDSITL
                     AVEQIRPKYVVISFDDGRELKNAMSYLNLLQEKSENLSVGVIGEIGAGDQLNIQTSLI
                     GDTKEEWDDWLKMLE"
     gene            302302..302910
                     /locus_tag="DJ46_332"
     CDS             302302..302910
                     /locus_tag="DJ46_332"
                     /codon_start=1
                     /transl_table=11
                     /product="negative regulator of genetic competence family
                     protein"
                     /protein_id="AIK65497.1"
                     /translation="MRLERLNYNKIKIFLTFDDLSERGLTKEDLWRNAPKVQQLFRDM
                     MQEANKELGFEADGPIAVEVFSLQAQGMVVIVTKEHQEADTDDEFRDEFIEMQVTLDE
                     SEHILYEFATLDDVINLSNRLYNLDVTGGKLYTWDGRFYLWMEEEEQIQLLKADFIAI
                     LAEYGNPSTATIYRLMEYGKELMASQAIEQIHNYFVKKQNLS"
     gene            303179..304465
                     /gene="gudB"
                     /locus_tag="DJ46_333"
     CDS             303179..304465
                     /gene="gudB"
                     /locus_tag="DJ46_333"
                     /EC_number="1.4.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD-specific glutamate dehydrogenase"
                     /protein_id="AIK64491.1"
                     /translation="MVAEKGTQTKTQQQREQHFELLNSTQIVISEALEKLGYPNEVYE
                     LLKEPIRMMTVKIPVRMDDGTVKIFTGYRAQHNDAVGPTKGGIRFHPNVTENEVKALS
                     IWMSLKCGIVDLPYGGGKGGIICDPREMSFRELERLSRGYVRAISQIVGPTKDIPAPD
                     VFTNSQIMAWMMDEYSRIDEFNSPGFITGKPLVLGGSHGRETATAKGVTICIREAAKK
                     RDIDIKGARVVVQGFGNAGSFLAKFMHDAGAKVIAISDAYGALHDPNGLDIDYLLDRR
                     DSFGTVTKLFNNTISNKELLELDCDILVPAAIENQITEENANDIKAKIVVEAANGPTT
                     LEATKILTDRGILLVPDVLASAGGVTVSYFEWVQNNQGYYWTEEEVEQRLEKVMVRSF
                     DSIYETAQVRKVNMRLAAYMVGVRKMAEASRFRGWV"
     gene            304544..304753
                     /locus_tag="DJ46_334"
     CDS             304544..304753
                     /locus_tag="DJ46_334"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62309.1"
                     /translation="MENKMMERVEQLEEKVKRLEGELARTTKAKKTSIVRVFGEGLLF
                     LIFGAVVVGPIIAFVITILTGFAEK"
     gene            304846..305082
                     /locus_tag="DJ46_335"
     CDS             304846..305082
                     /locus_tag="DJ46_335"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64566.1"
                     /translation="MMKMTVDQRFMMPADVVERVEVLRNKQSKRGTLLQSVNKFFGLD
                     TKEDCVWFYGFYGVAVSILLFMVFTSNIFDFLFA"
     gene            305162..305632
                     /locus_tag="DJ46_336"
     CDS             305162..305632
                     /locus_tag="DJ46_336"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AIK62642.1"
                     /translation="MAMFPIERNYIGYGSSRSGIPLSKVRFIVSHDTGNPGSNAIGNR
                     DYFNEIQPKASAHTFIDDKTILEIIPINEVAYHVRYGVPTDNDLYGYDANKAAIGVEL
                     CYGGDVNFWEAYTRFTWYHAYLCQNFGLNPKKDIVSHKTLDPARKIDPENVLGK"
     gene            305802..306782
                     /locus_tag="DJ46_337"
     CDS             305802..306782
                     /locus_tag="DJ46_337"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P)-binding family protein"
                     /protein_id="AIK63651.1"
                     /translation="MQKETAIIIGGGPCGLAAAISLQKVGINPLVIEKGNIVNAIYNY
                     PTHQTFFSSSEKLEIGDVAFITENRKPVRNQALAYYREVVKRKSVRVNAFERVEKVQK
                     DGEVFQVETTKRDGSKEIYIAKYIVVATEYYDNPNYMNVPGEELKKVAHYFKEGHPYF
                     DRDVVVIGGKNSSVDAALELVKAGARVTVLYRGSEYSPSIKPWILPEFEALVRNGTIQ
                     MHFGAHVKEITEHTLTYTVDGEANTIQNDFVFAMTGYHPDHSFLTKMGVRIDEATGRP
                     IYAEDTMETNAANIFIAGVIAAGNNANEIFIENGRFHGDAIAQTIATREI"
     gene            complement(306820..307752)
                     /locus_tag="DJ46_338"
     CDS             complement(306820..307752)
                     /locus_tag="DJ46_338"
                     /codon_start=1
                     /transl_table=11
                     /product="asparaginase family protein"
                     /protein_id="AIK62283.1"
                     /translation="MEEDKETGVVQPGEKNPLLKFIPDLEGDVDLIVEDVFHLPSPHM
                     TPSEMLQLQVIIDERVKQDNIHGVVITHGTDTLEETAYFLDLTVQATIPIVVTGAMRS
                     SNELGADGLYNFLSAVKVASSSEAAEKGVLVVLNDEIHCATNVTKTHTSNVATFQSPQ
                     YGPIGMVTKRGVVFHHALVHHETYSVNKVSKNVVVLKAYAGMDDTLLAAIENLPVDGI
                     VIEALGQGNLPPRTLPSLERLINKGIPVVLVSRCFNGIVQDVYSYEGGGKQLKDMGIV
                     FTYGLNAQKARIKLLVALENTTSHEAIQNMFMHD"
     gene            307974..308147
                     /locus_tag="DJ46_339"
     CDS             307974..308147
                     /locus_tag="DJ46_339"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62937.1"
                     /translation="MKKMERIFIRILIIQFICLCVVQLLFIHKSSVKYLSKIVYYEGV
                     MVKNKTKILQVNR"
     gene            308276..308953
                     /gene="cmk"
                     /locus_tag="DJ46_340"
     CDS             308276..308953
                     /gene="cmk"
                     /locus_tag="DJ46_340"
                     /EC_number="2.7.4.14"
                     /note="cmk: cytidylate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidylate kinase"
                     /protein_id="AIK63214.1"
                     /translation="MDKRISIAIDGPAAAGKSTVAKVVAKKLSYVYIDTGAMYRTITY
                     AALEQKVDIENEEQLMEVVKNVKIEFQQGENTQLVFLNGQDVSEVIRTPEVTNRVSIV
                     AKHRLVREEMVRRQQELAEKGGVVMDGRDIGTHVLPDAEVKIFMLASVEERAERRHLE
                     NMNKGFDSNLEQLKEEIAQRDKLDSEREVSPLKKADDALELDTTSLSIEEVVQKIMGI
                     VLGVFAK"
     gene            309287..310435
                     /locus_tag="DJ46_341"
     CDS             309287..310435
                     /locus_tag="DJ46_341"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61935.1"
                     /translation="MVEKMNEEVMDSKELQVGDVVTGSVTKVEEKQVLVNVGYKTDGV
                     IPISELANVHIEKASDVVELDQTLELKVIKLEENDLVLSKRAVDAEKAWVELQEKFNS
                     GHVFDVTVKDIVNGGLVVDLGVRGFIPASLVEVHYVEDFTDYKGKTLAVKIVELDREK
                     NRVILSHKAVVELELDSKKKEAISSLKEGDVVEGTVQRLTDFGAFVNVGGVDGLVHIS
                     QISHERVEQPSEVLEQGQKVKVKVLSVDADTQRISLSIKAAQPGPWENVGGEVKAGDI
                     REGVVKRLVTFGAFVEILPGVEGLVHVSQIANRHVKNPNEVLEMGQEVKVKVLEVHVA
                     EKRISLSIKEALEENNVTEDYSQYEPNADSATFQLSDIIGEQLKKLKK"
     gene            310448..311497
                     /gene="fni"
                     /locus_tag="DJ46_342"
     CDS             310448..311497
                     /gene="fni"
                     /locus_tag="DJ46_342"
                     /EC_number="5.3.3.2"
                     /note="IPP_isom_2: isopentenyl-diphosphate
                     delta-isomerase, type 2"
                     /codon_start=1
                     /transl_table=11
                     /product="isopentenyl-diphosphate delta-isomerase, type 2"
                     /protein_id="AIK62659.1"
                     /translation="MVRAKRKLDHIEYALSTGQSRTHGFHDIEFVHQSLPNSSYETIT
                     CETKIGELSLSSPIFINAMTGGGGEKTLHINEQLAYVAKHHNLAMAVGSQMAALKDES
                     EAASYKIIRKVNPNGIFFANLGSEATVEQAERAVDMVGANALQIHLNVIQELTMPEGD
                     RDFTGVLQRIEEIVLNSKVPVIVKEVGFGMSKETMQQLASVGVTAIDIGGQGGTNFAA
                     VENERRQRMLSYFNNWGIQTATSIIEATSTNNNLSFIASGGIQTALDVAKAIALGANT
                     TAFAGYFLRILMEDGIEKLVDEIDLLHTDLKFIMTALGAKTIEELQSVPLVIKGETYH
                     WLTQRGIDTTHYSRR"
     gene            complement(311814..311948)
                     /locus_tag="DJ46_343"
     CDS             complement(311814..311948)
                     /locus_tag="DJ46_343"
                     /codon_start=1
                     /transl_table=11
                     /product="ypzI-like family protein"
                     /protein_id="AIK62582.1"
                     /translation="MGKDRQERKLRESRRVESDRDQSLQYPGATGLDTPEQARKQNQH
                     "
     gene            312065..312676
                     /locus_tag="DJ46_344"
     CDS             312065..312676
                     /locus_tag="DJ46_344"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61209.1"
                     /translation="MEGSTFYFVAWIGWIVVTFFMKKESIRWKISACILIFIICSPLH
                     VTIASFTVSINALLLSVVAFIGIALYSIWKKLYSLLSALIIAMLYTSFHLLEVYDPIW
                     IVVDRLFLLSSALVYAAVLLHEDRILRLCSLYIGMLQGELFVTIIFRKLHFPYDYGSL
                     AFLDSVAVSTFFMAILFWIAKASVYMEQFKRKTRKRKARVIHD"
     gene            312669..313562
                     /locus_tag="DJ46_345"
     CDS             312669..313562
                     /locus_tag="DJ46_345"
                     /codon_start=1
                     /transl_table=11
                     /product="YIEGIA family protein"
                     /protein_id="AIK61862.1"
                     /translation="MIEYTPAILCGVIAGTVTRVLMLRTDTRQYPTRLHGKIIHIAMG
                     LIAAALGAIAIPSILKKDFSAITFLTLAATQFRDVRNMERNTLQQLDGYELVPRGNTY
                     IEGIALVFESRNYLAMLTSFATTFAYIGFRSWIAGVIMAIIAFFIAKTLMSGKRLHDL
                     VDIEHVPLRFEGAGLYIDNIYIMNIGLPARQEEIMKYGMGFILRPKSIDAMVTISNLG
                     QRQAILHDVSVALGIYRDSGTPALVPLAKRDLEDGRVGIFVLPQDQDAEKAIGVIGNV
                     PTLESAVHMSSEAPKGRGDKR"
     gene            313559..313744
                     /locus_tag="DJ46_346"
     CDS             313559..313744
                     /locus_tag="DJ46_346"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62649.1"
                     /translation="MMLESVILAVITTTPEKFAGGAPLFTCESTEELEFVANNLEAIL
                     DGIAHRLQENVYIIVKH"
     gene            313869..315179
                     /gene="engA"
                     /locus_tag="DJ46_347"
     CDS             313869..315179
                     /gene="engA"
                     /locus_tag="DJ46_347"
                     /note="GTPase_EngA: ribosome-associated GTPase EngA"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome-associated GTPase EngA"
                     /protein_id="AIK64240.1"
                     /translation="MPKPVIAIVGRPNVGKSTIFNRIVGERVSIVEDIPGVTRDRIYS
                     AGEWLNHEFNIIDTGGIDIGDEPFLTQIRQQAEVAIDEADVIIFMTNGRDGVTAADEE
                     VAKILYRSNKPVVLAVNKVDNPEMRSDIYDFYALGFGEPFPISGTHGLGLGDLLDEAA
                     QHFPKIEEDGYDEDTIRFSLIGRPNVGKSSLVNALLGQERVIVSNVAGTTRDAVDTPY
                     SKDGKDYVIIDTAGMRKKGKVYESTEKYSVLRALRAIERSDVVLVVLDGEEGIIEQDK
                     KIAGYAHDSGRAVVIVVNKWDAVKKDEKTMKAFEENIRAHFQFLEYAPIVFLSAKTRK
                     RTQTLIPVIDEVNESHSIRIQTNVLNDVIMDAVAMNPTPTHNGSRLKIFYATQVAVKP
                     PTFVVFVNDPELLHFSYERFLKNRLRESFGFVGTPIHIIARARD"
     gene            315198..316220
                     /locus_tag="DJ46_348"
     CDS             315198..316220
                     /locus_tag="DJ46_348"
                     /codon_start=1
                     /transl_table=11
                     /product="ketopantoate reductase PanE/ApbA family protein"
                     /protein_id="AIK62750.1"
                     /translation="MTKITVVGAGSWGTALAMVLADNGHDVRIWGNRSELMDEINTKH
                     ENSRYLPGITLPSTIVAYSSLEEALVDVNVVLIVVPTKAYREVLQDMKKYVAGPTTWI
                     HASKGIEPGTSKRISEVIEEEIPEDLIKDVVVLSGPSHAEEVGLRQATTVTSAAKRME
                     AAEEVQDLFMNSYFRVYTNPDIVGVELGGALKNIIALAAGITDGLGLGDNAKGALMTR
                     GLTEIARLGRKMGGNPLTFAGLTGMGDLIVTCTSVHSRNWRAGNMLGKGHSLEEVLES
                     MGMVVEGVRTTKAAHELAEKMEVEMPITAALYDVLFNGNNVKDAVGSLMGRVRKHEVE
                     AIPDLL"
     gene            316337..316588
                     /locus_tag="DJ46_349"
     CDS             316337..316588
                     /locus_tag="DJ46_349"
                     /codon_start=1
                     /transl_table=11
                     /product="stage VI sporulation F family protein"
                     /protein_id="AIK62383.1"
                     /translation="MDNNIFNNIEKEAKVNKEDIFKLASSVQNANLRDETVLRQLIHQ
                     VALMAGREVPKEQEDQIVKAIINNNMPADFGSLSKMFKK"
     gene            316855..317058
                     /locus_tag="DJ46_350"
     CDS             316855..317058
                     /locus_tag="DJ46_350"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64803.1"
                     /translation="MSEGLIKMWFALGAIGFMFFAVSFILLSRYKIKNKFLKGITALV
                     AYTLMIVSGIVIFLVVFSGPVQQ"
     gene            317123..317836
                     /locus_tag="DJ46_351"
     CDS             317123..317836
                     /locus_tag="DJ46_351"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61633.1"
                     /translation="MKKVHIILIFCCMSILTGCLYPKENMKQNAVPYEDQLQVVQKAV
                     VTFKEQNDGILPIKTRDMNTPIYQKYPIDFQKVSPRYIQEAPGNAYESGGVYQYVLID
                     VETNPTVKLIDVRMAEQIQELSLKLRMYRDEHQYPPFKKVISDGVYELDFKKLGYKDV
                     PQVTSPYSGKGLPFVINEKGEIYVDYRIDLYEALKKNEGQLKEGEDIRNILSKDSPFV
                     PAYSLPYTVKNGEPIFLKS"
     gene            318079..319557
                     /gene="spoIVA"
                     /locus_tag="DJ46_352"
     CDS             318079..319557
                     /gene="spoIVA"
                     /locus_tag="DJ46_352"
                     /note="spore_IV_A: stage IV sporulation protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="stage IV sporulation protein A"
                     /protein_id="AIK61555.1"
                     /translation="MEKVDIFKDIAERTGGDIYFGVVGAVRTGKSTFIKKFMELVVIP
                     NIENESDRQRAQDELPQSAAGRTIMTTEPKFVPNQAVSIEVDEGLEVNIRLVDCVGYT
                     VPGAKGYEDENGPRMINTPWYEEPIPFHEAAEIGTRKVIQEHSTIGVVITTDGTIGEI
                     PRRDYIEAEERVVNELKEVGKPFIMIINTVQPYHPDTEQLRQSLSEEYDIPVIAMSVE
                     SLRETDVYNVLREALFEFPVLEVNVNLPSWVMVLNEGHWLRQSYQEAVQETVKDIKRL
                     RDVDRVVWQFSQYEFIDRASLAGIDMGQGVAEIDLYAPDELYDQILKEVVGVEIRGKD
                     HLLKLMLDLSHAKIEYDQVADALRMVKQTGYGVAAPALADMSLDEPEIIRHGSRFGVK
                     LKAVAPSIHMIKVDVESTFEPIIGTEKQSEELVRYLMQDFEDDPLSIWNSDIFGRSLS
                     SIVREGIQAKLSLMPENARYKLKETLERIINEGSGGLIAIIL"
     gene            319856..320128
                     /gene="hup"
                     /locus_tag="DJ46_353"
     CDS             319856..320128
                     /gene="hup"
                     /locus_tag="DJ46_353"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein HU"
                     /protein_id="AIK61944.1"
                     /translation="MNKTDLINAVAEASSLSKKDATKAVDAVFDSILEALKQGDKVQL
                     IGFGNFEVRERAARKGRNPQTGEEIEIAASKVPAFKPGKALKDAVK"
     gene            320249..320818
                     /gene="folE"
                     /locus_tag="DJ46_354"
     CDS             320249..320818
                     /gene="folE"
                     /locus_tag="DJ46_354"
                     /EC_number="3.5.4.16"
                     /note="folE: GTP cyclohydrolase I"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP cyclohydrolase I"
                     /protein_id="AIK62387.1"
                     /translation="MAKVNLEQIEHAVRLILEAIGDDPNREGVLDTPKRVAKMYAEVF
                     SGMHEDPKEHLHKVFGEDHEELVLVKDIPFYSMCEHHLVPFYGVAHVAYIPQGGKVTG
                     LSKLARTVDTIARRPQLQERITSTVANSIMEVLEPHGVMVVVEAEHMCMTMRGVKKPG
                     AKTVTTAVRGVLENDAAARSEILSFIKTK"
     gene            321032..321781
                     /gene="hepS"
                     /locus_tag="DJ46_355"
     CDS             321032..321781
                     /gene="hepS"
                     /locus_tag="DJ46_355"
                     /EC_number="2.5.1.30"
                     /codon_start=1
                     /transl_table=11
                     /product="heptaprenyl diphosphate synthase component 1"
                     /protein_id="AIK65225.1"
                     /translation="MCDIYGGYAGIREKLMVKLRHPYFINYIEEPFIDEEKIALLYGA
                     LKGANLHIEQIEHYVVTIMLVQIALDTHERVSNKAGEEANESHKHRQLTVLAGDYYSG
                     LYYYLLSMNRDIVLIRALAEGIKEINEHKIMLYQKAHKTVDDIMESVVMIESALLQKT
                     CDHFQLAHWKPFITYVLGKNRLQKECELHVNKQHSPVFQAVQGIVNDKADAETVMNGW
                     MMKLGKKENQFLENHTDISEINSVLRDTSKT"
     gene            321811..322524
                     /gene="menG"
                     /locus_tag="DJ46_356"
     CDS             321811..322524
                     /gene="menG"
                     /locus_tag="DJ46_356"
                     /EC_number="2.1.1.163"
                     /note="menG_heptapren: demethylmenaquinone
                     methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="demethylmenaquinone methyltransferase"
                     /protein_id="AIK63677.1"
                     /translation="MQQSKEERVHDVFEKISDKYDVMNSVISFQRHKAWRKETMRIMD
                     VKPGSKALDVCCGTADWTIALAGAVGEQGKVVGLDFSENMLSVGKQKVEALQLKQVEL
                     LHGNAMELPFEDNTFDYVTIGFGLRNVPDYMHVLKEMTRVVKPGGKVICLETSQPTMI
                     GFRQGYILYFKYIMPLFGKLFAKSYKEYSWLQESASTFPGMKELANMFEKAGLERVQV
                     KPFTFGVAAMHLGMKPESK"
     gene            322556..323518
                     /gene="hepT"
                     /locus_tag="DJ46_357"
     CDS             322556..323518
                     /gene="hepT"
                     /locus_tag="DJ46_357"
                     /EC_number="2.5.1.30"
                     /note="gerC3_HepT: heptaprenyl diphosphate synthase
                     component II"
                     /codon_start=1
                     /transl_table=11
                     /product="heptaprenyl diphosphate synthase component II"
                     /protein_id="AIK61070.1"
                     /translation="MKLQLMYSFLRSDINVIEKELKKTVASEQPLVEEAALQLIEAGG
                     KRIRPVFVLLAGKFGDYKLDAIKHVAVALELIHMASLVHDDVIDAAFLRRGSATVNAK
                     WGDRIAMYTGDYLFAKSLECITNIEIPEAHQALSHTILEVCKGEIEQIKDKYNYDQNL
                     RTYLRRIKRKTALLIAASCQLGAIAAGANRDTVSRLFWYGYFVGMSYQIIDDILDFVS
                     TEEKLGKPAGGDLLQGNITLPALYAMEDPILCKKIRSVHENTTADEMKEIIEAVKNSA
                     AIDKAFAFSERYLHKALEMIKPLPRGQAKYALQNVAKYIGKRKF"
     gene            323643..324089
                     /gene="ndk"
                     /locus_tag="DJ46_358"
     CDS             323643..324089
                     /gene="ndk"
                     /locus_tag="DJ46_358"
                     /EC_number="2.7.4.6"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside diphosphate kinase"
                     /protein_id="AIK66253.1"
                     /translation="MEKTFLMVKPDGVQRAFIGEIVARFEKKGFQLVGAKLMQVTPEI
                     AGQHYAEHTEKPFFGELVDFITSGPVFAMVWQGEGVVDTARNMMGKTRPHEAAPGTIR
                     GDFGVTVAKNIIHGSDSLESAEREIGIFFKEEELVDYSKLMNEWIY"
     gene            324360..325532
                     /gene="aroC"
                     /locus_tag="DJ46_359"
     CDS             324360..325532
                     /gene="aroC"
                     /locus_tag="DJ46_359"
                     /EC_number="4.2.3.5"
                     /note="aroC: chorismate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate synthase"
                     /protein_id="AIK62357.1"
                     /translation="MRYITAGESHGPQLTTIIEGVPAGLPLVADDINEELARRQKGYG
                     RGRRMQIETDQVQIVSGVRHGETLGSPIALVVENRDFAHWTKIMGAEPLTEQEEKEMK
                     RKVTKPRPGHADLNGAIKYGHRDMRNVLERSSARETTVRVAAGAVAKKVLAELGITVA
                     GHVIEIGGVEAKETTYRSIEELKSITEASPVRCLDEEAGNQMIKAIDDAKSNGDSIGG
                     IVEVIVEGMPIGVGSYVHYDRKLDAKLAAAIMSINAFKGVEIGIGFEAAHRPGSEVHD
                     EILWNEEHGYTRRTNNAGGLEGGMTTGMPIVVRGVMKPIPTLYKPLQSVDIDTKEPFT
                     ASIERSDSCAVPAASVVAEAVVAWELATALIEQFGLDRMDLIRENIEKHNEYARGF"
     gene            325532..326623
                     /gene="aroB"
                     /locus_tag="DJ46_360"
     CDS             325532..326623
                     /gene="aroB"
                     /locus_tag="DJ46_360"
                     /EC_number="4.2.3.4"
                     /note="aroB: 3-dehydroquinate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-dehydroquinate synthase"
                     /protein_id="AIK64595.1"
                     /translation="MGNIHIQTKSKEYDVYVGKESLSHLTTIVQNMQPSVSNIMIISD
                     EAVASLHLQTVVDALQIDQKVFSFVVPSGEKEKSFENFYAAHTSALENKLDRNSLIIA
                     LGGGMIGDLAGFVAASFMRGIRFVQVPTTLLAHDSAVGGKVAINHPLGKNMIGAFHQP
                     EAVVYHTPFLQSLPEKEWRSGYAEVIKHALIGDVKLYHWLKEEVQTLADLRDEKLIHI
                     LMKAIPVKANIVAQDETEKGVRAHLNFGHTLGHALEKELGYGNITHGDGVAVGMLFAI
                     FLSEQVYKVNLAYEEMKQWFLNYGYPKMPSDLSVERLVGLMKQDKKANAGTIHMVLMQ
                     EYGVVNVVSIPDETVHIALEAFQKDMVEK"
     gene            326755..327867
                     /gene="hisC"
                     /locus_tag="DJ46_361"
     CDS             326755..327867
                     /gene="hisC"
                     /locus_tag="DJ46_361"
                     /EC_number="2.6.1.9"
                     /note="hisC: histidinol-phosphate transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol-phosphate transaminase"
                     /protein_id="AIK61024.1"
                     /translation="MRVKEQLLTLRAYVPGKNIEEVKREYGLSKIVKLASNENPFGCS
                     ARVTEALTSLASQYALYPDGHAFELRTQVAKHLGVKAEQLLFGSGLDEVIQMISRALL
                     HEGTNVVMANPTFSQYHHHAVIEGAEVREVSLKDGIHDLDAMLQQVDDQTKIVWICNP
                     NNPTGTYVEKQKLLSFLESVPKSALVIMDEAYYEYAGAEDYPQTLPLLEKYENLMVLR
                     TFSKAYGLAAFRIGYAVGNTELIGQLEVARLPFNTSTVAQSVALAALEDQAFLQECVK
                     KNEEGLHQYYAFCKEYNVFYYPSQTNFIFLKLGIPGNEAFERLMKKGYIVRSGAAFGI
                     DDGIRITVGLKEENDEIIELLKELVNEQVQKEETYS"
     gene            328180..329442
                     /locus_tag="DJ46_362"
     CDS             328180..329442
                     /locus_tag="DJ46_362"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK62076.1"
                     /translation="MQKFEQAVSYIENGEAEKGLQLLKEQLKIANDEEKYDIARYYHT
                     LGFTDEALSITEDLRLLYPEESEFTVFLAELYIDLDKEDEAIEVLHDIPENDDLYVQS
                     LLLVADLFQMQGFDDVAEQKLLKAKEMMPDEPVITFGLAELYSSKGEEQKAITYYESL
                     LSEHKVMGGVVIALRLGETLSAIGNWEEAISYYEAGLEEQKDIHSLFGYAFTLYQGEE
                     YQRAIGAWQELKELDPEYASLYMYLAKSYEKEGMLQESYETLHEGIKVDELSVPFYVE
                     LANIAAKLGKIAEAEEVLQKALELDPGHLGATLKYAYILKEQEKYEELIAVVERAIDS
                     GEPDTQLLWDLAFAKKQLEMYSDALKHYESAYTSFKNHPDFLEEYGYFLLEEGMQKEA
                     KEVFTQLIQLDPTQIHIEELLYNLEDFS"
     gene            329516..330052
                     /locus_tag="DJ46_363"
     CDS             329516..330052
                     /locus_tag="DJ46_363"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61467.1"
                     /translation="MNTPVSVNEKKDFVKWFLNNYQLKQRECVWILNYLMSHDQLMHK
                     VHFVEHAKYCPRGLVMSANCVKDTPFHFFKQNVMTTDAEKSFHDIRLNRDEDIYIQLN
                     FKSSFQNANYVAVLEENPYLPKHIEVNEKDRLLAERFLEESVFSFRRERLLKQIDEAL
                     DKQDKEAFHRLTAELKML"
     gene            330206..330661
                     /locus_tag="DJ46_364"
     CDS             330206..330661
                     /locus_tag="DJ46_364"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62819.1"
                     /translation="MKWIVKDVEQFEQAREYVDTGVIPLLSISAAKEMKTVVEQGEFI
                     ELLSMELEREYKGRVLLLPAFTYLVESQKNEKGRLQEWTNHLQKQGFKHIAYVTSDFS
                     WKEDMQELQGDLFWFPSLALEQFSDQAKREVIHAHIKNVMVMLEEKWGR"
     gene            330805..331317
                     /locus_tag="DJ46_365"
     CDS             330805..331317
                     /locus_tag="DJ46_365"
                     /codon_start=1
                     /transl_table=11
                     /product="rieske [2Fe-2S] domain protein"
                     /protein_id="AIK65709.1"
                     /translation="MSEKEHRVSRRQFLNYTLTGVGGFMAAGILMPMTRFALDPVLRK
                     EAGTDMVAVAQVKDITTEPKRFDFKVKQVDGWYKSEEPKSAWVHKDESGDIVAFSPVC
                     KHLGCTVNWNSDKSHPNQFFCPCHGGRYTKDGMNIKGTPPLAPLDVYESKVKDGTLYL
                     GKAKPRGGAK"
     gene            331318..331992
                     /gene="qcrB"
                     /locus_tag="DJ46_366"
     CDS             331318..331992
                     /gene="qcrB"
                     /locus_tag="DJ46_366"
                     /codon_start=1
                     /transl_table=11
                     /product="menaquinol-cytochrome c reductase cytochrome b
                     subunit"
                     /protein_id="AIK62617.1"
                     /translation="MLNKIYDWVDERLDITPIWRDIADHEVPEHVNPAHHFSAFVYCF
                     GGLTFFVTVIQILSGMFLTMYYVPDIKNAWESVYYLQNEVAYGQIVRGMHHWGASLVI
                     VMMFLHTLRVFFQGAYKKPRELNWIVGVLIFFVMLGLGFTGYLLPWDMKALFATKVGI
                     QIAEQTPLIGPYIKTLLAGHSEIVGAQTLTRFFAIHVFFLPAALLGLMAFHFIMIRKQ
                     GISGPL"
     gene            332036..332803
                     /locus_tag="DJ46_367"
     CDS             332036..332803
                     /locus_tag="DJ46_367"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c family protein"
                     /protein_id="AIK63984.1"
                     /translation="MHRGKGMKFVGDSRVPVARKPNIPKDYSEYPGKTEAFWPNFLLK
                     EWMVGAVFLIGYLCLTVAHPSPLERMADPTDAGYIPLPDWYFLFLYQLLKYSYASGSF
                     TVIGAFIMPGIAFGALLLAPFLDRGPERRPLKRPVATGFMLLSVASIIFLTWESVAHH
                     DWEAAKKQGAIVKTAPVDKNDDGYKLMQKNTCLTCHGDNLQGGAAAPALQNLTLKPEE
                     IAKIAKDGKGAMPKGIFKGTDEELKKLSEFIAKYNKK"
     gene            332914..333513
                     /locus_tag="DJ46_368"
     CDS             332914..333513
                     /locus_tag="DJ46_368"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65111.1"
                     /translation="MVYLYAMLRQRSVLLFLLVVNILGTIYGFIWYGNQLKETSPIFW
                     PFVPDSPMASLFFVFVLIAFLIKRNWGLIEALAIVTLIKYGIWAVVVNGVMIYVKGPI
                     GFIGYMLMLSHFAMAVQAVLYAPFYRIKKWHFAVAAIWTLHNDAIDYLFWQMPRYGIM
                     HLFVGEIGYFTFWLSITVLCITYYYYYYCLRENRKQFSL"
     gene            333539..334225
                     /locus_tag="DJ46_369"
     CDS             333539..334225
                     /locus_tag="DJ46_369"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62575.1"
                     /translation="MKKNKSGTKILDRLITIVVSYSIAFSIFALATTAVVYGKWLYYF
                     EIDFLNIPDLADMTKGDIKRNYNVLITYLSPFYDGALHLPTLDMSTNGRIHFVDVKNI
                     LVKIQYVMYATIMIAMIGGMYLLKKKNEKFLLHGSILTIIFPIALMLPIAINFEKSFV
                     IFHKLLFSNDYWVFDPEKDPIILMLPEEFFMHAACAILLFILFGSILCYSLYRYFLKK
                     KRMSNKKFSA"
     gene            334333..335121
                     /gene="ypjB"
                     /locus_tag="DJ46_370"
     CDS             334333..335121
                     /gene="ypjB"
                     /locus_tag="DJ46_370"
                     /note="spore_ypjB: sporulation protein YpjB"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YpjB"
                     /protein_id="AIK63365.1"
                     /translation="MKRTLIGLIAFLIIMFPLRIYAEEWSELTGLLDDSLQLVKRNED
                     EKAVQVLQHFSEQFVIKGNEKKQEVTPDQVRVISLAYDRAKQSLAEEDVRKQVKIDNV
                     LALQLAVDAQVSKYQPLWMEREGKVMDAFSQMEKAMKKEDTGQFQQTLNTFLHEFNII
                     YPSLMIALPENEVQRVNAHLSYLDEFRNVMLKTKGGQMQLGIIKGDLQKIFHTVKKDE
                     IAPSLIWFMTITGGLILFTLTYVGWRKYKGEREKRKSNVHSKNR"
     gene            335234..335914
                     /locus_tag="DJ46_371"
     CDS             335234..335914
                     /locus_tag="DJ46_371"
                     /codon_start=1
                     /transl_table=11
                     /product="neutral zinc metallopeptidase family protein"
                     /protein_id="AIK65077.1"
                     /translation="MFYLIYFAIILIIPLYAQSKVRSAYSKYSQVYSTSGMTGAEVAR
                     KILDENGLYNVAVEETPGHLSDHYDPTAKTVRLSTDNYYGHSVAGTAVAAHEVGHAIQ
                     DAKDYNFMRIRHSLVPVANFGSNISWIFIMIGAFASMANLLLLGIILMAAGVVFQLVT
                     LPVEFDASKRAMQQIEALGIVSTDEYGQARKVLNAAALTYVAAAAVAVFELLRLVLMY
                     TGMQRSDE"
     gene            336016..336657
                     /locus_tag="DJ46_372"
     CDS             336016..336657
                     /locus_tag="DJ46_372"
                     /codon_start=1
                     /transl_table=11
                     /product="uracil DNA glycosylase superfamily protein"
                     /protein_id="AIK63490.1"
                     /translation="MKYPDHLVKQVKERSAPYQLEGFLSGQGPENPKFMLLGEAPGET
                     EIHNGIPFSGRAGKQLMGFLERIHVTREEVYITSAVRSRPYKWREKKERSGSIIQKKY
                     NRTPNQGEIVAHAPLLDYELEKLNPKLIVTLGNIGLQRLTGKDKKITDVHGQLLKQPI
                     QKLKDMQSAEFIWSEKEYHIFPTFHPASIFYNRSLLELIYEDLEKLKQYVIKN"
     gene            complement(336686..337567)
                     /locus_tag="DJ46_373"
     CDS             complement(336686..337567)
                     /locus_tag="DJ46_373"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63701.1"
                     /translation="MTSNLKIRNIIFILIGSAIFSFGIVNINIENHLAEGGFTGITLL
                     LYFLFKFDPSYSNLILNIPIFFIGWKLLGRTTFIYTLIGTFSVSLFLWIFQRYEVLNL
                     HLNLQNDMTLAALFAGAFIGIGLGIIFKYGGTTGGVDIIARLAHKYVGWSMGKTMFMF
                     DAIVIIVSILTYLSYREGMYTLVAVFIGAKVIDFMQEGAYAAKGATIISDKNDEIAAK
                     ILSEMERGATFLKAVGSYTKVERNVLYCVVAKNEIVKLKNIITSVDPHAFVAVSDVHD
                     VVGEGFTLDENKNPLHT"
     gene            337950..338291
                     /locus_tag="DJ46_374"
     CDS             337950..338291
                     /locus_tag="DJ46_374"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66338.1"
                     /translation="MEAKTMKDMQKEVDAYIGQFKEGYFSPLAMMARLTEEMGELARE
                     VNHYYGEKPKKTTEKERSIEEELGDVLFVMICMANSLNIDLETAHNIVMNKFNTRDKD
                     RWTRIDEGEKE"
     gene            338291..339091
                     /gene="dapB"
                     /locus_tag="DJ46_375"
     CDS             338291..339091
                     /gene="dapB"
                     /locus_tag="DJ46_375"
                     /EC_number="1.17.1.8"
                     /note="dapB: dihydrodipicolinate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrodipicolinate reductase"
                     /protein_id="AIK66059.1"
                     /translation="MKEMKVIIAGPRGRMGHEAVLLMERTEHFNLVAAVDYKHGGEKI
                     SDLPGMPALDATIYADLHTCLEEVEADVLLDLTTPEVGKQHVTLAVERGLRSVIGTTG
                     FTEEELKQLTETAKEKAVGTIIAPNFAIGAVLMMKFSQMAAKYFQDVEVIELHHDQKL
                     DAPSGTAVKTVELIRQNRESKQQGHPNEVEQLEGARGANVDGIHIHSVRLPGLIAHQE
                     VMFGGDGQMLTVRHDSFNRASFMSGVKLSIETVMNLDHLVYGLENIID"
     gene            339106..339501
                     /gene="mgsA"
                     /locus_tag="DJ46_376"
     CDS             339106..339501
                     /gene="mgsA"
                     /locus_tag="DJ46_376"
                     /EC_number="4.2.3.3"
                     /note="MGSA: methylglyoxal synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylglyoxal synthase"
                     /protein_id="AIK65892.1"
                     /translation="MKIALIAHDKKKEDMVSFAYAYKPIFEQHELFATGTTGLRIMEA
                     TGLVVTRYQSGPLGGDQEIGAMIAKNDLDMVIFFRDPLTAQPHEPDVNALLRLCDVYA
                     IPLATNMASAEMLMHALERGDLDYRKLRK"
     gene            339513..340217
                     /gene="bshB1"
                     /locus_tag="DJ46_377"
     CDS             339513..340217
                     /gene="bshB1"
                     /locus_tag="DJ46_377"
                     /note="thiol_BshB1: bacillithiol biosynthesis deacetylase
                     BshB1"
                     /codon_start=1
                     /transl_table=11
                     /product="bacillithiol biosynthesis deacetylase BshB1"
                     /protein_id="AIK63787.1"
                     /translation="MSGLHILAFGAHADDVEIGMAGTIAKYTKQGYEVGICDLTEADL
                     SSNGTIELRKEEAKAAARIMGVKTRLNLAMPDRGLYMKEEYIREIVKVIRTYKPKLVF
                     APYYEDRHPDHANCAKLVEEAIFSAGIRKYMPEVPPHRVESFYHYMINGFHKPNFCID
                     ISEYVSQKVEALEAYESQFSTGSDGVKTPLTEGYVETVVAREKMFGKEVGVLYAEGFM
                     SKKPVLLHADLIGGCK"
     gene            340214..341359
                     /gene="bshA"
                     /locus_tag="DJ46_378"
     CDS             340214..341359
                     /gene="bshA"
                     /locus_tag="DJ46_378"
                     /note="thiol_BshA: N-acetyl-alpha-D-glucosaminyl L-malate
                     synthase BshA"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetyl-alpha-D-glucosaminyl L-malate synthase
                     BshA"
                     /protein_id="AIK66110.1"
                     /translation="MKLKIGITCYPSVGGSGVVGTELGKQLAERGHEIHFITSGLPFR
                     LNKVYPNIYFHEVTVNQYSVFQYPPYDLALASKMAEVAQRENLDILHVHYAIPHAICA
                     YLAKQMIGERIKIVTTLHGTDITVLGSDPSLNNLIRFGIEQSDVVTAVSHSLINETHE
                     LVKPNKDIQTVYNFIDERVYFKRDMTQLKKEYGISESEKILIHISNFRKVKRVQDVVQ
                     AFAKIVTEVDAKLLLVGDGPEFCTILQLVKNLHIEDRVLFLGKQDNVAELLAMSDLML
                     LLSEKESFGLVLLEAMACGVPCIGTRVGGIPEVIQHGDTGYLCEVGDTTGVADQAIQL
                     LKDEELHRNMGERARESVYEQFRSEKIVSQYETIYYDVLRDDKNGKI"
     gene            341346..342539
                     /gene="cca"
                     /locus_tag="DJ46_379"
     CDS             341346..342539
                     /gene="cca"
                     /locus_tag="DJ46_379"
                     /EC_number="2.7.7.72"
                     /codon_start=1
                     /transl_table=11
                     /product="CCA-adding enzyme"
                     /protein_id="AIK66377.1"
                     /translation="MERFKKASSIIETLKQQGHEAYFVGGSVRDLIIDRPIGDIDIAT
                     SALPEEVMAIFPRHVPVGLEHGTVIVVENGEPYEVTTFRTESEYEDFRRPSSVQFVRS
                     LEEDLKRRDFTMNAIAMTEEGEMVDLFAGQEAIQKREIVTVGNAADRFQEDALRMMRG
                     IRFVSTLGFSLETKTKQAIETYGHLLEHIAIERITVEFEKLLTGTYCVKGLKELVETK
                     LFSHLPYLQMSEERLLKATQYNWDSFETDIEAWAFFLYCIGEEHPSVFLRQWKFSNKK
                     IKDIVAVLLTIRKRKEKDWDTVLLYKTGIHIAEMAERVYEAMIESYDHTSVERVQTLF
                     QALPIKSRQEMDVTGNDLLNWASKKPGPWVAEMIQKIEEAIVQGNVVNEKECIREWLQ
                     ECNLL"
     gene            342524..343504
                     /gene="birA"
                     /locus_tag="DJ46_380"
     CDS             342524..343504
                     /gene="birA"
                     /locus_tag="DJ46_380"
                     /EC_number="6.3.4.15"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional protein BirA"
                     /protein_id="AIK62124.1"
                     /translation="MQSTIRKQLLQVFSEADGEFVSGQTISDKLGCSRTAVWKHMEDL
                     RNEGYELEAVRRLGYRIASKPDKVTANEIQLGLQTKHIGRTVYFEESVESTQHIAAKL
                     AYEGAEEGTIVVAEEQTAGRGRLSRKWHSPKGTGIWMSIILRPSIPVHHAPQLTLLAA
                     VSVAQAIEKCTGVNVGIKWPNDILIQGKKAVGILTEMQADPDKINAVIMGIGINANQK
                     QEHFDEEIQHIATSLAIESGKPIVRAELMQQIFLQLEKLYEEYLQNGFSVIKILWESY
                     AVSIGKEINARTMRETITGVAKGITEDGVLLLEDHEGKVHHIHSADIEIK"
     gene            complement(343605..343994)
                     /locus_tag="DJ46_381"
     CDS             complement(343605..343994)
                     /locus_tag="DJ46_381"
                     /codon_start=1
                     /transl_table=11
                     /product="copper binding s, plastocyanin/azurin family
                     protein"
                     /protein_id="AIK63196.1"
                     /translation="MSINKWLFRFIGFLVMLVVITTLNSLNVFASVNDLAQPIASAKV
                     IEVELNDDYFNPNVITIPINESTTLLLKNKGKSEHTFTIKKLGIDVVVESGKEKNITV
                     KPKSAGTYELICRYHLLKGMEGKVIVK"
     gene            344401..345240
                     /gene="panB"
                     /locus_tag="DJ46_382"
     CDS             344401..345240
                     /gene="panB"
                     /locus_tag="DJ46_382"
                     /EC_number="2.1.2.11"
                     /note="panB: 3-methyl-2-oxobutanoate
                     hydroxymethyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-methyl-2-oxobutanoate
                     hydroxymethyltransferase"
                     /protein_id="AIK65095.1"
                     /translation="MKTKTDFLKMKEQGEPITMLTAYDYPSAKLAEEAEVDMILVGDS
                     LGMVVLGYDSTVPVTVEDMIHHTKAVRRGAKETFIVTDMPFMSYHVSLQDTMVNARRI
                     VQESGAHALKVEGAGEVISTIHYLTNAGIPVVAHLGLTPQSVGVLGGYKVQGKDAESA
                     KKLIEDAKKCEEAGAIALVLECVPMQLAELISEQLTIPTIGIGAGQKVDGQVLVYHDL
                     ISYGVNRVPKFVKQYTSVQEEIVRGISQYVAEVKTRQFPEEKHSFTMKEEECLALYGG
                     KQS"
     gene            345237..346085
                     /gene="panC"
                     /locus_tag="DJ46_383"
     CDS             345237..346085
                     /gene="panC"
                     /locus_tag="DJ46_383"
                     /EC_number="6.3.2.1"
                     /note="panC: pantoate--beta-alanine ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="pantoate--beta-alanine ligase"
                     /protein_id="AIK64345.1"
                     /translation="MKIVTTVQEMQHITKELRASGKSIGFVPTMGYLHEGHATLLRKA
                     REENEIVVLSVFVNPLQFGPNEDLDRYPRDIDRDENVAKENGVDYLFYPSVEEMYPAE
                     QTTTVEVVKRTDVLCGKQRPGHFAGVATVLMKLFNITLPTRAYFGMKDAQQVAVIEGF
                     VADFNIPVIIVPVDIVREEDGLAKSSRNVYLSQKERKEAPHLYRSLCMAKERIEAGER
                     NAEIITTLVKEYIETYTKGTVDYADLYAYPSLQVVDQIEGRIILAIAVKFENVRLIDN
                     ITLTVK"
     gene            346098..346481
                     /gene="panD"
                     /locus_tag="DJ46_384"
     CDS             346098..346481
                     /gene="panD"
                     /locus_tag="DJ46_384"
                     /EC_number="4.1.1.11"
                     /note="panD: aspartate 1-decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate 1-decarboxylase"
                     /protein_id="AIK66138.1"
                     /translation="MFRTMMRAKLHRATVTEANLNYVGSITIDEDLMDAVNIVENEKV
                     QIVNNNNGARLETYVIKGERGSGVVCLNGAAARLVQPGDKVIIICYGLVAEENIHKQE
                     PKIAVLDDDNQIIEMLGAEKAGTIL"
     gene            346610..349414
                     /locus_tag="DJ46_385"
     CDS             346610..349414
                     /locus_tag="DJ46_385"
                     /EC_number="2.7.7.7"
                     /note="dnaq: exonuclease, DNA polymerase III, epsilon
                     subunit family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease, DNA polymerase III, epsilon subunit
                     family domain protein"
                     /protein_id="AIK64668.1"
                     /translation="MSKRYVVVDLETTGNSWKDGKDKITQIAAVVVEDGEILEIFSSF
                     INPKREIPPFITELTGIDESMVKQAPLFEDVAPMVVELLQGAAFVAHNVHFDWNFLTE
                     ELRQAGYTEIHCPKVDTVELAQILLPTADSYKLRDLAKQHELEHDQPHRADSDALATA
                     ELFLQFLNEIEKLPLVTLQSLYELSDVFQSDIADVLSENILKKMMHGKKVAEEYEVYR
                     NIALRKRNYSLNLSETCSSKFDAFLHKTIDKLALNMPKFEKRESQQIMMKEIYTALRD
                     SRFSLIEAGTGTGKTLAYLLPSIYFAKKKEEPVIISTQTVQLQQQILEKEIPLLQKIM
                     PFSFEIALLKGRKHYLCLHKFEYALQEEEKNYDMALTKAKILVWLLQTETGDRDELNI
                     PEGGKLLWNRICSDVHSPGGMQSNWFSRCFYQRAKNKALFADIVITNHALLFQDFSSE
                     EPLLASCEHIIFDEAHHIEEAASRTLGEQFSCMYFQLVLSRLGTLETDDVLSKVYKMM
                     KKSEQASRSTFRMVSHSLKELKFDADELFQMLRAFIFKQTKQEQGISNMPLIYRYNTE
                     VEKGKLWDSITELTNRFVYDIRKLLTILQKQVDILQSKIEWEMHVVTGEFMHLIELLR
                     KMAQALQLLILEKNSYVTWMETETKGTIHSTVLYGQPVHIAERFADEFLTEKKSVIFT
                     SATLTVNDSFAYIKEELGLHDFAPNTLQVPSPFRFEEQMKLMVSTDVPFIKKASNEEY
                     IESVSAHIAKIAKATKGRMLVLFTSYEMLKEAYTNLKNDEELEGYLLLTQSVNNKSRS
                     RLIRKFQEFDKSILLGTSSFWEGIDIPGDALSCLVIVRLPFTPPYQPMIEAKGEWLKN
                     QGEDVFAKLALPQAILRFKQGFGRLIRTSTDTGTVFVLDRRLTSSSYGKYFLQSIPTV
                     PLYEGPLEELLEQVKERPTE"
     gene            349665..349835
                     /locus_tag="DJ46_386"
     CDS             349665..349835
                     /locus_tag="DJ46_386"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63989.1"
                     /translation="MDKKIEVLSTTRIKYSSDLYKIVDSLNRTLKEQDLMFGLALDEK
                     DKETAVFTIYRT"
     gene            349843..350346
                     /locus_tag="DJ46_387"
     CDS             349843..350346
                     /locus_tag="DJ46_387"
                     /codon_start=1
                     /transl_table=11
                     /product="putative propeptide PepSY amd peptidase M4"
                     /protein_id="AIK64343.1"
                     /translation="MKKWIFTIIIVIVASGIYGAYVYNKAMEKKLPKEAKSVEIAKEK
                     AKLTKVKSVDYYNGESSYTVVQGTDENGEQLIVWVPEKKGETIVRKKSEGISEKDALQ
                     RTIEQVGDESKEPKSKPKEILKVKLGVENNIPLWEVTYIDDDNRYSYYNLAFQDGQFL
                     KRYSIEK"
     gene            350365..351552
                     /locus_tag="DJ46_388"
     CDS             350365..351552
                     /locus_tag="DJ46_388"
                     /EC_number="2.6.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate aminotransferase"
                     /protein_id="AIK63380.1"
                     /translation="MKLAKRVAALTPSATLEITAKAQALKAEGHDVIGLGAGEPDFNT
                     PEHIMDAAHKAMLEGHTKYTPTGGLQALKQEIVKKFTRDQGIAYDPSEIIVCNGAKHA
                     LYTLFQVLLDEGDEVIIPTPYWVSYPEQVKLAGGKPVYVEGLEGNEYKITAEQLREAI
                     TEKTKAVIINSPSNPTGMIYSKEELQQLGEVCLEHDILIVSDEIYEKLIYGGAEYTSI
                     AQLSNALKEQTLIINGVSKSHSMTGWRIGYAAGNKQLIKAMTNLASHSTSNPTSIAQY
                     GAIAAYAGSQEPVETMRQAFEERLNIIYDKLIQIPGFTCIKPQGAFYLFPNVKEAVAL
                     SGYETVDEWAKALLEEEKVALVPGTGFGAPNNVRLSYATSLEQVEKALERIHTFMKSK
                     VQA"
     gene            351674..352381
                     /gene="dnaD"
                     /locus_tag="DJ46_389"
     CDS             351674..352381
                     /gene="dnaD"
                     /locus_tag="DJ46_389"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA replication protein dnaD"
                     /protein_id="AIK65993.1"
                     /translation="MKKKMMLQWFEQGSIAIPKLLMMHYKKLGLNETEFMVVLHVHTF
                     LESGNSFPTPSEISERMTITEMKCMEVIQTLIQKGFLSLEGGQKSEAMMCESYSLQPL
                     WEKILHFLMNESIEEEQKEIKQLQVNLYTVFEKEFGRPLSPFECETLGMWEDQDQHHP
                     NLIQAALREAVMSGKLNFRYIDRILFEWKKNGIKTVDQAQNQGRKFRANQQRTQQTTK
                     QETKFTGKVPFYNWLEQ"
     gene            352397..353044
                     /gene="nth"
                     /locus_tag="DJ46_390"
     CDS             352397..353044
                     /gene="nth"
                     /locus_tag="DJ46_390"
                     /EC_number="4.2.99.18"
                     /note="nth: endonuclease III"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease III"
                     /protein_id="AIK65952.1"
                     /translation="MLNKTQIRYCLDTMADMYPEAHCELIHDNPFELVIAVALSAQCT
                     DALVNKVTKNLFQKYKTPEDYLSVSLEELQQDIRSIGLYRNKAKNIQKLCRMLLDDYN
                     GEVPKDRDELTKLPGVGRKTANVVVSVAFGIPAIAVDTHVERVSKRLAICRWKDSVLE
                     VEKTLMKKIPMDEWSVTHHRMIFFGRYHCKAQRPQCEECPLLEVCREGKKRMKGK"
     gene            353048..353566
                     /locus_tag="DJ46_391"
     CDS             353048..353566
                     /locus_tag="DJ46_391"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66270.1"
                     /translation="MERVIEIPREFRCLPFFKESVNSIAYYAEQSFEETIQKTYFIYD
                     IEKQYEPWNEIENSIPVMLNVWKNKHGDIATLFRNRKKQEAEGPMILFAAHLLSIVYW
                     LNEQPVHSLNKIEDFTSELEVQPVNFIERYSFIIKKPNNYHSYIQLAQLYIEIEKLYV
                     KKMITKKKSCSR"
     gene            complement(353590..356283)
                     /locus_tag="DJ46_392"
     CDS             complement(353590..356283)
                     /locus_tag="DJ46_392"
                     /note="PBP_1a_fam: penicillin-binding, 1A family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding, 1A family protein"
                     /protein_id="AIK61087.1"
                     /translation="MSDNYRSRTERNHVKNQKQETNKEKKPKKKGSFFKKFLIGCLLL
                     GIVGLVAGVSAFFVMVKDAPKLDKSKLVNPLSTKFLDKDGNFFYEYGAEKRTHVTYDQ
                     IPKVVENAFLATEDSRFYDHNGIDFKRTTKAVMENVTGGFGSQGGSTITQQVVKNYFL
                     TMDKTAKRKVQEWYLSYKLEQQYSKHEILEMYLNKINLGNRSYGIATAAQKYYGKDLK
                     DLQLHEAAMLAGLPQGPNIYDPTKKENVERATNRRNVVLSLMNRHGYITKEEMNNAVK
                     IPVTEGLQPSSEITEMKYQAFLDAVVKEVEKEYPDVNIGSDGLTIHTTLDQDAQDYAE
                     KIMDGNLIKYPNDQFQGSFVFMDTQSGEVRAIGAGRKGSKSTFKGHNMATDLKRQVGS
                     TMKPIFDYGPAIENLQWSTYHQLNDSEYTYSNGKKIRNATNSYKGDVSLREALKKSLN
                     IPALKTAQAVGLPKSQAFAEGLGMTFKDGKTFESTAIGSNDSSPLQLAGAYAAFGNGG
                     NYNKPHFVKEVTFPDGKKKSFKPKEQRAMQDYTAYMVTDVLRDVVKPGSGGTGPTAYV
                     SGVDVAGKTGTQNFDADVIKEYGIPADANRDSWFAGYTPQYTMAVWTGYEKNGPENYI
                     SDRYTRIAQQMFQVMMSKFATDKTRFERPSSVQEINGELYVKGAKKDAIKQIKVDAPS
                     GLNVTFDGASTVTLNWSGPTEVDAYAASYKATDGSSGSLSVKGTTATLGGIKPGVTYS
                     FSVVAKKGTGTSPAVGASFTAPGGTPDAKKAEEEAKKKAEEEAKKKADEEAQKKANED
                     KLKQEEATKKAEEEAKKQQEQQRKQQEEAQKKAEEEARKKAEEEAKKQQEEAQKKAEE
                     EARKKAEEEAKKQQEQQQQEQQQNTGGNTPHADGNFVTTES"
     gene            complement(356349..356951)
                     /gene="recU"
                     /locus_tag="DJ46_393"
     CDS             complement(356349..356951)
                     /gene="recU"
                     /locus_tag="DJ46_393"
                     /note="recU: recombination protein U"
                     /codon_start=1
                     /transl_table=11
                     /product="recombination protein U"
                     /protein_id="AIK64432.1"
                     /translation="MTIRYPNGKRYNQASQPHKTPIKKHTYSNRGMSLEEELNETNEY
                     YLTHNIACVHKKPTPLQIVKVDYPARSAAVVKEAYFKQPSTTDYNGVYKGKYIDFEAK
                     ETKNKTSFPLQNFHLHQIEHMKQVIAHNGIAFVIIKFTLFDELYLLDAKHIITFWNRQ
                     NTGGRKSITKEEIVEHGSLLSCGYHPRIDYIRVLDTVYFS"
     gene            357055..358080
                     /locus_tag="DJ46_394"
     CDS             357055..358080
                     /locus_tag="DJ46_394"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62692.1"
                     /translation="MFTWNDYEKIKQYRKRAVCTEEEKATVYNIKKEIEIANMDNISR
                     TQSYQDYYVRNSEIRWAFLASMVSRNAGWNMTDLKGRYYATVLPQTVKKHLFLTYEEA
                     NWIIFLDAFPQLLLYEESKRRQVPLFHLLQYFNVSIFMEKEWIYFWEKKDINRLMTAL
                     IINEQNKIQKPIIENTYFKKHVFHTALFKLQEMLHVSAVIFPTVEGKMYGFSVYQFET
                     LQKRVELGKKLAALLFHPNYKSLFHRFALQTVHTGSRADYEQYIREARKSCTPTLREV
                     YPAVAHKEISMRDWFCRDMEINELFSREEYKGEVDITEWYKRKREQIYFASIINRFVK
                     RMDEFVI"
     gene            complement(358347..358448)
                     /locus_tag="DJ46_395"
     CDS             complement(358347..358448)
                     /locus_tag="DJ46_395"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63392.1"
                     /translation="MAKNKNEKKKKQNKQNKPKTGNPKLDGPNFPAT"
     gene            358609..358851
                     /locus_tag="DJ46_396"
     CDS             358609..358851
                     /locus_tag="DJ46_396"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62516.1"
                     /translation="MAMVQKEDVMKTMDQMLSSLDLLEMNIGIRTNHALKDKSEKICN
                     KIEITEMHIEHMENKLVHHEEKGNWVKAFQNVVVSA"
     gene            358867..359211
                     /locus_tag="DJ46_397"
     CDS             358867..359211
                     /locus_tag="DJ46_397"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64307.1"
                     /translation="MKYEALIQSSEKLMQHNNEANVKKREMIEYDFYKDMKPFVDMVD
                     EELKVWKELAYEWIKEEKPKYIHVQQIDQVYDNLQTNVLQCFVNKGKGKRFFETHQAI
                     SYTLQNIIEQCK"
     gene            complement(359237..359428)
                     /locus_tag="DJ46_398"
     CDS             complement(359237..359428)
                     /locus_tag="DJ46_398"
                     /codon_start=1
                     /transl_table=11
                     /product="yppF-like family protein"
                     /protein_id="AIK65257.1"
                     /translation="MVLGDLKQAFSQKKGYYTENVNELLDFARHWYLEGKICISDYRT
                     VIKELEINGATKPTTMTEA"
     gene            359606..360085
                     /locus_tag="DJ46_399"
     CDS             359606..360085
                     /locus_tag="DJ46_399"
                     /codon_start=1
                     /transl_table=11
                     /product="yppG-like family protein"
                     /protein_id="AIK63728.1"
                     /translation="MFQQSNVYQQSNPYAQQNMYQYNTDTYLRYNMYPFEPHYGNQNY
                     YQPFEVSFMNQQQQPQQPYMNQQPQPYMNSQYYMPPPSPYGNQQAMFYPPKQPYPTQN
                     KQKQQQQPSQFSSFVSQFKNSDGNYDVNKMMNTAGQMMNAMNQVTGIVKQVGGFFGK"
     gene            360240..360662
                     /locus_tag="DJ46_400"
     CDS             360240..360662
                     /locus_tag="DJ46_400"
                     /codon_start=1
                     /transl_table=11
                     /product="inner spore coat D family protein"
                     /protein_id="AIK66249.1"
                     /translation="MHHCHPCFGGHKPTGPICTTAPVIHPTKQCVTHSFSTTVVPHIF
                     PTHTTHVHHQQIKNQNFFPQTNSNVNVVDPIDPGFGGCGPCGHGHHHHHGHQISPFGP
                     GPNVSPFGPGPNVSPFLPNNVSPVGPNIGPNVGGIFKK"
     gene            360718..361272
                     /locus_tag="DJ46_401"
     CDS             360718..361272
                     /locus_tag="DJ46_401"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62599.1"
                     /translation="MKVIAVTGYKPFELGIFKNDHPGVECIKKALRRKLTAFVEGGLE
                     WVIISGQLGVELWTAEVVFEIQVEYPDLKLAVFTPFLEQEEGWKEDNREYYEFILSQA
                     DHVDSITKRKYESPEQFKLKNQIFIEKSDALLAVYDEEKPGSPKYIVEAAKKKGEIEN
                     YHSYFILFSDLQDIIEEEQWNNAE"
     gene            361370..361708
                     /gene="gpsB"
                     /locus_tag="DJ46_402"
     CDS             361370..361708
                     /gene="gpsB"
                     /locus_tag="DJ46_402"
                     /codon_start=1
                     /transl_table=11
                     /product="cell cycle protein gpsB"
                     /protein_id="AIK66311.1"
                     /translation="MISDKIKLTAKDILEKEFKTGMRGYQQEEVDKFLDMIIKDYEAF
                     HKEFEQLKQQNARLKRELEEQKLAATQVPQQPVVQTPVAQPVYNNTNTDILKRLSNLE
                     KAVFGSKLYE"
     gene            362367..363506
                     /locus_tag="DJ46_403"
     CDS             362367..363506
                     /locus_tag="DJ46_403"
                     /codon_start=1
                     /transl_table=11
                     /product="THUMP domain protein"
                     /protein_id="AIK65810.1"
                     /translation="MGKVTLIATAAMGIEALVAREVRDLGYECQVENSKVTFEADEKA
                     ICRTNLWLRTADRVKIKVGEFKATTFDELFEKTKALNWGDYIPENGEFPVIGKSLKSE
                     LFSVSDCQRIVKKAVVEKLKTTYKRTTWFEEDGPLFRIEIAMLKDIATLTIDASGVGL
                     HKRGYRVDQGEAPLKETLAASLIKLTNWKPDRPFVDPFCGSGTIPIEAALIGQNIAPG
                     FNRGFASDEWGWVGKQNWREARQEAEDLANYDQPLQIIGSDIDHRMIRVAQDNAEEVG
                     LGDLITFKQMQVKDFTTKEDYGYVVTNPPYGERLSEKALVEQLYKEMGQVFRPLDTWS
                     AYVLTSYEAFEKCYGKDASKKRKLFNGFIRTDYYQYFGKRPPRNS"
     gene            363568..363750
                     /locus_tag="DJ46_404"
     CDS             363568..363750
                     /locus_tag="DJ46_404"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65198.1"
                     /translation="MDSFQLSMIQKAIHRTYDEIGKELDSQGAIVDEIQKAQEEYLSA
                     LSHETAIDKRYLKSLI"
     gene            363888..365825
                     /locus_tag="DJ46_405"
     CDS             363888..365825
                     /locus_tag="DJ46_405"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD/DEAH box helicase family protein"
                     /protein_id="AIK65678.1"
                     /translation="MFTEKRLPFEVGKQDNFYDKLNEWIGDVFYDILPEKGFEERDEQ
                     IFMAFQLERAFQEKKVMFAEAGVGNGKTIVYLLYAICYARYTGKPAIIACADETLIEQ
                     LVKEEGDIAKLSEALGLSVDVRLAKSMDNYLCLRKLEDVMSGRAPEVIEDVYYELPQF
                     VFDHGTMQNFTHYGDRKEFPLLNDEEWSKVNWDYFQDCFTCDSRHRCGQTLSREHYRK
                     AADLIICSQDFYMDHIWTYDARKREGQIPLLPESSCVVFDEGHLVEYAAQKALTYRLK
                     QTMMEQLLTRLLQNDIREEFAHLVEETIWQTERFFDVLQENKKEIAGSDRLEITVTEK
                     VTAEAKRLYAKIGEVGDALVFESEMHTVNTYDLNIVDEHLDVLEHSLRLFMHEKNVIT
                     WGEEGDGAFTLVIMPRAVEEVLQEKVFSKKIPYIFSSATLSNNDSFSFTANSLGVKDY
                     LSFSVASPFDYEEQMAVNLLSHTKENEWERKCQYTLENIQKTNGRTLVLFRTTQELAA
                     FKEYVSKEQMSVPFLYEGDQEISQLVSRFQNEEETVLCAVHLWEGLDIPGSSLSHVII
                     WSLPFPPNDPVFEAKRKHVNDPFWDVDVPYMILRLRQGIGRLIRTSDDKGAISIFLSD
                     TEDEKVVEAVKNVLPVEGKEL"
     gene            365931..367448
                     /locus_tag="DJ46_406"
     CDS             365931..367448
                     /locus_tag="DJ46_406"
                     /codon_start=1
                     /transl_table=11
                     /product="putative metalloprotease ypwA"
                     /protein_id="AIK62175.1"
                     /translation="MTVATYEVEKQFLTYVKKIQNYGEALSLMFWDLRTGAPKKGVDQ
                     RSEVIGMLSSEVFAMSTSDEMGNYLTELEALISEDKLSETTKKMVEECRKEYDRNKKI
                     PQAEYEAYVKLEAKAESVWEEAREKSDFEMFRPYLEQIVEFKKKFITYWGYETYKYNT
                     LLDMYEPGITVEVLDHVFGQLRERIVPLVKEISESQKRLKTSALSEHFSKEKQKNFTL
                     ELLKQLNYDFEAGRLDETVHPFEITLNRGDVRITTRYDEKDFRMAVFGTIHECGHAVY
                     EQNIAEKFEGTPLCSGTSMGIHESQSLFFENFIGRNKSFWKKNYDLLKEYSDGQFNDI
                     SVDEFYDAINESKPSFIRIEADELTYPLHVMVRYELEKELFDGTLQVKDLPAAWNDKM
                     EAYLGIRPANDAQGVLQDVHWAGGSFGYFPSYALGYMYAAQFKQRMVKDIPNFDALLE
                     EGNVTPIREWLTENIHQYGKTKKPLEILEDVTGEGLNANYLADYLEAKYREIYEL"
     gene            367494..367967
                     /locus_tag="DJ46_407"
     CDS             367494..367967
                     /locus_tag="DJ46_407"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK61650.1"
                     /translation="MDYTYTVMTQEEAEEIAYNWHYEGKYSFYDIEADEEDLAEFLHD
                     ESRGDHTFSVKENGTLIGYFTVCKITDGTVDIGLGIRPNITGNGFGLQFINAILAFSK
                     EKYGCNYITLSVATFNKRAIKVYKRAGFEAVGTFIQKTNGSCFEFLKMNYICKNN"
     gene            complement(368022..368918)
                     /locus_tag="DJ46_408"
     CDS             complement(368022..368918)
                     /locus_tag="DJ46_408"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK66293.1"
                     /translation="MTTLKVKQLANKKGLNILEDSIEINESGVDFQVAHVTEQNGDKW
                     ILRIPRRPESMRHALREKEALEIMKKHAAFQVPNWSIFSEELIAYKQLSGFPAATIDI
                     EQQKYVWNFNEKNVPTEYYISLGKVLANVHSLSQQKFNNIGVEILTANELRTSMKQRM
                     NRVKEQYHINQNLWDRWQAWLAEDSFWPSHVGVKHGDIHPGHILIDKKNNVTGLIDWT
                     EVGIGDVSIDFTSHYLLFGKDGLTKLIHSYDNAGGKTWSRMDEHIIELLTTSSITVAE
                     YAQVSGLKDMHEAAIHMLATEC"
     gene            369452..370198
                     /gene="map"
                     /locus_tag="DJ46_409"
     CDS             369452..370198
                     /gene="map"
                     /locus_tag="DJ46_409"
                     /EC_number="3.4.11.18"
                     /note="met_pdase_I: methionine aminopeptidase, type I"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine aminopeptidase, type I"
                     /protein_id="AIK64584.1"
                     /translation="MITIKTKNEIDLMHESGKLLASCHREIAKIMKPGITTKGINTFV
                     ETYLEKHGATSEQKGYNGYPYAVCASVNDEMCHGFPNEIPLNEGDIVTIDMVVNLNGG
                     LSDSAWTYIVGNVSDEAERLLLVAENALYKGIDQAVIGNRVGDIGYAIESYVANEGFS
                     VARDFTGHGIGKKIHEEPAIFHFGKQGQGPELQEGMVITIEPIVNVGMRYCKVDLNGW
                     TARTMDGKLSAQYEHTIVITKDGPIILTKL"
     gene            370524..371117
                     /gene="xpt"
                     /locus_tag="DJ46_410"
     CDS             370524..371117
                     /gene="xpt"
                     /locus_tag="DJ46_410"
                     /EC_number="2.4.2.22"
                     /note="XPRTase: xanthine phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="xanthine phosphoribosyltransferase"
                     /protein_id="AIK64605.1"
                     /translation="MKVLQEKILNEGKVLSGDVLKVDAFLNHQIDPVLMQEIGKEFAK
                     RFKEENITKIVTIESSGIAPAVMAALELGVKVIFARKRKSLTLQDNMYVANVYSFTKQ
                     ETNEISLSRNHIDESDRVLIIDDFLANGQAALGLMSLVEQAGASIAGIGIVIEKAFQD
                     GGKKLREQGIRVESLAEIASLDNNAVTFVQQETAEVK"
     gene            371121..372443
                     /gene="pbuX"
                     /locus_tag="DJ46_411"
     CDS             371121..372443
                     /gene="pbuX"
                     /locus_tag="DJ46_411"
                     /note="pbuX: xanthine permease family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="xanthine permease family protein"
                     /protein_id="AIK63746.1"
                     /translation="MKQHPFKIASLGMQHMLAMYAGAIIVPLIVGGGLGLNQKELTYL
                     VSIDLLMCGVATILQALSNRFFGIGLPVVLGCTFTAVGPMIAIGKQYGVSSIYGAIIA
                     AGLFVVIFAKLFGKLVKLFPPVVTGSVVTVIGVTLVPAAINDMAGGVGSKDFGSLENL
                     ALAFGVLLFIIIMYRFFDGFIRSISILLGLLFGTIVAAFMGKVSLQAVGEADWFHGIQ
                     PFYFGTPTFELTPIITMILVACVGIVEATGVYFALSDICNKKIGEKELTKGYRAEGLA
                     MVLGGIFNAFPYTTYSQNVGLVQLTGVRNRVIIYTCGGMLIALGFIPKIAAITTIIPK
                     SVLGGAMLAMFGMVMAYGIKMLSSVDFGRQENLLIVACSVGIGLGVTVVPTLFSQLPE
                     SIRILTDNGIVLGSASAVLLNIVFNMVPQRKVKVKDEPVPMQSAVREA"
     gene            complement(372516..373679)
                     /locus_tag="DJ46_412"
     CDS             complement(372516..373679)
                     /locus_tag="DJ46_412"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61973.1"
                     /translation="MTQNISQGERIHSIDIIRGIAVLGIFLVNWPIIAGIDSRDLSGV
                     YEGLDSYIRLFYDMFIQTKFYTIFSFLFGLGFYIFMTRAEAKTDRPKTLFVRRLLILL
                     LFGFLHYVLLWDGDILHSYAIAGFFLFLFYKRKPRTILIWAIVLLSIFQFLMLIATIG
                     IAFMPKEELGLSLPIMPLEDWVSQIQNRFHAFYANGIGLNVSMLPETVGLFLLGLYAG
                     KKDIFRRTKELDPKLKKWQIIMFVLTLPFWFFMVRYFLSTSSYEPLYMQGLAMFSGKT
                     LFIFYIFTLMRLLQKEKWQTLLRPFQYVGRMALTNYISHTIVTLLVFGLLLKSYYPAP
                     LWVGPLFCVGFYTLQIFISRWWLSRYQYGPLEYIWHLGTYGKMMPLKKKSKVS"
     gene            373940..374032
                     /locus_tag="DJ46_413"
     CDS             373940..374032
                     /locus_tag="DJ46_413"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65908.1"
                     /translation="MSMVYALVAGTVAVYAVIAKYVLNGVGTAK"
     gene            374227..377886
                     /locus_tag="DJ46_414"
     CDS             374227..377886
                     /locus_tag="DJ46_414"
                     /note="small_GTP: small GTP-binding domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="small GTP-binding domain protein"
                     /protein_id="AIK62207.1"
                     /translation="MTNIVQTNGMKKLVCFYEEWQKHGDAENSLKLFEVIQKYKREQL
                     MIAFCGHFSAGKSTMMNHLYKAQLLPTSPIPTSANVVKIEKGSDRVVVTIKSGEQYEY
                     DGAYSAEELKQICKDGDEVIGVHIYRNDAPIPEGVMLVDTPGIDSTDDAHQLATESTL
                     HLADVIFYMMDYNHVQSEVNLQFVKELKQRNKTVYLVVNQIDKHKENELSFADYRDSV
                     KQSFSNWDIEVDGVYYTSLRMMNHPHNEIENLETLITSIMKEKEQYVRDGMERETEYL
                     MGEHVSFILSENEKALLKYEEELASPLSISEIVEKKEGLTETKHREASKESHVRNEFI
                     KGLQAILDNAYLMPFEMRELANAYLETKLTKFKVGLLFAKGKTEQEKQRRLDAFYSAL
                     QKTVETQLDFHVKEFIVAFLKEEGLFTEEIGKDIYALEIAFGPEMLAEVIKQGAGFTG
                     DYLLLYTADVANELKKRYFTKAQQIFDKSAVVLKKKVKEAVARIEEEIETYTMLQTAK
                     ETKLQYSNNLETYESYLQNVWHERVATPEGLQIEEILQSEKQIVSEKFTLQAQEVVND
                     NVAAHEEEIKGTAALNIQRILEKVKEAETILEPLPALKHVQQEIIEKRRRVETKQFTV
                     ALFGAFSAGKSSFANALLGEKVLPVSPNPTTATINQILPVTEEKPHGTVMVQFKSKQA
                     LLEDMKAVYKLFHYEITTLDEALAQIDKVMKYPSPTGKQKTTFSFLRAVQKGYDTVST
                     HLGEQVQVTLEEFSDYVANEEKSCFVEYMELYYDCALTRQGVALVDTPGADSINARHT
                     DVAFQYIKNADAILFVTYYNHVFSRADREFLIQLGRVKDTFALDKMFFLINAADLAES
                     EEELEMVKGYIADQLLQYGIRNPRLFAISSLCALEEKQGKNIGKEKYGILQNSGIAKL
                     EESFTSFMMRDLMLVSVHALYGALQGAGHLLVNMINGAKQGNEEKEKQTKKYEAERDQ
                     LLHIISSYSVLAEEQAMQNEVKELLYYVQQRLFLRYNDVFTEFINPASLRTDGNVKVQ
                     LQQCVMELVAFIQHDLLQEMRATSLRLEKWIDETMKRAKNEIVVSCKVENESISMNGT
                     VEYEYKDITHKEPFPSVEIKDFKKALAHFKNEKSFFEKNDKAFMQEDAKSVLEPLVSN
                     YVADEKDLFIHHYKQEWDLKWDLFQKVMQQDVMNYYESVLFALAATIDVSLYEQSKEQ
                     LQKQLVEIEKEIYVM"
     gene            complement(377890..378144)
                     /locus_tag="DJ46_415"
     CDS             complement(377890..378144)
                     /locus_tag="DJ46_415"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64922.1"
                     /translation="MDNNEKKCNVISIDGKKKKSDTYAYPKLVVENKTYEFSSFVLCG
                     ETPDGRRLVLTHMISTDEFAGFVKSLDTVLQKKIERIFFS"
     gene            378217..378684
                     /locus_tag="DJ46_416"
     CDS             378217..378684
                     /locus_tag="DJ46_416"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64007.1"
                     /translation="MNVVIERISKEAVQKPLLLLADPSEGQIDTYVQRGKTYVAKQEG
                     RVIGVYVLLETRPKTMEIMNIAVVEHLQGKGIGKKLLEHAVETAKEHGMSKLEVGTGN
                     SSVSQLALYQKCGFRIFSIDFDYFSKHYEEEIIENGIVCRDMIRLAMELNENV"
     gene            378706..378978
                     /locus_tag="DJ46_417"
     CDS             378706..378978
                     /locus_tag="DJ46_417"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62029.1"
                     /translation="MEVHKAITAHSRKQNESVKACLQLDAQREAAIEAAVSLASNGKE
                     FSVDVINVVTKQINALAKNGVTLQRKYVTKEMVMEYVSRLKEKEGR"
     gene            378981..379814
                     /locus_tag="DJ46_418"
     CDS             378981..379814
                     /locus_tag="DJ46_418"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AIK66294.1"
                     /translation="MIVTVEWLREHIEDENVRIIDCRFDLANPNWGREKYEEEHIPYA
                     LYFDLNVDLSSPVTEHGGRHPLPNVEEFADKLSQAGIDEHMTVIAYDSEAGANASRLW
                     WLLNYVGHEKVYILDGGFPAWKENGLPITPEIPVVIRKTFKANIQDHMLVTMETVREN
                     IDAGKDVTLIDSREPKRYAGVEELVDPKAGHIPTAVNYFWKDGMLQSGQFKNEAQQQE
                     RFQNLSKDKETIVYCGSGVTACPNIVALKLAGFQNVKLYAGSWSDWISYPENQIAKEE
                     D"
     gene            complement(380494..380943)
                     /locus_tag="DJ46_419"
     CDS             complement(380494..380943)
                     /locus_tag="DJ46_419"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK62511.1"
                     /translation="MRLEYRLNDETKKYPALWNYTNISNAEIIARMTCEYFIKDKNTY
                     VVTATSVDPDGTAVIYIQKEEFANDPSDPIYSHIGFEVRELSETSSSIINSKDVWNYE
                     EILPSLHSDIIYIQHDGMHMEFTLDSREIDEDRKCYIYYGNFTGESR"
     gene            381027..381338
                     /locus_tag="DJ46_420"
     CDS             381027..381338
                     /locus_tag="DJ46_420"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65809.1"
                     /translation="MTKTKWLVGGVVTSLMTGTLFGCAQDLPPKPNDKSCSDWDWDDE
                     LGVWQCDESSSSYRGHYFYGGTYYRNKSTFKNSSAFKSYQSSAEFKGGIGSGSKGGFG
                     G"
     gene            381459..382577
                     /locus_tag="DJ46_421"
     CDS             381459..382577
                     /locus_tag="DJ46_421"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathionylspermidine synthase preATP-grasp
                     family protein"
                     /protein_id="AIK61474.1"
                     /translation="MKQLKLATERMGKIFFKTARLLRNLNDDQLLELGFPPASLSFIR
                     IKGLYPESVISRFDFVLTDDNQIKMLEFNSDTPTFIMECFQMNGKVCEQLGYDDPNSD
                     QERLLSSGITKAVMEATQGIDNPNVVFTAHHEHIEDWNTTMYLSQLCHVENKVVPMSE
                     LRITKDALVDRDGVQIDVLYRQTYPIEDLIEDQDPETGDLVGVELLQLVKAGKLFIIN
                     PLSAFLLQPKSVQCLIWGLAEEEAFYTNEEQQWIKEYMLPTYLEPDLFLGKGSFVQKP
                     SFGREGDTITIRDKDEHIMIQNAHQTYKASLPIFQKYTELPVVSLETEKGVEELSYVF
                     GSFLIAGKASSIGIRAGEKITGNESYYLPVGIKKEESI"
     gene            382574..382960
                     /locus_tag="DJ46_422"
     CDS             382574..382960
                     /locus_tag="DJ46_422"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64293.1"
                     /translation="MINFLLYLAVTLGLLCIGLLLMEVTTKVKEFKLMAQGNKAVSYV
                     LGGRLLGLAIVLYSTAANSISLFDMVSWGAVGILAQIIVFYLAEWLTPRFNINKSLEE
                     DNQAVGLFLMFLSLSIGIVIAGCITY"
     gene            383653..384378
                     /locus_tag="DJ46_423"
     CDS             383653..384378
                     /locus_tag="DJ46_423"
                     /codon_start=1
                     /transl_table=11
                     /product="E1-E2 ATPase family protein"
                     /protein_id="AIK64515.1"
                     /translation="MLYANKTVGNTSYKLSKKSMKEQTLLQKNKDLLIEIATRDVKSV
                     FAYFKTTRDGLSMKEAQKRIQVYGRNELTSKRARIAEVMMKLSEMIPGFSKQHVRDGL
                     QCEKITVSRVECSSVTGVNGELKMMNLPVQELVPGDMIFLSEGDTVPADVRIIYANDL
                     LVNESALTGNDANIEKFESCYHLERKRFMPLKRMKDYNPLELENVCFKGTYIVGGNAK
                     AVVVSTGKNTYSGILHTCCSRTS"
     gene            384509..385375
                     /gene="ypcP"
                     /locus_tag="DJ46_424"
     CDS             384509..385375
                     /gene="ypcP"
                     /locus_tag="DJ46_424"
                     /codon_start=1
                     /transl_table=11
                     /product="5'-3' exonuclease"
                     /protein_id="AIK65284.1"
                     /translation="MKKVLLVDGMALLFRAFYATSVYGQFMKRQDGTPTNGIHGYMKH
                     LLTAMQAIEPTHIVTCWDMGSTTFRTESFSNYKANRAAPPEELIPQFDLVQEMTAKLS
                     VPVIGMKGYEADDCIGTLAKQYCNEAEVYILTGDTDLLQLVDKNVTVMLLRKGMGNYE
                     YYTPEKIMEEKGVEPWQIVHAKAFMGDTSDNYPGVKGIGEKTAYKLIQEHGTVATVLE
                     NVASLTKAQRTKIESDLENLNISLQLAQIHCEVPISCSLEEGLHTIDEEKLRFVCEEM
                     NWGRPEMLINML"
     gene            385732..385872
                     /locus_tag="DJ46_425"
     CDS             385732..385872
                     /locus_tag="DJ46_425"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64654.1"
                     /translation="MRKKVRKSFKQLLIENKQSLLNNKENMKEIEERIEKRHVAYSGA
                     SN"
     gene            386204..387397
                     /locus_tag="DJ46_426"
     CDS             386204..387397
                     /locus_tag="DJ46_426"
                     /codon_start=1
                     /transl_table=11
                     /product="acyltransferase family protein"
                     /protein_id="AIK62584.1"
                     /translation="MNRYEELDSIRGISSLVVMIGHHLMIFSVFQNYSYEDNKPFVMY
                     LLKETPARLVFSSGNESVIIFFVLSGFVLYESIQKNYDSYRSFLVKRICRIYIPYIVA
                     ILIAILCQTTMSEYGISHLSEWFNRSWTIESSLSLIVQHILLVGKYNTDAYNGVIWSL
                     VHEMRISIIFPLVLMVCLRKTLRDSLLTLFSFSICSVAILFLFRSSLTLTSYMLTPHY
                     TVLFLLGALVAKYKNNVIVFYSNRTKNEKIAWFLLAILLYMYEGLIGEIKVLNNFILR
                     DYVVAISACLFVILSLSVSTFSSLLRNKYLLYLGKISYSLYLYHIISLFSLIYMLHEI
                     LPLPIILIFSLVFSFILAMLSYIFVEKFAFRVGKYVTKQANRKKKGLSVKNDVQNMNQ
                     TKAVK"
     gene            387398..388141
                     /locus_tag="DJ46_427"
     CDS             387398..388141
                     /locus_tag="DJ46_427"
                     /codon_start=1
                     /transl_table=11
                     /product="chain length determinant family protein"
                     /protein_id="AIK64613.1"
                     /translation="MKQEISMKDFQQLLKRRIVTIILTMCCLTVSLILISMYVLKPSY
                     QYSTQILVGNLDEFNKENSTNKTQENKQLVTSYVDILKSPLIISTVKKTLKLEQSSHE
                     LVQKISVVNMDNSQIVTVTAKDSDPIIVKEIVKSLAEQSQKSFQQYTNVQGVKILTDP
                     ELQEKAEKLFPKFQLIIPISVIVSFFVGIGLAVFRDYFDERIYVEQDLEKITTVPVIG
                     HINMEPKRKKESTEVDPQSAIYRGEHVDV"
     gene            388128..388343
                     /locus_tag="DJ46_428"
     CDS             388128..388343
                     /locus_tag="DJ46_428"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tyrosine-protein kinase"
                     /protein_id="AIK63731.1"
                     /translation="MSMFKTKKQLLFNPHDALMKEQFYTVYHELKKTGKQVFTVISTK
                     DRGVVAQLIVNIGLVFAEMKKRCYLSM"
     gene            388340..388588
                     /locus_tag="DJ46_429"
     CDS             388340..388588
                     /locus_tag="DJ46_429"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tyrosine-protein kinase"
                     /protein_id="AIK62522.1"
                     /translation="MNFSDPKLHLLLQSNHTKTVNDIISDFTCSYESFSSNLSKYLYC
                     IPAKKTVHTGTTLVSMDEFDRAIAKWREDFDYIFFVFF"
     gene            388560..388748
                     /locus_tag="DJ46_430"
     CDS             388560..388748
                     /locus_tag="DJ46_430"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tyrosine-protein kinase"
                     /protein_id="AIK65315.1"
                     /translation="MIIFFLYSSEVFELPATHISAGKCDGVILAVKKRKDSLRTVQKA
                     ITDIKKKECELMGIVLYS"
     gene            388767..389405
                     /locus_tag="DJ46_431"
     CDS             388767..389405
                     /locus_tag="DJ46_431"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial sugar transferase family protein"
                     /protein_id="AIK63099.1"
                     /translation="MIRETNQAKLYAIPAPEKNSILNRSIKRLFDIIFSLILLLVTLP
                     IMLFFCIMIAFETAGAPIYFQERLGINGKKFNVFKLRSMVKEAEINGPQWADENDSRI
                     TKVGSFIRKTRIDELPQLLNILKGDMSFVGPRPEREYFYKQFDTYIPEFKDRLIVKPG
                     LTGWAQINGGYNLDAKEKLKLDMEYIEMKTIRMDIRILCKTVLIVLNGNGAR"
     gene            389448..390884
                     /locus_tag="DJ46_432"
     CDS             389448..390884
                     /locus_tag="DJ46_432"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide biosynthesis family protein"
                     /protein_id="AIK63067.1"
                     /translation="MGKSILNNIIHLFYSTILANLLQAVSLIALANFFNAQHYGMFSV
                     AIAVTFIMLFFTDLGLTNTFLREGAKDGVDLGKILSSYIKIRMILLIFISIIGYIAIH
                     YMYADRNVIYMMINVMFFMLIGLIFQNIGITYFQLMERMKYIALIKVVSASVVIIITC
                     FCIFGELPVYVTARLYAFGYMIGGLFSIYIMRKKTKMNMKVVIHKALFWQLTPFIISG
                     FLIMSTPQLAPILLNYTLPLSMVGVFAVAYRMPAALYQVPGVIAGAFYPVLFKHYNQK
                     NLEEHTKLNLLQIKSMAIVGICMTIGLYYLAPYFISIFFHEEWSNAVEPLQILSFLIV
                     LQSLNIAIADGLTTSGRQNKRTVVQCIALVIGGIMLYSFSSIGGVIGAAYAMVLFEIV
                     ALVGYIAVSVVRKKIVFQIVIPYTSYFGVTFIGVQYMLHTYHFIALVLNTLIVVVGIF
                     LYDYELKKLLLSFITKTRKKDYITKQGI"
     gene            390888..392102
                     /locus_tag="DJ46_433"
     CDS             390888..392102
                     /locus_tag="DJ46_433"
                     /codon_start=1
                     /transl_table=11
                     /product="O-Antigen ligase family protein"
                     /protein_id="AIK65384.1"
                     /translation="MENNMKISMKWIMLLILFVMLSKYNIYIGFSLKIYMIFLVIYFC
                     LTIKNFHIQKLYFHEVVFLLFYFIYCLSGILSIYLHASIRMIFGVLLVLGCYFIMRNL
                     LGNVEIATLESSIVYVGFIFNIVSLILYIVGLQHFGLYGGEEREIFAGLLVDRGYPRL
                     IGLLDDPNIFIFYNTIFFMYYMTNLHNMTNILGLILCVTTSLLTFSRGGILALVLVIF
                     VYVCTSSFAKKIKIMMSLLLFSVVIFSLSNSVMGGQLDDILNKRISDFSHDNGSGRFT
                     LWEAAFKYYLTNPYIGIGAFNFSNYYEFQFNEKLYVHNTFLEILSESGTIGFLLYSAF
                     LFVLMFKLMQYTLFREKPYLLLTMVAFLFQMMSLSLIINEAFFLFLAIVVKYISIYEG
                     RGKIDGKMSIST"
     gene            392077..392877
                     /locus_tag="DJ46_434"
     CDS             392077..392877
                     /locus_tag="DJ46_434"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK64861.1"
                     /translation="MVKCLSAHNKAPHVSVITPSYNSIRFIGETIVSVQNQSYENWEM
                     IIVDDASTDESVTKIKEIIEGDSRIRLVSLKENIGAAKARNIAIQEARGRYIAFLDSD
                     DIWLPHKLKTQLLFMEEMNVSFSYASYSLIDENGNELNRKVNVPKSVDYHCLAGNTII
                     GCLTVIIDRERIPHIEMPSVQPEDTALWLKLLHEGHEAKGIQQVLAKYRIVANSVSRN
                     KIKAAFRYWKLLRDQKCLNAVQIFYYFSKYAYHAYRKNKINVVGKTQL"
     gene            392874..393926
                     /locus_tag="DJ46_435"
     CDS             392874..393926
                     /locus_tag="DJ46_435"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK66184.1"
                     /translation="MNILLMTDKLITGGAESYFCKLESNLRYEDFKVYTAAGDGELYE
                     SLTRKENFMLLSRWNHLRNIYYLRNEICKRKIELIHANSLRMVLYAFLLQKFMKKKMK
                     IVYTKHNVTILEKKMPTLFRYFMNKYVNNIITVSEFEKNNLLSMHVAEEKVKTIYNGV
                     DIEKFLFQQKKKESIYKIGILARLSKEKNHQLFVKIANVLKKRDDFLFYIAGDGPEKE
                     SIMNEIEKYGLQQRVTMLGNISDPHRFIGNMDALLLLSFREVFPMVVIEAMATGTPIV
                     SIDVGGINEAVINGESGVLIHEYCESEFASVLEELQGNEEKVNDIRLKAREKAERYFS
                     LTKMIEETKGIYELNK"
     gene            394018..395565
                     /locus_tag="DJ46_436"
     CDS             394018..395565
                     /locus_tag="DJ46_436"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61245.1"
                     /translation="MSEYISSQEDCAPENSVHIDCFGAVPNSGNDSSLAIQQAINYCV
                     ANRISTVRITGVNTYKIVKPIIIKSNVRLELDPTVTLQIDGDFNVFELQQNASITGGT
                     VQVINPVFQSAVIYVSGSQQIEVPNHSLISNINIINATSSYKGKAIHFYCQKAWDYIS
                     FFQVNFIQIKNFQTAIHLKTEYIDDINTPCWINANVFQSIFIDGCQYGIEVDGNSDLP
                     NESSGNTFHDIQVQCRQQTKKVIRCTGAYNTFDCMIWDTYRMSSEQIVIEFSSNSHRN
                     YLFSNLLSTTIVDKGQYNVCKSTYEESLRIQLPITLNKPHLIGNQDDILVNAQQKYTV
                     KQVSGKLPYGGNLANCFNLIDEQSVNYIDVPDSNPVVIELDFTKNPIKMLNCFGMYFG
                     WGESPKKIKVEYALSATGNWVVASDVPLNVGDTIISNMKASQLYKVRITLSGYSQDHK
                     RFRINRMFARSSMENGNAWLATTGGRMFGDIEIEASKGIIMKTASGVKWKVTMNEAGQ
                     LITTKIT"
     gene            complement(395677..410730)
                     /locus_tag="DJ46_437"
     CDS             complement(395677..410730)
                     /locus_tag="DJ46_437"
                     /note="B_ant_repeat: conserved repeat domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63256.1"
                     /translation="MPITNRFSTTTNGALAITGNTLGLSKISNQNRAGTIGAIGAFIT
                     TNTALQVPTFPAGTTLNYTQNSSTAILNIPAGSTILYAELIWGGNYLSRDQNITSVLG
                     NPVSFTTPVSTYSITPSAVTASNQTFVSGSITFGFYTRSADVTSLIQAGGSGSYTTGS
                     VPGLVDPIDASNGTINSAGWTLIVAYQNGTLPARNLTIYVAGNRVSAETGSADVSVSG
                     FLTPSGGPVSGRLFLSSTEGDADLIGDQALFGPNFSSLNALSGPNNAVNKFFGSQINN
                     AAGNLDTTGTFGTRNQSASTGTNISAGRQGWDITSIDISPYLTNSQVSAAIRLTTNGD
                     AYMLNTVGLQININSPNIQATKSVNKSVAAIGDVLTYTVTIPNTGLLPANNVIFTDIL
                     PNGTSFIPGTVTVDNVPQTNANPAAGISLGTINNSASRTVTFQATVVSFPSQNPISNT
                     ANITFQYTPIAGGTTFNGLATSNSAGTQVNLADINGTKSVNKLFTDIGETLTYSIALA
                     NIGNIAATNVIYTDPIPSGTTFVPGSVTVNGVTQAGANPATGISIGSIAANSTTTVAF
                     QVFVPSIPQTNPILNSGTTTYQYIPVPNQPAVSGTDTTNIVSTQVNNATVTMAKAVDK
                     NFADIGDTLTYTVSFTSTGNTNANNVIFTDVIPTGTTFVLNSLTIDGTTQGGANPANG
                     VNIGSIPTGTTKNVSFQVVVNTIPALNVVSNGSSASYQYTVNPSQSPVTKNISSNLVS
                     TQINNANLALTKSTNKQFATIGETISYTILITNSGNTAATNVQLTDPLPNGTILTPGS
                     VTLNGVLQNVDSLVALPIGTIPGGATFTLSFQVTVINITTQNPIINNAFASYLYTVNP
                     SLPPTSKTANSNSVTSTIRLANLQATKSVDKTFAEVGDVLTYTFSLTNDGNVAANNIV
                     LSDSIANGTAFVPNSVTINNVTQPGVTPASINIGSTTAGTTITASFKVLITSIPNPNP
                     ISNSASISYNFIVDPNAFPISKNTTSTTTFTQVNDANIISAKTVDRASATVGDVLTYT
                     VVLTNAGSVSADSPTFVDTNPDGTTFIPNTFLINGVLQNNADPNVGVPLPSIPANGSL
                     TVSYQVTVTSLPTQNPTINSSSTQYSFILNPGDPPTIETSLSNTVSTQINLANVVIVK
                     QVDLTIADVGQPITYTIALANPGNTPANNVVVTDILPPGTTLVPNSIFIGGALQLGAD
                     PSAGLQVGTIPAGGFTTIVFQIGANSLPSPNPVQNSAVLQYNFIADPNSPPVVRNSAS
                     NIVTTQINTANIVATKLTSTNFADVGDVITYATILTNNGNIPASNVTFTDIIPAGTIF
                     LPNTVTINGVPIANANPANGILIGTIGANSSRTVAFQVFVPTIPSANPIANQSSTTFQ
                     YTYDPSKPAVMQMVASNTVQTTINNATITSVKSADKQFANVNDIITYTTTLTNNGNTL
                     ASNIVFTDAIPSGTSFIPNSVTVNGTTLSNANPANGIAIDPINPNANTIISFQVQVNS
                     IPNPNPIPNQSNTTYQYVVNPNLPPASSNTLSNVITTQINNATIIATKSVNTPNAAIG
                     DIVTYTIAVTNTGNIPASATVLTDGLGPGASFIPNSVTINNVSQPGLDPSLGIHLDDI
                     SPEGTTFITFQVKILAIPPSGTLTNNALVNYEYTVNPTETPAVGSTVTNTTVTPIVDA
                     TLVINKNASTTFATIGDTITFTSVVTNTGNTTANNIVFTDSIPNGTTFVPNSFKINGV
                     TVPNTNPQNSINIGNLNANASVTLSFQVNITTLPNPNPIPNQSSLQYRFIVDINEPPV
                     SRTVQSNKTFTQVNSASVIATKTASSAFAAVGDTITYTTTLTNSGNTTANTPVFIDIL
                     PAELSFVPDSVQINTIPQLGFRPDTGVPLDSIPVGGTITISFQAIVGSIPAINPTLNQ
                     SSTTYSIIVDPTQPPVTEIATSNPTLIQINEAIIQATKSVDRLFSDVAPGNSFLTYTV
                     LLENIGNTTATNIIFTDPIPNHTVFIEDSVRVGGILLPGVNPANGIPIGDIIAGDFIN
                     ITFRVQVVSIPNPIFTIGPGGPNSPVVNGASINYQFMTGPNLPLASRSTTSNPVSTQI
                     NSGEIALVKSVDKTFVTIGDTLSYSISLSNPGNVTSQNIIFTDVLPEGITFISGTLTN
                     DSGTQQIGNPATGIQIGNINPGSTATIVINALVTNIPSINPISNFSSVQFAHVVDPSQ
                     PSVSQTNLSNTVSTTIKSAILTTTKSADKSVISVGDTITYTTTITNTGNTAAANIKFT
                     SAIPANTTFIPNSVTINGVQQSGVQPALGVNIPNIAPGETVTVTFQVNVLSVPSSSSI
                     MGNDTILYSYTVDPNGTPVTTSTSTNIVTNPVLDAIITMVKSVDQTLVTLGDTITYTI
                     LLTNTGNTNATNITFTDLIPNGTTFITDSVTIDGITQIGLNPNTGITIGAIAPNSSIS
                     IAFQVTATSTPVQNPIANSATASYTFIADPNAPIVSRTVTSNTVFTTINTATILSLKQ
                     VDKSFSRIGDTLTYTVALTNNGNSSAQNVIFTDTVPSGTAFIADTFSINGIPQSGANP
                     VNGVNIGSITAGTTVTVSFQVTVTSLPTENPIVNFSSTSYQLVSPPDAETSISNPVST
                     QIKEAILSMAKNESLSFANIGQTAFYTTSISNIGNTDATNIVFTDVLPNGVTFVPNTL
                     TVDGVLQPDANPNTGVLLATLPPNEIYSIVFQVTVNSIPPINPAPNTASTTYEFTVDP
                     VNPPVLSAATSNTTLLQINNANIISTKTTDLTFADVGNTITFTLNLPNTGNVTATDVT
                     VIDTLDSNLTFVPNSFTVNGQTILNADLSTGVNIGSINGGTAAIVTFQATVTTLPINN
                     PISNSALTTYRYIVDPDQSPITTSNQSNTTTTQINSAILTAQKSTNVFTVDIGQDIVY
                     SVTITNSGNVNATNVIFTDVIPDGTSFEPNSFTLNGTIIENANIITGVPIGDIAPNES
                     AIVEFHITSNEIPAINPITNQASVSFQHIVNPANPPVSKNITSNSVTTTIESAILTTT
                     KIGDKAFATIGDTITYTTTITNIGNIPANNVIFSDPIPSWTQFVAGSVIVDGTPLPSA
                     SITSGIGINTIIPNQTVTIIFQVQIVSNPPTFTPELQNLAFVNFQYNVGNALQAQPGN
                     VETNVFVTAIHSAILSAVKTASTAFANIGDTITYTVLIQNSGNTNATNVNFSDLIPGG
                     TTFVENSFAVNGNTIPGANPNSGVNIGTVSAGSSLTVTFQVIVTSTPPSNPITNVASI
                     QFAFIVDPAAPPVTGTVTSNSASTQINNATVTTLLEADRTIVSIGDIITYTATLTNTG
                     NFPANSVLLINGVPEGALFVPNSVTLNGISLPDASPTLGIPVGIIAPGNSATITFQFL
                     ANSIPPQGAIINQALTSYTYIVDPSQPPVTATSSSNTVTTAVVDASLSVIKNTDSIVQ
                     STDGTITYTVVIQNNGNTTANTVTLTDLVPEGTALIPNSVTINSISIPGADPNVGIPL
                     NSIAPSEIVTVTFQVIVQSIPSVNPISNIARIDYTFIADPTAPIVSRTITSNPAFTQI
                     SDANVLSLKAVNAQQATTGDILTYTITLENTGNIPATNLIFSDTIPEGTTFVENSFTL
                     NGTAILGANPNVGVTLPNLAANATHLIAFQVLINDPFSQQSITNQSNTTYTIQPDPGQ
                     PPITETSTSNIVITNFVQAQLTITKTSNPITVDIGGTILYISEVKNSGNVDAINIIFT
                     DSIPVGTTFVLDSVTINGVLQPDANPENGIPIGTIPPNSSKTILFQVQTNNPPTETEI
                     VNQSSVTYQYVSIPTAPPVNRSANSNIVTTSLQNANIISVKSADVTFVSIGQFITYTN
                     TLQNIGTVPANNTVFIDNIPEGTIFIEDSLSINNVIQPGTNPENGVTLGTIQPDETVT
                     ISFQVQLTNIPEDNTVINISDTSYEYQIDPSSPIIQRRSLSNTVNTEVRTANVSAIKS
                     ANRSITRIGQIITYTIAVTNAGTVPITNTLLIDAIAAGTTFVPDSILVDGIPRPNENP
                     STGISLNIILPNNTIIVTFQVNVDSIPSQNNMNNIAVIHYEYQPDQSLPPISETTASN
                     STNIQFIEAILFATKSANTVLANIDETIEYTVLIQNNGSTTTNSIFFTDTIEDGSIFI
                     PGSVIVNNTVLPAADPNIGFSIPNIASGQVATITFQVSVTNLPVANPTPNTANIVYDF
                     IFNPDFAPIQKSTTSNTTFVQINDADIVSLKTVDLTSVTIGDVLTYTTTLTNTGNTDA
                     TAVVFTDNIPGGTTFIDGSVLVNNIPQLNANPSTGILVGTIAPNISIPVTFSVTVVAL
                     PTSGHVQNQATSRYTINGEEQISTSNITFTEVISANIIAVKTTPIQYADLQTIIPYTI
                     SITNNGNIQVENIIVTDIIPANTNFIENSVIVNGNTRPNDNPLSGIPIDNILPNTTAT
                     VLFQVRVTSIPQTNPISNTSTIEYEYTVGDQPPITKTIISSAALTEINHANLNSNKAV
                     DLAFAMVGDTLTYTITLNQTGNVAANDVIIQDMIPQGTTFIENSVIVNGETLPGVNPA
                     NGIPIGTIIVDGDAIASFQVTVTSIPIRNELTNQAISTFNYIVNPNNVPVTNTTTTNT
                     VTTTVQNDNVIAIKAVDFTSALPGQTLTYTITITNNGNITIEDLLLVDMAPVDTTFVI
                     GSVTINGINQPNANPENGITLGTLAPNDSVIITFQVTISSSTLQSTINNDATIFYTPI
                     VGLIEPPITITRQIDIVTKQTNTVTTTIIDPMVHIEKTADKSIVVLGDILTFTLEIFN
                     DSPIPTVSTAVIDTIPAGTTFIENSVTLNGTPVPNVRPDTSMNIGSLPADAVAILTFK
                     VLVTSIPSNSTIINSATVTATFQLTPQDPIITFIVNSNIVRIPVQFVTATVVKNASVT
                     SAYLNQYFDYTVRITNTSEISLSNISLQDTIPVGLQFINGTVFINEERSPLANPNIGF
                     LVATNLEPNETIIVLFTVQVISPPVNNEFKNTANISLQLQVSPTDPPITETVTSNENI
                     VIFVPENQDEIVPNLNCFFDGERFVRITPRNVGNYLWTWIWWR"
     gene            410862..411713
                     /locus_tag="DJ46_438"
     CDS             410862..411713
                     /locus_tag="DJ46_438"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK64473.1"
                     /translation="MEMRVERLKKENIEDIVVLSSYIGWDYNRAEVETIFNSGIVYGV
                     WNERKKLIASAAIILYGEALASIGMVIVHPDYKGKGIGKMITNSCIKSVSTQNPIMLI
                     ATDEGKPLYEKLGFRSVSYVSKYICNSYNVNNHCVGNEDYMMNYEVSDLEKIIKIDED
                     AFGTNRKEFLKKRIMQSEQCTVVKDKEQNILGYGLSIQTPENKIIGPVSAKNDAMAMR
                     IVHDLARGHHGKLRIDVPEGKKDFMKELQIIGFQKVNTPPIMMKNSDQLLKRNNELYS
                     IAAQIFG"
     gene            complement(411754..412314)
                     /locus_tag="DJ46_439"
     CDS             complement(411754..412314)
                     /locus_tag="DJ46_439"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK66355.1"
                     /translation="MKQALLIIDAQQELMDGNEQEHEVFRKTDLLATLNTAVQKAIDV
                     NALIVFVRDIDVASGSGEGFEVHNQIQVPQSAILINKAATNSFYGTSLLELLKEEKIN
                     HIVIGGCKTEHCIDTAVRTATVEGFDVTLIKNGHSTTDSTVLSAEQIIDHHNKILHGH
                     YNVDHFSVVRDVEENLFQPIHDQYRD"
     gene            412496..412756
                     /locus_tag="DJ46_440"
     CDS             412496..412756
                     /locus_tag="DJ46_440"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63673.1"
                     /translation="MQTVEDYLSFLHTKGFKLSEEAQGFIMFGQGYTGASDGIVNAAI
                     EATIKHQLQFDGSYFVALLERLKEEEITDKKSAKAFMRKLQA"
     gene            complement(412759..413664)
                     /locus_tag="DJ46_441"
     CDS             complement(412759..413664)
                     /locus_tag="DJ46_441"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65937.1"
                     /translation="MKKDWIAPLALLFVSFIWGATFVVVQNAMSFVGPFTFNGIRFLF
                     AGIILLFVQILFSKKASKQHIKQSSLAGLIVGFFLCIGYVLQTFGLLYTTSSKAGFLT
                     GLSIVMVPILSFIFLKQKATIFIVIGIAVATAGLYLLTAGDSFQLNIGDILVLGCAVA
                     FAAHILVNGFFSKKISPLLLSTSQVLAVGLFSSICAFLFEDWEKLFSVALWTNSSFLF
                     ALFLTSLFATSIAFFIQTSAQKHTSPTRVAIIFAMEPVFAALTGVLVANEQLSISAII
                     GCLCIFLGMVFVELPSKTKKEAQAA"
     gene            complement(413678..414064)
                     /gene="rnhA"
                     /locus_tag="DJ46_442"
     CDS             complement(413678..414064)
                     /gene="rnhA"
                     /locus_tag="DJ46_442"
                     /codon_start=1
                     /transl_table=11
                     /product="14.7 kDa ribonuclease H-like protein"
                     /protein_id="AIK62023.1"
                     /translation="MIEVYIDGASKGNPGPSGAGVFIKGVQPAVQLSLPLGTMSNHEA
                     EYHALLAALKYCTEHNYNIVSFRTDSQLVERAVEKEYAKNKMFAPLLEEALQYIKSFD
                     LFFIKWIPSSQNKVADELARKAILQN"
     gene            complement(414134..415006)
                     /locus_tag="DJ46_443"
     CDS             complement(414134..415006)
                     /locus_tag="DJ46_443"
                     /codon_start=1
                     /transl_table=11
                     /product="aldose 1-epimerase family protein"
                     /protein_id="AIK65680.1"
                     /translation="MIATIQNEKVIVSISDKGAELQSVRLKEDNTEYLWQGDSTYWGR
                     RAPILFPIVGRLVDNTYYVDDKPYSLTQHGFARDLTFTVKEQSETKITYIVTSNEETL
                     KKYPYEFELLVSYELDGQIVHVTYEVNNPTSKEMFFSIGAHPGFNFPLLEGESFTDYH
                     LSFNGSERLETSVLEGPYLSNKKQLIAESTNELPLTYDLFKNDALIFENMNTDEISIR
                     SHKHNKFVKVEFDGFPFVGVWTPGENAPFLCIEPWYGIADEVNPAKDFKEKKGIQSLQ
                     ANETFTCRYSITIG"
     gene            415190..415675
                     /locus_tag="DJ46_444"
     CDS             415190..415675
                     /locus_tag="DJ46_444"
                     /codon_start=1
                     /transl_table=11
                     /product="queT transporter family protein"
                     /protein_id="AIK63252.1"
                     /translation="MNIRTLVGNGILAALYIAVSMLIQPFGFTNVQFRISEMFNHLVV
                     FNKKAIYGIVLGVFLTNLFFSPMIAYDLVFGVGQSILALVATIISMRFIKGVWARMIF
                     NTVIFTITMFMIAIELHLAFDLPFMLTWLTCAVGEFVVMAIGMPVMYWINKRVQFERF
                     M"
     gene            415819..416478
                     /locus_tag="DJ46_445"
     CDS             415819..416478
                     /locus_tag="DJ46_445"
                     /codon_start=1
                     /transl_table=11
                     /product="RNase H family protein"
                     /protein_id="AIK61402.1"
                     /translation="MKYKIHWLYKTKRGLQTELMTDYMNIEEALQFAEDFEKTGRVKE
                     LLFYDEMDTEWLLKEMKKLSKQVEEEPQEILVYFDGGYDVQTKEAGVGICVYYKKGNA
                     KYRIRRNAYIEGIYDNNEAEYASLLYSMNILEELGIKYEAVTLRGDSQVVLQQLAGEW
                     PCYDEHLNHYLDQIEQKAKQMKLKLVCEPISRKQNKEAQQLATQALEGTVIDSHKEIT
                     E"
     gene            416491..416667
                     /locus_tag="DJ46_446"
     CDS             416491..416667
                     /locus_tag="DJ46_446"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64755.1"
                     /translation="MDKKQLITEVNDLLETYCEGCFLREHNRKTNSKYYAHSFCIRQC
                     TVGETLKKYGEQLS"
     gene            complement(416701..416949)
                     /locus_tag="DJ46_447"
     CDS             complement(416701..416949)
                     /locus_tag="DJ46_447"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63980.1"
                     /translation="MGSEVNDFEEVKFRVETAQKMVGSATISMDPDTLEHATTAVEAA
                     RSQLEIMKSVATDLDEPFLMNEEKKLNKCEHQLNEARH"
     gene            complement(417069..417266)
                     /gene="cspD"
                     /locus_tag="DJ46_448"
     CDS             complement(417069..417266)
                     /gene="cspD"
                     /locus_tag="DJ46_448"
                     /codon_start=1
                     /transl_table=11
                     /product="cold shock-like protein CspD"
                     /protein_id="AIK63851.1"
                     /translation="MQGKVKWFNNEKGFGFIEMEGADDVFVHFSAIQGEGYKALEEGQ
                     EVSFDITEGNRGPQAANVVKL"
     gene            417529..418257
                     /locus_tag="DJ46_449"
     CDS             417529..418257
                     /locus_tag="DJ46_449"
                     /codon_start=1
                     /transl_table=11
                     /product="yqcI/YcgG family protein"
                     /protein_id="AIK64746.1"
                     /translation="MNKSYLLDNEGMRTRTDIPNWVAKEFENFSNVILEPTFPCYFGV
                     TALKKNELRYSFLSHNDWSHLPNTMLSFLELMKERPVVRRGFFLFVEPECEEQSIEYY
                     RDYFWKVLQYLHENDDQTWPKQIPEDPDHYLWEFSFGGEPIFAFGNAPAYKQRKTRHL
                     GNSLVIGFQPRTIFGGLEGDRPKGAYSRQTVRDRVEKWDQLPKHPNISHYGDPEHREW
                     KQYFIGDDVEPIKGKCPFLHKIEK"
     gene            418396..419028
                     /locus_tag="DJ46_450"
     CDS             418396..419028
                     /locus_tag="DJ46_450"
                     /codon_start=1
                     /transl_table=11
                     /product="lysE type translocator family protein"
                     /protein_id="AIK63613.1"
                     /translation="MFGAIIQQIVLGISLAAPVGPINIEMLKRGIERGFWHAWIVGIG
                     GMTADILFMLLIYFGLSSLFMYTYVQAFMYCTGFFLLFYLGFQSVKQGISHSNMEYKK
                     EEVGGLKQSFMAGFFIAISNPLNLVFWFGIYGSTLSSLLTKVTKQEAFLYSLCIIVGI
                     ILWNLNIAFSVHFGRTLLKQKALGYITAGAGIILVGYSIHFAYKALQLFT"
     gene            419048..419341
                     /locus_tag="DJ46_451"
     CDS             419048..419341
                     /locus_tag="DJ46_451"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63670.1"
                     /translation="MYRTTIDGKEIIITLAPKIRKEITDRNPLYEAVFQNAARLLQTK
                     QPTFAVNHEILGLIIGEVQRGEVTVFAVEHIIPKQNIFGTNNFFTTIEQQANL"
     gene            419421..420050
                     /locus_tag="DJ46_452"
     CDS             419421..420050
                     /locus_tag="DJ46_452"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty acid hydroxylase superfamily protein"
                     /protein_id="AIK65922.1"
                     /translation="MKRVGKEFFLQHDIVIMYSILFVFIIILKMQFFTWIGLLSCLFG
                     IIFYTLNEYMTHRFLFHLKPPKNVFLLKMLRRLHYDHHVYPDDLKLLFLPVWFSIPSF
                     TIYLLISYAITKSVTITLSFGIGMIIMLLVYEWKHYIAHKPIRPVTKFGRWLKKQHIL
                     HHYKNEKFWFGVSNPVFDFIFGTLKDGKDVELSETARNLEKEKKTKVVR"
     gene            420274..420615
                     /locus_tag="DJ46_453"
     CDS             420274..420615
                     /locus_tag="DJ46_453"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64932.1"
                     /translation="MKRDDTSARKLQNEVNYTEVVQSEEFQLLLNKKKKFIVPMSIFF
                     LSFFIALPILTSYSKVLNTPAFGDVTWAWVFAFAQFIMTWALCMIYSKKAESFDEISQ
                     KILQNMQKGRG"
     gene            420618..422168
                     /locus_tag="DJ46_454"
     CDS             420618..422168
                     /locus_tag="DJ46_454"
                     /note="sss: transporter, solute:sodium symporter family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, solute:sodium symporter family
                     protein"
                     /protein_id="AIK62847.1"
                     /translation="MNTTAFALFLIIVLGTLVITYFASKKTKNASEFYTAGGGLTGWQ
                     NGLAIAGDYMSAASFLGIAGAIALTGFDGFFYSIGFLVAYLVVLYLVAEPLRNLGKYT
                     LADMIAARFDAKKVRGVAALNTMTISIFYMIAQLVGAGALIKLLLGIEYTTSVLIVGT
                     LMTVYVIFGGMTATSWVQIVKAVLLMAGTFIISVIVFAKFNFSVTEMFAQMKTATPLK
                     DSFLNPGVKYKDGLDTLSLNLGLVLGTAGLPHILVRFFTVRDAKTARQSVVYATWLIG
                     AFYIMTIFLGFGAAAFVGNEAIMKANPAGNMAAPLLAKALGGDFLFAFVSAIAFATIL
                     AVVAGLVLTAASAFAHDFYNEIIRKGKSTEKEQVSMARYASIGVAVLSIILALFAQTL
                     NVAFLVSLAFAVAASANLPVILFTIYWKRFNTTGAISGMIVGLVSAIVLVALSPNVWN
                     PVAGKAIFVGEAIFPYTTPGIISIPLGFLAAYLGTVLSSKKEDAAKFDEILVKSNTGH
                     GISDASSH"
     gene            422358..423707
                     /locus_tag="DJ46_455"
     CDS             422358..423707
                     /locus_tag="DJ46_455"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class-III family protein"
                     /protein_id="AIK62987.1"
                     /translation="MKTKQTDELLAKDEQYVWHGMRPFSPNSTMVGAKAEGCWVEDIQ
                     GKRYLDGMSGLWCVNSGYGRKELAEAAYKQLQTLSYFPMSQSHEPAIKLAEKLNEWLG
                     GEYVIFFSNSGSEANETAFKIARQYYAQKGEPHRYKFMSRYRGYHGNTMATMAATGQA
                     QRRYQYEPFASGFLHVTPPDCYRMPGIERENIYDVECVKEVDRVMTWELSETIAAFIM
                     EPIITGGGILMPPQDYMKAVHETCQKHGALLISDEVICGFGRTGKAFGFMNYDVKPDI
                     ITMAKGITSAYLPLSATAVKREIYEAFKGKGEYEFFRHINTFGGNPAACALALKNLEI
                     MENENLIERSAQMGSLLLEQLKEEIGEHPLVGDIRGKGLLVGIELVNDKETKEPIDND
                     KIASVVNACKEKGLIIGRNGMTTAGYNNILTLAPPLVISSEEIAFVIGTLKTAMERI"
     gene            423792..424070
                     /locus_tag="DJ46_456"
     CDS             423792..424070
                     /locus_tag="DJ46_456"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63550.1"
                     /translation="MKKYDSSQHYHIGYYEDGYDLEVTAYKRINEPVWDAYIPHYVVN
                     DFYKKVEEMKLGEYIDNYGIMVYSFSNDIDDDEARIIFEKWLKKNRIV"
     gene            complement(424129..425292)
                     /locus_tag="DJ46_457"
     CDS             complement(424129..425292)
                     /locus_tag="DJ46_457"
                     /note="2a37: transporter, monovalent cation:proton
                     antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, monovalent cation:proton
                     antiporter-2 family protein"
                     /protein_id="AIK64897.1"
                     /translation="MEFEFFFQIALILLSTKLAGDLSVRLGQPSVLGKLIVGIVIGPA
                     VLGWIENSELLTQLSNVGVILLMFMAGLETDLEELNANRNSSLAVALGGIILPFVGGY
                     VSGLVMGMEQGNAVFLGLLLCATSVSISVQTLRDLGKMKTRESTTMLGAAVFDDILVV
                     ILLAFAMSFLGTDDVNLTMVILKKVVFFASIILIGWKGVPAIMRWLSPLRVSESIVSA
                     ALIICFSFAYFGELLGIAGIIGAFAAGIAISQTNYKHEVEKKVEPIAYAMFVPVFFVS
                     IGMNITFDGIGDQIGFILALTVIAVLTKLIGCGVGARMTGFDAKSSAIIGSGMVSRGE
                     VALIIAGTGLSSGLLAQDYFTAIVIVVILTTMITPPMLKYTFGAKDKAMKASK"
     gene            425624..427297
                     /locus_tag="DJ46_458"
     CDS             425624..427297
                     /locus_tag="DJ46_458"
                     /note="MG423: conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65438.1"
                     /translation="MKSLKNNLSIVALGGVNEIGKNMYAIQYENDIVVIDCGSKFPDE
                     SLLGIDLIIPDVTYLQENKEKIRGLVVTHGHEDHIGGIPYFLKQLNVPIYATRLTLGL
                     IEIKLKEHNLQNDTELIVIHSESEIDFGSIKTTFFKTNHSIPDCLGIAFHTPEGTVVH
                     TGDFKFDLTPVNNQQPDIHKMAKIGSEGVLALLSESTNAERPGFTPSERSVGERIEEI
                     FMKANRKVIISTFASNVNRVQQIVEACIKTNRKLALLGRSMVNVVEVALEKGYLNIPD
                     GMLIEASEVNRLDPKQVAILCTGSQGEPMAALARLASGNYRQVDVLPEDTVIIAATPI
                     PGNERNVSRIIDNLFALGAKVIYGSGSSTGVHVSGHAYQEELKLMLALMKPKYFIPIH
                     GEFRMLHHHSLLAESIGVEKENIFIVRNGDVVDISNEVAIQSRKIQAGNIYVDGLGIG
                     DVGNALLRDRKQLSEDGMLVIVITFNKADGDIISGPDIISRGFVYVRDSEEFLKELNK
                     LAVITINNLKKEKVNSWGILKREVREALGKYIYTNTKRKPMILPIIIEV"
     gene            427395..428225
                     /locus_tag="DJ46_459"
     CDS             427395..428225
                     /locus_tag="DJ46_459"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK63891.1"
                     /translation="MLLNKRFTIGEMAKMHNIAESTLRYYDEKGIFHPSIVDPQTNYR
                     YYTIDQFSLLDTIKFLRQLNIPLKEIKKYIDERNPAYALNLLEKQQEMMLKKQREIEY
                     ALAKMEHRIHLIKEATKAKAEQMVMKEIPRRKITAIAVAPNTTDDMFEYYIHSLQKNM
                     RQMDDSLFSGDIGVTVAKKGFMQNEFQAYSSVFILLDYMPFQVHRSDEIKEGMFACVY
                     HHGPYEETDETYKKLMKYIDQEGYKIDGDAIEIALIDWSVTENPDEQVTEIQIPVVKK
                     "
     gene            428364..429719
                     /locus_tag="DJ46_460"
     CDS             428364..429719
                     /locus_tag="DJ46_460"
                     /note="matE: MATE efflux family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MATE efflux family protein"
                     /protein_id="AIK64765.1"
                     /translation="MEVTEKLREKPIKSLFITYLIPAVLGMVLMSVNIVIDAVMISRG
                     VGANGLAGVNVAIPAFSIFFSISLWIGMGGATLYSIALGENKIERARSIFTQSMTVAV
                     IIVGILAAICLWRIEDLAYLFGANEVILPYALDYLHVLLTFGMIYVLENILSTFIRND
                     GNPNLAMAGLVVTAILNIVFDYIFIFIFGWGVTGAASATILSAAIGFLVLLTHFFRKS
                     SILKWTKFHFEWDTIKQIMIIGFPSFITESTVAIVTIGFNIAFVQYAGEVGVASYAMV
                     NSIHAMTLLLFFGVGAALQPIASFHYGANLSERLREGLQFAVKIAVILGGVAIIVGLF
                     FGKYIIGLFDVQSPQLLELTLTGISLFFIQYVFLGYNIVYGEYFQSVRQTKKSILIIM
                     SRGLLFIIPLLWIMPKLFGINGIWLVMPVAEVITAIILFTMNRMKHPVPLNMAGEKEV
                     I"
     gene            complement(429755..430420)
                     /locus_tag="DJ46_461"
     CDS             complement(429755..430420)
                     /locus_tag="DJ46_461"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66109.1"
                     /translation="MLLFLCNVSFFFILFLLSLKMLGKSALAQLTPHDFGAIIFLSYL
                     AFQAIPVSGALQAFLGMVVITCLHLILTKLSLFNKLNRFILGHPIILIKHGDIIFENL
                     QKSRYPIAELLSNLRVAGYPSVHEIEYAILEANGAISILPKRELVPLTPKDLNIGVKY
                     AGLPIALIVDSQIQYDNLKLIHKDEKWLYKELKEKGITNITNVAFASVQEIDGSFAIS
                     LKK"
     gene            430581..431159
                     /locus_tag="DJ46_462"
     CDS             430581..431159
                     /locus_tag="DJ46_462"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64688.1"
                     /translation="MKKKKIMKYMIGIIMVCVVYMGFLQYNIYKHGQMNATYDADYII
                     VLGSKVNGTKPSYSLQYRIDKAAEYLKSHEKAIAIVSGGKGKGEDISEALAMKNELMK
                     LNIAEDRIIMEDKSTSTDENIKFSKPLIPDNMKKGMIVTNDFHMFRAKKIAAKQGLQL
                     EGLPAATPKRIVIPSNIREYLAITQYWFMDRI"
     gene            431305..431622
                     /locus_tag="DJ46_463"
     CDS             431305..431622
                     /locus_tag="DJ46_463"
                     /codon_start=1
                     /transl_table=11
                     /product="tic20-like family protein"
                     /protein_id="AIK65360.1"
                     /translation="MKGNNILSSLCYFSIFFAPFLLPIIVYFVAEDEVKYHAKKAFWS
                     HIFPYAILFGGLAISGIYGLGFNQSDGAGIGMMITYAVFILVGIYYFIWNIVKGVKVL
                     KAA"
     gene            431895..432629
                     /locus_tag="DJ46_464"
     CDS             431895..432629
                     /locus_tag="DJ46_464"
                     /codon_start=1
                     /transl_table=11
                     /product="nitroreductase family protein"
                     /protein_id="AIK63009.1"
                     /translation="MNEMIHKMEQHVSVRKYKEESIPKDVVERMVQAGQHAASSHFVQ
                     AYSVIYVTDQDLKAKLAELSGNRHVKDCAAFFVCCADLKRLEMACEKHGTEIKHEGVE
                     DFIVATVDASLFAQNLALAAESLGYGICYIGGIRNNPREVSELLHLPDKVYPVFGMTV
                     GVPNEDHGVKPRLPVAAILHENEYDEKKYDELLNEYDETMSAYYKGRSSNKKSVTWTE
                     SMSSFMSKEKRMHMKEFLNERGLNKK"
     gene            432680..433264
                     /locus_tag="DJ46_465"
     CDS             432680..433264
                     /locus_tag="DJ46_465"
                     /codon_start=1
                     /transl_table=11
                     /product="DJ-1/PfpI family protein"
                     /protein_id="AIK62756.1"
                     /translation="MKKALIFLFDGFAEFEVNIASLFLISKQFEIITATVDGKTVTGE
                     GGFLCQPHVSMEHIEVADYELFIVPGGHIFDHLENDQLLSIVNKLHEQNKWIAGICAG
                     TSLLHAAGVLNKKKFSTSLTSDEKQLAHLHEWEYKQNKDVTVDGKIITAVGSAYVEFA
                     TEIMKQLNLFNEAEAKENLQYFKNVTETCDGTLV"
     gene            complement(433377..434102)
                     /locus_tag="DJ46_466"
     CDS             complement(433377..434102)
                     /locus_tag="DJ46_466"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite exporter TauE/SafE family protein"
                     /protein_id="AIK61152.1"
                     /translation="MNTIFIFICIILVASILQTSTGFGFSIMATPFLLMLFLPQEAIQ
                     INIILSLIISISLIWKIRMDIDFILLKRLIFGSIVGVPFGIFIFISININTFKLAISI
                     LLLLLTLMLICNFKIQSTKSRDFLVGGLSGLLTTSIGMPGPPLLLYFTGTDTKKEKLR
                     ATTLAFYLFIYFISLLTQILFTGTNKTIWESSFYAIPIVFLGLYIGQIIFKWLNQRVF
                     KIFTYILLSCTGIYLLIDSLHLL"
     gene            complement(434227..435447)
                     /locus_tag="DJ46_467"
     CDS             complement(434227..435447)
                     /locus_tag="DJ46_467"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK61252.1"
                     /translation="MKNKLLLLSGTGISRLGDFMYLIALNVMVLHSTNSPAAVAGLWI
                     VGPIATVFTKIWSGSIVDRLNKRSIMLITDIIRAALIGCIPLFDSIWAIYIFIFLTRI
                     ATSFFDPASFSYKTMLIRAEERAQFNAWSNFCTSGAFIIGPALAGILLTTHSATFVIY
                     CNSLSFLLSTIFIYFLPNIALQTKQNEEVANTFVQTLRNDWKQVFSFARTETYIILIF
                     VLFQATMLVAMALDSQEVVFTKQVLLLSNMEYSMLVSITGAAYVFGSFLVSLFAKRLP
                     IQYCIGFGMIFTAIGYVIFAFSNSFIVAAGGFILLGVSSSFAGTGFITFYQNNIPVHM
                     IGRIDSVFDSIKSFIQVFFILAIGASAQFLSVQITVISSSLLILFLSCLLAIRVMTPS
                     REKYFKATESSLEY"
     gene            complement(435467..435916)
                     /locus_tag="DJ46_468"
     CDS             complement(435467..435916)
                     /locus_tag="DJ46_468"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK62602.1"
                     /translation="MFEDRLTISAEQQKLISNATRIQILHLLKNEALTAKQVATKLNK
                     STGSVHYHVQILYDGGLLELVDTKEKRGIIEKYYKAKSAHFYIEESGTEGTNTGSHIV
                     SHLFLTPEELQQLTWEVTQVLLRWENKTARQSNSEEEYAISCRIKKQ"
     gene            complement(436045..437259)
                     /locus_tag="DJ46_469"
     CDS             complement(436045..437259)
                     /locus_tag="DJ46_469"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK64128.1"
                     /translation="MSVSYSALLKTNKNFNKLFYGQTLSVLGDWFHTVALLTFVYSIT
                     ESPFMIALTFISKGLPQLLLSPFIGGVVDRFSKKNIMIFTDITRGILVLTYILASYKI
                     EIIFIANICLSVLSCLFEPAKQATLKNIVHENHFVTANSLSSTMNGFMSIMGASLGGI
                     IAQSLHIEFAFLVNSLSYFISAYFIYSMCIPSHNTCNKKKAFLTDIKDGYTYILQTKI
                     ILTLILVGISWGLIGGAYQLLLTIYAEKIFHTNIGILYTVQGAGLMIGSLLVNLYISH
                     NKEKIKKAFGWACFLQGVFFLGFILSSQLIFGLTTLLCMRIAGGIIVPLDTTLLQTYT
                     RENMIGKVFSFHYSIYGSLIQLSMLMTGSLLEILSPQMIGSLLATCCIFVSFIWLYLF
                     YRGKLSEESTIT"
     gene            complement(437267..437734)
                     /locus_tag="DJ46_470"
     CDS             complement(437267..437734)
                     /locus_tag="DJ46_470"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK66425.1"
                     /translation="MIKGRYEAHLPVRNLEVSISFYESLGLKLYKRGNDIAFFWIKEN
                     ESWLGLWEGTEYKVNYHPSLRHIAFQVSLHDLENAIHWLNQKGISARKDFGMEPIEPI
                     VFPELAHAAVYFNDPDGNSLELIAQLPVGLPSEKKVYLSEWKKQIQASSLHKD"
     gene            complement(437901..438020)
                     /locus_tag="DJ46_471"
     CDS             complement(437901..438020)
                     /locus_tag="DJ46_471"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61909.1"
                     /translation="MSYGGSCAGFGGGFALLIVLFILLIIIGCSCWGGGGYGY"
     gene            438260..438478
                     /locus_tag="DJ46_472"
     CDS             438260..438478
                     /locus_tag="DJ46_472"
                     /codon_start=1
                     /transl_table=11
                     /product="spo0E like sporulation regulatory family
                     protein"
                     /protein_id="AIK64634.1"
                     /translation="MYYNFTSNIMGKGSFSEEMEMGQLKNKIENKKKELIQLVARHGL
                     DHDKVLLFSRDLDKLINKFMNVKDKVHK"
     gene            438532..438720
                     /gene="hfq"
                     /locus_tag="DJ46_473"
     CDS             438532..438720
                     /gene="hfq"
                     /locus_tag="DJ46_473"
                     /note="hfq: RNA chaperone Hfq"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA chaperone Hfq"
                     /protein_id="AIK65422.1"
                     /translation="MEHLQDELYKQIKEEKGIVTIFLKSGVRIVGEIVAIDKFTVLML
                     VDGKQQLIYKQAISTIMK"
     gene            complement(438748..439350)
                     /locus_tag="DJ46_474"
     CDS             complement(438748..439350)
                     /locus_tag="DJ46_474"
                     /codon_start=1
                     /transl_table=11
                     /product="HD domain protein"
                     /protein_id="AIK66025.1"
                     /translation="MEHNILQVIALAEKLKYEMRHSWLSNGRQESVAEHTWRMSLMAI
                     LVEPYLDQKVNIEKLLKMVIIHDLVEAEAGDIPAFDTMNSHELQLQKQINEQEAILNI
                     KRTLKGSLGEELYDLWMEFEAKETYEAKVANALDKLEVKIQHNEAHIDTWLPIEHKMT
                     FQVAKHTNFDSFLSKLQKIIEQDGENKLLAAGIDVEACKQ"
     gene            439819..440355
                     /locus_tag="DJ46_475"
     CDS             439819..440355
                     /locus_tag="DJ46_475"
                     /codon_start=1
                     /transl_table=11
                     /product="motA/TolQ/ExbB proton channel family protein"
                     /protein_id="AIK64494.1"
                     /translation="MFVDFSKKSKKHGLLSLEVDGEQVDNPFIQKGIRLMLSGYDEEE
                     LKEVLMKDVETEVYELRKGAALLDKIGDFAPAWGMIGTLIGLIIMLQNLQDTSQIGTG
                     MAVAMLTTLYGSVLANMIAIPLAEKVYRGIEDLYTEKKFVIEAISELYRGQIPSKLKL
                     KLDTYVYETKIKKVKRAA"
     gene            440378..441055
                     /locus_tag="DJ46_476"
     CDS             440378..441055
                     /locus_tag="DJ46_476"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane MotB of proton-channel complex
                     MotA/MotB family protein"
                     /protein_id="AIK62236.1"
                     /translation="MIKRPQKGSPRWMTTFTDLTMLLLTFFVLLVATSKQDAVKLSKM
                     LEKFSDTEQVDAKVMENTIPDISHEKNDEKMISKKRMDELYKKLKAYVDNNGISQVNV
                     YREDTGVSVVIVDNLIFDTGDANVKPEAKEIISQLVGFFQSVPNPIVVEGHTDSRPIH
                     NDKFPSNWELSSARAANMIHHLIEVYNVDDKRLAAVGYADTKPVVPNDSPQNWEKNRR
                     VVIYIKE"
     gene            441206..441574
                     /locus_tag="DJ46_477"
     CDS             441206..441574
                     /locus_tag="DJ46_477"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65916.1"
                     /translation="MAHKILVVDDAMFMRTMIKNLLKSNSEFEVIGEAENGVEAIQKY
                     KELQPDIVTLDITMPEMDGLEALKEIIKIDASAKVVICSAMGQQGMVLDAIKGGAKDF
                     IVKPFQADRVIEALTKVANS"
     gene            441704..442330
                     /locus_tag="DJ46_478"
     CDS             441704..442330
                     /locus_tag="DJ46_478"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK61514.1"
                     /translation="MQTDLLNIFFEESEEHLQSLNENVLTLEQNPTDMDVVGEIFRSA
                     HTFKGMSASMEFTEMADLTHKMENVLDEIRHGNIVVNAEIIDVIFECIDNLEKMVADV
                     QQGGMGNIDVIATKQKLEALLNGNIEIPNEHIEQETINNDDAASHEVHITVEQQAILK
                     AVRAIMCIEALQNLGNVKKQFLVLKKLKQMLSGLSSQYLWILIKVKKN"
     gene            442300..443706
                     /locus_tag="DJ46_479"
     CDS             442300..443706
                     /locus_tag="DJ46_479"
                     /codon_start=1
                     /transl_table=11
                     /product="cheW-like domain protein"
                     /protein_id="AIK65454.1"
                     /translation="MDTDQSEEELKQVVLHVSEIEKVEVKQGHTSKEVVSEKLVTQEV
                     VQEVIQADTHVESTKEVSKQSANATPAKSTGKTKNGKVENRSIRVQLEKIERLMNMFE
                     ESVIERGRIDELAQAIQNKELIEHLNRLGDISKDIQNVLLNMRMVPIETVFNRFPRMV
                     RMLAKDLGKKIDLQITGEDTEVDKIVIDEIGDPLVHLIRNAIDHGVETVEQRRDAGKN
                     ETGTIKLEAFHSGNHVVIQITDDGNGIHKGKVLEKAIKNGVVTESEANKLTDREIFDL
                     IFQPGFSTAEVVSDLSGRGVGLDVVKHTIHSLGGHLIIDSEEGKGSTFRIELPLTLSI
                     IQSMLVQTNDKRYALPLGNIVEAIRIKREDIQSIQGKDVLNYRNQIIEVKHLSTVFGE
                     KTADEAFASYDGQMVPVLIVRNTHRSYGLIVNTIIGQREIVLKSLGDFFAESSNYFSG
                     ATILGDGRVVLILNPEGL"
     gene            443880..445520
                     /locus_tag="DJ46_480"
     CDS             443880..445520
                     /locus_tag="DJ46_480"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch FliM family protein"
                     /protein_id="AIK61519.1"
                     /translation="MPEQHTKGDTSTIVLEKENEHLTPQECDILGEIANISFGSASTV
                     LSTILNRQVSITAPRIELVDLYDSSDVEVPHVVLNIHFTKGLDMENLLVLKQDVALSI
                     ADLMMMGTGEVEDGKELGELELSAVQEAMNQMMGFAATSMSEFFQDTVDMSPPTIKVV
                     KLSEEMEKISEIDGNQTIVKVSFDLKIDNLVNSKLVQIVSVEHAKQMINKLMQLSGGV
                     EEQDEPAEVVETEIVEEQVEKEHLTQEEKDVLGEIANISIGSASTVLSTLLNQPVSIS
                     TPNVEAINVRHYDGVPVPFVILNVDFVEGLKNENVFVFTKDVALTMVDLMMMGTGEVD
                     SEKELSELELSGIKEIMNQMMGHAATAMSEMFQEKMDMTPPNVKFVTLKEEMEYLGES
                     MEVDELVQITFNLEIGDLLQSKMYQILPISEAKEMVRRLLYPMVEEEEIVTEEIEEEK
                     VVEPVVQPIEFKEVKQMEPVYMDTSILQNVEMNVKFVFGSTVKTIQDILSLQENEAVV
                     LDEDIDEPIRIYVNDVLVAYGELVNVDGFFGVKVTKSL"
     gene            445550..446902
                     /locus_tag="DJ46_481"
     CDS             445550..446902
                     /locus_tag="DJ46_481"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65171.1"
                     /translation="MKNVKFFLMSWLCIHVCLLFPLQSKAEEQNVPEQNINEVNVQEE
                     NKEVQEQLEQVEMKQDKEEQQEAKNEQETEKKIETDQGVITVNKPELKVGEEVLVTIE
                     PKEKNVQSIKGILRLPKNGDQYEQERMLSFKYEEETKRWIANYKVETFDLQGDWNLQL
                     VQSYKENEKEELVENEVKVPLIHINNEMPTLDKELPKLHKVTIDEMKGNVIERKQGDS
                     IRVRVKATDVESAVKEVHVTLKGKENKEITFLLDYNKRDMDWQKVFEITDALPSGTYE
                     LLVEVVDAAGNKLIEASEYVVSVLEQKTEEDKKIEEPENEDKLENKLEDKKVTEKQED
                     SKVEISLPEEKTPVVQIPKKEEKVNDLIKEPLKEKEKITYVIKEPLTDNKEVNKTKAQ
                     KDKDNNNQVISKKKEKKEEPEEKKEAKSEQGIQASNVFAIMSGLFVLFLVLKSNKEWG
                     "
     gene            446930..447646
                     /locus_tag="DJ46_482"
     CDS             446930..447646
                     /locus_tag="DJ46_482"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63584.1"
                     /translation="MEIKRTTIEDKTLQPLKQPAAISEHEIQKERKRSNLVFTGHSKI
                     ITKNNEIGILLASLGDGKVMKEMLSKEMDTVLQLFKKLHTLSGEGKQTDKIFEQVMRS
                     LQGLVKQAHIKELPLLDGTYDFAEVQLSFGRKVHIPLLDVSALLSRVESDSSEGNINL
                     MVTVITAYITKLSNETILISVTDRTAKERDVSVWRALAEMNMTQLSQALKHTMQEHKW
                     SMTFLFLFVWIVAIILIRVI"
     gene            complement(447680..448462)
                     /locus_tag="DJ46_483"
     CDS             complement(447680..448462)
                     /locus_tag="DJ46_483"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK62859.1"
                     /translation="MIIEQDYDHFIASFKQQFNMDIASYKQDRMRRRIDAFISRKGFV
                     NYTSFLSNLRTDQKLFLSFIDYITINVSEFFRNKERWQTLETKALPKLLEQNNGKLKV
                     WSAACAAGEEPYTLSLILSKHLAPYRFEIQATDLDFHILETAKRGQYTERSLKELPAD
                     LKERHFTKENEIYSLHQNIKQNVTFKQHDLLMQSFDTNYDLIICRNVMIYFTEEARVK
                     LYEKFSRALRKGGVLFVGSTEQILTPERYNLQRFDTFFYEKI"
     gene            complement(448507..448998)
                     /locus_tag="DJ46_484"
     CDS             complement(448507..448998)
                     /locus_tag="DJ46_484"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64117.1"
                     /translation="MNIFLCGSNQLTALDQEEIKKFLTDYAHKHKIYILCYKSIENEI
                     LRFFIENERLAQNLCLYTLQPLQALTDEFQEVVDYLKKHGAEYVAFDHPSDSIYRSDY
                     MFFVKQIIEDTDLVLCFYNGDKHTSVIPVDVAKDAGIDAVIYDLPGLHEKQMKKTLNK
                     KSV"
     gene            449142..449606
                     /locus_tag="DJ46_485"
     CDS             449142..449606
                     /locus_tag="DJ46_485"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61240.1"
                     /translation="MLRSISHNPILSHIPPATQMPKEANVRTGLAFSDNLHADPKKDK
                     LLEQMEAFVDNIGEIKEKIEMELTLDNVMEYKNTVKSFLNFYVDNVLQYKDVMSRHPR
                     YGYSQKMTIVKQAEMGLNELEDVMNLINTKTGHLEMLNQIGEIHGLIVNLVL"
     gene            449623..450075
                     /locus_tag="DJ46_486"
     CDS             449623..450075
                     /locus_tag="DJ46_486"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK61562.1"
                     /translation="MYIQLYEKLVIIQKAYENIQALGEQIYENLKHKNVNAVQKLQVE
                     QLQYIDGLKKLSSSFEEMVVQFCKEKGIEPFRVSALFSHFSNEEIEKMEELQKNVAEL
                     EENVKMILLKNQYYLNVLLKTTESIVDSVSEYNLERNNNSQIFMNELL"
     gene            450093..450737
                     /locus_tag="DJ46_487"
     CDS             450093..450737
                     /locus_tag="DJ46_487"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage tail length tape measure family
                     protein"
                     /protein_id="AIK63906.1"
                     /translation="MRLSDYNTPLSGLLAAQMGLQTTKQNLSNIHTPGYVRQMVNYGS
                     AGASQGYSPEQKIGYGVQTLGVDRITDEVKTKQFNDQLSQLSYYNYMNSTLSRVESMV
                     GTTGKNSLSSLMDGFFNAFREVAKNPEQPNYYDTLISETGKFTSQVNRLAKSLDTAEA
                     QTTEDIEAHVNEFNRLAGSLAEANKKMDKQVHKCQINFWMNVIESLQKCLSMQI"
     gene            450686..451390
                     /locus_tag="DJ46_488"
     CDS             450686..451390
                     /locus_tag="DJ46_488"
                     /note="flagellar basal body rod FlgEFG C-terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62621.1"
                     /translation="MDERDRIITEMSKYANIEVSYESMNPNIASVRMNGVLTVNGQDT
                     YPLQLNKEKEPMTAEIYGSEIPLRSGAIQSAIDTKAKIASYKKNLEELMSSVKNEVNT
                     VMGKEFFVGDQAKDMKLNPEFAKDVSKMKISAETANKLAAITDGNYKEGLSYKQALDQ
                     FVVGVASDKSAVNAYQKIHVDLLEGIQQEKMGIEGVNMEEEMVNLMAFQKYFVANSKA
                     ITTMNEVFDSLFSIIR"
     gene            451595..452218
                     /gene="flgL"
                     /locus_tag="DJ46_489"
     CDS             451595..452218
                     /gene="flgL"
                     /locus_tag="DJ46_489"
                     /note="flagell_flgL: flagellar hook-associated protein 3"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein 3"
                     /protein_id="AIK65260.1"
                     /translation="MRVSTFQNASWAKNQLMDLNVQQQYHRNQVTSGKKNLLMSEDPL
                     AASKSFAIQHSLTNIEQMQKDIADSRNVLSQTENTLQSIVKSLTRVDQLTIQALNGTN
                     SEKELKAIGAELDQLVKQVVYLANTKEQGRYIFGGDSAEKPPFTDDGTYQGGENDVMW
                     KLNDGYEIKAFRKGDELLTPVIQTLVKMKDAMQSGDQKNITTVFRGK"
     gene            452163..452459
                     /locus_tag="DJ46_490"
     CDS             452163..452459
                     /locus_tag="DJ46_490"
                     /note="bacterial flagellin C-terminal helical region
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61699.1"
                     /translation="MQCKAVIKKTLQPFLEESRKNLDNVINRTTEVGSTMNTIDTFKT
                     ILSEQNLALQENRKEIEDVDLAVAISDLAYINATYEATLKAVSTMSKTSILDYM"
     gene            452479..453831
                     /locus_tag="DJ46_491"
     CDS             452479..453831
                     /locus_tag="DJ46_491"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated family protein"
                     /protein_id="AIK66105.1"
                     /translation="MAGALTGIDGRQQIWNLGNNMIDTSKLVELELQTLEMKKSPYNN
                     QKQLLTTERNIYASMKKEFGSFLQIFKDLYTFKGNEKKTALSKEGFVTAQADASAIAG
                     TYTVTIEKIAERHQITTKPGNKIDLDAKIGKDVTFGINDKEVEVPKDMTYKDLVNKIN
                     NGNYGVSVYSLGGQLFFTSTTAGEKGAINLVDGKDGFLEEIGLVQSSIGTGGEKLFVA
                     AHEITAATNAEYTINGIKDSSTSNKIDTIPGLVINLEKETTEPIKITIEDSNIKDSID
                     LIKKMKDEYNKAVSNLDLFAGENGAVQGSSIAFSISNAMTSIFRYSQNGKFLNDFGIQ
                     VDKSGKMNLDEEKLKNAFKENPETAKQFFFGFSGLGHQMEKQLDGIFGDEGIIGKRSK
                     SIEKQMKNLDDKIRYIDGVNKEKQQAIIDKYSKLESTLAELDSQLKTIKAMTKQKSDD
                     "
     gene            453854..454222
                     /locus_tag="DJ46_492"
     CDS             453854..454222
                     /locus_tag="DJ46_492"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar FliS family protein"
                     /protein_id="AIK61210.1"
                     /translation="MQAWQRYMQNDIMTSNPIKNTIFIYERCIVEFRNLEELLHAFKL
                     QEGDALLEKLERIFEELKLQLNPEITKDLYDSLYGLYDWICIQIQTMKVTREAKDIDA
                     IVKVLQDLIDGYRGALENEQ"
     gene            454212..454484
                     /locus_tag="DJ46_493"
     CDS             454212..454484
                     /locus_tag="DJ46_493"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61272.1"
                     /translation="MNNDIYRTFVGCFNEIGELQVSDEEFAEKSEMLNRWMMTLDEET
                     RAQVAAEVSPFIIKAAQHIRDKQKILEEMIMTNDGRMKANSFYGKF"
     gene            454854..455261
                     /gene="flgB"
                     /locus_tag="DJ46_494"
     CDS             454854..455261
                     /gene="flgB"
                     /locus_tag="DJ46_494"
                     /note="flgB: flagellar basal-body rod protein FlgB"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgB"
                     /protein_id="AIK65039.1"
                     /translation="MPDLVSDVGHYMNYLVTKRNTVSSNIANANTPGYKAQDVTFAEQ
                     MNKSSALYKNNAADLKSNPDLYQTNEMHVPTVNTKNTYAKIQTKSMQTNKDGNSVDVT
                     TEMLDLMKANQLYGISINAINTQYAINQAARGR"
     gene            455282..455695
                     /gene="flgC"
                     /locus_tag="DJ46_495"
     CDS             455282..455695
                     /gene="flgC"
                     /locus_tag="DJ46_495"
                     /note="flgC: flagellar basal-body rod protein FlgC"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgC"
                     /protein_id="AIK61866.1"
                     /translation="MFQAINASGSGLTTARKWMEVTSNNIVNANTTAAPGADLYERRS
                     VVLESNNSFANMLDGSPTNGVKIKSIEADKTENLVYDPTHPHANEEGYVRYPNIDVTA
                     EMTNVMVAQKMYEANTSVLNANKKMLDKDLEIGRG"
     gene            455712..456011
                     /locus_tag="DJ46_496"
     CDS             455712..456011
                     /locus_tag="DJ46_496"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body complex FliE family
                     protein"
                     /protein_id="AIK62398.1"
                     /translation="MKIQPMLNTQPFGAIQSIGAPKTSQTSVVEGKKFIDLLEDMNQT
                     QNNAQTAVYDLLTKGVGETHDVLIQQKKAESQMKTAALVRDNLIENYKSLINMQI"
     gene            456034..457416
                     /locus_tag="DJ46_497"
     CDS             456034..457416
                     /locus_tag="DJ46_497"
                     /note="flagellar M-ring C-terminal family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62846.1"
                     /translation="MEKMKNVIQSLKTWHKLVIGAALLAIVTGALLYFTLPDKYVVVY
                     QNLNDADKQEITAELSKLGVDYQLAADGSIRVQKNDAPWVRKEMNGMGLPFNSKSGEE
                     ILLESSLGSSEQDKKMKQIVGTKKQLEQDIVRNFATVETANVQITLPEKETIFDEEKA
                     KGTAAITVGVKRGQLLTADQVAGIQQMISAAVPGVKAEEVSVIDSKKGVISKGADEAH
                     STSSSSYEKEVEMQHQIEGKLKQDIDATLMTMFKPNEYKVNTKVSVNYDEVTRQSEKY
                     GDKGVLRSKQEQEESSTAQEGAETKQGAGITANGEVPNYGTNNNQNGKIVYDNKNGNK
                     IENYEIDKTVETIKKHPELTKTNVVVWVDNDTLVKRKIDMTTFKEAIGTAAGLQADPN
                     GNFTNGQVNVVTVQFDQPKEEKKKEPEESGINWWLFGGIPAGLLAIGGLVWFFLARRK
                     RKKKRNMKNT"
     gene            457452..457604
                     /gene="fliF"
                     /locus_tag="DJ46_498"
     CDS             457452..457604
                     /gene="fliF"
                     /locus_tag="DJ46_498"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar M-ring domain protein"
                     /protein_id="AIK61110.1"
                     /translation="MEIPEEKIVPEPKPEPEEPKEPTLDEQVQDATKEHVEGTAKVIK
                     KWLNGQ"
     gene            457618..458622
                     /locus_tag="DJ46_499"
     CDS             457618..458622
                     /locus_tag="DJ46_499"
                     /note="fliG C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61086.1"
                     /translation="MLDEISSKEKAAILIRTLEEGVAAKVIEYMTAKEKEVLLREIAK
                     FRVYKSETLENVLGEFLYELNVKELNLVTPDKEYIRRIFKNMPEDELEKLLEDLWYNK
                     DNPFEFLNSLTDLEPLLTVLNDESPQTIAIIASYIKPQLASQLIERLPDHKRVETVMG
                     IAKLEQVDGELINQIGDLLKSKLNNMAFNAINKTDGLKTIVNILNNVSRGVEKTVFQK
                     LDEMDYELSEKIKENMFVFEDLLGLEDLALRRVLEEITDNGVIAKALKIAKEEIKEKL
                     FTCMSSNRKEMILEELDGLGPLKMTDAEKAQQTITDTVKKLEKEGRIIVQRGEDDVLI
                     "
     gene            458609..459295
                     /locus_tag="DJ46_500"
     CDS             458609..459295
                     /locus_tag="DJ46_500"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar assembly FliH family protein"
                     /protein_id="AIK65798.1"
                     /translation="MSLFKNRIPKNSVSFSEETYELQFPKPIPVHVEEEIQVDHEELL
                     AQQQSLHVELAQLRKEQQILERERQQLLHDQEQFQIHVQQQMKEIESARQQFQKEQQE
                     TAYEWTELLWDQSFQLAEKIVNQAVDARLLDVLPILTGIVQTLPTSFEKLVITVHPET
                     FERIQEEKGNTKEYWLLQLVEWKYDFSLQFGEFVLEEEKEFFEFKFAPIFAKLRQKWE
                     EEKLFEEQNV"
     gene            459292..460596
                     /gene="fliI"
                     /locus_tag="DJ46_501"
     CDS             459292..460596
                     /gene="fliI"
                     /locus_tag="DJ46_501"
                     /EC_number="3.6.3.14"
                     /note="fliI_clade2: flagellar protein export ATPase FliI"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein export ATPase FliI"
                     /protein_id="AIK66236.1"
                     /translation="MNRLLMNENQKWNTFIETPFYTKVGKVHSVQEQFFVAKGPKAKI
                     GDVCFVGEHNVLCEVIAIEKENNMLLPFEQTEKVCYGDSVTLIAEDVVIPRGNHLLGK
                     VLSANGEVLNEDAENIPLQKIKLDAPPIHAFEREEITDVFETGIKSIDSMLTIGIGQK
                     IGIFAGSGVGKSTLLGMIAKNAKADINVISLVGERGREVKDFIRKELGEEGMRKSVVV
                     VATSDESHLMQLRAAKLATSIAEYFRDQGNNVLLMMDSVTRFADARRSVDIAVKELPI
                     GGKTLLMESYMKKLLERSGKTQKGSITGIYTVLVDGDDLNGPVPDLARGILDGHIVLK
                     RELATLSHYPAISVLDSVSRIMEEIVSSNHWQLANEMRKILSVYKENELYFKLGTIQE
                     NAENAYIFECKNKVEGINTFLKQGRSDRFQFDDIVEAMHHIV"
     gene            460886..461122
                     /locus_tag="DJ46_502"
     CDS             460886..461122
                     /locus_tag="DJ46_502"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64911.1"
                     /translation="MAGMLSSHTFSPERIEEWNRKIKKTEDFIQKNESLLEQVKEKER
                     VIDEMYQEDCKKLAKVREKQEEKMLLDLKMCMNG"
     gene            461133..461336
                     /locus_tag="DJ46_503"
     CDS             461133..461336
                     /locus_tag="DJ46_503"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63476.1"
                     /translation="MIQSVLPVQQSLPPQKEKGLEVQSKSEDSSFDRTMRMENKKQPK
                     TEKMKREEAPKEEKKNIFFLNNQ"
     gene            461411..462247
                     /locus_tag="DJ46_504"
     CDS             461411..462247
                     /locus_tag="DJ46_504"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-length control FliK family
                     protein"
                     /protein_id="AIK62852.1"
                     /translation="MVAIEQLRVQPELLYQYIQKIQELYKEYGNIKLNELPAAELQQL
                     QELLSNMNIKNAICLEDTMQMVLDKVTMPEQTMQVLKVVETETCNIAKKQEESKDLDV
                     DLPKAEGDDVKIELPEGDVFNDSSSAGAELLNKATGTDSIGKSNSGAEKVSLPDLGKK
                     MEAQVEALQKFVVKQERVLFQLNPEKLGTLTVFMKKHGDQIDVHVEMEKHDAKKRVEI
                     IFDELRLKLKEKEINIQISYADKDENRKEQREQEQRQKQKLASPKHEKQHAKEFAGLL
                     EE"
     gene            462251..462847
                     /locus_tag="DJ46_505"
     CDS             462251..462847
                     /locus_tag="DJ46_505"
                     /note="flagellar hook capping - N-terminal region family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63261.1"
                     /translation="MPTVGLNTTSTNHIPLQAGAQTKNASVTGAQSTAQQANGVSAST
                     QKTPGIMDKDDFLKLFLASFQHQDPFNAMDMNQMMNQTAQLSLMEQVQNMTKAVDKLQ
                     STMYSTALDGGMKFLGKYVRGVSNNGKQVTGQVETVRLAENNDVQLIVDNQVVSLRFI
                     ERVSDKPITETNPEDEKKDDIEKMKRLSQINKRSVQRL"
     gene            462844..464157
                     /locus_tag="DJ46_506"
     CDS             462844..464157
                     /locus_tag="DJ46_506"
                     /note="flgEFG_subfam: flagellar hook-basal body family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body family protein"
                     /protein_id="AIK65859.1"
                     /translation="MIKALYTSITGMNAAQNALSVTSNNIANAQTVGYKKQKAIFDDL
                     LYNNTVGSRGDGAYAGTNPKSIGNGVKFSGTSTDFSDGSITLTSDKMETAIEGNGLFL
                     VGDRNAGNVEYTRKGSFGVSKDNYVTTTGGQYVLGYGVKTGTQEIDFSSRPSPIHIPM
                     GSAVGGIQTDKATIGGNLPRNQNALSHEFTVFDAEGNSLTLRVNIKQKTTKETVDGKE
                     VEKPVPGEYTYTVSVRNDSKNEKEFKPVEGMTGEKNLKFDTLGNLKETDEAVQKDPVT
                     GEIIKGGSVQIPFGSGLTLDLSGLTNYPTGKTLSTTEVTGRPAAIANDYSISDGGFVM
                     MKYSDGSMKVVGQLAVATFPNSGGLMKTGNGNYVATPSAGIPGIGVAGENGAGNVRGS
                     AKESSNVDLSVEFVDLMLYQRGFQGNAKVIKVSDEVLNEVVNLIR"
     gene            464207..464545
                     /locus_tag="DJ46_507"
     CDS             464207..464545
                     /locus_tag="DJ46_507"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62788.1"
                     /translation="MTTRQERILQLPFFENKRELAEQVLKMEREEHIYLPDQFEIKQV
                     PPYSFGEKQSIIGRIHEFYFVSVGSEGEWKYQLFKDEMKCREFFITLSGITDQQIAFW
                     FNNIELLKSS"
     gene            464853..465023
                     /locus_tag="DJ46_508"
     CDS             464853..465023
                     /locus_tag="DJ46_508"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61236.1"
                     /translation="MAQNKYRVTFISPSEVEQRTVMAASSLPDLIRKVESIIADPNGY
                     FVNDKKIIAILK"
     gene            465020..465337
                     /locus_tag="DJ46_509"
     CDS             465020..465337
                     /locus_tag="DJ46_509"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61391.1"
                     /translation="MIKDNVAFIQYELLFSDKEIHIEKLKHIAPAILKQLFKKINDPE
                     LYALALLDVDIATKEYVLEEMDSELRIRVETELSKRWEAMPTEIVGAQEVLLEALASF
                     IQD"
     gene            465462..466370
                     /locus_tag="DJ46_510"
     CDS             465462..466370
                     /locus_tag="DJ46_510"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK63194.1"
                     /translation="MSQAQSILLESGTNELEIVTYTVGENLFSINVMKVREIINPFPV
                     TTVPESHHAVEGVVQVRGEILPVINLATALNLKSTKPLDQTKFIISELNQMKVIFRVD
                     EVHRIQRISWEQIDEPASLSMGLEETTSGIVKLDGQIILLLDYEKIVCEISGTGYDNK
                     SLAGLEQKTDRAEKVIYIAEDSAMLRQILEETLSSAGYTKMNFFSNGAEALAQIEKLA
                     KEQGEKMFEHIHLLITDIEMPKMDGHHLTKAVKDSEVMNRLPVIIFSSLITNELFHKG
                     EAVGANAQVSKPDIQELIGLVDKLVL"
     gene            467007..467954
                     /locus_tag="DJ46_511"
     CDS             467007..467954
                     /locus_tag="DJ46_511"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA binding domain of the motility repressor
                     family protein"
                     /protein_id="AIK63417.1"
                     /translation="MYHHTAINVLSLLQNMSNNKMNDMQLEAEFKKIEKQFQVKYEEL
                     VDLYNRMVLFQIDIEKHGGMRAYEKSAITWLKSELELLYEVYQFSQRHGLNIINISKY
                     VSKKELNLFPKTESQLQNTYYKLKKCEIPFENIEKQKPGRKRKYTPVKEPIVEIKKEN
                     KQEFRNEVPNTENEKNLVTVISGIVDNFETISQCSERKEHELHQFMEGIYKLSSMAAE
                     RSKDEKNARGLEGELHVLRAENEKLKREKEELVHDIKEMTHHLIHFITSSDIDQIRTL
                     PFFVKDCKQDLHKLGLYNAQDGKMKIMVDRSGQVMTVTQ"
     gene            469033..469485
                     /locus_tag="DJ46_512"
     CDS             469033..469485
                     /locus_tag="DJ46_512"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK65143.1"
                     /translation="MIVIKPFILACLIVKKRKDILGKCLYSLESIGGEIIIVDNGSTD
                     KKKEIAQKLTDKVYDFKWMNNFVEARNFAASKVSGTWIIAVDADECIDINNFVAAMEE
                     IKSYKDKISIFLVEIMSFVGDNGEEITVNTMARLYKNDGSVYFLWWNV"
     gene            469470..469586
                     /locus_tag="DJ46_513"
     CDS             469470..469586
                     /locus_tag="DJ46_513"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64348.1"
                     /translation="MVECLVKLKCYEEALDIVRDTESLWPDSLDFTGDFYFL"
     gene            469899..470159
                     /locus_tag="DJ46_514"
     CDS             469899..470159
                     /locus_tag="DJ46_514"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65334.1"
                     /translation="MKYILNIEFAELAKLIEEDLVEDNDELVRVILLKSNIITASYVE
                     NEGIVFKMEDILFRTEIGIFDLADLCILHEIRKDENVKNTRI"
     gene            470287..470427
                     /locus_tag="DJ46_515"
     CDS             470287..470427
                     /locus_tag="DJ46_515"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62027.1"
                     /translation="MGDRYVFKNDINAKLADLFFENGYEEIALNHYQLVNCNQFTKMG
                     YI"
     gene            470660..472363
                     /locus_tag="DJ46_516"
     CDS             470660..472363
                     /locus_tag="DJ46_516"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK65266.1"
                     /translation="MKKVLVIAHIFPPLGGSGVQRTLKFIKYLREYNYEPIVVTVGES
                     DFLFKDTSLLKEVPEDINIIRVDEPEAIQKEVLEKTVELYKSLIKEVPILTEYISILK
                     NNLNQLNQVVLPDQYIFWAMHVIEKIQEEIDLNNIDLVYTTSGPYSDHVVGYYYKNKF
                     NKPWVCDFRDEWSNNPYFNYNKDEIMFKIIKSMEETFVQTADLILTTTPLATENYRRI
                     FSLPTDKVVTITNGYDELDFSKIVKKVKMNEKFTIVHNGMLYMIRTPRTFLLALASLI
                     EKGAIDKGKVQVQFSFTENREQWLLESRQLGLEECVTFSDYTEHSVSLQKASEATVLL
                     LIVGPGEKNKSVYPGKIFEYLRLGKPIISLSPIGGVVDTLIQQTKRGYNVDFDNIRGI
                     EQSILQLYKKWEKSRSEDLPVSAEIRRYERKQLTGKLAKQFDKAIVISQDKDNEQIQL
                     ALIREDIRQLINQGMISQAKYLISEYEKTFPITSEIYQMKGIVAFSENNYLDAENFFK
                     LALKLYHFDVDALFNLGYLYEVQEQYDRAVQNYNLALEYCDDELLKEELHSKIRFIQS
                     N"
     gene            474841..475518
                     /locus_tag="DJ46_517"
     CDS             474841..475518
                     /locus_tag="DJ46_517"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63983.1"
                     /translation="MKGKNSKFLASVCVSSALMVSTVYPSVNAMAAEVAIVKTKAVTV
                     DAITVANNEKEAEDTIKVTGLVTGDIVKVYDAASKGKELGTTKVAENATDATITGKDL
                     LAVAGGTVYVSVQSKDQLESPRTAKKYDTQVSLAPAVKNIVILNNDDADDIVRVTGLE
                     SGDVVKVYGEATGGEVIEKATVQGNKTAVNVKIPQLGIEAGKVYVTVTKPNKDESKRV
                     GKDYIAE"
     gene            475828..476379
                     /locus_tag="DJ46_518"
     CDS             475828..476379
                     /locus_tag="DJ46_518"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK61693.1"
                     /translation="MKPFLSACLIVKNEEEMLGKCLESLRRVIEEIIVVDTGSTDSTK
                     EIARQFTDKVYDFEWMNDFSEARNFAASKANGEWIIAIDADECVDPDNFKEAIKEIKF
                     HQNKFNMYLVEITSFSGALGENTTVNQMPRIYVNDGTICYKRAIHEQLEAVEGGLRVS
                     LSSLKVYHYGYLSNVVVKQDKKS"
     gene            476576..477730
                     /locus_tag="DJ46_519"
     CDS             476576..477730
                     /locus_tag="DJ46_519"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK65535.1"
                     /translation="MLKRYEEALEIVRDTEELWPLAPDFTFWKGEIYFLQKRYSDAKE
                     IYQNILVNSEMYTDIIYHFDRKTFLPHERLGQIYEIENNEEEAINHYIQALNENPLSV
                     RIITKIVYMLCKYYEPQEVYEFISNQNLIKTDIIRIAIVKCLLHLGFVSLASLLVDDM
                     ENGKENLVNIIQIKVDMITAMENKIINFETEDLLRGIQNGVFDLADLCVLYEITKDTR
                     IKDVMKRSNFSRVFAFLFEESKSIQEIKEEEYLALLDRACRYNKPDFVEKLISFKSLL
                     KSNSDAKIADVFYINEYQDIAMDFYQLSDEKYITEQGYVNIIEWLITNDTIEEAYRIT
                     VEAIDKYSKDFRFYKYAIELMKEDREGVMMKGLKVFPDSKWLKTNLIPSN"
     gene            477831..478019
                     /locus_tag="DJ46_520"
     CDS             477831..478019
                     /locus_tag="DJ46_520"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AIK61674.1"
                     /translation="MSKRTKKQFTEREIQILSNNPYVKSVSEKGITYTAKFKHIFIEG
                     NEKGKLPRYIFEDCGFDI"
     gene            478059..478238
                     /locus_tag="DJ46_521"
     CDS             478059..478238
                     /locus_tag="DJ46_521"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AIK63826.1"
                     /translation="MLLIEKMVYLVYVIHVSKTQEELLRGLTLEEKYACLEAERNSLK
                     AENELQKKSNLWKGG"
     gene            478492..478773
                     /locus_tag="DJ46_522"
     CDS             478492..478773
                     /locus_tag="DJ46_522"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AIK61372.1"
                     /translation="MSLASQFQVVYNLKSIRRSMKKYEIVCPVRKANPYKKMLKATKE
                     HRKIPNQLNREFKQNTPGKPLLTDITYLVYGKIQKAYLSTILDGQSMKF"
     gene            complement(479609..480472)
                     /locus_tag="DJ46_523"
     CDS             complement(479609..480472)
                     /locus_tag="DJ46_523"
                     /note="bacterial flagellin C-terminal helical region
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62868.1"
                     /translation="MRINTNINSMRTQEYMRQNQDKMNVSMNRLSSGKRINSAADDAA
                     GLAIATRMRARQSGLEKASQNTQDGMSLIRTAESAMNSVSNILTRMRDIAVQSSNGTN
                     TAENQSALQKEFAELQEQIDYIAKNTEFNDKNLLAGTGAVTIGSTSISGAEISIETLD
                     SSATNQQITIKLANTTAEKLGIDATTSNISISGAASALAAISALNTALNTVAGNRATL
                     GATLNRLDRNVENLNNQATNMASAASQIEDADMAKEMSEMTKFKILNEAGISMLSQAN
                     QTPQMVSKLLQ"
     gene            480728..481513
                     /locus_tag="DJ46_524"
     CDS             480728..481513
                     /locus_tag="DJ46_524"
                     /codon_start=1
                     /transl_table=11
                     /product="transglycosylase SLT domain protein"
                     /protein_id="AIK65839.1"
                     /translation="MLVGNIVKEVLAYKKGQIQQKLSSPQAFVSSRFQEKLQSEPAKE
                     TKGTTQLAKVEDMSQPVQSTKIETVVNKPEQSIHKVEEASKPEEKAETKNVDEVQVAQ
                     KEFERRFPETKNEAADTWGLTKKYNIQKIRSSNEGKYEDIIDRVSHTYGIPKTLIQKM
                     IEVESDFNPKTVSHAGAKGLMQLMPANVKEMGIKNPFSPAESIEGGVKELSGYLKKNN
                     GDLVLALASYNAGPGNVRKYGGVPPFKETQGYIKKILNIDVSK"
     gene            481813..482415
                     /locus_tag="DJ46_525"
     CDS             481813..482415
                     /locus_tag="DJ46_525"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch FliM family protein"
                     /protein_id="AIK61104.1"
                     /translation="MSGEKLSQEQIDALLKAVNEGEEMPAFAQEAGKQEKFQEYDFNR
                     PEKFGVEHLRSLQAIASTFGKQTSQTLSARMRIPIELEPSTVEQVPFTSEYVEKMPKD
                     YYLYCVIDLGLPELGEIVIEIDLAFVIYIHECWLGGDSKRNFTMRRPLTAFEFLTLDN
                     IFMLLCKNLEQSFESVVAIEPKFVTTERDRSECIKDYDSK"
     gene            482441..482803
                     /locus_tag="DJ46_526"
     CDS             482441..482803
                     /locus_tag="DJ46_526"
                     /codon_start=1
                     /transl_table=11
                     /product="surface presentation of antigens family protein"
                     /protein_id="AIK61817.1"
                     /translation="MKTDFWNTTVRIGIPFLSVEEIMDKLTSENIVEHSSDKRKKYTS
                     EVEVKVNQVYKPVHVAIGEQKMTMGEIEQIEEGDIIPLHTKVSDELLGYVDGKHKFNC
                     FIGKDGTRKALLFKSFVE"
     gene            482814..483173
                     /gene="fliN"
                     /locus_tag="DJ46_527"
     CDS             482814..483173
                     /gene="fliN"
                     /locus_tag="DJ46_527"
                     /note="fliN: flagellar motor switch protein FliN"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein FliN"
                     /protein_id="AIK63284.1"
                     /translation="MKHEVSPVSLMELEDFAGKRNEASKAHIDTVSDISIELGVKLGK
                     ASITLGDVKQLKVGDVLEVEKNLGHKVDVYLSNMKVGIGEAIVMDEKFGIIISEIEAD
                     KKQAALMKAQSQMQDKE"
     gene            483186..483506
                     /locus_tag="DJ46_528"
     CDS             483186..483506
                     /locus_tag="DJ46_528"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar motor switch protein fliN"
                     /protein_id="AIK61217.1"
                     /translation="MSYMTTLFQVVLLFGALGYGAYYMTKKTRKQQFFKQGENGHIQV
                     KDGVYLNHQTSAFLFEVDGKQVFTVISNNGVQSVQLTGTGNQFQQALEDAVKSETKKV
                     EDPS"
     gene            483503..484261
                     /locus_tag="DJ46_529"
     CDS             483503..484261
                     /locus_tag="DJ46_529"
                     /codon_start=1
                     /transl_table=11
                     /product="fliP family protein"
                     /protein_id="AIK65826.1"
                     /translation="MRIKKQLSLLAVIFVFSIVFSIIFVNPAYAAQNGFINFENGKEF
                     TSNSSVQLFALVTLLSLSSSIVLLFTHFTYFMIVLGITRQGLGVMNLPPNQVLVGLAL
                     FLSLFTMQPVLGQLKSDVWDPMTKEKITVSQAAETTAPIMKEYMSKHTYKHDLKMMLK
                     VRGEELPKDLKDLSLFTLVPSFTLTQIQKGLLTGMFIYLAFVFIDLIISTLLMYLGMM
                     MVPPMILSLPFKILIFVYLGGYTKIVDIMFKTVA"
     gene            484295..484570
                     /locus_tag="DJ46_530"
     CDS             484295..484570
                     /locus_tag="DJ46_530"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial export s, 3 family protein"
                     /protein_id="AIK65921.1"
                     /translation="MNTSPIIDIFQTFFYKGVMILMPVAGVSMIVVIIIAVIMAMMQI
                     QEQTLTFLPKMASIVLVIIILGPWMFQELTTLILDLFDKIPSLLRSY"
     gene            484586..485347
                     /locus_tag="DJ46_531"
     CDS             484586..485347
                     /locus_tag="DJ46_531"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial export s, 1 family protein"
                     /protein_id="AIK62195.1"
                     /translation="MNMELWAATFFAFCRITSFLYFLPFFSGRSIPAMAKVTFGLALS
                     ITVADQVDVSHIKTVWDVAAYAGTQIVIGLSLSKIVEMLWNIPKMAGHILDFDIGLSQ
                     ASLFDVNAGSQSTLLSTIFDIFFLIIFISLGGINYFVATILKSFQYTEAISKLLTTSF
                     LDSLLATLLFAITSAVEIALPLMGSLFIINFVLILIAKNAPQLNVFMNAYVIKITCGI
                     LFIAMSVPMLGYVFKNMTDVLLEEYTKLFNFFLTK"
     gene            485358..486404
                     /locus_tag="DJ46_532"
     CDS             485358..486404
                     /locus_tag="DJ46_532"
                     /codon_start=1
                     /transl_table=11
                     /product="flhB HrpN YscU SpaS family protein"
                     /protein_id="AIK65048.1"
                     /translation="MAKDNKTEKATPQKRKKSREEGNIARSKDLNNLFSILVLAVVVY
                     FFGDWLGFEIANSVSVLFDQIGKNTDSTEYFYMMGILLLKVSAPILILVYAFHLFNYM
                     IQVGFLFSSKVIKPKASRINPKNYFTRLFSRKSLVDILKSLFYMGLIGYVAYVLFKKN
                     LEKIVSMIGFNWTASLTEIIRQIKFIFLAILIILIVLSIIDFIYQKWEYEQDIKMKKE
                     EVKQEHKDNEGDPQVKGKRKNFMHAILQGTIAKKMDGATFIVNNPTHISVVLRYNKHV
                     DAAPIVVAKGEDELALYIRTLAREQEIPMVENRPLARSLYYQVEEDETIPEDLYVAVI
                     EVMRYLIQTNELEV"
     gene            486428..488494
                     /locus_tag="DJ46_533"
     CDS             486428..488494
                     /locus_tag="DJ46_533"
                     /codon_start=1
                     /transl_table=11
                     /product="FHIPEP family protein"
                     /protein_id="AIK63031.1"
                     /translation="MFKIDSARTYFSIFLAASFVVALLIPLPPFILDIIIVFLLSMSV
                     LIYMRATSINEWDELKSFPTMLLLIGIFRVSINVSTTRAILTNGNAGHVIEEFGQFVI
                     GGNLLIGIVIFTVLIIFQFIVANGASRTAEVAARFTLDSLPGKQMSIDADLNQRIITE
                     KDAQAKRKKLNMEAEFYGAMDGAGKFIKGDVIFGIVILFVNIIFGLIVGMMQQGMSFG
                     EAALHYTQLTVGDGIVNQIGSLMLAISTGIIVTRVFDGSPDTVTEGIFKELLAHEVVV
                     YALGGLFIAMGIFTPLPFLPFALVGGTIIFLGIRNKNRIKKEKEDELQKEIEMIQGED
                     EQLQQVEDSFGVFTDKYPIIVELGLDLAALVKQKINGETARDKVVLMRKSIITDLGIN
                     VPGINFKDNTSFRPRGRYIIRIKGAKAAEGVLKSGYLLALKTPNVMADLDAEPAKDPI
                     FGEDGYWILEHMVQDAQMKGYQVLEPLSILITHLDVVVRRNLHELIQRQHVKDLINSL
                     ENDNGVLLEEIKKKEIDLSLVQNVIKQLLKEGISIRDLPTIIEGIIDGKEIYQNHVDG
                     VTSFVRECISKVICENAKNPDGKIYAALFSDSIELDADVVNNSYQGYLLNWDLDLETR
                     VVEQVQRVFKQARLMGREPVLLTRRKDFRFAIVRLLERYQVEAQVLCISELAPEIVVD
                     QIAYIE"
     gene            488509..489816
                     /gene="flhF"
                     /locus_tag="DJ46_534"
     CDS             488509..489816
                     /gene="flhF"
                     /locus_tag="DJ46_534"
                     /note="flhF: flagellar biosynthesis protein FlhF"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthesis protein FlhF"
                     /protein_id="AIK62932.1"
                     /translation="MESTEKKEALMRIKAASKNELYRKLFDQYGTDYYYVVDESVKRN
                     IPFFWKKNYEMLVAFPEDKQEEVNEGTAQFHEQLMDVVNDPSEQIVKANGIQSVLHNL
                     ENVTTPMSYAAMQTGNSEEWARKKEKLLKLFEKGIVVVKQTEETKVTKKQKAVKKVVP
                     VKKEEVVVKKEKQESVPFIIQKVIRMLEQNDVEQYFIHAYAEKLKVKFENATMITEEV
                     IEYILEDMSSHFNTENVFEKEVQTIALIGPTGVGKTTTLAKMAWQFHGKKKTVGFITT
                     DHSRIGTVQQLQDYVKTIGFEVIAVRDEAAMTRALTYFKEEARVDYILIDTAGKNYRA
                     SETVEEMIETMGQVEPDYICLTLSASMKSKDMIEIITNFKDIHIDGIVFTKFDETASS
                     GELLKIPAVSSAPIVLMTDGQDVKKNIHIATAEHLAKQMLQTS"
     gene            489889..490632
                     /locus_tag="DJ46_535"
     CDS             489889..490632
                     /locus_tag="DJ46_535"
                     /note="flgEFG_subfam: flagellar hook-basal body family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body family protein"
                     /protein_id="AIK66139.1"
                     /translation="MMNYMQRINVHSNNVANAQTTGFKAENMTSKVFDVQDTYRRGDG
                     AVTNIGSVDYAVVPAATHVNLVQGNIQMTNSDTDFLLDDGTAGTASFFVTSKNNETFL
                     TRDGSFTLNSDRYLQTTSGAFVMGENNERIRIPEGAKVAVQADGTLYDAVTQNNIARL
                     QTKTVGAEANNRLIQRENKSFTLAEGNIADLPNGVGTVKNYMLENSNVDMTKEMADLM
                     TDQRMISASQRVMTSFDKIYEKEANEILR"
     gene            490750..491460
                     /gene="alaXM"
                     /locus_tag="DJ46_536"
     CDS             490750..491460
                     /gene="alaXM"
                     /locus_tag="DJ46_536"
                     /codon_start=1
                     /transl_table=11
                     /product="alanyl-tRNA editing protein AlaX-M"
                     /protein_id="AIK65310.1"
                     /translation="MTTALYLEDAYKTSCETEVIKVEGNKVFVKETVFYPTGGGQECD
                     TGVIVQDGFVFEVEKVKKEQGEIVHYIKDGAQVKLGPVKLEINWERRHNLMRHHSLLH
                     LIGAVVYEKYGALCTGNQIYPDKARIDFNELQELSSVEVEGIVKEVNKLIEQNKEIST
                     RYMSREEAENAVGMIKTAINLLPTTIQEIRIVTIENLDEQACGGTHVKNTSEIGTLVI
                     DKVKSKGKQNRRFEVRAI"
     gene            491478..492314
                     /locus_tag="DJ46_537"
     CDS             491478..492314
                     /locus_tag="DJ46_537"
                     /codon_start=1
                     /transl_table=11
                     /product="archaeal transcriptional regulator TrmB family
                     protein"
                     /protein_id="AIK61840.1"
                     /translation="MDEIIKELQKLGFSQYECKAYIGLLKHSPVTGYEVSKQTGVPRS
                     MIYEVLGKLMDKGAVHIVPSEPVKYVPVPATELMNRMRKDFEKSFEFLDEKLNGLEQE
                     RQIDVISHIRSNDRVLKEICNIINRAKEELWISVWEDQVHEIEPYIHQKEEEGVHIFS
                     ILFGAPETKIGATFHHNYMTPHVVEKRMGGHLTVIARDGEEVLIANFSNDSTSWAVTT
                     YDPALVLVATEYVRHDIMVEEITKEFGADKLDTLWRENIDLVHVVTGKRTMEGMEDDK
                     DE"
     gene            492307..493032
                     /locus_tag="DJ46_538"
     CDS             492307..493032
                     /locus_tag="DJ46_538"
                     /codon_start=1
                     /transl_table=11
                     /product="azlC family protein"
                     /protein_id="AIK62783.1"
                     /translation="MSKAEAHVALQSDDTFQQGVKDCLPTVFGYLSIGIAAGVIAKTA
                     GFSIIEIAFMSTLIYAGSAQFILAGMYAAGAPASAIIFTVFFVNLRHLLMSAALAPYF
                     TKLPLFKNLLIGSQITDETFGVAVQHAAQKGYLGERWMIGLNVTAYLNWILATIIGGL
                     FGEWIPDPHTYGMDYALPAMFIGLFVLQLISSKPKLAIHLTVAIVAIILAYVSHLFMP
                     DSIAVIIATLLAATIGVVIEKWK"
     gene            493029..493334
                     /locus_tag="DJ46_539"
     CDS             493029..493334
                     /locus_tag="DJ46_539"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport family
                     protein"
                     /protein_id="AIK62811.1"
                     /translation="MRLDVILLLLAAGAVTLVPRILPLLVFSKLQIPDWGLKWLNYIP
                     IAILAALLAQVLFMHETIQWDYLIAAIPTFLVAIYTRSLLGTVLTGVIVIILLRFFF"
     gene            493397..493567
                     /locus_tag="DJ46_540"
     CDS             493397..493567
                     /locus_tag="DJ46_540"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64224.1"
                     /translation="MILLTIGAILLTLFIFFIIGFITFMMFVDRATPQIYYTPCESVT
                     VKSKGKHKRKKS"
     gene            493655..494239
                     /locus_tag="DJ46_541"
     CDS             493655..494239
                     /locus_tag="DJ46_541"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK61147.1"
                     /translation="MAKPNVVNKEKLLQAAKEIIAEHGMEKLTLKAVAESAQVTQGTV
                     YYHFKTKDQLLLEVTEAFCKASWEQIGKDVQLEKALQSAESRCVKDSMYHHLFFQLVA
                     SGLQNDAMKDKIGGLLHYENQQLTRVLNKNIGGTMTSQISTETWSVLCNALIDGLALQ
                     ALFNPSFSSDKVYGDLHLLLEKFIELQKGGNGSE"
     gene            494232..494630
                     /locus_tag="DJ46_542"
     CDS             494232..494630
                     /locus_tag="DJ46_542"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63340.1"
                     /translation="MNNKLWLTILFSIGVWFFASAFFIIFGSSVLLEYTSNRFFLQLT
                     FLELATAIALYFVMWLYKRLDTTKYAVIKLGICGTAIGLTLDSYILYNSSNIFSQLSS
                     QQIMSFTIWMVIAYALYLIIPFVMERKRLL"
     gene            complement(494852..495016)
                     /locus_tag="DJ46_543"
     CDS             complement(494852..495016)
                     /locus_tag="DJ46_543"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65803.1"
                     /translation="MTFTLLLLIFMLIAFFLALTIIFVTVKKREFSKQPYYNLLSFVF
                     YFLQIGFYIY"
     gene            complement(495017..495622)
                     /locus_tag="DJ46_544"
     CDS             complement(495017..495622)
                     /locus_tag="DJ46_544"
                     /codon_start=1
                     /transl_table=11
                     /product="dienelactone hydrolase family protein"
                     /protein_id="AIK62885.1"
                     /translation="MKKKLALIAVHEIYGVNDHMHHVTDHFTSSHIDVFCPNLLQSQH
                     AFPYSDEEKAYHFFMNHIGFEDGKKQIEKFITSLSSSYTHIGLIGFSVGATISWLCSN
                     NPNINFIIGCYGSRIRDYIHMKPTCATLLIFPEKEASFSVSSFIQTLQQQKNPLLEIH
                     QLHGEHGFLNPYTEKYNGHSTKQAYNVIDSFLVKNTLIKEM"
     gene            complement(495625..495960)
                     /locus_tag="DJ46_545"
     CDS             complement(495625..495960)
                     /locus_tag="DJ46_545"
                     /codon_start=1
                     /transl_table=11
                     /product="antibiotic biosynthesis monooxygenase family
                     protein"
                     /protein_id="AIK64273.1"
                     /translation="MASNLEKNNSYYAVIFTSNLSNDTADYSTVADKMEELAKQQPGF
                     LDVESVRDHSGLGITISYWESLEAIENWKQNVLHKEAKKRGREQWYENFHLRICLVEK
                     EFKFHRNTL"
     gene            complement(496149..496328)
                     /gene="sspH"
                     /locus_tag="DJ46_546"
     CDS             complement(496149..496328)
                     /gene="sspH"
                     /locus_tag="DJ46_546"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein H"
                     /protein_id="AIK66318.1"
                     /translation="MNIQRAKELSVSAEQANVSFQGMPVMIQHVDESNETARIYEVKN
                     PGRELTVPVNSLEEI"
     gene            complement(496395..497606)
                     /locus_tag="DJ46_547"
     CDS             complement(496395..497606)
                     /locus_tag="DJ46_547"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK63121.1"
                     /translation="MATLGEKIKALRKEKKLTQTELAGSELTKSMLSQIENGKATPSM
                     KTLQYIAEKLGCETSFLLEEDDDEIVELIQKMERLIKNKCDEVYDTLLPIVQKELPST
                     LNTARLYKQFITAAAVMNDYNIEYYVETAISIFEKYTLYRESTETKLLFYYMLFKQKK
                     YKECLQMIATIRDEYKAKNLEMDLITHIQLYLKEAIILLAYGNYEKCEKVILDALAFS
                     KKHQVYYKTDEFYRILSYQKIITTDKEQYLYYIKKSEQFAIFTEDTLSAANIDILKAY
                     YYNTVTNEYTIALEHLEQFREKLKNDPIFQDDGLYYLEKGKSLYGLKRYKEALETLKH
                     ATIPDYMNHPLDQSWVLTAGSYRALCYIELQDKKSALTEAKEAVQAIDSYPDSIFTSF
                     IKETLQIIQKL"
     gene            497726..498994
                     /locus_tag="DJ46_548"
     CDS             497726..498994
                     /locus_tag="DJ46_548"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK61060.1"
                     /translation="MEDVSIGQTDSRMKIATRNIILMMIGKMTSLLGASIYTFAMGLY
                     VLKTTGSGMGFATTLVCGSLPRMICGPIAGAVADRVSRRWLVIGTDLLSSLTMLIMFI
                     LATIFGPSLPFIYISAALLSICASFYSVALTSSIPNLVDEGRIQKASALNQTAASLSN
                     ILGPIIGGVVFGFLSIQSFFLLNSITFFLAVILQLFIVFDLYKKEVAESKEHFLTSIK
                     EGFSYVKRQHEIYGLMKIALWVNFFACGLTVALPYIIVHTLHLSSKQLGTVEGMLAVG
                     MLMGAITLSVRKEVNNPFRSIYTGLFLFAGLSLCTVFPLLVTIPKVASFIYYIAFMML
                     TGIAIMIVNIPMQVHMQKTTDPSYLGRVFGLLETIATAIAPLGMIVYGLLLDMLPTSI
                     VMMTIGGGLLLVVLVGVRQHMAKKQVDVSA"
     gene            499100..499627
                     /locus_tag="DJ46_549"
     CDS             499100..499627
                     /locus_tag="DJ46_549"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64275.1"
                     /translation="MKKLSFVMLFLLVVMAGCSNYDTYIETGMQSLKDEKYSDATMWF
                     EKAEKEKSGNEAKSYKEMAEKMDHGATALKDGKYLEAKDIANEVLQMKKDDALETAVT
                     SNAENMLQKAKDVEKKVNERVAKRRKVEEEEGIDKLIKAVDSIDDVKEKEKKVSEALD
                     KAEEAQAKIEAKKNK"
     gene            complement(499668..500561)
                     /locus_tag="DJ46_550"
     CDS             complement(499668..500561)
                     /locus_tag="DJ46_550"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK64683.1"
                     /translation="MNLLKLEIVVLIKKYKKLTIVAEKLGVKQPTITFHIKSLEEELG
                     VSLFELRSGRYFLTEAGEALHHYACKIDALMKEARRVTQEFKDFHKGAITIGASYVPA
                     TYLLPEIVYQFQCEFPNIKITLMVKTAPEIRTMLQNHEIDLGVISAAPFDESLLKQTN
                     VMPDTLVLAFSKEHHFSKKENVSLQDIEKERILLHRNPSTTRDLLTKWMLAHNITFQS
                     EIELDSLETMKQILKYGNGVAFISKLAIEQEVQRNELRYIPIPEFEFQRNIYTIHHED
                     RWNSKIISFLLQSITSYAEKS"
     gene            500724..501680
                     /locus_tag="DJ46_551"
     CDS             500724..501680
                     /locus_tag="DJ46_551"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61594.1"
                     /translation="MDIQISGLEKNFGKTQALKPLQIVMKQGEFTTLLGPSGCGKTTL
                     LRMIAGLEEPDKGEIYFGDTCMYSSTKKIKTSPHERNIGMVFQDFALWPHMTVFENVA
                     FGLRATKQTNQLREKVEEAIKRVRLQGMEKRYPHELSGGQQQRVAFARAIVTKPHFIL
                     FDEPLSALDAILREEMRLELMDIVHSIGLTALYVTHDQTEAMSMSDQIIVMKQGEVLQ
                     KGTPEDIYVKPSHEFVAKFVGKANWLVEGKQMVRPEHVSWTKNEVCEIYTGEIQHVTY
                     VGERYEVKVNMGTLGIWTAYHNSKLSIGKPVSLYVPKNVFII"
     gene            501693..502718
                     /locus_tag="DJ46_552"
     CDS             501693..502718
                     /locus_tag="DJ46_552"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AIK66098.1"
                     /translation="MKKFSSLKSLFVCTLLFSAVVTGCSSKTGNVDAKSKTTNEKKIV
                     VYSAGPKGLAEKIQKDFEKKTGIKVEMFQGTTGKILARMEAEKKKPVVDVVVLASLPA
                     MEGLKKDGQTLAYKEAKQADKLRSEWSDDKGHYFGYSASALGIVYNTKNVKTAPEDWS
                     DITKGEWKGKVNLPDPALSGSALDFVTGYVKKNGKDGWDLFEQLKKNEVTVAGANQEA
                     LDPVVTGAKDMVIAGVDYMTYSAKAKGEPVDIVYPKSGTVISPRAAGIMKDSKNVEGA
                     KEFIDYLLSDDVQKQISKAYLLPGRTDIKAENRPNVEEIPVLNIDWKTVEKEQDEIGK
                     QFKKVFQ"
     gene            502767..504401
                     /locus_tag="DJ46_553"
     CDS             502767..504401
                     /locus_tag="DJ46_553"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63668.1"
                     /translation="MTVALLLVAMLIVIPLFLILLSSVYENSSWNFLKPFEVMQSSGL
                     AGIFLNSMLLGVLVVIGATVFAFPLAFIMSKTDVGKHSKLDIVFMIPFMTPPYIGSMG
                     WILFMQPNGYFEQFFPMLKTISSSFFSLGGMVLIMSLHLFPFLYFMLKNTLLQIGSSK
                     EEAAAVHGGSFFYRLRKIILPLLVSSYVMGALLIFVKTIAEFGTPATFGRRIGFHVLT
                     SEIHKFISSWPIDFSSATALSSLLLSACMLIWYMQNVLNRKYSYAMVSGKGVKSKRYT
                     LSIFARVVAWFYVIGLLIVSIGIPYFSILIASLSKLRGGGLHVNNFTTSHYEALFTIG
                     SPGLEALWNSFLFSLITAIIAVMIGVFLALMIRKGKKSSEKWLDMCGMLPNMVPGIVM
                     VVGLILFWNSPYMPLSIYNTPVMVIVTYVVLFLPYTVQYVKASLGQIDDSLVQAGSIF
                     SGNYIYIFRKIILPLIIPGILAGWAMTFTISIRELVASLLVLPPSVETSATFIFAQFE
                     QGEVSIGMAMAVVSVGLTTLCLLLLQHMEQKRKGVA"
     gene            504350..505660
                     /locus_tag="DJ46_554"
     CDS             504350..505660
                     /locus_tag="DJ46_554"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK61448.1"
                     /translation="MFITSAAYGAKTKRGSMMRVEVWGGAGEYGRSCYFVKNKETKIL
                     FDCGINRSYEDSYPKIEREVVPFLDAVFLSHIHEDHTMGLPLLAKYGYKKKIWTTRYT
                     KEQLPAYYEKWRNYNVTQGWNVPYNDQNVKDLNYIYVDEISNPNEWIQITPTLRFQWG
                     YSGHVLGSVWFLVDMSHTYVFYSGDYSAESNILRANLPEKLRGDIKVAIVDAAYHTDD
                     VSQRERVNELCTEIERAAGNKGIALLPLPPLGRAQDIVLYLYEKYKEFPIIVDQEILD
                     GFDEMFLYKDWIKNNKELEELMESLKRNIIVMDDDGGTQHSYGIVVMSDANMQTKRAQ
                     LYYEQIRHEERNSIIFTGHVAKGSFAEKVLKERIGKECRVKRVPYKVHQSIRDVKEML
                     NTLLPEHTVLVHALKEDTDRLQKKLSTAGYENVYSLTMERIEVI"
     gene            505681..506514
                     /locus_tag="DJ46_555"
     CDS             505681..506514
                     /locus_tag="DJ46_555"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64431.1"
                     /translation="MKKVFVFVSIFFCCFLYSDKEGFAASPMTPSFEVKLLLKPEQVL
                     GPNKEMKQDVLEHFQAGTNYERIQVQFLDTENKNLSNEGWFARIRKKEFSKDFELTYK
                     KRYPIPNGVIQDALEVAKNDGFDSKTDNYDAEIDWGFEKKTLSISNKKSYSAKGYGVL
                     DLPDEQAAQNMLIEKLPGKMNKWLYTNWGEEMLKNSRIYGPVLMKRYTAEFENIKTNI
                     EVWPLSNTGKIEDDFVIEVSFKTNEASIAKEQREVLMQSLDQKGWLLPKDSLKTELIF
                     Q"
     gene            complement(506564..506977)
                     /locus_tag="DJ46_556"
     CDS             complement(506564..506977)
                     /locus_tag="DJ46_556"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61845.1"
                     /translation="MVYCYVGCIWSIKIIVSSLPNTVIESIISKYETHPQLEEANATV
                     TINGNNVEGEKKSKIIHDFNEGLFLDRYYAPPHNEGTPLIIHAKRGKKDFNFYIYSHE
                     EHVDVVKQYKKKVVAYSLRSKNLQNNDMLVSADLA"
     gene            507209..507370
                     /locus_tag="DJ46_557"
     CDS             507209..507370
                     /locus_tag="DJ46_557"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65353.1"
                     /translation="MSTVAIVYGIILSTIIVLFFVGVSRYIHKWKESVAKLNHIEEEL
                     SDLMLHHGK"
     gene            507530..508165
                     /locus_tag="DJ46_558"
     CDS             507530..508165
                     /locus_tag="DJ46_558"
                     /codon_start=1
                     /transl_table=11
                     /product="cupin domain protein"
                     /protein_id="AIK62748.1"
                     /translation="MGSSGYVPDNKNLKKSSGTPNLFFDSRKNVFFKRDKKNVAYEVT
                     STQLPAMIGGAFVDLFMTKGHMREPHWHPNAWELDVVVSGEAITSILNPETNQLQNYH
                     VKAGQTVFIPMGWWHWITAVTEEVQLHLFFNNDQFETAEGSDILRLTPPEVFQAAYGV
                     SAEKLEKDLSPIKESVVIGPPNSNRISSVKESDESNIVVTLNGQITPCEIE"
     gene            508267..509358
                     /locus_tag="DJ46_559"
     CDS             508267..509358
                     /locus_tag="DJ46_559"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK62648.1"
                     /translation="MNILKIIGIVAGVIIVAVIAFFVIMKYYLSKEDPNYVLKYIKEH
                     KDDKTCSLFIKRNGEVITSINENKKLPLASMAKIVIAVEFAKQVSEGKISRDEQISLH
                     ELNKYYVKDTDGGAHPDWLEDARARELVKNGQITLEEVAKGMIHYSSNANTTHLLDKL
                     GIERVNESIKELELTSHDKFSSYTASLYMRGYVEKELHEPENQSLEKIRNMSQDEYNQ
                     HVLQIHEWMKDEEEWKKRDIPLKVDMKFQRIWSDRLVGANAKDYMSIMEKINSRKYFP
                     KPMQEEIENIFKGTVKNSKFEYAGQKGGSTAFVLTKSLYTTDKKGNKVEVVIMFNDIE
                     DQVAYQKLRNNVDYFIRDIITSEEFKNKL"
     gene            509427..510050
                     /locus_tag="DJ46_560"
     CDS             509427..510050
                     /locus_tag="DJ46_560"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63244.1"
                     /translation="MLETFPNLELRPPLFYNGDTGIRFRLGVNYDCNNIYENCLYLEV
                     VYNRAITLFQSLHATEDDIYIVVDVNDYADGESFKHKLNIFSKYVKAKSDLFKLQKNT
                     IPYVFPEDDEDGVYKMHRYILKCKVSDLKYIPMLKAICNQDMGIKPRIVHRVYFINSN
                     KNTIFHVYDDRGCDVLATSPNTIRDIYHTYNDWILEYDRNKIDKVFN"
     gene            510209..510784
                     /locus_tag="DJ46_561"
     CDS             510209..510784
                     /locus_tag="DJ46_561"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AIK66172.1"
                     /translation="MTTIYFVRHAHSTYTKEERERPLSEKGHCDAENVTSLLKDKHID
                     VVISSPYKRAVQTVQGIANTYHVSIEIEEGLRERLLSSEPIADFNDAIENVWEDWSFA
                     YEGGESNDVAQRRAVICMQSILKKYKGKNIVIGTHGNIMVLLMNYFDSKYDFRFWKTL
                     RMPDIFKLNFHNEDLVSAERIENTGHQINNL"
     gene            510874..511245
                     /locus_tag="DJ46_562"
     CDS             510874..511245
                     /locus_tag="DJ46_562"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65211.1"
                     /translation="MFEKEKEGLIEVHNVYEIAPADGTIIGMATEEEMEIAAELELQY
                     YAHSRLLETNIQLDGSSYKELLQEFQEYERKSMSFWRAIHKRLAVPWAWVLRIDVANG
                     PIYVSNGNSYYEEIDDEEDYE"
     gene            complement(511264..512124)
                     /locus_tag="DJ46_563"
     CDS             complement(511264..512124)
                     /locus_tag="DJ46_563"
                     /codon_start=1
                     /transl_table=11
                     /product="PGAP1-like family protein"
                     /protein_id="AIK62832.1"
                     /translation="MGQTIEVYIKGCNTQTVVIQTGMGCSFYDWFPIIEKLSQHFTVV
                     SYHRPGYGKSDLGNDSRTIRKVTKELHMLLQKLAIHEPIILIGHSYGGLCAQHFTMLH
                     EDKLQALILVDSTSMNLHRLDELHLPISDQTDSDDMWLQKYNTYSKMDVDMLSNRLKP
                     MLAGQSRQQIEFSTSPSLYKATASELSEWKNCALSLKELYKTLEIPLIVIGRDPQYAI
                     TQLIKSGMPIEEATQLEAMWQELIHEQLKLSMNSQYILAEHAGHGIENDRPDIIIEAV
                     HSLKIKKGSN"
     gene            complement(512138..512497)
                     /locus_tag="DJ46_564"
     CDS             complement(512138..512497)
                     /locus_tag="DJ46_564"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62211.1"
                     /translation="MHFLVKVIVSALIIGVITEVAKHYSTIGGFIAALPLVSLLSLFW
                     ISFEGGNKQELSQFALGVLYGFPASALLLFIVYIGLKNSFSLSTSVLFGIGVWCLVYC
                     FRLSKIISSLVRRVYYL"
     gene            complement(512481..512765)
                     /locus_tag="DJ46_565"
     CDS             complement(512481..512765)
                     /locus_tag="DJ46_565"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK61045.1"
                     /translation="MEKSLLSLLSHNTASEHIKRLIQKGFIIKERNKQDERVVNLTLT
                     KEGIEVLEKHTLLDKEKIKILESQLSKEEQQLIEKAFSLLAKEAKYAFPR"
     gene            complement(512731..512889)
                     /locus_tag="DJ46_566"
     CDS             complement(512731..512889)
                     /locus_tag="DJ46_566"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family transcriptional regulator"
                     /protein_id="AIK62197.1"
                     /translation="MKDINQHWENIYYHLRYEYEDNLSHQAIRILQIVSREKEITIGK
                     VATELTLS"
     gene            513014..513841
                     /locus_tag="DJ46_567"
     CDS             513014..513841
                     /locus_tag="DJ46_567"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatase 2C family protein"
                     /protein_id="AIK66150.1"
                     /translation="MCKGIHLERERMIAVNTFKWMSHEQMYVDEIHVEKCGPLSVGVY
                     GGNQESDAYERGDAVLAWWDPELQFEFVMIFDTHHKTKNIDYIVEAISERKEKLKELF
                     SYPIHLVFHHTHMYLLALFTDELFIEKCDQDDEELACLICLRKGEFLYWLSVGNCFAY
                     LFHSEKTKNGKGRLNKRKNYEYIGRKNIFAANTPCFTSGVRGLEKGMNHIVMATDGIL
                     ECDKRRFDDDQSLVEILHDGSCLQIEPVLTNVLQWKGRDCATIIGWSIDTENKRCAN"
     gene            complement(513884..515707)
                     /gene="asnB"
                     /locus_tag="DJ46_568"
     CDS             complement(513884..515707)
                     /gene="asnB"
                     /locus_tag="DJ46_568"
                     /EC_number="6.3.5.4"
                     /note="asn_synth_AEB: asparagine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="asparagine synthase"
                     /protein_id="AIK62585.1"
                     /translation="MCGITGWVDWKEDLSNQHVILKKMANRIQHRGPDAEGFWFSPRA
                     AFAHRRLIVIDPEGGAQPKTFRAGDYTYALTYNGEIYNFRELREQLQKCGHTFETHSD
                     TEVLLHAYLEWKEDCVQHLNGIFAFALWDDQKQRLFLARDHLGVKPLFYTERNDSIIF
                     GSEIKALLAHPSVPAEIDADGINEIFGLGLFRTPGCGVFKHIEEVRAGHSITFTRDKK
                     VVTKYWNLESKVHTDSIEDTSSHILSILQDTVKRQLIADVPLVCMLSGGLDSSGITAL
                     AGKEFAAENKTLHTYSVDFVNSAKDFELTFARTGLDAPWVKRVSEHVGTSHHDIIVNA
                     EELANHLFVPLRAKDLPSAGEMETSLYLLFCEMKKDATVALSGESADEVFGGYPWFHQ
                     EELLYVDKFPWLTNWKNTSPLLLHEISNQCNLENYIDTRFQEAILEVPTLEGESKKSA
                     KQRQMFYLFLTRFLPFLLDRKDRMSMAVGFEVRVPFCDYRLVEYLWNVPFNIKSIDNI
                     EKGILRRALKPALPDDVRNRRKSAYPTSQDPQYLQTIRHLSLDMCSNKNNPIFSLINH
                     STLLAIADGSNKEINNFEARSAMEYMLQVNEWLKTYHIHIA"
     gene            515972..516538
                     /locus_tag="DJ46_569"
     CDS             515972..516538
                     /locus_tag="DJ46_569"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK62464.1"
                     /translation="MKSNEKDYIKRLKRQKEDALEFVVDTYLPLIKGITHKVLFPVQN
                     DGLIEECVNDIFLSIWNNANKFHGEPSDFKKWVAAIAKFKAIDYYRKATKKVEIISDE
                     FHISTEKSAEDELIVMEDREELLKLINQLEPLDQKVFIMKYLLGMKTEEIGDKLGLTR
                     AAIDNRVYRGKKKLQQNATNISFGGSAI"
     gene            516535..517635
                     /locus_tag="DJ46_570"
     CDS             516535..517635
                     /locus_tag="DJ46_570"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63817.1"
                     /translation="MKDIYELLNDIDIDEKELEEIEASEIEKEKVKRNVKQSIRTKKK
                     MKSWKKGVAAASILVGLSVTTLGIGFPTYAGGLPIVGDIFRFLDNGRTGLYENYKEFS
                     TELNMTRESNGVKVTINDVISDGRTLSITYSLESEQDLGDDPIILGGLDIMDAHGSSG
                     SGKMTKVTEKKYVGMVTTTHHDSNKKDKVNFRWNIEGIEIPDRKKSIQGHWNFALTVK
                     SMDSKERTIGGSSEKEGIKANMEKVAMSPVSFILYYNQEVSKGARKEWDSVDVELTVK
                     DDLGNDYSGEGNGGSGNDPYNIRWSATFQKLNENATKLIVTPRVHLRVHTPENHGGVE
                     YVNGKEKKIEVPNKEAKKKDIVLDDIVIDLKK"
     gene            complement(517675..518748)
                     /locus_tag="DJ46_571"
     CDS             complement(517675..518748)
                     /locus_tag="DJ46_571"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl hydrolase"
                     /protein_id="AIK64604.1"
                     /translation="MKRLFLCMERELIVVKERYGNYETAYHLQNMQPTCIAVDPFQKN
                     RVYCGTFGRGLWLSDDSGDSWRPIGDSYRYFDFPKEDGILHSSITSITISPNEKVNGY
                     GVVYVGTEPSALFCSENGGETWTELKNMKSLLSSYTWAFPPRPFTHHVRWITVDPQNP
                     NTIHVSIEAGAVIQSNDKGHTWIDKKFGAPIDAHQLLMHPEAPNRLYASCGDGFMGGP
                     DRAYLESYNSGNSWISRSEGLEHHYLYSMAIDPADCNTILVSAAPSADLAHHRIPYES
                     YIYRKTKDTPFEQVQQGLPSAIGTVISMFATNPAEPHTFYTLNNNGVFQSNDSGESWE
                     QLNIPWKGEYKTQHPHALLVTTP"
     gene            518939..519838
                     /gene="czcD"
                     /locus_tag="DJ46_572"
     CDS             518939..519838
                     /gene="czcD"
                     /locus_tag="DJ46_572"
                     /codon_start=1
                     /transl_table=11
                     /product="cadmium, cobalt and zinc/H(+)-K(+) antiporter"
                     /protein_id="AIK61752.1"
                     /translation="MGHSHNHGHSKNKKALLLAFLLTTSFMIAEVIGGFVTNSLALLS
                     DAGHMLSDAVSLALSLLAFKLGEKTATAAKTYGYKRVEMLAALCNGVVLIVVSVYIFI
                     EAIRRFKEPVEIASNGMLIIAVLGLLINILSAWILMRGGDVKGNLNLRSAFLHVLGDL
                     LGSVGAIIAALLIKFFGWTAADAIASILVSILVIISGWRVTRDTVHILMEGAPQHINV
                     EEVKSTLLNITVVKEVHDLHIWSVTSDFQVLTCHLIIKGNETQSVLKEATEVLKEKFH
                     VEHVTIQVEIDGEFHHSETTCKV"
     gene            520032..520202
                     /locus_tag="DJ46_573"
     CDS             520032..520202
                     /locus_tag="DJ46_573"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62671.1"
                     /translation="MSSQLRFAVENRKRHLIDVLIGAGVFKIRDRQLYELSLEELEKE
                     YEDMEDYADIQA"
     gene            complement(520259..520930)
                     /locus_tag="DJ46_574"
     CDS             complement(520259..520930)
                     /locus_tag="DJ46_574"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK61319.1"
                     /translation="MPIPQNYKKQGRVSAKSLVLNQLQDWIIEGVLKPDEKINDGELA
                     EALGVSRTPVREALQILELSGLVEMVPGQKTKIAPIKLDDIPTIYETMAGLHSIIGKQ
                     ALQHTTEADLKLLSEINNDFQYSIEKKNAKQALELDIQFHNVISSIAKNQYIEPFLEN
                     MQLHVLRLEYLFFQNFVPASQSIDEHHAIIQALQKQDEKQMEQMMTQNWLRPMKEIQK
                     IISTK"
     gene            complement(520947..521912)
                     /locus_tag="DJ46_575"
     CDS             complement(520947..521912)
                     /locus_tag="DJ46_575"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK63915.1"
                     /translation="MDPNRLKGIIMVVIGACLWGLSGTAAQQLFQYDNISTEWLVTIR
                     LLISGIILLIIASFGTSKKEIFGIWKQRSDAYKMILFGLFGMLAVQYTYFASIKEGNA
                     AVATLLQYLAPIFITVYLLFKWNVRPSKIDFISITLSLVGTFLLLTNGSVHNLAVSTP
                     AIIWGILSGLSLAFYSLYSKGLLERWSSSVIVGWGMIIGGIGVTIVHFISTKEFILLS
                     TVKYVKLSTLPLITFVVIFGTLIAFYLYLDSIRYLTPKETTLFGCTEPLAAIISSVLI
                     LHVPFQSFQLLGAFCVIVMVLILSQKPDEGKPELKLVHEKKENIQ"
     gene            complement(522098..523285)
                     /locus_tag="DJ46_576"
     CDS             complement(522098..523285)
                     /locus_tag="DJ46_576"
                     /note="cobalamin synthesis cobW C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65387.1"
                     /translation="MKKIPITVLSGFLGSGKTTLLHHILTNKNNLKVAVIVNDMSEVN
                     FDASLIKKGGFSRTEEKLVEIQNGCICCTLREDLIIEVNRLVENGDIDYIVIESSGIS
                     EPIPVAQTFTYTDDVLNIDLTKNCRLDTMVTVVDANRFWDDFADGESLLDRKQAINEN
                     DTREVIDLLIDQIEFANVIILNKIDLLEKEDVIELHQLLQKLNPNAKIIESSFSNVPL
                     QEILNTNVFNYEEASQSAGWIQELNSEHHTPETEEYGINSFVYRRKYPFHPERLMNWL
                     EKWPVDVVRAKGFFWLASRNNMIGLLSQAGSSITIQGAGEWIAALPETERNQMIIEEP
                     EVLKNWDKQYGDRITELVFIGIDMNRSLIEQSLDDCLLTEKEMTQNWNTFIDPIPAFT
                     YTS"
     gene            523473..524450
                     /locus_tag="DJ46_577"
     CDS             523473..524450
                     /locus_tag="DJ46_577"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease family protein"
                     /protein_id="AIK65526.1"
                     /translation="MVFNRVSKELAGIVLIVIFLFLLFLVDFTSLANLHKSMPQVWLN
                     VNTLFLSIIFEAIPFILLGIIVSSLIQVFVTEDMIQKVMLRSPIVAMIPAVFVGILFP
                     MCECVIIPIVRRLIQKGLPLHVGIVILLSAPIMNPVVLLSTIYAFQKNDYVVYARFGI
                     TIFVALFIGLIVYHRYRERNVLKDVEGSVQKSKNKSWKDVMNHTVDEFFDTGKYLLMG
                     AFLASVFQTFFDRNVLDTVAHNEVVAPIIMMGFGYVLSICSSADAFIAASFGQVFSVK
                     ALLAFLVFGPMLDMKNTLMLFAYFQKKFVFFLIGIIILSVYTIVQITRL"
     gene            524464..525336
                     /locus_tag="DJ46_578"
     CDS             524464..525336
                     /locus_tag="DJ46_578"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63975.1"
                     /translation="MEKEEQKAYHRYIRGIILIGLAMLLFKLLVTGNIYNFIAPKMIK
                     FTYIAFVVLLLLGSLQVWRDGREKQDDCNCCKYHTASKLGMKSLFVYVLFVVPIISAF
                     LFGSVTIDGSLAGKRGMNQSVQARSMEKNEKEGIRANSDSKEQDETSNLKVTEQVEEQ
                     LTKSMLGQRKIQVEDKDYVQTMGIIGQDVNGFKGKELTFTGFIYKDKDVRGNKAVVAR
                     YGITCCIADASVWGMIVTGQNVEKFPEETWVKVTGILDKTTYKRMPFPLVKISKLEKI
                     NKPADPYVYDALLQ"
     gene            525449..526108
                     /locus_tag="DJ46_579"
     CDS             525449..526108
                     /locus_tag="DJ46_579"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK65436.1"
                     /translation="MNWVTHKPTFEFDNFSPFIRANTAWLGHLEFAYDLVRFEKPEIL
                     VELGTHMGASFFSFCQGVKDGGLATKCFAVDTWTGDGHTGPYGEGVFHIVDKVVKTSY
                     PNIGNLIKSTFDEAVDQFQDGTINLLHIDGYHTYEAVSHDYKTWLPKLADNGIVLFHD
                     IEVKDRNFGVYKFWDEVKAKYPHFQFQHSYGLGVLFPKGCSDRFKEILKNKEEIQDMY
                     K"
     gene            526441..527844
                     /gene="nhaC"
                     /locus_tag="DJ46_580"
     CDS             526441..527844
                     /gene="nhaC"
                     /locus_tag="DJ46_580"
                     /note="antiport_nhaC: Na+/H+ antiporter NhaC"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+/H+ antiporter NhaC"
                     /protein_id="AIK62946.1"
                     /translation="MKSVRLPSMLEIIVLLLLFLAVVFSFQTIFDLPIQLALFISWFL
                     VIALGLRLGFRYQELQDAITKGISNGLEAILILVAVGALIGTWIAGGIVPTLIYYGLE
                     FIHPSIFLLATLIICSITSIATGTSWGTVGTAGIAMMAIGEGLGLPLPLVAGAVLSGA
                     YFGDKLSPLSDSTVLAASMAKVDVIAHVRAMLVLDVPAYIITSIMFTVAGWMYGGDNV
                     DLNRVEFLKESLLKHFDIKIWMLVPAIIVIVLLAMKKPSMPTIAMGALLGAIWATVFQ
                     GMHFGDAIGTAYNGFSIQSGVEFVDKLLNRGGINGMLGSVAVIIFGLGFGGLLEKLGV
                     LKVIVSKFEKKLNSAGNVTLSTLIVAFLANIFGCAMYVSLILTPKIMQESYDKLKIDR
                     RVLARNSEVGGTLTSGMVPWSDNGIFMAGILGVATISYIPFMWLSFVSLILAVIYGYT
                     GKFIWYVDDAEKGKEAS"
     gene            528100..529488
                     /gene="fumC"
                     /locus_tag="DJ46_581"
     CDS             528100..529488
                     /gene="fumC"
                     /locus_tag="DJ46_581"
                     /EC_number="4.2.1.2"
                     /note="fumC_II: fumarate hydratase, class II"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarate hydratase, class II"
                     /protein_id="AIK63367.1"
                     /translation="MEYRIERDTLGEIKVPADKLWAAQTQRSKENFPIGTEQMPLEIV
                     KAFAILKKSAALSNQKLGKLSEEKAEAIVVAADEIIAGKWNEHFPLVVWQTGSGTQSN
                     MNVNEVIANRGNQILKEKGSDVHIHPNDDVNMSQSSNDTFPTALHVACVLAVENHVLP
                     AITKLKETLAEKVTAFEHIIKIGRTHLQDATPLTLGQEISGWHRMLEKTERMIAESNT
                     YMKELAIGGTAVGTGINAHPKFGEMVSEEISQFTGKQFISAPNKFHALTSHDEVVYTH
                     GALKALAADLMKIANDVRWLASGPRSGLGEIIIPANEPGSSIMPGKVNPTQSEALTMV
                     VAQVMGNDATIGFAASQGNFELNVFKPVIAYNFLQSAHLLADAIVSFNDNCAVGIEAD
                     EEIIKENVNRSLMLVTALNPHIGYENAAKIAKHAHKEGLTLKEAALQSGLLTEEQFNE
                     IVDPKKMIAPKE"
     gene            complement(529576..529998)
                     /locus_tag="DJ46_582"
     CDS             complement(529576..529998)
                     /locus_tag="DJ46_582"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK65079.1"
                     /translation="MKFKAKKNPFHVIFISLFIMIFFISLFFQNENSIFFTLMMLLNV
                     VNLSSFYFSHYHITASSLIVKHGFIFHTEILFKDIRHVKYAGKKLHSKKWTRQQLEIH
                     YNLFDSVTVFIPQEEEKFLSVLKENCPHMKVLNMPANK"
     gene            complement(530229..530462)
                     /locus_tag="DJ46_583"
     CDS             complement(530229..530462)
                     /locus_tag="DJ46_583"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62759.1"
                     /translation="MTILHDPWFTVKQIAQNTYAISEYGHWEQVHSILTTKKVFLYKK
                     TPFTFYIFYLQSLLKPYLLVQMYAFGFYLQQMY"
     gene            530687..531451
                     /locus_tag="DJ46_584"
     CDS             530687..531451
                     /locus_tag="DJ46_584"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62328.1"
                     /translation="MSDISEKFWDASVEELKKGYVFDEETEEYICLACGETFIKGVIY
                     QDNQVLYEAEKFVQLHVQNEHTSMFDYLLNLDKKYTGLTDLQKKMVQFFHMGLNDKEI
                     VKEMDGGSTSTIRNHRFTLREKMKQAKVFLALMELSEEKSKVQTKFVPIHRTATMVDD
                     RYNITEEENDEVLKAHFTEGLDGPLSKFPKKQKRKLIILRHLVTKFDSNKKYTEKEVN
                     TIIESVYPDFVTLRRYLIEYGFLDRTDDGSQYWVKL"
     gene            531550..532266
                     /locus_tag="DJ46_585"
     CDS             531550..532266
                     /locus_tag="DJ46_585"
                     /note="matE: MATE efflux family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MATE efflux family protein"
                     /protein_id="AIK65865.1"
                     /translation="MKPPTDNNKEGAESHKLESESKPIWKSMSMFLVPLLLSNVLQSV
                     GQLFGMVVVGRWLGVNDLAAISAFFPLFFLLVSFVIGIGSGSSILIGQAFGAKNEDRL
                     KAIVGTTLTFTFIIGVVLAIVGSIFAMDIMRLMGTPENIIEISVHYARILFISMPVLF
                     LYFAYTTFMRGTGDSKTPFYFLIVSTALNMILLPILIFGWLGAPKLDVYGAAYASVIS
                     TVITFIVMLVYLKKKITHYN"
     gene            532293..532958
                     /locus_tag="DJ46_586"
     CDS             532293..532958
                     /locus_tag="DJ46_586"
                     /note="matE: MATE efflux family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MATE efflux family protein"
                     /protein_id="AIK63489.1"
                     /translation="MDWDLLKLLLRLGIPASINMILVSLSEIAVIAFVNRYGSDATAA
                     YGVVNQVASYVQMPAVSLGITVSIFAAQSIGANQFDRLQKVVKAGIIMNYVIGGVLIS
                     LIYLFSRDILSLFLTSQTTIEIAHSLVMITLWSYLIFGHAQIISATMRASGTVLWPTV
                     IGVVSIWLVEVPVAYYLSYHTSLGIEGIWIGYPAAFIVSLILQYAYYKLSWQKKRITR
                     LVS"
     gene            complement(533015..533713)
                     /locus_tag="DJ46_587"
     CDS             complement(533015..533713)
                     /locus_tag="DJ46_587"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase S51 family protein"
                     /protein_id="AIK65692.1"
                     /translation="MKLAVIGGGDLQDSNHSPINERLIELTNKQYPKVLFIPTASHDD
                     ESYIKLFLDTFEKQLHCDVQILRIIADTPSKYEIDEMIQSADLIYLGGGNYIQMVTEW
                     KEHKLDEKLLLALQQGTLIAGYSAGAMCWFTSSIRSDYEGSGYIESNGWGIVNKRFCP
                     HYNQLNRMNAFHSFLQNHQGNIEGIALEDNCALYITEESFEIIGEPEKAWEFYMSDNK
                     LIRQHFDITLKSYL"
     gene            534107..534505
                     /locus_tag="DJ46_588"
     CDS             534107..534505
                     /locus_tag="DJ46_588"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63108.1"
                     /translation="MDFRFEFTTKVKEYLDDEKDEKIIKDGHRDIIFQYLYPLESEIG
                     IYKNPNFTFFASGRRSHIVLENIEFKTEVNVKSNIIEITKIVDNVVIPLDTIVAKDRE
                     LFALGRNEKFSVQILEQYLFDTFGEKLGLK"
     gene            534613..535011
                     /locus_tag="DJ46_589"
     CDS             534613..535011
                     /locus_tag="DJ46_589"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillinase repressor family protein"
                     /protein_id="AIK61036.1"
                     /translation="MFTQNYKLNEQGLNHFFGPLEAKIMEIVWSSEGITIKEVQQKLS
                     EESPVNFNTVMTVMNRLVEKLHLEKQTVKRSGIYRAVQTKDEFLSNQTKKMTQELMGE
                     FGDLVVNHMLDELEQADPNLIKKLEDKLSQ"
     gene            535031..535843
                     /locus_tag="DJ46_590"
     CDS             535031..535843
                     /locus_tag="DJ46_590"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M48 family protein"
                     /protein_id="AIK65158.1"
                     /translation="MKWQMRKIVLLAGIVSILFFSMLVYYVTYPFLFQNKMFFLSNFC
                     LFQLEKHMKELSLIRIIIAGFLLLTVFIVCKRIWRQFFYSKRLQKVLIPFIRKGKQIY
                     ILPTAEVAAFTIGLFRPKVVISEGMIQTFSDEEMDAIIFHEEYHQNNHDPLKLFCFTL
                     LAEGMMYIPVLKGLLQRYHTYQELAADKYAMQKMESSFELGSALLKLIKIKTMENRCV
                     TASFAKTAINLRIEQVLNEKVVKLTIPLHTNSVYVTLGLFCMSVVLIVGECI"
     gene            535897..536610
                     /locus_tag="DJ46_591"
     CDS             535897..536610
                     /locus_tag="DJ46_591"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome C biogenesis transmembrane region
                     family protein"
                     /protein_id="AIK66072.1"
                     /translation="MNAADLTIWLVAGAGVLSFISPCSLPLYPSYLSYITGVSIQDLK
                     ENRGIMQKSAIIHTVFFMIGFSVIFYALGLSVSWIGITFSSNQKLIQQIGGIFIVLMG
                     LFMTGLFQPKWLMAEKKVQYRSKSTGYIRSILVGMTYAAGWTPCVGPIFSAVLMLGAT
                     NPEGALLYITAYTLGFAVPFFVMAFFIGKIKWIVTYANVMMKIGGGMMIVTGILLYTN
                     QMTKITAFFIRLFGGFTGF"
     gene            536629..537183
                     /locus_tag="DJ46_592"
     CDS             536629..537183
                     /locus_tag="DJ46_592"
                     /codon_start=1
                     /transl_table=11
                     /product="redoxin family protein"
                     /protein_id="AIK65589.1"
                     /translation="MKKLIAIILAGALIWAGVNFYNSKKEEKERKAKQAELQKTEVLP
                     QVGFKAPDITLKGLDGKLYSLHDAKGKPYLINFWASWCGPCEMEAPDLVCMYDKYKKD
                     VEIFAVNATIGDPVQEASAFADRHGFKFPVLLDMDGVAGLDYKVFSLPTTFFVNKDGI
                     IVEQVRGVLPPDQLEEKFKKLIES"
     gene            537201..537881
                     /locus_tag="DJ46_593"
     CDS             537201..537881
                     /locus_tag="DJ46_593"
                     /codon_start=1
                     /transl_table=11
                     /product="prolipodiacylglyceryl transferase family
                     protein"
                     /protein_id="AIK61726.1"
                     /translation="MEWIVRLQPVSLIIGSLFGFMLMKRKMKNESVPYEKMMDAVTNA
                     FLIIVFVWKFAPAILNPVWTIRSPLQALLAIGSTKHIVVGCIIASVYIVWKSKKGQFS
                     LRTLLDALPIALCMSIIFYFLFHQKVGVQTTLPWGVKVYESNFLYHPIFAYEIILALC
                     IVGLLWMKNERLGNGKNISVFLIIEGFAHIIISLVSEQNSVLFGLSMQQILSFCIMSL
                     GILFVPKR"
     gene            complement(537932..538477)
                     /locus_tag="DJ46_594"
     CDS             complement(537932..538477)
                     /locus_tag="DJ46_594"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65834.1"
                     /translation="MENIDIGKKIEQQRKEKGLTSKELAKMADITPSMLSQIERGSAN
                     PSIQTLKVLAKALDVPTFSFLLEDTNTDDLIVRSHKRKKMIIDNLSYEMLSPDFTGNL
                     ATAIMTIPPNTASSENVLEHKGEELAFVLEGKITLHLNEEEYILETGDSVKIPAYLKH
                     KWVNQFEKNVIVLFSVTPPIF"
     gene            538733..539071
                     /locus_tag="DJ46_595"
     CDS             538733..539071
                     /locus_tag="DJ46_595"
                     /note="tspaseT_teng_N: transposase, putative, N-terminal
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63180.1"
                     /translation="MKTTRTCKINSITKEQTEALITLIRTFESAKRYSFNRLIEGESE
                     KELIKKLQLKYLLNKRFCEDAVLQVQTILSSQKELLPVYLENNQKKLEKTLQKKMIMK
                     VAGKTQKKFH"
     gene            539074..540285
                     /locus_tag="DJ46_596"
     CDS             539074..540285
                     /locus_tag="DJ46_596"
                     /note="tspaseT_teng_C: transposase, IS605 OrfB family"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, IS605 OrfB family"
                     /protein_id="AIK62134.1"
                     /translation="MCLIGLRKRQQKLEQKIEMYETHIKNGTLPPIIFGGRKNFYERM
                     KDKISNQEWKDLRTRQLYSRGDKSKKGNLNMRITVDDCGQGWLEIANSLGRTNGKTKS
                     PRIKVPIIIPYRFYHEITNVVMGEQIGVNPKGKPIIDHQKYSVEIIRKQNDFYVNITF
                     DETEIGRVLDFKETPQSDLIAGIDVNPDRIAVSLCTKQGNFKGSKIFYLHNLDTFSTN
                     KRTTVIGQIVQQIKKWLIENNVGGIVLEDLKFQQSHDTDKYSNRKFHQFTYKKMLDSL
                     IRMALRNGFSVKTVNPAHTSVIGKLKYCKKFGISVHETAAFTIVRRGLGFQERLPKEV
                     VLLLKNKITTKLRIFVASMEESEKDTNTKKVYKKWLQTIKTWKDHHNWKLWSILHKTV
                     YMSNQQLLFKI"
     gene            540533..541873
                     /gene="dsdA"
                     /locus_tag="DJ46_597"
     CDS             540533..541873
                     /gene="dsdA"
                     /locus_tag="DJ46_597"
                     /EC_number="4.3.1.18"
                     /note="D_Ser_am_lyase: D-serine ammonia-lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-serine ammonia-lyase"
                     /protein_id="AIK61014.1"
                     /translation="MKEIEKLKEEYPLLNKLIEIEEVFWVNPNMEKYETAIKDSPLSE
                     ENVKDAEERLKRFASYIAKVFPETKDTGGIIESPLVKIPSMKQSLEKNYEQPILGELL
                     LKCDSHLPISGSIKARGGIYEVLKHAEQLALQQGMLTEEDDYSILDSDTCREFFATYS
                     IAVGSTGNLGLSIGIMSAKLGFNVTVHMSADAKQWKKDLLRSKGVNVIEYEADYSKAV
                     EEGRRQADADPSCYFVDDENSHDLFLGYAVAASRLQKQLEELEIIVDEEHPLFVYLPC
                     GVGGGPGGVAFGLKLLYKDNVHCFFAEPTHSPCMLIGLMTGLHDKIAVQDIGIDNVTD
                     ADGLAVGRPSGFVGKTMEPFLSGNYTVSDEELYRLLKELADTENIYLEPSALAGMIGP
                     VKVCKEDAYLQEQQLMEKMKKGTHIVWGTGGSMVPEDVMNGYYKTGEALTILEK"
     gene            542019..543266
                     /locus_tag="DJ46_598"
     CDS             542019..543266
                     /locus_tag="DJ46_598"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66165.1"
                     /translation="MSLQTKYIAGISLGVMGVGFAASIPFQGTVAGEIIQGGFEAGLV
                     GGLADWFAVTALFRHPMGIPIPHTALLPKNRKRVTKGLINTLENEWLTKESITNKVKE
                     MQLAQMVLQIAEREMQSDAVKKGIVTIAEKAIVSIDTEKLAVIIEKELKTYLHTINTS
                     NILQVLVDQLVVQEYDEKTLDYILVKVKDWTAQDEARYQLGSLGMKAMENIKVDGFLQ
                     FTLKSFMNIVDEDKIGGILQKFIISNINSLQDADNSTRQLILAKIRQEIINVKENEAL
                     LQELENWKEKWIANWDGTEKIKEMLEQVQQRAVTFVNNEEFADKYVIPFLQTQMNKIK
                     EDEQTVQKIEEWLQKQVVKLVENNHSKIGKLVQENLDKLDDKTLIEMIENNVGKDLQW
                     IRVNGAVCGFMIGLVLEGIKAII"
     gene            complement(543297..544253)
                     /locus_tag="DJ46_599"
     CDS             complement(543297..544253)
                     /locus_tag="DJ46_599"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61837.1"
                     /translation="MRTWRVGTFSMGLSIISLGCFLLFSVIQGTKVLDSLTAWWPVLL
                     IILGVEILLYLLFSKKEQSFIKYDIFSIFFIGVLGSVGIAFYCLLSTGLLEEVRHSIN
                     TTRQTSNIPDGQFDIPESIKKIVVDAGHQPLTIEGNNTNQIHLLGTYEITTKANEKLN
                     LKQDDFLSVQTAGETMYITLKSLPVQHTLFNSAPQVKPTLVLPQNKNVEIRASNNELS
                     LYPGQLQNNWFVQESSRVSVHLAKESDVSLTAVTNQKETHGSTPWEQVEDVTKKEDTT
                     SEENPEFNGQEHWYKNSIKTGNGTYKLNIEKAYNLNMSVIEK"
     gene            complement(544250..545320)
                     /locus_tag="DJ46_600"
     CDS             complement(544250..545320)
                     /locus_tag="DJ46_600"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64788.1"
                     /translation="MNKNPFLALVLGLIPGLGHLYLKKFGRFILYSGGALFLFIFAVF
                     CTVELGERTIAFLSLFLLAVLWVINLLDLVITIINQTKKQEAGELTDSSKESERFYII
                     LLSIIPGLGHFQLGLMQRGLTFLVACTGIGSMIIFVALLTSQESFLIFLITLPVLWIY
                     NFFDVVQQLQKKERGEQLDDRTIFEEFEEHREQGKKNKTFASILAMFPGAGHMYLGLQ
                     RRGLQLMAAFLLSIYLLDLLRLSAFLFLVPIIWFYSFFDALQQTAKYGKERVHDEPII
                     DYFINHQRWIGIGLITLGGYYLLDQTLLPILNNYFATIFNIHLSELYYRYFQTSIVAL
                     LLIGGGFKLLLGNKENKGGTKE"
     gene            complement(545317..545757)
                     /locus_tag="DJ46_601"
     CDS             complement(545317..545757)
                     /locus_tag="DJ46_601"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62148.1"
                     /translation="MMHYSKEDWRNYTLDFIESNERESMEEHLYECDHCLALYMENID
                     EQQENLPMINDDSFTNEVMTQINFETLQSNENMKSNQLKRTIIHYIIATAATIIFMVS
                     GLFQYIFTATSNFEKSSKHNESSISQQIVNKSVDTSKKRRRFKA"
     gene            complement(545754..546236)
                     /locus_tag="DJ46_602"
     CDS             complement(545754..546236)
                     /locus_tag="DJ46_602"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK63064.1"
                     /translation="MQTYRHYIFQVIFSILRHEEDAKDVTQEVFVKIHASLPNYQFRG
                     LKTWMARIATNHAIDYKRKKARENEELSLCKETEENIKSSHNIEDLLLTKEQKLLIAQ
                     KLRELPENYRDVVLAHYLEEKSYQEIALQEKIEVKTVEMKLYRARKWIKKHWKEEEFL
                     "
     gene            546520..547158
                     /locus_tag="DJ46_603"
     CDS             546520..547158
                     /locus_tag="DJ46_603"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AIK62714.1"
                     /translation="MKIKILIADDNSFIREGMKIILNTYEEFEVVDTVNDGKEAVEYC
                     KKNDVDIALLDVRMPNMNGVEATKLICEETETKPLILTTFDDDEYILDAVKNGAKGYL
                     LKNNDPERIRDAIKGVYNGQTVMQDVVLDKIKCNLMESKEDECKIDKSLFTERELSII
                     ALIAKGFSNKEISKQLFISEGTIANYITSVLGKTGLEHRTQIAIYYLTGKVD"
     gene            547163..548269
                     /locus_tag="DJ46_604"
     CDS             547163..548269
                     /locus_tag="DJ46_604"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase family protein"
                     /protein_id="AIK61426.1"
                     /translation="MEFWLTVSKLIVFIYIVFSYIYLNVVNLPWVILTLLLFLSVNVL
                     ISIFKNDTYKNILTCVSIGLVMLFAWKIHPFFILFLPMNLYEIIFRYIENKWKLFIVM
                     MIPIVFTDESIRMTDGLIVAFSFIVLTMAERYISRVVKLESQNDKMRKDMQRLTKSLH
                     ENKEYIRQSEYTFKLEERNRLSQEIHDKIGHSMTGALIQMEAAKRLMEIDKEKSAELL
                     QNAIHISKDGIESIRITLKNMKPPTEQIGIHRMKLFIEEFASKHDVNIPFVYKGNLDM
                     ISPIQWKIIGENVTEALTNAMKYADATVISIDVHVLNKMVKVQVKDNGKGAVLVKKGL
                     GIIGMEERTASVNGKIIVDGKNGFSVTMLLPIGG"
     gene            548387..549325
                     /locus_tag="DJ46_605"
     CDS             548387..549325
                     /locus_tag="DJ46_605"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65586.1"
                     /translation="MNTLEIKNLTKKFGDFIAVDNMSLSIKEGEIFGFLGSNGAGKST
                     TINMIAGLLRSNEGEISILGKNIKKHNRFAKMNIGVVPQDIAIYEELTAYENVKFFAG
                     LYGLRGAELKARVEEALQFVGLSDKQKSFPKNFSGGMKRRLNIACAIAHRPKLIIMDE
                     PTVGIDPQSRNYILQSVRKLNEMGSTIIYTSHYMEEVEEICTKIAIVDHGKVIAEGTK
                     EQLKAIITDTKDIWIEVKSVENLDVEKLKEINGVKAVQIEENVIKVNSDAGLNNLNKF
                     IQHFINHDIEIRSLEEQAPNLETVFLTLTGRNLRDK"
     gene            549363..550472
                     /locus_tag="DJ46_606"
     CDS             549363..550472
                     /locus_tag="DJ46_606"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK65620.1"
                     /translation="MNIFNIAILHIKRDFRDIRTLVFMLAFPIVLMLVLGTALSNAFN
                     SDSHSIKDIQVLYKDEASSAFSQAFEEFAKKVDKSGIHFKKASEGIDGKEAVKQNKYA
                     AYVELNKDDAKFYGSDRSSVEGSIVEGMLTTFVDKYNVAAEVAKVDPRKVSTVISNGN
                     HNDYIQETSLQAAKKPGSMDYYAVVMTTMIALYAAMGASSLIREERIRKTGDHLIAAP
                     ISKAEIFIGKVLGSLVANALCVLLVMLFSKFVFQANWGEHLGIIFIILLTQVFLAISF
                     GLGIGYITKTAESSRAIILVVVQLASIFGGAYFVVEENFVTNLSPLTWANTAVMKIIY
                     ANDVGAALPVISLNLGISALFLLIAIIALRRREGL"
     gene            550474..551619
                     /locus_tag="DJ46_607"
     CDS             550474..551619
                     /locus_tag="DJ46_607"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK63321.1"
                     /translation="MKDILWLIQKTLSVLLKNKKSLLIIISLPIIGTLISFSMYGNVG
                     QGTLNIGVINKENQPIANDTVKFLEGLNHVKVSKIKESEVEDKLTSKKLDGVITLDSG
                     FSESVREGKPDHIEISSIKGDQVTVFIKSYLYNYIDNIVAISKVAGTDQSTFNSMYAG
                     YQKNLFKVKSETLTDTSKNKDMTNQTMGYLIMFMLFSAANLSGYILKEKENRTYFRLL
                     TTPIDGKKFILSNVGVNMMILTIQILITILFLTNVFHTNINMPFIVMIGVLMLFALIA
                     IGISLVLVAFSKNSASANTMQNLVIVPTCLLAGCYFPYDIMPKAVQKVADFLPQRWLL
                     DTIAKLQQGIPFSELYVNILILFAFAVAFFLIAIYKFGRNNDARNFV"
     gene            551730..552941
                     /locus_tag="DJ46_608"
     CDS             551730..552941
                     /locus_tag="DJ46_608"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase D family protein"
                     /protein_id="AIK61090.1"
                     /translation="MIKKILRVTSIIIAIFAFILICMHIDVTLGRKMEAGKNMPTEYA
                     PHYSDFQLYVEGKSFYKQLFTDIKEAKQSIYTYFFILSDDKSSHTFLNLLKEKAKEGV
                     NVYLSVDLLNDLSFERKMKKELQENGVHFTYSRKQELPFGFYSLHHRNHRRITTIDGE
                     IGYTGGFNIGDEYLGKDKHFGYWRDYHVRIKGEGAKDLEEQFALDWKRDTKEDIKRST
                     DKASKGNTLHTMVSYNGHHVAEKYIDLIKQARHSIVIATPYFIAKNKESMNALIAAQK
                     RGVTVKILWSYKPDLPLIKEAAYPYIRQAINNGITVYGYKKGMFHGKLMLIDNELTVI
                     GTTNFTSRSFNINDEMNFYIHGGPIVGQVNKALTEDFRDSKEMTKEFFEKLSFWERCK
                     EKFAGMVDFYL"
     gene            complement(552996..553739)
                     /gene="pyrH"
                     /locus_tag="DJ46_609"
     CDS             complement(552996..553739)
                     /gene="pyrH"
                     /locus_tag="DJ46_609"
                     /EC_number="2.7.4.22"
                     /note="pyrH_bact: UMP kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="UMP kinase"
                     /protein_id="AIK62896.1"
                     /translation="MRPYKRVLIKLSGGALADQTGNSFNSKRLEHIANEILSIVDLGI
                     EVSIVIGGGNIFRGHLAEEWGIDRVEADNIGTLGTIINSLMLRGVLTSKTNKEVRVMT
                     SIPFNAVAEPYIRLRAVHHLDNGYIVIFGGGNGQPFVTTDYPSVQRAIEMNSDAILVA
                     KQGVDGVFTSDPKHNKSAKMYRKLNYNDVVRQNIQVMDQAALLLARDYNLPAHVFNFD
                     EPGVMRRICLGEHVGTLINDDASLLVHEK"
     gene            554114..555385
                     /gene="gltT"
                     /locus_tag="DJ46_610"
     CDS             554114..555385
                     /gene="gltT"
                     /locus_tag="DJ46_610"
                     /codon_start=1
                     /transl_table=11
                     /product="proton/sodium-glutamate symport protein"
                     /protein_id="AIK63675.1"
                     /translation="MKKFGLATQIFVALVLGIVVGAIFYGNKTAISYITPIGDIFIHL
                     IKMIVVPIVISALIVAVAGVGDMKKLGKLGGKTILYFEIITTIAILMGLLAANIFQPG
                     TGVDMNNLQQSDISSYKQTADATEKQGFAETIVHIVPKNVFESIAQGDLLPIIFFSVL
                     FGLGVAAIGEKGKPVFNFFEGVLEAMFWVTNQVMKFAPFGVFALIAVTVAKFGVATLL
                     PLGKLVLAVYVTVILFVVIVLGINARMVGVNIFTLMKILKEELILSFTTASSEAVLPN
                     IMRKMEEFGCPKAVASFVIPTGYTFNLTGSAIYQALAALFVTQMYGVHMSLTEQITLL
                     FVLMLTSKGMAGVPGASFVVVLATLGSMGLPLEGIALIAGIDRILDMIRSSVNVLGNA
                     LAAIVMSKWEGEFDNEKAKQYVETVKETKAA"
     gene            555410..556849
                     /gene="aspA"
                     /locus_tag="DJ46_611"
     CDS             555410..556849
                     /gene="aspA"
                     /locus_tag="DJ46_611"
                     /EC_number="4.3.1.1"
                     /note="aspA: aspartate ammonia-lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate ammonia-lyase"
                     /protein_id="AIK64376.1"
                     /translation="MATLTEVKNGVRIEKDFLGEKEVPNYAYYGVQTMRAVENFPITG
                     YKIHEGLIKAFAIVKKAAALANTDVGRLELNKGGAIAEAAQEILDGKWHDHFIVDPIQ
                     GGAGTSMNMNANEVIANRALELLGMEKGDYHYISPNSHVNMAQSTNDAFPTAIHIATL
                     NALEGLLQTMGYMHDVFELKAEQFDHVIKMGRTHLQDAVPIRLGQEFKAYSRVLERDM
                     KRIQQSRQHLYEVNMGATAVGTGLNADPEYIEAVVKHLAAISELPLVGAEDLVDATQN
                     TDAYTEVSAALKVCMMNMSKIANDLRLMASGPRVGLAEIMLPARQPGSSIMPGKVNPV
                     MPEVINQIAFQVIGNDHTICLASEAGQLELNVMEPVLVFNLLQSISIMNNGFRAFTDN
                     CLKGIEANEDRLKEYVEKSVGIITAVNPHIGYEAAARVAKEAIATGQSVRELCVKNGV
                     LSQEDLELILDPFEMTHPGIAGATLLKKN"
     gene            556925..558637
                     /locus_tag="DJ46_612"
     CDS             556925..558637
                     /locus_tag="DJ46_612"
                     /codon_start=1
                     /transl_table=11
                     /product="putative NAD-dependent malic enzyme 2"
                     /protein_id="AIK63061.1"
                     /translation="MSKFTVASNGSLETTLRGVEVLSTPLLNKGVAFTQEEREELGLK
                     GLLPPAVLTLEEQARRAYEQFCSQPDDLLKNVYLTALHDRNEVLFYRILTDHLREMLP
                     IVYTPTVGVAIQRYSHEYRKPRGVYLSINDPSGIEEAFANIGATAENIDLVVVTDGEG
                     ILGIGDWGVGGINIAIGKLAVYTAAVGIDPSRVLPVILDVGTNREELLNNPFYIGNRH
                     PRITGEAYDEFIDTFVQAVNKQFPKALLHWEDFSSRNARKILDKYRHDICTFNDDIQG
                     TGAVSLAAVLSAVKASGVPLSEHRVVVFGAGTAGIGIADQVRDAMVRVGVSEEESYKR
                     FWCIDRNGLVTDNMEDLLDFQIPYARKEAEVSEWKENGVIGLAEVVKHVKPTILIGTS
                     TVAGAFKEEIIKEMASHVERPIILPMSNPTPLAEAKPADLIEWTEGRALVATGSPFEP
                     VTYNGVTYVIGQSNNALIFPGLGLGTIVVRASVMTDGMFAAAAEAVASMVDTSQPGAP
                     ILPEVEELRNISEMVAIEVAKVAVAEGVARENFSDNDIKIAVKEAIWEPEYRQIKAVE
                     KVTI"
     gene            558712..560001
                     /locus_tag="DJ46_613"
     CDS             558712..560001
                     /locus_tag="DJ46_613"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK61603.1"
                     /translation="MNWNQLWKKDISLLIILMVVVPIAGELNFHPFNDTFRVSFGTPF
                     FFFLLLFLRRIPAAAAGILVGICVVLFRVCLDWVMQGSFHMTESFYLRYPVFFYYFIY
                     GSLFSLCRVNKFHQKPIVIGCLGITIEIIASMSELAIYHMVVLGTTITVSEVNKLIII
                     AIFRSFFALGFLNMMNLYETKLKESQVRKENEKMFMHLSNLYVESVHLKKTLQNAELI
                     TQEAYQLYRNLQANDDSSSKTALKIAGEVHEIKKDNQRIFAGLSKLLLDKNVVEYVEG
                     HELTEMIVRINEKYAAMLGKDIRFSKHIEGEHAAYHVYTVLSIFNNLVANAVEAIEDR
                     GLIHIKLYKREQHVIFEVIDDGPGIAQKYKKLVFKPGFTSKYDQTGTPSTGIGLSYID
                     EMVTELGGEVRLEDNENGNGCKFIVCLPECSLKREGE"
     gene            560004..560936
                     /locus_tag="DJ46_614"
     CDS             560004..560936
                     /locus_tag="DJ46_614"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK64360.1"
                     /translation="MFYYIVDDDEVFRSMLSQIIEDGDLGEVIGESEDGAFIEAEQLN
                     YKKVDILFIDLLMPMRDGIETVRHIASSFTGKIIMISQVESKQLIGEAYTLGVEYYIT
                     KPLNKIEVVSVVRKVIERIRLERSIYDIQKSLNNVFQWEKPQMRNETVQEGKKISDSG
                     RFLLSELGIAGENGSKDLLSMLEYLYGQEKAQTFEFGFPALKDIFHQITVKKLGELAS
                     DADIEKERKASEQRVRRAIYQSLNHLASLGLTDFSNPKFESYAPKFFDFTVVRKRMTE
                     MTKDEVATSGHIRINTKKFIQVLYFEAKRLMEIE"
     gene            561054..564248
                     /locus_tag="DJ46_615"
     CDS             561054..564248
                     /locus_tag="DJ46_615"
                     /note="SNF2 family N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61706.1"
                     /translation="MGFTLNKSIIKEVCGETSYKRGEAYYKSNKVIVNHYDETKEICE
                     ATVKGNEDFHVTVEKAKKGDVVARCSCPSLASFQTYCQHVAAVLIQINYNQQTGGMGS
                     VSSRNDQLTNGMFQLFADKPLRPKSKQHRFDTREILDVAFICSPVATKSGGALLGIQL
                     KLAKTYLINHIREFLSKVEKRETFHYSNEFTYTPDIHSFKQETDVIIQHLIKIYHNEK
                     MYEDALEVHAKQDESMIFIPPASWNDMLSALSRAEYVQLKQNEQLFHGLQISKGLLPL
                     HFEFTKGNNGGFTLHIAGLNRVRVMEMYNNALYDGKLYHLPMEDCMRLIELQKMMIRS
                     NSNQFYIPENKMEHFVAKVVPGLMKLGTVRIDEGISDRVETPSLKAKLYLDRVKNRLL
                     AGLEFHYGNVVINPLEEDGQPSVFNRDEKKEKEILDIMSESAFAKTEGGYFMHNEDAE
                     YNFLYHIVPTLKGLVDIYATTAIKLRIHKGDTAPLIRVRRKERIDWLSFRFDIKGIPE
                     AEIKGVLVALEEKRKYYRLANGSLLSLESKEFNEINQFVKESGIRKEFLHGEEVNVPL
                     IRSVKWMNGLHEGNVLSLDESVQDLVESIQNPKKLKFTVPQTLRAVMREYQVYGFEWM
                     KTLAYYRFGGILADDMGLGKTLQSIAYIDSVLPEIREKKLPILVVSPSSLVYNWLSEL
                     KKFAPHIRAVIADGNQAERRKILKDVAEFDVVITSYPLLRRDIRSYARPFHTLFLDEA
                     QAFKNPTTQTARAVKTIQAEYRFGLTGTPVENSLEELWSIFHVVFPELLPGRKEFGDL
                     RREDIAKRVKPFVLRRLKEDVLKELPDKIEHLQSSELLPDQKRLYAAYLAKLREETLK
                     HLDKDTLRKNKIRILAGLTRLRQICCHPALFVDDYKGSSAKFEQLLDILEECRSTGKR
                     ILIFSQFTKMLSIIGRELNRQAIPYFYLDGNTPSQERVELCNRFNEGEGDLFLISLKA
                     GGTGLNLTGADTVILYDLWWNPAVEQQAADRAYRMGQKNTVQVIKLVAHGTIEEKMHE
                     LQESKKNLIAEVIEPGEEKLSSITEEEIRDILMI"
     gene            complement(564340..564474)
                     /locus_tag="DJ46_616"
     CDS             complement(564340..564474)
                     /locus_tag="DJ46_616"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63556.1"
                     /translation="MSKTKAKPKKGVGQGTGSKGWNRWQSSAKKKKAAKPYKSKGTKK
                     "
     gene            565209..566192
                     /gene="asnA"
                     /locus_tag="DJ46_617"
     CDS             565209..566192
                     /gene="asnA"
                     /locus_tag="DJ46_617"
                     /EC_number="6.3.1.1"
                     /note="asnA: aspartate--ammonia ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate--ammonia ligase"
                     /protein_id="AIK61241.1"
                     /translation="MYQSLMTVRETQIAIKEVKTFFEDQLAKRLELFRVSAPLFVTKK
                     SGLNDHLNGVERPIEFDMLHSGEELEIVHSLAKWKRFALHEYGYEAGEGLYTNMNAIR
                     RDEELDATHSIYVDQWDWEKIVQKEWRTVDYLQKTVLTIYGIFKDLEDHLFEKYPFLG
                     KYLPEEIVFVTSQELEDKYPELTPKDREHAIAKEHGAVFIIGIGDALRSGEKHDGRAA
                     DYDDWKLNGDILFWHPVLQSSFELSSMGIRVDSKSLDEQLTKTGEDFKREYDFHKGIL
                     EDVLPLTIGGGIGQSRMCMYFLRKAHIGEVQSSVWPDDLREACKKENIHLF"
     gene            566334..566447
                     /locus_tag="DJ46_618"
     CDS             566334..566447
                     /locus_tag="DJ46_618"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65550.1"
                     /translation="MSLGEQLKKLRESKGFSQEDVAKKIGVTRQAVYKVKL"
     gene            566633..566926
                     /locus_tag="DJ46_619"
     CDS             566633..566926
                     /locus_tag="DJ46_619"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64450.1"
                     /translation="MYNVTLDELIKGNQNIKEKIHINEEDEDFEKENEFGFYIGFGLL
                     IMSAFIDYEGIQKMLLGIALFMMVFYFDMKKVILNEYRSFFRGREPKDMCDKK"
     gene            complement(567146..567601)
                     /locus_tag="DJ46_620"
     CDS             complement(567146..567601)
                     /locus_tag="DJ46_620"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase-like domain protein"
                     /protein_id="AIK61641.1"
                     /translation="MTNNKLLRMDNVSIVVESLDNAISFFEEIGLKLEGRATVEGEWA
                     GRVTGLGSQCVEIAMMVTPDGHSRIELSRFLTPPAIADHRKAPVNALGYLRVMFTVED
                     IDEMVSRLTTKHSAQLVGEVVQYENSYRLCYIRGTEGILIGLAEELSNK"
     gene            complement(567951..569180)
                     /locus_tag="DJ46_621"
     CDS             complement(567951..569180)
                     /locus_tag="DJ46_621"
                     /EC_number="2.7.2.4"
                     /note="asp_kin_monofn: aspartate kinase, monofunctional
                     class"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate kinase, monofunctional class"
                     /protein_id="AIK64569.1"
                     /translation="METIVQKFGGTSVGSVERIQHVANLIIEEYERGHSIVSVVSAMG
                     KSTDELVALANAITENPSKREMDMLLSTGEQVTISLLTMALQAKGYNAISLTGWQAGI
                     TTESVHSSARITEINTDRIQSYLTKGTIVIVAGFQGVSEDLEITTLGRGGSDTTAVAL
                     AAALNAKKCDIYTDVTGVYTTDPRVVKDAYKLDEISYDEMLELANLGAGVLHPRAVEF
                     AKNHNVILEVRSSMEQENGTIVKGECNMEQQSIVKGIAFEDNITRITVKGLEQGSLST
                     VFSTLAAAHINVDIIIQSITNEGTVHLSFSIHSNDLRETLAVLEQNQEALHYESVEYE
                     NHLAKVSIVGSGMVSNPGVAANMFTTLKEEDIHIKMVSTSEIKVSVVIDRLHLVTGVE
                     ALHQSFMAKIEPLVQMS"
     gene            569758..570027
                     /locus_tag="DJ46_622"
     CDS             569758..570027
                     /locus_tag="DJ46_622"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65559.1"
                     /translation="MKGKKPIYVSAEMNTTMEKLWEYTQEPHIHTEWDARFTEISYVE
                     KQEGEPQKFLYKTKIGFGLEIAGEGESIDKKRNGRTYFFFKILDR"
     gene            570260..570661
                     /locus_tag="DJ46_623"
     CDS             570260..570661
                     /locus_tag="DJ46_623"
                     /codon_start=1
                     /transl_table=11
                     /product="doxX-like family protein"
                     /protein_id="AIK62948.1"
                     /translation="MTYWLVCFLFAFVWMYQGIFPKIIFSHPEEMKMLSAIIGSTGNS
                     IAILKVIGMLEIIFGIIWLFPVPKQKLFILHIFMLIALTIVAGFTNIVSFTEPFNPIT
                     LNVLLMGVSIVGYMNSFDLPSAKNCKRKRKG"
     gene            570665..571270
                     /locus_tag="DJ46_624"
     CDS             570665..571270
                     /locus_tag="DJ46_624"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62959.1"
                     /translation="MANMYERLLGDSYKKLHPKLQKRYEITEENSFTGEGKMDEIYGG
                     SFFVKLILKIASKFRMFFPERGKKVPFTIHNTAERDEHGNEFVRWNRTFYFRNKKRYF
                     NAVMKFDENEIVDYFGEPHILVSTLNFHIDEMGAMHISSKKQWFYMFRRKIPLPRFLY
                     GEANIVESYDETKQCFRIHVQVRNPLIGSLLSYRGTFVERK"
     gene            571276..572901
                     /locus_tag="DJ46_625"
     CDS             571276..572901
                     /locus_tag="DJ46_625"
                     /codon_start=1
                     /transl_table=11
                     /product="yndJ-like family protein"
                     /protein_id="AIK61343.1"
                     /translation="MKNIIVGLACYIIFLICEWPDVNPVEAIILLSILLFIPMSFCII
                     DKRARNGSYLLFYKSVSFLYPIAAICAMLAFVTNQYIFAIIWFVYTGIVALFGINRLL
                     ERGWKPLEETAIDSAFIYLFLGGFWFFASVAKLSIMHFSSDIILLTAAHFHYSAFLLP
                     LSAGLIGRKREKSSKVYDAIMFTIAISPMTVAIGITYSRVFEFFAVCLYLCAIYGYSI
                     YVWKAKFNAISAKILLIISSSTLMITIMFSLIYSYGNLKHVMTITIAQMVWIHGVVNG
                     IGVALPAFVGWMIEKSVPNYKYYGKPMSRLRGKATVGEAFLHNRNVIDSKEYKGLVYK
                     MNDFHSGIFDRAKIPISIIRFYENTTEYGLQSHIKWTRWFRPFAFCYEKMSKRVGQIH
                     LGMGGKWETMHGFIIGIMDEKDGRENVRAWLRKNEAGKSIFLALYSMHTYKNDTYMNI
                     ALPLPYSNMTGILKLRNDNNDLMITSKLRRNGKGDEGIYLHTRFFTIRLPLEETFIIK
                     EGTNQMLEANHKMWISGVKFLEIDYEIKKIEEK"
     gene            complement(572964..573398)
                     /locus_tag="DJ46_626"
     CDS             complement(572964..573398)
                     /locus_tag="DJ46_626"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK65473.1"
                     /translation="MSNNWKDIEHRIYTMCMIQRKNEVLLIQRPDHLGFPGYIAPGGK
                     VDFPESIVQAAKREVKEETGLLVSNLTFKGLDEYVNPKENVRYMVFNYWTDSFEGELL
                     MNPPEGELLWVPIDTALHLPMQNWFKERFPLFFEKGTFGTET"
     gene            573567..574811
                     /locus_tag="DJ46_627"
     CDS             573567..574811
                     /locus_tag="DJ46_627"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63142.1"
                     /translation="MKNRIIAAGVIAASILSYSSSSFAQTKTFPDVQTGHWAEDSINY
                     LAEKGAVTGNEKGMFEPGKEITRAEAATMMAKILNLPIDKNAKPSYADSQKHWATPII
                     AAVEKAGVVKGTGNGFEPDGKIDRVSMASLLVEAYKLESKVNGTPATKFKDLETLNWG
                     KEKANILVELGISVGTGDKWEPKKILTKAEAAQFIKKADSLKVGNPLVEKVVIIDPGH
                     GGFDPGNPGQGVEESKIVFDTSLRLQKLLEKNTPLKALLTREENGNPGSNKNESLANR
                     VKFGQENNADIFVSIHANSSEKHDGHGTETYYYKKSKRGEETQIEKDSEVLAKKIQNR
                     VVEALHTRDRKIKDDHSLYVVNNNTVPAVLTELAFIDNDIDNGKLATESGRQIAAEAV
                     YAGILDYYEWKGFDVSKYRLAK"
     gene            575065..576444
                     /locus_tag="DJ46_628"
     CDS             575065..576444
                     /locus_tag="DJ46_628"
                     /codon_start=1
                     /transl_table=11
                     /product="mannosyl-glycoendo-beta-N-acetylglucosaminidase
                     family protein"
                     /protein_id="AIK61465.1"
                     /translation="MKKVISNVLAVTVALQVVMAPATSFASTKEFPDVPKNHWALEAI
                     NDLTSKGVIAGYDNGKFGFGDVVTREQVAALMYRALKPEVKSDYKNPYSDISAGTTMF
                     PEEILALTEMGIFVGDGKGTFRPKDSLTRAEMAVIIQNAFKFKIKAQHTFNDVPSTHW
                     ANDAVSALESNGITAGNGAGAFNPTSVLTREEYAQFLFNAMASYINLDITLPSNITAQ
                     EIDNFIEKWHPDSPLIGTGQDFIQAQNEYGVSALYLAAHAILESAYGKSEIAYRKHNL
                     FGLRAYDRDPFAYAKYLPSYKQSISYNADYVRKNYLEEGANHFNGYTLPAMNEKYATD
                     KEWAGKIANIMERIKPFNKKDYQNVKRLPKNPNTLNVEALGEAIPYKNYAKDATATVQ
                     LVGSYYQVPYPFGYTIKSVPNITQNEVGKLENGKKVNVYREDPNGWIEFSFENAQEKY
                     WTLKKNLKI"
     gene            576640..577902
                     /locus_tag="DJ46_629"
     CDS             576640..577902
                     /locus_tag="DJ46_629"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK64434.1"
                     /translation="MQGEIPTEKSLSYIGKLLLPVKASPHFKFLWIGQLLSTLGSSIT
                     MVILPVVVYSLTGSTVVMGMTMVMYMLPNILALPFAGLVVDRMDRVKVMLFTDIIRCI
                     LMLLLATLIFMDVLTIPLLYVLIALYGLMEGIFQPAYASVRAKVFVPDIRNAANALTQ
                     MSNQGIRLIGPALGGLIVSVASAGIGFGLDAVTYLLSFFCLLFLREIKFKKVKPIEKR
                     KVDYKQEFMEGVFVLKSHPWLWITILVFSFINICYAGIIVVLIPWLFNVHHHFEAYVY
                     GLGMASSGVGAVIAALIFGGRERWHKRGLLAYGGVLISGCALLIMPFIAWAPALIALM
                     AIEGFGMMIFGLIWETSLQELVPEEAFGRVASLDMLGSFALLPVGYVVVGWLANVIGG
                     EITIITLAILVLITIGLALAVPSIRRFN"
     gene            577931..578209
                     /locus_tag="DJ46_630"
     CDS             577931..578209
                     /locus_tag="DJ46_630"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66058.1"
                     /translation="MIIESLKDIVVKELDSKYTLQEKIFEAKNFTVYIATYRENRLAY
                     NQLVLIKHLYNENPSVHIWHKKISMEATELEITKEVTEAIQSGFVNKE"
     gene            complement(578229..578693)
                     /locus_tag="DJ46_631"
     CDS             complement(578229..578693)
                     /locus_tag="DJ46_631"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65409.1"
                     /translation="MKRKILTLFTLICLALPIQASAYTFQSLPTASKSKQWYIEIDKS
                     HSTNKQAVQTKQGVYDTYNLLVKNIGNDVSNVSVEILDNTPVSKATINPITLNNNVSK
                     SHTSSDYMAFPLDPNSHNFKVIITWEEKNFSYNGHPVNESKQMKETFVFNEE"
     gene            578936..580378
                     /locus_tag="DJ46_632"
     CDS             578936..580378
                     /locus_tag="DJ46_632"
                     /codon_start=1
                     /transl_table=11
                     /product="carbon starvation CstA family protein"
                     /protein_id="AIK62502.1"
                     /translation="MITFLVSIVVLIIGYFTYGKFIEKIFGVNYKRKTPAYVNQDGVD
                     YVPMDRRKNSMIQLLNIAGTGPIFGPILGALYGPIAFVWIVIGAIFAGAVHDYLTGMI
                     SIRNKGAHIPELAGKFLGNAMRHIVNVFSLLLLVLVGTVFITTPASLLDIVLQGKVSI
                     TIILSVIFVYYILSTILPIDKIIGKIYPVLGALLLISAIGIGGMMIIKGSPIPELTFE
                     NMHPDNAPIFPLLMLTITCGALSGFHATQSPIISRTLQTEKHGRYVFFGMMVAEAIIA
                     MIWAAAAMSIFSYGELNELIKSGTPAAVVSEISKTMLGAVGGTIAVIGVIVLPITSGD
                     TAFRAARSIIADYFNFEQTKLKNRLMIAIPLFVIAYGLTKIDFTILWRYFSWANQSTA
                     AIALWIGTMYLFIKGKPYVVSLIPAIFMTLMTVIYILNAKIGFNIPLNTSYIIGAVIT
                     VILTAIFFMKAMKNKNENIEVDVQLEKEAV"
     gene            580468..581232
                     /locus_tag="DJ46_633"
     CDS             580468..581232
                     /locus_tag="DJ46_633"
                     /codon_start=1
                     /transl_table=11
                     /product="polyphosphate kinase 2 family protein"
                     /protein_id="AIK63992.1"
                     /translation="MENGVLAKVDVTKRIESKSKYNKKLEKYQRRLLALQQIVKEEKI
                     AVMLVMEGWDAAGKGGAIKRVTEHLDPRGFQVNPIGAPAPHEKRYHYLQRFWRKLPQY
                     GQITIFDRSWYGRVLVERVEGFATKEEWTRAYDEINDFEKLLTDDHYIIGKFFYHISK
                     DEQLKRFKDRENNPLKRWKITDEDWRNREKWDEYVKAMEEMFEKTNKPNAKWQIIASN
                     DKLYARLKTLKVIISLIEDYLLEHNIELPSYYYEMK"
     gene            581498..581842
                     /locus_tag="DJ46_634"
     CDS             581498..581842
                     /locus_tag="DJ46_634"
                     /codon_start=1
                     /transl_table=11
                     /product="putative yDEG"
                     /protein_id="AIK66201.1"
                     /translation="MIDTADASISNRMYTEEEQQKLYKRTLIIVSISQMFGGAGLAAG
                     ITVGALLAQQMLGTDAYAGLPAAMFTMGSAVAAFFVGKLSQKYGRRVGACRRFYSRRI
                     RGYWSCDGSFNK"
     gene            581823..582764
                     /locus_tag="DJ46_635"
     CDS             581823..582764
                     /locus_tag="DJ46_635"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK62552.1"
                     /translation="MAALTNSIILLLISLLIYGAGTATNLQARYAGTDLANKKQRATA
                     ISITMVMTTFGAVAGPNLVGVMGRFAHSIGIPELAGPFILSAAAFILAGLVLFVMLRP
                     DPLLVANMIETYKQEHTYKGQPVTEEATENKRGITVGAIVMILTQIVMVAIMTMTPVH
                     MGHHGHGLSAVGLVIGFHVGAMYLPSLVTGMLIDKIGRTTMSIAGGVILLAAGVIAAL
                     APSDSLILLIVALALLGLGWNLGLISGTAQIVDATIPSTRAKTQGKIDVFIALAGASG
                     GAMSGMVVANSSYAALSLAGGVLAFMLIPVVIWSRKG"
     gene            complement(582816..583799)
                     /gene="fabH"
                     /locus_tag="DJ46_636"
     CDS             complement(582816..583799)
                     /gene="fabH"
                     /locus_tag="DJ46_636"
                     /EC_number="2.3.1.180"
                     /note="fabH: 3-oxoacyl-[acyl-carrier-] synthase III family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] synthase 3"
                     /protein_id="AIK66132.1"
                     /translation="MNSKSRITAIGTHVPNQILSNNDLEKMIDTNDEWIVQRTGMKER
                     RIASEDEYSSNLAIKAVENLCTTYKKNLEDVDCIIVATTTADYVFPSVACQIQQYFNI
                     PHTMAFDLNATCAGFTYGLHVGNSLITSGSHKKVLVVATETLSKVTDYTDRTTCILFG
                     DGAGAILLERDENKPSFIAYHMGTNGHGGIHLYRTNLSTTMNDTPLQTNEKIVQNGRE
                     VYKWATRTVPVGIKELLHTANMKMDDIDWFIPHSANLRMIESICEKSQIPIHKTLTSV
                     EYMGNTSSVSIPLALDLARKKGKLNNGDTLLLYGFGGGLTHLGLIVEWDLS"
     gene            583974..584528
                     /locus_tag="DJ46_637"
     CDS             583974..584528
                     /locus_tag="DJ46_637"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cbiN domain protein"
                     /protein_id="AIK63513.1"
                     /translation="MKTILRMLPVVIICSFILIIFSEKSYACDCINVSAEEALQKNDV
                     VFEGKVIEIGRKEEGEIEVLFEVKKIWKGTNFTQIIVYTDGGDCVFHFVEGGEYLVFS
                     SQRGPEKQLYTHSCSGTKRLDEAEIERNTLSHIAKGVAPTKKVDLKGEMVSGFSRWQV
                     AIISIGLLLIVTLVIFIVRRTRKK"
     gene            585012..586271
                     /gene="hflX"
                     /locus_tag="DJ46_638"
     CDS             585012..586271
                     /gene="hflX"
                     /locus_tag="DJ46_638"
                     /note="GTP_HflX: GTP-binding protein HflX"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein HflX"
                     /protein_id="AIK62111.1"
                     /translation="MEELLQRAVLVGVNLGNEDDSAYSMEELTNLAEACDVEVIGQVT
                     QNLQRVNPSHYIGKGKIEEVAAYVNEVDANMVIFNDELSPSQIRNLEADLDCKVIDRT
                     ILILDIFAQRAKTKEAQLQVEVAHLQYMMPRLIGLRESLGRQSGGVGTKNKGVGEKKL
                     ELDRRKIEEQISVLNKDLEALVAQRQTQRKQRKKNEIPVVALVGYTNAGKSTTMNAML
                     EIYNGTEEKQVFEKDMLFATLETSVRNIDLPGNKSFLLTDTVGFVSKLPHHLVKAFRS
                     TLEEVAEADLLIHVVDYANPNYEQLIDITNETLKKIGVENIPTIYAYNKSDMVDVEIP
                     KVQEDRVYLSAKKHVGIEELVEMIRSHIYKEYTKCEMLIPYDQGQVVSYFNTHAHVLS
                     TSYENEGTKLEVECKTSDYEKYKRFAI"
     gene            complement(586314..586559)
                     /locus_tag="DJ46_639"
     CDS             complement(586314..586559)
                     /locus_tag="DJ46_639"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oligopeptide transporter,
                     periplasmic-binding protein"
                     /protein_id="AIK62248.1"
                     /translation="MSYSNKQYDELIEKTSSTLVTDLPARWKAFQDAEKILLEDDAAI
                     APIFQSGLVYLERPTVKGVVVRPFAGIYSYKWASITE"
     gene            complement(586742..587953)
                     /locus_tag="DJ46_640"
     CDS             complement(586742..587953)
                     /locus_tag="DJ46_640"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK62850.1"
                     /translation="MKKKTQGIVALSITLSMFLTACGQKQEATTTGETKKESSKQVLN
                     IVEAGEISTLDSSIATDGFSYAALNNIMEGLYMPGPDNKPVPAAAESYKLSEDGKTYT
                     FTLHDSKWSNGDPVTAHDFEYAWKRAVNPETASEYAHIMFDIKNAEKINKKELPIDSF
                     GVKAIDDKTLEVQLEHPVPYFLGLMGFATFYPQNKKVVDAQGKNYGLEAANVVYNGPF
                     QLSEWKHDTSYKMTKNPNYWDNKNVKLNEINVNIVKDTSTAVNLFESKQVDRITINSE
                     FVDKYQKDPSLKKMERPSVTFFRFSQKNPLLANKNARKAISLAFDKQGIATTILNNGS
                     IPANAFVPKGFVKGPDNKDFRSTSHVKVETNVKEAKTLWETAKKETNLQNTSLSIITT
                     DESNDKKLVSF"
     gene            588198..589409
                     /locus_tag="DJ46_641"
     CDS             588198..589409
                     /locus_tag="DJ46_641"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK64147.1"
                     /translation="MQAVSQKNTVETPTIYRILFAISFGHFLNDSMQAVVPALFPILE
                     KTMNLSYMQVGWIAFALNMTSSIMQPVFGMYSDKKPSPFLLPLGMFSSMLGMIGLAFA
                     PNFIIVIISVLFIGLGSAVFHPEGARVAYMAAGTKRGLAQAIYQVGGNTGNSLAPIFT
                     ALIFVPLGQIGSLGFTAFAAVGIVLLIFVSNWYRNELATGAVRRKKRAALEAENAIVS
                     THIKFVIVLLVFLTFVRSWYGAGIGNFYQFYLIEHYGLSIKNAQYFVFAFMIAGVLGT
                     FFGGPLADRFGKKTIIVFSMLGSAPLALLLPHVSLVWVVPLFLCIGFISSSSFSVIVV
                     YAQELVPGKVGMVSGLIVGLAFGLGALGSVVLGKLADIYSLQFIMLLCSCLPLIGLTS
                     WLLPSDKKTIE"
     gene            589420..590337
                     /gene="cysK"
                     /locus_tag="DJ46_642"
     CDS             589420..590337
                     /gene="cysK"
                     /locus_tag="DJ46_642"
                     /EC_number="2.5.1.47"
                     /note="cysK: cysteine synthase A"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine synthase A"
                     /protein_id="AIK63305.1"
                     /translation="MKLCENITELIGDTPVVRLSKFIPEDAADVYVKLEMFNPSRSVK
                     DRAAYNLLHVAEENGLIKPGDTIIEPTSGNTGIGLAMNAAAKGYKAILIMPDNMSKER
                     INLLKAYGAEVVLTPAEQRMPGAIAKALELQKEIPNSFIPQQFENPANPNIHRYTTAL
                     EIYEQMDGELDAFVATAGTGGTITGTGETLKEKLPNLYIAVVEPKGSPVLSGGVPGPH
                     KLVGTSPGFIPKNLNTEVYNEIIQIADEEALTTMRNLARQEGLLVGPSSGASVYAAIM
                     IAKRLGTGKKVLCVAPDTGERYLSMGLFE"
     gene            590414..590926
                     /locus_tag="DJ46_643"
     CDS             590414..590926
                     /locus_tag="DJ46_643"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62725.1"
                     /translation="MKLLKPIYEYSEQITEYRDAFLHADEQPHGSSSLQNFDSLDEWF
                     EKVRKQELGEKLLANRVPSSQFLSFEKGELIGFVNIRHRLNEELLRESGHIGYSVHPN
                     KRRQGYATKQLKLALDEAQKLGLKKVLITCDKSNVGSAKTIQKVGGVLEDEVVSSHKS
                     EIVQRYWVEI"
     gene            591019..591843
                     /locus_tag="DJ46_644"
     CDS             591019..591843
                     /locus_tag="DJ46_644"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotidyltransferase domain protein"
                     /protein_id="AIK65789.1"
                     /translation="MGLKEKAIEMSEIYRQNPKVEAIILAGSVARKLEDEHSDIELHI
                     LWSMPPEDDDRKGPIHRIDGTILSYYPYEEEEWSETYLTKEGIKLEISNFLTETVEKV
                     ISDVVNQYDISYEKQCIVSSVHDGVSLYGGEKVNELKDRVVAYPENLAKRMISENLWL
                     SNRWHNREALLKRKDWLMLYDVICEAQRNIFGVLFGLNRMYVHHPAFKWMPNNVDRMS
                     IKPENLYERMANALIGKPEYSVQELEVLIQEVLQLVEHHAPELHIAEQQKRMQYAK"
     gene            complement(591884..593518)
                     /locus_tag="DJ46_645"
     CDS             complement(591884..593518)
                     /locus_tag="DJ46_645"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide biosynthesis family protein"
                     /protein_id="AIK64960.1"
                     /translation="MSTSKVLKGTALLSGATMISRILGFIYFFPFQLLVGTQGVALYG
                     YAYSWYGILLSFSTAGIPIAVSKFVAKHNALGDYSTSKKLYNSSVKLMLFMGFLGFLV
                     LFIGAPYISQFIIRSKTPDPQFISDVTLTMRALSFALIIVPAMSVTRGYFQGFQHMKP
                     SAVSQVVEQIARVVFILVGSFIVSKLLGGSVASSVAVATFGAVIGALASVSILMVYWK
                     KYNGLKPPEGELKSRASNISIKNIYIELLRYAIPIVFVGIAIPLYTLVDQYTVADALR
                     AMGEPLETANAVFAYITNYAQKLIMIPASLATGFSLTIIPAITKSYTSGKLEELQEQI
                     SKIFQVLLFFTIPAAFGLASIAYDAFRMVYVNPEIALGGSQYLISFAPSAILSAIFTV
                     SAAILQGIDYQRKTMIAFSVGILVKVLVNTPLLHLFGGHGAVLGTILGYLISNSIMLY
                     CIVKFAKFKMGETVKTVFLITIYSAAMSAVVMALKAILTWLIPGQSYMESLLIVVICG
                     AVGGIVYLLFILTSGLASHILGDKIQRSPILGKLIK"
     gene            594263..595600
                     /locus_tag="DJ46_646"
     CDS             594263..595600
                     /locus_tag="DJ46_646"
                     /note="sodium:neurotransmitter symporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="neurotransmitter symporter family protein"
                     /protein_id="AIK61101.1"
                     /translation="MNSQQWTSKLGFVLAAAGSAIGLGAIWKFPYMAGIGGGGAFFLI
                     FIGFTLLIGLPLLLAEFVIGRSTQKEAVDAYREIAPKTLWPWLGKLGIVTCFILLSFY
                     SVVGGWILLYLWNAITGRLWEGNGAYEATFGEIISNPYLAVGSQLLFILITIFIVSKG
                     VQNGVEKVNKYFMPALFVLFFVLIVRALTLDGAGEGVRFFLQPDFSNVTSEVILYAMG
                     QSFFSLSVGVAVMVTYSSYLPKEESLPRSAFSIVGLTLVITLLAGLAIFPVVFAFGLE
                     PSQGPGLLFIVLPAIFSKMAFGKVFFVIFLLLFFFATITSAISMLEISVASLTSKGKG
                     KREKMALIVGLLIFVVGVPSALSFGILSDLKIFGKTVFDLADYAVSNVLMPLGVLLVS
                     IFVPLKMKKDVLMKELGVSKNKGYKLFVLWLFLLRFIAPIAIIIVFLNVLGII"
     gene            complement(595640..596344)
                     /locus_tag="DJ46_647"
     CDS             complement(595640..596344)
                     /locus_tag="DJ46_647"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AIK62998.1"
                     /translation="MKKKIIITIVTLFIITVALFGTYKLMNARGFQLFGDLTNRVETN
                     EKVVALTFDDGPTNNVKQILPLLDTYHAKATFFLIGNELEKNLSLGEAIVQSGHQVGN
                     HTYSHNRMVFKTPSYIKEEIEKTNSLIRRIGFTGEIDFRPPNGKKLIGLPYYLNKNNI
                     ETITWDLEPDTFYKSAADKIDYVSKNVKPGSIILLHSMYDESNENLQTIEGILDSLSK
                     KGYQFVTVNELQKSAK"
     gene            596675..596938
                     /locus_tag="DJ46_648"
     CDS             596675..596938
                     /locus_tag="DJ46_648"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase, GNAT family"
                     /protein_id="AIK64766.1"
                     /translation="MKYVKAKAVLPESLITEIQKYIQGETIYIPKQETKHYKWGTRSG
                     GRKQLDERNKAIKDAFKSGISIHQLAEEYFLSGETIKKIVYSK"
     gene            597119..597805
                     /locus_tag="DJ46_649"
     CDS             597119..597805
                     /locus_tag="DJ46_649"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64859.1"
                     /translation="MNHLGQITIELFVGFFVLLIATKILGKTQISQLTPFDFISAIVI
                     GELVGNTVYDPEVRVWSILYAVFVWVILIYAIEVITQKFRRTRKFFEGYPSIIIRNGH
                     IDREQLKSNHLDINQLQQMLRQQKDIFSIREVEYMILEPNGNISVLKKSKYESPTIND
                     LSLKHKPVYLPISLISDGKVVKDNLREAGFDEGWLYKQIKKKGITKFEDVLYAEWKTD
                     DGFFCQEMDR"
     gene            597816..597932
                     /locus_tag="DJ46_650"
     CDS             597816..597932
                     /locus_tag="DJ46_650"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65847.1"
                     /translation="MYVLFISKLSFTYQKAESLYTIELEQQFVWSDKDGSFY"
     gene            597916..598557
                     /locus_tag="DJ46_651"
     CDS             597916..598557
                     /locus_tag="DJ46_651"
                     /codon_start=1
                     /transl_table=11
                     /product="fibronectin-binding family protein"
                     /protein_id="AIK62634.1"
                     /translation="MEAFIRSDQYNFIKSQAYILANGHATANDRGVIQALKSLAIEKI
                     IHVFENLTDEQKELIDTVLTVQNREDAESFLTKINPYVIPFQEVTAQTLKKLFPKAKK
                     LKLPDMEEMDMKEISYLSWVDKGSSRKFIIAKNDKNKFVGLQGTFQSLNKKSICSLCH
                     GHEEVGMFLVEIKGDIPGTFVKKGNYICKDGVACNQNMKSLDKLQDFIERLKK"
     gene            complement(599309..600262)
                     /locus_tag="DJ46_652"
     CDS             complement(599309..600262)
                     /locus_tag="DJ46_652"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD-dependent glycerol-3-phosphate dehydrogenase
                     family protein"
                     /protein_id="AIK63501.1"
                     /translation="MKKNDQSEKKQNISQVSDTDVSVMENPHRSPVTVIGLGPMGQAL
                     AGAFLMNGHPTTLWNRTAEKADYLISQGATLSNSVTGAVSASPLVIICVLDYNVVHEV
                     LGPVGDALKGRTLVNLTADSPKRAREMATWAAQHGVDYLDGAIMTPTPTIGTPAASVL
                     YSGPESIFKVHQPTLASLGGTTSYLGADPGRAAAYDVALLDLFWTSMSGYAHALALAT
                     AENIPAKEFAIYAQGIIDILPDIMAYLASEVDSGHYPGDKSNIISASAGMEHIIHAAQ
                     HHGLDVSVLSAAMAVTQQAINEGYGTDGFSRLTELLKKPSA"
     gene            600554..600904
                     /locus_tag="DJ46_653"
     CDS             600554..600904
                     /locus_tag="DJ46_653"
                     /codon_start=1
                     /transl_table=11
                     /product="regulator of chromosome condensation (RCC1)
                     repeat family protein"
                     /protein_id="AIK64137.1"
                     /translation="MNYISPKEEMLKAKRWSKDMIAAGRGHTVALKYDNTVETTGWNK
                     HDQCDVNDWHNIVAVAARWRRTIGLKPDGTVIAVGCVHTVGLKSDGTVVAECDNTYGQ
                     CDVCSWRNIRLPSK"
     gene            601091..601291
                     /locus_tag="DJ46_654"
     CDS             601091..601291
                     /locus_tag="DJ46_654"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64033.1"
                     /translation="MFKKLLFSLPDILLVCIVFYVTYTKSFSFGQTLVISIAIGIIGG
                     LVLRICTDLFTFIKWTIKQRKS"
     gene            601322..601417
                     /locus_tag="DJ46_655"
     CDS             601322..601417
                     /locus_tag="DJ46_655"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64031.1"
                     /translation="MTKKKSRVKNEILLWTLTAVVLIIVWYFFQR"
     gene            complement(601459..601995)
                     /gene="msrA"
                     /locus_tag="DJ46_656"
     CDS             complement(601459..601995)
                     /gene="msrA"
                     /locus_tag="DJ46_656"
                     /EC_number="1.8.4.11"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide methionine sulfoxide reductase MsrA"
                     /protein_id="AIK61877.1"
                     /translation="MSEKTYELATFAGGCFWCMVKPFDELPDIHKVLSGYAGGHVENP
                     TYEQVKAGTSGHLEVVQITFDPSIFPYEKLLNLYWPQIDPTDDGGQFFDRGPSYRTAI
                     FYHTETQKELAEKSKHSLAESGMFKDPIVTEIRPAAPFYEAEEYHQHFYKKNPEKYAT
                     EQKESGREDFIKENWQKK"
     gene            complement(602087..602845)
                     /locus_tag="DJ46_657"
     CDS             complement(602087..602845)
                     /locus_tag="DJ46_657"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK61956.1"
                     /translation="MLKGKVALVTGASRGIGRAIAKRLANDGALVAIHYGNRKEEAEE
                     TVYEIQSNGGSAFSIGANLESLHGVEALYSSLDNELQNRTGSTKFDILINNAGIGPGA
                     FIEETTEQFFDRMVSVNAKAPFFIIQQALSRLRDNSRIINISSAATRISLPDFIAYSM
                     TKGAINTMTFTLAKQLGARGITVNAILPGFVKTDMNAELLSDPMMKQYATTISAFNRL
                     GEVEDIADTAAFLASPDSRWVTGQLIDVSGGSCL"
     gene            603809..604708
                     /gene="ilvE"
                     /locus_tag="DJ46_658"
     CDS             603809..604708
                     /gene="ilvE"
                     /locus_tag="DJ46_658"
                     /EC_number="2.6.1.42"
                     /note="ilvE_I: branched-chain amino acid aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid aminotransferase"
                     /protein_id="AIK65833.1"
                     /translation="MGNQYIYMNGEFVEKEKAVVSVYDHGFLYGDGVFEGIRSYGGNV
                     FCLKEHVKRLYESAKSILLTIPLTVDEMEEAVLQTLQKNEYADAYIRLIVSRGKGDLG
                     LDPRSCVKPSVIIIAEQLKLFPQEFYDNGLSVVSVASRRNTPDALDPRIKSMNYLNNV
                     LVKIEAAQAGVLEALMLNQQGYVCEGSGDNVFVVKDGKVLTPPSYLGALEGITRNSVI
                     ELCERLSIPCEERPFTRHDVYVADEVFLTGTAAELIPVVKVDSREIGDGKPGSVTKQL
                     TEEFKKLTRERGVRVPGLAESLL"
     gene            604731..606443
                     /gene="ilvB"
                     /locus_tag="DJ46_659"
     CDS             604731..606443
                     /gene="ilvB"
                     /locus_tag="DJ46_659"
                     /EC_number="2.2.1.6"
                     /note="acolac_lg: acetolactate synthase, large subunit,
                     biosynthetic type"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, large subunit,
                     biosynthetic type"
                     /protein_id="AIK61818.1"
                     /translation="MKQYTTYEKLQCEEVTGAGHVIQCLKKLGVTTVFGYPGGAILPV
                     YDALYESGLKHILTRHEQAAIHAAEGYARASGKVGVVFATSGPGATNLVTGLADAYMD
                     SIPLVVITGQVATPLIGKDGFQEADVVGITVPVTKHNYQVRDVNQLSRIVQEAFYIAE
                     SGRPGPVLIDIPKDVQIEKVTSFYNEVIEIPGYKLEPRPDSMKLREVAKAISEAKRPL
                     LYIGGGIIHADGSEELIQFARKKGIPVVSTLMGLGAYPPGDPLFLGMLGMHGTYAANM
                     AVTECDLLLALGVRFDDRVTGKLELFSPHSKKVHIDIDPSEFQKNVAVEYPVVGDVKK
                     ALHMLLHMSIHTQTDEWLQKVKTWKEEYQLSYKQKESELKPQHVINLVSELTNGEAIV
                     TTEVGQHQMWAAHFYKAKNPRTFLTSGGLGTMGFGFPAAIGAQLAKEEELVICIAGDA
                     SFQMNIQELQTIAENNIPVKVFIINNKFLGMVRQWQEMFYENRLSESKIGSPDFVKVA
                     EAYGVKGLRATNATEAKQVMLEAFAHKGPVVVDFCVEEGENVFPMVPPNKGNNEMIMK
                     RWEE"
     gene            606440..606652
                     /locus_tag="DJ46_660"
     CDS             606440..606652
                     /locus_tag="DJ46_660"
                     /codon_start=1
                     /transl_table=11
                     /product="ACT domain protein"
                     /protein_id="AIK65164.1"
                     /translation="MSHTFSLVIDNDPNVLLRISGIFARRGYYISSLNLNESEMELTA
                     VCTEQEATLLVGQLKKLINVLQVNKL"
     gene            606667..607674
                     /gene="ilvC"
                     /locus_tag="DJ46_661"
     CDS             606667..607674
                     /gene="ilvC"
                     /locus_tag="DJ46_661"
                     /EC_number="1.1.1.86"
                     /note="ilvC: ketol-acid reductoisomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="ketol-acid reductoisomerase"
                     /protein_id="AIK65773.1"
                     /translation="MKTYYEQDANVGLLQGKTVAVIGYGSQGHAQAQNLRDSGVEVVV
                     GVRPGKSFEVAKADGFEVMSVSEAVRTAQVVQMLLPDEQQAHVYKAEVEENLREGQML
                     LFSHGFNIHFGQINPPSYVDVAMVAPKSPGHLVRRVFQEGNGVPALVAVHQDATGTAL
                     HVALAYAKGVGCTRAGVIETTFQEETETDLFGEQAVLCGGVTALVKAGFETLTEGGYR
                     PEIAYFECLHELKLIVDLMYEGGLTNMRHSISDTAEFGDYVTGSRIVTDETKKEMKRV
                     LTEIQQGEFAKKWILENQAGRPTYNAMKKAEQNHQLEKVGEELREMMSWIHAPKELVK
                     K"
     gene            607721..609394
                     /gene="ilvD"
                     /locus_tag="DJ46_662"
     CDS             607721..609394
                     /gene="ilvD"
                     /locus_tag="DJ46_662"
                     /EC_number="4.2.1.9"
                     /note="ilvD: dihydroxy-acid dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroxy-acid dehydratase"
                     /protein_id="AIK65196.1"
                     /translation="MRSDMIKKGFDKAPHRSLLKATGLKDEDFDKPFIAICNSFIEII
                     PGHKHLNEFGKLVKEAVRAAGMVPFEFNTIGVDDGIAMGHIGMRYSLPSREIIADSVE
                     TVVNAHWFDGMICIPNCDKITPGMMMAALRINIPTVFVSGGPMAAGKTSKGDVVDLSS
                     VFEGVGAYQSGKISEEELKDIEDHGCPSCGSCSGMFTANSMNCLCEVLGLALPGNGSI
                     LAIDPRREELIKQAAEKLKILIERDIKPRDIVTEEAIDDAFALDMAMGGSTNTVLHTL
                     ALAQEAGLDYDMNRIDAVSRRVPHLCKVSPASNWHMEDIDRAGGISAILKEMSRKEGV
                     LHLDRITATGQTLRENIAHAEIKDKEVIHSLENPHSEEGGLRILKGNLAKDGAVIKSG
                     ATEVKRFEGPCVIFNSQDEALAGIMLGKVKKGDVVVIRYEGPRGGPGMPEMLAPTSAI
                     AGMGLGADVALLTDGRFSGASRGISVGHISPEAAAGGTIALLEQGDIVCIDVEERLLE
                     VRVSDEELGKRKKEWKRPEPKVKTGWLGRYAQMVTSANTGAVLKIPNFD"
     gene            609426..610688
                     /gene="ilvA"
                     /locus_tag="DJ46_663"
     CDS             609426..610688
                     /gene="ilvA"
                     /locus_tag="DJ46_663"
                     /EC_number="4.3.1.19"
                     /note="THD1: threonine dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine dehydratase"
                     /protein_id="AIK64596.1"
                     /translation="MVQKVKERVKIEDILMAHTCMKDIVIKTPLQRDTVLSEKYDCDV
                     YVKREDLQLIRSFKIRGAYNLIRSLSKEQLQNGVVCASAGNHAQGVAYTCNLLKIPSK
                     IFMPTTTPKQKVSQVQFFGGDFAEIVLVGDTFDSSFQEAQRYCEENRMTFVHPFDDPY
                     VVAGQGTVAVEIMHDMEKPVDYIFTAIGGGGLASGVGTYVKGVSPATQVIGVEPMGAA
                     SMKEAFLQNDNVALEKIDSFVDGAAVKKVGKLTFETCKDVIDDIVLVPEGKVCTTILE
                     LYKKNAIVAEPAGALSIAALDLYRDEIKGKTVVCTLSGGNNDIDRMQEMKERSLIYEG
                     LKHYFIIEFPQRSGALREFLDKGLGPEDDITRFEYIKKHNKENGPALVGVELKHKEDY
                     EQLIIRFKENNIQFMELNKNPVLFDLLI"
     gene            complement(610769..610996)
                     /locus_tag="DJ46_664"
     CDS             complement(610769..610996)
                     /locus_tag="DJ46_664"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62568.1"
                     /translation="MLKGLLENIVLLENIYKISIAILLLCSFYSVRLLKKIKRERNLS
                     PFEFTMYVIIRIAILFWLASFILLEFNEYLV"
     gene            complement(611049..612152)
                     /locus_tag="DJ46_665"
     CDS             complement(611049..612152)
                     /locus_tag="DJ46_665"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial capsule synthesis PGA_cap family
                     protein"
                     /protein_id="AIK65269.1"
                     /translation="MKTLLKRFLLIAFCITPIVVLINHSFTSKATDKPDFQNKSSKTA
                     SKSDKKIEDPEITLTFSGDTMFDWQLRPVIEKNGADYPFQHVKEEITKADISFVNLES
                     AFTTKEKKAPGQLFWIKSDPSTLQAIKNTGYDIVNIGNNHTLDYGQNGLLDTISHVEK
                     LKFPYIGAGKNAKDAYTAREMTVKGKKFKFLSFVRFMPDFTWVADDNKPGVANGYDLN
                     LVTKTIKEQKKDADYLIVYMHWGVEKSNRPVDYQKQYVNKMVTAGADAIVGSHPHWLQ
                     GFEYYNNVPVAYSLGNFLFPSYVNGKSAETGVLTLTFKGKDVQMSFNPYIIRNNQVSP
                     VNEEEKRKALQYLQTISTDVEIDDTGKIINKRN"
     gene            612365..613081
                     /locus_tag="DJ46_666"
     CDS             612365..613081
                     /locus_tag="DJ46_666"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65355.1"
                     /translation="MVILGAVVNGICIIFGTLLGKLFSKIPESMKGTIMHAIGLAVTV
                     LGLQMALKSENFLVVILSLVIGTVIGEWLQLEGKLKQLGDWLENKVGSKGKGSISEGF
                     VTATLIFAIGAMGILGALDSGIRGNHDILFTKAIIDGFISIILTTTLGIGVVFSAIPV
                     ILYEGGIAVFATQINNVVPKELMNQFIVEMTATGGIMIAAIGLNLLGFIKIKVANLLP
                     GILVVGIIVSLIYSYGLIVK"
     gene            613097..613948
                     /locus_tag="DJ46_667"
     CDS             613097..613948
                     /locus_tag="DJ46_667"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63232.1"
                     /translation="MEEFQFTKRVHNILKIAAEEAECNIIQPVHLFIGMCKEGSGVCS
                     ELYMYLFRNVGTDFLEKLSIQKQNHLTNQEYKKIGHYKLSYKTLEVLQIAKKRMERFQ
                     QVLMNEGHVIYALFRLDTFIENPQIQKEILRIVDEPRDLAVDLKCFIPAYNDLTCHVR
                     KANSSDFEKLVSFVSEEFGERWLHSIEYGFRTYKENLPIYIAKQEEVIVGFACYDVVR
                     GKKGLFGPMGTAKQNRVKGVGKQLLHCSLHSMKQEGYENAIIGQAGPIEFYERCCNAR
                     LIPIMDH"
     gene            614116..615330
                     /locus_tag="DJ46_668"
     CDS             614116..615330
                     /locus_tag="DJ46_668"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK65006.1"
                     /translation="MASWKRNLMICWLGCFTTAAGMSLVIPFLSFYIEELGVTGTSSI
                     AQWSGLAFGVTFLMGAIVSPIWGKLGDIHGRKLMLIRASLGMAIIMTLMGFVTDVYQL
                     VALRFLMGAVSGFLSTAMTFIAAETPKEHSGWAISTISTGGVSGSLLGPLLGGYLSEL
                     IGMRHVFLVTGAFLFLSFLIVFFFLHEENHSAQAKKVQTKKVWTMVPAKHLIISLFVT
                     TFIIQLANMSVQPIVTLYVKNLVGPQTAHIETIAGAVMSATGLAVILAAPRLGRLSDH
                     IGPQKTLVVALFAAGIIFIPQAFVTSAWQLLILRFLLGIAQAGLLPSVQTLLKQHTPT
                     HVTGRIFGYNQSFQFLGNMIGPILGGQIAAHAGFQYVFFSTSSLLFIACIWVYFHNKN
                     EEVSEKRHLEVS"
     gene            complement(615379..616140)
                     /locus_tag="DJ46_669"
     CDS             complement(615379..616140)
                     /locus_tag="DJ46_669"
                     /codon_start=1
                     /transl_table=11
                     /product="catalytic LigB subunit of aromatic ring-opening
                     dioxygenase family protein"
                     /protein_id="AIK65246.1"
                     /translation="MMPSLFLAHGSPMLAIQDTDYTSFLKTLGETYKPKAIVIFTAHW
                     ESEVLTISSTDNEYETIYDFGGFPPELYEIKYRAKGSSSIASMLETKFKNKGIPVHHN
                     MTRGLDHGSWTLLHRMYPEANIPVVQISVNPFLSAKEQFKIGEALKGLGQEDILVIGS
                     GVTVHNLRALKWNQTTPEQWAIEFDDWIIKHMQAADKDALFNWEKNAPHAQLAVPRAE
                     HFVPLFIAMGSGENNGEVIHRSYELGTLSYLCLQF"
     gene            616343..617266
                     /locus_tag="DJ46_670"
     CDS             616343..617266
                     /locus_tag="DJ46_670"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK62770.1"
                     /translation="MNVQESFVTALDESEIYLRKWLPECEPKGIIQIAHGMTEHAGVY
                     TDFIDALLEAGYGVYAHDHKGHGKTVRREEDYGHFEPDIGWNQAVSDVIFVSEMIKEE
                     QACLLFLLGHSMGSFLSRRAVQLRGELYDGFLISGTGGNPGFVGVVGHKVATIEMKLR
                     GAKTKSPMLNFLSFGNFNSNFKPNRTNFDWLSSDNDQVDKYIADPLCGFICTTSFYRE
                     LFSGVLEVNKLEEYKKTPSNLPIHIFSGDRDPVGDMGKGVKEVYENYKKCGVKDVTLR
                     LYENGRHEMFHEVNKEEVFKDLISWLDAHNR"
     gene            617691..618335
                     /locus_tag="DJ46_671"
     CDS             617691..618335
                     /locus_tag="DJ46_671"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK66215.1"
                     /translation="MEDKTLGLLLDVVGELFSDEISIAVSNTKEYIYYRPSKRIDLKI
                     SAGDPIKEGTIAHKAMVTNQKTSEFINRDVFGIPYHGMAVPFSNNGKLEGCVTAIYPA
                     LTDGKSVVTLKTTDGWVPVPFSKVMYLEAKDKKTYVNAEELTGTHKYSLQEFEYLLPK
                     DSFIRCHRSFIVNVNHIKAIYPDTHSTFVLSMDNGERVPVSQSYASYFRKLLGF"
     gene            618463..619977
                     /locus_tag="DJ46_672"
     CDS             618463..619977
                     /locus_tag="DJ46_672"
                     /note="ygfH_subfam: succinate CoA transferase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate CoA transferase family protein"
                     /protein_id="AIK65084.1"
                     /translation="MENNLDRIRDQRLKDRVVTPEEAASWIESGMTLGLSGFTRAGDV
                     KAVPFALVNRVKNDTSFKVNVYTGASLGSDVDKLFAEAGILGKRLPFQADATMRKGIN
                     NGDFLFVDQHLSHTAELLRADVMDVDFAILGAVAITEDGMIIPTTSIGNSLAFSLNAK
                     SIIIEMNMAQSAQLEGLHDLYEPGKQGERLPIPLVKTNDRIGTIGIPIDVEKVKGIVF
                     TNQLDSPSTIVPPDEETVIMAQHLIEFLRKEVEVGRLTNRLAPLQSGIGSVANAVLHG
                     MLDSEFEDLEVYSEVLQDAVFDLMDAGKVNFASCCSITLSEEKMQKVFSNFEKYRDKL
                     MMRPQEISNHPEIIRRLGLISINTALELDIYGNVNSTHVLGTKMMNGIGGSGDFARNA
                     RLAIFVTKSIAKGGNISSIVPFASHIDHTEHDVDVIVTEQGYADLRGLAPSERVELII
                     ENCAHLMYRDQLRAYYEEAKTRGGQTPHILEKAFSWHTNYAKNGTMLEEVVETV"
     gene            620188..620394
                     /locus_tag="DJ46_673"
     CDS             620188..620394
                     /locus_tag="DJ46_673"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase, GNAT family"
                     /protein_id="AIK63034.1"
                     /translation="MKIRKALLSEANELSELALHSKATWDYSEEFILACKEDLTITEE
                     YIKNNFVYVLENDTTKIGFFLIFT"
     gene            620369..620632
                     /locus_tag="DJ46_674"
     CDS             620369..620632
                     /locus_tag="DJ46_674"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK64257.1"
                     /translation="MVFFSFLRNEKALDFLYIHPRYKGKGYGKILWDYVIEKANELGL
                     KSFMIDSDPNAKGYYLKMGAKLIGETPSTVFKGRLLPLLKYDV"
     gene            620660..621019
                     /locus_tag="DJ46_675"
     CDS             620660..621019
                     /locus_tag="DJ46_675"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62775.1"
                     /translation="MDHVQRKQIYEALIKSWSIETSSKWTIENPAKGQCGVTALVVQD
                     IYGGELKKTKVRAAWHFYNFIEGQRIDFTEAQFNGKLNYMDMESNREEAFADTNERQY
                     SILKKKITKEFKLSFDS"
     gene            621073..622398
                     /locus_tag="DJ46_676"
     CDS             621073..622398
                     /locus_tag="DJ46_676"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK66004.1"
                     /translation="MKGEILLKTTYVNATIVTMNEQNEVIENGYIIVENDKIIDVNSG
                     EFASDFEVDEVIDMKGKWVLPGLVNTHTHVVMSLLRGIGDDMLLQPWLETRIWPLESQ
                     FTPELAVASTELGLLEMVKSGTTSFSDMFNPIGVDQDAIMETVSRSGMRAAVSRTLFS
                     FGTQEDEKKAIEEAEKYVKRYYNESGMLTTMVAPHSPYTCSTELLEECARIAVENQTM
                     VHIHLSETEREVRDIEAQYGKRPVEYVASCGLFKRPTVIAHGVVLNDNERAFLAEHDV
                     RVAHNPNSNLKLGSGIANVKAMLEAGMKVGIATDSVASNNNLDMFEEMRIATLLQKGI
                     HQDATALPVETALTLATKGAAEVIGMKQTGSLEVGKCADFITIDPSNKPHLQPADEVL
                     SHLVYAASGKDISDVIINGKRVVWNGECKTLDEERIIFEASRYKRGLQR"
     gene            complement(622552..623640)
                     /locus_tag="DJ46_677"
     CDS             complement(622552..623640)
                     /locus_tag="DJ46_677"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK66255.1"
                     /translation="MGIPVIKERNLVHQTVEISGTTQGTTIPLLLKFTPGGKVDEIGV
                     RTPPESYIIPQPTYDQPASYQEREIVIGNSTYPLPATLTIPKHKPGEKVPVVVLVHGA
                     GIHDRDSTYMGTKILRDLAVGLSSNGIAVLRYEKRTLEHALKMSAEPVTLDRDTTDDA
                     IYAAKSAAQQEGIDPNNIFILGHSLGAGAMPRILSKSPSSLVRGSILLAPPARPLTDI
                     AIDQNQYLGAPKEVIDELKRQVAFIQDPTFNPDHPPAGYNFASPHFMYDVSRWRPVEE
                     ARLRTEPLLILQGARDHQVTVKNEYTKWQEGLSNRRNVQFNKYPKLNHFFTEGDGELS
                     LPSEYEIPANVPEYVIQDIIIWVNETKK"
     gene            624517..626076
                     /locus_tag="DJ46_678"
     CDS             624517..626076
                     /locus_tag="DJ46_678"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK64650.1"
                     /translation="MKRKKSHLMVMALVISLLLTACNNKENKSDAKSKKQVLNVTVSE
                     EIPSLDTAKTMDGTSAHVMQNIFEGLYVLDDQDQPIPAVAKSFKRSEDGKKYTFDLRK
                     YAKWSNGDKVTAHDFMFAWKRAIAPETASQYASMLFYVKNAKEINKGTMPLDELGVTV
                     INDYKLEVELEQPIPYFLQLLALPIYLPQHESFLKEQGKNYALEPSNLLYNGPFILEK
                     WKHEQEFQLKKNATYWDQKKVKLDEINFQIVKDTMTAVNLYEAGNLDRVPINSQFVDK
                     YKGNKELHMSSDSGIAMLRFNEKNNALANKKVRQSISLALNKEDFVTHFINNGAKPAS
                     GLVPAGHINEETGKDFRKENGNLSSYDLQNAKKIWKEAKKELGVEQVNLELLTFEQDN
                     AKRMAEYIKGDLEKNLQGLTIQIKQQPFKQKLQLEQTGNYDITMANWGPDYKDPISYL
                     ELFTTGNPNNKMNYSNSRYDELIKKAKTDFVLEPEKRWEALLEAEQVLLEDAAVSYWF
                     SICTKGLRKGN"
     gene            626018..626134
                     /gene="oppA"
                     /locus_tag="DJ46_679"
     CDS             626018..626134
                     /gene="oppA"
                     /locus_tag="DJ46_679"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptide ABC transporter, substrate-binding
                     domain protein"
                     /protein_id="AIK62736.1"
                     /translation="MPLYHIGSAYVQKDYVKGIEKHQFGGVYTYKNAYIANK"
     gene            626648..626857
                     /locus_tag="DJ46_680"
     CDS             626648..626857
                     /locus_tag="DJ46_680"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66039.1"
                     /translation="MNKKVKNLKYFMVILACIVIFGTVLPNALDPNESLAGKISIATF
                     GTIGACLLFSIMYFIVKKAILRGGK"
     gene            627221..627601
                     /locus_tag="DJ46_681"
     CDS             627221..627601
                     /locus_tag="DJ46_681"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62165.1"
                     /translation="MKSLRLFMILTLVVLLSACNTATQVTKVQKNGETTLKIGSLQGY
                     YDVQTLKAEKGNVEIPYEAAVEEGTILLQVTKDDKVIYEEEITSQKEGLLSFEASKSG
                     SYDLIVRVKGEKEKAKEIQIHTKL"
     gene            627946..629976
                     /locus_tag="DJ46_682"
     CDS             627946..629976
                     /locus_tag="DJ46_682"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AIK65509.1"
                     /translation="MKSIEVLNTYIEGISVAIPMWLKHLIEAEEIHQNYENVQVLGAL
                     KTDAVLYYVHRTLQVLDGLSLDEEAYRIIEKVLTYSELAKVGSLKQREQWKKKGINLL
                     VHNEGSADIFSDIQFIERVETNLNSTEYLFIQDLIRTHGLIGQYIRGEARLDSHVGLI
                     NTYKEEYGDVRLKEILYYLNQCIIEGVSKVLWNEVKNDVKITIDGLFDGYMEPFTSRM
                     HRLTPKHKESAFEKDIIMGSEKSDVQTFLSDKDLWYVEPSMHALSFEDIWTVFVMLKN
                     EIGTRKVQHIHFEKLMQQLHYDFKGEKKDNVYRKRVIEKYLREYRENEKPNTTHVSFQ
                     VKVDEDMKTAYVSFRFSAVGEALITFCVEAEKIDMMHARANVLLFDFFGLRKDAYDRF
                     HNEEVYLEHMNSSADDKRIILDYIKGDTIVDVGAGGGVMLDMIEEETEDKRIYGIDIS
                     ENVIDTLKKKKQNEGRSWNVIKGDAINLSSSFEKESVDTIVYSSILHELFSYIEYEGK
                     KFNHEVIKKGLQSAYEVLKPGGRIIIRDGIMTEDKRLMRVIRFKDAGGMKFLEQYVQE
                     FKGRIIQYEVLADNTVKMPVNDAMEFLYTYTWGEDSFVHEVQEQFGIFTPNDYKDFVK
                     GIFGDKVNIVQAMNYMQDGYTNHLSEKIEFTDESGNAVALPDSTFFMVLEKR"
     gene            630261..631397
                     /locus_tag="DJ46_683"
     CDS             630261..631397
                     /locus_tag="DJ46_683"
                     /note="sam_11: radical SAM, BA_1875 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM, family protein"
                     /protein_id="AIK64990.1"
                     /translation="MMNLDFNNNPFIVIWELTRACQLKCLHCRAEAQYHRHPLELTFE
                     EGKKLIDDIYEMENPMLVFTGGDPLMRPDVYDIAEYAVKKGVRVSMTPSATPNVTKET
                     IQKAKEVGLARWAFSLDGPTAEIHDHFRGTEGSFQLTMNAIRYLHELKIPIQINTVVS
                     NYNVDALEEMAVLIEELECVLWSIFFLVPIGRGKEKDMISPAQHERVFRWLYQLSKKV
                     SFDIKTTAGQHYRRVVIQEKMKEHKKEKQVIQYQDVLMNGMTGRVNGLGRAPKGVNDG
                     NGFVFISHIGDVYPSGLLPIRTGNIRTNSLAEIYRNSPVFQNLRNPDKYKGKCGVCEF
                     RYVCGGSRSRAYAMTGDYMESEPFCVYVPKALRKQKKNIKKGHE"
     gene            complement(631515..632045)
                     /locus_tag="DJ46_684"
     CDS             complement(631515..632045)
                     /locus_tag="DJ46_684"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK64423.1"
                     /translation="MFPILKTDRLILRELTEEDAPSILKCFSNTDVLRYYGQKPLQDI
                     DQVKQIIHNFKLSYNARSGIKWGIELKNKKELIGTIGFHDWSSEHKRANLSYAFLPEH
                     WGKGYATEAVSEVISYGFHTIHLKRIGAIVFLENEASNKVLLKLGFEKEGVLKNYMYQ
                     DDIPYDTNFYSLLKSV"
     gene            632188..632886
                     /locus_tag="DJ46_685"
     CDS             632188..632886
                     /locus_tag="DJ46_685"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64029.1"
                     /translation="MEKNSILIVDDDQDIVRFMNVNLMQEGFKVFSAYNGEEALEIIN
                     NNSIQLAILDIMMPQMDGIELCRRIREKHSLPIIFLSAKSSDVDKVVGFSTGADDYIV
                     KPFSTIEFIARVKAQLRRYTYFNQNAVQVIEKKINIRGLEIDEVSRTVMLYGETINLT
                     KTEYEILYLMAAAKNRVFTTEEIYESVWKERAYESNNTVMVHIARLRNKIEEDPKEPK
                     FIQNVWGVGYKIED"
     gene            632876..633265
                     /locus_tag="DJ46_686"
     CDS             632876..633265
                     /locus_tag="DJ46_686"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK62801.1"
                     /translation="MKIKTLQGIRAKFFIAFLCSILLATISIIVFQILIGNIYSHVTT
                     LEEKYSFLYFIVFLIFTTAYFACMTKTMMKRLSEINKNVKEISNGNLEIHIPISKNDE
                     IGELAKNVNGMAKSLKESIENEKNRRK"
     gene            633262..633942
                     /locus_tag="DJ46_687"
     CDS             633262..633942
                     /locus_tag="DJ46_687"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK62997.1"
                     /translation="MKNEMISNISHDLRTPVTSLIGYADLLGNKLHSNGEECEQYVSI
                     LKRKSYELKNQVDDLLEYCQINYREIELQKSVVNMKAFIEQIMIDFVPQLDDADMSFC
                     IKGDKGLHVEMDVALMVRLFENVISNSIMYGKDGKQIWIQISKRDMNVEIEIKNFGQC
                     IPNENLPYVFEKFYRGEKSRSSHTGGKGMGLAIARSIAELHKGDIAVRSNDKETVFTI
                     VLPQYKEM"
     gene            634025..634885
                     /locus_tag="DJ46_688"
     CDS             634025..634885
                     /locus_tag="DJ46_688"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AIK63575.1"
                     /translation="MWKKYVLVILVAFLLTSWSVIYLTNGVISVVFWWSIQAFSFVSS
                     FILIGSVLLFVWKGIFRKRIDSMLLFIVLFSIIGAWPLGWLANIGALAYPANVQSMNP
                     KIVVRFPLNERALVGWGGDRLETNYHVIKPNERWAYDILIPPVEVKSNKLEDYGIFGA
                     KVMAPASGTVVSINNNEQDLVPGLDNFQSMVGSHIYLRLDETGTFLILAHLKKGSIKV
                     KEGQHVNEGEFLAQVGNSGSSSEPHLHIHHQRQDPSKVSMFLAEGLPLYFQTEKGAMM
                     PERGTYMSDK"
     gene            complement(634944..636239)
                     /gene="mntH"
                     /locus_tag="DJ46_689"
     CDS             complement(634944..636239)
                     /gene="mntH"
                     /locus_tag="DJ46_689"
                     /codon_start=1
                     /transl_table=11
                     /product="manganese transport protein mntH"
                     /protein_id="AIK66100.1"
                     /translation="MNKDISKDEHVPSQSTTVQSAHLALSGQTKGLKRLLPFLGPAFI
                     ASVAYIDPGNFATNIAAGSQYGYLLLWVILASNLMAVLIQTLSAKLGIATGRNLPEIA
                     RENFPKPVSIGLWIQGELVIMATDLAEFIGAALGLYLLFGIPMLPAALITAAGSFIIL
                     EFQRRGFRPLEAIITGMIFIVVIAFGVQVFYAKPELSPLLSGLFIPKFQGVDSILLAA
                     GILGATVMPHAIYLHSALTQRRVVGTNDEQKKKIFRFDFIDIIIAMIIAGAINASMLI
                     VAAALFFKNGLHVEDLDVAFNQFSNLVGPVSAALFGIGLLSAGLSSSSVGTMSGDIIM
                     QGFIRMHIPLYLRRFITMIPPLVIIALGVNPTYALVMSQVVLSFGIAFALVPLIMFTS
                     SKKIMGTLVNHRITTFIAWIIAVLVIILNIFLLYQTFVG"
     gene            636716..637675
                     /locus_tag="DJ46_690"
     CDS             636716..637675
                     /locus_tag="DJ46_690"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AIK63786.1"
                     /translation="MATTKPYRVLLYYMYTTIENPEEFAAEHLEFCNSLELKGRILVA
                     KEGINGTCSGTVEQTEKYMEAMNNDPRFDGIVFKIDEADGHAFKKMHVRPRPELVTLR
                     LEDDINPHEITGKYLEPKDFYEAMKQEDTVIIDARNDYEFDLGHFKGAIKPDIESFRE
                     LPDWIRENKEVLEGKKILTYCTGGIRCEKFSGWLVREGYEDVSQLHGGIVTYGKDPEV
                     QGELWDGQCYVFDERIAVPVNQKEHVIVGKDHFTGEPCERYVNCANPECNKKILCSEE
                     NEAKYLRACSHECRVSPRNRYVIQHELTEEQVAAALEKIEAGK"
     gene            complement(637917..639392)
                     /locus_tag="DJ46_691"
     CDS             complement(637917..639392)
                     /locus_tag="DJ46_691"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66378.1"
                     /translation="MEAIQTIEEKDVTTAIFQFIFPFSFKTGYEQNMFPFLQKNDFRP
                     FRLDHLENENTYYGKFQVSHQNMEAYYLSFTNKILFPHSENQKGLQRYSKDLNLKGLL
                     TTNLISVPFKIHSIDVTLCPYELGFLTIRTEVETAPNMTLSEAIEFAARFRVLETRND
                     TNETICIECNGKKYSQVERFIFGYLFHGVTDFFEKKRLRSSYFQTFPFFEDQRMYVQT
                     LLSIKADMELTEVDVYRTSSLSGLTSAGKAYVSANNFPYIHDYLKKHAYQRWAPNRYF
                     IMEEHIFTCVTNEGEREFTKLASQMYGEFYYALLLNLFHKIVLLKMANAYAELNIEQD
                     TNEIEQLIYAINSFTANYFSLELVSQSQSEDIFFRLRKLFNIEILYSNAKQNLDSLFK
                     YQENVASKKDSLLLLILTLYSVVGQMLGFTMIDLLRNTDSNKISSPLEFFALLIAISG
                     IVISLILGAQSLYQWGIQHKRRKAWVKQTVLSAVREKDNKK"
     gene            639567..640511
                     /locus_tag="DJ46_692"
     CDS             639567..640511
                     /locus_tag="DJ46_692"
                     /note="apbA_panE: 2-dehydropantoate 2-reductase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="2-dehydropantoate 2-reductase family protein"
                     /protein_id="AIK62400.1"
                     /translation="MRILVLGAGGVGGFFGGRLVEKGEDVTFLVRSKRKKQLEERGLV
                     IRSVNGDFSFQPKLITKEDRTAPFDVILFSTKAYHLNEAIQDLKPFVGENTVIIPLLN
                     GIAHLSLLQKELGEDKVIGGLCFIETTLNDEGEIVQTSAANRLVFGEMKSQHAERVKH
                     ISKAFAGTKSSFVLSENIMQDMWHKYLFITVMSGVTTLMRAPIGPIRESEGGHDFIQN
                     LFKECVQIMRCIGAPVKDDIVKEHMKTIDKISYDMKSSMQRDMEKGSSVEGKHLQGYL
                     LDVAEQFSIEAPLLGAVYQNLKVYEEMALNRSEIQLDV"
     gene            complement(640565..640693)
                     /locus_tag="DJ46_693"
     CDS             complement(640565..640693)
                     /locus_tag="DJ46_693"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64028.1"
                     /translation="MSKEKKPIFSDSYLDAVANEINQLYGKREEEINLTDRTKRNK"
     gene            641124..642221
                     /locus_tag="DJ46_694"
     CDS             641124..642221
                     /locus_tag="DJ46_694"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK63386.1"
                     /translation="MVSSIKRFLIGRPLKSTELGEQKLNKTKALAILSSDALSSVAYG
                     PEQILIALAGVGAIAYWYSIPIAVGVLVLLTALILSYRQIIFAYPHGGGAYVVSKENL
                     GMNPGLIAGGSLLVDYILTVAVSVSAGTDALTSAFPSLHAHNVIIAIIFVICITILNL
                     RGVTESASVLAYPVYLFVLALFILIGVGIYNILTGHVSQALHTPIGTPVAGISLFLLL
                     RAFASGSSALTGVEAISNAIPNFKDPAPNNAAKTLLAMGALLAVLFSGIVFLAYYYGI
                     SPSKEVTVVSQIAEQTFGRNFMYYFIQGTTALILILAANTGYSAFPLLAVNLAKDKFI
                     PRMFTIRGDRLGYSNGIIILGIASIILIVAF"
     gene            642294..642950
                     /locus_tag="DJ46_695"
     CDS             642294..642950
                     /locus_tag="DJ46_695"
                     /note="putative amino acid permease, C-terminal"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64516.1"
                     /translation="MVLKWLREKPEGWALRLTVNLIGAVISFIVMSMFFLTNFAQVWS
                     ILIFLPVIIFLFHRIKKHYDAVGDQLSLKTCERIVPIEGNVIVVPVAGMTHVVENSLN
                     YAKSLSADQVIAVYVAFDREEEKKFEEKWKKWQPEVRLVTLHSHYRSIIQPLTKFIDT
                     VQYKASESNYRVTVVIPQFIPKKGWHNILHNQSSLLIRAYLLYKRNVVITTVPYHLKK
                     "
     gene            643544..644704
                     /locus_tag="DJ46_696"
     CDS             643544..644704
                     /locus_tag="DJ46_696"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolytic enterotoxin family protein"
                     /protein_id="AIK64774.1"
                     /translation="MKKTLITGLLVTAVSTSCFIPVSAYAKEGQTEVKTVYAQNVIAP
                     NTLSNSIRMLGSQSPLIQAYGLVILQQPDIKVNAMSSLTNHQKFAKANVREWIDEYNP
                     KLIDLNQEMMRYSTRFNSYYSKLYELAGNVNEDEQAKADFTNAYGKLQLQVQSIQESM
                     EQDLLELNRFKTVLDKDSSNLSIKADEAIKTLQGSSGDIVKLREDIKRIQGEIQAELT
                     TILNRPQEIIKGSINIGKQVFTITNQTAQTKTIDFVSIGTLSNEIVNAADSQTREAAL
                     RIQQKQKELLPLIQKLSQTEAEATQITFVEDQVSSFTELIDRQITTLETLLSDWKVLN
                     NNMIQIQKNVEEGTYTDSSLLQKHFNQIKKVSDEMNKQTNQFEDYVTNVEVH"
     gene            644736..645944
                     /locus_tag="DJ46_697"
     CDS             644736..645944
                     /locus_tag="DJ46_697"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolytic enterotoxin family protein"
                     /protein_id="AIK61907.1"
                     /translation="MTKKPYKVMALSALMAVFAAGNIMPAHTYAAESTVKQAPVHAVA
                     KAYNDYEEYSLGPEGLKDAMERTGSNALVMDLYALTIIKQGNVNFGNVSTVDAALKGK
                     VIQHKDTARGNAKQWLDVLKPQLISTNQNIINYNTKFQNYYDTLVAAVDAKDKAILTK
                     GLTRLSSSINENKAQVDQLVEDLKKFRNKMTSDTQNFKGDANQITSILASQDAGIPLL
                     QNQITTYNEAISKYNAIIIGSSVATALGPIAIIGGAVVIATGAGTPLGVALIAGGAAA
                     VGGGTAGIVLAKKELDNAQAEIQKITGQITTAQLEVAGLTNIKTQTEYLTNTIDTAIT
                     ALQNISNQWYTMGSKYNSLLQNVDSISPNDLVFIKEDLNIAKDSWKNIKDYAEKIYAE
                     DIKVVDTKKA"
     gene            646052..646969
                     /locus_tag="DJ46_698"
     CDS             646052..646969
                     /locus_tag="DJ46_698"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolytic enterotoxin family protein"
                     /protein_id="AIK62177.1"
                     /translation="MQKRFYKKCLLTLMIAGVATSNALPLHPFAAEQNVKVLQENAKD
                     YSLGPAGFQDVMAQTTSSIFAMDSYAKLIQNQQETDLSKISSINSEFKGNMMQHQRDA
                     KINATYWLDRMKPQIMKTDQNIINYNNTFQTYYNSMLIAIDQKDSVKLKANLEKLYAD
                     IVKNQNEVDVLLGDLKAFRDRMAKDTNSFKEDTNQLTSILASTNAGIPALEQQINTYN
                     DSIKKSNDMVIAGGVLCVALITCLAGGPMIAVAKKDIANAEREIANLKDRISGAQAEV
                     AILTDVKNKTTNMTETIDAAITALQNISN"
     gene            647365..647991
                     /locus_tag="DJ46_699"
     CDS             647365..647991
                     /locus_tag="DJ46_699"
                     /codon_start=1
                     /transl_table=11
                     /product="lysE type translocator family protein"
                     /protein_id="AIK61393.1"
                     /translation="MENYLLFILTAMLIIIMPGPGFALVTKNTISYGTNGGIKTVLGT
                     ISGMMIHTIMATLGLSAILMKFSMLFIFIKYAGALYLIYLAIKSIKSAFSKKEDMQVS
                     VEMNAKDIGTIKSFRQGFTTAILNPKTAVFFLSFLPQFIVNNQSHFFQFLLLGLTFTT
                     LTAIWYLLYISLIRQLRTFLRKERVNRTIEGITGAVLLVFGVRLFFQK"
     gene            648349..649296
                     /gene="deoR"
                     /locus_tag="DJ46_700"
     CDS             648349..649296
                     /gene="deoR"
                     /locus_tag="DJ46_700"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyribonucleoside regulator"
                     /protein_id="AIK64570.1"
                     /translation="MDKDKQQLSVEVARLYYQSDYSQQEIANKLNISRPTISRLLKYA
                     KEKGFVQISIADPFADLDNVGNLLKEKYNLLEAHVVFSPVPEYATITEYISKYAAEYM
                     EKTVKNGDIVGVSWGMTMYEIARKIVPQHVKGVEVVQLKGGISHSSVNTYANETIALF
                     ADAFQTTPRNLPLPVIFDNAVTKELVEQDRHIHHIIEMGKQANIAIFTVGTVRDEALL
                     FRLGYFDKDETSLLKKQSVGDICSRFFDGDGNISSEEINQRTIGIELEELKLKKRSIL
                     VAGGNRKIKAIDGALRGGYANVLIIDQHTAKELLHYKKG"
     gene            649602..650273
                     /gene="deoC"
                     /locus_tag="DJ46_701"
     CDS             649602..650273
                     /gene="deoC"
                     /locus_tag="DJ46_701"
                     /EC_number="4.1.2.4"
                     /note="deoC: deoxyribose-phosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyribose-phosphate aldolase"
                     /protein_id="AIK62754.1"
                     /translation="MNIAKLIDHTILKANTTKEDVMKVIEEAKEYKFASVCINPTWVK
                     LAAEELAGHDVDVCTVIGFPLGASTTETKAFETKDAIAKGATEVDMVINVGALKDGDN
                     ELVEKDIYEVVQAAKGKALVKVIIETCLLTDEEKVRACELSVKAGADFVKTSTGFSTG
                     GATAEDIALMRKTVGPNVGVKASGGVRTREDAEKMVAAGASRVGASASVAIVLNDAKG
                     ATDNY"
     gene            650376..651557
                     /locus_tag="DJ46_702"
     CDS             650376..651557
                     /locus_tag="DJ46_702"
                     /note="nupC: nucleoside transporter, NupC family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside transporter, NupC family protein"
                     /protein_id="AIK65505.1"
                     /translation="MKYLIGVFGLVLILGIAWLASNDRKKVKYRPIITMVILQFILGF
                     LLLNTSVGNILISGIADGFGELLKYAADGVNFVFGGLVNQKEFSFFLGVLMPIVFISA
                     LIGILQHIKVLPIIVKSIGLALSKVNGMGKLESYNAVASAILGQSEVFISVKKQLGLL
                     PEKRMYTLCASAMSTVSMSIVGSYMVLLKPQYVVTALVLNLFGGFIIASIINPYEVTE
                     EEDMLEVQEEEKKTFFEVLGEYIIDGFKVAITVAAMLIGFVALIAFINAVFKGVIGIS
                     FQEILGYAFAPFAFIMGVPWHEAVNAGNIMATKLVSNEFVAMTDLAQGNFNFSDRTTA
                     IISVFLVSFANFSSIGIIAGAVKSLNEKQGNVVARFGLKLLFGATLVSFLSATIVGLL
                     F"
     gene            651594..652895
                     /gene="pdp"
                     /locus_tag="DJ46_703"
     CDS             651594..652895
                     /gene="pdp"
                     /locus_tag="DJ46_703"
                     /EC_number="2.4.2.2"
                     /note="Y_phosphoryl: pyrimidine-nucleoside phosphorylase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrimidine-nucleoside phosphorylase"
                     /protein_id="AIK65245.1"
                     /translation="MRMVDIIAKKRDGKELTTEEIKFFINGYTDGSIPDYQVSALAMA
                     IFFKDMTDRERADLTMAMVESGETIDLSAIEGIKVDKHSTGGVGDTTTLVLGPLVAAL
                     DVPVAKMSGRGLGHTGGTIDKLEAVEGFHVEITKEQFIDIVNRDKVAVIGQTGNLTPA
                     DKKIYALRDVTGTVNSIPLIASSIMSKKIAAGADAIVLDVKTGAGAFMKTEEDAKELA
                     HAMVRIGNNVGRQTMAVISDMSQPLGFAIGNALEVKEAIDTLKGEGPEDLTELVLVLG
                     SQMVVLAKKANTLEEAREMLIEVMKNGKATEKFKEFLNNQGGDSSIVDNPEKMPQAKY
                     VIDVPAKTSGVISNIVADEIGIAAMLLGAGRATKEDEIDLAVGLMLRKKVGDAVKEGE
                     PFVTIYANRENVEDVKAKIYENISIAETAVAPKLVHTVITD"
     gene            652929..653324
                     /gene="cdd"
                     /locus_tag="DJ46_704"
     CDS             652929..653324
                     /gene="cdd"
                     /locus_tag="DJ46_704"
                     /EC_number="3.5.4.5"
                     /note="cyt_deam_tetra: cytidine deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidine deaminase"
                     /protein_id="AIK65432.1"
                     /translation="MDKKKYIEEANKMLSKAYIPYSKFPVGAALVTKEGKIYTGCNIE
                     NASYGLCNCAERTAIFKAVSEGERDFSYLVITGETDGPISPCGACRQVIAEFCDPKMP
                     VLLTNVKGDEKEVTVEQLLPGAFTNDDLK"
     gene            complement(653629..653859)
                     /locus_tag="DJ46_705"
     CDS             complement(653629..653859)
                     /locus_tag="DJ46_705"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64759.1"
                     /translation="MKNTLFRINELSKKEKATGLTVDEKQEQQMLRQNYTQTFRGSLD
                     SILLNTKIVDQNGLNVTPAALQDAQIRLKLSK"
     gene            654107..655024
                     /locus_tag="DJ46_706"
     CDS             654107..655024
                     /locus_tag="DJ46_706"
                     /codon_start=1
                     /transl_table=11
                     /product="HPP family protein"
                     /protein_id="AIK61295.1"
                     /translation="MNAVISKKETIISYTIAILFTLAMVTAGVLLNDPEVILPEIAAM
                     AIALWAYRESGWLRQPEKIFVAPSITALIGFAVNQMDLAYIGKVSVTLVLMMLFLRVI
                     QSNLAPSIATGLLPLVTNATEWSFVISVFALTFILMIGVLIFKLNNGIKRKVHIQYKY
                     MTVFLILNFVWISLCWITGYEQLAVIPPILVVVYESLQKPMYNEKMAFKQILVLTTSA
                     TVGTLLYFAIDSWIVVTFLNMILMLILLKIVGVRIPAAYAFPLLPLVFPDEMIKMLPV
                     GSFVAGVFLFGAVLLYKKWEMKQKGMQKS"
     gene            complement(655079..655759)
                     /locus_tag="DJ46_707"
     CDS             complement(655079..655759)
                     /locus_tag="DJ46_707"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome C biogenesis transmembrane region
                     family protein"
                     /protein_id="AIK65801.1"
                     /translation="MSPLIDVANATKSVPLLFAFLLGIVGTLAPCQLTGNISAITLYG
                     NQSLQKRYAWKHILLFILGKIIAFTTLGLLVWFLGKEIQQILTLYFPWLRKMMGPLLI
                     LMGLLLSGIIKGRYFFSIKFIQNQNEVGSFLLGFFFSLAFCPTMFVLFFGTLIPLSLS
                     YTYGYLFPSFFSVGTALPIVIFMFIISYLGLNGALLKKSRKIGKSIQRIAGILLILIG
                     LYDAALYW"
     gene            complement(655811..656794)
                     /locus_tag="DJ46_708"
     CDS             complement(655811..656794)
                     /locus_tag="DJ46_708"
                     /codon_start=1
                     /transl_table=11
                     /product="BNR/Asp-box repeat family protein"
                     /protein_id="AIK66153.1"
                     /translation="MKHYVATAIAITSLLIISGCSSNVETTTVKKETMQSQQKNTETV
                     NTTPQNFYKDITSGKIEHIHGIGYVGNVPWVSIATHSGIKVYQNGKWLETATQLHDYM
                     GFQATKNGFFASGHPEPGANLKNPLGLMKSSDGGNTLEKLAFYGESDFHNLAVGYNTE
                     AIYLYNERPNSKLQQGFYFSTNNGQDWKNSKLKGLSSTVHSFSVHPDQSSVVAVSTKD
                     GVYLSTDYGNTFELFSKSLESTAVTLSNEDVIYAPINTQIVTKKSIATNEETNIQIPL
                     LDSKDAIMYISQNPQNAAEIVFATMKANVFLSTDEGKTWKQLTKEGTLQFN"
     gene            657015..658298
                     /locus_tag="DJ46_709"
     CDS             657015..658298
                     /locus_tag="DJ46_709"
                     /note="aminopeptidase P, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61670.1"
                     /translation="MKSKFFAQNRERLVNTLPDESITILFAGQAPHMSADAHYKFVPN
                     RNFYYVTGIDEPNVIFMLKKFGNSVEETLFIEKSDPVMEKWVGKTVSNEEAEKISGIK
                     KVIYLDSFEKTMSNIFFTENVKHLYLDLECREWKGTETKTLAFAKHVREQYPHVTIGN
                     VYPNICELRVFKTDEEIEIIKEAIAVTKDGIYNVLKHAKADMMEYELEAQFDFTLKSS
                     GIKHHAFNTILASGKNATVLHYEDNDAQIQNGDLVLLDLGAQKDYYNADISYTFPANG
                     TFSSRQKQIYNIVLNALKETTEIIKPGLKFAALNEHAKKVLAEGCKAVGLIQEDEELS
                     KYYYHGVSHFLGLDTHDVGTYKDRVLEEGMVITIEPGLYIEEESIGIRIEDDILVTKD
                     GHENLSKDIIREVEEIEEFMRENNVNVKQDEVVTK"
     gene            658416..658997
                     /locus_tag="DJ46_710"
     CDS             658416..658997
                     /locus_tag="DJ46_710"
                     /codon_start=1
                     /transl_table=11
                     /product="multicopper oxidase family protein"
                     /protein_id="AIK63720.1"
                     /translation="MMRYILTAVTVSVIFLIAACSVTTNTTNDHKNRNDKKTKQTETA
                     TKPLEIVKGPEVTLIAKEEKQKLSNGVIVPVWTFNGSSPGPEIRVKKGEKVKVTLKNE
                     LSAPVSIHWHGYPVPNDMDGIPGVTQDAVEPGKSFTYEFEANVLGTYWYHSHQDSVNQ
                     LDRGLYGTFVVEDTNEKYDKDYTLMLDEWIKKR"
     gene            659507..660064
                     /locus_tag="DJ46_711"
     CDS             659507..660064
                     /locus_tag="DJ46_711"
                     /codon_start=1
                     /transl_table=11
                     /product="multicopper oxidase family protein"
                     /protein_id="AIK65380.1"
                     /translation="MKAIIEYDGSKEMKDIADEKEKLSKLDMTKYGAKKLGGFTLNQQ
                     YTATYNMDLNTQMNGNEMVYTINGKVFPDIDPVQVKKDDLVKVKLVNRSKMDDHPMHL
                     HGHFFQVLSKGGKPVEGSPIVKDTLNLKPGEEYEVAFVADNPGEWMFHCHDLHHASAG
                     MVTEVKYKDYKSDYVPNPNIPNKPE"
     gene            660670..662364
                     /locus_tag="DJ46_712"
     CDS             660670..662364
                     /locus_tag="DJ46_712"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AIK62668.1"
                     /translation="MKKILASVAVASVTGSVFISTAQAKNTVIQKEAKHEKPTDVVKY
                     ENQVTVNTNALRVRTQPNTSSTIMGRVYEGEVLQVIGEENSWLKINHKGKTGYVSSEF
                     VSENSVSAKTNVSMSRSKTVIANVLRVRTQPNTSSAIMGRVYEGKALQVIGEENGWLK
                     IKHNGKVGYVSSQFVIDGTSNGSDKNNGKVQVASGNYKVNVSSLRVRTGPSTSHTILG
                     SVHKGQIVQVTGEVQDWVKINYSGQTAYISKDYISKNDFNANVDQTNEQQKNITVQTD
                     GTYIVDATSLRVRTGPATYHSVIGGVLNGRILQVTGVENGWLKINHNGRTGYVSSEYV
                     KFVKGNTPSKPETSNPSTGATVGDYYVNVNVLNVRSGAGTNYDVIGALSKGIKVQVLF
                     EQNGWGKINYNGKTGYVSSKFLSKTSETDAEKQRQSQEVNKTNDFIQPAAGRYTSRFE
                     KRGGKMHHGLDIAASGTVPVVAAAEGVITRSYYSTSYGNVVFISHNINGQTYTTVYAH
                     LKSRSVSAGQKVKQGQQLGIMGNTGQSEGQHLHFEIHKGEWNAQKSNAMDPKIYID"
     gene            complement(662545..663090)
                     /locus_tag="DJ46_713"
     CDS             complement(662545..663090)
                     /locus_tag="DJ46_713"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62841.1"
                     /translation="MFAYTLTALMLCCISIIITSYISKRSGTLMEYMVFIMSFSMSIG
                     LSIGFYLGILFKGELLYSTLLAILISGFIGFFIGLRFHLYTALEGMFSGLMASMMGAM
                     ITEMLNAQQAHSILFISLLLTITITMSCIIQLLSESFSAVIQRRFLLLLSIGVVIILT
                     IFVTFPEHIPPTSSTEEQHKH"
     gene            663424..665568
                     /gene="topB"
                     /locus_tag="DJ46_714"
     CDS             663424..665568
                     /gene="topB"
                     /locus_tag="DJ46_714"
                     /EC_number="5.99.1.2"
                     /note="topB: DNA topoisomerase III family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase III family protein"
                     /protein_id="AIK66218.1"
                     /translation="MKLIIAEKPDQGLALVSQFKYRRKDGYLEVEANELFPNGAYCTW
                     AIGHLTQLCNPEHYHAEWKKWSLDTLPMIPERFQFEVTKSKYKQFNVVKQLLHNPQVT
                     EIIHAGDAGREGELIVRNIINLCNVQKPMKRLWISSLTKQAIYQGFKNLLDESDTINT
                     YYEAYTRSCADWVVGMNASRVFSILLKKKGMNDVFSAGRVQTPTLALIVKREKEIENF
                     KSEPFWEVFATFNIEGKKYDGKWEKDNESRLQDPDMANKIAAFCQGKPAVVKEMKTER
                     KEFQPPLLFNLSSLQATANKAFKFSPKKTLDITQALYQKGIVSYPRSDSNYVTQGEAA
                     TFPDILQKLSQFDEYKGLLPAPVESIMNNKRYVNEKKVTDHYAIIPTEQVTNPSRLSG
                     DEKKIYDMIVRRLIAAHYEVAIFDYTTIVTLVDERAEFISKGKQQIQEGWRKVIFQDD
                     KDDETILPIVAEGEEGKVVKVKVKEGKTQPPKRYTEGQLITLMKTAGKYLENEELEKV
                     LKKTEGLGTEATRAGIITMLKDRKYIDVKKNQVYATDKGKVLITAIGDKILASPEMTA
                     KWEQRLAEIGEGTASPATFMEQTKKLSAKIIEDAVEMSEKWDFTGLHVESIERKGSKF
                     TTGKKVGSCKKCDGDVIDKSTFYGCSNYNTTQCDFTISKKILSKTISQKNMTKLLKGE
                     KTDLIKGFKKGEKTFDAKLEWKDNKINFVFEN"
     gene            665837..667084
                     /locus_tag="DJ46_715"
     CDS             665837..667084
                     /locus_tag="DJ46_715"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66345.1"
                     /translation="MNNHNLIIENIDNPHELERMYRKDPKAFKKSFSQAWVQKPDSQV
                     LGAWYERLHFKETANTEKKSLFQKGFLFMGMLAILAGISTRIIFYFVEQEVIAPINLA
                     FGVIPFIVAYFVYHNTPKKSIIYSLIALFLISGIYLNTLPLNYKDSIILAYLHLPIFL
                     WILSGLAFTGNEYSKGSTRLAYIKFNLEYALLYASMAVSGMILAVFTMRLFSFVDLDI
                     GEFYFSNVVLFGAAALAIVAAYLVSMNLKLAKNITPYISKIFSPLVLITLLIYLITVI
                     WVGKNPFLDRNFLMAFNGILLGVLAVTIFSIVESDSDEKKNISDYINFALIVLALIID
                     TVALSAIVFRLSSYGITPNRLAVLGVNILIWANLIWIMFSYMRFLQNKSGPTAIQDAV
                     TKYLPIYGLWAAFVIFTFPIIFN"
     gene            complement(667211..668176)
                     /locus_tag="DJ46_716"
     CDS             complement(667211..668176)
                     /locus_tag="DJ46_716"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium Bile acid symporter family protein"
                     /protein_id="AIK63495.1"
                     /translation="MSTIEKIQTFIILFAVTCGIILGQFNVIHMYSDKFIVPFLFFML
                     YGLFLSIPLKEIKNGFRNLKFAGTSLTINFLWTPLLAWGLGALFLSDHPALWVGFIML
                     MVTPCTDWYLIFTEIAKGNVALSTAILPVNLILQVLLLPIYLFLFAGVMKTVAVSVLI
                     ESIVIVIVLPFLLAHATKFIMNKLKKAETLENKLIPFFSSAQIVFLSLAIVAMFASQG
                     KYLLQNMNVVLLLLIPVLLFFIINFVLGQFIRRVMRLSYKDTVSLNLTTLARNSPVAL
                     AIAVTAFPDEPLIALALVIGPLIELPVLACVSQVLLLIKKKRQYI"
     gene            668536..669162
                     /gene="azoR4"
                     /locus_tag="DJ46_717"
     CDS             668536..669162
                     /gene="azoR4"
                     /locus_tag="DJ46_717"
                     /codon_start=1
                     /transl_table=11
                     /product="FMN-dependent NADH-azoreductase 4"
                     /protein_id="AIK63679.1"
                     /translation="MSKVLFVKANDRPAEQAVSSKMYETFVTTYKEANPNTEITELDL
                     FALDLPYYGNIAISGGYKRSQGMELTAEEEKAVATVDQYLNQFLEADKVVFAFPLWNF
                     TVPAPLITYISYLSQAGKTFKYTANGPEGLAGGKKVVVLGARGSDYSSEQMAPMEMAV
                     NYVTTVLGFWGITNPETVVIEGHNQYPDRSQQIVEEGLENVKKVAAKF"
     gene            669402..669824
                     /locus_tag="DJ46_718"
     CDS             669402..669824
                     /locus_tag="DJ46_718"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport family
                     protein"
                     /protein_id="AIK61305.1"
                     /translation="MTNKVPFSFIVVIGLMLFALFFGAGNLIFPAMLGQSAGENVWIA
                     NAGFLVTGVGLPLLGVLAFGFSGKDDLQSLASRAHPVFGIVFTTVLYLAIGPLFAIPR
                     TGNVSYEIGLKPFMPEGLGSTPLILFTIVFFSITCFFR"
     gene            669809..670759
                     /gene="brnQ"
                     /locus_tag="DJ46_719"
     CDS             669809..670759
                     /gene="brnQ"
                     /locus_tag="DJ46_719"
                     /note="livcs: branched-chain amino acid transport system
                     II carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="AIK64666.1"
                     /translation="MFFSLNPAKIVDIVGKILTPIKLTFIGILVIVAFIHPIGEMQAP
                     VEAYTSHAFFKGFQEGYLTMDTLASFVFGIIIINAIKEKGAKTKTQIMVVCAKATIIA
                     ASILAIIYTALSYMGASSVAKLGHLENGGEVLAKVSNYYFGSYGGVLLGLMITVACLT
                     TSVGLVSACSSFFHKLFPNVPYKAIAITLCIFSAIVANVGLTQLIAVSVPVLTAIYPL
                     AIVLIFLTFFHSLFKGRAEVYQVSLTVTFIISLFDGLSAAGVNVEVVSQVFTKFLPMQ
                     EVGLGWIFPAIIGGFIGYGISVLKLKNQIQPAANTNKKIG"
     gene            670843..671262
                     /locus_tag="DJ46_720"
     CDS             670843..671262
                     /locus_tag="DJ46_720"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK65259.1"
                     /translation="MKKTIDHIGIAVRDIDSTIRFYEKVLSGTLIDRYVSEAPGVESE
                     VAILEVDGDRIELLAPTNNTTSPIARFIKQKGKGVHHVAYRVDDLDVALEELKEQGIR
                     TLEHTLRMNKHDRRLIYLNPADTEGTIIEYCDYPEEK"
     gene            671625..673241
                     /locus_tag="DJ46_721"
     CDS             671625..673241
                     /locus_tag="DJ46_721"
                     /codon_start=1
                     /transl_table=11
                     /product="copC domain protein"
                     /protein_id="AIK61071.1"
                     /translation="MLFIACMLIILIPKSASAHAYVVKSNPAENETLKKAPSVVKIEF
                     DEDIQVSSFNTLYVRDTSGKRVDLKDAHIDKKNKKLLEAGLKENLKNGLYSIQWKVIS
                     ADGHPIQGVIPFRIGLAEAEADDIQVEEMGYVPQIDMIMERGILYTSFSLFIGVLFFN
                     LIMYKGNVIEVQLRSKKIIWISLFGILISLLFNLPLQAKINADVSWLEAFNPLLLKET
                     LQLSVFGYVWITQMTLISSLIIVTYFAMKRGKLSSFKVWSIPIVLFIGILVMKACNSH
                     AYGLKFKDIAVVMDFLHLFAASLWIGGLSSIILLLRNEDNKWSMYWDMIKRFSPWATC
                     AVIVIFITGLFNSTFFIPTIHSLFDTKYGLALLAKILLFIFMGILGIIHYVKGKMRAE
                     QGLGATVKVEFIIGIIIFVIVAFMTNVQTPPMPPIGPFTESKQLDNGYEMTLNVSPNK
                     VGQNIFHITLKDENGQPVTDMEQIILTTQSLDMNMGKGSFKVSAVSPGEYEAEGMYIN
                     MTGNWNIQVHGLTKSLDSFDTDYKFIVGGR"
     gene            673354..673974
                     /locus_tag="DJ46_722"
     CDS             673354..673974
                     /locus_tag="DJ46_722"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64378.1"
                     /translation="MKRIKKLGTTMIATVIAMGIFSLPVSAHVTVKPATSDIGSWETY
                     TIKVPVEKNIATTKVTLKIPSGVEFQQYEPVPGWKVEEQKDNAGKVKTVVWEATGEGI
                     LPSQFQRFTFVAKNPDKEQKIAWDAYQQYKDGEIVEWTGDEKAEKPHSLTTIAKGTSL
                     TGEHGEVSSVEKNEGTSNMQLIAIVLSILAIVSSVGTCVFMVRRKK"
     gene            complement(674104..674880)
                     /locus_tag="DJ46_723"
     CDS             complement(674104..674880)
                     /locus_tag="DJ46_723"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK64339.1"
                     /translation="MVLHYNEFGDTNSPLMVFIHGGGVSGWMWDKQIKHFTNFHCLVP
                     DLPAQGKNRIKEHFSINFSAEKIIELIEEKGQNKTVIVIGFSLGAQVLITMLSMKPNL
                     IQYAMINSALVKPIPFASKFIKSIALTYPLIKSRTFSKIQAKSMYIDKEYFDHYYYDS
                     CQISKNTFIRILEENMSFTIPKNFENANSNILVTVGENEKRIMKDSLTKILESNPHCT
                     GVIISKIGHGVSLANPKLFNTLIENWLEHDSLPEDVVTIN"
     gene            complement(675067..675972)
                     /locus_tag="DJ46_724"
     CDS             complement(675067..675972)
                     /locus_tag="DJ46_724"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK63972.1"
                     /translation="MTQLSRTKTAIILTFLVFMWGINWPLSKFALHYTPPVLFAGVRT
                     LIGGFILLLFALPKYKELHLKETWHLYVISSLLNIIIFYGLQTVGLQYMPAGLFSAIV
                     FLQPVLLGIFSWIWLEESMYGLKIFGLILGFIGVGVISSSSLTGHISIIGILLAIGCA
                     IGWALGTVFIKKTGHRVNSIWMVTLQLIIGGLCLIGFGSEFESWSSIAWSMPFVSVLL
                     FISFFVIAMGWLAYFTLVGAGEASKVGAYTFLIPLIAIIVSSIFLHEAITISLFIGLL
                     FIVVSICFVNIKPKTLAVGQRVEVK"
     gene            676070..676939
                     /locus_tag="DJ46_725"
     CDS             676070..676939
                     /locus_tag="DJ46_725"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK62971.1"
                     /translation="MTITQLQVLIKTIELGSFTKAARVLNMTQPAVSHAISSIESELG
                     VTILIRDKRKGLIVTDVGSRILVHIREILNGVEKIEQEVAMEKGHEVGTIRIGSFPSA
                     SAHFLPKMINHFKEKYPNLEVVLCEGTIKEVEDWLVSRVVDIGIVILPNKEMEIVPLT
                     KGKMVVILREDHPLCKKNAVTIRDLENEPIILCKGGYEPPIIDMFKQVNVPLRAEYVI
                     STVTTALNMIQEGLGIAILAELSLTNLPKNVQTRELEPQVWREIALAVPSLRDSSIAV
                     QLFIEEFQALFAE"
     gene            677060..677491
                     /locus_tag="DJ46_726"
     CDS             677060..677491
                     /locus_tag="DJ46_726"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator family protein"
                     /protein_id="AIK64103.1"
                     /translation="MKISSRFSIAVHILSILKNNPSSLCTSDYMAESVNTNPVVIRKI
                     MSYLKQAGFVYVNRGPGGAGLLKDLHEITLLDVYHAVNVVEEDKLFHIHEQPNPDCPI
                     GANIQAVLEVILIQAQSAMEEVLRNITMGQLFETLQEKMNA"
     gene            677563..678213
                     /locus_tag="DJ46_727"
     CDS             677563..678213
                     /locus_tag="DJ46_727"
                     /codon_start=1
                     /transl_table=11
                     /product="DSBA-like thioredoxin domain protein"
                     /protein_id="AIK61339.1"
                     /translation="MTVKMKVYSDFICPFCFLAKGPLDEVAKEKDVEIEWMPFELRPS
                     PYSKIDPWNEPEKLGSWDAFILPTAKKLGIDMRLPRVSPHPYTHLAFEGCQFAKERGL
                     GNEYHHRVFTAFFQEEQNIEDIDVLTKLAVEVGLPEAEFKDTLVTRKYKEKHQEAIQH
                     AYDEANIMAVPTVMIGDEVIQGLASKETLERVIDKEIEKDKTNSFEGMQCNTDGYC"
     gene            678271..678873
                     /locus_tag="DJ46_728"
     CDS             678271..678873
                     /locus_tag="DJ46_728"
                     /codon_start=1
                     /transl_table=11
                     /product="nitroreductase family protein"
                     /protein_id="AIK65293.1"
                     /translation="MSATTTNLKEAIVNRRSIRKVTKNDAITKERIEEVLKTALHAPT
                     SFNMQSGRMVVLMDGEHEKFWDIVKETLRARVPAENFEATVERLKGFHAGVGTVLFFE
                     DQATVEKMQENAPLYKDQFPFWSHQGNAMLQHTVWMLLSAEGIGASLQHYNPIVDAEV
                     KETWNIPAEWSLVGQMPFGEPNEHPAERTFLPTEDVVKFY"
     gene            679000..679131
                     /locus_tag="DJ46_729"
     CDS             679000..679131
                     /locus_tag="DJ46_729"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63614.1"
                     /translation="MNDEKKYTVVGTDVEEVKRLNKNSGLTYNQVKEMLAKQMQKKK"
     gene            679243..680853
                     /locus_tag="DJ46_730"
     CDS             679243..680853
                     /locus_tag="DJ46_730"
                     /codon_start=1
                     /transl_table=11
                     /product="amidase family protein"
                     /protein_id="AIK63771.1"
                     /translation="MKKWVKVTLSIAGGIVLLACAGGYYVYKNYFPKEPERIVYDKER
                     VLQPIHNQLKGINIENVKIKEKEVVNATVDELQKMIDDGKLSYEELTSIYLFRIQEHD
                     QNGITLNSVTEINPNAMEEARKLDQERSRNKKSNLYGIPVVVKDNVQTAKVMPTSAGT
                     YVLKDWIADQDATIVKQLKEEGAFVLGKANMSEWANYLSFTMPSGYSGKKGQNLNPYG
                     PIMFDTSGSSSGSATVVAADFAPLAVGTETTGSIVAPAAQQSVVGLRPSLGRVSRTGI
                     IPLAETLDTAGPMARTVKDAATLFNAMIGYDEKDVMTEKVKDKERIDYTKDLSIDGLK
                     GKKIGLLFSVDQQDENRKAVAEKIRKDLQDAGAILTDYIQLNNGGVDNLQTLEYEFKH
                     NVNDYFSQQKNVPVKSLKEIIAFNKRDSNRRIKYGQTLIEASEKSTITKDEFEKVVQT
                     SQENAKKELNKYLVEKGLDALVMINNEEVLLSAVAGYPELAVPAGYDNNGEPVGAVFV
                     GKQFGEKELFNIGYAYEQQSKNRKPPKL"
     gene            681032..682045
                     /locus_tag="DJ46_731"
     CDS             681032..682045
                     /locus_tag="DJ46_731"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63400.1"
                     /translation="MNEVKNFFRSRGFQRFLVLIILALVLYGLKSMINLILITFILTF
                     LMDRFQRFISKKLKVNRKIVIACLYIILVSFIGTTLYKYLPVLTIQISQLIYQFKLFF
                     QNPPDNEIIKYALSTINGMEVSKYIEQGVDVIYQSIANIGKVSLQILLSLILSLFFLL
                     EKERIITFTSKFKESKLKIFYEEIAYFGERFARSFGKVIEAQFLIAVVNCILTVIALI
                     VLGFPQLLVLAVMIFLLGLIPVAGVIISLFPLCIIAYNVGGVIYVVYILVFITVIHAL
                     ESYFLNPKFMSAKTNLPIFYTFMILIFSEHFLGIWGLIIGIPIFIFLLDVLDVNNEES
                     IKK"
     gene            complement(682101..683045)
                     /locus_tag="DJ46_732"
     CDS             complement(682101..683045)
                     /locus_tag="DJ46_732"
                     /EC_number="1.1.1.27"
                     /note="L-LDH-NAD: L-lactate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-lactate dehydrogenase"
                     /protein_id="AIK61657.1"
                     /translation="MKKGINRVVLVGTGAVGCSYAYCMINQAVAEEFVLVDVNEAKAE
                     GEAMDLSHAVPFAPAPTRVWKGSYEDCKDADLVVITAGLPQKPGETRLDLVEKNAKIF
                     KQIVRSIMDSGFDGIFLIATNPVDILTYVTWKESGLPKERVIGSGTTLDSARFRYMLG
                     EYFNIGPHNIHAYIIGEHGDTELPVWSHVSVGIQKLQTLLEKDNTYNQEDLDKIFINV
                     RDAAYHIIERKGATYYGIGMSLLRVTKAILNDENSVLTVSAYLEGQYGQKDVYIGVPA
                     VLNRGGVREILEVELSEDEELKFDHSVQVLKETMAPVL"
     gene            683247..684683
                     /locus_tag="DJ46_733"
     CDS             683247..684683
                     /locus_tag="DJ46_733"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK62209.1"
                     /translation="MMQPLTMERMLHIINVGLVKTKNPKQIIIVGAGISGLVAASLLK
                     EAGHKVTILEANNRIGGRIYTIREPFSRGLYFNAGPMRIPDTHKLTLAYIRKFKLPLN
                     LFINKTASDIIYTNNIKKRLSIFEKNPSILGYPILEREKGKTAEELMLEVLEPILNYI
                     KKDPNKNWSIVEKKYKAYSLGTFLTEYYSDGAIDMIGVLLDMEAYMGMSLIEVLREMV
                     FFTSTTKYYEITGGMDALPKAFLSQLNENIFMRYKVEKIIQENSKVMIQVNHEQTIER
                     FMVTGDVAIVTIPFSALRFVEIQPYNLFSYYKRRAIRELNYIAATKIAIEFKSRFWEK
                     AGQYGGKSITDLPIRFTYYPSYGIHTPGAATVLASYTWADEALTWDSLPDRERIRYAL
                     KNLAEIYGEIVYSEFVTGTSFSWSKNPYSCGAFTAFEPGQELELFPYITSPSGKVHFA
                     GEHTTLTHGWMQGAIESGIRVAHEVNEK"
     gene            684787..685710
                     /locus_tag="DJ46_734"
     CDS             684787..685710
                     /locus_tag="DJ46_734"
                     /note="cobalamin synthesis cobW C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66127.1"
                     /translation="MNKVEIHILGGFLGSGKSTLLQNLLLAEKKKNRKVAVLMNEIGE
                     YSVDTDIIGKENVLRELLKGCICCTLKEELEIQLHSLYQQERPDVIYIETTGVAHPIE
                     VLDACVSPILAPFLEVKSIVVVLDAVRWLNRSVLSANVQQLLHEQLKFGSHILINKSD
                     LLIEADKNKVIEEVKAINNHAKLFETKYCNISLEDIEEAEFTNDTEHETLHVKQHLHI
                     QTMTYQFTKSIDQDKLYEWLSNLPDSIYRVKGFVKFHGDKYPHLFQYSFGVPTLLEQD
                     FGFPTNLVVIGEGLDKKQLAEGLEKVELNSN"
     gene            complement(685818..686813)
                     /locus_tag="DJ46_735"
     CDS             complement(685818..686813)
                     /locus_tag="DJ46_735"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65019.1"
                     /translation="MNFKHVLATGLITATLFGATNAHAQTEHFIDVPTNHWSKDSIDH
                     LTEQKIISGYGNGKFGFGDNVTRGQVAAIISRYLKLENTGSTNKHFSDIHGHMFENNI
                     KAVAQKGLMTGDNSTDKFRPDDTLTRYEMAVILQKAFHLPVKTNDLFYDVPNNFWATD
                     SVRSLYSNGITKGIGNYQYGGEMNVTREQFATFMYKAINVSPYFIPDSIPAKDEDKYK
                     EIENILIDSGFLKTDYNYVFTKTGQTYDGIMHFNFSPYDDSAYRMSIHSDDPVLNEPV
                     KKILNTLLPTKADYLYSLIKNPTASSRTIELDGRKIEFSRDSSTSVNVYLGKRKY"
     gene            687171..687776
                     /locus_tag="DJ46_736"
     CDS             687171..687776
                     /locus_tag="DJ46_736"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK65258.1"
                     /translation="MSEKIIMDVKNLTTKGLETREKLLCAAEEVFGSKGYYEASIVNI
                     TQEAKVAHGTFYNYFPSKKDIFDELIHRLNRELRLIIKGEMEGISSYEEAQRRGFQAF
                     FRWVKDRPNLYNIVQQAVVVDDNLYRWYYAKLANGFLKSLSAGMEAGEFKWLDKETIA
                     YCLMSIGQFLGMRWGYWEEKDVPEDVFEAAMSLIFEGLRKR"
     gene            687789..689279
                     /gene="menE"
                     /locus_tag="DJ46_737"
     CDS             687789..689279
                     /gene="menE"
                     /locus_tag="DJ46_737"
                     /EC_number="6.2.1.26"
                     /note="menE: O-succinylbenzoate-CoA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="O-succinylbenzoate-CoA ligase"
                     /protein_id="AIK61378.1"
                     /translation="MQGIAYWIEKRAYLHPDRIAIITEEEEMTYKQLHEYVSKVAAYL
                     IYELNVKKGERIAILSQNSLEYIVLFFAIAKVECIAVPLNIRLTENELIFQLKDSGTT
                     VLFVEKTFQNMALSMQKVSYVQRVISITSLKEIEDRKIDNFVEKNESASFIICYTSGT
                     TGKPKGAVLTQENMFWNALNNTFAIDLTMHDRSIVLLPLFHIGGIGLFAFPTLFAGGV
                     IIVPRKFEPTKALSMIEKHKVTVVMGVPTIHQALINCSKFETTNLQSVRWFYNGGAPC
                     PEELMREFIDRGFLFGQGFGMTETSPTVFMLSEEDARRKVGSIGKPVLFCDYELIDEN
                     KNKVEVGEVGELLIRGPNVMKEYWNRPDATEETIQDGWLCTGDLARVDEDGFVYIVGR
                     KKEMIISGGENIYPLEVEQVINKLSDVYEVAVVGRQHVKWGEIPIAFIVKKSSSVLIE
                     KDVIEHCRLFLAKYKIPKEIVFLKELPKNATGKIQKAQLVNQLKSR"
     gene            689284..689685
                     /locus_tag="DJ46_738"
     CDS             689284..689685
                     /locus_tag="DJ46_738"
                     /codon_start=1
                     /transl_table=11
                     /product="maoC like domain protein"
                     /protein_id="AIK65539.1"
                     /translation="MTMYSTGQQASCSKTITETDFVLFAGLSGDFNPIHIDHEYAKQT
                     RFNQRIAHGLLTSSLLSQLLGIHLPGKGSVYMEQTIKFTAPVFIGDTITATATVQEFM
                     MEKRVLKLLTECHNQKGDLVLTGVATMMVPK"
     gene            689700..690695
                     /locus_tag="DJ46_739"
     CDS             689700..690695
                     /locus_tag="DJ46_739"
                     /codon_start=1
                     /transl_table=11
                     /product="3-Oxoacyl-[acyl-carrier-(ACP)] synthase III
                     family protein"
                     /protein_id="AIK66018.1"
                     /translation="MNIGIEATGVFFPKDVETAVDLSKKTGIPENIIIEKFGLYEKHV
                     ADEMMHASDLAIAAAKPILLQVNPQSIDVVIYFGSPHKDYHVWSSAPKIQHELGLKNA
                     YAFEIMNVSSCFPIALKVAKDMLYSDNSIENILLVGGCKESQIVDYDNPRSRFMFNFA
                     DGGSAALVKKDAKNGEILGSAIITDGSFHEDVRIPAGGSKQVASYDTVENRQHYIDVI
                     DPNSMKERLDPISIPNFDKVIREALRKSGYTPKDIKVLLPLHTKRSMLIELIQGLGLT
                     EEQVVYLDHYGHMSALDPCIGLHFANEQGKLQAGDIAVVVSAGTGYTWAATVIRW"
     gene            690877..692094
                     /locus_tag="DJ46_740"
     CDS             690877..692094
                     /locus_tag="DJ46_740"
                     /codon_start=1
                     /transl_table=11
                     /product="putative substrate binding protein of ABC
                     transporter system"
                     /protein_id="AIK61660.1"
                     /translation="MSMKKRKWLRMMATGCVLGSLLITAACSGKKTSTEDEKTIKVGV
                     LASLTGPLESYGKQTMNGFELGLDYATGGTGKVEGKKIKFVVEDTETKADVAVKKATK
                     LLEEEKVDFLVGSSSSSDTLAVLPLAEEYEKIMVVEPAVADSITGKNWNKYIFRTGRN
                     SSQDAVAGAAAIAKKDVKIATLAQDNAYGREGISAFKAGAKKLGANIVNEQYADTNST
                     DFTANIQNIISSKPDYLFIVWAGANSPWKQLKDMNVEAQGIKISTGAPDIPALKTMDA
                     LVGMQGFSVYYHTLPKNKVNDWLVEEHKKRFNGAVPDLFTAGGMSAAISIVEALKKTK
                     GDTDVDTLIKRMEGMEFDTPKGKMKFREKDHQAMQTLYSITLKKQDGVDYPVPVLERE
                     LTMKETEPPVQSK"
     gene            692184..692957
                     /locus_tag="DJ46_741"
     CDS             692184..692957
                     /locus_tag="DJ46_741"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK63432.1"
                     /translation="MTHLLETKNLSVSFGEHHVIKDVNLIVQKGKLISIIGPNGAGKT
                     TLFNLLSGQISPTKGEVYFKGQEITKLSISDRTRLGIGRSFQLTNIFPELTVLENVRL
                     SVQSFVQDYYSFFPSSAKFKQQVGEARRFLKTVLLQEKEHVLAKDLAHGEKRKLELAM
                     LLALKTDVLLLDEPTAGISVEEVPAILQVIENIKKHPESTIVLIEHKMDMVLGLSDHL
                     IVLFHGELLAEGMPEEIMKDERVQSAYLGGLYSGTITSE"
     gene            692935..693636
                     /locus_tag="DJ46_742"
     CDS             692935..693636
                     /locus_tag="DJ46_742"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61165.1"
                     /translation="MALLQVNNIETYLDQFHILQGVSLAVEKGTITVLFGRNGAGKTT
                     TLRSVMGFHHIAHGEIYYDRTQVNGLSTHLISRKGIGYVPENQGIFHDLTIEETFALA
                     RGKGEEAEEKIEWMLELFPDLKQFWHKKSGLLSGGQKQMLAISRAFINSDGLLLIDEP
                     SKGLSPIMIEKLMIAILKMKEKTTVLLVEQNFMMASQIGDYFYIMDNGKIVHNGFMHE
                     LKEDKEMCHKYLGIS"
     gene            693658..694518
                     /locus_tag="DJ46_743"
     CDS             693658..694518
                     /locus_tag="DJ46_743"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AIK63272.1"
                     /translation="MDVLINLFVNGISTGMLIFLLASGLSLIFGLMSVLNFAHGGLFA
                     WGAFTGVWLFNMTGSYVLALIGAIAMGMFLGFILERFLIRPVYGNHVRQLLVTLGGML
                     VLSECIKVFWGPNPIGAKLPLWLQGSFTFGGVILIKYRLFVILIGIIIYVALLLLLKK
                     TKIGLMIRAGVMDKEMVQALGINVKAIFSFVFLLGAGMAALGGFLLAPYSGVIFAEMG
                     MQYAILAFIVVIIGGLGSVQGSAIASLIVGLAGAFTAYFIPDLSLAINMLMLLFFLIV
                     KPNGLVGEKG"
     gene            694568..695521
                     /locus_tag="DJ46_744"
     CDS             694568..695521
                     /locus_tag="DJ46_744"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AIK65433.1"
                     /translation="MLICLSVFPFVNDSRSLLILFTQIFIFAIFAMSFDVLLGYTGIV
                     SFGHCMFFGIGAYGVALLFDRQGVSITNFFIGIVAAIIISAIVSYIIGLLSLRLKSHF
                     YAMLTLAISQLFFVLAEKWRGLTHGGDGFTFGVPDVFRDRFTLYYVTLICLLIIFVLL
                     RLFTKSSIGKVLKAISQNEQRVEALGYKVLHYKIIASVVAGVVAAISGGLFVITLRFV
                     NTTVFSIEMTLNALLMTMIGGVGTLIGAIAGAGIIESLKYYLSELATEYPIFERWTII
                     LGLLYIIVLLVFPKGLVGTVKGLKNMKRNKKEKRAEVEQNV"
     gene            complement(695583..696371)
                     /locus_tag="DJ46_745"
     CDS             complement(695583..696371)
                     /locus_tag="DJ46_745"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK65480.1"
                     /translation="MEINDLIIFKTVASEGSISKAAKELGYVQPNVTERIKKLELELE
                     TPLLHRDNKGVSLLPSGDILLDYTNQILTLVEEARDKIKMCGSSYVIATSQSILTNYV
                     SKRIKENFRNYQIYVENSSHLQKLLQQQKVDMVITYEDYPDTAFKKVFSTSISIGLLK
                     AKEKCTVDYSKELFFVSNDKKCPFRNKTIQFLKENNLSQRQLQQLDSYSLMEEYIQDG
                     KGIAFLPINNDKLVPIEDVQIEKLTVHFFTNQNSSKHIPDELFN"
     gene            696492..697040
                     /locus_tag="DJ46_746"
     CDS             696492..697040
                     /locus_tag="DJ46_746"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63837.1"
                     /translation="MIGMQYKVILPKDYDMEIIRNRVKDNGHKTDGFQDLNFKAYLIN
                     EAGKDGNFYNCYTPLYIWNGHEGMNKFIFEGYYDNILQSFGWQQINIGVPLVVNLSDD
                     FKKSRYVVEYTGSISQSNSLRETQLNTMNENVQNIEKCLGNIIIYNPDKWGYSHIRFY
                     NEKPDMVTNKDVTVYEILHISR"
     gene            697077..697484
                     /locus_tag="DJ46_747"
     CDS             697077..697484
                     /locus_tag="DJ46_747"
                     /codon_start=1
                     /transl_table=11
                     /product="tautomerase enzyme family protein"
                     /protein_id="AIK63351.1"
                     /translation="MPFVNVYYHENKLNKEEIKKVGECIHLSLIEHFNIPENDYFQMF
                     LPYQQNQFLYDPYYLLERGEKRTENMMYVSITCGQGRTIKQKSDLYQSISSKVSECSS
                     IKRANIFITVNETSAENWSFGQGMAQLVKVKGE"
     gene            697486..697797
                     /locus_tag="DJ46_748"
     CDS             697486..697797
                     /locus_tag="DJ46_748"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxymuconolactone decarboxylase family
                     protein"
                     /protein_id="AIK65159.1"
                     /translation="MMNGSIEYCIQEKMREKAPAFAHYSEKILFEEVWWDDTLTLRER
                     SLCTVSVLISLGNTEQLPFHLRLAKQNGIKENEMIALITHMAFYVGWPKAVSAFLSLF
                     M"
     gene            697891..698334
                     /locus_tag="DJ46_749"
     CDS             697891..698334
                     /locus_tag="DJ46_749"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK65670.1"
                     /translation="MRDNTIGSLIWLRLIRFTNQSNQMSNEFLKRFDLTTAQFDVLLQ
                     IRTYQPLTQMELAEKVTVTQGGISRMLTRLEKEGYIVRKQDWKTKTISLTEQGEAALE
                     RALPEQLAFQSSFFDDVLNEEEQKILYELMTKVHKHSEKKELPKE"
     gene            698455..699510
                     /locus_tag="DJ46_750"
     CDS             698455..699510
                     /locus_tag="DJ46_750"
                     /codon_start=1
                     /transl_table=11
                     /product="luciferase-like monooxygenase family protein"
                     /protein_id="AIK61439.1"
                     /translation="MEKYRMDTSKGMEFGLYSIGDHVLNPHNGEKISTEQRIHELIET
                     AKLADKAGLDVFAIGESHQTHFTTQAHTVILGAIAQATKNIKIASSATIISTSDPVRV
                     YEDFATIDLISNGRAEIVAGRGSRIGGYSLLGYDVNDYEELFEEKMDLLLKINKEEHV
                     TWNGQFRAPLAHASVIPRAKNNNLPIWRAVGGPPASAIKAGRAGVPMMITTLGGPAIN
                     FKGSVDAYREAAAQSGFNPASLPVATTSLFYTAKNSQDALSEYYPHINAGMLTLRGGE
                     YPKQQFTNALDYRDALMVGSPQQIIEKMLYQYELFGQQRFMAQIDFGGVPFDKIEKNI
                     ELIATEILSAIRKHTAK"
     gene            700128..701531
                     /locus_tag="DJ46_751"
     CDS             700128..701531
                     /locus_tag="DJ46_751"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial Cytochrome Ubiquinol Oxidase family
                     protein"
                     /protein_id="AIK62700.1"
                     /translation="METLELARIQFASTTIFHYFFVPLSIGLAFIIALMQTLYVVKGQ
                     EIYKKMTKFWTQIFLVNFAVGVVTGILQEFQFGMNWSTYSRFVGDVFGPSLAIEGLLA
                     FFIESTFLGLWVFGEDKLPKRIHLLCIWLLSIGTMLSAFWILTASAFMQSPVGYEMAA
                     DGRAQMNDFLAIIQNPQLWVQFPHTITAAIATGAFFIAGVSAWKITKAQETEVFKKSF
                     RISIIVGTLTTALVLFFGHAQAQQLIKTHPMKMAAAEALWNTSEDPAPFTVFAKIDAE
                     KKENSFEIQIPYMLSLLSYDKFSGQVEGMNQIQKQYEEKYGPGDYIPPVHTMFWSFRA
                     MVMSGTFMLLLGAYGWFLSRKDRLAEKTWYLKLMVYAISLPFIGNTVGWIMTEMGRQP
                     WVVFGVMKTEDAVSPNVTFGEVLFSLVSFTSLYLIIGGITIYLFVRIIKGHENKKTKQ
                     DSQSHDPFDKEEEYVIS"
     gene            701518..702534
                     /gene="cydB"
                     /locus_tag="DJ46_752"
     CDS             701518..702534
                     /gene="cydB"
                     /locus_tag="DJ46_752"
                     /note="cydB: cytochrome d ubiquinol oxidase, subunit II"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome d ubiquinol oxidase, subunit II"
                     /protein_id="AIK61107.1"
                     /translation="MLSLNELWFIIIAVLFVGFFVLEGFDFGVGIVSRFLGENDLEKR
                     IYLNTIGPFWHANEVWLVCAGGAMFAAFPHWYATLFSGFYIPFVFMLLALIIRGVSFK
                     FRAKIDNHKWKGFWDWGMFLGSLLPPILWGVAIANFMVGIPIDETKNAVGGFLQLLHP
                     FALLGGVMFLLLCIVHGLQFLTIRTTGKLRERARIAALKIAPLAIIALLIFAGVGLWK
                     TDIFTGHGKEWIMVPIGAFVALCASTLLNKRRRDGWAFFMTSLTIILLSASVFAGMFP
                     RVLISSLGSIYDLTIYNAASGDYALKLMTYFSIAILPFVLGSQIWSFYVFRQPVKSDK
                     DLEY"
     gene            702534..704249
                     /gene="cydD"
                     /locus_tag="DJ46_753"
     CDS             702534..704249
                     /gene="cydD"
                     /locus_tag="DJ46_753"
                     /note="cydD: thiol reductant ABC exporter, CydD subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol reductant ABC exporter, CydD subunit"
                     /protein_id="AIK66280.1"
                     /translation="MKRKRGLPSYPGSRVLYVVLTIISILEAFSIIAQTVFLARAITF
                     LFQGEAVQSVLNETVYFGIAFAVRHLLVRISQILVERFAEKTGSLLRKQLIEAYFTLG
                     PRYVQTTGTGHLVTLSIEGIEKFKTYIELTIPKMIRSSIVPGLIVLYVFTLDMESGII
                     LVVTIPIVIVFMILLGLAAQKMADSQYETYRVLSNHFVDTLKGLETLKYLGQSKQHEG
                     KIEKVSKRYRKATMRTLRVAFLSSFALDFFTSLSIAFVAVGLGIRLIDGTIVLLPSLT
                     ILILAPEYFLPIKQVGANYHATLDGQLAMEQIEEILQRQKEIGKKESNVDLIWNSSSN
                     LKLQDVKVKNDESEKAILEEIDFTWNGNGAIGVIGESGAGKSTLIDVLAGFLTPSSGK
                     MIVNGVEIDGSTREEWQKNIAYIPQQPYIFPLSLKDNICFYETNTTDEEVERVINEVG
                     LRSLVTSLPNGMYERIGEGGRMLSGGQEQRVAMARALLSKKPIILLDEPTAHLDIETE
                     FEIKQAMLRLFEGKLVFLATHRLHWMKQMDHILILNKGEMIESGTYEELVKNETLHVH
                     RKERG"
     gene            704252..705976
                     /gene="cydC"
                     /locus_tag="DJ46_754"
     CDS             704252..705976
                     /gene="cydC"
                     /locus_tag="DJ46_754"
                     /note="cydC: thiol reductant ABC exporter, CydC subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol reductant ABC exporter, CydC subunit"
                     /protein_id="AIK63295.1"
                     /translation="MSNWIKPYVQQNKGRMTVTIFLGLLGVSSGAMLLFISGYLISKS
                     ALRPENVMAVYVPIVATRAFSIGQAVFHYLERLVGHDVVLRILEKMRTKLYGIVEPQA
                     LFFRSRFQTGDMLGVLSEDIEHLQNLYLRTIFPSILALVVYSIFVLVIGSFDVVFALI
                     AGCMLAIIVFLLPFISLLLMKKHHVTLKQGRNRLYQQLTDAVFGLSDWQASGRKDEFI
                     AKYVEQNDQLLKIEKRMKRWNHIRDSIIQLVVGIVVISMIVWTGNEAASELIAPTVIA
                     AFVLMTLSVTNALIPLSDAIDRIPSYVESAHRLNQVEGKDTLQYEEELHGDKEYVASK
                     HIDIELNHVSYSYPDSNEFVLKDVSLQIKAGKKIAILGRSGTGKSTLLKLLTGALSPL
                     HGKVLLNSEHAHTNLLSKYISVLNQKPHLFDTTIGNNVRIGKPEATDEEIWKALEKAQ
                     LASHIASLPDGLQTKMHEMGKRFSGGERQRVAFARTLMQEAPIIVLDEPTIGLDPKTE
                     LSLIEIMFSATEEKTVIWITHHLVGIEHVDEVIFLDRGQIVMQGSHEQLLKENEKYRQ
                     LYELDKGI"
     gene            706266..706487
                     /locus_tag="DJ46_755"
     CDS             706266..706487
                     /locus_tag="DJ46_755"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62626.1"
                     /translation="MFDEDGIVLIMEPADERNLRRFIFSVPKSVYEKKGLTLHYGTAI
                     GQGYMDIIEDIISVHIEIDVVTVIGHVSG"
     gene            706578..707024
                     /locus_tag="DJ46_756"
     CDS             706578..707024
                     /locus_tag="DJ46_756"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65627.1"
                     /translation="MKIKSILLACIVSIGLMGCSLVEEGKNSLDYAQKATDYVNEISA
                     FANDAPALAEKAVNDSEARKQLETKLSEIKQDIPAFNELTPPDVAKDLHQQIVGYNEK
                     LNTLIDTAMTKIEEGKVDVEQFKNSELMQTVDQVRDLKDKIQNLGQ"
     gene            complement(707112..708113)
                     /locus_tag="DJ46_757"
     CDS             complement(707112..708113)
                     /locus_tag="DJ46_757"
                     /codon_start=1
                     /transl_table=11
                     /product="LD-carboxypeptidase family protein"
                     /protein_id="AIK62830.1"
                     /translation="MPLPKSLKYGDTIGIYSPSSPVTYTSPKRFERAKSYLLQKGFHI
                     LEGSLTGRYDYYRSGSIQERAKELNALIRNPNVSCIMSTIGGMNSNSLLPYIDYDAFQ
                     NNPKIMIGYSDATALLLGIYAKTGIPTFYGPALVPSFGEFEPFVDDTYKYFLETLLHD
                     QALPYNIKQPLFWSDEFINWEEKTKEKELRPNNWISVTNGQATGRVIGGNLNTIQGIW
                     GSPYMPCIQEGDILFIEDSSKDAATIERSFSFLKINGVFDKVSGIILGKHEQFDDCGT
                     NRKPYEILLEVLQNQRIPLLADFDCCHTHPMITMPIGVQVKMDATNKTIHILEKWKI"
     gene            708316..709173
                     /locus_tag="DJ46_758"
     CDS             708316..709173
                     /locus_tag="DJ46_758"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK62347.1"
                     /translation="MKRLKWGRITILLVIILGICWFLFQGTQKSVTNVEGQPLQVAEL
                     PKTGLTEKVVPPKYIPPEVDAKAAMIIDASNGDIIYQHNENEAFAPAAQTEGARIPVQ
                     VNDTLTVKDLFHALMIESANNSAVALAEHMAKTEKDFVQLMNAKAKQLKMSDYAKFAN
                     ASGLQEPDGSETKMTAADVANLAYHLIKDYPEILEVTHLRQSQLAFNNINVISTNDML
                     NKNNKALYIEGIDGLKTGFTDSAGYCFTGTAKQGDTRIITVVMGTKGKTKRFTETNKL
                     MTYAFGLVN"
     gene            709421..710020
                     /locus_tag="DJ46_759"
     CDS             709421..710020
                     /locus_tag="DJ46_759"
                     /codon_start=1
                     /transl_table=11
                     /product="nitroreductase family protein"
                     /protein_id="AIK63846.1"
                     /translation="MAKDFYSAIEDRRSIYAISKEQVVSDEKIQEVIYHAVKHTPSAF
                     NSQSARVVVLLGEQHDKLWDITKETLRKIVPENNFASTEEKMNAFKSGYGTVLYFEDN
                     QVVEELQENFALYKDNFPIWSQQSSGMLQFAIWTALEIEGFGATLQHYNPLIDEEVRK
                     EWEVPESWKLIAQMPFGKPVVPAGEKEFQPLENCVKFYK"
     gene            710936..712198
                     /locus_tag="DJ46_760"
     CDS             710936..712198
                     /locus_tag="DJ46_760"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial SH3 domain protein"
                     /protein_id="AIK64186.1"
                     /translation="MKKVIAGLAAASVVGVAVPGMDSAQAQVSNEALKEINGQAQTQT
                     TVTETKTVETKSDLKYTVTADVLNVRSGAGTGHSVISKVKQGQVLQVIGQENGWFKVT
                     VNGQTGYVSGDFVTTGGKTGTTVQQGTGTYTVNVSSLNVRTGPSTSHTVLGSVNKGKT
                     VQVVSEVQDWFKINFNGGTGYVSKDFVTKGGSAVSNQTQQPTTNNNTTTVQTGGSYVV
                     NTGALKVRTGPATYNAVIGGVTNGTVLNVTGAENGWYKINHNGRTGHVSADFVKFVKG
                     GVNNVTNNVQQPVKDVQKPTTGGNTSSIAGFARSLNGSPYRTAGTTPAGFDCSGFIHY
                     VLNQTGHKGARQTVAGYWSSKTKTSNPQPGDLVYFQNTYKSGPSHMGVYLGNGQFISA
                     ETDATGVRISSVSNSYWSKHLLGYTKAY"
     gene            complement(712297..713061)
                     /locus_tag="DJ46_761"
     CDS             complement(712297..713061)
                     /locus_tag="DJ46_761"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK64958.1"
                     /translation="MQTNIHSEKETIIFIHGLVGNRRAFKKEHKRFSTSYNIITYDLL
                     GHGDDKGEAIEFSLQRLVDQLLNLYEKEGIQKAHICALSYGCYISTIFAQMHPEKVLS
                     ICHIGGHYNNPSLLYSVFQKFWEKRGDDYSKWLSQYANTIFPSGILKANPFAVISRNI
                     YYRFGLQLHSSIIAQSLRHRLEFDLKSKLKSLPHPILWVMGEHDHLYKSCLFDLKSIL
                     PNVLYKEIPLAGHAANLFRPNYFHDLYDRFLNGKLK"
     gene            713302..713928
                     /locus_tag="DJ46_762"
     CDS             713302..713928
                     /locus_tag="DJ46_762"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter transmembrane region family
                     protein"
                     /protein_id="AIK63006.1"
                     /translation="MEVRDEIKKKGNWRQFLRLIQDTKPPKGILVFALLMSLLSTGAS
                     LFIPMLTKGLVDNFSLSSISTGQIVGLVAFFIMQTIAAGLSIYLLNYIGQKIVAGLRE
                     RLWKKVLILLVSYYDQNRTGDTISRMTNDTGVVKTLISEHLSNLLTGGISIVGSLIVL
                     FVLDWKMTLLLLTVIPLSVLILVPLGRKMYKISKALQDETASFTSVLT"
     gene            713950..715062
                     /locus_tag="DJ46_763"
     CDS             713950..715062
                     /locus_tag="DJ46_763"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65754.1"
                     /translation="MKSSNTEKREYETGNKGIEKLLQFGLKEGKVQALISPVMSFVLM
                     ALLVIIVGYGGMRVSSGALTTGELVAFILYLVQIIMPMSQLSMFFTQFQKAIGATERI
                     NTILEYEVEDHETGVKVTNAKQPIVLENVHFEYNEEEQVLKNIDFTIESGKVTAIVGP
                     SGSGKTTLFSLLERFYEPTSGAIKLGKDAITNYSLQSWRRQIGYVSQDSPLIDGTIRD
                     NICYGVEGEVTDEEIEKVAAMAYVDAFIHDLPNGYATEVGERGVKLSGGQRQRIAIAR
                     ALLRNPQILMLDEATSSLDSKSESVVQKALNNLMKGRTTLVIAHRLSTVVDADKIIFI
                     EKGNLTGSGTHDELLRTHDMYREFATQQLKIKEAAL"
     gene            715151..715828
                     /locus_tag="DJ46_764"
     CDS             715151..715828
                     /locus_tag="DJ46_764"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK66161.1"
                     /translation="MIPNILIVDDDPHIRELVSVFLECEGFQTYEAIDGLDALQKINQ
                     VKVDMVILDIMMPNMDGFDVCFELRKYYDIPILILTAKGETSQKVKGFHLGTDDYLVK
                     PFDPIELVVRVKALLKRYQITVSQSIQVGTVLLNRKTFEVTIGEQTVTLPLKEFELLF
                     TLGSKAGRTCSREQLIEDVWGYDFEGNERTLDVHINRLREKFQEEKSKFSIKTIRGLG
                     YRLEVSK"
     gene            715825..716898
                     /locus_tag="DJ46_765"
     CDS             715825..716898
                     /locus_tag="DJ46_765"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK64301.1"
                     /translation="MRKRGRMSKFKMLKVTGAIIALFSFLTIIWSTAFYVSSSILDAL
                     AIHLSPFVTYLISDILSFIFMILVWILIAVLMRPKREAMIWTIIEPIQKIAKGDFSVK
                     IRNEEKYDGEIGVLVKSINDMTDELNAMEKMRQEFVSNVSHEIQSPLTSIKGFARALQ
                     DTNLPEEKRKHYLTIIETETTRLSKLSQNLLKLTLLESEEYTPERVTYRLDQQLKQIV
                     LNSEPLWAEKEIELDLDLEKVHITADQESMSQVWINLIHNSIKFTPSSGTISIKLKEY
                     ETLVEVRIRDTGSGISEEQKQHIFERFYKADSSRNRAYGGSGLGLAIVKKVLDLHQGE
                     IKVESEEGNGTECIVCIPNYEEK"
     gene            complement(716923..717510)
                     /locus_tag="DJ46_766"
     CDS             complement(716923..717510)
                     /locus_tag="DJ46_766"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61312.1"
                     /translation="MKRKKWYLSLSAVGLFSIFLAMYFIFGNPLHYKVIEKDTNEYLH
                     TIKGYKQKEIQSIAGKYTPLYNIGYYAEVVYKDEPYFTYSYTYDNNKKIIQDNGILGR
                     HTESFEHLNLNWSLFDQLIQGIHTNLQERGLSEKRDYSIRHVHFIDIDDDKNGAEAYV
                     DFIKDKESDYSYRMNSEGKAYQYSCSNGKCIFKEK"
     gene            717706..718425
                     /locus_tag="DJ46_767"
     CDS             717706..718425
                     /locus_tag="DJ46_767"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK64799.1"
                     /translation="MAELLQGKNALITGAGRGIGRAVAIALAKEGVNVGLLARSEENL
                     KAVAKEVEAEGVKAVIATADVSSYEEVTTAIETLKNGLGSIDILINNAGISKFGKFLE
                     LDVADWEKIIQVNLMGVYYATRAALPSMIEQQSGDIINISSTAGQKGAPVTSAYSASK
                     FGVLGLTESLAMEVRKHNIRVTALTPSTVATDMAVDLGLTDGNPDKVMQAEDIAEFIV
                     AQLKLNKRTFIKSAGLWSTNP"
     gene            718796..719668
                     /locus_tag="DJ46_768"
     CDS             718796..719668
                     /locus_tag="DJ46_768"
                     /codon_start=1
                     /transl_table=11
                     /product="streptomycin adenylyltransferase family protein"
                     /protein_id="AIK64904.1"
                     /translation="MRTEKEMIDLIMNTAKEDERIRAVIMNGSRVNPNVKKDCFQDFD
                     IIYAVKDIRSFTSNHNWIHRFGEIMIVQMPEEMSLIPADEDGKFPYLMQFMDGNRIDL
                     TLAPVELINNFVRQDSLSKLLLDKDNCMEGFPPASDKDYLIKKPTEKEFLDCCNEFWW
                     CSTNVAKGLWREELSYVKGMLDGPVRDMLIVMLEWHIGMKTDFIVNAGKFGKHFEKYI
                     EKDMWVQFKRTFSNAEYENIWESFFDMGNLFREVANEIANAYGYPYPQGDDDRVTSYL
                     KHVKALPKDSTSIY"
     gene            719786..720613
                     /locus_tag="DJ46_769"
     CDS             719786..720613
                     /locus_tag="DJ46_769"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AIK65333.1"
                     /translation="MYYFYSPEGFAPYQWELERDVSYAYMPYNLFYYGDYIRILPYTS
                     IPQSYEVQMKADERGSWTPFSWVEKYAYAFSGPYNKAEVALTFDDGPDLEFTPKILDK
                     LKQHNVKATFFLLGENAEKFPNVVKRIANEGHVIGNHTYSHPNLAKVNDAEYRNQIIK
                     TEEILNRLAGYAPKFIRPPYGEILEDQLKWATEQNFMIVQWSVDTVDWKGVSADTITN
                     NVLGNSFPGSVILQHSTPGGHLQGSVEALDKIIPQLKTKGARFVTLPSMFQTSKERK"
     gene            720682..720810
                     /locus_tag="DJ46_770"
     CDS             720682..720810
                     /locus_tag="DJ46_770"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62247.1"
                     /translation="MIYALINIGMSILIGIIFIFAAIILQKNPPTDINAAYGYRTK"
     gene            complement(721071..721679)
                     /locus_tag="DJ46_771"
     CDS             complement(721071..721679)
                     /locus_tag="DJ46_771"
                     /codon_start=1
                     /transl_table=11
                     /product="putative mutT/nudix"
                     /protein_id="AIK65130.1"
                     /translation="MTEWLTIFDSERNTLGKKLRDEVHRDGNWHETFHCWFVEKDAED
                     MFLYFQLRSKNKKEAPLIWDITSAGHIMHDEDVQIGGLREIEEELGLSFQTTDLAYKG
                     IFTIDYEISNLTDREFCHMYFHNVIDSLPFAPGEEVDDVMKVHATSFLQLLKKEISSF
                     TAISVLNNKPITITFEDIYPYDLAYYEFVIEKGKELIKNNSL"
     gene            721763..722401
                     /locus_tag="DJ46_772"
     CDS             721763..722401
                     /locus_tag="DJ46_772"
                     /note="PPOX_FMN_DR2398: pyridoxamine 5'-phosphate oxidase,
                     FMN-binding family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxamine 5'-phosphate oxidase, FMN-binding
                     family protein"
                     /protein_id="AIK65078.1"
                     /translation="MGIENKEIKSIISTEVELRKILGEPSERALKKVISSLDHHCVDF
                     LSKSPFLVLSTANKLGECDASPRGDAPGFVFVFNNNKIIIPERPGNRRIDSILNIISN
                     PRVGLIFFIPGLGETLRINGRAYITNDEEILQEMQANGRNPLLGIVVEVEECYIHCAK
                     AFIRSKMWDPESWLNKKELPSAAKMLLEHAKVNASEEDVARSLEESYTKRLY"
     gene            723365..724660
                     /locus_tag="DJ46_773"
     CDS             723365..724660
                     /locus_tag="DJ46_773"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine dehydrogenase, NAD binding domain
                     protein"
                     /protein_id="AIK64480.1"
                     /translation="MNNVIHVGVLGLGTVGSGVVHILKEHYKKIALDTGYEVKVKTVV
                     VRDLEKERDVCIDGIVVTCHVDEVLNDPNIDIVVEVMGGIEEAKQHIVKALRNKKHVV
                     TANKDLMAVYGAELLQLANDNDCDLCYEASVAGGIPVLRGLTDGLASDQIEKIMGIVN
                     GTTNYMLTKMSQKGWSYEEALQEAQKLGFAESDPTADVDGLDAARKVAILANLGFSMN
                     VSLDDVQVRGIRKVEKEDLQMAEKLGFTMKLIGKAEKQGSAIHLSVEPTLLPSHHPLS
                     NVNNEFNAVYVHGQAVGEVMFYGPGAGKLPTGSAVVSDIISIVKNMNQVPKNKSVLKE
                     PEPYELQGDEEVVSKYFLRISLRDEPGMLQKITECFVNYSVSLKEVIQLPLNRELAEV
                     VVVTHQTSKYQFERVLGAIEDVASEINSYYIIEEEKQYV"
     gene            724653..725711
                     /gene="thrC"
                     /locus_tag="DJ46_774"
     CDS             724653..725711
                     /gene="thrC"
                     /locus_tag="DJ46_774"
                     /EC_number="4.2.3.1"
                     /note="thrC: threonine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine synthase"
                     /protein_id="AIK64393.1"
                     /translation="MYKGLLNQYASYLPVNENTPDVSLMEGNTPLIPLLNISKQLGIQ
                     LYGKYEGANPTGSFKDRGMVMAVAKAKEEGSEAIICASTGNTSASAAAYAARLGMKCI
                     IVIPEGKIAHGKLAQAVAYGAEIISIEGNFDDALKAVRNIAEEEPITLVNSVNPYRIE
                     GQKTAAFEICDQLQRAPDVLAIPVGNAGNITAYWKGFCEYEKEKGYKKPRIHGFEAEG
                     AAAIVKGHVIDEPETIATAIRIGNPASWSYAVEAAEQSHGEIDMVSDEEILHAYRLLA
                     KSEGVFAEPGSNASLAGVMKHVQSGKIKKGETVVAVLTGNGLKDPDIAISSNTLDIAS
                     VSNNIEQIKEHIKGVIMS"
     gene            725708..726601
                     /gene="thrB"
                     /locus_tag="DJ46_775"
     CDS             725708..726601
                     /gene="thrB"
                     /locus_tag="DJ46_775"
                     /EC_number="2.7.1.39"
                     /note="thrB: homoserine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine kinase"
                     /protein_id="AIK63895.1"
                     /translation="MIPLSIRVPASTANVGPGFDSVGIALSLYLHVVVKEKSDKWQVI
                     HSFEDSIPTDDKNLIVSTACKVCPSLSPHIIEVTSNIPLTRGLGSSASAIVAGIELAN
                     QLGKLNLTIDQKVQIATNFEGHPDNVAASILGGTVIGALDGKNVSVVRIESKELGVIS
                     LIPNEELNTDESRSVLPDVFPFHEAVKASAISNVLVAALCQKKWKVVGEMMERDHFHE
                     PYRLELVPLLPSIRKCAKEFGAYGTALSGAGPSIFILTPYEKRQEIAEQLARVFTSMK
                     VCELEIDHRGITVNKKEHIGL"
     gene            726721..726930
                     /locus_tag="DJ46_776"
     CDS             726721..726930
                     /locus_tag="DJ46_776"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64012.1"
                     /translation="MKKESPEEKRERIRQSELKNNPTGSLHDGLNRAETGSPVDMTGG
                     MNWKGTALVILVLVLAYIIYTYFFS"
     gene            727147..729444
                     /locus_tag="DJ46_777"
     CDS             727147..729444
                     /locus_tag="DJ46_777"
                     /note="related to GH101, GHL1-GHL3 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolase"
                     /protein_id="AIK61544.1"
                     /translation="MKKMIAICLLTTMSFSTLVGCDIKGSNAVQESKIKKATYKDFTY
                     DVNPETFTLTVEHDGVKEQASQPLPKMKVSNVKKEKDRTSWEYPDQKVKVNVEKKKDY
                     LNIEVESTGAESFTWPKVQAENYTLPLWEGKQIPSNDENWKKFLKDDAYSFAESFSMK
                     FFALNGSKYSIVYIANNMFNNELKFQSDPKIGFEFIHEFPSINKKKTYGFQLYVTNND
                     AVSIAKLYKEHIARKGEFKTLQEKARKNKEIEKLYGAAHFYFWNQNGLSDSNINWPKL
                     REQINSPVFSHIKALIQKNSSEPGELSVFEQVSKQDFVDKYQKNVILRYVNEVLSMKE
                     LYKEDIFLKVDQKASELLNKGVDQLSKMELYNLNKHVLKSVLGDAVEEVSKWGKADGT
                     DIIKEMKTAGIDNAWIGLPNWEQGYMQPDFVTEAKKMGYLVGPYDSYHSIHEKADKNW
                     NTASFTDPSLYEEATVTKRNGEKVQGFLGRGRKLNPTLSLPSVKERMNDILQNGPKYN
                     SWFIDCDATGEIYDDYSAKHITTQEQDLKARLQRMDYIAQEKGMVVGSEGGNDFASST
                     IAFAHGIETPVIKWDDEDMRKNKTSPYYVGGYWSPNQNVPEKYAKQVPLKEEYKQVYL
                     NPVYSVPLYKLVYNDAVITTHHWEWGSLKIKDEVGNRMLYELLYNVPPLYHLDEVEWN
                     KHKQEITKHLKVWNEFHKKAVKEEMTNFAYLSEDKLVQSASYGKNMNIIVNFSNEDIE
                     IGKTKIKAKSAFIINNGKQTMYTPN"
     gene            729649..730650
                     /locus_tag="DJ46_778"
     CDS             729649..730650
                     /locus_tag="DJ46_778"
                     /note="lytR_cpsA_psr: cell envelope-related function
                     transcriptional attenuator common domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell envelope-related function transcriptional
                     attenuator common domain protein"
                     /protein_id="AIK63644.1"
                     /translation="MSSELEQNTRSSKKRSKRKSIKWFIIIPLFLLIFGGVGYGSLIY
                     NKAKAVVSDAYAQIDKSSKRDKEVEPLKDNISILIMGVDGSEMRKSQYGEAVRTDALL
                     LATINKDDKSVKLVSIPRDSRVYIPSRKKLDKITHAHVFGGVESTRDTVERFLNVPVD
                     YYVKFNFESFVQIVDSLGGIDIDVPVTFTEQDSKDQAGMIHLEKGYQHLNGEQALALA
                     RTRKIDSDAMRGQRQQLVIEAIAKKAMSVQSISKMGSLLDAVDKNMKTNLTFDDMLAI
                     TKNMAGSNLEMEKMQIEGTDKRIGGIYYYIPNEKNVKDISNKLNQHLGVTPKSVRNE"
     gene            730810..732057
                     /locus_tag="DJ46_779"
     CDS             730810..732057
                     /locus_tag="DJ46_779"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63138.1"
                     /translation="MQKWIGIMGIIFILTGCKMSEAPTNLMEAPANEKWINELKEQID
                     KDLPVNYRLLTPMSNKDKQMIWSMDFKQDNKKEAVIFYKLPNADHSVYLAVYEKNGNG
                     WKTKSTHKFNGGDVDIVEVGDFTGNGKRELLIGISVDRESLKHVMYVFSEENEDMREI
                     YNRNYTKLFIDDLNKNGLKDLSLVTYEKDEKLIVEFIEQFKTLSEASFDPFINSIQRI
                     QMGRISKSLKAIVIDAGVGAHSGITYVAKFDENHYEVLPIDGKEDLFNEYVVESKDVN
                     EDGIIEFVRTVRPKGWEDKPHGDSPLFERYIQWSESGIKPIEERYIDIEKGYYVKIPK
                     ELIGKITISDEQKESNSQKFLETSTNETWLEVHIFKRKEWFGIKGYSAAVKTASHVYA
                     VPKQPHFEKVKAYVKPLADYQQE"
     gene            732071..732760
                     /locus_tag="DJ46_780"
     CDS             732071..732760
                     /locus_tag="DJ46_780"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62358.1"
                     /translation="MPTILVLEDEMPIRSFIVLNLKRAGFYVLEASTGEEALQILCEH
                     TVDVALLDVMLPGMDGFQVCKAIREENKKIGIIMLTARVQNEDKVQGLGIGADDYIAK
                     PFSPVELTARIQSLLRRIEVHDEKANTITSGPFLLNIIEERLYKSGQLVDLTPTEYMI
                     LQYLMNQASKPVSRDEILNMIWGTNYVGETKVVDVNMRRLRQKIECNPSEPEFILTVW
                     GKGYVWKESIR"
     gene            732757..734118
                     /locus_tag="DJ46_781"
     CDS             732757..734118
                     /locus_tag="DJ46_781"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK63849.1"
                     /translation="MKRKVTLYFMTVIILMLVLFEVVFSVSVYRYYYNGIVQYVESHA
                     KTSTRFFSEYNSLYFIRLQEYSGDIIESFQLEGTELQLIDRHGTIIQSSSGEKTEGKV
                     VIPYSLLEGEMYHQVTTTKDKVKQLEVISPLIHQGQTIGVLKYTTVLTHVNAKIIEII
                     MFTICVGIVISGIVFLISRRLANSFVKPIESIIHASSQIAEGTLKKKIKEDYPGELGE
                     LAHSLNHMSDKIEKAEQMKNEFIASISHEIRTPLTGIKGWSETLKTVDHLTEEEIKQG
                     MGIISGETDRLIHLVEELLDFSRLQSNHFNLYKQKVQLYDILEETIWQLTPNAEEKKM
                     QFIKTIERIELIGDRNRLKQIFLNIVQNAIKYSHENGKVYIEATKNEGQAVIKVKDDG
                     IGIAKEHLPYIEQSFYQINNHATGAGLGLAIVKKMVELHGGTINIISKEGIGTTILIK
                     LPL"
     gene            734219..735040
                     /locus_tag="DJ46_782"
     CDS             734219..735040
                     /locus_tag="DJ46_782"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AIK65066.1"
                     /translation="MEKAFKIKRVVFVLIAIAAVAIGYFMFQSITSPAKAVAKQENVV
                     QLASEQPKVEMNKTAPSRFNGKERKVAYLTFDDGPGKYTAELLNTLKQHDAKATFFLI
                     GANVKEFPDLVKRENAEGHYVGMHSMTHNFAKLYKNGEYVNEMKEDQSLIANIIGKSP
                     KLTRPPYGSMPGLNEGLRNKVVEGGFKVWDWTIDSLDWKYNKMQVDAAAAQIAQNVLT
                     NATKPQEVILMHDIHPQSVAAVPAILKGLKEKGYEFEAYHEESHFPVNFWHDNRM"
     gene            735055..735711
                     /locus_tag="DJ46_783"
     CDS             735055..735711
                     /locus_tag="DJ46_783"
                     /codon_start=1
                     /transl_table=11
                     /product="cell-wall binding lipofamily protein"
                     /protein_id="AIK62719.1"
                     /translation="MKYGKVAVVGALSVGLLTGCFGEKPEENLYTAFETAATQEKSLV
                     DEAKKLEKLEKEGQELYSQILQEGKDHNDAVMKKIEQATANVDDREKVLKNEKEMLEK
                     AQKETKSVQGNIEKLEDKKLQKQAKAVEESYKNRYDAFQKMNENYTKALATEKELYEK
                     LKVKETKLKEIGEKVKAVNELTVEAQKSKEQFNNFTKEYNDSKLAFYKDAEIKIKDKK
                     "
     gene            735871..736551
                     /gene="sapB"
                     /locus_tag="DJ46_784"
     CDS             735871..736551
                     /gene="sapB"
                     /locus_tag="DJ46_784"
                     /codon_start=1
                     /transl_table=11
                     /product="protein SapB"
                     /protein_id="AIK64455.1"
                     /translation="MSYEFLLKLGLALFLGLFIGIDRQLKNKPLGVKTSMVISVASCL
                     ITMVSIESVHVYSVPGHTNMDPMRLAAQIVSGIGFLGAGVILRRSNDVISGLTTASMV
                     WAASALGIAIGAGFYLQATVAMILIILAINVLPQLVKIAGPYSLRQKDLSIKITVKEH
                     HELDGIFKQIKNLGMHVKRVKIKDIDSGAFQQLEMVILAPEDLYTTELYSSLKEIDRV
                     VSVEVESR"
     gene            736649..737170
                     /locus_tag="DJ46_785"
     CDS             736649..737170
                     /locus_tag="DJ46_785"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK61159.1"
                     /translation="MEVRIRRAIKDDIPCIAKVHADSWKTTYKDIFPNEILENITYEQ
                     REKQWENIFQKESNHQFRFVAETLNGEIVGFIDGGVERTGTYNCEGELYAIYLLQEYQ
                     GMKIGQKLFQAFLSDCKNNDMQSLLVWVVTNNPSKKFYEKFNPEKMDTKFLERVQVEE
                     TAYCWKNINNIIM"
     gene            737455..739263
                     /locus_tag="DJ46_786"
     CDS             737455..739263
                     /locus_tag="DJ46_786"
                     /codon_start=1
                     /transl_table=11
                     /product="ferric iron reductase FhuF-like transporter
                     family protein"
                     /protein_id="AIK61838.1"
                     /translation="MKHAKQIAEHATIQSFLNCYLRETGSGEWITEDKRIEDIFYHLF
                     QRDTCSTYLCCRLSAQNITLYGEVIYKSPTDRHLFGEQFYYQMGDSNSVMKADYVTVI
                     TFLIKEMSINYGEGTNPAELMLRVIRSCQNIEEFTKERKEDTSALYGFHTSFIEAEQS
                     LLFGHLTHPTPKSRQGILEWKSAMYSPELKGECQLHYFRAHKSIVNEKSLLLDSTTVI
                     LKEELRNDEMVSKEFISKYCNEDEYSLLPIHPLQAEWLLHQPYVQDWIEQGVLEYIGP
                     TGKCYMATSSLRTLYHPDAKYMLKFSFPVKVTNSMRINKLKELESGLEGKAMLNTAIG
                     EVLEKFPGFDFICDPAFITLNYGTQESGFEVIIRENPFYSEHADDATLIAGLVQDAIP
                     GERTRLSNIIHRLADLESRSCEEVSLEWFRRYMNISLKPMVWMYLQYGVALEAHQQNS
                     VVQLKDGYPVKYYFRDNQGFYFCNSMKEMLNNELAGIGERTGNLYDDYIVDERFRYYL
                     IFNHMFGLINGFGTAGLIREEILLTELRTVLESFLPYNREPSTFLRELLEEDKLACKA
                     NLLTRFFDVDELSNPLEQAIYVQVQNPLVREVAVRS"
     gene            739328..741160
                     /locus_tag="DJ46_787"
     CDS             739328..741160
                     /locus_tag="DJ46_787"
                     /codon_start=1
                     /transl_table=11
                     /product="ferric iron reductase FhuF-like transporter
                     family protein"
                     /protein_id="AIK61083.1"
                     /translation="MDMYHTKILKAIESEDYISVRRRVLRQLVESLIYEGIITPARIE
                     KEEQILFLIQGLDEDNKSVTYECYGRERITFGRISIDSLIVRVQDGKQEIQSVAQFLE
                     EVFRVVNVEQTKLDSFIHELEQTIFKDTIAQYERCNKLKYTQKSYDELENHLIDGHPY
                     HPSYKARIGFQYRDNFRYGYEFMRPIKLIWIAAHKKNATVGYENEVIYDKILKSEVGE
                     RKLEAYKERIHSMGCDPKQYLFIPVHPWQWENFIISNYAEDIQDKGIIYLGESADDYC
                     AQQSMRTLRNVTNPKRPYVKVSLNILNTSTLRTLKPYSVASAPAISNWLSNVVSQDSY
                     LRDESRVILLKEFSSVMYDTNKKATYGSLGCIWRESVHHYLGEQEDAVPFNGLYAKEK
                     DGTPIIDAWLNKYGIENWLRLLIQKAIIPVIHLVVEHGIALESHGQNMILVHKEGLPV
                     RIALKDFHEGLEFYRPFLKEMNKCPDFTKMHKTYANGKMNDFFEMDRIECLQEMVLDA
                     LFLFNVGELAFVLADKYEWKEESFWMIVVEEIENHFRKYPHLKDRFESIQLYTPTFYA
                     EQLTKRRLYIDVESLVHEVPNPLYRARQLNIQKSVATGGNYANC"
     gene            741147..742385
                     /locus_tag="DJ46_788"
     CDS             741147..742385
                     /locus_tag="DJ46_788"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK65044.1"
                     /translation="MLIVNREEYSKSDFDLRLQAYEEMEQFQEAAGNRFALCLKDPFD
                     IITLVFFLKEKKSSVLLIHEDTPKETAIEMAKRANCIGILYGENSDFTKLEAVNYLAE
                     EPSLLQYSSGTTGEPKLIRRAWTEVDTEIKVYNEALNCDIDEVPIVMAPVSHSYGLIC
                     GTLSAITRGSKPIIITNKNPKFALNIVRNTEKHIVYAVPLMLHIMGSFPQGTFQFHKI
                     MTSGAPLPEALFYKLKETTTYMMQQYGCSEAGCISICHDMKSHLDLGNPLPHASISIG
                     SDENAPEEIIVKMNDKEIFTKDLGYKSERGLHFMGRMDDVINVSGLKVFPIEVEETML
                     RLEGVQEAIVYRGKHPVMGEIVKAKVISHIDPVQIREWCMQHLPSYKVPHEIESVTEI
                     PKNKTGKVSRKLLEMGEVTT"
     gene            742382..742657
                     /locus_tag="DJ46_789"
     CDS             742382..742657
                     /locus_tag="DJ46_789"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65008.1"
                     /translation="MRREALKNAVLKIMTEKMELKNVTHLEETMRLNQDLYIDSVMML
                     QLIVYIEMDVKLCVPEDEVDPKAFLTVGSLLDFMEELQPLQDVNVNN"
     gene            742681..743664
                     /locus_tag="DJ46_790"
     CDS             742681..743664
                     /locus_tag="DJ46_790"
                     /codon_start=1
                     /transl_table=11
                     /product="putative petrobactin biosynthesis protein AsbE"
                     /protein_id="AIK63929.1"
                     /translation="MTSIKVHCLVSCFCEIIKRRSDIDFRPFYFGLWDGDFDITEGGI
                     ISYHSENINHDHYLLWYEKLYGMKVNEWYDHAKDKDSNVETFLQLVENKPENRYVIVM
                     VDMSLLPERENKFHQKPFPHYLMISETEKEEEWFMLDPDFRWEGNMEREKVLYSVQDN
                     PFGGGYFIDVEEIQEPTAEMVASYFIETFKRNDNELTMELKNLIIKMANEEEGYLLSG
                     LVAAVKQIPVLAIRKYSYEHAFAYFRETLQYSEQEFDYWCDRVEDIVQGFTNVQYRAI
                     KMAMTNNKGMLLSIVEKLDEMNAIELQIKTELERQFLSWKEMKSNESVLVF"
     gene            743702..744544
                     /gene="asbF"
                     /locus_tag="DJ46_791"
     CDS             743702..744544
                     /gene="asbF"
                     /locus_tag="DJ46_791"
                     /EC_number="4.2.1.118"
                     /codon_start=1
                     /transl_table=11
                     /product="3-dehydroshikimate dehydratase"
                     /protein_id="AIK64251.1"
                     /translation="MKYSLCTISFRHQLISFTDIVQFAYENGFEGIELWGTHAQNLYM
                     QEYETTERELNCLKDKTLEITMISDYLDISLSADFEKTIEKCEQLAILANWFKTNKIR
                     TFAGQKGSADFSQQERQEYVNRIRMICELFAQHNMYVLLETHPNTLTDTLPSTLELLG
                     EVDHPNLKINLDFLHIWESGADPVDSFQQLRPWIQHYHFKNISSADYLHVFEPNNVYA
                     AAGNRTGMVPLFEGIVNYDEIIQEVRDTDHFASLEWFGHNAKDILKAEMKVLTNRNLE
                     VVTS"
     gene            744670..744876
                     /gene="sasP-C"
                     /locus_tag="DJ46_792"
     CDS             744670..744876
                     /gene="sasP-C"
                     /locus_tag="DJ46_792"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein C"
                     /protein_id="AIK61760.1"
                     /translation="MARNRNSNQLASHGAQAALDQMKYEIAQEFGVQLGADTSSRANG
                     SVGGEITKRLVAMAEQQLGGGYTR"
     gene            745044..745250
                     /locus_tag="DJ46_793"
     CDS             745044..745250
                     /locus_tag="DJ46_793"
                     /note="RBAM16670 domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62920.1"
                     /translation="MKNYVPAGLLHGKKYMMKGFEANMLKKENCCLIALASVPLVMTL
                     GNSMLIPILPTIEKNYIFHRFKYP"
     gene            745247..745936
                     /gene="ymfD"
                     /locus_tag="DJ46_794"
     CDS             745247..745936
                     /gene="ymfD"
                     /locus_tag="DJ46_794"
                     /codon_start=1
                     /transl_table=11
                     /product="bacillibactin exporter"
                     /protein_id="AIK66193.1"
                     /translation="MIITIYSIVAILLIPIAGYLSDRWGRNMVMVPSLLIAAIGGAIT
                     GWVSWKVDNPYTWILIGRAIQGIGAAGAMPVVIPCVGDLYKDEKQVSTGLGIIETSNT
                     FGKVLSPILGSALAAIVWFLPFWAIPVLCIVSIVLLLVLVKAKKQEGEVPPLKEFIKS
                     IVATFREKGRWLVQLLCLFYSEFSFICQLYWNQSMTFMVYGKGVYLRFRYLYCHLVHI
                     WLVKKLEIIKM"
     gene            745936..746322
                     /locus_tag="DJ46_795"
     CDS             745936..746322
                     /locus_tag="DJ46_795"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK65844.1"
                     /translation="MKKCIYIGFLMAAASVIIPLFIKGIYLLLLCLVIMGIGIGMALP
                     CLDALITQGIEKEQRGTVTSFYSSMRFIGVAAGPPLYSFFMKGTDHEVFYLTSIFAAI
                     GAVIAIIWIKPAKDAKNVKQKPEPTS"
     gene            complement(746376..746990)
                     /locus_tag="DJ46_796"
     CDS             complement(746376..746990)
                     /locus_tag="DJ46_796"
                     /codon_start=1
                     /transl_table=11
                     /product="lysE type translocator family protein"
                     /protein_id="AIK63428.1"
                     /translation="MSEAIIHGIILAFGLIIPLGVQNVFVFNQGASQPNIWRAAPVVL
                     TASICDTLLILIAVQGVSLVLLTFSWLTNSLYIIGFFFLLYMGFVIWRSNPSNDVKQE
                     KSMPLKKQILFAASVSLLNPHAILDTIGVIGTNSIQYIGNEKWAFTLATIIVSWIWFI
                     SLAVAGKFLKRLDSTGKTIVLLNKFSGLIIWGVALYMLKQVIYS"
     gene            747141..747323
                     /locus_tag="DJ46_797"
     CDS             747141..747323
                     /locus_tag="DJ46_797"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61226.1"
                     /translation="MKQYVICQIINGEKYLAAYAETKQEAIEKAELLGLRTGNRYTVI
                     TAEEADGLTYNKLRRK"
     gene            complement(747402..748367)
                     /locus_tag="DJ46_798"
     CDS             complement(747402..748367)
                     /locus_tag="DJ46_798"
                     /codon_start=1
                     /transl_table=11
                     /product="patatin-like phospholipase family protein"
                     /protein_id="AIK64202.1"
                     /translation="MKIDGVFEGGGVRGIAHVGAICALAEKGYEWERVAGTSAGSIIA
                     ALLAAGYSCSELKTIITNIDYDKFTKRTFIDRIPFIGKGLSAWTTLGIYSNIFIEEWI
                     EELLRKKGVHLFTDLPDLNKLKIIASDISNGKMVIFPDDLPNYGFLNYRFSIAKAVRM
                     SSTIPFFFEPVKWRTPKWKQPCYMVDGGILSNYPIWIFDSPTSPRWPTFGFHFVKDDI
                     QADPAHYNEPISMFKGLFKTMMQAHDLRHLDKESKARTITIPTGSITSTNFELTIEEK
                     EWLYNSGYNAANKFLQSWNFRQYIDEYRNGNHNRKTNRYFRQLDS"
     gene            complement(748458..748598)
                     /locus_tag="DJ46_799"
     CDS             complement(748458..748598)
                     /locus_tag="DJ46_799"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65352.1"
                     /translation="MGYGYSCCGYGYGGGGCGYGGFALLIVLFILLIIIGASCWGGFV
                     GC"
     gene            748823..749575
                     /locus_tag="DJ46_800"
     CDS             748823..749575
                     /locus_tag="DJ46_800"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61712.1"
                     /translation="MNKQIEVLIDKYGLTHLKEELINTVFPCVKVVPKQEETVAIGSS
                     KMGGIPDLPCAFEYPMHKGSPLQFIAQFNLNDLQNIGMNHALPKTGMLYFFTVGNYFE
                     EDVNPTGAGRVLYYDVPVEQLRRADELQTNYNQCAITFELTYKLPELFIEDEADSDRF
                     LQLLEELIPDNYDNHQMFGEPFSVQDEVLYETGQYMDIDPQQMTLLFQIDSDTKNCNM
                     MWGDLGMLYFCIGNEDLKNRRFENSCCVLQTC"
     gene            749721..750881
                     /locus_tag="DJ46_801"
     CDS             749721..750881
                     /locus_tag="DJ46_801"
                     /codon_start=1
                     /transl_table=11
                     /product="transglutaminase-like superfamily protein"
                     /protein_id="AIK63268.1"
                     /translation="MGKTSKYVTAAALCSTIVMGGLHASSVSYAATNPTVATLQSDAK
                     LLNDFKKELKKQIDNREENITITYKTKDRNARNIMDELYGEFNKIVDADEYVKYNIAS
                     TRYSIKGLPGNYTFTLQVKYRESKEQTQYVKSQAKAIIGSIVKPGMDEHEKVKAIHDY
                     VVKHVSYDTSYQAYTAYEALANRSAVCQGYTLLTYELLKEAGIQNRIVTGTGNGQAHS
                     WNLVNIENKWYHLDTTFDDPVPDKAGRVTYSYFNMSDEQLSKDHDWDRSKYPAATTSY
                     FNELTNKIKAGSSKTATYEQMLKETNLKYLSAQYGADNYSEFKEKLQQQFASKPEKVE
                     VRYKQSMDGTMQDIKKVLNEINWPKGAKRVSYQVAPYSAMADYSLATITFTY"
     gene            750985..751182
                     /locus_tag="DJ46_802"
     CDS             750985..751182
                     /locus_tag="DJ46_802"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63298.1"
                     /translation="MNLFESDIFTLIYTCLVIGLIVLFFLSFTLFIKRVLQSSAAKKQ
                     QVMHMNQKLDRIIELLEKDKE"
     gene            751214..751675
                     /locus_tag="DJ46_803"
     CDS             751214..751675
                     /locus_tag="DJ46_803"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK65072.1"
                     /translation="MANYIKELREKVGHDYVFLNFAGGCVFNKEGEVLLQKRGDFNAW
                     GFPGGAMEIGESAAETAIREIKEETGYDVEINELIGVYTKYFQSYPNGDKAQSIMMCF
                     SCSIVGGDKKVDGDETLDLKFFPLDDMPPLFCKQHEDCLQDLLEKRVGVYR"
     gene            complement(751722..752540)
                     /gene="nadE"
                     /locus_tag="DJ46_804"
     CDS             complement(751722..752540)
                     /gene="nadE"
                     /locus_tag="DJ46_804"
                     /EC_number="6.3.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="NH(3)-dependent NAD(+) synthetase"
                     /protein_id="AIK62313.1"
                     /translation="MTLQEQIMKALHVQPVIDPKAEIRKRVDFLKDYVKKTGAKGFVL
                     GISGGQDSTLAGRLAQLAVEEIRNEGGNATFIAVRLPYKVQKDEDDAQLALQFIQADQ
                     SVAFDIASTVDAFSNQYENLLDESLTDFNKGNVKARIRMVTQYAIGGQKGLLVIGTDH
                     AAEAVTGFFTKFGDGGADLLPLTGLTKRQGRALLQELGADERLYLKMPTADLLDEKPG
                     QADETELGITYDQLDDYLEGKTVPADVAEKIEKRYTVSEHKRQVPASMFDDWWK"
     gene            752812..754050
                     /locus_tag="DJ46_805"
     CDS             752812..754050
                     /locus_tag="DJ46_805"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK64606.1"
                     /translation="MNIRELAFRNVTRNRRTYSAYFLSSAFAIMAFFVYSFFAFHPAL
                     SAGELGRYVFVSMSFAQSIIYLFTFFFILYSMGMFLKTRKRELGILMMLGMTKYQLKR
                     LIFFENIMIGIGAIIFGILAGMLFSGILIFIAPTILKLDISLPYYIPMKAIVVTSIMF
                     FVLFMIISLFSAGMIRKNKIMKLFRGSAEAKPEPKASIISSILAVILLSAGYAGALMS
                     HGAMVFIMMIPVTTVVIIGTYLLYKQLSVFIIRLCKKSKRFYWTQTNIITLSDLAYRM
                     RDNARMFFIVTIISTVAFSAIGTLVGFTSMTKAVMERPIAFHYHSKQGNSNESQHLKM
                     IDEGLKKHSIEASKTNISTKKTEEQSLRSATFIKESDYKEYAKLTGEPFHAVSKKEVL
                     FLSVDIPGPPMKEKKLRCRI"
     gene            754047..754688
                     /locus_tag="DJ46_806"
     CDS             754047..754688
                     /locus_tag="DJ46_806"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK61187.1"
                     /translation="MNERLKVKKINTSSLSKIIRGNVYVISNKQYDALQDGFKEEKNY
                     VYKTEGTKDEIEVGKELTHQMKPYEEHATFSAEEYAQNQSLQIAGPILFVGFFIGIVF
                     FVCAGSFLYFRLFSDLEDDTRLFEMIRKVGLTSRELSKVVTIRLALLFFVPIGVATLH
                     GAVALTALGQMFEYSLFKENTIVLSIFVGIQVVYFLLIRSRYLKQLKERLYIR"
     gene            754805..755092
                     /locus_tag="DJ46_807"
     CDS             754805..755092
                     /locus_tag="DJ46_807"
                     /note="lp_hng_hel_AbrB: transcriptional regulator, AbrB
                     family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AbrB family domain
                     protein"
                     /protein_id="AIK62135.1"
                     /translation="MKATGVIRKVDELGRIVIPKELRDVLGIQIKSPLEIFVEEDKVI
                     LQKYQPYNACQITGDVSNQNISLANGNITVSIDGAKYLIKEIEKFLNKSEV"
     gene            755367..756317
                     /gene="isp"
                     /locus_tag="DJ46_808"
     CDS             755367..756317
                     /gene="isp"
                     /locus_tag="DJ46_808"
                     /codon_start=1
                     /transl_table=11
                     /product="intracellular serine protease"
                     /protein_id="AIK63066.1"
                     /translation="MNSSTANKQKGIQLIPFTVDKVVEQVNEIPPGVQLIHAPQVWEK
                     SAKGKDIVVAVLDTGCDMNHIDLKDRIIGGRNFTKDYEGDPNIYLDNNGHGTHVAGTI
                     AATENGVGVLGVAPLAKMLVLKVLAGDGSGSYEQIIEAIHYAVNWRGPNKERVRVISM
                     SLGGPQDVPELHEAIQNAVKQDVLVVCAAGNNGDCNDNTEELDFPGAYSEVIEVGAVN
                     LERKIACFSNSNQEIDLVAPGDEILSTYPEGKYAVLSGTSMATPHVAGALALLIKQCE
                     REYGRKLSEPEIYAQLIKRTVPLGYERTSEGNGLIDLLKE"
     gene            complement(756358..756666)
                     /locus_tag="DJ46_809"
     CDS             complement(756358..756666)
                     /locus_tag="DJ46_809"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK63481.1"
                     /translation="MRTLYHPNREEIQFSSILYALSDQIRLQIVTMLLEKNEQSCGAL
                     NIPIAKSTLSHHFKVLRESGVMYTRLEGTQRFISIREDDLNARFPGLLDVIIHATEPY
                     "
     gene            756774..757709
                     /gene="iolS"
                     /locus_tag="DJ46_810"
     CDS             756774..757709
                     /gene="iolS"
                     /locus_tag="DJ46_810"
                     /codon_start=1
                     /transl_table=11
                     /product="protein IolS"
                     /protein_id="AIK62115.1"
                     /translation="MKYTKLQKAGLHISKLGLGTNAVGGHNLYADVNEEEGKQLIEEA
                     MGQGITFFDTADSYGFGRSEELVGEVLKGKRHEIVLATKGGIQPLLNGEVYINNERSY
                     LRNAVENSLRRLQTDYIDLYYLHFTNPETSYIDSIGELTRLKEEGKIRSIGISNVNVE
                     QLKEANQHGHIDVVQSPYNMLDRTAGEELLPYCIESGISFIPYGPLAFGILGGKYTED
                     FKLNEGDWRQSVNLFEENTYKSNFKKVEKLKGVAKEEAVEVSHLALAWLLNKKGIDTV
                     IPGGKRAEQIRESVRAVEVSLNENVMKEIESILED"
     gene            757912..759087
                     /locus_tag="DJ46_811"
     CDS             757912..759087
                     /locus_tag="DJ46_811"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK62056.1"
                     /translation="MKRVLAVFFTIMFMIGTDTFLISPLLPTLQQVYHISTELSGWMV
                     SSYALGYAAFALIAGPISDSINRKKVMVIGMSFFALSTFLCGIAPSFLWMLIFRFLAG
                     VSAAFVSPQVWASIPLLIEKEQIVKAIGIATAGLSLSQILGLPVGSYLAMIHYTTPFF
                     IIGILSALLVILIYGVLPEIQPVHIRENKTNILKRYKQLLSDSKVSLSYFAYFVFQTG
                     NFAAFSFFGVWLSIQFGLQIHEIGTAMLVLGLGNLTGNIFGHRIVNKIGYNLSFYGGI
                     IFIAVLYALLPHVNNIIIVELLFFVLFFVTGILFVLMMRHLQNISIVARGTGAALANA
                     SMYIGQMIGAAIAGMLFAASHNFIFVGSFTALLYILALFLFRKSEKLTENRETGIAS"
     gene            complement(759275..759499)
                     /locus_tag="DJ46_812"
     CDS             complement(759275..759499)
                     /locus_tag="DJ46_812"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61740.1"
                     /translation="MTKKKIEDFLTDTEKEELLENYKCLREARTKSEANYFGEAVNHL
                     LNKAKQRIIKDAGIHDENAATVQSKRKALF"
     gene            complement(759584..759931)
                     /locus_tag="DJ46_813"
     CDS             complement(759584..759931)
                     /locus_tag="DJ46_813"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61649.1"
                     /translation="MEMYQWLTAILVGGITGFVSHLINNQGKLLLPRRLKTFFHFGFL
                     TDIFTGSLAALLGLVLFDVTLIKEIIKVSIVTAISGQTFLLHQALGGEQAKNMQIGKA
                     DEKIQEIDKLLRR"
     gene            760128..760655
                     /locus_tag="DJ46_814"
     CDS             760128..760655
                     /locus_tag="DJ46_814"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB family protein"
                     /protein_id="AIK64732.1"
                     /translation="MNIDYRIRSVDGYTKHIGELVSMLEHTRAVTLQEINNLSVEQLD
                     SIMPSGGNSIGALLKHIAAIEKAHQLISFEERDFTKEELEIWEDALYLGESGRTIRGH
                     EIQYYVQLLQKVREESLKYLSKQDDAWLMSERKWPNGVAHNQYYLWFHVLEDEISHRG
                     QIRMMKNKLFENYVK"
     gene            760835..761884
                     /gene="rsgA"
                     /locus_tag="DJ46_815"
     CDS             760835..761884
                     /gene="rsgA"
                     /locus_tag="DJ46_815"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome small subunit-dependent GTPase A"
                     /protein_id="AIK63974.1"
                     /translation="MNQNILESFGWDSFFEEQAVENFEVGRILLEHKHIYRIICNDGE
                     YMAELSGKFRHEAVTKGDYPAVGDWVYIKKIENEKKAIIHRIFPRRSSFSRQEAGTRT
                     EEQVIAANVDYLFLVNALNHDFNVRRIERYLLLAYESGAMPVIVLTKSSLCEDVEQKI
                     VETEAVAIGVPIFVVDSLEHTGIESLQQFVTSGKTIALVGSSGVGKSTLLNALIGIEV
                     AKTGDIREEDSKGRHTTTHRELFRLPSGSLVIDTPGMRELQLWEGSDAIQTTFSDIEE
                     LAKTCRFRDCKHENEPGCAVHKAIDNGIITINRLQSYKKLQRELAYFMRKQDAVLARA
                     ERDKWKKISKQHKKM"
     gene            762190..764070
                     /locus_tag="DJ46_816"
     CDS             762190..764070
                     /locus_tag="DJ46_816"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64867.1"
                     /translation="MSYQTAKKNFESQITSSAHDNIKILDNLINQMIEAKFNDVNNFA
                     RVIQGNMYQGDNQDELRKMLSQYINLNKDVEQVYVAGNDKKFVQEPNIQMAADYDPTE
                     RSWYKDAVAKQGGIVITEPYKAKGNGHIVVTIAKQTEDKNGVVAIDLSLDNLLKTTKL
                     INIGKKGYAFILDGKQKIIAHPQEKSGEKAADSWAKKIYEDNHGAFSYTYDGSEKQMV
                     FATNVKTGWKIGGTMYSNEVIEAAQPVFYNMLIVMFISLVIGGALIYFVTLSITKPLK
                     RLVATSKEISEGDLTQTIDIHSNDEIGQLAKGFNEMTDALRTLIGRINTSAGHVAAAS
                     EELTASVRQASEATEQITMAMDEISSGATTQTTSVENGAMLLFDVTEGIQHVANSSSS
                     INTASAHTREKAEDGGKLVGKTVNQMQSIAESVSQSDEVIQLLNNKSKQIGDILEVIQ
                     NIADQTNLLALNAAIEAARAGEHGRGFAIVADEVRKLAEKSSVSSSEISKLICEIQDD
                     MSKTVKSMGHVNEEVQSGLVIANETKQNFTEILQSTNEIADQIKTMVETANGMSKGAN
                     EVSISVGQIAMTAQNNATSTQNVAASAEEQLASMEEIGSAAGTLSQMAEELQVLIERF
                     KV"
     gene            764268..764573
                     /locus_tag="DJ46_817"
     CDS             764268..764573
                     /locus_tag="DJ46_817"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64172.1"
                     /translation="MGVYWGTKRHSWLSYVSFWLSISFFIVFLIEVFIFKTLSNNSVQ
                     IVKYFYFIFVPVNIFLSLKLLFKKNEKKALPIFSFIVSLLFTILILVLALAATGKFF"
     gene            764824..765192
                     /locus_tag="DJ46_818"
     CDS             764824..765192
                     /locus_tag="DJ46_818"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62503.1"
                     /translation="MLYEDLMTLFQAAPKEEGKGGWKYIIQERNDKYEIVDEMLKNQM
                     SVELYFNEYDEVKITLYKEGMPISTMQRIAISKVELDEEEEGIQFVLERMPSRMIRLQ
                     LKPYLALEMGPYWEVCDDCE"
     gene            complement(765227..766267)
                     /locus_tag="DJ46_819"
     CDS             complement(765227..766267)
                     /locus_tag="DJ46_819"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination family protein"
                     /protein_id="AIK65189.1"
                     /translation="MDNQQWQVAKKVAATYIGTVVGAGFATGREIVEFFTVNGFYGTI
                     GICISGFFFIWLGTKMMLLSSQIGAFSAQEFNKYLFGDVFGNVVNTLLLLVLFGVTSV
                     MLSGAGAVFEEQLRLPRQLGIFITVIACLIIGSRGLQGVFEVNTLVVPIMMIFIIGLA
                     ITTFFHGTPPISNTIPAESWNMKWITSPITYVALNLSLAQSVLVPLASEVKDRKAILW
                     GGILGGAGLSLILLCSHLAILSVDQFYQYNIPMAEVIRKFNATFHFFFVLIIFGEVFT
                     TLVGNVFGMTKQMQSITGWKNNNIIFFILLISYCFSYVGYSELLHILYPVIGWVSIIL
                     LPIIAFKQLQKT"
     gene            766509..766952
                     /gene="dps1"
                     /locus_tag="DJ46_820"
     CDS             766509..766952
                     /gene="dps1"
                     /locus_tag="DJ46_820"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA protection during starvation protein 1"
                     /protein_id="AIK65630.1"
                     /translation="MSTKTNVVEVLNKQVANWNVLYVKLHNYHWYVTGPHFFTLHEKF
                     EEFYNEAGTYIDELAERILALEGKPLATMKEYLATSSVNEGTSKESAEEMVQTLVNDY
                     SALIQELKEGMEVAGEAGDATSADMLLAIHTTLEQHVWMLSAFLK"
     gene            767059..767514
                     /locus_tag="DJ46_821"
     CDS             767059..767514
                     /locus_tag="DJ46_821"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65290.1"
                     /translation="MFRFFKTGKEEREITKDELEQAMAQFLEKNANIVYTVLVNDDYT
                     VNYDLLKPYLPAFPTNIFLITKETLEVFEHTEENLNLVKEIDIVQKAVDQYVTEKEMF
                     PIVEGSEDRLICGMKLGPYLDRILKRDLYISEKHYLVSSKPDRKKQKSG"
     gene            767739..768683
                     /locus_tag="DJ46_822"
     CDS             767739..768683
                     /locus_tag="DJ46_822"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase/Carboxylesterase family protein"
                     /protein_id="AIK63702.1"
                     /translation="MKNSMTYIQLLNETLHCYASKGSLEAYTYIMEHAKGIVGNEAQI
                     YNFKYALASAAGLEEEALHVMKEAIIEKGFWYGYEYLISDDDLKLLHKFEEFHKMVQL
                     CKEREELAKKTERADVKYIEGKKKEKLFIAMHGDQENIGIIEPYWKSVLSQDYTLALP
                     QSSQIQFSDGFVWDDIHRGKEELKEHYVKFIENHTVERVIIGGFSAGAGVALYKVLQK
                     DIAVDGFIFMAPWLPEIEEWNELLGVLQDKHIKGYIVCGDQDEDCFECTQQFVQLLRD
                     KNIEHKYKVIPNLNHDYPIYFDEVLKEAIEYIGNENNK"
     gene            complement(768729..769730)
                     /locus_tag="DJ46_823"
     CDS             complement(768729..769730)
                     /locus_tag="DJ46_823"
                     /note="oxido_grp_1: luciferase oxidoreductase, group 1
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="luciferase oxidoreductase, group 1 family
                     protein"
                     /protein_id="AIK64966.1"
                     /translation="MIKLSVLDQSPISDGSTATQAFSHTVTLAQEVEKLGYTRFWVSE
                     HHNSVSLAGSSPEILISHIAAKTERMRVGSGGVMLPHYSPYKVAENFRVLEALYPNRI
                     DLGVGRAPGGMPIATRALQEGKMVSLDQYPEQIADVAMYLHDQVPENHHYANLKATPV
                     IPTSPDMWLLGSSGESAKIAAQQGASFAFAQFINGYGGPEVMEAYQKQFQPSYLGDKP
                     KSIVAIFVICGETNEEAEKIASSLDLSILLLEQGKRTTGTPSIETAQNYSYSTYDLFR
                     IKENRQRMIVGDPSSVKEKIINLSKAYNTEEFMIVTITHRFEDKLNSYRLLANAFNL"
     gene            complement(769836..770027)
                     /locus_tag="DJ46_824"
     CDS             complement(769836..770027)
                     /locus_tag="DJ46_824"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62162.1"
                     /translation="MKPTYDYNATKKYLEEKKQQLCNKLNSLHLSKKEREQIKLEIDN
                     YEYILNVVEMNHYERGFSH"
     gene            770205..771668
                     /locus_tag="DJ46_825"
     CDS             770205..771668
                     /locus_tag="DJ46_825"
                     /codon_start=1
                     /transl_table=11
                     /product="flavin containing amine oxidoreductase family
                     protein"
                     /protein_id="AIK65507.1"
                     /translation="MQKDIMYNTEMDETLKIINKGLKKTTSPKQIIVVGAGMAGLVSA
                     SLLKAAGHEVKIFEANNRVGGRIETVRMEDTGLYLDVGAMRIPYSHTLTMAYIRKFGL
                     QVSPFINRNETDIIYVNGRKTTLKQYEKDPSILKYPVEMNEVGKTSEELLLLAVQPII
                     NFIKKNPEKNWDVVVKDFGRYSTGQFLKYHPYQYNTYFSPVTIEMIGVLLDLEGFLER
                     SFVETLRFLYIMQEESGFCEIVGGNDRLPKSFLPQLEENIIYNQKLMKLHQRDNGVTA
                     FYRNEETFEYSSITGDLVIVTIPFSTMRFVEVEPFDSISHEKWKAIRELHYMPATKIG
                     IQFKSRFWEEQGQLGGRIITDLPIRYAYYPSYGIGEKGPAMMLGSYTWSYDALLWDGL
                     SKGDRIYYTLQNLATILGGQVYDEFLSGISKSWTLDPYALGGFALFQAGQESELQPAI
                     VKPEGRIFFAGDHTTLYHGWIQGAIESGVRVAEEVNE"
     gene            771753..772337
                     /locus_tag="DJ46_826"
     CDS             771753..772337
                     /locus_tag="DJ46_826"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK63508.1"
                     /translation="MNPLLFDFPSEFYTERLCIRMPKPGDGKVVYDAIQASMQELKPW
                     MVFAQKEQTEEEVEVSIRKSHIQFLQREDLRLLVFSKETGEFIASAGLHRINWDIPQF
                     EIGYWIDSRFSGQGYMVEAAKGITDFAFSELKANRIEIRCDALNKKSRAIPEKLGFKL
                     EGTLESASVAVDGNGLRDMCVFAMTRNTYEKEEL"
     gene            complement(772362..773264)
                     /locus_tag="DJ46_827"
     CDS             complement(772362..773264)
                     /locus_tag="DJ46_827"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AIK66120.1"
                     /translation="MERVQMAETLEFSRIIQGFWRLAEWNMTKQELLSFIEDCMDMGI
                     TTFDHADIYGGYTCEGLFGEALQLKPSLRENMQIITKCGIAPPSPKFPERYVAHYNTS
                     AKHIIQSAEASLKNLHTDYIDVLLIHRPDPFMDPNEVAEAFLRLKQEGKVRHFGVSNF
                     LPSQFNMLSSYLDFPLITNQIEVSALQLEHFEKGTIDLCQEKRINPMIWSPLAGGEIF
                     TGQSERAVRVRETVQKVATELGVTSIDTVMYAWLLAHPANMMPIVGSGKLDRVKTAAL
                     ATKVNLDRQQWFTIFESSNGHPVP"
     gene            773430..774380
                     /locus_tag="DJ46_828"
     CDS             773430..774380
                     /locus_tag="DJ46_828"
                     /codon_start=1
                     /transl_table=11
                     /product="cobW/HypB/UreG, nucleotide-binding domain
                     protein"
                     /protein_id="AIK61278.1"
                     /translation="MIPVTILTGFLGSGKTTLLNRILTENHGQKLAVIVNEIGKIGID
                     NQLIMNVEEEIMEMTNGCLCCTVREDLLVALKQLLDVKAEGKMDFDGLVIETTGLANP
                     GPIIQTFFLDPVIQSAYQINGVVTVVDSYHIHKHFEKGLEAKEQIAFADVILVNKLDL
                     IEESEKENLLHELQGINPTAKLIQSTNCDVDIPSLLKIQTFKTKDTLQIYPHKEHNHL
                     EGVKSFVLREERPLDLQKLNEWMSAVVQELGEYLYRYKGILSIDGVDKRIVFQGVHTL
                     FAASYDREWQEGEERVSEVVFIGKDINKEWFQEHFEECVK"
     gene            complement(774479..774949)
                     /gene="bltD"
                     /locus_tag="DJ46_829"
     CDS             complement(774479..774949)
                     /gene="bltD"
                     /locus_tag="DJ46_829"
                     /EC_number="2.3.1.57"
                     /codon_start=1
                     /transl_table=11
                     /product="spermine/spermidine acetyltransferase"
                     /protein_id="AIK64857.1"
                     /translation="MTLHICEVTEKNWRSVAALNVAKDQQQFIESNAFSLAESLYEGN
                     GTSVGLYDGETLVGYAMYGWYCEKRKSVWLDRFMIDQQYQGKGYAKRFLRLLIQFLQH
                     KFECKTIYLSLHPENKLAMGLYESFGFRLNGDIDDEGPVVGVVMELLLDEHTSL"
     gene            775360..775506
                     /locus_tag="DJ46_830"
     CDS             775360..775506
                     /locus_tag="DJ46_830"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63506.1"
                     /translation="MKKNATILQVLYIDDKVKWKHLKEYEMDKHEHTEAHEHQPLCGD
                     TRYD"
     gene            complement(775546..775779)
                     /locus_tag="DJ46_831"
     CDS             complement(775546..775779)
                     /locus_tag="DJ46_831"
                     /note="exospor_lead: exosporium leader peptide domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="exosporium leader peptide domain protein"
                     /protein_id="AIK64132.1"
                     /translation="MDEFLSSAALNPGSVGPTLPPMQPFQFRTGPTGSTGAKGAIGNT
                     EPYWHTGPPGIVLLTYDFKSLIISFAFRILPIS"
     gene            complement(775950..776114)
                     /locus_tag="DJ46_832"
     CDS             complement(775950..776114)
                     /locus_tag="DJ46_832"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65972.1"
                     /translation="MSGTIMILLYICFGLSAVFSLIKELKKPQKNQFLILVDSLILLG
                     ALILVGSIFI"
     gene            complement(776261..776455)
                     /locus_tag="DJ46_833"
     CDS             complement(776261..776455)
                     /locus_tag="DJ46_833"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66295.1"
                     /translation="MNKRLNVLMKITPFLSVLFILIGISMAIFGALDHNHKMFMGSLF
                     VIVQAALVITYTKMFKKIGF"
     gene            776600..776851
                     /locus_tag="DJ46_834"
     CDS             776600..776851
                     /locus_tag="DJ46_834"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62331.1"
                     /translation="MKIGYNFKCNKCGHNNTEEDIDYTNMLCGEPCGCECNEYELICS
                     SCGDEICSGNGWGEFDRKEAAEDAQEKLLYMSKRAASKS"
     gene            777417..777923
                     /locus_tag="DJ46_835"
     CDS             777417..777923
                     /locus_tag="DJ46_835"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63991.1"
                     /translation="MKRRIGTAVVGLSVLGFGIFGFTHGNGGGVVQAASEGDGGGAPA
                     YAHGNHGGAPTYTHGEGWSPSYAHGHTGGAPSYTHGHTGAPVYGYGDYPIPSFNVGDT
                     PAPRLDADGDHGGAPTYTHGHFPAPKLESDGYTGGAPSYNKEDTWSPSYAHGNTGAPS
                     NTEPGGGI"
     gene            780170..780430
                     /locus_tag="DJ46_836"
     CDS             780170..780430
                     /locus_tag="DJ46_836"
                     /codon_start=1
                     /transl_table=11
                     /product="camelysin metallo-endopeptidase family protein"
                     /protein_id="AIK62994.1"
                     /translation="MDKNEVLVWSTTLSELKVATQNGSIPDLVKKGIVDREGNGLAPG
                     DDDTFYVMFTFVDSGEDQNVFQGDGLKLNWTFNSIQTSGEEK"
     gene            complement(780769..781215)
                     /locus_tag="DJ46_837"
     CDS             complement(780769..781215)
                     /locus_tag="DJ46_837"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61821.1"
                     /translation="MKKFIGMLAMCFALTLAFLPTISKADSSPLRSVSISAVGDNNKM
                     YSASSYLTIPVLKGDYLYVKVSEVGTPDSYSETLTINGVRYAGSSLDEVSSYTGPFGS
                     EKTFRLRIKDSYIFSNTPNSTNTIAFEARVPFSMQVLSKNISVHVE"
     gene            781847..782251
                     /locus_tag="DJ46_838"
     CDS             781847..782251
                     /locus_tag="DJ46_838"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65669.1"
                     /translation="MKIWAQSGIVVLILAFIDVIIRGAYLHRPFLEWIASLAIIICYM
                     IFFFIKSILTGVYETDINNKEQLKEKLKEKMSDTFILCFVAIGATTYKYNLPEDFVGW
                     IAVIARFIILFAFLFGIQYLITVIAWKRSNKI"
     gene            complement(782657..783607)
                     /locus_tag="DJ46_839"
     CDS             complement(782657..783607)
                     /locus_tag="DJ46_839"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic solute binding family protein"
                     /protein_id="AIK62743.1"
                     /translation="MPKRLTIFSFLLIFTLIFTGCSNTKEGNAKKDGKLTVYTTIFPL
                     ADFAKKIGGDYVTVEAIYPPGADSHTFEPSQKQTVKVAKADLFVYNGAELEPFAEKME
                     KSLQKENVKIVNASKGIELRTSTEEEHHDHGDGHKEDEHHHDKDPHIWLDPTLAMKQA
                     EKIKNALVALQPDHKQEFEKNFAALQTKFTDLDDQFKAVVANAKTKDILVSHAAYGYW
                     EQRYGLKQIAIAGISASDEPSQKQLADITKTVKEHNLKYILFETFSTPKVASVIQKET
                     GTKVLRLNHLATISEDDAKNNKDYFTLMEENVNTLKEATN"
     gene            783875..784024
                     /locus_tag="DJ46_840"
     CDS             783875..784024
                     /locus_tag="DJ46_840"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62425.1"
                     /translation="MGYLMEAILLILAVVLPLAVVLIFLSRLISNLGDASTVTKLREK
                     DEKKE"
     gene            784140..784799
                     /locus_tag="DJ46_841"
     CDS             784140..784799
                     /locus_tag="DJ46_841"
                     /codon_start=1
                     /transl_table=11
                     /product="semialdehyde dehydrogenase, NAD binding domain
                     protein"
                     /protein_id="AIK63526.1"
                     /translation="MNKRTALVLGASGLVGQEITRLLLESDYYDSVTIFVREPIQWQH
                     EKLQQKQVDYLALEEYKEFFAVDDVFSCLGTTIKKAKTKANFKKVDYEYTLRAACLAE
                     KQGVQNFLVVSSMGANPKSFFFYSQVKGRMEEELQKLVIGGIHIFRPSLLVGNRQEFR
                     FGERMAEKLSRMIPFIFKGAFKKYKPISAKDVAKGMYITALREESGIHIYNSNEITTI
                     E"
     gene            complement(784829..785866)
                     /gene="namA"
                     /locus_tag="DJ46_842"
     CDS             complement(784829..785866)
                     /gene="namA"
                     /locus_tag="DJ46_842"
                     /EC_number="1.6.99.1"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH dehydrogenase"
                     /protein_id="AIK65594.1"
                     /translation="MNSELFSPYTIKDVTLKNRIVMSPMCMYSSENEDGQVTNFHLIH
                     YGTRAAGQVGLVMIEATAVLPEGRISNKDLGIWDDSLIEGLHKTTTFIHDNGAKAAIQ
                     LAHAGRKAELETDALAPSAVPFNETMKIPVEMSIHQIKNTILAFQQAAIRSKQAGFDV
                     IEIHGAHGYLINEFLSPLSNKRTDEYGGSPENRYRFLREIIDSINEVWNGPLFVRISA
                     NDYHPDGLTVQDYVQYTKWMKEQGVDLIDCSSGAVVPARIDVYPGYQVQYAKHIKEHA
                     NIATGAVGLITTGAQAEQILNNNEADLIFIGRELLRNPYFPRIAANELGFELEEPHQY
                     ERAPGKISTNK"
     gene            786001..786453
                     /locus_tag="DJ46_843"
     CDS             786001..786453
                     /locus_tag="DJ46_843"
                     /EC_number="2.1.1.63"
                     /note="ogt: methylated-DNA-[]-cysteine S-methyltransferase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="methylated-DNA-[]-cysteine S-methyltransferase
                     family protein"
                     /protein_id="AIK65977.1"
                     /translation="MYQAYYESELGLLEITANDKGITSVIFVDERQEEHTNEMIDQCI
                     NELDEYFKGNRKEFTVPLSPEGTAFQKNVWDALYTIPYGVSASYLDIAEKVGNTKAVR
                     AIGGANSRNPISIIVPCHRVIGKSGKLVGYAGGLWRKEWLLKHEGILK"
     gene            786479..787474
                     /locus_tag="DJ46_844"
     CDS             786479..787474
                     /locus_tag="DJ46_844"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64324.1"
                     /translation="MKCINCGQLCEGNQLNCESCQRTLHTEQSEGSSLIDKELEVYVG
                     RQYPYYKRKWELEEKRIARWSWNGWAAIFNVGWLGYRKYYLPAALFVVLLLACDAFSY
                     YMGFNVALPIINMVPLTFLLLVFILFGMAIFANGLYYQFAERRIYRIKAREIQDGSVE
                     KYLIRDSGGTSKMGATIVTILAVASIFFSHFFFPTDRDIIQKVRTSSLYEYPFFSIGE
                     SFENYFRNPGWAYYRGTEGLELVEFQGDSPDMSKKKVTIQFIVDYKLGEIEPYSLMIN
                     GESKNEEEFLKILDEIFKVQNPFDIEDGLQVKAIEKEVDGRTIYPLLFCVYENNI"
     gene            787551..789212
                     /locus_tag="DJ46_845"
     CDS             787551..789212
                     /locus_tag="DJ46_845"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK64346.1"
                     /translation="MKRKVTTIAAVALSTSVLVAGCGNGEKASTTKKEAGKGAADKQV
                     LNLLETAEIPSMDTSKSTDSVSFRAFVNAMEGLYRLDKDNKPTPGMAKDVKISEDKKI
                     YTFELRDAKWSNGDPVRAQDFVYAWQRTLDKATAAEYAFILFDVKNAQKVNKGELPLD
                     QLGVKAKDDKTLVVELEQPAPYFLELTSFPTFFPLNEKYVKEQGDKYALEADKLLYNG
                     PFVMSEWKHERSYQLKKNPNYWDKDTVKLEEINVNIVKETSTGVNLYDSDQADRVILS
                     SEFVDKYKKNKPDEFKTKLDPRMYFLRFNQKNATFKNQKVREAIDLAYDKKGIANVIL
                     NDGSLPAYFLVPEKFTTGPDGKDFRSVNKNFRDSKDNAAKAKKLWEEAKKELGQDTIT
                     VELLNDDNGSRKKVGDFIKEELEKNLPGIKVNLKQQPYKQKLDLEKKFEYEFSLSAWS
                     PDYPDPMTYIDMFVTGSSFNEMDYSNPKYDELVAKSKGELLKDDKARWNALAEAEKIL
                     IGQDAAISPTYQQSTAYLEKPYVKGIANHTFGGDFSYKWAYITKK"
     gene            789271..789687
                     /gene="fosB"
                     /locus_tag="DJ46_846"
     CDS             789271..789687
                     /gene="fosB"
                     /locus_tag="DJ46_846"
                     /codon_start=1
                     /transl_table=11
                     /product="metallothiol transferase fosB"
                     /protein_id="AIK62844.1"
                     /translation="MLKGINHLCFSVSNLEDSITFYEKVLEGELLVRGRKLAYFNICG
                     VWIALNEEIHIPRKEIHQSYTHIAFSVEQKDFERLLQRLEENDVHILQGRERDVRDCE
                     SIYFVDPDGHKFEFHSGTLQERLNYYREDKPHMTFY"
     gene            789730..790245
                     /locus_tag="DJ46_847"
     CDS             789730..790245
                     /locus_tag="DJ46_847"
                     /codon_start=1
                     /transl_table=11
                     /product="putative short chain dehydrogenase"
                     /protein_id="AIK66175.1"
                     /translation="MLKRVSIWLCEKRFHVSIIGRDEVKLENVKRESTTPESITCLPL
                     DYHNDDGVKLAIKDTIERNGPITLVVAWIHASAKDALSLICRELDLSSETYDVFHILG
                     SKASRIASHKIWDKRCSYHRIILGFILEDTYARWLTHEEISDGVIKGIESKCDEWIVG
                     RVEPWELRPTW"
     gene            790258..790869
                     /locus_tag="DJ46_848"
     CDS             790258..790869
                     /locus_tag="DJ46_848"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AIK63331.1"
                     /translation="MKTTVYVTRHGETEWNVAKRMQGRKNSTLTENGILQAKQLGERM
                     KDLSIHAIYSSPSERTLHTAELIKGERDIPIIADEHFYEINMGIWEGQTIDDIERQYP
                     DDIQLFWNEPHLFQSTSGENFEAVHKRVIEGMQLLLEKHKGESILIVSHAAAAKLLVG
                     HFAGIEIENVWDDPFMHSASLSIIEFEDGKGEVKQFADISHFQ"
     gene            complement(790914..791474)
                     /locus_tag="DJ46_849"
     CDS             complement(790914..791474)
                     /locus_tag="DJ46_849"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exosporium protein B"
                     /protein_id="AIK63078.1"
                     /translation="MKRDIRKAVEEIKSAGMEDFLHQDPSTFDCDDDCTTKIECSDDC
                     NCPRTRCTRVKHCTFVTKCTHVKKWTFVTKCTRVRVQKWTFVTKVTRRKECVLVTKRT
                     RRKHCTFVTKCVRFEKKFYWTKRCYCKKCEFFPHGHGGSCDDSCDHGKDCHDDGHKWN
                     DCKGGHKFPSCKNKKFDHFWYKKRNC"
     gene            791656..792732
                     /gene="cotH"
                     /locus_tag="DJ46_850"
     CDS             791656..792732
                     /gene="cotH"
                     /locus_tag="DJ46_850"
                     /codon_start=1
                     /transl_table=11
                     /product="inner spore coat protein H"
                     /protein_id="AIK65457.1"
                     /translation="MLPSYDFFIHPMYVVELKKDIWSDSPVPAKLTYGKKKYDIDIVY
                     RGAHIREFEKKSYHVMFYKPKKFQGAKEFHLNSEFMDPSLIRNKLSLDFFHDIGVHSP
                     KSQHVFIKINGQIQGVYLQLESVDENFLKNRGLPSGSIYYAIDDDANFSLMSERDKDV
                     KTELFAGYEFKYSNEHSEEQLSEFVFQANALSREAYEKEIGKFLNVDKYLRWLAGVIF
                     TQNFDGFVHNYALYHNDETNLFEVIPWDYDATWGRDVQGRPLNHEYIRIQGYNTLSAR
                     LLDIPVFRKQYRSILEEILEEQFTVSFMMPKVESLCEAIRPYLLQDPYMKEKLETFDQ
                     EPGVIEEYINKRRKYIQDHLHELD"
     gene            792838..793455
                     /locus_tag="DJ46_851"
     CDS             792838..793455
                     /locus_tag="DJ46_851"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK63103.1"
                     /translation="MTVKWIDWVKQIQSIAQAGLTYSKDVYDIERFQQLRDISISMMS
                     HYTKTDWEVVEKLFASETGYQTPKVDIRAVVFQNERLLFVKEKSDGKWALPGGWADIG
                     YTPTEVAAKEVLEETGFEVEDFKLFAIFDKEKHQPSPSATHVYKIFIGCKIIGGEKKT
                     SIETEDVEFFGENELPNLSIARNTEEQIKEMFAYMKEPQKETLID"
     gene            793560..794162
                     /locus_tag="DJ46_852"
     CDS             793560..794162
                     /locus_tag="DJ46_852"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62939.1"
                     /translation="MLASIIDQLLQFFASLGYFGVALALMIEIIPSEIVLSYAGFLVA
                     DGKISFVGAVIAGTIGGTLAQIFLYWLGYYGGRPVVEKYGKYLLINKHHLDIAENWFK
                     RYGAGVIFSARFIPVVRHAISIPAGLAKMPLKLFTLYTVVAIIPWSILFIYLGEKLGG
                     NWRHIKEYASDYTHYIIIGAVLFVALYFGLKYFKKKKAAR"
     gene            794265..795644
                     /locus_tag="DJ46_853"
     CDS             794265..795644
                     /locus_tag="DJ46_853"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cell division protein ytgP"
                     /protein_id="AIK62727.1"
                     /translation="MKGSPFIRGTIFLTMATMISKMLGFIYVIPFTAMVGTSGYVLYT
                     YAYRPYTIMLSIATMGLPLAVSKMVSKYDQLNDYHTVKRVLKSGIVFMFIMGVISCFT
                     LYMLAPHLAKLVIDGNDQTGNSVAAVTTNIQIVSFALILVPVMSLLRGFFQGFQSMGP
                     SALSVVVEQFFRVLTILIGSFVVLYVLKASVSLAVGISTFGAFMGAIGGLTVLSAYYI
                     RRRKHLKKKEMASIPQTTKSFFSLYKELFTYSIPFVVVGLAIPLYQTIDTFTINKLLI
                     QIGYMQGEAEKINAIIGLVQMVVLIPVSVATAFSMSLVPEMTKAYTAGNVKLLYKHFT
                     RTNLLVVGITVPAAIGMMVLAKPVYTLLFGAGNDPEMGRVILQYYAPACILFSLFTVT
                     AAMLQGINQQQKTVLGLVIGIIVKIVLNIVLLPYFDYVSFIISTYAGYTISVGFNLWM
                     LSKYVIKAT"
     gene            795829..796770
                     /locus_tag="DJ46_854"
     CDS             795829..796770
                     /locus_tag="DJ46_854"
                     /codon_start=1
                     /transl_table=11
                     /product="corA-like Mg2+ transporter family protein"
                     /protein_id="AIK63927.1"
                     /translation="MLNIYLTDRNGKLQEVEEMQKGCWINVLHPTEEEIQYLVQTLNV
                     DLDFIKDPLDDEERSRIEKEDNNTLIIVDIPTVRHDEEGNSIYDTIPIGMIVMPDCFV
                     TICLEENPIFERFINQRIKEFYTFKKTRFALQLLYTISTYYLRYLKQINRKTIDLEHQ
                     LNKSMKNKEIFTLLGLEKSLVYFTTSLKANKIVIQKLMRNSTFLKMYEDDQDLLEDVL
                     IENKQAIEMAEIYSHILSGMMNTFSSVISNNLNSVMKLLTSITIILSLPTMVSSFFGM
                     NVKVPFEGEAHGFVIVLIICVTLSLTLAFVFWKKRYF"
     gene            796969..797865
                     /locus_tag="DJ46_855"
     CDS             796969..797865
                     /locus_tag="DJ46_855"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease family protein"
                     /protein_id="AIK63741.1"
                     /translation="MELFQLPKAFLQMNTIFISILIEALPFVLIGVFISGFIQMFVTE
                     DMVAKWMPKNRFLSVLMATFLGMMFPGCECGIVPIVRRLIGKGVPPYAGIAFMLTGPI
                     INPVVLFATYVAFGSSMHMVWYRSIVAIIVAIIVGIILSFMFKEHQLRDDHFPEVNHK
                     RPLRKKMWDVCTHAVEEFFSMGKYLVLGALIAAAVQTFVQTSTLLAIGQGPFSSPAVM
                     MGLAYILSLCSEADAFIASSFQSTFSTASLVAFLVYGPMVDIKNMFMMLATFKTKFVI
                     VVTVTVTLVVYASSLLIYAMGW"
     gene            797869..798738
                     /locus_tag="DJ46_856"
     CDS             797869..798738
                     /locus_tag="DJ46_856"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62728.1"
                     /translation="MFRAYILLGFTILIAQLHISGNITKYINMKYAYLSTTAAIILGF
                     LTIVQIIIVFQKEHEKEQGKQDCSCDHSHCGHDHSKDENTWWKKAFSYTLFCFPIVSG
                     LFFPIATLDSDIVKAKGFHFPVAQAESTDPFMRRQFLRPDTSIYYGKEGYRGVMEKGK
                     KEFVTKDSVTLNDENFLKGMETIYNYPGEFTGKKLSFKGFVFKDDSSKKEQYFLFRFG
                     IIHCVADSGVYGMLVKKPEGVEWKNDDWIQIEGEISTEFYQPFHANIPVLEVTKWNKV
                     EQPKEQYVFRGAD"
     gene            798934..799440
                     /locus_tag="DJ46_857"
     CDS             798934..799440
                     /locus_tag="DJ46_857"
                     /EC_number="3.1.2.20"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-CoA hydrolase"
                     /protein_id="AIK64305.1"
                     /translation="MTEVKGKTANESRVFKTSRVFPTDLNDHNTLFGGKILAEMDMVA
                     SISATRHARKECVTASMDWVDFLHPVRSSDCVSYESFVIWTGRTSMEVFVKVVAEDLI
                     SGEKRIAATSFVTFVALSKENNPVPVPRVIPETEEEKELHRIAVLRAEQRHIRKAESK
                     KVATLLTF"
     gene            799814..800998
                     /gene="cls"
                     /locus_tag="DJ46_858"
     CDS             799814..800998
                     /gene="cls"
                     /locus_tag="DJ46_858"
                     /note="bac_cardiolipin: cardiolipin synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="cardiolipin synthase"
                     /protein_id="AIK64438.1"
                     /translation="MKHFFVVILCLIGVFIWMNIDVEMGKKMASEYELGQVRLGEFQL
                     YTNGEELYTKLFEDIRNAEKYIYIHFYIVGKDEISKEFLQLLEKKASGGVEVKLSVDR
                     IGGYKLKKKIIRQLKSNGVQFTFSKKPKLKHIFYSLHQRNHRRIVTIDGKVSYVGGFN
                     IGKEYLGQNPKFGPWRDYHVRVKGNGATDMERKFSADWKEDTGEKMPVHESLPAIGNV
                     KYQYLFSEGKGLWEKYGALIKQAKTSLIIATPYFVPSKEMIKALKDALNRGVNVKILV
                     PFKSDAVLLKQAAYPYLKDMLHAGAEIYQYQNGFFHGKVTIIDGESVDIGTANFDNRS
                     FYLNMESNCVIYDKGVTADVWSRLKEDFHKSKRFSEEDFEKISKWDWFLARIANVIAS
                     YL"
     gene            801030..801305
                     /locus_tag="DJ46_859"
     CDS             801030..801305
                     /locus_tag="DJ46_859"
                     /codon_start=1
                     /transl_table=11
                     /product="putative coat F domain protein"
                     /protein_id="AIK64619.1"
                     /translation="MDCMKELMRYSYMLIYKVGEYTGEVRDGELKELLQHHLPYMLQA
                     YNEQVNFQEGENVQHITCEPIAFHFHEMEKETDSKYTGDMYIATCYI"
     gene            801675..801854
                     /locus_tag="DJ46_860"
     CDS             801675..801854
                     /locus_tag="DJ46_860"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64564.1"
                     /translation="MNKWVKSLTAMALASSLLMVGCSKGEDKNKEEDTTTQQEDKKDK
                     ETSGTEKSTDSKEKK"
     gene            801956..802576
                     /locus_tag="DJ46_861"
     CDS             801956..802576
                     /locus_tag="DJ46_861"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AIK65491.1"
                     /translation="MKVCILGATGRVGSNIIKLALKDSAEVTALARDLNRIEIHHERL
                     RVIEGNVLNENDIKKAIEGSDIVISALGTDQNGTLAKSMPQIIKKMEEEGVHKIITIG
                     TAGILQARTNLNLYRFQSTESKRKSTTAAEDHLAAYEALNNSNLCWTVVCPTHLIDGD
                     VTGVYRTEKDVLPEGGAKITVGDTAQFTWNLCSENKYENSRVGISY"
     gene            complement(802601..803083)
                     /locus_tag="DJ46_862"
     CDS             complement(802601..803083)
                     /locus_tag="DJ46_862"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63494.1"
                     /translation="MTVFLTICIIACFIISFLAFIYPIIPGILAVWAGYFIYHFGING
                     GELTISFWIIQAIFTLFIFVADFIANGYFLKKYGSSKWGERVGMISIIAGSFFFPPFG
                     LIIIPFLAVFITELMHKKAPKDAFLVGVATVVGFLSSTVAKAILQIIMIIIFVCYIIF
                     "
     gene            complement(803085..804392)
                     /locus_tag="DJ46_863"
     CDS             complement(803085..804392)
                     /locus_tag="DJ46_863"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter associated domain protein"
                     /protein_id="AIK64549.1"
                     /translation="MDILNIFLIFVLILISGFFVASEFAVVKVRKSRIDQLANEGNKQ
                     ALAARSVISNLDVYLSACQLGITITSLGLGWLGEPTVEHLLRPLFEKINITGTMANTL
                     SFIIAFSVITFFHVVLGELVPKSFAIQKAEAITLKFARPLILFDKIMYPFIWLLNSTA
                     IFFTKLLGLEPAKENELAHSEEELRLILGESFKSGEINQTEYKYVNNIFEFDDRVAKE
                     IMVPRTEMICLSTENTLEENMDIVATEKYTRYPIIEKDKDDIIGMINTKEVFHDQTKG
                     IHKPLESYIHPVLTVFETVPIRKTLVHLQKNRVQMGIVMDEYGGTAGLLTMEDILEEI
                     IGEIQDEFDADESPMIEKRTPKLTVLDGKVLISEVNDMFGLHIDESDLDTIGGWLLSQ
                     AVDVNIEAGYSIEYAGFQFKALELDGHQVKKIAVHKLDIQKEL"
     gene            complement(804601..805470)
                     /locus_tag="DJ46_864"
     CDS             complement(804601..805470)
                     /locus_tag="DJ46_864"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63589.1"
                     /translation="MSLLRSHICKFIVGVLIIFIISPIPALFITHKYSYITGFISIFH
                     NFAQLSSMTIPTIDWMHESILFSANEVVHTANQSTPLFPYIWEIYFLSIVRFTFTLAI
                     GFFISLGIGHLFFKAPQSVKKFTSLLRWIPYSLCTVLLQCSVLLLLLYITKFMKLPYY
                     SSFIIVCSTSMIIVMQAIKKWLPFLSNTNEYEIKQSSFLVDTLFLALTSNHKSILGSI
                     ILSFVFMECVFHASGLLQFIVQFGGNAPIIVTISLLLLYIPYCILSFLQTLWTTNYFK
                     QQSYALTRSIPKP"
     gene            805647..806294
                     /locus_tag="DJ46_865"
     CDS             805647..806294
                     /locus_tag="DJ46_865"
                     /codon_start=1
                     /transl_table=11
                     /product="CBS domain protein"
                     /protein_id="AIK63978.1"
                     /translation="MRIKGNYVPKREVLFCSSSITIAEALEHLNKTGYRCVPVLDEKK
                     EKYLGNIYKVDILEYKGSLEESVLQLLNDKEGYVREDSSFFKVFFTIKKLPYLSVVDE
                     KGAFLGILTHKKVFELLEDAWGVHSSKYSVMIGTQDYNGAIQKLSTVLKKYTGIQSLM
                     TFDNDALLVRRIMFTLGEEFNDGELEVLLKDLEDHGFRVVYVEEMKNPREVETIE"
     gene            806724..808070
                     /gene="brnQ"
                     /locus_tag="DJ46_866"
     CDS             806724..808070
                     /gene="brnQ"
                     /locus_tag="DJ46_866"
                     /note="livcs: branched-chain amino acid transport system
                     II carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="AIK61890.1"
                     /translation="MKSMKGRLRPGDTVAIGLMLFALFLGAGNLIFPPVLGQQAGENV
                     WVATIGFLVTGVGLPLLAVTAVAFVEGDLKALSSRVHPIFAFVFPLISYLAIGPFFAI
                     PRTGAVSFEMGMKPFLSEALVSEWYMLFLFTIIFFGITWYLSLNPSKLVDWFGKFLTP
                     VLVLIVAVIVGKAIIDPIGEPAAPLAAYKENAFFGGFIQGYLTMDAISALVFGIVVVQ
                     VIRSKGIKESNQIAKITVVSGIIAVLGLTLIYLSLAYLGSTSTSLGISENGGLILTNV
                     VNELYGTGGKILLGLVIILACLTTSVGLTSACAGFFTNLFPKLSHKTIVTMVCVFSLI
                     VSNLGLTQLIAVTLPVLMIIYPVAIVLIVLSYFHKWIGKRNTIYIGAILGALLISFFN
                     GLESAKIKIDAISNVLQILPLYNEGIGWLIPSCIGGILGFFFYKSNESSELQKKGA"
     gene            808137..808466
                     /gene="csaA"
                     /locus_tag="DJ46_867"
     CDS             808137..808466
                     /gene="csaA"
                     /locus_tag="DJ46_867"
                     /codon_start=1
                     /transl_table=11
                     /product="protein CsaA"
                     /protein_id="AIK62792.1"
                     /translation="MANFEDFLTLDLRIGTVTHAEEFKEARVPAIKLEIDFGELGMKQ
                     SSAQITKRYNPEDLIGQQIVAVVNFPPKRVAGFKSEVLVLGGVPEAGDVVLLQPNMEL
                     PNGTKIS"
     gene            808484..809011
                     /locus_tag="DJ46_869"
     CDS             808484..809011
                     /locus_tag="DJ46_869"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63973.1"
                     /translation="MDIGREYVQCAISNFEATKKQGERVLSQLSYEQIEWSSHEETNS
                     IAIIIKHLHGNMRSRWTDFLTSDGEKINRNRDAEFEGGYSSKEEVLAAWNEGWEYVFK
                     TMNVLTPEHLIQTVYIRGEAHTVIQAIERQISHYALHIGQMIYIGKMLKENEWECLSI
                     PRGKSNFHLEKKRST"
     gene            complement(808984..809289)
                     /locus_tag="DJ46_868"
     CDS             complement(808984..809289)
                     /locus_tag="DJ46_868"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65758.1"
                     /translation="MRPPFICHTCKERITRKKDLITTTWYFRFYVFHIDCFKRQQVFI
                     SRFIPVNTLINFFLIIYGLIVGSILMTAEPSFIWLIFLLPILYRFLSYYYVERFFSK"
     gene            complement(809294..809590)
                     /locus_tag="DJ46_870"
     CDS             complement(809294..809590)
                     /locus_tag="DJ46_870"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63682.1"
                     /translation="MKLLIGAFPVVLSFIFYWFAKYPTFRIALHISAYLTLYVLVTII
                     SIHIFDVLMHDLVFMTSIHGILLNPFFLISGAYIGIYTLYLLLSYIITNIKNGA"
     gene            809680..810834
                     /gene="spoIIP"
                     /locus_tag="DJ46_871"
     CDS             809680..810834
                     /gene="spoIIP"
                     /locus_tag="DJ46_871"
                     /note="spore_II_P: stage II sporulation P family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="stage II sporulation P family protein"
                     /protein_id="AIK61143.1"
                     /translation="MNRGFFYVKFTSVRKLVLFIIATVLATFFLISMMVTSMKETKST
                     YLYNWLNELSMNGYMYVLGKENHYFTQEYRNLNQDFSISSFLFSMATNIRFNDVRSFV
                     GKELPGFGKYDTEIVIAGEGTNYSNLPIESSVPLEEVVKERTGEGGQAPKPDTNKEKK
                     QPAQTTGKRQVAFIYHSHSWESYLPLLNLTNDPNPNKATSSVTNISIVGDRFREQLAN
                     EGIGATNDKTDVGQKLISKGLNSNSSYKMSREIVQEAMTSNKELQYFFDLHRDSARKN
                     VTTKAIGDKSYAKLAFVIGKGNKNYEKNLQLATALHETINKKYPGVSRGVIQKGFQTG
                     NGVYNQDLSGQAILIEVGGVDNTEEELNRSIDVLAKAFGEYFWQAEKVNG"
     gene            811058..811555
                     /locus_tag="DJ46_872"
     CDS             811058..811555
                     /locus_tag="DJ46_872"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK62497.1"
                     /translation="MIREIQIEDAASFLQLSKQLDEETKFMLYEPGERKFTAEQQEQM
                     IHRFIENKYTTIFVAVEEERIVGFILVNGNNIQRKRHVASIVIGILQEYSGRGIGTRL
                     FKEVEKWARLQDIWRLELTVMAHNTRAQALYKKAGFEKEGVKRASLIIDGENIDEYEM
                     AKLLK"
     gene            811567..812307
                     /locus_tag="DJ46_873"
     CDS             811567..812307
                     /locus_tag="DJ46_873"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK65874.1"
                     /translation="MKKRWILLGIVAMILIVGVAGINYKMYKDKQAREVNVNNIFPKA
                     KETIANMDGDIAVISNPNSMLVLVNKSRRLPDGYKPPDLVIPKVRYSSEGDQEKKKMR
                     KEAAGALEEMFQQADKERIFLFAVSGFRSFDRQKALNTMYKKQDGEAKTAMSSAVPGT
                     SEHQTGLAMDITSQSAKFQLETIFGETKEGQWLSENAHKFGFVIRYTKEKESLTGYRY
                     EPWHVRYVGNPQATYLYENQLTLEEVAE"
     gene            812331..812777
                     /locus_tag="DJ46_874"
     CDS             812331..812777
                     /locus_tag="DJ46_874"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK62655.1"
                     /translation="MTVLYNKKVHAYVTREKEGVMQLLVFKHRDIPEAGIQIPGGTVE
                     EGETLEAAILREVQEETGLRHLCIERFLADYIIHVKEKKEYQKRHFFHVTLLTDVKDS
                     WEHIVSAGKEDEGLVFCYDWVDIAKCPELAGKQGEFLHLLDEVYVK"
     gene            812962..814437
                     /locus_tag="DJ46_875"
     CDS             812962..814437
                     /locus_tag="DJ46_875"
                     /codon_start=1
                     /transl_table=11
                     /product="amidase family protein"
                     /protein_id="AIK66285.1"
                     /translation="MEMQFNTLLQKELTIHDIQTAMEDEKLTSKELVMYYLHRIAKYD
                     QDGPKINSILEINPDAIFIAEALDHERKIKGIRGPLHGIPVLLKDNIETNDSMHTSAG
                     TIALEQHISSEDAFLVTKLREAGAVIIGKANMTELANGMSFDMWAGYSARGGQTINPY
                     GTGEDDMFVGGSSTGSAIAVAANFTVVSVGTETDGSILSPAVQNSVVGIKPTVGLISR
                     RGIIPFTYSQDTAGPFARTVTDAAILLGSLTVVDEKDVATHKSKGIAEHDYTKYLDVN
                     GLNGAKIGVYSNAPKEYYESGEYDEKLFKKTIEVLRSEGATVVEDIDIPSFHREWSWG
                     VSLYELKHSLDNYLSKLPSTIPVHSISELMEFNENIAERALKYGQTKLERRKDVPNTL
                     RNPEYINARLEDIYFSQEQGIDFALEKYNLDAILFPSYIGSTICAKAGYPSIAIPAGY
                     MEGGRPFGITLASTAFSEGTLIKLAYAFEQATNHRKIPGLS"
     gene            complement(814487..815704)
                     /locus_tag="DJ46_876"
     CDS             complement(814487..815704)
                     /locus_tag="DJ46_876"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK63544.1"
                     /translation="MQQRSLTYYLGSKICITLADIVYIMIITTHMYITTKSATLTALF
                     PLLQVITNLIANTSAPLIMNRFSSYSLLFTLQWSKTALLFLLMILFPVLSTNIVALLI
                     FIFFISLCSGWSAPLLYGILPRLTPKENLVKVNSIFSFFTQIAQAAAYTFTSVIVLLI
                     GATSTLMMNNILMIFGCVALHFSLRSIHNEQVIEPSSSKAAALLEGWKLLFQNPALRT
                     VTCMDLIETFAGTIWIGAITMAYVTTVLHKGEEWWGYINTSYYVGTLIGGLLAWKMST
                     YIQNNLIRSMAIGSLMFSILTFLYGMTSSGLIALFLCVLMGPCYQVRDISQTTVLQSS
                     VEPTLLSKMYTAHGALLSTASGLSMLSVGIITDIFGVRTIYIIASLLILCSACLSFSL
                     LKYRKTDQKNISM"
     gene            815980..816408
                     /locus_tag="DJ46_877"
     CDS             815980..816408
                     /locus_tag="DJ46_877"
                     /note="nfeD-like C-terminal, partner-binding family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62049.1"
                     /translation="MAAWVIWFIIAGILFIAEMLSITFYMLWLGIGAVVGGLIALFAP
                     EALLLQVVAGAIVSLTLTFFTKRISKNFREAKGFTDTVDMLVGKKGIVMQAITKETNG
                     IVKVDGDTWTAVADAPIDTGEKVVVIKRNSTILQVKKESE"
     gene            816411..817376
                     /locus_tag="DJ46_878"
     CDS             816411..817376
                     /locus_tag="DJ46_878"
                     /codon_start=1
                     /transl_table=11
                     /product="SPFH domain / Band 7 family protein"
                     /protein_id="AIK65710.1"
                     /translation="MVALTLTIIFALIVVTFIALTIKIIPQQKVGVVERFGKFQRVMQ
                     PGLNLLIPIVDRVRVYHDLRIQQTNVPPQKVITKDNVQVEIDTIIFYQVVEPELATYG
                     ISNYEYGVRNITSATMRQIIGKMELDETLSGREKISTEIRLALDEATEKWGVRIERVE
                     VVDINPPKDVQASMEKQMKAERNKRAIILEAEAAKQDKVLRAEGEKQSKILMAEGDKE
                     ARIREAEGIKEAKELEAQGEARAIEEIAKAEQNRIELLREANLDERILAYKSFESLAE
                     VAKGPANKVFIPSNAIETLGTLGAIGEIFKEKQAKKLPLNNTEKE"
     gene            817483..818073
                     /locus_tag="DJ46_879"
     CDS             817483..818073
                     /locus_tag="DJ46_879"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AIK61606.1"
                     /translation="MQILLIRHGESEADILNVHEGRADFELTEKGRQQVQRLVQKVKA
                     DFPPDFIWASTLKRARETGETLAEGIGCPIQLEEELMEFNNGVQAGLSFEEAKKYPEP
                     KFLHDRFENGESFIEFRMRIEGIFSKIVTENTYDRIAIVAHGGVINSLLRAFFKMPIS
                     MDYYFKMGDTGISLIEIDGEQKTVHFINDTNHLHGM"
     gene            818080..818856
                     /locus_tag="DJ46_880"
     CDS             818080..818856
                     /locus_tag="DJ46_880"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AIK61887.1"
                     /translation="MYKVVFFDVDSTLLSEIDRSMHESTKEAIRRLIDKGIHVVVTTG
                     RPYSLCSQFNALGINTIISANGAHIKCGETVIHKSVLSSEIVHDLSEFAALHGHGVSY
                     FTEDFAMNGIAADNGRVMQALSETLNLEKYPEKSRDLSEEIYCLCLYADEIEAQKFLE
                     RYPALTFERFHGYVMNVLEDNKVSKVTAIQKVLEHLNICKSEAIAFGDGRNDIEMLEY
                     VGLGIAMGNGGEGLKIRADFVTKKASEGGILFALEKHYVV"
     gene            complement(818864..819325)
                     /locus_tag="DJ46_881"
     CDS             complement(818864..819325)
                     /locus_tag="DJ46_881"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61250.1"
                     /translation="MFVQSALHQLKVAVDTSIQMLDQYTEIDLKIAPIQSKRSLFEMC
                     AHLSLICHADLLILNGSTEKELRTFYLEHTPETITYMQQIMLEGFTLLSKTFLSYSQE
                     ELAEIKTAYWGVSYSRFEWLLEIVAHFYHHRGQIHILLCEHIKDPNVPLFQ"
     gene            819446..820672
                     /gene="alr"
                     /locus_tag="DJ46_882"
     CDS             819446..820672
                     /gene="alr"
                     /locus_tag="DJ46_882"
                     /EC_number="5.1.1.1"
                     /note="alr: alanine racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine racemase"
                     /protein_id="AIK62500.1"
                     /translation="MKREIEWNAIIELGVRPMSLKYGRDTIVEVDLNAVKHNVKEFKK
                     RVNDENIAMMAAVKANGYGHGAVEVAKAAIEAGINQLAIAFVDEAIELREAGINVPIL
                     ILGYTSVAAAEEAIQYDVMMTVYRSEDLQGINEIANRLQKKAQIQVKIDTGMSRIGLQ
                     EEEVKPFLEELKRMEYVEVVGMFTHYSTADEIDKSYTNMQTSLFEKAVNTAKELGIHI
                     PYIHSSNSAGSMEPSNTFQNMVRVGIGIYGMYPSKEVNHSVVSLQPALSLKSKVAHIK
                     HAKKNRGVSYGNTYVTTGEEWIATVPIGYADGYNRQLSNKGHALINGVRVPVIGRVCM
                     DQLMLDVSKAMPVQVGDEVVFYGKQGEENIAVEEIADMLGTINYEVTCMLDRRIPRVY
                     KENNETTAVVNILRKN"
     gene            complement(820693..821406)
                     /locus_tag="DJ46_883"
     CDS             complement(820693..821406)
                     /locus_tag="DJ46_883"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AIK62366.1"
                     /translation="MSKKLIYSDYDIFASIYNKHWGHYAEHAYLLLEKLVLQYAPPHS
                     HILDLCCGTGHLTKKLIDNHFVVTGIDGSAQMIEYARQNAPDAAFIVDDARYFNINEQ
                     FQYVISTGDSLNHILKLDELKSVFRNVYSVLHSEGTFVFDMNTEKGFLENWTASFHIS
                     ADEYVCTIDSTYDSENKKAEMNFILFQHDIDNNWTRSDFSFEEACYSNEEIISSLESV
                     GFKDIQSHGTNRAFFICQK"
     gene            complement(821399..822286)
                     /locus_tag="DJ46_884"
     CDS             complement(821399..822286)
                     /locus_tag="DJ46_884"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63783.1"
                     /translation="MEIQKKWSLTECEIQQMKDLAHICGQHDRIDYSSDLHINFLTAR
                     NKEEINDFLFYDDTKLVGALSMYDFERPTKLELIGFVHPNYRKQRIGTTLLQTAMKEI
                     RLRGADEALLIMNGESASGKEFAIHMELPYLHSEYSMEFKGKEVQKTTKNAIQLTLAS
                     SKSLLDLIELSSKAFGDSVENTATWLQKMMNSSSHQVYSVLINEKVIGTITVSKEDQS
                     TTLSGFAVHPSYQGQGYGKDILTSMIHTLITKGVSTIKLDVETKNNNALKLYTQCGFE
                     MKAKHDYYNVMNSGVNTYV"
     gene            complement(822310..823188)
                     /locus_tag="DJ46_885"
     CDS             complement(822310..823188)
                     /locus_tag="DJ46_885"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminoglycoside phosphotransferase"
                     /protein_id="AIK61819.1"
                     /translation="MLQQLFASPILSIQTLHPGYEEHASDVFLVKTAFEEVIVRSSKM
                     NEEPNNDFWWGCKNLFGIDPRNVHHLELIHELLKKHTNLPIPTILQKHVLNGRKFVSV
                     EKLTGNTLQSFIGQSDSILFSLGKGLAEIHSFQAAFIGNPSGTFQVPLEEFKSHILKV
                     SKELVNRFYSDNASIRNAFPTFEQQLSSLPVPKEATLVLIDMDPTQFLSDGTTITGLV
                     DTEAYAVAPREFEFIGLEYVLTEKEAHAFKSGYETIMPIPQLEKCRQPYRYLYRLLSV
                     QGSVELEKWLRHPSYF"
     gene            823576..824784
                     /locus_tag="DJ46_886"
     CDS             823576..824784
                     /locus_tag="DJ46_886"
                     /note="MGT: glycosyltransferase, MGT family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase, MGT family protein"
                     /protein_id="AIK64512.1"
                     /translation="MANVLVINFPGEGHINPTLAIISELIRRGETVVSYCIEDYRKKI
                     EATGAEFREFENFLSQINIMERVNEGGSPLTMLSHMIEASERIVTQIVEETKGEQYDY
                     LLYDNHFPVGRIIANVLQLPSISSCTTFAFNQYITFNDEQESRQVDETNPLYQSCLAG
                     MEKWNRQYGMKCNSMYDIMNHPGDITIVYTSKEYQPRSDVFDESYKFVGPSIATRKEV
                     GSFPMEDLKGEKLIFISMGTVFNEQPELYEKCFEAFKGVEATVILAVGKKINISQFEN
                     IPNNFKLYNYVPQLEVLQHADVFVTHGGMNSSSEALYYGVPLVVIPVTGDQPLVAKRV
                     NEVGAGIRLNRKELTSELLRETVKEVMYDVTFKENSRKVGESLRNAGGYKRAVDEIFK
                     MKMNSYLKLK"
     gene            824952..825797
                     /locus_tag="DJ46_887"
     CDS             824952..825797
                     /locus_tag="DJ46_887"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61498.1"
                     /translation="MKKVFEYVLLTIGSIIVAGSLELILAPNGLVDGGVTAIAIMANK
                     VAGLPLYGVFLGINIPILLFTAKVMGKKFFIRTSYANVVTTLGLIYLKPFPAITTSEL
                     LIVLYGGVLFGVGVGIVVKMGGAIDGSEMLAVWMNKHFKVPISTFLLAVNAVIFIFVA
                     ILFSIEQAMFSLAIFYIVTKMIDFILDGINQGKSVMIISGKNKEIGDLLMKELQLSVT
                     YLHGEGGFLGEHKRIIYCITNRFIYPKMKDLVLSVDPTAIIEASYSTETTGVKRPGRA
                     MRSEK"
     gene            complement(825844..827244)
                     /locus_tag="DJ46_888"
     CDS             complement(825844..827244)
                     /locus_tag="DJ46_888"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK64838.1"
                     /translation="MDLTIPLVLQNKTPIYLQIYEYMKREISQGSLRAGTRLPSHRNL
                     AMQLNVSRITVESAYQQLLAEGYVESKPKRGIFVAEVDIDVIQKKQQIASNIANNKES
                     EQYDYDCSQGLIDQKSFPITNWKRALHETLFQYEDELFAKEDPQGELVLREHISKYLY
                     HARGVHSSPDQIIVGAGTQPLLWLLLQLLGSKKEYGIENPGFHRIPAMIQSCGLPVHP
                     IPLDDKGIHISTLRESGANVAYVTPSHQFPLGIIMPLSRRLELLKWANDCKGYIIEDD
                     YDGEFRYIGKPIPSLQGLDSNERVIYMGTFSKSFLPSLRMGYIVLPPHLLKVYKELGG
                     MFKQTVSTMQQLTFATFIQNGDWERHINRSRTLYKRKHISLIKSITNEMGNNVHILGE
                     QSGLHIVLHVHNGMNERELLHVAAKQRIKLYPLSTYDSVHNVREESYVLLGFGSIPED
                     CIETVVKLLKKAWFPK"
     gene            827375..827797
                     /locus_tag="DJ46_889"
     CDS             827375..827797
                     /locus_tag="DJ46_889"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK66005.1"
                     /translation="MNIKEVVTEADLHDVFPVLQQLRTKLSREEASSLFQKMKEENYK
                     LFSLRNEENEVVSLAGVAICTNFYNEKHVFVYDLVTAEAHRSKGYGNVLLSYVEKWGK
                     EKGCSSIVLTSAFPRIDAHRFYEREGFDKVSYSFYKEL"
     gene            827945..828322
                     /locus_tag="DJ46_890"
     CDS             827945..828322
                     /locus_tag="DJ46_890"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK61873.1"
                     /translation="MEKIKKLSIPNDVRVIIISDIHGELDLFKELLHKVNFQDEDYLI
                     INGDLCEKGRNSIGVVNYVMDLVVSKPNVYVIEGNCEVVVEALVNENHALINYLCTRK
                     NTIFNEWLAQLNITFIKKVISVN"
     gene            828268..829071
                     /locus_tag="DJ46_891"
     CDS             828268..829071
                     /locus_tag="DJ46_891"
                     /codon_start=1
                     /transl_table=11
                     /product="putative serine/threonine specific protein
                     phosphatase"
                     /protein_id="AIK65323.1"
                     /translation="MASAIEYYVHKESDIRELKTKLMSHFSKEIKWLTELPTAIETED
                     YIFVHAGLEDREDWKETERKNAIAMPEFFNQSHKANKYVVVGHWPVVNYSEKAPSNNP
                     VIDKEKKIIAIDGGNAIKEAGQLNAFIIQRTSASDKFSYTYVDYFPEYEVIADFHADA
                     TMQGGVTYPHYYIELIEKKQDYTICRQKETNTLLSVKDEYIKQLDSGEYTVKTDISCA
                     QISVKKGDIVSFIDGSCSGYDLIKKDGVEGWIEKGILVEIEKTKKKIFS"
     gene            complement(829171..829701)
                     /locus_tag="DJ46_892"
     CDS             complement(829171..829701)
                     /locus_tag="DJ46_892"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64248.1"
                     /translation="MNNRFSITLFLTIVTTNIILYFFLPSNIVTKWDFNGTPTSTMDK
                     GTFVIVNIIICSFVFFLFLALSKAASNQKFLHLIGNTMLLFLFFVDIVIALIALGFSL
                     PLDHFIFLTLGLLFILIGYFSSKIDTTKSTVSLEWNDKHLEKRASNICSISMIIAGIF
                     LAGLPFIVYAPYRGYV"
     gene            829838..830395
                     /locus_tag="DJ46_893"
     CDS             829838..830395
                     /locus_tag="DJ46_893"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65619.1"
                     /translation="MKNVIIKGDKVTIRTIEESDIKTLWNLVFKEENPEWKKWDAPYF
                     SFSMQEYSVYKEKMQTRLKEEPLSNLIIENNGQVIGTVGFYWEYKPTRWLEMGIVIYN
                     PAYWNGGYGTEALTLYRDLLFEKMEIGRVGLTTWSGNERMMKVAEKIGMSLEGRMRKC
                     RYYNGTYYDSIRMGMIREEWEALKN"
     gene            830484..830969
                     /locus_tag="DJ46_894"
     CDS             830484..830969
                     /locus_tag="DJ46_894"
                     /note="lin0611 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66397.1"
                     /translation="MTYVIREMKQEDIHAVQSVAKIAWHDTYEGIIPREIQDSFLDEA
                     YSEEKMKYRLENTHLFVAEEEGEVIGFANFSPVRLQNEAELGAIYLLPDQQGKGIGSA
                     LLQKGLTVLKGIRKLYIHVEAANEKGKRFYEAKGFAQLEEFEEDFEGHMMQTVRMVLY
                     I"
     gene            830982..831350
                     /locus_tag="DJ46_895"
     CDS             830982..831350
                     /locus_tag="DJ46_895"
                     /codon_start=1
                     /transl_table=11
                     /product="cupin domain protein"
                     /protein_id="AIK65703.1"
                     /translation="MKIFDFSEKVGKQITAFQSNFIMSKIVNHQGNIHIGAMHLKENG
                     IIGYHEAVVSQLLLIVDGEGYVCGANKEKVKVEAGQAVFWEKGEFHETSTEKGLMAIV
                     IESEELEKGILMKEVGKFDD"
     gene            831371..831565
                     /locus_tag="DJ46_896"
     CDS             831371..831565
                     /locus_tag="DJ46_896"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65639.1"
                     /translation="MRKVTQIVICATAVLFITLAMVNGETWKDKIVISLAVLIFTGFS
                     LVWNTFVINLMEKFNRKRSN"
     gene            831566..831751
                     /locus_tag="DJ46_897"
     CDS             831566..831751
                     /locus_tag="DJ46_897"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61667.1"
                     /translation="MLKQGRIIIVIGTLVTLIASFMVPADNKTRLINVLVIFLFGVIA
                     VWSSVLFERIYQKIHKK"
     gene            831813..831986
                     /locus_tag="DJ46_898"
     CDS             831813..831986
                     /locus_tag="DJ46_898"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61857.1"
                     /translation="MIIVIMVESAHKCNFDYVGVPYPVGYLGDEKVLRFNHDKIVEEM
                     HRGYMTESELVEL"
     gene            832037..832225
                     /locus_tag="DJ46_899"
     CDS             832037..832225
                     /locus_tag="DJ46_899"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63376.1"
                     /translation="MGKIMRTLVIIGILIPPVLLWSAPDVPLNDKQLFIGLQLTVGFT
                     TVVVLEIMFKNRKKKREK"
     gene            832367..832558
                     /locus_tag="DJ46_900"
     CDS             832367..832558
                     /locus_tag="DJ46_900"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61582.1"
                     /translation="MLKQGKFMILNGTMVLVIAGWFFPFNLWQKLFFSIGMISIGMLA
                     YGSSVLFNRLAKKITNRGE"
     gene            complement(832799..833140)
                     /locus_tag="DJ46_901"
     CDS             complement(832799..833140)
                     /locus_tag="DJ46_901"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61375.1"
                     /translation="MDYKFELLSTGSLVIRLQKEFDTLEAFLNVEVSTFGDWITETVD
                     KILNKKSHHEKISANIFGADVRRDTTVIFNKYDEDEIEIPLEIETITLRNLIDIYLNE
                     HTKLISEKNNQ"
     gene            complement(833303..833626)
                     /locus_tag="DJ46_902"
     CDS             complement(833303..833626)
                     /locus_tag="DJ46_902"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62132.1"
                     /translation="MKKGLGLLVTIMIEAGIVYKSSKILKWSFVDLTFFAGICFVIIT
                     YYFSSKGGFSSNSVRLQAQARLGIKVEEEKFEISVNPILIGSIVYTVLSLILVVISYW
                     GYFIK"
     gene            834594..835019
                     /gene="ytfJ"
                     /locus_tag="DJ46_903"
     CDS             834594..835019
                     /gene="ytfJ"
                     /locus_tag="DJ46_903"
                     /note="spore_ytfJ: sporulation protein YtfJ"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YtfJ"
                     /protein_id="AIK64539.1"
                     /translation="MDHPIQGLMKAAMENLKEMVDVNTIVGEPVQTADGGVVLTVSKV
                     AFGFGAGGSDFQTNDGQRANGNPAFGGGSAGGVSITPVAFLVVNKDGVNILHLQNATH
                     LAEKMIELAPQTIDKIQSMFQKDEKKEGNHHPQNPDEIL"
     gene            835180..835947
                     /locus_tag="DJ46_904"
     CDS             835180..835947
                     /locus_tag="DJ46_904"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65565.1"
                     /translation="MSGGSDQVKNMIYINGNRRGHCFITSGITFKEFASNIPSPLHQV
                     LLLKHNFEWTDFHYHTLFEYVEEENIHKLIQAEIDEFCWVDFDDASDLDELEPKEIAE
                     LLYLAHKKEPLARTFFPLLKNRFVYFSHDDGWYNKVYYRRIADFVGMLSKVIPYKLGA
                     FGKKRFSFFQKSKIFPAISKEVIMGLLPLMEDGLYIDLAGKIESRRGLEIPVYVVGSY
                     ESTDEVLDNIDELKEEATETGWLIFDKKEQEWQWVVD"
     gene            835999..836319
                     /locus_tag="DJ46_905"
     CDS             835999..836319
                     /locus_tag="DJ46_905"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61796.1"
                     /translation="MKKYYTIVGIISIILVAILLITCPKESDFKLYLEDKYALKCDES
                     SFECTQNVDGKKEKLKFESTDARNGVFFMTVKQTFKTEADVTKEYSGVGMFGTFLFVS
                     EKTF"
     gene            836389..836601
                     /locus_tag="DJ46_906"
     CDS             836389..836601
                     /locus_tag="DJ46_906"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62577.1"
                     /translation="MKKECIVCGGEEFFSSTLYARTKQDWAYAPNMYRFEKVFIEHRD
                     EENYPVFQEITAKHCCGCGHIMLYHE"
     gene            complement(836631..836969)
                     /locus_tag="DJ46_907"
     CDS             complement(836631..836969)
                     /locus_tag="DJ46_907"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64181.1"
                     /translation="MRRKRNHHFKSGEKNEEYAAEISPAGLPIRHKRKEIANEIEGTN
                     TGAMIGYVALFLSLFSIAFYPVTLGSLAILVGLLAVNFGARTLGYTAIGFGSFSVLFT
                     LLYPLALSAF"
     gene            837175..837885
                     /locus_tag="DJ46_908"
     CDS             837175..837885
                     /locus_tag="DJ46_908"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK63818.1"
                     /translation="MTKFNWHESAEKKWDSSAEFWNQNSQEMWDSGSRSTIIPFFEQY
                     VKKEAEVLDVGCGDGYGTYKLSRTGYKAVGVDLSEVMIQKGKERGEGPDLSFIKGDLS
                     SLPFENEQFEAIMAINSLEWTEEPLRALNEIKRVLKSDGYACIAILGPTAKPRENSYP
                     RLYGKDVVCNTMMPWEFEQLAKEQGFKVVDGIGVYKRGVNEKMLGQLSTELQQSLTFL
                     WVFMLKKHKEMKEFLGGK"
     gene            837886..839637
                     /locus_tag="DJ46_909"
     CDS             837886..839637
                     /locus_tag="DJ46_909"
                     /codon_start=1
                     /transl_table=11
                     /product="formate--tetrahydrofolate ligase family protein"
                     /protein_id="AIK63229.1"
                     /translation="MQKIQKTDTISSEPIKGGLGYMTTTTTVKSDIEIAQEANMKKIQ
                     EIAADLNILEDELEPYGHYKGKLSLDIFKRLQNEKDGKVVLVTAINPTPAGEGKSTVT
                     VGLGQAFNKIGKKTVIALREPSLGPTMGLKGGAAGGGFSQVVPMEDINLHFTGDIHAI
                     TTANNALAAFIDNHIQQGNTLGIDTRKIVWKRCVDLNDRALRNVVIGLGGPVQGVPRE
                     DGFDITVASEIMAVFCLATDIQDLKARLSRIVVAYNFANQPVTVKDLGVEGALTLLLK
                     DALKPNLVQTLENTPAIIHGGPFANIAHGCNSVIATTMAAKLGDYVITEAGFGADLGA
                     EKFLDIKARAAGIKPEAVVIVATIRALKMHGGVAKDQLKEENVDALAKGMENLQKHVE
                     TIQSFGVPFVIAINKFITDTDAEVAYLQEWCNERGYAVSLTEVWEKGGQGGVDLAEKV
                     LKEIEKGENNYAPLYELELPLEEKIRTIAQKVYGAKDIEFAPKARKQLAQYEGEGWSN
                     LPICMAKTQYSLSDDATKLGRPSDFIVTIRELKPSIGAGFIVALTGTMLTMPGLPKQP
                     AALQMDVNEDGKAVGLF"
     gene            839728..840255
                     /locus_tag="DJ46_910"
     CDS             839728..840255
                     /locus_tag="DJ46_910"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62222.1"
                     /translation="MFDPTAFDNLKVIVEGAVYDFDLHGDILVTDRKDMMDLASLSRI
                     YHISFQLTEPFEPLVEATFSLSVDAKNLSGEILEVPQFIPGCEMKLAFSFPIEKPEVV
                     CGEIETFMHSIWGKERMITQKLSYEYNKQAISYHNKVEVLFQKAITEDHVDDLIAVIS
                     HMIETVRTIQHFLQK"
     gene            840275..841444
                     /locus_tag="DJ46_911"
     CDS             840275..841444
                     /locus_tag="DJ46_911"
                     /note="helicase conserved C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62152.1"
                     /translation="MIKDMQPFLQQAWEKAGFKELTEIQKQAIPTILEGQDVIAESPT
                     GTGKTLAYLLPLLHKINPEVKQPQVVVLAPTRELVMQIHEEVQKFTAGTEISGASLIG
                     GADIKRQVEKLKKHPRVIVGSPGRILELIRMKKLKMHEVKTIVFDEFDQIVKQKMMGA
                     VQDVIKSTMRDRQLVFFSATMTKAAEDAARDLAVEPQLVRVTRAESKSLVEHTYIICE
                     RREKNDYVRRIMHMGDVKAVAFLNDPFRLDEITEKLKFRKMKAAALHAEASKQEREAT
                     MRAFRGGKLEILLATDIAARGIDIDDLTHVIHLELPDTVDQYIHRSGRTGRMGKEGTV
                     VSLVTPQEERKLLQFAKKLGIVFTKQEMFKGSFVETKPKAPKKKKPAFTGKKKPR"
     gene            841587..842033
                     /locus_tag="DJ46_912"
     CDS             841587..842033
                     /locus_tag="DJ46_912"
                     /codon_start=1
                     /transl_table=11
                     /product="xylose isomerase-like TIM barrel family protein"
                     /protein_id="AIK62355.1"
                     /translation="MLRVCNEIGDLAFRFGGFFAIETGSEKAIVLKRFIENINSKGLA
                     VNFDPANLISDVNENPVEGLLLLKDYIVQTHIKDCTKVKSDSSSKYIEVAAGNGEVDF
                     DIFFKVLDNIGFEGYNMIERNDYFDELDGMSQSINFAKKYIPTQKE"
     gene            842089..842472
                     /locus_tag="DJ46_913"
     CDS             842089..842472
                     /locus_tag="DJ46_913"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK62989.1"
                     /translation="MIHKVGQIMLYVNNQDEAVNFWKEKVGFHVVAEEDNKQGMRWIE
                     IAPKSGAETSIILHNKEVISKMSPELNLGTPSLMFFSENLDQLYTDLTNKNVTVGEMV
                     TMPSGKVFNFADSEGNYFAVMEKNQ"
     gene            complement(842518..843156)
                     /locus_tag="DJ46_914"
     CDS             complement(842518..843156)
                     /locus_tag="DJ46_914"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc dependent phospholipase C family protein"
                     /protein_id="AIK65514.1"
                     /translation="MGSRIMHAIIANGIAEKLCIQDKTSFILGGVAPDAVHSAEEKGT
                     SHFYASTTKNYTRRIAFNSFFQKYKAQMDSPFLLGYYTHLIADDNWLSGFFLPWLKNR
                     IENDETIAPLYYNDFKLLNAKLLHHYDKEQQLFSLLNQDTHIVDIEEVSKENVLEFRK
                     YLFEDMLYPEQHLHKDLQVFTFNQIIGYIETAIEKGVFYINQLSNEKSTSNM"
     gene            complement(843186..844172)
                     /locus_tag="DJ46_915"
     CDS             complement(843186..844172)
                     /locus_tag="DJ46_915"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK61878.1"
                     /translation="MKAIVVTSFGGSEVMKYTDVDIPAISEDQVLIRVVATSVNFADI
                     KSRYGKKGNKALPFILGIDAAGIVERVGSHVKNIYPGQRVIAFPQNGSYAEYVVANEN
                     LTFVLPDEVDFQTAAACPIVSFTSYNLLANVARLQQGESVLIHAAAGGIGTTAIQLAK
                     LLGAGTVIGTVGSEAKKEIALDAGADYVIGHQDEDFVEKVNELTNGEGVDVILDSISG
                     TVSERSLKCLAYYGRLIHFGNASGEIGNFQTKDLHASCRSILGFSFGTTRKKRPELLQ
                     ETANEVFRYLRDGHLQIKATKSFPLQDAGKAHEWVESRKSTGKVILTVQSSS"
     gene            844378..844956
                     /locus_tag="DJ46_916"
     CDS             844378..844956
                     /locus_tag="DJ46_916"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK62666.1"
                     /translation="MKSEIDYVHLIQLTLAGNKEAYSELYDVTIQEVYKTVHFLIEDK
                     TDVDDVVQEVYIQLYESLRKYDSEKPFRPWLIGLTIKQIHSYRRKRWMRLRIIKKAEE
                     QRKPVQIDFSNDLISKISNQKLIELIHKLPYKLKQVIILRYLHDYSQEEVAQILHIPI
                     GTVKSRIHAALKKLRQKEQIEEIFLGEVGNVK"
     gene            844953..845633
                     /locus_tag="DJ46_917"
     CDS             844953..845633
                     /locus_tag="DJ46_917"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61724.1"
                     /translation="MSLDCRVRESIQEEAKGIVAPPELKEKVIVQIKMNQGGRKRKKR
                     LIAGVLAAAFLIPTTGFAYQSIMADGIYGSFENLKKHAGTMTLEAYMRFSAKLSEAKD
                     EMGTKEYEVFTKELKKLTNAKLAYGDSNGNIDYDALSSEKREEMKKVSMGLQPYFDKL
                     NGHKSSKEVLTQEEFDRYMEALMTHEIVRVKTKSTGAIKVEEIPEAYKERFIKAEQFM
                     EYVDEKVR"
     gene            complement(845691..846107)
                     /locus_tag="DJ46_918"
     CDS             complement(845691..846107)
                     /locus_tag="DJ46_918"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61756.1"
                     /translation="MQKVMLYLCFTLFVGVKIQFYLDTDAQVNFNVYPRLFYFTLFPL
                     IVGILLRFLQSINRETSKQNWSFQTDKFIAITLPMLFISFSPALLFSPVGSYLPYLAN
                     IILINTTFVTIISLIAGYSLLDCFIQKDTVNMKKYN"
     gene            complement(846193..847164)
                     /locus_tag="DJ46_919"
     CDS             complement(846193..847164)
                     /locus_tag="DJ46_919"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK65603.1"
                     /translation="MKKVEQLSSHLYLIDDFDLQHNERTGTYVLLGDDITLIETCAAP
                     SLPYILDGLQQLHIGLNEVKNIIVTHVHLDHAGAAGLMMEKCPNATLYVHSRGARHMI
                     DPTKLILGAKAVYKEDFNKLFDPILPIEEERVHIVQHGDTLQIAEDRILTFYDTPGHA
                     KHHISIHDSLTNGIFTGDTIGIYYRELADLGVELYLPSTSPSQFQPDAMIASKNHIQS
                     MNVDTIYFGHYGASSNVTEVYKQLEHWLPIFVHTGKEVFEKYNDFDEATKALQTILMD
                     KISSHLIKLNVPSDHSVYNILHLDIEISAMGIIDYFTKLEKTNPPIS"
     gene            complement(847262..847471)
                     /locus_tag="DJ46_920"
     CDS             complement(847262..847471)
                     /locus_tag="DJ46_920"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66189.1"
                     /translation="MKTAQHETISNREFYFVLYMMLLYVIGWVIDVNGLFLSSYFNLA
                     GEIMLPLVGGIVGLFVMSINKQQRQ"
     gene            847697..848179
                     /locus_tag="DJ46_921"
     CDS             847697..848179
                     /locus_tag="DJ46_921"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione peroxidase family protein"
                     /protein_id="AIK63143.1"
                     /translation="MTVYDFSAKTITGEEKSLKDYEGKVLLIVNVASKCGFTPQYKGL
                     QEVYDKYKEQGLEILGFPCNQFGGQEPGTEADITSFCELNYGVNFPMFAKIDVKGDKA
                     HPLYTYMTEQAPGLLGMKAVKWNFTKFLIGKDGKVVGRFAPQTKPVDLEVEIEKVLGE
                     "
     gene            complement(848263..850491)
                     /locus_tag="DJ46_922"
     CDS             complement(848263..850491)
                     /locus_tag="DJ46_922"
                     /codon_start=1
                     /transl_table=11
                     /product="transglutaminase-like superfamily protein"
                     /protein_id="AIK61652.1"
                     /translation="MITLQAKKQWDMTRFFMHACAFLLLLEWIRPLIGITNVGRLDIF
                     VIFIGICFTLSFFQTKWQIPIKIVTILFIIHLLYYKNIFINPSWLTKFFTDISRNSSL
                     LFQGNLLDISPVFPTVLFFLSFWFLSAFISFWLIHKKRGLLFLILTIIYITTFHNLHV
                     YNANYAIIRTVVIGFFMLSLLRIEHIKESEHLQNYAREISKLLKPLTIFIVLLATIAY
                     FAPKFGPQWPNPMDFLKFNTSESSKKQEVSKIGYGLDDSKLGGPFTSDPTIVFTAQTQ
                     NKQYWRVETKDFYTGKGWEVSENQKKVTFKNKNDVVSWYEQNTKTETTTATITMQKSY
                     PHLTYPAGLVSVEASSDISYSVDPFSEKIYTMDADSSTTLHSYKVTYEVPEFSIENLK
                     AVKTNEGQETNPYFMTKYTQLPESLPQRVRDLAVNLTNDKNNRYDKVLAIENYFTDHS
                     FVYETTNVSFPTKHQDYVDQFLFDTKSGYCNNFSTSMIVLLRSAGIPARWVKGYTEGT
                     LDNTLVGAEGEDVYKVANDNAHSWVEVYFPGYGWIPFEPTKGFTNPYNFTNNTPAPTL
                     QNNEVYNSNNEPIQQRNNEAKLKSLIEDTEDASTKKIPNSKNGFSWWYVFLSTIPISI
                     IGYILFITRMKWITFFIIHFYKYRKDDAVYTKAYDSLLKQFARIGIRRDESQTFREYA
                     LHVDTLYNSADMQQLTFSYEYAMYQKGQAAAEWKKSVHLWEKLMKKAASPPKSNDFHS
                     AI"
     gene            complement(850488..851702)
                     /locus_tag="DJ46_923"
     CDS             complement(850488..851702)
                     /locus_tag="DJ46_923"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62466.1"
                     /translation="MKRTLRALYHVTKLLLIPLCLVLTFVYAMLQGGFVSWFLFYSMV
                     PIGLYSLLLPFYALRGAEVKRITNQNDYVAGERFVSTITIKRKFPFPLLYLVIEDELP
                     PHLTSCRQTKMNKTILFPGLKRNISFQYAIDTIPRGEHTFSSVRVKTGDLFSMMEKEV
                     TFSVPDTFLIYPQYVDITYQQLENHFEQGALSANINFTKDSTISVGLRDYKPGDRFSW
                     IDWKATARTNNIMTKEFEQQRSHNIMIFIDRTESPLFESVVTFTASIVRAVLKQNSPA
                     SFVSVGKERTFFPLDNGDSQLQQIFCHLAKVQADSVFPLSQSVEMELRKVYEPVTIIL
                     VTSDLSPDIQKAADYTAIQNRKLLVFIVKEKPNQLSHRELSILETLQKRKIFVNVVYG
                     NQYTNVFFEVSK"
     gene            complement(851702..852592)
                     /locus_tag="DJ46_924"
     CDS             complement(851702..852592)
                     /locus_tag="DJ46_924"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AIK63681.1"
                     /translation="MHQLDSLHPIIEKIINNIEKLMVGKRKETILALTALLAEGHVLL
                     EDVPGVGKTMLVRALSKSIDADYKRIQFTPDLLPSDVTGVSIYNPKELQFEFKPGPIM
                     GNFILADEINRTSPKTQSALLESMEEGNITIDGMTRPLPKPFFVMATQNPVEYEGTYP
                     LPEAQLDRFLLKLKMGYPTPEEELLYLQQSVREVSMDKGIKHYIVKLVSQTRSYSSIQ
                     LGASPRGSIALMKASQAYAFIHGRNYVIPDDVKFLAPYVLAHRLILKMEAKFEGITGE
                     QVISKIVARTTVPTQRKMNL"
     gene            complement(852981..853322)
                     /locus_tag="DJ46_925"
     CDS             complement(852981..853322)
                     /locus_tag="DJ46_925"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64944.1"
                     /translation="MKYPYSFEVLNSGDLVMRLPKEIKLVETFLGIEVAAFGDWILEE
                     IHSILNGEKNYVVVNGNICGLEIQNDTTTILDNLAEYGKGEYCEIETMELVELIHIWL
                     NKRKEYKKDTK"
     gene            complement(853415..853915)
                     /locus_tag="DJ46_926"
     CDS             complement(853415..853915)
                     /locus_tag="DJ46_926"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62032.1"
                     /translation="MKLEPLYAENIIVAIIYKNEFRWYVTDKELWFLDYNKLDNAYKN
                     LGISIEDNDETEERNGIKVLDHENVEVFLVRINKYKTTKEELNYLLLENIKRKNAGED
                     LLDFSPILLINFDNKILYSMFPEPASYENYVPKDWSGTYEDFTEFIPTSEKYWIDKFN
                     NNLLLL"
     gene            854394..858077
                     /locus_tag="DJ46_927"
     CDS             854394..858077
                     /locus_tag="DJ46_927"
                     /EC_number="1.7.99.4"
                     /note="narG: nitrate reductase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate reductase, alpha subunit"
                     /protein_id="AIK61113.1"
                     /translation="MKKKPSALMRRLKYFSPIDRYNDNHTQETYEDREWENVYRKRWQ
                     HDKVIRSTHGVNCTGSCSWNIYVKDGIVTWEGQELNYPTTGPDMPDFEPRGCPRGASF
                     SWYIYSPLRVKYPYVRGVLWSMWLEELQNNESPLDAWKSIVENPEKARKYKQARGKGG
                     FVRANWDEVLQLVSASLLYTVMKYGPDRNVGFSPIPAMSMLSHAAGSRFMQLMGGPML
                     SFYDWYADLPPASPQIWGDQTDVPESSDWYNSGYIMTWGSNVPMTRTPDAHFLAEVRY
                     KGTKVVSVSPDFAESTKFADDWISVKQGTDGALAMAMGHVILQEFYVDNQVEYFTKYA
                     KQYTDFPFFVTLKQKGDQFVADRFLNASDIGRETKLGEWKPVLWNENTNDFATPHGTM
                     GSRWDNEKKWNLRLEDEETGGKIDPRLSLLGMEDSVQTVQIPYFSDDGNTVLERTIPV
                     KKVMTEEGEVFVTTVYDLTLANYGVNRGLGGQEPKDFNDDVPFTPAWQEKMTGVKREL
                     IIQIAREFAQNAVDTNGRSMIIVGAGINHWFNSDTIYRAVLNLVLLVGAQGVNGGGWA
                     HYVGQEKLRPAEGWQTIAMAKDWQGPPKLQNGTSFFYFVTDQWRYEDTPVGHLASPVE
                     GNSRYQHHGDYNVLAARLGWLPSYPTFEKNGIELYKEAVAAGATTQEEIGKYVAQKLK
                     EKELKFAIEDPDNKNNFPRNLFVWRANLISSSGKGHEYFLKHLLGTTNGLMNDDRDSL
                     RPEEIKWHEDAPEGKLDLLINLDFRMAGTALYSDIVLPASTWYEKHDLSSTDMHPFVH
                     PFNPAIGSPWEARSDWDIFTSLSKAVSDLAEKIDLDPMKEVVATPLLHDTPQELAQPL
                     GKIKDWSKGECEPIPGKTMPQIHVVERDYKTIYDKMTALGPNAGKQPIGTKGISWSAE
                     KEYEQLKSRLGVVRTDSIAKGCPDIKEAINAAEAVLTLSSTTNGHMAVKAWEALEKQT
                     DLKLRDLAEEREEECFTFEQITAQPKTVITSPAFTGSEKGGRRYSPFTTNVERLIPWR
                     TITGRQSFYLDHDMMKEFGETMATFKPILQHKPFRKSRPEVEGKEITLNYLTPHNKWS
                     IHSMYFDSLPMLTLFRGGPTVWMNKEDAAEAGVADNDWIECFNRNGVVVARAVVTHRI
                     PRGMAFMHHAQDRHINVPGTKLTSNRGGTHNSPTRIHVKPTHMIGGYGQLSYGFNYYG
                     PTGNQRDLNVVIRKLKEVDWLED"
     gene            858067..859542
                     /gene="narH"
                     /locus_tag="DJ46_928"
     CDS             858067..859542
                     /gene="narH"
                     /locus_tag="DJ46_928"
                     /EC_number="1.7.99.4"
                     /note="narH: nitrate reductase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate reductase, beta subunit"
                     /protein_id="AIK66088.1"
                     /translation="MKIKAQVGMVMNLDKCIGCHTCSVTCKNTWTNRPGAEYMYFNNV
                     ETKPGIGYPKQWEDQEKYKGGWELKNGEIQLKSGSKMKRLMNIFHNPDQPTIDDYFEP
                     WNYDYETLTTSPQRKHQPVARPKSAITGEFIDKIEWGPNWEDDLAGGHITGLQDPNVK
                     KMEEEIKTDFENVFMMYLPRICEHCMNPSCVSSCPSGAMYKREEDGIVLVDQNACRAW
                     RFCVSSCPYKKVYVNWQTNKAEKCTMCFPRIEAGMPTICSETCVGRIRYIGVMLYDAD
                     KVKEAASVENEKDLYESQLTVFLDPNDPEVVAEAKKQGIPEEWIKAAQESPIYKMIID
                     WKIALPLHPEYRTMPMVWYIPPLSPIMNMVEGKGSNWQAEEIFPAIDNMRIPIQYLAN
                     LLTAGDESHIRLTLKKMAVMRTHMRALQINKEPNEAVLKELGLTKQDVEDMYRLLAIA
                     KYKDRFVIPTSHREQVADLYNEQGSCGLSFAGGPGSCMTIS"
     gene            859562..860092
                     /gene="narJ"
                     /locus_tag="DJ46_929"
     CDS             859562..860092
                     /gene="narJ"
                     /locus_tag="DJ46_929"
                     /note="narJ: nitrate reductase molybdenum cofactor
                     assembly chaperone"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate reductase molybdenum cofactor assembly
                     chaperone"
                     /protein_id="AIK63867.1"
                     /translation="MKQSLQIAFSCSSFLLSYPELGWREALTELLEEIEAIEQEDVKA
                     ELTTFIKQALHKTNDQLIDSYVYTFDFGKKTNMYLTYMNTGEQRERGIELLELKQHYK
                     KSGFEVTDKELPDYLPLLLEFFANANEQDSEPIMSKYKENIQALHVQLKEADSMYEPI
                     LSAVLLAIDTWGVQTN"
     gene            860110..860799
                     /gene="narI"
                     /locus_tag="DJ46_930"
     CDS             860110..860799
                     /gene="narI"
                     /locus_tag="DJ46_930"
                     /EC_number="1.7.99.4"
                     /note="narI: respiratory nitrate reductase, gamma subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="respiratory nitrate reductase, gamma subunit"
                     /protein_id="AIK63391.1"
                     /translation="MMDQFLWVLFPYIIFAIFIGGHIFRYNYDQFGWTSKSSELLEKK
                     MLRIGSILFHFGIMFVIGGHVMGILIPEAVYRSIGISEHMYHVVAISFGLPAGIASII
                     GLIILTYRRVTVKRIIATSTKGDYIALILLLIVMLAGLSSTFLNIDSKGFDYRTTIGP
                     WFRSLFIFQPKVEYMTEVPVWFKIHILAGLGLFAVWPFTRLVHVFSAPIKYISRSYVI
                     YRRRIPNELKK"
     gene            861131..861517
                     /locus_tag="DJ46_931"
     CDS             861131..861517
                     /locus_tag="DJ46_931"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK63089.1"
                     /translation="MKIILSNVSNQPLYQQIKEQIKESIFNDELKEGEQLPSIRLLAN
                     DLHVSVLTTKRVYAELEAEGFIITRVGKGTYVAPTNLELLMESKRHMVEVKLAEVCQI
                     ARSIGIHADDLHSMMDLILEEEESGK"
     gene            861514..862380
                     /locus_tag="DJ46_932"
     CDS             861514..862380
                     /locus_tag="DJ46_932"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66434.1"
                     /translation="MNAVLEVNKLNKSYGNFSLKDVTFSLEKDCITGFIGTNGSGKTT
                     TIKAILGRILKDSGNIRFSGKDMDKNERKSKNKIGIVLDEGYFYDELTLKEMKNVIAP
                     SYTDWDEAVFLSYIKQFNLNLRQKISTLSKGMRMKFAVALALSHHADLLIMDEPTSGL
                     DPLVRNELMNILLDFMKEPGKSVFFSTHITSDLDKIADIIILINVGGIVVNEEKDILV
                     ETHALVKGDNRLINEQTKSLFLNLHQSQYGFEGITHKKDDVHRLMPDVLMERPTIEDI
                     MLSYIGGNNHVN"
     gene            862370..862840
                     /locus_tag="DJ46_933"
     CDS             862370..862840
                     /locus_tag="DJ46_933"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK65191.1"
                     /translation="MLINLVLKDFMLVKKYSLILLIFAAVAPIYVSSQIQLNDGGLVG
                     FLITVLLTEHILFSTISKFEDQYKGAALLCAIPYTRNTFVKAKYLFLFIIFICISIIR
                     IIISIIMPSGIEKLSVNALGITFLILSILFGILLPIQFKFGYDKTKFISFFTVF"
     gene            complement(863399..864091)
                     /locus_tag="DJ46_934"
     CDS             complement(863399..864091)
                     /locus_tag="DJ46_934"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, crp family protein"
                     /protein_id="AIK62246.1"
                     /translation="MANSMTLSQDLKELLASVEYKMQIKKGNFIFQEGMEATELYIIH
                     SGKVQISKLSADGQELTLRICSAYDIIGELTLFTDNAKYLLNSKCLEDVEVGVIKREA
                     LEKELLQKPALVFEFMKWISEHLRRMQTKFRDLVLHGKKGALYSTLIRMTNSYGVLKE
                     NGILIDLPLTNQELANFCATSRESVNRMLNELKKQGTISIHKGKITIHDLQFLKCEIA
                     CEDCSASVCSID"
     gene            864370..865383
                     /gene="moaA"
                     /locus_tag="DJ46_935"
     CDS             864370..865383
                     /gene="moaA"
                     /locus_tag="DJ46_935"
                     /note="moaA: molybdenum cofactor biosynthesis protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor biosynthesis protein A"
                     /protein_id="AIK64866.1"
                     /translation="MHENMKDSLKRPLQDLRISVIDRCNFRCTYCMPAEVFGPDYAFL
                     QEECLLTFDEIERLARLFISMGVNKIRLTGGEPLLRKDLPKLIARLAKLEGLKDIGLT
                     TNGIHLAKQAKALKEAGLKRVNISLDAIEDRVFQKINGRHVSTKPVLKGIEAAKEAGL
                     EVKVNMVVKKGMNDSQILPMAQYFKEQEIQLRFIEFMDVGSTNGWNFEQVVTKEQLIE
                     KINRVYPIEPVKPRYFGEVAKLYRYVGNDAEVGFITSVSESFCSSCTRARISADGKFY
                     TCLFGEKGTDLRSLLRENISDASLLKILQHTWEFRTDRYSDERTAESTNKRQKVEMSY
                     IGG"
     gene            865401..866414
                     /locus_tag="DJ46_936"
     CDS             865401..866414
                     /locus_tag="DJ46_936"
                     /codon_start=1
                     /transl_table=11
                     /product="thiF family protein"
                     /protein_id="AIK62243.1"
                     /translation="MQERYSRQVLFSGIGEMGQRKIREKHVLLIGAGALGAANAEALV
                     RMGIGKLTIADRDYVEWSNLQRQQLYTEEDAKQCKPKAIAAAEHVRKINSEVEIVPVV
                     TDVTMKEMEELTKEVDLILDATDNFDTRLLINDISQKENIPWIYGGCIGSYGVTYTIL
                     PGKTPCFRCLMDHPMGGATCDTAGIIQPAVQMVVAHQVTEAMKILVDDFETLRGTMLS
                     FDIWNNQFLSLKVNKQKKSTCPSCGNTRTYPSLTFESQVKTEVLCGRNTVQIRPGIKR
                     VLNLNEIKKRLQKIVHVQKTPYLLSFLIDEYRFVLFTDGRAFVHGTNDVKIGKRLYAK
                     YIG"
     gene            866457..867746
                     /locus_tag="DJ46_937"
     CDS             866457..867746
                     /locus_tag="DJ46_937"
                     /note="molyb_syn: molybdenum cofactor synthesis domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor synthesis domain protein"
                     /protein_id="AIK63553.1"
                     /translation="MLAKRIPIPVAEAVARVMKYAYQGETEEVSLIESYGRTLGEDVI
                     ADHDVPHFDRSPYDGFAIRAEDTKEASSSKPIQFEVIGEIGAGVVFTEEVKAFQAVRI
                     MTGAAIPRGCNAVVMLELTEGFEKSEKTYMTLKRCFAAGDNISFKGEDVKQNTILVKE
                     GTVINPGVAALLATFGYSSVHVVKRPIIGIVTTGSELLEVHEQLKPGKIRNSNSYMIA
                     AQIERAGGVVQYYGKFADDFETCFNTVKKAIKEVDILITTGGVSIGDYDYLPAIYERL
                     QANVLFNKIAMRPGSVTTVAEIEGKLLFGLSGNPSACYVGCELYVRPVIGTYLHRKDP
                     HIYRAEAILQKDFSKANPFTRFVRGRVEFADGQLQVTPVGLDKSSAISSLAEANAFIV
                     LPGGTRGFKAGITVSVLLLESTSGSEWPWKESLRSYK"
     gene            867791..868261
                     /locus_tag="DJ46_938"
     CDS             867791..868261
                     /locus_tag="DJ46_938"
                     /codon_start=1
                     /transl_table=11
                     /product="moaE family protein"
                     /protein_id="AIK64272.1"
                     /translation="MTHTYYEVIDTPISIEEVTNKVIRRECGAVTTFIGTVREFTKGR
                     RTLYLEYVAYKTMAEKQLERIGTEVGEKWPGTYVTITHRIGTLQISDLSVVVAVATPH
                     RKAAYEANEYIMERIKQIVPIWKKEYWEDGESWIGDQLERVTYANGEPRKEMRI"
     gene            868258..868491
                     /gene="moaD"
                     /locus_tag="DJ46_939"
     CDS             868258..868491
                     /gene="moaD"
                     /locus_tag="DJ46_939"
                     /note="moaD: molybdopterin converting factor, subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin converting factor, subunit 1"
                     /protein_id="AIK65838.1"
                     /translation="MIKVLLFAHLQEEVRKSSLHIDCENITVAKLKEVLIKEYNVAIS
                     NEIMVAINEEYANEDDIIQTGDVVAMIPPVSGG"
     gene            868572..869741
                     /locus_tag="DJ46_940"
     CDS             868572..869741
                     /locus_tag="DJ46_940"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK66288.1"
                     /translation="MKSPNFQLSLQTSNLIIGFMVWVILSSLMPYIKVDIPLTAGQIS
                     MVTAVPVILGSVLRIPIGYWTNRFGARKLFFISFILLLFPVFYISVANSMMDLIIGGL
                     FVGIGGAVFSVGVTSLPKYFPKESHGFVNGIYGVGNAGTAITSFLAPVIATSVGWRTT
                     VQCYLVLLAAFALMNFLLGDRKEKKVNTPLMEQIKGVYKNEKLWFLCIFYFLTFGSFV
                     AFTVYLPNFLVSHFGLEKVDAGMRTAGFIVLATIMRPIGGWLGDKFNPFKILIFVFIG
                     LTLSGIILSFMPSMNVYTFGCLLVAFCAGIGNGTIFKLVPMYFSEQAGIVNGLVSALG
                     GLGGFFPPLILTLLFQLTGHYAIGFMALSEVALACLIITVWMYSQEKLLVMLKNH"
     gene            870093..871010
                     /locus_tag="DJ46_941"
     CDS             870093..871010
                     /locus_tag="DJ46_941"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane transport family protein"
                     /protein_id="AIK66043.1"
                     /translation="MFVFIILDVILPILILMLIGAILQRKFQFNLKQLSTLITYCLMP
                     AAVFVNIYDIRIEIDLLLQIIYYLMLYSLSLIIVSHFISKILKLENGESAALKNSISL
                     MNSGNYGLPVSQLIFSQNPVGVSIQIFIVIFQNLLTYSYGIYNLLSATKTIGGIIQSF
                     LRLPVFHALVLGILFQFFTIQLPNSILLPLNQLANGFVAIALILLGAQLSNIKLNFFH
                     RVITWALIGRLLMGPLVAFAMIYLLNIDGIVAQSLFIASSFPTSRNTSTIAMEYQIEP
                     ELHAQIVLFSTLFSIITVTVVIYLSYILF"
     gene            871334..871711
                     /locus_tag="DJ46_942"
     CDS             871334..871711
                     /locus_tag="DJ46_942"
                     /codon_start=1
                     /transl_table=11
                     /product="spoIIAA-like family protein"
                     /protein_id="AIK64684.1"
                     /translation="MSKQNISTIVSGDLIVTHLIGQINTEDVYEWFNDFEQVCQQFIS
                     EGRKYKLLVDRKGYTPNHFSVQKVWKDKFFNETILNHSKAIAFLLEEGEILKYLQQSN
                     TKESVEFFDDYEQALIWLNEYPI"
     gene            complement(871902..872375)
                     /locus_tag="DJ46_943"
     CDS             complement(871902..872375)
                     /locus_tag="DJ46_943"
                     /note="cysG_Nterm: siroheme synthase, N-terminal domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64869.1"
                     /translation="MYNMYPLMFNLHNKVVVIIGGGKIAYRKASGLKDTGAFVTVVSP
                     EICKEMKELPYITWKQKTFSNDDIKDAHLIYAATNQHAVNLMVKQAAHNFQWVNVVSD
                     GTESSFHTPGVIRHDEYVFTISTSGKDPSFTKRLKQELTSILPKLIKKISLTHKL"
     gene            complement(872368..873078)
                     /locus_tag="DJ46_944"
     CDS             complement(872368..873078)
                     /locus_tag="DJ46_944"
                     /codon_start=1
                     /transl_table=11
                     /product="cbiX family protein"
                     /protein_id="AIK66238.1"
                     /translation="MKGIVYVGHGSRLQESNEQFIHFIQSVMKERNERIQKIAFLELT
                     TPTISDAVTETILEGATEIMIVPVLLFAAAHYKRDIPFEIEKMQKQYPHITFSVVPPF
                     STHPHMVELVVKRIREAMPMQNSSILLVGRGSSDPQPIHELQQIGVAVEQKLGMRVCC
                     SFLTKGTPSFTAELKTITSTASHVYVMPYLLFTGLLLQKIKLHTKKYDHVTTCNCLQF
                     DTYMKLTLLERMEEYVYV"
     gene            complement(873075..874499)
                     /gene="cobA"
                     /locus_tag="DJ46_945"
     CDS             complement(873075..874499)
                     /gene="cobA"
                     /locus_tag="DJ46_945"
                     /EC_number="2.1.1.107"
                     /note="cobA_cysG_Cterm: uroporphyrinogen-III
                     C-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen-III C-methyltransferase"
                     /protein_id="AIK64543.1"
                     /translation="MNGYVYLVGAGPGDEGLITKKAIECLKRADIVLYDRLLNPFFLS
                     YTKQTCELMYCGKMPKNHIMRQEMINAHLLQFAQEGKIVVRLKGGDPSIFGRVGEEAE
                     TLAAANIPYEIVPGITSSTAASSYAGIPLTHRNYSNSVTLLTGHAKGSLTDHGKYNSS
                     HNSDTIAYYMGIKNLPTICKNLRQAGKKEDTPVAVIEWGTTGKQRVVTGTLSTIVSIV
                     KNENISNPSMTIVGDVVSLRDQIAWKEHKPLHGKKVLFTSATNKTSVMKQKLQEAGAE
                     IYQIPTFKKEEYTLTLEQIIEIFNVNRLVFCSAESVEILMQSCSKYKKDIRSLQAELQ
                     HMNVATQEKLMQYGLLSKEAKFSSDTTVYLGRNINRIAFIQEKIGAGSYMMTHKYTID
                     HRFDEVHSRMLSEFLWDSIVFEGRASIDTFLAEVKRLGFLDIVTLPFSYTDVPTLRYA
                     NKVGFHNIDHQLQETLMQKDMVRQ"
     gene            complement(874525..874881)
                     /gene="nirD"
                     /locus_tag="DJ46_946"
     CDS             complement(874525..874881)
                     /gene="nirD"
                     /locus_tag="DJ46_946"
                     /EC_number="1.7.1.4"
                     /note="nirD_assim_sml: nitrite reductase [NAD(P)H], small
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrite reductase [NAD(P)H], small subunit"
                     /protein_id="AIK63407.1"
                     /translation="MIQTKDKIKVMRAEDLPIQIGKEVQMKGMSIALFRLSNGDIRAV
                     ENRCPHKNGPLAEGIVSGEFVFCPLHDWKISLLTGEVQKPDDGCIQTYEVEVINGDIY
                     IYICNLQKEASPLASF"
     gene            complement(874897..877302)
                     /gene="nirB"
                     /locus_tag="DJ46_947"
     CDS             complement(874897..877302)
                     /gene="nirB"
                     /locus_tag="DJ46_947"
                     /EC_number="1.7.1.4"
                     /note="nitri_red_nirB: nitrite reductase [NAD(P)H], large
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrite reductase [NAD(P)H], large subunit"
                     /protein_id="AIK62471.1"
                     /translation="MKKRLVMIGNGMAGIRCMEEILKHDCDSYEITIFGDEPHPNYNR
                     IMLSHVLQGKTNIQDIIMNEYSWYEENEITLYTNERVQSIDREEKVIMTEKNRTLTYD
                     KLIIATGSSAFILPVEGSTLPGVTGFRTIEDTQFMMDTAKEKKKAVVIGGGLLGLEAA
                     RGLIDLGMDVHVVHLMPSLMEQQLDTKAASLLREDLEAQGMKFLMEKKTVKILGTNHV
                     EGIQFEDGEVVDCDLIVMAVGIRPNTQIARDAGLIVNRGIVVNDYMLTNDESIYAVGE
                     CAEHDGIAYGLVAPLYEQGAILAKHISNLQTDGYSGSIVGTQLKVAGCDLFSAGQIYE
                     DDQTKAISIFNECKRSYKKVLIRDNKVVGIVLYGDTADGTRLFSMLKKEEDIQEYTPA
                     SILHKAGEESELDVATMSADDTICGCNGVTKGTIVHAILEQELTTFEEVKGCTKAAGS
                     CGKCRPLVEQVLSHTLGDAFDASAQSAGMCGCTPLSRDEVVAAIHEKGLKSPKEVRNV
                     LGFVHEDGCSKCRPALNYYLRMAIPEEYEDDKASRFVNERMNGNIQHDGTFSVIPRMY
                     GGVTTADDLMKIAEVAKKYDVPLVKITGASRIGLYGVKKQDLPNVWADLNMTSGYAYS
                     KSLRNVKSCVGSRFCRFGTKDSLGLGMLLEQSLEMVDTPHKMKMGVTGCPRNCAEVLT
                     KDFGVVCVENGYQLYIGGNGGTEVREADFVMIVPTEDDVLHIATAYMQYYRETGIYGE
                     RTAYWTERLDFDHIKEILQDANMVTKLNERFQTARGTYKEAWGQALETKSLKAMYEVE
                     TVK"
     gene            complement(877513..878220)
                     /gene="ric"
                     /locus_tag="DJ46_948"
     CDS             complement(877513..878220)
                     /gene="ric"
                     /locus_tag="DJ46_948"
                     /note="feS_repair_RIC: iron-sulfur cluster repair di-iron
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster repair di-iron protein"
                     /protein_id="AIK62919.1"
                     /translation="MEHTFTETSIVGEIVTQFPKASDLFKSYRIDFCCGGNKPLIDAI
                     HERNLSATEVITELNTLYHNTKRLNESEIDWKNASYRELIDYVIHKHHRYLNEELPQL
                     SPYVTKVLRVHGANQPHLAKIHKLFHELKMELEQHLIKEETEDFPLILEFEKNPTDEN
                     YAKLRKVVDELENEHNHAGNIIKELRKVTNDFTPPEGACGTYRLVYNRLEALESDLFE
                     HIHLENNILFPRAITRA"
     gene            878498..879067
                     /locus_tag="DJ46_949"
     CDS             878498..879067
                     /locus_tag="DJ46_949"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62253.1"
                     /translation="MEYVYHMVPEKLKGEYLIPLNELKRLYPNLYGDYIQKYKDHPQR
                     ENLLTRKIPKLECLWNDVVHFLPLHPYEIYKALLEIGVNIHTNKLFYKIPISALKGQC
                     MAIYKYSKHNWGGPNSELKECEIEFINFNEYKELKQLNTYTREYYRDEYKNGRRFGMF
                     HLIPHVLVKGKVEVKHIEIINWSIDPVTD"
     gene            complement(879192..880193)
                     /locus_tag="DJ46_950"
     CDS             complement(879192..880193)
                     /locus_tag="DJ46_950"
                     /codon_start=1
                     /transl_table=11
                     /product="excalibur calcium-binding domain protein"
                     /protein_id="AIK63320.1"
                     /translation="MAILSNIGTALFLIAFILLILCIISFFKKNGKAKQYGRPAVILF
                     MISIVLIITSAETANNPIVEFFSILSFVLFVFFLVLAILSVIKKTGVAKKQFIITAIL
                     FVIFGALSSISNPTSEKTTATSKQVASNNAEQKDSEKKKELEKKEADEKAQKQEDEKR
                     QADEQARKQEDEKRQADEQARKQQEEQKRLADEQTRKQQEEQKRQADEQARKQQEEQK
                     RQADEQARKQQEEQKRQADEQARKQQEEQKRQADEQARKQQEEQKRLADEQARKQQEE
                     QKKSQQTQTQPASGNTSSAYYKNCAAVRAAGKAPLYKGQPGYDSHLDRDGDGVACEK"
     gene            880393..880545
                     /locus_tag="DJ46_951"
     CDS             880393..880545
                     /locus_tag="DJ46_951"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65581.1"
                     /translation="MEFQLLVTCILQEGNAFFLVTKVDDVITLKVPITAGVAGLFLAL
                     GVPRCS"
     gene            880761..880970
                     /locus_tag="DJ46_952"
     CDS             880761..880970
                     /locus_tag="DJ46_952"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62636.1"
                     /translation="MKRRTFDIPVTLRREWFLIELAHLTKKYGIEIATSKMEAAPFLR
                     DQVTESKIGSGLQYDKYDDEYIIEN"
     gene            complement(881066..881905)
                     /locus_tag="DJ46_953"
     CDS             complement(881066..881905)
                     /locus_tag="DJ46_953"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetyltransferase family protein"
                     /protein_id="AIK61400.1"
                     /translation="MMTNLQKEFFKRLKIPAKEITFNDLDEILLNMGMILPYENLDIM
                     AGTIKNISKNNLVEKLLIQKRGGLCYELNSLLYYFLMDCGFQVYKVAGTVYDLYDNKW
                     KPDDGHVIIILHHNKKDYVIDAGFASHLPLHPVPFSGEVISSQTGEYRIRKRTTQKGT
                     HILEMRKGANGESTNFLQSEPSDEWKIGYAFTLDPIDEQKVNNIQKVIVEHKESPFNK
                     GAITCKLTNYGHISLTNKNYTETFKGTKNKRPIESKDYARILRESFGITQVKYVGKTL
                     ERG"
     gene            882456..883997
                     /locus_tag="DJ46_954"
     CDS             882456..883997
                     /locus_tag="DJ46_954"
                     /codon_start=1
                     /transl_table=11
                     /product="PGAP1-like family protein"
                     /protein_id="AIK61303.1"
                     /translation="MRLMRRCVALLIVFFIMAPMISTNVRAEVVKELKTGFPDQEVFT
                     PGEWFLGQKPANYDESKPPILFVQGRNGNANSWYGKTVYHDINDMYDYALKAGYQTVF
                     IQLYDAAGKGSASQWDNGKLLAQKLEEIYNHFGKKVNIVAHSKGGIDTQAALVGYGAN
                     QFVGNVITLATPHHGSNLADLSYSWWAGWLASILGQKDDGTYSLQMGEMAKFRSTIDN
                     NPAAKLNRYYTVTGTSWGPVFSALSMGGLYLSSYGSNDGLVNEWSAKLPYGTHLFTDS
                     RFDHDNIRKGSAVFSRIEPYLRTANVPAPALVASSTSSNENIEQLNTTSNQNILGGEL
                     PQNQWIEQTVTVDKKAEGIVSILTASSDVEVQMISPKGKVYTNKDSVITTGEDESFFG
                     GATIKTFKFDKMDVGEWKVKMMTKQSKDAYLVVSDYKTGAPFVLQMPTKVKANKSEYK
                     LKKSPVAPEMKGNLSITVRVVNKEGKLVSEYNELQNVNNNTFTGALKDIKQPGVYNVT
                     MDIKG"
     gene            884486..884761
                     /gene="spoVS"
                     /locus_tag="DJ46_955"
     CDS             884486..884761
                     /gene="spoVS"
                     /locus_tag="DJ46_955"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein S"
                     /protein_id="AIK64661.1"
                     /translation="MENILKVSSKSSPNSVAGAIAGVLRTSGNVEIQAIGAGSLNQAI
                     KAIAIARGFVAPGGIDLAFVPAFQEVTINDQERTAIKLIIGPRKKRS"
     gene            complement(884856..885356)
                     /locus_tag="DJ46_956"
     CDS             complement(884856..885356)
                     /locus_tag="DJ46_956"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61719.1"
                     /translation="MSNMNKSRIEILKMKAKRTGSRKELIDELSNIVTVSMDSFMEPE
                     SNDLFCKNLFNTLTQTSNIKNFGSTNYEENGRLSIVLLKETAKTIKFPVDQGRLFFSK
                     GGKFEAAKLNIAELFENLEELSTISRFLTGYADFVLVGDNLEFGIVIERTEYHYEFSM
                     WGVSTI"
     gene            complement(885673..885771)
                     /locus_tag="DJ46_957"
     CDS             complement(885673..885771)
                     /locus_tag="DJ46_957"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62122.1"
                     /translation="MSKNETVLLNQIEIVIEIFKNIQKVDPFYKDL"
     gene            886017..886340
                     /locus_tag="DJ46_958"
     CDS             886017..886340
                     /locus_tag="DJ46_958"
                     /codon_start=1
                     /transl_table=11
                     /product="n-acetylmuramoyl-L-alanine amidase family 2"
                     /protein_id="AIK64276.1"
                     /translation="MWGKMDGWLNLGGEQWIKNDPSYVKFSKKSTVDSSIVGKRVVSK
                     VNNLCFYDTPSWQDKDVAGSVDAGLGFIIDAKISVNDSYQYKVHNSHGQVFYITAIDT
                     YVNVR"
     gene            complement(886572..886739)
                     /locus_tag="DJ46_959"
     CDS             complement(886572..886739)
                     /locus_tag="DJ46_959"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63423.1"
                     /translation="MDYKFELLSTGSLVIRLPKEFDILEAFLNIEVSEFGDWIAETVD
                     KVLNKKVIMKK"
     gene            complement(886947..887693)
                     /locus_tag="DJ46_960"
     CDS             complement(886947..887693)
                     /locus_tag="DJ46_960"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65515.1"
                     /translation="MFYNNQPPYPQQPFYPQQQEQYEEQELQQQEQQYEQNPYATPQN
                     QELQYPQNPYTAPQTQEQQFQQNSYDTRPNYEYPQNPYAAPQNQELQYPQNPYVTPQT
                     QEQQFQQNPYPTQPQQTQYQQQMYQPNYDARVSPPKPPTFDITQPQILPPGPTLDITQ
                     PQILPPGPITEPTQQQIQQVVGTQFLPLKKPVLDFVKPWVDYGLNEAKHTSHKHALTE
                     VAAIMFLVGKGFNPTIAHYIVESWEKNEQF"
     gene            887803..888450
                     /locus_tag="DJ46_961"
     CDS             887803..888450
                     /locus_tag="DJ46_961"
                     /note="BH2835 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64035.1"
                     /translation="MTKQEKIEKTITFVKHILEKDASGHDWYHIERVHKLAISLSEQE
                     GGNRFIIEMAALLHDVADEKLNESEEAGMKKVSDWLEELHVEEEESKHVLHIIANMSY
                     KGGHGGKVESIEGKIVQDADRLDALGAIGIARTFAYGGAKGRLMYDPTIPPREAMTKD
                     EYRKNNDPSLNHFYEKLLKLKDLMNTNVAKQEAEVRHRYMEQFIEQFMKEWNAQI"
     gene            888447..890342
                     /gene="ccmA"
                     /locus_tag="DJ46_962"
     CDS             888447..890342
                     /gene="ccmA"
                     /locus_tag="DJ46_962"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK63990.1"
                     /translation="MKMLTVENLSKSYGEKPLFDGLSFSIAEGQRAGIIGVNGTGKST
                     LLKIIAGAEIPDTGDMTHSRGYTISYLSQQPEFDEQLTVLEQVFHGDTPLIRLLRDYE
                     KALLHIEKDPSNEKVQEQLFAVQQRMDAMSVWEANANAKSLLTKLGITDFTATVGNLS
                     GGQKKRIAMAQCFIETPDLLILDEPTNHLDHETVEWLEEYLARYTGAVLLVTHDRYFL
                     DRVTNRIFELDNGKLYSYEGNYSTFLEAKALREEQELAQESKRQNLYRRELAWIRRGA
                     KARSTKQKARIQRFEELKGQEGPAAKQSVDIALSGSRLGKKVLELKDVTKKFGDKTVL
                     NNFNHIVKPGDRIGIIGANGSGKSSLLNMLAGKISPDSGEIEVGQTVKIAYYTQENEE
                     MNLNQRMIEYIKEIAEVIHTTDGKVIGASQMLERFLFPPHSHGTPLGKLSGGERRRLY
                     LLRILMGEPNVLLLDEPTNDLDPQTLTVLEDYLEDFSGVVLTVSHDRYFLDKVVDELF
                     IFTGEGEVREFLGSYTDYLEMEKTRELIEKAEVQKEKKVVEEAPKQQRKRKLSYNEQR
                     EWETIEDTIAELEEKLESIGEELANVGSDFTKAQELSEAQQKTEEELEKTMERWSELS
                     DIVEGLK"
     gene            890418..891149
                     /locus_tag="DJ46_963"
     CDS             890418..891149
                     /locus_tag="DJ46_963"
                     /codon_start=1
                     /transl_table=11
                     /product="inhibitor of apoptosis-promoting Bax1 family
                     protein"
                     /protein_id="AIK63425.1"
                     /translation="MRTSNPMLKKEAFRKEGASASAMTIGGTVGKTFIMLILLLATSV
                     YSYIQMMEGTMKMPVLIGALIVAAIIAFASMFFPRISPFGAPIYAAVEGVVLGSISAV
                     YTMKFGDSIVLNAVLLTISILFAMLVLYATRVVKVTDKFRTGVMAATLGIMVMYLVVF
                     LLNMFGVTVPYIHQGGTIGIIISAVVIVVAALNLLLDFDLIENGVRSQAPKYMEWYTA
                     MGLMLTLVWLYLEILRFVSYFTKND"
     gene            891255..891509
                     /locus_tag="DJ46_964"
     CDS             891255..891509
                     /locus_tag="DJ46_964"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65348.1"
                     /translation="MMKEKKGIMKKLFSKSFFIELDDALTYPSGEVITSAIESYTAEC
                     NEQLKFESKVKPIIFYLEEVLYRAEVKMARGGYYISCSEV"
     gene            891668..892006
                     /gene="ssb"
                     /locus_tag="DJ46_965"
     CDS             891668..892006
                     /gene="ssb"
                     /locus_tag="DJ46_965"
                     /note="ssb: single-stranded DNA-binding family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="single-stranded DNA-binding protein ssb"
                     /protein_id="AIK62723.1"
                     /translation="MMNRVVLIGRLTKEPELYYTKQGVAYARVCVAVNRGFRNSLGEQ
                     QVDFINCVVWRKSAENVTEYCTKGSLVGITGRIHTRNYEDDQGKRIYITEVVIESITF
                     LERRREGASQ"
     gene            complement(892032..892622)
                     /locus_tag="DJ46_966"
     CDS             complement(892032..892622)
                     /locus_tag="DJ46_966"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK62356.1"
                     /translation="MLRETRKKELKELIFLKAVQLFQERGYENVTVQDITTACGIAKG
                     TFFNYFPKKENILLFLGDSQIELWNESLKTYENVEHPKERIKLVLGDLLDRFTGHGDL
                     MKHAIFEIIKSNYLVENELKSIQQLQEGLSSIITEAKETGKLNSQWDINIITSTVMST
                     YFYTLMSHSLLHGNEINAKNILNQQLDVVWEGINQK"
     gene            complement(892724..893092)
                     /locus_tag="DJ46_967"
     CDS             complement(892724..893092)
                     /locus_tag="DJ46_967"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK66171.1"
                     /translation="MIHRDIIDITPMKQFFDKRIVFIGDAAHALTPNLGQGACQAIED
                     AIILAECIKNNAYYRQAFTEFEQKRRDRIEKISNTAWKVGKIAQIESKPLTLVRNEVM
                     KRMPKWVSEKRTHELYSFHL"
     gene            complement(893378..893815)
                     /locus_tag="DJ46_968"
     CDS             complement(893378..893815)
                     /locus_tag="DJ46_968"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK64734.1"
                     /translation="MCSNFLTKIGLDVKVYDKNTEPTVAGAGIIIAPNAMQALELYGI
                     SKKIKKFGNESDGFNLVSEKGTTFNKLIIPTCYPKMYSIHRKDLHQLLLSELKEDTVK
                     WGKECVKIEQNEANALKIVFQDGSEALGNILIAADGIHSVIRK"
     gene            894115..895242
                     /locus_tag="DJ46_969"
     CDS             894115..895242
                     /locus_tag="DJ46_969"
                     /codon_start=1
                     /transl_table=11
                     /product="HEAT repeat family protein"
                     /protein_id="AIK61188.1"
                     /translation="MKIKAIEPTPSPNTMKVILNEVLPSGARNNYTNENKEQAPMQVQ
                     EILKIEGIKGVYHVADFLAVERNAKYDWKVLLQQVRAVFGEEVVEESEEQQLAHFGEV
                     KVFVQMFFTIPMQVKLTDGTTEERVGLPDRFKESIMKVQMSAPNVVKERKWVEQSTRY
                     GNFEEIGKEVVEEIVAAYSEERVNETVKELLNQAGAVEVTIQKREPYKVTEEMMKDAD
                     WKKRFAALEQMDPTEEDIPVLKMALDDEKVSIRRLATAYLGMVKGDEVLPLLYKALLD
                     RSVSVRRTAGDCLSDVGDPAAMFVMIKSLKDSSKLVRWRAAMFLFELGDESAIPALKA
                     AQDDPEFEVAMQARLALERIEGGEEAKGSVWKQMTESRKGE"
     gene            895246..895629
                     /locus_tag="DJ46_970"
     CDS             895246..895629
                     /locus_tag="DJ46_970"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61254.1"
                     /translation="MIVFYDSWCPMCTAVADRTKKLDKKGKVKFVSFRDKEVVEKYEL
                     SQELQSKMEQRLYIFKNNKWYDGIHSIHVLAKSIPSYWFAVPFIKLSIVLGFGSKVYD
                     YIANNRKLVPVGHCREGICEISTKK"
     gene            895713..896147
                     /locus_tag="DJ46_971"
     CDS             895713..896147
                     /locus_tag="DJ46_971"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61277.1"
                     /translation="MSNAYEEYMRQMVIPMRQELVRSGFEELTTEEAVTEFMENTTGT
                     TLVVVNSVCGCAAGLARPSAGQAVVRAEKQPDHLVTVFAGQDKDATAKMREYFGEIPP
                     SSPSMALLKGKEVVHFIHRHEIEGATMDEIITNLEQAFEKNC"
     gene            896197..896973
                     /locus_tag="DJ46_972"
     CDS             896197..896973
                     /locus_tag="DJ46_972"
                     /codon_start=1
                     /transl_table=11
                     /product="SAM-dependent methyltransferase family protein"
                     /protein_id="AIK66387.1"
                     /translation="MIVTTAGRTNKEMTDYAKQVAAELNGSFVKRNDIPVHKLHEQYE
                     QDVLVVGKNRLAIYPKGTEESFFFHPNSAMFRVKRLMRGEHDPFVQATQLESGMTVLD
                     CTLGMASDSIVASYMVGESGKVTGLEGNEYMAYIMENGLKTWSSSVSEIDEAMQRIDV
                     KQTEHYAFLKQCGDNSYDVVYLDPMFEETVIESDGIKGLKHFALYHDITDETIAEAKR
                     VARKRVVLKDHFRSSRFEKHNFHVYKRKSAKFHFGVIDPC"
     gene            897274..898962
                     /gene="argS"
                     /locus_tag="DJ46_973"
     CDS             897274..898962
                     /gene="argS"
                     /locus_tag="DJ46_973"
                     /EC_number="6.1.1.19"
                     /note="argS: arginine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine--tRNA ligase"
                     /protein_id="AIK65335.1"
                     /translation="MDYKTQFAESLSNIFTNELTQQQILDLIETPKQDEFGDAAFPCF
                     SLAKQYKKSPAIIAKEVAEKLSDPFFTKVEAVGPYVNVFFNRDTVSDAVLKTILAEKE
                     EYGKNYFGCEKTVVIDYSSPNIAKPFSMGHLRSTMIGNSLKHIAEKCGYEVVGINYIG
                     DWGTQFGKLITAYKKWGNEAVVKEDPIRELFKLYVQFHEEVKDDEELEEEGRAWFKKL
                     EEGDEEAVELWNWFRHESLKEFSRIYELLGVEFTNFQGEAFYNNLMEDFIGILEEHDL
                     LEESEGALVVNLEEEGMPPCLIRKSDGATIYATRDLTAALYRQNTFGFDKALYVVGPE
                     QSLHFNQFFTVLKKLGYTWVDGMEHVPFGFILKDGKKMSTRKGRVILLEEVLEEAIEL
                     AKQNIEEKNPNLKQKEEVAKQVGAGAVIFHDLKNERMHNIEFSLENMLKFEGETGPYV
                     QYTHARACSILRKESVEFETCTFALKDDHSWSVVKLLNKFPQVIEIAFNKNEPSVISK
                     YVLDVAQSFNKYYGNVRILEESEEKDSRLALVYAVTVVLKEGLRLLGVEAPEEM"
     gene            899077..899406
                     /locus_tag="DJ46_974"
     CDS             899077..899406
                     /locus_tag="DJ46_974"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65511.1"
                     /translation="MIRNMILQIPCHRRSDRSFLKLQKYIPLCARCTGMLIGILMFPI
                     YFYITLSFLFAIILSFSAQIPLLIDGFTQKWKWRSSTNLLRVTTGVLSGNGMGLFISS
                     SVIWILS"
     gene            899436..899654
                     /locus_tag="DJ46_975"
     CDS             899436..899654
                     /locus_tag="DJ46_975"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64061.1"
                     /translation="MFWIYLILIFISGGSGVGFMIQNKYTEAIIAFTICILLFGLLYY
                     YLKRNKRKRKADCGDLDCTDCFDCDCTC"
     gene            899791..900669
                     /locus_tag="DJ46_976"
     CDS             899791..900669
                     /locus_tag="DJ46_976"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AIK65205.1"
                     /translation="METYDWNSKLTYLKNTRDLYYNDDYVSFLVNTVWRITKPVHIVD
                     YGCGYGYLGLILMPLLPKGSKYTGIDSGGTLLAEARELFRLLPYETQFLEGDATEIEL
                     NDTYDIAICHAFLLHMSSPKTMLQKMMHSVKKGGKIICFEPHWISNMSSYFLDGENQS
                     EIIRLGTLQKLFESDTQRNGKDGNIGMKIPIYLSELGVKNIECRVSDKVNFLDSNMHH
                     NSKAKLYHSLKEEGIAENPGDKQQFIGRLIDRGLTYDDALAQYEAELQFFKAFHIHSS
                     LVYAPNMKITFGEIVC"
     gene            901039..903039
                     /locus_tag="DJ46_977"
     CDS             901039..903039
                     /locus_tag="DJ46_977"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase C39 family protein"
                     /protein_id="AIK64782.1"
                     /translation="MLDFKQLDACLKDKRFIDGLQEINNEISYIKEKNSLSYVKNWLA
                     NIPSHKEFDILIRLTDEGLMHQYSSFLIRYAYKKFPNMRTLSLYCDELIDERKILEAE
                     QLLKDSLEEVNKAEIEVDLLAKTYFTLVRCLLEMKRNEEALYYMKKAEEYSERAVFDK
                     WGYVYMHTGEWEKAEEQFIAGMQHKDCEELSTYLLSQLYANKGEQKRALQLIDDAIVK
                     FPQVPYFHFEKVKYLLDLGKYEEMLAVIGNINNQLPYHAYKAYFVHLRAEALYKMNKL
                     VDLQQLLQEEKSLKGSLYHNLAKNPDGKKVRLPIVPIVQKDNYCVPTSLEMMLQIWGE
                     KRTQDEIAEFIFDMTGSKFSDTVSYLEELGYEHRYFKGNVENYKRLLNQGIPVLLSID
                     IEHASHVQVLAGYDDTLQAFYVQDPNFIEPVIVEYSKLQEKYRYTGCLAITFVPQEKK
                     EQLSFLNEEENDYFKSIFSLTDHLDEQDKAGIHNLVQFLKETSDNPNTWLYTVKHLDV
                     EVDKEFIISCIEKLMEKFPNSDFVKLHGAQCFIRLEELEKAGYMLASVEKKNNRALYH
                     LINGRYAFEQESYIEAISSFRSSLQLDADQPIAWSFLALSYMYIDQSEKALQFSQVAL
                     ERSPERFTLTNHGLILIDLERYEEAYEIFNDLLKEYKNEAHV"
     gene            903115..905241
                     /locus_tag="DJ46_978"
     CDS             903115..905241
                     /locus_tag="DJ46_978"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK61160.1"
                     /translation="MDSNAPYIYTKLAEIYESDLKDEERTKEVLLKGIEKCDDKAPLY
                     VKLGDYHFQNDSLEEAETLYTRALEENHDDVYSHFGLTQVYMAREQYKEAKEYILSIE
                     KQIEKSQDFLMNAGMVLWDAEVELGGSEEGFKVALSKLESGIKQSEYNVASALDEYVN
                     RIKGTVFVQRGIAFLRTIHKERNEVSEYGCYIGILYESIGQYGQAMKRYNKVIEQKET
                     ALPYYRIGETLMALGQLTEAKQAYETCLELDGNFVGVHLQLAEIYEKEENRSKEQSHM
                     VQAMKEEPLHINMEYLAQLSVEMNLQEELLAELEQLADEVPEIWRLDAIAYVYGAMDE
                     IDKEQAQIEEALRLDGEHTEVLYHYAKVLVKNRNAKAIEIAMKVIQKDINNERIFDVY
                     VKAIEQHKKWSNIRDFLHTLKVKKAERSMAFMYAASAVTERWIERQQNEQPKKSIITR
                     AFYRMKNRAKEISIITTIIDLYEISLKLNQKNSMAAQRFALFYENVAMYKEAIDVLQT
                     SLESKWDYDVAKQLVNLFIECDEEDMIRDASELTKQMVRELPDDYDTLLLHAQVLFKA
                     GEERKAEKITLQLTEQTPFVSRAFLALGEIYQSQERFEEAIQVLENASIHHPNETAIL
                     LSLASSYHGARQTIQAEKITNEALKIDESDLLARYDRVCYLAQLNRMEEAKVELEIVL
                     REDESGFFAELIEDDENLVALREFEK"
     gene            905634..908735
                     /gene="ileS"
                     /locus_tag="DJ46_979"
     CDS             905634..908735
                     /gene="ileS"
                     /locus_tag="DJ46_979"
                     /EC_number="6.1.1.5"
                     /note="ileS: isoleucine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="isoleucine--tRNA ligase"
                     /protein_id="AIK61329.1"
                     /translation="MKKVDVKESAVGREMRIRKQWNEQNIFEQSIQNREGAQSFVFYE
                     GPPTANGLPHVGHALGRTIKDVVARYKTMAGYKVLRKAGWDTHGLPVELGVEKQLGIS
                     GKHEIEEYGIEPFIKKCKESVFTYEKQWREFTESIGYWVDMDDPYVTLENPYIESVWH
                     ILGTIHEKGLLYKGHRVSPYCPSCQTSLSSHEVAQGYKTVKDLSATVKFKVKDSENEY
                     FLGWTTTPWTLPANVALAVHPNMEYVKAKQEGHVYIVAKERVQDVLKENYEVLSVHKG
                     EELLNISYTAPFPMKEVTNGYRVIGADFVTADSGTGLVHIAPAYGEDDYRVVQSEGLS
                     FLHVVDEKGEYTEAVPFLKGKFVKDCDVDIVRYLAKEDLLYHKEKYEHSYPHCWRCDS
                     PLLYYAGESWLIRTTAIKDTFLQNNDTVTWYPDHMKHGRFGKFLENMVDWNISRNRYW
                     GTPLNVWECERCDHQFAPKSIADLRKHSMKETPEDLELHKPYVDEVQVCCEKCGSTMN
                     RTPEVIDVWFDSGSMPFAQYHYPFENKELFEEQFPADVIAEGIDQTRGWFYSLLAVSA
                     LYTGKVPYKRVLSLGHVLDEEGQKMSKSKGNALDPVDLVGKFGADALRWALLVDSALW
                     NAKRFSERTVLEAKSKFVDTLVNVYSFYVLYANLDEYNPNETYDVKRTKLDEWVLSRL
                     HSTTKKVRTALDDYQFTNAAREIAALVDEVSNWYVRRSRNRFWESGMNAEKAAAYETL
                     HDVLVTISKLIAPFTPFVAEDVHLNLTGSSVHLEDYPVVNESLLQPKLEAEMDAVLQV
                     VELGRSNRNQHSLKVKQPLAELVLLEHNENDMDWESYRDIVMDELNVKAFHVELDETK
                     YTSYQLKLNFKKAGPKFGKNVNAVNGWLKQLSQDEVQNFVSTERAVYEVAPGEEIVVT
                     TEDVLVEKVAKSGFSNTTNGQYTVMLDTNVTEELLQEGVAREFIRAVQEYRKQLNLPV
                     NLRVDVILDTEEELQQTLTNHKELLEENLLVKQFTFGHLTNEDDELSLGETKVRIKLS
                     TAQ"
     gene            909056..910567
                     /locus_tag="DJ46_980"
     CDS             909056..910567
                     /locus_tag="DJ46_980"
                     /codon_start=1
                     /transl_table=11
                     /product="fungalysin metallopeptidase family protein"
                     /protein_id="AIK63734.1"
                     /translation="MFNKKMVAMAMTVPLVMGTLSTVSAVETKKQVKVEAYSPQKKAI
                     EYLKGNANQYGLKPDLSDLQYISTTETPVASYVRFQQVVNGAPVFSNQITVTLNGEGK
                     GVLAVSDYQPIKAVKQVTEKISEKDAIQKSMAYVGEASEQNLWAPTEKEFGYIIEEGI
                     ARPVYKVVVHSNNPFGAWETFIDAENGKLIKKVDINRKVEGTGKVFLPNPVVSSGSLA
                     GLKDNNDADSTALTNQLKTVTLKGLDGTGFLIGEYVTISSKARTKSTNLQFNYTRAND
                     SFEDVMSYYHIDTLQRYIQSLGFQNINNRSIKVNVNGTTADNSFYSPTTKALTFGTGG
                     VDDAEDAGIIAHEYGHSIQDNQVPGFGSSAEGGAMGEGFGDFLGATYEDAVSTTGYGK
                     ACVGEWDAAAYSSSDPTCLRRLDTNKVYPKDMKNQVHADGEIWSQGQYEMAQAFGRDV
                     ATKIILQSHWSLTPNSKFSDGAKAIKQADALLYGGQHAADIDRIWAARGISTN"
     gene            complement(910671..911153)
                     /locus_tag="DJ46_981"
     CDS             complement(910671..911153)
                     /locus_tag="DJ46_981"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64427.1"
                     /translation="MKKAISFFLLLLCLIVVNETYAYSPKSLPISQNSDQWQVNIAEP
                     KKANKKKLQAKKDEFQTYQFSVKNVGNSEVYNVHVEVFRNEPKTKTKYELFSLKESRL
                     ASGKTGFEHANFPVATKADEVDVIITWQEHPFRSMRNGQKVEARKFKEHFVFKDEKNK
                     "
     gene            911217..911975
                     /locus_tag="DJ46_982"
     CDS             911217..911975
                     /locus_tag="DJ46_982"
                     /codon_start=1
                     /transl_table=11
                     /product="mur ligase family, catalytic domain protein"
                     /protein_id="AIK65386.1"
                     /translation="MEIGDNLIQMNLKKFEEVINGEGLHESFHHLEIHGVCIDSKNIK
                     EGNVFVPIIRVKDGHEYVKEAMDNGAIASLWKKSYGSPPKGIPIIFVDDTLFALQQLA
                     QFYRREINVKVIGITGSNGKTTAKDIVEGILRSTYRVHKTKGNFNSQIGLPLTILEMK
                     RDTEILILEMGMSEKGCRIIERFTWNSFRGNCPKVDVKNQNLFKNACILQSEEIEYSV
                     NIKSDDQEKYMMQRSTESNRLLERLRYRMMERHL"
     gene            912195..913493
                     /gene="aspS"
                     /locus_tag="DJ46_983"
     CDS             912195..913493
                     /gene="aspS"
                     /locus_tag="DJ46_983"
                     /EC_number="6.1.1.23"
                     /note="aspS_nondisc: aspartate--tRNA(Asn) ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate--tRNA ligase"
                     /protein_id="AIK62385.1"
                     /translation="MGQIMKRSLTKECTEKSGKVVSLQGWVKKIRHLGNVSFLLLRDR
                     TGVIQCVLENEFAGFKVDVESIVHVIGEIVETSKTELGVEVLAHEVKILNGAEPLPFE
                     INKKKLQVGLDQLLNERVLSLRHERTTAIFKVKSTLVQSFSELLIENDFTRIFTPKIV
                     SQGAEGGANVFKLPYFQKEAYLAQSPQFYKQMMVAGGLERVFEIAPVYRAEHHNSSRH
                     LNEYISLDVELGFIHDFHEVMQLETDVLRYMFQQVAKNCEKELQLLQIEVPVITEIPK
                     ITLLEAQEILKSKYCKESPVGDLDTEGEKLLGKYVKETYKSEFVFITHYPKEARPMYT
                     MPNNENSAITDSFDLLYKGLEITSGAQRIHNYEMLLDSFKEKGLHPDKFQSYLNTFRY
                     GCPPHGGFGIGLERIVYKLLELSNVREASAFPRDCTRLIP"
     gene            913694..914458
                     /locus_tag="DJ46_984"
     CDS             913694..914458
                     /locus_tag="DJ46_984"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62301.1"
                     /translation="MLYQTQATQQTPAYIIYLLDVSASMNQMMDAGGEEKRRIDIVTD
                     ALSLAIRQMVFRSTKGSRLLPRYKLSILAYSDHVFDLLGGVKTIDEVARLRPLEKIQT
                     HRLTDTAKAFSVVEKLLQKELPNLQDGPAPVVCHMTDGASTGEDPELIVRRIMNMSVP
                     DGNVLIENIFISDEIMQEQITNIKKWEGIMPNTEITDEYGAKLQRLSSPIPQSYREMM
                     TEHGFHIADGAVMMFPGTNADLVSLGFQMSAATPVR"
     gene            914471..915244
                     /locus_tag="DJ46_985"
     CDS             914471..915244
                     /locus_tag="DJ46_985"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatase 2C family protein"
                     /protein_id="AIK64338.1"
                     /translation="MVKYILSQKKETVLQEKKIKHFTYQYSYVRAKETQDLNESGQDF
                     LAFQDNGTSFIFVLCDGVGLSFHGEIAAEFLGMKLLNLFETYQESGWDIAELLNDQLE
                     NWIEEASEEVSAFRLPEKTPWLLRDVLEEKRKQGSEAMFIGGKIELIPNQDKAHIAIV
                     THGDSFVQLFQDKENCSNVMKFERNIEKRWSTQRGIIGGELAVFSKTLSRQEANRIVI
                     HSDGLAPLKQYNFEEVLKEIKRAQNSPTSDDISFLDVSW"
     gene            915273..915635
                     /locus_tag="DJ46_986"
     CDS             915273..915635
                     /locus_tag="DJ46_986"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66036.1"
                     /translation="MEEIIVTYIKQSNEEIDIAIPNDVKAVQIIEAILHHEKIDEALS
                     STYEIRVAKDKEEWHSIRNDETLRDNDVWDGQYVMLYKKGSIIPSFEMLPAEEVYNEP
                     VKQDISTSEEDYVWKIIE"
     gene            915667..919674
                     /gene="essC"
                     /locus_tag="DJ46_987"
     CDS             915667..919674
                     /gene="essC"
                     /locus_tag="DJ46_987"
                     /note="T7_EssCb_Firm: type VII secretion protein EssC"
                     /codon_start=1
                     /transl_table=11
                     /product="type VII secretion protein EssC"
                     /protein_id="AIK64519.1"
                     /translation="MQKSPYFQRSPRVKVDIPTGDVIIHDPPNISEEPKFSIETMLLP
                     AMMTVLTLVLYFVMMKFMKMNSSYMPLMMVSSIPMLGSYVITTMGHFRKKKEHRQMVE
                     QLQTRYLEQIQKHRVELDTLKVEQAKYLITQNPSPLKSVQRIENRESNLWERTPESPD
                     FLDIRIGTGERPFLVELKVPEQKGYEENPLVTEAQNVKRDFNTIPNGHISISLKKNDV
                     IGVVGNKEDRLNFIRIVTTQIMTHHAPNEVKIAAFYHEKEKKQWDWMRWLPHVWDEQR
                     SMRFLSENQQDAQKLAEVLFTPLNMRRIYNSSAQADAKVPLIPMYVFFLSAREFLEDD
                     PLTPMLLREGESVGASTFIFAEQKERLPMECDLVISLNGENGELVETFSSSAENSGTT
                     RASFKVDRLSFERCELGARSIAPIRMKSSTAANIPKVLTFLDLFQAKNMEELQVLERW
                     KENRYPTSLPVPIGVREGSKPVFLNIHDKIEKKGHGPHGLMAGTTGSGKSEVIQSIIA
                     ALAATYHPHEMAFMLIDYKGGGMSNTFAGLPHIIASITNLEDPNLIERARISLKAELE
                     RRQKLFIQAGNVQHLDEYYETSWREKEPLPHLFIVIDEFAQMKKEQPEFMDELISVAA
                     IGRTLGVHLLLATQKPSGVVNDKIWSNSRFRICLRVQDDADSREMLKIPDASKINVPG
                     RGYLQVGSNEVLELFQSAWSGAPYNPDEEKVLDIVDFTEVKLSGERIKVKKRPKPMTN
                     SPKQLQAFIQYVQSVSEKENIKALPGPWLDPLPEKLLLKEFYAMENWTIADWNKPKEY
                     LQVTVGLIDDVANQAQYPLKLDLQEGHLNIYGMPGTGKTTMLQTIIMSLAVSHTPEEV
                     NFYVIDFGRMFLDFRDLPHIGGIIQEGENEKMKRLFGFLKQEITNRKESFSNIGAKSF
                     SMYNRMVEKKVPAIVVMVDGYMRFKNEFEKENEVLELLLRESSTYGVYFYFSLNQTID
                     MFDRVRNNIPMALTFELQDGTEYHNLVGRPKFPLIEVPVGRGLMKGQPPELFQAALPF
                     IGESELEYSQQLKTIIQKMNGEWNGEKAKTIPMVPKEIFVEHMVGKLETAQISAGIET
                     EDIRLQSFSLDEMSHIFIGGRIEGGKTSLLQTLLFTTTYQYSPEKVELYLVDLGERPT
                     GILALGDLPHVKKKVTDAIQLKEMLDELLELINNREAVMPTLDPNVTVEFPYKRIIIA
                     IDDIDQMLTVLSTDYEAKNKIELIVQNCKNKGVHFMTAATTSSLNSYSHEKWFAEIRK
                     RSIGYLLGTTQNNDVYFFNMKLPHTEMDQELLSGDGYCIRRKPIKIKCAYTPLHLLRT
                     MIDKISVKWTELKVK"
     gene            919802..920074
                     /locus_tag="DJ46_988"
     CDS             919802..920074
                     /locus_tag="DJ46_988"
                     /note="WXG100 type VII; WXG100_ESAT6: WXG100 type VII
                     secretion target family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="secretion target family protein"
                     /protein_id="AIK65463.1"
                     /translation="MAEIKITPEELERIAGNFKNAAGEAQSQINRLEGDINSLEGQWA
                     GATQAKFRGEFIQSKQAMQQYIPILEGISTDLKRIADKFRNTDNAY"
     gene            920158..921564
                     /locus_tag="DJ46_989"
     CDS             920158..921564
                     /locus_tag="DJ46_989"
                     /codon_start=1
                     /transl_table=11
                     /product="kinase domain protein"
                     /protein_id="AIK63049.1"
                     /translation="MGFRPEVGEKISLNKDVYRFEKHPAVIGIEMPYGQEGRQGTVYQ
                     LQHENGMERIALKVFKERYREEKHQLAFLKPLSSIAGLKVCSRYIVTKEEHISAIEKS
                     EDLANSIVMPWVEGPTWADILQEQRMLSKEQCFFIAEAFLTTLKMMEENEVAHNDLSS
                     SNVLIPFLSENPIEGQHYIELVDVEQMYGPKTKRPSLLPAGSAGYAPMYLKSGVWQKE
                     ADRFAGAILLGEILSWCSEEVRNKKWTDASYFKTEEMQKECERYTLLQQVLHNQWNGE
                     IAKLFKQAWSSNSFAECPSFAQWYDVFHSVRERIKIDAERQLAEEHSLFVSKCLEIAR
                     LLEERGFKQAALYEYKIIFNSLNPSTALQKELAYIIQTMESQEPEINKKMVLQHYLEL
                     ATELERENNAAFACFVYSRIVQFPNIDQALKQEIASIIEEIKEGQGTETQQEVAATIT
                     VPNSILQSRKKNEKTSGI"
     gene            921554..922834
                     /locus_tag="DJ46_990"
     CDS             921554..922834
                     /locus_tag="DJ46_990"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK61172.1"
                     /translation="MEYDIDDEILNAKASNQPLTVAHEQSEPSAFSTWWKKNKKRILI
                     IGSTVVVVIGGSTLFYFYTTNAKYQKFMEQARQAYDNKKYTKAEEAVGHAIAVKGKDE
                     AYLQLATIYVAEGKNKIAIDYITKLIKDREIDKENNEAAYLLASANFRIGKYQEAVQN
                     FEQALANNAKGIEPYKKDAMRDLAVSHMKMKEFEKAEDVIVKMSTKTNEDKAIVSYLK
                     GQLSTATVQLEKAESFFKEAIMQDSKNSIYTIELSNLYVLWNKTNLIDSAKKEMNYQQ
                     ASHILQVAIQKDMKNIELLNQLGIVYYEAGQFYETRDGAKSTAAYQQALEAYNRVVSS
                     GTRDINTLVNIGILYDKVGQGNEAEKLFTEAYSQNDENPHVNFAFGMFKIKQKKYEEA
                     SRFLRKTVQANENESEVRAAQEKLTEMKTNGWIQ"
     gene            922858..923975
                     /locus_tag="DJ46_991"
                     /note="hypothetical protein"
                     /pseudo
     gene            924065..925459
                     /locus_tag="DJ46_993"
     CDS             924065..925459
                     /locus_tag="DJ46_993"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64933.1"
                     /translation="MSATETKEKASPVKENTSSNEEKAITEKNEATSTLAEKKQKDAK
                     TEGAKNNEKTSNIDSSTQKAKVKSEPFSQEIDQIETYLNPANPQYEKALLLANQYVDG
                     ATGEQKEKLEQQFSAAVEGLRGQIKDSKFTVEDAINKANLLANTARVEKSVQDESHKL
                     LMPLMFERKANDAANNGEYYTAVLNIANAIRTKHPLERSREELVDYANKLWTDTENEW
                     NKMNGTTGWQSEVGKTLLPSYTLLAQLKDIDKTIGQISGMNMIDNASKKMEGIQLVQL
                     AGDEANKEGQTSLYNALHYYGQAASRGVVDKTGFSNVAGLVIKEAKQLEKTQYKSALN
                     NYQILYKTPGIEELGIKDGVKAAIEYLSPFEAAKVSGNKDTIEDLASAIELTYHSMEL
                     GYPEADAKEWMNTVALKMFNKGAGYMSATDTNNAYKCFEFLSRDKYANAINGEITKQA
                     KENVEKIKSMNVKK"
     gene            925530..925967
                     /locus_tag="DJ46_994"
     CDS             925530..925967
                     /locus_tag="DJ46_994"
                     /note="sseB N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61906.1"
                     /translation="MNLLEICPLDEALVEALQNEEKRVRFYEILQKSNLYVVASVEGD
                     TTVDEEGNLISTENTQLQIHYFEMEEGLMLPLYSDLKHLEMVIPEECPYVSMNAVELL
                     KTIDLEANVILNPGTKFQKLFVKEEIEAICDNSIFDVFSKGDK"
     gene            926024..927439
                     /locus_tag="DJ46_995"
     CDS             926024..927439
                     /locus_tag="DJ46_995"
                     /note="WXG100 type VII; WXG100_ESAT6: WXG100 type VII
                     secretion target family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="secretion target family protein"
                     /protein_id="AIK66103.1"
                     /translation="MEIKVKPEQLEQIAKNISEMQTHSQNIQQNLNQSMFSIQMQWQG
                     ATSQHFYGEYMRSMRLMESYIRNLQVTEKELRRIAQKFRQADEEYQKKQNEKLKEAHK
                     KEKKNEKSWWEKGIEGAAEFIGVNDAIRAVTGKDPITGKELSTKERLIAAGWTLLNFV
                     PVGKVASLAGKGIKYVASSFGKTIVKAGKKLGEGVTMVAGKAGKAAVDGIKTASHKVK
                     EGVNFVASTAKGFADKIGSLWNKGATTVKTTFLQGNEKIQHAVKTLMEYKWIPGEGKG
                     FAMAGVGNVSGGGQYSLKEAYQYVESKVVKGTGKVYPTRQIDSVTEAHIIDRVKELRG
                     NLSSKYKKSGNFAVAEVDVSGISKSEFYAQSSINELKGSLEHKVPDISLQPENPMFKA
                     TEAVGKNGFNYLRNTDTEYKILNDIASRLGDNTQASGRIKLFTELDTCDSCNKVIAEF
                     AAKYKNIELEVVHNNGNRIIP"
     gene            927466..927822
                     /locus_tag="DJ46_996"
     CDS             927466..927822
                     /locus_tag="DJ46_996"
                     /codon_start=1
                     /transl_table=11
                     /product="immunity Imm3 family protein"
                     /protein_id="AIK64022.1"
                     /translation="MKDWEYNELFEAIQETYKELLDEDRGYKYAIAKLSDEFDNLGKI
                     EDVIVDTAIGEIAIGHDKVFIGLIEGITRRLSKFNPQEAGDELTLEEIKDLSRRINKV
                     IEGLKNVEVDYNPSAE"
     gene            928405..929187
                     /locus_tag="DJ46_997"
     CDS             928405..929187
                     /locus_tag="DJ46_997"
                     /codon_start=1
                     /transl_table=11
                     /product="recombinase family protein"
                     /protein_id="AIK65729.1"
                     /translation="MEEKVVGYVRVSTEGQVREGYSLTYQVEEIERHCIENKLQLLHI
                     YEDKGISGATVDEDGLTVEREGLQELLSDMTCHQVSKVIVLNTSRLWRSDMAKVLIQR
                     ELKKHAVDVKAIEQPNYSIYTHDPNDFLVNGMLELLDQYQRLEIVLKLSRGRKKKAEQ
                     GGYAGGGVMFGYRVKKGQKVLEVDTNKAIVVRRLFELRHFCKHWSLTQLAERLNREGY
                     CTEKGKRFTKVQVKRMLDRENFYRGVYTYGQIQTNGKHPAII"
     gene            929346..930119
                     /locus_tag="DJ46_998"
     CDS             929346..930119
                     /locus_tag="DJ46_998"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase family protein"
                     /protein_id="AIK64068.1"
                     /translation="MHNRQNYLYVGVDLHKEHHTAVIINCWQEKLGEIQFENKPSAFS
                     EFLLEVETYVSNGLSVVFGLEDVGGYGRALAKYLVDHEQVVKEVNPALSFLERKSQVM
                     IQKNDSWDAECVARILVNKFNQLPDAKPNDLFWSIQQLVSRRNALVKAQSALKNQLHI
                     QLNHHYPSYKKFFSELDGKTALAFWQQYPSPSCLEGANIKQLTAFLLDVSNNTCSVKK
                     ASDILKLVKEDGQTMKEYQEMRNFLVRSIVREIEFKRRK"
     gene            930383..930580
                     /locus_tag="DJ46_999"
     CDS             930383..930580
                     /locus_tag="DJ46_999"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AIK62339.1"
                     /translation="MQVAKGSKMPRNPVFHAYYQKKLKEGKTKGQALVCIMRRLVNIV
                     YGMMKYKTAYELPIVEEKEVV"
     gene            930838..931119
                     /locus_tag="DJ46_1000"
     CDS             930838..931119
                     /locus_tag="DJ46_1000"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65128.1"
                     /translation="MKNIAKMENFDKLTKEQQLKVLNNEENFLGLSEAANKSKGSKSY
                     SDWTIYKKEKIEVDPKFREEMIKKEKELEMKLQKQIDDFVEGNKKDIDK"
     gene            931133..931831
                     /locus_tag="DJ46_1001"
     CDS             931133..931831
                     /locus_tag="DJ46_1001"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66342.1"
                     /translation="MEQKLGFLRKYKRNAQLISCHEINKLDSGKIPNSWYELFQEENV
                     DKRVESILSIWKEQVGVELRNTISYLSRHLEEVELMNTNGRYSILYTIKTDNGEILYY
                     EGGNPKDEFNNEELEKSWDKIPSTIRNFYRTVHNGFYFYASQSMGLVPLENVTFFDDD
                     EWGIIEELEEPLQIDLQTTFGFFKSGMGGYVAVDYKNSNNDNATLWWTNKEPRYNMNF
                     WDIVDEWILIGFEV"
     gene            932475..933023
                     /locus_tag="DJ46_1002"
     CDS             932475..933023
                     /locus_tag="DJ46_1002"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial EndoU nuclease family protein"
                     /protein_id="AIK62456.1"
                     /translation="MAGVGNVSGGGQYSLKEAYQYMESKVVKGTVGANNFKFGDNAKN
                     HLKNVENISTKKGVSGGHNMDEFYNALKNQDVDVEDLIISKKSHSSIEGIYEIEYKIP
                     RKDMAGNIAEPVSYKNIKEPKTIYDPAMISDDKIYQWGKEAMQKGTINGRLVEGTASN
                     GLKFRGYLNDTGEITNFFQILD"
     gene            933058..933447
                     /locus_tag="DJ46_1003"
     CDS             933058..933447
                     /locus_tag="DJ46_1003"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66348.1"
                     /translation="MNSNFEFIEDKEKNDELMSIYFNFINGKYLERALSFFVKKEGFG
                     QEIVFVHFQSDLDEFDMSQLPIPLDDKHVLVELDSPAVESEQQVYLDFETFCNYLEEH
                     VKKEVEKNPERNGLMDLLVQVKRSLNL"
     gene            933996..934538
                     /locus_tag="DJ46_1004"
     CDS             933996..934538
                     /locus_tag="DJ46_1004"
                     /codon_start=1
                     /transl_table=11
                     /product="immunity 27 family protein"
                     /protein_id="AIK61457.1"
                     /translation="MGETRNLMNSIWFGEKTILAKSEIKEKILKSVTETEVLFNLIEL
                     FKTGDFTQKPLFVQLMNQTKDEAVLNLCIRVFLSVATHEDLRDSNNLRFLSEVTEETV
                     DTFASAATTSLSLEVIPYLLALLEEWEEFSDTATIIRDSIDSFINFEDQIGEDATIDE
                     IGNFYFKYCQEKDTNSYYFQ"
     gene            934620..934790
                     /locus_tag="DJ46_1005"
     CDS             934620..934790
                     /locus_tag="DJ46_1005"
                     /codon_start=1
                     /transl_table=11
                     /product="immunity 27 family protein"
                     /protein_id="AIK63020.1"
                     /translation="MELIPSLLSIWTGKRVPADYNTIISASNYKDFIDCINELSSENW
                     EKGQKYFYGYKL"
     gene            935337..936521
                     /locus_tag="DJ46_1006"
     CDS             935337..936521
                     /locus_tag="DJ46_1006"
                     /EC_number="2.7.1.31"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerate kinase family protein"
                     /protein_id="AIK61356.1"
                     /translation="MRILVVPSGFKESLGAKEAADVMKEGILKVMPLATVETLPMVDG
                     GEGFTEAIINITGGKMYEVQVTGPVGDEIQSYFGVFETRNGERTAVIEMAAAAGLRLV
                     PRDLRDPRKTTTHGVGQLIELALNKGVDRILIGCGDSGTSDGGAGMAEALGVKFLNED
                     EKEIQIQGGTSLLQVSKIDTSQVDPRLRHVQIDVACNWFNQLCGEHGVARVFGPQKGA
                     NEAQVIELEKALERYASIIKKDIGIDVHHTPGSGASGGLGAGLQALIGATLHPRYDII
                     MKYMDLNKLLLKCDLVFTAEGSIDFQTPREKIPAEVAKCAKRYGLPVIALVGTVGKGA
                     RINYDYGIDAYTSILPMPSSLENAFSNAEKWLRDCTESTMRTVLVGYQIASRLNKSGY
                     VS"
     gene            936518..937948
                     /locus_tag="DJ46_1007"
     CDS             936518..937948
                     /locus_tag="DJ46_1007"
                     /note="sodium:sulfate symporter transmembrane region
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate symporter transmembrane region family
                     protein"
                     /protein_id="AIK61622.1"
                     /translation="MIEKNVVELHVDNNDTPKVKSSWVLPVALILIVEIVLLLPSSLT
                     MEAKWSLFGFCSAIILWTTTTINSAYIALGSVLFLIISGTAKQDLLFDSLASDVIWLM
                     IGSFILGRALQITGLAEKMTYFVVNRARNISGLCWILTMIIQILAFFIPSTSGRAAVV
                     LPVFQAICKEIGSRRIAKALAILMPTVILVSTSSTIIGAGSHLIALDMLNEFNNKNIT
                     FVEWLIWGLPFGIIMSFISCRVILVLFLDKEEVKTKLQQKKVKFELSRNEKYTISILI
                     AMVAFWLTEWLHGLEIATVTIIGVFLLTLPKLGVMQWKESLKGVSWNLILFVGAAIAL
                     GKSLMESGAAQWIMQNLFLVTELINKQSIFIVLLVIVILSVTSHLYITSHTTRAVIFI
                     PPLLYFASSLQLNEVAVLFLGIVGMNYCLTFPVSSKALLLFQESDRETFQPQDLLKLS
                     SYLSVIYIFVMVIFYYAYWQWVGLSL"
     gene            938077..938760
                     /locus_tag="DJ46_1008"
     CDS             938077..938760
                     /locus_tag="DJ46_1008"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65812.1"
                     /translation="MGERILIVEDEEKIARVVQLELEFEGYESEIAKTGTEAMEKFGN
                     GNWDLILLDVMLPNISGLEVLRRIRLKNAVIPIILLTARDSVVDKVSGLDQGASDYIT
                     KPFQIEELLARIRACLRISNVVKEEENSSYQIADLYLDEKTREVKRGNSLIDLTPREF
                     DLLLFLMKHENQVLNREQIVTNVWGFDYYGDTNVVDVYIRYLRKKVDCNVDVPLIHTV
                     RGVGYVLKV"
     gene            938764..940122
                     /locus_tag="DJ46_1009"
     CDS             938764..940122
                     /locus_tag="DJ46_1009"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK62504.1"
                     /translation="MKIKNKIYLFSTVWLLLILLIINSSIYFLFYKVTTNGELERLKR
                     EAIHIIDGMNADSAKKVDAISLLQPYLPSNGMIRIINENSKVMIRQEVDSTKPIPALN
                     TKFERKESAGIYEKNEGKFAYIKIPIIWNDGKIVSLEMTERLDSLQENLNMLKNVLVI
                     ASLLVLIPSFFAGRMLSKFILKPVNSLIQTMEHIQVRGIFKKIPLENKSKDELHKMGS
                     TFNKMIDLLHQNFEKQQQFVSDASHELRTPLTVIESYAKLLKRWGMKKQDVLEESVEA
                     IYSEAVRMKGMTNQMLLLANSSADWSLETNESDLVRLCQVTAEQLEKTYARNFRVITD
                     EEKIVVNIDEQKIKQVLVVLLDNAMKYSKDSIDIIVGIQKEKVFFSIQDYGMGIPKED
                     IQKVFDRFFRVDKARSRETGGTGLGLSIAKQIIDAHEGDIQLESEEGKWTKVTVNLPH
                     FS"
     gene            940142..941101
                     /locus_tag="DJ46_1010"
     CDS             940142..941101
                     /locus_tag="DJ46_1010"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase propeptide and YPEB domain protein"
                     /protein_id="AIK66089.1"
                     /translation="MKKKWKIALLVCFTVVSVAFVSQRIVSKQGETILSEKQIQSIVS
                     EQYPGKIKSMKLINKEEQDFYKVNLLNEQGSYEIIVDAKNGEVKRAKEKSLKSNTITK
                     EKAEEMALQKVQGEIKYTILEKRNEIEVFVITVETNDKQSKVVEIEKTTGQIQLLEKP
                     MTKVTEEQAKDIAVQQVPGNEKGIRLEQKNEKNIYVIEIEKNANENVIVEIEETTGAF
                     IGTSQIQKVITEEQAKEVALQKVQGGFIEKVSIVDINGTATYQIIIKKQTETVDVRVH
                     TITGEIISTTSVNNTIQQKESSQQQDDDHQEESDDDQDDDDEG"
     gene            941210..941593
                     /locus_tag="DJ46_1011"
     CDS             941210..941593
                     /locus_tag="DJ46_1011"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase propeptide and YPEB domain protein"
                     /protein_id="AIK65363.1"
                     /translation="MKLWIGIVMVLFIAGGTAYGVNAMEYEETRYEEREEKSYESKEL
                     SPETAKQIAIEKVNGVVEEIDVERMDDKGVYEIEVETNKGEEEIYINKKNGNIIAEKE
                     FEFIKNEDEDDDKGEDDMEYDDLDD"
     gene            942088..943428
                     /locus_tag="DJ46_1012"
     CDS             942088..943428
                     /locus_tag="DJ46_1012"
                     /note="sodium:neurotransmitter symporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="neurotransmitter symporter family protein"
                     /protein_id="AIK64448.1"
                     /translation="MKQTEQWTSKLGFIMAAAGSAIGLGAIWKFPYIAGKSGGGAFFL
                     IFILFTVLIGLPLLIAEFMIGRSTQKQAVDAFKSIAPNTGWHWIGRLGVGTCFILLSF
                     YSVVGGWVFIYLFRGVTGQLITPGQNYGALFTETIGNPAWAILGHFAFMFITIWVVSK
                     GVQNGIEKASKYMLPALFVLFVALIVRSLTLDNAMQGVKFFLQPDFSKITSESILFAM
                     GQSFFAISIGISIMVTYSSYLNKKESLPKSAITIVGLNLFVSLFAGLAIFPAVFSLGM
                     EPTEGPGLLFIVLPSVFSQIPFGGFFLTVFLALFTFATLTSAFSLLETVVSALANGEQ
                     ERRTKLSWMIGFCIFLVGIPSALSFGVWSDITIFGKNIFDAVDFLSSNILMPLGALFI
                     SIFVSFKMEKKVLEADFFVGGNYGKKVFTCWAFLLRFVAPLAIIIVFLNVIGVI"
     gene            943499..944374
                     /locus_tag="DJ46_1013"
     CDS             943499..944374
                     /locus_tag="DJ46_1013"
                     /codon_start=1
                     /transl_table=11
                     /product="prolyl oligopeptidase family protein"
                     /protein_id="AIK61484.1"
                     /translation="MNIRGKKLYVETHGDPKNKPVLYLHGGPGESCYDFSFHQAERLK
                     DSLYVIMIDQRGVCRSEEITEDEAFGLNDLIEDCEELKKVLQIKKWSIIGHSFGGYLA
                     LLYASIYPGSIKKIIFEGPTFDFALTSRALLQKTGHLLKKYGKEEVAEESLAYSSSNA
                     SSEELLEAYIRLSDELEEKRMEIYNYKEDGTDESLYSDEEWEVFSNRSKIHFDRLKLE
                     GACHTSLLSKIKDVQNPMLLIVGKHDVVTCEKQIEIFNKDARNGKYIVFEESGHSPHY
                     EEADRFAETVIHFLK"
     gene            complement(944411..944986)
                     /locus_tag="DJ46_1014"
     CDS             complement(944411..944986)
                     /locus_tag="DJ46_1014"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65447.1"
                     /translation="MKIQTEQDIVRLIENDEWMMNVLQIAKSLELPDWWICAGFIRSK
                     IWDTLHNYEAKTTMPDVDVIYYDSLHKDEIYEQSLETKLMNMDAAIPWSVKNQARMHV
                     VNNMPPYSSSVDAISKFPETATSLGVTLDEKNNVILTAPCRIEDVLSLQVRPTAHFLE
                     SKERLHMYNNRVIKKNWQSKWPSITITYPEI"
     gene            complement(945019..945816)
                     /locus_tag="DJ46_1015"
     CDS             complement(945019..945816)
                     /locus_tag="DJ46_1015"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66055.1"
                     /translation="MAITLIFIMAFTIVIHAVETSSYSIRLAGVRLKKIAVALSVVGI
                     VLLISRTSNLLQAFLLGGIVDEAKLDSSIDLENIMRLVLLSASVGTLLAIILYPTLTK
                     LFGYVIQNFETDGSFIRMMKTNNIQKLKYTKKYVRFPKFEMIHRLRIGGIPKRIMVIN
                     MFSTAIYTAGVLSALYASFLIPAFATKATTASGLINGFATILLTVLLDPRIALLTECA
                     LQSEEGAEAMSKMYAWLMISRLFGTLLAQLLFIPGAYWIKWIIKLMN"
     gene            946015..946679
                     /locus_tag="DJ46_1016"
                     /note="5'-nucleotidase;HAD-hyrolase-like family protein"
                     /pseudo
     gene            946889..948328
                     /locus_tag="DJ46_1018"
     CDS             946889..948328
                     /locus_tag="DJ46_1018"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate transporter family protein"
                     /protein_id="AIK66337.1"
                     /translation="MELVIILLALSLLMFVAYRGFSVILFAPIFALFAVFLTEPSFVL
                     PFFSNIFMEKMVGFIKLYFPVFLLGAIFGKVVEMSGIADSIAKTIIELVGEKRTILAI
                     VLMGAILTYSGVSVYVVVFAVYPFAAKLFRQANIPKRLIPGTIVLGAVTFTMDALPGS
                     PQIQNVIPTTFFKTDIYAAPILGIVGAIFVLTLGLLYLESRRKKAKAAGEGYDGFNDG
                     NTEMAASLQAEQKDMPLLKSLEITRAQQVIAFIPLILVGVMNKVFTIMIPKWYPNGFD
                     FSAIGMKAFGKVELSAVVGIWSVELALIIGIVTTLLLYWKRVVTGFQAGLNTSIGGAL
                     LATMNTGAEFGFGGVIAALPGFAIMRDGISATFTNPLVNGAVTTNILAGITGSASGGM
                     GIVLSAMGDKFIAAANQFDIPLEVMHRIVSMASGGMDTLPHNGAIITILTVTGLTHKQ
                     SYKDIFAITVLKTVAVFLVIAFYTVTGIY"
     gene            948381..949583
                     /locus_tag="DJ46_1019"
     CDS             948381..949583
                     /locus_tag="DJ46_1019"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-containing alcohol dehydrogenase family
                     protein"
                     /protein_id="AIK62436.1"
                     /translation="MQEVAEFRMPKSVLYGRNSLEKLWEQSKKFGKRAFIVTDTIMED
                     LGYVERCIQQLNTKGITVITYNKVNAEPTNIHVLEALTICKEGKCDFIIGLGGGSCID
                     AAKAVAVLYTNGGEVEDYVQKDREIDNDPLPLIAIPTTSGTGSEVTSVAVITNKRTDV
                     KMMMKHPSFTPQVAIIDPILTRSVPPHITAATGIDALCHAVEAYISKVSQSLTDVLAL
                     SAIESIMKYLRIAYEDGENMEAREAMMIASLQAGIAFSNASVTLVHGMSRPVGALFHV
                     PHGISNAILLPTVLEYTKGSAVKRLAEIGRCLNKDLYSYCDEEVADYTLGEIKKLCFD
                     LHIPNLKEYGIGELEFEKAISKMASDAIESGSPANNPRVPSYDEIKQLYRECFHYKYE
                     DSIKTLGD"
     gene            949731..950438
                     /locus_tag="DJ46_1020"
     CDS             949731..950438
                     /locus_tag="DJ46_1020"
                     /EC_number="5.1.1.13"
                     /note="asp_race: aspartate racemase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate racemase family protein"
                     /protein_id="AIK62043.1"
                     /translation="MKTIGLIGGMSWESTAEYYRIINEEIKSRLGGLHSAKCLINSVD
                     FEEIERYQSSGDWDSTGEILENAAYSLQKGGADFIIICTNTMHKVVEKIKENIHIPIL
                     HIADATAKEIKRKDIQTVGLLGTKYTMEQDFYKSRIEENHIKVVVPSEKDRDKVNEVI
                     YTELCLGKITSQSREYYKRVIENLIQEGAKGIILGCTEIGLLIKQEDVSVPIFDTTHI
                     HAVEAVHFALLEYNYIM"
     gene            950513..950986
                     /locus_tag="DJ46_1021"
     CDS             950513..950986
                     /locus_tag="DJ46_1021"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63413.1"
                     /translation="MFSVQPIAFVHNERKEIKDDEWGEVRSCITLTEMYTEESIQGIE
                     DFSHIEIVFYFHKVTDEQIQYVARHPRNNHDYPKVGIFAQRGKNRPNRIGATIVKVIK
                     REGKSIIVEGLDAIDGTPILDIKPIMKEFMPREEIVQPKWATDIMRQYWKGNGVK"
     gene            951049..951423
                     /locus_tag="DJ46_1022"
     CDS             951049..951423
                     /locus_tag="DJ46_1022"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK62848.1"
                     /translation="MFYRQDSDIEGAKVFLRNRMERKESVIFVAVEDGEYIGFTQLYP
                     SFSSISMKELWILNDLFVQAAKRGAGTGKKLLEAAKEFALENGAKGVKLQTEIDNLSA
                     QRLYAENGYLRDNRYFHYELTF"
     gene            complement(951480..951623)
                     /locus_tag="DJ46_1023"
     CDS             complement(951480..951623)
                     /locus_tag="DJ46_1023"
                     /codon_start=1
                     /transl_table=11
                     /product="putative histidinol-phosphatase, haloacid
                     dehalogenase-like hydrolase"
                     /protein_id="AIK63871.1"
                     /translation="MNATTILVRTGAGYDALHTYRDKWAHIEPSYIAENFEDATNWVL
                     NQL"
     gene            complement(951655..952014)
                     /locus_tag="DJ46_1024"
     CDS             complement(951655..952014)
                     /locus_tag="DJ46_1024"
                     /note="HAD-SF-IIIA: HAD hydrolase, family IIIA domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, family IIIA domain protein"
                     /protein_id="AIK64697.1"
                     /translation="MTSIQAIFIDRDGTIGGDTTIHYPGSFTLFPFTKASLQKLKANH
                     IKVFSFTNQPGIADGIATIADFSQELKSFGFDDIYVCPHKHSDGCECRKPSTGMLLQA
                     AEKHGLDLTQCAVIGNW"
     gene            complement(952044..952475)
                     /locus_tag="DJ46_1025"
     CDS             complement(952044..952475)
                     /locus_tag="DJ46_1025"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63361.1"
                     /translation="MSFQIREATINDIDALCSLTTELKGSSISYEDMNNRLQFVQMSP
                     FDFLYVYEEEKTIFGLLGFRIRENLEDITRYGEISIISVDSTIRRKGIGHILMDYAEQ
                     LAKKHNCIGTWLVSGTKRVEAHPFYKKLGYEVNGYRFVKHF"
     gene            952629..953339
                     /locus_tag="DJ46_1026"
     CDS             952629..953339
                     /locus_tag="DJ46_1026"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK63624.1"
                     /translation="MLEVNIRSAGYEIGEKTIHDIAFSIEKGELVALIGANGAGKSTT
                     IKTMLGLLVNVNGEISFGAKKNPYAYVPEHPTYYDYLTLWEHIELLMAARGNEVGSWE
                     RKAEELLHLFRMDKYKHEYLSKFSKGMKQKSMLILAFLTEADFYIIDEPFIGLDPVAT
                     KEFLSYLYKEKERGAGILLCTHVLDTAERICERFLLISQGTLVADGHLDAIQTLAEMP
                     GSSLLDCFDVIVRREQHD"
     gene            953332..954390
                     /locus_tag="DJ46_1027"
     CDS             953332..954390
                     /locus_tag="DJ46_1027"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial ABC transporter EcsB family protein"
                     /protein_id="AIK63698.1"
                     /translation="MIKKQFYKRLRHELGRKWKSIRSVTDWTVALYIIIPAFIFMGIY
                     YRSLWINELSMEEIIYFGLGLLAFYLVTYTRGVRSFFEQADSLFLISYPAHMQKLIQY
                     GMTYTFIRIAITNVVVVVVAMLPVLMKSIGVTKIQVVLFWLFFTLFRCMLSLLTRYIH
                     VRVGKGWLLWIIKNVIFSISLSFLGMSLFLIYKNPFYSILCISLVVFLIIALIKEKLN
                     YRNSFFKEVEKEKEESMRWMSGIMQVGGHAAKPSSSNKKPWMFPRSKKFLGKKTDDRI
                     VESFLKEFFRTSSARIFYIQIVCISAISIVMSPRWIAAIILAFALFAISRYARDYWAE
                     FAKKCFFIYIVMKANYYC"
     gene            954816..955403
                     /locus_tag="DJ46_1028"
     CDS             954816..955403
                     /locus_tag="DJ46_1028"
                     /codon_start=1
                     /transl_table=11
                     /product="ypjP-like family protein"
                     /protein_id="AIK64456.1"
                     /translation="MPNWFRKTLVALITVFTFGLVTPPSILLDNAKAADKPTSTAGQQ
                     NLESTSYTYEETNDRLTTDTFITYAMQEAEKQSMQKFGTKIGPVIEDEFKDVILPKIE
                     EAIAELANDVPEESLQSLAISQKPAGGNNEKIFHVYDTKTGNDLLRFHVRRDHPPQDG
                     YYFNFHYHRFDDGYSGHHELGNIYWNTNVPPKWLS"
     gene            955509..956144
                     /locus_tag="DJ46_1029"
     CDS             955509..956144
                     /locus_tag="DJ46_1029"
                     /note="HAD-SF-IB: HAD phosphoserine phosphatase-like
                     hydrolase, IB family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD phosphoserine phosphatase-like hydrolase, IB
                     family protein"
                     /protein_id="AIK66174.1"
                     /translation="MQKYIVFDFDGTLVDSQNIFVPIYNQIAKKHGYKTVREEEIEYL
                     RKLTMPERCKQLDVPLYKLPILALEFYKLYQPAIKDLILFHGMKDVLDELHKEGYGIA
                     VISSNSEEHIRAFLHNNDIENIQEVYCSKNLFGKDKMIKRFLKSKKITEKDMLYVGDE
                     QRDVAACKKAGVNVIWVSWGYDVIETVKKDAPDYMVNTPMEIVQVVQGAYS"
     gene            956224..956532
                     /locus_tag="DJ46_1030"
     CDS             956224..956532
                     /locus_tag="DJ46_1030"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glyoxalase/bleomycin resistance
                     protein/dioxygenase"
                     /protein_id="AIK65814.1"
                     /translation="MLFSIIGWRKLNEVAYSTGESEIYFKEVDEEIVRTLGPRHICYQ
                     AINRKVVDEVAEFLSSTKIKIIRGPMEMNHYSEGYYTIDFYDPNGFIIEVAYTPNVEM
                     "
     gene            956545..957477
                     /locus_tag="DJ46_1031"
     CDS             956545..957477
                     /locus_tag="DJ46_1031"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK63198.1"
                     /translation="MKTITTWQNNIQIVKDATNIVGISKGFSPDKKYIVTTIDEEKYL
                     LRIGDIQEYERRKIEFQILNEMAKRNVQAQRPIEIGILEDESVCYSIFSYLEGEDAKK
                     LLPTYSPKEQYEIGIEAGKDLAKMHTYEAPKDLLPWYERAMKKHQKYVEAYKTCGIKI
                     KNDDKIIKFIDENEMYLQNRPNRFQHDDFHLENIIVRDGKYVGVVDFNGYDWGDPLHD
                     FVKIALFARDISIPYSIGQIEGYFNGIIPEEFWKLYAVYVGMTVFSSVVWTLRAAPHM
                     LDDTLERLTIVLEDHKDFELLKPIWFQPEKINMK"
     gene            complement(957514..958791)
                     /locus_tag="DJ46_1032"
     CDS             complement(957514..958791)
                     /locus_tag="DJ46_1032"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase S41 family protein"
                     /protein_id="AIK64499.1"
                     /translation="MYIEIFKEIVSITHHDYSGCIDKKGWDDPTTYLQTIEKLEKQGE
                     LTPVQFTEIVRDYLLDFKDNHMFFKMISNNQTLNGVGFQVKRYEDRLYITSTPQEIRV
                     KKGQSILALDNMKVPELLIKYKKYLNENTYEREKWDYVLLKSSNYTLIDENGVTKTIT
                     LQKYKQSEYTPIYSLKQYNKDTLLITLTDFANIEAINKLLDSHKNELNSFQNLIIDVR
                     LNRGGSDDAFFNLLPYLFEDKEISLFDSSDTMQLNHTERNFHLRMKEMEDYDSLDELS
                     KLFTNMFIQDLKKNYKKGFVTFDTSGLPKELQSLKIHGRKSPSRVVILTDVTCGSSGD
                     SFVEVAKKSLKVKVIGRPTAGLNDYSNLAVMEWADTFALYYPTSRLSIIDKGEGMSGI
                     GIQPHIHIPWTPEHIQEDVDLNLALQLLQNEEW"
     gene            complement(958919..960376)
                     /locus_tag="DJ46_1033"
     CDS             complement(958919..960376)
                     /locus_tag="DJ46_1033"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK63740.1"
                     /translation="MSKIETPVMASLQTTVEKMMKDLNVPGAAVAVIKDGEMIISEGF
                     GYRNLETKAPVTPLTLFAIGSSTKAFGTLSLSLLAQQKKFNWDAPVQSYIQNFSLSEL
                     LASSQVTGRDLASHRTGVSRHEALWYSSSLSRKDLIEKIKHLPLDAPFRTSFLYNNLM
                     YATISYIVENITNQTWEQYATEHILEPLNMRHTNFSVTDSQTTEDHALPYIENDGEIK
                     EVPFRNIDTVGAAGCINSTIEDMANWVLLHLNNGKFGDHELISSELLQQMYTPHNSIP
                     DQPVLSLPESPLNSYGLGWFISAYRGNKVIHHGGNIDGFSALVSFIPKENIGLVILTN
                     AGGTLLPTYLANQIYDELLELETIDWHKRAVEDTEKMKEMMKEATESVPEQIKGTTPS
                     HKLEDYTGTFEHPAYGTLQVHKQDDSLFVQFMEMDIQLGHHHYDIFSAKVDLFQMKMN
                     LLFAYEMNVNGEFPSLQLHVPAMLSTQPLAFKKIK"
     gene            960575..961531
                     /gene="thyA"
                     /locus_tag="DJ46_1034"
     CDS             960575..961531
                     /gene="thyA"
                     /locus_tag="DJ46_1034"
                     /EC_number="2.1.1.45"
                     /note="thym_sym: thymidylate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidylate synthase"
                     /protein_id="AIK61408.1"
                     /translation="MKHAENEYLNLCRHVMEHGTKKEDRTGTGTVSVFGYQMRFDLSK
                     GFPLLTTKRVPFRLVASELLWFMKGDTNIRYLLQHNNNIWNEWAFKSWVESDEYTGPD
                     MIDFGLRSQQDEEFKVQYDEQMELFKKNVLEDDEFSNKYGYLGDVYGKQWRAWKTTAG
                     ETLDQLKDVIEMIKKTPDSRRLIVSAWNPEDVPSMALPPCHTLFQFYVADGKLSCQLY
                     QRSGDIFLGIPFNIASYSLLTHLIAHECGLEVGEFVHTIGDAHIYTNHFEQVEKQLAR
                     EPRPFPKLTLNPDVKSVFDFEMEDLTIEGYDPHPAIKAPVAV"
     gene            961551..962039
                     /gene="dfrD"
                     /locus_tag="DJ46_1035"
     CDS             961551..962039
                     /gene="dfrD"
                     /locus_tag="DJ46_1035"
                     /EC_number="1.5.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrofolate reductase"
                     /protein_id="AIK63806.1"
                     /translation="MIVSFMVAMDENRVIGKDNNLPWRLPSELQYVKKTTMGHPLIMG
                     RKNYEAIGRPLPGRRNIIVTRNEGYHVEGCEVAHSVEEVFELCKNEEEIFIFGGAQIY
                     DLFLPYVDKLYITKIHHAFEGDTFFPEMDMTNWKEVFVEKGLTDEKNPYTYYYHVYEK
                     QQ"
     gene            962195..964180
                     /locus_tag="DJ46_1036"
     CDS             962195..964180
                     /locus_tag="DJ46_1036"
                     /note="NTF2-like N-terminal transpeptidase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62906.1"
                     /translation="MRKIWGILFLCLTFMLVGCGKEEKPQEAFDTYAKAWNKQKFAEM
                     YDQLSEKAKKDISKKEFTEKYEKIYSGIEVKNLKVEAGEVKEDKKDEGPIPFKVSMDT
                     VGGKINFGHEAKMVKEKDGDKESWKVDWTPDFIFPGMTKDSKVRMQTTEPKRGEIYDR
                     NGKGLATNGKASEIGLIPEKLGDTAPQTKETVAKLLNMSVEEIDQKLAAKWVKPGYLV
                     PIGILPEGATQNTYIDLPGVSTKPVNVRTYPLGEAAAHLTGYIGKVNAEDLKTLQKKG
                     YQADDPVGKAGLEQVLEEKLRGKKGGRVFVEDAQGKEIKNLAKTDAVDGENVTLTIDS
                     AVQEKTYNEMKGEAGSSAAINPKSGETLALVSSPAYDPNIIARGTSKAQREAWNNDPK
                     KPMTNRFTQLSVPGSVFKPITAAIGLETKTIDPKEELKIEGLKWTKDSSWGNYYVTRV
                     KDANPIDFDKAMKYSDNIYFAQEALKIGKDKFMSEAKKFGFDEKLPIEYGFPASKIAN
                     DGIKNDIQMADTGYGQGQVLMTPLHLALTYAPIVNDGNIPSPYIIKTDKQPKVWKENV
                     ISKGNQDILKTAMTKVINDPDGTGKIAKIDGMTLAGKTGTAELKVSKEAEGKELGWFA
                     AFDLNSPDMVITMMIEDVKGRGGSNIPAEKVKHVFQK"
     gene            964423..965058
                     /gene="azoR2"
                     /locus_tag="DJ46_1037"
     CDS             964423..965058
                     /gene="azoR2"
                     /locus_tag="DJ46_1037"
                     /codon_start=1
                     /transl_table=11
                     /product="FMN-dependent NADH-azoreductase 2"
                     /protein_id="AIK64849.1"
                     /translation="MTKVLFITANPNSAEGSFGMAVGEAFIEAYKNEHPQDEVVTIDL
                     FNTTVPAIDADVFAAWGKFAAGEGFEALTEAQQQKVAAMNTNLETFMHADRYVFVTPM
                     WNFSYPSVVKAYLDNLAIAGKTFKYTENGPVGLLEGKKALHIQATGGVYSEGPYAAVD
                     FGRNHLKTVLGFIGVNETEYIAVEGMNANPEKAQEIKEAAIANARELAKRF"
     gene            965170..965889
                     /locus_tag="DJ46_1038"
     CDS             965170..965889
                     /locus_tag="DJ46_1038"
                     /EC_number="2.3.1.51"
                     /note="AGP_acyltrn: 1-acylglycerol-3-phosphate
                     O-acyltransferases domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="1-acylglycerol-3-phosphate O-acyltransferases
                     domain protein"
                     /protein_id="AIK62006.1"
                     /translation="MIQTFFKIFYLILIVIAITPRMWRLKRQVNTMSPQEKDNAVYKT
                     TNWFGKKMVRVAGGTVEVKGLENVPKDKPVLVVSNHQSNMDIPVLLGYLNKPIGFVSK
                     AEIKKFPVVPTWMELMNCVFMDRSDRRQSLQAIKDGIELLKNGHSIVIFPEGTRSKGG
                     EIGEFKAGSFHLAVKSGVAILPVTLDGTYKMFEANGNRMKSARATVTISKPITPEEYA
                     NMDIKELTKHTQDVIASKLHK"
     gene            complement(965930..966586)
                     /locus_tag="DJ46_1039"
     CDS             complement(965930..966586)
                     /locus_tag="DJ46_1039"
                     /note="hlyIII: channel, hemolysin III family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="channel, hemolysin III family protein"
                     /protein_id="AIK66152.1"
                     /translation="MTEKMTRMTQFVKEEIANAITHGIGAILSIPALIILIIHASKHG
                     TASAVVAFTVYGVSMFLLYLFSTLLHSIHHPKVEKLFTILDHSAIYLLIAGTYTPFLL
                     ITLRGPLGWTLLAIIWTLAIGGIIFKIFFVRRFIKASTLCYIIMGWLIIVAIKPLYEN
                     LTGHGFSLLLAGGILYSVGAIFFLWEKLPFNHAIWHLFVLGGSAMMFFCVLFYVLPTA
                     "
     gene            966800..966985
                     /gene="tatAd"
                     /locus_tag="DJ46_1040"
     CDS             966800..966985
                     /gene="tatAd"
                     /locus_tag="DJ46_1040"
                     /codon_start=1
                     /transl_table=11
                     /product="sec-independent translocase protein tatAd"
                     /protein_id="AIK62203.1"
                     /translation="MFSNIGFPGLILILVAVLILFGPKKLPEIGKALGETLKEFKKST
                     KELTDDAFQEKEKKEKM"
     gene            967043..967771
                     /gene="tatC"
                     /locus_tag="DJ46_1041"
     CDS             967043..967771
                     /gene="tatC"
                     /locus_tag="DJ46_1041"
                     /note="tatC: twin arginine-targeting protein translocase
                     TatC"
                     /codon_start=1
                     /transl_table=11
                     /product="twin arginine-targeting protein translocase
                     TatC"
                     /protein_id="AIK62803.1"
                     /translation="MSVVEHIVELRKRVIYTVLSFVLFLIIGFTFTKDIYFWLVKDLP
                     MKLTVLGPSDVLWIFFSIATVFAIVCTIPFAAIQIWLFVKPGLHPNEQKMTVMYIPVL
                     SILFIAGLCFGYFVVMPFLFHFLTTIGNEMFNTMFTTEKYFHFVLNLTVPFAVIFELP
                     VVVMFLTSIGLLTAEFLIKIRRYAYVALIIIASCISPPDFLSHSLVAVPLICIYEISI
                     ALSKIVSKRKKKREDESQSKSAAL"
     gene            968114..968365
                     /locus_tag="DJ46_1042"
     CDS             968114..968365
                     /locus_tag="DJ46_1042"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64558.1"
                     /translation="MITKSFYFTHSTGDCIKIFEIPVLQAQHPLSFLIQSRLQLFIAK
                     IQKQKHPRFSYSFREYLQNCLKWNDYLNVYKTNTLEKNA"
     gene            968518..969366
                     /locus_tag="DJ46_1043"
     CDS             968518..969366
                     /locus_tag="DJ46_1043"
                     /note="degV domain-containing protein SA1258"
                     /codon_start=1
                     /transl_table=11
                     /product="degV domain-containing protein"
                     /protein_id="AIK65308.1"
                     /translation="MQKIKIVTDSTADLSLSQEVIEKYDIHVLPLSISVNGQTYLDRV
                     DLQPDEFIEEMIKSEELPKTSQPAMGTFVEMYDKLGEDGSEVLSIHMTSGMSGTVATA
                     NSAASMTDTKVTVVDSQFITHALAYQVVEAAKMANEGRSLEEILKRVDEVRKNTRLYV
                     VVDTLENLVKGGRIGKGKAFIGSLLNIKPIASLEDGVYNPVTKVRSQGQIVKTLAKLF
                     EEDTAGKVVKAVAIPHAKAIPLAENVKAAVEKVSGFAQSEIFFTTPIISTHTGPGAIG
                     FMYLAE"
     gene            complement(969567..970541)
                     /locus_tag="DJ46_1044"
     CDS             complement(969567..970541)
                     /locus_tag="DJ46_1044"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK65626.1"
                     /translation="MAKRYENMDNVSTKKSIRSFIRWRKERKQNKKDFSFLVEQSPVK
                     QSAFLQNNVKKTTVTWIGHSTFLIQTNGLNILTDPVWANKLKLVPRLTEPGLSIKELP
                     KIDIVLLSHGHYDHLDFSTLRQLNDDVLYLVPIGLKKLFTRKKFNNVEEYKWWESTTI
                     DNVSFHFVPAQHWTRRSLFDMNTSHWGGWIIKNDNMEETIYFCGDSGYFQGFKEIGKR
                     FSIDIALMPIGAYEPEWFMKISHVSPEEAVQAYLDLHATHFIPMHYGAFALADETPRE
                     AITRLRNNWNLRMLPWEQLHVLFLGQTFTYNSETPTKKVNEKIETLHV"
     gene            970877..971464
                     /locus_tag="DJ46_1045"
     CDS             970877..971464
                     /locus_tag="DJ46_1045"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64477.1"
                     /translation="MKRYQKVIGLMVVFCLFVLAGCSGSGSKLRKPLNWDLETFQFTN
                     QDGKPFGTKDLKGKVWVADFMFTNCQTVCPPMTANMAKLQKMAKEEKLDVQFVSFSVD
                     PDLDKPENLKAFIQKFTEDTSNWNLLTGYSLEDITKFSKDNFQSLVDKPENGQVIHGT
                     SFYLIDQNGKVMKKYSGISNTPYEDIIRDMKRLAE"
     gene            complement(971506..971967)
                     /locus_tag="DJ46_1046"
     CDS             complement(971506..971967)
                     /locus_tag="DJ46_1046"
                     /codon_start=1
                     /transl_table=11
                     /product="hsp20/alpha crystallin family protein"
                     /protein_id="AIK66405.1"
                     /translation="MSEEKKDSSRPPVRNYLKQIDDFFEQTPLRNVIADLNHFFQKGN
                     RLLTFPVDLYEVGEELVVTAELPGIQKEQIQIEIQSEYLKVSVKEEILEEEEQTSHNY
                     YRRERSISEASRLIKLPYSINKKAAKASYQNGVLEIRAPKLPQQHDILSID"
     gene            972185..974086
                     /gene="asnB"
                     /locus_tag="DJ46_1047"
     CDS             972185..974086
                     /gene="asnB"
                     /locus_tag="DJ46_1047"
                     /EC_number="6.3.5.4"
                     /note="asn_synth_AEB: asparagine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="asparagine synthase"
                     /protein_id="AIK64548.1"
                     /translation="MCGFVGCLCENPREFSETEKHQFENMNTMIFHRGPDDEGYFRDE
                     HVQFGFRRLSIIDLEAGHQPLTYENDRYVIIFNGEIYNYVELREMLLEKGATFATQSD
                     TEVIIALYAHMKEKCVDYLRGMFAFMIWDREEKKLFGARDHFGIKPLYIAQQGDTTFF
                     ASEKKSIMHVMEDKGVNPTSLQHYFTYQYGPEPETLTIDVNKIEPGHYFVKEIGKEME
                     IHRYWKPYFNASSATKEEHIQAIRDVLYDSVKVHMRSDVPVGSFLSGGIDSSIIASIA
                     REMNPNLLTFSVGFEQRGFSEVDVAKETAEKLGVKNHNVFISAKEFMDEFPKIIWHMD
                     DPLADPAAVPLYFVAKEARKHVTVVLSGEGADELFGGYNIYREPNSLKMFSYIPSPGK
                     SVLKALSGALKEGFKGKSFLERGCTPIEERYYGNAKIFREEEKAELMKYYNESVNYMD
                     ITKPLYNEIKDYDDVSKMQYIDMFTWLRGDILLKADKMTMANSLELRVPFLDKEVFDV
                     ASKIPTEFKIANGTTKAILREAARGIVPDHVLDRKKLGFPVPIRHWLKDEMHDWAINI
                     INESKTEHLIDKQYVLNLLEAHCADKGDYSRKIWTVLAFMVWHQIYVEHKYDTNKFHE
                     ETKRAYSLV"
     gene            974180..974539
                     /locus_tag="DJ46_1048"
     CDS             974180..974539
                     /locus_tag="DJ46_1048"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65546.1"
                     /translation="MITFEKVTVENESVVKEMFHSHSLSEKQVQYCVKVDDTYIGVID
                     YRVQGETAVLSQLIIHFDYQSYGYGTNTYFTFETMMKERNVKEIKVLQTELTEQAKSF
                     IESFGFNEEDGIYVKKI"
     gene            974582..974917
                     /locus_tag="DJ46_1049"
     CDS             974582..974917
                     /locus_tag="DJ46_1049"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63382.1"
                     /translation="MTMSSGLVLIGGCFLVAELSHKFIRKRMNKKRKPYELQYAPVFF
                     LLFCMLLTLQSITNFPPLLNVFLKFGLLYSTTGIALLFLLFCIRYIHYQSYIFILNWL
                     KQNDSNRLT"
     gene            975011..975205
                     /locus_tag="DJ46_1050"
     CDS             975011..975205
                     /locus_tag="DJ46_1050"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62284.1"
                     /translation="MNESNDFKMQVVKTVLGLSIMLIMQFILKKVIPDMYYLRYAVTG
                     ITITFLCPFMFHMLRLKKCE"
     gene            975351..976313
                     /locus_tag="DJ46_1051"
     CDS             975351..976313
                     /locus_tag="DJ46_1051"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK63319.1"
                     /translation="MTRTKNMLIFCIMLLTIIIAGCSKEEKKENDTSAKAKDSYTIKH
                     AMGETTVDGTPKRVVVLTNEGAEALLSVGVTPVGTTKPRAGDEWYPHLAKELKNTKVV
                     GTERDINLEAVMKLQPDLIIGNKMRHEKIYEQLKEIAPTVYAETLRGDWKENFTLYTK
                     AVNKEKEGQNALNDYKKRIAGIKEKLGEKVNSKVSIIRFVPGDVRIYQKNSFSGVVLN
                     DIGFKRPPLQDKDEFAIKGITKEQIPNMDGDYLFYFTSDKDADKNNEGNTLAKEWTED
                     PLFKQLQASKDNKVFQVDEVIWNTAGGIVAANLMLDDIEKYFLK"
     gene            976445..977320
                     /gene="dat"
                     /locus_tag="DJ46_1052"
     CDS             976445..977320
                     /gene="dat"
                     /locus_tag="DJ46_1052"
                     /EC_number="2.6.1.21"
                     /note="D_amino_aminoT: D-amino-acid transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-amino-acid transaminase"
                     /protein_id="AIK63062.1"
                     /translation="MEATHKDWILFNGRIVNTKEEQPMIPLEERGFQFGDGIYEVFRL
                     YDGKPHLLDLHLERFFHSMEEIKLIPPFTKEELAEELHQMIEKNQFQEDGNVYLQISR
                     GAQARNHVYESNMQPTYFANIVSFPRPIATMEQGIKVTVEEDIRWKFCHIKSLNLLPN
                     IMIKNKINEQGYQEAILVRDGIVTEGCHSNFFMVKNNKLITHPADNFILHGITRHYVI
                     TLAKELHIEVEEREFSLQEVYEVDECFFTATPLEIFPVVQIGDEQFGNGERGPITKRL
                     QVAYEESIRLFKVTN"
     gene            977419..978066
                     /locus_tag="DJ46_1053"
     CDS             977419..978066
                     /locus_tag="DJ46_1053"
                     /codon_start=1
                     /transl_table=11
                     /product="nitroreductase family protein"
                     /protein_id="AIK64914.1"
                     /translation="MNYEDFKEVIHGRRSVRKFKEQEVSTSDIKEIIDCARYAPSDTN
                     SQTWEFLVIMNREKIKEIEQMTWDALHKLAAKAAENGEEKAGKLLTRSFGPYATAFSE
                     APVLIVCLATPYESKFREKIFDPIAFVPNSVWEEEGIKSSCLAAQNLMLAAHAKGLGT
                     CPMTGPVLLAQNELRQYLQIEPEKQINMVISLGFPKDKPKKLPRKEVDEITTFVF"
     gene            978326..978814
                     /locus_tag="DJ46_1054"
     CDS             978326..978814
                     /locus_tag="DJ46_1054"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65088.1"
                     /translation="MKKFIITGLSVLLLVGCGAPKEKEGTQSKPEEQVVSASNENIVV
                     FPEGAVPVGEGKVKVITPDGTSENGNIPTVFIKKDTLIQHVELELSNFQNDKETFVFV
                     DQVYADKHQVTSTTQTTVQLKEKTLETGSHTITAVQYENNDPKGKVISFNQATFETKP
                     AS"
     gene            978882..979136
                     /locus_tag="DJ46_1055"
     CDS             978882..979136
                     /locus_tag="DJ46_1055"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK64686.1"
                     /translation="MNNLFRFQIRLNRKKSLITSMIEEEVEDVNRCIRIVLMSMMMAV
                     FWFTIQEVIQVTLNYQIHDLLIGALCFTIVYLLYDKLGLR"
     gene            979487..979795
                     /locus_tag="DJ46_1056"
     CDS             979487..979795
                     /locus_tag="DJ46_1056"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK64418.1"
                     /translation="MFGELQDVYETYKDDENVYYMDKTRYSAFAGTDLEMKLRERGIE
                     EVHLVGVCTDICVLHTAVDAYNKGFKIVVYEKAVASFNAQGHEFALGHFKSCLNAEVK
                     "
     gene            complement(979857..980279)
                     /locus_tag="DJ46_1057"
     CDS             complement(979857..980279)
                     /locus_tag="DJ46_1057"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK61769.1"
                     /translation="MGYIEELRKVVGSRPLNLAGVAVAVFNEQGQILLQQRQNGIWGV
                     PGGFVELGESTEEAGRREVFEETGVEIGTLQLISVFSGKEFFVKLPNGDEFYPITIAY
                     LCKDIKGGLLKADGIESLSVQFFDFDKLPENISPFIKN"
     gene            980505..980942
                     /locus_tag="DJ46_1058"
     CDS             980505..980942
                     /locus_tag="DJ46_1058"
                     /codon_start=1
                     /transl_table=11
                     /product="hsp20/alpha crystallin family protein"
                     /protein_id="AIK61794.1"
                     /translation="MRNLFPEITKRQNGIFDFGPSLLEGMTDAFFKPMNMDIFKVDVH
                     EQSDKYTVKADLPGFQKENIQVEFEQDVLTIQATNHNEVEEKNENGTYIRKERSIGSV
                     TRRFSFKQVEEENVRANYKDGVLTIELPKLKEEKNSKTTINIE"
     gene            981241..982134
                     /locus_tag="DJ46_1059"
     CDS             981241..982134
                     /locus_tag="DJ46_1059"
                     /codon_start=1
                     /transl_table=11
                     /product="mechanosensitive ion channel family protein"
                     /protein_id="AIK62263.1"
                     /translation="MSLLTYTEEFFNYVREFLLLRFLLFALVLIIISFVINRIIDWFF
                     RKSSFFDEEVEQTIQSVIRSIFRYIIIISLIIYLISQFVDIKSIIAGAGIAGVVIGFA
                     AQQMLKDVILGFARLADKEFRVGDFVTFNGTNSGTIEEISIRFMQIREWSGKLLTIPH
                     GEIRTIQNFNKGWMRVIERITVSYQEDPTRVKELLEEVCVNCNEKLAPSLYKVEDEAV
                     EPFKYVGVTDLNPNLKYVGYEFCITGLIKPEDYFETSRQVRFELMSMFHKNQVQMPAA
                     NMLVTTESLQHTHGGQSLSDS"
     gene            982285..983403
                     /locus_tag="DJ46_1060"
     CDS             982285..983403
                     /locus_tag="DJ46_1060"
                     /codon_start=1
                     /transl_table=11
                     /product="GAF domain protein"
                     /protein_id="AIK64783.1"
                     /translation="MNFEEKEMHRLEALKAIAELLNEATDLQDMLEKALHTLLQVMNL
                     QTGWIFFIDESGKHRMLVDENLPPALTWQKKKPMCEGDCWCVERFVNGRLEKATNIIE
                     CKRIEDAIECNWGETEDVTHHATIPLRSGSEKFGLLNVASPQKTHFSEEELALLESIA
                     FQIGTTIQRIQLVEKERKYVVVAERNRLARDLHDSVKQLLFSIMLTAKGTLNMTQDRD
                     LQELLSYIGELSQEALQEMTLLIWQLRPEGLEKGLAEAIKNYGKLLGIHVEVRIDGMV
                     SIGDEIEEVLWRISQEVIHNCKKHASCEKVNVLLKIENNQLYFYIEDNGIGFIQKQVR
                     ESALGLKSMKERIQLLNGSFQIKTELKKGTKIEIQLPV"
     gene            983417..984046
                     /locus_tag="DJ46_1061"
     CDS             983417..984046
                     /locus_tag="DJ46_1061"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AIK64718.1"
                     /translation="MKIKLLLVEDHHIVRRGLVFFLKTREEFEIVGEAENGEDALTFV
                     RTERPDVVLMDLSMPKMDGIEATKQIKQYDETIKILILSSFSEQDYVLPALEAGADGY
                     QLKEVQPEQLVASIIAIYEGNANFHPKVTPALLGRSAVKKENPFSMLTKREQEVLQEI
                     AKGRSNKEIAAELHITEQTVKTHVSNILAKLEVDDRTQAALYAVKHGEK"
     gene            984052..984183
                     /locus_tag="DJ46_1062"
     CDS             984052..984183
                     /locus_tag="DJ46_1062"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sIS domain protein"
                     /protein_id="AIK62476.1"
                     /translation="MNNCVTLHLLNDTALEQAVKALQEANRIEFYGNGGSGIIATDA"
     gene            984244..984582
                     /locus_tag="DJ46_1063"
     CDS             984244..984582
                     /locus_tag="DJ46_1063"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AIK66111.1"
                     /translation="MGAGLLSKNSVVIGISHSDSNKGLVEALEVVKARGAKLIAITSY
                     QKSALSQLTDITLYTSTRETEFRTEASSSRLAQLSLIDTLYVGVSLQRQEETLKHLQS
                     IRETISMRRK"
     gene            984871..985908
                     /locus_tag="DJ46_1064"
     CDS             984871..985908
                     /locus_tag="DJ46_1064"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK64115.1"
                     /translation="MKAVVVNKNSKANIEVVEKELRPLHSGEALVDVEYCGVCHTDLH
                     VANHDFGNTDGRILGHEGVGIVTKIADDVTSLKVGDRVSIAWMFQSCGRCEYCVTGRE
                     TFCREVKNAGYSVDGGMAEQCIVTADYAVKVPEGLDPAQASSITCAGVTTYKAIKVSD
                     IKPGQPIVIYGCGGLGNLAIQYAKNVFGAKVIAVDINDDKLALAKEVGADMTINPISQ
                     GPADKIIQEEFGGAYAAVVTAVSKVAFNSAVDAVRACGKVVAVGLPVETMDLNIPRLV
                     LDGIEVVGSLVGTRKDLEEAFMFGAEGKVVPVVQTCSLDKVQNVFEEMEQGRIQGRMV
                     IDFKQNNCDCK"
     gene            complement(986059..987078)
                     /locus_tag="DJ46_1065"
     CDS             complement(986059..987078)
                     /locus_tag="DJ46_1065"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK66435.1"
                     /translation="MKSIWKSKRFLIGFTYLFILVSASFIYSWFFKDTIPKAPQLLYN
                     DNNELLGKAPFPPSLIPPFGSDRFGESVFLQIIEGAKFTILLAVVISFFRILFGTCIG
                     ILLSLYASKFKRFFQACSEVFYYIPTLFIAFILITPVNIVIVSNADRLDPNISFAFYQ
                     VLVLIFVALPTLSLYISSEVDEFMKQDYILSSQLLGASRFHIIKKHLRVLLLDRLFVL
                     FMEHIVQALILVIHLALLDIIIGGIQMRELYDGALKPVSLSNDWAGLIGLNRYEMNLS
                     WWIIFYSLASFFITILFIKLMTIGIQDALKARDSQTVAIQSVPDQKKFVKHKDSFSFA
                     NKVNL"
     gene            complement(987075..987977)
                     /locus_tag="DJ46_1066"
     CDS             complement(987075..987977)
                     /locus_tag="DJ46_1066"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK65192.1"
                     /translation="MLHKISQFTMKLSSILLSLLLLLNLPYLFITQQGFTFQPIYFFD
                     QIVAMLKQVFSPESLLVIGSDPKYGHLKTTPLFPTVLESYLYSFTILFLAFLLALFFS
                     SSMAFFYFLAKDYIKKWINRIVFILEAVPDMMMMICLQIFFIWVLQKFGEAPFTIISY
                     NENRAYLLPILSLSVLPTLQMFRMMVLYIKEEHGKHYVEVAYGKGLSSSYILCIHLFK
                     NISIHFFHHLKTIFVFLLSNLFILEFVFNMQGIIQFLFKKAFISPPAAFIILVMIILP
                     FYAIFQIISFMMNRWQKQLKGAAL"
     gene            988626..989267
                     /locus_tag="DJ46_1067"
     CDS             988626..989267
                     /locus_tag="DJ46_1067"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK66287.1"
                     /translation="MKTCSKITCASLSLLIAGSSLLYITPASIVKAEPTQNVSSSLQT
                     SMQSDRTSVKKAIRDALQLGYPGILANISKGGKTWSYTAGLADVRTKKPMKADFRFRI
                     GSVTKTFIATVLLQLSGENRLNLDDSIEKWLPGVIQGNGYDGNQITIRQILNHTSGIA
                     DYINSKDFDITDIKKSYTAEEFVKMGISLPPRLCSREGLVLFKYRIRNTRNPY"
     gene            989464..989784
                     /locus_tag="DJ46_1068"
     CDS             989464..989784
                     /locus_tag="DJ46_1068"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK64648.1"
                     /translation="MISTADDLNKFFSYLLGGKLLKEQQLKQMLTTVPTEREGTGYGL
                     GILEIKLPNGISVWGHRGGVPGFSTFVGGTLGGKHTLAVNLNSFNFSNPDPFKSILLA
                     EFRK"
     gene            989938..990975
                     /locus_tag="DJ46_1069"
     CDS             989938..990975
                     /locus_tag="DJ46_1069"
                     /codon_start=1
                     /transl_table=11
                     /product="erythromycin esterase family protein"
                     /protein_id="AIK65049.1"
                     /translation="MKKKMITALGVSAIILTNFVGSTYADSKIGVSVTAPYNKNQIAE
                     WLEMHAKPLKTTNPNAPFNDLKPFKNMVGSASIVGLGEATHGAHEVFTMKNRIVNYLV
                     SEKGFTNLVLEEGWDRALELDQYVLTGEGNPSQHLSPVFKTKEMLDLLDWIRQYNANP
                     KHKSKVRIIGMDIQSVNENVYNNIIEYVKRTNSKLVPRIEEKIKGLIPVTKDMNTFES
                     LTKEEKEKYISDAKQISAVLEENKSYLNGKSKEFAWIKQNARIIEQFTTMLTSPPDKP
                     SDLFLKHDIAMYENAKWTEEHLGKTIVWGHNGHVSKTNMLPFVYPKVAGQYLAEYYGK
                     QYVSIGTSVYE"
     gene            991114..991269
                     /locus_tag="DJ46_1070"
     CDS             991114..991269
                     /locus_tag="DJ46_1070"
                     /codon_start=1
                     /transl_table=11
                     /product="putative erythromycin esterase"
                     /protein_id="AIK61798.1"
                     /translation="MTKNWLNEQHPIFAGVTTEGPGIPKTVDISLGKAFDILVQIQKV
                     SPSQLHQ"
     gene            991771..991959
                     /locus_tag="DJ46_1071"
     CDS             991771..991959
                     /locus_tag="DJ46_1071"
                     /note="FGGY family of carbohydrate kinase, N-terminal
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65446.1"
                     /translation="MKEEEPELYKSTYKFISIKEYGIYQLFSRYVVDDSIASATGLFN
                     LETLNWDVDVLGILNIST"
     gene            992002..992220
                     /locus_tag="DJ46_1072"
     CDS             992002..992220
                     /locus_tag="DJ46_1072"
                     /codon_start=1
                     /transl_table=11
                     /product="putative gluconokinase"
                     /protein_id="AIK64801.1"
                     /translation="MKSELAPKMGIHKDTPVVIGASDGVLANVGVGAISLGSAAITIG
                     TSPKDPGIIDSIKLGLGNTLGFLAIVLA"
     gene            992372..993592
                     /locus_tag="DJ46_1073"
     CDS             992372..993592
                     /locus_tag="DJ46_1073"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK61771.1"
                     /translation="MGNEQVKNVGEEKKLCLCMIVKNESRIMERCLNATKSIVDFVSI
                     CDTGSTDHTPEIIENWCKENEIPGTVHHEPFKNFGYNRSLAVSLAQKTYPEADYLLIL
                     DADMILEVDPEFDKTSLTEDHYLTLQYDIHIKYWLTRLLKASLPWKSVGVTHEYWDID
                     RSKVGANYNTRVARLETLVVNDPGDGGSKADKFERDERLLLQGINDPETTPDLHIRYL
                     FYLAQTYFHLSQFEDSIKWYKKRVEAGGWVEEVFYSLLRIGFCYEQLANRSANKQHEV
                     TEADEKENAKKQEEQYTALAVLYFQKAWEYRPTRAEPLYQLARMYRLKSQNNIALMYA
                     LQGKEVPFPKDDLLFVDYHVYDYLFDYEISINAFYIPHKKHLGAASQKYLESKKEELP
                     LHIANMVENNAKFY"
     gene            993627..994781
                     /locus_tag="DJ46_1074"
     CDS             993627..994781
                     /locus_tag="DJ46_1074"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66091.1"
                     /translation="MKLIRWALELGESVHGNTYEELLPLLDYYYDRDHLKAYCIANLL
                     LDMDVADEHRQRIELRRCIAAYYAGLYKVAKKHANELLLKYPDVDLYKNNLRLMEAHL
                     NKGYDYCLFICPKTYGSFIDVARALKWQLEKEGNTAIISETILENVKNTIVFGAHTYA
                     HSPNLLPKNAIIYNLEQLYDGSPYAHPLYLILLKDRVIWDYSKQNIEWLKQKGVGKEI
                     KHVGMNYAPTLEIKKEAFEDEITEDIDILFIGALNPRRQAIFDQLKIVAPNLNIVFKN
                     NAWGIARNELIARSKIILNIHFYLSGILETPRVSYAVANKKFIISENSNPEDEIEWPG
                     IVFTPYEKIIENIIKYIELPEERKKLAETAYNHFKANENLGTLSLKDEAK"
     gene            994927..995463
                     /gene="azr"
                     /locus_tag="DJ46_1075"
     CDS             994927..995463
                     /gene="azr"
                     /locus_tag="DJ46_1075"
                     /EC_number="1.7.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH azoreductase"
                     /protein_id="AIK61133.1"
                     /translation="MKLVVINGTPRKFGRTRVVAKYIADQFEGELYDLAVEELPLYNG
                     EESQRELEAVKKLKALVKGADGVVLCTPEYHNAMSGALKNSLDYLSSSEFIHKPVALL
                     AVAGGGKGGINALNSMRTVARGVYANAIPKQVVLDGLHVQDGELGEDAKPLIHDLVKE
                     LKAYMGVYKEVKKQLGVE"
     gene            995465..996694
                     /locus_tag="DJ46_1076"
     CDS             995465..996694
                     /locus_tag="DJ46_1076"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK64218.1"
                     /translation="MSALYKDSRLYYILGANSLSAIGSGIVMITIPWLLIKESGGETT
                     FGYVSIISTFIMFLLTPFIGQSIDRFSRKSLLLCNEGIGIAVIGIMVIWGFAGQPYHS
                     IHYILIYIAGSFYYLLFYPTIFAFNQEIFQAEHYKSLSGTMEIQGQLTQVISGAVASF
                     LIEIVSLKWILLVDMLTFAGAFFLFLCIPYVKKKEIKKKITFKKQLFEGIRFMKKRPK
                     LFWFLLATYMPFIGVMMANYLIPVYISDILKANASVYAIEGMMYGVGAVVAGICIPLI
                     MKYVKTEVSIVMTMCIYVISITAMIIEPSVIFLYGLAIFHAIGNAGTRVARNVLMMEE
                     IPNEVMGRVDSLFRLIGTGIRIVLLMLFTVGVSKVGVMVQFYLLSFILILSLAIAINY
                     VISKRKFEASISNKSIV"
     gene            996758..997315
                     /locus_tag="DJ46_1077"
     CDS             996758..997315
                     /locus_tag="DJ46_1077"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64877.1"
                     /translation="MNKWILLIILLLPPLYILYMTFRMKKVAREKLSHHSPYVLILGA
                     KLFGDKPSLSLQNRLDVALEYLYSHPDVKVIVSGGQGEDEDIPEAHSMRNYLMARGID
                     ESRILIEDQSTNTYENVKFSMDLYDVKHAVVVSNTYHLYRTKIIAKRLGMKMEALAAE
                     TPMRSKRKMYVREYAAIMKTILLDR"
     gene            997418..998365
                     /gene="proV"
                     /locus_tag="DJ46_1078"
     CDS             997418..998365
                     /gene="proV"
                     /locus_tag="DJ46_1078"
                     /note="proV: glycine betaine/L-proline transport ATP
                     binding subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine betaine/L-proline transport ATP binding
                     subunit"
                     /protein_id="AIK65824.1"
                     /translation="MIQFNQVSKSYEDGTKAVDSLHLEIKKGEFFVLIGPSGCGKTTT
                     MKMINRLIETTEGSILIDGKDIQQYNINELRWDIGYVLQQIALFPHMTIAENIAVVPE
                     MRKWSKEKIKARVDELLQMVGLDPDVYRNRMPDELSGGQKQRIGVVRALAANPKIVLM
                     DEPFSALDPLSREQLQKDIVQLQKKIQKTIVFVTHDMQEALSLGDRICIMKEGKVVQL
                     DTPEGIIHNPKNEFVEEFIGNRGRPWYEGKSIEDVLPLDESIRIEGEALSLHSSLQEA
                     LVRLRADEVVPVEEKGRYVGALTSRHIVNYIVEQMKERG"
     gene            998369..999880
                     /locus_tag="DJ46_1079"
     CDS             998369..999880
                     /locus_tag="DJ46_1079"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62238.1"
                     /translation="MTDFIQTFQERKIELLTALSEHLQISLISLFFAVIIAVPLGILL
                     TRKERMAELIIGTSAVMQTVPSLALLGLLIPLVGIGKIPAVIALVVYALLPILRNTYT
                     GIRELDESLIEAAKAMGMNSWRRLWKVELPLALPIIMAGIRTAMVLIVGTATLAALIG
                     AGGLGKLILLGIDRNDHALIILGAVPAALLALFFDVVLRVLEKPKRSSKRVILTICIV
                     CIMVASPFLWNTEKKDIVIAGKLGSEPEILIQMYKQLIEQDTDLHVQLKPGLGKTAFV
                     FEALKSGEVDIYPEFSGTALSTFVKEEPKSTNRDEVYEQARVGMEKKYNMVMLKPMEY
                     NNTYALAMPKKIADQNNINTISDLGNIAQDTKVGFTLEFADREDGYKGMQKLYNYKFS
                     NVKTMEPKLRYSAIQSGDVNVIDAYSTDSELEQYGLKALKDDKGLFPPYQGAPLLRKE
                     TLQKYPELEKVLNKLSGKITDEEMRKMNYEVNVNGKNSEEVAKQFLQKENLLR"
     gene            1000094..1001521
                     /gene="arcD"
                     /locus_tag="DJ46_1080"
     CDS             1000094..1001521
                     /gene="arcD"
                     /locus_tag="DJ46_1080"
                     /note="arg_ornith_anti: arginine-ornithine antiporter"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine-ornithine antiporter"
                     /protein_id="AIK65683.1"
                     /translation="MTDGVVQIEKKLGFFPLIALVVGTMVGGGVFSLPHDLAVGANSG
                     SIIIGWCITAMGMIPLALVYQTLARKKPELEGGIYSYARAGFGEYIGFNSAWGYWLAG
                     ILGNVATIMLLFSTLGYFFPIFKGGNSVASIVGASLLLWTLHFLILFGIREASIMNVI
                     ATIGKLVPIVLFIVVMVTAFRWDTFTQDFWGEGTISVSSILGQVKNTMLVTLWVFIGV
                     EGAVVLSGRAKNSRDVGKATVLGLILVMSIYILISVLSMGAMTRGELSVLETPSMGHV
                     LEHVVGTWGAVAINIGLVASLVGTLIGWFLLVSEISHVAGKDGVFPKVFTKTNKKQTP
                     HMALWISNGVAQVIFIIVLFSESTYQIMYFIASTSILVPYLLSALFQFKLVITNELKD
                     AKVKNGSLALIASLYSVWLIYAAGLKNLLLVSIVYGIGIIVYVYARKEKGNRCFTGIE
                     RYVMWAIVVAAVTSLYMLLTGNIKM"
     gene            1001598..1001858
                     /locus_tag="DJ46_1081"
     CDS             1001598..1001858
                     /locus_tag="DJ46_1081"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62199.1"
                     /translation="MEGKEQLTRIVDLASEVRKVLVQESFFNHHPELRGVIENLASAV
                     ENLAELQQNKDENAEDRLRYVLAKMKIAHNAILQEKNAFPSH"
     gene            1001964..1003784
                     /locus_tag="DJ46_1082"
     CDS             1001964..1003784
                     /locus_tag="DJ46_1082"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AIK61078.1"
                     /translation="MKLHKALQPSFIKRMYYMRFIGKFTKAESEKSGENFFVQCLSPI
                     PFTLQEQLKNEPYVFEGLCNNKKNEKVFSELKKRKLEKQLVMFRLYYERGHIYVELIC
                     TEEPREIANGYKMIPVPKVSDYKKGESLERKLSNGYLSFLMPKYPKDFEPPELLWHEG
                     RLYGNISLKSSSISSIAYFEQQRECKYIEFNDWMKYVEIAVEDQLYFVSNHVYEQFKK
                     RITEEGKLVEVEEVKVQKDEWEWDERESVFLQYVKSFVRNKGLYLDETDIYNFHISAK
                     TNMLTILGGIPGAGKSRFVQAYAEALGLQYGEELVWIPISPSYQEPHDLLGYLHSNGT
                     FIESETKLVRALMKAKENQNQLYIIVFDEMNMSHIEHWFTPFLSVLQLEKQNRILNLY
                     EGVQEEENPIPPTIEIGENIMFVGTVNFDETTKELSDRLLDRTNVITLRKVPFCEMCM
                     EQEKVVLQPPLKVTAGEFRINWVRNKTMIEVFSEEELELLDKLHGVLSSHDTSKGISF
                     RCANAIATYLQNIPFQNNHSYMISREEGFDLQIKQRVLTKIRGTEMMVGSLLSEEVKR
                     GATLVPLLQSSLANRVSTFEHSLAYIREKRRELELYGYAK"
     gene            1003774..1005624
                     /locus_tag="DJ46_1083"
     CDS             1003774..1005624
                     /locus_tag="DJ46_1083"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63033.1"
                     /translation="MQNEGRYETEIVDTKETLPFVLKLIIGTETKGEYILLNRLCTST
                     TALVQCIYKVQELKPIRLQYHYENPMNITFIWNKVYEGQKNIKETKYEINEKKQKVLI
                     YEHGKTEFFYPWRCGLYHFEVNIEGQTYYGAFQVVPKNFFDDQFEMIQNYVKSILNEL
                     ILDRGYYKKTFSALSDIEDSSYLVLLRKLPQKMKKIKQIFKKIESSSKFIHEYKWEEK
                     ERKVTRKGAVVAERKPYAKYYNRKFIEQKNSTENAFLKFKAMQFYLYLLEAESFLRQT
                     IEILEREKKKKSEEFQAVKTIIQTIERNGSVTDREKQKYKNIHLLKEADLRKSSMKIQ
                     EYKILAHFVHDSVQYFQTLMHSPFWREVSETGRMNAHNLPIPHQQLLQHLDLLPQYTD
                     QSPSLLFVYKPTFLVYEYYAFFIVISMLEQIGFEARNSIREQIQEHFYVDGLQDGTTV
                     VLHRDDMKVHVAFNDLIETHPLIALSKGSNFYNGEDTKKPDIRLDCYVKGEEKYVYQS
                     SIIIEVKYSPMYNIFQHVGNTKATEQMYKYWSIKFVEEQDGKRVYHRRAIYEVICVYP
                     GSHMHSKKIESGCGVFLQLYPYKTKQGEEKLAGKHGMVQIFEKWLKSMKK"
     gene            1005901..1006497
                     /locus_tag="DJ46_1084"
     CDS             1005901..1006497
                     /locus_tag="DJ46_1084"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64720.1"
                     /translation="MFQRVQTKEEHFWFEQLWGDFCEERNLMFVERNLNPSRFLLIED
                     EHHIGTVECIKYTVPEQSNSEFFYPFSKNDLVKDLQNVYEIGKLSIAKTSRGRGHFKR
                     LTAILFMHALETKAEWYIAAVTKRMYMYLLTLGFPIEPIDKPFQFHDTLQGVPVRIHA
                     RKGATHLYSLKEFRDVIQGNAHAQALIAEYSKNIMLTK"
     gene            complement(1006593..1007135)
                     /locus_tag="DJ46_1085"
     CDS             complement(1006593..1007135)
                     /locus_tag="DJ46_1085"
                     /codon_start=1
                     /transl_table=11
                     /product="hemagglutinin family protein"
                     /protein_id="AIK62791.1"
                     /translation="MEYKTPFIAKKLGVSPKAVVRIAQQLNLTIEKNKYGHFIFTQDD
                     LDQMLEYHRSQIEQSQNTHPTQKTSSNDVEELKTQVNTIVQNISSHDFEQLAAQLNTI
                     TRRLDRMEEQMQDKANDVVTYQLLQHRREMEEMLERIQKLEAGLKKEEPIYITPDTKP
                     TYEREKKPKRRKMIFSIFGL"
     gene            1007490..1008845
                     /locus_tag="DJ46_1086"
     CDS             1007490..1008845
                     /locus_tag="DJ46_1086"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter associated domain protein"
                     /protein_id="AIK64341.1"
                     /translation="MDIYSISIVIVLIALTAFFVAAEFAIVKVRSSRIDYLIAEGNNR
                     ATSVKTVITNLDEYLSACQLGITVTALGIGWFGKPALKQMFDTLFVNLNISTQLADIF
                     AVILVFLFITFLHVVIGELAPKTFAIQKAEQVSLFVAKPLTFFYRMAFPFIWLLNGSA
                     RIITKLLGLKPPKGHDEVHSEEELRLLVSESYKNGEINQSEYKYVNKIFEFDDRIAKE
                     IMVPRTEMHIIRKEMPAEEALQKMSREKYTRYPVVDGDKDHVIGFVNFKDIFTDFVQH
                     KAVRNKKVEQYIRPIILVIDSIPIHDLFLKMQKQRTHIAILIDEYGGTSGLVTVEDIL
                     EEIVGDIQDEFDTDEQPEIQQVSETKTIIEGKVLVSEVNTLLGLTIDDNGVDTIGGWI
                     LTKNIEIAEEDFIEIENYKFCVKELDGHYIKRLEVTKTVESIVILEDEKQISLQEQIS
                     S"
     gene            1008978..1010402
                     /locus_tag="DJ46_1087"
     CDS             1008978..1010402
                     /locus_tag="DJ46_1087"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde dehydrogenase family protein"
                     /protein_id="AIK63394.1"
                     /translation="MKKHLYINGDWKSVNTYKPLYAPYSEETLAEIAQGTEEDVKEAV
                     AAAKNAMKEMNTLSAYDRATILEKVAQKMDERREEFAEIIAKEAAKPIRAARGEVDRT
                     VQTYKFAAEEAKRIYGETLPLDAAPGADGRIAYTIRKPIGVIGAITPFNFPLNLVAHK
                     VGPAIAAGNTVVLKPADQTPLSSYALIELFEEAGLPKGALNIISGPGSTVGEAIVTND
                     DVASITFTGSPKVGIGIKAKAGLKRVTLELGSNAAVIIDEDVELTDELIERVKWGAFV
                     NNGQVCISVQRVFVHEERRDDFLSKLRKAMETVVVGDPLIEETDVSALISKKDVERID
                     NWVQEAVKEGANVLYGGNKRDERVFEPTVLTNVPEHVSVQCQEVFGPLMTVNTFKEFD
                     EAIEQVNNSRYGLQAGVFTNNLFKAMRAIDELEVGGVMINDIPTFRVDHMPYGGVKES
                     GTGREGIKYAIEEMTEMKLVCIKK"
     gene            complement(1010522..1010914)
                     /locus_tag="DJ46_1088"
     CDS             complement(1010522..1010914)
                     /locus_tag="DJ46_1088"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61593.1"
                     /translation="MVNKNVEDYLQEGIYGQKQNKPEERNMYLTTLRERVEIALTIGQ
                     VMQSNVYAEVASSMRSSHSLQIFLNGGIAYPHLSKYIKLANEKNVPFTIVQNKGIETP
                     IGLVLSHSTAVDKEQIYVEDAIYKQEMK"
     gene            1011160..1012278
                     /locus_tag="DJ46_1089"
     CDS             1011160..1012278
                     /locus_tag="DJ46_1089"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK65309.1"
                     /translation="MEVFPIDKDIKEVFCSHLKNNRHQFVENWKNKMIISDKDPFRLE
                     VVQNGEDLLEFIIELIMEEKDINYLQPLCEKIAIERAGADANIGDFVYNANVGRNELF
                     EAMCELDVSARELKPIMNQIHTCFDKLIYYTVLKYSEIISRNLEEKQQYINETHKERL
                     TILGQMSASFVHEFRNPLTSIMGFVKLLKADHPSLSYLDIISHELDQLNFRISQFLLV
                     SKKEMWNESESFWLNDLFQDIIQFLYPSLVNANVSIEKNLPYPIPLTGYRSEVRQVFL
                     NILMNSIDALESMKEERKIIIDVFEEDQSIRIVIKNNGPMIPAENVETIFEPFVTTKK
                     LGTGIGLFVCKQIVEKHNGSIMCRSDDDWTEFQIAFQK"
     gene            complement(1012312..1013061)
                     /locus_tag="DJ46_1090"
     CDS             complement(1012312..1013061)
                     /locus_tag="DJ46_1090"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66156.1"
                     /translation="MSQSEIEKYGQEAARYEQLARYYQFHNPKKYVELYMKYYDALTN
                     LVQAYEKRDSQEATLPSHIRFFHSASNTPAVDILVNGQKVIKNISFKQFSPYLTLVQG
                     KYRIDIVPVGNETPIFSALVPIMGNHTYTFATINNDNHLQLQPMLDNTHLPAGQAKIR
                     FAHFSPDTPVVNVSLKDGDHLFENVLFKQITDFLEVSPGTADIEVSLADNQSVLLTIP
                     DFKVEPNIIYTISILGYSTKDPKLEAVILTN"
     gene            1013876..1015186
                     /locus_tag="DJ46_1091"
     CDS             1013876..1015186
                     /locus_tag="DJ46_1091"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class-III family protein"
                     /protein_id="AIK65879.1"
                     /translation="MRDYLIKPLVGQPYPMISHGKGVYLYDQNGNKYFDGSSGAITAG
                     IGHGVKEIADVIKKQAEEIAFVYRSQFTSEPAEKLAKKLSDLSVGDLNWSFFVNSGTE
                     ANETAMKIAIQHFQERGIQGKHKILSRWMSYHGITMGALSMSGHPLRRQRFVSILEDY
                     PTIPAPYCFRCPVQKVYPTCQLACATELERSIERIGAEHIAAFIAEPIIGAAGGAVVP
                     PKEYYKVIKDICSHYDILFIADEVMTGLGRTGAWFAMEHWGVEPDIMTLGKGLGAGYT
                     PMAATVVSDRVMEPILRGSRSVMSGHTLSANPLSAATALAVIEYMEKHNLPEKTAEKG
                     EYLIKGLQKVQQQSTIIADVRGKGLLIGVELQPFSKASELISVAAKNGLLLYQAVSGQ
                     AGKEDSALLVAPPMTTTYSELDELLSIFAKSVEEMMQKGGHSIA"
     gene            1015183..1015881
                     /gene="atoD"
                     /locus_tag="DJ46_1092"
     CDS             1015183..1015881
                     /gene="atoD"
                     /locus_tag="DJ46_1092"
                     /EC_number="2.8.3.8"
                     /codon_start=1
                     /transl_table=11
                     /product="acetate CoA-transferase subunit alpha"
                     /protein_id="AIK66393.1"
                     /translation="MTTITNTFDKLKEIEEVISLFHDDMTLMFGGFGGIGSPPSLIQA
                     ILEKGVTNLNLIGNDTGFPDVGIGRLVTNERVKSLITSHIGSNPNAGRQLNEGRLQIE
                     FSPQGTLAERIRAGGVGLGGVLVDVGVDTIVEEGKRTVEMNGKTYLVETALTAEVAIV
                     YAKKADPFGNLVFDKSARNMNPHVAMAGDITIVEAEEIVPLGSLDPEEIVVPGVFVNY
                     IVPSEGVNWKWVWA"
     gene            1015866..1016528
                     /locus_tag="DJ46_1093"
     CDS             1015866..1016528
                     /locus_tag="DJ46_1093"
                     /codon_start=1
                     /transl_table=11
                     /product="putative succinyl-CoA:3-ketoacid-coenzyme A
                     transferase subunit B"
                     /protein_id="AIK63292.1"
                     /translation="MGMGVEVRDKIARRAAKEIQNGMIVNLGIGIPSLVPNHLPDDIN
                     VMFHAENGIVGMGPTPSKGNEDENLCNAAGLPTSLITGASYFDSCTAFGMIRKGLLDI
                     TILGSLQVSENGDLANWIVPGKRVPGIGGAMDLAQKAKRVVVVMNHVDKYGNAKIVSE
                     CTLPLTSKKCVDLIITDMAVMEVTEGGLILQELMSPYTVEDIKQHTEANFKIGSNLLV
                     IE"
     gene            1016544..1017812
                     /locus_tag="DJ46_1094"
     CDS             1016544..1017812
                     /locus_tag="DJ46_1094"
                     /note="dapE-ArgE: peptidase, ArgE/DapE family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase, ArgE/DapE family protein"
                     /protein_id="AIK62755.1"
                     /translation="MEQLKKQICDYIESQEEESVKFLKRLIQEKSVSGDESGAQAIVI
                     EKLRELGLDLDIWEPSFSKMKDHPYFVSPRTSFSDSPNIVATLKGSGDGKSMILNGHI
                     DVVPEGDVDQWDHHPYSGERIGNRIYGRGTTDMKGGNVALMLAMEAIIESRIELKGDI
                     YFQSVIEEESGGAGTLATILRGYKADGVIIPEPTNMKFFPKQQGSMWFRLHVKGKAAH
                     GGTRYEGVSAIEKSMFVVDHLRKLEEKRNNRITDPLFKGIPIPIPINIGKIEGGSWPS
                     SVPDSLILEGRCGIAPNETIEAAKEEFENWITELNDVDNWFVENPVEVEWFGARWVPG
                     ELEENHELMTTLEHNFVEIEGNKPIIEASPWGTDGGLFTQIAGVPTIVFGPGETKVAH
                     YPNEYIEVDKMIAAAKIIACTLLDWCEVKK"
     gene            1017809..1018654
                     /gene="ablB"
                     /locus_tag="DJ46_1095"
     CDS             1017809..1018654
                     /gene="ablB"
                     /locus_tag="DJ46_1095"
                     /note="GNAT_ablB: putative beta-lysine
                     N-acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative beta-lysine N-acetyltransferase"
                     /protein_id="AIK61916.1"
                     /translation="MKYYESFREQTNGYTVEGVLDYFNKRIRVDHYTGNVERIIQTID
                     ELAEKHSFTKCIVKGKGEHVSTWLSFGFLLEATLPHYFQGHDAYFFVKFNNDERRNSS
                     HWAEEDTILSGVKAKEVKEKIVPEKFLLRKATEEDAEELAAVFGEVFEVYPTPLNEAS
                     YVKQTMKEDDTIYYVYEFEGKIISTASAEMNIKEGNAELTNCATLPAYRKHGFMKSLL
                     IKLEEELQEKSIFCSYTIARSLSFGMNAAFYQLGYTYTGRLANNCYIFDKLEDMNIWV
                     KDLSK"
     gene            1018760..1020139
                     /locus_tag="DJ46_1096"
     CDS             1018760..1020139
                     /locus_tag="DJ46_1096"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AIK64291.1"
                     /translation="MLAVSTQEVIEAILGSIDEAIHAVDENGITIFYNTVAAKHDGSK
                     IEKVLGKHLLEAFPSLSRETSTLMKVLDTKKPIVHQVQHYQNLNGEDICTVNTTLPIF
                     IDGNIAGAVEIAKDYSTVQKLTDTIVDLQSKIKRSSRKKAIKKHVAFETIVTNDARFK
                     QTKELAQKVAPTDANVLIYGETGTGKELFVQAIHEASKRKNKPFIAQNCAALPESLLE
                     SLLFGTTKGSYTGAIERAGLFELVDGGTLFLDELNSMPLDLQAKMLRVLEDGVIRRIG
                     DNKTRKVDVRVITAMNQPPEVCLKENKIRTDLYYRLNVFSLYIPPLRERTEDVLLLAS
                     YFLKEYNKSYKKGVLQMDKEAKERLQSYQWPGNVRELKHTIEHAVIIAEGNTLTANCL
                     PRTFRKESFPKKKSILPLREALHQTEKELIDQALIETEGNILQAAKMLGIPRQTLQYK
                     LSKYDKTAE"
     gene            1020350..1021771
                     /gene="ablA"
                     /locus_tag="DJ46_1097"
     CDS             1020350..1021771
                     /gene="ablA"
                     /locus_tag="DJ46_1097"
                     /EC_number="5.4.3.2"
                     /note="lys_2_3_AblA: lysine-2,3-aminomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="lysine-2,3-aminomutase"
                     /protein_id="AIK65390.1"
                     /translation="MLHDVYKPNRHWKDIELWKDVTEEQWNDWVWQLTNTIKTLDDLK
                     KVINLTPDEEEGVKISTKTIPLNITPYYAWLMNPDDPRCPIRMQSVPISEELYKTKYD
                     LEDPLHEDEDSPVPGLTHRYPDRVLFLVTNQCSMYCRYCTRRRFSGQIGMGVPKKQLD
                     DAIAYIRETPQVRDVLISGGDGLLINDKILEYVLKNLREIPHVEIIRIGTRAPVVFPQ
                     RITENLCNIIKKYHPVWLNTHFNTSIEITEESKKACEMLANAGVPVGNQAVILAGIND
                     SVPIMKKLMHDLVKIRVRPYYIYQCDLSEGIGHFRAPVSKGLEIIEGLRGHTSGYAVP
                     TFVVDAPGGGGKIALQPNYLISQSADKVVLRNFEGVITTYPEPESYIPGRAEGYFKEI
                     YPNYEEKRSDVGIAGLMSDKKFNLVPDDLQRMNRRKDYEDNETHATLKDKRDKRDQLK
                     DKKYQAQMAKLEENDKKTEGDAV"
     gene            1021768..1022040
                     /locus_tag="DJ46_1098"
     CDS             1021768..1022040
                     /locus_tag="DJ46_1098"
                     /note="ygiT_finger: YgiT-type zinc finger domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="YgiT-type zinc finger domain protein"
                     /protein_id="AIK65319.1"
                     /translation="MNCMWCDSTEAKESLNTVYWELPDGTKAIEIQETPCISCSSCGM
                     DYQSDQTVKEIEDQLFLIYTKDLPKQLTYEELMGRPRLLKRNYFDF"
     gene            1022113..1022328
                     /locus_tag="DJ46_1099"
     CDS             1022113..1022328
                     /locus_tag="DJ46_1099"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64335.1"
                     /translation="MKKTFYHYMMKHRAALFSNEISNLAEAMYDDLSFPKQSEDYDEI
                     SSYLELSGMLESMSIFDEAWDLYIQDR"
     gene            1022518..1023180
                     /locus_tag="DJ46_1100"
     CDS             1022518..1023180
                     /locus_tag="DJ46_1100"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64134.1"
                     /translation="MARKKQPKYNVGDIVVITLYGTVGKITNMKILDGVYVYEVNNHD
                     GFYVEQTLQHVSEQDMKKGETEWIELNYHFTFGDLVQVTGYDKDVFRIVGFRTEVWRY
                     KNDAWEDTIYELSRITDGEWLEADESDLTLLANAQTANAILKKMKQDKAGMNKLDLGK
                     LKSINNSKKVSVKTNRQEIIDGLLDIYNDYQLLFDTFKDEEYKIVMDVVHNYLVKLTE
                     KK"
     gene            complement(1023185..1023388)
                     /locus_tag="DJ46_1101"
     CDS             complement(1023185..1023388)
                     /locus_tag="DJ46_1101"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63454.1"
                     /translation="MVVQAIKKGDIIMEYQYEVKQEVGQTKEEFMHEDQWADSLIKWL
                     FIFLIIVGIPYTAYVVVQFILSF"
     gene            1023502..1023681
                     /locus_tag="DJ46_1102"
     CDS             1023502..1023681
                     /locus_tag="DJ46_1102"
                     /codon_start=1
                     /transl_table=11
                     /product="yozD-like family protein"
                     /protein_id="AIK65368.1"
                     /translation="MKEIEVVIDTEEIAEFFYEQLIERGYVPKREEIEDLADITFEYL
                     LEKCMIDEVFDEEDE"
     gene            1023678..1023974
                     /locus_tag="DJ46_1103"
     CDS             1023678..1023974
                     /locus_tag="DJ46_1103"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65926.1"
                     /translation="MKVTTGLTRRFLLFTNLSQLKSAIIGIIKRKFYSRGEGMFKKII
                     DSLLGKKKYRSYSSSDYRHRGRSYSSSDYKRRSSGYGHHHYKRKRKSRSFFSSS"
     gene            1023974..1024795
                     /locus_tag="DJ46_1104"
     CDS             1023974..1024795
                     /locus_tag="DJ46_1104"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK66419.1"
                     /translation="MKWRRILALFDRPLRKNTIVAERYKIESVIGMGSYGVTYVVNDL
                     QINRYKVLKQLRQSKQRYVSGRKSFEQEKMILQTLNHHAIPSLYDHFVWEKKSFFVME
                     YMPGKNFEDYIFLDGHVYTEREVLKILYEILEIVSVFHSKDIIHRDLRIPNILMKENQ
                     ISIIDFGLAKWKGEGDERATTYEGEQALMREVHFRSDFYALGHFSLFLLYAGYESNEK
                     YEKPWYDELTLENYNREMLMRMLQMKTPYYENVRDLKKDVAFALERMEVPCFKSF"
     gene            1024777..1025535
                     /gene="spo0M"
                     /locus_tag="DJ46_1105"
     CDS             1024777..1025535
                     /gene="spo0M"
                     /locus_tag="DJ46_1105"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation-control protein spo0M"
                     /protein_id="AIK63164.1"
                     /translation="MFQKFLASVGIGNAKVDTVLEKDEYIVGEEILGKVHITGGSVSQ
                     QIESIYLTLSTSYIREVDDKKITTTTYDLERVRLTEPFSVEPNEKREIPFSFKMPVET
                     PLTLGMKTVWIHTGLDIKRSIDPSDRDYIQVLPNALLNSVLESVNQLGFKARHIECEE
                     LPYRLRKQVPFAQEFEFVPVSGQYYGKLDELELLILPSAYDRLEIIMEVDRKSRGLAG
                     LFAEALDLDEKVIRFTVTNEDIPTMKETINNYIF"
     gene            1025613..1026248
                     /locus_tag="DJ46_1107"
     CDS             1025613..1026248
                     /locus_tag="DJ46_1107"
                     /codon_start=1
                     /transl_table=11
                     /product="PAP2 superfamily protein"
                     /protein_id="AIK64882.1"
                     /translation="MKRYRHLYLLSFTLLICFVVLSLSYHTACIEKFDNIVAHFIQSF
                     RNDYLTTYFTWMSFIGSKRIYFPLLIILVMYFLVRKKLLSALLLTINYYGSRYLNSML
                     KLWYERARPDVTQLVTATGYSFPSGHTMNATAFLGFIAYVTITEERITLHKKLLIIFI
                     ASFVVLSISVSRIYLGVHYPSDILAGWAAGGSWLVLCVIFHKTFIKKEPMS"
     gene            complement(1026238..1027128)
                     /locus_tag="DJ46_1106"
     CDS             complement(1026238..1027128)
                     /locus_tag="DJ46_1106"
                     /note="CDF: cation diffusion facilitator transporter
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cation diffusion facilitator transporter family
                     protein"
                     /protein_id="AIK63503.1"
                     /translation="MIKIDTLSNKEADKGAIVSILAYIFLSSMKIIISYITLSSALRA
                     DGLNNLTDIGASLAILIGLKISRKPRDPDHPYGHSRAEQIASLVASFIMATVGLEVVI
                     SAIQSFLNPKQAAPNVLAAWVALFSAVVMYCVYLYTKKIAARTKSKSLEAAAKDNLSD
                     ALVSIGTVVGIVGSQFQMPILDPIAALIVGLIICKTAWEIFVEASHMLTDGIDPDKME
                     EYADAIEHIGGVENIVDIKARMYGNQTYVDITIEVDARMDVGESHCITDNIEAMLRKK
                     FGIYHAHIHVEPMEKEPIMT"
     gene            complement(1027408..1027722)
                     /locus_tag="DJ46_1108"
     CDS             complement(1027408..1027722)
                     /locus_tag="DJ46_1108"
                     /codon_start=1
                     /transl_table=11
                     /product="mitosis DIM1 family protein"
                     /protein_id="AIK63399.1"
                     /translation="MREIKSDKEFKDIIASEEPVVVKFFTTWYPDCVRMDNFIGDVME
                     EFNKFEWYSINKDEFPSIAEEYQVMGIPSLLVYQNGEKLGHLHSANAKTEEQVTEFLE
                     AY"
     gene            complement(1028347..1028805)
                     /locus_tag="DJ46_1109"
     CDS             complement(1028347..1028805)
                     /locus_tag="DJ46_1109"
                     /codon_start=1
                     /transl_table=11
                     /product="SMI1-KNR4 cell-wall family protein"
                     /protein_id="AIK64640.1"
                     /translation="MFDFLKKYVVANESVKSDQTPIFYPLKSEEIEEAEELLKMKFPK
                     ELKDFYKEIGYGFLEASDRFFFNRFMDPFSVSDFRLREDIYEYNPNIDGVDDEESLVF
                     FEVTELNFLTIKFKEENELGQCPIYSSSTKIADSLEEFINKMVENPDYYI"
     gene            complement(1028827..1030032)
                     /locus_tag="DJ46_1110"
     CDS             complement(1028827..1030032)
                     /locus_tag="DJ46_1110"
                     /note="WXG100 type VII; WXG100_ESAT6: WXG100 type VII
                     secretion target family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="secretion target family protein"
                     /protein_id="AIK65862.1"
                     /translation="MVQIKVTPEMLEEVANRANNTRIALESIHNNLCNEIDQLCFQWI
                     GASNQQFIQMFNDARPKAFTSINSLVKVEEDLKRIAEKFRNADNQDVTMEEGAMCGKP
                     PEKSTIKKVWDGIVEGTGQAVEDTVEGFKALGKWETWENMGNAALHPIDTLSTMYNVL
                     SDSFINDVINGDAESRAKWGSYALTQVGLGLIGDKGISKVTTLAKGASVAKFSEGISH
                     FTNKLQMGDRFAYASVSEFRDIPKTSFNSLEDARNTFMFADPGNLNTPRFQEYLSQVE
                     EITNRKIPENQRELLQEALEKNAYERLSKEEVDQRRAEFNTIKNKLIAEWEKETGQTW
                     PTYTEEVISRRGKVSRRIDKPFDAHHFIENAHGGEHEWWNMHPAKYPDEHQGGIHAKD
                     SISREIFKK"
     gene            complement(1030214..1031365)
                     /locus_tag="DJ46_1111"
     CDS             complement(1030214..1031365)
                     /locus_tag="DJ46_1111"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61028.1"
                     /translation="MKFKQIILAGAVLATSTFTSLTNAQAETGFRDVPSDHWSYNAIM
                     GLKEKNIVAGYGNGMFGFGDNITRGQVARLIYAYLKPADEHNAPNPFTDVKGHMFEKE
                     ILSLSKAGIMNGFGDGKFGPDNVLTREQLAVVLTKAFNFKATSTTTFKDVDKNYWATN
                     AISALQENKIAAGTGDNLFEPKNIVTREQYAQFLYNAMNTVEVKPELTPFGIPSSMIT
                     NDFYYNSNNWKNASPVLKKSVSNEAQNLITKINKKYNEDYKYESASVSSMGLPESVQL
                     RTSNPNLGRVYDLGQGQFFVQGENEHDFYIMFIIDNATVELAKSWITLINSDLNLDKE
                     INDVIAMPSQKARGRDYHTYLDKGKYQIELGTSPQTKGYDSLFIGIKRK"
     gene            1031566..1032699
                     /locus_tag="DJ46_1112"
     CDS             1031566..1032699
                     /locus_tag="DJ46_1112"
                     /codon_start=1
                     /transl_table=11
                     /product="PLD-like domain protein"
                     /protein_id="AIK63468.1"
                     /translation="MKQKISNVTGEIILSYKENGYQVVLDEFKHAKCINIVTYNINTY
                     ESNSVLIKELRKLNKTTKINIILNIPNGSYVKNFKNRIDQKEFDKVKWKIKNALSVLE
                     QEKFGNLEVYINLENHAKLIMTDHIAYIGSQNFSDASEGNFELGFLVKDSKVIRDIER
                     NIFAEIKNKSIYCIISEYRATMEEISVKLANKLQNIREDILTWVGDPPFTFRQEVFFI
                     DDAYFHKERWEEFKEFHSEFEVITEKLIDEYPSEFNKESARETVKHLRKLVKLLVSEL
                     DELAKFKTNQEESMMWDKFHQLDVGENMEEALEDARYYVENYKEKNYREIEYKGKELI
                     KTFDYIKESIQDIETIVDEIKDSMIRKALNQNIERILQDIKKQ"
     gene            complement(1032731..1033195)
                     /locus_tag="DJ46_1113"
     CDS             complement(1032731..1033195)
                     /locus_tag="DJ46_1113"
                     /codon_start=1
                     /transl_table=11
                     /product="restriction endonuclease family protein"
                     /protein_id="AIK64714.1"
                     /translation="MIWAILSLVVVFALGIILKAPQVSEEEIRMNHLREQANREYLEK
                     MDPRKFEYLIADLFYSLGYRAQVTPGSNDGGKDIILWKDDEVKFVEVKRYTKESIGRP
                     YIQKLHSAIIDGDAVGGYFVTLSNFNKNARQYAANKNIELIDGEALIHMMKS"
     gene            complement(1033232..1033432)
                     /locus_tag="DJ46_1114"
     CDS             complement(1033232..1033432)
                     /locus_tag="DJ46_1114"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65136.1"
                     /translation="MKCKLKVILAERMIKQSDIAKIVGITDQTLSLIARGKSEPTLRV
                     AMRIAKTLDLSVEDIWIEEEIE"
     gene            1033598..1033900
                     /locus_tag="DJ46_1115"
     CDS             1033598..1033900
                     /locus_tag="DJ46_1115"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64269.1"
                     /translation="MRWQYSHLNETPYLYPSKELRKMYRDSNGKKETNAIVDHMERYE
                     VFNNREYKGYYRLSNDIMDDLYEDEDEVLDWGDVINEYQPVMTPKGLQLIRKEGFK"
     gene            1033897..1034079
                     /locus_tag="DJ46_1116"
     CDS             1033897..1034079
                     /locus_tag="DJ46_1116"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63649.1"
                     /translation="MTIVGEAVIVWTATGLSVITMKVAEKMGLSVPHWLPRMTMYTTL
                     TGSFLYLLRYVLFAFL"
     gene            1034198..1035388
                     /locus_tag="DJ46_1117"
     CDS             1034198..1035388
                     /locus_tag="DJ46_1117"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsK/SpoIIIE family protein"
                     /protein_id="AIK62216.1"
                     /translation="MIELLLVPAAGLTVALFGEKFKSKNDDKRKIQVFFEVAGIAIKR
                     NNEEKLQYPKFQKQIDDDRSTTYVYTLPLGMPSKIIQKVEDVVSEGLNKPVRIQYDNY
                     KLNIRVFRREIPKNWSWSMDLVTKGKWCIPVGQSLETIVYHDFDETPHMAVGGLIRMG
                     KTVFLKNMFASLSLANPDHAHFYLIDLKEEGLEFSEYKKLKQVEQIAETSEQAHGMLL
                     KVMEKMHERGKYMKERGIKNIVHTKEKDRYFIVVDEGAVLAPAKGLPRAHNKMLEECQ
                     YMLSHIARVGGALGFRIVFCTQYPTGDTLPRVVKQMANAKLGFRLPTRTASEVVIDQS
                     GLEQLPSIPGRAIYMKERFTVLQVPYIDDVVMWKHLKEYEVEKYEHPEPYENQPSDGD
                     TCDD"
     gene            1035330..1035950
                     /locus_tag="DJ46_1118"
     CDS             1035330..1035950
                     /locus_tag="DJ46_1118"
                     /codon_start=1
                     /transl_table=11
                     /product="replication-relaxation family protein"
                     /protein_id="AIK61642.1"
                     /translation="MNIQSHMKINRQMAILATIRKLQFATRRHLMSVHNMGGIRNANR
                     ILGDLKPYVNKTMQGKEYVYYLNKEGHAMFGDDGKVVSRGKLAHALLRNEAWLHLFCP
                     DDWQIETDIRYIKNKEKMKIVPDVKFRDEENILHAVEVDRSQKMKVNEEKIKKYEEFT
                     QIYKQKHNGKMPVIHFFTVTKYREKKLEELAAKYDVLASVYVIEEI"
     gene            complement(1037065..1037673)
                     /locus_tag="DJ46_1119"
     CDS             complement(1037065..1037673)
                     /locus_tag="DJ46_1119"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61075.1"
                     /translation="MAEIKVGLTQFLDFTLKSSAAKTNFVKNLKSQPEYHPVFDYWKQ
                     LRETVIKFHKNKLSFDCFEALVQAVDQKKKQNYIDVLKQYKKFITNKDVSWFDPGKSH
                     WLSDNLIVRSSPELGLLINDEPHLIKLFFKGKKERIDKYNINSTLTLLNESTFSNEHK
                     DVNYTVLNIQKNRMYTNNSINNNHVIALESEAHQLCYLWNKM"
     gene            complement(1038086..1038484)
                     /locus_tag="DJ46_1120"
     CDS             complement(1038086..1038484)
                     /locus_tag="DJ46_1120"
                     /codon_start=1
                     /transl_table=11
                     /product="endoribonuclease L-PSP family protein"
                     /protein_id="AIK62102.1"
                     /translation="MRNGIIIRKNPTNMPEPVGNYTHITKIPRNAELFVSSGQIGINQ
                     NGQFPKSMNEQISNTFKNIIKVLESEELTAANIIKVNVWATEKIDWAYLDFEWEQLFN
                     TQYPAMTIGYISELGLPEIKIEIEIWAAKP"
     gene            1039294..1039572
                     /locus_tag="DJ46_1121"
     CDS             1039294..1039572
                     /locus_tag="DJ46_1121"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK61955.1"
                     /translation="MDITQSMARIVVNGKDLPFISVRTSVWNQGPVNDLIVSTNERVE
                     EFYQFMWSQVPVMLAMYFLQGADLMRFARIAGINQGVMGEYIYHFSWG"
     gene            1040040..1040696
                     /locus_tag="DJ46_1122"
     CDS             1040040..1040696
                     /locus_tag="DJ46_1122"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63344.1"
                     /translation="MENQLKEIFGALIAAIGTITSAIGSTPFYFISSNVREDLNIYGN
                     TLQAVGNALEADGQEGISLEKIGNEIQSTGNVTVISGLVIDFKDETKIKLVIAGNWTQ
                     ALGGLTALADEFEDASDKDESFNIIGNLLQAIGNSLQAIGGIYELKSIRKERLDSKDE
                     LVNDTEGNLDNQVNSELDKKKEGQSIDTIGSWIQAVGSVFSLIGQIREESEELEGSDN
                     "
     gene            1041089..1041361
                     /locus_tag="DJ46_1123"
     CDS             1041089..1041361
                     /locus_tag="DJ46_1123"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65712.1"
                     /translation="MGKTLEELERCYNEALNEGAEYVAVQIKIDGFSSDELIINDKYN
                     IDSKLAYYKRTYNEDLEHKWNPRIRIVDFAYGYSFSGIIRQLGLLV"
     gene            complement(1041482..1041619)
                     /locus_tag="DJ46_1124"
     CDS             complement(1041482..1041619)
                     /locus_tag="DJ46_1124"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63373.1"
                     /translation="MESCVLFVNGQPLLVVSVAGIEIARLELSLQVALTLIALGIPIC
                     A"
     gene            1041823..1042221
                     /locus_tag="DJ46_1125"
     CDS             1041823..1042221
                     /locus_tag="DJ46_1125"
                     /codon_start=1
                     /transl_table=11
                     /product="CHRD domain protein"
                     /protein_id="AIK63192.1"
                     /translation="MFFAKLRGRNEVPPVETDARGEAFFKLSRDELSLKFKLDLFDIE
                     DVVAAHLHIGAKGTNGPVVAFLFGPITNPVSIECATLTGMITQEDLVGPLAGQTLGTL
                     INEIISGNIYINVHTVQHPNGEIRGQLNYC"
     gene            1042543..1042794
                     /locus_tag="DJ46_1126"
     CDS             1042543..1042794
                     /locus_tag="DJ46_1126"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61919.1"
                     /translation="MFYSYFASQVGMRPAYGTSITYSGAQSTVQAVQQALQMQQQMQM
                     QQQGIQPYYSSMEYFYPVQTITPYGGSFLTIPYGAVFNL"
     gene            1042914..1043450
                     /locus_tag="DJ46_1127"
     CDS             1042914..1043450
                     /locus_tag="DJ46_1127"
                     /codon_start=1
                     /transl_table=11
                     /product="C1q domain protein"
                     /protein_id="AIK63705.1"
                     /translation="MSCYYYCKHCKEYKKKQHNCCKNNSKCNDNKDSLVRASAFRARN
                     TVNQPVPANTFVKVLFQNEQFDLANEYNPATSIFIPKTRGVYSIIGTIGFFPNNSNSD
                     YRARVEIRVNGNAAIAIDNDFFGTINFGNVVSVSTIIQLNEGDQVEVYAQSSIDGVLS
                     TLEDGSHFEAARFPSPTE"
     gene            complement(1044348..1044542)
                     /locus_tag="DJ46_1128"
     CDS             complement(1044348..1044542)
                     /locus_tag="DJ46_1128"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65385.1"
                     /translation="MEKKPIAFKVPPNSKLKVTFFGPYNEVITNVSIINQLSTPKCQT
                     ITRYPNYTKYETEVRSLSSC"
     gene            1044978..1045829
                     /gene="prsA3"
                     /locus_tag="DJ46_1129"
     CDS             1044978..1045829
                     /gene="prsA3"
                     /locus_tag="DJ46_1129"
                     /EC_number="5.2.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="foldase protein prsA 3"
                     /protein_id="AIK64978.1"
                     /translation="MKKKKLFLGTIISCVVLALSACGSSDNVVTSKVGNITEKELSKE
                     LRQKYGESTLYQMVLSKALLDKYKVSDEEAKKQVEEAKDKMGDNFKSTLEQVGLKNED
                     ELKEKMKPEIAFEKAIKATVTEKDVKDNYKPEMKVSHILVKDEKTAKEVKEKVNNGED
                     FAALAKQYSEDTGSKEQGGEITGFAPGQTVKEFEEAAYKLDAGQVSEPVKTTYGYHII
                     KVTDKKELKPFDEVKDSIRKDIEQQRLQDTTGKWKQQVVNELLKDADIKVNDKEFKNT
                     FEFLEKK"
     gene            1046334..1046552
                     /locus_tag="DJ46_1130"
     CDS             1046334..1046552
                     /locus_tag="DJ46_1130"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK62045.1"
                     /translation="MKVIFQREDGGKIFESYDEDINNLLVILKETKGIKIGMVDYKVL
                     KYELEYFRNPKKAVTERELHIIVQPKYI"
     gene            1046737..1047144
                     /locus_tag="DJ46_1131"
     CDS             1046737..1047144
                     /locus_tag="DJ46_1131"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64222.1"
                     /translation="MSLASYIGCNVEIPLTDPDSHDVIVFGPCFSDESMLEIVQEFQF
                     QTSYTYEVSTSWGIELVEWQTEREKKEAKRKLVALCTIMEGYLNDGDYFELFSCWVGD
                     EDKERLGELKLKINHFNIDEIRIPERTLVRIEK"
     gene            1047574..1047909
                     /locus_tag="DJ46_1132"
     CDS             1047574..1047909
                     /locus_tag="DJ46_1132"
                     /codon_start=1
                     /transl_table=11
                     /product="yolD-like family protein"
                     /protein_id="AIK64507.1"
                     /translation="MNDVKMQKAKREWVPFTVMSEQLLSMQKVIGEKFKVQKPLLTKE
                     AKEGISDKLLTSLLSEKEILVTYFEDGYILTSYMTVVHINPLKRIVMCTDAFYKTYVF
                     NTADIIEIT"
     gene            complement(1048126..1048365)
                     /locus_tag="DJ46_1133"
     CDS             complement(1048126..1048365)
                     /locus_tag="DJ46_1133"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination gerPA/gerPF family protein"
                     /protein_id="AIK65819.1"
                     /translation="MIVKWVKTMPSVVGNLVVQNSNGSFNLGDFYNVSPKENTKAYNG
                     SGASNVGFVVNTFNGVSATNTFDSDLADQNQVGTA"
     gene            1048551..1048886
                     /locus_tag="DJ46_1134"
     CDS             1048551..1048886
                     /locus_tag="DJ46_1134"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65907.1"
                     /translation="MNNVIKKVDLTDAKSSNLVALIYSNEVILVEEAFCPNEIKLKFN
                     EIAILSAIKTAHIMKVSIRKELEAIFHDTGVLLVKHSAEYGNSQSITMHFEQFKKLQY
                     EIEYLNKSM"
     gene            1049182..1049394
                     /locus_tag="DJ46_1135"
     CDS             1049182..1049394
                     /locus_tag="DJ46_1135"
                     /codon_start=1
                     /transl_table=11
                     /product="proteolipid membrane potential modulator family
                     protein"
                     /protein_id="AIK64342.1"
                     /translation="MMYLLAIVLPPVAVLICGKPFQAIINFILTLIFWVPGVIHAILV
                     VHDKKADRRLKKQIQAYDEINKKNRR"
     gene            complement(1049464..1049670)
                     /locus_tag="DJ46_1136"
     CDS             complement(1049464..1049670)
                     /locus_tag="DJ46_1136"
                     /codon_start=1
                     /transl_table=11
                     /product="KTSC domain protein"
                     /protein_id="AIK62827.1"
                     /translation="MELSPVISKTIVAVGYNPFSMILRIQLKHGMYDFFNVPKNIYTG
                     LLNAHSKTNYHNTYIKNSYRYTKI"
     gene            1050139..1052680
                     /locus_tag="DJ46_1137"
                     /note="transglycosylase family protein;penicillin binding
                     transpeptidase domain protein"
                     /pseudo
     gene            1053295..1054440
                     /locus_tag="DJ46_1139"
     CDS             1053295..1054440
                     /locus_tag="DJ46_1139"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK66359.1"
                     /translation="MERLWTKSFIQMTFAMLFLFTGFYLLVPTLPLFIKEIGGNESQV
                     GLMMGMFTIAAVVIRPIIGGMLDQYGRRSFIIFGLTLFGLTMYFYNLATTIVLLAILR
                     IIHGVTWAVSTTAVGTAITDIIPDSRRGEGMGWYGMAMTIAMAIGPMIGLSVVQNYSF
                     HGLFLLATLLSFMAVLLSLMTKMPFTPQKEKGKMQLFEKSVLSITIVVFFLSFAYGGI
                     TTFLPLFASSIDVNPGTFFLVYAIALTIVRPISGKLLDKYGEVFIILPALCITVIAIV
                     VLTISNNLIGVVIAATLYGVGFGSAQPALQAAMLSIVDPSKRGVANASFFTAFDLGIG
                     LGAILLGVVSQMFGYRILFAGSAISGLIAFIIFVFFVKQQLGKKEFA"
     gene            1054456..1054746
                     /locus_tag="DJ46_1140"
     CDS             1054456..1054746
                     /locus_tag="DJ46_1140"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster biosynthesis family protein"
                     /protein_id="AIK64638.1"
                     /translation="MEISIDHKALQWFKEELRIKHGESIRFNVRYGGDSSIQPGYSLG
                     IVAEKADGEIVSVEKEGILFFVDVDDLWYFQNYDLVVGYHEEMEEIQFNYVK"
     gene            1055149..1056267
                     /gene="mmgD"
                     /locus_tag="DJ46_1141"
     CDS             1055149..1056267
                     /gene="mmgD"
                     /locus_tag="DJ46_1141"
                     /EC_number="2.3.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="2-methylcitrate synthase"
                     /protein_id="AIK65017.1"
                     /translation="MKAEEKFSPGLDGIVAAETKISFLDTVKGEIVIQGYDLIELSKT
                     KEYLDIVHLLLEEHLPNEDEKATLEKKLKEEYAVPEGVFNVLKALPKETHPMDGLRTG
                     VSALAGYDNDIENRSLEVNKSRGYKLLSKVPNIVANSYHILNNEEPIEPLKELSYSAN
                     FFYMLTGKKPTELEEKIFDRSLVLYSEHEMPNSTFTARVIASTQSDLYGALTGAVASL
                     KGSLHGGANEAVMYMLLEAGNVEKFEELLQKKLYNKEKIMGFGHRVYMKKMDPRALMM
                     KEALKQLCDVKGDYTLYEMCEAGEKIMEKEKGIYPNLDYYAAPVYWMLGIPIQLYTPI
                     FFSSRTVGLCAHVIEQHTNNRLFRPRVNYIGERHVLSK"
     gene            1056366..1057802
                     /gene="prpD"
                     /locus_tag="DJ46_1142"
     CDS             1056366..1057802
                     /gene="prpD"
                     /locus_tag="DJ46_1142"
                     /EC_number="4.2.1.79"
                     /note="prpD: 2-methylcitrate dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-methylcitrate dehydratase"
                     /protein_id="AIK61333.1"
                     /translation="MIKTNEIKQKDAILEEITDYVLNKEVTSAEAFSTARYVLFDTLG
                     CGILALQYPECTKLLGPVVPGTIVPNGTRVPGTSYVLDPVKGAFNIGCMIRWLDYNDT
                     WLAAEWGHPSDNLGGILAVADYISRVRISEGKEPLKVREVLEMMIKAHEIQGVLALEN
                     SLNRVGLDHVLYVKVATTAVVAKMLGGTREEIFNALSHAWIDNSSLRTYRHAPNTGSR
                     KSWAAGDATSRGVHLAMTALKGEMGYPTALSAPGWGFQDVLFNKQELKLARPLESYVM
                     ENVLFKVSYPAEFHAQTAAECAVKLHPEIKERLDEIDRITITTHESAIRIIDKEGPLN
                     NPADRDHCLQYITAIGLLKGDIVADDYEDAVANDPRVDELRNKMVVVENKQYSLDYLD
                     PNKRSIANAVQVHFKDGTVTENVECEYPLGHRFRRDEAIPKVVQKFTANMAGHYSSKQ
                     QEQIHEVCLNEEKLENMNVNEFVDLFLI"
     gene            1057821..1058729
                     /gene="prpB"
                     /locus_tag="DJ46_1143"
     CDS             1057821..1058729
                     /gene="prpB"
                     /locus_tag="DJ46_1143"
                     /EC_number="4.1.3.30"
                     /note="prpB: methylisocitrate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylisocitrate lyase"
                     /protein_id="AIK62515.1"
                     /translation="MAWVVNKQSTQEELANRFRALVEANEILQIPGAHDAMAALVARN
                     TGFLALYLSGAAYTASKGLPDLGIVTSTEVAERARDLVRATDLPVLVDIDTGFGGVLN
                     VARTAVEMVEAKVAAVQIEDQQLPKKCGHLNGKKLVTTEELVQKIKAIKEVAPSLYIV
                     ARTDARGVEGLDEAIERANAYVKAGADAIFPEALQSEEEFRLFNSKVNAPLLANMTEF
                     GKTPYYSAEEFANMGFQMVIYPVTSLRVAAKAYENVFTLIKETGSQKDALSNMQTRSE
                     LYETISYHDFEELDTGIAKTVLSEDQ"
     gene            1058884..1060593
                     /locus_tag="DJ46_1144"
     CDS             1058884..1060593
                     /locus_tag="DJ46_1144"
                     /note="acyl-CoA dehydrogenase, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63874.1"
                     /translation="MEKTKLPWDEFFSLNKDVKHAFFTPEDFSGDEDLIAKTTEQFVK
                     QEIVPQMENIEQHNYKVSRQLFEKAGELGLLSIEVPEEYGGFELGKAVSGLVAEKMGY
                     AGAFSVSFNIHAGVGTLPYIYYGTKEQKEKYLPKIASGEWIGAYALTEPNAGSDALSA
                     KTSAVLNEDGTAWKLNGEKQWITNAHMADVYVVFAKTNKGMTAFIVERTCEGVSIGLE
                     EKKMGIKGSSTATLILEDVVIPAENVLGEVGKGHHVALNILNFARLKLAFGNIGTAKQ
                     AIGLSVQYGKERKQFQTELVDFTMIQEKIANMIIATYGAESAAYRTAGVIDEAIHESD
                     EDLMKKMSQFAIECALNKVNASETLGHIVDEAVQIHGGYGYMQEYEVELLYRDARISR
                     IFEGTNEINRLTVAKMLMKQMEQIEDTEVEIDVANVERNHRYILLAKKLLKQSLKTLS
                     KTPGLKIDQEQEYSRVLSNMLTDVYVMESAFLRTSKAISKNGEGKERTKQMITDVICE
                     EGYRKVEEAAISILSAAVTEEQDRHVILAEIRQLLVPLYTNVFTKKREIAKAIINRGK
                     YIV"
     gene            1060610..1061500
                     /gene="hgd"
                     /locus_tag="DJ46_1145"
     CDS             1060610..1061500
                     /gene="hgd"
                     /locus_tag="DJ46_1145"
                     /EC_number="1.1.1.291"
                     /codon_start=1
                     /transl_table=11
                     /product="2-(hydroxymethyl)glutarate dehydrogenase"
                     /protein_id="AIK62468.1"
                     /translation="MKKIGFIGLGNMGLPMSKNLVKSNYTVYGVDLNKDAEASFEKEG
                     GIIGLSISKLAETCDVIFTSLPSPRAVEAVYFGQEGLFENSHSNVVLIDTSTVSPQLN
                     KQLEEAAKEKKVDFLAAPVSGGVIGAENRTLTFMVGGSKEVYEKTESIMGVLGANIFH
                     VSEQIDSGTTVKLINNLLIGFYTAGVSEALTLAKKNNMDLDKMFDILNVSYGQSRIYE
                     RNYKSFIASENYEPGFTVNLLKKDLGFAVDLAKESELHLPVSEMLLNVYEEASEAGYG
                     ENDMAALYKKVSEQLISNQK"
     gene            1061537..1062997
                     /gene="mmsA"
                     /locus_tag="DJ46_1146"
     CDS             1061537..1062997
                     /gene="mmsA"
                     /locus_tag="DJ46_1146"
                     /EC_number="1.2.1.27"
                     /note="MMSDH: methylmalonate-semialdehyde dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylmalonate-semialdehyde dehydrogenase"
                     /protein_id="AIK61191.1"
                     /translation="MITTEIKRVKNHINGEWVESTGTEVEAVPNPATGKIIAYVPLSP
                     KEDVEKAVEAAKAAYETWSKVPVPNRSRQLYKYLQLLQENKEELAKIITLENGKTLTD
                     ATGEVQRGIEAVELATSAPNLMMGQALPNIASGIDGSIWRYPIGVVAGITPFNFPMMI
                     PLWMFPLAIACGNTFVLKTSERTPLLAERLVELFYEAGFPKGVLNLVQGGKDVVNSIL
                     ENKDIQAVSFVGSEPVARYVYETGTKHGKRVQALAGAKNHAIVMPDCNLEKTVQGVIG
                     SAFASSGERCMACSVVAVVDEIADEFIDVLVAETKKLKVGDGFHEDNYVGPLIRESHK
                     ERVLGYINSGVADGATLLVDGRKIKEEVGEGYFVGATIFDGVNQEMKIWQDEIFAPVL
                     SIVRVKDLEEGIKLTNQSKFANGAVIYTSNGKHAQTFRDNIDAGMIGVNVNVPAPMAF
                     FAFAGNKASFFGDLGTNGTDGVQFYTRKKVVTERWF"
     gene            complement(1063068..1063700)
                     /locus_tag="DJ46_1147"
     CDS             complement(1063068..1063700)
                     /locus_tag="DJ46_1147"
                     /codon_start=1
                     /transl_table=11
                     /product="lysE type translocator family protein"
                     /protein_id="AIK61573.1"
                     /translation="MIENYFLFIIMSICLIILPGPDTAMATKNTLVAGKVGGVKTVFG
                     TCIALLIHTLAAVIGLSALIVKSALLFSIFKYVGALYLIYIGIKALLAVRNKEGVDTN
                     DISLHNEDEHTSCFRQGFLTNLLNPKVAVFFLTFLPQFLNPNHNTFIQLLVMGLTYLI
                     LTVIWFAFYIFLIDKISAFMKKPKTQRYIQGLTGIVLIGFGIKLAFEKSN"
     gene            complement(1063884..1064939)
                     /gene="hibch"
                     /locus_tag="DJ46_1148"
     CDS             complement(1063884..1064939)
                     /gene="hibch"
                     /locus_tag="DJ46_1148"
                     /EC_number="3.1.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxyisobutyryl-CoA hydrolase,
                     mitochondrial"
                     /protein_id="AIK62062.1"
                     /translation="MTEHVLFSVSENGVASITLNRPKALNSLSYDMLQPIGQKLKEWE
                     NDEQIALIVLKGAGTKGFCAGGDIKTLYEARSNEIALQHAERFFEEEYEIDTYIYQYK
                     KPIIACLDGIVMGGGVGLTNGAKYRIVTERTKWAMPEMNIGFFPDVGAAYFLNKAPGF
                     AGRYVALTASILKASDVLFINAADYFMTSDSLPKFLTELESVNWHKEDDVHTHLKEVI
                     RTFATTSNLESELAPLLEEINAHFAFDTIEKIIHSLEKDPSSFALKTKETLLSKSPIS
                     LKVTLKQFIDGHDKSVEECFATDLVLAKNFMRHEDFFEGVRSVVVDKDQNPNYKYKQL
                     SDVAEEDVNQFFNLLNA"
     gene            1065256..1065513
                     /locus_tag="DJ46_1149"
     CDS             1065256..1065513
                     /locus_tag="DJ46_1149"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61093.1"
                     /translation="MPGPLLLSVIILSSLMIGITQYFHHTDTTEEVKDKVRLVFPIFI
                     ISISFCILLNKDGYIVAVFSFFVAIVFITVLYYVMKDFLQK"
     gene            1065697..1065936
                     /locus_tag="DJ46_1150"
     CDS             1065697..1065936
                     /locus_tag="DJ46_1150"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65891.1"
                     /translation="MKFEMHTKIISNEKEVRLHIEENIFQLKLDGYHLFTVQEILPLY
                     KSNEERIGSAMIQKLEWENGKTTINYQLVSLNSVN"
     gene            1065952..1067109
                     /gene="sbcD"
                     /locus_tag="DJ46_1151"
     CDS             1065952..1067109
                     /gene="sbcD"
                     /locus_tag="DJ46_1151"
                     /note="sbcd: exonuclease SbcCD, D subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease SbcCD, D subunit"
                     /protein_id="AIK64705.1"
                     /translation="MKLFHTADWHLGKLVHGVYMTEDQKIVLDQFVQAVEEEKPDAVI
                     IAGDLYDRAIPPTEAVDLLNDVLQKIVIDLQTPVIAVAGNHDSPDRIHFGSSLMKKQG
                     LFIVGQFQFPYEPIILNDEHGEVHFHLVPYADPSIVRHVLKNEDVRSHDDAMRIFMNE
                     LSETMDKEARHVFVGHAFVTSAGEAEENTSDAERPLSIGGAEYVNSHYFDKFHYTALG
                     HLHQAHFVRNETIRYSGSPLAYSISEEKHKKGYYIVELNEQGEATIEKRLLTPRRKMR
                     TVEAKIDELLQHPVSEDYVFVKLLDENPVLQPMEKIRSVYPNAMHVERSIQRREFTES
                     NEATVSRHKTDDLSLLKAFYKEMKGLDLSEEKERLFVEVLQTVQEREGERG"
     gene            1067106..1070195
                     /locus_tag="DJ46_1152"
     CDS             1067106..1070195
                     /locus_tag="DJ46_1152"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AIK66086.1"
                     /translation="MRPIQLIMTAFGPYKQKEVIDFDDLGEHRIFAISGNTGAGKTTI
                     FDAICYVLYGEASGEERSDTSMLRSQFADDNVYTSVELTFQLKGKRYEIKRQLGHKKQ
                     GNKTITGHAVELYEVIDEEKVPAVDRFHVTDVNKKVEDLIGLSKHQFSQIVMLPQGEF
                     RKLLTSETENKEEILRRIFKTDRYKLMRELLDQKRKQWKDVLQEKQKERELYFRNVFK
                     LPIRDGAILETLVEQEHVNTHQVVEALEQETAVYKAEVEQLQVEQDVQTKQLKDAETR
                     FHAAKSVNEKFIDLQQKNEKYNTLQENRTVIEMKETSFKRAEQAKRLLPFEQWHEEAM
                     QNEQKAESLLKQIIAKKENIMNNFELAQEKYEVVKNKESERENVKKLVQRLEELQPII
                     ASLAEKQLNLQNAEIQIGKLKESMQNLDRQLEEHTNQKQLMTGELQQLEQALEQYVDK
                     VEELTNMREDAKVLKQAYDVWQEKQKFEKEKEAAYSKMQLAVNAYENMERRWLSEQAG
                     ILALHLHDGESCPVCGSTTHPKKATEQSGAIDENELNGLRDKKNIAEKLHVQLEEKWN
                     FYHHQYEQVIEEVKKRGYQSEELVETYSALVQKGKQLATEVNTLKASEETRKQIAVKI
                     KSVEEKVDALQKQKREVETEQHRIEMDCMQLRTSYEHDKKNIPENLQTVQAWKVQFDQ
                     AMHELKLMEDEWKKVQEAYQHWQNENIRIQAEQEGATNQFESAKLKKEETFTRFMKEL
                     EQSGFTDQSTYKEAKLSDAEMELIQKEIQSYYSFLEVLAKQIEELHVELKDKEYMDIT
                     ALGEHIKELEINLDIIKEKRQRAQNAVTYISDLHENIRRIDEQIHEEEKAFQELVDLY
                     EVMKGDNESRISFERYILIEYLEQIVQIANERLRKLSNGQFYLKRSERVEKRNRQSGL
                     GLDVYDAYTGQTRDVKTLSGGEKFNASLCLALGMADVIQAYEGGISIETMFIDEGFGS
                     LDEESLTKAVDTLIDLQKSGRFIGVISHVQELKNAMPAVLEVTKQKDGCSQTRFVVK"
     gene            complement(1070564..1070764)
                     /locus_tag="DJ46_1153"
     CDS             complement(1070564..1070764)
                     /locus_tag="DJ46_1153"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63950.1"
                     /translation="MGVCVDLFKEYENKEKVVYRFFPCEDEEAAGKIQFNKLEKSSVE
                     LEPAKGEGAIIFLKQLVLSKNM"
     gene            1071667..1071966
                     /locus_tag="DJ46_1154"
     CDS             1071667..1071966
                     /locus_tag="DJ46_1154"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK63803.1"
                     /translation="MTTYTSEMRKSLVSEEDVDILKIMAHPIRLQIVNELSTRKTCNV
                     TQLTELLNIPQSTVSQHLSKMKGKVLRAERRGLEIYYHINNLKASKIVNVLGYIN"
     gene            complement(1072177..1072362)
                     /locus_tag="DJ46_1155"
     CDS             complement(1072177..1072362)
                     /locus_tag="DJ46_1155"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64611.1"
                     /translation="MKANVGDTILFQRNNLKITGSVLNLYTESVLVEITDVSGGTFEF
                     DRTIVNHKNYKILHTNT"
     gene            1072929..1074131
                     /locus_tag="DJ46_1156"
     CDS             1072929..1074131
                     /locus_tag="DJ46_1156"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK65588.1"
                     /translation="MKKSAVNPWLVVLGTVIVQMGLGTIYTWSLFNQPLVSKYGWSLN
                     AVAITFSITSLSLAFSTLFASKLQEKWGLRKLIMIAGLALGLGLILSSQASSLILLYV
                     LAGVVVGYADGTAYITSLSNLIKWFPERKGLIAGISVSAYGSGSLIFKYVNAQLIESV
                     GVSQAFIYWGLIVTAMIVLGACLIHQAADQSAVQETKTHEYTTKEMLGTKQVYLLFIM
                     LFTSCMSGLYLIGMVKDIGVELVGLSAATAANAVAMVAIFNTLGRIILGPLSDKIGRL
                     KIVTGTFVVMASSVLVLSFVDLNYGIYFVCVASVAFCFGGNITIFPAIVGDFFGMKNH
                     SKNYGIVYQGFGFGALAGSFIGALLGGFKPTFMVIGLLCVVSFIIAMLIQAPNQKKEQ
                     EEEYRSVA"
     gene            1074715..1075491
                     /locus_tag="DJ46_1157"
     CDS             1074715..1075491
                     /locus_tag="DJ46_1157"
                     /EC_number="1.3.1.28"
                     /note="dhbA_paeA: 2,3-dihydro-2,3-dihydroxybenzoate
                     dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="2,3-dihydro-2,3-dihydroxybenzoate dehydrogenase"
                     /protein_id="AIK65762.1"
                     /translation="MNVGEFDGKTVLVTGAAQGIGSVVAKMFLERGATVIAVDQNGEG
                     LNVLLNQNETRMKIFHLDVSDSNAVEDTVKRIENDIAPIDILVNVAGVLRMGAIHSLS
                     DEDWNKTFSVNSTGVFYMSRAVSKHMMQRKSGAIVTVGSNAANTPRVEMAAYAASKAA
                     TTMFMKCLGLELAAYNIRCNLVSPGSTETEMQRLLWADENGAKNIIAGSQNTYRLGIP
                     LQKIAQPSEITEAVLFLASDKASHITMHNLCVDGGATLGV"
     gene            1075518..1076717
                     /gene="dhbC"
                     /locus_tag="DJ46_1158"
     CDS             1075518..1076717
                     /gene="dhbC"
                     /locus_tag="DJ46_1158"
                     /EC_number="5.4.4.2"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismate synthase dhbC"
                     /protein_id="AIK65237.1"
                     /translation="MNEFTAVKELSEKLLEDYKTESSFFFASPTRTILAEGEFTTVKH
                     HEIESFPELVQAVLRNAKQAGNPNPIVVGALPFDRRKEVQLIVPEYSRISERLQLDPT
                     NHLEINRNSTFEMTPVPDHEVYMKGVKQGIEKIKDGDLKKIVLSRSLDVKSSGKIDKQ
                     KLLRELAEHNKHGYTFAVNLPKDENENSKTLIGASPELLVSRHGMQVISNPLAGSRPR
                     SDDPVEDKRRAEELLSSPKDLHEHAVVVEAVAAALRPYCHTLYVPEKPSVIHSEAMWH
                     LSTEVKGELKNPNTSSLELAIALHPTPAVCGTPMEEAREAIQKIEPFDREFFTGMLGW
                     SDLNGDGEWIVTIRCAEVQENTLRLYAGAGVVAESKPEDELAETSAKFQTMLKALGLN
                     DSSLNEK"
     gene            1076730..1078346
                     /locus_tag="DJ46_1159"
     CDS             1076730..1078346
                     /locus_tag="DJ46_1159"
                     /EC_number="2.7.7.58"
                     /note="DHB_AMP_lig: (2,3-dihydroxybenzoyl)adenylate
                     synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="(2,3-dihydroxybenzoyl)adenylate synthase"
                     /protein_id="AIK64310.1"
                     /translation="MLTGYTKWPKEFADRYREEGCWLGETFGGVLRERAEKYGDQIAV
                     VSGNTYITYSELDKKVDRLASGLLNLGIKPEDRVVIQLPNVIEFFEMCFALFRIGALP
                     VFALPSHRSSEISYFCEFGEASAYVISDKALGFDYRKLAREVKEKVPTLQHVIVVGEK
                     EEFVNISDLYIDPVLLPEVQPSDVAFLQLSGGTTGLSKLIPRTHDDYIYSLRVSAEIC
                     NLSAESVYMAVLPVAHNYPMSSPGTFGTFYAGGKVVLATGGSPDEAFALIEKEKVTIT
                     ALVPPLAMIWLDAASSRNNDLSSLEVIQVGGAKFSAEVAKRIRPTFGCTLQQVFGMAE
                     GLVNYTRLDDPEEIIIHTQGRPMSALDEVRVVDEYDNDVKPGEVGSLLTRGPYTIRGY
                     YKAEEHNARSFTNDGFYRTGDLVKVNEQGYIIVEGRDKDQINRGGEKVAAEEVENHLL
                     AHDAVHDVAIVSMPDDYLGERTCAFVIARGQAPAVSELKRFLRERGIAAYKIPDRIEF
                     IESFPQTGVGKVSKKELRKVIAEKLVTVKR"
     gene            1078378..1079265
                     /gene="dhbB"
                     /locus_tag="DJ46_1160"
     CDS             1078378..1079265
                     /gene="dhbB"
                     /locus_tag="DJ46_1160"
                     /EC_number="3.3.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase"
                     /protein_id="AIK61460.1"
                     /translation="MAIPSISVYKMPIESELPKNKVNWTPDPKRAVLLIHDMQEYFLD
                     AYSDKESPKVELISNIKVIREKCKELGIPVVYTAQPGGQTLEQRGLLQDFWGDGIPAG
                     PDKKKIVDELTPDEDDIFLTKWRYSAFKKTNLLEILNEQGRDQLIICGIYAHIGCLLT
                     ACEAFMDGIQPFFVADAVADFSLEHHKQALEYASNRCAVTTSTNSLLTELQGLKDDDE
                     ITLQKVHELVAQLLREPVESVGTDEDLLNRGLDSVRIMSLVEKWRREGKEITFADLAE
                     NPTVVDWYRLLSPQTEHVL"
     gene            1079297..1086454
                     /gene="dltA"
                     /locus_tag="DJ46_1161"
     CDS             1079297..1086454
                     /gene="dltA"
                     /locus_tag="DJ46_1161"
                     /EC_number="6.1.1.13"
                     /note="D-ala-DACP-lig: D-alanine--poly(phosphoribitol)
                     ligase, subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanine--poly(phosphoribitol) ligase, subunit
                     1"
                     /protein_id="AIK64041.1"
                     /translation="MPNSQKVRHSLSSAQSGMWFAQQLDPLNPIYNTGEYVEINGNIN
                     QEIFELAVRKVVMEAEALHVRFEEDEIGPWQVIEELQFHMHFIDVRKEENPEEAAKVW
                     MKNDLSMPVDLKKDTLFTEALIQVENNRFFWYQRIHHIVMDGYGFSLLSQKVAKEYTS
                     LIEETNKNEKPFGSLAKIVQEDMEYGESKQFQEDRAFWLEKYGDEPEVVSLAERAPRT
                     SNGFLRETAYLSSSSTKTLLEDINVSLASWPEFIIAVTSIYMHKLTGANDIVLGLPMM
                     GRLGSASIHTPSMVMNLVPLRLTVTPNITLAELLQQVSKEIQDVRRHHKYRHEELRRD
                     LKLLGENQRLFGPLVNVMPFDYGLNFAGNRGITHNLSAGPVDDLSINVYKRFDENELM
                     IHFDANPEVYNGAELALHKERFMNVLELVINDYEKDASIGSINITLPEENQKVLFEWN
                     ETKEAEELISLPILFEKQVQKNPNKIAVTCNGIKLTYKELNERANELAHYLVEEGIGP
                     NQFVALVFPRSTEMVVSMLAVLKAGAAYLPIDPEYPAERINYIVNDAKPVCIITHSSV
                     SSILVIEDDIKEIELDSEEMTIALNTYSYMNIPLKNDESLLNPAYTIYTSGSTGNPKG
                     VIVPMKALSNFLLAMDDIFSLNENDHLLAVTTFAFDISALEIYLPLISGASLTIAQKE
                     VIQEPSALTALLQEERVTIMQATPTLWQALVTEYPEKLQGLNVLVGGEALPAHLAKTL
                     KELGCTITNLYGPTETTIWSTVMNIDERESGMPPIGKPIWSTAVYVLDAGLQPVPPGV
                     IGELYIAGGGLANGYLGKPELTAERFVANPYGKPGQRMYRTGDLVKWRKDGVLEYMSR
                     ADHQIKIRGFRIELAEIEMVVQRHENIKQAVVMVREDRPNDKRIIAYIVAEEKETIHL
                     AEIRSYVSESLANYMVPAAFVLLEELPLTPNRKVDRKKLPAPDYNGMNNERVARNPKE
                     EILCDLFAEVLGVSRISIDDNFFEMGGHSLLASRLMARIRETLSVELGIGKLFESPTV
                     AELAKQLDQAKNARPAIKKVSRPNEVPLSFAQRRLWFLNCLEGPSPTYNIPLVIRLSG
                     KLNEEALQGAIHDVVEKHETLRTIFPNVLGSSYQKILDMENLNLEIIKTKTCKDELEN
                     VLTQAVRYSFNLDGEPAVRVQLFTMSENEHVILILLHHIVGDGWSLQPLTRDLTAAYK
                     ARCQGNRVQLETLPVQYADYALWQQQLLGDETTQESLISTQLDFWKKELRGLPDQLEL
                     PTDYQRPMETSYQGETIHFHIDASMHSRLVELARKNGVSLFMVLQAGLSALFTRLGAG
                     TDIPIGSPIAGRNDDALSDIVGLFVNTLVLRTNTSGDPSFEELLNRVKRSNLAAYENQ
                     DVPFERLVEVLNPVRTRNSHPLFQVMLAFQNTPEATFDAPDIEANLEIQSVGSAKFDL
                     TFEISESNGVDGNPNGLQGLLEFSTDLYKRETAQKLVERYILLLDDAVKHPDQSIGRL
                     EILTLAEKNTVLEKWNGGFQIASEMTLSQLFEKQAHIKPNAIAVVFEDEKLTYEKLNK
                     KSNKLARLLIAKGIGPDQLVALAMPRSLNMVVSLLAVLKAGAGYLPLDPDYPSDRISF
                     MLHDAKPSCVLTNSDVEIECDEELKILIDDIEVIEESEKYSEDNIDEMERMKPLTPSH
                     IAYVIYTSGSTGRPKGVMIPHQNVVRLLGATDHWFQFDADDVWTMFHSYAFDFSVWEI
                     WGPLLYGGRLVVVPHTVSRSPKEFLQLLVKEKVTVLNQTPSAFYQLMQADRENEEIGQ
                     KLSLRYVVFGGEALELSRLEDWYSRHPHNAPKLINMYGITETTVHVSYIELDETIVSL
                     RANSLIGCSIPDLKVYVLDNYLQPVPPGVVGEMYVAGAGLARGYLGRAGLTAERFIAD
                     PFGKPGTRMYRTGDLARWRHDGTLDYIGRADHQIKIRGFRIELGEIEAVIMKHPKVEQ
                     VAVIVREDQPGDKRLVSYIVASNNEMIDTNEMRQFAGGSLPDYMVPYAFVVVNELPLT
                     PNGKLDRKALPAPEFIASASSRGPRTPQEEMLCDLFTEVLSVPQIGIDDGFFDLGGHS
                     LLAVQLMSRMKEALGVELNIGTLFAAPTVAGLAERLEMGNGQSALDVLLPLRSGGDQL
                     PLFCVHPAGGLSWCYAGLMKSLGTDYPIYGVQARGIAKNEELPKSLEEMAADYLKHIR
                     EVQPHGPYRLLGWSLGGNVVHAMAAQLQNEGEEVELLVMLDSYPGHFLPNTEAPTEEE
                     ALIALLALGGYDPDNMDGKPLTMESAVEILRKDGSALASLEEETILNLKETYVNSVGL
                     LGKYIPKVYNGDILFFRSTVIPDWFDPISPNTWLNYLDGQIVQYDIDCRHKDLCQPGP
                     LTEIGQVLAKYLQNKKGVSTV"
     gene            1086451..1086675
                     /gene="mbtH"
                     /locus_tag="DJ46_1162"
     CDS             1086451..1086675
                     /gene="mbtH"
                     /locus_tag="DJ46_1162"
                     /codon_start=1
                     /transl_table=11
                     /product="protein mbtH"
                     /protein_id="AIK65383.1"
                     /translation="MTNPFENDNYTYKVLKNEEGQYSLWPAFLDVPIGWNVVHKEASR
                     NDCLQYVENNWEDLNPKSNQVGKKILVGKR"
     gene            1086675..1088117
                     /locus_tag="DJ46_1163"
     CDS             1086675..1088117
                     /locus_tag="DJ46_1163"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK65988.1"
                     /translation="MKAKINPKVVVSIVYITAMFMAAMDATIVNVALQTISKELQVPP
                     SAMGTVNVGYLVSLAVFLPISGWLGDRFGTKRIFLTALFVFTTASALCGIANDITSLN
                     IFRIIQGAGGGLLTPVGMAMLFRTFSPEERPKISRFIVLPIAVAPAVGPIIGGFFVDQ
                     MSWRWAFYINLPFGIMALLFGLLFLKEHIEKSAGRFDSLGFILSAPGFAMIIYALSQG
                     PSRGWISTEIISTGIAGTVFITLFILVELKVKQPMLDLRLLKEPVFRKMSLISLFSSA
                     GLLGMLFVFPLMYQNVIGVSALESGLTTFPEAIGLMISSQIVPWSYKKLGARKVISIG
                     LICTVIIFVLLSFVNHDTNPWQIRALLFGIGIFLGQSVGAVQFSAFNNITPPSMGRAT
                     TIFNVQNRLGSAIGVAVLASILAGFGNNSVQHNAHSDFFPYQAALIGSAIFLLVALLF
                     SLRLSDKEVMSKKKEKMLSVTKKQKALVNE"
     gene            1088151..1088900
                     /locus_tag="DJ46_1164"
     CDS             1088151..1088900
                     /locus_tag="DJ46_1164"
                     /codon_start=1
                     /transl_table=11
                     /product="4'-phosphopantetheinyl transferase superfamily
                     protein"
                     /protein_id="AIK65421.1"
                     /translation="MIESKVVDSIPTLNENDCQIWWGRISDLQSWHYNLLNDVEREKA
                     NSYHHSADRARFIIGCVISRLVLGKILSMSPVQVPIDRMCPVCKLQHGRPQLPEGMPQ
                     LSVSHSGEWVVVAFTKFAPVGVDVEQMNPNVDVMKMAEGVLTDIEKAQVMKLPNEQKI
                     EGFLTYWTRKEAVLKATGEGLMISPVDITISAPNDSPNLLVFKDRQELVENTVMRDLR
                     PSVDYMASIAISSKEVTEITQLDAVALLTYK"
     gene            1088936..1089478
                     /locus_tag="DJ46_1165"
     CDS             1088936..1089478
                     /locus_tag="DJ46_1165"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65419.1"
                     /translation="MLVAENRTNEFTYNVQAIKNILFSGDTSSIHALEKLLNDTVQFD
                     VLEQEVLDRQYIPKEAKNFFDKNGTFLYRVSHVSYKGKVLSENLIFADTSFLPNTIKS
                     ELESGNIPVEKLIEKMEVRRNVLYEGYQPSGNIIELFDGCSVSANVYPTRKYQIVSNC
                     KCIFYICEVYHAENIKELLK"
     gene            complement(1089516..1089788)
                     /gene="hupA"
                     /locus_tag="DJ46_1166"
     CDS             complement(1089516..1089788)
                     /gene="hupA"
                     /locus_tag="DJ46_1166"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein HU 1"
                     /protein_id="AIK61261.1"
                     /translation="MNKTELIKNVAQSADISQKDASAAVQSVFDTIATALQSGDKVQL
                     IGFGTFEVRERSARTGRNPQTGEEIQIAAGKVPAFKAGKELKEAVK"
     gene            1089993..1090760
                     /locus_tag="DJ46_1167"
     CDS             1089993..1090760
                     /locus_tag="DJ46_1167"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61811.1"
                     /translation="MIFREKDEKESILIRQHDHGFLAGEIAKHIKEGFFEDETYLKAT
                     IDAIYEHDRGWIELDKVPILNDAKNIPYTFMDCPSSLRFVFYTIGLNEIEDANPYGAL
                     LCSKHFLSFPLNEEDEEMMSFYTGELERQKRILTTLTKEQFAMFDKHYRLLKFCDELS
                     LYVCMNKPGVEKKNEIDLFKEGFEGTEMFNSKEEKPIQAEWIDEGTIRITPFPFQMEF
                     HTHVKYKTIDKREIEEKGIVKADRESEMKRQTIHFIQ"
     gene            1090775..1091299
                     /locus_tag="DJ46_1168"
     CDS             1090775..1091299
                     /locus_tag="DJ46_1168"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB family protein"
                     /protein_id="AIK61705.1"
                     /translation="MKEYMLKQVDYHAWANIRLFDRIKELPNYEAIFTEQIQSVFPSI
                     KDTFAHIYITDQVWLHILHGKSMNEAIQDRENLRKQIETKSLYELEKLFENMANQYKD
                     FLSTIQDVNAVFVIENPYAGALETSILELVQHVVNHGTYHRGNITAMIRQLGHSSTMM
                     DFVLYLHMVKKQGE"
     gene            complement(1091388..1092581)
                     /gene="apr"
                     /locus_tag="DJ46_1169"
     CDS             complement(1091388..1092581)
                     /gene="apr"
                     /locus_tag="DJ46_1169"
                     /EC_number="3.4.21.62"
                     /codon_start=1
                     /transl_table=11
                     /product="subtilisin Carlsberg"
                     /protein_id="AIK61572.1"
                     /translation="MKNKIIVFLSVLSFIIGGFFFNTNTSSAETSSTDYVPNQLIVKF
                     KQNASLSNVQSFHKSVGATVLSKDDKLGFEVVQFSKGTVKEKIKSYKNNPDVEYAEPN
                     YYVHSFWTPNDPYYKNQYGLQKIQAPLAWDSQRSDSSVKVAIIDTGVQGSHPDLSSKV
                     IYGHDYVDNDNVSDDGNGHGTHCAGITGALTNNSVGIAGVAPHTSIYAVRVLDNQGSG
                     TLDAVAQGIREAADSGAKVISLSLGAPNGGTALQQAVQYAWNKGSVIVAAAGNAGNTK
                     ANYPAYYSEVIAVASTDQSDRKSSFSTYGSWVDVAAPGSNIYSTYKGSTYQSLSGTSM
                     ATPHVAGVAALLANQGYSNTQIRQIIESTSDKISGTGTYWKNGRVNAYKAVQYAKQLQ
                     ENKAS"
     gene            complement(1092808..1094175)
                     /gene="agcS"
                     /locus_tag="DJ46_1170"
     CDS             complement(1092808..1094175)
                     /gene="agcS"
                     /locus_tag="DJ46_1170"
                     /note="agcS: amino acid carrier family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid carrier family protein"
                     /protein_id="AIK63296.1"
                     /translation="METVSKVLEQINHYVWGLPTLLLLVGTGIILTVRLKGLQFSKLL
                     YAHKLAFKKSEDTSSSGDISHFQALMTAMAATIGMGNIAGVATAVTIGGPGAIFWMWI
                     TALFGMATKYAEAILAVKYRVSNENGEYSGGPMYYLERGLGKKWLAVLFAIFGTTASF
                     GIGNMVQSNSVAEAMRINFSFPPALTGIVMSFLIAIVILGGVKKIGKVTGYVVPIKAF
                     FYIIAGLIIIFYHYDQIPEAFSLIFSGAFNGTAAAGGFIGSTVASAIQIGMARGVFAN
                     EAGLGSAPIAAAAAKTDSPAKQALVSMTGTFLDTFIVCTITGLVLITTGAWKSGKTGV
                     EATTLAFQSVFGTAGSMILGIAIILFAYSTILGWSYYGEKCVAYLFGEGAVRYYKAIF
                     IVMIAIGANLKLGIVWTFADIANGLMAIPNLIGLIGLSGIVVAETNRFLQAEKLKENN
                     KKQAS"
     gene            complement(1094620..1095195)
                     /locus_tag="DJ46_1171"
     CDS             complement(1094620..1095195)
                     /locus_tag="DJ46_1171"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65756.1"
                     /translation="MQKLLFTKWTVVISIFIIFGTIFYVTNGKNNSEKATVETADTTT
                     FKSKLQPKINELTTNYNDIIEKDWLPAWEEINTNGDSVARDKLLVTMNAVSKQYENIM
                     NEIDTLKIKENISDVQIQEQLVYFTTEFKAASKFMKNAADLIIDGATNSTLNSATIEN
                     TKHALGLADQHIVIALSTLTEVEEKLGLSKK"
     gene            1095364..1095690
                     /locus_tag="DJ46_1172"
     CDS             1095364..1095690
                     /locus_tag="DJ46_1172"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64402.1"
                     /translation="MKINRRKLVLNSSMAMLLISLIALIYLDKESKIADFPVPMSAIH
                     INDDKEEDYKYISVMPIIKVSGWENLGENGHTVSFKKGERKVTVLHYPGEITYYLFEK
                     KMNKGD"
     gene            1095895..1096515
                     /locus_tag="DJ46_1173"
     CDS             1095895..1096515
                     /locus_tag="DJ46_1173"
                     /codon_start=1
                     /transl_table=11
                     /product="antibiotic biosynthesis monooxygenase family
                     protein"
                     /protein_id="AIK63058.1"
                     /translation="MLLKTIYCKVEEEKKELFSMAQEKWRDIQHLDGFHGQFGGWHKG
                     EACVFTLWEDRGAYQSFMNGAHDTIYLNSNQEDTFLSCEIELFQTLYDIAEVPLKDVV
                     TEGSFVRVAVCDVKDEKEKQFLHKQETIWNKGMENIKGMLGGVVGKSLKNENRYIVLT
                     YWKDEKAHQHYVEEIFPELYKLANIHEDIEDIRGKQAVCKEEWLVY"
     gene            1096701..1097408
                     /locus_tag="DJ46_1174"
     CDS             1096701..1097408
                     /locus_tag="DJ46_1174"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase family protein"
                     /protein_id="AIK65262.1"
                     /translation="MRINKFISEAGKASRRGADKLINERRVIINGKVAKIGDQVNPGD
                     DVRVNGEQLRIARDHVYIALNKPVGITCTSEKSVKGNIIDLVNHPLRISHIGRLDKDS
                     DGLILLTNDGDIVNEILRAENKHEKEYIVSVDKPITPDFLEKMAAGVKILGTKTLPCE
                     ITQLSKYEFKIILTQGLNRQIRRMCEALGYQVYTLKRTRIMNIELNNLPVGQWRDLTK
                     KEKRRLFSDLNYEPQDW"
     gene            1098060..1099979
                     /gene="thrS"
                     /locus_tag="DJ46_1175"
     CDS             1098060..1099979
                     /gene="thrS"
                     /locus_tag="DJ46_1175"
                     /EC_number="6.1.1.3"
                     /note="thrS: threonine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine--tRNA ligase"
                     /protein_id="AIK62370.1"
                     /translation="MKEQMIEIKFPDGSVKEFVKGITLEEIAGSISSSLKKKAVAGNV
                     NDELYDLRRNIEENAEVEIITIDSNEGVEIARHSAAHILAQAVKRLYGDINLGVGPVI
                     ENGFYYDMDLPSSVNVEDLRKIEKEMKKIINENIKVERVEVSREEAAKLFQEMNDRLK
                     LELLEAIPSGESVTLYKQGEFVDLCRGPHLPSTGYLKVFQLTHVSGAYWRGDSNNQVL
                     QRIYGVAFSSQKELEEYLHFVEEAAKRNHRKLGNELELFMFSEEAPGMPFYLPKGQII
                     RNELEAFLREIQKEYNYQEVRTPFMMNQEVWERSGHWGHYKDNMYFSEVDNKSFALKP
                     MNCPGHMLMFKNKLHSYRELPIRMCEFGQVHRHEFSGALNGLLRVRTFCQDDAHLFVT
                     PEQIEDEIKSVMAQIDYVYKTFGFEYEVELSTRPEDSMGDDELWEQAEASLENVLQSL
                     NYKYRLNEGDGAFYGPKIDFHIKDALNRSHQCGTIQLDFQMPEKFDLNYIDEKNEKRR
                     PVVIHRAVLGSLDRFLAILIEHFGGAFPAWVAPVQVKVIPVSNAVHVQYADEVADKLA
                     QAGVRVERDMRDEKLGYKIREAQMQKVPYVLVIGDKEMENGAVNVRKYGEEKSGVIEL
                     DMFVESMKEEINNRK"
     gene            1100233..1101000
                     /locus_tag="DJ46_1176"
                     /note="ABC transporter family protein;ABC transporter,
                     ATP-binding domain protein"
                     /pseudo
     gene            1101012..1101941
                     /locus_tag="DJ46_1178"
     CDS             1101012..1101941
                     /locus_tag="DJ46_1178"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK63323.1"
                     /translation="MLFKLSRHSMKKMLKDYMVLLIGLVISISIFYMFQTMAMNSEFT
                     KDNSLISSIRLVFWVGAILLSFITVFYIIYANSFLLTLRRKELGMYMMLGAKKKKVAQ
                     LLFIETFGMGIVSIIIGILVGMLLASVAGNFLMNGMEISAKGSYSSVYTPAILVTAIF
                     FVILFFITGLMNSIRLLRKTELELIREDETLDEVKKSKTRIIIMTVLGVLLVSTGYYF
                     IVNIKMFAELGFIIATIVTTLGTYFIFSSLLPFFVMKIKGNKKRNETGLNSFTYAQLR
                     FRVNSLSRVLGTVAMLIALGAGAMTAGMAFQKM"
     gene            1101947..1102891
                     /locus_tag="DJ46_1179"
     CDS             1101947..1102891
                     /locus_tag="DJ46_1179"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aBC transporter, permease"
                     /protein_id="AIK61731.1"
                     /translation="MTDFSRVYDVVIHDPNEQDTAALKEMEIVEESKYKYKVDGEAVY
                     YLRNDLTAKPPLISERFDTKTLKEPARKRVAEPLTEPVYSALEAPELAKFPRMPKDWE
                     DAIVREIQITHNQFNGKPVRIADEAYYKGIQGTEHTVTLAKVDDMKKYKPLLIEIDKR
                     QKEQIEKTTGTKVDIFTKMTIYQLTSSLMSGTMFMGFFLGIAFLAMMASSLMFKILTG
                     ASRDVRRYEMLRKIGVRRSMLTKSIYKEISYLFIFPAIIGISHVLVGLNLFSFILVDP
                     FVKVWVPIGIFLVIYFIYYWITVQLYKGMVMPKEEVAK"
     gene            1103161..1104192
                     /locus_tag="DJ46_1180"
     CDS             1103161..1104192
                     /locus_tag="DJ46_1180"
                     /codon_start=1
                     /transl_table=11
                     /product="prolyl oligopeptidase family protein"
                     /protein_id="AIK64472.1"
                     /translation="MKKIAKLIKFIGAITILLLIVALIFPTWTSQIKGQNSISTLEKV
                     EINGSDHEIMIRGKDKNNPVIIFVHGGPGTSEIPYAQKYQDLLEEKFTVVHYDQRGSG
                     KSYHFFEDYSNLTSDLLVEDLLAMTDYISKRLGKEKAILIGHSYGTYIGMQAANKAPE
                     KYEAYVGIGQMSDTLEGEMDSLKFVIDQAENAGNKEEVSYLNGLTEKIKNGDTYTPRN
                     YVGKYGGTSRLIENPDGDNIGMLLSNEYNLLDVIRYNVGLSHSQTVLLEKDLKNPLPT
                     KVKKLKLPFYFLMGKYDYNTSFHAAKTYFDTIEAEQKEFITFEKSAHYPQFEEKEKFY
                     EWMCDTFVK"
     gene            1104413..1105675
                     /locus_tag="DJ46_1181"
     CDS             1104413..1105675
                     /locus_tag="DJ46_1181"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK66363.1"
                     /translation="MKEMLQLFRNKVYARFFLANILERLGSMIAGVSLMFYLLDQYGK
                     QPVYATMTQIMIALPALIFFLLVGTVVDRFDRQRICTVSNICCSLCNIGILISLYYGM
                     IILVFLFLFLENACIQFFSPSEQSMIQGVVESDQYGAAAGINQMVNSLYALFGVGIAT
                     MVYWTFGIYGSILVNTLTFIMSGILIQTISIPEKVRLPNGRTKWKEVNLKMLITEFKE
                     GIRYIYQNETLKKLLLGFIVFGLLNGILSVSTTYILKYKLAPATYESLAMVGGVVGGI
                     SLLIGSIVATSIGKKYAPKPIIVFGMAGSGIFFGMCYFVNYVWSFYVCIAFATFFLPF
                     INVAIMGWMYEIVEESFMGRVQSLLSPLTTGFQLLSLGAIAMLFPKWIRADTLYIILF
                     GLLLFVTCLYQAILPSGQKRVHVVAKEM"
     gene            1105730..1105954
                     /gene="oppB"
                     /locus_tag="DJ46_1182"
     CDS             1105730..1105954
                     /gene="oppB"
                     /locus_tag="DJ46_1182"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptide transport system, permease domain
                     protein"
                     /protein_id="AIK66349.1"
                     /translation="MLMRMVKWCGITGLQLVAAILCIICLGALPCLFKGLQIDLIGFW
                     NTIVFLGGKLLQPGEITYGFRDSRKLFPQI"
     gene            1105979..1106596
                     /locus_tag="DJ46_1183"
     CDS             1105979..1106596
                     /locus_tag="DJ46_1183"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK61668.1"
                     /translation="MFISAFLLSLLIAYLLVVWVLQRSQSKQRMWNGIFVALESIPDI
                     LIILLSQLLVVIIFQKTGFMPVKLAGIGEERARLLPIICLTLPTTLLFIKLLLLRFRE
                     ELEKDYSIFAKSKGLSLRHILKHHISRNVLLTTIYYAKTNILFMLSNLYIIEWIFNTY
                     GMFVFVKENSKLEIFTVSLIMLYVPLFILFRLLHTFLQNVIKERV"
     gene            1106598..1107605
                     /locus_tag="DJ46_1184"
     CDS             1106598..1107605
                     /locus_tag="DJ46_1184"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62196.1"
                     /translation="MWEVVKRDVRFWIGVTFLSVLMIVSIGNTLFFDGNIRELTMMYN
                     EKGELEAAPFSPSSKFWFGSDEKGRDLFQLIIEGAKWTVGASVIIAILRVIVGGGIGL
                     LLGMYSKRSFPVISSFFDPFSIVPMVMVSFFVLKEVLVFENGTVPEPFHLRVIFQMVI
                     LICLAVPTIMLYTTQEVRRIKREEFMMAATVLGRSNWHRMKNHVWPHVLPSFFLLVAQ
                     QFVSTLLLLLHLGLLELFFGGTIISGLEADSVTKEWTGLIGQNFRHLTTHTWIVLIPI
                     AFYSMTILAGNLVSNSMQDAIKLGNIRTPKSKNKDKEMKEEIQVQHTVNDFSFYREVQ
                     K"
     gene            complement(1107656..1108393)
                     /locus_tag="DJ46_1185"
     CDS             complement(1107656..1108393)
                     /locus_tag="DJ46_1185"
                     /codon_start=1
                     /transl_table=11
                     /product="ZIP Zinc transporter family protein"
                     /protein_id="AIK63101.1"
                     /translation="MERLWIPMIVTFFSFGGLLLGGAVSIATRQLIEEKMHRLYALCG
                     GVLLGLLSLEIIPETFSSYEIIGPILGIAIGVLVMSLLDNYCHHPMIHKKDQQAWQTF
                     LFLSFAIFIHNLPSGFALGTAFINHADSAIPFLMAIVIHHIPEGLALIIPFLFTKHKY
                     ISFLLTTLLLSLILGTGTVFGILMEGKALHLQGLIMGSAIGSLGYVTIHEMLWKAKKQ
                     LSFLTFLMWASSGFFLIIVFTLLAGHH"
     gene            1108547..1109317
                     /locus_tag="DJ46_1186"
     CDS             1108547..1109317
                     /locus_tag="DJ46_1186"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK62870.1"
                     /translation="MQKKWSLSEYENPKRYDIENKSLSDFPFLLSWAQKLHIQNEWIL
                     DIACGTGRVTIPFIENGYQMIGVDIHEGMLAEAKKKTTDCKKVKWLQQDCLQLSMNEA
                     IPFAFMVGHGFQHFLTNTDQNKLLTSIHHVLAENGIFIFDTRFPSKEELIQPSTEEYW
                     TTISDEKGRKCDLYTEMTYDSIQQIQHYITTRKFYDEDALVEELKTTIDLRYTYPQEL
                     ERLLVANGFELLHIYNDWEGNELGEDCYSMVVVCRKKK"
     gene            1109366..1109995
                     /locus_tag="DJ46_1187"
     CDS             1109366..1109995
                     /locus_tag="DJ46_1187"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61711.1"
                     /translation="MSWYLDNVYELNKEAPYTFYLPSSEVLAKLRVGDLVKLIFVSKK
                     EEEDGFNGERMWVKITERSEKKFIGELSNEPYRLDLKIGDKISFGIENICDTEYNDPA
                     SKDWDFYFDTKVIVSNDVLEKREFNFMLKGDSREEGDSGWSILSGYESDDYVNDPKNF
                     QIISIGVILNIDDTILKFIEETPLCAYERNDEGRFYKIEDYDWDAYLNG"
     gene            1110141..1110521
                     /locus_tag="DJ46_1188"
     CDS             1110141..1110521
                     /locus_tag="DJ46_1188"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK65664.1"
                     /translation="MYNVPGAELLPKEEEFSVVTFAADGTAVTSTKNMKFGTVNDLYY
                     TVNKEGQRTKIDSSCIHFSSTGSRTENSWEFPFANLEVTRTACSQEFSANGREVPENQ
                     EHPAEKKMRDLMQRIQERYMNKVK"
     gene            1110595..1111461
                     /locus_tag="DJ46_1189"
     CDS             1110595..1111461
                     /locus_tag="DJ46_1189"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK64624.1"
                     /translation="MQQIKKIGNSFWYMTPVSETDRPILGMVVGKEKTLMIDAGNSEE
                     HAQLFLEMLKEQNVSHPDFVALTHWHWDHIFGLSVLQDALSIAHSETKKEMSTLVSYE
                     WTDEALDARVKKGIEIEFCADCIKKEFNEKARNIKIIPPTLTFENQFELDLGEVTCVL
                     KHVGGDHAHDSVVMYIEEEKILFVGDCLYADIFSSKWNYTTKRTFKLIEELEKFDAET
                     YILSHGQAIDRAEFLQEIHLLKTVGTYTEAHKGDEEKIKAAYKQELDRELNEDELETI
                     TYFVNGYEMVNL"
     gene            complement(1111620..1112561)
                     /locus_tag="DJ46_1190"
     CDS             complement(1111620..1112561)
                     /locus_tag="DJ46_1190"
                     /codon_start=1
                     /transl_table=11
                     /product="inosine-uridine preferring nucleoside hydrolase
                     family protein"
                     /protein_id="AIK63355.1"
                     /translation="MMKKVYFNHDGGVDDLVSLFLLLQMDNVELTGVSVIPADCYLEP
                     AMSASRKIIDRFGKNTIEVAASNSRGKNPFPKDWRMHAFYVDALPILNESGKVVTHVA
                     AKPAHHHLIETLLQTEEKTTLLFTGPLTDLARALYEAPIIENKIKRLVWMGGTFRTAG
                     NVHEPEHDGTAEWNSFWDPEAVARVWEANIEIDLITLESTNQVPLTIDIREQWAKERK
                     YIGIDFLGQCYAIVPPLVHFAKNSTYYLWDVLTAAFVGKADLAKVQTINSIVHTYGPS
                     QGRTVETDDGRPVHVVYDVNHDRFFDYITRLAKKVST"
     gene            complement(1112595..1113197)
                     /locus_tag="DJ46_1191"
     CDS             complement(1112595..1113197)
                     /locus_tag="DJ46_1191"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64513.1"
                     /translation="MNEAAFYAYHIVTRRKMNIGQIIHFNKNQHNTLYHFFFEKEQLN
                     ASGEDGMKIINNHYKNEELHINNENAPVVMNYMDQTIRAIRETIVEMVRLQEYPNYPS
                     RLSCLYAAKSYEDALKWKALFDSYNREFLQIVKLRVIGNYFEGDGNLLPKEDGIPFSQ
                     KMEQAREYWKGNSKSELPELLINGKIEVVEIINDSSKMKI"
     gene            1113410..1113895
                     /locus_tag="DJ46_1192"
     CDS             1113410..1113895
                     /locus_tag="DJ46_1192"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61251.1"
                     /translation="MPTTRKENLQFGMMMCLGMVIVMTFYNLLMNGSGGPIHIKEIAL
                     ELLIGFIIALLIEISIVGPCAKKIVFMLPFDKSKKINIIIAMATAMVIGMVFFMSFFG
                     MIMMHLHGGLQGDSFVSIYFSIFIKNFIMAYPLQLIIMGPLVRFLFAKFVLKNKAVKV
                     A"
     gene            complement(1114193..1114549)
                     /locus_tag="DJ46_1193"
     CDS             complement(1114193..1114549)
                     /locus_tag="DJ46_1193"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK66436.1"
                     /translation="MKANLGTIKEHLNSEEDILSTLYCVINFGYISRSGILAATNKRL
                     LFCSDAMFGKGLKWEFKYTEIEDFSHTDGVVLEMSVIPFIKKITMNHGDDFIVFDNFS
                     SPQNVQSFFKLVQSKQ"
     gene            1115094..1115501
                     /locus_tag="DJ46_1194"
     CDS             1115094..1115501
                     /locus_tag="DJ46_1194"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK64415.1"
                     /translation="MENSIRYTSEHPTDFNGLLALYESLGWNSLKLTVNELEQMCKQS
                     WYAIYAFDDKKLVGMGRIISDGVITGVICGVCVMPEYQSIGIGKEIVGRLIQRCEQSK
                     VIPQLMCAQKLQSYYESIGFEAFSIGMTKHIMR"
     gene            1115568..1116221
                     /locus_tag="DJ46_1195"
     CDS             1115568..1116221
                     /locus_tag="DJ46_1195"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK62437.1"
                     /translation="MEIAKGVEMLQLEFQEFIIHPILLWNDEMAVLIDTGFPGQFEDI
                     QVEMKRVGVSVDKLKVVILTHQDIDHIGSLPDLLENGVSDIKVYAHELDKRYIEGDLP
                     LLKDVHVENPPKGKVSDTVIDGQELPYCGGILILHTPGHTPGHISLYLKQSKTLIAGD
                     SMYSVNGKLGGIHAPTTLNIMEAQQSLKKYLNLDIESVVCYHGGLSKGNIKIQLQNL"
     gene            complement(1116319..1116942)
                     /locus_tag="DJ46_1196"
     CDS             complement(1116319..1116942)
                     /locus_tag="DJ46_1196"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK66334.1"
                     /translation="MEQKQRPLGRPRQNKNTKSTKETILEVATRLFLTQNYQVVSMDE
                     VAKVCGVTKATVYYYFSTKADLFTATMIQMMIRIRENMSQILSTNNTLEERLLNFAKV
                     YLHATMDIDMKNFMKDAKLSLSEEQLKELKKAEDSMYEVLEKALDKAMQLGEIQKGNP
                     KFAAHAFVSLLSIGNFKDENDNPIIISIDELAQEIVSFYWNGLGHSY"
     gene            1117064..1119295
                     /locus_tag="DJ46_1197"
     CDS             1117064..1119295
                     /locus_tag="DJ46_1197"
                     /codon_start=1
                     /transl_table=11
                     /product="MMPL family protein"
                     /protein_id="AIK61830.1"
                     /translation="MKKHPLHMLGRLVAGKNTQWITLSVWILITLLLSFTLPQVNSTK
                     EPNPKNLPETAMSQQAEALMKKEFPNNAGNPLLVVWYRDGGLQSQDYKLIQDVYKELK
                     ASPLKEQSTLPPFDTIPEQVLSKSASKDGTSFVTPVFFNKSAGTDILKENLDDLRNIV
                     NSKVDEDPFKRKINDAGLHVRLSGPVGIQTDAVSLFSQADVKLLVATVLLVLVLLILL
                     YRSPILAILPLLVVGFAYGIISPTLGFLADHGWIKVDAQAISIMTVLLFGAGTDYCLF
                     LISRYREYLLEEESKYKALQLAIKASGGAIIMSALTVVLGLGTLLLAHYGAFHRFAVP
                     FSVAVFIMGIAALTILPAFLLIFGRTAFFPFIPRTTSMNEELARRKKKVVKVKKSKGA
                     FSKKLGDVVVRRPWTIIMLTVFVLGGLASFVPRIQYTYDLLESFPKDMPSREGFTLIS
                     DHFSAGELAPVKVIVDTKGKELPIKEELEKFSFVNTVKDPKEGKENKQIQMYEVSLAE
                     NPYSIEALDQIPKLKNSVEKVFKDAGISNAEDQLWIGGETASLYDTKQITERDEAVII
                     PVMISIIALLLLVYLRSIVAMIYLIVTVVLSFFSALGAGWLLLHYGMGAPAIQGAIPL
                     YAFVFLVALGEDYNIFMVSEIWKNRKTQNHLDAVKNGVIQTGSVITSAGLILAGTFAV
                     LGTLPIQVLVQFGIVTAIGVLLDTFIVRPLLVPAITVVLGRFAFWPGKLSRKSEEVQK
                     VDA"
     gene            complement(1119343..1119525)
                     /locus_tag="DJ46_1198"
     CDS             complement(1119343..1119525)
                     /locus_tag="DJ46_1198"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63427.1"
                     /translation="MNNKNVNKKENVTENATPIQNDNTANLNIEEQAMNGLYGMPETA
                     IEDADHAETEDLTSKN"
     gene            1119726..1120376
                     /gene="cat"
                     /locus_tag="DJ46_1199"
     CDS             1119726..1120376
                     /gene="cat"
                     /locus_tag="DJ46_1199"
                     /EC_number="2.3.1.28"
                     /codon_start=1
                     /transl_table=11
                     /product="chloramphenicol acetyltransferase"
                     /protein_id="AIK63969.1"
                     /translation="MKFHVIDRENWNREQYFEHYLELKCTFSMTVNVDITLLIKKVHQ
                     KGIKFYPTFIYIISRIINKHKEFRTCFNDEGVLGYWEEMIPSYTIFHKDDKSFSSIWT
                     DYSSDFRIFYKNYEEDMRCYASVHGLLTKENIPPNIFPISGIPWTSFTGFNLNINNDG
                     DFLLPIITCGKYFNEENKIMLPVSLQVHHSVCDGYHVSRFIEDLQELSNSCNEWLK"
     gene            1120584..1121108
                     /locus_tag="DJ46_1200"
     CDS             1120584..1121108
                     /locus_tag="DJ46_1200"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK62379.1"
                     /translation="MKFVSIEKEEILIKNMAKVYCKAFEKTNFNEMIERMKRHVEYAD
                     FKGIVAINDENEVVGFTYGYRSLEGQYYNQLMREALNLEQVEEWLQDCFEFVELAVHP
                     QHQNEGLGTKLHNELLKGILNRTSVLTTQINNEKARSLYERLEWVNILEPFHPGTNDV
                     PYIIMGKTLKTKVN"
     gene            1121164..1122090
                     /locus_tag="DJ46_1201"
     CDS             1121164..1122090
                     /locus_tag="DJ46_1201"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK65492.1"
                     /translation="MTIISIEKATIVDAEKLTEIMTRTFDEEAERWLCGQGDVIDYNI
                     QPPGYSSVEMMRYSIEELDSYKVIMDEKIIGGIIVTISGKSYGRIDRIFVEPVYQGKG
                     IGSNVIKLIEAEYPSIRIWDLETSSRQINNHHFYKKMGYQTIFESEDEYCYVKRIGTS
                     SNKESVFKNEDMKNSQYENCNLENTEYYQVNLKNSSFVGSNIRNMNMSNCNVSQSKFR
                     NINFRSSSYADLNLSGSKFSLVILGGVQFKDTSLGENKYPISFNRCDLEGSTISSSNL
                     KNMEIENCDIAGMKVNSIPMEKLLALYNKVKS"
     gene            1122238..1122750
                     /locus_tag="DJ46_1202"
     CDS             1122238..1122750
                     /locus_tag="DJ46_1202"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK61879.1"
                     /translation="MTIKVRAVEIQDARAIHRICIQDDVLPYMVFLPSMRVDAMENRI
                     RNLASNQFEFVAEYDGEVVGFVGLTQSPGRRSHSGDLFIGVDSEYHNKGIGKALFTKM
                     LDLADNWLMLERVELGVLETNPKAKTLYEKFGFVEEGVKVGNLKAHGKFINEIMMSRF
                     RPDGLIVHNG"
     gene            complement(1122788..1123672)
                     /locus_tag="DJ46_1203"
     CDS             complement(1122788..1123672)
                     /locus_tag="DJ46_1203"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64845.1"
                     /translation="MKSPILSYCILFFGVFALSTSAIFVKLADAPAAIIAFYRLFFAV
                     LILLPLLLFNQNNRSELKTITRRQWGFGFISGLFLAAHYVLWFESLQYTSVASSTVIV
                     TLQPLFSMIGGYFLFKERFTRGAVIGCLIAISGSIVIGWQDFKISGEALYGDILAFIA
                     AGIITAYFFISQYVRKDLSLIPYSIISYGSSACFLGVFAYMQNESFIHYSTQTWLYFF
                     GLAFIATILGQTIFNWLLKWMSATVISMSILGETIGTCILAYFILNETISLQQGLGIT
                     VIFIGLALFLMQPKLPNN"
     gene            1123843..1124403
                     /locus_tag="DJ46_1204"
     CDS             1123843..1124403
                     /locus_tag="DJ46_1204"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK62327.1"
                     /translation="MIHDRLGQTVLSYRKKNKMTIREFADYAGISTSLISQIERGHAN
                     PSLSVLELIAKALNVPLFTLFINEIDTDSLISKKKDRKKVYRENSDHIVYDVLTPDFM
                     KARIEMLMMDLNKQANTTENHYSHEDKEEIAVVMKGEVYVELEGKEYFLEEGDVVRIP
                     PNVKHRFLNKSDESNHILFVLTPSLG"
     gene            1124437..1125387
                     /locus_tag="DJ46_1205"
     CDS             1124437..1125387
                     /locus_tag="DJ46_1205"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61189.1"
                     /translation="MENKTLLKGGLSIISQCKKETNDIWHAHFGAAAIASYFFMKDNN
                     MEEEITQSMFSQTKMMLSKQNLGEIIGKKEEINFHSAEKMIIKSLEHTIDELHWVGHN
                     VIYAALSLLAMKELQKWGDNQDIKGITNLILSFRKTIPGRSWIGFTTKEVKQLNIKDE
                     IENELRNPKQLSKFILKELSQFHIIYRAEAHHDLIGHLLTFSHAINIMYDLGHIDIFH
                     RAIRPLLKLVYVLRASQNLTSNSEITLHSPIDCLPLIESKRAHVLPTEKRFWLKDYST
                     FDWDFGHVFKFSYSYFDHIKRAPKYKDITLEKFRFVMNMR"
     gene            1125545..1125694
                     /locus_tag="DJ46_1206"
     CDS             1125545..1125694
                     /locus_tag="DJ46_1206"
                     /codon_start=1
                     /transl_table=11
                     /product="spo0E like sporulation regulatory family
                     protein"
                     /protein_id="AIK64679.1"
                     /translation="MELVKLEKVIEIKKEELLYLVSDYGIQHEKVLALSQEIDKLINY
                     FMFLK"
     gene            1125809..1126537
                     /locus_tag="DJ46_1207"
     CDS             1125809..1126537
                     /locus_tag="DJ46_1207"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK64300.1"
                     /translation="MILHTYISGEGEPIVLLHSGGMTGLVEYEEQAAFFREQNYQVIR
                     PDLRGHGRSGGTLENYFLRSVKDLYDTLVHLQIDRCHIAGVSLGGLIALLFTKKYPEK
                     VRTLTFSGIFPVKRDNWEESLEYEAKCHEQLMENEEVVTYMNQIHEKSDWKALLESWQ
                     VKDWYPFDETGDVANLQIPTLCIAGGDSEDEVVAATTFKQLNANIHIAVIPFAGHLVH
                     NDQPEIYSDILSNFLQNAQVASRI"
     gene            1126598..1127998
                     /gene="hemG"
                     /locus_tag="DJ46_1208"
     CDS             1126598..1127998
                     /gene="hemG"
                     /locus_tag="DJ46_1208"
                     /EC_number="1.3.3.4"
                     /note="proto_IX_ox: protoporphyrinogen oxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="protoporphyrinogen oxidase"
                     /protein_id="AIK64918.1"
                     /translation="MKTVVVIGGGITGLSTMFYLEKFKKDNNIDLNLILVEKEEYLGG
                     KIHSVEEKDFIMESGADSIVARNEHVMPLVKDLNLEGEMVYNETGISYIYSDNTLHPI
                     PSDTIFGIPMSVESLFSSTLVSTKGKIVALKDFITKNKEFTKDTSLSLFLESFLGKEL
                     VERQIAPVLSGVYSGKLNELTMASTLPYLLDYKNKYGSIIKGFEENKKQFQSAGNKKF
                     VSFKGGLSTIIDRLEEMLTETVVKKGAVTTAVSKQGDRYEISFANHDSIHADYVVLAA
                     PHDIAETLLQSNELNEQFHTFKNSSLVSIYLGFDILDEQLPADGTGFIVTENSDLHCD
                     ACTWTSRKWKHTSGKQKLLVRMFYKSTNPVYETIKNYSEEELVRVALYDIEKSLGIKG
                     EPEVVEVTNWKDLMPKYHLEHNQALQTLQEKMMNLYPNIYLAGASYYGVGIGACIGNG
                     KNIANEIIATLNEPSN"
     gene            complement(1128051..1128599)
                     /locus_tag="DJ46_1209"
     CDS             complement(1128051..1128599)
                     /locus_tag="DJ46_1209"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65557.1"
                     /translation="MYIFIGLSLLLILLIFLFAKKFAPNSFMMTSFKGNSFKTFSISI
                     LIIATLSLSYGMYHAATYQPKHLDITLQNQNFTVFGNIGELGYFSEELLKKDKEVKLH
                     FASWKPMQLNNPEIIVNYPSGKQETWKPNITLLPTNKLKEKHGIKELYQLSSYSFKES
                     GNITLIITENNTTNKKVSIQVK"
     gene            1128898..1129449
                     /locus_tag="DJ46_1210"
     CDS             1128898..1129449
                     /locus_tag="DJ46_1210"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK63431.1"
                     /translation="MAFPILETERLRLVEIEQSYCQKIYEIFSLDEVTCYYGMNSFTE
                     FGQASRMIESFSKNYFEKKAIRWGIVLKETNTLIGTIGLNNLQLWSKRSEIGYDLHPR
                     YWGNGYASEAAREIIHYGFQDLGLFRIGAITYPENVTSCKMLCKIGFHKEGLLRGYIH
                     QGNKQHDALLYSIVRTDIEDINL"
     gene            complement(1129489..1129674)
                     /locus_tag="DJ46_1211"
     CDS             complement(1129489..1129674)
                     /locus_tag="DJ46_1211"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-inducible YdjO family protein"
                     /protein_id="AIK63608.1"
                     /translation="MYRNRKNDVAEVPPEQTPVWECEAEDCLGWMRKNFSFEEEPKCP
                     LCKSSMKSGERLLPKLG"
     gene            complement(1129761..1129964)
                     /gene="cspA"
                     /locus_tag="DJ46_1212"
     CDS             complement(1129761..1129964)
                     /gene="cspA"
                     /locus_tag="DJ46_1212"
                     /codon_start=1
                     /transl_table=11
                     /product="major cold shock protein CspA"
                     /protein_id="AIK64260.1"
                     /translation="MTLTGKVKWFNSEKGFGFIEVEGGNDVFVHFSAITGDGFKSLDE
                     GQEVSFEVEDGNRGPQAKNVVKL"
     gene            1130336..1131232
                     /locus_tag="DJ46_1213"
     CDS             1130336..1131232
                     /locus_tag="DJ46_1213"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK64001.1"
                     /translation="MQSTQFKIVEAAKEGRRKVHPVFAVILAIVFLTLGELFMLFMLF
                     LPKAETLLMKAIYSNIEMILTFGGAIFFVFLWIIFVEKRSISSIGFWTNQWIRKYLRG
                     ALIGFIFISIPVMLLLLTGNVQLQMQQITPTAILGIVGSLVAFLIQGATEEIVVRGWL
                     FPVLSVRSRIWVGIVVTSFLFGFLHLLNPGITIISISNIILVGVFAAFYVLKDSSLWG
                     ICAWHSIWNWAQYNVFGFAVSGMEMYSTPIFRPVANGSELFHGGSFGIEGSIITTIML
                     SIASIVLWRQLWGRKVKQRNLS"
     gene            1131250..1131891
                     /locus_tag="DJ46_1214"
     CDS             1131250..1131891
                     /locus_tag="DJ46_1214"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AIK64764.1"
                     /translation="MGIIAFEGASAVGKSTTCRELEKNYGAYIIPEVNFLFERPKNEH
                     RTWYFEKQVERWKIAVQKSEQYEIVILDGDIYQPFSYNWCFHFEIFDQPLSLIENFYK
                     EKLIHREIGFPDQYFYLYTNDEELRERKESDETRRRRNFEKHLHISKPLQRYYENLNT
                     VTDGYCKLIEAKSVKSNELEIVKSLNSLHVCKDRRFDVSRLDTITKWLKENRA"
     gene            complement(1131925..1132707)
                     /locus_tag="DJ46_1215"
     CDS             complement(1131925..1132707)
                     /locus_tag="DJ46_1215"
                     /codon_start=1
                     /transl_table=11
                     /product="arginase family protein"
                     /protein_id="AIK65660.1"
                     /translation="MSLLHNGLTFLNFDDTYLLQNKLHSYSHEDIDFTHLEHSNLYCE
                     NSSLMHIKRALNRRKKKGVTFIGSGNYHYVSYLLLEEIDKPFTLILFDHHTDMNLKEA
                     NEQTLISCGSWVSFSLRNNGNLKKVIIIGPSSLTIHSNDCSYVEVFPIDISHEVSIHT
                     ILSHIHTETIYVSIDKDVLDPKVTITNWDQGHMKLSILLQFIHSLITNKSIYGIDICG
                     ELPVYPSQLFLPKYKNAIQKNEQANLQILKTIYKTNLHIQYA"
     gene            1133025..1133798
                     /locus_tag="DJ46_1216"
     CDS             1133025..1133798
                     /locus_tag="DJ46_1216"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AIK64336.1"
                     /translation="MKKIIISDLDGTLLRSDKTISEKSINILRECKNNGDELIFATAR
                     PPRAIKQYIPNVLKSEIIICYNGALVLKGNNILYEMKISKNDILEIIEIANKYNLHEI
                     CLEIGDKLYSNFDVTDYFGNIPCEIIDVRDLDFEKASKAIICTNGPIKQKFIKELPDE
                     CRGVITDDGTLCQIMHAEVSKWNSIQYVLQHLNRDVSEVIAFGDDYNDMEMIEKCGIG
                     VAMSNAVEELKAVAKFIAKSNDEDGVATFLESKSYVYVD"
     gene            1133896..1134501
                     /locus_tag="DJ46_1217"
     CDS             1133896..1134501
                     /locus_tag="DJ46_1217"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61510.1"
                     /translation="MKTFFKIIGIIAGMAVIGVGVTYGMLYYLNNSKPAAKKASPAAP
                     AAEVLADSNVKAEDAKLLENGNHSLPNSGFNKNFKWTDENIQTALHEMAHQKTKADQK
                     WGYIFITQERIESLLDIVKSNELVQGKTYADILERWKQGKYEKMDADHNKIWKLQSGN
                     LGEGKGVMSELEQKELINQVFMQKGTYSGSQLIAGGGQTNK"
     gene            complement(1135407..1135655)
                     /locus_tag="DJ46_1218"
     CDS             complement(1135407..1135655)
                     /locus_tag="DJ46_1218"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65910.1"
                     /translation="MADYFYKDGKKYYKNQSHSDRQKNNCFVETHTIGGSGENLNGNI
                     PTSIDLLNTTPQTVFEDFTNNHNKTLIQLFVVGMSAPV"
     gene            complement(1136063..1136347)
                     /locus_tag="DJ46_1219"
     CDS             complement(1136063..1136347)
                     /locus_tag="DJ46_1219"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61376.1"
                     /translation="MPIVKPFIAGRRFVSTAATGTAAGADLTFANTDFTDDTGAVTTF
                     PASYAFLTLYINGVIQTGDTITGVTTTAATIVGGAVLDGGTPIAIEFTIT"
     gene            1136423..1136707
                     /locus_tag="DJ46_1220"
     CDS             1136423..1136707
                     /locus_tag="DJ46_1220"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64576.1"
                     /translation="MLLLKDTACILVKKYNSYVFDFLMWSSLVLDNVIKITCVCVGIA
                     IIYATLKPRKTETKTTNYSATVNDPNLSKEETEQLAKNVVDNMKKGLNKY"
     gene            complement(1136816..1136953)
                     /locus_tag="DJ46_1221"
     CDS             complement(1136816..1136953)
                     /locus_tag="DJ46_1221"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62797.1"
                     /translation="MDSCVVFVNGQPFLVLSIAGIEIARLEISLQVALALRVLGIPIC
                     D"
     gene            complement(1137244..1137444)
                     /locus_tag="DJ46_1222"
     CDS             complement(1137244..1137444)
                     /locus_tag="DJ46_1222"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62631.1"
                     /translation="MVKFSSKDKIQAVKRYLEGTEDGKNTTVIVIVNLATKRIHLALY
                     SVMLTLISSKFLHLIKQTYIAM"
     gene            complement(1137548..1137859)
                     /locus_tag="DJ46_1223"
     CDS             complement(1137548..1137859)
                     /locus_tag="DJ46_1223"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61513.1"
                     /translation="MIAGVLRKIIVAMIGGNLKISIIVMTIGGNLKISTIVMTIGGNL
                     KISIIVMTIGGNLKINTIVIMIGSLSEISVVVNVSLFVVIVKRNIVKFFNASLKAKNM
                     S"
     gene            complement(1138282..1139154)
                     /locus_tag="DJ46_1224"
     CDS             complement(1138282..1139154)
                     /locus_tag="DJ46_1224"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK62241.1"
                     /translation="MEMRHVKTFCAIVKYGSFSKAAHALGYAQSTVTAHMKALENDLH
                     IPLFDRLGKKVLLTKAGHQFHPYALELLAIYEKAQEIPQNTDQLEGTLSITSNESLAV
                     YRLPQLLRTYKQKNPKVNIVLETNTNEQALQKLHEGETDVVFIIGESIEHNDFITCTF
                     SNETFGWILPPHYSTQSNPFCLLKETQFIFTEQSCGYRPMVDRFLRQSGNIPAKTFET
                     SNVEVIKQSVMCELGISILPYIVVQENCQKEQIRFHPIETPSVIQSHVIYHKSRWISP
                     VVQSFLSQLKVMKV"
     gene            1139284..1140327
                     /gene="asd"
                     /locus_tag="DJ46_1225"
     CDS             1139284..1140327
                     /gene="asd"
                     /locus_tag="DJ46_1225"
                     /EC_number="1.2.1.11"
                     /note="asd_B: aspartate-semialdehyde dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate-semialdehyde dehydrogenase"
                     /protein_id="AIK62532.1"
                     /translation="MSEKGYHLAVVGATGAVGQKIIELLEKETKFNIAEVTLLSSKRS
                     AGKTVQFKGREIIIQEAKINSFEGIDIAFFSAGGEVSRQFVNQAVSSGAIVIDNTSEY
                     RMAHDVPLVVPEVNTHTLKEHKGIIAVPNCSALQMVTALQPIRKVFGLERIIVSTYQA
                     VSGSGIHAIQELKEQAKSILAGEEVESTILPAKKDKKHYPIAFNVLPQVDIFTDNDFT
                     FEEVKMIQETKKILEDPNLKMAATCVRVPVISGHSESVYIELEKEATVAEIKEVLFDA
                     PGVILQDNPSEQLYPMPLYAEGKIDTFVGRIRKDPDTPNGFHLWIVSDNLLKGAAWNS
                     VQIAETMAEEGII"
     gene            1140493..1141617
                     /locus_tag="DJ46_1226"
     CDS             1140493..1141617
                     /locus_tag="DJ46_1226"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-coenzyme A:6-aminopenicillanic acid
                     acyl-transferase family protein"
                     /protein_id="AIK61346.1"
                     /translation="MYQVKGYFSSLKGSHYEIGKQQGEFVKQHPYLIPQFIQKENLIS
                     HQHWTESRNILHNYCPGINEEIEGFCEVLKIPSENMMYYYQTLLKAGCSHCAVLPKKT
                     DLKHTYVLRNYDLSPVIDEMRFCSTYVEGAYAHSGFSTQYFGRTEGVNEHGLSVTFSA
                     CGQPVGNIAGLRKPAVSGLQCFAVIRVLLEKCKNVQEAKSLIEEIPIASNMNLIVADP
                     LDAVCIEIFDGYKSIITTVEESQDFIVSTNHAISLPIQKLNSRRLEQSTNRYHTLYEH
                     LNRNEQVSIESLKRLVQIEYPAGLTVHNYEEWFGTLHSVLFDLHECTMNICFGSPLFN
                     DWYSLEVGGSLPFSEVNVNFENKIYTDFWREENNKLIPKG"
     gene            1141671..1141934
                     /locus_tag="DJ46_1227"
     CDS             1141671..1141934
                     /locus_tag="DJ46_1227"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65656.1"
                     /translation="MLNILLMIVFIIFLAVSMYIAYQKRKKAEIKGLKSALTSICFFS
                     LAIFNLFAYWFQFGGMLTVLFSIVLLLVGAYFTKYIPISKKVH"
     gene            complement(1142027..1142929)
                     /locus_tag="DJ46_1228"
     CDS             complement(1142027..1142929)
                     /locus_tag="DJ46_1228"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK62375.1"
                     /translation="MIQIELRQLEYFLAVSKELHFTKAAEKLNISQPSLSQQIRSLEH
                     EVGMPLFDRIGKKISLTEAGRILLLHSKTIFHEIEQARSAIQDLNGLQQGSLTIGSLL
                     TVVNYLLPPAILNFNNLYPNIELSVLGLRTGDIREKLLQNELDIGITFLPVQDKEIIS
                     APLYESELIIVVPTGHQLAKHNHVSIAELQNYPLILLPKNFFLTELITSHCQKFNFKP
                     KPILEISTMESLIQMVSKGMGITVLPKPYIDFLQNKNIQAIKIENPTPTIEIGLIYRK
                     DKYMCAATREFIKQLKLTVHSLQN"
     gene            1143082..1143768
                     /locus_tag="DJ46_1229"
     CDS             1143082..1143768
                     /locus_tag="DJ46_1229"
                     /codon_start=1
                     /transl_table=11
                     /product="MOSC domain protein"
                     /protein_id="AIK61759.1"
                     /translation="MANEYQLLSLNIGLPKEVTYGGKVIHTGINKKQVKEPVFLSFVK
                     FNGDGQADLVHHGGVDKAVCVYSGEHYGYWEKELNQVLVYGAFGENITISGMCEEDVC
                     IGDTFQIGEAIVQVTQPRQPCFKLAKKYNIPKLPLYFQETGYTGFYFRVLKEGWVSPA
                     DTLKLLKSDLKGVTVAFANRIMHKEKQNLEGVKRILEVHALSTSWRNTFEKRMRGEEM
                     NTKERLEGKK"
     gene            1144029..1144913
                     /locus_tag="DJ46_1230"
     CDS             1144029..1144913
                     /locus_tag="DJ46_1230"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61102.1"
                     /translation="MGNVESFEKLLLEEPKREQLFPLFEEVFGIPSQTLHDFSERGYW
                     DDTYKALSFLQEDKAIANVAVFSLPLLVNGERINAAGIQSVMTHPNFRRQGLMKQLMS
                     KMIEEIDKKCECTLLFTEKPELYTSYGFKVVQEYLMTIPYDKKDNNDSLLRELDYYME
                     EDRKLIHETIDSSQRLSNNFSTLNFHPSFYLNMYNSEWNEKLYYSEKLDALIVYEVDN
                     EKLKLYGVFAPVIPVLDEICGEIAERFTEIEFYFSPDQLGVEGVQFTELQSSKYLMVR
                     SSRELDLKGYKFPVLVEF"
     gene            1144947..1145543
                     /locus_tag="DJ46_1231"
     CDS             1144947..1145543
                     /locus_tag="DJ46_1231"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64020.1"
                     /translation="MKISHIPEHIEQLTIMNVPEYYKLNNNHALIVRSKAETDFWLKT
                     HYGFQVMNGHVFYTETMTDFQAEVQLRMNPNSKFDQAGLFVMISEKCWLKTSLEYIPD
                     GPSHLGAVVTNNGYSDWSTQDFPTELANEQLRFRIVRKRGDYTIYVKKIHQWEQIRIA
                     HLMEDIGNKPIKIGFYTCSPSKNNGFETEFLEFTTENI"
     gene            1145765..1147519
                     /locus_tag="DJ46_1232"
     CDS             1145765..1147519
                     /locus_tag="DJ46_1232"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK63002.1"
                     /translation="MKSFRKLLQYLKPYMFFAIIGPLFMVLEVAMDLIQPTIMQHIID
                     VGIANRDLNYVIKMGLLMIGAAALGLVGGLGCMMYSTKAAVNFATDIRKDVFAKIETF
                     SSENRDSFGTGKLLTIVTNDITSIQSAMTMTLRVLVRGPLLFIGSIIIVFVTARELFP
                     ILLVVVPILLLAIIYIASRASGTFKKVQEALDKVNTKLQENLSGVRVIKAYVRQKYEI
                     NQFGKVNTNLTKINIRAVQLISLMMPIIMLVVNGGIVATLWVGGEKVFNGTLQVGAIL
                     AFINYLNIILMSLMSISMVFMQIARAFPSADRVQQVLNTDVDITTPKNALAPKRIEGQ
                     IDFKNVSYSYTKNNEYVLKDISFRIGKGEKVGVIGSTGSGKSTLAKLLPRLYDVDQGE
                     ICIDGINVKAYDLQKLRGSIGFVPQKALLFSGSIEENLRYGKEDATKEELEVAASSAC
                     ATEFINKLEDSYQYHLTQGATNLSGGQKQRVSIARALVRKPSILVLDDSTSAVDAKSE
                     SNIQSALRREYKGTTTLLIASKISSIIDADKILVLDNGELVGDGTHEELLEQCEVYQE
                     IYLSQGGNLHKEGGKEHA"
     gene            1147512..1149308
                     /locus_tag="DJ46_1233"
     CDS             1147512..1149308
                     /locus_tag="DJ46_1233"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64779.1"
                     /translation="MRNFQGQFANKGGRNAPKIDKAKNTKGTVMRVWNYMGYQKAALT
                     FVIFLVLVTTLLGLLGPYLMGVIIDQYIVPKDVSGTARMCLLLIAIYGVTVLLTWLQT
                     FVMVNVALKTIQKIRQDIFKKIQTLSLRFFDVRSQGDLMSRVTNDIDNLNQALTQSVV
                     QIISSALTFIGVTIAMFALDWILAIVTLITVPIMFFVTKKLVAYSGKNFAKRQKDLGE
                     LNGFIEEAITGADVTTLYGKEKETVQKFNKINEQLRVSATKADTFSAFIFPSMNFINN
                     LGMGLVIGTGSVMVLNGMTTVGVIAAFINYSRQFSRPLSQFATLMNTIQAAVAGGERV
                     FEIMDEVPEIKNKKDAFVIQNLHGHVALENVSFGYEENKTILKEVSLKARPGETIALV
                     GPTGSGKTTIINLLTRFYDVQQGQIYIDEKNIKEYDLNSLRSKIGVVLQDTYLFAGSI
                     MDNIRYGRLDASDEEVINAAKAASAHSFIKHLPNQYETKIATEGSNLSQGQKQLLAIA
                     RAILADTDILILDEATSNIDTRTELQIQEGLNNLMRGRTSFVIAHRLKTIEKADQILV
                     IKDGSILEKGNHESLMEDRGFYFDLYTSQFKI"
     gene            complement(1149416..1149676)
                     /locus_tag="DJ46_1234"
     CDS             complement(1149416..1149676)
                     /locus_tag="DJ46_1234"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK63976.1"
                     /translation="MADKYKFLILVITVFFSFFSLIKDFRNTSKSFFLGSFAILTCFI
                     LLLTHALELTPVLLYSAQMALEIITIPRKLILLSVTEFASFF"
     gene            1149912..1150649
                     /locus_tag="DJ46_1235"
     CDS             1149912..1150649
                     /locus_tag="DJ46_1235"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AIK62574.1"
                     /translation="MARYSLHAGHNSIVQGANYGNRKEHIMDRQVKDAVVAKLRALGH
                     TVYDDTDEVGTTQAQNLNNIVSKTNSHDVDLVVSFHLNSYDTRANGVEVLYYDQQALS
                     AKIAAQLSKDIGWSNRGAKERKDLYVLSNTKAPAILIELGFIDNEADMAKWNPDKIAN
                     SIVYALTGQSGGTTPPSKQNIIQSGAFSPYETPDVMGALTSLKMTANFILQSDGLTYF
                     ISEPTSDAQLKGMTDYLDRRGWWYEVK"
     gene            complement(1150747..1151331)
                     /locus_tag="DJ46_1236"
     CDS             complement(1150747..1151331)
                     /locus_tag="DJ46_1236"
                     /codon_start=1
                     /transl_table=11
                     /product="lysE type translocator family protein"
                     /protein_id="AIK65104.1"
                     /translation="MPIFSFLLFVFISSFTPGPNNFLAMTYANQHGLKKSMQFCFGVA
                     FGFFILTSLCSFFNIFLIKVLPIIEFPLKILGVAYMLYLAFKILTSKTSTDPDEKYNK
                     NLFTVGILLQFINPKGILFGLTVVSTFILPYYNSYSSYLLFSLFLGVVGLMSTCSWSL
                     FGSIFQKLLLKHTKSFNIIMAVLLVCSAISIVIT"
     gene            1151446..1152003
                     /locus_tag="DJ46_1237"
     CDS             1151446..1152003
                     /locus_tag="DJ46_1237"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65146.1"
                     /translation="MEEIQLILAKNLKTIREKEKLSLEKVSQLTGVSKTMIGQIERGE
                     SSPTLTTIWKIANGLKVSFTSLINNPQPDTKVILRNDIQVLSEDSGRYKVYPSFPFQD
                     DRNFEIYTVEIEAEGKLSSEGHKEGTEEFITVFEGELTIEINDCQYKLNSGDAIRFKA
                     DRPHTYHNFGRTLTRLSMTIYYSAS"
     gene            complement(1152408..1152803)
                     /locus_tag="DJ46_1238"
     CDS             complement(1152408..1152803)
                     /locus_tag="DJ46_1238"
                     /codon_start=1
                     /transl_table=11
                     /product="C1q domain protein"
                     /protein_id="AIK63648.1"
                     /translation="MFANNTLGGPISVILGGTNIPLSNNQSLGNFTVNASNDIFTIPV
                     TGRYYLTYQVNTTTALLAGTRLLLNSSTPLSGSIFSPAISTSNYNNNLIINLIAGNTI
                     SLQLFGVLSIVNLVGGGSTGASLTIIRID"
     gene            1153196..1154395
                     /locus_tag="DJ46_1239"
     CDS             1153196..1154395
                     /locus_tag="DJ46_1239"
                     /note="exospor_lead: exosporium leader peptide domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="exosporium leader peptide domain protein"
                     /protein_id="AIK63236.1"
                     /translation="MKQNDKLWLDKGIIGPENIGPTFPVLPPIHIPTGITGATGATGI
                     TGATGPTGTTGATGATGITGVTGATGITGVTGATGITGVTGPTGITGATGPTGITGVT
                     GPAGITGVTGPTGITGATGPTGITGATGPTGITGATGPAGITGATGPTGITGVTGPTG
                     ITGATGPTGTTGVTGPTGDTGLAGATGPTGDTGATGPTGDTGATGPTGATGLAGATGP
                     TGATGLTGATGATGATGGGAIIPFASGTTPALLVNAVLANTGTLLGFGFSQPGIAPGV
                     GGTLTILPGVVGDYAFVAPRDGIITSLAGFFSATAALAPLTPVQIQMQIFIAPAASNT
                     FTPVAPPLLLTPALPAIAIGTTATGIQAYNVPVVAGDKILVYVSLTGASPIAAVAGFV
                     SAGLNIV"
     gene            1155818..1156123
                     /locus_tag="DJ46_1240"
     CDS             1155818..1156123
                     /locus_tag="DJ46_1240"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64353.1"
                     /translation="MSFSEMIRNEVLSWAGVSEKPHRFGGIEINYGKTELGHLHGDKL
                     VDLPFPKLKRDELVNQGLVKAHHVLPESGWISYYIKSAEDIPFAIELFRMQYDRIKK"
     gene            1156218..1157528
                     /locus_tag="DJ46_1241"
     CDS             1156218..1157528
                     /locus_tag="DJ46_1241"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK62571.1"
                     /translation="MKNFDVAIVGGGLAGLTASIYLAKAGRKVIVLEKSSRFGGRGMT
                     INKNGICMNLGAHALYRGGAAFLTFNELGMNLPGGIPSTKAHGIWKGDIFTIPTDFRS
                     ILSTPLLSWSAKVQFSRLMIRLGNLDVGEVPKMSLTTWAENEIKNPMVRNIFYALCRT
                     TTYTFAPTIQLASSVLKQIQLSIKDGVFYVDGGWETIITKLRDIANHAGVQFLAKKHV
                     LEIEHYEDKQRIYCFDDEVFEVGTVIVTTPPKEACNIIKGAEGTSLHRWSEQSVPVTV
                     AALDIGLRRLPNPTHQFALGLDQPIFFTNQSRAAKLSDDGSIAVSLIKYQNPVLEMKH
                     THEDKEQLESTMDLLHPNWKREVVAQQYLPKITVVYDFPHINRVEKPGPNIPEMPGVY
                     VAGDWTGHDEILADAAVASGKRAALQILKQLESEGVHHGNGAII"
     gene            1157506..1158375
                     /locus_tag="DJ46_1242"
     CDS             1157506..1158375
                     /locus_tag="DJ46_1242"
                     /note="sigX4: RNA polymerase sigma-70 factor, TIGR02957
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-70 factor, family protein"
                     /protein_id="AIK63905.1"
                     /translation="METEQLYEAYQPLLFSLAYRILGSVMDAEDIVQDVFISLNNIEN
                     LQSIENMKAFLCKMATNRSIDKLRSAAHKRNVYVGMWLPEPLVEESNEPSESFVMKES
                     LSTAYLLLLQQLSEVERIVFILREVFSYEYEEIASIVDKSSVNCRKIFQRARKSILDK
                     PKQSTLSTKKMAAYVEKFVSSLQCGDAQGMLEVLKTDAILKADGGGKVTTAIHPIYSA
                     DRIIRLFFGIAQRLTEAYTVDFKMVNGMPGVIVTINNKITYVLSFAFEDEKISNIYMV
                     GNPEKLMHLNVKI"
     gene            complement(1158415..1158573)
                     /locus_tag="DJ46_1243"
     CDS             complement(1158415..1158573)
                     /locus_tag="DJ46_1243"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63755.1"
                     /translation="MNVISLDAARKRKQHKKLMITIPIITRIYEEDGEIKFEVAGEKD
                     VPLEMLEK"
     gene            1158887..1159471
                     /locus_tag="DJ46_1244"
     CDS             1158887..1159471
                     /locus_tag="DJ46_1244"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA methyltransferase complex GCD14 subunit"
                     /protein_id="AIK63116.1"
                     /translation="MDTLNSLLFQLEQYGEEHDRNKKTREEKLRNISREMGQFLSILV
                     KGCSAKNILEIGTSNGYSTLWLADAVEETNGNVTTVELSSERVGEALANFEKANLLQR
                     IDVHNQEAGAFLDSQLDHSFDFIFLDSERTQYMWWLEHIKRVLQPKGLLVVDNATSHA
                     SELAEFIKMIEEDKMFETVLLAFQNGAFVVRKKQ"
     gene            1159785..1160897
                     /locus_tag="DJ46_1245"
     CDS             1159785..1160897
                     /locus_tag="DJ46_1245"
                     /codon_start=1
                     /transl_table=11
                     /product="toxic anion resistance family protein"
                     /protein_id="AIK64574.1"
                     /translation="MTELEKKEPVSIVKDNNVEVVVDTVIKDEELDELNKEADLYVQK
                     LNSEQNTDLSKVLSQLGDLGDKEQQAAGQTLSALKRPVTAMMNGKNEEIPNTLLELRK
                     VVSELDPNSLKASGMKKIMFKVFKKNPLETYVHKYQSIDKQIEEIIRSLLIGRDNLQE
                     DTVGLEMLKEQSHDKIHALDKQVYLGKKLAGMLEAEKQNPERQRDIPLINDALEKILV
                     RTRNMQQAKSVLLQSIASVDIIKKNNEKLTEAIRNAITMTQNVVTVSAAIQLALTNQR
                     KTIDAVNATNEAIESMVLSNSQALKQNTEETTKLLENPAISMDKLRESFQNVFAAIEA
                     SEKSSERIIESSKKFVIELDTFNDEMKQKLIQRPRK"
     gene            1160922..1161755
                     /locus_tag="DJ46_1246"
     CDS             1160922..1161755
                     /locus_tag="DJ46_1246"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63875.1"
                     /translation="MSFIQTVLLLLGTLLLIAFTVVVLVVYFGRKLYFSWTKPYKRAH
                     DSLEKLSNKSLPFLQEFTQHPLFYRWIRTEGKKEQHTLNTLFCASSQRTREQVFSMLP
                     KEKQKKVHVMAKTTKKLTNEDIDVAAIKVKDFLRQETQQTVKPTDLSFYKLYFYDRYP
                     DALNTIQAYKRSINPSLQKTVDDITISVLNALPYYQEQRMFEQQHKLETFLMKDLIAM
                     LSLVVQLPPSQRPEKEEELKIYLQNFQKEMEVVERDIRDSIDHDLNVKMRAATEKFKN
                     K"
     gene            complement(1161809..1163368)
                     /locus_tag="DJ46_1247"
     CDS             complement(1161809..1163368)
                     /locus_tag="DJ46_1247"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolase like GH101 family protein"
                     /protein_id="AIK65884.1"
                     /translation="MIVKRLLMICCIVIFFIPFTFISPHSTYAEANTTYKKHELRAVW
                     IASVLNIDWPSKTGLPIENQKQEFIRLLDDVKNTGMNAVVVQIKPTADAFYPSNYGPW
                     SEYITGTQGKDPGYDPLAFMVDEAHKRNIEFHAWINPYRITMNHTDINRLSNNHPAKQ
                     HPDWIVPYGGKLYYNPGIPEVKKFITEGALEIVQNYDIDALHMDDYFYPYKVAGEQFP
                     DQKTYETYNNGRFTNIEDWRRNNVNELVKDLNTAIKHEKSYVKFGISPFGVWRNIADD
                     PTGSNTTAGQRNYDDLYADTREWIQKGFIDYITPQIYWNIGFTPAAYDILVDWWVKET
                     NNKPIHLYIGQAAYKINNNSVPAWSNPEEYPRQIELNRLYPEIKGSMHFSLKDINNNP
                     LGIKDRLSKDIYKYPALIPSMPWLDHDPPKQPTLKGAIPRDEGIAIGIIDDRENDSAY
                     YTIYRANGKNEVDIQNPKNLLTTVRKTKLGEIYVDKTAISGETYTYVVTAVDRLHNES
                     VASSHATVKAK"
     gene            1163596..1163901
                     /locus_tag="DJ46_1248"
     CDS             1163596..1163901
                     /locus_tag="DJ46_1248"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Lactose/Cellobiose specific IIB
                     subunit"
                     /protein_id="AIK63634.1"
                     /translation="MKVLFVCSGGMSSAIVVNALKKEAEKKGVNMEVHAIGTSEVEEE
                     VKNGWDVVMVAPQVRHRFDSVKKFAEEESIPCGIIPPQAYTPLGGPTLLKTVNDLIR"
     gene            1163913..1165196
                     /locus_tag="DJ46_1249"
     CDS             1163913..1165196
                     /locus_tag="DJ46_1249"
                     /EC_number="2.7.1.69"
                     /note="lacE: PTS system, lactose/cellobiose IIC component
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, lactose/cellobiose IIC component
                     family protein"
                     /protein_id="AIK64373.1"
                     /translation="MNKFVTFLDKNLSGPMARLSEQRHLQAIRDGVISALPFIIVGSF
                     FLIVAFPPLPKDSFISVWALKNQTSILIPYRLTMFIMSLYIAFGIGYNLAKSYKLDAL
                     SGAQLAVCSLLLTLTPELIDKKGFMLPMTNLGGHGLFVTMIVSILSVEILRFCKKNNV
                     TIKMPEQVPPSVSRSFEALIPAAFVIIIMSLITVVFKVDVHYVVDKLAAPLVKAGDSY
                     FGVIIPVFLITFFWSFGIHGVSVVGTVARPLWDVYLGKNGEAVASGASQFPFIAPEPF
                     YQWFIWIGGSGATLGLVLAMIVFGRSKYSKALSRTCIVPGIFNINEPVIFGLPIVLNP
                     ILIIPFVITPLVTATIAYAATAMGFVTPTHIMPPWTLPAPIGAYLATGGDWRAIVLVL
                     INIAISFLIYLPFFKMYDKNMLEIEKNGEGESVNP"
     gene            1165276..1165542
                     /locus_tag="DJ46_1250"
     CDS             1165276..1165542
                     /locus_tag="DJ46_1250"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63582.1"
                     /translation="MNIKFSYKGVFLLLFGVICANLLFVPILRMLHLSQMHSIWLVTS
                     IAASVLLTVVVSFIDGSFASKAQLFFRFILFSIGCTFVTYMIVF"
     gene            1165565..1166713
                     /locus_tag="DJ46_1251"
     CDS             1165565..1166713
                     /locus_tag="DJ46_1251"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61682.1"
                     /translation="MYIAGVMSGTSLDGIDVALVRIEGSGVESKVELIHFTTVPFCND
                     IKSEIQQALSIENSNVQLICSLNFKLGLCFANAVKEVCKEANFSLEQLDLIGSHGQTI
                     YHQPKQDGNRIPSTLQIGEPAVIAYETNTTVISNFRTMDMAAGGQGAPLVPYSEVILY
                     RDPSKNRLLQNIGGISNVTVIPNQQSDQNVIAFDTGPGNMIIDEVCQRLFQLSYDQNG
                     EIAKQGRVVDEILTYCMSHPFLKMNPPKSTGREQFGEKFASELLKRFEKHSKENILTT
                     VTMFTANSIVHHYKKFILPYYEIDEVILGGGGSYNSTLVEMLRNGLKDENCAIFIQED
                     IGYSSEAKEAIAFAILANETHHCNPSNVPSATGAKQSVVFGNITFPPV"
     gene            1166734..1167639
                     /locus_tag="DJ46_1252"
     CDS             1166734..1167639
                     /locus_tag="DJ46_1252"
                     /codon_start=1
                     /transl_table=11
                     /product="badF/BadG/BcrA/BcrD ATPase family protein"
                     /protein_id="AIK63498.1"
                     /translation="MKYMIGVDGGGTKTEAIVFDQDGKEIISGKSGFGNILIDFEEAL
                     VHIMEAIDQCQKNVVKGHCVCICLGLAGISGANTNELTLRLKQKYGIQIEVFNDAMIA
                     HAAALKGKDGILTIGGTGAICLGRKGEVYEYSGGWGHILGDEGSGYWIALQGLKRMAN
                     QFDQGVTLCPLSLRIQDEFQLLTSSHIKRLVYSSSKDKVAAIAPLVIREARNGNDAAH
                     EIMMQAGNELGRITVNVYNKMQFDLSTSIAVSGSILRFVPEINAEFKKYCEKSIGEVT
                     FVSQSQSQSAAKGTYYLMKDIYFKK"
     gene            1167772..1168320
                     /locus_tag="DJ46_1253"
     CDS             1167772..1168320
                     /locus_tag="DJ46_1253"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate acyltransferase family
                     protein"
                     /protein_id="AIK62593.1"
                     /translation="MINSMQFLYLVASYLFGNILTAYIVTKWRHNVDIRDEGSGNPGA
                     RNMGRVYGKGYFVATFLGDAIKGAIVVSIAKYLFEDFTFVMLTLLAVIMGHIYPMLFK
                     GKGGKGISTFIGGLIAFDYLIALTLVAVFIIFYLIFKGFTKPGLITIACLPLCMILYS
                     YSIVTTILSALIIVLILYVNHE"
     gene            1168391..1169974
                     /locus_tag="DJ46_1254"
     CDS             1168391..1169974
                     /locus_tag="DJ46_1254"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class-V family protein"
                     /protein_id="AIK64496.1"
                     /translation="MGLIYKVADQVWEFESIHKLNYKTFVEEIPQHEETKDRVRIDRF
                     HEENTYLICLDDDKLVGMVALRGKRPFSLDYKISNLDFYLQEHGENVYEIRLLSVESE
                     YRNGRALLGLIRFLHRYLLLNGYELALISATTRELPLYEQMGFKAFHTLVGTEEAAFQ
                     PMYVTPAMFEASSVGGIMTKEYTFLPGPVDIEENVRKAFSTKPISHRSKSFQVTMDNV
                     KKRLLQMTKAKRVQSMLGTGTLANDAIALQLRSLKGKGLVLTNGEFGNRLVGHATRAQ
                     LHFDTYKKEMGEPFLYTELEKVMESGNYEWLWFVHHETSTGMLNDLKELNVLTKKYQI
                     KLCVDCISSIGAIPIDLKDIYFASGVSGKAIKSYTGLSFVFHNHIVKINEAVPAYMDI
                     GMYEENESIPYSHSWNLIYALQEALKRFEDETAFVKIKETYDHMEEAITTIGLNLVSP
                     KEHAAPIILTIQLSEGQSSKTIGDELALQGYIVHYESAYLRKNNWIQIACLNHYKERD
                     MKRMLNCLQMYVLQSEVHI"
     gene            1170061..1171062
                     /gene="ilvA"
                     /locus_tag="DJ46_1255"
     CDS             1170061..1171062
                     /gene="ilvA"
                     /locus_tag="DJ46_1255"
                     /EC_number="4.3.1.19"
                     /note="ilvA_1Cterm: threonine ammonia-lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine dehydratase"
                     /protein_id="AIK65157.1"
                     /translation="MITKKLPLHIDDIKKAQSILDRNARKTPLVKSFYLTSKTGGEIH
                     LKLENMQLTGSFKFRGAFNKMSQLTDQEKERGVIACSAGNHAQGIALSAHLLGIKSKI
                     VMPISAPQAKVDATKGYGSEVVLHGETFDDAKAKCEEIIRETGETYLHPYDDVEVMAG
                     QGTIGLDILDDMWDVDTVIVPIGGGGIISGIAVALKSFNPSIHIIGVQAENVHGMKAS
                     YDKGKIIEHYEAPTIADGCAVKIPGNLTFEVVKELVDDIVTVSEKELEVAMKDLLQRG
                     KAVVEGAGALATAALLAGKVDTYIKEKKVVAVISGGNVDLQRISSVCEQFFVANEVE"
     gene            1172010..1172276
                     /locus_tag="DJ46_1256"
     CDS             1172010..1172276
                     /locus_tag="DJ46_1256"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63483.1"
                     /translation="MRMGIYNYEAKEDLQVGEVCLERDIYEIINFYKKGSIVLCDSVS
                     RFSANSDRMFKVINRIETYMHKNKDYTYQVSDRPKLIYVVEQVR"
     gene            1172406..1173092
                     /locus_tag="DJ46_1257"
     CDS             1172406..1173092
                     /locus_tag="DJ46_1257"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK65028.1"
                     /translation="MKIIELPIEFEFNGKKQCIYPSLIILHNELTLVDTGYTNFLPLI
                     ENAILKHEYEMKNLKNIIITHYDDDHIGSLYDFKVKYPQVNIISSEIESSYINGDRKS
                     ERLVQAEEMLERMPNEEKEFGKWFIQELKNIRHISVDEKVHDGQMILNNECQVVETPG
                     HTSGHISLYFPKLNCVITGDAAVQDNCELEIANPDFCLDIERAEQSLKRIKNLKAVTY
                     YCYHGGKLTV"
     gene            complement(1173136..1173825)
                     /locus_tag="DJ46_1258"
     CDS             complement(1173136..1173825)
                     /locus_tag="DJ46_1258"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66007.1"
                     /translation="MEKPQTDVISEFKQALLINDKKLMRSYVTEGFELPNFQTNKQIY
                     AIKIVPSPKEDTTILISYSKNTDDEFTIGYILEIVTKNNKISRIIQIYDGTNPLMKEA
                     TIVKEYKMKCKEHILTPTKFPFEIHEFQGYIYNDYLNLQYFNEDINGILKITVAPVQN
                     KLGFYVHNGAKFYSLKNNIKALYNPHFDSAYELIFQKNGFQYTIAIGNKRYIKGKYSV
                     KDLIQIAESMN"
     gene            1173957..1174226
                     /locus_tag="DJ46_1259"
     CDS             1173957..1174226
                     /locus_tag="DJ46_1259"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63533.1"
                     /translation="MSLLFDVIADIILFYPRNDMKLKYHIAKLSELEWFRNLHEDPKY
                     TSLIWSNKKIKKYILNSANMKALINSETKQKEFVQLVHDEYKKRR"
     gene            1174300..1175652
                     /locus_tag="DJ46_1260"
     CDS             1174300..1175652
                     /locus_tag="DJ46_1260"
                     /note="SNF2 family N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63577.1"
                     /translation="MVYLKNFLELGISETFNHTLRENGITEATPIQEKAIPVILSGKD
                     IIGQAKTGTGKTLAFVLPILEKIDPESSDVQALIVAPTRELALQITTEIKKMLVQRED
                     INVLAIYGGQDVAQQLRKLKGNTHIVVATPGRLLDHIRRETIDLSNLSTIVLDEADQM
                     LYFGFLYDIEDILDETPGSKQTMLFSATIPKDIKKLAKRYMDEPQMIQVQSEEVTVDT
                     IEQRVIETTDRAKPDALRFVMDRDQPFLAVIFCRTKVRASKLYDNLKGLGYNCAELHG
                     DIPQAKRERVMKSFREAKIQYLIATDVAARGLDVDGVTHVFNYDIPEDVESYIHRIGR
                     TGRAGGSGLAITFVAAKDEKHLEEIEKTLGAPIQREIIEQPKIKRVDENGKPLPKPAP
                     KKSGEYRQRDSREGSRSGSKGRTRNDSRNSSRNENNRSFNKPSNKKGSTKQGQQRRGR
                     "
     gene            complement(1176965..1177468)
                     /locus_tag="DJ46_1261"
     CDS             complement(1176965..1177468)
                     /locus_tag="DJ46_1261"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exosporium protein"
                     /protein_id="AIK62407.1"
                     /translation="MRSSSRKLTNFNCRAQAPSTLPALGFAFNATSPQFATLFTPLLL
                     PSTGPNPNITVPVINDTISTGTGIRIQVAGIYQISYTLTISLDNVPVTPEAARFFLTL
                     NSSTNIIAGSGTAVRSNIIGTGEVDVSSGVILINLNPGDLIQIVPVEVIGTVDIRSAA
                     LTVAQIR"
     gene            1178238..1178873
                     /locus_tag="DJ46_1262"
     CDS             1178238..1178873
                     /locus_tag="DJ46_1262"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK65841.1"
                     /translation="MRIIKEYEERRKEILETAERLFLTKGYTKTTVNDILKEIGIAKG
                     TFYHYFKSKEEVMDEIIMRIIKEDVAKAKVIVSNPNIPVLEKLFRVLMEQSPKSGDIK
                     DKMIEQFHQPNNAEMYQKSLVQSIIHLSPVLTEILEQGIEEGIFSTSYPQETIELLLS
                     SAQVIFDEGLFQWKPEEMMRRVKAYIKMMEVSVGAKEGSFNYMLEVLMKQR"
     gene            1178963..1180183
                     /locus_tag="DJ46_1263"
     CDS             1178963..1180183
                     /locus_tag="DJ46_1263"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK65036.1"
                     /translation="MQDFYLMVSGQIITILGSTLLRFALSLYVLDLTGRADIFAGLYA
                     ITSIPFLLAPLGGAIADRFNRRNLMVIFDFINTAIVLSFIVLLFTGSVSILLIGTIMF
                     LLAIVNAMYAPVVMASIPQLVPEKKLEQANGIVNGVQALSNIVAPVLGGILYGIIGLK
                     MLVIISCLAFFLSAILEMFITIPFIKRVQESHIIPTIVKDMKGGFIYVLKQPFILKSM
                     LLAALLNLILTPLFVVGAPIIIRVTMESSHTLYGIGMGLIDFATIIGALSMVFFAKKL
                     QMQTLYYWMILIALLVIPMALSVTPFILNLGYYPPFILFILSSILIAMIMTVVSIYVI
                     TVVQKKTPNENLGKVMAIITAVSQCMAPIGQVIYGFMFEKFSMKIYLPILAISFIMIL
                     LAVVTKKILSNEGN"
     gene            1180190..1182529
                     /locus_tag="DJ46_1264"
     CDS             1180190..1182529
                     /locus_tag="DJ46_1264"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK62424.1"
                     /translation="MIRRMLKRDFSQNKMIITILFMFIMLSSLLMASASSNVITLLNS
                     MDQLVKVSNAPHFVQMHAGEVNQKSIDSFVEKNPFVKKQQTAEMVQINGSNIFIKKKN
                     QAEHNSVMDISFVKQNSKFDFLLNLNNEVVDVTKGEIGVPIYYMQKYNLRMGDKIWVI
                     KDNNELEFTISAFVRDVQMNPSIVSSKRFVISNKDFERIKRNFGESEYLIEFQLTDEN
                     KINEFENLYKSSNLPQKGPSITYSLFKTLNSLTDGIIAAVLIIISGLLMLIAMLCIRF
                     TIITSMEEDYREIGVMKAIGIHNKDIQKLYIIKYIFISAGGCICGYILSLFVTKIFTS
                     NITLYMGAANKSILHNIVPFIITTLLFLVVILFCRIILRNFRRITAIDALQSRDKLGK
                     RKIRKSFSLKQTKFTNVNIFIGIQDVVKRFKLYRVLSIVLIIAVFMIVVPVNFLYTIQ
                     SPNFVNYMGTGKSDIRIDLQQTENIEKRFKGVISYVKNDKEVEKYATFVTSTFKMVNA
                     DGTHENLNVEMGDFTTFPLDYIQGRAPKNENEIALSYMNANELKKSVGDYIFLFVDGK
                     EKGLAISGIYQDVTNGGKTAKASFSNNNENILWYVVNVDMKPKVDLQEKVKEYKQNFS
                     SAKITDTNDYVTQTLGETIKQLRLVTQVAILIAILISVLITAMFFKMLLAKDSSQILI
                     MKNIGFSSKDIRIQYITRSIVIVLLGILIGTCIAATFGEMLVSWLGSFMGAAHIKFVV
                     NPIVSYIICPAILFIPVTATTLFSSFTMKQTNDVKPNGE"
     gene            1182541..1183302
                     /locus_tag="DJ46_1265"
     CDS             1182541..1183302
                     /locus_tag="DJ46_1265"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61228.1"
                     /translation="MKKILEVKQVNKTYSMDGNANYHVLKNIDLEVYEGEFVSVMGPS
                     GSGKSTLLYNISGMDQMSSGSVKIDSKELSCMKEEELAKLRLTEIGFIFQQSNLLRNL
                     NLFDNIILSAYLAKCESKKIVNKRALELMENMGISDIASHYITEASGGQLQRVSICRA
                     LINNPNIIFADEPTGALNLKSTEEVMQILLNINRDGTTIMLVTHDVKVAAKTERILFM
                     ADGEIVSEIQLGKLRNDDLKAREEKLLNWLAVLGF"
     gene            1183401..1184111
                     /locus_tag="DJ46_1266"
     CDS             1183401..1184111
                     /locus_tag="DJ46_1266"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK61552.1"
                     /translation="MKNETLHTQEDIIKMLDSLLRPAEPFWNEFYANREKDVPFFENV
                     PDENLVSYIQKKRVSKGKVLELGCGPGRNAIYLANEGFDVTAVDLSIEGINWAKERAL
                     AKGVEIEFICDSIFNLEVQNEFDFVYDSGCLHHIPPHRRVNYVDLIKNALKSGGYFGL
                     TCFAAGDLDERNGSEITDWDVYRGWSLQGGLAYSEEKLREIFKGFEVIEIRKMEQIEQ
                     PNTMFGELFLWTALFKKN"
     gene            1184231..1184638
                     /locus_tag="DJ46_1267"
     CDS             1184231..1184638
                     /locus_tag="DJ46_1267"
                     /codon_start=1
                     /transl_table=11
                     /product="3-demethylubiquinone-9 3-methyltransferase
                     family protein"
                     /protein_id="AIK63653.1"
                     /translation="MSNTNQKITTFLMFEGKAEEAMNFYTSLFEQSEIVSISRYDENG
                     PGKEGTVIHATFTLHGQEFMCIDSYVNHNFTFTPAMSLYVTCDTEEEIETAFNKLAED
                     GAVLMPLGAYPFSKKFGWLNDKYGVSWQLTLAE"
     gene            1184982..1185764
                     /locus_tag="DJ46_1268"
     CDS             1184982..1185764
                     /locus_tag="DJ46_1268"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AIK64180.1"
                     /translation="MDTTQQNSNAWDKKVEEGSRYTQPVSSEVIEKSKSGEWEITVTT
                     EKSVPRDWFPKSLNGLKILCLASGGGQQAPVLAAAGADVTVTDISKKQLEQDEKVAKR
                     DGLTLKTVQGDMTDLSDFEDEYFDIVVNPVSNLFVKDVHLVWNEVSRVLKNKGILISG
                     FTNPLLWIFDDNQEQKGILDVKHSIPSSTLDYLPEDEVQDYIDSNQTIEYAHTLEDQI
                     QGQIEAGFIITGFYEDDFGGTRILDKHIKTFIATKAIKLKVD"
     gene            complement(1185886..1187562)
                     /gene="kdcA"
                     /locus_tag="DJ46_1269"
     CDS             complement(1185886..1187562)
                     /gene="kdcA"
                     /locus_tag="DJ46_1269"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain alpha-ketoacid decarboxylase"
                     /protein_id="AIK61383.1"
                     /translation="MKTQYTVSTYLLDRLSELGIEHIFGIPGDYNLAFLDYVLAHKNL
                     EWIGNCNELNAAYAADGYARIKGIAALITTFGVGELSAINGIAGSYAENVPVIKITGT
                     PPTTVMENGELVHHTLGDGKFNHFSKMYREITIAQTNLTPEHAVEEIDRVLRACWNEK
                     RPVHINLPIDVYNKPINRPAEPILHKPILSNKETLDKMLLHAISKINSAKKPIILADF
                     EVDRFHAKEYLYQFVEKTGFPIATLSMGKGIFPEKHPQFIGVYVGDVSPPYLRKRIDE
                     SDCIISIGVKLTDTITGGFTQGFTKEQVIEIHPYTVKITDKKYGPVVMKDVLQQLSDV
                     IEHRNEETLDIKPFISESLSMTEEFNPKAHMVTQKRFWQQIYHFLQENDVLLAEQGTP
                     FFGSAAIPLPNNTTYVAQPLWGSIGYTLPALLGTQLANLSRRNILIIGDGSFQLIVQE
                     LSTILRQNLNPIIFLINNNGYTVERAIHGQNEPYNDIQMWEYTKLAKVFGTEEKSQTF
                     KVQNETELQEVLTKISIDKNQLTFVEIVMSQGDQPELLAKLGKRFGQQNS"
     gene            1187678..1188160
                     /locus_tag="DJ46_1270"
     CDS             1187678..1188160
                     /locus_tag="DJ46_1270"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK63854.1"
                     /translation="MTQHKEEQMNEALALFYFAYKTFTEKPDEIIKEYGIQRVHHRIL
                     FFIARFPGVSVNELLSLLEISKQALHGPLRQLVEKSLIESNEATHDRRVKQLSLTEKG
                     ADLEKKLSDVQRQQMGAIFSKFGESCEENWHQVMNEMAHSRSGFDAWISKREVAIDQK
                     "
     gene            1188328..1189065
                     /locus_tag="DJ46_1271"
     CDS             1188328..1189065
                     /locus_tag="DJ46_1271"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphoglycerate mutase"
                     /protein_id="AIK63234.1"
                     /translation="MIKLVLIRHGQSLWNLENRFTGWTDVDLSENGLSEAREAGAILK
                     KNGYTFDVAYTSVLKRAIRTLWIVLHEMDLAWVPVHKCWKLNERHYGALQGLNKDETA
                     KKYGEEQVHIWRRSIDVRPPALTEDDPRYEMNDLRYKALKKGEFPLTECLVDTEKRVL
                     DYWHSEIAPKLKNGNKVIISSHGNTIRSLVKYLDNLSSDGVVSLNIPTSIPLVYELDE
                     NLRPIRHYYLSMDGEVPEGEIPKHITF"
     gene            1189254..1189991
                     /locus_tag="DJ46_1272"
     CDS             1189254..1189991
                     /locus_tag="DJ46_1272"
                     /codon_start=1
                     /transl_table=11
                     /product="toxin SpoIISA, type II toxin-antitoxin system
                     family protein"
                     /protein_id="AIK62494.1"
                     /translation="MISNIRIGLFILAIVFLVLVFFYWRNEELYEEKKQRIRKTWYGL
                     FIVSVTVYFMIKGIDLTLWKNLLMFTAMVIFVDIAFILTPNISEIWGAKFSDIGKTVQ
                     SIKRSLIASKARGEIYTTIIQNVNPAVFGTMEWHTEEEYTKSLNAFLDSYGEKIGAKI
                     VVFEAAKELNTNFRGIRSQFSTIIPLEYIEQLNEQRAVQVENVGIIPAKIVSDVFIVI
                     DGKKNNLQDRDFENVYNLTIHHSYFSK"
     gene            1190104..1190229
                     /locus_tag="DJ46_1273"
     CDS             1190104..1190229
                     /locus_tag="DJ46_1273"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61215.1"
                     /translation="MIKDYDNDFFKEDNEDTTDFSLIKGDTLQQVEELEEELKRK"
     gene            1190306..1190482
                     /locus_tag="DJ46_1274"
     CDS             1190306..1190482
                     /locus_tag="DJ46_1274"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64095.1"
                     /translation="MAEVNVKKSSFFKEKKEVPNTDFSLLKGALIQNLDRLEKFVEAI
                     PYKYIKEGNVKENA"
     gene            complement(1190519..1190800)
                     /locus_tag="DJ46_1275"
     CDS             complement(1190519..1190800)
                     /locus_tag="DJ46_1275"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65115.1"
                     /translation="MNKQQHSSKKKEGFFENRILPIITVLSGVILLVYKGVEFISKYV
                     LILILFTLIIASLYLLFMKQIVGAAIGFIFAALGYYMYKIIFKQKRNNA"
     gene            complement(1191077..1191313)
                     /locus_tag="DJ46_1276"
     CDS             complement(1191077..1191313)
                     /locus_tag="DJ46_1276"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65370.1"
                     /translation="MNIIVTPELLEASTNKFKSTQEQEQFTNLRQDIPYLESITASIS
                     ARGKGSSIVGTLPNHIVQNIEKFFLLSIQEGKQC"
     gene            1191652..1191828
                     /locus_tag="DJ46_1277"
     CDS             1191652..1191828
                     /locus_tag="DJ46_1277"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65545.1"
                     /translation="MAEISVKKSSFFKEKKEEPNTDFSLVKGALTENINRLEKLMNNG
                     TSKYMRAKKEKENA"
     gene            1191972..1193441
                     /gene="pepD"
                     /locus_tag="DJ46_1278"
     CDS             1191972..1193441
                     /gene="pepD"
                     /locus_tag="DJ46_1278"
                     /EC_number="3.4.13.20"
                     /note="aa-his-dipept: Xaa-His dipeptidase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="Xaa-His dipeptidase family protein"
                     /protein_id="AIK64486.1"
                     /translation="MYSTLEQLTKHPVFYHFAEISKIPRGSGNEKEISDFLVGFAKER
                     NLEVIQDEALNVIIKKEATAGYENVPAIIIQGHMDMVCEKNQATVHDFDKDPIELRII
                     GDMLYANQTTLGADNGIAVAYALALLDSKDIPHPALEVVITTEEETTMGGAFAVDSNH
                     FEGKIFINIDSEEDHKLLVSSAGGAKAVETIPVIWDEAPANMDAYRLYVGGLKGGHSG
                     MEIDKQRGNANKVLGRVLHDLSVNIQFDISEVHGGLKTNAIPRESVATILLCQEDVEK
                     VEEKLESWTRVLQEEMRAVDPDVHVTLTKLDEKVEKVFAKETQKQLISSLFLIPNGIQ
                     SMSMDIKGLVESSTNLGVIETLQDEIKLRNEVRSSVSSLKQHIADEIKCIAELVGATF
                     EIESEYPEWPYNPNSQIRNLFEKVHQEKYNKDVEIFAVHAGIECSVFVQKMPELDAIS
                     FGPDIFNVHTPDEHISISSVVNNWGFFVDVMKGTKELAK"
     gene            complement(1193512..1193613)
                     /locus_tag="DJ46_1279"
     CDS             complement(1193512..1193613)
                     /locus_tag="DJ46_1279"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62559.1"
                     /translation="MSFAAWSAIFMTLIGAISGAVFGKISYRNKTQK"
     gene            complement(1194005..1194475)
                     /locus_tag="DJ46_1280"
     CDS             complement(1194005..1194475)
                     /locus_tag="DJ46_1280"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65597.1"
                     /translation="MKFLRQSTIIGALTVGGFLFSNTIGTLPPASAESQPTQKESRFL
                     DTWRWQNYFLLHHNADFIEELAVGDLKHGDTFDVTIYTGGKDTGIVKIYQLSGNENDE
                     INLHRYKTIYDSGLKHNYGRFVTPITKAYNPGTYVAVMKLGENYYYGGSFKISK"
     gene            1194679..1195272
                     /locus_tag="DJ46_1281"
     CDS             1194679..1195272
                     /locus_tag="DJ46_1281"
                     /codon_start=1
                     /transl_table=11
                     /product="GDSL-like Lipase/Acylhydrolase family protein"
                     /protein_id="AIK61836.1"
                     /translation="MWKRFVAIGDSFTEGIGDEVEGIALKSWVDHFVQLCVNDIEYAN
                     FAKRGLVTKEIRSQQLEKALTFNPDLVSLIAGANDVLKGRWNHYAYKEDMKCMIDTLS
                     KTGADIMIANLPDFTVRLPFSTEKKQVLKEQLLEANEVILSLSREYKLHHIDFWNHHV
                     VNDNTLWSKDFIHPNSKGYVKVAELIFSSLPVHDASK"
     gene            1195494..1196027
                     /locus_tag="DJ46_1282"
     CDS             1195494..1196027
                     /locus_tag="DJ46_1282"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK63923.1"
                     /translation="MEQTFIEKCNHDELDDVIKDYWQDVWNYSFIITKDPHLSGDITQ
                     DVFIKVFKNWNSFRRESSIKTWILKITRNTAINCLKSSYFKRISLVGFFSDDKQTLSA
                     EQEFFKQEEMNDVWKVVLKLPKKHREIIILDAKYELSYEEMAETLGVSIGTVKSRLSR
                     ARSKVSKLIGEGGSDEQ"
     gene            1196017..1196844
                     /locus_tag="DJ46_1283"
     CDS             1196017..1196844
                     /locus_tag="DJ46_1283"
                     /codon_start=1
                     /transl_table=11
                     /product="putative antisigma factor"
                     /protein_id="AIK64761.1"
                     /translation="MNNKKNPDWYRKLKKGPMEHRKDEEEYIYKIKQSIYQSNEVGSR
                     EHTRPFRKKALPIVVVLACTFLFFIVQQPWLDDNKSPVQISTQIKPKTKDESAQDPTL
                     KQFMNDLYQSTNAKNETDLYKALNDEVQFKGKSYMKDELKFDEDIFHELQVALTMGGE
                     FANDTKQVYKVPSGLTESNQQKQAHFIYATVTGNKTKILAEPKRESKVLYEVSNEMVK
                     AWIPEKVQKNEYIKVSTINGNTGYVQKEYVLTDIKYSFMFEKNNEGIWKIINIDSIW"
     gene            complement(1196856..1198622)
                     /locus_tag="DJ46_1284"
     CDS             complement(1196856..1198622)
                     /locus_tag="DJ46_1284"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin binding transpeptidase domain
                     protein"
                     /protein_id="AIK65053.1"
                     /translation="MLHTKIKKWGFFAVLSIVGLILLILFKINFISITIATSSAERGK
                     IFDQNGVILATNKKVKSLYCTSNDEKLSKQDTSNTLAFFEQFSSKFQHDISSESIKSQ
                     LQQSCKKQTMHDIPLYSDIAENELAFIDKNKPNNVIIKDEWIRYYPKHEIGSQVIGYV
                     ENNLNSKHMPVGKSGIELQYEDDLKGKPGKTLIFKMNNKEFLWNIQKVQKGKDIRLSL
                     DSKLQQKSEEALRSQIKKLPDAKAGYAVVSDAKTGAILTMANSAVFDPNILHTHVSTK
                     IDNLKSLSQNKAIQKLKYGESYINMASTIKPLTILIGLNEKLFQPEDTYLDKGTFEYD
                     NQNNITNAPGTPTGEITPRQAIINSSNTFMTAKVALPLFNQHNGNVEKVAHIWTDYLM
                     QFGLRSKTGIDLPFEEDGQYEFHPSNKFENGISALLNASWGGNEVHTPLQLAQYAATL
                     ARKGDKYKPQMTSAIIGQNGKETKKFKPILESSNRYPTKFWSVVQGGMSQNIEEIKKL
                     PFDVAGKTGITGFPDEQARMINHSLFIAYAPTEDPQIAVSVVIPGSNSEKNIAALVTS
                     EILESWNTLQKENKNKKEGSLK"
     gene            1198987..1199376
                     /locus_tag="DJ46_1285"
     CDS             1198987..1199376
                     /locus_tag="DJ46_1285"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding Protein dimerization domain
                     protein"
                     /protein_id="AIK62863.1"
                     /translation="MKEQKGKKQKTYISIRLNIMFLCIFLLFSAIIMQLGKVQIVEGE
                     AYKNQVENSQNATTSIPVPRGQILDREGKTVVNNKSLRTITYTRVKGITSDDILKTAK
                     DLAKVLEMPEQDINKLTDIDKKIFGCS"
     gene            1199373..1201118
                     /locus_tag="DJ46_1286"
     CDS             1199373..1201118
                     /locus_tag="DJ46_1286"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin binding transpeptidase domain
                     protein"
                     /protein_id="AIK66427.1"
                     /translation="MNTKRADTKITKKDIEKFKEKGIEGKELDKKIEDLRRSRVTEVE
                     LGELTEQDLKVLAIKSKMSSGYQLTPQIIKKDVTDEEYARISENLANFPGVDATVDWE
                     RNYVNGNLFRSVLGNITSSEEGLPKENLDSYLVRGYNRNDRVGKSYIEQRYEDVLHGT
                     KEEVKNITDKSGNIINTEVIAKGKSGKSLTLTIDMELQKKVEESIEKNLRAFKSSEPL
                     LDRAFVVMTNPNNGQILSMAGKKIVEKEGVLEIEDLALGNMTTSYELGSAVKGATLLT
                     GYETGAIHPGDQFYDAPMKFKGTQAKKSWNVSGFGNINDLRALQVSSNVYMFQTALKI
                     AGVNYVPNGSLDIKQGAFDTMRYYFKQFGLGVPTGIDLPNEIIGQTRKVDSQPGFLLD
                     FSIGQYDTYTPLQLAQYISTIANGGYRMQPQIVQEIREQSIKEEVGKVIRSIEPVVLN
                     RIDMKTEYIDRIKEGFRWVFQEGDGTGVKHFKNAPYKPAGKTGTAQTVYGGDDPIGRN
                     AKGERMECYNLTLVGYAPYDNPEVAFSVVVPWLHNDKSGINSIIGKEVLDVYFDLKKQ
                     RMHDEAASTDTSNQN"
     gene            1201355..1202275
                     /gene="penPC"
                     /locus_tag="DJ46_1287"
     CDS             1201355..1202275
                     /gene="penPC"
                     /locus_tag="DJ46_1287"
                     /EC_number="3.5.2.6"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase 1"
                     /protein_id="AIK66384.1"
                     /translation="MKNKKMLKIGMCVGILGLSITSLVTFTGGALQVEAKEKTGQVKH
                     KNQATHKEFSQLEKKFDARLGVYAIDTGTNQTIAYRPNERFAFASTYKALAAGVLLQQ
                     NSTKKLDEVITYTKEDLVDYSPVTEKHVDTGMTLGEIAEAAVRYSDNTAGNILFHKIG
                     GPKGYEKALRQMGDRVTMSDRFETELNEAIPGDIRDTSTAKAIATNLKAFTAGNALPN
                     HKRNILTKWMKGNATGDKLIRAGVPTNWVVADKSGAGSYGTRNDIAIVWPPNRAPIII
                     AILSSKDEKGATYDNQLIAEAAEVIVNAFR"
     gene            complement(1202283..1202879)
                     /gene="bcrC"
                     /locus_tag="DJ46_1288"
     CDS             complement(1202283..1202879)
                     /gene="bcrC"
                     /locus_tag="DJ46_1288"
                     /EC_number="3.6.1.27"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyl-diphosphatase BcrC"
                     /protein_id="AIK61466.1"
                     /translation="MNYKMFRAINRLAGRNSTLDTFMIFISQKTRFLYIFLLALMWFR
                     NNSYKKIILFAGLSVGFALFINCFIQLFYFKPRPFVIHRVRLLIPSKNNSSFPSKHTV
                     LAFALASSVLLRERLFGSIMWFLTILTGFSRIWLGHHYPFDIIGILTSIAIGNATYIF
                     NSFVTWIINVLGIQKSDSFHIKKNRFPSSYFQLHYIKN"
     gene            1203088..1204089
                     /gene="degA"
                     /locus_tag="DJ46_1289"
     CDS             1203088..1204089
                     /gene="degA"
                     /locus_tag="DJ46_1289"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator degA"
                     /protein_id="AIK65056.1"
                     /translation="MKPTIYDVAEKAGVSIATVSKVINQTGRISEKTINKVNQVMDEL
                     DYQPSSVAAALTGKKTYAIGVLVPDISNPFFAEVARAFENSARESGYTLILCSTDHQT
                     KREHEYIDLLFKKQVDGIIIATELNDYKLVKKIVNRDLPLVLFTVDHSSITTHVVTTD
                     DMRGGYLAGSYLTQKGHTSLTIMMEKDRKSSLGRLNGFKQALTDSGIPLDDEAIISCY
                     STVEDSKRASKELLNLPNRPTAVFACTDLIAICLMNEARKHGLSIPEDLSIIGFDNTI
                     YAEIADPGLTTIEQPIKQMAACTFEQLLKTMEMKEHAKQKITIIPQLVERSSVKDIT"
     gene            complement(1204178..1205458)
                     /gene="csbX"
                     /locus_tag="DJ46_1290"
     CDS             complement(1204178..1205458)
                     /gene="csbX"
                     /locus_tag="DJ46_1290"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha-ketoglutarate permease"
                     /protein_id="AIK62418.1"
                     /translation="MNAISSNKTFMDRIGIPSNLTWGYIGIIVFMIGDGLEQGWLSPY
                     LVEKGLTLEHAAFLFTIYGITVSASSWFSGVFVQMWGPRKVMTFGLVSFILGSIGFIG
                     IGIQHMNYPVILICYALRGFGYPLFAYSFLVWVSYSTPQQMLSRAVGWFWFVFQLGLS
                     VIGAFYSSYMVPKIGEIATLWSALIFVVVGGLFSIVVNKDKFKAQTVSANKSSELLKG
                     ITIAFENPKVGIGGIVKIINSAAQFGFVVFLPTYMMKYNFTMTEWLQIWGTLFFVNMV
                     FNIIFGIVGDKFGWINTIKWFGGVGCGIVTLALYYVPQMVGHNYWAILFVACCYGATL
                     AGYVPLTALVPSLSPENKGAAMSVLNLGSGLSAFVGPLVVTAFIGPLGVGGVMWIFAG
                     LYFFGAFLTHFLTIPKENEMEQDLNTKSGEQFSV"
     gene            1205952..1206977
                     /locus_tag="DJ46_1291"
     CDS             1205952..1206977
                     /locus_tag="DJ46_1291"
                     /codon_start=1
                     /transl_table=11
                     /product="dehydrogenase"
                     /protein_id="AIK64045.1"
                     /translation="MNVLKIGIIGAGRIGKLHVDNLQLMPQVKIKAVSDVVIGHLEKW
                     AQDKGISTLTTNYQDLLADPEIDAVFICSPTNTHAQIIKEAALAKKHIFCEKPVSFSV
                     EETLEALEVVKEQGVSLQVGFNRRFDPNFRKVYDFIQQGEVGQPHILKITSRDPQPPS
                     IEYVRSSGGLFMDMMIHDFDMARYVMNSEVVEVFAYGTTLIDPSIQEVHDVDTAIVTL
                     KFANGALGVIDNSRQAVYGYDQRVEVFGEKGAVAADNCCPTTVQVSKTEGIVKDKPLY
                     FFLERYTQAYIEEVTQFTKSIIEGQAVICSGNDGLQAERIAKAAKESLLTGKPVQIEH
                     KQPALNQ"
     gene            1207077..1208075
                     /gene="iolC"
                     /locus_tag="DJ46_1292"
     CDS             1207077..1208075
                     /gene="iolC"
                     /locus_tag="DJ46_1292"
                     /EC_number="2.7.1.92"
                     /codon_start=1
                     /transl_table=11
                     /product="5-dehydro-2-deoxygluconokinase"
                     /protein_id="AIK65899.1"
                     /translation="MNPLIFKENRPFDLIAVGRLCVDLNANETQRPMEETRTFTKYVG
                     GSPANIAIGAARLGLQTGFIGKVSDDQMGRFITGYLKDNKINTDQIPIDCTGAVTGLA
                     FTEIKSPEDCSILMYRDNVADLNLDPTEVSEDYIKQSKALLISGTALAKSPSREAVFL
                     ALEYARKHDVVVFFDVDYRPYTWQSEAETAVYYNLAAEKSDVIIGTREEFDMMEKLLN
                     YEKSNDQVTAERWFSHHAKIVVIKHGGDGSIAYTRDGQSHRGGIFKTKVLKTFGAGDS
                     YASAFIYGLMQGLEIPQAMRLGGASASIVISKHSCSDAMPTRAEISAFMETAEELV"
     gene            1208153..1209616
                     /gene="mmsA"
                     /locus_tag="DJ46_1293"
     CDS             1208153..1209616
                     /gene="mmsA"
                     /locus_tag="DJ46_1293"
                     /EC_number="1.2.1.27"
                     /note="MMSDH: methylmalonate-semialdehyde dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylmalonate-semialdehyde dehydrogenase"
                     /protein_id="AIK62567.1"
                     /translation="MTVQTAQIVKNYIGGEWVESISTKMEAVYNPATGEVIAQVPLST
                     KVDVEQAVLAANEAFKSWSKTAVPRRARILFKYQQLLVDNWEELAKLITIENGKSYNE
                     AYGEVLRGIECVEFAAGAPTLMMGKQLPDIATGIESGMYRYPIGVIGGITPFNFPMMV
                     PCWMFPLAIACGNTFVLKPSERTPLLAARLAELAEEAGLPKGVLNIVNGAHDVVNGLL
                     EHKLVKAISFVGSQPVAEYVYKKGTENLKRVQALAGAKNHSIVLNDANLELATKQIIS
                     AAFGSAGERCMAASVVTVEEEIADQLVERLVAEANKIVIGNGLDEDVFLGPVIRDNHK
                     ERTIGYIDSGVEQGATLVRDGREDTAVKGAGYFVGPTIFDHVTKEMKIWQDEIFAPVL
                     SIVRVKSLDEAIEIANESRFANGACIYTDSGASVRQFRETIESGMLGVNVGVPAPMAF
                     FPFSGWKDSFYGDLHANGTDGVEFYTRKKMLTSRWEK"
     gene            1209772..1211706
                     /locus_tag="DJ46_1294"
     CDS             1209772..1211706
                     /locus_tag="DJ46_1294"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine pyrophosphate enzyme, central domain
                     protein"
                     /protein_id="AIK62451.1"
                     /translation="MQTVRMTTAQALVKFLNQQYVEFDGKQQKFVKGIFTIFGHGNVV
                     GLGQALEEDAGELEVYQGRNEQGMANAAMAFAKQKHRKQIMACTSSVGPGSANMITSA
                     ATASANNIPVLLLPGDVFATRQPDPVLQQIEQTHDLSISTNDAFRAVSKYWDRINRPE
                     QLMTAMIQAMRVLTNPADTGAVTICLPQDVQGEAWDFPSYFFQKRVHRIERRLPTKAS
                     LADAVEMIKRKKKPVMICGGGVRYAEAAEELKQFAETFHIPFGETQAGKSAIESSHPY
                     NLGGIGVTGNVAANTIAKEADLVIGIGTRFTDFTTASKQLFQNEEVEFLNINISEFHA
                     NKLDALKVIADAKEALLALIDELQEIDYQSSYTVEIADAKDAWETELSRLHNIRFTCQ
                     DFTPEVEGHFNENLNEYVDALGTQLTQTAVIGQINTLLDKDAIIVGAAGSLPGDLQRM
                     WASRKPNTYHMEYGYSCMGYEVAGALGAKLAEPSKEVYAMVGDGSYQMLHSELVTSLQ
                     ENKKINVLLFDNSGFGCINNLQMGNGMGSFGTEFRYRNQETRKLDGAIMKIDFAASAA
                     GYGVKTYHVTSLEQLQEALIDAKKQTVSTLIDIKVLPKTMTNGYESWWHVGVAEVSKN
                     QSVQAAYESKVSNLQQARSY"
     gene            1211829..1212725
                     /locus_tag="DJ46_1295"
     CDS             1211829..1212725
                     /locus_tag="DJ46_1295"
                     /codon_start=1
                     /transl_table=11
                     /product="xylose isomerase-like TIM barrel family protein"
                     /protein_id="AIK65629.1"
                     /translation="MFKENTIKLGIAPIAWTNDDMPELGAENTFEQCISEMALAGFNG
                     SEVGNKYPRNTVVLKKSLELRNLEIASAWFSTFLTTKPIEETVEEFIKHRDFLHGMGA
                     KVIVVSEQGHSIQGLMDVPLFKNKPVFTEEEWEKLADGLHHLGKLAQEKGLHIVYHHH
                     MGTGVQTTTEIEKLMDMTDPALVSLLFDTGHLVFSGEEPLYILKKYLPRIKHVHLKDI
                     RQEVVDVVKEKELSFLQAVKNGAFTVPGDGVIVFDEVFTILANSNYQGWFVVEAEQDP
                     ALANPFEYALKARKFIQEKAGL"
     gene            1212854..1213699
                     /locus_tag="DJ46_1296"
     CDS             1212854..1213699
                     /locus_tag="DJ46_1296"
                     /note="cbbA: ketose-bisphosphate aldolase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ketose-bisphosphate aldolase family protein"
                     /protein_id="AIK61232.1"
                     /translation="MPLVQMKDILMKANQENYGVGAFSVTNMEMVMGAIKAAEELSSP
                     LILQIAEVRLNHSPIHMIGPLMVAAAKQATVPVAVHFDHGMTFEKIQETLEIGFSSVM
                     FDGSHYPLEENIQKTKEIVELAKQYGATVEAEIGRVGGSEDGSEDIEMLLTSTTEAKR
                     FAEETDVDALAVAIGNAHGMYNGDPNLRLDRLQEINDVVHIPLVLHGGSGISPEDFKQ
                     CIQHGVRKINVATATFQNVITAVNNTVLNTPYSDYFTYHQDVIKAAYENVKSHMQIFG
                     SENRA"
     gene            1213805..1214596
                     /locus_tag="DJ46_1297"
     CDS             1213805..1214596
                     /locus_tag="DJ46_1297"
                     /codon_start=1
                     /transl_table=11
                     /product="kduI/IolB family protein"
                     /protein_id="AIK64161.1"
                     /translation="MLGKLGELNEGYNVLTEMNGQCSDMLMDIGIYKMTNGKEELLFD
                     NKNETAVLLLEGAIRLEWEGMEQVLQRQSVFEENPWCLHVSKNVKVTITALSDSEVLV
                     QKTDNDQEFASKLYTPNECQSVVAGDGVWEGTAQRVIRTIFDYNNAAYSNMVVGEVIS
                     YPGRWSSYPPHHHDQPEVYYYRFNKPQGFGCAMVGEDAYRVVHNSFITIPGELDHPQA
                     TAPGYAMYFCWMIRHFENNPWNDRIMEEEHKWLLEPNAKIWPEKE"
     gene            complement(1214789..1214995)
                     /locus_tag="DJ46_1298"
     CDS             complement(1214789..1214995)
                     /locus_tag="DJ46_1298"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK65524.1"
                     /translation="MDKEKLVSEQIARVPSDALNTPSKEQEQMLETSSQVEHNPNNNN
                     KDNNQDLYGTDFPISNVDRTTNKK"
     gene            1215287..1215490
                     /locus_tag="DJ46_1299"
     CDS             1215287..1215490
                     /locus_tag="DJ46_1299"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB superfamily protein"
                     /protein_id="AIK66102.1"
                     /translation="MNTLVNDKFYETRNHLFEEITLLSDTQFNRKPDKDKWSIAQVCH
                     HLVLLDERVITVISSGLKKMDST"
     gene            1215542..1215802
                     /locus_tag="DJ46_1300"
     CDS             1215542..1215802
                     /locus_tag="DJ46_1300"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63784.1"
                     /translation="MAPEMIEPSIEPFEVQQMVDLLNESRKQLMRFLSTIEDESILAK
                     KSVMHPALGELLLDQWIELIYLHEQRHIKQIKEIKLLCKVGK"
     gene            1216109..1216903
                     /locus_tag="DJ46_1301"
     CDS             1216109..1216903
                     /locus_tag="DJ46_1301"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK61988.1"
                     /translation="MQKMKWKNYLCYFVIFILLGTAVTVKPSISKAEESDVNITLLGT
                     ADIHGRFMPWDYALDGANTSGSLTQLYTVIKKVRQENPNTILVDAGDTVQGNSVELFN
                     DQPQSPMMVAMNAMGYDAWAFGNHEFNFGLDTLKKVSEQYKGNTLAGNIYKENGERFL
                     PAYTIVEKGGIKVGIIGMNTPMISDFEKGTDHLDGLVVKNPVEETKKAIKELEGKVDV
                     MVGVMHMGLENENGIPGTGVQDIANACPELSAIFAAHMHKLVKKKL"
     gene            1216987..1218060
                     /locus_tag="DJ46_1302"
     CDS             1216987..1218060
                     /locus_tag="DJ46_1302"
                     /note="5'-nucleotidase, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64879.1"
                     /translation="MVLKNKAATAIPVKNTDGTTVVSDPTLEDTLTPFHEYARGDANV
                     VVAQLKGRNLVPENEIKGIPSVQIQETPLSDFFHEVMLYYSKADVVAHQIDNDNARLD
                     VGPIKKKDIAYNYQYALGEITVYKVTGKDLKDYMEWAAGYFNSSRPGDVTVSFDKTRR
                     ASKYSTNDFFGGVKYEIDLTKPYGSRITNLRSIRTNKPIKTNDVMTLGMNAYRMEALQ
                     AKGGALEGRKFEQIWSSKQENAFGETGGTIRNLAITYLKEVKNGVYTPKVMHNWKITG
                     VNTHSSEHKAVVDLVNKGILEIPKTEDGKYTNIASINTKDSITKEEIVALSQKVNINP
                     NQFKHIKTKGEFYKKLSRIVKKI"
     gene            complement(1218334..1218492)
                     /locus_tag="DJ46_1303"
     CDS             complement(1218334..1218492)
                     /locus_tag="DJ46_1303"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62681.1"
                     /translation="MKKIKKLLFSTIIVSTLACSMISLNVSQHSSFNGGDTPAPTKLI
                     ISGGVSIN"
     gene            complement(1218492..1219592)
                     /locus_tag="DJ46_1304"
     CDS             complement(1218492..1219592)
                     /locus_tag="DJ46_1304"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK62609.1"
                     /translation="MTVQEKSNKQLMELLHEWYEEIRLYHVVEAKQTYLKVKESLKGI
                     ETDQYVSFYYSLLNFRYKVLVDGMSITKDSFNQIEKLPHIKDEFSFLAYYYYFFKAIH
                     STIIANYTEAKTYYEKAEGLLKGIPDEIEKAEFEYRFSTYCYQSYQPFEAIQHAVKAK
                     EIYLNHVGYKINIALCDNVYGLACIDLREFERAEECLNMVIDIFKKYDEEQLLLRVRS
                     NLGWLYNIQDLYPLAIRQSSEIINTIPNHFKALFVLARAYYKLEGIETARAYIEQGMK
                     YTNESGNEEYKHRFAVLNELITELPRIKLKKVVTDAISYFKKEEMWDCVKEYAEILAL
                     QFYETNNHVKASKYFYISNNADKKHLRKGALK"
     gene            1220132..1220332
                     /locus_tag="DJ46_1305"
     CDS             1220132..1220332
                     /locus_tag="DJ46_1305"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK64385.1"
                     /translation="MLHNRIVVCRAEKGWTQEELAKRVGVSRQTIATLEKNKYNPSLI
                     LAFKIANVFEKPITDVFDYQEE"
     gene            1220338..1220589
                     /locus_tag="DJ46_1306"
     CDS             1220338..1220589
                     /locus_tag="DJ46_1306"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64107.1"
                     /translation="MLWLKILFLVVIFISQMYVIQFQSSDEAKDERGREIQYKTNNVL
                     YNILSVGIIAIFINRHSKNYQYSVFDYDEGRMITMYKLY"
     gene            complement(1221142..1221342)
                     /locus_tag="DJ46_1307"
     CDS             complement(1221142..1221342)
                     /locus_tag="DJ46_1307"
                     /note="putative uPF0457 protein ynzG"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64082.1"
                     /translation="MAEITIPLRDVIEVTEDATYAGVEVTSAIRIGTAYGTTDRILIK
                     TVKQNYVLFTTNKVSILNAINA"
     gene            1221654..1222385
                     /locus_tag="DJ46_1308"
     CDS             1221654..1222385
                     /locus_tag="DJ46_1308"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK64985.1"
                     /translation="MRIKLVGIFTCMIVILGIFIVYTNQSIGKEPRKTNYETRENSIN
                     KEKNSTSNNIASSFASVQAVVNKEYGLPEDYKPEDLVVPNVPFSFSGTLEKSYLRKEA
                     AEALERLFDLANKEGIQLNAVSGFRSYDYQKKLYANNVKRKGQEHTDRFSAKPGHSEH
                     QTGLTMDVSSKSANNELELTFANTKEGKWLKENAHRAGFIIRYPKGKESITGYAYEPW
                     HIRYVGDIAESIYKKKLTLEEYMNL"
     gene            complement(1222622..1223026)
                     /locus_tag="DJ46_1309"
     CDS             complement(1222622..1223026)
                     /locus_tag="DJ46_1309"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK61904.1"
                     /translation="MFTQKQKLVTTVTALTLGCGFTFGLTPAFADSNKASVSTTPIHS
                     IQKQEQEPFTGYVISVENNYLVVAATSTKDEALAYQNDWWELVSQNKILRVPVSNGKN
                     YTIGEQLNVYAAAWTKSLPPIAVMPKIEKVIQ"
     gene            1223929..1225161
                     /locus_tag="DJ46_1310"
     CDS             1223929..1225161
                     /locus_tag="DJ46_1310"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61034.1"
                     /translation="MKNKLIATGILAGSLLSYSTSIVADTHRFPDVPAWADKSVTYLV
                     DKQVLSGYPDGTFGSSDTLDRASAATIMTKALGIHIDLNAKPSFKDSQNHWGTPYIAA
                     AEKAGIIKGEGNGIFNPSGKVTRAAMATMLVNAYKLQNKNTSNGQSKFEDLKGHWGEK
                     FANTLIDLKISVGTDNGWQPNKFITRAEAAQLTAKTDMLQYSHSNPLENKTIIIDPGH
                     GGEDPGKDTKGLPESKIVLDTSLRLQKLLEKHTPFTVLLTRKSDTRPGHDQKSSLQER
                     VKFAKQNQGDIFISVHANAFNGNAKGTETYYYKSSKSEKTNPHVEESRVLAEKIQTRL
                     VDALQTRDRGVKHGDLHVIRENDMPAVLTELAFIDNGIDYSKLSTENGRQIAAEAIYE
                     GILDYYEWKGNNVSEYRL"
     gene            1225466..1225729
                     /locus_tag="DJ46_1311"
     CDS             1225466..1225729
                     /locus_tag="DJ46_1311"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemolysin II"
                     /protein_id="AIK64365.1"
                     /translation="MKKAKGIAKSVAVASVIMSGSLGLQATSAFADSKGTVENLQNGG
                     KVYNSFKTTYDMKQNIKNSIKVSFIEDPYADKKLQLLPLMVVI"
     gene            1226137..1226580
                     /locus_tag="DJ46_1312"
     CDS             1226137..1226580
                     /locus_tag="DJ46_1312"
                     /codon_start=1
                     /transl_table=11
                     /product="leukocidin/Hemolysin toxin family protein"
                     /protein_id="AIK63979.1"
                     /translation="MKSRSYNEGTNNFVSKDTVPALTGYGFSPNVVAVITADKTESTS
                     DLKITNRRISDQYNIEWVSSKWWGTNNKDTYNEFFTNNYKLDWKNHQVTLDNQKAPEE
                     QMIGINNVNNQLNKGKGKLSFSMNGNQLKATSSNAGYGISYEDKN"
     gene            1227111..1227716
                     /locus_tag="DJ46_1313"
     CDS             1227111..1227716
                     /locus_tag="DJ46_1313"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK61619.1"
                     /translation="MEKSREQTMENILKAAKKKFGERGYEGTSIQEIAKEAKVNVAMA
                     SYYFNGKENLYYEVFKKYGLANELPNFLEKNQFNPINALREYLTVFTTHIKENPEIGT
                     LAYEEIIKESARLEKIKPYFIGSFEQLKEILQEGEKQGVFHFFSINHTIHWITSIVLF
                     PKFKKFIDSLGTNETNDTNHEWMPEDLVSRIISALTDKPNI"
     gene            complement(1227858..1229336)
                     /locus_tag="DJ46_1314"
     CDS             complement(1227858..1229336)
                     /locus_tag="DJ46_1314"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64430.1"
                     /translation="MSMIKVQDLTFSYPGSFDNIFEDVNFQIDTDWKLGFIGRNGRGK
                     TTFLNLLLGNYEYSGKILASVEFNYFPYPVADKNKFTHEILEEICPQAEGWEFLREIS
                     YLNVDAEVMYRPFKTLSNGEQTKVLLAALFLNEGQFLLIDEPTNHLDTDARKIVSDYL
                     RKKKGFILISHDRIFLDGCVDHILSINRANIEVQSGDYSSWKLNFDRQQEHEQATNDR
                     LQKDIGRLKQSSKRSASWSHDVGASKNGTRNSGSKLDKGFVGHKAAKMMKRAKNLESR
                     QQKVIEEKSKLLKNVEKTESLKLEALKFKSNELVILADVSVKYDDQVVNEPISFIVEQ
                     DDRIVLDGKNGSGKSSILKLILGQSIQYTGLVTLGTGLTISYVQQDTSHLKGSLSDYI
                     EEQKIDETLFKSILRKMDFDRIQFEKDISHYSGGQKKKLLIAKSLCEKAHLYIWDEPL
                     NFIDIYSRMQIEELIQQFNPTMVIVEHDKAFQQTVATKTISM"
     gene            complement(1229730..1229936)
                     /locus_tag="DJ46_1315"
     CDS             complement(1229730..1229936)
                     /locus_tag="DJ46_1315"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65289.1"
                     /translation="MSISNSSPFNGQKTRHFEQNMMFIKKDVLLYLISQTIIHDLALS
                     EDDIASPQKECYPKNRNMKGMMDE"
     gene            1230348..1233077
                     /locus_tag="DJ46_1316"
     CDS             1230348..1233077
                     /locus_tag="DJ46_1316"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK61382.1"
                     /translation="MRKHSHVQFYVLILALVAYLSFCFIFLFVFPNEYFVSDFNIRLS
                     SLVVEITVFISLLYSIASRKIKLGVFWVCITIAIGCFLIGNFISAFQVLNVELPIQNF
                     NISDVFLLFFLFFFLFAFFYKIMMECNKWEKAYLLCDLCIVVTAIFTLEWYLFNKPSA
                     NILFFSIGDVFLSFIFPIIDLLLLLLGVTLIFRPAIFNAKSKLFIFILVLTGFAITDY
                     LYFYLQDDLSDRSVILLRCLYRVFLLFIAIAATIPRSVSSKRNYFIINPTFGKKLLVI
                     FPYLAVAILIGFTLKEQTSSSTLITGNCIAFVFVLIRHIIVRMQNKDLTETLKVFNNQ
                     LEQKVFQRTADLIKKSNDLVKNQERFKSLYEYHPDPILTIDPNGTVLNINQSGSILLG
                     KDSAALIGKECFSIFLDEDKPELEAALKMGKRCSSSSLQLRVKHNNEKDIYFWYVTIV
                     PIMIEGQTFGSYVMVKDITKMKQQQDKINYLAFHDTVTEIGNRIFFQQELEKSIERAQ
                     KTQGEFGLLYIDLNRFKTINDTMGHSIGDSVLKEVAKRFRTCLSPSIPLARIGGDEFA
                     VLVHNHTEQQLLDLCENLFRITEKPFVVNQHSFYLSLSIGIAVYPFGGINTTTLLQHA
                     DIAMYSAKEKGNNAVCMYDETLSQKITRRLQLEQDLPNAIENNELFLLYQPQVDSKAG
                     KVIGAEALIRWQHPELGLISPFEFIPIAEETSQIISIGKWTLQEACQQLKEWHSAGYS
                     NLKMGINLSAIEFEQKGFVQTVISIIEEVGVPANSIDLELTERIAMVDEKETLSKLKA
                     LKSYGVHLSIDDFGTGYSSLAYLPLYPIDTLKIPREFVNRIGTSNDGDEIIQTIISLA
                     HTLNMKVIAEGVETKEQLTVLQQNACYLIQGYYYSKPVNEDEFINFLNTTQNK"
     gene            1233522..1234028
                     /locus_tag="DJ46_1317"
     CDS             1233522..1234028
                     /locus_tag="DJ46_1317"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61414.1"
                     /translation="MFIKAERLLIRKFEFKDWEAVHEYTSDSDVMKYIPEGVFTEEDT
                     RNFVNKNMGENAKNFPVILIGENILVGHIVFHKYFGEHTYEIGWVFNPKYFNKGYASE
                     AAQATLKYGFKEMKLHRIIATCQPENTPSYRVMEKIGMRREGYFKKCIPHGNEWWDEY
                     YYAILEEE"
     gene            complement(1234600..1235007)
                     /locus_tag="DJ46_1318"
     CDS             complement(1234600..1235007)
                     /locus_tag="DJ46_1318"
                     /codon_start=1
                     /transl_table=11
                     /product="SMI1-KNR4 cell-wall family protein"
                     /protein_id="AIK64767.1"
                     /translation="MKGMNNAVDQANKGIQQMLNIKFPNSYHWFLKQYGSGGLDGMDI
                     HGCETTAADSSVVYHTKSYRETYNLPEQYIVLNDIDGTMTCLDTNQMKDGECPVVFWS
                     RFSKELYAITYENFGDYLLDCLQESVDNLYDED"
     gene            1235292..1236491
                     /gene="sqrdl"
                     /locus_tag="DJ46_1319"
     CDS             1235292..1236491
                     /gene="sqrdl"
                     /locus_tag="DJ46_1319"
                     /note="sulfide:quinone oxidoreductase, mitochondrial"
                     /codon_start=1
                     /transl_table=11
                     /product="quinone oxidoreductase, mitochondrial"
                     /protein_id="AIK63166.1"
                     /translation="MKTRDSYKIVVIGAGTAGISSTAHLLRNVPLLKESIAIIDQSKK
                     HYFQPLWSLVGGGIVSKESTVRDQELLIPKGATWIPKSVVKLFPKENKLLLDDGLLLE
                     YEILIVAAGIQINWDGIKGLKESIGTNGVCSNYSYKYVDSTWREIEKFKGGNAVFTHP
                     NTPIKCGGAPQKIMYLAEEYFSNSGVRNKSEVMFYTANANIFQVPRYANTLEQVLERK
                     QIITNYNKNLVEIIAEKKEAIFEDTQTLKRETVPYSMIHVVPPMGPPNFLKESEISDH
                     QGWIDISPYTLQHVKYKNIFGLGDCTNLPTSKTGAAIRKQIPILKQNIMDVLNGRDLQ
                     AKYDGYTSCPIITGYKSLILAEFNYEHEPQETFPFNQAKERYSMFLLKRYMLPYMYWN
                     FMLKGIL"
     gene            1236558..1238012
                     /locus_tag="DJ46_1320"
     CDS             1236558..1238012
                     /locus_tag="DJ46_1320"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK62793.1"
                     /translation="MLLKYFYDEKLAHASYLVGCQKEGVAIVIDPGRYIEQYIDFAKK
                     EGMEVIAAAETHIHADFLSGSRELSTLYHTNLYVSDEGDCDWKYQYLNEGRYNLVREG
                     TEFKVGHIKFNVIHTPGHTPESISFLVTDTSQNNYTNDKPIGIFTGDFIFVGDIGRPD
                     LLETAVGMKDTAKIGAKQLFDSIQKIKTLPDYLQIWPSHGAGSACGKALGAIPTSTLG
                     YEKMFNWAFQCNEESDFISTLLAGQPEPPRYFSLMKNLNKYGPPIRKKREIFAIKTVE
                     ELQEVMRSVQQIVDIRDGESFASGHIEKSINIPCNNSFTTWCGWLLDYKTETLIILDE
                     EKVRVEEVIRDFESIGLDNIIAFAPLQVIQRLDRFESYKEKTSIELYPHIKDGRVKVI
                     DVRSKKEWDEGHLHDAIHIPLGNLLKQLDCIPKDCPIVLQCRTGLRSAIAASILQRAG
                     IKEVVNLKGGFLAWNKEELPYTTCNLNVEGNNFY"
     gene            1238123..1238341
                     /locus_tag="DJ46_1321"
     CDS             1238123..1238341
                     /locus_tag="DJ46_1321"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63793.1"
                     /translation="MDIVLSGHAQGGQFKLLFISKLVVLNQGVLPTYSAGLYEKQNTS
                     MVVSRGLGNSNIPQRIFNRPELVVVQLN"
     gene            1238551..1238802
                     /locus_tag="DJ46_1322"
     CDS             1238551..1238802
                     /locus_tag="DJ46_1322"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63838.1"
                     /translation="MHKEYEIEEYTAIEEQIHYYCKCLLVTHPDQIIKYLEKRLEKYA
                     ETLQYAHLYPDTVILPLQQLVIEYSLDVARIRKYMNLKT"
     gene            1239047..1239715
                     /locus_tag="DJ46_1323"
     CDS             1239047..1239715
                     /locus_tag="DJ46_1323"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64953.1"
                     /translation="MLHNLSLQVEKAEILGLVGPSGSGKTTLIKLIAGINEATEGEVL
                     VYNTNMPNLNEMKRIGYMAQADALYEELSAYENADFMATMYGLKGKHKKERIEKVFDL
                     VQLSQHMKKQVQHFSGGMKKRLSLAIALLHEPEILILDEPTVGIDPLLRKTIWEKFYD
                     LKKKGTTIIVTTHIMDEAEFCERLGLIREGKLVATGTTEELKKRVSSGRIEDVFLLEE
                     VAEL"
     gene            1239712..1240731
                     /locus_tag="DJ46_1324"
     CDS             1239712..1240731
                     /locus_tag="DJ46_1324"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK63068.1"
                     /translation="MRVTGVIIRIIRQFFRDKRSLAMMFGAPMLLLWLLSLVFTQKDY
                     VPHIAVVDMPAQLVKVMKNQEASIYEYNTEKAMSELENQKVDAVIRLENGKMNIVLEG
                     SDSSKNRAVLQILQKSTEKNDISIMKPEVNYLHGSKDFTMFDGLGPVLIGFFTFFFVF
                     ILSGVSFVRERLSGALERLLSTPIKRWEIVVGYIIGFGIFAFIQSIIIVSFSVYILDL
                     YVAGSIWLTLLITCMLSLTALTLGTFLSAYANNEFQMIQFIPLVIVPQIFFSGLFPIE
                     SMNKWLQMLGKLFPLTYGADAMRQVMIRNQGFTEIALDLTVLLFFSVLFAVGNVFALK
                     KHRKI"
     gene            1241116..1241409
                     /locus_tag="DJ46_1325"
     CDS             1241116..1241409
                     /locus_tag="DJ46_1325"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator, TetR"
                     /protein_id="AIK62601.1"
                     /translation="MIKILIQEVPFHPELKNEIQQLVETELLLHFKKLIEKFQEKGKI
                     IEMPPATVLRLTLSAVFGLLLTRFLLLPEEKWDDETEIENTIQFILYGLTPRN"
     gene            complement(1241531..1241830)
                     /locus_tag="DJ46_1326"
     CDS             complement(1241531..1241830)
                     /locus_tag="DJ46_1326"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63071.1"
                     /translation="MKKKLSSIVSVLALSIMFLGTSAHAEYDGTNMNRVNNTDISTRV
                     NDNNLDRVNNDVRTRNVNTTNDLNDNRDRNNNWAWLGLLGLAGLLGLRRRDKEVR"
     gene            1242063..1243031
                     /locus_tag="DJ46_1327"
     CDS             1242063..1243031
                     /locus_tag="DJ46_1327"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65649.1"
                     /translation="MRQFAKPTIVVSKCLEFDACRYNGEMIPDVTIRNLQPFVTFIPV
                     CPEVEIGLGTPRETIRIVEEKGVNKLVQPSTREDLTEKMEQFSNEFLQTLSDVDGFIL
                     KNRSPSCGTRDVKIYSGFEKAPAKGKGPGLFGGAVVKKFSHLPIEEEGRLSNFIIREH
                     FFTRLFTIAYYKMIKRNKNMKDLVSFQSDNKYLFMAYNQVKQKELGRIIANQKNETIE
                     VVFENYEKTLYELFMRTPRYTSNVNVCEHIFGYFKTKLKKQEKDHFLNLIQKYIEKKI
                     PLSSLLAILKSWALRFDEKYLLRQTYFEPYPEALVEISDSGKGRDY"
     gene            1243248..1244393
                     /locus_tag="DJ46_1328"
     CDS             1243248..1244393
                     /locus_tag="DJ46_1328"
                     /note="acyl-CoA dehydrogenase, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61852.1"
                     /translation="MEFTLTREKQMIKEMVRDFAEKEIAPKAVYYDKTAEFPYETFQK
                     MGELGLLGIPFPEEYGGSGGDTVSYALAVEEIGRACGGTGLSYAATISLGASPIYYFG
                     TEEQKQKYLVPMASGKTLGAFGLTEPNAGSDAGGTQTKAILDGDEYVISGEKCWITNA
                     EYANTIIVTAVNGIEENGRKRISAFIVPTTSEGLTISSPYDKMGVRASNTCEIVLDGV
                     RVPKENILGDVNKGFKQFLYTLDGGRISIAALAVGIAQSAFERALQYAKERQQFGKAI
                     SNFQAIQFKLADMATEVELARNLVHKAAWLKDNDKPFGKEAAMAKLFASEAASRIANQ
                     AVQIHGGYGYMREYEVERHIRDAKLLEIGEGTSEIQRLVIARHLGCR"
     gene            1244409..1245746
                     /locus_tag="DJ46_1329"
     CDS             1244409..1245746
                     /locus_tag="DJ46_1329"
                     /codon_start=1
                     /transl_table=11
                     /product="D-ala D-ala ligase family protein"
                     /protein_id="AIK65828.1"
                     /translation="MFQKILIANRGEIAVRIMKTCQKLGIRTVAIYSEADENALHVKM
                     ANEAYLVGGPRVQESYLNLEKIIEIAKKTNAEAIHPGYGLLSENPSFPVRCKEEGIVF
                     IGPSEEIITKMGSKIESRIAMQAADVPVVPGITTNIETAEEAIEIAKQIGYPLMLKAS
                     AGGGGIGMQLMETEQTLTKAFESNKTRAQNFFGNGEMYLERYIADAHHIEIQLLADTH
                     GNTVYLWERECSVQRRNQKVIEEAPSPFLDEGTRKAMGEIAVQAAKALGYTNAGTVEF
                     LVDEQKNFYFLEMNTRLQVEHPVTEEITGLDLVEQQLLIAYGEKLSFTQDDIKRSGHA
                     IEARIYAEDPKTFFPSPGKITDLTLPTNVRIDHFLENQVTITPFYDPMIAKVIAHGET
                     REEAISKLHDALEELKVEGIKTNTPMLLQVLEDDVFKSGIYTTGFVTKQLVKK"
     gene            1245773..1245988
                     /gene="yngHB"
                     /locus_tag="DJ46_1330"
     CDS             1245773..1245988
                     /gene="yngHB"
                     /locus_tag="DJ46_1330"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin/lipoyl attachment protein"
                     /protein_id="AIK65552.1"
                     /translation="MMTKVYASMAGNVWKIVVGVGDTVEEEQDVVILESMKMEIPIVS
                     EEAGTVMKINVQEGDFVNEGDVLLEIE"
     gene            1246010..1246921
                     /gene="yngG"
                     /locus_tag="DJ46_1331"
     CDS             1246010..1246921
                     /gene="yngG"
                     /locus_tag="DJ46_1331"
                     /EC_number="4.1.3.4"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxymethylglutaryl-CoA lyase yngG"
                     /protein_id="AIK64229.1"
                     /translation="MKLPNFAVIKEVGPRDGLQNEKKIVGTKDKVKWIQLLTEAGLSY
                     VEVSSFVHPKWVPALADANDVFSELKRDPNVTYAALVPNQNGLERAFLQNVDEVNVFL
                     SASESHNKSNINKSIKEALVVIEDITKQALFEGKKVRGYVSTVFGCPYEGDISAIAVD
                     ELCDQLFSYGIYEVSLGDTIGVANPLQVERVLEHLLKKYDASQFAMHFHNTYGMALAN
                     VVKSLEYGITTFDSSCGGLGGCPYAPGASGNVATDDLVHMLHKLGVQTNIDEEKLLRA
                     SQFIQSKLNIQLPSHVYRALQHKTISR"
     gene            1246926..1247714
                     /locus_tag="DJ46_1332"
     CDS             1246926..1247714
                     /locus_tag="DJ46_1332"
                     /codon_start=1
                     /transl_table=11
                     /product="enoyl-CoA hydratase/isomerase family protein"
                     /protein_id="AIK61354.1"
                     /translation="MLQLQNISVDYATPHVVKISLNRERQANSLSLALLEELQNILTQ
                     INEEANTRVVILTGAGEKAFCAGADLKERAGMNEEQVRHAVSMIRTTMEMVEQLPQPV
                     IAAINGIALGGGTELSLACDFRIAAESASLGLTETTLAIIPGAGGTQRLPRLIGVGRA
                     KELIYTGRRISAQEAKEYGLVEFVVPVHLLEEKAIEIAEKIASNGPIAVRLAKEAISN
                     GIQVDLHTGLQMEKQAYEGVIHTKDRLEGLQAFKEKRTPMYKGE"
     gene            1247717..1249258
                     /locus_tag="DJ46_1333"
     CDS             1247717..1249258
                     /locus_tag="DJ46_1333"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxyl transferase domain protein"
                     /protein_id="AIK66129.1"
                     /translation="MIDQKQQSNTFEERVETIKRGGAPKYHEQNKAKGKLFVRDRLAL
                     LFDNGEYVEDALFANCEETGLPADGVITATGKIHGRTACVMANDSTVKAGSWGARTVE
                     KILRIQETAEKLRVPLFYLVDSAGARITDQVEMFPGRRGAGRIFYNQVKLSGKVPQVC
                     LLFGPSAAGGAYIPAFCDVVMMVEGNASMYLGSPRMAEMVIGEKVTLEEMGGARMHCS
                     ISGCGDVLCKTEEDAITQARQYISYFPNNYLEKTPLVTPQEPKQFDKTLEQIIPENQN
                     APFNMKDLINRVIDEGSFYEVKKLFAQELITGLARIDGKPVGIIANQPRMKGGVLFHD
                     SADKAAKFINLCDAYHIPLLFLADVPGFMIGTKVERAGIIRHGAKMISAMSEATVPKI
                     SIVVRKAYGAGLYAMAGPAFEPDCCLALPTASIAVMGPEAAVNAVYANKIAALPEEER
                     DSFIAEKREEYKKDIDIYHLASEMVIDGIVHPNNLREELKGRFEMYMSKYQVFTDRKH
                     PVYPV"
     gene            1249308..1251248
                     /locus_tag="DJ46_1334"
     CDS             1249308..1251248
                     /locus_tag="DJ46_1334"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK62785.1"
                     /translation="MKQAVWFPTEEYKEKTRLYGWMKSLGYEDYETFYNKSIEETAWF
                     WGEAEKVVGYQWMKPYTEVLDLQNGTPFAQWYNGGTCNVVESVLSRWLADDETRTQPA
                     LQYEGENGTSKSFTYEELDSWVSRAANGLKHAGIEKGDRVTIYMPMIPETVVAMLAVM
                     KIGAIISPIFSGFASDAVMTRVQAAGSKMIITADGFSRRGKIVSLKDEVDKACEHCPT
                     VEKVVIVRHAGNDFTPHNYDFSWSTLEKEKPFVHAEEMHSDDPLMLIYTSGTTGKPKG
                     TVHTHAGFPLKAAFDAGFGMNIKQGDRVLWVTDMGWMMGPFLLFGSLINGATMVMYEG
                     VPDFPKADRLWETVDKYEITHLGISPTLIRALMAKGDEYVNKHSLKSLEVFASTGEPW
                     NPDPWMWLFETVGKSNVPICNYSGGTEISGGIFGNVLIKPIAPISFNASLPGMAAVVL
                     DDQGNPIRDEVGELCLEKPWVGMTKSFWEDDERYVNTYWSRFENKWVHGDWVVYDGEQ
                     YIITGRSDDTLNIAGKRIGPAEYESILVKHNDVIEAAAIGVPDDVKGEVCHCFVVLRD
                     NVTFTGELKKELMSLVNSHIGKALCPKDIHVVEDLPKTRNSKVMRRVIKAAYLGKELG
                     DLSSLVNPEVVPFIQGLQSSKL"
     gene            1251418..1251747
                     /locus_tag="DJ46_1335"
     CDS             1251418..1251747
                     /locus_tag="DJ46_1335"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64292.1"
                     /translation="MGSRYSNSRKKCSCKQCSCKQDDCWDVFEECKKEHEEQNKACDC
                     CCVQGIRDELRKLVNRSVRITTGSNNYAGTVSSVTCDVVKLANSAGVVTVIISVCKIE
                     AIEALLT"
     gene            1251892..1252410
                     /locus_tag="DJ46_1336"
     CDS             1251892..1252410
                     /locus_tag="DJ46_1336"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65139.1"
                     /translation="MIKLEPFKRSDFKRLINWIDSEEFLIQWSGNAFTYPLHEQQLEK
                     YIESENTLAFKVIDEETKEVIGHISLGQIDHINKSARIGKVLVGDTRMRGRSIGKHMM
                     KAVLHIAFDELKLHRVTLGVYDFNTSAISCYEKIGFVKEGLLRESKKVGETYWNLWEM
                     SMLEYEWGDKKQ"
     gene            1252459..1253019
                     /locus_tag="DJ46_1337"
     CDS             1252459..1253019
                     /locus_tag="DJ46_1337"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribulokinase / Uridine kinase family
                     protein"
                     /protein_id="AIK61637.1"
                     /translation="MNKKTKIITIAAVSGGGKTTVTERLTHKLMNSKALYFDRYNFDN
                     CPTDICKWIDDGANYDEWVLTPLIKDIQHLIRDSNVDYIIVDYPFAYLNSEMRQFIDV
                     TIFIDTPLDIAMARRILRDFKEDTISEIHNDLEHYINYARKAYLEALHTVKPNSDIVL
                     DGALSVDQIINQIEEELYRREVIANG"
     gene            1253012..1253752
                     /locus_tag="DJ46_1338"
     CDS             1253012..1253752
                     /locus_tag="DJ46_1338"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK62905.1"
                     /translation="MVKSIEKYVQVDDFKIYSKVFQGKKLQPVIIMEAGYGDYSKAWD
                     LIAEELTEYGTVLTYDRAGVGKSGKSSKRRISSEMIKDLRSCLEQLQLKPPYIFVGHS
                     FGGINARLFANFYPEDMSGIVLVDSTPENYKEDFLPIMSLEFQEAYYKQFVYESSYEE
                     FMFSLSEANKHCQSMRNIPLAVLVTGKKAYYSQEAQMKWLQLQEELLRLSNNHTFVIA
                     EQSGHYIQKDEPHYIIDAVKWIIEVEER"
     gene            1253755..1254213
                     /locus_tag="DJ46_1339"
     CDS             1253755..1254213
                     /locus_tag="DJ46_1339"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61576.1"
                     /translation="MYTLFQYNWQVRDDWFKWCEQLSKEELLRKRIGGVGSILETLFH
                     IVDVEYSWINALQEKEDCVPQFKEYQSIQKVKALSNLYKRELEDFLQVWSANLECKIL
                     KASWTDKTYTYGEVLRHVIVHEIHHIGQLSIWARELNLRPVSANLIGRGL"
     gene            complement(1254272..1255288)
                     /locus_tag="DJ46_1340"
     CDS             complement(1254272..1255288)
                     /locus_tag="DJ46_1340"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK62416.1"
                     /translation="MQFLKKITILLLSFVITALIVLYFYLYVNGPIIQAKSAILIDAN
                     SGEVVYKKNEENSIQSATLSKLMTEYIVLEQLDKGNIQLDEVVKISNEVFRAETSPIQ
                     VTSKDKTTVRDLLHALLLTGNNRSTLALAEHIAGNEDNFTQLMNEKAKQLKLSQPSPF
                     LNATGMNNGTNKLSTTTAIEVGKLATRLVTDFPDVLNVTKLTSYQFTFKDTKVFNTNK
                     MIYSLNKNIKLQGVDGLQTSFSTNSNYSFVSTAKRGDTRLISVILDADNENSTFIETK
                     KLLQYGFDPSSYSALQAFKDAVTSWAVLLQFKNLIIQTLLIFFIITILMLLHIRQKKS
                     EDFN"
     gene            complement(1255470..1256627)
                     /locus_tag="DJ46_1341"
     CDS             complement(1255470..1256627)
                     /locus_tag="DJ46_1341"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK65405.1"
                     /translation="MRNEAFDILKDIPKWKLIFWLLLAITLTPITELIIYRLVTSVIE
                     SSLTLSELGKEFIRIFGYEKYKGIKESLWMMIVSYLFLFSIFSSYLYIFYRHERKLYY
                     ETCIKKMIEEIRYIANGNFNHKVSIVNHNYLEELASGVNQIVEQLKVSIDEERQAEQA
                     KSELITNVSHDLRTPLTSIVGYVNLIHHDNYRDEVELRHYIQVIYDKVTRLNALMNDL
                     FEYTRVQNKELSLYSVPIDIVELLGQLTVQFRIQLQEANIDCRPFFPSKKLMVLADGD
                     KLVRVFENLIINAIAYGNDGDYIDITAYENNNMIAIDITNYGQPIPSTDLPHIFERFY
                     RVEKSRSTNTGGSGLGLAIAKSIVELHKGTIEVYSDDKKTTFTVKLQPYKC"
     gene            complement(1256617..1257312)
                     /locus_tag="DJ46_1342"
     CDS             complement(1256617..1257312)
                     /locus_tag="DJ46_1342"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61170.1"
                     /translation="MNKNILIIDDDKEIVELLAVYLRNEGYNIYKAYDGDEALQMIST
                     YEVDLMILDIMMPKRNGLEVCQEVRENNTVPILMLSAKAEDMDKILGLMTGADDYMIK
                     PFNPLELVARVKALLRRSSFQNASSPKNEDGMIRIRSAEIHKHNHTVKVNGEYIKLTS
                     IEFDILYLLASNTGRVFSSEEIFERVWNEDGYGSNKTVMVHISNLRDKLETGMNGEKF
                     IHTVWGVGYKIEK"
     gene            1257504..1258112
                     /locus_tag="DJ46_1343"
     CDS             1257504..1258112
                     /locus_tag="DJ46_1343"
                     /codon_start=1
                     /transl_table=11
                     /product="HD domain protein"
                     /protein_id="AIK63356.1"
                     /translation="MLYKDIYSFTPTGKIETDIKAFLLKYNKEVTYKHSIRVANESRK
                     IAVMYHVNEEKAAIAGYLHDISAIFPNEVRITVAEEFGIDLLEEERKFPMIIHQKLSR
                     VLAKEIFKVHDEETLNAICCHTTLRKHATKMDLVLFVADKIEWDQNGTPPYLVEVKKG
                     LEKSLEHAAFAYISYLWDRKDTLKVLHPWLEDAYWQLKEIVE"
     gene            1258381..1258686
                     /locus_tag="DJ46_1344"
     CDS             1258381..1258686
                     /locus_tag="DJ46_1344"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62228.1"
                     /translation="MYCTYQFSLKYFAGDIKYKRFIQAANHEDLPGLYPSLGRKKEIS
                     YPDVFLINATKDIIMFMYDDRGSEVISKNKETIRNLYEKYKEWIPDYKRESIDKLFK"
     gene            1258683..1259420
                     /gene="mtnN"
                     /locus_tag="DJ46_1345"
     CDS             1258683..1259420
                     /gene="mtnN"
                     /locus_tag="DJ46_1345"
                     /EC_number="3.2.2.16"
                     /note="MTA/SAH-Nsdase: MTA/SAH nucleosidase"
                     /codon_start=1
                     /transl_table=11
                     /product="MTA/SAH nucleosidase"
                     /protein_id="AIK62277.1"
                     /translation="MTVREVKFVMKRIAIVAAWEPELTYLHQSYPSERIEKRAAWEFH
                     FHTINDLEIISVITGVGKVSCASCAQLLISEFQPDELFMTGICGSLSTKVKNGHIVVA
                     LNAIQHDVTAAGSGEDVFNLYNGRTAPIETTKSLVRRIKKIRSYDPIHFGTFLSGDQR
                     IRSSEMRYLLHTVYGALAVDQEVAAFAYVCQINKKPFLCLKAASDQANDKTKEEQKIF
                     KMLACERACEHLIAFLRVYEINVVNHR"
     gene            1259437..1260072
                     /locus_tag="DJ46_1346"
     CDS             1259437..1260072
                     /locus_tag="DJ46_1346"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AIK65499.1"
                     /translation="MESTNKIAILGANGKAGKILVNEALEKGYQVKILTRNSTNTEKI
                     NKNIETIIGDARNFSTIQDLLQGCSAVINAVGQPKNESYIFSTVTKHILEAMKESKIK
                     RYILISGGSLNVTGDQKGIINKIGATLFKLFLPKMMQDKYKELQIIQNSEVDWTIVRL
                     PFVIEGNGIGSIKESLVDMPGIKIQNGDIAPFVIKQINSDRYVGKCPFISN"
     gene            1260166..1261014
                     /locus_tag="DJ46_1347"
     CDS             1260166..1261014
                     /locus_tag="DJ46_1347"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK61136.1"
                     /translation="MIQYKRCSEINIDLVYEAFRDGFSDYIIKMEVSKGDFIKRFFGL
                     EGNSLEHSFLALDGDKPVGVILGGIKDYENIKTMRCGTLAVHPNYRGVGVSQKLFELH
                     KEEALQNECKQLFLEVIVGNDRAIRFYNKLGYEKVYDLSYYNLKDMTKIIHRECKGIE
                     VKQLEFAAFKVEIQKWLHFHINWQNDMDYIEKTNHTFYGAYVDNDLKGSICINEQGKI
                     SFIFIDKEYRNRGIGSKLLQVARDELNLESLLISFPNNSLLEGFVKKTGFEKNSLAQY
                     EMYVLL"
     gene            1261122..1261496
                     /locus_tag="DJ46_1348"
     CDS             1261122..1261496
                     /locus_tag="DJ46_1348"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62927.1"
                     /translation="MDNGLKFKIFELHCFVQKTYSDMKIACDIAIYQENTSKYLISLG
                     FLNKSYMTYIEAKRYYRENEELVSVEFDNFFDTYDILEQELKKVISTEDKNPSVLHSR
                     FDQFQQKVENINDLIKVLQNAR"
     gene            1261666..1262742
                     /locus_tag="DJ46_1349"
     CDS             1261666..1262742
                     /locus_tag="DJ46_1349"
                     /codon_start=1
                     /transl_table=11
                     /product="thermolysin metallopeptidase, catalytic domain
                     protein"
                     /protein_id="AIK62267.1"
                     /translation="MKNKKEIAIVALTTGLVLTSIVPYGIGYAEETGQMQVDIQEDSF
                     RTGELTKPSKKTPESVVKDALKEKTEHVLSPKQVSGDKGVDYKVLQKRGSYDGTTLVR
                     LQQIYEGKEVYGHQLTAHVDKKGIIKSVSGESAQNLEKEDLKNPINLSKEEAKQYIYK
                     KYGNDIKFISEPEVKEVIFVDENNGQASNAYQVTFAAATPNYVSGTYLVDAHNGVMLK
                     NTLQESDLKVSEEQVESLKENKKSNSISLTGTGKDDLGITRIFGISEQSNGKYALADY
                     TRGQGIETYDVNYRDINFEERYYPGILATSTSTTFDDPKAVSAHFLATKVYDFYKDKY
                     KRNSFDNKGKNSISCTCMAFRRNR"
     gene            1262681..1264237
                     /locus_tag="DJ46_1350"
     CDS             1262681..1264237
                     /locus_tag="DJ46_1350"
                     /codon_start=1
                     /transl_table=11
                     /product="thermolysin metallopeptidase, alpha-helical
                     domain protein"
                     /protein_id="AIK66151.1"
                     /translation="MIIREKIVSVVHAWHSGETDDPKNWGNAFSANINNVSMLIYGDP
                     MVRAFDIAGHEFTHAVTSSESNLEFFGESGAINEALSDIMGTAIEKYINNGKFNWTIG
                     EQSGSVLRDMKNPSSVKFFDGVPYPDDYSKYSDLNGEDNEGVHFNSSIINKVAYLIAQ
                     GGTHNGVTVNGIGEDKMFDIFYYANTDELNMTSNFSELRLACLKVATNKYGANSIEVE
                     TVQKAFDAAKIKGPVKEDEKTEVNQVPELTVPLTITLRVGDTFDPISNVKAIDKEDGD
                     LTTRVKHKGDVDTSKPGKYIVDYSVIDSQGGNATATQTVIVEGNGETADLKPTLTVPV
                     ATTITVGDSFDPMAKVKAIDKEDSNLTSKVKIDGEVDTSKAGTYVLTYKVTDSKGNEG
                     TAKQTVTVKVREEVKNEIPILQVPATTTITKGDKFDLMVGVSATDKEDGDLTSKVMYE
                     GTVDTSRTGTFEIKYSVRDSVGNEVHTIQEVFVKDKDTGKTNSLANNSNSNKNESTYK
                     ELPNTGGQYN"
     gene            1264592..1265152
                     /locus_tag="DJ46_1351"
     CDS             1264592..1265152
                     /locus_tag="DJ46_1351"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64130.1"
                     /translation="MAIKQDEIKVVVGAGAFNNNPGWIQTQEDELNLLNKATWKERFE
                     YNSISAILAEHVWEHLTFEEGVRAARICYEFLKPTGHIRCGVPDAFFRDEVYQNIVQI
                     GGPGPKDHPAASHKIVHNYKTLTKMFETAGFEVVLLEYCDENGKFYYNEWDANDGVIF
                     RSKRYDSRNKGDKLGFPSLIVDAIKR"
     gene            1265289..1266026
                     /locus_tag="DJ46_1352"
     CDS             1265289..1266026
                     /locus_tag="DJ46_1352"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65100.1"
                     /translation="MQPIKQVALTCITHDPTGSLLSTIKELKEKLIHLNYHKKYITIS
                     NVTPKEIVKELEECNFHINIVEKSGVGNARRDCLKYVSNYNHDYYHYCDFDRLLTWMK
                     EYPAELNSFIQNIADVDYLIIGRTDRAFQTHPEEWQVTETVSNKIMSLQLGKQVDITA
                     GSCAFSKQAADYIIKYSKCRMTDGEWPMIIKEFTDFKIGYIAVDGLKYVNSLNQDNII
                     DPIKAWSTRLELSYIISQSIMNITKTT"
     gene            1266114..1266593
                     /locus_tag="DJ46_1353"
     CDS             1266114..1266593
                     /locus_tag="DJ46_1353"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62306.1"
                     /translation="MLAVIDKQNNEYVVQFDRHFSYSIEEVWSVLTENSKLKKWMSNL
                     QIESLKTDGVIKFDMMDGSFINIDIIECQQNSVLEFTWDKDRVRFEIHKEEDGTLLLL
                     KEYIHVLTDHTPKDIAGWHICLDLFSAVLKGEEKEFSKDKWQQWFEIYKGKVFELRG"
     gene            1266673..1269840
                     /locus_tag="DJ46_1354"
     CDS             1266673..1269840
                     /locus_tag="DJ46_1354"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61952.1"
                     /translation="MKVNQLIANNINKLVTDIPFNKSFGVAGLSGSGKTTFCQTIGEE
                     SKKRLISLLPKAEYQYLFPNIMETNFSAIKMEDMPLVLFLGKSSISSNPRSTIGTHTG
                     VFTEIREKLADVFYLSPEVFSFNNQLGWCSGCKGRGTTKNIECKKCKGKRYSEEIEQH
                     TIDLFAKPHTISNINDLSVESILSLAEELNISEAKQHILQNIINMNIGYLTLNRIMGT
                     LSGGELTRLYLAEFMAVSENAVIIIDEISVGLDHETLLQILAEIKQLGCKNQIWLIDH
                     SDTVLDTTDKQLFFGPGSGKYGGQIVKESPRPKPILWDLNKEFPTEYYTFRELYCRNI
                     QMAEFQIPKNRLVTVTGESGCGKSTLVNECLATDFLKRYPKDRLVMVGQDRNQSITSR
                     STVATFLDIKKKLTKYSEEIDDIFERSIEDIIDELPNEDIAYKRLSLLIKLGLGYLTL
                     ERKTQTLSTGEFQCVHLVSELFANTRNPHTLFIFDEPSKGLSQNILNQFIDSVRGILQ
                     DESVSIIMIEHNSYMLESSDYIVDFGKRQIEAINHLEVVSHDDYYRQRTSVNNVEQIH
                     ITSALKPKEGVHYLEGNHINYFKNAENVYKGGILKSLSSMARLIYGEYESNTIAPVIA
                     IDLEKHLYSQYSFLYEVGGIINHIVAAHPTNKDTRSFDFYSQDNHCPSCSGRLQIEVF
                     DKDITIQNKNVPFWDGLFNPEIMKVLKFYQYEKIEFLFEEIKNELGHDLSKSYNDMSE
                     EKHTFWYGYFEKSFYDKKGKTRRTWVGFNTIIGGYIVISKAPIKEEIKASKEMVTCPI
                     CEGTVLNHHKPLIFGNSDIREIINQQVDEVLKLVGDLPELHKLKSIVGGDMRLTEDVS
                     LLPRKAQVALKMFELEQASFSNYEMVLQNVLPFWDEIKGNIESISVNNQVTVCDFPNV
                     YETRENIIDQYFTNGKYKKLTYVYEAFGYKKLVTQINKIKKSNPCPFCKGKKVITEDN
                     LHDGVFKLTIPCVICNASGINDEGLKEVVEGVDVKTWLTGKVSDVVDENLLTEAVAQI
                     PIFNRIRELDKRDMMAVYECLERNQ"
     gene            1270222..1270563
                     /locus_tag="DJ46_1355"
     CDS             1270222..1270563
                     /locus_tag="DJ46_1355"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK63568.1"
                     /translation="MDRTSLIKGHLEMCVLSILSKKKSYGYEIMKELEVHNLKLKGVG
                     SIYPILTKLKIQEWVNTYQEVTDSGKVRIYYEINENGKIRLEKKINEWLELQSDIQTL
                     LKSGLKGDLLK"
     gene            1270560..1271090
                     /locus_tag="DJ46_1356"
     CDS             1270560..1271090
                     /locus_tag="DJ46_1356"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66212.1"
                     /translation="MRNRLIGKEKQFLTDVLKELKKYDISLEERDNIKRQILEHIQEC
                     REHGEDSIDDLGTPQLFVQDFLEINEIDLQVKMKQLQNEKDKFNTFMLRGIFIAVITY
                     LSSQSIFSIFLTESFNPTNSKNAFQYNLLYRISENQWWNALLIMTSLTLSVVVYISLV
                     SYKKRKHLKYNEECDL"
     gene            1271071..1272516
                     /locus_tag="DJ46_1357"
     CDS             1271071..1272516
                     /locus_tag="DJ46_1357"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK65811.1"
                     /translation="MKNAIYKVFLICILCNVFMLCITHPKVYAQQNVKVTLDKYIEKF
                     IKEQNIPGAAVAIVHNKEVFFTKTMGVTGESEKKVTSKTPFAIGSISKSLTALAIVKL
                     IEDKKIKLEDPVQRYLPWFKLKNPQISSTITIQHLLTHTSGINTYEGLALSDKQSKSS
                     TALKENVMKLSNVKVTAPPGEKYQYSNANYIVLGALIEEVTNETYSSYMEKYIFQPLN
                     MNGAAASKENAYEKGYLTGYQSWFGIPRKSVVSYDNTGAPYGYITANLEDMIQYIMFL
                     NRPEDAQLLKQENIHLYLSPLYKINSEKSYGFGLRTTNINESETMIWHSGSTPDARAE
                     LFTLNESGWSGVILTNKNHVLEETALSVLKKGIISILNGEEPVDIPKKIPLTQIILLV
                     VTLILFIISIMLIKKYKHMKTVKKVIWLFIGSLSLLLSIIFIPLFTYSTSSPWRTIKI
                     FAPDVALFTSISVTLLAVNGLISIFIALRRK"
     gene            1272638..1273447
                     /locus_tag="DJ46_1358"
     CDS             1272638..1273447
                     /locus_tag="DJ46_1358"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK64233.1"
                     /translation="MFKIGDFSKLSSISIRMLRHYDKVELLQPVKVDELSGYRFYSAD
                     QLKKVNQIQILKAMGFNINTIKEIIECDNIDSIKEQFLNRSVQIKEDMYNLQKQLRLL
                     EDSMKTMREDVVEMNYHVSIKEIPERTVASVRKIIPSYNCEGDLWSILMQEIQMENIS
                     IDHPSYSIAVFHDQEYKENDVDVEIQLNILGKHENTKDVYFQKIEPIKVASVTVSGSY
                     EQMTNVNEAAAKWIETEGYELAGPMFNIYHVSPAMESDPNKWVTEVCYPVK"
     gene            complement(1273543..1274769)
                     /locus_tag="DJ46_1359"
     CDS             complement(1273543..1274769)
                     /locus_tag="DJ46_1359"
                     /codon_start=1
                     /transl_table=11
                     /product="ferroportin1 family protein"
                     /protein_id="AIK63583.1"
                     /translation="MKLIQERSLTVKTTFSKEYKIFIFGLLISRIGDSFYTFALPWIA
                     YQLTGSAVIMSSLFAINVLPIVLFGPLVGVIIDRYDRKKLLLVADITNIILVSFVPIL
                     HSLHLLEIWHLYIITFMLAVMSMLFDVTTVTVIPKIAGASLTKANSFYQMVNQLASLF
                     GPMIAGVFISFIGGFQLLWINVLSFIATLVAVMLLPSMKTTNKKCEDKNTLQNVLSDL
                     VNGFTWLKNDRLNLALSFQAMIGNFGASAVLGVFMYYLLSTLQLTPEQSGVNYSLIGI
                     GGLLGSLIAIPLEKRLQRSILIPLLLFVGAIGLTFALWNTYWFAPGIAFGVAMTCNIA
                     WNTIVATVRQETVPSNMQGRVLGFSRVLTRLAMPLGALVGGIISAYNPVYVFALAAFT
                     KLLEVFIALCSPIRKL"
     gene            1274991..1275566
                     /locus_tag="DJ46_1360"
     CDS             1274991..1275566
                     /locus_tag="DJ46_1360"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK61859.1"
                     /translation="MIHIDKNVRTSGAYVMYKDLFVFQVGPTSKGDTLGVVRLGGHKE
                     ADETAVETAKREVEEEASMDITILNSPTTYYKEYWNAQSKKLKVENEVNPILIIDSPD
                     ESLSIMYIAYSKMLPKLSSETNGLLLLSLNDIELICTGKITLNNYINQGGVAILKEKM
                     DKELILQPFPQLMFLSELLKEDPVLLQQFLN"
     gene            1275748..1276542
                     /locus_tag="DJ46_1361"
     CDS             1275748..1276542
                     /locus_tag="DJ46_1361"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase-like domain protein"
                     /protein_id="AIK62557.1"
                     /translation="MITHITDIKLQTISIEGVKQVYKDILCFPIKKETTSFIQFEVTP
                     YTTISFQEVYEPIASAHFAFEIPYSKFHETARWLEKSGLLIVKWKDGHTIDEESGRFN
                     LYFRDGDGNLLEIIAHSYVKEDVLVPQSPLNILYIREIGLPVKSVPVFTKWLKLNLNM
                     KTMEDGDIFNFVIGGTAYIVATWWQRPWIPIAMKALPPKVHVSFGTPDQAFLQRIQNN
                     LKKNSVPYECKHNEVSFIQQGYSFTILHTPNLHADIPSKLNLPLSI"
     gene            1276592..1276735
                     /locus_tag="DJ46_1362"
     CDS             1276592..1276735
                     /locus_tag="DJ46_1362"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65997.1"
                     /translation="MFTVNVKNVNIIDWVDASSGDIRAARFSEKVSSQNEVDLSRLLN
                     QYL"
     gene            complement(1276818..1277765)
                     /locus_tag="DJ46_1363"
     CDS             complement(1276818..1277765)
                     /locus_tag="DJ46_1363"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK62514.1"
                     /translation="MKELEKEILQFINELYPLNFINITPITNEMYKCLTEQGTYFIRI
                     TNYKTYEEQLEEVTYTNFLYENGLDVPPILPSLQGNLVENLTLDKELFTVLYKAAPGI
                     HLPRCEWNSTIFKKLGQQIGKLHRISKIFEKAKPIKYINDWYENEEYNFLKYIPKEET
                     TIREIASEVLNSIKELQKSTSNYGLIHGDLWLENILVENNSTITMIDFQDCEKHFYLF
                     DLAVPIYSAIEYSFAGNANIVEYEHSITKALFEGYQEENELPKEMIEKFPLFIKLKEI
                     FEYSLMHMYWDKEELTEEQVRIMNLYRMKIENKYTYINI"
     gene            1278095..1279189
                     /locus_tag="DJ46_1364"
     CDS             1278095..1279189
                     /locus_tag="DJ46_1364"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK65870.1"
                     /translation="MNEHIQQMIDWIEVNLKKEFSLDELSRYMGYSPYYCSFKFHQVT
                     GFSIRRYILLRRLYLSIEDLKNGRKIIEIALDYDYSSQEAYSRAFKNVFGMNPREYQL
                     SKMPIQSFVKLNLNNEGAFNVNISRKIEVEQLRNRKSELFDKEVLNILNGQLMYEEFK
                     NEKLMGDSDYAPFNEAMCVNRVTTLVFDEEFIKTRAAGHNSSVESYTNKVIDPLKKLF
                     TKEYKCIVLWFGEDMFCQMNLLTILSYLEHSRYEGKLYLNSFREDEFKVNQIELELGK
                     YSSVYNEVLVNHKKTFYKVPPVMYQAIDLYLEMLKEDNAVIKFISRNKDLSTRELLIK
                     LFHLFPTIGYGDTQYIELINKIKKKATPKI"
     gene            complement(1279204..1280895)
                     /locus_tag="DJ46_1365"
     CDS             complement(1279204..1280895)
                     /locus_tag="DJ46_1365"
                     /note="M3_not_pepF: oligoendopeptidase, M3 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="oligoendopeptidase, M3 family protein"
                     /protein_id="AIK65469.1"
                     /translation="MQRVNTIDISNVLQLEKTLSTLLNKRISSKLDLENWLKEQSKVI
                     WEIEEQLRSHYIAFQCNTDDEEIKGTFEYDQQFVKPLLKRYQNLLDNKYLKSPFRMEL
                     DSNVYGLLDAKIKNAQKLFCDENIELEIKEDKLVTEYFEITGGLIGIWDGEEKTITEL
                     QSYLQDSNRDTRKKAKAIISEQFLSVEKELQNILNQLIEIRHQKANNIQLENYRDYMF
                     KKYERFDYSAKDCYELAESIRKYVVPLKDKILLEKKEKLQVDTLRPWDVSAVTPDQKV
                     LKPIANENDLIEKSTHIFNKLDVEFSTLLNRMYKHDCLDLTSRKGKAAGGFCEYLPAS
                     QLSYIFMNLNYTQDDIITFIHEMGHSIHNELIKPLKLRQYIEIPAETAELANMTMELF
                     SLNYWDTFYTDKKDLKQAKINYFKDVISYLPVMLIVDQFQHWLYENPTHTSEERNGKY
                     LQLQKHYQSNVIHIDGYDNWIATSWLPVLHIFEVPIYYIEYAIAQLGALQMYKQYKED
                     PKQALENYKKALSLGSSQSIKEVYEAAGIRFDFSGETIKELMLFVEKELEFLEQL"
     gene            1281065..1281658
                     /locus_tag="DJ46_1366"
     CDS             1281065..1281658
                     /locus_tag="DJ46_1366"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66173.1"
                     /translation="MKSGKKLIVFLFSIAVLCACEPEMEESKSEDSIVMDIATAAVKE
                     ESFFSAAIWDDKERKVDLEIADSENANEIKKEINKRLQIQGIMSYKVNISQRNKEIVN
                     AEHRWELVFGQIFDDVFRKNGYEGFGIQQINYKKNQPVTIDIKTKIRDDEVGAREFGQ
                     KIEKEVEDVLKTEAVKKWIENDSYAIGIYDIENRKIN"
     gene            1281729..1283099
                     /locus_tag="DJ46_1367"
     CDS             1281729..1283099
                     /locus_tag="DJ46_1367"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK64270.1"
                     /translation="MYKYLHILNDIEKMIQNGAINEGQKLPSIRSLVTQYECNKATVI
                     RALYELEKRHIIYSVPQSGYYVVKKSGSTIENDEIIDFASSAPDPDVFPYLDFQHCIN
                     KAIDTYKNDLFVYGTPKGLPSLIPVIQKQLANYQVFTKEDNIFITSGVQQALAILTSI
                     PFPNKNETILVEQPTYHLYIEYLEINKVPVIGIKRTSEGIDLNELERIFRTGKIKFFY
                     TIPRYHHPLGTSYSKGEKEKVVLLAKKYNVFIVEDDYLADLETDSKADPLYSLDHDNH
                     VIYLKSYSKIIFPGLRVGVAVIPPVISSAFHTYKKVLDIDSPMISQAALEIYIKSGMF
                     ERHKNKIKSSYNNRSKKLAEALERIHSENPLLFTYKKQNTIGIHTCLELHKTSISEML
                     FQRLNEMQICIDTIDKNYVRGFPKQRLLKLNVSNVKEDRIEKGIRIVMEEIKQAERLN
                     FQFKKE"
     gene            1283236..1283439
                     /locus_tag="DJ46_1368"
     CDS             1283236..1283439
                     /locus_tag="DJ46_1368"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66333.1"
                     /translation="MAVRIVDDLQQLSLLLMFLSTFIFYRYLKKVKRDRKLTGFEWTM
                     YFVTQFATLIWAMTYFIKHLAES"
     gene            1283822..1284748
                     /locus_tag="DJ46_1369"
     CDS             1283822..1284748
                     /locus_tag="DJ46_1369"
                     /codon_start=1
                     /transl_table=11
                     /product="alcohol dehydrogenase GroES-like domain protein"
                     /protein_id="AIK62517.1"
                     /translation="MEQNKLVLEGPKCLKWKTCKIKSIQDDEIIVKTIAGAISIGAEL
                     PQFKGSDVTDMNPIYPRKTGYESYGEVIQVGNKVTNLKVGDRVVSFYGHDTIGIVKGD
                     KVIRVPSYIEPKDALLSILSCDAAKGILKLNPRQNEKILITGMGVIGLLACYFLKYYV
                     GVKHVDVVEPNKNRRDFAKKFCAKNIYESEEQIKEAFHYGFECSATNSGFHTLQKALK
                     TNGQICILSDGNIEELTLTADFYQKELQIIGSSDGYDYQKHADWFFSQIEQTPWIEEI
                     FQHEIQYTELIQCFEELNQGIITPLKVFVSYK"
     gene            1284967..1285134
                     /locus_tag="DJ46_1370"
     CDS             1284967..1285134
                     /locus_tag="DJ46_1370"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65459.1"
                     /translation="MDENKKNEELIKFKKQWFNEDNQPVAVIELTLPPDIGSMLDSKS
                     VDDESGKSNNE"
     gene            1285510..1286139
                     /locus_tag="DJ46_1371"
     CDS             1285510..1286139
                     /locus_tag="DJ46_1371"
                     /codon_start=1
                     /transl_table=11
                     /product="tellurite resistance TehB family protein"
                     /protein_id="AIK62037.1"
                     /translation="MEFWESSFIEKQTMWGFEPTESAILTKDFFLEKNVKDILVPGIG
                     YGRNAKVFIDNGINVIGIEISKTAIDLATQNGLEDISIYHGSVNEMPFDTNLYDGIFS
                     HALLHLLNDQEREKFIKNCFNQLKPGGYMVFTTVSKKAPMYGKGKQLDKDYYEIMEGV
                     KMFFYDSESIKQDFKKYGLVQVSQIDEPNKNMVNKPSINFLKITCKKER"
     gene            1286413..1287618
                     /gene="murE"
                     /locus_tag="DJ46_1372"
     CDS             1286413..1287618
                     /gene="murE"
                     /locus_tag="DJ46_1372"
                     /note="murE: UDP-N-acetylmuramyl-tripeptide synthetase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramyl-tripeptide synthetase family
                     protein"
                     /protein_id="AIK63151.1"
                     /translation="MKLKELANLLLVKETIGDMNVKITGLEMDSRKITNGNLFICVSG
                     IDGFLEDRHQFVEDAVKNGAVALIVERDVNIEIPKIIVKDARYAMAVIASHFYGYPSN
                     KMKLIGITGTNGKTTTSYLLEKILSDYGYHTGLMGNNGVKVGSKWYPTDINTQEPPTL
                     QRNLQMMKNQNADYCVMEVTSQGLHMERVKGCNFKIAVFTNLTQDHLDYHGTFDEYKH
                     VKSLLFARLGNNLSTIDKKIAVLNADDPSVEYFKKITSAEVITYGIHNGADVQAKNIT
                     LSPKGIRFLVSSFNGEIEVSLNLVGRFNVYNALAAITVALVEGIPLTNISDSLSNLKS
                     IEGRMEIIDENQDFLVIVDYAHTPDALENVLSTIREFAKGKIITVFGCGGDRDAKKTI
                     YNGWNCWKL"
     gene            1287557..1287892
                     /gene="murE"
                     /locus_tag="DJ46_1373"
     CDS             1287557..1287892
                     /gene="murE"
                     /locus_tag="DJ46_1373"
                     /EC_number="6.3.2.13"
                     /note="UDP-N-acetylmuramoylalanyl-D-glutamyl-2,
                     6-diaminopimelate ligase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramyl-tripeptide synthetase family
                     protein"
                     /protein_id="AIK63831.1"
                     /translation="MVEIETQKKRSIMGGIAGSYSDFVFITSDNPRSEDPQAIMKDIE
                     KGFSQNNNLNYKVEVDRELAINHAINMASSNDIVLIAGKGHETYQILKDSTIHFDDKE
                     KARQAIINK"
     gene            complement(1288037..1288738)
                     /locus_tag="DJ46_1374"
     CDS             complement(1288037..1288738)
                     /locus_tag="DJ46_1374"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AIK64429.1"
                     /translation="MNRIDYIRQEEKKYHDLCYEQYKLFETGSWLYKPVKTVMDLMDH
                     FEGQNNLQVLDLGSGVGRNSIPIAQKIQNTSGTVTCVDLLISALTKLQTYSKEYEVIK
                     NIKTEQAAIENYYIQPNTYDYIVAVSSLEHVQSEEDLKNVLYSMKEGTKSGGINCLII
                     NSNIQEIDLHTNEELDALIEINLPTEDMIHLLKSIYKEWKEIEVEIKELVYDIVRDER
                     HIQLKTNAITFVFQK"
     gene            1288941..1289105
                     /locus_tag="DJ46_1375"
     CDS             1288941..1289105
                     /locus_tag="DJ46_1375"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61397.1"
                     /translation="MMFYEIVCFSCKNIFRVYEGSEKYKRFKEKPKGVYCCDECSHKI
                     QLEAIKNFFR"
     gene            complement(1289225..1289653)
                     /gene="cwlJ"
                     /locus_tag="DJ46_1376"
     CDS             complement(1289225..1289653)
                     /gene="cwlJ"
                     /locus_tag="DJ46_1376"
                     /codon_start=1
                     /transl_table=11
                     /product="cell wall hydrolase CwlJ"
                     /protein_id="AIK62333.1"
                     /translation="MPLIPYNESDVDLLARLIRAEAEGEGRQGEQLVGCVVVNRVFCD
                     CLDFKQLRSVRDAVYQSPGGFEAVQYGYFYQRARESEKEIARKVLQGEWRWPARWALW
                     YFRPVGACPPEWYNQPFVGQFKSHCFYEPSGNECPKLYSR"
     gene            1289799..1290713
                     /locus_tag="DJ46_1377"
     CDS             1289799..1290713
                     /locus_tag="DJ46_1377"
                     /codon_start=1
                     /transl_table=11
                     /product="acetamidase"
                     /protein_id="AIK63288.1"
                     /translation="MYRIHKEHIIYAMSSENKPCMEVEVGSRLIFETYDCFENQIDSE
                     DVAFQELDWNRINPATGPVYISGAEPGDILTVTIEKIQIAEQGVLTTGMNLGVMGEEL
                     HENTVKIVPIHNKHVLFSNELQIPINPMIGVIGTAPKEESISCGTPHDHGGNMDCKEI
                     KEGTTLLLPVNVPGALLALGDLHAAMGDGEIGVSGVEVAGEVTVTVHIIKGKKWPLPM
                     AIQKEKIMTLASEQLLDDAANRAVRNMVTFLHEELKMSKADATLLLSAAGDLKVCQVV
                     DPLKTARMELSMDYVEKLGFNCSSFHIK"
     gene            1290839..1291546
                     /locus_tag="DJ46_1378"
     CDS             1290839..1291546
                     /locus_tag="DJ46_1378"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK63047.1"
                     /translation="MVKIMIVEDDMKIAELLSTHVAKYGYEGIIVSDFQNVLNIFLEE
                     QPELVLLDINLPSFDGYYWCRQIRGVSTCPILFISAREGTMDQVMALENGGDDFISKP
                     FHYEVVMAKIRSYLRRAYGDYAPKVEERMVEQHGLCLYPERLVLKLKNQEIDVTRNEA
                     ILLEMLMKNYPRIVSREVLLNKLWDSESYVDDNTLSVNTTRVRKKLKTLQIKDPIETI
                     RSVGYRLHITWDTGMEK"
     gene            1291543..1291872
                     /locus_tag="DJ46_1379"
     CDS             1291543..1291872
                     /locus_tag="DJ46_1379"
                     /note="putative sensor histidine kinase, N-terminal"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65749.1"
                     /translation="MIRLFIRDHIPLICFTAIQLLSIFLVYWFDGHNHIATALYAMFL
                     GAFFMVGYLIFRYFTHRSFYERLANPMQSLDESVQNSDFAAISAALQHLLEVQYRHYQ
                     NQLQIQE"
     gene            1291916..1292524
                     /locus_tag="DJ46_1380"
     CDS             1291916..1292524
                     /locus_tag="DJ46_1380"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK63960.1"
                     /translation="MKTPLSVIELITQDEVDPRFESINEETDRLKKGLEMALYVARLE
                     AFTQDFYVEKVQLYKIVNDSVHEHKRFFIRNFVYPELKVEKDITVESDAKWLQFLIGQ
                     ILSNAIKYSSGSREKIKVKACKEGNTAILEIADNGVGIPKQDLPRVFKPFFTGENGRD
                     FKESTGMGLYLVYEITKQLGHSVEIHSEVGKGTVVRIKFFNV"
     gene            complement(1292827..1293453)
                     /locus_tag="DJ46_1381"
     CDS             complement(1292827..1293453)
                     /locus_tag="DJ46_1381"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63764.1"
                     /translation="MDRTLKITKLNIFLRIVLLPIVVGIIVGILTKLGQGILPGNWHS
                     LANLGSVWLVPSFFVASLSYSKRTAMLSGILALLGMVLGYYGYAIVIKNVAHSIYFIS
                     VWIVCACIGGTIFGIAGFLWKDTTNPLHKFGSALLSGVFVTDGLHILLNFEDYSHMLP
                     VGYTEVIVGIILILVLERSNAYRVSSFLMMIPITILGLIGYKLLSLFT"
     gene            1293997..1295625
                     /gene="ccmA"
                     /locus_tag="DJ46_1382"
     CDS             1293997..1295625
                     /gene="ccmA"
                     /locus_tag="DJ46_1382"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK62192.1"
                     /translation="MKELLKLNDVYVEIKENMLLEKMNVTVKQGDVIGLIGKNGAGKS
                     TLLQLINGKIEPSKGTVEWMQMNMTTAYVEQEKETFVNKDIIAKEAELLAKWGVPTND
                     FHTLSGGEKLKVRLAKGFAKNPNVLILDEPTNHLDEMSTEFLIKQIKNMKGTVIVVSH
                     DRYFLDVVATRIWSIEDKKLIDHSGNYTSYMKAREHKRMTQQREYEKQQKKIEQVETH
                     IKELSSWSQKAHAQSTKQEGVKEFYRVKAKRMDAQVKSKRKRLEKELEKTKVERVKEE
                     YSVEFSIQASKKVGKRFLEVKQLRKKFNNRILFENVNFTIQHGEKIAIVGPNGSGKTT
                     LLKMIMGNETAEGEVWISPSANIGYLTQEVFDLPLEKTPEDLFFKETFEERGKVQNLM
                     KHLGFESSQWKEPIRYMSMGERVKCKLMTYILDEKDVLILDEPTNHLDLPSREQLENT
                     LAEYNGTLVIVSHDRYFLEKTTNTKLVFVNNTIQKQLEKPTKTRDEIEELRLTLETER
                     QEVLGKLSFLTSKDKEYKALDERFMELTKQIKAL"
     gene            1295650..1296228
                     /locus_tag="DJ46_1383"
     CDS             1295650..1296228
                     /locus_tag="DJ46_1383"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK64111.1"
                     /translation="MTTLFRIDCGEIYLQEFTVEDTESIYNISTQPEIEKFLPDWKST
                     KEQRINWVVNYEIPENKAFLHAVRITTNIDDHILKLGICKKTTNEFIGWCCTGIKDEL
                     PAPNGEIMYAVSSEYHNNGYATKATKGLVDYLFEKTKVDVLNAIALINNVASNKVIEK
                     CGFIYLSEQEIENQLYNHYQLSKSEWIKNIAL"
     gene            1296613..1297149
                     /locus_tag="DJ46_1384"
     CDS             1296613..1297149
                     /locus_tag="DJ46_1384"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65456.1"
                     /translation="MFIIIWFRHLPQISMDLSEWTPFIQNNWHRKHYMKFVYVLQIII
                     FLIPYYFGADFTHINIFYLIIIGICVFIIHEFLHVIVIKKKGDISLTCSGIFFWLNTN
                     AILSKIRFWIFMSLPIIVLSVVPAVISFYISGNIKSIILFICWINAIISASDIYNSFL
                     ITIKPKNSIFCRGYYKVK"
     gene            1297463..1298233
                     /locus_tag="DJ46_1385"
     CDS             1297463..1298233
                     /locus_tag="DJ46_1385"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64864.1"
                     /translation="MEILHAKSISKVYKGKVPYKALVDIDLSIQEGEFVGIMGPSGSG
                     KTTLLNMVSTIDSPSSGEILINGTNPFQLSSEDLALFRRKQLGFVFQSFNLLSTLTVK
                     ENIVLPMTLDGVSVQEMNKRVEAIAEKLNITDILSKRTFEISGGQAQRTAIARAIVHK
                     PQLLLADEPTGNLDSKSSNDVMEMLDTLNKEEKATMMLVTHDPYAASFCSRVVFIKDG
                     QLYNEIYCGESRQAFYQKIMDVLSLLGGKRHDFSSVRI"
     gene            1298208..1299494
                     /locus_tag="DJ46_1386"
     CDS             1298208..1299494
                     /locus_tag="DJ46_1386"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK65769.1"
                     /translation="MTFRQFAFNNIFRNKRTYVAHFLSSTFSIMVFFTYALLLFHPDL
                     QGELKSTSATMSAYGTMGFTISQGLIFVFSFFFILYSVSSFLKTRKKEFGILMMQGMS
                     MRQFKKLLLIENMLIGLGSICIGIFIGLIFSKLVLLISASVLMINNSLPFYTPVKAVL
                     LTVITFLFLFFIVSLFTFKMVKITELVELIRAEEKPKPEPKSSILLSLLSLISIGYGY
                     FSVFRFISSSSFTTLGMGVLLVIIGTYFLYTQCSVYILHLAKRREYFFLKRTNILTFS
                     ELIYRMKDNATMFFIVSIISAVAFTAIGTTAAIGNRNLVWMTNPYTFLYESSENNKLV
                     DKHLSIIKKHLLDANIPYRMASSSSKFTESNVNVLKLSEYNELTRALGYQHETIEKED
                     EILLIPGRVSQKQEFKNGDYKKILKSFKEIGQRHFV"
     gene            1299491..1300138
                     /locus_tag="DJ46_1387"
     CDS             1299491..1300138
                     /locus_tag="DJ46_1387"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK61529.1"
                     /translation="MKKTVENLVLPHDSSSIYIAVQDHVYNEIPLTSNPEDKDIQYRT
                     YGFVVDDWIRTKEISNQLKSIFDKDLRDSDFYFVALTLNLLEAKQKNGLLLMASVLVG
                     IVFFTFAASFIYFRLYTDLDRDQQQYKMISKMGLSKQELKKVVTRQLLLMFFLPIAVA
                     VIHTVVAYTALQQLVSFSILNSSIVILISFICIQVLYFFITRWRYLQKLYKTMEQ"
     gene            1300206..1300874
                     /locus_tag="DJ46_1388"
     CDS             1300206..1300874
                     /locus_tag="DJ46_1388"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK63228.1"
                     /translation="MKRTLTIFMLTIIFLISFSACSKKDNSFPANGVLIIGDENNISP
                     IINRYQEITKENEVFSVKKGEVGNGHVLILNESTALALIKEKIFHKRGNGSNYILDTL
                     PKFPKEGSLLFTNEDEKTMKSIKIEGNEIPVTYDSDTWIGNTRKYPTQSYVIVAKNSV
                     YKEIKANETKMHLLQFKKSIGDEKPKMSTDNTMVNENVKVKKLIKGLEGEVSFQFVTI
                     GEKS"
     gene            complement(1300951..1301277)
                     /locus_tag="DJ46_1389"
     CDS             complement(1300951..1301277)
                     /locus_tag="DJ46_1389"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61135.1"
                     /translation="MQIGSNIHTLSQPTKITPSNLEHNTISSTKLESKKVNDPIKFDI
                     RSSEKEMKQPEHKFNELDLWKMLKDKGVPLWIILEMLQKVRKEKEAQNTNAIEETNET
                     RLNEVM"
     gene            1301570..1302772
                     /locus_tag="DJ46_1390"
     CDS             1301570..1302772
                     /locus_tag="DJ46_1390"
                     /EC_number="3.1.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="thermostable lipase"
                     /protein_id="AIK62608.1"
                     /translation="MAVCSLVAKITYAEERQQNNYPIILVNGFAGWGREEMLGVKYWG
                     GVHDIQEDLKRNGYTVHTAAVGPVSSNWDRACELYAQINGGTVDYGAAHAEKHGHKRF
                     GRTYSGFAPNWSETNKIHLVGHSMGGQTIRTLVQLLKEGSYEEKNYVKNHPNTKISPL
                     FEGEKSYVHSVTTLATPHNGTTLADGSLLLPFVKDLLITAASFGGNDNLSLYDFKLDQ
                     WGLKKNTGESFFQYSNRILNSSIWKNTKDISQWDLSTDGAKELNNWVKTQLNVYYLSY
                     SGHASQAAPITGLHLPHITMNKVLMGNAFFLGSYARYEENRPLIDTTWWQNDGVVNTS
                     SMIAPSSNATVNNNESLQIGKWNHIETKANWDHLDMVGLSVSDTLGFSSIQEFYRAIA
                     EKLSRLPK"
     gene            1302860..1303903
                     /locus_tag="DJ46_1391"
     CDS             1302860..1303903
                     /locus_tag="DJ46_1391"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine dehydrogenase, NAD binding domain
                     protein"
                     /protein_id="AIK62112.1"
                     /translation="MKIKVVLSGYGTVGREFIKLLNEKYLYINETYGIDLVVSGVLGR
                     NVAIHNEDGLSIHHLLRYGGGSCAIEKYIEHHPEERATDNISGTVLVESTVTNLKDGN
                     PGKQYIKQAIEKKMDIVAISKGALVTNWREINEAAKIANVRIRYSGATAAALPTLDIG
                     QFSLAGCHIEKIEGILNGTTNYILSKMNEEDIAFEEALKEAQSKGIAETNPILDVSGS
                     DSACKLLLLTNSLMGTENKLTDIHIKGIEHVTKQQIRNAKEQNKIIKLIASAYKDNEG
                     NVNLNVEPYKLHKNHPLANVNGTEKGITFFTDTMGQVTTIGGASNPRVAAAAALKDII
                     NLYRKDLSRINRE"
     gene            1304025..1305473
                     /locus_tag="DJ46_1392"
     CDS             1304025..1305473
                     /locus_tag="DJ46_1392"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class-V family protein"
                     /protein_id="AIK61289.1"
                     /translation="MFKDFKVVKDRPVYIQLKDYLKKMIMKGHLLGDQKIPSTRELSE
                     LLSVSRNTVLAAYADLEQEGLIYAVKGKGNFVAKVDISNTSSVEIDWKNKLNTVTLLA
                     DELDLMKHGVRWEKGMIVFNSIAPDEKLFDVENFKRAFLTRMSIEGDVVLNYGYAKGY
                     RPLMNYLLHYMEMKGVDISNKDILITNGFTEGLDIVISSLSKKSGRVICENPTHHAAL
                     KLFRLHGLEVHGIDMNEDGIDTNQVEKSLREKEFDFAYLIPSYHNPTGIVTSSEKRTE
                     LMRLFSKYKIPIIEDGFNEELRYSGSHLAPLLTFAGAGNNVIYISSFSKVLFPGLRVG
                     WIIADKELIHYLESVKRARTIHTSTLDQAVLFQYLHEGYFEKYLKKARSVYKKKYELA
                     VGMCNEYIPFQRMTGDGGLHLFIELEEKIHARTLLQKCYEQGVTFSPGDVFYSNGEGI
                     NTFRLGFSRLKEEEIVRGIKIIGDTIKNEIWS"
     gene            1305478..1306392
                     /locus_tag="DJ46_1393"
     CDS             1305478..1306392
                     /locus_tag="DJ46_1393"
                     /EC_number="6.3.2.4"
                     /note="D_ala_D_alaTIGR: D-alanine--D-alanine ligase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanine--D-alanine ligase family protein"
                     /protein_id="AIK61783.1"
                     /translation="MRIGVIMGGVSSEKQVSIMTGNEMIANLDKNKYEIVPITLNEKM
                     DLIEKAKDIDFALLALHGKYGEDGTVQGTLESLGIPYSGSNMLSSGICMDKNISKKIL
                     RYEGIETPDWIELTKMEDLNFDELDKLGFPLVVKPNSGGSSVGVKIVYDKDELISMLE
                     TVFEWDSEVVIEKYIKGEEITCSIFDGKQLPIISIRHAAEFFDYNAKYDDASTIEEVI
                     ELPAELKERVNKASLACYKALKCSVYARVDMMVKDGIPYVMEVNTLPGMTQASLLPKS
                     ADAAGIHYSKLLDMIIETSLRVRKEEGF"
     gene            1306694..1307383
                     /gene="tenA"
                     /locus_tag="DJ46_1394"
     CDS             1306694..1307383
                     /gene="tenA"
                     /locus_tag="DJ46_1394"
                     /EC_number="3.5.99.2"
                     /note="salvage_TenA: thiaminase II"
                     /codon_start=1
                     /transl_table=11
                     /product="thiaminase II"
                     /protein_id="AIK66261.1"
                     /translation="MTFSQSLRKEVDSIWEASFHHPFVKKLGEGTLDLANFRYYVLQD
                     SYYLSHFARVQTLGAAKALELETTARMAHHAQNTYEAELSLHENFAKKLGITQEEKDN
                     FIPAPTAYAYTSHMYRAAYEGHLGDIIAAILPCYWLYYEIGERLKECQPEEPIYNEWI
                     SAYGSDWFRTLVEEQITRLDAIAEKVTESDRKRMKQHFVISSQYEYSFWEMAYTLEKW
                     PVDTEVKDVIR"
     gene            1307577..1308038
                     /locus_tag="DJ46_1395"
     CDS             1307577..1308038
                     /locus_tag="DJ46_1395"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK61202.1"
                     /translation="MLGDGSALKLMQAQFQYRDEDYNTLFNEFKAIMEKNHELKNDLY
                     VCQCTCCRRTTAKKRAHRLEVTKSITSARYSAQGSFVLDGMKKLTKGVRKELHTRLAK
                     LSNRNVDVVIIIAHPTRVLVLMNVKYARLVMNYVGWADIWIHNLKRIVDRE"
     gene            1308607..1308771
                     /locus_tag="DJ46_1396"
     CDS             1308607..1308771
                     /locus_tag="DJ46_1396"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65591.1"
                     /translation="MNTVTVNIQTTIIKGALTGGSRRVVGFDSEMDMVSIEADEDTFI
                     ETKSGNIKQN"
     gene            1308855..1309067
                     /locus_tag="DJ46_1397"
     CDS             1308855..1309067
                     /locus_tag="DJ46_1397"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65706.1"
                     /translation="MQAKTIPRIIKLIKANVLAVPFGAKIAKTIEIGIKIKGGSAKYR
                     LKNKNAVKNIEMKPKYSLITLSLLEK"
     gene            complement(1309240..1309446)
                     /locus_tag="DJ46_1398"
     CDS             complement(1309240..1309446)
                     /locus_tag="DJ46_1398"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65255.1"
                     /translation="MEQLYFSALEQPLFLLALQLIAFVLIICIVYGILYNTILKLNMP
                     KWTAHAVATVFSLGSTYQTFMNFI"
     gene            1309611..1309736
                     /locus_tag="DJ46_1399"
     CDS             1309611..1309736
                     /locus_tag="DJ46_1399"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66354.1"
                     /translation="MCLSEFLEVFAVYEGFAKAADQENIQRKIMETILKKREALN"
     gene            complement(1310091..1310555)
                     /locus_tag="DJ46_1400"
     CDS             complement(1310091..1310555)
                     /locus_tag="DJ46_1400"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64268.1"
                     /translation="MADYFYKDGKKYYKNQSHSNDQKNNCFTETHTIAGSAENANGNI
                     PVSVFLETTAPQTVFEDFTNNHNKTLIQLFVVGMSAPVQVTILTRRSSIPITTTLQPV
                     QTKIFQVEDFQSLTLTKQEGPTSIVSLFVQKTFCICCNDSNDSCDEYYHDCN"
     gene            complement(1310664..1310798)
                     /locus_tag="DJ46_1401"
     CDS             complement(1310664..1310798)
                     /locus_tag="DJ46_1401"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="AIK63814.1"
                     /translation="MAKFTADEKIQIVLRYLNENESYREIDKAIGIRSALNWRSLIFK
                     "
     gene            1311136..1313523
                     /locus_tag="DJ46_1402"
     CDS             1311136..1313523
                     /locus_tag="DJ46_1402"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63358.1"
                     /translation="MEKLKLLTFENIVEPLLNESVSFIYFPIEWLDIVEIHYKTFLLT
                     SKLKRLNERLYDMFSDILFIQHNPYVLNENTPWIVSKEPIRKEQLDYIFQSWYEIIHD
                     WKPNKLIESPKYEWHYDLISNLTVLHDKEVYSKWVPALISHIFCERPVQLENINEEDI
                     YFSPLRTQNICEAMSEPIKDEKTQDYFAYVFRFEYITRGGENIPLLNVSIGIRRFYQE
                     YNHPDISLLLRRKRGMILISTPEFASNNNKLRFVKLKVQQATNGIKWIKIFRNLKDDF
                     HIGGEVELEHILQYPKDYMLGTNLRVLLPYNERIYKFQGTKIKPGIKVKEREYLFKAF
                     QQKFAYFTLIPECKKLETNNENEIFPLIAPKGLETITLEIWSEKISLEVEQALFESEM
                     VLAQISESSYVLHADNPVLLKIVRCNIEKVLQNPYKMQYCQKYKTDLVEDVMKAVYAT
                     AGKRNDATLVLIAMKNCDGREKIDPKQIIREGFARTNRISAFINLFIGQSVSRKTIIN
                     GIFSLLEQRGFLKRSWNKINLPCTYVNLSIERISKFDFLPIFSQIKGKEISYKLYGNT
                     EWQTIDYLLLNVNKHNAFLPQPSKRNDMGIQFKQFVSETLTEVLQHAKEQNEQVYFII
                     DANVRKHWIKELQNEKIDIDTFPDIVPDVLKVPNLNAVRINASFDVPKYGVIECDDVL
                     DSTSLYIDQKGMYYSTGEYSSNGSETLHRYILEIFPLGVKAVERNYIAKMVHYMCCNS
                     SMLLEKNIHMPYPMHMARVIKNYMTDIDAREFKEFDDELDVDIIKIEKKDSIIRI"
     gene            1313732..1314286
                     /locus_tag="DJ46_1403"
     CDS             1313732..1314286
                     /locus_tag="DJ46_1403"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64942.1"
                     /translation="MKKLDVLLMLLSGLFPVAGILKQIPLEQSLYIGGLLFFTSFGSY
                     FAKKIYSRICSWIAYAPFITLLLIIWHQDISTSSIIANAKIAACIALVPCLFRFRTYG
                     LTFGLFALWSALLWDMKEVQSLVILERMSSLMTSNFKYIMLLVGGLIFGGLLAMLIYR
                     KEKDDNKENINLFKQKKETQKIIL"
     gene            1314318..1314506
                     /locus_tag="DJ46_1404"
     CDS             1314318..1314506
                     /locus_tag="DJ46_1404"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62674.1"
                     /translation="MKLFKFGGKVSKRKTPEKIREHNYEESAPAATYEMKEQIHQHKE
                     GTAQGQTRMERRRNRYNA"
     gene            1314633..1315049
                     /locus_tag="DJ46_1405"
     CDS             1314633..1315049
                     /locus_tag="DJ46_1405"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66375.1"
                     /translation="MLIIIYIAVSILFLVSFLHVYWAFGGKWATNSVIPTKDGEKAFT
                     PGAGMTLIIALLLSMAAIILLQQTNIVHFAFPNIIVQVASWVCMIVFLIRVIGEFHYF
                     GIFKRKKDTQFARMDTVLYIPLCAFLSLSFLLAIIT"
     gene            1315190..1315393
                     /locus_tag="DJ46_1406"
     CDS             1315190..1315393
                     /locus_tag="DJ46_1406"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65622.1"
                     /translation="MKYVKVSMNGGSEHKFSMTLARFEELITTENGLLENKLVSIENV
                     MINPTNISSVVEKIGVPAKFMEA"
     gene            complement(1315691..1315903)
                     /locus_tag="DJ46_1407"
     CDS             complement(1315691..1315903)
                     /locus_tag="DJ46_1407"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61599.1"
                     /translation="MEKVLTNYKHYLKNWRFIFICILPAVALLYILDVTFELLFHQNF
                     YLSNLIIAVILFLIFINVKDKFKIKG"
     gene            1316198..1317202
                     /locus_tag="DJ46_1408"
     CDS             1316198..1317202
                     /locus_tag="DJ46_1408"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63706.1"
                     /translation="MIDKIKSVVEDMYEDEAKHLLQSILIQLDVLDGNYNEDMIKNLT
                     SIPKQLTNHATQEKNARESIHIHIAFDDSTAGCLKYMLKQEGLLEESVVSFSEFFSIG
                     PIHQLHTNEGQLARKEWLVNNLTAYDSYFEDEYLPRFEKTVEVLHSIPNETPITIWKA
                     ENAHEHVGLSFVIAQLKDKKNIRVMNTSEASKEVLKQEYDIRGTGELAPESLALIQKS
                     FVELPYLTVEKRMQFEHEWDSLSKSTEFLRVWTDNEVHSVQEDYFDQFIIECAKSVGA
                     DQEFLKAPIVIGEALGLVEHLVGDTFLEYRLKELIKQEVFEFVGSLDEMRFYSVKLRK
                     "
     gene            1317349..1317753
                     /locus_tag="DJ46_1409"
     CDS             1317349..1317753
                     /locus_tag="DJ46_1409"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61477.1"
                     /translation="MYNQQNYPYNQAMYYNPQNCGYESTNEVRDMEQEDYRPDDAEDA
                     PTSPPPSQAPSLPSTFASPAQAGNMKSWMCNCLGRWGYLRLHRPGPFGRDLWFFPTEV
                     RRNGVSGYTWQGGRRRKVSYRYQQISNYMCFA"
     gene            1317913..1319148
                     /locus_tag="DJ46_1410"
     CDS             1317913..1319148
                     /locus_tag="DJ46_1410"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome P450 family protein"
                     /protein_id="AIK65912.1"
                     /translation="MAMKNKVGIRIEDGINLASAQFKEDAYEIYKESRKVQPVLFVNK
                     TELGAEWLITRYEDALPLLKDNRLKKDPANVFSQDTLNVFLTVDNSDYLTTHMLNSDP
                     PNHNRLRSLVQKVFTPKMIAQLEGRIQDIADDLLNEVERKGSLNLVDDYSFPLPIIVI
                     SEMLGIPKEDQAKFRIWSHAVIAYPETPEEIKETEKQLSEFITYLQYLVDMKRKEPKE
                     DLVSALILAESEGHKLSARELYSMIMLLIVAGHETTVNLITNTVLALLENPNQLQLLK
                     ENPKLIDAAIEEGLRYYSPVEVTTSRWADEPFQIHDQTIEKGDMVVIALAAANRDETV
                     FENPEVFDITRENNRHIAFGHGSHFCLGAPLARLEAKIAITTLFERMPELQIKGNRED
                     IKWQGNYLMRSLEELPLTF"
     gene            1319417..1320700
                     /locus_tag="DJ46_1411"
     CDS             1319417..1320700
                     /locus_tag="DJ46_1411"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK62467.1"
                     /translation="MSTNVEMKQNNGVSQVLKNRFVQGILASALFLQIGIWVRNFAVL
                     LYVMEMTKGDAFAISMISVAEFAPIFIFSFIGGTFADRWKPKKTMIWCETLSSISVFA
                     VLITLMFGTWKIVFFVTLISAILSQFSQPSGMKLFKQHLSAEQIQLAMSIYQTIFAIF
                     MVLGPILGTFIFHSFGIYISIIITGIAFLLAAAVLLFLPKDLENDNEKKEITLLQEML
                     DGIKYVKKKKALTLLGLCFMAAGLGIGLIQPLGIFIVTEQLGLSKESLQWLLTVNGAG
                     MIVGGALAMVFAKNVAPQKMLIIGMLGQAIGIGIIGYSTNLWVTLTAQLFSGLALPCI
                     QIGINTLIIQKSDTDFIGRVNGILSPLFTGSMVVTMSIAGSLKEMFSLSMMYEGTAFL
                     FIIGLLFILPIYNLKPTIVIESEISGKGSAIQNES"
     gene            1320690..1321322
                     /gene="vatD"
                     /locus_tag="DJ46_1412"
     CDS             1320690..1321322
                     /gene="vatD"
                     /locus_tag="DJ46_1412"
                     /codon_start=1
                     /transl_table=11
                     /product="streptogramin A acetyltransferase"
                     /protein_id="AIK65108.1"
                     /translation="MNPNPNVKYPIEGNQNVHFIKNTITKANILVGDYSYYDAKDGET
                     FEDRVLHHYEFLGDRLIIGKFCCIASGVTFIMNGANHRMDGFSAYPFNIFGNGWEKYT
                     PNLSDLPYKGDTVIGNDVWIGMDATIMPGIKIGDGAIIAAKSVVTRDVAPYTIVGGNP
                     ANKIRERFSNAIIEELLQIQWWHFDIEKITENIGAIVQGNIEPLRKLKRE"
     gene            1321393..1321548
                     /locus_tag="DJ46_1413"
     CDS             1321393..1321548
                     /locus_tag="DJ46_1413"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65640.1"
                     /translation="MAQDVLCEVNNCKFWANGNKCSADAIYVVSHKGKQASTTEETDC
                     KTFDPEV"
     gene            complement(1321650..1322147)
                     /locus_tag="DJ46_1414"
     CDS             complement(1321650..1322147)
                     /locus_tag="DJ46_1414"
                     /codon_start=1
                     /transl_table=11
                     /product="hxlR-like helix-turn-helix family protein"
                     /protein_id="AIK64078.1"
                     /translation="MYVDILLLAELTSGPKYGYEIKKNIQNRLGENFELNHNMLYPSL
                     RRFENMGAITKKVHTQVGKPNRNMYDITETGEEIFSEMLREFPEKLATNNIEFLVRIA
                     LFEKLDYEARKEVLTIRQDILHKQLTAIQSLDANSPFITEVIEFSKSRIEHELLWITS
                     LMKKI"
     gene            1322288..1323502
                     /gene="cyp106A2"
                     /locus_tag="DJ46_1415"
     CDS             1322288..1323502
                     /gene="cyp106A2"
                     /locus_tag="DJ46_1415"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome P450"
                     /protein_id="AIK64079.1"
                     /translation="MASPENVILVHEISKLKTKEELWNPYEWYQFMRDNHPVHYDDEQ
                     DVWNVFLYDDVNRVLSDYSLFSSRRERRQFAIPPLETRININSTDPPEHRNVRSIVSK
                     AFTPRSLEQWKPRIQSIANELVKDIENCSEVDIVEQFAAPLPVTVISDLLGVPTTDRK
                     KIKAWSDILFMPYSKEKFNDLDAEKGIALNEFKAYLLPIVQEKRYHLTDDIISDLIRA
                     EYEGERLTDEEIVTFSLGLLAAGNETTTNLIINSFYCFLVDSPATYKEVREKPKLISK
                     AVEEVLRYRFPVTLARRITEDTNIFGPLMKKDQMVVAWVSAANLDEKKFSQASKFNIH
                     RIGNEKHLTFGKGPHFCLGAPLARLEAEIALTTFINAFEKIALSPSFNIEQCILENEQ
                     TLKFLPIRLKPQ"
     gene            1323616..1324194
                     /locus_tag="DJ46_1416"
     CDS             1323616..1324194
                     /locus_tag="DJ46_1416"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61311.1"
                     /translation="MLTCNGSKTFQTFIKAVTDLVNSNLLEDQIVCRIEKLLEKLLEK
                     KTWLPLEKQKANSAQYARHLLYEDPLNRFEVLALVWKDGQSTPLHDHDGTWGVEGVFT
                     GRIMVQNFIQTKQLENSLVYLTHTGNLYLGEGETDKVIPPADCHILEIAENESVVTIH
                     IYGKRLEKFKIYVPTEEKNVYMCETKYISYSS"
     gene            1324372..1325223
                     /locus_tag="DJ46_1417"
     CDS             1324372..1325223
                     /locus_tag="DJ46_1417"
                     /note="cof-sub: Cof-like hydrolase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="Cof-like hydrolase family protein"
                     /protein_id="AIK66332.1"
                     /translation="MKLIAIDLDGTLLSGNKMISKENAEAIRKCQEAGHVVAICTGRS
                     IVDIERLLLEVNLECPIIAENGALIYKDKKMMKRYPIQNMQALEIVNYLEENGLYYQL
                     YTDKGVYVPDYGVESVRNEIEYVKNSKENFDLKELETIAALYLEHTAFLSAESCKPIV
                     ETDIHVHKLLPFSYDMEKLKKLKETFLHNTDLAITSSYWHNLEINHRDAQKGNGLYTL
                     AEHLNIPVENTVAIGDGLNDVSMMEKANISIAMGNAVEEIKAMCQYETLTNEEHGVAH
                     ALYKYVM"
     gene            1325700..1325897
                     /locus_tag="DJ46_1418"
     CDS             1325700..1325897
                     /locus_tag="DJ46_1418"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory domain found in PocR family protein"
                     /protein_id="AIK64097.1"
                     /translation="MNARLMELIDVSTIETMAEQFYQLTNISHQLLDAEKECIFSFGI
                     NEKKICKLPKIEIPIFYTINI"
     gene            1325957..1327486
                     /gene="kinE"
                     /locus_tag="DJ46_1419"
     CDS             1325957..1327486
                     /gene="kinE"
                     /locus_tag="DJ46_1419"
                     /EC_number="2.7.13.3"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation kinase E domain protein"
                     /protein_id="AIK62061.1"
                     /translation="MLSNLIIDGAMKCFQSKNTTLLTRKEEELHTILQNMPVMVDALD
                     YNGDFVLWNRECEIVTGYTAEEVIGNPDALQLLYPDHNYRHEIQKKFLTRGKNFRDWE
                     MRLTCKNGEIKTIMWSNISEQFPVSGFSYWAVGVDITHLKAIEEKLKQQTSELELIFQ
                     ALPDLCFLTEDDGTIIDYKAGSPTKFYVPAEAFMGKKFYEVLPSSVAQKLQEAICQVK
                     EKGTNVIVEYPLTINESIDFFEARCLPLLHDKIMIIVRDITERKKTEELLNKSDTLAA
                     IGQLAAGVAHEVRNPLTVIKGFIQLFQINKEDQEKYFDLMLSEIERIEAILQEFLSIA
                     KTDEISTEKKNIYQIFKNVVSLINTKAIMTNIQVELYTDSKDIIIECSENQLKQVFIN
                     ILQNSIEAMPDGGRISIHIKEIGKDGIIISVIDKGIGIPAERIKRLGEPFYSTKEKGT
                     GIGLMLSYKIIESHQGNISIMSEVGVGTTVTIYLPKIQSKKPLSNYGDRLESIRSIIN
                     S"
     gene            1327709..1329835
                     /locus_tag="DJ46_1420"
     CDS             1327709..1329835
                     /locus_tag="DJ46_1420"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin binding transpeptidase domain
                     protein"
                     /protein_id="AIK63933.1"
                     /translation="MKKQEKKSGRAVTMRLNILFFCVFILFSAMIIQLGKVQIIDGET
                     YKNEVEKRENATVSLSVPRGKIFDREGNPVVDNKSLRTITYTKMKGVKSEEILKTARQ
                     LADIIEIPQEDIDKLTETDKKDFWMQLNPTLTEKLVSKKEINKFRDKDITGKNLDKKI
                     EELKRKRVTDKNLQDLTDKDIKVLAIKSKMTSGYQMAPQIIKKDVSEKEFTIISEGLA
                     NLPGVDVSVDWERVYVNDGLFRSVLGNVSNSDEGLPSERLDYYLVRDYSRNDRVGKSY
                     IEQQYEDVLHGTKKEVRSVADKQGTTIRTETISEGKSGKNLTLTIDMELQKKVEESIE
                     KILKAYKGSESMLDRAFVVMMNPKNGQVLSMAGKRLVEKDGKTEIEDYALGTMTSSYE
                     LGSTVKGATVLTGFETKAITPGTYFYDAPMKFKGTREKKSWKEFGNIDDLRALQVSSN
                     VYMFHTALKIAGVDYVRNSSLNIKQEYFDKMRYYFRQFGLGVPTGIDLPNETAGQIGK
                     KDNQPGFLLDYSIGQYDTYTPLQLVQYISTIANGGYRMKPQIVQEVREQTSQKDEIGK
                     VVHAVEPIVLNKVDMKEEYIKQVKEGFRKVFQDGDGTGVRAFQKASYKPAGKTGTAQT
                     VYGGESDIGRNEKGERRECYNLTLAGYAPYDNPEVAFSVVVPWVMNDKSGINSDIGKE
                     VLDAYFELKNKRLTGETLQKDSSQEG"
     gene            1330172..1331350
                     /locus_tag="DJ46_1421"
     CDS             1330172..1331350
                     /locus_tag="DJ46_1421"
                     /note="MGT: glycosyltransferase, MGT family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase, MGT family protein"
                     /protein_id="AIK62286.1"
                     /translation="MLNILMINLPAEGHVNPTLSLVKAFTERGDHVHYITTEHFKGRI
                     EDLGATVYTHPDLLKDISIDTETSYGLNSFFHVHVQTSLYILEITKQLCESINFDFVI
                     YDIFGAGELVKEYLQIPGIVSSPIFLIPTEFLETLPFHPNAEIPFQPDEISEQLLYRM
                     EHEFGVKPKNNLQFMHNKGDITLVYTSRYFQPNSDLFGENNIFIGPSISKRKTNVEFP
                     LELLKGKKVIYISMGTLLEGLEPFFNTCIDTFSDFKGVVVMAIGDRNDRSKIKKAPDN
                     FIIASYVLQSEILNEADVFITHGGMNSVHDAIYFNVPFVIIPHDKDQPMIAQRLTELE
                     AAHRLLKEHVNVQSLKEAVTDVLLNEKYKHGIRKLKDSFLQCGGAKEAISVIKSLLNK
                     "
     gene            complement(1331400..1332080)
                     /locus_tag="DJ46_1422"
     CDS             complement(1331400..1332080)
                     /locus_tag="DJ46_1422"
                     /EC_number="5.1.1.13"
                     /note="asp_race: aspartate racemase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate racemase family protein"
                     /protein_id="AIK64443.1"
                     /translation="MKVIGLIGGLSWESTSLYYKHINTLTLSQYDQNAKLVLYSMDFG
                     EVTTLLQNHQYEEVKNALVTVAKKVEKSGADCLLMCSNTVHLFAEEVESAISIPLLHI
                     GDVSAKEMVEQNIKRIGLLGTKQTMEQDFYKSRLANYNIETIIPNEEDRNFIHHVILN
                     ELSKGIISEISKEKLLQITKSLIQNGAEGILLGCTEIPLLISQNDLTVPVFDTAFLHA
                     NTAVQFAG"
     gene            1332489..1333037
                     /locus_tag="DJ46_1423"
     CDS             1332489..1333037
                     /locus_tag="DJ46_1423"
                     /codon_start=1
                     /transl_table=11
                     /product="ECF-type riboflavin transporter, S component
                     family protein"
                     /protein_id="AIK64531.1"
                     /translation="MNRLSTKLVVAIGIGSALYGILGLWGFSIAPNTFIKPALAILTV
                     FGALFGPVAGLLIGLIGHTVTDTIAGWSIWWGWVISSGIIGFTMGFIQKRVGFSVKNG
                     TYNKGDISYLAITGLIGIVIAIIFAGAFDIIVMGEPFDKIVIQVLGATIADVIVFLVL
                     GLPITIGLAKSNKKHTHLKIEK"
     gene            1333048..1334748
                     /gene="ccmA"
                     /locus_tag="DJ46_1424"
     CDS             1333048..1334748
                     /gene="ccmA"
                     /locus_tag="DJ46_1424"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK64503.1"
                     /translation="MQPIISFEQFNFQYKHAAQPTVKDITFHIYPGEKVLIAGRSGSG
                     KSTLAHCMNGLIPFSYEGISTGNILIAGKDPRKKSVFELSKHVGTILQDQDAQFIGLT
                     VEEDVAFYLENECVNQDEMKKIVSESLKKVGMHTFHKQSPHELSGGQKQTVSLAGLLT
                     TNAPMLLFDEPLANLDPASSLHTIELIKNIHKQYNKTIVIIEHRIEEMLNLDLDKIIL
                     IDEGEIVAIDTPERILASNILPSIGLREPMYIEGLKRLHFDSNNDVIYPLENLHKESI
                     SGVIKEWMEKKAFCKDTPTKKELLKVENLSFSYPNKQKALENVNLSIYEGEIVALLGH
                     NGAGKSTLAHSLIGINKTKNSRILIDGVNINSWSIRKRGEIISYVMQNPNHMITQSTV
                     IEEVSFTLKLKKVSKEEIKFRAEEALKICGLYPFRNWPIQALSYGQKKRLTIASVLTA
                     NPKLIILDEPTAGQDYYHYKQFMSFIRKLAKKGISFIFITHDMNLALEYADRAIVLHE
                     GRIIANHTASIVLGHPATLQRANLKESSLFKLVKFSGIANPGKFMELYFDDIRREEGV
                     "
     gene            1334741..1335541
                     /locus_tag="DJ46_1425"
     CDS             1334741..1335541
                     /locus_tag="DJ46_1425"
                     /codon_start=1
                     /transl_table=11
                     /product="cobalt transport family protein"
                     /protein_id="AIK61213.1"
                     /translation="MYNTYFHRMDGAVELLLFIFCMTLTFLFFDFRVLLFLFFIGCIG
                     LVVAKIPFRKIFIVFSVIFTFSLLNSVMILFITPSHGSELTGSYTSFMYIVYATITYE
                     TLFYTATLSLKYFTLLPFTLILIYTTNPSEFVSSLSKFRVHYKIIYAINIALRYIPDI
                     QSEYKVIKHAQEARGVAFEKGEASLWIRMKNRILIFWPLIIHSLERIDTVSNAMDLRG
                     FGKKNTRTWFYTNKANSGDFIALFIGVFILITAVYLKLHVFQNFWYPF"
     gene            1335677..1335784
                     /locus_tag="DJ46_1426"
     CDS             1335677..1335784
                     /locus_tag="DJ46_1426"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65510.1"
                     /translation="MSYGGSCGFGGGFALLVVLFILLIIVGCSCWGGGY"
     gene            complement(1335877..1337145)
                     /locus_tag="DJ46_1427"
     CDS             complement(1335877..1337145)
                     /locus_tag="DJ46_1427"
                     /codon_start=1
                     /transl_table=11
                     /product="5TMR of 5TMR-LYT family protein"
                     /protein_id="AIK62020.1"
                     /translation="MNFVYINQHVLNNLLYILSSIFIFYFIYDSGRYLKKYKKLLIIL
                     CTSIPLILCMRYPIYMDENCIHDLRQIPVIIGTLYGGFPVGITLFAILLITRFSFYGF
                     SMLTIVVYGTMFIITAFASAKFNTYNRKIKVTYAMFLTFFLAIFTTVIVLTLSDFEVN
                     NLYIIYFIILPTILMLFVVYFNEVLKDALCMRSKLIKMEKMEIVSQLAASISHEVRNP
                     LTVVKGFTQLLKTPNLTPESRDEYIKHILEELHRAQGIIDDYLTFAKPASEKLDEISV
                     EQELNRVINMILPLCNMNTIHITKDFSMATIVGNKQHFQQCFLNLIKNGIEAMPNGGT
                     LNISSSISNNKVIIRIEDSGIGMSQEQVNRFGEPYFNTKTKGTGLGTMVAVKIIETMQ
                     GSLRIRSVVNKGTTLTITFPKCSQNSSDNK"
     gene            complement(1337233..1338114)
                     /locus_tag="DJ46_1428"
     CDS             complement(1337233..1338114)
                     /locus_tag="DJ46_1428"
                     /codon_start=1
                     /transl_table=11
                     /product="kinase domain protein"
                     /protein_id="AIK61296.1"
                     /translation="MKDIPVEIQLNQVTFQLKEHHNFDWLLKLGNVFAVFDQQDSGNL
                     SFGVERDGHKKFIKYAGARTIAYEGTMKDAIERLKSSVSLYEELMHDSLIKLIDHFPV
                     QSGYVLIFDWFDGECLHSHWSFPPPDKYKNPNSPFYKFKHLPVIKRIQSLNSIFSFHT
                     YVEKKNYVAIDFYDGSILYDFHTNETKICDIDLYSKKPFVNKMGRLWGSSRFMSPEEF
                     ELNAIIDSRTNVFNMGAMAFAILGGGKERSFTEWEASRDLYEIAYRAVNENRTERYAS
                     VKEFYEEWVSVSNTKKI"
     gene            1338242..1338754
                     /locus_tag="DJ46_1429"
     CDS             1338242..1338754
                     /locus_tag="DJ46_1429"
                     /codon_start=1
                     /transl_table=11
                     /product="grpB family protein"
                     /protein_id="AIK64441.1"
                     /translation="MEQQIVIKPYEKEWHEEYLIEKEKFISLFGEDCIAIEHIGSTSV
                     KGLGAKPLIDMMIGVTDLQIIEKWIDDLLKIGYEYVPKETSNWRFFRKGKWRAGTHHL
                     HVYIYNSDEWKNNLLFRDFLTKHEWARNEYRELKEKLAATYPFDRGSYTSAKAPFIQN
                     IFELAKTQKI"
     gene            1338925..1339914
                     /locus_tag="DJ46_1430"
     CDS             1338925..1339914
                     /locus_tag="DJ46_1430"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK61390.1"
                     /translation="MKAIVHQYKKGVEGLENKFLSETHPNAGEVKVKLKAAGLNHRDL
                     FIINNRKEMDLPLVIGSDGAGIVTEIGEGVSADLLQAEVIINPSIGWENIAEVPELPE
                     VLGGPKDGTFAEYVIVPAENVVGKPSYLTWEESGVLALSALTAYRALFTKGRLKCGEH
                     VLIPGIGGGVATFAMLFAKAIGAKVSVTSRVENKRKFAETYGADFSFNSSGNWEESLC
                     GGKVDLIIDSIGPATFIKYFDVLNPNGRIVNFGASSGDKIELPLRALFYNQIDIMGTS
                     MGSREEFDEMIRFIEKYKIKPIIDKVYSLEEAIQALSRMEQGEQFGNIALRME"
     gene            1340249..1342387
                     /locus_tag="DJ46_1431"
     CDS             1340249..1342387
                     /locus_tag="DJ46_1431"
                     /codon_start=1
                     /transl_table=11
                     /product="PASTA domain protein"
                     /protein_id="AIK64676.1"
                     /translation="MHKLQTNKGARYFMIAFIVLFLIMLLRFFYIQAVGVVHNVNVKD
                     LATEQHNKNGILEANRGTIYDQAGKVLVQDSTTYRVVVNLKGNGKLKNKDETAAQLAD
                     ALEINKEDVLKNFHEGRTQVEIGKVGRNLTREKKEQIRKLKIPGVSFMPEKARVYPNE
                     DFASYILGFARPDDKGNTEGKFGLEKSLDKYLRSTNGNIEYVGGRGGIPLTNDIGKIE
                     PAKHGNNVYLTLDKQINSFLEEAMNKAQDHYDPSMLLGIIADPKTGKVLAMSSKPSFN
                     PNKGDIEYFLNDPIANAYEPGSTMKVFTLAAAINEGVYNGKEYFQSGKYAVGSSDIKD
                     HNGGFGWGSITFDEGFERSSNVAFSILEDQLLKPNKFKQYMNKFGFNQKTGIDLPGES
                     KNTLLLNTQIQQVTTSFGQGSTVTPIQLIQAATAIANDGKMMQPYIVDKVVNPTNKQV
                     IMENQPKEIGNPIKKETADKVRDLMERVITSSKGTGTMYKVDGYPIGGKTGTAQIPNP
                     ENGRYMEGKENYIFSFLGMAPIDDPELIVYLAIKQPKLKGDEYGAQPLAEIFKPVVKN
                     SLEYLKVRPYTEKQMADATEKSQLKVQNYVNQSMGTVENNVKKEKLQPITLGEGKIIK
                     QYPQSGEVMSEGDRIFLLGKNATMPNLQGWSMRDVMYFSKLLKLDLKTSGTGYVTSQS
                     IKKGQAIQEGDVLELELEPPLQPLTEANTN"
     gene            1342922..1344160
                     /locus_tag="DJ46_1432"
     CDS             1342922..1344160
                     /locus_tag="DJ46_1432"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK65582.1"
                     /translation="MKNLLKDWKYPLLLLSGVGIANLGAWIYLIALNVLVYHMGGSAL
                     AVATLYVIKPLAALFTNAWSGSMIDRLNKRKLMIHLDIYRAVCIAILPLLPSLWMVYV
                     FVFFISMANAIYEPTAMTYMTKLIPVEQRQRFNSLRSLIGSGASVIGPAIAGALLIAS
                     TPEFAIYMNAIAFLLSGVITLLLPNLDKKFDSHTSNDTLSLAVLKKDWNIVLNFSKKS
                     LYIVFVYFLFQGMMVLAAANDSLELSFAKEVLLLTDSEYGFLVSIAGAGFILGAITNA
                     ILSKKLTPSLLIGIGSLFIAIGYIIYAFSNEFLIAAIGFFILSFSMAYANTGFNTFYQ
                     NNVPVHIMGRIGSIYGLFIAGITILITILFGVATQFISIQLVVIIGSLVMLFITIILC
                     VFTLLPSHSKVHSSESIHSK"
     gene            1344272..1345294
                     /locus_tag="DJ46_1433"
     CDS             1344272..1345294
                     /locus_tag="DJ46_1433"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK63733.1"
                     /translation="MKTKDQIDNIVKETYRHIDFSGVILVKEKKGIVYEEVFGYANRN
                     ECINNTLQTRFGIASGCKIFTAIGICQLVENGVITFQTKLKECLSVNFPNFNEDITIH
                     HLLTHSSGIPDYFDESIMDNFEDLWKQTPMYLLKSLKDFLPLFQNRDMMYAPGSKFHY
                     NNAGFIILGLIIEEQTGLTFTEYIEKNIFNPIGMNHSGYFSLDRLPRQTALGYIKDEI
                     SQTWRTNAYSIPIKGGSDGGAFITASDMLKFWEALFNYEIISQEYTKILLTPHIQVNN
                     NQSYGYGIWIETRENKIFKYHVMGYDPGVSFRSAVYPDLGITLVIPSNKGAGAEKLMI
                     EIEGSF"
     gene            1345299..1345892
                     /locus_tag="DJ46_1434"
     CDS             1345299..1345892
                     /locus_tag="DJ46_1434"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK65004.1"
                     /translation="MDIEIRAYRKEDETGWVRCRVLSFLDTAYYDNVFREKERYEHPA
                     IELVAVYENQIVGLLDIEYELEERTVCSRGTGLGGMIWHIAVHPDFRRMKIGNQLLNE
                     GEKLAKERKLNRLEAWTRDNLWVHGWYEKNGFVKVDSYLHVYSDHTDEIKGVIKSNID
                     QLYPVQTFAHYTGENKEEIRKQFKRVHDCFCFEKNFN"
     gene            1346092..1346598
                     /locus_tag="DJ46_1435"
     CDS             1346092..1346598
                     /locus_tag="DJ46_1435"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61495.1"
                     /translation="MIFIYTDFGGTHSTALAAAYHLNKLPTDRKLTKEEILNVDYFNK
                     LKTEDMGKIIFHGIDENSNPVYTIGCGASKVVVPAMKHLGEILQKHYQSHEKIIFSNT
                     SPTVPLPMTFGGLFSRRFHIDFIGVPLLIWGAKLSCDNVQRLVSYTKEAGRLTNDYVV
                     ILDNETFK"
     gene            1346798..1347604
                     /locus_tag="DJ46_1436"
     CDS             1346798..1347604
                     /locus_tag="DJ46_1436"
                     /note="degV: EDD, DegV family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="EDD, DegV family domain protein"
                     /protein_id="AIK65548.1"
                     /translation="MKRVAWITDSTTASFTTEGDNFVIPIEVIIDGVSYKDCEEGVRE
                     RVYNALNEGKTVTTSQPNIGEMVELFSKCKEEYEEGFAVAISGKVSGTYQNMKLAAEM
                     AGFPLTVLDSETTSYPMDELIRKAKSLYNDGMTLQDIHKTLVDEKRRPFHVFPKSLKG
                     LYASGRVKGVQFLLGSLLSVNLILEVKGGELLLEKKVRKIQKCREYIKNELEKELPKV
                     LHMFHANDKDGAEEWIADIRQAFPEMDFKLYPLPISFAVHAGEGTIAISY"
     gene            complement(1347724..1348296)
                     /locus_tag="DJ46_1437"
     CDS             complement(1347724..1348296)
                     /locus_tag="DJ46_1437"
                     /codon_start=1
                     /transl_table=11
                     /product="DJ-1/PfpI family protein"
                     /protein_id="AIK62812.1"
                     /translation="MKIAIVCFDNFTDIDVFLPWDLLNRVRLVGGISDWDVQLLGTKE
                     THISMSGLRIPMTGSISDLPSADAVIFASGKGIQDLYKNQQYINSIHIDPQKQLIGSM
                     CSGSLLLGAKKLLTGKKATTYPSAVEQLKEFGVDVIEKSFVNEGNISTAAGCFAAQEL
                     SAWIIRTLINEEMVEIVLETVQPVGKGLYF"
     gene            1349354..1350316
                     /locus_tag="DJ46_1438"
     CDS             1349354..1350316
                     /locus_tag="DJ46_1438"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH domain protein"
                     /protein_id="AIK62454.1"
                     /translation="MPKIDNMLAILWMLRSGKKITAKQTSEKLEINVRTVYRYIDTIS
                     TSGVPIISEPGHNGGYTLLNNFIEAPLFFDFEEQTSLYHAAVFAEEAGYYGGEALNRA
                     ISKLSKYSNQEQETKINQHLTSLEVISRLSPLSIETFLKELEQAVADGYSVKILYHKS
                     GEKQLNYRLVDPYRIIYWNNKWYVIGFCHLRNDIRSFRVDRIESLMQTENKFNQPEDF
                     SASDFFIKSLLPTIEDKESIISLVINGDKSVLADICQHWFLGHYLQERTSNQAVFLLD
                     KDMIHKYVPYLLLPYNKSIKVIEPISLKNRIIEVLSELIKFHQV"
     gene            1350391..1351023
                     /locus_tag="DJ46_1439"
     CDS             1350391..1351023
                     /locus_tag="DJ46_1439"
                     /codon_start=1
                     /transl_table=11
                     /product="DJ-1/PfpI family protein"
                     /protein_id="AIK66286.1"
                     /translation="MQTKKAFLYVFNTMSDWEYGYLIAELNSGRYFKKDLAPLKVITV
                     GANKEMITTMGGLRIKPDISLDECTLESKDLLILPGGTTWSEEIHQPILERIGQALKI
                     GTIVAAICGATDALANMGYLDTRKHTSNNLEYTKMVCPNYKGEKFYELGPAVSDANLV
                     TASGIAPLEFAMEVLKKIDVFTLDALHSWYNLNKTHKPEYFFQLMNSINK"
     gene            1351381..1352139
                     /locus_tag="DJ46_1440"
     CDS             1351381..1352139
                     /locus_tag="DJ46_1440"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61016.1"
                     /translation="MTRNFKKAALNSLDGKWGVGIGVSALFYFVPTLSASAIATFMYL
                     IFVLFIGIIGPDALFIYSIGGQPQVDPVALAVLILSYIGLGGVCFLIYSLIQGIFNYG
                     YSVFTLHLGKKEDAKVDDVFSGFKKKNVFKSMKLGLLQAIFLFLWSLLLIVPGIIKYF
                     SYSMSYYILVENPDYTASEAMRESKRIMKGQKLKLFVVWLSFIGWFLLAAFIGMFTFN
                     LSFIFISPYYNTTVSHFYLDLIKKQDIGEAKVSI"
     gene            complement(1352472..1352777)
                     /locus_tag="DJ46_1441"
     CDS             complement(1352472..1352777)
                     /locus_tag="DJ46_1441"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63790.1"
                     /translation="MKSINLNGNIYYIESVPFEDKSEQDEEGYYEYFYKGVNLSFHSD
                     KEIITARIYDKEKIIYFLKNPSLAFGKDFEAIKVYIIKEFAVNTFKIPGGEKAYIEL"
     gene            1353438..1354604
                     /locus_tag="DJ46_1442"
     CDS             1353438..1354604
                     /locus_tag="DJ46_1442"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK63120.1"
                     /translation="MKTCSKITCASLSLLIAGSSLLYITPASIVKAEPTQNVSSSLQT
                     SNQSDRTSVKKAMRDSLQLGYPGILAQISKGGKNWSYAAGIADLRTKKQMKTDFRFRI
                     GSTTKTFIATVLLQLAGENRLNLDDSIEKWLPGVIQGNGYDANQITIRQILNHTSGIA
                     EYLKSKDYDIMDTKKLYTAEELVKMGISLPPDFAPGKGWSYSNTGYVILGILIEKVTG
                     NSYAEEVENRIVEPLELSNTFLPGNSTVIPGTKHARGYERYDGESELKDVTYSYPGSS
                     DGDMISTADDLNKFFSYLLSGKLLKEQQLKQMLTTVPTGIAEIGRYGLGIYETKLPNG
                     VSIWGHAGASPGFSTFAGGTLGGKHTVAINLNGHETSYSPSDPFKNILLAEFSK"
     gene            1355303..1356526
                     /locus_tag="DJ46_1443"
     CDS             1355303..1356526
                     /locus_tag="DJ46_1443"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK64262.1"
                     /translation="MKIGKFGEVNNLSIDTIRHYMDLSLIIPEKKGGHYFFDEYCQTD
                     LELILHYKDLGFSLNEIKELFFYKNLAKSMNYEKDTFYQSLFKLKYDKMEQEIELLEK
                     KRDKLKRVLHDLLLTNETSNTIIGIDLSVLHLLTCSKCSKKLILQDGIINNNQIIEGK
                     LICNCGEEYIITSGIISAGKLFKANEQTSLENIISDYIHETDNAYLENMHREGEWAKK
                     KLIHLDLNNKLILDIGSGLGFFLRSIYEELPEDCLYIAVDRDFNKLLFLKDVLARKNP
                     RRNILFICADFLNIPIQNRSVDIVIDHSGTSNYSFEHEDFLLHELNQLFKSDCYLLSL
                     FILFKNFSLNSQITNNFRANFTLSKIKKELQNLQFQSIDESTSNYLKRGGKYEDFFVQ
                     GEEIYTYSFFGKRWG"
     gene            1356639..1357943
                     /locus_tag="DJ46_1444"
     CDS             1356639..1357943
                     /locus_tag="DJ46_1444"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK64283.1"
                     /translation="MASLRLHIENKKSNQELRNICLYAIAKTVSIFGSSIYSFALGLY
                     VLQITGSALNFAITLILGTIPMIVMNPFAGVIADKVDKKKLVVCMDVLSGCLLITVYI
                     LSGYYGLNLFIIYTTTFLMTVFTTFFGIGLEAAKPNIVSKERLMSLNSISKIIDSISL
                     ILGPMLGGIVFAVFDMKTFIIINGISFVLSAISILFINFKLCEQYINKESSIREINFI
                     KDIKEGYSYLMERESLKNTFRILISLNFFLGFAVTVPLPYIMNTVLNLSSKHFGLIQG
                     TFPIGMIVGAIIVKKITNRFSYSYLLKKISFMVAIFMIVSGAPVLFKSIEVNKIVFVT
                     MYCAIMFFLGLMIALIDIPLIYFMQREIPDEYRGRVLSIGLSLGKMMQPIALALSGLL
                     LNHIPAYTLPIGGGIVFLILNQAYSSKLNLEIHSKGYSVERN"
     gene            complement(1357984..1358682)
                     /locus_tag="DJ46_1445"
     CDS             complement(1357984..1358682)
                     /locus_tag="DJ46_1445"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62055.1"
                     /translation="MAQAKRRGRKKQTPIISNTGFIGSVFIDTLELQKKSYYFARKKL
                     QIVHHVLDGLSGATSSLFKEHNISAYMSCVYLHKQKKIGFVLSTKPFEQSDGVAYFIN
                     YLIEKNFYGNEEVEYQEVYNTGFIGVVFADLCSIDRFNFEFEMGMLTKLMKDMIIPVK
                     ELFLRHNVPAYISTSHLEEQNKLGFVLSIKPYDERAEADLYFEAYLKERGLFIGDEED
                     DIDKIVIRKTVELR"
     gene            complement(1358860..1358964)
                     /locus_tag="DJ46_1446"
     CDS             complement(1358860..1358964)
                     /locus_tag="DJ46_1446"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63666.1"
                     /translation="MKITIYFGSHEDQDVRTMDCHLDVEDTEEIVSVS"
     gene            1359190..1359990
                     /locus_tag="DJ46_1447"
     CDS             1359190..1359990
                     /locus_tag="DJ46_1447"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK63302.1"
                     /translation="MNFKKLLIDNFTYKTSYIARQAQGMNVKETKGYIAVDCGLPADT
                     FNIITLLNNNVTENIEKLYKEVVYYNQKKCPMSVWFWDEKLEGNIKNELIKLGLKETE
                     QNTAMVANLHTILPTINMPEGFTIQKASSLGQIKKFGEALASLFGTSEEGQYVQAFYN
                     QTASAHLWNSENMKLYLGFYKDEVVSVGSLVCTLDSIGIYDIATKEEMRGKGFGSTMF
                     NYLLQEAKELNVAQCVLQASPDGVNIYKKAGFQSVGQMTVFENRHLFE"
     gene            1360260..1360898
                     /locus_tag="DJ46_1448"
     CDS             1360260..1360898
                     /locus_tag="DJ46_1448"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AIK62089.1"
                     /translation="MTKDGHLVAMHDETVNRTTNGTGLVKEHTLEELKQLNAGSTYNK
                     KYPNLAKKEYENAKVPTLEEVIEVFGHDANYYIETKSPDEYPGMEEKLLEIINHYEIQ
                     DKVIIQSFSEVSLQKLHSLHVNIPLAQLLSYKKAVQLTESEIKKYKTYCIGLGMNYKY
                     IDAAYVKRIKKHGLEVHPFTVDNETDMKKLILWGVDGMFTNYPDRLYSLLKS"
     gene            complement(1361056..1361544)
                     /locus_tag="DJ46_1449"
     CDS             complement(1361056..1361544)
                     /locus_tag="DJ46_1449"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65871.1"
                     /translation="MSIFNILLTIHILFGTICLITGILAMVAQKKKGKHTEWGEIYHA
                     SYVVITLTAIILSIINWDKIAYLFYVAIFSYAFAIYGYLARKKRWKNWLHHHIRGMLG
                     SYIGAVTALLVNIGIHIPIINLLPPIWFWFLPTLIGIPLVASVSKNIKSVVKIHYNFV
                     TF"
     gene            1361647..1362177
                     /locus_tag="DJ46_1450"
     CDS             1361647..1362177
                     /locus_tag="DJ46_1450"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65264.1"
                     /translation="MFTSITYLQSGNDKQQKVYDVLNKLNIMEDLALYSPVLCGTIPI
                     RMDTLQSDLDIVMEVHNFDVFEQEMRSLYGSYEGFRIKKKKIKNTESIKVNFEFEGFE
                     FELFAQPKPVRNQNAYRHMIVEHMLLMQHPHIREEILRLKENGLKTEPAFAQVLNING
                     DPYEALILLGQEMRLW"
     gene            complement(1362222..1363244)
                     /locus_tag="DJ46_1451"
     CDS             complement(1362222..1363244)
                     /locus_tag="DJ46_1451"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK65160.1"
                     /translation="MKKVSEELDYFGYEEQKGFYPLREAISKYVKSFGIHASPSSILI
                     VSGALQALQLISIGLLHRESTILLEQPSYLYSLHVFQSANINLSGISMDPHGILPNEL
                     LKRIKYSQKKNILYSIPCFQNPTGILMSKERRKEILKICEKEQLPIIEDDIYRELWID
                     APPPAPLKSRDKHGHVLYIGSLSKTLTPGLRIGWVIGPEPVIDRLSDIKMQTDYGSSS
                     LSQRVAAEWINKGFYEEHLANVRIKLKERRQIMIRALHKYCADIATWDIPSGGFFIWL
                     KVIPSIPMKKLFSEALSKGVLLNPGRIYEEESDRYIRLSYGYASSEQMTNGIKLLSEL
                     IRKLTA"
     gene            complement(1363323..1363655)
                     /locus_tag="DJ46_1452"
     CDS             complement(1363323..1363655)
                     /locus_tag="DJ46_1452"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK62952.1"
                     /translation="MTTSKKLPKYRQIVDYMKEKIENGEWTIGSKIPSQRQLAKLFQV
                     NRSTVITALDELMADGLIQGKIGAGTIVTNNTWSLLATNPPPDWSEYVKAGIHKPSKL
                     MVREINEA"
     gene            1363804..1364718
                     /locus_tag="DJ46_1453"
     CDS             1363804..1364718
                     /locus_tag="DJ46_1453"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK66428.1"
                     /translation="MNYKKWDLRIICAHAFTILIWGSAFPAIRMGLESYTPEHLTLLR
                     LLIASVILLLFSFIYKLRLPDLKDIPAIFIFGALGFTFYHIALNYGEKTVNAGSASLI
                     VSVTPIVTAIFASVFMNEKMKLNGWIGGVISFIGIAFISFSQGDAIQLNSGALFILLA
                     AISESLFFVFQSSYLKKYGFLPFTIYTILSSTVCMLIFLPGMYQEILAAPLEVNLSVI
                     YLGVFPTVLPYIALAYIISRAGASEATSSLYLTPITACFVAWIWLGEVPTLVSIIGGG
                     ITILGIVIVHIPVLRKEKHSNLANNQSV"
     gene            1364857..1366218
                     /gene="csn45"
                     /locus_tag="DJ46_1454"
     CDS             1364857..1366218
                     /gene="csn45"
                     /locus_tag="DJ46_1454"
                     /codon_start=1
                     /transl_table=11
                     /product="chitosanase"
                     /protein_id="AIK62105.1"
                     /translation="MNGKRNIFTCISIVGIGLASFSNSSFAASVTDNSIQNSIPVVNQ
                     QVAAAKEMKPFPQQVNYAGVIKPNHVTQESLNASVRSYYDNWKKKYLKNDLSSLPGGY
                     YVKGEITGDADGFKPLGTSEGQGYGMIITVLMAGYDSNAQKIYDGLFKTARTFKSSQN
                     PNLMGWVVADSKKAQGHFDSATDGDLDIAYSLLLAHKQWGSNGAVNYLKEAQDMITKG
                     IKASNVTNNSRLNLGDWDSKSSLDTRPSDWMMSHLRAFYEFTGDKTWLTVINNLYDVY
                     TQFSNKYSPNTGLISDFVVKNPPQPAPKGFLNESEYTNVYYYNASRVPLRIVMDYAMY
                     GEKRSKVISDKVSSWIQNKTNGNPSKIVDGYQLNGSNIGNYPTAVFVSPFIAASITNS
                     NNQKWVNSGWDWMKNKRESYFSDSYNLLTMLFITGNWWKPIPDNKKTQNQINDAIYEG
                     YDN"
     gene            1366594..1367031
                     /locus_tag="DJ46_1455"
     CDS             1366594..1367031
                     /locus_tag="DJ46_1455"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK65169.1"
                     /translation="MLRENWEDALKLQVKDNQTKFVPSVAVSLAKVYIKPDGDAVEYQ
                     PFAIYNGDLMVGFVMHAVVKETTDMYWINGFIIDQKQQGNGYGKAALQESIYLIKNTF
                     KACKEIRLTVHKDNISAKKLYESYGFQPLGHDYDGEEVYRLFV"
     gene            1367054..1367500
                     /locus_tag="DJ46_1456"
     CDS             1367054..1367500
                     /locus_tag="DJ46_1456"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK61775.1"
                     /translation="MKNKFHHIVRAVMIKDKKLIVAEYIGHHYFLPGGHVEVGESAES
                     ALIRELQEELGVNCSIKQFLGVIENQWQDKEMLHHEINHIFEIDSEELHIDFIPKSKE
                     PHLAFHWIDYNRDALHTYKIMPAPSVKELLERKLSDELLNCWISNF"
     gene            1367703..1367969
                     /locus_tag="DJ46_1457"
     CDS             1367703..1367969
                     /locus_tag="DJ46_1457"
                     /note="B_an_ocin: putative heterocycle-containing
                     bacteriocin, BA_2677 family"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heterocycle-containing bacteriocin,
                     family"
                     /protein_id="AIK65951.1"
                     /translation="MNQFQQELQSLNLNDYQTGNVVYWDPQQSQYPYYYIQDDARRCG
                     GCGGCGGRCGGCGGRCGGCAGRCGGCIGCAGCFGCFNCWNWWII"
     gene            1368071..1369087
                     /locus_tag="DJ46_1458"
     CDS             1368071..1369087
                     /locus_tag="DJ46_1458"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK63276.1"
                     /translation="MYTYDKLISWVEDIKEKNHSSATALCIIKDNKIVLEHYSGYHSN
                     TSRNEKVSASSQFNVASARKSYLGLMIAYALYEGKINSIDDEAIKYFKDFDHALLGKT
                     TIRHLVTHSHGLGETNDGKIFREFEPGQSWAYRDINVRMMTRLIYQLYNKSFPELLKE
                     RVFKPANFQETGWRIQQDDNLVAVVDDPNKDAISEIGTVDDGTEKNLFVSAREFAQWG
                     NLHLNQGMIDDKQIVPKEVIKIATSLQSPTYANKELPQNGLFWFVQNEPAQLSELGER
                     VPKGSYQILGITGPTILVIPEYNVVVAKMYNKRYNYGGDNYLYYLREFSNLVVDTFRN
                     SNRV"
     gene            1369119..1369262
                     /locus_tag="DJ46_1459"
     CDS             1369119..1369262
                     /locus_tag="DJ46_1459"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65772.1"
                     /translation="MKDKVNKNKKQNIKDVNTEQNAIYSDPKDAANMQTVPQPKDFDE
                     IEY"
     gene            1369547..1370755
                     /locus_tag="DJ46_1460"
     CDS             1369547..1370755
                     /locus_tag="DJ46_1460"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK65960.1"
                     /translation="MKQTSINPLLIVLGTIIVQIGLGTIYTWSLFNQPLVSKFGWNLN
                     SVAITFSITSFSLSFSTLFAGKLQQKLGLRKLIATAGIVLGLGLILSSQVSSLPLLYL
                     LAGVVVGYADGTAYITSLSNLIKWFPNRKGLISGISVSAYGMGSLIFRYINGNLIDNL
                     GVSQAFLYWGIIVLLLVLIGSFFLREAIVSNAVTETLHNDYTPREMMGTKQVYLLFFM
                     LFTSCMGGLYLIGMVKDIGVQLVGLSTATAANAVAMIAIFNTVGRIVLGTLSDKIGRM
                     KIVSATFIIIGLSVFTLSFIPLNYGIYFACVASVAFCFGGNITIFPAIVGDFFGLKNH
                     STNYGIVYQGFGFGALAGSFIGAILGGFQPTFIIIGVLSVISFIISILIRPPNAEKKN
                     ELKHLHRKVA"
     gene            1371029..1371658
                     /locus_tag="DJ46_1461"
     CDS             1371029..1371658
                     /locus_tag="DJ46_1461"
                     /codon_start=1
                     /transl_table=11
                     /product="cadmium resistance transporter family protein"
                     /protein_id="AIK63455.1"
                     /translation="MITTIISSVVAFATTNIDDIFILLVLFSQVRTEVLRKEDRAVRE
                     KAMRKKLYIAIGQYVGFSMIIFLSIVGSLSSFFIPVSWIGVLGFVPIYMGVKGLFSFR
                     SNKSNKVIDKASSSLFKVAAITLANGADNISIYIPMFTSQSLEANIVTLIIFFCMIAI
                     WCSISYTLLRAPILAKVLERNCHIIVPIVLIGLGMFILFRSNTIELLYL"
     gene            1372292..1372735
                     /locus_tag="DJ46_1462"
     CDS             1372292..1372735
                     /locus_tag="DJ46_1462"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK61103.1"
                     /translation="MKKVNVTYALLYDKTNEKILMVKNKGKNGSYYTLPGGAVKLGET
                     LEEAVIREVKEETGLHITVNGICYISEAFFEERGHHAIFFNFLGEIIGGETNITRPKE
                     IEEITWMELHIASPHLRIPEHLVNMLKKKETVPYFFNGTIVHQSS"
     gene            1372767..1373897
                     /gene="dnaN"
                     /locus_tag="DJ46_1463"
     CDS             1372767..1373897
                     /gene="dnaN"
                     /locus_tag="DJ46_1463"
                     /EC_number="2.7.7.7"
                     /note="dnan: DNA polymerase III, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, beta subunit"
                     /protein_id="AIK62373.1"
                     /translation="MEFIVNHKHFTQALSDVSKAISTKAIIPILSGIKITADQSGITL
                     IASNSNIFIEKFIPSAIDDEQITTILQAGTIVVPAKYFIEIIKKMPSDIVIKSKNEQT
                     ITIQSGEITLNLNGFPANEFPNVPQIDDHTEIQIETKQLIDAFKQTVFAVAKNESRHV
                     LTGVHIELDHNKLICAATDSHRLAIRETLISTNMKANCIVPSATINELLKLMNSNLEF
                     VSIYLSESHIIFTFGTTTLYSRLIEGKYPNISTLIPNEFQTVINIDRQRMLQGVDRSS
                     LLASEWANNNVNLEIVNESTIQISSNASQIGKISEKQQIDVIQGKKQLNISFDGRFML
                     DALRAIKEETVTLSFSGSMRPILIEAGTQSAAIHLISPVRAY"
     gene            1373920..1374432
                     /locus_tag="DJ46_1464"
     CDS             1373920..1374432
                     /locus_tag="DJ46_1464"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK61347.1"
                     /translation="MYKHTLCFIKRNEEILMLNRKYDPVKGLWNGVGGKIEKGETPLE
                     NAIREIKEETNIKVTHDQIQFKGIIKWEDSSYSGGMYVYLVELLHEFTYHTPKKVSEG
                     ILDWKEISWILSDYNYGVGEMIPKFLVEVLHNELILEHNFVLSNHKLIDYRNKELAKQ
                     DNSIDNIIPL"
     gene            1374545..1375468
                     /locus_tag="DJ46_1465"
     CDS             1374545..1375468
                     /locus_tag="DJ46_1465"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61937.1"
                     /translation="MKKIIIILVGIVLITIAFYQYNQKDGLAKNDKVYVEDFKGKNDT
                     NKIQSAINKAESSKIKTVLLDDKKYKITSPIVVKQGVKLLFGYGTQFVVEGNFKVLEL
                     EKNASIEGAYIAIDDPTFNSEVIYLDGKNKYYNTWHKTQVKDINIINWTETNKGTGIS
                     LYSGGQENEISFINFENIKVVGMETGVKLVAKKPQFGHAWINANRFMNFSLEDCVNMI
                     YMDSNVTTPNEISGNQFTNLQIQPSNKTKSIVKVSGQHNEFHGMVWDLQKINYENELI
                     ELTDKSMNTLIKMSSVPENRILDGGKANIVK"
     gene            1375541..1376374
                     /locus_tag="DJ46_1466"
     CDS             1375541..1376374
                     /locus_tag="DJ46_1466"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK63446.1"
                     /translation="MWTTNIIKTPRGKFEYFLKGEGPPLCVTHLYSEYNDNGNTFANP
                     FTDHYSVYLVNLKGCGNSDSAKNDSEYSMTETIKDLEAIREALYINKWGFAGHSAGGM
                     LALVYATEAQESLTKIIVGGAAASKEYASHKDSIYCSKNVKFNRIVSIMNALNDDSTV
                     QEERKALSREWALMSFYSEEKLEEALKLPNSGKTVGNRLNYFRQVEYKDYDVRQKLKF
                     VKIPSFIYCGKHDVQCPYIFSCEIANLIPNATLTKFEESNHNPFVEEIDKFNQFVNDT
                     L"
     gene            complement(1376429..1377391)
                     /locus_tag="DJ46_1467"
     CDS             complement(1376429..1377391)
                     /locus_tag="DJ46_1467"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK63549.1"
                     /translation="MKKKFINQIHTDVSFKPKDIIGLMTDYLKTKTKLRPIKNLPIVL
                     SNKDNESLESLTWFGHSASLLKIEGKKLLLDPMFGDTSSPFPLFNSKRYSGTFSLERE
                     DLQEIDAIIISHNHYDHLNYKSIMQLKDRTKHFYVPTGVAQYLIKWGISPSKISEHNW
                     WDEIAFDNIKLVCTPARHFSGRGMTDRDCSLWCSWLILGQETKIFFSGDSGYAPHFKE
                     IGDKYGPFDLTLMECGQYDPRWSAIHMLPEETVQAHIDVKGELLLPIHWGAFTLALHE
                     WSDPIERVTKEANRLGVKITTPQIGESITLKSTDYPRYAWWQKV"
     gene            1377688..1378665
                     /locus_tag="DJ46_1468"
     CDS             1377688..1378665
                     /locus_tag="DJ46_1468"
                     /codon_start=1
                     /transl_table=11
                     /product="LAGLIDADG-like domain protein"
                     /protein_id="AIK65735.1"
                     /translation="MQIERKKKSKCKLSKPEIIHLYAEGKGTSEIAMLANVSARYIRM
                     VLSDSNVPRRAIGSWKRKYDITEDYFKTWSNNMAYILGFIAADGVIQKENQCVSVSQK
                     ESYILEDIKNELKTTQPLYQNKKTGVYMLNINSKTIKDDLMNIHGIKPCKSFNIEFPF
                     VPEEYLHHFVRGYFDGDGYVNYETYTVSFVGGSYNFMNSLHQILQNRNLRADSLNQNK
                     HYRVILSGRKSIQLFSNWIYKDKDIYLHRKYEVFQKESLSLDQLQDRKLKQTQTAVKQ
                     RKQNFLKEYMKNKCSATACSNLKISESTFKRWLKNDNQFKKDYERIHSL"
     gene            1378801..1379886
                     /locus_tag="DJ46_1469"
     CDS             1378801..1379886
                     /locus_tag="DJ46_1469"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62496.1"
                     /translation="MPTNNSPENILHTAYETKMISSGDNSPSIKIKGTKLQYLLVLIH
                     LGFESNAIKMMLNWTNDEFEKRVNLLEAEGLLKQIGGRYYPTCMIITACEGEKLYNLC
                     EPLIKPTLKIFENYSSHIEDISKRIDTFNHLSKESYSLLLYSGVLLDFGQINYIEENY
                     LKKKRPLRNKKRYYYAIQEQELTDIEAFGMYGNTYLDLGEVQIGLYGNSRYSTLNLIT
                     ADNETFEEYFQNTNTDINYKKKQLVKGFVAADRQKNLHLNVVYEKLGLYQNSQPVIPV
                     FKSTDLFILNEIANTISEDLVLLFNENDKPLKQYFASSRYSKEITYEEFFIWWYHFFY
                     TKVTEELIKQGVIITSTQKNQTYIIHQ"
     gene            1380005..1380400
                     /locus_tag="DJ46_1470"
     CDS             1380005..1380400
                     /locus_tag="DJ46_1470"
                     /codon_start=1
                     /transl_table=11
                     /product="endoribonuclease L-PSP family protein"
                     /protein_id="AIK61610.1"
                     /translation="MQKKFINPKTMPPTFGYSHVVEASNAKRTIYISGQVAINTDGQI
                     VGINDLATQTRQVFENIKIALETSDLNFNDVVKLTFFLTDISQMAIVRDIRDQYIDTN
                     NPPASSAVEVRKLINDNLLIEIEAIAVAN"
     gene            complement(1381098..1381913)
                     /locus_tag="DJ46_1471"
     CDS             complement(1381098..1381913)
                     /locus_tag="DJ46_1471"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65647.1"
                     /translation="MKNTYQLQIPKELEQYRTILEESVKPYIKVAGTKAETTLFESKF
                     GGYPYLPINQEHPKDSNGQPMMLLAQLNFEEIPHVEYMPKKGILQFFVSADDELYGAD
                     FDHPTIQKDFRIIYHSTIIEDLNKVITDFSYLNTLELEDFIIPEAAKLQFELDYQPIT
                     SRDYRFEKMFSEDIDWEEIVDEENNTELGELYDDLCKDFGHKIGGYPFFTQTDPREWE
                     EKYQQHDILLLQIDTDDSLNIMWGDSGVANFFIKKEDLLNLNFSNVIYNWDCY"
     gene            complement(1381992..1382399)
                     /locus_tag="DJ46_1472"
     CDS             complement(1381992..1382399)
                     /locus_tag="DJ46_1472"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62059.1"
                     /translation="MNQEELDKKLKKQEILVKDEKVWSYTYEDHISSIVKEAEKKGAF
                     DHLPGKGKPLNLDKDLSYNPEKQLYRTLKNNHVLPRWIELSKEIDDLKEKLKENTNTA
                     EAADLTRTINKKVLEHNLLCPPSAQKTRVKTDF"
     gene            complement(1382512..1383618)
                     /locus_tag="DJ46_1473"
     CDS             complement(1382512..1383618)
                     /locus_tag="DJ46_1473"
                     /codon_start=1
                     /transl_table=11
                     /product="esterase family protein"
                     /protein_id="AIK61748.1"
                     /translation="MTTIISPKLEKLKNHLKNGNEKALYTFLHEIKSNHTPLVEQCPI
                     DNQYKLITYIWLGDQNTENVYVVGSFPGWDLSVNQLQRLLQTNIWYVTFRTNKRFIST
                     YYFTVNDFFKNDWIKRSEQYRLDPFNENVFGEGANKASVLKIDMDVQYSSRFPSNHYP
                     SGKIETYSFYSSILNNTRKLHIYTPHDYSHTSHLQELLIVFDGNSFINDLSITKTLNY
                     LIYEKEIPSCIAVAIDPVDRLEELTYNDKMNTFLMKELLPWIQTKYHVYQKAKHTTIA
                     GFSLGGLAAFYVALQNPHIFGNVLSMSGSVHWKKDDYENTIPWIENQISSIDSNATHL
                     NSYIAVGELENESLLKANRRLHKALEEKKYPNHL"
     gene            complement(1383707..1384072)
                     /locus_tag="DJ46_1474"
     CDS             complement(1383707..1384072)
                     /locus_tag="DJ46_1474"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62737.1"
                     /translation="MENVSNVDKVESIKSLQSTIRKLENALSQMTQKGSNTTLVKKRL
                     KAASIGLAMLESIWNQETHHYTQEDLADARNVIIGLLPSIEKIYVKSKLGSPQRTLLE
                     RRIKSLELSIQAIDHFSNQ"
     gene            complement(1384338..1384667)
                     /locus_tag="DJ46_1475"
     CDS             complement(1384338..1384667)
                     /locus_tag="DJ46_1475"
                     /codon_start=1
                     /transl_table=11
                     /product="yxiJ-like family protein"
                     /protein_id="AIK65462.1"
                     /translation="MHSPLYKPFPNCDIRKIRKDFNNMFTEDDCISADLNYYWMHTAG
                     TLSYVLNNNEQKIVFNQIKWLKKSFFEWFPQYCFLETEIMKYPILYRDFMNYEKTRKL
                     LLYYLTE"
     gene            complement(1384722..1385429)
                     /locus_tag="DJ46_1476"
     CDS             complement(1384722..1385429)
                     /locus_tag="DJ46_1476"
                     /codon_start=1
                     /transl_table=11
                     /product="patatin-like phospholipase family protein"
                     /protein_id="AIK64930.1"
                     /translation="MSRQKGRNKKVNTELVADHRYISYRNLIRKRELFGMDFLFDEVP
                     NKIVPFDFQTFLNSNEQFVIGTTDCESGKAIYYNKAEHGNDILKIIRASSSVPFIAPV
                     VEYDNRKLLDGGIIDPIPVLKAQTDGYEKNVVIMTKPEGYEKQRNKFSGLAKILYRKY
                     PNIAQSLVEHYRFYNETISYMHQIKQKDNFYIIQPSVQLPISGIERSKEKLVNLYNLG
                     YTDAQYHYENLLNWIEK"
     gene            complement(1385484..1385573)
                     /locus_tag="DJ46_1477"
     CDS             complement(1385484..1385573)
                     /locus_tag="DJ46_1477"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase domain protein"
                     /protein_id="AIK63775.1"
                     /translation="MKNIGLVLEGGGMKGLYTAGVLEYFMEKN"
     gene            1385753..1386130
                     /locus_tag="DJ46_1478"
     CDS             1385753..1386130
                     /locus_tag="DJ46_1478"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK61744.1"
                     /translation="MGLFSGILGNASNASTESVERDLEKIMLDDEKVEHAYKLIRDLI
                     VFTNRRLILVDKQGISGKKTEYHSIPYKSITQFSIETAGHFDLDAELKIWVSSLSTPI
                     AKEFKGDDSVLSIQKALVTYTTK"
     gene            complement(1386252..1386725)
                     /locus_tag="DJ46_1479"
     CDS             complement(1386252..1386725)
                     /locus_tag="DJ46_1479"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62176.1"
                     /translation="MKIILEKATESDAAVLFQMQIDSFNPLLNKYKDYETNPANESIE
                     KTIFRINNPSSNFYKMIIDSRLVGAICISQKELPYKFWISPMFIHPIYQGIGIAQKVL
                     ILIEEMFPEAQSFELATILEEERNCFLYEKMGYKRTEVIKKLNDKTTLIHYKKER"
     gene            complement(1386727..1387248)
                     /locus_tag="DJ46_1480"
     CDS             complement(1386727..1387248)
                     /locus_tag="DJ46_1480"
                     /codon_start=1
                     /transl_table=11
                     /product="putative metal-dependent hydrolase yfiT"
                     /protein_id="AIK61991.1"
                     /translation="MNDLRYPIGQFTYKRPITEEMIDTWIQEIEDLPNELTKAIKDLD
                     QKQLDTPYRVGGWTVRQVVHHVVDSHMNSYIRFKLALTEKNPTIKPYKEEKWAELPDS
                     KLPVDVSLVMLESLHKRWVNLLYSLELEDLEKTFNHPDTGETKLAAAIGLYAWHGRHH
                     TAHITSLRKRLNW"
     gene            complement(1387265..1387705)
                     /locus_tag="DJ46_1481"
     CDS             complement(1387265..1387705)
                     /locus_tag="DJ46_1481"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65982.1"
                     /translation="MVPNRGSKYFEFEYFQKLLDDLLIEQADGNSYFYLIRNEEKEIV
                     GRINLVDIDTETRISSLGYRVGEKFTKKGVATAAVKLILDVAKNNKINEVHAKTTSNN
                     LASQIVLEKSGFSSYQNEADTTSVQLNGEHVNFVHYIWRNTSRL"
     gene            complement(1387648..1387791)
                     /locus_tag="DJ46_1482"
     CDS             complement(1387648..1387791)
                     /locus_tag="DJ46_1482"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ribosomal-protein-alanine
                     acetyltransferase"
                     /protein_id="AIK62662.1"
                     /translation="MKIYIEQLKKHDAKDLFTFELTNKSFLKQWYQIVAQNILNLNIS
                     KNY"
     gene            complement(1387855..1389177)
                     /locus_tag="DJ46_1483"
     CDS             complement(1387855..1389177)
                     /locus_tag="DJ46_1483"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK62399.1"
                     /translation="MFNKAIVIGGSMAGKFAAKALSTSFKEVIIIEADERWDGKSSRK
                     RVPQSNHPHVLLKGGENAIEELFPNITDELIEAGSIVNNFTRDLKWHQFGLWKQPFIG
                     EVHMIQQSRPLLEWNIQKRIHQISNITINYETLVKGLLVDEKLNKVCGVKVKHLETDA
                     QEEVHADLVVDASGFSSKSIEWLRECEIEVQEEKVRINLFYATKMFKLKENEELDCCN
                     MLMSPSFPDNPYGVLIQTIEDNRYFVTFSGYANEKAPQTDDEFYDFAENLSISNVTDF
                     LNKAVAISDIKTYKIPYQVRRRFDLTTNMPEGLLVVGDAHCRFDPVFGQGVSVAAMEA
                     RQLQLLLQGRKQLDKTFTQQFYKKAATIIETPWEMTTTEISRHPQLKRELTIKQKFQL
                     WYTKQIYQLSATDSDVYIRLVKVMNLIRSPFHLFHPKVLLAVLLKQKK"
     gene            complement(1389260..1390039)
                     /locus_tag="DJ46_1484"
     CDS             complement(1389260..1390039)
                     /locus_tag="DJ46_1484"
                     /codon_start=1
                     /transl_table=11
                     /product="bacitracin resistance BacA family protein"
                     /protein_id="AIK61115.1"
                     /translation="MNWLEAFILGIIQGLTEFLPISSTGHLYLGRHLFQLDEAGLFLD
                     TMLHIGTLLAVFIYYKKEFIYLIKNPFSKLMLLLIVGTIPAVVIGLLFKDFFEDISKT
                     GITIGWEFLVTGFFLYMADKQKNGRKKMDDITYKDAFIIGSFQAATIFPAISRSGMTI
                     VAALWRKLDRETAAYFSFLLSTPAIVGAIILQFADVFQGKAESISSTSLIIGTLSAAF
                     FGYIAVSWMIQYLKRHSLKVFAYYVWGLGILILALQFTDVF"
     gene            1390173..1390379
                     /locus_tag="DJ46_1485"
     CDS             1390173..1390379
                     /locus_tag="DJ46_1485"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65448.1"
                     /translation="MRKHTKFGNVLLWIGPILVFVGLCMTNVISDIPFFFGKHKTIGI
                     VLICIGVVCFIAANHLKKGGKYEE"
     gene            complement(1390432..1390806)
                     /locus_tag="DJ46_1486"
     CDS             complement(1390432..1390806)
                     /locus_tag="DJ46_1486"
                     /codon_start=1
                     /transl_table=11
                     /product="GIY-YIG catalytic domain protein"
                     /protein_id="AIK61335.1"
                     /translation="MIKISIPEVDVTITERKQVIRGDEPRITPINGFIDFHLFPRDKG
                     GIFMFYNINDELLFVGKARKIRQRIKKHFEDNVSPIKNHRDEVYRIDACIVEDPTERE
                     IYETYIINEYKAKYNVDKVFYK"
     gene            complement(1390890..1391453)
                     /locus_tag="DJ46_1487"
     CDS             complement(1390890..1391453)
                     /locus_tag="DJ46_1487"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65316.1"
                     /translation="MYNVEIRRPNSDDLEELHSFFRIVITNTFKDEGLSQLSDDIENE
                     INTKKQYLKNDFDSNGEKRYFLLAIDTNNDKIIGTIEVGPASTLINSCTGGVLKDLYE
                     IGTVFILPEYQKKGIGSFLLHTMFLTLLSRGITEYCLDSGYKKAQSIWTKKFGEPSYV
                     LKDYWGESSDHMIWKKSLYDTPIIFEL"
     gene            complement(1391481..1392053)
                     /locus_tag="DJ46_1488"
     CDS             complement(1391481..1392053)
                     /locus_tag="DJ46_1488"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65341.1"
                     /translation="MNRFVRYWCQLMIENNGDFVHKRKLSLANKLVITALMSALATMF
                     QAAGNLIPGIGLFISPFATLPIFLAICYSIRDGVLSYLLTILLLFIIEPSELIVFPFT
                     TGLLGIALGLSFIQFKRRIWVISFSAICLLIGITIVLDIFRFPVLGPTIHTTMDIKII
                     LSIFILSFLYCWIYAGLCRILLNRLYKVLF"
     gene            complement(1392234..1393664)
                     /locus_tag="DJ46_1489"
     CDS             complement(1392234..1393664)
                     /locus_tag="DJ46_1489"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose / Sorbosone dehydrogenase family
                     protein"
                     /protein_id="AIK62685.1"
                     /translation="MTKVKVRLRPIVHNINLPTVIKTAILPGESAERLFIATQLGEVF
                     YIGDGVIKTFLNIRQQIINLGTSEEGVSSSGYDERGLLGLAFHPQFYQNGLFYLHYSV
                     AGTQGPGALSEQFKPNPCDPKTLNLKWLNRDTQYDHIDTIEEWILQSNGHPQKRRTLL
                     NIKRPFFNHNGVNTLNFSPETGKLVFTNGDGGSGYDPFNLSQDDLEIAGKIIEIDVSK
                     NTFINNPPVVTRFNELPLSIQETLTLIAKGVRNITGISFQRFYNQYIKYAGNVGQDIV
                     ESIFSFVQYKPIPVTEIVQMHVIGLTSNQDRFINFGWRGWEGELPTSFIRHCTENPTL
                     DERTMTYYNETIETSVKRIQPLISYFHKDPRSDKFGGTSLTGVQPYMGTAIPNLNGSV
                     VFTDLARKEKSRPPVKGVLAYTRAGTDGKHTDFHVIETDYDFGTQAAYYMSLGTSLDQ
                     TRLYLGVYGSMKVTDFNKGTIFEIIP"
     gene            1393802..1394059
                     /locus_tag="DJ46_1490"
     CDS             1393802..1394059
                     /locus_tag="DJ46_1490"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62237.1"
                     /translation="MTLLLQIILPLIVALYLFTLYRNTAIGKAAFLLAIIIGIYGLEN
                     IFQHAHLTDHVIYPYWGSLKAVIIVLSVVFLFKKGGLTGEN"
     gene            1394151..1394330
                     /locus_tag="DJ46_1491"
     CDS             1394151..1394330
                     /locus_tag="DJ46_1491"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66290.1"
                     /translation="MSINIISIVSIIIWIVLITELIKPSKEQSGRKIVMLLTAGCAST
                     FILTVSFIQNISFWN"
     gene            complement(1394443..1395105)
                     /locus_tag="DJ46_1492"
     CDS             complement(1394443..1395105)
                     /locus_tag="DJ46_1492"
                     /codon_start=1
                     /transl_table=11
                     /product="kinase domain protein"
                     /protein_id="AIK62259.1"
                     /translation="MMSINCFVGLIKNELLKEVSIRSEDESEPVVVKDIPRLWKCLGK
                     GNYAAVFMHKEYKDWVVKVYTQEGEGIEKESEVYRRIGNHPSYSKLIYKGENFIVLKR
                     LKEITLYDAVHKGIKIPKQVILDINKALEYAREQGLTPCDVHGKNVMMEKGRGYVVDV
                     SDFLKTKEDSKWKDLEKAYFTFYLPFIYNFPFPVKIPYFMLNIVRRSYRKYKKLKKKF
                     KL"
     gene            complement(1395413..1395850)
                     /locus_tag="DJ46_1493"
     CDS             complement(1395413..1395850)
                     /locus_tag="DJ46_1493"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK63497.1"
                     /translation="MRAPYQVLIFPYIKTDDSIQYAIFNRSDYGYWQGIAGGGEDGEI
                     PIESAKREAFEEAGITRECPYIQLDSVSSLPVEDVVGGFLWGDEVYVIKEFSFGVKVP
                     NKHISLSKEHLHYKWLCFEEAVKCLKWDSNKTALWELNKRLLK"
     gene            complement(1396053..1397168)
                     /locus_tag="DJ46_1494"
     CDS             complement(1396053..1397168)
                     /locus_tag="DJ46_1494"
                     /codon_start=1
                     /transl_table=11
                     /product="ketopantoate reductase PanE/ApbA family protein"
                     /protein_id="AIK61509.1"
                     /translation="MKSYIVVGAGILGASTAYHLAKAGANVTIVDRQQVGQATDAAAG
                     IVCPWLSQRRNKAWYKIVKGGARYYSSLIQQLEEDGETDTGYNRVGAISLHIDEKKLD
                     QMEERAYKRREDAPEIGEITRLSAEETKKLFPALSEEYSCVHISGAARVNGRLLRNAL
                     ISAAKKHGATFIKGDAVLVREGNHITGVKVNDETILAEKVIVTAGAWANEILNPLGIN
                     FLVTFQKGQIVHLQMENTATENMPVVMPPNDQYILTFDNGHVVIGATHENETGFDHRV
                     TAGGLHEVFHKALTVAPGLENATMLETRVGFRPFTPGFLPVIGPLPNFEGILVANGLG
                     ASGLTAGPYLGSELAKLALGQPIELDLNDYDVTGAIE"
     gene            complement(1397294..1397947)
                     /locus_tag="DJ46_1495"
     CDS             complement(1397294..1397947)
                     /locus_tag="DJ46_1495"
                     /codon_start=1
                     /transl_table=11
                     /product="bacteriocin-protection, YdeI/OmpD-Associated
                     family protein"
                     /protein_id="AIK61969.1"
                     /translation="MSIIDKLKLNKYTNMVVINEPSDYEVFTGKETVFSKEHDAIFIF
                     VETLDEMVKQTNFIISNEELLIEKGYIFFAYPKKGNSRYSTFIHRDEMFPALNVGEDG
                     YVGESEIKFARMVSMDDIFTVVGLKREKKKVTKTPAMSQCVADYADRIQDVEALLANH
                     PNELKFYQSLTPGYQKDWARNLFSVKQEKTREKRLEKMIEVLSQGYKTIELFRKKKK"
     gene            complement(1398095..1398862)
                     /locus_tag="DJ46_1496"
     CDS             complement(1398095..1398862)
                     /locus_tag="DJ46_1496"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetyltransferase family protein"
                     /protein_id="AIK66366.1"
                     /translation="MTSLQHKLFTRLNRANRTEVKFEELNTILFTFAHTIPFENLDVI
                     ASNTNTITMENLQNKILSRSRGGLCYELNTLFYYFLKDCGYDVQLALGTVYKNDINAW
                     ALENGHITIILNYDKVRYVIDVGIASLVPLVPVPFTGESVSSKNGTYRVRQKDTSKGN
                     YVLERKDTNGEWKVCHAFYNRMIDEIVVNDVQKRVVEDEKSIFNKGPIAVKLTDSGHV
                     SLTNTSFTEIVHGEKTKREITEDQYRELLYTLFAIEL"
     gene            complement(1399001..1399504)
                     /locus_tag="DJ46_1497"
     CDS             complement(1399001..1399504)
                     /locus_tag="DJ46_1497"
                     /codon_start=1
                     /transl_table=11
                     /product="mepB family protein"
                     /protein_id="AIK64793.1"
                     /translation="MNNFNDTIRHLNNIVYKPNNLIITNLKEEKQNAEYAGCLFHLNN
                     KTIRFRKSKITPNKIGQFVSFWEKDDDMQNQAFSYDAAPDLLIITCIDDNKLGQFIFP
                     KDILLKEKILRTQNQKGKMAMRIYPIWDTPVSNQAKKSQMWQLQYFVDLSDHNNLPID
                     KLLHLYS"
     gene            complement(1399613..1399981)
                     /locus_tag="DJ46_1498"
     CDS             complement(1399613..1399981)
                     /locus_tag="DJ46_1498"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61273.1"
                     /translation="MEIKKVVIDGINIAVIRNNKVLISDVQSALDTMATVQYEVNAKH
                     IIIHKSLISEDFFDLKTRLAGDILQKFINYKVKFAIVGDFSMYTSKSLKDFIYECNKG
                     KDIFYLATEQQAIEKLSTLK"
     gene            complement(1400118..1400810)
                     /locus_tag="DJ46_1499"
     CDS             complement(1400118..1400810)
                     /locus_tag="DJ46_1499"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AIK64309.1"
                     /translation="MGYKAMLFDLDDTLLNRDKAVDNLFLLLFEKCYEDVSDTIKNNM
                     LQKFKEFDKREYGMSDKTIVLESLFDEFAPRYRLPRNYIQDFWNENFPKCFSIDQNTI
                     HFLNHIKKHFEVGIITNGSTQRQKAKIINTHLNNYFDTIIISEEVGFSKPDKRIFELA
                     LNKLNVQPENTLFVGDDIEKDIAGPQNANIKGVWFNPQKIKNTTKIQPYAEINTLDSL
                     LSYVTPQYFFNK"
     gene            1401072..1401608
                     /locus_tag="DJ46_1500"
     CDS             1401072..1401608
                     /locus_tag="DJ46_1500"
                     /note="mycothiol maleylpyruvate isomerase N-terminal
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65349.1"
                     /translation="MQIRPKASEYNSYYATYINLVSDGNIIQILEQQIEETNLLLKEI
                     SDSEGLFRYAPTKWSIKEVIGHIADTERIMAYRLLSIARGETAELPGYNDDMYVLKAA
                     FDKQSMQDLLKNLIVVRQSTLHLLRSLDKEAWSQRGYANNSEVTVRAFAYIIAGHELH
                     HLQIIKERYLGSDLYPAT"
     gene            1401810..1401992
                     /locus_tag="DJ46_1501"
     CDS             1401810..1401992
                     /locus_tag="DJ46_1501"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62851.1"
                     /translation="MYEQQNNRDRDQKMIFSMQGVPTNKINIHQLPKWIRIFGYCAFG
                     WMIVFSLIMIVGLIVQ"
     gene            1402960..1403400
                     /locus_tag="DJ46_1502"
     CDS             1402960..1403400
                     /locus_tag="DJ46_1502"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK64663.1"
                     /translation="MKTRVNPELLQGLEMFPDLDLRPGNLQSIREGIAQMRPPTVVDD
                     SLSLIDKVIVGPDDNPLPLRIYRPKSNHESLPVLLWIHGGGYILGSIDDNDDTCMRFA
                     KEASCVVVSVDYRLAPEHPYPAPIEDCYSALKWIADNACKVIKH"
     gene            1403375..1403920
                     /locus_tag="DJ46_1503"
     CDS             1403375..1403920
                     /locus_tag="DJ46_1503"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK61089.1"
                     /translation="MHAKSLNIDSNRIGVAGVSAGGGLTAALSLLARDRKYPSICLQM
                     PLYPMIDDRNNTPSANEIKEGFVWNQRANEAGWKMYLGEMYGMDQIPAYAAPSRAEDY
                     SDLPYTYTFVGQLDPFRSETLTYVSKLAQAGVDVEFHLYPNAYHWFEGLNPNADVSIY
                     AVNEIVQAIKTGFKRVSKVEA"
     gene            complement(1404039..1405493)
                     /locus_tag="DJ46_1504"
     CDS             complement(1404039..1405493)
                     /locus_tag="DJ46_1504"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK64314.1"
                     /translation="MTKNLQLSAEEMRQLGYQAVDLIVDHMNHLKSKPVSETIDSNIF
                     RDKLIETIPENGSNPKELLHFLNNNVFNQITHVDHPHFMAFVPGPNNYVGVLADFLAS
                     GFNVFPTAWIVGAGAEQIELTTINWLKSMLGFPDSAEGLFVSGGSMANLTALTVARQV
                     KLNNEIENAIVYFSNQTHFSVDRALKVLGFKQHQICRIETDEDLKISVSTLRKQIKED
                     RLKGKKPFCVIANAGTTNCGAVDSLDELADLCGDEDIWLHADGAYGAAAILSEKGREL
                     LRGIHRVDSLTLDPHKWLFQPYDVGCVLIRNSQYLSETFRMIPEYIRDTETNIEEKVN
                     FGERGIELSRRFRALKVWLSFKAFGVTAFREAIDHGIMLAEQVEEFLRKEKDWEVVTP
                     AQLGIVTFRYIPCELTSTDTIHEINKKLVEEINQRGFAMLSTTKLKEKVVIRLCSINP
                     RTTKEEILQIMMNIKVLAEEINTTSKHLISVPQP"
     gene            complement(1405549..1412559)
                     /gene="dltA"
                     /locus_tag="DJ46_1505"
     CDS             complement(1405549..1412559)
                     /gene="dltA"
                     /locus_tag="DJ46_1505"
                     /EC_number="6.1.1.13"
                     /note="D-ala-DACP-lig: D-alanine--poly(phosphoribitol)
                     ligase, subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanine--poly(phosphoribitol) ligase, subunit
                     1"
                     /protein_id="AIK65377.1"
                     /translation="MHIKGRSSIHENKEVEAFWKEQLSSEVLDFSVFNSDNQLNKETP
                     CEFVQVIVNVEFSKSIQKISKSQDLLLFSWFQAALRVCLAHYTDQERVTISIPIIEKN
                     LEQSENLNKLIPLGSEIHPHHTFKQLVNEIEQTTLFGYENQEYPLSELLVKHNLTPFQ
                     IVIGMEGLHNENSLEEYAENNLVLWIRRKWNEIHNEFEFQISCKSRSFSSLQQFANSY
                     CYVLKQVSQNPNLALKDICIIAEEEKELLEGLNTFQTGIDLFQSFQDLFEAQVLKTPD
                     QIAVVCNDQSLTYRELNKKANQLASILQSKGVSKESIIGVMVDRSLEMIIGMMGILKA
                     GAAYLPIDPNYPTERIEYMLQDSQAKYLLSKRTEEVLPQFAGEVLYLDKEYLFQGEES
                     NLVREHNPNDLAYVIYTSGSTGNPKGVMIEQKSLVHFLNVMREKVKANQSFLFLASVS
                     FDISLLEICLPLTQGSKVVIATEDQFATKELAHLVKKHKVDLWESTPSRMEVILSDPE
                     GANFLKDLKSILLAGEAFSIDLVEKIRCISEATISNIYGPTETTICATVKDLSTSKEV
                     TIGKPNPNYHSYILNKYGQLKPFGIPGELCIAGVAVARGYLGKSKLTDEKFVPSPFAA
                     GEMMYHTGDLVRWLPNGELEYLGRMDHQVKIRGYRIELREIETQLREYPEINQVIVVD
                     QVYGNRKLLAAYYVSDNKVSFGEIRKYLSDKLPEFMIPEKMIQVEEIPLNPNGKVDRK
                     RLLDITQTDYVSIPYVAPRNEIEQKLVCAWEKVMEIEGIGIHDNFFALKGESIKALQV
                     INLLRKDCLKISTTDFFKHPTIAQLSSCVKLEHKEENFESRPTHVKDLSNPFSLTEVQ
                     IAYMLGRNSQFELSGISPQTYFEYETALDINCLSKSFQKVIHRHPMLRAVILPEGKQQ
                     ILQSVPDYEIEIVSLIDLDDRNQNARLQEERSRMTNHVFPLGQWPLFELKAFLLKEDK
                     YLLCFRYDALLMDGASMNIVGQDLLHYYYKPNQKLESLSFDFQDYMFIYDEMEQSEEY
                     KTAKDYWTSKLPDFPFAPSLLLKKGPAEIATPKFQSLTKILDNEKWTKLRKLAQEKEV
                     TPSALLCTIYGDVLAYWSNQRRLAINLTVFNRYPVHDEVEKIVGDFTSLILLDVDVKP
                     GQNFFTRVKETQSTLLDGLEHRHYDGVNFIRDFTRYHQMTPKAVMPIVFTSMLAGAGA
                     FSWEQLGSLRYIHARTPQVYLDNVVIEKNGELLISWNYVEELFDVDVIEAMFSQFVDL
                     LEQLVKQSDITSLQMKESDQTLIKQYNETTEKIPSTTLYQLFTDQVKRTPDEVAVVFE
                     QEWLTYSELHKRSNQIAHFLKEQGIGLGDKVGLLAKRRVDTIVNMLGILKAGAAYVPI
                     DSDHPLDRQTYILKNSSCKLLLEPSLYEENDLSFYTTEDMPAIAGPEDIAYIIYTSGS
                     TGKPKGVIITHQAVTNTIQDINQKYEVNEDDRIIGISSMCFDLSVYDIFGALSTGAML
                     VMIRDPRDMQELIRTVERRGITIWNTVPAIMDLALDQVGSHFEHSSLRLVLHSGDWIP
                     LSLPEKIKRHFPIAEVVSLGGATEASIWSIYYPVKQVKSHWNSIPYGMPLANQTYYVL
                     NYEKKMCPVGVIGDLYIGGVGLAKGYLNAEKKTNEAFVSHPDFGLIYKTGDCGKMHSE
                     GYIEFLGRQDYQVKIQGYRVELEEISHCLLTYKQVEHAVVIDQTDENGIKFLVAYVVT
                     EQNISTTELRKHLRDHLPDYMIPSYFVYLDQLPLTPNGKLDRKALPTPEKQKNEVFIA
                     PKTEMEKILTSIWQEVLKIDQVGVNDHFFALGGDSIKAIQVSVRLYRQGFELEPKNLF
                     SFPILRDMVQFVKKLDHFSSSQTNDVNIMNDNKAALLNIKDKQLNQQTLTKIQEKMPD
                     IKIEHIYPLAPFQEVIYEHATNEPDTNAYFEQTIWALEGELDIKLFIQCFQQLVNRYD
                     SLRTIIVQDEQAKPWQAVLYDVQINSEIKNLIEMTKQEQQEFLKQWMNENLSRGFKND
                     ELMTRLCIFQLGNNEHKVIWSSHHLLCDGWSVSILIDELFQLYETTNAGTMVELPMVK
                     PFETFIDWTLAQDHEKARHFWRDYLSGYNQKISIPKKKVPSKSEGLNFIFMDLTLDKD
                     LTNQLQTFVTKNNITMNTALLAVWGILLGKFNGTREVVLPNLVSVRPPEVEGIENMFG
                     LFTNVLPIRLAWTETQSFVDFLQKVQLETLKCNEYAYYSFVDIQKQSELKTELTDHLW
                     VFENYPTNPAIFSSNENRHFAITDYEVVDEPHVKYGIMCFPEEKLTIKFGFDQTVYEA
                     EKIQGILNHIHGLINMILQNPIQAIGDYKL"
     gene            complement(1412592..1413569)
                     /locus_tag="DJ46_1506"
     CDS             complement(1412592..1413569)
                     /locus_tag="DJ46_1506"
                     /note="antibiot_sagB: SagB-type dehydrogenase domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="SagB-type dehydrogenase domain protein"
                     /protein_id="AIK62544.1"
                     /translation="MSEKIYYWSPIKHWEKLHNEVLIGEMRFTGILSEWFPDFYFMAQ
                     KGVKISELVERFSLGNVEETQKNIELMIKNRVLVSNILHPREVFSSQEKIFPNPYSNQ
                     IRFSKEELDKYMSEQLNRTHVAARSTEIQLETTDELPTIIKERRSCRQFEMEKYISFS
                     EFSQFLSALRQVREEKIYYHYASAGGLYPIDIFVYIKPKRIEGMKAGFYYYNPSKNSL
                     VIVNNIDQVIKSDHELINQDLFTQSAFSVYLVYNANASIPKYGSDGYLFACIESGIIT
                     ATLNMVAETLNLGVCSVGHMKFEEIQQFLCLDNHQVFLHGLEVGLKINE"
     gene            complement(1414439..1416997)
                     /gene="pulA"
                     /locus_tag="DJ46_1507"
     CDS             complement(1414439..1416997)
                     /gene="pulA"
                     /locus_tag="DJ46_1507"
                     /EC_number="3.2.1.41"
                     /note="pulA_typeI: pullulanase, type I"
                     /codon_start=1
                     /transl_table=11
                     /product="pullulanase, type I"
                     /protein_id="AIK64080.1"
                     /translation="MQITKRLINKTVLLLTLIVMLSSIFSFQSVKAVSNSKTTEVIIH
                     YKEQSGNTKDWNLWIWGENSSGKSYEFTGEDEFGKYAKINIDGDYNRLGFIIRTNEWE
                     KDGGDRWIENIKDGRAEVWILSGDEKVYNSKPSSDLSIQKATIDSFHEITVTTNVPFN
                     IKEKKIEMEGIKIKSISPYDINSGDITNKVKIITEQKIDLKQTYKVKIENLADTNTEI
                     GKVIRSEEFDYLFYYGGNDLGNIYTPQHTKFRVWAPTASEAKLVTYKKWNDKIGTEIN
                     MQQGEKGTWKAELKGNQKGLYYTYKVKIGDKWTEAVDPYARAASVNGDKGAVVDLEET
                     NPKKWNTNKKPKLKNPEDAIIYELHVRDLSIQPESGIKQKGKYLGVTEKGTKGPEGVK
                     TGLDHMKDLGVTHVQLLPIFDYASVNEEKVNEPQYNWGYDPKNFNVPEGSYSTNPYEP
                     TVRITELKQMIQTLHDNNLRVVMDVVYNHMYNAAESNFHKLVPGYYYRYNEDGTFANG
                     TGVGNDTASERTMMRKFMIDSVTYWAKEYNLDGFRFDLMGIHDYETMNEIRKAVNQID
                     PSIILHGEGWDLNTPLAAELKANQKNAEKMKGIAHFNDNIRDGLKGSVFEEKENGFVN
                     GKENMEDRIKKGITAGIDYDTNSSTYQDPEQVLTYVEAHDNHTLWDKLELTNPGDSEE
                     VRKQIHKLSSSILLTSQGIPFLHAGQEFMRTKYGDHNSYKSPDSINQMDWLRRATFNN
                     EVDYMKGLIELRKKYPAFRMTSAEQIKTHVSFIDAPKNTVTYTIEGNKHEYFTVAHNA
                     NREAVEITLPSKGPWKVLVDGKQAGSKPLYVVHDNKIKVPALSSIVLKSEKPIK"
     gene            complement(1417480..1419183)
                     /locus_tag="DJ46_1508"
     CDS             complement(1417480..1419183)
                     /locus_tag="DJ46_1508"
                     /codon_start=1
                     /transl_table=11
                     /product="thermolysin metallopeptidase, catalytic domain
                     protein"
                     /protein_id="AIK61530.1"
                     /translation="MKNKKTLTKVALTTGLALTAVAPYGVGHAEETDQLQVQIQEESF
                     RSGELTQPSQKAPENVVKDALKEKTEQALSPKQVNGETGVDYKVLQKRGSYDGTTLVR
                     IQQTYEGKEVYGHQLTAHVDNSGVIKSVSGDSAQNLKQEELKKPINLSKDEATQYIYT
                     KYGNDINFISEPEVKEVIFVDENNGQASNAYQVTFEAATPNYISGTYLINAQNGDMLK
                     NMVQESNLKASEKLVGALKKSKKSSLTSLTGTGKDDLGISRSFGISKQSNGKYALADY
                     TRGQGIETYDVNYRDITKEESYYPGTLATSTSTTFNDPKAVSAHYLATKVFDFYKDKY
                     NRNSFDNQGQKVVSVVHAWDSGDTNDPKNWQNALSANNGSMLVYGDPIVKAYDVAGHE
                     FTHAVTSSESNLEYYGESGAINEALSDIMGTSIEKYVNNGSFNWTMGEQTGSVFRDME
                     NPTSVPSSLGVPYPDDYSEFNDFNGWDQGGVHFNSSIINKVAYLIAKGGTHNGVTVKG
                     IGEDKMFDIFYYANTDELNMTSNFKELRSACIRVATNKYGANSAEVQAVQKAFDAAKI
                     K"
     gene            complement(1419643..1420620)
                     /locus_tag="DJ46_1509"
     CDS             complement(1419643..1420620)
                     /locus_tag="DJ46_1509"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-finger family protein"
                     /protein_id="AIK65342.1"
                     /translation="MTCYEMGSIQSYIDGELSREERKQFIKHLDKCKECQNLLIELTE
                     LNQWEHSTLAEEKLHEIPEINIDVEKAWQTFNSYNHTNNVFSTNQTIERKQGVFSNMN
                     KKSKRFMYTAVAAIGIFTIAMIPQVQVAATNIASYFANEVLNDTVVNEGSKDENGVQQ
                     KGMLKGQFIPIDEKITDQGVTVHFKELYVADARISVHYRVEKADGTLMPFEFDTTGLD
                     IKSDGKVNGQQEGNPEYNTGNGMFSQLSFIQGEDNLPFELLSEGKKLEHVGIRDKDRP
                     EGVITFVEGPEGKDSFKQPLTLDVNINKIGKIVGSWKGQFQINPGKVNK"
     gene            complement(1420621..1421151)
                     /locus_tag="DJ46_1510"
     CDS             complement(1420621..1421151)
                     /locus_tag="DJ46_1510"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK64659.1"
                     /translation="MQTIKSEERNVSHITFEALFKQNYAYVVKQIIWIIKEQTVAEEL
                     AQEVFLQLYHSDWKAIENLRAWLIKSSTYVAYNYIRSEKRHQARIDKETQYQEVQIDS
                     SLDDEWIRKEEITKVQMVLRKMKEQDRTILLMKFSGFRYKEIAQVLQIDDSSIGTMLA
                     RAKLKFRKIFEQMEGK"
     gene            complement(1421402..1421881)
                     /locus_tag="DJ46_1511"
     CDS             complement(1421402..1421881)
                     /locus_tag="DJ46_1511"
                     /codon_start=1
                     /transl_table=11
                     /product="gyrI-like small molecule binding domain protein"
                     /protein_id="AIK62155.1"
                     /translation="MKVIIKNLPSLEVAFIRRTGSYFEPQDHWGKLLNWSIENKLYPL
                     EQSFIGISLDNPELVASHMCRHDACVTIPKNFEKEQHEDVQFKSVDGGLYALYQFYDE
                     PHKLSEVYRYMYAVWLPNSEYSADYDRDNLEFCMNNVAEDLEGKLKVDLFVPIKKNK"
     gene            1422330..1423637
                     /gene="secY"
                     /locus_tag="DJ46_1512"
     CDS             1422330..1423637
                     /gene="secY"
                     /locus_tag="DJ46_1512"
                     /note="3a0501s007: preprotein translocase, SecY subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecY subunit"
                     /protein_id="AIK64651.1"
                     /translation="MFRTISNFMRVAEIRRKILFTLAMLIVFRIGTFIPVPHTNAEVL
                     KIQDQANVLGMLNVFGGGALQHFSIFAVGITPYITASIIVQLLQMDVIPKFSEWAKQG
                     EMGRKKSAQFTRYFTIILAFIQAIGMSYGFNNIAGGQLITDQSWTTYLFIATVLTAGT
                     AFLLWLGEQITANGVGNGISMLIFAGLVAAIPNVANQIYLQQFQNAGDQLFMHIIKML
                     LIGLVILAIVVGVIYIQQAVRKIPIQYAKAVSGNNQYQGAKNTHLPLKVNSAGVIPVI
                     FASAFLMTPRTIAQLFPDSSVSKWLVANLDFAHPIGMTLYVGLIVAFTYFYAFIQVNP
                     EQMAENLKKQNGYVPCIRPGKSTEQYVTKILYRLTFIGAIFLGAISILPLVFTKIATL
                     PPSAQIGGTSLLIIVGVALETMKTLESQLVKRHYKGFIKKRIK"
     gene            complement(1423652..1424677)
                     /locus_tag="DJ46_1513"
     CDS             complement(1423652..1424677)
                     /locus_tag="DJ46_1513"
                     /note="dnaA N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62159.1"
                     /translation="MKINWTEVKGKIRPQISKPSYETWFTNTTVYLEDDILTIYCPNE
                     FARDWLESHYKELVFNTLREMFNTSFEIQFDLCNGEPSNLKDVQKEKLSSWDEVKKAL
                     RPKIAEKTFMTWIRNTNATIKDNKVIIFCEDAFHRDLLEGEYKNIISSTVQKITDEEY
                     QIWFEIGSSATSKAQVHHMKNNQRTSGQEESKTIWNKIKDKMQLKISRPSYETWVKET
                     TARINEDSLIIYFENEFQQEWVKKSYKDLISQIAKELTGNTYEIQFELKSNTTSNNEK
                     STIKDITSELGERFKVSNNSLKYNDVDESNKRIRALEEKIMNLEKVIGTLVEKLDAVE
                     LKTQLEK"
     gene            complement(1424812..1425729)
                     /locus_tag="DJ46_1514"
     CDS             complement(1424812..1425729)
                     /locus_tag="DJ46_1514"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK61903.1"
                     /translation="MVIFNYILVCIIFGTTFLTIKIGIEAGAPPLFSAGIRFFLAGVI
                     LMIIFKLKRKEIMPHIFSRRIIYAGFCLTFMTFATLYWAEQYISSGLAAVLSATGPMM
                     ILLLQTKRNKTKLKKEQLLALIIALIGVVFVSLPGMHQEISFIWSIACFVLIIGELFY
                     GIGSIRSKEILSDLQSVSLFLINGIQMFYGGVLLLIVSFIVEQPNVTVLASWSVQWPI
                     LYLIFIGSIGGHGLYYWLLSKTNPVFPSTWLYVSPLIAIIVGYIILGEPLNPIMGIGA
                     CFILVGVFLANRSTLRTYFKQGRLFEKEM"
     gene            1425876..1427309
                     /locus_tag="DJ46_1515"
     CDS             1425876..1427309
                     /locus_tag="DJ46_1515"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK64762.1"
                     /translation="MKIVLRKESNIPYYKQIYMQIVERIQSGMLSHGDSLPSLRSMAE
                     DLQINLLTVRKAYKHLEKKEYIRIEQGKGAYIHKHVKKDSKPIPYKWQQTKTINVMRS
                     QYAMNQHRKYYDFSQAILYPRLLPNPFLADEMHKILNKDKMILATYGPVQGDYELRVE
                     IANYLNEHQKLVTDPSQLLITSGAQQGIDLIAQTLLKPGDIVLVESPCYSAALDIFIN
                     KGAQIIPVSLDNHGVRSDLIDDICQSKNPVLLYTNPTFQNPTGTVMSKERRMELIELA
                     ELYEFFIIEDDSFGEIYFEDAIVPPPIKNFDTNGHVLYIKGFSKTLAPGLRIASLIAD
                     GPIFAWLYAVKGSMDIGSPLLTQKALLPFLRAERMKHHLEKLRTALQIRRDITIDMLS
                     PLKEIQFEIPDGGFNLWITLPNSIDPFTLLQKANEVDVSFLPGTACLLHNDINNNQFR
                     ISYSMLNEKDMLIGLEKLHDTIRKFKL"
     gene            1427669..1428532
                     /locus_tag="DJ46_1516"
     CDS             1427669..1428532
                     /locus_tag="DJ46_1516"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK61293.1"
                     /translation="MTEKIFKINGIDICTESFGNPKNPAILLIMGATCSMIYWDEEFC
                     ERLANSGKFVIRFDNRDVGRSVAYEPGTSNYTVTDMAEDAIGVLDAYHINKAHLFGMS
                     LGGMIAQIAAVKHPERVLTLTLLATSIIGSDNNTRDLPPMDERILTHHANGKHLDWTN
                     ENVVAEYLVSGSRLLCGSKRTFDEIRVYNQVKQEMERANNLLSMFNHALLQGDDAYEG
                     VLHSIQAPTLVIHGTDDTALPFEHGLALIDEIPNSVLLTLEGAGHENHPDDWENIVHA
                     VTEHTAKIIDK"
     gene            complement(1428669..1428977)
                     /locus_tag="DJ46_1517"
     CDS             complement(1428669..1428977)
                     /locus_tag="DJ46_1517"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61587.1"
                     /translation="MRSRRYKRGDRVKINIHKSVSPEMLAWLNKQSNPTNFFFFAAQQ
                     LFKQVGDIDVSKAIPSSHVFSLYVEPSSLLKVEVNPFKNVPLEANKSTDNIKKIMGSC
                     "
     gene            complement(1428989..1430158)
                     /locus_tag="DJ46_1518"
     CDS             complement(1428989..1430158)
                     /locus_tag="DJ46_1518"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65540.1"
                     /translation="MSILLKAGADAGNNGLKLMVKGQDPIFIPSIYALYIGEPTGLLD
                     EGDVSLSELENHIDVTISSPSLMLNNVRYIVGEKVIQDQLKGTEVEKKSNKSTDELMV
                     ITILSGLAVSAMRQSPTSSHINIRYDLSVALPMQLITQEIAAENAKRYMGNHKVVFHY
                     PNGRDVTINISIEYCKCLPEGASGTWGIVYDEEGNVVKHKIECEQNKVSEIDFVDKTL
                     LSFDIGAGTTEEVVSLGVNFRPQLSKGLSYGVKETLLQIITRWNRKYPTKTIDSITEF
                     NQIYLNDKHPRNALLVEESQPALLGLAARVATDIINKIDDMKDDPYVFIYGGGAVIIK
                     NSLKMILKQKGRLTNVIFVDNPLFTNARGLLVYTCSPKYREHKQKELGFTNLTIS"
     gene            1430368..1430772
                     /locus_tag="DJ46_1519"
     CDS             1430368..1430772
                     /locus_tag="DJ46_1519"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65445.1"
                     /translation="MNHKKFIFMIIVLSLLGVLIHGVYKYITEGEILGGTIFTSAIII
                     SYLINHITWGDPHGVSKESQDEMGQQITYKSSKIAYFTLVVVMFLILLFSEGFSMGAN
                     LDGVKNFPLFIALCSSFFIYPIIELIVAKQYK"
     gene            complement(1430817..1431353)
                     /locus_tag="DJ46_1520"
     CDS             complement(1430817..1431353)
                     /locus_tag="DJ46_1520"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66380.1"
                     /translation="MTIYIALLRGINVGGHKIIKMADLKQAFESIGLKQVKTYIQSGN
                     IVFKSEEDITFLKERIQSEIKNVFGFDVPVMLRTYAEFTNIIKICPYEADSLLEGESM
                     HIAFLANELSKKEKDQLLIYKNMNEDCYIHEKVVYLFFKTSIRNSKLMNQFQKIHTPA
                     TVRNWRTVNKLKAIVESI"
     gene            complement(1431370..1432437)
                     /locus_tag="DJ46_1521"
     CDS             complement(1431370..1432437)
                     /locus_tag="DJ46_1521"
                     /codon_start=1
                     /transl_table=11
                     /product="fusaric acid resistance family protein"
                     /protein_id="AIK61384.1"
                     /translation="MNQVRKWNIIGGRVIKTGIAVFLTVLVCEFFNIPTIFAVITAIV
                     TIEPTATDSIKKGLVRFPASTIGSAYAMTFTFFLGHQALSYALAAMFTIVTCQKLRLH
                     AGTLVATLTAVAMIPITADHYFTAFLIRLATTSTGIIVSTVVNFFILPPHYVKTISGC
                     TEELFVKTANIMEEWLTALMDGKVIIKETTYNLSKLTVLLHKAVQFVQYEQKDWKYHR
                     HTKKEMRSFLLVQKQLHLLQQIIYHIDNLARAPIETCDWSQNEKEILRRTIHSIISIL
                     RNHCEEIDEEHFKLIDELDKQFWTNKNDLAHCKPNQYHHHFSSKSIILFEVLSIHDML
                     EELKQIFEKYESENQLNCSVH"
     gene            complement(1432492..1432989)
                     /locus_tag="DJ46_1522"
     CDS             complement(1432492..1432989)
                     /locus_tag="DJ46_1522"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK65212.1"
                     /translation="MNIHTGEIQLVPYKEEYKEVIETFTLPSEQVQFTSDPAELLKKA
                     KNDRTKNVIVILDYNGVPVGLFALQTGDRVQEFTENESALLLTSFSINHNRQRKGYAK
                     KSLALLQEFVQRYFPIKNEVVLAVNEKNIPAQNLYEKVGFQDKGLRRMGPIGQQIIMH
                     LPIMK"
     gene            complement(1433015..1433371)
                     /locus_tag="DJ46_1523"
     CDS             complement(1433015..1433371)
                     /locus_tag="DJ46_1523"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61588.1"
                     /translation="MMKKSTLILCSLCLGFSMTACEQKKEVKKQTATSSTVMENQKKE
                     SININHFSNINEGMTYKEVKDLIGFEGDLLIEEGVEHSTQIKQIFAWKGSNPTALVEI
                     TFLDGKVHSKVQQGLS"
     gene            complement(1433484..1434080)
                     /locus_tag="DJ46_1524"
     CDS             complement(1433484..1434080)
                     /locus_tag="DJ46_1524"
                     /note="spore_YhcN_YlaJ: sporulation lipo, YhcN/YlaJ family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation lipo, YhcN/YlaJ family protein"
                     /protein_id="AIK62091.1"
                     /translation="MKILIYILMVCFLITGCSIGKKDSPNEKSEQKNVSMKNVNYTNK
                     SNKPNEKAADHLASLAASVPGVNDATAVVVGKYAIVGIDVKAKLDRTRVESIKYSVAE
                     SLKNDPDGANAVVVADVDTYERLKQIGKQIKKGKTGEGILDELAAIVGRVMPQVPNDM
                     IENKETNPIQDNDKQLPKDEEQELRKEQNDQSNNHLNK"
     gene            complement(1434107..1435447)
                     /gene="ypeB"
                     /locus_tag="DJ46_1525"
     CDS             complement(1434107..1435447)
                     /gene="ypeB"
                     /locus_tag="DJ46_1525"
                     /note="spore_YpeB: germination protein YpeB"
                     /codon_start=1
                     /transl_table=11
                     /product="germination protein YpeB"
                     /protein_id="AIK62093.1"
                     /translation="MLRGIIIVLLTIGVVGTGYWGYKEHQEKNAVLIRAENSYQRAFH
                     DLAYEVDLLHDKIGTTLAMNSRASLSPALADVWRLTSEARSDVGQLPLTLMPFNKTEE
                     FLANIGDFSYRAAIRDLEKEPLNDQEYKTLQTLYSNAGNIQDELRKVQHLVLKNNLRW
                     MDVEMALASNRDPADNTIIDGLKTVEKNVTSYSSTNFGPTFTSAQKNKKGGFEAEGKA
                     ISKDEAGKIAKSFLNLKGNEKVEVEKSGKGAKESFYSVKIKDEATNNEFYMDITGKGG
                     YPIWVMNNREIKEQKISLNDAGSKGLKFLKDHKFNNMELYDSSQYDNVGVFTYVVNVN
                     GVRIYPEAIQMKIALDDGSIVGFSAKEYLASHQKRTVPSAKLTAAEARKKINPDVKVM
                     EERKAVVVNDLHNEVLCYEFVGTLGKDTYQIFINANSGAEEKVKKMQAVEKIYD"
     gene            complement(1435463..1436224)
                     /gene="sleB"
                     /locus_tag="DJ46_1526"
     CDS             complement(1435463..1436224)
                     /gene="sleB"
                     /locus_tag="DJ46_1526"
                     /note="spore_SleB: spore cortex-lytic enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="spore cortex-lytic enzyme"
                     /protein_id="AIK63791.1"
                     /translation="MRQKAIFKIAVLLAFIGLSLMVSSIQLKNVEAFSNQVIQRGASG
                     EDVIELQSRLKYNGFYTGKVDGVFGWGTYWALRNFQEKFGLPVDGLAGAKTKQMLVKA
                     TKYDKSTANKGNSGGTAQENKPSQNKGTNVPNGYSQNDIQLMANAVYGESRGEPYLGQ
                     VAVAAVILNRVTSASFPNTVSGVIFEPRAFTAVADGQIYLTPNETAKKAVLDAINGWD
                     PTGNALYYFNPDTATSKWIWTRPQIKKIGKHIFCK"
     gene            1436370..1436702
                     /locus_tag="DJ46_1527"
     CDS             1436370..1436702
                     /locus_tag="DJ46_1527"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63438.1"
                     /translation="MRKLLKRVGLVILLLTTCSNIYTGSSIVHAQPPYAKWGKLAVEK
                     TKEQYPKAEIIDYLHIGRKPKTVQITVEKFKLWLREDGKEYGVFVDVEFETKSEKFIK
                     VSFQKTSR"
     gene            complement(1436803..1437732)
                     /locus_tag="DJ46_1528"
     CDS             complement(1436803..1437732)
                     /locus_tag="DJ46_1528"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK62472.1"
                     /translation="MDFKQLENKFEKKKVNTFLVYQKGELTTEYYKTPECANNLYKIN
                     SITKSIVSILIGIAIDKGYINDIHTPITEWIENVSEEKQDLTLYHLLTMTTGEDWKEF
                     GNGVVFPNDFVESDNWVQYILEKPMIEEPATKMNYNSGSSHLLSYIIQKATGMPTEQF
                     AKKYVFDPLEITEYEWQQDPQGIHVGGFGMKMKSKDLLKLGILCLQNGYWQENEIISS
                     KWLEESSTALFETYEHVGAYGYHWWVLNNERFHIPYCMYFAMGYSGQYIIIIPQLELV
                     AVISSHMPKRGLVPLKLFIEHIQENCNFQQGHK"
     gene            complement(1437849..1438688)
                     /gene="kynA"
                     /locus_tag="DJ46_1529"
     CDS             complement(1437849..1438688)
                     /gene="kynA"
                     /locus_tag="DJ46_1529"
                     /EC_number="1.13.11.11"
                     /note="trp_2_3_diox: tryptophan 2,3-dioxygenase"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan 2,3-dioxygenase"
                     /protein_id="AIK62620.1"
                     /translation="MKENEKVIMEKGIHTDFKENMTYGEYLQLDSLLSSQKRLSDHHD
                     EMLFIVIHQASELWMKLILHELNAAIESIKQDKLQPAFKMLARVSKIQSQIIQSWDIL
                     ATLTPSEYIEFRDSLGQASGFQSYQYRMIEYALGYKTPHALKIYEKDPELHARLHTAL
                     HAPSLYNVAIQALVKEGFPIHKDVLNRDITQPYEEDATVEAAWLEVYADVKKYWNLYQ
                     LAEKLIDIEDWLQQWRFRHMKTVERIIGHKMGTGGSSGVSYLKRVLDQRFFPELWNVR
                     TKL"
     gene            complement(1438722..1439351)
                     /gene="kynB"
                     /locus_tag="DJ46_1530"
     CDS             complement(1438722..1439351)
                     /gene="kynB"
                     /locus_tag="DJ46_1530"
                     /EC_number="3.5.1.9"
                     /note="trp_arylform: arylformamidase"
                     /codon_start=1
                     /transl_table=11
                     /product="arylformamidase"
                     /protein_id="AIK62653.1"
                     /translation="MKTSKWIDISQPLNNDIATWPGDTPFSYEVLWSKEESGSVNVGK
                     LTMSIHTGTHIDAPFHFDNDGKKVLDLDIQVYVGPTRIIDVSNLESIGKKELEKFHLE
                     GVERLLLRTSSHGKANEFPDIIPHLRADIAPFLSEKGIRLIGVDVPSVDPLDDKELAA
                     HHQLFKHSIHILENVVLDHVADGDYELIALPLALSDADGSPVRAVIRPI"
     gene            complement(1439354..1440640)
                     /gene="kynU"
                     /locus_tag="DJ46_1531"
     CDS             complement(1439354..1440640)
                     /gene="kynU"
                     /locus_tag="DJ46_1531"
                     /EC_number="3.7.1.3"
                     /note="kynureninase: kynureninase"
                     /codon_start=1
                     /transl_table=11
                     /product="kynureninase"
                     /protein_id="AIK65790.1"
                     /translation="MYKEPFQPTYEYALECDKHDELKDFQTEFYKKEGTIYLDGNSLG
                     LLSKRAEKSLLTLLDSWKEYGIDGWTEGEHPWFFLSEKLGELTAPLIGALPEETIVTG
                     STTTNIHQVIATFYEPKGIRTKILADELTFPSDIYALQSQIRLKGLDPDEHLVRVKSR
                     DGRTLSEDDIIQAMTDDIALILLPSVLYRSGQILDMKRLTAEAHERGIHIGFDLCHSI
                     GSIPHHFKEWDVDFAIWCNYKYLNAGPGGVAGLYVNKKHFNRLPGLSGWFSSRKDKQF
                     DMEHTLTAADHAGAYQIGTPHVLSTAPLIGSLEIFKEAGIERLREKSLHITRFMLNLI
                     AHELSDFGFTIGNPLEDEKRGGHIYLEHAEAARICKALKANGVIPDFRAPNGVRLAPV
                     ALYNTYEEVWQSVMILKKIMKDEEYKQFENKREVVA"
     gene            1440800..1441411
                     /locus_tag="DJ46_1532"
     CDS             1440800..1441411
                     /locus_tag="DJ46_1532"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK61896.1"
                     /translation="MKNTTLSSRKHRSLETKKKLLHSGYTIFIRNGFQKTTITQIIKH
                     AETGYGTAYVYFKNKDDLLIVLMEDVMNQFYNIAERSFSPQTTEEARTMIQNQVKAFL
                     QLAEKERAILQVVEEAIGLSKEIRQKWDEIRERFINSITQDITYSQESGLAHSKLNKE
                     IVARAWFAMNEMFLWTIVQNDKKLELEEIVHTLTEMYTTGLYK"
     gene            complement(1441447..1441884)
                     /locus_tag="DJ46_1533"
     CDS             complement(1441447..1441884)
                     /locus_tag="DJ46_1533"
                     /codon_start=1
                     /transl_table=11
                     /product="mutT/NUDIX family protein"
                     /protein_id="AIK64002.1"
                     /translation="MSMSLYYKKIREQLGHELIFIPSVAAVIKNEQGEILFQYPGGEY
                     WSLPAGAIEPGETPEEAVVREVWEETGLKVQVKKQKGVFGGEEYRHTYPNGDQVEYIV
                     VVFECEITSGKLKSIDGESLKLQYFSLSEKPPLALPYPDKIFL"
     gene            1441981..1442784
                     /locus_tag="DJ46_1534"
     CDS             1441981..1442784
                     /locus_tag="DJ46_1534"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetyltransferase family protein"
                     /protein_id="AIK64947.1"
                     /translation="MNQVQLVNSFLSFLDTTKQPTSLKFLNELIKAHQEKIKWETLTK
                     IIDWEKGNETGNYFPSIETYINRITTKGLGGTCWTHSIGFHWLLSNLGFDVHYMYMDP
                     GHLCLRVNLDQPYYVDVGYCAPLFKAYPLYESFQVSNVRETFTYEVSNNRIKIARNPG
                     PAKILHTDPIHLSSMKELITKSNDWHTSPVLKKIQIFGYIDGIPTSINNNVLKRYFQG
                     KKREHIITSSELNYWITERFCVDKEIYERAIEIFNEKSSNSKSVTHGIE"
     gene            complement(1442812..1443270)
                     /locus_tag="DJ46_1535"
     CDS             complement(1442812..1443270)
                     /locus_tag="DJ46_1535"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66040.1"
                     /translation="MSFAIEIVIKAPMDVVCDYIIEDEKIKEWNTFMIENRYPSNIDK
                     ENPRVGDKYISVQKVGKKILEAEVEILEYDTPHIISLGSEMKQGYSAMTYMLEEDEEG
                     TALTLISEYEPSNFYYKIMYKLTGWISRGLAMEQMERLAECVETAYHKEV"
     gene            complement(1443422..1443655)
                     /locus_tag="DJ46_1536"
     CDS             complement(1443422..1443655)
                     /locus_tag="DJ46_1536"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62925.1"
                     /translation="MNRIVTVLLAIIIMGYSIYSWNDTSELSMLILQTLLGFMLVSLG
                     VQNFKNKENRSMGIVLLLVALYLIVVSLVKYLA"
     gene            complement(1443792..1444049)
                     /locus_tag="DJ46_1537"
     CDS             complement(1443792..1444049)
                     /locus_tag="DJ46_1537"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62643.1"
                     /translation="MKYIEIGFGNRWFVRTETENKDGTEFEERGIIKPIYLESLYVRM
                     WFRKTCLILDTKEGFKKVKKRRIEYKFIFGIVSRLAKEKVG"
     gene            complement(1444161..1446011)
                     /locus_tag="DJ46_1538"
     CDS             complement(1444161..1446011)
                     /locus_tag="DJ46_1538"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AIK62534.1"
                     /translation="MLASPFYLHTWKKFVDEGVLDSNRINERISESWYRCKQANVNPH
                     MNKGQKILSSNIFQDQKKKSEIFLDIAIPQIQNMRKTIDELQMMALLIDPDGYVLSLS
                     GNEQTLKRAKHINFIEGVKWTEAAVGTNAIGTALEIEEAIMISGTEHYSVASHSWSCA
                     AAPIHNDDGKLIGVLDFSCPIEFSHPYMLGMVTSIAHAIERECSIRVHQNELHLIHRF
                     LDVIDSNEQVVICNHRNVIVSASKRIRERVTNWSRMKLEDLMYYGLKTKLEVPVYSNN
                     RMIGKCIYVKENKQEKVFSTSLFINGITFPGVIGTSDAFQHTLEEIKLVSPTDASVYV
                     CGETGVGKEYVARAIHENSPRKNGPFIAVNCGALPKELMESELFGYAEGAFTGARRQG
                     YKGKFEQADGGTIFLDEIGEVPPEMQVALLRVLQERTVTPIGSSKEVPVNIRIITATH
                     KDLLRLVEEGKFRQDLYYRLHVYPLYVPSLIERKEDIPYFIKHFCKRKNWNVVFPKSI
                     CNQFSQHTWPGNIRELLNALERIYILSQGREICEKQISFLLQTMMRNQHQLELQTENK
                     TEDTLNFREKIQRDSMIEALEKTNGNVSSAAKLLDVPRSTFYKRMQKYKL"
     gene            complement(1446136..1446303)
                     /locus_tag="DJ46_1539"
     CDS             complement(1446136..1446303)
                     /locus_tag="DJ46_1539"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62012.1"
                     /translation="MKTKLYFSVASTILFAIAVIIFFINGNPQMWFWLCIFFASIIQN
                     IVLLKKNKEAH"
     gene            complement(1446327..1446665)
                     /locus_tag="DJ46_1540"
     CDS             complement(1446327..1446665)
                     /locus_tag="DJ46_1540"
                     /codon_start=1
                     /transl_table=11
                     /product="NIPSNAP family protein"
                     /protein_id="AIK62576.1"
                     /translation="MFYRRKYYIVKNEFVEIFNGHFNNTNLPNQLKYGSRLIGRWMKD
                     NKNGTTEVFAIWEYDSYEQYKEIESKIRNDEKHIRKIHEWYEKHGGREYVLQEYIVEM
                     KNEELVCTVK"
     gene            complement(1446693..1447235)
                     /locus_tag="DJ46_1541"
     CDS             complement(1446693..1447235)
                     /locus_tag="DJ46_1541"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK66073.1"
                     /translation="MIIKRQEFHINGLTYTIRSAAETDAEQLSEIRVQIDGETENMDR
                     EAGEGFIDKIGFQNIIKTDSEESKNLFLVAEVHDRIVGFSRCEGSNLKRLSHKIEFGV
                     CILKEFWGYGIGKSLLGQSIHWADENEIKKISLQVLETNEKAIQLYKKLGFEVEGILK
                     NDKRLSDGKYYNTVVMGRCI"
     gene            complement(1447248..1448018)
                     /locus_tag="DJ46_1542"
     CDS             complement(1447248..1448018)
                     /locus_tag="DJ46_1542"
                     /note="deoR C terminal sensor domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64173.1"
                     /translation="MFTEERREKILELLKKNGRVIAKDLAESFDMSIDSIRRDLSIME
                     KDGLLKRTHGGAIELARVRNLATKPLKRYSNGSVYEDAIAKIAASYIQEGDSVFIGGA
                     SIHYAMLKYLPETSFTVITNALEIASTLQEYKNIDMYLIGGMVKPSGNMTDTLASELI
                     SRFSIDLNFSTGDGISLNGISTATPEVAFFSKTVSKIARRNICLAPHNKLGIDYFIKG
                     ESLIEIDLIITDSEASKETIQEFEKQGKEIVIASIDYV"
     gene            1448269..1448766
                     /locus_tag="DJ46_1543"
     CDS             1448269..1448766
                     /locus_tag="DJ46_1543"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64118.1"
                     /translation="MKSIMKVTCTALLFTGLMAGCNGNTAPKQEKSAIEKNAMHYGEI
                     VKNEYYRATVENAKFEKIDKERRITTRVMINNVRDDGQTIDLSEIKYFIQDEKTGQKY
                     EGEAHPIYDEHYKNVPHEFSLTTDVVFELKTSPKDLNNMYLYIDSKAAPLTDTYWKLD
                     HLVSK"
     gene            complement(1448826..1449428)
                     /locus_tag="DJ46_1544"
     CDS             complement(1448826..1449428)
                     /locus_tag="DJ46_1544"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK65684.1"
                     /translation="MNNFWNDRYKSDEYFYGETPNVFIKEQAFRLINHNKVIAFAEGE
                     GRNAIFLAKQGHKVTAIDYSEDGLEKTKKLAKKHNVEVHTKKVDLLADSLPVDEYDAA
                     IMVFGHFHNDHQKMILDKMIQTIKPGGLIMFEVYSKKQINYGTGGPKDVDMLYDPIDI
                     LTWCEKHKVIHFFNGEQERVEGKGHTGLADVIQVVISKSI"
     gene            complement(1449461..1450366)
                     /locus_tag="DJ46_1545"
     CDS             complement(1449461..1450366)
                     /locus_tag="DJ46_1545"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridine nucleotide-disulfide oxidoreductase
                     family protein"
                     /protein_id="AIK64752.1"
                     /translation="MKYIDCAVIGAGPAGLNASLVLGRARKQIALFDNNTNRNRVTQN
                     SHGFITRDGIKPEEFKEIGLNEVMKYPSVHYYEKTVVMITKQSTGLFEIVTKDHTKYL
                     AERVLLATGMQEEFPSIPNVREYYGKSLFSCPYCDGWELKDQPLIIISENEDHTLHMT
                     KLVYNWSTDLVIATNGNELSQTIMDELSNKNIPVITESIRTLQGEGGYLKKVEFHSGL
                     RIERAGGFIVPTFFRPNQFIEQLGCELQSNGTFVIDDFGRTSEKNIYLAGETTTQGPS
                     SLIIAASQGNKAAIAINSDITDERF"
     gene            complement(1450460..1450861)
                     /locus_tag="DJ46_1546"
     CDS             complement(1450460..1450861)
                     /locus_tag="DJ46_1546"
                     /note="rrf2_super: Rrf2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="Rrf2 family protein"
                     /protein_id="AIK63756.1"
                     /translation="MKYSKATNYALHTMLFLAKATPNKLVSVHQLAEMQNVSPTYLSK
                     ILTKLTKEGMIHSSSGPKGGYSLSHNWEDISFLDIIHAIEGKTSLFECCLHEKPGCLI
                     NEAMLAAEEKMEEELRNQKIVDLAKKIKVDF"
     gene            complement(1450919..1451035)
                     /locus_tag="DJ46_1547"
     CDS             complement(1450919..1451035)
                     /locus_tag="DJ46_1547"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66159.1"
                     /translation="MDDLEQAYKDNYNSIKERLAQPMYYLKRDNFAWSITNV"
     gene            complement(1451057..1451323)
                     /locus_tag="DJ46_1548"
     CDS             complement(1451057..1451323)
                     /locus_tag="DJ46_1548"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63018.1"
                     /translation="MKYFNKDWYKEMQVSGFLNFSETVEEWEEMLRESEKIGMDYKQS
                     LREDAEEKKEDLLKFLPKSLHPYIHDNTINSEYPSEKLKKLMLE"
     gene            1451545..1452141
                     /locus_tag="DJ46_1549"
     CDS             1451545..1452141
                     /locus_tag="DJ46_1549"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65914.1"
                     /translation="MLKKLVAGTLVAGFALTGGLGAVSAEEKGNTIKSFDYLKVDEQN
                     VNSFAKLSDQEKKDIQITMVLPEQNENGDWLAYGFTSRETLDAYIEKDKKVLKNKINP
                     LGSGAGSTDFYEHINKGGQYIYWSSGFKNLPSSWNDRISSVSTASPSASYSTTLWEHT
                     STQGYGKGVVFKHADWYGKTANLAPEWNDKTSAIDVKK"
     gene            complement(1452224..1453603)
                     /gene="lpdA"
                     /locus_tag="DJ46_1550"
     CDS             complement(1452224..1453603)
                     /gene="lpdA"
                     /locus_tag="DJ46_1550"
                     /EC_number="1.8.1.4"
                     /note="lipoamide_DH: dihydrolipoyl dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoyl dehydrogenase"
                     /protein_id="AIK64639.1"
                     /translation="MSKLVVIGGGPAGYVAAITAAQNGKNVTLIDEADLGGTCLNVGC
                     MPTKSLLESAEVHDIVRKSNHYGVTLNNGSISIDWKQMQVRKSQIVTQLVQGIQYLMK
                     KNKIKVIQGKAKFETDHRVRVTYGDKEIVVDGEQFIIATGSEPTELPFAPFDGKWILN
                     STHAMSLKNIPKSLLIVGGGVIGCEFASIYSRLGTKVTIVEMAPQLLPGEDEDIAHIL
                     RGKLENDGVKIFTGATLKGLNSYKKQALFEYEGGIQEVNPEFVLVSVGRKPRVQQLNL
                     EKAGIQYSNKGISVNEHMQTNVSHIYAAGDVIGGIQLAHVAFHEGTTAALYASGEDVK
                     VNYHAVPRCIYTAPEIASVGLTEKDAKEQYGDIQIGEFPFTANGKALIIGEQTGKVKV
                     IVEPKYQEIVGISIIGPRATELIGQGTVMIHTEVTADIMRDYIAAHPTLSESIHEALL
                     QAVGHAVHA"
     gene            complement(1453619..1454815)
                     /locus_tag="DJ46_1551"
     CDS             complement(1453619..1454815)
                     /locus_tag="DJ46_1551"
                     /codon_start=1
                     /transl_table=11
                     /product="e3 binding domain protein"
                     /protein_id="AIK62245.1"
                     /translation="MAVEVVMPKLGMAMKEGIITSWNIKAGDNVAKGELIASINSEKI
                     ETEIEAPADGTILDIAVSEDEGVPPGTVICYIGKPNEKVEVHESTKVEEELTASEVPQ
                     NVQHPEPLGKEVTNKQRIKISPVAKKIAKTENLDIRALLGTGPGGRITKVDVLKALEE
                     RVAIPEVLEESKVLPVTGMRKAIANRMHASLQNSAQLTLTMKVDVTDLVALHKEIAEV
                     VQKRYDNKLTITDFVSRAVVLALGEHKEMNSAYIDDAIHQFEHVHLGMAVALEKGLVV
                     PAIRFANNLSLVELSKEIKNAAQKARAGNLNSDDMQGTTFTISNLGSFGIEYFTPVLN
                     TPETGILGVGAIEHVPVYKGKKLKKGSMLPLSLTFDHRVLDGAPAAAFLRTIKRYLEE
                     PVTILL"
     gene            complement(1454843..1455877)
                     /locus_tag="DJ46_1552"
     CDS             complement(1454843..1455877)
                     /locus_tag="DJ46_1552"
                     /note="transketolase, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63036.1"
                     /translation="MTRTVSMSTAINEAMKISMRRDENVILIGEDVAGGAQVDHLQDD
                     EAWGGVLGVTKGLVQEFGRNRILDTPISEAGYMGAAMAAAATGLRPIAELMFNDFIGS
                     CLDQVLNQGAKFRYMFGGKAKVPVTVRTMHGAGFSAAAQHSQSLYALFTSIPGIKVVV
                     PSTPYDAKGLLLAAIEDDDPVIFFEDKTLYNMKGEVPEGYYTIPLGKADIKREGSDVT
                     IVAIGKQVHTALAAAEQLAKKGLEVEVIDPRSLSPLDEDTILSSVEKTNRLIVIDEAN
                     PRCSIATDIAAIVADRGFDLLDAPIKRITAPHTPVPFSPPLEKLYLPTPEKVIETVSE
                     MIGDQSLLHV"
     gene            complement(1455895..1456893)
                     /locus_tag="DJ46_1553"
     CDS             complement(1455895..1456893)
                     /locus_tag="DJ46_1553"
                     /note="thiamine pyrophosphate enzyme, C-terminal TPP
                     binding domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66020.1"
                     /translation="MLKTTESKENEITKEQARWMYEKMLEIRKFEDKVHELFAQGVLP
                     GFVHLYAGEEAVAVGVCAHLTDSDSITSTHRGHGHCIAKGCDLNGMMAELFGKATGLC
                     KGKGGSMHIADLDKGMLGANGIVGGGFPLACGSALTAKYKGTKDVSVCFFGDGANNEG
                     TFHEGVNLAAIWKLPVIFIAENNGYGEATTFEYASSCDSIADRAKAYNIPGVQVDGKD
                     LLAVYKAAEEAVERARNGDGPTIIECMTYRNYGHFEGEAQTYKTSEEKEEHLNEKDAI
                     VNFRKHLIHEALLTESELVDMEKAVDEAVQKSIEFSENSPYPEDEELLKDVYVSYK"
     gene            complement(1457063..1457542)
                     /locus_tag="DJ46_1554"
     CDS             complement(1457063..1457542)
                     /locus_tag="DJ46_1554"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61374.1"
                     /translation="MAHVKDVLADQLLANANDPSWYIPFSDAVKDLSEREAFWKPNEE
                     SNSIAEIVQHLLYWNSTWQTRYKESNVNAVPAIGDNNKSFMLSNNQTFDELREKLLEK
                     LLQWQKLINEEKVESDVVGFPVCAKWWEVLANVTTHNAYHIGQIIYIRKLQKSFDNE"
     gene            1457731..1458576
                     /locus_tag="DJ46_1555"
     CDS             1457731..1458576
                     /locus_tag="DJ46_1555"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK65714.1"
                     /translation="MNKKVAIITGASSGFGLLTTLELAKKDYLIIATMRNLEKQANLI
                     SQATQLNLQQNITVQQLDVTDQNSIHNFQLYIKEINRVDLLINNAGYANGGFVEEIPV
                     EEYRKQFETNLFGAISITQLVLPYMREQKSGKIINISSISGQVGFPGLSPYVSSKYAL
                     EGWSESLRLEVKSFGIDVALIEPGSYNTNIWEVGKQLAENQSETTSPYKEYMGKIQKH
                     INSGSDRFGNPIDVAKKIVDIAEAKRTTLRYPIGKGVKFMILARKILPWRLWEYLVLR
                     SFKKM"
     gene            1458618..1459127
                     /locus_tag="DJ46_1556"
     CDS             1458618..1459127
                     /locus_tag="DJ46_1556"
                     /codon_start=1
                     /transl_table=11
                     /product="grpB family protein"
                     /protein_id="AIK65107.1"
                     /translation="MLGLPYGKVFLVPWTEEWEFEFMKEKQFIEKQIGEHILAIHHIG
                     STAIPHLSAKPIIDIAIELENYRDGIHCIKKLELLNYKYRKDVLPERYYFNKGEPRTH
                     QIHMYERGNTYLMEQLQFRDYLIDNKTARKQYEQLKIQLSKANPNDKHQYAEDKTNFI
                     KSVLAKLNV"
     gene            complement(1459204..1459584)
                     /locus_tag="DJ46_1557"
     CDS             complement(1459204..1459584)
                     /locus_tag="DJ46_1557"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61073.1"
                     /translation="MDTSTILIIIIGLGIGGYFLEQFLRRKLNMEKRGFFGYKHVNSL
                     HVKLEIGLIIIYVVSSCYYMFKFENAKMAYVMFTYLGISWTLRAWMEWKYDRKSKEYI
                     LSITGMVSFILMLSILFYFVPPAV"
     gene            complement(1459604..1460044)
                     /locus_tag="DJ46_1558"
     CDS             complement(1459604..1460044)
                     /locus_tag="DJ46_1558"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK65394.1"
                     /translation="MKMSKLRAEVMILNEDHSKVLVQCDENELFYRFPGGSIEFGETA
                     KGAIIRELMEEYDLKIDVQELAVVNEHIFEWNNEKGHHCTLIHWGTVQEMVTNEIRHK
                     EHENIILIWKSIEELKEKPTYPEGIVSYLEENNHNIVHFVSKNI"
     gene            complement(1460073..1460384)
                     /locus_tag="DJ46_1559"
     CDS             complement(1460073..1460384)
                     /locus_tag="DJ46_1559"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65002.1"
                     /translation="MRKKLNIPKQTDWNSKYVNNAHKWGARALIISYIIVTMICATFN
                     PIYISNLPILFLITLYCFQSYMEWKYDKESREYVISLGTVPLLIITGIMINLFFYNYW
                     I"
     gene            complement(1460465..1461241)
                     /locus_tag="DJ46_1560"
     CDS             complement(1460465..1461241)
                     /locus_tag="DJ46_1560"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatase 2C family protein"
                     /protein_id="AIK63943.1"
                     /translation="MCLDEVSVKQYGDIVLGTYGGNISAGAKKNEDGALVWSNGDWEF
                     AAILDGHNSAESVDLVVNTIQKEYENIKVMMNESIDTVFRSVENHLLTIFQSPSFKGK
                     CKRVKGETVCLLCVRKENYIWWLSIGDCLVYVFHEELHKLGQYALNQRHFYEWIGNVN
                     TFDLSVPCYSRGIRELRTGKNRIVMVTDGVLECGERHYETPLNLYNDMNRNDIELEES
                     VHHVLEHVHHQFGRDSATIISWDVENKRNTTYPSDQPEKR"
     gene            complement(1461404..1461571)
                     /locus_tag="DJ46_1561"
     CDS             complement(1461404..1461571)
                     /locus_tag="DJ46_1561"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66125.1"
                     /translation="MGGDAILAKNNKRNDALAIGIGIGVVIGVFQGFFTNSLVIGIVI
                     GIVIGITFLKK"
     gene            complement(1462048..1462884)
                     /locus_tag="DJ46_1562"
     CDS             complement(1462048..1462884)
                     /locus_tag="DJ46_1562"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62005.1"
                     /translation="MNSIPRIPLGEWVDSFVASLYEHFEGLFRGFSYIIGGFVDLLTN
                     FLIIIPAILMIILLCFLIWYTTRKVSLVIFTLIGLLFILNINYWAQTMQTLALVLTSV
                     IISIIVGIPIGILASQNERFSKFLKPTLDFMQTMPAFVYLIPAITFFGVGVVPGIIAS
                     VIFAMPPTIRFTDLGIRQVPEDLIEAANAFGSTASQKLFKVQLPLATGTIMAGVNQSI
                     MLSLSMVVTASLVGAPGLGVDVYRSVTQVNIGMGFEAGLAIVVIAIILDRITQGFHQK
                     RR"
     gene            complement(1462877..1464082)
                     /gene="proV"
                     /locus_tag="DJ46_1563"
     CDS             complement(1462877..1464082)
                     /gene="proV"
                     /locus_tag="DJ46_1563"
                     /note="proV: glycine betaine/L-proline transport ATP
                     binding subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine betaine/L-proline transport ATP binding
                     subunit"
                     /protein_id="AIK61780.1"
                     /translation="MDNTKVRVENVTKVFGKHPQRALSLLKEGKSKSEILKETGMNVG
                     VKKATFEVYSGEIFVIMGLSGSGKSTLVRMLNQLIKPTAGHIYIDGEDIATMGKEELR
                     RVRRTKMSMVFQKFALFPHRTVLQNVAYGLEIQGVPVEEREKKALESLKLVGLDHHKD
                     NYPSQLSGGMQQRVGIARALTNDPDVLLMDESFSALDPLIRKEMQDELLELQDKMEKT
                     IIFITHDLDEALRIGDRIALMKDGEVVQIGTPEEIMMSPANEFVEKFVADVNLGKVIT
                     AESILKRPETLLIDRGPRVALQIMRNAGVSTVYVVNKKYEFLGILTADDASKAVQKQW
                     PIADLLLNDIPHVYLDTLLEETYAKMAEMKYPLPVIDEKKRLRGIIKRESVIQALAGN
                     IEEEVKDDE"
     gene            1464254..1465111
                     /locus_tag="DJ46_1564"
     CDS             1464254..1465111
                     /locus_tag="DJ46_1564"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AIK64086.1"
                     /translation="MRKKIWFICLALFITMIFTSCNATNANSKGKIKLGVTSWKENIA
                     TANMWKVLLEQKGYKVELMYLEKAAIWTGVARGDVDANLEVWLPVTDKPLNDRYKDDI
                     VLKSKWYEGTGLGLVVPSYMKNISSIEDLNAHKDELDNKIVGIEPGSSLMNLTNKAMK
                     EYDIKLKLVQSSEAALMSELKKAYTKKKPIAVTLWNPHWGFSEFDLKYLKDPKKVYGE
                     KDDIYYSVRKGFEKDHPDIIKYFDKWKMNDEQLGTLMVELNKTKDPEEAARKWIKKNQ
                     ALVDEWIKD"
     gene            complement(1465157..1465738)
                     /gene="clpP"
                     /locus_tag="DJ46_1565"
     CDS             complement(1465157..1465738)
                     /gene="clpP"
                     /locus_tag="DJ46_1565"
                     /EC_number="3.4.21.92"
                     /note="clpP: ATP-dependent Clp endopeptidase, proteolytic
                     subunit ClpP"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp endopeptidase, proteolytic
                     subunit ClpP"
                     /protein_id="AIK64363.1"
                     /translation="MNAIPYVVEQTKLGERSYDIYSRLLKDRIVIIGSEINDQVASSV
                     VAQLLFLEAEDAEKDIFLYINSPGGSTTAGFAILDTMNLIKPDVQTLCMGFAASFGAL
                     LLLSGAKGKRFALPNSEIMIHQPLGGAQGQATEIEITAKRILKLKHDINKMIAEKTGQ
                     PIERVAHDTERDYFMTAEEAKAYGIVDDVVTKK"
     gene            complement(1465760..1466446)
                     /locus_tag="DJ46_1566"
     CDS             complement(1465760..1466446)
                     /locus_tag="DJ46_1566"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK65280.1"
                     /translation="MCTKVTHILKNHIDMNHSNITFLIEQYGELKRYCTFLTKNKWDG
                     EDLAQETVCKVLQKYSNKDICITLVYKIARNRWLDQIKSKSVHEKIRDQITFEEPHEK
                     IADLHEMVGKVLSSLNVQQSAILLLKDVFQYSIADIAKVCSVSEGAVKASLFRSRNRL
                     KTVSEEGIEIVEFTDDMEVVVTSIREERPELLTKLLPTIDFTKLPSKQPVLLFNVKQP
                     SSYSCMLCVA"
     gene            1466590..1466856
                     /locus_tag="DJ46_1567"
     CDS             1466590..1466856
                     /locus_tag="DJ46_1567"
                     /codon_start=1
                     /transl_table=11
                     /product="2Fe-2S iron-sulfur cluster binding domain
                     protein"
                     /protein_id="AIK64322.1"
                     /translation="MPKLTIEDNGVNILHRCGGKARCTTCRVEIIAGDFCEASANEKN
                     AMTEKGIEDHLRLSCQMRVHKDIVVRPVLTVESSGLDAGPRPAE"
     gene            1466861..1467523
                     /gene="rpiA"
                     /locus_tag="DJ46_1568"
     CDS             1466861..1467523
                     /gene="rpiA"
                     /locus_tag="DJ46_1568"
                     /EC_number="5.3.1.6"
                     /note="rpiA: ribose 5-phosphate isomerase A"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose 5-phosphate isomerase A"
                     /protein_id="AIK65391.1"
                     /translation="MDLKQIAGEYAATFVKDGMKIGLGTGSTAYWTIQKLGQRVKEGL
                     SIQAVPTSKETEALAQQLNIPLISLNDVQSLDLTIDGADEIDSNLQLIKGGGGALLRE
                     KIVASSSKELIIIVDESKVVTRLGTFPLPIEIIPFAWKQTESKIQSLGCQTTLRLKNN
                     ETFITDNNNMIIDCIFPNHIPTPSDLHKRLKMITGVVETGLFVNMTSKAIIGTKNGIQ
                     EL"
     gene            1467631..1468065
                     /locus_tag="DJ46_1569"
     CDS             1467631..1468065
                     /locus_tag="DJ46_1569"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK64809.1"
                     /translation="MHSKLITELTDLETAFHIRKEVFVKEQNVPLEDEFDMFDEIGEK
                     CKHILVYYNNLPVGTGRIRFVDGTGKLERICILKDYRKYGLGKIIIQALEEIAREKES
                     TKVKLHGQTQAEGFYKKLGYQTSSDVFMEDGIPHILMTKMLS"
     gene            complement(1468196..1469563)
                     /locus_tag="DJ46_1570"
     CDS             complement(1468196..1469563)
                     /locus_tag="DJ46_1570"
                     /codon_start=1
                     /transl_table=11
                     /product="chitin binding domain protein"
                     /protein_id="AIK64092.1"
                     /translation="MNNRLLKQLQNMKMNKKSLGAVALTAGIIGTTLIPQNTYAHGFV
                     EKPGSRSALCSPTYGALNVNCGSVMYEPQSLEAPKGFPQGGPVDGQIASAGGKFGGIL
                     DQQTADRWFKNTITGGENTFTWKYTAPHLTSKWHYYITKKGWNPNKALTRADFEPIGT
                     VQHDGSAASNHLTHKINVPTDRSGYHVILAVWDVADTANAFYNVIDVTLINDVKPDTE
                     APSIPNGIQAQKVTANSIELAWTASTDNVGVKGYQIFRNGEMIDTVPGTHFIDKKLQP
                     STEYSYTVKAIDAAGNASKESAKLTVKTTVEAPDTEAPTQPKGLHSMGTTTSSVDLMW
                     SPSDDNIGVGHYDIYRETEGSMKKIATSNTTSYMDKNLLPNTTYKYVVKAVDVAGNES
                     VQSDIFTITTKTEGVSYEEWDAKKAYEKGDKVLHEGKVYEAVQSYKGNGDPNWIYALS
                     LWKTV"
     gene            complement(1470001..1470519)
                     /locus_tag="DJ46_1571"
     CDS             complement(1470001..1470519)
                     /locus_tag="DJ46_1571"
                     /codon_start=1
                     /transl_table=11
                     /product="ATPase associated with various cellular
                     activities family protein"
                     /protein_id="AIK64228.1"
                     /translation="MKKIILIGSGGSGKSTLARQLGNKLNIKVHHLDALFWKPNWEGV
                     SKEEQRTVQNELVKEDEWIIDGNYGGTMDIRMKAADTIIFLDIHRTICVYRAFKRVVQ
                     YRNKTRPDMGAGCEERFDLQFFKWIWEYPKTKRPSILKRLNKLSKDKDVVILKSSNEV
                     KLFLEKYDNVNS"
     gene            complement(1470516..1471190)
                     /locus_tag="DJ46_1572"
     CDS             complement(1470516..1471190)
                     /locus_tag="DJ46_1572"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK61405.1"
                     /translation="MYEYVAGSVLEIKDTEILKELGSTIGVEIANLHQALNSVNNNNE
                     LVKRDLYKVVYGWALPILEKNEYVHQDVIRKMNQIHIDFKETVHSLRKQIIHRDMHLS
                     NVIFKDNEFQGFIDFELLESNVRVFDLCYCCTSILSELYSDEVLRGKWQHIISTIFEG
                     YNKQNILTREELQSIWYVMLSIQVIFITYFVQLKDLLKLNEEMFFWIFANKEAIEESI
                     ERIARK"
     gene            complement(1471281..1471445)
                     /locus_tag="DJ46_1573"
     CDS             complement(1471281..1471445)
                     /locus_tag="DJ46_1573"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminoglycoside phosphotransferase"
                     /protein_id="AIK61793.1"
                     /translation="MGDILEIVNFWFEDKDVTATEIKANVTKIHCNNKSYILKEKGSI
                     KQLLVEIHVL"
     gene            complement(1471461..1471856)
                     /locus_tag="DJ46_1574"
     CDS             complement(1471461..1471856)
                     /locus_tag="DJ46_1574"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63060.1"
                     /translation="MNTKRNRLLYATFTIIVIILGLSSRKFAFALPELLNDYLGDALW
                     ALMIFIGFGFLFPKIETKKLAFISLIFCYGIEMSQLYHAEWIDNIRATTLGGLVLGCG
                     FLWSDLVAYTIGIGVGFLFEFILRTNKRF"
     gene            complement(1471922..1472053)
                     /locus_tag="DJ46_1575"
     CDS             complement(1471922..1472053)
                     /locus_tag="DJ46_1575"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methyltransferase type 11"
                     /protein_id="AIK64206.1"
                     /translation="MLKDTIKGTYDKLASTYKENLDEKSYHYLNTNPHFLIVKAVNK"
     gene            complement(1472316..1473119)
                     /locus_tag="DJ46_1576"
     CDS             complement(1472316..1473119)
                     /locus_tag="DJ46_1576"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61483.1"
                     /translation="MTVTHIVFGDSAFGNLKHAFQQRNEKIICVNDDFSIGSLNFTDG
                     MRARKKWLKEVLTSTGQESNLDYVEWVEAKLKQNPKIEEVPSNSKVVLWYGENASDVV
                     GVSYVVALLQDKGIEFSEVNVTDFSRRIDYKVQDEQGKELFHTFKSLAEVPSEFILGA
                     IQMEKELSQEQVQELVQDWENYSQSNGLLRVLENGKIVTESEDYYDTAILEQATQEYQ
                     QAVVIVGEVMVKSEQRMGDTYLNFRVQQLIKQGKLISKGNFSKMEIRLP"
     gene            complement(1473195..1473530)
                     /locus_tag="DJ46_1577"
     CDS             complement(1473195..1473530)
                     /locus_tag="DJ46_1577"
                     /codon_start=1
                     /transl_table=11
                     /product="yjbR family protein"
                     /protein_id="AIK64403.1"
                     /translation="MNATREYCLSKRKATEDSPDGWNATCMRLNNKIFAIVNHEEGEK
                     AAITLKCDPELVLRVREEYPETIIPGYHMNKVIRSSKQKTCKNIRTKNASLLNGGVFL
                     SYKNVIKVR"
     gene            complement(1473543..1473947)
                     /locus_tag="DJ46_1578"
     CDS             complement(1473543..1473947)
                     /locus_tag="DJ46_1578"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62434.1"
                     /translation="MYTYKLQDEKPICSEKLKRLYDSVGWWPERKEIDIQKMLKNSIA
                     IGVWKENELIGFARVVSDGVFRAYLEDVVVHESVRNKGIGEKMLTMLLEEISYIDIVS
                     LFCGEKLITFYGQQQFQTTKQIVMHRNQIVKE"
     gene            1474195..1475580
                     /locus_tag="DJ46_1579"
     CDS             1474195..1475580
                     /locus_tag="DJ46_1579"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK64722.1"
                     /translation="MKKFSLLLTAFVMILTLFIPNLTSAKSFPDVQSNHWAIKEINYL
                     SDKGIINGTPEGTFKPSDYVTRGQMALMLDLSLKLEKPSNYNHIFSDVAKGVYYYDSV
                     HKLAHNNIVQRETNYFPDRSLTRAEMAVVLVKTFNLKPTGADVNFPDVPSNHWGYNYV
                     KILAQNNITAGFPDGTFGPDVKVTREQFAAFLARVLEPSFRPGLPKPKGELEVHYINV
                     EQGDATFIKSPSGETILIDGGNNGKGKVVANYLKGLGFQTIDYMIATHPDADHVGGLD
                     EVLYAINVKNVYAPKVSHTTQTFKDFLTAVANKGLTIKEAKSGVTLPINGLNSQFLAP
                     VKEYGNDLNEWSAVLKVTHGSKSFLFTGDAESKSEKDMVATYGSGLKSDVLKPGHHGS
                     KTSSSQPFLDAVKPSIAIISAGAGNRYGHPTQETLAKLNAMSVKVYRTDLNGTVIINS
                     DGSNISVRAER"
     gene            1475583..1475795
                     /locus_tag="DJ46_1580"
     CDS             1475583..1475795
                     /locus_tag="DJ46_1580"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65180.1"
                     /translation="MKRGIIDRFEGELAVIEVNNVTIDVPKSKLPSTAKEGDVLIIED
                     DTYTIDKDETDKRRREIQDLMNKLFE"
     gene            complement(1475861..1476667)
                     /locus_tag="DJ46_1581"
     CDS             complement(1475861..1476667)
                     /locus_tag="DJ46_1581"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolases 25 family protein"
                     /protein_id="AIK61175.1"
                     /translation="MGYIVDISKWNGNINWDVAAPQLDFVIARVQDGSNYIDPLYKSY
                     VQAMKTRNIPFGNYAFCRFISIADAKKEAQDFWNRGDKSATVWVADVEVKTMDDMIAG
                     TQAFIDELRRLGAKKVGLYVGHHMYGPFGMANVKSDFVWIPRYGGNKPAYPCDIWQYT
                     ETGNVPGIGKCDLNQLIGNKPLSWFTESVPKQENIQAQVSKQNIIQSGAFSPYETPDV
                     MGALTSLKMTATFILQSDGLTYFVTEPTSDTQLNALKSWLDRKGWWYEVK"
     gene            complement(1476874..1477290)
                     /locus_tag="DJ46_1582"
     CDS             complement(1476874..1477290)
                     /locus_tag="DJ46_1582"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK64715.1"
                     /translation="MKHIENGTRAEGEYIKNKVIQYNMSILTDEAKQPMEQVSFVVKD
                     ENGRIFGGVTGTMYFYHLHIDFLWVDESVRHDGYGSQLLHKIEDIAKEKGCRLILLDS
                     FSFQAPEFYKKHGYREYGVVEDHPKGHSQHFLEKRL"
     gene            complement(1477317..1477694)
                     /locus_tag="DJ46_1583"
     CDS             complement(1477317..1477694)
                     /locus_tag="DJ46_1583"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65570.1"
                     /translation="MKRNLKTSTIIILIITIIALEVGIAIYDHTLSLYTIYFAAILIC
                     IVLLFGTRISKEKESTTKERRRKTALLFWPSILLSIASFAVISYIRIGYVSVPGIIGF
                     SCFVTYGGFVFISILKRKSKNER"
     gene            complement(1477691..1478467)
                     /locus_tag="DJ46_1584"
     CDS             complement(1477691..1478467)
                     /locus_tag="DJ46_1584"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase enzyme family protein"
                     /protein_id="AIK61094.1"
                     /translation="METVIQKMKEIQSDHVGIAIYSTKNNRIVASYNSELNIPLASAA
                     KVTIGFVVAQMVKENKCNWDDILHHVKLNPHEDSAQLYPHLQGRRTLTLSKAVEVMIA
                     CHDSYVAQSVVMYCGGWDVVKTYAQTYFSKIHIQEDARDEKNVGELNEVLSLLVHIFQ
                     GYKSEAELWEPIISGMVRQQGEYEGIHSYHLAHMTGGLSSAAINIGIIGIFNEFPFLY
                     VMGGKDLPNRLENKEVDEAFAVALKYIYKEYSQSMLGVSN"
     gene            complement(1478612..1479124)
                     /locus_tag="DJ46_1585"
     CDS             complement(1478612..1479124)
                     /locus_tag="DJ46_1585"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63287.1"
                     /translation="MIREATEKDVIYILDIYNDAILNTTAVYTYKPVTLENRIDWYEQ
                     KKDDGYPIFVYELDNKVVGFATFGPFRAWPAYKYSIEHSVYVDKEYRKCGIGTSLMRA
                     LITIAKEREYMTLIAGIDAENEKSIALHENYGFVHAGTIKKAGYKFNKWLDLAFYQLE
                     LCGPKNPLEE"
     gene            complement(1479159..1480169)
                     /locus_tag="DJ46_1586"
     CDS             complement(1479159..1480169)
                     /locus_tag="DJ46_1586"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64133.1"
                     /translation="MNLIDIYVEEVAKRLPEKNREDIILELRSTIEDMLPDNYNEDDE
                     KRVLEKLGSPVSLANGYLDRPMHLIGPRYFDVYLTLLKMIIPIAAIIALIAMVAENFI
                     NYTGDQAVLNVILQLIGKSIGGIFEVALHVFFWLTLVFAILERTDKNKDTEPLTTSLK
                     KWTPDDLKNISHIPKKKAISKFEVFGGLMWTAIWATLYFYANHLVGVYSGTENGLKFV
                     APTFNQEVLLQYWPIVMIMIVLEIAISLYKLVQGQWTKRLAIGNALLQIVGTIVFIII
                     VVNPHIFTDGFITFVANVFTISPEELKKWLIGGGILIYVLSAALNIYDGFRKASVRVT
                     NR"
     gene            complement(1480156..1480500)
                     /locus_tag="DJ46_1587"
     CDS             complement(1480156..1480500)
                     /locus_tag="DJ46_1587"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK62836.1"
                     /translation="MDALLNSLITELRRGTLTLAVLSQLRTPQYGYSLVQLLEKSGIA
                     IDQSTLYPLLRRLEKQELVTSSWDKTESRPRKYYVLSEYGLEIFLQLKKEWIKDSKEL
                     YNLLKEDKNEFN"
     gene            complement(1480670..1481002)
                     /locus_tag="DJ46_1588"
     CDS             complement(1480670..1481002)
                     /locus_tag="DJ46_1588"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62898.1"
                     /translation="MITKVITKRNWEIAKTTGEINEKSLIEERFIHCSFLEQALNVAQ
                     KHFVHEEDVLLLTINPAVVKAEIKYELASNGQKYPHVYGAINIDAIIDVVPFPKEKGE
                     FILPELQR"
     gene            complement(1481065..1483134)
                     /locus_tag="DJ46_1589"
     CDS             complement(1481065..1483134)
                     /locus_tag="DJ46_1589"
                     /note="uvrD/REP helicase N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65631.1"
                     /translation="MNNIFEEELQKMKDTLRTMDDQLEQLEKIPVYYGDDFKEQILES
                     MRESNRQNLRIGVQEPYFGRLDFQEDGKEEVMPIYIGKVGVSDKDTMKPIVIDWRAPV
                     ASMFYSFTGGDELAFYQSPDGLVEGDVYLKRNISIRKRELERVVDTYVKGNEDVSHAD
                     DFLLYRLGENKDNKLKDIVSTIQSEQNDIIRAERNLPLLIQGVAGSGKTTIALHRLAF
                     LIYEYREQLEAERMIVFAPNSLFLDYISSVLPELGVGNISQTTFLDWALRTLDDSVKL
                     KQTEEKLKEAFSINRDERKVMLGKLKGTLEFKSFIEEQMVQIEKELVPTINFEAWDKA
                     VIPVEDIKKWMQVEYKHYPLKKRRERLVGRMKRWIEIELKKYGETNEKKLLKKEATKR
                     LNTYMKFWPKMSALSLYSSILKSKEILGVLPEELVKETEKNCRKKEVYVEDLPALIYI
                     HHRITGIEIGQKFHHVVIDEAQDFSPFQVYVLKEITLGNSFTILGDLSQAIYDYQGIE
                     DWSAFKEVFQETGYYELTRSYRSTKEIIEFANEIIKNAEIPVGLAMPVFRSGEEVKVI
                     HTEDQFTEILKTLKQLQNADVKTIAVIGRTDDECRDMYEKLTNAGLTVNVIEADQSKY
                     EGGISVVPVYLAKGLEFDAVLLIDVDEEHYKNTKHDAKLLYVGCTRSLHDLWIFHSGE
                     ASPLIKK"
     gene            1483498..1484364
                     /locus_tag="DJ46_1590"
     CDS             1483498..1484364
                     /locus_tag="DJ46_1590"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK64535.1"
                     /translation="MTAIKRKPIKLHLLIFVFIVLASGWIGVILDSFLTDQPEGNSLG
                     MGLWLILPFLSCIFLRVISRDWNDFGIKLNLKANFKWYFVAILIYPFVTVITISLALI
                     FGVANITSFEIYSLLSLIFMSTIGNFIKNIFEEFSWRGYLTPKLIELKLNDWFIYIIS
                     GLVWALWHAAYYLVFLPNEYFKSISRLHMLLSGCILMVSWSIMYVEIYRLTKSVWPCV
                     IMHAIEDAVPTVLVTITGIITLTNSSDFWLNPISGVVATIIFLGIGIVLRSIRIKKER
                     QLNTDDNQLFTL"
     gene            complement(1484384..1485127)
                     /locus_tag="DJ46_1591"
     CDS             complement(1484384..1485127)
                     /locus_tag="DJ46_1591"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK61304.1"
                     /translation="MNELNVKEFYKKQFELLSYDIKNENWLKKVTKEVQEQIGYPFQT
                     MLELGAGNGGFARAMSNLNVKMTTVELVPELVMFAKEHSTNDIVIHCADFYKINFEEK
                     FDVVSYLDGFGVGTDEEQLVLLKRIHNWLKDDGCALIDIYQPLYWEKANGQEMPIYSA
                     MRKYEYDSENARMLDHWWEKDSSNDIVTQSLRCYTIDEISNLCAEARFSIVGIFPGGA
                     YDFEERKYKEQASLNECLSYRIKVKKSKD"
     gene            complement(1485312..1485695)
                     /locus_tag="DJ46_1592"
     CDS             complement(1485312..1485695)
                     /locus_tag="DJ46_1592"
                     /codon_start=1
                     /transl_table=11
                     /product="AIG2-like family protein"
                     /protein_id="AIK61291.1"
                     /translation="MHHIFVYGTLRKEQSNAHFMQGAICIADEAWTYGKLFDTNEGYP
                     AMTYSNEEKVYGEVYEVNDDILHKLDELEEYTGNAETDLYERITQIVFDGDREIEAYV
                     YIAHDKNMLKKVIISGDWLKYQQGK"
     gene            complement(1485721..1487838)
                     /gene="recQ"
                     /locus_tag="DJ46_1593"
     CDS             complement(1485721..1487838)
                     /gene="recQ"
                     /locus_tag="DJ46_1593"
                     /EC_number="3.6.4.12"
                     /note="recQ: ATP-dependent DNA helicase RecQ"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase RecQ"
                     /protein_id="AIK64245.1"
                     /translation="MFTKAQELLASYFGYSSFRRGQDETIKNVLDGKDTVCIMPTGGG
                     KSICYQIPALVFEGTTLVISPLISLMKDQVDTLVQNGISATYINSSISITEANQRIQL
                     AKQGHYKLLYVAPERLDSMEFVDQLIDMKIPMIAIDEAHCISQWGHDFRPSYLHIHRI
                     LDYLPEEPLVLALTATATPQVRDDICNTLGINQENTIMTTFERENLSFSVIKGQDRNA
                     YLADYIRQNQKESGIIYAATRKVVDQLYEDLMKAGVSVSKYHAGMSDHDRNEQQELFL
                     RDEVSVMVATSAFGMGIDKSNIRYVIHYQLPKNMESYYQEAGRAGRDGLDSACILLYA
                     SQDVQVQRFLIDQSIGESRFSNELEKLQNMTDYCHTEQCLQSFILQYFGEEPKEDCGR
                     CGNCTDNRESIDVTRESQMVLSCMIRTNQRFGKQMIAQVLTGSKNKKVIEFNFHTLPT
                     YGLLSNRSVKEVSEFIEFLISDELIAVEHGTYPTLKVTEKGKEVLLGKENVLRKERVE
                     TRQIVQDHPLFEVLREVRKEIAQGEGVPPFVIFSDQTLKDMCAKMPQSDSELLTVKGI
                     GEHKLVKYGSHFLQAVQHFIEENPNYAETIKTEVVSERKKSGKASANSHLETYEMYKQ
                     GIDLDEIAKERGLSRQTIENHLIRCFEDGMEVDWNSFVPAEYEQLIETAVQNAEGGLK
                     SIKEQLPNEVSYFMIRAYLQIRK"
     gene            1488912..1489535
                     /locus_tag="DJ46_1594"
     CDS             1488912..1489535
                     /locus_tag="DJ46_1594"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65770.1"
                     /translation="MYSYWQSYYSPYHNPYVNFDVSARNYRISKNENFLKGYMRSLWE
                     QHVAWTRLAIISIVFNLPDVNVTVGRLLQNATHMGLSLEPFYGEDAVKKYSALIKDHL
                     VIAADLVKAAKAGDQNAAAAIEKKWYDNGDEIVAFLTSINPYIDKEAFRKMFYEHLAL
                     TKAEALAFLNKDYEAGVKLYDKVEKEALEMSDMITNAIVQQFPQVFQ"
     gene            1489664..1490020
                     /locus_tag="DJ46_1595"
     CDS             1489664..1490020
                     /locus_tag="DJ46_1595"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65525.1"
                     /translation="MINAIGLVFILTNKHEKKKKVYLNEKFALIDIIDSKEVIDDEGN
                     SLVELTCKYSIYLDEKYYCKSLDDYTGQVFPFLSAKIGKGLLRNLNYYFSYVDAYDKK
                     PPVKEIRPLMKQVTNR"
     gene            1490154..1490606
                     /locus_tag="DJ46_1596"
     CDS             1490154..1490606
                     /locus_tag="DJ46_1596"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62686.1"
                     /translation="MKYSETIVSKRLRTLKICSMFIMLVLIAWVGYTKLLYENGFLQE
                     KKNSVEVMNTSITGEIEQNFQVNLQGYRKTDLDTIIDASRADPNELSLIEIINKSCSQ
                     DCIGEPLTYVNANNGYIFYKESTGTHVAIKIKKQDKWKIVKKSVDDGI"
     gene            complement(1491106..1491555)
                     /locus_tag="DJ46_1597"
     CDS             complement(1491106..1491555)
                     /locus_tag="DJ46_1597"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64523.1"
                     /translation="MRRLCIIPCGKKKIWDKYPDYGPMEAKDVYISPFGKACQAYATM
                     FFENWVILSAKHGFLRPNDIVLENYDLAFDSKSDEIISMEQLKQQMIEKDLIHFDEIV
                     LLAGKKHKKVVTQLYPEEIITHPLAGCKGIGYMLQRLKGAVGEGREL"
     gene            complement(1491654..1492781)
                     /locus_tag="DJ46_1598"
     CDS             complement(1491654..1492781)
                     /locus_tag="DJ46_1598"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61659.1"
                     /translation="MNNILNQIKKEVNMDLLNGLWPGFKRAAFALYDDEHVYVFHHPL
                     FLKDNDEYRVLKWEEQFKGDTCILFKDYPTAIVNMNRYKDYASLLAIVVHELFHCYQY
                     LNKESRFPNESLGFQYPIIEENIQLRNKERICLYDAVHCKSQAEKNNYIKQFIELREQ
                     RASVMGEAFITYEYMVESIEGPAWYVEMNAYNTVCKSDESDTLRKYSGLILDVYDANC
                     NMRKSCYSSGMLLCLLLDEILPEWKISFFNSDKSLYAFLKQNINVDLSLNNEITISKE
                     TKQILHFVQNERDKEIKQFYGEEGYDLYIVGDIKLNSFNPMNVKLNGNKVLHKTFLSV
                     SIHNKTYMINQPVLASFEEDFKNMTQVHIIMNEKPIETKNG"
     gene            1492943..1493140
                     /locus_tag="DJ46_1599"
     CDS             1492943..1493140
                     /locus_tag="DJ46_1599"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61362.1"
                     /translation="MKNITPALVLYIIVYIIAMIAPSSQGYNHIGWKLFVGQAYALPI
                     FLITAIITFYINKKKSTNKQL"
     gene            complement(1493159..1494805)
                     /locus_tag="DJ46_1600"
     CDS             complement(1493159..1494805)
                     /locus_tag="DJ46_1600"
                     /note="M3_not_pepF: oligoendopeptidase, M3 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="oligoendopeptidase, M3 family protein"
                     /protein_id="AIK63792.1"
                     /translation="MFNDLESKLQSLLERNITSVLELENWLFDELRVNAEIEEKITSS
                     LIATYRDTDNRNMRDLHMYNQNTIQPLLKRYNAKFDQKFIECPFSNLLDERKYEFMKK
                     ARFVKSKMFNEKNIALSIKGQECITKYREIMSNITINWEGEQKTYAHVKAKLDNPNRA
                     IRKKAWYALCEARSVVKPEVDRIMNELIQLRNEIALNAGFNNYSEYAFKQKNRDYSID
                     DCYKLHESIEKYVVPIWKQLGSISKKNLDVKTYRPWDLSPCNLPKAPFQNAINLLDGV
                     EEMFRTTDLYFYEKFIHIRKAGCIDVEERENKAAGAICFTLPHSKEVFVYSNFSPSFY
                     AINALIHEVGHAFHFYKQFKNDSSMQERYLREEVAELYSLSLELLVMDKLNVFYKQED
                     EYKEVQRVQIYRALSLLMSSIAGDVFQHWIYENPNHTPEERDKKYAEICKRYQYSTVD
                     IAGLEDEIGASWIESFHYVQFPFYKIEYAIAQIGAMQLFQIYWEDPEKAIDFFKEGAS
                     ADWNLSIQEIYEKTGVTFDFSEERIESTASVILDLINELK"
     gene            complement(1494911..1495840)
                     /gene="ppaC"
                     /locus_tag="DJ46_1601"
     CDS             complement(1494911..1495840)
                     /gene="ppaC"
                     /locus_tag="DJ46_1601"
                     /EC_number="3.6.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="manganese-dependent inorganic pyrophosphatase"
                     /protein_id="AIK63475.1"
                     /translation="MEKVLVFGHKNPDTDAICSAIAYAELKKELGMNAEPVRLGEISG
                     ETQFALDYFKVEGPRFVETVANEVDNVILVDHNERQQSANDIESVRVLEVIDHHRIAN
                     FETSDPIYYRCEPVGCTATILNKMYKENGVTIRKEVAGLMLSAIISDSLLFKSPTCTE
                     QDVAAARELAEIAGVDADKYGLEMLKAGADLSGKTMEQLISLDAKEFQMGNAKVEIAQ
                     VNAVDTNDVLVHQAELEKVISAVVEEKGLDLFLFVVTDILTNDSVGLAIGKAANIVEK
                     AYNVSLENNTATLKGVVSRKKQIVPVLTEAFQA"
     gene            complement(1496002..1496667)
                     /gene="cbp"
                     /locus_tag="DJ46_1602"
     CDS             complement(1496002..1496667)
                     /gene="cbp"
                     /locus_tag="DJ46_1602"
                     /note="CBP21"
                     /codon_start=1
                     /transl_table=11
                     /product="cbp21"
                     /protein_id="AIK63396.1"
                     /translation="MKTKGLQKVKKVILSGGILLTGLLTFGFSEKASAHGYVESPASR
                     SYLCKQGVNVNCGPIQYEPQSVEGIGGFPQLGPSDGQIAGAGHFPALDVQTVDRWKKV
                     TLNGGTNTFKWKLTAPHSTKEWKYYITKKDWNPNKPLSRSDLDLVPFYVKNDGGARPG
                     TSVTHEANVPTDRNGYHLILAVWEIADTGNAFYQVIDVNLVNNGLASNNVLNHVVQVP
                     TLF"
     gene            complement(1496892..1497395)
                     /locus_tag="DJ46_1603"
     CDS             complement(1496892..1497395)
                     /locus_tag="DJ46_1603"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK66417.1"
                     /translation="MQNLVIEEIKQIKDDVEELSNLLKTVVDDGASIGFLPPLEQKES
                     IKYWQTVIVPEVILYVAKINNQLAGSIQLHLVTKPNGIHRAEICKLMTHPNFRRNGIG
                     RLLMQKAEERAKQENRSLLVLDTREGDPSNRLYKSLDYQEVGKIPEYAISPNGNLDAT
                     VIYYKFL"
     gene            complement(1497613..1497981)
                     /locus_tag="DJ46_1604"
     CDS             complement(1497613..1497981)
                     /locus_tag="DJ46_1604"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxymuconolactone decarboxylase family
                     protein"
                     /protein_id="AIK62125.1"
                     /translation="MEHEQHHSSVNDVLHHYKEGIGSFTNQIPEIAETYNAFTQACFQ
                     EGTLTKREKQLIALGISLATQDEYCTIYHTKGCLDQGCSDKEILEACGVSAAFAGGAA
                     MSQAVTLVQECLTELKNQKH"
     gene            complement(1498084..1499574)
                     /gene="agcS"
                     /locus_tag="DJ46_1605"
     CDS             complement(1498084..1499574)
                     /gene="agcS"
                     /locus_tag="DJ46_1605"
                     /note="agcS: amino acid carrier family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid carrier family protein"
                     /protein_id="AIK63471.1"
                     /translation="MEQLVEWLVGQVWSIGLVVFALGAGVYFTIATRFLQIRYFKEMI
                     KLLFEGKSSETGISSFQAFCLALSGRVGIGNIAGVATAIAFGGPGAVFWMWVMALLGA
                     ASAFVESTLSQIYKSKVENEYRGGTPYFIEKGLNMKWFAVIVAVVVTLSYGVLLPGIQ
                     SSSIAVGFENSNGISKYITGILLVVLLAAIIFGGVKRIAGVSQMLVPFMAIGYVIVTC
                     IVLIANVKEIPSMFALIFSSAFGVNEMFGGIVGAAIAWGVKCAVFSNVAGVGEATYSS
                     AAAEVSHPAKQGLVQAFSVYIDTIVVCTATALMILITGMYNVIPEGKSAIVKNIGNVD
                     AGPIYTQQAVETVMTGFGPLFISIAIFFFAFTTLLAYYYIAETTLTYLDRELKHSWLK
                     PVLKIGFLIMVYIGSVESASLLWNLGDLGIGSMAWLNLIAILLLSKIALKVLKDYETQ
                     KKEGKDPVFDPKNVGIEGLTFWEERSKEVARKNSKEQAVVDDSLKL"
     gene            complement(1499682..1501166)
                     /locus_tag="DJ46_1606"
     CDS             complement(1499682..1501166)
                     /locus_tag="DJ46_1606"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-CoA reductase family protein"
                     /protein_id="AIK63552.1"
                     /translation="MLTTNIELKPKVKAFLDEEIKMFINGEFVPSISGKTFETYNPAT
                     EDVLAVVYEAQEEDIDVAVKAARSAFESGPWVEMTTAERAHLIYKLADLIEEHGEELA
                     QLEALDNGKPYQVALDDDIAATVENYRYYAGWATKIIGQTIPISKDYLNYTRHEPVGV
                     VGQIIPWNFPLVMSSWKMGAALATGCTIVLKPAEQTPLSLLYTAKLFKEAGFPNGVVN
                     FVPGFGPEAGAAIVNHHDIDKVAFTGSTVTGKYIMRQSAETIKHVTLELGGKSPNIIL
                     EDADLEEAINGAFQGIMYNHGQNCSAGSRVFVHRKHYETVVNELVKMANNVKLGAGME
                     KDTEMGPLVSKKQQERVLHYIEQGKAEGATVAAGGERAFEKGYFVQPTVFTDVTDDMT
                     IVKEEIFGPVVVVLPFDSTEEVIERANRSSYGLAAGVWTQNIKTGHQVANKLKAGTVW
                     INDYNLENAAAPFGGFKQSGIGRELGSYALDNYTEVKSVWVNIK"
     gene            complement(1501185..1502081)
                     /gene="dapA"
                     /locus_tag="DJ46_1607"
     CDS             complement(1501185..1502081)
                     /gene="dapA"
                     /locus_tag="DJ46_1607"
                     /EC_number="4.3.3.7"
                     /note="dapA: dihydrodipicolinate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrodipicolinate synthase"
                     /protein_id="AIK64703.1"
                     /translation="MKIIKGAFPVLITPMDEFQEINWNGVKQNVNYFIEQKVAGIIIN
                     GSTGEFVSLSKEERFKMVETVLKEVNGRIPVIVGTAAETTKETIEFTKHAETHGADCA
                     LIINSYYCKPKEEEIYFHFKEISNAVNIPIMLYNNPFTSGVDMSTELMLRIGKDCENV
                     THIKESSGDIRKARDLVRQGEGAFQVFCGSEDLVMESYLVGATGWVSVAGNVVPGLVT
                     KMYEHFQNGELEKAWEINDAILPLCEFLEGSGKYVQIVKRSMELQGQAGGPSRYPRLG
                     LTEEEDQKLQAIISKIAAHAAV"
     gene            complement(1502104..1503045)
                     /locus_tag="DJ46_1608"
     CDS             complement(1502104..1503045)
                     /locus_tag="DJ46_1608"
                     /codon_start=1
                     /transl_table=11
                     /product="proline racemase family protein"
                     /protein_id="AIK64281.1"
                     /translation="MNIQKMYTAVDVHVNGEAFRVIKDVPCKYYYNLEQLNEQFSSEL
                     AEEMQLLLNEPRGFIGLNGCIVVPSIHTEVDAAVLFFNHEGSIPLHYGGIVAVITMLL
                     ESGYLKKRETNQYKIETLSGIFSVHAYVENDEVVSVSFESKLCYLIEKNLQVGNISYS
                     LIQADKVYAVVEKGAYSPEICIENISELKKWGEVTLQTIQKQLLINRLILVDSSQKEK
                     NHIKSITFHEDNFIVRSPGFVSTIVSYVHALFKNDYTADKPFINESIFNSFITVEKVK
                     REETGYIFRFESRGFITGVQTFLLDPTDPFPAGFLLK"
     gene            complement(1503042..1504079)
                     /locus_tag="DJ46_1609"
     CDS             complement(1503042..1504079)
                     /locus_tag="DJ46_1609"
                     /EC_number="5.1.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="proline racemase"
                     /protein_id="AIK62293.1"
                     /translation="MRTQKVFTTIDTHTGGNPTRTLISGLPKLLGETMAEKMLHMKKE
                     YDWIRKLLMNEPRGHDVMSGALLTDPCHPDADIGVIYIETGGYLPMCGHDTIGVCTAL
                     IESGLIPVVEPITSLKLDTPAGLVEVDIFVRDGKAKEVSFCNIPAFILKHITVDVENI
                     GTVEADIAYGGNFYAIIDAKSVGLELVPEHASTIIDKAIHIRNIINERFEIIHPEYSF
                     IRGLTHVEFYTDPTHESAHVKNTVVVPPGGIDRSPCGTGTSAKLAVLYANQKIEMNEE
                     FVHESIVGSLFKGCVINTTNVANMEAVVTKITGSAWLMGMHRFFYNEKDPLKEGFLLI
                     PPMEHETEDVK"
     gene            complement(1504076..1505251)
                     /locus_tag="DJ46_1610"
     CDS             complement(1504076..1505251)
                     /locus_tag="DJ46_1610"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK65831.1"
                     /translation="MRHCDVLIIGGGIIGCSIAYYTSKYGRDVTIIEKGEFVSGTSSR
                     CDGNILAIDKDPRFDSQMSLVSQKLVTDLSEELEHSFEYRAPGSILVCESDEEMEAAQ
                     QWVNRQKEAGLPFRMLDRQDIRAESPFFADDLLGGLECATDSTVNPYLLAFSLLAESK
                     KYGTKAFNHTEVKEMKRDKDGSFIVETTNKTFTAKQVVNAAGVWAPKIGQMLDVNIPI
                     EPRKGHIIVASRQQHVGCRKVMEFGYLISKFGGKRKVDALTEKYGVALVFEPTESQNF
                     LIGSSREFVGFHTKINNEVIKCIANRAIRFYPKMADMMVIRSYAGLRPWTEDHLPIIS
                     RVEHIPNYFIAAGHEGDGISLAAVTGKVIEELLNEKETIIPIEPLRLSRFTERVLNG"
     gene            1505432..1507093
                     /locus_tag="DJ46_1611"
     CDS             1505432..1507093
                     /locus_tag="DJ46_1611"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AIK63258.1"
                     /translation="MAFSFPTIKEFLKTLSIDHTYSTQHIEQVDEKFYYRPSTTEEYN
                     CAVIYEDDSFTTLIDGVSNELAVIIMNRNKEPICSITAQQIIPFLVKSYNELQSFYNT
                     VIQTTDSSVTVIDDKERVRTWTDGAEKIFSVKHNEIIGQPITRFFDYKDLEILQSLHD
                     GKSIIAQFHQPRPDLFVLINSNPVYCNDEIIGAVVSETDVTNQVALNEKLFNMSHEMH
                     RLEQEVAKYKDESDPFLAMNGKSPVIQRTIQLARKVCSVKSTVLILGESGVGKEVFAK
                     AIHDASEAAKAPFISINCGAIPEALFESELFGYERGAFSGANSKGKKGKIELAQGGTL
                     FLDEIGEMPLDMQVKLLRVLQERKYYRVGGEKEIHIDFRIIAATNRDLQEEMKKGTFR
                     EDLYYRLNVVSLHIPPLRERREDIIELTYSFLNDFSINYNRPIRDLPSSIMHELLHYN
                     WPGNIRELRNVVERLVVFATDGIIKQEYLPFHTTETLEEHSAHSLLLSNNNTILSLQE
                     EMEEHEKKVIERALRILNGNKLECAKQLGVTRATLYNRLKKLGLQ"
     gene            1507441..1507773
                     /locus_tag="DJ46_1612"
     CDS             1507441..1507773
                     /locus_tag="DJ46_1612"
                     /codon_start=1
                     /transl_table=11
                     /product="2Fe-2S iron-sulfur cluster binding domain
                     protein"
                     /protein_id="AIK66017.1"
                     /translation="MSRITHHPILGSLNNSNHITFQFNGQQYEAYEHETIAAALLANG
                     IRTLRVHEDNGTPRGIYCNIGHCSECRVTVNNQANVRACLTVVENGMVVDSGKQHPNI
                     VREMVKKR"
     gene            1507770..1509005
                     /locus_tag="DJ46_1613"
     CDS             1507770..1509005
                     /locus_tag="DJ46_1613"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridine nucleotide-disulfide oxidoreductase
                     family protein"
                     /protein_id="AIK64256.1"
                     /translation="MNDVIIIGAGPAGLSASISCARFGLNVLVIDEFMKPGGRLLGQL
                     HQEPSGEWWNGIEESKRLQEEAKSLSVHIRCGISVYNLDKDESCWFVHTNIGTLEAPF
                     VLLATGAAEYSIPLPDWTLPGVMSIGAAQVMTNVHRVQVGEKGIIIGANILSFAILNE
                     LQLAGIKVEHIVLPEKSELSQKAGEPEVVLNSLLNAAHLAPSAFLRIGSHFMKYDWIR
                     KAGLTFYPNSGMKINDTPLHLRKAALEIIGTDQVEGVRVANIDTKGNIITGSEQIYEA
                     DFVCIAGGLYPLAELAAVAGCPFRYIPELGGHVPLHSETMETPLTGLFVAGNITGIES
                     GKIAMAQGTVAGYSIVKQANKKSHSVEQQLQQAIQHVHAVRQEAAIQFNQGVDVGRRK
                     MNEIWRDYSLAFAHTKKSC"
     gene            complement(1509030..1509338)
                     /locus_tag="DJ46_1614"
     CDS             complement(1509030..1509338)
                     /locus_tag="DJ46_1614"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65236.1"
                     /translation="METIKISEQELINALCVYIAEKRQVGPEEVLVELMYDDDYGFSA
                     EVEVNGRQQILIQANLIEALRLLLDREYNVNSFAARLQLELDDEEGIYALAKFNNSDE
                     "
     gene            complement(1509326..1509775)
                     /locus_tag="DJ46_1615"
     CDS             complement(1509326..1509775)
                     /locus_tag="DJ46_1615"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63953.1"
                     /translation="MLKKLVAVMTAFMVIFGASSFMFVDHAAAKSYKSGKKSFSPSSG
                     QKSKVDLNKKDSNVNSQKTTPDSKTKATNTAPKSNKGSFMKGLLLGGLGGLLMGSLFA
                     NMGALGSVLAFMVNMLVMAGIVMLAVRAFKYFKDQRKKKEDEVAWKR"
     gene            1510034..1510798
                     /locus_tag="DJ46_1616"
     CDS             1510034..1510798
                     /locus_tag="DJ46_1616"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65585.1"
                     /translation="METFHLTRNEMATLLLSLRGWNTKKPLGILQEAWAKSHKKDIES
                     GQSVTAFITTALSPIFEKLIKIEDTDVGFSLNEIVALGNQIENTSFSVTAMQNWVKRD
                     IKEMIGSPQKGKKYSIEQAALLFIVEDLKTALDFESIRKLLRLIVNDPADRSDDLINP
                     VHLYGAYSSLFEELNQGNCLQLNATDTVHTIENIVKEKADKIASKFDQINNEQREAIR
                     NAIIIATLSVHTAYVQMLAKRYVTATLFLQNLDVKP"
     gene            1511033..1511647
                     /locus_tag="DJ46_1617"
     CDS             1511033..1511647
                     /locus_tag="DJ46_1617"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62664.1"
                     /translation="MVSSFIHSVLTFFEGLGYWGIMLGLMIEIIPSEIVLAYAGYLVF
                     NGSISFLGAVVFGTIGGVIAQIFIYWIGRYGGRPILERYGKYIFIHKKQIDAAEDWFN
                     RYGTGVIFTARFIPVVRHAISIPAGITKMSFLRFTTLTALAIIPWSIIFIYLGEKLGE
                     NWENINDIAGPYVKSFAIGGVILIFLYFVIKKWTKNVKILRKNI"
     gene            complement(1511781..1512161)
                     /locus_tag="DJ46_1618"
     CDS             complement(1511781..1512161)
                     /locus_tag="DJ46_1618"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62145.1"
                     /translation="MKKENVLEEKLNIIEWCQTLQRVPDDIWFQALREGSWAIADVIS
                     HFIVWDVFLIKDRIPYFISGQSVPNVPIDVEEMNKGAIKYARSGISKEGLLNQFSVTR
                     KQLVDESEFPPNIFIMSTNLALKK"
     gene            1512302..1512526
                     /locus_tag="DJ46_1619"
     CDS             1512302..1512526
                     /locus_tag="DJ46_1619"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66095.1"
                     /translation="MHWQQKIQYLIGRPIGISFINGQGTSGVLCSAHDGQLYVYEYLY
                     QAQFAMKHYDFRQIQDIHAFPNCPHQNPLY"
     gene            complement(1512566..1513747)
                     /gene="dltD"
                     /locus_tag="DJ46_1620"
     CDS             complement(1512566..1513747)
                     /gene="dltD"
                     /locus_tag="DJ46_1620"
                     /note="LTA_DltD: D-alanyl-lipoteichoic acid biosynthesis
                     protein DltD"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-lipoteichoic acid biosynthesis protein
                     DltD"
                     /protein_id="AIK66050.1"
                     /translation="MKMKHAFGPIILACVLFFIIILIPSKSLVSLISDKKVEDAATSL
                     QKEKLQSVFLQQKMLENSQYLPMYGSSEFLRMDAYHPSNYFKVNPAGFTPYLIGIGGT
                     QSLAHILNMTSTMDELEGKKVVFVLSPQWFTKTGVSQGDFTNNFSKQQAYHFIFNDKI
                     NVEMKKQIAKRLLDYKVVQEDDILKNSLEGIVYNDTKHNIKAGLVKPLAYMHRNILDH
                     RDLFNSIFKIEPMKEKTNVGLRSISWVDARKHAEEEGKAESTTNTFGIENPYYYKHNL
                     KKKLKGLKNFRANESYEESPEYDDLQIVLNIFKEKNVKPLFISVPVNGPWYDYAGFPK
                     ERREVYYKKVREQVEKAGYPVVDFSGHEYDKYFLKDTIHLGWKGWIYFDEAVQNFYTE
                     K"
     gene            complement(1514014..1514541)
                     /locus_tag="DJ46_1621"
     CDS             complement(1514014..1514541)
                     /locus_tag="DJ46_1621"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62722.1"
                     /translation="MFEEKKVIHTKRLFMRKPLIEDVEQFYSILKEEAIGKWLAKSSG
                     MSKEEAKDYVIQLISHWEQYDFGVWLLVNRNTGELLGHCGLRKIDETGEIEIMYLLDP
                     EYWGNGYASEAAKASIQYAKEMMNVKRIIARVKVANENSKKLLRNLGFTYTHDVDHSG
                     RLLSYFELQTSLDKL"
     gene            complement(1514659..1516281)
                     /locus_tag="DJ46_1622"
     CDS             complement(1514659..1516281)
                     /locus_tag="DJ46_1622"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK62382.1"
                     /translation="MKKFVRYSLFSTLFVSSILVGCAKEKTTTKPKDEKKVLQLLETG
                     EIPSLHSGKVTDAVSFNVLNNVMEGLFRLSKNDEVIEAGAQKYEVSKDGKTYTFHLRD
                     AKWSNGDPVTAQDYVYAWKQLINPDTASQYAYIAYDVKNAEKINKKQLGLDELGVKAK
                     DDKTFVVELEHPVPYFTKLLILPSFYPINEKYAKEQGDKYGLEANKAVYNGPFTLSDW
                     KHEASFTMKKNDKYWDKKEVKLDEVNYQIVKEISTAVNLYETDKVDRAVISTEFVDKY
                     KNNKELKQYTDPVMYFFRFNENVPILKNKNARLALSTVFDKKGLATSFLNDGSVAANY
                     YVPKGFLKGPDKKDFRSTAGEFNKTDVKQAKEYWEKAKQETGTNEVTLELLNYDLENF
                     KKVGEYIKEQLEKNLPGLKVNVKLQPHTQKLALEKKKEYEMSLSRWLPDYPDPMTYLE
                     VFLSGSSVNNTEYANPEYDALIKKIKTELGNDEKARWKALQDAEKMLLDDAVIAPVFQ
                     RGLSYLQKPYVKDLYVHQFGPATSLKWADVQK"
     gene            complement(1516302..1517303)
                     /gene="ykfC"
                     /locus_tag="DJ46_1623"
     CDS             complement(1516302..1517303)
                     /gene="ykfC"
                     /locus_tag="DJ46_1623"
                     /codon_start=1
                     /transl_table=11
                     /product="gamma-D-glutamyl-L-lysine endopeptidase"
                     /protein_id="AIK65250.1"
                     /translation="MKKVGTAFLTTLFIFSSFTSANAEEKKDSKAFIDVSAATLWTTP
                     DSLRPIDAPSATNPVDLWKWTKSMTLDEKLWLTSANKLETQALLGQEVTVVDKKGDWV
                     KVLVHGQPTPRNEEGYPGWMPEKQLTYNQEFADKTNEPFVLVTKPTAILYINPSEKHK
                     SLEVSYNTRLPLLSEDTISYRVLLPNGQKAWLRKNDGTVYRSQNDIPIPAADDLINTG
                     KMFLGLPYIWAGTSGFGFDCSGFTHTIYKSHGITIPRDSGPQSRNGVAVDKENLQKGD
                     LIFFTHDQGKGSVHHVGMYIGDGNMIHSPRAERSVEIIPLNTPGYIEEYAGARRYLP"
     gene            complement(1517343..1518395)
                     /gene="ykfB"
                     /locus_tag="DJ46_1624"
     CDS             complement(1517343..1518395)
                     /gene="ykfB"
                     /locus_tag="DJ46_1624"
                     /EC_number="5.1.1.n1"
                     /codon_start=1
                     /transl_table=11
                     /product="L-Ala-D/L-Glu epimerase"
                     /protein_id="AIK63847.1"
                     /translation="MKITDVKVNRRRVNLHTPFKTALRTVTEIESIDVYIHTDEGIVG
                     KGAGAATPVITGDFANGIEEAILGPMRSSLIGQDIIQFQQLLQHIQMSCIGNPSAKAA
                     VDIALYDVYCQYHNIPLYALLGGKKEIHTDITLSVDEPFIMAKEAKQHVEKGFQTLKI
                     KVGKSAHLDLERIEAIRNSVPKNTTLRLDANQGWNPKEAVSIIKEMENRNLNIEFIEQ
                     PVHAKDWDGLKYVKDHVQTPIMADESIFSASDALKIVQGRYVDLINIKLMKCSGIREA
                     WRIADIAEAAGVKCMVGSMMESSLSVSAVAHLAAAHPNIHYFDLDAPLWLMEEPEGMT
                     YSGSKVNLQSTVNSKS"
     gene            complement(1519133..1519489)
                     /locus_tag="DJ46_1625"
     CDS             complement(1519133..1519489)
                     /locus_tag="DJ46_1625"
                     /codon_start=1
                     /transl_table=11
                     /product="septum formation initiator family protein"
                     /protein_id="AIK63833.1"
                     /translation="MRKLKRINVPNIQEQLSQSNENQAINKKKLRRFIFMFIFIAAAT
                     LYVQFILTKQQEIIVEKKDTITNQKKQLVSLKKDEASLKTNIENLTDDEEEILKFARK
                     EYQFSKSNETIFVLPK"
     gene            complement(1519884..1520030)
                     /locus_tag="DJ46_1626"
     CDS             complement(1519884..1520030)
                     /locus_tag="DJ46_1626"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator, AraC"
                     /protein_id="AIK63496.1"
                     /translation="MKFVDEGHIITSAGISAGINISFHIVKNLLGVEIAEETAKSMEY
                     DIDL"
     gene            1520343..1520585
                     /gene="bsr"
                     /locus_tag="DJ46_1627"
     CDS             1520343..1520585
                     /gene="bsr"
                     /locus_tag="DJ46_1627"
                     /EC_number="3.5.4.23"
                     /codon_start=1
                     /transl_table=11
                     /product="blasticidin-S deaminase"
                     /protein_id="AIK65460.1"
                     /translation="MAIGKSISEGDHEFDTIVAVAHPHPHEDIEKCWVVAPCGMCREL
                     ISDYGKNTNVILSYNDELVKCNVMELLPEKYTSEVE"
     gene            complement(1520842..1521072)
                     /locus_tag="DJ46_1628"
     CDS             complement(1520842..1521072)
                     /locus_tag="DJ46_1628"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63541.1"
                     /translation="MKNIDFILESDEALKPSERLVLLLLEKHRMLYTNDLLALSNLSY
                     KTLTDSLTSLVLKSYVLKETGKGRRQNCYRLV"
     gene            complement(1521385..1521648)
                     /locus_tag="DJ46_1629"
     CDS             complement(1521385..1521648)
                     /locus_tag="DJ46_1629"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62679.1"
                     /translation="MANEEQNRIENQVYSNRVLRSEFDANWETCISKSGYVIYVATSN
                     NAEVIVLLADGSSKLLIFEQGGKVVVGGGGTSHYSKPHIARNI"
     gene            complement(1521850..1522614)
                     /locus_tag="DJ46_1630"
     CDS             complement(1521850..1522614)
                     /locus_tag="DJ46_1630"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AIK64460.1"
                     /translation="MFSFYSSLCTELYDYTKPVGYSLNGDIEYYEKCLKNCRGRILEA
                     AVGSGRVIIPLIEAGFTVDGIDYSPEMLESCRIRCKERGLHPNLYEGSLQKFSLPHKY
                     EAIIIPTGSFCLIENREDSINALKCFYEHLNPGGRLIVDIMLPYDWKTGEIHTSTFSL
                     PNGDGITLENKSIEIDWLNQTTLSYLKYEKWSKGQLVQTELQRFAVRWYGIEEFKLLL
                     ESIGFSNITCSADYVFEKKPSKANQMFTFEAVRKEK"
     gene            1522819..1523097
                     /locus_tag="DJ46_1631"
     CDS             1522819..1523097
                     /locus_tag="DJ46_1631"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62271.1"
                     /translation="MNSFIIFLLLLIAFNALIFFIAKKYRQIWKISSGIFILAAPIVF
                     FATLHIIGEKVGDGFAGGFAGLIFSGLLIMNAIFLFVVSIFVSTDKNS"
     gene            complement(1523155..1524948)
                     /locus_tag="DJ46_1632"
     CDS             complement(1523155..1524948)
                     /locus_tag="DJ46_1632"
                     /note="/NonD: hydrolase CocE/NonD family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hydrolase CocE/NonD family protein"
                     /protein_id="AIK66104.1"
                     /translation="MGKKKIATLSAILSLSITSGVSSTTAYADNKETNYINENDVKLN
                     GKVSEALQSNMKIELENGMTKPIYSLDEAIIENLFVETEVDSDRDGKKDRVSVKVMRP
                     KTDSNVKVPVIYEMSPYRAGLKDVPVYNVDEELYAYEGKPYGAVNLGSYGNYYVPRGY
                     AVILGESIGTGKSEGCPTTGDEQEILGTKSVIDWVNGRAKAYKENGEEVKADWSTGNV
                     GMTGVSYNGTLPNAVATTGVEGLKTIIPIAAISSWYDYYRANGAVIAPGGYQGEDTDN
                     MAEAVLTRENPEVCGQVIKELTAGQDRKTGNYNDFWDKRNYVKDAKNVKASVFVVHGL
                     NDWNVKTKQFAQWWEALGENNVPRKMWLHQGGHGGTSTNDWQRTQNKWFDYWLYGIEN
                     GIMNEPMVDVQRENKTWDKMKNWPDPSAVPSKVRMYLSNKAVNLPLSMGSVNKMFSFV
                     DDAKMKSNQLVANPELEVANRLVYTMPVLQKDTRISGTPKISITGNIDRSVSNLTALL
                     VDYGGAKPEIVTRGWMDPQNVKSIENSTAIQPGKDYTFTWDMQPDDYVFKAGHQIGVV
                     LMASDYDYTIRPKAGTKLTVKLSEVTLPIVK"
     gene            complement(1525149..1526525)
                     /locus_tag="DJ46_1633"
     CDS             complement(1525149..1526525)
                     /locus_tag="DJ46_1633"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK64525.1"
                     /translation="MNKLGKKLFLSISLTVILIFTISLLLINYLLPKYNIYKTRESLE
                     GITAQIQSIPREQLDEAITSIENEGNVTIAYTSIKDSEDHINDELRMQLTKKRVALNK
                     IWITKEEIMKVKKFGHSNKIYDQEKIKSSFFVKYMAKDDMLILVGVSIAHSNEIIKTL
                     NSFYLFILVITIFLIIVLVWILSKTITTPLKELSDVAEDISRLQFKKTKVKTNDEIGD
                     LATSINIMSEKLQEAHQDLTDRNEHLKRFMGDVTHELKTPIALVKAYSMGIKDGLDDG
                     TYIDTIIKQSDHISNLIEELLRFSKLERDVLQKEEFSIKSLVQSILDKHKIELESKEI
                     NLQVNYNVGDAIVYADVNKMRMVFQNLISNAIKYTSNQNIKITLEDRNESVYFQIQNG
                     MNAEHMKDIDKIWEPFYVLESSRSKDRSGTGLGLAIVKSIVERHGFDYGVVTIGGEIR
                     FYIHMKND"
     gene            complement(1526565..1527164)
                     /locus_tag="DJ46_1634"
     CDS             complement(1526565..1527164)
                     /locus_tag="DJ46_1634"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62871.1"
                     /translation="MKVLIADDEQDMLRILKAYFEKEGFEVFLAKDGEEALQIFYDEK
                     IDLAILDWMMPKHSGITVCQEIKKNSSVKVLMLTAKSESEDELAALQSGADEYVKKTF
                     HPGVLITRAKKLIQHDDVIQVQDLKIDFTKNKVYKNDKELDITKTELELIKCFLNHKG
                     MILTRKKLLDIVWGFDYFGEERTVDTHVRRLRKKLEKIL"
     gene            1527286..1527702
                     /locus_tag="DJ46_1635"
     CDS             1527286..1527702
                     /locus_tag="DJ46_1635"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65784.1"
                     /translation="MMKKIGVITLLFFLLSTNAFANTNQQIEVFDCQKEMVVQKQSLD
                     PAIQKEAIQYAKSITGPFKNLNVVPKDGHMIKIPLSKPVSITNQWLHTTIDEVLILLP
                     LNQKPYIMLYDDENNPHFYYVKGDPKGLLKQMNVST"
     gene            complement(1527849..1528295)
                     /locus_tag="DJ46_1636"
     CDS             complement(1527849..1528295)
                     /locus_tag="DJ46_1636"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61676.1"
                     /translation="MKDIHIQQIEDLMIYESDYLVQESKDEGFYFLIKLISEYENKIN
                     TFNKTGECLYGIFQGEKLIGIGGLNADPYTENNKIGRLRRFYIAKDYRRIGLGKLLLN
                     KLLSHAEKYFKVVVLHTDTKQGDVFYTANGFVKREVYKRSSHYKVL"
     gene            complement(1528564..1529268)
                     /locus_tag="DJ46_1637"
     CDS             complement(1528564..1529268)
                     /locus_tag="DJ46_1637"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase family protein"
                     /protein_id="AIK61337.1"
                     /translation="MLKDNFNISNIPAVLWGDRSEKVFIAVHGNMSNKEDTVIQKLAE
                     EANQKGYQVLSFDLPEHGERTNDNTPCKVQVCVSELSIIMNYAKEHWKQVSVFACSIG
                     AYFSLLAYQNDVIEKALFLSPVVNMERIIENMMKWFNVTPELLQKEMTIETPIGQKLY
                     WDYLCYVKEHPINTWNIDTYIMYGAKDELCEFEIINDFTKKHRCALEVMETGEHYFHT
                     EEQLKIFELWLHKIID"
     gene            complement(1529321..1530700)
                     /gene="mtnN"
                     /locus_tag="DJ46_1638"
     CDS             complement(1529321..1530700)
                     /gene="mtnN"
                     /locus_tag="DJ46_1638"
                     /EC_number="3.2.2.16"
                     /note="MTA/SAH-Nsdase: MTA/SAH nucleosidase"
                     /codon_start=1
                     /transl_table=11
                     /product="MTA/SAH nucleosidase"
                     /protein_id="AIK65915.1"
                     /translation="MNRIGIIGAMQIEIDLLLEKLIMQEEQIIAGMPFYVGEFMGTEV
                     IVTRCGVGKVNAAACTQTLIHKFDVDAIINTGVAGGLHPDVKVGDIVISTNVTHHDVS
                     KTQMKNLFPFQEEFIASKELVELARKACNSSSLHMEIHEGRIVSGECFVEDSKLKAKL
                     IDEYAPHCTEMEGAAIGHVAYINEVPFLVIRCISDSADDEAQISYDDFAKTAANYCSE
                     IIVEMLKTISSKTYSSKGENEMLQALIFDMDGTLFQTDKILELSLDDTFDHLRSLQLW
                     DTVTPIDKYREIMGVPLPKVWEALLPDHSLEIREQTDAYFLERLIENIKSGKGALYPN
                     VKEIFTYIKENNCSIYIASNGLTEYLRAIVSYYDLDQWVTETFSIEQINSLNKSDLVK
                     SILNKYDIKEAAVVGDRLSDINAAKDNGLIAIGCNFDFAQEDELAQADIVIDDLLELK
                     GILSTVQRL"
     gene            complement(1530720..1531718)
                     /locus_tag="DJ46_1639"
     CDS             complement(1530720..1531718)
                     /locus_tag="DJ46_1639"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK63955.1"
                     /translation="MIESLSNEKANMILQELQVECESLFEFKIKEVIPIHRGWLNLKW
                     KLETDVGNFVLKQYNKERYKLYDPLTLLQALHQQQRLHNNGISCPKLLTYKNNVMHTS
                     KNNERFVVLEYKEGNLISPGKVNKKEIYSLGKTIGHMHNLLNDGSLIEGETPKFVPPT
                     IEERVKHWEEKRREAEQLGKEHILPYIKLQQEATQLVNVNQFYNSKKGWVHRDLWVDN
                     LLFHNDKVSAILDFDRLDYDYVELDIGRAVISCALHDGGLNKSLVASFLEGYRNELDF
                     PVGNIVRAIQMLWYMESTWWIHANMDQHSVPPSRFADEMNWIAKNYSALHSILADL"
     gene            complement(1531734..1532486)
                     /locus_tag="DJ46_1640"
     CDS             complement(1531734..1532486)
                     /locus_tag="DJ46_1640"
                     /note="wecG_tagA_cpsF: glycosyltransferase, WecB/TagA/CpsF
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase, WecB/TagA/CpsF family
                     protein"
                     /protein_id="AIK66136.1"
                     /translation="MDHQLIKGIPFATLEYAKAISLLKGWLHEKQEKPRFVVTANPEI
                     VMSAKENTAKSKQFKKILLSADLITADGIGVIIGSKILKGTLKERVTGADITHDLIKH
                     CNENGCRVFLFGAAPESNKKALEKLNEQFPGAQFKGQHGFVNGEEIEEVKMKIKQFKP
                     DLLLVGLGSPKQEEFIYENLQTLNIPLSIGIGGMIDIISGTVKRAPKIMRDTGTEWLY
                     RLLSQPKRIKRQLVLPKFLISVMVERMKGTSS"
     gene            complement(1532499..1533683)
                     /locus_tag="DJ46_1641"
     CDS             complement(1532499..1533683)
                     /locus_tag="DJ46_1641"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M3 family protein"
                     /protein_id="AIK61140.1"
                     /translation="MNSDNEKERVKVFESLTCALHKEKEIFATVLNQIGRLRNTKGNE
                     LEDREILASSLHANGISETVLLQIWNATEENLDKLVSALNVYKKGKISITWHEIMTVK
                     ENNEAIIPFSVAVQNIYGAFKNIDEELAELARNAIESGWVDAEPRENKPPGGFCAPFF
                     SEKESRISMRYDGSIDSVRILAHELGHAWHFYNMSFEQSSSFLDDYLPMSTAESASIF
                     FETLLINYLIQTTDSIDIKKSLLSWKIRNCFNYVMAIRASFEFEKNFYEKCKESPISA
                     DEIEKISIVAQEKAYGNALSEYQPFVWMKYVQFYIADVPFYNYPYTFGYLVSFSLLEI
                     AKENKSTFHSKFKEFLRENGKAPVEELIKKHFEIDITSYAFWDKAFKQISKDIDAYLR
                     LI"
     gene            complement(1533721..1534077)
                     /gene="pepF"
                     /locus_tag="DJ46_1642"
     CDS             complement(1533721..1534077)
                     /gene="pepF"
                     /locus_tag="DJ46_1642"
                     /codon_start=1
                     /transl_table=11
                     /product="oligoendopeptidase F"
                     /protein_id="AIK64244.1"
                     /translation="MHEIAKWDLGRLYSNTDILVPILELKEQFFVTKDIGILSNLIQS
                     IEKVEYYLYCRSAEESVSSDITRLTMKVKELKSEVQQVIQQSEVEITDNTRLIKDELH
                     AWENMYIQLRDRNRTQ"
     gene            complement(1534284..1534424)
                     /locus_tag="DJ46_1643"
     CDS             complement(1534284..1534424)
                     /locus_tag="DJ46_1643"
                     /note="short C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65901.1"
                     /translation="MINPFFLQGNATISVADELKKFKELLDMGVITEDEFNAKKKQLL
                     NI"
     gene            complement(1534437..1535297)
                     /locus_tag="DJ46_1644"
     CDS             complement(1534437..1535297)
                     /locus_tag="DJ46_1644"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid binding protein"
                     /protein_id="AIK62910.1"
                     /translation="MGVKIITDSAADLPVELLQAYDIDLIPLRVYDEAETEYLDGVTL
                     ESVTLLQKMREGAVYRTSLPSLETFQEKFVSYAKEGNPCIYLAFSSELSGTYQSSVLI
                     KEEVKETYANLDLEIIDTKCASLGQGLVVLEAAKMAKDGASKEDILKRVDFLMNHMEH
                     IFTVADLQYLVRGGRLSKVAGFIGGLLNIKPILNVEEGKLVPLEKVRGKKKVLSRIVD
                     IMEERGKELKGQTIGMTHGDDLETAEALKALITERFGCEVFIVNTIGAAIGAHTGPGV
                     ITLFFLNEVE"
     gene            1535522..1535953
                     /locus_tag="DJ46_1645"
     CDS             1535522..1535953
                     /locus_tag="DJ46_1645"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65904.1"
                     /translation="MSIHMATSNDLEWINNQYDSIGFVRSDLKRDKVAIITYNNAYAG
                     VGRLVQIDEDTLEMGGIYILPQFRGLQLAGELVSFLVETAKNLQVSNVYCLPFEELEN
                     FYKKYGYTEVDTTKEVVHPIILEKYNWCLGHYDKHVLLFKL"
     gene            1536197..1536370
                     /locus_tag="DJ46_1646"
     CDS             1536197..1536370
                     /locus_tag="DJ46_1646"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62899.1"
                     /translation="MLDILRLVIFIIVAIGAIFNIYMEFKKPQKSIFSIVFLSVLLIG
                     SSGLIKDILSKLI"
     gene            1537101..1537421
                     /locus_tag="DJ46_1647"
     CDS             1537101..1537421
                     /locus_tag="DJ46_1647"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63937.1"
                     /translation="MAKIKVYQAKEENMETVKNIIDVEEQNPTAENLQSLYACVLDTE
                     DMALPESYIEEDILIDSIEVMVNASQSKVRDLGAYDVIEVQNKGKKTQILLLADEEYE
                     IIEG"
     gene            complement(1537476..1539011)
                     /locus_tag="DJ46_1648"
     CDS             complement(1537476..1539011)
                     /locus_tag="DJ46_1648"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK65635.1"
                     /translation="MVEKNNKLGFVVAGLLLGILMASMDNTIVVTAMGTIVGDLGGLE
                     NFVWVVSAYMVAEMAGMPIFGKLSDMYGRKRFFIFGLIVFMVGSALCGTAENITQLGI
                     YRAIQGIGGGALVPIAFTIVFDIFPPEKRGKMGGLFGAVFGLSSIFGPLLGAYITDYI
                     SWHWVFYINLPLGVLALIFITFFYKESRVHRKQKIDWSGAITLVGAVICLMFALELGG
                     QKYDWDSTFILSLFVGFAILIISFIFIERKVEEPIISFEMFKQRLFGMSTIIALCYGA
                     AFMSATVYIPLFIQGVYGGSATNSGLLLLPMMLGSVVTAQLGGFLTTKLSYRNIMIIS
                     AVIMLIGLFLLSALTPETSRALLTVYMIIIGFGVGFSFSVLSMAAIHNFGMEQRGSAT
                     STSNFIRSLGMTLGITIFGMIQRTGFQDQLEEVFKGMSGGMNTNALGDSRAILSESAR
                     SQIPPQILDKIIDALSSSIVQTFMWALVPAGLAFIFIFFMGNERMVMKKQQKNKKGEI
                     SKV"
     gene            complement(1539036..1539743)
                     /locus_tag="DJ46_1649"
     CDS             complement(1539036..1539743)
                     /locus_tag="DJ46_1649"
                     /codon_start=1
                     /transl_table=11
                     /product="polymer-forming cytoskeletal family protein"
                     /protein_id="AIK66310.1"
                     /translation="MEHPHSLTVNGSGNSAGGDYNKVKIRGEGTISNDMSCNEFKTYG
                     TSDVRGNMKVKNYVVYGDSEVQGNIDAEYVKVYGNAQIHGDAHIKKTKVRGMMDIAGK
                     FLGDFVDVKGALNVKGDIEVEDLSLTGGLESDGLLNAENIQISLRYEGSKVREIGGKK
                     ITVRKKARLIPFTSHAGNLQTSIIEGDDIYLERTVAEIVRGNNVTIGPGCEISVVEYH
                     TSFKQKGNAVVKEHKQI"
     gene            complement(1539762..1540472)
                     /locus_tag="DJ46_1650"
     CDS             complement(1539762..1540472)
                     /locus_tag="DJ46_1650"
                     /codon_start=1
                     /transl_table=11
                     /product="polymer-forming cytoskeletal family protein"
                     /protein_id="AIK65045.1"
                     /translation="MRTENLIINGYGSSNGGEFHKVQLNGKGTVNGNVECEKFECNGY
                     GAVTGDLKSSSARISGSGKVDGTVHAKTMRIDGKGTITKDVKANSLKIAGKGTIGGNV
                     TGEEFKINGQATIDGNCEVDTFSSDGQFEVGGLLSADEININIHGTCRAKEIGGQTIK
                     VRHRLGTFSRLFKSVFGLQLEAELLEGDNIDIDYAHIRTVRGNNVTVGPNCEIELIEY
                     TGVLTVDKSANVKEIKQV"
     gene            complement(1540486..1541109)
                     /locus_tag="DJ46_1651"
     CDS             complement(1540486..1541109)
                     /locus_tag="DJ46_1651"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66408.1"
                     /translation="MSTDLISKKDLLELTGISYGQLYRWKRKNLIPEDWFVRKSTFTG
                     QETFFPKEKILERINKIQTMKEDLSLDELANMFSPSVREILLTKEDILRKGIASEPVL
                     QFFIEQTNKTSEFQFVDILYVYMLEELLQSGEISLEEGKMVMQVLRENYEAIKHKTCD
                     LIIVRKLGISTCFLVSNVDDLIFEKGTKIVLREAITKYTEALKTKLL"
     gene            complement(1541270..1543006)
                     /locus_tag="DJ46_1652"
     CDS             complement(1541270..1543006)
                     /locus_tag="DJ46_1652"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK61480.1"
                     /translation="MFILDQYIELWCAYGKGRQEGEQFEVTVQMIAETLFCTERNSKL
                     IIKKLDELNWIAWFPGRGRGNRSKLIFKKQPMTLILDRGKELTKKGDVKSGISFVKRY
                     SSQFPSVKEEYEVWIDSIFGHKIERTSEGRRDVLRLQVQMNLDIALDPVYATMRSECH
                     MVKHIFDTLVYVNEESNYIEPRLAFQWEYNDAEKIWTFYLRKGVHFHNRKQLTAHDVI
                     HSWNRFMKAENNPHAWMLQHIESFRAVDEYVIEIQLRTENRMFLHMISAEQCSIVKED
                     EARNLIGTGPFKLSEKNAHLFVLEAHDLYYRERSFLDRIELLNVEQSVNTYDILVKAQ
                     YKDKEKHNKELSRLESNVTYITCNLAKEGSMQDYMFRKALYKIIHGQAIVQELGGERG
                     EVAKEILLASDSIVEIEEDIESLIKESMYQNEVLQLYTFTGQDHVEDAQWIQKECAKY
                     GIRVENNFLEIEELLEINTIQKADMMHDSATISERIEDSLLYMFLTKNSFIHGQSSMD
                     FHATLSPYFKLEQVENRVTLLRDIEDTLLRQIHVIPLYRNKQQVTSHEKVQNIMINSQ
                     GWIDFYKIWFKP"
     gene            1543108..1544346
                     /locus_tag="DJ46_1653"
     CDS             1543108..1544346
                     /locus_tag="DJ46_1653"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK62249.1"
                     /translation="MNHLLLRYNKPIIIRLGGELLTRTTESMLALIMIIYVNKMLNGN
                     IMITMLIFGLQPFSDIVFTLIAGGITDKYGRKKIMLLGLLLQGVAIGSFVFAQSVFIF
                     ALLYVINGIGRSLYIPAQRAQIADLIKQGQQAEIFALLQTMGAIGTVIGPLIGAVFYN
                     THPEYLFIMQSITLMVYAVVVWTQLPETAPAITMPKQKLEVSSPKQFVRNHSAVIGLM
                     VSTLPISFFYAQTETNYRIFAEDVFPNFIFILAFISTCRAIMEIILQIFLVKWSERFS
                     MAKIIIISYTCYIVAAIGYGFSATIVSLFFTLLFLVIGESIALNHLLRFVSEIAPSDK
                     RGLYFSIYGLHWDVSRTCGPVIGAILLSKLNGSMLFYICACFLTIGGIIQALFVRNLE
                     RKKRREVIQKDVLEHPHHIL"
     gene            complement(1544430..1545074)
                     /locus_tag="DJ46_1654"
     CDS             complement(1544430..1545074)
                     /locus_tag="DJ46_1654"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63620.1"
                     /translation="MKVYVKIALLCLTFTCIFALAACKGTDEKKETNPTSENSKNEQN
                     TSSEGKKEPEVKSNTDSNSKDIVINQKSINHVKNLFELAKEGKVPNVPFAAHTGDIEE
                     IEKAWGKADKTEQAGNGMYATFTNKNVSFGFNKGSQVFDVRSYHAELKSITLQEIEKA
                     LGKPNSVKGNGEDKIYVYKVNKQFELKFIIPKSTGKVNHISVFSPEDSINKMAG"
     gene            complement(1545102..1545947)
                     /locus_tag="DJ46_1655"
     CDS             complement(1545102..1545947)
                     /locus_tag="DJ46_1655"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase MA superfamily protein"
                     /protein_id="AIK63788.1"
                     /translation="MINNTIPNFLKLWESNEVELVALKKYFTSHPEIFEEYFKYHCPN
                     TKERLSNAINLYPAKIEDIRIIAESLPIIIQEVTNAYHNKFNFDVKMKFHLFVGGFGS
                     NAFVEREIIGDMFFAAEKLSPDLNHLRVIVAHEIGHIYHNVMLQNDGMDWGKAEWADA
                     TVNLYREGIATYLSKQIIKGLNESVYYSYDNDGERWLQCYIENEEHIKKRFLEDYIEG
                     WTFEKEKEWFRLSGGQYFGYNRLGYFLGTAFVEYIVQALGESEVFIFWNKYNLKSSVL
                     DWLSK"
     gene            complement(1546167..1546562)
                     /locus_tag="DJ46_1656"
     CDS             complement(1546167..1546562)
                     /locus_tag="DJ46_1656"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64607.1"
                     /translation="MKTFTVNFHQEDNAKATTVHKLSEEDFNKATEKGTRHLFDLDTN
                     VGFFVFFDAEDAEGNDQYLMLQYEGDHEEPTACYGFDLKLYYQFLALYLNDLEFQGET
                     DEEEEEYGPIHHLAHLLYHIVEDGKSIEV"
     gene            complement(1546640..1546882)
                     /locus_tag="DJ46_1657"
     CDS             complement(1546640..1546882)
                     /locus_tag="DJ46_1657"
                     /codon_start=1
                     /transl_table=11
                     /product="transglycosylase associated family protein"
                     /protein_id="AIK64552.1"
                     /translation="MIWSLIVGGILGWLASLITGRDVPGGVIGNIIAGIIGSWIGGKL
                     LGSFGPVIGGYAIIPALIGAIILIFIVSFLLRAMRK"
     gene            complement(1547056..1548021)
                     /locus_tag="DJ46_1658"
     CDS             complement(1547056..1548021)
                     /locus_tag="DJ46_1658"
                     /codon_start=1
                     /transl_table=11
                     /product="inosine-uridine preferring nucleoside hydrolase
                     family protein"
                     /protein_id="AIK64747.1"
                     /translation="MSIVNKKIIFFGDFGIDDAVALIYANKTCKLDILGIVAEYGNVS
                     REIVTENVYFLERYYATEVKIIEGAARPMTAEEPLFFPEIHGEHGLGPIIPPDLRICK
                     RENFCELIKLIEPCPEDIIIVETGRLTTLATLFLLYPNVMDKVCSYYIMGGAFLFPGN
                     VTPVSEANFYGDPIAANIVMKYAKNAHIYPLNVTQEALITPEMVDIINKEGTGQAKLI
                     KPMIDFYYENFYKKEYPGIAGSPIHDLLPFISFINDDIFEYKKSAVWISTTNDVTRGQ
                     SVADFRKIAEPTRFDDRPVQKIAVGFNYPAFKEEFMRTILKPDCP"
     gene            complement(1548099..1548287)
                     /locus_tag="DJ46_1659"
     CDS             complement(1548099..1548287)
                     /locus_tag="DJ46_1659"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64052.1"
                     /translation="MIRVRIEGTEEEMLEFMEKMPDIPGFEKTHMREPRKGNNPKYDS
                     SKNVLAYLSYKKIEVANK"
     gene            complement(1548366..1549142)
                     /locus_tag="DJ46_1660"
     CDS             complement(1548366..1549142)
                     /locus_tag="DJ46_1660"
                     /note="BH2331 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62377.1"
                     /translation="MSKEELVKQQFGNNAEKYVKSKIHAKGPDLQYVVQQVESRHNNR
                     LLDIATGGGHVANVLAPLFKEVVALDLTEKMLENAKKFIISNGHENVSFVAGNAESLP
                     FSDSSFDTITCRIAAHHFTNPAQFIYEVNRTLEDNGLFILIDNVSPENNEFDIFYNFI
                     EKKRDPSHERALKKTEWITLLEKNGLQMQSCLTFDKKFEFDWWCDMMNVPLQKRVKLT
                     ECMMKTSVEMQEFFNIQYENNKIISFYTEMALFVCKKVQH"
     gene            complement(1549338..1549706)
                     /locus_tag="DJ46_1661"
     CDS             complement(1549338..1549706)
                     /locus_tag="DJ46_1661"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64090.1"
                     /translation="MSNLEADLSDSRLILANVEEKEYHFIVREHPIVGKIISLLENGK
                     EYGLIDKQIANKDKFIKSELTKLEYFNIDVLYHTPGWIWIGMDQFGLHAREATYNEVD
                     IIMKLQEDLYYIDVYEKVKM"
     gene            complement(1549858..1549977)
                     /locus_tag="DJ46_1662"
     CDS             complement(1549858..1549977)
                     /locus_tag="DJ46_1662"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62697.1"
                     /translation="MMDEVIGEVVAGICEFVVEVTADAIGNLVSGKDEEKETL"
     gene            1550501..1550944
                     /locus_tag="DJ46_1663"
     CDS             1550501..1550944
                     /locus_tag="DJ46_1663"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64412.1"
                     /translation="MTNITHIIDYQGIQPINKTDATTFTIPNSPNKAILVNIELKIPL
                     KYSRNNRIELITTIGFKSVTNRSQLFVRIFRNDIDIFNTQVSIGSTDYKQYSVETFQT
                     IDKNVSSGIHEYTLTVENLTSDASADVIGPLSFSGLAIGQVYNSY"
     gene            1551208..1552410
                     /locus_tag="DJ46_1664"
     CDS             1551208..1552410
                     /locus_tag="DJ46_1664"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK65911.1"
                     /translation="MWRNKNVWIVLIGEFIAGLGLWLGILGNLEFMQKYVPSDFMKSV
                     ILFIGLLAGVLVGPMAGRIIDQYEKKKVHLYAGFGRVISVIFMFFAIQFESIAFMIAF
                     MVALQISAAFYFPALQSVIPLIVREHELLQMNGVHMNVGTIARIAGTSLGGILLVVMS
                     LQYMYAFSMAAYALLFLSTFFLQFEDKKSTTPSKQAAKDNSFMEVFRILRGIPIAFTA
                     LILSIIPLLFIAGFNLMVINISEMQHDPTIKGFIYTIEGIAFMLGAFVIKRLSDHFKP
                     EKLLYFFAVCTAFAHLSLFFSDIKWMSLTSFGLFGFSVGCFFPIMSTIFQTKVEKSYH
                     GRLFSFRNMFERVMFQIVLLGTGFFLDTIGLQYMVLIFGVISLFIIFISLSKQKQYEK
                     QPSQSANL"
     gene            1552562..1552861
                     /locus_tag="DJ46_1665"
     CDS             1552562..1552861
                     /locus_tag="DJ46_1665"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62315.1"
                     /translation="MSDGMQLFSIFIFVLALLSIINFLAISLSGHNFKKRIIAGFIFL
                     LITPIVFLATVAFASIFDKAGFGAGGLAFIVAIVYILNGIVILLSSLFFLKRNIT"
     gene            1553032..1553394
                     /locus_tag="DJ46_1666"
     CDS             1553032..1553394
                     /locus_tag="DJ46_1666"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64215.1"
                     /translation="MKKVLLIIPLFIILLSGCSNNDIYGSWEVVDNKNGLCPISYKFE
                     TVVKEEKKEKIIQYLVEMQTTKKKEDLYKGSFVKDSNVYHIDYGNSFTSDQTLQVVDG
                     KLNVYFYAVEKLCTYKKK"
     gene            1553575..1554774
                     /locus_tag="DJ46_1667"
     CDS             1553575..1554774
                     /locus_tag="DJ46_1667"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK63372.1"
                     /translation="MTYTLATRMKAFQSSIFSELGAYKKEKIAAGHKMIDLSIGNPDM
                     PPADFVREEMVHTANQKESYGYTLSGIQEFHEAVTEYYNNTHNVILNADKEVLLLMGS
                     QDGLVHLPMVYANPGDIILVPDPGYTAYETEIQMAGATSYYMPLKKENDFLPNLELIP
                     EEIADQAKMMILNFPGNPVPAMAHEDFFKEVIAFAKKHNIIVVHDFAYAEFYFDGNKP
                     ISFLSVPGAKDVGVEINSLSKSYSLAGSRIGYMIGNEEIVGALTQFKSNTDYGVFLPI
                     QKAACAALRNGAAFCEKNRGIYQERRDALVDGFRTFGWNVEKPAGSMFVWAEIPKGWT
                     SIDFAYALMDRANVVVTPGHAFGPHGEGFVRIALVQDKVVLQQVVENIRNSGIFALEK
                     VDELVKN"
     gene            1554831..1555229
                     /locus_tag="DJ46_1668"
     CDS             1554831..1555229
                     /locus_tag="DJ46_1668"
                     /codon_start=1
                     /transl_table=11
                     /product="fabA-like domain protein"
                     /protein_id="AIK61386.1"
                     /translation="MHIKDTLPHRYPFLMIDKVKNVKQGESVTGYKLITNNEWFINDS
                     QNHMPHMLIVEALAQLSAFVHTSESDGLGFLSSLDGVTFHEKAYPGDKLDLHYELTRN
                     RRGFVLGKGTATVNNQPIVTIEKLLIYQTE"
     gene            1555322..1556152
                     /gene="coaA"
                     /locus_tag="DJ46_1669"
     CDS             1555322..1556152
                     /gene="coaA"
                     /locus_tag="DJ46_1669"
                     /EC_number="2.7.1.33"
                     /note="panK_eukar: pantothenate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="pantothenate kinase"
                     /protein_id="AIK62684.1"
                     /translation="MESTIGIDAGGTLTKIAYLNKKMQLAFEKVYSNEQNKIIDWLKN
                     QTGIKQICITGGKAKQLQQLLSASYKIVELNEFEATLVGVRYILKKEKYDINNFVLTN
                     IGTGTSIHYIYNDQYIRAGGTGVGGGTIMGLSKLLTNIDHFEDVIPLTKVGSRKELDI
                     TVGDIYGGILSPIDNSLTASNFGKAAITDSNYNSSDILATIQGLVGEVVTALSLQFAE
                     TKNIDHIIYIGSTLCNNIHLQNIISSYTKYQNKTPIFLRDGGNSGAIGALLYATNKKS
                     "
     gene            complement(1556369..1556998)
                     /locus_tag="DJ46_1670"
     CDS             complement(1556369..1556998)
                     /locus_tag="DJ46_1670"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK64528.1"
                     /translation="MSYFITLVLAVLLAFSYKIVDITVGIIIGKIRYQKIENEIIYIW
                     GTLLTIISYFYEDNYVFRLPIHYESIVLLILIALITNIFISRYSGYNPSGKKNILNFV
                     IMYPIFEEVIFRGMIIPILNNAFSIFSYFEIAYIPVTLPILISSFLFAISHLQYYKFN
                     QTSIKFMLFAFLGGIIHGMITDFSLSIVFPILLHIEFNLLSVYYSKKLQ"
     gene            complement(1557186..1557665)
                     /locus_tag="DJ46_1671"
     CDS             complement(1557186..1557665)
                     /locus_tag="DJ46_1671"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62507.1"
                     /translation="MGDTSSLITVFLCIALLIFWRRYRSMHRPIKGSGKRILWPLLFL
                     TPGIIWFFGPVHPAILQVIIAVFIGVLFAVPLIVLTNYERRDDGNIYTKKNVAFLITF
                     IALVVLRYGSRRFIVDLDQQTVGLLFYVVAVSYIIPWRIACYIKFRKVWRGNSNQTV"
     gene            complement(1557698..1558363)
                     /locus_tag="DJ46_1672"
     CDS             complement(1557698..1558363)
                     /locus_tag="DJ46_1672"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62622.1"
                     /translation="MLMKQLKLHIKYQYKAILTFWAVALLIKGTMTATDLKGIKIAFL
                     HDIFNNSSIAIVMFIVISVFLIQLDIFPTVVSFGVTRLQFLMGSICFILLQSALFSGL
                     QVLFLQGTFYKTEQINLGSYAIEQFFVQFIFYSTLACLFQSTIIFQKRFNWFGLAFSI
                     IFLFGLASTMYAGIGIKELVFINSKMLLEIPHFISVSIVLIFIYIVISALFIRKVSFE
                     DTI"
     gene            complement(1558366..1559238)
                     /locus_tag="DJ46_1673"
     CDS             complement(1558366..1559238)
                     /locus_tag="DJ46_1673"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66009.1"
                     /translation="MIALETKEITKKYKKKVAVNEVTISLEEHKIYGLLGRNGAGKTT
                     LLNLLAGQITSSSGSVSIFGEHVFENSKAMQNICFVKVKEAAYLNNKVKEIFNLCNMF
                     YKNWDQKFAEELARRFQLNLKEKYHKLSNGMQTVVGIIQGLASRSPITIFDEPTTGLD
                     AAHRELFYSLLLEDYGEYPRTIILSTHLVEEVTHIIEDVIIIKEGRLVVQSSVEALLQ
                     QGHIISGKKDKVDDFSSNKKVINREVYGNKGIAVIWKELSNEDYYSLEKEGLAIDRIT
                     LQKLFIHITGGEVK"
     gene            complement(1559235..1559345)
                     /locus_tag="DJ46_1674"
     CDS             complement(1559235..1559345)
                     /locus_tag="DJ46_1674"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein GntR, HTH"
                     /protein_id="AIK61661.1"
                     /translation="MTEYLPKVWEEAKVLEISKDELMDMIQKITKEGKEG"
     gene            complement(1559342..1559614)
                     /locus_tag="DJ46_1675"
     CDS             complement(1559342..1559614)
                     /locus_tag="DJ46_1675"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK63109.1"
                     /translation="MKPTLEENKLIYLQIAETIESDILKDILLEEEQVPSTNQFAKML
                     QINPATAAKGVNVLVDEGILYKKRGIGMFVAKGAKEVVLKKDKTLL"
     gene            complement(1559738..1559908)
                     /locus_tag="DJ46_1676"
     CDS             complement(1559738..1559908)
                     /locus_tag="DJ46_1676"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66248.1"
                     /translation="MKYMHRNGVVMLTIFLCITACSSGERIKEISDMEPSDFKKYAGT
                     YVGNHSVETSKF"
     gene            1560086..1560184
                     /locus_tag="DJ46_1677"
     CDS             1560086..1560184
                     /locus_tag="DJ46_1677"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61782.1"
                     /translation="MMKLQLHALTLALTAPVFSGQLNMNSTILMEN"
     gene            1560349..1560489
                     /locus_tag="DJ46_1678"
     CDS             1560349..1560489
                     /locus_tag="DJ46_1678"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sporulation family protein"
                     /protein_id="AIK65140.1"
                     /translation="MTISVLFLSITIQRNTISKDEIFHNEQIEKAMNDVKERQALYCD
                     HM"
     gene            1560517..1560660
                     /locus_tag="DJ46_1679"
     CDS             1560517..1560660
                     /locus_tag="DJ46_1679"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sporulation family protein"
                     /protein_id="AIK65057.1"
                     /translation="MTFHIFFFTTVLQKNTLTEAEINRKQQLKQLTDKMTDIKSSYYT
                     QMY"
     gene            1560689..1560832
                     /locus_tag="DJ46_1680"
     CDS             1560689..1560832
                     /locus_tag="DJ46_1680"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sporulation family protein"
                     /protein_id="AIK64973.1"
                     /translation="MKFKAFFLTITIQKRKLSQSEILREQHIQTIMDEVKERQASYYT
                     RLF"
     gene            1560859..1561002
                     /locus_tag="DJ46_1681"
     CDS             1560859..1561002
                     /locus_tag="DJ46_1681"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sporulation family protein"
                     /protein_id="AIK61839.1"
                     /translation="MKFKAFFLTITIQKRKLSQNEILREQHIQTIMDEVKEHQASYYS
                     RLF"
     gene            complement(1561576..1562661)
                     /locus_tag="DJ46_1682"
     CDS             complement(1561576..1562661)
                     /locus_tag="DJ46_1682"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63714.1"
                     /translation="MKSKVHFWTLEVLMVVAIIFICTKISFLFQPIGIFISTLFFPIL
                     IALFLYFIFNPVLVFLEDKKVPRNLAILLLYLFIITLTAVGVGVVVPTISQQLMDLVK
                     NMPGYIKEGKVYIQDLSHHRLFEWLSTQNYVSIETIEKNAIEYLKDIPNTLTSSATAL
                     FGIITNVALVIFTVPFILFYMFKDGHAFPGKAVSLLPESYREEGLRIIKETNETLSAY
                     IQGQALVCIFVGAFTFIGYFIIDLPYAFVLGIIAAFTNIIPNLGPFIGAAPAVIVGLF
                     VSPMQALYVIIIVTIVQQFESNIISPRIMSSKLNIHPLTIIILILGVGNFAGIIGMIL
                     AVPVYAVTKTVVSNLVRLFKTKRSNRK"
     gene            1562810..1563631
                     /locus_tag="DJ46_1683"
     CDS             1562810..1563631
                     /locus_tag="DJ46_1683"
                     /codon_start=1
                     /transl_table=11
                     /product="HNH endonuclease family protein"
                     /protein_id="AIK64453.1"
                     /translation="MTQCIICRKDTKELSEQYVIPEILCGYYFTNSICDTCHEQMTTN
                     IDRPLIRHKLSQFKIEQMKKQIDSPLYTNEHGEELAAAETDIVEVSDEILYSNALIMK
                     LCKKHDISLHNEIWKEERVTKVASSIQRELLLDNRKYKMSVLKMAYTFAVQAVDGYFE
                     DPDAIDISNILSNADFIELKEKSIVRDLSKSSLWNTLNTNSENHYFILLSDKDGLFCF
                     IRLFDIFDVVVHLSEKRYELPSPIVGVNNVNEQKFYVQTLKQYMDGLFKEKAPSI"
     gene            complement(1564097..1565209)
                     /gene="ssuD"
                     /locus_tag="DJ46_1684"
     CDS             complement(1564097..1565209)
                     /gene="ssuD"
                     /locus_tag="DJ46_1684"
                     /EC_number="1.14.14.5"
                     /note="alk_sulf_monoox: alkanesulfonate monooxygenase,
                     FMNH(2)-dependent"
                     /codon_start=1
                     /transl_table=11
                     /product="alkanesulfonate monooxygenase,
                     FMNH(2)-dependent"
                     /protein_id="AIK61265.1"
                     /translation="MELLWFIPAYGDGRYLGTTKRGRAAEYGYYKQVAQAADYLGYTG
                     VLLPTGQGCEDPWVLASALAAETEKLKFLVAVRPGLMSPTVAARMASTFDRISDGRLL
                     INVVAGGDPVELQGDGLYLEHDERYEAADEFLKVWKSTLQGETISLEGKHMKVTDSKV
                     VFPPVQTPYPPIYFGGSSDAGKEVAAEHSDVYLTWGEPPEQVKEKIEEVRKLAEEKGR
                     SVRFGIRLHVIVRETEEEAWEEAERLIQYVDNETIELAQKTFARYDSVGQKRMTHLNK
                     GTRESLEISPNLWAGIGLVRGGAGTALVGDPHTVAERIKEYEALGIDTFVLSGYPHLE
                     EAYEVAELLFPLLKEDKKQENKIVGEMIADAYALKK"
     gene            complement(1565286..1566134)
                     /locus_tag="DJ46_1685"
     CDS             complement(1565286..1566134)
                     /locus_tag="DJ46_1685"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK66137.1"
                     /translation="MENTKAVIKRASITIEKNNVKKVQKTNIKFLIRAITIPIIILII
                     WQLAGVFGLVSKTVLPTPLDIFVAFQELIKTGELFGHLSISVFRAAAGFFIGGSLGII
                     LGTIVGFSTRSEQYLDPSVQMLRTVPHLAVAPLFVLWFGFGETSKVLLIADGAFFPLY
                     VNAFLGIRGVDSKLFDVARVLEFSKRKLITKLILPATLPNLLLGARLSLGVAWVSLVV
                     AELMGSTEGIGYMIMDARQFSNTDIVFVGIIIFAFVGKFSDSLVRLLEVKFLRWRDGF
                     KGETGN"
     gene            complement(1566151..1567137)
                     /locus_tag="DJ46_1686"
     CDS             complement(1566151..1567137)
                     /locus_tag="DJ46_1686"
                     /note="ssuA_fam: ABC transporter, substrate-binding,
                     aliphatic sulfonates family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter, substrate-binding, aliphatic
                     sulfonates family protein"
                     /protein_id="AIK63777.1"
                     /translation="MYKKFKVLSFTLAISLFLFGCEKSTASSKKEDVTVQIGIQQGLS
                     PLLLAQKKGWFEEEFKKEGVKVKWTEFQSGPPYFEAIASNRLDFGEVGNSPVISAQAA
                     GIGFTEIANTSYARKGTGILVQKDSKITSIKELKGKKIAVAKGSSAFNLLYRALDKEG
                     INAKDVNVIQLQPDEAQPAFESGSVDAWAIWDPFISLHTVNKGAKVITDGERLNVSSP
                     EFLIARTKFAKEHPELVEKFLKVYEKARVWQDENLDEAIKIYTSAKKIDAEIVKEVFN
                     HDKPILVPVTKEIVAEQQQTADFQYKLGSIKKEIKTDKVVDNSFVEKALKAN"
     gene            complement(1567155..1567910)
                     /gene="ssuB"
                     /locus_tag="DJ46_1687"
     CDS             complement(1567155..1567910)
                     /gene="ssuB"
                     /locus_tag="DJ46_1687"
                     /codon_start=1
                     /transl_table=11
                     /product="aliphatic sulfonates import ATP-binding protein
                     SsuB"
                     /protein_id="AIK63527.1"
                     /translation="MTVSINEVSKYFWKQTGTVQVLENINFQLEKGDFVTVIGPSGCG
                     KSTLLKIVAGLDNDFEGEIIIDGERITKPSKKQGFIFQEHRLFPWLTVEENIAADLSL
                     KDKYVKDKVKEWVEIVRLDGFEKSYPKEISGGMSQRVAIARALLRDPSVLLLDEPFGA
                     LDAFTRSHLQEVLLNIWEQKKTTMIFVTHDIDEAIYLSNRIVIMSAKPGEIHKVIENN
                     LSYPRNKTSQSFQQLRTKVLQQFEHGGLIQTSI"
     gene            complement(1568138..1568866)
                     /locus_tag="DJ46_1688"
     CDS             complement(1568138..1568866)
                     /locus_tag="DJ46_1688"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63444.1"
                     /translation="MKIMIDGNNISNEQLTKWKRERIKKVFNTLGHKEPDLIDTDVMI
                     KKLTELKLNYSYNEMYDKLKSKLKLSEMGMRICTVLSGDRRKFSKTNIYLDGITAEEA
                     INGIDSFMLEQSRENDQVNLSACPDHYVLRPFGENELEVIETTGNSPFPVQFFIVFGD
                     ETGLKTPRDKTYQYQSTGVARMKDGTTIGGVRHQFKDTDTGIEVSLVVEFPALCPNSL
                     INSHQMHLACEFSYWLQWIKSDKK"
     gene            complement(1568863..1569453)
                     /locus_tag="DJ46_1689"
     CDS             complement(1568863..1569453)
                     /locus_tag="DJ46_1689"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK63029.1"
                     /translation="MKRISKEPDVRRQELMDIGFELYMKNGMKGFGIKDVVNHAGVAT
                     GLFYYYFKSKENFVDEVLNDFIVKNMELIEEILISNERSVMQKLKDSLNIFWTFIEKL
                     APYKNLSSFQTEQHFQLEQKLFTRMQPLIRQVIEEGVKTGIFNTDNSLLTSGFILYGL
                     SSIAHSEVNLNLDTKQEMINLVLNTLRYDQSEGECI"
     gene            complement(1569663..1570172)
                     /locus_tag="DJ46_1690"
     CDS             complement(1569663..1570172)
                     /locus_tag="DJ46_1690"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63606.1"
                     /translation="MNKLLTLKSKIVERKIRYDSTIVDHTCLLLEKQLQSIVLFHEVQ
                     YSFTMTAHRASLTIPKGSYTIAYYWEDRPYNLYIWRDKNGMYVGSYFNVVKNTQITDE
                     LVSFEDLIIDILVLPSGEYFILDEDELPEPLDGFEGGYVNEALNVLEEIIQKMLPQMI
                     VETEMVWLN"
     gene            complement(1570276..1570770)
                     /locus_tag="DJ46_1691"
     CDS             complement(1570276..1570770)
                     /locus_tag="DJ46_1691"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK66250.1"
                     /translation="MNNATNFHRAFGVYGICIENNHILVIDKMKGPYRNRYDLPGGSL
                     EDGEALLAGLHREIKEETGLNVTVVKQIGTIDFQFPSKFKEYTHVHHIAVFYGVERCG
                     GEFEVPEQFEEQDSSGARWIPIESITERNSSPLVCSAVEWLKSNELPLEVKKYETWTV
                     KNSF"
     gene            complement(1570763..1571812)
                     /locus_tag="DJ46_1692"
     CDS             complement(1570763..1571812)
                     /locus_tag="DJ46_1692"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65802.1"
                     /translation="MSVTLSRRRKGIWIGLVSLILLSNYLLYALPIVPAAPKEVVLGS
                     ILDCMFVIPIITYFFIIRKRYSLTYIFPVVIAGYIFARFIIPSDYLQAFSYVSYIIVV
                     GEIAFVCVELFLLYKIVRKLPNIIKKYKEYKSEYSLFSYAIDAAFEVTMKRNKLVDII
                     VTECKLIYYAFLSWREKVPEGESVYSYHKKTGAIGVYIMIIHATLIESIGFHYLLHQW
                     NPVIAWVLLILNVYAMFYFLAEIQAMRKNPIIVTEEKIIIQIGLGKKIIIPFAQIDTI
                     TFYKGELLKKEKEVLDATVMEFIKEPPTFEIILKEPMKAQLLYGFSKTVSRVHLNVDE
                     ERKFYDAVTEKLKRE"
     gene            complement(1571825..1572298)
                     /locus_tag="DJ46_1693"
     CDS             complement(1571825..1572298)
                     /locus_tag="DJ46_1693"
                     /note="BH0479 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65875.1"
                     /translation="MEHLLKQAIKLRKEKKYAQSKEILIGLTNFTRDAEVLYQCAWIH
                     DVMGLETEAMPYYEQAIANGLEGESLCGAYIGLGSTYRCIGEYDKAITVLETGLQQFP
                     DNDVMKVFLSLAKFNVNDHESAMKLLLETVVKVEEVKEFERAISFYKDHLNEVFK"
     gene            complement(1572422..1573111)
                     /locus_tag="DJ46_1694"
     CDS             complement(1572422..1573111)
                     /locus_tag="DJ46_1694"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD dependent epimerase/dehydratase family
                     protein"
                     /protein_id="AIK64193.1"
                     /translation="MKGKKVLITSGGCLEKWDQVRGHTNMAKGTIGRIIAEELISKGA
                     HVIYLHGYFAEKPNDINNQLELHPFEGIIDLRDKMKSIITHEKVDAVIMAAAGSDWVV
                     DKICDQEGNVLDMNGKISSDIAPIIHFQKAPKVLKQIKQWDSETVLVGFKLESDVNEE
                     ELFERAKNRMEEAKASVMIANSPHSLYSRGAMHYVIGQDGKGQLCNGKDETAKEIVKR
                     LEVLCNHVTAL"
     gene            complement(1573127..1573930)
                     /gene="yokD"
                     /locus_tag="DJ46_1695"
     CDS             complement(1573127..1573930)
                     /gene="yokD"
                     /locus_tag="DJ46_1695"
                     /codon_start=1
                     /transl_table=11
                     /product="SPBc2 prophage-derived aminoglycoside
                     N(3')-acetyltransferase-like protein yokD"
                     /protein_id="AIK61512.1"
                     /translation="MKMNDIVASTQLPNTIKTITNDLRKLGLKKGMTVIVHSSLSSIG
                     WISGGAVAVVEALMEVITEEGTIIMPTQSSDLSDPKHWSRPPVPEEWWQIIRDNVPAF
                     EPHITPTRAMGKVVECFRTYPNVVRSNHPLGSFAAWGRHAEEITVNQSLSMSLGEESP
                     LRKIYDLDGYILLIGVGYDSNTSVHLSEVRSGACELIKVGAPIIENGERVWKEFVDMD
                     YDSDKFVEIGVEFEQKGTVTMGKIGNAKCRLMKQRDIVDFGTEWFRKKN"
     gene            1574096..1574545
                     /locus_tag="DJ46_1696"
     CDS             1574096..1574545
                     /locus_tag="DJ46_1696"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK61420.1"
                     /translation="MKKALFSVLLFGLVFLSACVSFQNEYEDYWVIEKSRYNKIGFGP
                     SNLYEKAQEDPTMVHYSNNSISEGKRMIYLTFGTKYKNDKITVKEVKDEKDKSVIVLH
                     IEKSKGKDENPVMYIGVPKLRDFIKIVDEDGNKIFEMKKNESVTSQQ"
     gene            complement(1574598..1575845)
                     /locus_tag="DJ46_1697"
     CDS             complement(1574598..1575845)
                     /locus_tag="DJ46_1697"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathionylspermidine synthase preATP-grasp
                     family protein"
                     /protein_id="AIK61751.1"
                     /translation="MYTEQEQKDYMKVWFSLAEEAGRNGFTWPSLLENEEWNQYMATG
                     MYRMPIKTYTAISKATEEIMYVLYRTYQYILNTSKDFQKLGFPAETWEIARMKHTGLF
                     SYFTRFDFIVNSEDIKLIEVNCDTPTGYLEPSVANEVLCRYHDVNHPNHIEEHIVQAW
                     EQIKHDYSIDPRETIYFTSYDWHDEDHQTVQFLRSYCLDQSTDYIGIQDIVVADDGIY
                     TPNGERIHYLYRLYPIEYLVSDADKNGKRIGLQFLDHIAQGRVKIINPPAAFLMQNKS
                     VLALIWQLYEEEVFFEEEERGIIQNYFLPTYFTNKPFIERNESYVSKPLYGREGGGVS
                     IYENNELLAEDKTEYYFEQRKIYQQYVEMPDYTIDTWDGPYTGKLLIGSHCISGRAAG
                     LFLRVGEKITGNLSMFTGVTIEG"
     gene            complement(1575866..1576477)
                     /locus_tag="DJ46_1698"
     CDS             complement(1575866..1576477)
                     /locus_tag="DJ46_1698"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65659.1"
                     /translation="MRMDKSKFIKIATSIGVSSFLLTGCGDYEEETAQQESTAVKTDG
                     AKQGNELETLNCDDKAPTNENVEKDELCKENNPSFSSYNENSHLPILPFVAGYLLASR
                     TSNMNYSAKPNVLKKPYTNNIIPYREKDERRTGGSGGGGYYGGTNSNNSNSSNKVDLN
                     KQQPNPSNKVTPDTNTPKSSTTQTPKVNSGSSGIGNAKAPAGS"
     gene            complement(1576577..1576984)
                     /locus_tag="DJ46_1699"
     CDS             complement(1576577..1576984)
                     /locus_tag="DJ46_1699"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK66134.1"
                     /translation="MNLQHVEQIEKDSILNVLQYAVGPSKASLKKAVLFYERNKGTLY
                     RYEEQACIGIEIIGANKAKIRHIAVIPQYRHKGIALQMIKEVVRIHQLTYLEAETDDE
                     AVEFYKRIGFQVRTLGEKYPGVERFHCYLEKEQ"
     gene            complement(1577041..1577979)
                     /locus_tag="DJ46_1700"
     CDS             complement(1577041..1577979)
                     /locus_tag="DJ46_1700"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance efflux transporter family
                     protein"
                     /protein_id="AIK65166.1"
                     /translation="MKAIAVGILASFFFAFTFVLNRAMDLEGGSWIWSASLRYYFMVP
                     MLLLIVMYRGNLKQLFQYMKNNPKDWLVWSIVGFGLFYAPLSFAGAFGPGWLVASTWQ
                     ITIVAGILLTPFFAVDPLHKKLPMKELVMSGIILCGVVLMQVEHASSLGIRETVLCVV
                     PVLIAAFAYPLGNRKMMQVCKGELDVFQRVLGMTLASLPFWFLLSGYEVSTGGLPSSS
                     QVFQCFIVAVSSGLIATVLFFFATDLVKDDPQKLATVEATQSGEVLFALVGELILLSA
                     PIPSSLSWIGMSLVIIGMILHSYVAVVVKKEEKITA"
     gene            complement(1578049..1578570)
                     /locus_tag="DJ46_1701"
     CDS             complement(1578049..1578570)
                     /locus_tag="DJ46_1701"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB family protein"
                     /protein_id="AIK63636.1"
                     /translation="MKDLYLEKNMNPQVAILYATVADTFKRLQKLVEGTDEKELSFKG
                     LKNNENSIGQLLQHLAVVDLHWVYRLKGEPVPLALDNIYGPMLNEAGELPSLRKHTLQ
                     QLMQDYEAVQHMFYEECMKLTENDLTREVFYEKGENATIRWGIWHIADHNRYHQAHIS
                     QLRKLYRARMHTR"
     gene            complement(1578586..1579086)
                     /locus_tag="DJ46_1702"
     CDS             complement(1578586..1579086)
                     /locus_tag="DJ46_1702"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63892.1"
                     /translation="MIRLLTKEDAKKYWGLRLQALQVNPEAFVTTYEEAIRQENPIKR
                     VESNLTAATSCTFGAFNEDHQLVGVVTLLTEEKEAYKHKGHIVAMYVDASNQRSGLAR
                     ELICKAIERAKEMNLEQLTLGVVSTNEPAKRLYESMGFKTYGIEKRAIKMNGVYSDDE
                     HMVLFL"
     gene            complement(1579121..1579666)
                     /locus_tag="DJ46_1703"
     CDS             complement(1579121..1579666)
                     /locus_tag="DJ46_1703"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62369.1"
                     /translation="MNVPFVQLRELTLDDVEDRYQWSLDTKVTKHLVVSDQYPPFTLE
                     DTKQWIEACINRKNGYEQRAITAENGIHIGWIDLKNFDKTNKNAELGIAIGNKEYWGK
                     GYGIAALYSMLHVAFFEFELEKVWLRVDEDNLQARKSYEKAGFVCEGLMRNDRLRKGR
                     FIHRYRYSMLREEYQSLISSL"
     gene            complement(1579682..1580383)
                     /locus_tag="DJ46_1704"
     CDS             complement(1579682..1580383)
                     /locus_tag="DJ46_1704"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotidyltransferase domain protein"
                     /protein_id="AIK61899.1"
                     /translation="MKAMEAAQSIITSHFPDCDVALLGGSVARGEATKTSDLDIVIVD
                     QSLTSCYRESFYSNGWPVEVFVHNFETYKTFFKMDCDRGRPSLPQLVSEGIVLKGENE
                     IVEKLKREASDLLNKGPAKWTEEMMKQKRYFITDTLDDFIGASKREEELFIANLLADL
                     LHEYVLRVNGKWLGNSKWFIRVLRKYDEQYADQFVAAFDHFYTTGEKSKLITFVEKTL
                     EQYGGRMFEGFSIGK"
     gene            complement(1580400..1581083)
                     /locus_tag="DJ46_1705"
     CDS             complement(1580400..1581083)
                     /locus_tag="DJ46_1705"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA alkylation repair enzyme family protein"
                     /protein_id="AIK65188.1"
                     /translation="MLLEEVMQQLEEYGTEQNRKTYKNHGAKEPLFGVSFANLKLLKK
                     KIKKDHDLAISLWETKNMDAMTLATMILDPKKVTTELLNKWVQEVDYYCLMDVLMTAI
                     CTSPIAIERMEEWTKSDDEWIGRAGWSLLANIAIKNKTLQDDSFSPYLEEIKENIHNE
                     KNRKREAMNSALIAIGIRNEDLEQTAIEIAREIGKVQVDHGATSCKTPDAESYIKKAR
                     ERAEKKKMK"
     gene            complement(1581449..1581694)
                     /locus_tag="DJ46_1706"
     CDS             complement(1581449..1581694)
                     /locus_tag="DJ46_1706"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK61044.1"
                     /translation="MLSIFMTSIFTVGLLIGCNPAPKDEKEPDPTEEPSEQRQEEKNE
                     KQDPAKEQNNELNKKDEQEPDPTEEPSEEQKKKKENE"
     gene            1581926..1582753
                     /locus_tag="DJ46_1707"
     CDS             1581926..1582753
                     /locus_tag="DJ46_1707"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AIK65476.1"
                     /translation="MHNGIRMTTLMKRAMLICAGVLFTYEAALGSAHTALASTEDEAK
                     SVQLVSEIQSSLAPKEAPKQYNGQVRKVAYLTFDDGPGKYTAELLDMLKKENAKATFF
                     LIGSNVKAFPDLVKREDAEGHYVGMHSMTHNYKKLYTEGHYVDEMKEDQGLIAGVLGK
                     SPVLTRPSYGSMPGLNEALRNKVVENGLKVWDWTIDSLDWRYNKMPVDAASAKIVENV
                     INGANKPTEVILMHDIHPQSVKAVPGIIKGLKEKGYELEAYSENEHFPLNFWHDNRM"
     gene            1582913..1583575
                     /locus_tag="DJ46_1708"
     CDS             1582913..1583575
                     /locus_tag="DJ46_1708"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61292.1"
                     /translation="MIVYTVQTEEAWKQFKKLGYLEGNKEFIDSDDIYSYDWMVRVAK
                     TKLPHYEGNYPIWVWEANNYPNRNHKAWGRKNSKMVILTLDVPKKWVLWSYFDYWCCA
                     MTDGSTYLHTKNKCTLDEWYIYMDKKYGIIFNFDYLLSHPDWYLDKEDSLEKQGVIGK
                     IPLSFVKKVRRFRAKEDTSIHTIRSDNWDNRKENRIKKMNRKLRKRNEKQKRVQKRLI
                     RN"
     gene            1583686..1584357
                     /locus_tag="DJ46_1709"
     CDS             1583686..1584357
                     /locus_tag="DJ46_1709"
                     /note="R_switched_YjbE: integral membrane, YjbE family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, YjbE family protein"
                     /protein_id="AIK62272.1"
                     /translation="MDFLSAEYLSALLAIIVIDLVLAGDNAIVIGLAARRLPKDQQKK
                     VIIWGTIGAIAIRALATLVVVWLLKIPGLLLIGGVLLIWIAYKLIAEGKDHDIKAEEG
                     FWSAIKTIIIADALMGIDNVLAVAGAAHGNFSLVIIGLLVSIPVVVWGSTLILKWVDR
                     YPIIITIGAAVLAYTAAKMIVDEKWFAAFFESNPFIKWAFIIIIIAGVVFFGKAKQKA
                     TDGSI"
     gene            complement(1584417..1586390)
                     /gene="ltaS1"
                     /locus_tag="DJ46_1710"
     CDS             complement(1584417..1586390)
                     /gene="ltaS1"
                     /locus_tag="DJ46_1710"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol phosphate lipoteichoic acid synthase 1"
                     /protein_id="AIK65667.1"
                     /translation="MKQFLLKSKSVLSNHFGFFLFAVILFWLKTYAAYVTEFNLGISN
                     TIQKFLLFFNPLSSAVLFLGLALFAKGKRSYIWLIVINLLLSILLYANVVYYRFFSDF
                     ITFPTLTQTNNFGDLGGSIVALLHLYDPLYFLDTIILIVLVATKFANPKPIRVAKYKV
                     SLVFVAGILLFSVNLGLAESDRPELLTRTFDRNYIVKYLGAYNYTIYDGIQSAKASTE
                     RALADGDNMTEVRNYLTSTYASPNPEYFGKGKGMNVIYIHLESFQNFLIDYKLNGQEV
                     TPFLNSFTKDANTLYFDNFFHQTGQGKTSDAEFMLENSMFGLPQGSVFTTKSHNTYQS
                     APAILGQQGYTSAVFHGNYKTFWNRDDIYKSFGFNKFFDASYYDMNEKDVVNYGLKDK
                     PFFNESIPLLETLKQPFYTKFITLSNHFPYPIDKEEATIEPANTGDSSVDTYFQTARY
                     LDESVKGFIDYLKQSGLYDNSIIVMYGDHYGISDNHNAAMSKVMGKEINSFENAQLQR
                     VPLIVRVPGVKGGVQHQYGGEIDVLPTLLHLLGTDTKNYVQFGSDLLSPDHKQVVAFR
                     NGNFVSPTVTALNGKYYDTTTGKPVEFTDEIKQNEQMVQNSLKYSDQVVNGDLLRFYT
                     PEGFTPIDRSKYNYNNRDKNKTKVKTAPEGEAK"
     gene            complement(1586903..1588528)
                     /locus_tag="DJ46_1711"
     CDS             complement(1586903..1588528)
                     /locus_tag="DJ46_1711"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62914.1"
                     /translation="MITVSNVSLRFADRKLFEGVNIKFTPGNCYGLIGANGAGKSTFL
                     KILSGEIEPSTGDIHITPGERLAVLKQNHFEYEEFPVLETVIMGHTQLYKVMQEKNAI
                     YMKEDFSDEDGMRAAELEGEFAELNGWEAESEAAILLKGLGIGEDLHDKKLSELTGAE
                     KVKVLLAQALFGKPDILLLDEPTNHLDLKAIQWLENFLMNFENTVIVVSHDRHFLNKV
                     CTHMADLDFGKIQLYVGNYDFWHESSQLALKLTQDANKKKEEKVKELQNFIARFSSNA
                     SKAKQATSRKKLLDKITLDDIRPSSRRYPFVGFTPEREVGNDLLTVEGLSKTIDGEKV
                     LDNVYFTLNKGDKVAFIGRNDIAMTTLFKILMGEMEPDSGSFKWGVTTSQSYFPRDNS
                     KYFENSDLNLVEWLRQFSPQDESESFLRGFLGRMLFSGEEVKKNVSVLSGGEKVRCML
                     SKMMLSGANVITLDDPTNHLDLESITALNNGLIAFKGTMLFTSHDHQFVQTIANRIIE
                     VTPNGVIDKEATYDEFLENEELQKQVDAMYKGQ"
     gene            complement(1588906..1589754)
                     /locus_tag="DJ46_1712"
     CDS             complement(1588906..1589754)
                     /locus_tag="DJ46_1712"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62402.1"
                     /translation="MNTKLIIVEGLPGFGKSTTAQLINDILSQNKIEVELFLEGNLNH
                     PADYDGVSCFNKFEFDRLLSNSGDFKEVLLKRVLKKGSNYLLPYRKIKNEFGDQFSDE
                     LFNDISRNDIYELPFDKNVELIADKWQDFAEIALEDDKVYIFECCFIQNPLTIGMIKY
                     GEQKEKIINYVMKVAKIIENLNPMLFYVEQDDLEFSFRKALKERNPEWSTGIVDYYTN
                     QGYGKEHNHSGVEGAIKVLEARRNLELEIFDMLKMKKEKINNTKYEIGSYRSMLKDKL
                     TIQMVK"
     gene            complement(1590040..1590537)
                     /locus_tag="DJ46_1713"
     CDS             complement(1590040..1590537)
                     /locus_tag="DJ46_1713"
                     /codon_start=1
                     /transl_table=11
                     /product="MMPL family protein"
                     /protein_id="AIK64520.1"
                     /translation="MLIGIAIVLIVITRSLLNTIFIIGSLILAYFASLGISEQISTHL
                     LNVDSLSWNVPFFSFIMIVALGVDYSIFVMMRYNELEGEPATKIVTASRHIGGVVLSA
                     ALILGGTFAALIPSGVLALIQVASVVGVALLLLAIIVMPILLPALIGLMSKMKDYAKK
                     LSERK"
     gene            complement(1590732..1593155)
                     /locus_tag="DJ46_1714"
     CDS             complement(1590732..1593155)
                     /locus_tag="DJ46_1714"
                     /codon_start=1
                     /transl_table=11
                     /product="MMPL family protein"
                     /protein_id="AIK64433.1"
                     /translation="MSKLKNWRSLSFLLWIVITITMIVTMPNMDKLVKEKGHITIPNT
                     EQSSIADKMIKEMNKDGTEKYDIIAVFNSGSKTALTTEQKEEITKTINALQNEKEQLG
                     IKEVVSHLDNKELEKQLVSKDNTTILTQISIDKKHGEISKVSNNLHNKVKTKGVKTYL
                     TGSDLIAGDFLTSSQEGVKKTEVISIIFILVILIIVFRSPIVPIVSLLTVGVSYLVSM
                     GIIAHLVDQFNFPFSNFTQVFVVVVLFGVGTDYNILLFTRFKEELSKQENAFLATKET
                     FKSAGKTVLYSGIAVLIGFASLALASFKLYQSTSAVAIGVAVLLLVLTTLNPFFMVLL
                     GKGMFYPVKTFKGHEDSRLWGFFAKNSVARPFVALIIVFVISIPIVLKYSNTLNYNDL
                     FEVDNKYESKMGINVIEEHFPPGFSSPSTLVIQSNNKLDEASSLQTLDELTEKILKVK
                     GVSEVYAPTRPTGERIKELYINKQADELNTGLGDANGGIKEINDGLTTAKDKMGSKDS
                     NSLANVQKLIDGTNEAKNGVSALGTALNQLSNGINDGAKGAQQIERGLTSVNENISVL
                     SNATSQLHAGYTQLEKGLSSYDQYFGSISQAIDGAKKGYEQIEMLMTNFIQMKPELAN
                     DPNILQTIGIAKEAQKQLGGLSNELNQLATQHNAAMGSFKEANQSLLKVDNGLKEMSN
                     GVTKLQKGAADLKNGLNEGASGSKQIANKSSELQTGLTKINDGQGQVLTGLKDLQEQM
                     GQLQSGLSKSTEGLEKVSNGLGDAQKYLGELNESKSSEKFYIPKEVLEGEDFQKALNT
                     YMSHDRKTA"
     gene            complement(1593409..1593975)
                     /locus_tag="DJ46_1715"
     CDS             complement(1593409..1593975)
                     /locus_tag="DJ46_1715"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK65918.1"
                     /translation="MAKNKQEDIFDAAIQLFAERGYDGTTIPMIAEKAKVGAGTIYRY
                     FENKEALVNSLFTKSVLQLSELIKTDFPVNANIREQFSHTYNRLFEFARQNADAFLFT
                     NSHCDSYFLDEHSNEIFEDFMGFFMDLIEDGIEKGFLRPLPPIALIIIVYQPIEKLIK
                     VMETGQLEYTEELVKELEESCWNAIRII"
     gene            complement(1594245..1595402)
                     /locus_tag="DJ46_1716"
     CDS             complement(1594245..1595402)
                     /locus_tag="DJ46_1716"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase, GNAT family"
                     /protein_id="AIK61521.1"
                     /translation="MNVIRLKEDKFREALRLSEYAFQYKVDEDRLQQQITKMKESHEV
                     YGIMEGENLAAKLHLIPFHIYIGKEKFKMGGVAGVATYPEYRRSGYVKELLQHSLQTM
                     KKDGYTVSMLHPFAVSFYRKYGWELCANLLVCHMTKSDLVMKKQVNGTVKRFNKESHP
                     EEVEKLYETFAELFSGMLVRNEKWWLQAVYDDLTLAIYYDENQTAAGYMLYKIENYKM
                     TVEEFVPLHNEARNGLWNFICQHDSMIKDLEMTVSENEPLLYTLQEPRVKTEIKPYFM
                     GRIVDVEQFLKQYELNWNNVQQEVILHITDSFAQWNNITVRIANHEITIIEEPIDKGI
                     KLDINALSTILFGYRRPLELNELELISGSEEEIRAFESVVPVRKPFIYDFF"
     gene            complement(1595588..1596877)
                     /gene="aroA"
                     /locus_tag="DJ46_1717"
     CDS             complement(1595588..1596877)
                     /gene="aroA"
                     /locus_tag="DJ46_1717"
                     /EC_number="2.5.1.19"
                     /note="aroA: 3-phosphoshikimate 1-carboxyvinyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-phosphoshikimate 1-carboxyvinyltransferase"
                     /protein_id="AIK63723.1"
                     /translation="MKERTIQPVNNGLNGNITIPGDKSISHRAVMFGAIAEGTTTIKG
                     FLPGADCLSTISCFKEMGVDIVQNGDEVTVVGKGLEGLQEPKAVLDVGNSGTTIRLMS
                     GILANTPFLSCVQGDTSIAKRPMKRVTNPLKQMGANIDGREEGTFTPLTIRGGDLKAI
                     EYTSPVASAQVKSAILLAGLRAEGVTAVTEPHISRDHTERMLEAFGVKVTREGKTVKL
                     AGGQKLTATDVQVPGDVSSAAFFLVAGAIIPNSKLVLENVGMNPTRTGIIDVLEKMGA
                     TFTVEPINEGASEPAANITIETSSLKGIEIGGDIIPRLIDEIPVIALAATQAEGITVI
                     KDAHELKVKETNRIDTVVAELTKLGARIEATDDRMIIYGKSALKGNTVNSYGDHRIGM
                     MLAIAGCIAEGKTIIEDAEAVGVSYPTFFEELQKLAK"
     gene            complement(1596894..1597994)
                     /locus_tag="DJ46_1718"
     CDS             complement(1596894..1597994)
                     /locus_tag="DJ46_1718"
                     /codon_start=1
                     /transl_table=11
                     /product="ACT domain protein"
                     /protein_id="AIK62053.1"
                     /translation="MRKKVVLIGTGLIGGSLALAIKKDHDVTITGYDIFQEQVERAKE
                     LHVVDEIAVDLQHACEEAHLIVFASPVEETKKLLHKLASFHLREDVIVTDVGSTKGSI
                     MNEAEALFSKEISFIGGHPMAGSHKTGVESAKAHLFENAFYILTPMHHVPNEHVEELK
                     DWLKGTGSHFLVLNTEEHDYVTGIVSHFPHLIAAGLVKQVEKHAGDNPLIHQLAAGGF
                     KDITRIASSSPKMWSDIVKQNREHLMVLLKEWISEMEDLYDTVSSGDAGEIQNYFADA
                     KEYRDSLPVRKRGAIPAYHDLYVDVLDKVGALAHVTSILAREEISITNLQILEAREGL
                     LGVLRISFQREEDRMKAKLALGEEKYQTYETI"
     gene            complement(1597987..1599087)
                     /gene="hisC"
                     /locus_tag="DJ46_1719"
     CDS             complement(1597987..1599087)
                     /gene="hisC"
                     /locus_tag="DJ46_1719"
                     /EC_number="2.6.1.9"
                     /note="hisC: histidinol-phosphate transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol-phosphate transaminase"
                     /protein_id="AIK64289.1"
                     /translation="MQVKDQLSSLQPYKPGKSPEQMKEVYGDHSFVKLASNENPFGCS
                     PRVLDELQKSWLDHALYPDGGATTLRQTIANKLHVKMEQVLCGSGLDEVIQMISRAVL
                     KAGDNIVTAGATFPQYRHHAIIEGCEVKEVALNNGVYDLDEISSVVDNDTKIVWICNP
                     NNPTGTYVNDRKLTQFIEGISENTLIVIDEAYYEYVTAKDFPETLPLLEKHKNILVLR
                     TFSKAYGLASFRVGYAVGHEELIEKLNVVRLPFNVSSLAQKAATIAFGDDEFIEEIVR
                     VNTEGLRQYESFCKENEIPFYQSQTNFIFLPVENGGEIYEACAHAGFIIRPFPNGVRI
                     TVGTREQNEGVISVLQQHFENKKRKSRDEANA"
     gene            complement(1599106..1600278)
                     /gene="aroC"
                     /locus_tag="DJ46_1720"
     CDS             complement(1599106..1600278)
                     /gene="aroC"
                     /locus_tag="DJ46_1720"
                     /EC_number="4.2.3.5"
                     /note="aroC: chorismate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate synthase"
                     /protein_id="AIK61844.1"
                     /translation="MRYITAGESHGPQLTVILEGVPAGLTLAAEHINKELLRRQKGHG
                     RGRRMQIEMDTVEIVSGVRHGMTLGSPITLIVKNDDFKHWTKVMGAEPISEKESKEMK
                     RTITKPRPGHADLNGAIKYGHRDIRNVLERSSARETTVRVAAGAVAKQILKELGVEIA
                     GHVLEIGGVKAKHISNLSIEEIQIITENSPVRCLDKTVEQEMMDAIDNAKSSGDSIGG
                     IVEVIAEGMPIGVGSYVHYDRKLDAKLAGAIMSINAFKGAEIGVGFEAARQPGSKVHD
                     EILWDEEQGYTRKTNNAGGLEGGMTTGMPIVVRGVMKPIPTLYKPLASVDIDTKEAFQ
                     ASIERSDSCAVPAAGVVAESVVAWELAHALVEQFGKDRMELIQQNITQHNKYAKEF"
     gene            complement(1600563..1601639)
                     /gene="aroA"
                     /locus_tag="DJ46_1721"
     CDS             complement(1600563..1601639)
                     /gene="aroA"
                     /locus_tag="DJ46_1721"
                     /EC_number="5.4.99.5"
                     /note="protein AroA"
                     /codon_start=1
                     /transl_table=11
                     /product="3-phosphoshikimate 1-carboxyvinyltransferase"
                     /protein_id="AIK65530.1"
                     /translation="MANHELDQLRKQVDEINLQLLHLLNKRGEIVQKIGEQKQVQGTK
                     RFDPVREREVLDMIAENNEGPFETSTVQHIFKTIFKASLELQEDDNRKALLVSRKKKQ
                     ENTIVDVKGELIGNGTQTFIMGPCAVESLEQVRQVGQAMKDQGLKLMRGGAFKPRTSP
                     YDFQGLGVEGLQILRQVADEFDLAIISEILNPNDVEMALDYVDVIQVGARNMQNFDLL
                     RAVGKVNKPVLLKRGLAATIDEFINAAEYIIAQGNDQIILCERGIRTYERATRNTLDI
                     SAVPILKKETHLPVVVDVTHSTGRRDLLLPTAKAALAIGADAVMAEVHPDPAVALSDS
                     AQQMDIPEFHRFMEELKGFKNKLS"
     gene            complement(1602471..1604927)
                     /locus_tag="DJ46_1722"
     CDS             complement(1602471..1604927)
                     /locus_tag="DJ46_1722"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65249.1"
                     /translation="MEQFLFSHQKELFQLIFKNHSKLSPLLWRTICSYLNETKMKMDP
                     LLFARWTLLLLETAEKDSKSIETISYLLQKCSFPEHKEIALLLLTFILDGKLKLKRER
                     KWGNDTGESIELEESSRLPVSTFSFVEQIWNEKMKPHISYYAVPIMMMGIEKIRMLSL
                     RQAALKKRDKENVEKEFQQNDLAFLIQIVKECLAYLCKNNEKKANYYITEMIEANSVL
                     QNRIAIDAMNKNVFVSADEKMKWLLQEGILLDVTYKHEVFQLIKNHFALSLEKTKEEV
                     IQIVLKDLAEERAFDVCFVLDLLFTCDSNSPSTAKGYELMKQKHPHFHSERYSVQKKE
                     AAEQSITCNVTADGLLQLKDEEIMKQVQQFSQDGVFEQRHFLEMLSKACKLNTEWSIS
                     FAYQLVGMHEISNEVWFVCIREWRNNRGLTNEQIQKVIPLLQKFVRNTAFHWLISSFL
                     YEISNRLEELEENSIRNVKRFAFSVFPQVMKSDTDFKLAKQDFYNESIQHPVGKMTAV
                     LLKLLSYDHLYDRNVYEYLFLFEEQVRISTERTNFMIARLVADITFLYHIEKQWCRKY
                     LLPYLELKKENEITKYAWAGLCYTQINLPLFTEMKRFIKYAVEHLEVLHPHTREAFLK
                     WLSFVFIKCVLYWEQKTDWLYPLLIRENEENKIKFMQFLCYYVKTLSAKEQQKFWAAW
                     LSIFLRERPKMGGITAREYVMLLRIILFMDEIVERGLLIICKSFSDVGGKGNQTELKQ
                     LFHEILEKTESIKMYKELYANVFFTLLQTLQEANLLKTEIIQIKELLIGYRVEKCVIN
                     AIDNEIIRIGIVLENLQEEM"
     gene            complement(1604975..1605952)
                     /locus_tag="DJ46_1723"
     CDS             complement(1604975..1605952)
                     /locus_tag="DJ46_1723"
                     /codon_start=1
                     /transl_table=11
                     /product="SIR2-like domain protein"
                     /protein_id="AIK61738.1"
                     /translation="MWITSEVEIPDELIDHLEKGKLVLFVGAGVSMKGKSNLPNFDDL
                     VDEIAKTLYVEKREITEPHDYYLGKIAKTKDVHQVARDLVHIEKSKPNPLHYAIPRLF
                     PLDTEVRIVTTNFDRHFTTAMKEMNRELNVYYAPALPTGRAFKGLAYIHGNIEQEKEA
                     LILTDGDFGRAYLTEGWARRFLVDLFSNYTVLFVGYSHNDPVMKYLATGLPPSTRRYA
                     FVAQGENTYHWEHLGIRPVVYPNKGNNHQSLVKAVKRWAELMGDNYITKRMRIRDIVT
                     VPPSVEQEQLSYIKQSIKKLKQSATLLNLLTIMNGWNGLKRKGNYKIYF"
     gene            1606132..1606569
                     /locus_tag="DJ46_1724"
     CDS             1606132..1606569
                     /locus_tag="DJ46_1724"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66304.1"
                     /translation="MNDFTVVLIKFISCIIAFSIGLALFFPATFVQIISFSLFVTIVS
                     YMFVDKIILNRIGNTGAIMSDFLLTYLSVWIFGNILLDNYMQIAWGSILSAIVFTLSE
                     VIVHRFSSSRTRHHNDNIHINRRFAYGTEFAEEQNILDKDKKK"
     gene            complement(1606718..1607248)
                     /locus_tag="DJ46_1725"
     CDS             complement(1606718..1607248)
                     /locus_tag="DJ46_1725"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK61913.1"
                     /translation="MKKALLVIDVQAGMYTAGMPVHNGEKFLETLQELIGECRSNDIP
                     VIYVQHNGPKDHPLEKGTDGWKIHAAIAPLEGECVVEKTTPDSFHKTNLKEVLQDKGI
                     DHVIISGMQTQYCVDTTTRRACSEGYKITLVSDAHSTFDTEVLRAEDIVKHHNVVFGA
                     FADVVTLKDLKVTASK"
     gene            complement(1607265..1607798)
                     /locus_tag="DJ46_1726"
     CDS             complement(1607265..1607798)
                     /locus_tag="DJ46_1726"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK66148.1"
                     /translation="MLFQKDNVSVRYVVEEDAPIISKWLTDPEVLQYYEGRDDPQSVE
                     MVLNHFIHNPNSPEKRCLIEFDDVPIGYIQMYPVDSESKTLYGYEESQNVWGMDQFIG
                     EPTYWGKGIGTKFVKAAITYILSEMGAEAIAMDPKVNNERAIKCYEKCGFKKVKILKE
                     HELHEGVLEDCWMMEYK"
     gene            complement(1607818..1608117)
                     /locus_tag="DJ46_1727"
     CDS             complement(1607818..1608117)
                     /locus_tag="DJ46_1727"
                     /codon_start=1
                     /transl_table=11
                     /product="yfzA-like family protein"
                     /protein_id="AIK61678.1"
                     /translation="MEAKLNKAQPILKRTWFRYLGVFIMVQLLFIICEVTAWTPNFRP
                     GGEFFNRVLNSQFFTEWFTPYKIPHFNVFTAFFAITLLPYALIGAMKDFTTRKNI"
     gene            1608219..1608734
                     /locus_tag="DJ46_1728"
     CDS             1608219..1608734
                     /locus_tag="DJ46_1728"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AIK61262.1"
                     /translation="MSNPIKSTLIILRGNSASGKTTIAKQLQEHFGQGTLLVSQDVVR
                     RDMLRVHDTIGNLSHDLLFEITKYGKGKCEFVILEGILNSRRYGDMLKELIHLFEGNA
                     YTYYFDLSLKETIRRHNTREKRHEFGEDSLQKWYNPHDTIEVTRETIFTDNLTQKDIF
                     DAILNDVMVRK"
     gene            complement(1608786..1610030)
                     /locus_tag="DJ46_1729"
     CDS             complement(1608786..1610030)
                     /locus_tag="DJ46_1729"
                     /codon_start=1
                     /transl_table=11
                     /product="3D domain protein"
                     /protein_id="AIK63499.1"
                     /translation="MGAFTTTATAETIVTADVLNVREKPTTESKVVEKVKNGEELKVI
                     NTEDGWSKIELNGKEVFVSSEFTKDIYHVTADLLNVRSESNTESKILGRLKKDDVIES
                     TNQVKDGWLQFEYKGKTAYVNVSFLSSKAPVEKKADEKTKQVAKVQKSVKAKEEAKTQ
                     KITKAKETIKPKEEVKVQEVVKPKEEVKVQEVVKPKEEVKVQEVAKPKEEVKVQEVAK
                     PKEEVKVQEVVKPKEEVKVQEVAKAKEEAKAQEIAKAKEEAKAQEIAKAKEEAKAQEI
                     AKAKEEAKAQEIAKAKEEAKAREALKAKEESKNNAQSAKRELTVVATAYTADPSENGT
                     YGGRVLTAMGHDLTANPNMRIIAVDPKVIPLGSKVWVEGYGEAIAGDTGSAIKGNRID
                     VLMGSKSKAMNWGRQTVKVKIL"
     gene            complement(1610411..1611409)
                     /locus_tag="DJ46_1730"
     CDS             complement(1610411..1611409)
                     /locus_tag="DJ46_1730"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63890.1"
                     /translation="MDFERYVTNELKRKAESLDPSPSLDNKVQNSFYKYQQLKMKKKA
                     SMKKKLLLGFVAAAILIPTGTFAGTSIMDKIVGTPEKARQDTGMTEDGYNLVMERIEI
                     AKSIFTEEDFEKYVALLQETYHFYKKVSVVENDERQYTATNRLNDDEEKRDREVMEQL
                     NTYEERINQHFTYTFEQAEKITGFPIKHPTYIPVGHQLVFEEIKAEATLDKPMPLITM
                     RYENRNVKKELHTSDVELGFTIHQLEIVEGEYKDYFLDRPFDKPSERGHNFTGDIKKY
                     KLNGYDVTFGEYKESNVRAMKIVVPGKEGENAYQIYINGSMLSKKELEKVLLSMVE"
     gene            complement(1611399..1611977)
                     /locus_tag="DJ46_1731"
     CDS             complement(1611399..1611977)
                     /locus_tag="DJ46_1731"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK65913.1"
                     /translation="MDEVQLKEWLYKMESGDQEAFQIIYEYTCKDIYRTVVFLVGSQN
                     QDVDDIVNEVYIKMWKSVTNYDMNRSFRFWLHGLVVKQVQDWRRKSWRRFRIFEKKKM
                     YEQNRSYIMDEAILHKETRSELVEVVQNLSYKHREVVIMRYFHEYSLDEIAALLQIPI
                     GTVKSRLHTALKRLRMEMEQMPNEREEEVNGF"
     gene            1612146..1612592
                     /locus_tag="DJ46_1732"
     CDS             1612146..1612592
                     /locus_tag="DJ46_1732"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63451.1"
                     /translation="MKNLFIGSQVDGLQFGISSGTIKIHFTNFHDSVDYDRQLYINIE
                     SKWFLFNKSTKRYLLNEDDFEDYSEEEEYERIFEIRRQKVTDIQLGLESPHLIIILES
                     GKIIFVNGFHDHYECWQAGMQCEQWLVVAAPGNEIATWTPDKFIDK"
     gene            1612714..1613064
                     /locus_tag="DJ46_1733"
     CDS             1612714..1613064
                     /locus_tag="DJ46_1733"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65696.1"
                     /translation="MMACVHDFGIIEEFDSQKSYNDYTPEKYGCVSVDDDIISNLSQN
                     LSIMKTYFHTVKNQEYGLAYWGITIIPPDSLAIFYETVTSSKFFKKSDELNELASKIV
                     QAVAEKKYMIHYGI"
     gene            complement(1613140..1613244)
                     /locus_tag="DJ46_1734"
     CDS             complement(1613140..1613244)
                     /locus_tag="DJ46_1734"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61591.1"
                     /translation="MGDGLVGSLGRRRLFRLIGALSHLKDEEIGSSID"
     gene            complement(1613198..1614244)
                     /locus_tag="DJ46_1735"
     CDS             complement(1613198..1614244)
                     /locus_tag="DJ46_1735"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65681.1"
                     /translation="MRTQEQIVNLFRNFSIKECKGSSDLYEYLSIKIAEDEEVLTLSS
                     YAQAGQPVPNLLLGAVHYLLLAGKEHHLKTYYSSLVESANTNLDQAFHHFKDFCKMYR
                     EEIITLLQTKLVQTNEVRRCAYLYPSFNYIFNKVNKPLALIEIGTSSGLQLFWDQYSY
                     SYGTGESYGNINSNVHVTSEIRGENVPQLLKESPPVVERIGLDLHVNDLHSDEDYLWL
                     RALIWPEHKERLELFDQAASLVKNKSVQLIEGDGVELLPSIIEQISEDAVICIFHTHV
                     ANQIPEQVKRKLEKQIQEIGAKRDVFHLYNNMWDRDLHIDYYINGNEYRETVGETEGH
                     GRWFSWKLGKETLI"
     gene            1614626..1616128
                     /gene="mqo"
                     /locus_tag="DJ46_1736"
     CDS             1614626..1616128
                     /gene="mqo"
                     /locus_tag="DJ46_1736"
                     /EC_number="1.1.5.4"
                     /note="mal_quin_oxido: malate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="malate dehydrogenase"
                     /protein_id="AIK65263.1"
                     /translation="MSNMQQKTDVILIGAGIMSATLGSLLKELAPEWEIKVFEKLASA
                     GEESSNEWNNAGTGHSALCELNYTSEKSDGSIDISKAVKVNEQFQLSRQFWAYLVKSK
                     LIRNPQDFIMPLPHMSLVQGEKNVEFLKNRFEALSKNPLFQGMEFSDAPETLKKWLPL
                     IMEGRTSNEPMAATKIDSGTDVNFGALTRMLFDYLKTKDVELNYKHSVENIKRTKNGL
                     WEVKVHDMNSGKIEHHTAKFVFIGGGGGSLPLLQKTGIPESKHIGGFPVSGLFMVCKN
                     QKVVEQHHAKVYGKAKVGAPPMSVPHLDTRYIDNKKALLFGPFAGFSPKFLKTGSNLD
                     LIGSVKPNNVLTMLAAGVKEMGLTKYLIQQVMLSHEKRMEELREFIPNAKSEDWDIVV
                     AGQRVQVIKDTDAGGKGTLQFGTEVVSAADGSIAALLGASPGASTAVHVMLEVLEKCF
                     PSRMVEWEGKIKEMIPSYGISLTENPRLFQDLHTSTGRTLGLNEKETVHN"
     gene            complement(1616172..1617215)
                     /gene="lsrB"
                     /locus_tag="DJ46_1737"
     CDS             complement(1616172..1617215)
                     /gene="lsrB"
                     /locus_tag="DJ46_1737"
                     /codon_start=1
                     /transl_table=11
                     /product="autoinducer 2-binding protein lsrB"
                     /protein_id="AIK61183.1"
                     /translation="MKRKLGIVFIVCICLIGLIACSSQTADKKKADDVKFAFIPKLTG
                     VGFFTSGGEGSKEMGDKLGVQVKYDGPSEASVSGQVKYINNFINQNYDALMVSSTSVD
                     GLSQSLQRAKKKGMTVLTWDSDVNPKDRSFYISQGTPDQLANLLIEMTSKQIGDKGKV
                     AFFYSSPTVTDQNQWVTKAKEIIKEKYPNWEIVTTQYGENNAQKSLSVGENILKTYPD
                     INAVICPDATALPAMAQAAENLKMDKKVVVTGFSTPNVMRDYVKRGTVQQFGLWDVKQ
                     QGALATYVANEIVVKGKKLKVGDSFEVKGIGKVKVEPNSIQGYDYEAEGNGIIVLPER
                     VVFTKDNIDKYNF"
     gene            complement(1617212..1618201)
                     /locus_tag="DJ46_1738"
     CDS             complement(1617212..1618201)
                     /locus_tag="DJ46_1738"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AIK65600.1"
                     /translation="MKYVYRWEGVLIVLLLIEFILFSLINSDFLNISNLLFSTNDFLF
                     IAIAAIPMTFVIVTGGIDVSVGSIMGLTSILIGVLWMNGISILFAVIISLIISCLAGA
                     LNGFIIKMTDVEPLVVTLGTMFLYGGIALVISGGAGASGYEGISGLPDAFVQLASGSF
                     IGIPNLLWLLIVLTVLCAVLFHRTIYGRHVKLTGANENAAKYTGIMTKKVVIIAYMLS
                     GLGGGLGGTFLTAYFGSARADMGSETILPIITAVVLGGTLITGGKGSIIGTVLASIFI
                     GLMQYGLQMTGLTNEQSNVVIGIILILSVIMRHFKLHQFTLGKRKNLHKGEMS"
     gene            complement(1618198..1619151)
                     /locus_tag="DJ46_1739"
     CDS             complement(1618198..1619151)
                     /locus_tag="DJ46_1739"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AIK63074.1"
                     /translation="MKRMLKIHEMSIITLLLIYIAIVGMINPSFIQFNSLSLMVKSSV
                     ILVVLAIGQSFVLFTKNIDVSVGSSMGLSAAVCGMLLTNEYSASLSIFAAITLGAIIG
                     FVNGMGVAKFRVPAIIMTLGMLGIIRGAMLIFTGGKWIEDIPNDFKQLSSIVILGLPI
                     TVWFVLIILLLLYFFLRKVPFGRYFYAVGDNEDGARLIGIPVNKVKICAFIISGISAA
                     LAGCIFVMNIGFIPNQTGTGLELQVIAAAVLGGIHLKGGTGSLFGAALGALFLETISS
                     SLVFLKIPAFWNNAISGFLLLLIIILDSVMKKWKAERRMNL"
     gene            complement(1619148..1620596)
                     /gene="ccmA"
                     /locus_tag="DJ46_1740"
     CDS             complement(1619148..1620596)
                     /gene="ccmA"
                     /locus_tag="DJ46_1740"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK62683.1"
                     /translation="MSKAFLNQLVLKEVNIQVERGDIYALVGGNGAGKSTLMKILTGL
                     YSYDDGEMYVKGTKQQFSNPSEAHRKGIYLIPQEPLIFPHMTIEENICIGLKEKKKKL
                     RVQIQQLISSLGWDIDLNELGGSLSIAQQQLVEIVRGLIREAEILILDEPTSTLTTHE
                     IKSLFVLMKSLQEKGIGMIYITHRFPEIFEIANKVAILRDGMIVSQGDVCDYTYDMLM
                     EGLLPKGYKQKEKIEVVQETTRMKEILEVIDINGHAFENISFTVHAGEIVGIAGIVGS
                     GRTELAEAIFGLKTVKTGSILLDGKSIDTCSLHKRLDEGLVYVSEDRARNGIFSIASV
                     KENIAAASLQQYNRFFINQEKESALVNSFIEQFRIVVQDMNEELVSLSGGNQQKVVLA
                     KYLACNPKVIILDEPTRGIDAKARLEVYETIGKMKREGLAILLISSDVEEIVQLVNRV
                     YVMRNGRFVSHMEKEQLSVNEVTRLAYGGVAE"
     gene            1620825..1621757
                     /locus_tag="DJ46_1741"
     CDS             1620825..1621757
                     /locus_tag="DJ46_1741"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar-binding domain protein"
                     /protein_id="AIK61985.1"
                     /translation="MTQLNFEENLLTKVAWYYYKDQLTQQEIASLLHISRNKVVRLLD
                     KARSEGIVTFHVKGTGLHCLSIERDLMKKFHLKDAFIIPTPLNNYHDSLGKAAAQYLE
                     TQLQQGDLLGIGWGETISKMLENIHFESSINLSIVTLTGGVNHYLPRKQNYLHYMQGD
                     LHIIPTPFLASTTEMAQSILSEPSVKDMLHVASLAHTAVVGIGGLSQDATIVKEEKLT
                     LREMTYIRSQNGAGDILGQFYDTNGGLLELSHHNRLIGTPLPVLRNMKHVVGVAGGTE
                     KIDAIYGALKGKFIHTLITDEETALSLLRKDGDC"
     gene            1621757..1622917
                     /locus_tag="DJ46_1742"
     CDS             1621757..1622917
                     /locus_tag="DJ46_1742"
                     /note="FGGY family of carbohydrate kinase, N-terminal
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65750.1"
                     /translation="MSNLLAFDAGTGSIRAVLFDLHGNQIAVSQKEWIHKSDPLYPGS
                     MNFDVIENWKLVQECTKEVLQKSNTLASSILAISATSMREGFVLYDQDGQEIWACANV
                     DGRASAEVSELKEIRSHLEKDLYTKSGQTFSLGALPRLLWIKKHEPDVYNTIHSFTML
                     NDWILYKLSRVLQIGPSNGCTSGIFDLQNRVWDNDVAKECGLSLPFSPTVNEAGTVIG
                     NVTKECAALTGLCEGIPVVAGGGDAQMASLGTGVVKPNQTLICGGSFWQQEANVTEPI
                     PDPQAAIRINCHVVRNLWQYETIAFFPGLVMRWFRDAFCQEEKKLADKLGVDAYELLE
                     EQAKDVPVGSHGIIPTFSNVMNYISWRHAAPSFLNLSLDADKCGKKRTVSCY"
     gene            1623078..1623320
                     /gene="lsrK"
                     /locus_tag="DJ46_1743"
     CDS             1623078..1623320
                     /gene="lsrK"
                     /locus_tag="DJ46_1743"
                     /codon_start=1
                     /transl_table=11
                     /product="autoinducer 2 kinase LsrK domain protein"
                     /protein_id="AIK66216.1"
                     /translation="MKEAAALGTAIAAGVGAGIYSSMEETAEQFVQWEQTFEPVTENH
                     ELYKEFYETWKTVYNSQLALADNGLTSHMWIAPGAL"
     gene            1623346..1623708
                     /locus_tag="DJ46_1744"
     CDS             1623346..1623708
                     /locus_tag="DJ46_1744"
                     /codon_start=1
                     /transl_table=11
                     /product="cupin domain protein"
                     /protein_id="AIK63850.1"
                     /translation="MLKANENDFSYRFGDNGPKYLIQGPNIDLGLVVIQPGQEFQNHY
                     HTTCEEVFYALEGEIDFYVNNERVPMKQGDVLQVRPHESHYLINHSDKPFKAVFIKSP
                     HLPNKDTVQTENPTLTKE"
     gene            1623715..1624497
                     /locus_tag="DJ46_1745"
     CDS             1623715..1624497
                     /locus_tag="DJ46_1745"
                     /codon_start=1
                     /transl_table=11
                     /product="deoC/LacD aldolase family protein"
                     /protein_id="AIK64196.1"
                     /translation="MTWGFKNRLNTILPDGRAVMLAIDHGYFLGPIHGLEQPLETVKN
                     LLPYTDSLFLTRGVLNSCIPENCSTPMVMRVSGGATVVGKDLANETIVTPVKEAVKQN
                     AIGVGVSVFVGSDYETQTVTNLANVVSEAHDYGLPVLGITAVAKELQKREARFLALAS
                     RVCVEMGADIIKTYYCEGFEKITSTCPAPVVIAGGPKLDSIEDALNITYNALQEGAIG
                     VDMGRNIWQSEHPAAMIQAIHGIVKNGLNVKEALELYNDVKN"
     gene            complement(1624620..1625123)
                     /locus_tag="DJ46_1746"
     CDS             complement(1624620..1625123)
                     /locus_tag="DJ46_1746"
                     /codon_start=1
                     /transl_table=11
                     /product="FR47-like family protein"
                     /protein_id="AIK62917.1"
                     /translation="MTSVFKDMAFQLRTERLDLNMWEESDAVWLRELIGERGVEMPTV
                     ESVRNDLIEKRKIAVENGISLLTIRRRDEGDFIGYCGLIIGRSTLEEPEIAYELFRSA
                     HRMGYATEAASAVLEAAIATGRKRLWSTVGAWNTASFRVLEKIGFKRHHSTFGERGEI
                     VWNVRDL"
     gene            complement(1625460..1626149)
                     /locus_tag="DJ46_1747"
     CDS             complement(1625460..1626149)
                     /locus_tag="DJ46_1747"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotidyltransferase domain protein"
                     /protein_id="AIK62611.1"
                     /translation="MLEAQIFKHKQHKKLVQTIVAETLCTEKVNGFMLIGSVARGDAY
                     PDSDLDFYILLEEGQKKKFHSETREGILVEYKCADVNQILVNFKNNPMELYSFLEGEI
                     LFDKSGDLKKLKGIAISEFENYRVSSDKVKGISHWLQSSLIKIQSALKANDELKASYI
                     VQTSTWTLLEGIWAINNKPVPPAGSVLRYIQTLPNKPIHLDALLNKLFLGNTKDRIKA
                     AIELIEWVLHK"
     gene            complement(1626232..1626801)
                     /locus_tag="DJ46_1748"
     CDS             complement(1626232..1626801)
                     /locus_tag="DJ46_1748"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66053.1"
                     /translation="MKRILLMTALATILLSACNNNVKEEVSKNKEEKRESSANIVEQK
                     EYIIIDKKHNDIFLKDASSNKEDSVKVSLNDLNSTKWKAPKRNGILDIGDHISLEKEE
                     GKYTPTLVKDLVGEIKYDGTIKYKILEATSKSVKWFPLNKENNGGYVPPEMVKVVNAS
                     KIKAGDIVTIQDKTKSSEDVIIYELKIVE"
     gene            complement(1626913..1627239)
                     /locus_tag="DJ46_1749"
     CDS             complement(1626913..1627239)
                     /locus_tag="DJ46_1749"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61410.1"
                     /translation="MFIETKTFTVKEGTSNIVVERFTGEGIIEKFEGFIDLSVLVKKV
                     RRGDEEVVVMIRWESEEAWKNWETSEEHLAGHRASRGKPKPDHIINVDHAVYYVKSSK
                     AAYQQS"
     gene            complement(1627336..1628550)
                     /locus_tag="DJ46_1750"
     CDS             complement(1627336..1628550)
                     /locus_tag="DJ46_1750"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK61406.1"
                     /translation="MKNVLKNRSFFFMWIGSAISELGGGFGTLCNSILVYELTGSEMA
                     LSSMWLLYFIPSLILQLISGPFIDKWSRKWIMIFSQWIRASVFLLPLIMLVSGSLEVW
                     HIYVVQIVVGLITPLYTPASQAITPSIVRKEQLQDANAYIDGMTRLMMFLAPVLGGVV
                     IHFIGTELALSFVCICLFVSGTFLLYIKENRASQPIRKTWLEQFLHGFTYFFTKPIIV
                     WLGIFLTFVQFGAGVTMVTNLPYIKGELSAGYAEFGYFMAGFPLGYVVGSILVGKVTY
                     KSRRILMLGGLFIGGLTYISLGFNHSIIIAIIVEVIAGICIAFFNVHNTTICQQSVQN
                     NMIGQVFSVRLFFIRSAMPSGVLVGGILSEMWGVRALYLIIGAIICVTSLIGMLLPYF
                     KFLDEAIEEKTA"
     gene            complement(1628608..1629651)
                     /locus_tag="DJ46_1751"
     CDS             complement(1628608..1629651)
                     /locus_tag="DJ46_1751"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK65202.1"
                     /translation="MEVYHITSRKRETYNVQVKYSILFECALGIAAITHKRLIDTLEK
                     SQNEWEEIKKSLTEEMREHLQFVEEHNTWKALLQLLYEEDFHDVSQFHTTIDSLSEED
                     LKYICLPFLGEKYEEKRRLAASTDVTAIHELMELTKDHQFFSTYIRFICDVDVQVLKA
                     HLIAVMTGWYESVIQKEEEEILSILKRDYEAKVEMNKKMKPEEFVEWATGGVHYMPEP
                     SVHHVLLIPQITYRPWNIEADVEDTKVFHYPVANESIHPEDPYEPNYFLVQKHKALGD
                     EARLRIVKMLFEKERTLQEITERLQLGKSTVHHHLKLLRAAKLVDIHDGKYVLRKKAV
                     QSLAKELDMFLNR"
     gene            1629940..1630431
                     /locus_tag="DJ46_1752"
     CDS             1629940..1630431
                     /locus_tag="DJ46_1752"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB family protein"
                     /protein_id="AIK63911.1"
                     /translation="MGRKEMLQNGVQQVFYEEKWYPPISEALKNLTAEQACWQPEGAA
                     SNTIWENVNHLLIFKERLLSRIHEDDTFVAPQNNDDTFSQGGPNDDDAWQQTVKRTLQ
                     VHDALQSSLTSFQEAELDQPKPSLPIWQQYMNILLHDAYHTGQIIQLRKLQGSWPTHR
                     SYL"
     gene            1630635..1631828
                     /gene="nupG"
                     /locus_tag="DJ46_1753"
     CDS             1630635..1631828
                     /gene="nupG"
                     /locus_tag="DJ46_1753"
                     /codon_start=1
                     /transl_table=11
                     /product="purine nucleoside transport protein nupG"
                     /protein_id="AIK65083.1"
                     /translation="MYFILNMLGIFVVILIVYLCSPNKKHIKWRPIVILIILELFITW
                     FMLGTKLGSIIINKIASFFSWLLACANEGIRFAFPSAMENQTIDFFFSALLPIIFVIT
                     FFDILSYFGILTWIIDKVGAVISKISRLPKLESFFSIQMMFLGNTEALAVVRDQLSVL
                     KENRLLTFGIMSMSSVSGSILGAYLSMVPATYIFSAIPLNCINALILANVLNPVEVSK
                     EEDVVYTPSKHEKKDFFSTISNSMLVGMNMVIVILAMVIGYVALTACLNGILGFFVTG
                     LTIQKIFSIIFSPFAFLLGLSGSDAMYVAELMGIKITTNEFVAMMDLKSNLKSLQPHT
                     VAVATTFLASFANFSTVGMIYGTYNSLFGGEKSSVIGKNVWKLLVSGMAVSLLSAMLV
                     GLFVW"
     gene            complement(1631878..1633122)
                     /gene="proA"
                     /locus_tag="DJ46_1754"
     CDS             complement(1631878..1633122)
                     /gene="proA"
                     /locus_tag="DJ46_1754"
                     /EC_number="1.2.1.41"
                     /note="proA: glutamate-5-semialdehyde dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-5-semialdehyde dehydrogenase"
                     /protein_id="AIK65700.1"
                     /translation="MNEVLAKGKKAKEIARELVLKSTEQKNEALSAIADQLILETAYI
                     LEENKKDIEEGKAKGFSDSLLDRLMLNEQRIVDMTEGIKQLIELRDPVGECVSAWERP
                     NGLSIQEMRVPLGVVGMIYEARPNVTVDAATICLKTGNAVILRGSSSAIHSNKAIVAV
                     IHRALKQTSLPQESVQLIEDTTRDSAKQLFTMNDYLDVLIPRGGKQLIDTVVREASVP
                     VLETGAGNCHVFIDETADKQMAFDIINAKTQRPSVCNAIETIVLHEKWAEQYGSELFS
                     SLKKRGVELRGDQKALAMDSTIVLASEEDWGTEFLSLTPAVKLVSSIEEAIHHINTYG
                     SMHSEAIISENEEKVSKFFVSVDAAALYHNASTRFTDGSEFGSGAEIGISTQKLHVRG
                     PMGLPALTSTKYVIRGNGQIRK"
     gene            complement(1633152..1634255)
                     /gene="proB"
                     /locus_tag="DJ46_1755"
     CDS             complement(1633152..1634255)
                     /gene="proB"
                     /locus_tag="DJ46_1755"
                     /EC_number="2.7.2.11"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate 5-kinase 1"
                     /protein_id="AIK66185.1"
                     /translation="MKKQRIVVKIGSSSLADSHEGISKEQLSDHVAALARLKEEGHEV
                     LLITSGAVAAGFSALGYPSRPVTIKGKQAAAAVGQSLLMQAYTEEFRKYGIVTAQLLL
                     TRSDFSRKEQYSNAYATLGELLNRSALPIINENDSISLEELTFGDNDMLSALVSGLVS
                     ADMLMIFTDVNGLYDKNPQKNEDAKKYYFLPEVTEEIASLAGDAGSKLGTGGMKSKVD
                     AAKTALSLGVSVFIGTGRGQEKFVDVLKGKGDGTYVGNAPQKEMKINKQWIALHSVVS
                     GQIEIDAGAATAIIQHGKSLLPAGVTNVSGFFQVGEVVEVMTQQGRVIGKGQCTYSAE
                     ELRDVKGMQSQQIQARGERHNYEVIHRDYWVSF"
     gene            1634954..1635772
                     /gene="proC"
                     /locus_tag="DJ46_1756"
     CDS             1634954..1635772
                     /gene="proC"
                     /locus_tag="DJ46_1756"
                     /EC_number="1.5.1.2"
                     /note="proC: pyrroline-5-carboxylate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrroline-5-carboxylate reductase"
                     /protein_id="AIK63862.1"
                     /translation="MDKQIGFIGCGNMGMAIIGGMLNKKIVSSNKIMCSDLNTTNLEN
                     ASEKYGISITTDNNEVAKNADILILSIKPDLYASVINEIKEEIKSDVIVVTIAAGKSV
                     KSTEDSFDTKLKVVRVMPNTPALVGEGMSALCPNEMVTEKDLEDVLNIFNSFGQSEIV
                     SEKLMDVVTSVSGSSPAYVYMIIEAMADAAVLDGMPRNQAYKFAAQAVLGSAKMVLET
                     GIHPGELKDMVCSPGGTTIEAVATLEEKGLRTAIISAMQRCTQKSVELSGQTKK"
     gene            complement(1635909..1637549)
                     /locus_tag="DJ46_1757"
     CDS             complement(1635909..1637549)
                     /locus_tag="DJ46_1757"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M20/M25/M40 family protein"
                     /protein_id="AIK65609.1"
                     /translation="MSKWQSKEQLIQLVSGLVEIPSITGTEAEVILPDFVVEQLSDLQ
                     YFKENPHHLQKNPTGDGRYFVTALVKKSDSTKNTVILVSHFDVVDVQDYGVWKEDAFN
                     PKKLTSMFYSHKDELPAHVREDIEQGDWLFGRGTMDMKCGLALQMAMIEQACEGRFDG
                     NVLLLAVPDEEVNSVGMRAAVPRLLDLAREHDLDYKTVLNSEPMFSRHPGDQKKYIYT
                     GSIGKVLPGFLCYGKETHVGEPFAGLNGSYMASLITAELELNTDLCDIVEGEASPPPT
                     NLLQRDLKEDYSVQIPHRAVTLFNLFLLEKSMTDVVSLLRQKVTKVAEKIEESYEKQA
                     YRFSKYNPFIPPNLKVNVLTYEELIAYAIEQHGQEKIDDIQSSIIKNREDKDDRAVTI
                     DLVDKLAILCKEKAPMIVLFFAPPYYPAVSSRNNKLIKEVVGEMERYAHFNHNITFEN
                     QNYFGGISDLSYVGLQNPLHSMSSLVDNMPLWDKGYSIPLQELEEFDVPVLNMGPVGK
                     DAHQWTERLDVNYAFETLLDMLPICIEKLLVSNKITQV"
     gene            complement(1637625..1638374)
                     /locus_tag="DJ46_1758"
     CDS             complement(1637625..1638374)
                     /locus_tag="DJ46_1758"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK62561.1"
                     /translation="MVQSIDRAISIIKLLNSTNEKEYWAISDIADRTHLPVSTVHRLL
                     NSLIEHGLVTQISETKQYKIGPMWMEIGLRQLEKVDYRSVAREVMKRLASEVEESVYL
                     NIPNGTHSIIIERMDSPLKIRVIDNLGEQIPLSIGAANKTMLANMKESEMEYIVEQLL
                     SALPEQKQILLDQLKQIRNEGYAVSYGEKTEGTASVAAPIIGFNHKVVGALSVGLISH
                     RINDDRLSFLISKVKQAAHEISIKIGSTSEL"
     gene            1638642..1640066
                     /locus_tag="DJ46_1759"
     CDS             1638642..1640066
                     /locus_tag="DJ46_1759"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK63949.1"
                     /translation="MSQVNNTNNELKRTMKSRHLFMIALGGVIGTELFNGSGFIISQA
                     GPGGSVLAFMAGGLLMYFVMLCLGELAVAMPVSGSFQEYATKFINPATGFTIGWLYWL
                     SWANTTGLEFTTAGITMQRWFPDIPVWVWCLIFGVTIFMINALSARSYAETEFWFSSI
                     KVSAIIAFIILGGAAMFGLIDLKGDEPAPLLSNFVNHGGLFPNGLAAILLTMVTVNYS
                     FQGTELVGIAAGESEDPAKTLPRSIRNIIWRTMFFFVLAIFVLVALIPWEEAGLTKSP
                     FVAVFDNISIPYAADIMNFVILTAVLSVANSGLYAATRMLWSLSKNEMAPAFLKKLSS
                     RGIPLNALILTISISAFSLLTSVVAAETVYLWLISISGVITIIVWMSICVSQFFFRKH
                     YVADGGRLEDLKFKTPLYPLVPILGFGLYGIILVSLIFIPDQRLGIYCTVPFIIFCYT
                     YYHFKVKKRISTNTSSENKISETI"
     gene            complement(1640127..1641314)
                     /locus_tag="DJ46_1760"
     CDS             complement(1640127..1641314)
                     /locus_tag="DJ46_1760"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-splicing ligase RtcB family protein"
                     /protein_id="AIK65850.1"
                     /translation="MLKLQGKYNEAKVFTNNVDETATGQIIDLCNQEFVKDSQIRIMP
                     DTHAGAGCTIGTTMTIQDKIVPNLVGVDIGCGMEVVVIDKKKEEINFDYLDETIRKFV
                     PSGFRIRDKEHRFSKMIDFDGVRAPFTLQRAQKSIGTLGGGNHFVELNEDDKGNVYIV
                     IHSGSRNLGKQIAEYYQNFAYEQLIDVTSIKDDIIKRLTEEGRAKEIQETLRGIQKPK
                     IRKELAYLEEQGFKDYMNDMNIAQKYAALNRKAMIDEIVTKMDWKITDQFTTIHNYID
                     IENMILRKGAISAQKDERVIIPINMRDGSIIAFGKGNPDWNFSGPHGPGRIMSRKKAK
                     ESLSLEEFQNTMTEVWTTSVVESTIDEAPMVYKPMDEIIENTKETIDIKHIIKPLYNF
                     KAN"
     gene            complement(1641590..1642345)
                     /locus_tag="DJ46_1761"
     CDS             complement(1641590..1642345)
                     /locus_tag="DJ46_1761"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty acid desaturase family protein"
                     /protein_id="AIK64851.1"
                     /translation="MGVLTLFPFDQWGHDHAIHHATSGNLDKRGTGDIWTLTVDEYVA
                     APLRLRLAYRLYRNPFVMFGLGPIYVFLLKNRFNRKGARQKERMNTYLTNIIIVAVVA
                     ILCWAIGWQSFLLVHGTIFLIAGSVGIWLFYVQHTFEDSYFEEDKDWEYVKAAVEGSS
                     FYKLPKILQFLTGNIGFHHVHHLSPRVPNYKLEEAHNNTLPLKNVPTITLATSLRSLR
                     FRLWDEKSNNFVSFKEVKNIIKNNVSVRVKSEL"
     gene            complement(1642823..1644496)
                     /locus_tag="DJ46_1762"
     CDS             complement(1642823..1644496)
                     /locus_tag="DJ46_1762"
                     /codon_start=1
                     /transl_table=11
                     /product="alkaline phosphatase family protein"
                     /protein_id="AIK66390.1"
                     /translation="MSELALKMKRLLLVGTIILSMLCTESLMNYHTAEAKVKKVERKP
                     KNVIIMVMDGTSSTATTLARLYKGKPLALDEIVTGGVRTYSAESAITDSAPAATALAT
                     GNKSNSGYVGVLPSIVSSSGLKPMKEEDKLRPVANVLEGAKRTGRATGIVATAEIQHA
                     TPAGFSAHHVNRNNFEVLAEQQVYQNIDVVLGGGKAALLPETDSGIRKDGEDLVKVIK
                     NKGYDFVETKEALLGSKSNKIWGSFSLNALAFDMDREATNPEQPTLSQMTEKAIQTLS
                     KDKDGFFLFVEGSKPDWAAHVNDPIGMISDVLAFDNAVAEALKFAKKDGNTMLIAVAD
                     HGNSGISIGNMNTTKGYNTTPISAYIYPLKKAKMTLEGTINNLKADISNVEEVAKLYG
                     LDNLTYDEKERLKTAKKKIDVGPIFTTLLSKRANIGFTTGGHTGEDVFLYSYGPQKPY
                     GLIQNTDVAKTMAKAMGFNLEKVTNKLFVESESAIKQNDAAVTIDKTDVANPVLIVKR
                     NNVTAQLFVNKNIIRIKNKEYELGSVVVESNGKVYVPEEAIHLFRKHSR"
     gene            1644781..1645263
                     /locus_tag="DJ46_1763"
     CDS             1644781..1645263
                     /locus_tag="DJ46_1763"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64749.1"
                     /translation="MKQGSTLFLKTAVILMGIPVLAMCIFLVPNIGNFAAELYPEMAY
                     IKYLVFINLYATAIPYYFALYQTFKLLNYIDKNNAFSELSVKALKNIKYSALAISVLY
                     VLGMPLFYLVAERDDAPGIIVIGMIIIFASMVIAVFAAVLQRLLKDAIDIKSENDLTV
                     "
     gene            1645274..1645489
                     /locus_tag="DJ46_1764"
     CDS             1645274..1645489
                     /locus_tag="DJ46_1764"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK61892.1"
                     /translation="MAIIINIDVMLAKRKMSVTELSEKVGITMANLSILKNGKAKAVR
                     FSTLEAICKALECQPGDILEYQPEESE"
     gene            complement(1645530..1645841)
                     /locus_tag="DJ46_1765"
     CDS             complement(1645530..1645841)
                     /locus_tag="DJ46_1765"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61409.1"
                     /translation="MKTEIGPKKKYSIISYISLLIGILCFLFVFITPTRIANAGNIVG
                     DYVTVALTVAGIILSVITMAKKTEKKGIAILSLILSSSFFIFWIIAIILLFTGQICFA
                     P"
     gene            complement(1645948..1646334)
                     /locus_tag="DJ46_1766"
     CDS             complement(1645948..1646334)
                     /locus_tag="DJ46_1766"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61846.1"
                     /translation="MRRMLLIIISAIAAFALAACTGNKVDESTSKNFISKAEEIVSLL
                     NEAKYKEVHEKFDSKMTAALSEEKMKDLTPIIEKAGTFEKIEKQSIEEKDGLYTVILV
                     AKYSKEQRTFIITYNDKEEIAGLVIK"
     gene            complement(1646331..1647014)
                     /locus_tag="DJ46_1767"
     CDS             complement(1646331..1647014)
                     /locus_tag="DJ46_1767"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61569.1"
                     /translation="MNGLIFTTMISFGLPLIALLYALWRKRYIPYMLGILAFVVSQIL
                     IRIPILNYLNGTSTDFQMFSVMQPILFAVLLSISAGIFEEIARFIAMRYFMKQRDWQS
                     GFLFGAGHGGIEAVLIVGIPVISLLLSQTVIQNGDSYYLGGIERIFAMVLHVGLSFIV
                     LQAVVQKKFRYVVYAILIHGTVNALAGIISLYVPGEIGIIMSEVSIAIFALLTFSYSF
                     ILKRKGVLK"
     gene            complement(1647104..1648420)
                     /locus_tag="DJ46_1768"
     CDS             complement(1647104..1648420)
                     /locus_tag="DJ46_1768"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK64444.1"
                     /translation="MYIYDLFAILLTSMCHTFLYIQLIRYNRLSVRMLIALSTVFIIL
                     LAIVVTVTRYPELNSTIVLFLISLGLMQNELKFKHNLYFALVSMVIITLVKMLLLDLG
                     MKIFMLTPFNLYLWTGSIIHLIVSTLTFIGILLARKRIQKIAQYIVGSPLYYITYILL
                     IIGFIIELILTQPSTEFLAKINQQYSEVSYNSAIIIFLLLLIIVLISSHLSKEKLREE
                     HEKRLDKELLDYVEKLEDKHDELASFRHDYMNVLLSLEEGIRTKNVKEIEQVYYDVIA
                     PTLKTINDHELDIAKLSRIQIPEVRSVLRAKVGTAQQQQIKVMLDIPENIESVSMTII
                     SFIRIISVLVDNAIEEAVCSEEKILQIAFFEMDSRQYFIVRNSSKGEAIDLQKIYEKN
                     HSNKEGARGYGLFSLKRIINKTNNATLETTYVSPYFTQTFILNEMK"
     gene            complement(1648420..1649154)
                     /locus_tag="DJ46_1769"
     CDS             complement(1648420..1649154)
                     /locus_tag="DJ46_1769"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK66054.1"
                     /translation="MSIFILEDDVIQAQQMKRLVEEICEKYMLPLDFIEVTSKSENII
                     TNIPKAKYVPIYFLDIEIKREERKGLHVAQEIRKYDTQGIIVFVTTHSEFAPISYQYM
                     VSALTFIDKGLSYEERYKVFEQCLLQYEARNKHIIPSDDFIVENSNATVRVPFYEVEY
                     VMTDEPHRLALVTLDRIVYFYGTLKEIEIIDERLFRCHQSYIVNTKQMSSYDAKQKMI
                     VLKSGKRIPVSRRLVSKVRNMLKGEM"
     gene            complement(1649317..1649898)
                     /locus_tag="DJ46_1770"
     CDS             complement(1649317..1649898)
                     /locus_tag="DJ46_1770"
                     /note="rbstp0775 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63707.1"
                     /translation="MSTNELINIMKKHKENRFILGIDGLSRSGKTTFVTNLKENMKQE
                     SIPFHIFHIDNYIVERNKRYDTGFEEWYEYYYLQWDIEWLRQKFFRKLQNETKLNLPF
                     YHDETDLCEMKKVQIPIVGVIVIEGVFLQRKEWRDFFHYMVYLDCPRETRFLRESEET
                     QKNLSKFENRYWKAEDYYLEMESPKDRADLVIK"
     gene            complement(1649898..1650440)
                     /locus_tag="DJ46_1771"
     CDS             complement(1649898..1650440)
                     /locus_tag="DJ46_1771"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK64249.1"
                     /translation="MGFPKLETERLQLRELTLLDAETMFHYFSKESVIRYFGMDSFEN
                     IEQAKTTIQTFKNRYEEGSVFRWGIEKKGTGQLIGTCGFHLINHHHKRAEIGYELDDT
                     YWGQGYASEALQAILTYGFETLQLIRIAAVVYVENKASQKLLSKAGFQEEGLLRKHMI
                     QNGVAHDTILYSLLKEEWKK"
     gene            complement(1650455..1650838)
                     /locus_tag="DJ46_1772"
     CDS             complement(1650455..1650838)
                     /locus_tag="DJ46_1772"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK61458.1"
                     /translation="MNLKMKYIILYVEKFEECLRFYKDVLQLPIKAEHGTYIEFNTGT
                     TILAMNTRQDVKELTGLPLTEGELQSSHFELGFVVENVQETIEQFREQGITVLVEPIV
                     KPWGQTIAYIADPDGNYIEICSSLE"
     gene            1651122..1651367
                     /locus_tag="DJ46_1773"
     CDS             1651122..1651367
                     /locus_tag="DJ46_1773"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65646.1"
                     /translation="MEPMLCPSCKTNRTRFNILEQQVKPVKLNPQTGQVEEEYTNETM
                     NAFHMAYQGPTYRVQCAVCGLVENPEQFIKPAQNQSF"
     gene            complement(1651765..1652301)
                     /locus_tag="DJ46_1774"
     CDS             complement(1651765..1652301)
                     /locus_tag="DJ46_1774"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65985.1"
                     /translation="METKRVFKFFTAWNLEKEEAFLRKMHQQGWALQKYNLMYTFQKT
                     EPKDVMYKADFRLVYRDSKEQQQEYFEIYEMSGWKRVTSFTRWNYFCKEVEEVNELPD
                     IYSEKETRIQKLNELLLFLVIISASLLPSMYNLFLSPMESRVPMWAKVMTGLTGGMWM
                     YFFIRLSWKIKKLKSEIL"
     gene            complement(1652309..1652626)
                     /locus_tag="DJ46_1775"
     CDS             complement(1652309..1652626)
                     /locus_tag="DJ46_1775"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK61290.1"
                     /translation="MNTKARKYIPLTEATYYILLSLVKPMHGYGIMQLVEEMTNGEVK
                     LGPGTLYGNTTKLLKEKLIVEVASTDRKKCYELTPFGKEVLELEYNRLQRSVRNGNSI
                     LGE"
     gene            1652833..1653762
                     /locus_tag="DJ46_1776"
     CDS             1652833..1653762
                     /locus_tag="DJ46_1776"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AIK62956.1"
                     /translation="MINKLKENIGSVFVGKENVIDLLIVSLLADGHVLLEDVPGTGKT
                     LLAKTLSKSIGGNFSRVQFTPDVLPSDVTGIEYFNPKTSEFELRLGPVVANILLADEI
                     NRAMPRTQSSLLEAMEERQVTLEKQSTPLPKPFFVIATQNPIESQGTFPLPDAQLDRF
                     LMTISIGYPNPEDELQMMRRFRNDTPLESVISVITLDDILEAQKRVKEIFVSEPLEHY
                     IIKLAHATRNHDYIANGVSPRATLVLVRAVQALAFLRGREYCTPEDIQFLVPSVWNHR
                     IVLSMEGVLRTTKNEIMQKILKEVDVPVEIEQA"
     gene            1653759..1654922
                     /locus_tag="DJ46_1777"
     CDS             1653759..1654922
                     /locus_tag="DJ46_1777"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62410.1"
                     /translation="MNGQRVVTVPLFFQLHIIQLSVPGAILFTFFMPQRIIMFFFFFY
                     YLFAIFIYKYVAYIEKKFQVINEKQTTRLFPDESGQFFIHLKNGANIPLVNGVCYFHL
                     DTSLLPHKDQGIEQISKTLFSFPFSQPAHSAQKWDLSLTATKRGVFQIEQFECVLKDP
                     FHLLSVHLPVFDKLRTEIIVYPSPKEVAGLQELQQLLNGSYRTNFSFYNDETSIIGVK
                     RYERESFRSIHWKASAKMQELQAKQYEPVKNYSWTICLSLAANRGFGWKDNIEDLISF
                     ATYICQYATKHQIPFELFISVLAEGGPLHLPLNEGQTHYAKALEELARISDDSTLIPK
                     QGFLHYTNRKGERSSTMIYIGLQKNDLSLLSQPTFLINNEGMVEKLENLALSR"
     gene            1655124..1656005
                     /locus_tag="DJ46_1778"
     CDS             1655124..1656005
                     /locus_tag="DJ46_1778"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62742.1"
                     /translation="MLPLFFFIVYVVGPSYQVQKSLGGIVWFGVSAIFYAPFPTLGKL
                     LLLVIHIMITFWLTGANRNQQVLRFTSIITIGVMSILIVQVFSFIRVIFSFITEVVAL
                     GVGYIINPFLVAAELKDTEGVWASKGHLLKPQIEKNRGKLPDFDPTLINSITIIACTA
                     IAIYVVWKIVKKRKQFSLPNMPVFESTIITDKEGMSQQRFKRNKPPHNEIRKEIFKLE
                     SKLIPPLNRNRGETVEAWLGRINSEEDVNIESHIIINAYNTVRYSNEENTVLLHEFKE
                     EIHKLYMYQKSLKKRKK"
     gene            complement(1656062..1657519)
                     /locus_tag="DJ46_1779"
     CDS             complement(1656062..1657519)
                     /locus_tag="DJ46_1779"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK61563.1"
                     /translation="MQQNNDLNFEPQDVNIVNPKQARKAVVATGIGNAMEWFDFGLYA
                     YLAVILSQLFFSGVDNSGLQLVLTFGTFAAAFLVRPIGGVFFGRIGDKYGRKIVLSTT
                     IILMALSTLFIALLPTYEQIGVWAPILLLVARMIQGFSTGGEYSGAMVYIAESSPDKK
                     RGILGSGLEIGTLSGYIAASVIVTILTLLLTDEQMLSWGWRIPFLIAAPIGLVGLYLR
                     RHLDESPIFEEMEKAQEESEDNEQFSFMDIIKYHKKDFLLSTVIVAFFNITNYMILSY
                     IPSYLTQVLKVKETTGLLIISITMALMIPLALYFGKLSDKIGNKRVVQIGLLGLTVFA
                     IPAFLLIGNGHIAAIFAGIFVLGFFLSVYEGTLPSLLPSLFFTDVRYRALSISFNISV
                     SIFGGTTPLVCSYLVHATGNPLAPAFYLTGVSIIGLVVFSVLFVTTSGRALKGSYPTV
                     ETKKEAHQIAKEDPEETLWWHEESLEIEAGKNASI"
     gene            1657923..1658183
                     /locus_tag="DJ46_1780"
     CDS             1657923..1658183
                     /locus_tag="DJ46_1780"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63564.1"
                     /translation="MLEIILLFATVSFLLIISGFFITLKQYKEIKNIKTILTTKKENE
                     KTTSENSIPMQLDLSVLNNLLASGINKSSNSSNENSDSDKTK"
     gene            1658267..1659763
                     /locus_tag="DJ46_1781"
     CDS             1658267..1659763
                     /locus_tag="DJ46_1781"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK61948.1"
                     /translation="MCKNPISIIIRIQHNIRVLPEILKACEQLQPLEIILTINGYIDD
                     SIDIAKSYNCKIIKLEKPTEPNNCYVIGAKKAKGKSLLFLDANYIIHPSLLIPFLQPL
                     LDESADVVLNNLDDFFYQKQKPTIEMIWQQVTNHFFHRPDLNINSLLFPPYAITKETL
                     EAINPESLLNPILAQMKIIKNKFRISNHFKIAIPQIPSFSSKQLNCYHLEAIENWVNI
                     LQDPRGNYTDNNRRRDIILELQNGEQRAIPKIITGKEFYSNTYGNKQLSIIIPVQNEE
                     KTIESIIFEVQKLKPLEIILIVNGSTDKTEELAKNCGATVITYKEVLGIDTGRAVGAY
                     FAKGDILLFIDGDFLIPSSDLLPFVQSVQNGTDLALNKLEHYYMYRLPYTIVTACKYA
                     VNLACNRKDLGMGSTTAVPHAFSRKCIDTIGFHSLLSPTLSQVKTILAGLHVQKVHSV
                     DVDKINRVRPEKHFSKEGYLSLATQQIIGDHIEAIYYIAEQKRGTECF"
     gene            complement(1659905..1660147)
                     /locus_tag="DJ46_1782"
     CDS             complement(1659905..1660147)
                     /locus_tag="DJ46_1782"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62766.1"
                     /translation="MACTTNNVCFDVCLKITITPGSGIDAVLDCGGACGTSPTIVISP
                     SGSIVITLPLVACFSITLNDDLSVASSLTSLSFQTS"
     gene            complement(1660258..1660458)
                     /locus_tag="DJ46_1783"
     CDS             complement(1660258..1660458)
                     /locus_tag="DJ46_1783"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62095.1"
                     /translation="MSCINKSCFNICLETKVNPNGGAEIFVRCNDECSSHFNVIPFIA
                     CVSISVKDDLSFLVDLDSLIKR"
     gene            complement(1660763..1662301)
                     /locus_tag="DJ46_1784"
     CDS             complement(1660763..1662301)
                     /locus_tag="DJ46_1784"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK63086.1"
                     /translation="MEEEQKEAELSVVIVLGEEKSKLNQILNKLQHIKPIEIIIVADD
                     RMSAIQSIPTFVECNVVVIEEKNKWKAPVHGAKVANGDVVLFLDGEDVIFSVELERFI
                     EPLLKKEQDVILNNIDSVCFEKMRVEWPSIAMVYRKIVNDVLGRMDLKYDSMLSMPYA
                     ITKKAIKDIGYDILQNPILSQVTLIEKGWPLHSSSAITNTSLNNITSNNTSFYKNELT
                     KLEVCEIKENVKALESWLQRKDDRGNYTDGGRKREVIEQLKKQKNYSLFHKGWGMNSS
                     IYNGKQLSIIIPAQNEEATIKEVILEARKIEPKEIIVVINGSTDQTEAIAKQLGATVI
                     VYEEALGHDVGRAIGAQEATGDILLFIDADFAIPAKDLHPLTKAVVDGVDIALNDLNL
                     NLRFPLYIVNLYKYMLNIACNRKDLGVGSTIAVPHAISRKCLEGIGWDTLHTSCVAQV
                     KAILEGYKVECVHFVDVMKPNRIRPQEHFATIGHPPAVLRITGDHLEGLSYLLKHRDF
                     KDLF"
     gene            complement(1662316..1663083)
                     /locus_tag="DJ46_1785"
     CDS             complement(1662316..1663083)
                     /locus_tag="DJ46_1785"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl transferase, group 2"
                     /protein_id="AIK66309.1"
                     /translation="MDFQTTEPFILKVDWDKVTYEFLIRIKPDADNTIVFGSGAGGFQ
                     EQPIGPPIFHRHSWMDEFEDTVIYYNDPTLYLGKLSLGWGQGELNRFYLQDIANILEI
                     VFTKLKIDSKNVLFYGSSGGGFMSLILAGFVKGSTAFINNPQTNLIKWIPVPVNLVFD
                     LSYPGLSREEVEEKFGERINVVKFFNHIKYVPNIYFLQNFACEFDVQNHLLPFISELG
                     QLDKDTEVNQIIIDLYFDKKAGHAAVGKSETIEYIKK"
     gene            complement(1663136..1664653)
                     /locus_tag="DJ46_1786"
     CDS             complement(1663136..1664653)
                     /locus_tag="DJ46_1786"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK64150.1"
                     /translation="MKSLTVIISYSDREQLVEELINAAWKLKPIEIIILAPNDKSKLY
                     EIAMKYRCHSVLMNKYSAHYQGYEACIKKAKGEILLFLDSNFSLSTNEMQRFIEPIVT
                     NQADVVLNKIDKLIEIGKCPNMDIVWRKMLNEILRRPDLKSNSILSLPYALTKEVVEN
                     IGFDYMKDIVLSHMNIVNQGWRINDQYAINTLSKDETIEEEGYLIKKELSKNEKEKVE
                     RYLRGISKWIEKKGRRVGFTDAGKRRDIIQKLGKAKQYPSYHQGWGMHSSIYDGKQLS
                     VIIPVQNEEETIEQVILEARKIEPLEIIVVVNGSTDHTADIAKRLGATIIKYNERLGH
                     NVGRAIGALEATGDILLFIDGDFSVSGSDLHHFTKAVSDGIDIALNDLNPMLNPPFYV
                     VDIVKYMLNLAYGRPELSNGSLVAIPHAMSKSCLDAIGWETLLCPSLAQVKAILQGYR
                     VECVHYVDVVKPNRIRLKENVSQNGHPPAVLRIIGDHVEALSYLIEQLEMDGKGD"
     gene            complement(1664902..1665924)
                     /locus_tag="DJ46_1787"
     CDS             complement(1664902..1665924)
                     /locus_tag="DJ46_1787"
                     /codon_start=1
                     /transl_table=11
                     /product="BNR/Asp-box repeat family protein"
                     /protein_id="AIK63136.1"
                     /translation="MENNDIQFTSLQMRTDRFGWAGIQYTNKKQAILYTRNGGVEWDV
                     VNPLNSIVLFGYPINARSSWAYGLTKTNDDLLPAIFYTVNRGERWSEFILPIEEEWEK
                     STDVQVQLHATNMDSIWIVLSRKLASNKFEHNLYYLKTKGEVWKIIKNISISDSISGI
                     TFINELIGFISLHKQYETSAVFKTMDGGASWQPIKDIPSLEGSNNETSMAYKAIYKNN
                     LLVIPTKMNNDVFFMNYSVDKGNSWHISNKTINTSKAAVSFFSSYYGWVINSEHGSVY
                     QLIKKGAKWIKVSSNPLLKNVFCLHFFNRRKGWACNKKEIFTTTDRGITWKKVVYKIN
                     DIYKLV"
     gene            complement(1666222..1667439)
                     /locus_tag="DJ46_1788"
     CDS             complement(1666222..1667439)
                     /locus_tag="DJ46_1788"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class-III family protein"
                     /protein_id="AIK65747.1"
                     /translation="MSDWFQLDKEYMMSTYCRTKIAIERGEGCKLYDVDGKEYLDLFS
                     GVGVNVLGYNHPKIVQTTMDQVTKSLHLPFHFLNPVAIEYAKKLVDCSLKNGKVFFTN
                     SGTEATETTLKLIDKYRAITNEEREGIVVLKNSFHGRTLGALHFTRQESVYQNFPTTS
                     IPVYEVERENIEQLEETIINENPIAILLEPVLGSGGIYPLSREYLHGVQNLCDKYNVI
                     LIVDEVQSGMGRTGKLFAYQNFNITPHIIQIGKGAGGGIPLGGIIVGEKLCDVFAPGD
                     HGTTFAHSSMGTALGLTVLNTLLDDGLMQEAYEMSLYLNDKLQEIQKENSYYIEEVRH
                     AGMMFGISLNDTNENVKKLQVELMEKGILVDVTQGNIIRLLPPYIITKEEIDTFITQF
                     IFCIDKVAAVVSA"
     gene            1667711..1669090
                     /locus_tag="DJ46_1789"
     CDS             1667711..1669090
                     /locus_tag="DJ46_1789"
                     /codon_start=1
                     /transl_table=11
                     /product="catalase family protein"
                     /protein_id="AIK64237.1"
                     /translation="MGENHDKQRQSLLGKDFNENGERNEQAILHSQTVGSRGPVLEQD
                     SVLHEALQEFIHEKILERPVHVKGFGAFGYFQTIYPMSEHTKLSFLQHSNEKVPVMVR
                     FSLAVSTKGTPDTARNVRGFSTKFYTKEGIFDLLCNHIPVFSVRDPMRFPETIQALSP
                     SPKNNLLDPNRFWSFVARAPESIHFVVHLYSDNGTAKSFRRIPGHSVNTYVWRNAEGN
                     RKYVKYHWYPFEGVQSITNEEANKLAAENPDYSGKDLYDAIANGKPVEYGLYVQLMDP
                     KDEAHLSYDPLDDTKAWDEKAYPLIPVGKMVLNKNPENYMEQVEKVAFSPSNLLNGAE
                     LSDDKMLQGRANIYSDSQRRRIGPEFRKLAINQQQDWTPANQITSGDGRYVEGKLERT
                     SIPKQDDFTQAGEFYAKLQPIEKEHLAENLASDLKVISDDIRKVVLGYFHNVSADLVK
                     RIESAMQQL"
     gene            complement(1669214..1669741)
                     /locus_tag="DJ46_1790"
     CDS             complement(1669214..1669741)
                     /locus_tag="DJ46_1790"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61696.1"
                     /translation="MKKILYILSVFVLCVSIQHVVHSQSDAPRLSSDCLEERKIRDEK
                     YVKNIIQDIKSTFNLNIDEHSFWEVSKRDLEAAHLMYGGKENDSYYNSLTKIYDSGGF
                     SEQPSLFVRAQEAFLLYKEKDNINVMKHLNLDVEKGEWLVIKTKKKKGKKVKFKPLQC
                     EKDYMKKRNEYHNLK"
     gene            complement(1669855..1671609)
                     /locus_tag="DJ46_1791"
     CDS             complement(1669855..1671609)
                     /locus_tag="DJ46_1791"
                     /codon_start=1
                     /transl_table=11
                     /product="putative adenine deaminase YerA"
                     /protein_id="AIK61848.1"
                     /translation="MGQNQFRWSNEQLREHVEIIDGTRSPHKLLKNATYLNSYIREWM
                     QANIWIYDDRIIYVGEKLPEQLHECEVIDCDGKYVVPSYIEPHAHPYQLYNPETLANH
                     AMQFGTTTFINDNLTLFFTLKREESFHLLDEFTKIPASMYWWCRFDGQTELQNGESLF
                     NSEEIIKWLQHEAVLQGGELTAWPKLLHGDDEMLTWVQETKRLQKKVEGHFPGASEAT
                     LAKLKLLGTDCDHEAMTGQEALARLMQGYTVSLRNSSIRPDLEVLLKELLELGVKQFD
                     RFIFTTDGSHPSFYENGMTNIMIATAIKKGIPVIDAYQMASYNIARYYNMEHIHGAIA
                     TGRIANINILESKENPVPTSVIAKGQWVKRDGVNTHEALHIDWSKCKVTPLSLEWSIE
                     KEDMLFSNKTGIHLLNNVITKPYTSEINIDCDELSIDYDECFLMMIARDGTWRVNTVV
                     KGFAKEIGGLASSYSGTGDIILVGKRKEDMLTAFHRIKELGGGMVIAEKNEVLHEIAL
                     PLLGIMSELKMSELIQKEKKMVNLLQERGYVYNDPAFTILFFSATHLPFIRVTFIGLY
                     DVKSGKVVASPVNLIKQY"
     gene            complement(1671979..1673145)
                     /locus_tag="DJ46_1792"
     CDS             complement(1671979..1673145)
                     /locus_tag="DJ46_1792"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK63021.1"
                     /translation="MKKRNSMKLASLTVLLAGTTLFTPGFTVKAESTQSISNSSKVHD
                     QKNRNGWKQVMQETIKIGAPGVLAKTSNKGKISSYTAGVADLSTKKPVKSDYRFRIGS
                     VTKTFTATTVLQLVGENRVQLDDSIEKWLPGLIQGNGYDGNQITIRQLLNHTSGIAEY
                     LKSKDADIMNSKKTYTAEEIVKIGLALPSDFSPGKGWSYSNTGYVILGMLIEKITGNS
                     YAEEIEKRIIEPLDLPNTFLPGNSPVIPGKNHARGYVKMEETGELKDITYYNPSLANA
                     AGDMISNADDLNKFFSSLLGGKLLKERELKEMLTTVPIEGKGIGDGYGLGIYETKLPN
                     GVSVWGHGGSIPGFMTFAGGVIGGKHTFAVNVNSLGPVDILTQFDKMMQVEFNK"
     gene            complement(1673404..1673910)
                     /locus_tag="DJ46_1793"
     CDS             complement(1673404..1673910)
                     /locus_tag="DJ46_1793"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61413.1"
                     /translation="MKSVLKSILISFVFSAVSMCWLLFLLFKGDGDWLLSWVGVFMAY
                     LSLYTLIDLYCKNTYDKKISKWLIKTAVTSFSFAVLGISFCIIHELLTPWSLSLMVWY
                     WLVMLVLFLTTIISLVSLVFVNRKNHNFTGGYRILILLNVLLTLGPVLWPLLLSIIGN
                     GMNASAGW"
     gene            complement(1674105..1674488)
                     /locus_tag="DJ46_1794"
     CDS             complement(1674105..1674488)
                     /locus_tag="DJ46_1794"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63772.1"
                     /translation="MIAGIIIYFLYKSVRKKLTKPEIEQEKKSVTKENTVRTENNKKV
                     IHQLKQPLPTDTIRKTLVEWERTLPFHEQRRSYETMQQWLKRISRTRNITSLYESVRY
                     GEKTYTELDVEKIMKWVEGDGKVDT"
     gene            complement(1674510..1674836)
                     /locus_tag="DJ46_1795"
     CDS             complement(1674510..1674836)
                     /locus_tag="DJ46_1795"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK64026.1"
                     /translation="MVNKARHMKVKLWSVRALIIFFFAISAITLSRGVVHVQSIVKER
                     FFTEKKTEKVYKETINYGDTEDYGTPIEEKKVGDNGERTTTGKKFKGFEKESSWGDVF
                     SVLSNS"
     gene            complement(1674852..1675961)
                     /locus_tag="DJ46_1796"
     CDS             complement(1674852..1675961)
                     /locus_tag="DJ46_1796"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61526.1"
                     /translation="MNQQLVYTPLAEPFVMGVMSVVAVILCVFSSNLLFLSLVFLYVI
                     LIGAMHVYIRKVSRVEWEYSQGNSNVFIGETNMCKMKISNKSIFPIFNIVFRFKCENK
                     LTWNHDEINKNTNTGSNYYMNFNLKGGESASFHLQAVALKRGIAKWEEVEIVITDPFG
                     FITNHITYKQVDTPSYLVLPAVPKMQVPELQEWSRGFRKAMSSPLYDETKVMGVKSYE
                     NEDFRSIHWSATAKTGTITAKKYERTQSDKYAIYLNLQNKSGVSLRNDIEELIELTAG
                     ICKQLLMQNCSFELWINSVKDNGLLHVKNGDNRKHLQNVLKILASISDQDTPVSSSYF
                     YTAGFRRKELDAVPLILGTSPKKYSRTNKWIVMKE"
     gene            complement(1675958..1676890)
                     /locus_tag="DJ46_1797"
     CDS             complement(1675958..1676890)
                     /locus_tag="DJ46_1797"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma-54 interaction domain protein"
                     /protein_id="AIK61080.1"
                     /translation="MNTLKKITNNISKVIIGKDESIELAAIALIAKGHILLEDVPGTG
                     KTTLAKSLAKSVDAKFQRIQFTADTLPGDVIGLEYFNVKESDFKTRLGPIFANIVLVD
                     EINRAVPRTQSSLLEVMEERTVTIAKQTHSLPEPFLVIATQNPLESAGTFPLPDAQLD
                     RFLLAIRQGYPTREAEKEMMNRFQMNDPLETLHSIISSEEIIMMQKRAREVLVGNDVQ
                     DYLLEIIEATRKHELIEIGVSPRGTLAFMRAIQARAILNERDYCTPDDIKTLAASVCA
                     HRLTLTIEGEMKTTKEQIMREILHTINVPVENIR"
     gene            complement(1677038..1677331)
                     /locus_tag="DJ46_1798"
     CDS             complement(1677038..1677331)
                     /locus_tag="DJ46_1798"
                     /codon_start=1
                     /transl_table=11
                     /product="putative monooxygenase ycnE"
                     /protein_id="AIK65930.1"
                     /translation="MIIIHAIFQVDPAKQQSFLEEIHPLIHSSREESGNVSYDLYKDT
                     EKENVYTMVEVWKDEEAVASHNTSEHFTSFVSKAKQYLTAPLDIKAYNGELVK"
     gene            complement(1677370..1677936)
                     /locus_tag="DJ46_1799"
     CDS             complement(1677370..1677936)
                     /locus_tag="DJ46_1799"
                     /codon_start=1
                     /transl_table=11
                     /product="nitroreductase"
                     /protein_id="AIK64708.1"
                     /translation="MTNSVKTNDFNEILTGRRSIRKYDPSVKISKEEMTEILTEATLA
                     PLAKFNQSQVETSSAMIALFGDLNNFDNAEEIYGTAVERGFMPAEVKEDQMKKLSAYF
                     SMVTPEVMKDTVLIDGGLVAMQFMLAARAHGYDTCPIGGFEKDQIAEAFGLDKERYVP
                     VMLISVGKAADSGYQSVRLPIEKVAEWK"
     gene            complement(1677955..1678383)
                     /locus_tag="DJ46_1800"
     CDS             complement(1677955..1678383)
                     /locus_tag="DJ46_1800"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK61238.1"
                     /translation="MTSSCSKEAIILYKLHFLNKEVSSKFEGCTGMSQSRLELILQLF
                     EVGEISQKALQQEVNIDNAAITRHLKQLEANGMIVRRKNPDDNRITLVSLTEEGRNKI
                     QAFQEEKERFAASAFKGLSEEERDNLLNMLIHIQENIKEL"
     gene            1678648..1680591
                     /locus_tag="DJ46_1801"
     CDS             1678648..1680591
                     /locus_tag="DJ46_1801"
                     /note="small_GTP: small GTP-binding domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="small GTP-binding domain protein"
                     /protein_id="AIK64489.1"
                     /translation="MTTINIEIVAHVDAGKTSLTERILYETNVIKEVGRVDSGSTQTD
                     SMELERQRGITIKASVVSFFIDDIKVNVIDTPGHADFIAEVERSFRVLDGAILVISAV
                     EGVQAQTKILMQTLQKLNIPTILFVNKIDRTGANTEKVVKQIKTILSNETFPFYSVQN
                     EGTKEARIIEYKSYDDCIERLAPYNESLLESFVNNEIVTDTLLREELEKQIQQANLYP
                     IFFGSALTGIGVTELLEDIPALLPANNPSQDEELSGIVFKIEREPSGEKIAYVRVFSG
                     TLHVRKYVHIQRDGSLPHKEKIKKMCIFHNGNAVQTSTVPSGDFCKVWGLNNIKIGDI
                     IGERTDYIKDIHFAEPQMEAAINAVPKERIHDLYAALMELCEADPLIKVWKDDIHNEL
                     YIRLFGEVQKEVIETTLYEKYNLQVTFSSTRVVCMEKPIGIGNSVEVMGEKANPFYAT
                     IGFKVERGELNSGITYKLGVELGSLPLAFHKASEDTVFQTLKQGLYGWEVTDISVTLT
                     HTGYASPVTTASDFRNLTPLVLMDALKQAETYVYEPVNEFELTVPEHAISTAMYKLAA
                     ILATFAEPIFNNDSYQLTGSLPVAKTESFKRMLHSFTEGEGVFTTKPAGFTKLMAPLP
                     TRKRVDYNPLNRKDYLLHVLKAY"
     gene            complement(1680638..1681282)
                     /locus_tag="DJ46_1802"
     CDS             complement(1680638..1681282)
                     /locus_tag="DJ46_1802"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62546.1"
                     /translation="MKGTKKEIHINDKVIYYTHIEKGSSTVCFMFSGSGYNYDKPLFY
                     YATMLMLEKKIDVVHIHYSYDEQVMSKPIEEVTKVMMDDIHPIMNEVLKGDQYNEPMF
                     LGKSLGTIPIANDLMKRKEFLQSKMIVLTPLLTFESIFDSILHSSHEGLLVIGDKDHH
                     YNANQIDQLYKTNLKIDVIKNANHSVNVGGFETENSIEAIAKVIEKLKEVVRPN"
     gene            complement(1681304..1681771)
                     /locus_tag="DJ46_1803"
     CDS             complement(1681304..1681771)
                     /locus_tag="DJ46_1803"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK63573.1"
                     /translation="MDLTFKVEKTCFNYRGGVICKHDNKILILQGDSEDFWYVPGGRV
                     KMLENSEDALKRELAEELAVPIEGKRLIWSVENFFTLSEQKFHGISFYYEVELHELPA
                     NGADQYILEEEGRTYLFKWVPVEELHAYNLQPAFIKEKVKDVSVHTEHTVLQK"
     gene            complement(1682136..1682429)
                     /locus_tag="DJ46_1804"
     CDS             complement(1682136..1682429)
                     /locus_tag="DJ46_1804"
                     /codon_start=1
                     /transl_table=11
                     /product="yfzA-like family protein"
                     /protein_id="AIK61243.1"
                     /translation="MKLKKERPSRIRNWLKTIGAFFVMQLIYIILDMNSWIPNFKEGG
                     VGDRLVNSEFFTEWFAPYKTKQFNVLTAVMAILLFLNVVTSAIKDAFSRKRIN"
     gene            complement(1682459..1683076)
                     /locus_tag="DJ46_1805"
     CDS             complement(1682459..1683076)
                     /locus_tag="DJ46_1805"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK64555.1"
                     /translation="MLNLIKKDLILQKTFLPAYLLFLVTYLWAGMDVAYVIIICSAVF
                     VINTYQSDDKDNANILVNSLPYTRKEIISSKYVGTLLFTIVIIPFCLVGKYFILDGME
                     FQLSIESYILGFLAVMLITAFYIPFFVAFKVKTLVPVFIFLSIGVIYLMKNTPYLLNK
                     YANGVLTFLKEISDLKLFLLFAVIAVGCYGVSWILSIRIYQNKAL"
     gene            complement(1683064..1683936)
                     /locus_tag="DJ46_1806"
     CDS             complement(1683064..1683936)
                     /locus_tag="DJ46_1806"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61893.1"
                     /translation="MENVIELQNVSKSFKGFQINNFSMEVKKGFVTGFIGGNGSGKST
                     TIKMIMNLINPDSGNVSLFGMNYSTDAKRIKERIGFVYDDNVFYDELTLKEITKIIAP
                     AYKKWDFNQFTYYKELFELPLNKKMKTFSKRMKMKASLAIALSHHAELIIMDEPTSGL
                     DPVFRRELLDVLQNIMQDGEKTIFFSSHITTDLDRIADYITFIQNGKHIFTKDIYAIA
                     EDYVLVKGPLDLLKFDTEREFISVRKANTGFEGLIENAHSIENLFDKDVVIEKPSLED
                     IMYFMKKGDSRCLI"
     gene            complement(1683924..1684313)
                     /locus_tag="DJ46_1807"
     CDS             complement(1683924..1684313)
                     /locus_tag="DJ46_1807"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK61032.1"
                     /translation="MQITITNTSKEPIYEQISAQIKKLILLGDLKQGDALPSMRQLAK
                     DLRVSIITTKRAYEELEKDGFINSIVGRGSFVAEQNIETMKEEKLKTVEEKLCEAIQN
                     AKQMDVSLNELKEMLTILYEEENSWKT"
     gene            complement(1684792..1685814)
                     /locus_tag="DJ46_1808"
     CDS             complement(1684792..1685814)
                     /locus_tag="DJ46_1808"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD dependent epimerase/dehydratase family
                     protein"
                     /protein_id="AIK63347.1"
                     /translation="MKILILGGTRFLGRAFVEEALQRGHEVTLFNRGTNQEIFLEVEQ
                     LIGDRNGDVSSLENRKWDVVINTCGFSPHHIRNVGEVLKDNIEHYIFISSLSVYKDWI
                     PHHIKEDYILQPEPTKEQIKAVENGEISPYEYYGALKVLCEKEAEEYWPRRVLHVRAG
                     LLSGMFDYTDRLPYWIQRVAKGGKVLVPGRKDRPVQIVDIKDVANWGLNMAENKNAGI
                     FNVTGPNYDLTMEELLNTCKKVTHSDAEFVWVDESFMSEHNVQPWTEMPLWIPETFPL
                     DGETKPWKGGFSISIDNAVKAGLTFRRIEETVTDVYEWMKSTDEWELKAGISGEREKE
                     LLERWY"
     gene            complement(1686000..1686671)
                     /locus_tag="DJ46_1809"
     CDS             complement(1686000..1686671)
                     /locus_tag="DJ46_1809"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK63027.1"
                     /translation="MGLIELKDIKKVYSNKNHNTFALNGINLTIYKGEIIAVMGRSGS
                     GKSTLLNVIGLIDMPNEGEYTLNGKSLTEIGANKVHKTRNEMIGFIFQYFALLKEHTV
                     LDNVVLPLTYRKLKQRERENKAKFYLEKVGLKEHMYKTPDELSGGQQQRVAIARALVG
                     EPELILADEPTGNLDRKTGEEIMNLLLQLNEEGRTIIIVTHDMEVANKCNRIIELVDG
                     EIVQS"
     gene            complement(1686671..1687933)
                     /locus_tag="DJ46_1810"
     CDS             complement(1686671..1687933)
                     /locus_tag="DJ46_1810"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK62072.1"
                     /translation="MRIKSAFIALKKRFLFSVLLLIQITFGLATITSSINVFYNLHYL
                     NDKFSSVLNGDKTYLVTFERTTDRLQSNQFNKEKIQAVYNTIHQNKDVISYGTYEERV
                     IEIESSNRPFQNSMITDLKNKTFHDERPTIKTIFVDENYYKMLHLPLKPEEGFAHDDF
                     QKNKEEKTKVLMGSYFKKYFQVGDTINNQYTITGFLPENKFIVNNNTTNTYLKLDYAM
                     IMPMSFDRFEKYEAMFLRLHQSTVLYLQKGADVKKLEESIQLKGNGGTFHLKSLGDEI
                     NEDVTLNGYSEIPQLIVGILFIVFSIVGIVVTTIVSILMRKREFGIKIAFGESKFGMF
                     IQIVLENIIVAITGLGMSIAYFSWRYGVLLQMSKDLKEATVLDFKLDMPILFLVFLFL
                     LLIIIVSNVIVFLFIRKLEPKTLIGGME"
     gene            complement(1687939..1689024)
                     /locus_tag="DJ46_1811"
     CDS             complement(1687939..1689024)
                     /locus_tag="DJ46_1811"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK63260.1"
                     /translation="MNLVLKEIVVNKTIFIMLFIGFVLTIWPILIAMSTRDYYDEKFY
                     DSKNGYFNYYYSVQLTNMGEINFEQFQTLVESDFKNASVITNDIRITIPDIGHVIMNG
                     LLNKNWSPPLLKGSQIGQDEKNSVIVGKKIYKDMETIKLFNKEYTVKGVAGENTGYEY
                     NIKIYVSLNDMPDEVKQMIQKDNTFQMIVRSNEKPIKEIETFIQHMKQNNKDINAKVI
                     SEKENYEKEKNSSEAVEELLSFPYRLLCIAFITSIIVSYYWIYTKKKSLSLRKALGAS
                     NVNLFIFIFSQLFLCAITATACAICIQWIFSILSENIIEFTSYNISLQSTHIVMCVFL
                     SLTIAFILSVIPFVYVLKSEPAKALKE"
     gene            complement(1689090..1689458)
                     /locus_tag="DJ46_1812"
     CDS             complement(1689090..1689458)
                     /locus_tag="DJ46_1812"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64072.1"
                     /translation="MKSLLQKTLAVTGLTASLLGMVSSVSFASISWDNDATWTGSGAK
                     AKATAYTAKKNEPHFYKMTVRASFDDRTSKELALYDAKTSDCINVSVASKGPVTRGYS
                     GHEWIMVGDSAYTSKKMVIK"
     gene            complement(1689665..1690612)
                     /locus_tag="DJ46_1813"
     CDS             complement(1689665..1690612)
                     /locus_tag="DJ46_1813"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK63522.1"
                     /translation="MKTAEKLDQIIKEEYKNMNGMLVVQKGNIIFEKYYNDYGSNDTF
                     HVASVTKTIISALIGICIDKGYIKSVDQRVIEFFPEYNCNSSEITVRHLLTMTAPYPF
                     VDWQEPLEELCTQQDWIQYTLDRIGKGGNIGAFKYSSAGAHVLSAIITSTTGKSAREF
                     ANEQLFRPLGMREIPNYNMKAFGFDDLFGKGVKGWVHDPNGISTGRWGLALTVKDMAK
                     FGQLYLNEGTHNGKQILSTSWIKESTEMNTNQYGYLWWLREEDGIFSYCAMGDGGNMI
                     CCIPEKELVVVMASEAMPNARDRWELIVKYILPCIRSNQ"
     gene            complement(1690637..1691527)
                     /locus_tag="DJ46_1814"
     CDS             complement(1690637..1691527)
                     /locus_tag="DJ46_1814"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK64099.1"
                     /translation="MENKQSRNEYLQRIYKVQNYIELHINDSLSIEELADIAGFSKYH
                     FHRIFKGIVDEPLSRYVNRLKLERATNLLTYRSDMTITDITYHFGFTDSAVFSRTFKN
                     YYGVSPSQYRNDNSKNCKDVRRISQYNECKKVRRNVEIVTVDNINVAYIRHIGTYEEL
                     TIAFPKMIEKLFQYATKQNYHVFEDTKVLTIYHDHHEFTEDNHLRTSLCITIPGESAI
                     ETNDIGIMVIPSGKYAVGHFEIFQDEYKRAWDFIYGEWLPNSGYKPRDSYPFEVYRND
                     PKQHPKHKHIVDIYVPIEPF"
     gene            complement(1691576..1692046)
                     /locus_tag="DJ46_1815"
     CDS             complement(1691576..1692046)
                     /locus_tag="DJ46_1815"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66002.1"
                     /translation="MRVRNIQEEDYVKIHSVLNDWWGGRDMADMLPKLFFVHFQETSF
                     IIEEDGETLGFLCGFLSQTHKEEAYVHFIGVNPKYRRRGIASTLYSYFFDVARANKRK
                     VVKAITSPVNKKSIQFHREIGFRIEAGDDEIEGVSVHTNYDGNGGSRVLFLKNV"
     gene            complement(1692064..1692471)
                     /locus_tag="DJ46_1816"
     CDS             complement(1692064..1692471)
                     /locus_tag="DJ46_1816"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66107.1"
                     /translation="MINRKCERCKEITGTLHGGKKIKEEFLCEDCLQKGIASGEIELS
                     QAEEKQTSHLSIKILKIMSVIYLIGSILMAFSTGPFIHNLGFDEISISGSELGLISIV
                     MLGSIFQSVLVFCGIWVFILLVETVIKIYEKMK"
     gene            1692568..1693035
                     /locus_tag="DJ46_1817"
     CDS             1692568..1693035
                     /locus_tag="DJ46_1817"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK62071.1"
                     /translation="MISKLTFGYKKPTEQYVLRPSCYAIIFNSTSSKIAIIQKGESYF
                     LPGGGMEGTETKDECLHRELLEELGWKIEIDQYIGNAMRYFFAEKEDTYYLNDGFFYI
                     ANMVQKQTENCEEDHVLRWMSPLHAVELLIHDHQKWAIEQALLLRNEKGSPSI"
     gene            complement(1693054..1693965)
                     /locus_tag="DJ46_1818"
     CDS             complement(1693054..1693965)
                     /locus_tag="DJ46_1818"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK63736.1"
                     /translation="MKRWQMEWLLVSVALVWGANYTIGKYGVAYMSSIQFNSLRFLVA
                     SPVLLLITFLMERSLRIERKDWLRLVAVGIVGTTMYQTMFMLSVKYTSATNASLLIAM
                     SPIFTGILAVLHKQERFSMKVQIGSIVAFIGAAFVLLTGHTGGATYEYAWLGNIIGLV
                     AAIAWGWYPILAQPLITKYSAMRVTSWSTLIGIVPLVIYCLFNVNSLTWPVDTLSWGS
                     LAYSIIFATIFGLAMWYVGISQIGSTKVMVYMYLVPLFAVIFAAVTIGEQINMMQLVG
                     GLIIFVGLYVVKKGGIKKPALNLKKVS"
     gene            1694091..1695533
                     /locus_tag="DJ46_1819"
     CDS             1694091..1695533
                     /locus_tag="DJ46_1819"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK65219.1"
                     /translation="MEWKLDSDSKIPIYQQVVDFIEKRITYGELPPGSFLPSERKLAT
                     QLNVNRSTVTTAYNELRAMGIVESTTGKGTRVSTHMWGVSPTLTPNWRNFVEGGTFLP
                     NLPLLRHIRAEVQQNENIIDFANGELGCNLYPHDQLQTILREQPLTHSLSYDHPQGYL
                     PLRQAVVKYMKEYLKVEATEQSIMITSGAQQALHLIVQCLLNPGDAVAFESPSHCYSL
                     PLFQSAGIRIFPLPVDEHGINPDDVQELYRKHRIKMIFLNPNFQNPTGTMLHPNRRKK
                     LLSLCADLRIAIVEDDPSSLLTLEKKQPCPTLKSIDENGTVIYVHSLSKMIAPGLRVG
                     WLVAPQSVVERLSDARHQMELGMSIFPQWLMQQFFETVPFQSHIVPLRKQLTEKRDVI
                     VRALNEQLHDKISFSNPTGGIYIWGKLKEPINEKQLIMQSLKQEIAFMPGSIFGAKDG
                     YIRLSYGKVNIDQIEEGISRLREAILVCEK"
     gene            1695615..1696055
                     /locus_tag="DJ46_1820"
     CDS             1695615..1696055
                     /locus_tag="DJ46_1820"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65877.1"
                     /translation="MKIYVDADACPVKDVIIFEATKAEIPVILVTSFSHYSNAEQPKG
                     VETIYVDSGADAADYRIMQLAQKEDLIVTQDYGLASLALAKGCIVLHHKGYKYTNENI
                     EQLLQTRYLSAMVRKSGKRTKGPKPFTAEDKEKFRALFKSMIAL"
     gene            complement(1696132..1696446)
                     /locus_tag="DJ46_1821"
     CDS             complement(1696132..1696446)
                     /locus_tag="DJ46_1821"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62553.1"
                     /translation="MDKKDFEKVYNDYLHQGEEQAQFEVGHEVNTGAEQIVAVRKNGD
                     GDLIAFKTSSGRELDYMTALNEAKSGKLAHVDVFHKYGRDIIRSEPDGIKENNLDNLP
                     SF"
     gene            1696665..1697536
                     /locus_tag="DJ46_1822"
                     /note="hypothetical protein"
                     /pseudo
     gene            complement(1697855..1698856)
                     /locus_tag="DJ46_1824"
     CDS             complement(1697855..1698856)
                     /locus_tag="DJ46_1824"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK61548.1"
                     /translation="MNLKKKYQLLLFSAIISVPLLLLSISIFVSVIYNAVFKTKNKNI
                     PFHESYAYPTMLIIFLLSLLVLAFVFSRSINTVLNKINILNQTIRDLASDKKIPNIID
                     VKSDDEMGELIKSVNLLIERTTYRELELQQQEQIKKELLNKLRHDINTPLTAVRLQLY
                     YLEGEYKGQAPVLESLYEQIQYISDLTNEFNMQSTETLENTYIVHDEVNIHNLIETMI
                     KKWSYLYSIHKIELVYNPQDKELIWNSNELWIQRLFDNIFQNVLKHSKAKKLKIIIDE
                     DIVYFRDNGIGFDINSKGTGLGLKNIEDISKMFDIKYTLQSNSEGTMFSFENTQKNI"
     gene            complement(1698853..1699524)
                     /locus_tag="DJ46_1825"
     CDS             complement(1698853..1699524)
                     /locus_tag="DJ46_1825"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK64404.1"
                     /translation="MKVYNILIVEDDLIIGDLLQKILQREKYNVYWEKEGRKVLDIIH
                     EIDLVVMDVMLPGEDGYQITKKIKNLGLNIPIIFLSARNDMDSKLKGLTIGEEYMIKP
                     FDPRELLLRIQKMLGNQYGTFTQINHVFIDAEYKRVFINDLRNEVAFTTIERKIFFYL
                     YENRDRILSKEHFYDYLWQLEDRNQNIMNVHIRKIRTKIDDKTGDIIQNIYGEGYRLN
                     TYMKK"
     gene            complement(1699559..1700506)
                     /locus_tag="DJ46_1826"
     CDS             complement(1699559..1700506)
                     /locus_tag="DJ46_1826"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase family protein"
                     /protein_id="AIK63742.1"
                     /translation="MCISIIFFGTGAVFIYHNCQLKMESKLMNNKGELVNFDNKKVNV
                     YNEGSGEDTFVFMAGSGIAAPVYELKGLYSKFSKENKISVIERAGYGYSDVFQDDRDI
                     DTILEQTREALIRSGNKPPYILVPHSLSGIEAIYWAQKYPSEVKGIIALDIGLPKQYV
                     TNKIGMVNSLKIKGMNILTKIGFQRLAPSITYNPEVILQSFLNEQEKDVYKALTYKRA
                     FNDDMKQELLQSYNNGKKSNSLSIPKETPMLFIDAIARQYKDSKYTRQKNKDYKEFAS
                     KLLIADVKIIEGTHSIYLYAPDEIYKIAMDFIKNKVVKN"
     gene            complement(1700651..1701475)
                     /locus_tag="DJ46_1827"
     CDS             complement(1700651..1701475)
                     /locus_tag="DJ46_1827"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65362.1"
                     /translation="MNEVLELKEELLQIKNNNYAVPEDVDAYPYAQWMLDYIGSPDAE
                     LRDDLIYSTLHTWITNDVFRQKELRGLMLQAISPDYLFYKIGEKGTDSVFKRAFSVLI
                     PPLILSVHEREPLLSEEQLYSVAEQVLEYVYLEEDVRGYVEGKGWAHSTAHAADALDA
                     LARTIQNREFSYAILAAVRQKVRLNDYVYIHFEDERLVTPIMSLRNQNLLTEEEWSNW
                     LHSIAIVEDISHPQHDILVQNIRAFLRSLYFRVLETEGSTAFTDDILETLRGLRRY"
     gene            complement(1701604..1702275)
                     /locus_tag="DJ46_1828"
     CDS             complement(1701604..1702275)
                     /locus_tag="DJ46_1828"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribulokinase / Uridine kinase family
                     protein"
                     /protein_id="AIK62840.1"
                     /translation="MSRKQSIKEIANHILTLNVTHPTRVGVSGITASGKTTFANEVAE
                     EIKKRGLPVTRASIDDFHNPKVIRYTQGKESARGYYEDAHDYTAFKERLLKPLGPNGN
                     LQYETISHNLKTDIPVHNEPLMAQPNMVLIVDGTFLLKKDVAHLFDYKIFVDTDFEIA
                     RKRGAKRETEAFGSYEEAEKMFLSRYHAACKMYIDEHNPKECADVVFRNSDLANPELI
                     FQERM"
     gene            complement(1702489..1703232)
                     /locus_tag="DJ46_1829"
     CDS             complement(1702489..1703232)
                     /locus_tag="DJ46_1829"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK64892.1"
                     /translation="MDKIAVISDIHGNIPALESVLQDIKLRGIERIICLGDLVGKGPH
                     SSEAIEIIRKECEVVVMGNWDDFITKPTEFEALKWHQKQLSEEQNDYLRSLPFSIEFF
                     MSGKLIRMFHASPRSLYERIQPHASREERISMFENSDLTENIEGERKPDVVCYGDVHQ
                     AFVQNFRGKTLCNAGSVGNPLEITQASYLIFEGTYNEKEAASFSIQLVRVPYDIELAI
                     RLAEELDMPEIEEYKQELRTALYRGFKGK"
     gene            complement(1703246..1704172)
                     /locus_tag="DJ46_1830"
     CDS             complement(1703246..1704172)
                     /locus_tag="DJ46_1830"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK65536.1"
                     /translation="MEEMLREIERKLEWPRIVKCTAISKGFSHEEKYKIKLENRVTYF
                     VKVCDAVHFESKQEEYTYMKQLELLHIPTPKLIHFIKLEELNKCVQVFEWIQGVNGEE
                     GLRKLSAEEQYHAGRKAGEVLKRIHSIEKESASNKWEASRWNKYERYIEALANYEVDF
                     LDLKSVLTFVENHKDLLKNRPITFLHDDFHPANSMIHNKEFIVIDFGGYDFGDPIQDF
                     YNVAIFTIRISKSFAVGQVHGYCGGEPSLHFWKLYSLYAAMTFPADIVWTNRSTPHLV
                     DDMKERLNQILEDHNQFSSYIPKWYQSSEFNK"
     gene            complement(1704187..1704984)
                     /locus_tag="DJ46_1831"
     CDS             complement(1704187..1704984)
                     /locus_tag="DJ46_1831"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK65829.1"
                     /translation="MLRFDHLVHAVHGTPEEAAKQMQELGFHTALGGEHTIWGTWNSL
                     SYFDLSYIEFLAVQHEEKAKEAENPLVQETVVKLQGGEGMLQIAIRTDAIEELADKFS
                     KYGLQTIGPFEGKRMRKDGRLLEWKMLFVKQEENGPKLPFFIQWNETDEERRKDLRNI
                     GTITEHKNKVQQIETVHYAVKNVRETVQKWKEVMELTASSVVKNEEWNAECQSVSFGD
                     IQVQFCEPIGKGLVLQYLKNHGEYPFAVEFKGENKREYEVLGSLYIY"
     gene            1705191..1706093
                     /locus_tag="DJ46_1832"
     CDS             1705191..1706093
                     /locus_tag="DJ46_1832"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite exporter TauE/SafE family protein"
                     /protein_id="AIK66323.1"
                     /translation="MQKLIVFAIIGFSAQLIDGALGMAYGVTSTSLLLMFGIAPAVAS
                     ASVHLAEVVTTAASGASHLKFGNVDKYTVSRLTLPGAIGAFVGACFLSNLPGDVIKPY
                     ISLFLFTLGVYILLRFIIQKQIVTSNKRMSAKQLVPLGLFAGFVDSTGGGGWGPITTP
                     VLLARGNEARKVIGSVDTSEFPVALAATIGFFISLGWEQVSWFWVFALMLGGIVAAPI
                     AAWLVRIVPSHLLGVLVGGLIIFTNIRTLLTTFKVDPTIISLSYVAVGLVVIISIFIA
                     VRNHSNRSNASTAQYPNDQKQMLP"
     gene            complement(1706114..1706575)
                     /locus_tag="DJ46_1833"
     CDS             complement(1706114..1706575)
                     /locus_tag="DJ46_1833"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK64185.1"
                     /translation="MKLETERLYIVPCTKESIHVANEQGYNSGPHIVGHVENVKQNKD
                     VLPWGAWYVIRKEDDIVLGDIGFKGKPNEEHTVEVGYGFIEKYWNKGYATEAVQELID
                     WAFQTGEVETIIAETLLDNYGSIRVLEKLHMKRVDSTETMMNWKIEKNRSK"
     gene            1707203..1708669
                     /locus_tag="DJ46_1834"
     CDS             1707203..1708669
                     /locus_tag="DJ46_1834"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK64195.1"
                     /translation="MNSATNQTTSQTETTKGKGELRRGLKSKHLTMISLGGTIGTGLF
                     LASGGVIHSAGPGGALIAYAAIGIMVYFLMTSLAELAAYMPVTGSFSTYATKFVDPSL
                     GFALGWNYWYNWAITIAAELAAVTLIMKFWFPDTPSLIWSGLCLAIIFLLNYLSVKGF
                     GESEYWFALIKVATIIIFLIVGFMMIFGIMGGETVGFKNFTVADAPFNGGIMAIIGVF
                     MAAGFSFQGTELLGVAAGETSDPERNIPKAIRSIFWRILLFYILAILVIGLLIPYTTE
                     SLAASDVTVSPFTLIFEKAGVAFAASVMNAVILTAVLSAGNSGMYASTRMLWDLARQG
                     KAPKFLGKLDSRGVPVNALIVTSIVGSIAFIASLFGDGVVYIWLLNASGMSGFIAWVG
                     IAISHYRFRKAYIAQGKDLNDLPYRAKWFPFGPIFAFALCVIVILGQNYGAFMGESID
                     WNGVLVSYIGLPLFLVLWLGYKFTKKTKVIPLDKCELK"
     gene            1708783..1709088
                     /locus_tag="DJ46_1835"
     CDS             1708783..1709088
                     /locus_tag="DJ46_1835"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster biosynthesis family protein"
                     /protein_id="AIK62495.1"
                     /translation="MNIRITDEAKAAIHRLEREDKKIIRIRGTMTNSCSIFVDVDLIW
                     DTYVADDVVYEDADLIVQMDTFTKDYTGDTVKLDYKTTGYSITTPSETLVYGLSIKK"
     gene            1709122..1709892
                     /locus_tag="DJ46_1836"
     CDS             1709122..1709892
                     /locus_tag="DJ46_1836"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA alkylation repair enzyme family protein"
                     /protein_id="AIK65974.1"
                     /translation="MGKYVPLKFLFNEELAEKMADSICKHDPTFSKRNFVSSVTCKVE
                     NLELKQRIEVMADELHNALQKDFNEAIHILLKTLGPGNTTEVGMFTNGYMHMPMAKYV
                     EKYGLNDFESSFNAMYEITKRNTAEYAIRPFLETYHEDTLNILQKWIHDKNSHIRRLV
                     SEGTRPRLPWAKKIGALKGDFKYNLQLLDPLMDDPSKYVQKSVANHINDITKEDKELV
                     FQWLQQLRDKQHPVNPWIIKHGLRTVIKNDTLPKDFYF"
     gene            complement(1709957..1710448)
                     /locus_tag="DJ46_1837"
     CDS             complement(1709957..1710448)
                     /locus_tag="DJ46_1837"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64834.1"
                     /translation="MKNWMEFTDKEDDRIWNKLYSELEFSPSVSTFPSFKVPSPFITY
                     NISHYFGELVDLDVYDDLEDKALQVFKENTVSNEYIMALDWQHECYWVNPHLKFERNE
                     FDEWSIPIFPNGDYYFFIQKDFKWGYLGHPWEKSITIFGKGLIESFERNKPKMFQNIL
                     RQG"
     gene            1710643..1711404
                     /locus_tag="DJ46_1838"
     CDS             1710643..1711404
                     /locus_tag="DJ46_1838"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK66228.1"
                     /translation="MKRNLLFLTLLESANTHFSGWDFSFISETGRMKSEPLSWSYGST
                     AFQLIQHAKSMLDMGTGGGEFLSMLQPFPPTIYATEGYAPNLPIARKKLEPLGVTVVE
                     VINDTALPFPNGQFDLIMNQHESYAASEVNRILSPNGMFLTQQVGGLDCAELNEQFDT
                     PLNSEFASWSLETACRELEENGFTILEAKEAFPFQLFYDIGAIVYYLKAIPWQIPDFT
                     VERYYEELYRIHEIILQKGYFDVKQHRFIIKAIRD"
     gene            complement(1711458..1711640)
                     /locus_tag="DJ46_1839"
     CDS             complement(1711458..1711640)
                     /locus_tag="DJ46_1839"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64981.1"
                     /translation="MHMNGNKLYILYKDMNPKSKTKQLVAEIEGYDLLTGVSIEKTTL
                     QLERKWDDITFLMVKE"
     gene            complement(1711624..1711794)
                     /locus_tag="DJ46_1840"
     CDS             complement(1711624..1711794)
                     /locus_tag="DJ46_1840"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65521.1"
                     /translation="MFQKYNLLAIIVICTMFLLVACSKSDKELKNIQQADYLVSYSNA
                     MKNGGYIYAYEW"
     gene            complement(1711863..1712318)
                     /locus_tag="DJ46_1841"
     CDS             complement(1711863..1712318)
                     /locus_tag="DJ46_1841"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK61834.1"
                     /translation="MGMWNGVGGKIEDNETPYEGIIRETFEETGIDLPSVTYKGNVVF
                     KSKDESQGREGMYVFLADLPDGVHMDTPVSTGEGLLEWKEIDWILNKDNRGVVSNLPK
                     YLPIVLTEENKLEHIFTYDNGNIINYTTSCLTEDDVNKRHVKKTLSYSS"
     gene            1712707..1713219
                     /locus_tag="DJ46_1842"
     CDS             1712707..1713219
                     /locus_tag="DJ46_1842"
                     /codon_start=1
                     /transl_table=11
                     /product="cephalosporin hydroxylase family protein"
                     /protein_id="AIK63694.1"
                     /translation="MYQEMIYELKPDLIIECGTCYGGSALYLASILDLIGKGHVLTID
                     IFPQPNRPSHDRITYLTASSVSVTAVQTILSMRKPDDVILVILDSDHSKEHVAKELLL
                     YKSIVTKGSYIIVEDTSINGNPVSPDWGPGPMEAVEEFLATNNNFIIDESKHKFFISF
                     NPKGFLKKIK"
     gene            complement(1713253..1713774)
                     /gene="lepB"
                     /locus_tag="DJ46_1843"
     CDS             complement(1713253..1713774)
                     /gene="lepB"
                     /locus_tag="DJ46_1843"
                     /EC_number="3.4.21.89"
                     /note="sigpep_I_bact: signal peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I"
                     /protein_id="AIK61153.1"
                     /translation="MKQEIKRGWGKYILFVFVLVVAYHSFTLCKVEGKSMQPTLYEED
                     YVFVNKAAVHFSDLEHGEIVIIKEEDESKYYVKRVIGLPGDVINITNGSVYVNDKKQE
                     EPYTNKDLFNNTQVFYNFQKTKIPPNKLFVMGDNRELSRDSRNGLGYIEEDNIIGKVE
                     FVYYPFSKMKIIE"
     gene            complement(1713857..1716010)
                     /locus_tag="DJ46_1844"
     CDS             complement(1713857..1716010)
                     /locus_tag="DJ46_1844"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin binding transpeptidase domain
                     protein"
                     /protein_id="AIK62703.1"
                     /translation="MRQKKEQKKQSKKKKTHIPFRLNVLFYIVFLLFSAIIIQLGKVQ
                     IIDGETYRNEVNKKEDVTVSTPVPRGKMFDRQGQVIVNNKPLRTVTYTKMKGVDSKEV
                     LQVARQLAQLIEMSPEDIDKLTETDKKDFWMQLNEKRAAEKVTKEDESKFRKQEIEGK
                     ELDKKVEELRRERITQEELSELSKEDLEVLAIKSKMNAGYKMTPQIVKKDVSQNEYAV
                     VSERLASLPGVDTTVDWEREYPNDKILRSILGSVSTENEGLPREQLDYYLVRDYNRND
                     RIGKSYIEKQYEDALHGTKEQSRSITDKAGNIIRTEKVTEGKSGNNLMLTVDMELQKK
                     VEGSLEKNLRAFHSAEPMMDRAFVVMMNPKNGQILSMAGKKIVNKDGGMQIEDYALGT
                     MTSSYELGSTVKGATLLAGYQTDTIKPYTHFFDAPMYFKGSSKPKKSWKDFGDIDDLR
                     ALQVSSNVYMFNTALKMAGINYVPNNPLDIKQETFNKMRYYFRQFGLGVPTGIDLPNE
                     SIGQMGRTDNIPGFLLDYAIGQYDTYTPLQLAQYISTIANGGYRMKPQIVQEVREQPH
                     RPEDVGKVIRSIEPVILNRVDMNTSYINHVKEGFRRVFQENDGTGTATFKGLPYKPAG
                     KTGTAETVYGGESEIGRDENNNRKKCYNLTLAGYAPYDADPEVAFSVVVPWVNDDKSG
                     INSAIGKEILDAYFELKAKRAGGNPVPVEKPNKAQ"
     gene            1716300..1716881
                     /locus_tag="DJ46_1845"
     CDS             1716300..1716881
                     /locus_tag="DJ46_1845"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65208.1"
                     /translation="MTDSFTIHTNAPHCLNFMIYIQNIYLNQKEKKGNLRFPYIAKQF
                     NFSTNFEANFKELWHSLRKQIANDKYDSQIFYDENHMFYEKLFDNHLCNEELFKELIC
                     SFKIWWSSIAGQLSLEWSVNEYSTQLYNDLVLYLRQQQIEPLQQLHISLLYDDCIFVK
                     ENISSYSAILPTKTFFINYRAVVTTLSTCFHVT"
     gene            complement(1716937..1717665)
                     /locus_tag="DJ46_1846"
     CDS             complement(1716937..1717665)
                     /locus_tag="DJ46_1846"
                     /codon_start=1
                     /transl_table=11
                     /product="sir2 family protein"
                     /protein_id="AIK63239.1"
                     /translation="MQQFEEVRTILEKAKKITVLTGAGASTESGIPDFRSANGLYADA
                     NVEMYLSRGYYNRSPKEFWKHYKEIFQINTFHQYKPNRGHRFLAELEEQGKDITILTQ
                     NIDGLHQVGGSKHVIDLHGTLQTAHCPKCKMGYDLQYMIDHEVPRCEKCNFILNPDVV
                     LYGDTLPQYQNAIKRLYETDVLIVMGTSLKVQPVASFPQIAKREVGATTILVNEELTG
                     QEYNFDYVFQNKIGEFVEGLSSIK"
     gene            complement(1717741..1718388)
                     /gene="pcp"
                     /locus_tag="DJ46_1847"
     CDS             complement(1717741..1718388)
                     /gene="pcp"
                     /locus_tag="DJ46_1847"
                     /EC_number="3.4.19.3"
                     /note="pyro_pdase: pyroglutamyl-peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="pyroglutamyl-peptidase I"
                     /protein_id="AIK65494.1"
                     /translation="MKTVLLTGFDPFGGESINPAWEVAKSLHEKTIGEYKIISKQVPT
                     VFHKSISVLKEYIEELAPEFIICIGQAGGRPDITIERVAINIDDARIADNEGNQPVDV
                     PVVEEGPAAYWSTLPMKAIVKKLQEEGIPASVSQTAGTFVCNHLFYGLMHELEKHDTK
                     MKGGFIHIPFLPEQASNYPGQPSMSLSTIRKGIELAVEVTTTVEVDIVEVGGTTH"
     gene            complement(1718636..1720183)
                     /locus_tag="DJ46_1848"
     CDS             complement(1718636..1720183)
                     /locus_tag="DJ46_1848"
                     /note="tspaseT_teng_C: transposase, IS605 OrfB family"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, IS605 OrfB family"
                     /protein_id="AIK62334.1"
                     /translation="MKTTRTCKINSITKEQTEDLITLIRTFESAKRYSFNRLIEGENE
                     KELIKKLQPKYLLNKRFCEDAILQAQSILFSQKELLPVYLENNQKKLEKTLQKIDDYE
                     RGKKRPKQVALETCLIGLRKRKQKLEQRIETYAKHIKNKTLPPIIFGGRKNFYERMKN
                     KISNQEWKDLRTRQLYSRGDKSKKGNLNMRITVDDCGQGWLEIANPLGRTNGKTKSPR
                     IKVPIMIPYRFYHQITNVVMGKQIGVNPKGKPIIEHQKYSVEIIRKQNEFYINITFDE
                     TEIGRVLDFKETPQSDVIAGIDVNPDRIAVSLCTKQGNFKGSKIFYLHNLNTFSTNKR
                     ATIIGQIVQQIKTRLLENNVGGIVLEDLKFQQSHDTDKYSNRNFHQFTYKKMLNSLIR
                     MALRNGFSVKTVNPAYTSVIGKLKYSKNFGISVHEAAAFTIARRGLELQEQLPQEIIL
                     LLKNQITTKLRILVASMEESKKNTQKVYKKWLQTIQTWKEYHNWKLWSILHKTVYMNN
                     QQVVFKI"
     gene            complement(1720304..1721266)
                     /locus_tag="DJ46_1849"
     CDS             complement(1720304..1721266)
                     /locus_tag="DJ46_1849"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64588.1"
                     /translation="MNIITMDTIYYVLGIIVAFIAVRIAFDREHPNRFGSSLFWALFA
                     VTFLFGNVIPSFYVGCIVLAMVVLASMNKVTKSQEKEAPVQERVKHAEKLKNKIFMPA
                     LLIPIFTIIGTLTLGKIKWGNVSLVDPDKVTLVALALGALLAFVAAMRITKSKITTPV
                     QEGSRLLQAVGWAVILPQMLAALGGIFAKSGVGQVVSDLVGQVLPTEYPFVAVMAYCL
                     GMMLFTVVMGNAFAAFAVITGGIGLPLIVQMHGGNPAIMAALGMFAGYCGTLLTPMAA
                     NFNIVPAMLLELKDKNAVIKAQVPIALSIFIINMFIMYGLVYRF"
     gene            complement(1721268..1721963)
                     /locus_tag="DJ46_1850"
     CDS             complement(1721268..1721963)
                     /locus_tag="DJ46_1850"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65677.1"
                     /translation="MVKLIGILLVAVGFLFRLNTLLVVMVAGIVTGMVSGLSFYDVIS
                     MFGKFFIENRYMSMPIILTLPVIGILERYGLKERAEALITKSKGATTGRVLMSYFTIR
                     ESSAALGLNIGGHAQTVRPLVAPMAEGAAQGKYGKLPEKLREKIKANAAAAENTAWFF
                     GEDIFIATGAILLMKGFFDSVGMHVGVWDMALWGIPTAISALIVSWIRFRRFDKYIAK
                     TMTSKVKEEKEAI"
     gene            complement(1721987..1722748)
                     /locus_tag="DJ46_1851"
     CDS             complement(1721987..1722748)
                     /locus_tag="DJ46_1851"
                     /codon_start=1
                     /transl_table=11
                     /product="lamB/YcsF family protein"
                     /protein_id="AIK63350.1"
                     /translation="MTTIDLNCNLGESFGAYKMGNDDEILPFVSSINVACGFHAGDPS
                     VMRQTVEKAMQHNVAIGAHPGFPDLIGFGRRNMNVSANEVYDYVLYQIDALDAFVKAA
                     GGKMQHVKPHGALYNMAATNPEIADAIAKAIYHMNSSLSLYGLANSEAFIQAAEKYNI
                     TLVQEAFADRTYKEDGTLTSRTEENALIKNEDEAIKQVLQMVKEGYVNSVNGEKVAVQ
                     AQTICLHGDGEKAVQFARKIYRTFEHNKISICAPK"
     gene            complement(1722793..1723755)
                     /locus_tag="DJ46_1852"
     CDS             complement(1722793..1723755)
                     /locus_tag="DJ46_1852"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61395.1"
                     /translation="MDVEVLHAGMFTIVQDLGRSHYQQYGVPVGGAMDQSALRMINML
                     VGNEENEAGLEMTIMGPKLLIKKTTLLAIGGADMEPLLNGERIPLWRPILAEEGSMLC
                     FGKVKTGCRAYVTFAGGIYIDRTMGSKSTYIRAAIGGMEGRMLKKGDYFQLGERSEMA
                     HPFMQDLQKGERIKTKWAISSSVLPKYKKYPKLRVITGFEYDQFTEESKKAFFTKEYK
                     VSNYADRMGYRVEGEILNRAVEKEILSSPVTYGTIQIPNGGQPIILMADRQTTGGYPR
                     MGNIISVDLPLLAQLKPGDYVSFENITLEEAEQLYIEKEVNRIY"
     gene            complement(1723746..1724459)
                     /gene="kipI"
                     /locus_tag="DJ46_1853"
     CDS             complement(1723746..1724459)
                     /gene="kipI"
                     /locus_tag="DJ46_1853"
                     /codon_start=1
                     /transl_table=11
                     /product="kinase A inhibitor"
                     /protein_id="AIK64398.1"
                     /translation="MKFSALGDQAIIVTFGEEIGMDVYEKVQRLFQVLQQHPFTGMIE
                     CVPSFTSLAVYYNLYEVWKGNDRKIRPYDYVCQYIARMLDTYKEELKRDVKHISIPVC
                     YGGEYGPDLEEVAHYHGLQVEDVIRIHSETTYFVYMLGFTPGFPYLGGLSKELETPRK
                     EIPRLQISPGSVGIGGNQTGIYPLETPGGWNIIGRTPISLFNPEEETPTFIQSGMYLR
                     FIPITKEEYVSLEGAKEWM"
     gene            complement(1724474..1725226)
                     /locus_tag="DJ46_1854"
     CDS             complement(1724474..1725226)
                     /locus_tag="DJ46_1854"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial transcriptional regulator family
                     protein"
                     /protein_id="AIK64447.1"
                     /translation="MSINKTAVKTMDILELFYEHEELSLTEMVQLTSMPKTSVYRLIG
                     SLEEMEFLQKNEKGKYRLGVVFLRFGQLVSQRLSVRNIAIPYMKELRDNLGQAVNLII
                     QDGNDAIYVEKMEGVQPVRVYTAVGRREPLYAGACPRILLSYFTEEEKQKYVEETDFK
                     QFADGTIVDKKQLLEVLQMAKKEGHTISYSELENHTAAIAAPIFANDGTVVAGISISG
                     LAIEYSESNIPYFIAKVKETAHRISKELGFLA"
     gene            complement(1725485..1726036)
                     /gene="lepB"
                     /locus_tag="DJ46_1855"
     CDS             complement(1725485..1726036)
                     /gene="lepB"
                     /locus_tag="DJ46_1855"
                     /EC_number="3.4.21.89"
                     /note="sigpep_I_bact: signal peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I"
                     /protein_id="AIK64295.1"
                     /translation="MKENTKKELFSWAKTIGFTLVLIAIIRGVLFTPSLVQGESMMPT
                     LENNERVLVNKIGYSISGLERFDIIVFHGKEGYDLVKRVIGLPGDTVEYKNDVLYVNG
                     KAMEEPYLKEFKEKAAGRVLTPDFTLEQITGKTKVPEGQVFVLGDNREVSKDGRMFGF
                     ISEDEIVGKGQAVFWPLKQVRAL"
     gene            complement(1726060..1726737)
                     /locus_tag="DJ46_1856"
     CDS             complement(1726060..1726737)
                     /locus_tag="DJ46_1856"
                     /codon_start=1
                     /transl_table=11
                     /product="cutC family protein"
                     /protein_id="AIK61381.1"
                     /translation="MLEVIATCLEDVKRIERAGGKRIELISSYTEGGLTPSYAFIKKA
                     VEAVQIPIHVMIRPHAKSFTYTEEEIEMMKEDIVVAQKLGVAGVVLGVLNERNEVAEE
                     KLADLLSVVDGINVTYHRAIDDIENPVEAMRTLKKFHKVTHVLTSGGQGNIVDNIPVL
                     TDMQKISDGQIQLVVGAGVTKENIKQLLNETGISQAHVGTAVREGKSCFAEIDLNLVQ
                     ELVQIIQ"
     gene            complement(1727052..1728182)
                     /gene="spoIIP"
                     /locus_tag="DJ46_1857"
     CDS             complement(1727052..1728182)
                     /gene="spoIIP"
                     /locus_tag="DJ46_1857"
                     /note="spore_II_P: stage II sporulation P family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="stage II sporulation P family protein"
                     /protein_id="AIK66305.1"
                     /translation="MNKVKLKVFNIKYVMICLLFTIICILTSFFISSNSNVFKSYYIN
                     QLLGTNSTKGLMYMIGSENRYFAEEFHREKGRASLESFLLSLSTNINVNDLRSLLTRE
                     LPNMNQFYSEILIAGEGTDYTNIPEESSIPLENIQDKGTAVKHPKSEKENNSNIQNNG
                     ENKVFIYHTHSWESFIPLIPGATKPDDASSTNNEVNITFVGNYLKQKLEEKGIGVSHD
                     TTNMRDFLRNKNLNWAQSYKGSRQILQEKLAQDKNIMFPMDLHRDDARKNITTKNING
                     KNYARLYFILGRENPSFEKNKKIVTAINSYLDEKYYGLSRGIFIKDRKSGNGVYNQDL
                     SPNALLIEMGGVDNTPEELYASVDALVEAFSHYYNEVVKKNN"
     gene            complement(1728386..1729090)
                     /locus_tag="DJ46_1858"
     CDS             complement(1728386..1729090)
                     /locus_tag="DJ46_1858"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK65800.1"
                     /translation="MNVYPNISYIAKLIAEPTRAIILDCLMNNQALPASELAYMARVS
                     HPTISSHLSKLVEGNLLKVEQHGRHRYYRLANQEVAEVLEKLGTIAPTVQVRSLKQSD
                     QLKQVRYARTCYDHLAGKLGVEIAEKLLHRKFIILEEGEYIVTEQGKKWFLNFGINIE
                     KANIKRRVFAKPCLDWSERRYHISGWLGSAIAKLFFEQEWITKTDKNRAVHLTRKGMK
                     LLKDQLGIDMENEEIK"
     gene            1729160..1729630
                     /locus_tag="DJ46_1859"
     CDS             1729160..1729630
                     /locus_tag="DJ46_1859"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB superfamily protein"
                     /protein_id="AIK63000.1"
                     /translation="MNAIDLSILNLKETRRRSEKLWNSLPDNFLNWKPDDEAMSFGEM
                     IRHVWSSTFYYHMILKNNGSINDIHFPYDDEPITCVKKEIELAQSCFVDFIEYVQSIS
                     IAELDSRLIDRSDVGYQRYLGDMLLRIAYHDAVHAGQFLQYLRMVDLERPLIWD"
     gene            complement(1729847..1730995)
                     /locus_tag="DJ46_1860"
     CDS             complement(1729847..1730995)
                     /locus_tag="DJ46_1860"
                     /note="acyl-CoA dehydrogenase, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66432.1"
                     /translation="MALSFVETEKQSFIIEQINKLIPKFMEREHQLSELGSFPYENIN
                     DLKDIGYTKLTLPKEFGGSAISLYDFVLFQEKIAEGCGATALSIGWHLGIVKELAENR
                     SWNDEMFKWFCEEVRSGALFNRAATEPKTGSPTRGGKPETIAVQQGEKWIINGRKTFT
                     TMAPVLDYFIISASMEGREEVGEFVIPRNTLGVSIEETWDSVAMRGTASHDLVLQNVE
                     IENRFFTDVKGGKVKQKGIGWLLHIPACYLGIAQSARNYAVQFAGSYKPNSLNHSISL
                     LPNVRRLVGELELELMQARVFLYQIAKKYDEAEDKLSLQAELAAVKYAVTNAAISIVD
                     KSMRIVGAKSLSEKNPLHRYYLNVRAGLHNPPMDDATLSMLADAAFRS"
     gene            complement(1731148..1731780)
                     /locus_tag="DJ46_1861"
     CDS             complement(1731148..1731780)
                     /locus_tag="DJ46_1861"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61959.1"
                     /translation="MKENKKSKKRRIFQVFLLMICSAILYVSYAAYDIWSYRFKANDD
                     VKTDAGIVLGAASWNGKPSPVFKERINHAISLYKNGNIKKIIFTGGTKFEAELEEART
                     ARVYAMKQGVKEEDILIETKSLFTEENLKNAKQVGIENGIQTYTIVSDPLHMKRAMRI
                     AKHINIEAYASPTPTSAYKTLDTEIPFFFKELFSYIGYVTSLPLKALKGD"
     gene            complement(1732111..1732698)
                     /locus_tag="DJ46_1862"
     CDS             complement(1732111..1732698)
                     /locus_tag="DJ46_1862"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62957.1"
                     /translation="MEIIHERAKLRLMDGNDVETLFSIVEGNREIWAYLISKMDSVQD
                     MQQYVQKAIQGYGKGTQIPFVVVDQQTNTIVGSTRLYNISVEDKTVELGQTWYHPSVQ
                     RTSINTECKYMLLQYAFEKLHMLRVQIKTDARNEKAQRAIERLGAVKEGVLRNERKLP
                     NGYVRDAVVYSIISSEWPGVKEQLLEKLELYKEKL"
     gene            1733028..1733225
                     /locus_tag="DJ46_1863"
     CDS             1733028..1733225
                     /locus_tag="DJ46_1863"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61010.1"
                     /translation="MDKNPKILYNNKVKVLQLIHMGKWEDIKMLDQITWGTPGSLLCL
                     GFFFAGLGIFLRSITSYTKNK"
     gene            complement(1733362..1734690)
                     /locus_tag="DJ46_1864"
     CDS             complement(1733362..1734690)
                     /locus_tag="DJ46_1864"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside recognition family protein"
                     /protein_id="AIK61538.1"
                     /translation="MSEIELKRNVIKTGSEKRIILRFILASLVGVFMFFVPVTINGAS
                     SIMIDHIVSWIRTSVPSVVPYYALLVMIMGAIYPFYTKKWNVSLVDICFSILKVVGVV
                     FGVLYCLKVGPAWFFAPDVGPFLYEKLVISVSLLVPIGSAFLALLVGYGLLEFIGTFC
                     RPIMRPLWKTPGRSAIDAVASFVGSYSLALLITNRVYKEGKYTTKEAAIIATGFSTVS
                     ATFMIIIAKTLDIMHLWNVYFWTTLVVTFIVTAITVRIPPLSRKPDTYVTEEGFPEPV
                     YKEKMLERAWEDALEVSKSAPGIMKNIAVNLKDGFIMTMGILPSIMSVGLIGIVLAKF
                     TPIFDWISYIFYPFTWVLQLPEAGLAAKAASVGIAEMFLPSLLVVSAPLVTKFVIAVV
                     SVSSILFFSASIPCILSTDIPLKVSELIILYVQRTILTLLIITPIAYLLL"
     gene            complement(1734804..1735682)
                     /locus_tag="DJ46_1865"
     CDS             complement(1734804..1735682)
                     /locus_tag="DJ46_1865"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK65242.1"
                     /translation="MNQIDTGLVKRLIREQFPEWAHLEVKPVKFSGHDNRTFQLGDKM
                     SVRLPSDAAYTPQVEKENKWLPILSKELSLPISTPIAKGNPSEAYPWPWSINKWIEGE
                     TVTKQNVRDLSEFAAHLGSFLVELQSIDASKGPIAGAHNFYRGGLISVYDEEARDAIE
                     NNKDVFDETVLKHLWDLALQSTWRRKPVWIHGDVAPGNLLVKDGKLCAVIDFGILGVG
                     DPACDAAMSWTFFDKSSRKIFKEVLQIDEETWNRARGWALWKALITYDANKISNKIVA
                     EESYRVIQVIVNDYGR"
     gene            complement(1735686..1736198)
                     /locus_tag="DJ46_1866"
     CDS             complement(1735686..1736198)
                     /locus_tag="DJ46_1866"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62726.1"
                     /translation="MERTTIKEYIIRTATEEESDSIITLLKEVAQWLQHKEVDQWQYL
                     LGGEATDEILEGIREKYTYVITKEDEIIGTVTVSPKQNEWDEHIFGKEEVSNSLYIHR
                     FAVKRKYKGNGIGEWILQWIEENVQHDKEFLKLDCVGHNRTLNDFYKKNGFDYVGSTD
                     GLSKFQKKRG"
     gene            complement(1736358..1736792)
                     /locus_tag="DJ46_1867"
     CDS             complement(1736358..1736792)
                     /locus_tag="DJ46_1867"
                     /codon_start=1
                     /transl_table=11
                     /product="ferritin-like domain protein"
                     /protein_id="AIK61702.1"
                     /translation="MYSSNYYDWYRQNDKLIRDIEKAINGEFSAINCYAKLANMAPNT
                     VERNQILEIRNDEIKHFHQFVQIYTNLTGQQPKPQITEECSNTYLQGLEFAIQDEQKT
                     VDFYLEIADETSDTHLKELLRRIAADEQNHAVWFLYYFVKMK"
     gene            complement(1736954..1738135)
                     /locus_tag="DJ46_1868"
     CDS             complement(1736954..1738135)
                     /locus_tag="DJ46_1868"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65281.1"
                     /translation="MFKNKLLWLSPVVALLVVFIFSLTLFPTVQPNPKNLPIAIVNED
                     QGVEIPNQPKMNMGQTIVDNMKKTSKSEKEPAIKWVEVKNKESVQKGLNKQEYYAALV
                     IPKDFSTKQASLRTPQSSSPEVEIFINQGMNTAASTMAGQILNSVVDNMNNNVRKQIL
                     EGLKAKGATLTTDQAAKLVTPITKKVTNVNEIGKNSANGNSPISLFQPLWIASLASAA
                     IIFIAISKMPIRTRNENFVLKLKQIVTGAIAALVIGFGLTWIADGMVGLNISNFTDTA
                     LFLSITSFSFFLMISAVLSLVGLKGIGLFALLLFFGAPLLSLAPEMLSPFYQDWVYSW
                     LPMRFMIEGLREIFFFGNGLSWSTPLTVLVWIGAVSMVIILVTAFKRSAIKENKTELN
                     A"
     gene            1738307..1738924
                     /locus_tag="DJ46_1869"
     CDS             1738307..1738924
                     /locus_tag="DJ46_1869"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK62229.1"
                     /translation="MRNSNLDLRVVRTKTAIRNALVELIEEKGFDAITVKDITTKANI
                     NRGTFYAHYQDKFDLMTKCQEDIMYEFSSIAKKRFPEVIADLGSNPSPTMPFLLITSI
                     LEFLNENSDFMKAVLSPKGDLSFQTKLKDFMWKTLFEDTNGALINKENLLVPSQYLTS
                     YMASAHIGVIQQWLNSGQKETPEEIARILSTIAVHGPFYAAGLKK"
     gene            complement(1738984..1741590)
                     /locus_tag="DJ46_1870"
     CDS             complement(1738984..1741590)
                     /locus_tag="DJ46_1870"
                     /codon_start=1
                     /transl_table=11
                     /product="PEP-utilizing enzyme, mobile domain protein"
                     /protein_id="AIK66376.1"
                     /translation="MSSFVLDFQEIEKTQLSLVGGKGLNLGALSNMQGIQVPEGFCVT
                     TAGYEKAIEQNEELQALLQQLTKLKREERVRIGEISKKIRENIMAVQIPSDVVEAVAH
                     YLSRFGNEHAYAVRSSATAEDLPYASFAGQQDTYLNIIGENAILQHVRKCWASLFTDR
                     AVMYRMQNGFEHNQVSICVVVQKMVFPQASGILFTADPITSNRKVLSIDASFGLGEAL
                     VSGLVSADNYKVKEGEIIDKMIATKKLAIYALKEGGTETKQNDPVQQKIQTLSDQQIL
                     QLVQIGRQIEAYFGCPQDIEWCLVDHTFYIVQSRPITTLYPIPEENDEGNHVYISVGH
                     QQMMTDAMKPLGLSFFLLTTNAPMRKAGGRLFVDATQQLVLPASRDYLINTLGKSDPL
                     VRDALTTIIERDDFITLLPDEEKEKSASKSKPPVSSQPEIENDPAIVTELIRNSEASL
                     EELKQNMQLKSGVDVFDFILEDIQQLKKVLFNPQSIAVIMAGMNASTWINEKMEQWLG
                     EKNAADMLSQSVQNNITSEMGLALMDVADAIRPYPEVITYLQHVEDDSFLDELVQYKG
                     GEKARDTIVAFLNKYGMRCSGEIDITKTRWSEKPTTIIPMILNNIRDFEAGASKQKFE
                     KGLQEALNKEEELLDRLQHLPKGKQKVEETKRMIRNIRNFIGYREYPKYGMINRYFIY
                     KQALLKEAEQLVQSGVICEVDDIYYLTFEELHEVVRTNKLDYELIQKQKNDYKLYEKL
                     TPPRVMTSDGEIITGKYKRENLPADAIVGLPVSSGVVEGRARVILNMEEANLEEGDIL
                     VTAFTDPGWTPLFVSIKGLVTEVGGLMTHGAVIAREYGLPAVVGVENATKRIKDGQRI
                     RVHGTEGYIEML"
     gene            1742077..1742934
                     /locus_tag="DJ46_1871"
     CDS             1742077..1742934
                     /locus_tag="DJ46_1871"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK62825.1"
                     /translation="MDNEMNYGSDYRFIPATSIESGHGIEVLPDLFCYTIQIVNICFV
                     GNPESNDFVLVDAGMPKCANEIISVAKDRFGTNSRPKAIILTHGHFDHVGGIIELIKY
                     WDVPVYAHQMEIPFLTGQQSYPKPDPTVEGGMVAKMSPLFPNEPIDLGNSIKVLPTDG
                     TVPHVPGFRWIHTPGHTPGHISLFREKDRTLIAGDAFVTVKQEYLYKVITQEQEISGP
                     PRYLTTDWKAAKESVITLEKLKPLAAVTGHGLPMSGELLSTSLNTLVQEFDKIAVPDY
                     GKYVDKKRN"
     gene            complement(1743328..1744161)
                     /locus_tag="DJ46_1872"
     CDS             complement(1743328..1744161)
                     /locus_tag="DJ46_1872"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c oxidase caa3 assembly factor family
                     protein"
                     /protein_id="AIK62773.1"
                     /translation="MNNNHLHHEIWNALDILLFVFILMMLIIYIVATILSNRHYKRWP
                     FYRSVFWVLGLICVAIAVVGPLAHRAHNDFTVHMLVHLLLGMLAPIFIALAAPMTLFL
                     RTLNVKAARSLSRILKSRPLQILTHPIIATLLNLGGLWILYTTSLYSMMHESILLHLF
                     IHFHVFIAGYLFTTSMIYVDLISHRYSYMYRSIILIIASAGHGILSKYIYAHPPAGVV
                     TEQAEMGGVLMYYGGDFIDIVLIFILCLQWSRGSRQRTKVNNVVRSWDVPDFLKLKTL
                     K"
     gene            complement(1744151..1744657)
                     /locus_tag="DJ46_1873"
     CDS             complement(1744151..1744657)
                     /locus_tag="DJ46_1873"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64876.1"
                     /translation="MVTKTDNTSYLTSSVYLTRNLWSGILFGLGLVAFIDETIFHQLL
                     HWHHFYDKSTTNIGLISDGLFHAFSWFATIDSLFMVADLRRRNAFWLKRWWSGLMVGS
                     GGFQLYDGIIQHKLMKIHQIRYVDNVLIYDVIWNIIATVMLLIGILLVFQTRTDERLL
                     RGKSLNEQ"
     gene            complement(1745000..1745479)
                     /gene="cotF"
                     /locus_tag="DJ46_1874"
     CDS             complement(1745000..1745479)
                     /gene="cotF"
                     /locus_tag="DJ46_1874"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat protein F"
                     /protein_id="AIK63561.1"
                     /translation="MSYPNQLAWHETLELHELVAFQANGLIKLKKSVRNVPDQALQSL
                     YIKAINAIQNNLQELVQFYPYAPGFQAQHRDDTGFYAGDLLGLAKTSVRNYAIAITET
                     ATPRLREVLTRQINGAIQLHAQVFNFMYERGYYPAYDLKELLKNDVQNVQKAIQMQY"
     gene            complement(1745627..1745722)
                     /locus_tag="DJ46_1875"
     CDS             complement(1745627..1745722)
                     /locus_tag="DJ46_1875"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62894.1"
                     /translation="MMGIFKEEKIKFIDCKGEEVILKIKIKDIKK"
     gene            1745997..1746755
                     /locus_tag="DJ46_1876"
     CDS             1745997..1746755
                     /locus_tag="DJ46_1876"
                     /codon_start=1
                     /transl_table=11
                     /product="yqcI/YcgG family protein"
                     /protein_id="AIK62658.1"
                     /translation="MTILYDKDSLQKNIITLPHWQQEAFGSFQLKMTDKNKPFPCIPA
                     QHGFTANHLRYGFIDDPRDTNTSEDFAALLKEYTECSRDTGQYASLIVFIHTPIDLLR
                     ETTVEDFEHMYWSLLNTTSRLDEMEWPTHIPNDPMENTWEFCFHNESYFVYCATPAHV
                     NRQSRHFSCMMLALTPRWVLQEIMNSEKRSRKLKDLIRQRLAAYDKAPIHPSLKDYGE
                     KDNYEWQQYFLRDDETIPSKCPFSRIIKYFHKNK"
     gene            1746847..1747473
                     /locus_tag="DJ46_1877"
     CDS             1746847..1747473
                     /locus_tag="DJ46_1877"
                     /codon_start=1
                     /transl_table=11
                     /product="lysE type translocator family protein"
                     /protein_id="AIK64744.1"
                     /translation="MGIFLSYVFLGLSLSAPMGPINAAQLEKGIRSGVFHAWILGIGA
                     LLADVIYMALIYLGVIHFLEKDIIKLFLWSFGAFVLIYTGIESLKNANQISISNTRND
                     DSIIKSFFSGFFMSLSNPLTILFWLGIFGSILAKAASSYSKEQLLLYSFGTILGIFIW
                     DIMMASTSSIFRKILNTRILSLITVISGISLIIYGLYFGFQTYQIIFQ"
     gene            complement(1747526..1748209)
                     /locus_tag="DJ46_1878"
     CDS             complement(1747526..1748209)
                     /locus_tag="DJ46_1878"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK63532.1"
                     /translation="MGLMTIRLKDPKDAQKSGRVMLMILTIIYVVSLGLAIMMVPLNQ
                     FNTKESPFVIALQDYNLPYVSFILNVVLILAGFSTLVGSLFAVTSVLMNLAEEGDAPA
                     MFAKKNKKNISFPALTLIIIGLGASILSALLLPKNIYEYVTTAAGLMLLYTWSLILLS
                     FWRLMNPKGWMQIKSIIGLIMIALAVSGTLLQKTTRFGFLVSLLFLGIVIIVTIIVHF
                     VSRKRNKAI"
     gene            complement(1748282..1748662)
                     /locus_tag="DJ46_1879"
     CDS             complement(1748282..1748662)
                     /locus_tag="DJ46_1879"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK62016.1"
                     /translation="MAVEDPQKGSFRIYSKKAFGNWAGFSHGWTYWCSELLIMGSQLS
                     ALGIFSRYWFPKIPLWIFATIYGVAAILIIFIGVKIFERLEKWMAIIKIAAIMGFIVI
                     AILVILGFIKGGLYKAQIPQNFKD"
     gene            complement(1748883..1749035)
                     /locus_tag="DJ46_1880"
     CDS             complement(1748883..1749035)
                     /locus_tag="DJ46_1880"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65367.1"
                     /translation="MKYEALFTVEISVGSERVANHKIKAHDVVDVVEKLAEKYLSDHE
                     GHSQNE"
     gene            complement(1749230..1749442)
                     /locus_tag="DJ46_1881"
     CDS             complement(1749230..1749442)
                     /locus_tag="DJ46_1881"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein 1"
                     /protein_id="AIK63883.1"
                     /translation="MSNNNSGSSNQLLVRGAEQALDQMKYEIAQEFGVQLGADATARA
                     NGSVGGEITKRLVSLAEQQLGGGVTR"
     gene            1749717..1750193
                     /locus_tag="DJ46_1882"
     CDS             1749717..1750193
                     /locus_tag="DJ46_1882"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62880.1"
                     /translation="MKHFVALLIKYTAITAVLLIVLSIFKGISIPRVLLISLFLTGAA
                     YLIGDLFILPKYGNMIATIADLGLSFFGIWLLTPLFTDLDVTRNIGLSSFIAALIIGG
                     TEIFFHIYMKRLVLRNDNELRNHNHIHHDKYAMEMSNEYIDSSTINKSKREDTSKK"
     gene            complement(1750229..1750744)
                     /locus_tag="DJ46_1883"
     CDS             complement(1750229..1750744)
                     /locus_tag="DJ46_1883"
                     /note="BH2358 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63409.1"
                     /translation="MGILSGNPQNEPLHYGEVFDIWSYLLAAQGAIASHQVFMNHTGD
                     EDLKKFLEGLIENDMNSEIEELKTLLKVNGVALPPAPPERPVASIEDIPPGARINDAE
                     IAAAVSTGLAAGLVTCSQVMGKCLREDVGMLFGQFHMKKAQAGVTLLRLSKKKGWVVP
                     PPLHVRNSDQA"
     gene            complement(1751039..1751251)
                     /locus_tag="DJ46_1884"
     CDS             complement(1751039..1751251)
                     /locus_tag="DJ46_1884"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore s, alpha/beta type
                     family protein"
                     /protein_id="AIK66092.1"
                     /translation="MANNNSGSRNELLVRGAEQALDQMKYEIAQEFGVQLGADTTARS
                     NGSVGGEITKRLVAMAEQQLGGRANR"
     gene            1751499..1752632
                     /locus_tag="DJ46_1885"
     CDS             1751499..1752632
                     /locus_tag="DJ46_1885"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK64660.1"
                     /translation="MKAVTYQGPNQVQVKQVDDAKLEKKDDIIVKITSTAICGSDLHL
                     YQGNMPLPQGYIIGHEPMGIVEEVGPDVTKVKKGDRVVIPFNVACGHCFYCQHEMESQ
                     CDNSNPHYDSGGYFGYTEKFGNHPGGQVEYLKVPFGNFTPFVIPESCELEDESLLFLS
                     DVLPTAYWSVINAGVKPGDTVIVLGCGPVGLMTQKFAWMHGAKRVIAVDYLDYRINYA
                     KKINNVEVFEFTKFPDMGEHLKEITHGGADVVIDCVGMDGKKSPLEFLEQKLKLQGGT
                     LGPIQIATKAVRKYGTVQMTGVYGGNYNAFPLGAFWVRNINLKMGQAPVIHFMPELFE
                     KITNKEFDPKEIITHKIPLEEASYGYQIFNNREDDCIKVILKP"
     gene            complement(1752989..1753666)
                     /locus_tag="DJ46_1886"
     CDS             complement(1752989..1753666)
                     /locus_tag="DJ46_1886"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65699.1"
                     /translation="MRKRLGCLHAHYSNIEYIENALSSFNIELIHFVDPALMYRVTSN
                     ENFLESNAQLKVKEQIEWIAQCNVDAILITCTNYIAILQEDQLSTSVPIIKVDEPFFD
                     YISNIQQPQTILFTNPATVEGTVKRLKHHANNYQKSLDLEVIVIDSTFELIMQGLKEE
                     YNQEITKSLNQIMKDEKKVISVAQLSMVDASQQVEYKTSKTIINPLNTLVSYIVNQLE
                     LEKKNQL"
     gene            1754069..1754923
                     /locus_tag="DJ46_1887"
     CDS             1754069..1754923
                     /locus_tag="DJ46_1887"
                     /codon_start=1
                     /transl_table=11
                     /product="manganese-containing pseudocatalase"
                     /protein_id="AIK64102.1"
                     /translation="MFYYKEELINMIKPDKPDPAAAKVLQEILGGHYGEMRTMMQYFF
                     QSSNFRGKEKQYRDLLRGVFLEEISHVELVQHTINQLLTGSGEPTPGNAGIDTAPLDE
                     AVKHANPHHFIVGAQSSLPVDAAGNPWNGSWVYSHGNLISDLLDNVVLESTGVLQKTR
                     IYEMSSNQTFRETLAFLIVRDNAHQNAFAKALETLGVEWGKLFPVPNYDINKYPECRK
                     YVDMGFHNAQFNFSLDPTRMGEIFKGESPSRNKGTLTVTDPPKGFPVPELPEMPNEHS
                     PGLKDMDL"
     gene            complement(1755067..1756491)
                     /gene="aspA"
                     /locus_tag="DJ46_1888"
     CDS             complement(1755067..1756491)
                     /gene="aspA"
                     /locus_tag="DJ46_1888"
                     /EC_number="4.3.1.1"
                     /note="aspA: aspartate ammonia-lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate ammonia-lyase"
                     /protein_id="AIK66391.1"
                     /translation="MTNKNVRMEKDFLGGKELPIEAYYGIQTLRAVENFPITGYKIHE
                     SLIRAFAVVKKAAALANTDVGRLELNKGGAIAEAAQEILDGKWHDHFIVDPIQGGAGT
                     SMNMNANEVIANRALELLGMEKGDYHYISPNSHVNMAQSTNDAFPTAIHIATLNALEG
                     LLQTMGYMHDVFELKAEQFDHVIKMGRTHLQDAVPIRLGQEFKAYSRVLERDMKRIQQ
                     SRQHLYEVNMGATAVGTGLNADPEYIEAVVKHLAAISELPLVGAEDLVDATQNTDAYT
                     EVSAALKVCMMNMSKIANDLRLMASGPRVGLAEIMLPARQPGSSIMPGKVNPVMPEVI
                     NQIAFQVIGNDHTICLASEAGQLELNVMEPVLVFNLLQSISIMNNGFRAFTDNCLKGI
                     EANEDRLKEYVEKSVGIITAVNPHIGYEAAARVAKEAIATGQSVRELCVKNGVLSQED
                     LELILDPFEMTHPGIAGATLLKKN"
     gene            complement(1756551..1757555)
                     /locus_tag="DJ46_1889"
     CDS             complement(1756551..1757555)
                     /locus_tag="DJ46_1889"
                     /EC_number="3.5.1.1"
                     /note="asnASE_I: L-asparaginase, type I family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="L-asparaginase, type I family protein"
                     /protein_id="AIK64889.1"
                     /translation="MKKILLLATGGTIASVEGNEGLAPGLSAEELLNYFSRSSRNLEI
                     DCKILMNIDSTNMQPEHWKEIANAVFNHYDDYDGFVITHGTDTLAYTSSALSYMLQGL
                     RKPVVLTGSQVPISFKKTDAKKNVADALRFACEDVGGVFIVFDSRVIIGTRAVKMRTK
                     SYDAFESVNYPYVAEVNEDEVKYHWKPTSSHNQLSINTNLCTDVFLMKLYPGTKPEIF
                     DCLKDLYKGIIIESFGNGGLPFEGRNLLSKIQELTEMGVAVVITTQCLEEGEDILLYE
                     VGRKVAQHQVILSGDMNTEAIIAKLMWALGKTNKLEEIKKIIEEPLSYDLTIKSDKDW
                     "
     gene            1757739..1758116
                     /locus_tag="DJ46_1890"
     CDS             1757739..1758116
                     /locus_tag="DJ46_1890"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65778.1"
                     /translation="MLERLSELRKNQKWSLQETADRLGIAKSTYAGYENGYRLPSLQS
                     LSKIADLFDTSVDYILGRIEHSHQNKDVIDITRLLNDPDPTLLIDGEALSTEEIIDFI
                     AFVRSKRELSSKRIENIEPTCKS"
     gene            1758430..1758561
                     /locus_tag="DJ46_1891"
     CDS             1758430..1758561
                     /locus_tag="DJ46_1891"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase core domain protein"
                     /protein_id="AIK62336.1"
                     /translation="MSISVSKEFGSITDFKQALAKYIKYYNHERIKKKSKGMNPVLY"
     gene            complement(1758660..1759301)
                     /locus_tag="DJ46_1892"
     CDS             complement(1758660..1759301)
                     /locus_tag="DJ46_1892"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61281.1"
                     /translation="MSELHFMSLEELDNELEKDDSGIYFIKDYNDNIIYIGKAFSIKS
                     RVLAHFNSYSNIKEYVHLFNKVAYLIEDSLLKRSLLQVTYMIKYKPVLNKEVQKEFPE
                     LYTQYIKQTNKKSMLLEIEEAKEKRDELKNRLVKLVGGKTMFYDIISLLNNGYNYHVL
                     AKVLSIELQTLIIMKEHRNKFPMPHNYKRTIKHQDIMYALSGKKNLSTSRLNT"
     gene            complement(1759468..1760883)
                     /locus_tag="DJ46_1893"
     CDS             complement(1759468..1760883)
                     /locus_tag="DJ46_1893"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK64217.1"
                     /translation="MSKLLKKKSVTQLLEHNQSKALTKTLGAFDLIMLGVGSIIGTGV
                     LVLTGLVAARDAGPAVIFSFVLAAIICGFIALCYAEIASTLPASGSVYTYSYATIGEF
                     VAHLVGWSLLLIYIVATAAVAAGWTGYFHNLIKGFGLEIPKALVTIPSHGGIVNLPAV
                     IITLILAWMLSRGTRESKRINNIMVLIKIGMILLFITVGIFYVKPMNWIPIAPYGLSG
                     VFTGGAAILFAFTGFDILATSAEEVKDPKRNLPIGIIASLIICTIIYVMVCLVMTGMV
                     SYKELNVPEAMAYVMEVVGQGKVAGAIAVGAVIGLMAVIFSNMYAATRVFFAMSRDGL
                     LPKSFAKVNKKTGAPTFITGLAGIGSSIIAGFIDLKELVNLVNIGSLVTFALVCLSVI
                     ILRKSHPNLKRGFMVPFVPVLPCVAIVCCVFLMLNLPLRTWVYFSIWITIGVVIYFLY
                     SIKHSNLNEETISKLHDKIAR"
     gene            complement(1761157..1762509)
                     /gene="brnQ"
                     /locus_tag="DJ46_1894"
     CDS             complement(1761157..1762509)
                     /gene="brnQ"
                     /locus_tag="DJ46_1894"
                     /note="livcs: branched-chain amino acid transport system
                     II carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="AIK63395.1"
                     /translation="MSNKVPTSFIIIIGLMLFALFFGAGNLIFPPMLGQMAGNNVWIA
                     NAGFLVTGVGLPLLAITAFVFSGESDLQSLASRVHPVFGIVFAIVLYLAIGPFYAIPR
                     SGTVSFEIGIKPFLSNDAGPAALTVFTILFFIVTCLLSLNPTKLVDIVGKILTPIKLT
                     VIGMLVVVAFIHPIGRIQAPSEVYASDAFFKGFQEGYLTLDALGAFVFGIIIVNAIRE
                     KGATTKKQLMVVCVKATTIAATLLALIYTALSYMGASSVEKLGHLNNGAEVLAKVSDY
                     YFGSYGAIFLGVMIIVACLITSVGLITACSSFFHKLFPKISYKKLAIILSVFSTLVAN
                     IGLTQLIKISIPVLITMYPIAITLIFLTFLHSVFNGRFEVYQGSLILTFIFSSLDGLK
                     AAGIESEIIHNFFEHFLPLYSVGLGWGFPAIIGGVCGYVVSVLRKKNTLSSSETQLNK
                     "
     gene            complement(1762707..1763537)
                     /gene="proC"
                     /locus_tag="DJ46_1895"
     CDS             complement(1762707..1763537)
                     /gene="proC"
                     /locus_tag="DJ46_1895"
                     /EC_number="1.5.1.2"
                     /note="proC: pyrroline-5-carboxylate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrroline-5-carboxylate reductase"
                     /protein_id="AIK63687.1"
                     /translation="MNKQIGFIGCGNMGIAMIGGMINKNIVSPNQIICSDLNVSNLKN
                     ASDKYGITITTNNNEVANSADILILSIKPDLYTSVINQIKNQIKNQIKNDVIVVTIAA
                     GKSIKSTENEFDRKLKVIRVMPNTPVLVGEGMSALSFNEMVTEKDIKEVLNIFNSFGQ
                     TEVVNEKLMDVVTSISGSSPAYVYMFIEAMADAAVLDGMPRKQAYKFAAQAVLGSAKM
                     VLETGIHPGELKDMVCSPGGTTIEAVATLEEKGLRTAIISAMKRCTKKSMEMSRLTSK
                     "
     gene            complement(1763853..1764203)
                     /locus_tag="DJ46_1896"
     CDS             complement(1763853..1764203)
                     /locus_tag="DJ46_1896"
                     /codon_start=1
                     /transl_table=11
                     /product="doxX-like family protein"
                     /protein_id="AIK61645.1"
                     /translation="MMIVLQVVLAIFIVVGGFIKIFRISFQVEHWRQYQYSLWFMSII
                     GFIEIIGAIGIIGGIWNQYLALGANTLLAVLMVGAIHAHIFRAKQSILMAIPALLCFI
                     LSMGIIIWNLNTFS"
     gene            complement(1764368..1765612)
                     /locus_tag="DJ46_1897"
     CDS             complement(1764368..1765612)
                     /locus_tag="DJ46_1897"
                     /codon_start=1
                     /transl_table=11
                     /product="malic enzyme, NAD binding domain protein"
                     /protein_id="AIK62128.1"
                     /translation="MSLLRDEALKMHKEKQGKIGVYSKVKVQNSTDLSLAYSPGVAEP
                     CLEIYKDESKVYDYTMKGNLVGVISDGTAVLGLGNIGPKAAMPVMEGKALLFKSFAEI
                     DAFPICLNTNNPDKIVEVVKLLEPNFGGINLEDIAAPQCFEIEERLRKSCDIPVFHDD
                     QHGTAIVTIAGLINALKLTNKKIEDVQIVVNGAGAAGIAIVKLLLHMHVKNVILCDTK
                     GIIYEQRPIGMNALKEEIARITNIEQKRGTLAEALIDADVFIGVSAADVVDEDMIRSM
                     NHNPIIFALANPTPEIMPNKAKIAGALVVGTGRSDFPNQVNNVLAFPGVFRGALDVQA
                     KEINEEMKLAAVYAIAELISEEELHVNYVIPNPFDPRVVPHVAYAVARAAVETGVSRK
                     NISMSEIKNNLFRLTKEVNILK"
     gene            complement(1765720..1766712)
                     /locus_tag="DJ46_1898"
     CDS             complement(1765720..1766712)
                     /locus_tag="DJ46_1898"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65153.1"
                     /translation="MQAKAVQIEEIYQEILDGKRSRFPPNTWKEDSDRELSKRVTKYL
                     IETILKWNEEDIKQKWNTPLIIKYRLLGALKHGYDNSPYKMIEDLYPNRFKEWEFGMA
                     PLNFWTKEKALEALKWTVEEKEKLSKVELLKFYSKKWLEKNKLSAPLVMYWNGSPYAM
                     INSLYPNKFKEWEFSMTPNNFWTKEKALVALRWTIEEKEKLTSFQLLQVYSVKWLTIH
                     NLISPCQIFWNNSPYSMINELYPGQNKEWEYKFTPTGFWTEKKALEALKWTIEEKEKL
                     TEEQLLSMYTQRWLIKHKLWTPLRRYWKGSPYNMLNTLYPNRYAKDMLKGYKNK"
     gene            complement(1767065..1767502)
                     /locus_tag="DJ46_1899"
     CDS             complement(1767065..1767502)
                     /locus_tag="DJ46_1899"
                     /note="spore germination B3/ GerAC like, C-terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64350.1"
                     /translation="MQNVISIKGETKFAGAAVIKGKTKKLMGFLNEQELEGVVWINGK
                     RNGGVVKTFDKESKKLIIYEIKSIKSKIIPHVNGNNISFDVNIESEGRLSENWMQSGK
                     DFENEFLKREEKAIEKEVKHLVHHVTKKYKKNIKSILRVLATN"
     gene            complement(1767490..1768128)
                     /locus_tag="DJ46_1900"
     CDS             complement(1767490..1768128)
                     /locus_tag="DJ46_1900"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore germination protein BC"
                     /protein_id="AIK62447.1"
                     /translation="MKNKFNYMRFYLVLLCTLLLLFLTGCWSSKEVEELSLTAGIALD
                     KGKDSTIEKEDEEGGYPKRNLITATYQIVSSQAQSKGNGQQKRYINVSETGDSIHQIV
                     REFSLKRESAMFSPHLKNIVISDSLVRTYSLEQLLEQYLRDNEVRLSCMILISKGLAK
                     EVLESNKKEKSQHFVCLELQIIEREQQGFYLLYHSLNWKERCGQGPVFYCKM"
     gene            complement(1768125..1769045)
                     /gene="yndE"
                     /locus_tag="DJ46_1901"
     CDS             complement(1768125..1769045)
                     /gene="yndE"
                     /locus_tag="DJ46_1901"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination protein YndE"
                     /protein_id="AIK62730.1"
                     /translation="MITISKDRITTAQAVVIIVNYILGTGILTLPRASVEKVKTPDVW
                     LSVILGGILAMVSGVIMVKLSQQFPDKTFYQYSQDIVGKWIGRLLSFLIIGYFLTTSA
                     FQIRSMAEVISFFLLEGTPTWAIVMPFMWIGLYLIMSGINSIARMFEIIFPITFFIFL
                     LISFMSIGIFEIDNLRPVLGLGIKPVLDGVVTRTWPTIDLMRSFEISGLIFERFESLL
                     LVIWIMQIFATYTISYYAAALGLAQLFKKSIHPFIFALIPIIYIIAMTSKNINDLLKL
                     GDMLGNAALFLFGLLPLLLLIIKRLKGGVV"
     gene            complement(1769072..1770385)
                     /locus_tag="DJ46_1902"
     CDS             complement(1769072..1770385)
                     /locus_tag="DJ46_1902"
                     /codon_start=1
                     /transl_table=11
                     /product="GerA spore germination family protein"
                     /protein_id="AIK61631.1"
                     /translation="MKLLMDDFSDEYKNESYYVEGTVSKEYIKNKVLTISEVAEVHYI
                     KDLIPKVLIGSTALLIDGLADVFILGTTKANKRNMEEPVSEALVRGPRVGFTEVLSDN
                     TSLLRRHCADENLSLVKLPVGERAKKELVVAFIKDLASTELVEEIKNRIQKIDIDSVL
                     ESGYIEQLIEDNYLSPFPQIQNTERPDRVISALMEGRVAILLDGTPFVLIAPVTFSML
                     LQSPEDYYERWLPGTLLRLLRFMTAFVSLFAPALYISFISFHPGLIPTKLAISILGSR
                     EGVPFPALIEALIMEVAIEVLREAGLRLPKPIGPAMGIVGGLIIGQAAVEAGIVSPIM
                     VIVVAVTAISSFTIPQYSVGITLRILRFVAMFCAAIFGLYGVILFFLLLCSHLVKLKS
                     FGVPYTSPAVPYRFSDWKDFMVRMPLKIMRRRPKIMHTKKTNRKR"
     gene            complement(1771321..1772265)
                     /locus_tag="DJ46_1903"
     CDS             complement(1771321..1772265)
                     /locus_tag="DJ46_1903"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK65668.1"
                     /translation="MYFYIVDDEKAVRSMLAQIIEDEDLGEVIGEAENGLSLEQQMLI
                     LKNIDILFIDLLMPIQDGIKTIRQIKPSFKGKIIMVSQVESKELIAEAYSLGVEYYII
                     KPINRIEVLTVVRKVIERIRLEKSIKNIQESLNTVLKLDSNSSVQEKYRNEKHLNTFN
                     HFQNSIHFLLSELGIASESGSKDLMDMLDYLYKYEQDNTLEQGFPSLKEIFINLAQKK
                     LGDSAEDTELKRFIEASKQRIRRAIYQSLNHLASLGLTDFLNPKFENYASRFFDFTTV
                     RRKMTELNNEPTLPARIDTKKFIQVLYFEAKRIHLELR"
     gene            complement(1772270..1772872)
                     /locus_tag="DJ46_1904"
     CDS             complement(1772270..1772872)
                     /locus_tag="DJ46_1904"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK63488.1"
                     /translation="MDFQFGDLRQQALQIAGEVHDVKKDNQRIFAGLSKLISDESFTD
                     YMSVHELVNIIIRANAKYARLLEKDIQFVYKIDGVHPHYHIYTILSIINNIVTNAVEA
                     IQGMGTITIDINKDHHFVEFQIGDNGPGISSKYKDSIFEPGFTSKYDDLGNPSTGIGL
                     SYVKEMVEQLEGDVTLEDRTEGKGSIFIIRLGIDHIISKG"
     gene            complement(1772926..1773585)
                     /locus_tag="DJ46_1905"
     CDS             complement(1772926..1773585)
                     /locus_tag="DJ46_1905"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62408.1"
                     /translation="MIILNLSNLVKKHIYILVLMILTVPLVGEIKSFPLNETFRMSFG
                     APTFFFFLLLFRRIPAFLPVFLTAIVVVVFRISMDVIIKGNMDWLAAFHTHYPSFFFY
                     FTYSYLFHLAKIKRFYHQPLMIGLIGCMIEILSDCVELMIQYFVLKTSITSEAINEII
                     VIACSHSFIVLSFFNMMKLYEAQSREKHIKKQNEHMLMLISNLYEDAVHLKKHYKMLR
                     I"
     gene            complement(1773819..1774799)
                     /gene="glsA"
                     /locus_tag="DJ46_1906"
     CDS             complement(1773819..1774799)
                     /gene="glsA"
                     /locus_tag="DJ46_1906"
                     /EC_number="3.5.1.2"
                     /note="gln_ase: glutaminase A"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaminase A"
                     /protein_id="AIK61369.1"
                     /translation="MIKDSSVQVEGQEKVCLDQWVAHYRTYAAKGRSASYIPALGEIN
                     VSQLGICIVKPDGTMIKSGDWEIPFTLQSISKVIGFIAACLSRGISYVLERVDVEPTG
                     DAFNSIIRLEIHKPGKPFNPMINAGAITIASLLPGTSVQEKLESIYVLIEKMIEKRPA
                     INEIVFQSEWETAHRNRALAYYLKENGFLESDVEETLEVYLKQCSIEINTEDIALIGL
                     ILAHDGYHPIRKEQVLPKEVARLTKALMLTCGMYNASGKFAAFIGLPAKSGVSGGIMT
                     LVPSKSRKDLSFQDGCGIGIYGPAIDEYGNSLPGIMLLEHIAKEWDLSIF"
     gene            complement(1774800..1774955)
                     /locus_tag="DJ46_1907"
     CDS             complement(1774800..1774955)
                     /locus_tag="DJ46_1907"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64927.1"
                     /translation="MRKLQKRKVCNKKDIQTAICLNIFLGSSANIIDYSKEKIILYKV
                     NSTGEYD"
     gene            complement(1774924..1776348)
                     /gene="agcS"
                     /locus_tag="DJ46_1908"
     CDS             complement(1774924..1776348)
                     /gene="agcS"
                     /locus_tag="DJ46_1908"
                     /note="agcS: amino acid carrier family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid carrier family protein"
                     /protein_id="AIK61617.1"
                     /translation="MERFFVDLVGSTNDFLWSKLLIIMLVICGIYFTFKLNFVQFRML
                     KEMVRVLMEGKSGSKDQISPFQAFCIGMAARVGTGNITGIAIAIALGGPGAVFWMWII
                     SIISSASSFVESTLAQIYKVKDKTGFRGGPSYYMEKGLNKRWMGVLFSILITITFGLV
                     FNSVQSNTVTIAFQNSFGTDRLTVGIIMAIAFAAIIFGGVQRIAKMAEYKVVFLAVLY
                     IGVALFVVVTNISKMPEVLSLIVQNAFGFKQIAGGSIGAALMNGVKRGLFSNEAGMGS
                     APNVAATATTSHPVKQGLIQAFGVLTDTLIICTSTAFIILLSDAYKQPGLNGIALTQA
                     ALSEHIGPWASGCLAIFVFLFGFGALIGNYYYGETNIRFLHTSKVWLMIYRISVLAMI
                     VFGSVAKIQIVWDLADLFMGFMVIINLIAITLLSKVAFAALQDYKNQKKAGKDPIFYK
                     ENIKGLENIECWDSYEETSKKKSV"
     gene            1777489..1778640
                     /locus_tag="DJ46_1909"
     CDS             1777489..1778640
                     /locus_tag="DJ46_1909"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate transporter family protein"
                     /protein_id="AIK61925.1"
                     /translation="MKEIVFVQNKKRLLMKFEFLKKDLVLTISLILAIVSCLIHSPKI
                     EYINFEVLISLFNLMVAIKALEQLKILDKLAVAILNKCNNSRSISIILILLCFIFSMF
                     VTNDVALLTFVPITLVISKKTQMNMMDTIILQTIAANIGSSLMPMGNPQNLYLYSYYG
                     IKLIPFLGSILLLAVLGISLLLIFTQKLQKTDLKIELPVITVKNRKKATVWILILITI
                     IASIFGFINYYIALIVTLMAAFTLDRNLLFKIDYFLLITFVCFFIFIGNISHSDALET
                     FARANLRGDTSVFFSSIFLSQLISNFPTSILLSNFTSDWKALLLGVNIGGLGTIIASL
                     ASVISYKLFTQANGKESKAYLIKFSIYNFSFLIILTCIQYFIFKFLKIF"
     gene            complement(1778902..1779675)
                     /locus_tag="DJ46_1910"
     CDS             complement(1778902..1779675)
                     /locus_tag="DJ46_1910"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64057.1"
                     /translation="MYKYKAMKWCLCLFIFTFLIIIGKTIWSSIDVTGVSSVSSNSET
                     IVLNKTFKTTNHLSEMVEEADVIVLGEYDGLYSKWNMANSSSHEIQSEDVEGHLFSFH
                     VKEILKGDYVKNEILINHRYSENLVLEESNEIIDKNGIILKGATKVFTKKVENKDPLY
                     IKPKSEATYIVFLKENNKLGHFYPALEPFMIEFDVRNIAHLKSNLINWDKNKYKFETK
                     VKNKTFYIENDIDSTIKDNISGKKLRDIKDFVKKTSKMK"
     gene            1779803..1780330
                     /locus_tag="DJ46_1911"
     CDS             1779803..1780330
                     /locus_tag="DJ46_1911"
                     /codon_start=1
                     /transl_table=11
                     /product="matrixin family protein"
                     /protein_id="AIK61427.1"
                     /translation="MNFKKGITAFLLGTVFVFSSVGVSEAYVKEGWKLPSKSATYKWG
                     DRLDDGSSIIKSGWQAADSAWYTASRINFTVSASSVNTLNSWFESSSTYYGRMKTSYN
                     TSTKKVTKFAGDINAGNTNITKSNVAKSTGVHEFGHAIGIGHNSGTSIMNSNRNRTTM
                     HVPQTDDKNGVNAIY"
     gene            1780354..1781127
                     /locus_tag="DJ46_1912"
     CDS             1780354..1781127
                     /locus_tag="DJ46_1912"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64890.1"
                     /translation="MLSKKAKTMVIAIPLATVIGLGGYSAFNSHFSPVAEEDKNTETV
                     ILSKVFPATSDLNQMINEADLVVIGEYEGLDSKWNMARNPSNPSEEDKENYVEGHLYN
                     FNISETIKGVNENKQIKINHRFAETVKLEDSNAVIAPDGTVTKKATKITTKEVQNKDP
                     LYIEPMINKKYMMFLKKDQLFGNYYGAIEPFAITFDENNKADLQTNIETINESKMSSK
                     AQLAGKTIVLKNEIHETITDNISGKTLDELKEQVKQKNK"
     gene            complement(1781382..1781540)
                     /locus_tag="DJ46_1913"
     CDS             complement(1781382..1781540)
                     /locus_tag="DJ46_1913"
                     /codon_start=1
                     /transl_table=11
                     /product="putative erythromycin esterase"
                     /protein_id="AIK65673.1"
                     /translation="MTKTWLSEQHLIFAEITTEVPDIPKTVDISLGKSFDILVQIQKV
                     SPSQFFAV"
     gene            complement(1781761..1783350)
                     /locus_tag="DJ46_1914"
     CDS             complement(1781761..1783350)
                     /locus_tag="DJ46_1914"
                     /note="5'-nucleotidase, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64798.1"
                     /translation="MLKKIIPVALALSTVIFTSVFAVPSAQASTEPNRYIDVQMLGIN
                     DFHGQLDTVKKINNKDAGGIEYLGAYLRDREKQNPNTLKVHAGDVVGASTPVSALLQD
                     EPTIEFLNDLKFDVGTIGNHEFDEGVEEMNRLIYGGYHEKTGKFKGAKFPYVAANFYN
                     KSTGRLFLPPFTIKKVQGVPVGFIGVVTTDVPNLVMPTMLKNVEITDEVEAINKSVKQ
                     LKKLGVKSIVVLAHNGGTTDGNGVTNGDIVRLANETDPEVDVIFGGHSHTYVNGTVNN
                     KLVVQANSYGMAFADVDVKIDRKTQDIVEKKAEIVTTYHEGMEPDKKIKKKMEKYQAK
                     IAPLVNEVVGKSIAPLDRKLNTAGESTLGNLVADAQRATMQSQIALMNPGGIRNDLDA
                     GDITWGEIYGIQPFGNQLIKVNLTGQDIRDILNQQWQKDITRMLQISGIQYTWDANKP
                     NGEKVTSIRLTNGEEIIPSKTYSVVANAFLASGGDGFVSFKNGKDAETGPTDFEALVD
                     YIKKSKEPIQSIIDGRIQKIN"
     gene            complement(1784036..1785676)
                     /gene="katA"
                     /locus_tag="DJ46_1915"
     CDS             complement(1784036..1785676)
                     /gene="katA"
                     /locus_tag="DJ46_1915"
                     /EC_number="1.11.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="catalase"
                     /protein_id="AIK64824.1"
                     /translation="MAENQDKNSLEEQDVKRETLTTRQGHPVKDNQNIRTIGNRGPAT
                     LENYHFIEKISHFDREEVPERVVHARGAGAFGYFETYGKVGDEPAEKYTRAKVFSGAG
                     KKTPLMVRFSTVAGAKDSPETARDPRGFAVKMYTEDGNWDLVGNNLKIFFIRDAMKFP
                     DMIHAFKVDPVSNVSNPQRMFDFVSRTPEATHMITFLFSPWGIPATYRHMQGSGVNTY
                     KWVNEKGEAVLVKYHWEPKQGIRNLTQEDANSIQAMNVSHATQDLYEAIERKDYPEWE
                     LFVQIMEDGYHPELDFDPLDDTKLWPEEQFPWLPVGRMVLDRNPVDYHSEIEQAAFGT
                     GVLVDGMDFSDDKMLQGRTFSYSDTQRYRVGANYLQLPVNAPKAPVRTNQHRGQMDMR
                     NPKESGENPHINYEPSMLGGYKDAKQEKHHPHQPTYNAAAMSAPIDRPNNYGQAGHTY
                     RSFEEWERNELVKNLSEALAVCDKRIQNAMIAHFTQADEDYGRRVKEGIEKKMKEAKT
                     ENKLPGREVSKSKYGQGSLAANEATKDAVKKSHESDPY"
     gene            complement(1785790..1786626)
                     /locus_tag="DJ46_1916"
     CDS             complement(1785790..1786626)
                     /locus_tag="DJ46_1916"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK61433.1"
                     /translation="MAKITVGTENQAPIEIYYEDHGTGKPVVLIHGWPLSGRSWEYQV
                     PALVEAGYRVITYDRRGFGKSSQPWEGYEYDTFTSDLHQLLEQLELQNVTLVGFSMGG
                     GEVARYISTYGTDRIEKVVFAGAVPPYLYKSEDHPEGALDDATIETFKSGVINDRLAF
                     LDEFTKGFFAAGDRTDLVSESFRLYNWDIAAGASPKGTLDCITAFSKTDFRKDLEKFN
                     IPTLIIHGDSDATVPFEYSGKLTHEAIPNSKVALIKGGPHGLNATHAKEFNEALLLFL
                     KD"
     gene            1787119..1787763
                     /locus_tag="DJ46_1917"
     CDS             1787119..1787763
                     /locus_tag="DJ46_1917"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK62157.1"
                     /translation="MTDLYSRINKDDAVVLLVDHQTGLMSGLVRDYGVDEFKNNVLAL
                     AHTAKFFDLPVILTTSFENGPNGPLMQELVDLFPHAQKIARPGQINAWDNDDFVKAIE
                     ETGKKQLIIAGVVTDVCVAFPALSAIKAGYEVFAVTDASGTFSKQVADAANTRMAHSG
                     VQLMNWFSVACELQRDWRNDVEGFGNLLASNLPGYQNIIGSYMGAQRDLSKQNA"
     gene            1787937..1788581
                     /locus_tag="DJ46_1918"
     CDS             1787937..1788581
                     /locus_tag="DJ46_1918"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK64839.1"
                     /translation="MSNLELLNPENSALILIDFQPQMTFGVASIDRQTLINNVMLLAK
                     SAKTFNVPTILTTVETRSFSGYFWPQILDIFPNHEIIERSSMNSWEDPKFVEAVKATG
                     RKKLIFAALWTEVCLAFPVLEAIKAGYEVYAVDDASGGTSLTAHNAAMRRVEQAGAIP
                     VTAIQVLLEYQRDWAHKDTYDAAMEIVKEHTGAYGQGVEYAYTMVHGALPSRKI"
     gene            1788578..1789171
                     /locus_tag="DJ46_1919"
     CDS             1788578..1789171
                     /locus_tag="DJ46_1919"
                     /codon_start=1
                     /transl_table=11
                     /product="antibiotic biosynthesis monooxygenase family
                     protein"
                     /protein_id="AIK64019.1"
                     /translation="MKHEGVAVEEAHTENTMDAVDPVTTIVTWKIQQGKEKQFETWRH
                     EIEAAATKFPGHLGVNLIVPSNKSREYTVIFRFDTYEHLRAWQESDVRRDLLKTAEQF
                     QVTNPTYKTESSLAYWFVTPKAPVPPPKWKMSIVTLLGVWPLSMLVPKLIGPIIKHMN
                     PIMSAFFVSVCIVSLLSWVVMPIFGKLFHPWLQNNRK"
     gene            1789185..1789340
                     /locus_tag="DJ46_1920"
     CDS             1789185..1789340
                     /locus_tag="DJ46_1920"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amidohydrolase 3"
                     /protein_id="AIK64294.1"
                     /translation="MNVPDMILYNGKITTLDPSQPEVSAIAITDGLITAVGGDELLNS
                     ATEKTKK"
     gene            1789556..1791019
                     /locus_tag="DJ46_1921"
     CDS             1789556..1791019
                     /locus_tag="DJ46_1921"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK62903.1"
                     /translation="MPTLEEINAVSEDTPVFVLHLYDRALVNRAGLRALGYTKDTPDP
                     PGCLIERDKRGNPTGLLIANPNASILYSSLGKAPILNFDDQINSTRHFMRELNRLGIT
                     SAIDAGGGFQNYPDDYRVVEHLAEKEQLTLRIAYNLFTQNPNHEYEDFASWAKIVSPG
                     QGNDKYKMNGAGEMLVFSAADFEKFQMPRPELATMMEADLKKVISLLVENRWPFRLHA
                     TYDESITRFLNVFEEVNKEIPFNGLRWWFDHAETISDRSMERVKALNGGIAIQDRMAF
                     QGEYFVDLYGKEAAKRTPPIYRMLDLGIPVGAGSDATRVSSYNPWVALYWMVAGKTIG
                     GLSIYDEKNKLDRKVALELYSKGSAWFSGDEGKKGTLAVGQFADIAVLSADYFTVPEE
                     EIKDLESLLTIMGGQVVYGNDEFKNLSPELPPASPDWSPTGVYGYGGANLAHTILSHD
                     SHDNKLHSCSNPLHQHTHTVIGKDGTKWGIGCTCFAF"
     gene            complement(1791300..1792178)
                     /locus_tag="DJ46_1922"
     CDS             complement(1791300..1792178)
                     /locus_tag="DJ46_1922"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK65658.1"
                     /translation="MELRHLEYFIQVCNNNSFTKAAEVLGISQPTLSQQIRVLEGELD
                     TPLFHRVGRGIKMTEAGKLLFDKGKFIMQQFDDVYNEIFELKGVKRGVITIGGLLEDL
                     TYLTPYIMKFQQHYPNIVVKIIESEVAVNQIVDKNIDIGITRSAQIPDTLTSTLLYSE
                     ELVLVIPKNHPLNETSFVSFRELVGLSRIMVSCSCRESIKIYCERLGLSLSEANIETK
                     SSISLLSLVYNGHGVAIIPLSLVDFVNNDTLSIVRIIDPTPRQDINLIHFDDKFLSFA
                     ARIFMQKLNEPEKVLV"
     gene            complement(1792669..1792830)
                     /locus_tag="DJ46_1923"
     CDS             complement(1792669..1792830)
                     /locus_tag="DJ46_1923"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hTH-type transcriptional regulator
                     mhqR"
                     /protein_id="AIK62232.1"
                     /translation="MSVIDDESLSLKLFVILSKELQPITKCIEEDIKSYGFNPTEFAV
                     LKLLYSKGD"
     gene            complement(1793273..1793425)
                     /gene="corA"
                     /locus_tag="DJ46_1924"
     CDS             complement(1793273..1793425)
                     /gene="corA"
                     /locus_tag="DJ46_1924"
                     /codon_start=1
                     /transl_table=11
                     /product="magnesium and cobalt transport protein CorA"
                     /protein_id="AIK63202.1"
                     /translation="MPELEWKYSYLIALLFIIFTTGGMYLYMRVKGWTGDLLRVKKKK
                     SFFKSN"
     gene            complement(1793418..1794218)
                     /locus_tag="DJ46_1925"
     CDS             complement(1793418..1794218)
                     /locus_tag="DJ46_1925"
                     /codon_start=1
                     /transl_table=11
                     /product="corA-like Mg2+ transporter family protein"
                     /protein_id="AIK65797.1"
                     /translation="MECIKMPKWSWYHVRTSELEKFSSIIPRDVTSYFSQFVKKISSP
                     CENGLYVYTLSPSQTCVYGSFLYDQDKKDAKIQKFLHYFVAHGILITVQEKEEEDFQK
                     LIHNSSFSVKNCNSSAEGLCAILSIFISHYLRKVDYFENNFRNVLWDFYHHNNIAVLE
                     RIYHIRHELFMNTHVFRLIQEVLQGLKEAWLENLTNTLCYKQTHVKLERGLQLVKEYQ
                     EELDTMIHLQEVVSSHRGNEIMKSLTVLTAVSTPLTALGALWGMNFNA"
     gene            complement(1794524..1795549)
                     /locus_tag="DJ46_1926"
     CDS             complement(1794524..1795549)
                     /locus_tag="DJ46_1926"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64843.1"
                     /translation="MKSLYAIDVGIGFTKRVYRQDEDSEVTVKSEASTLAPVPNHDES
                     EDLTKVSFIDLDFAYYMGNEAHQSDASFLPPFEEEIENYYESEQFKQQIFGCIAKDYK
                     ENVVLPLVVTGLPVTYFGSQHEQLQRALKKETSVQIDGKFIHITVENALILQQPVALH
                     AYFLKEGIIQERDRILIIDGGFRTLEMTDMKQNVILNHYETELGCSKPLKNIKNIVQN
                     HAGESDHLHINDMPNILEKGYGGREEDPQTNQVHILIQKELDAHFQDVMRVLQEQFKL
                     DQYDTIIWTGGIVDLHKKRIEKMQGEISSFRMVDASKEAALHGYYMIGSQVFDDITNQ
                     SVYESKL"
     gene            complement(1795585..1795986)
                     /locus_tag="DJ46_1927"
     CDS             complement(1795585..1795986)
                     /locus_tag="DJ46_1927"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61917.1"
                     /translation="MKHTIFKYTVIGIATGVIVSLLKKENRKAIQTTGKNVKDKLQEG
                     NIKETLEKVTETSKQFSVTAANVAKQTLPQLLTATPVVISTIKDLTENENNKKKKDEK
                     DYEKNENSKEIDGEKTKNEKKYVKEGKEESA"
     gene            complement(1796072..1796458)
                     /gene="yflT"
                     /locus_tag="DJ46_1928"
     CDS             complement(1796072..1796458)
                     /gene="yflT"
                     /locus_tag="DJ46_1928"
                     /codon_start=1
                     /transl_table=11
                     /product="general stress protein 17M"
                     /protein_id="AIK62784.1"
                     /translation="MHKNERKPVVHEYENEQEVVMKVKELELQGIHQDDIYVLTHEKH
                     LTKKIADDTNTNTIGVKEQGLGTSIINFFSKKGDELRNQMEEMGLSKEEANLYEEKLD
                     QGRILLLVTDETLTASDRQPQNYHSL"
     gene            1796899..1797264
                     /locus_tag="DJ46_1929"
     CDS             1796899..1797264
                     /locus_tag="DJ46_1929"
                     /note="yxeA_fam: conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61967.1"
                     /translation="MKKFVLCILGIGLPIYLLPFILRGDFDRFNPIAEEKNVYAIAKG
                     YGVPDYHHKGRAMYSLKSFDESGSRNEYTVGTSTPNDFIRKTYLRIHVKGKYVYSYEA
                     ISEKDIPEKIRKQLEVEIK"
     gene            complement(1797303..1798013)
                     /locus_tag="DJ46_1930"
     CDS             complement(1797303..1798013)
                     /locus_tag="DJ46_1930"
                     /codon_start=1
                     /transl_table=11
                     /product="dienelactone hydrolase family protein"
                     /protein_id="AIK63540.1"
                     /translation="MKKWIKIILYSLLGILLIGSISFFVWSQFSYKPTKEAMSLVDDK
                     KDEDHIVFGEKDAKIGVIFYQGAKVEAEAYSYLGEALAKDGHFVVMPKLPLNLAILGI
                     NEVDSVIEQYPKVQKWYVAGHSMGGAMISKYAFQHEDKVDGIIFLGSYPADDFSTKSI
                     PMLSIYGEVDALATVEKIENNKKFMSKNTTMHMIKGGNHAHFGMYGEQKGDNASLITS
                     KAQRDETVKVMEEWLLKQ"
     gene            complement(1798117..1798572)
                     /locus_tag="DJ46_1931"
     CDS             complement(1798117..1798572)
                     /locus_tag="DJ46_1931"
                     /codon_start=1
                     /transl_table=11
                     /product="tspO/MBR family protein"
                     /protein_id="AIK64975.1"
                     /translation="MKNSSIIVFLLTYGLFYVSSILFPIDRMWYDALEKPSWTPSGMT
                     IGMIWAILYGLIALSVTIIYNKYGCKPKTFWFVFLLNYICNQAFSYFQFSQKKLFLAT
                     VDCLLVAITTLLLIAVSSKLSKVSTWLLIPYFLWSTFATYLSWTIYSIN"
     gene            complement(1798685..1800115)
                     /locus_tag="DJ46_1932"
     CDS             complement(1798685..1800115)
                     /locus_tag="DJ46_1932"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain of DNA photolyase family
                     protein"
                     /protein_id="AIK63469.1"
                     /translation="MQNKIIVMFQKDFRLYDNPALFEAAQSGEVVPVYVHDETFSMGS
                     ASKWWLHHAIIDVKKQLEALGSTLIIRKGSTQEEILSLVEQLGITAVYWNICYDPDRL
                     QSNQKMKMMLEHKGMICKEFNSHLLLEPWVIKKKDNTEYKVFTPFYNAFQKQVIHKPI
                     SKVQSIKGGNSLPVSLSVSELHLLPTIPWTSHMESIWEPTEEGAYKTWKEFFSSKLAS
                     YSEGRDFPNQNAHSMLAPYLSFGQISVKLIYHYLINKSTESQCSLFEKQVNSFIRQLI
                     WREFSYYLLYHYPFTAYKPLNKSFEHFPWNNEEELLRVWQKGDTGYPFIDAGMRELWQ
                     TGFMHNRTRMAVASFLVKHLLIPWQEGAKWFMDTLLDADIANNTMGWQWVAGSGADAS
                     PYFRIFNPITQGEKFDKNGEYIRKWVPELKDMPNKYIHKPWEAPEHILQKANIQLGHT
                     YPLPVVDHKAARERALCAYKSMKEFV"
     gene            complement(1800280..1800792)
                     /locus_tag="DJ46_1933"
     CDS             complement(1800280..1800792)
                     /locus_tag="DJ46_1933"
                     /codon_start=1
                     /transl_table=11
                     /product="carbonic anhydrase family protein"
                     /protein_id="AIK63601.1"
                     /translation="MNAKNKKVLLLTDMEHGIEPIIQQVTNIQRENMLTIHSCDSVIV
                     HPFGDIMRSIIIAIYQENVEEIFVVGIEDKKTDVVNLQIQRDSIKNNKELDYLFENCM
                     PEFSNGSLEEWLSGKENVSENIEKSIDMIRHHPLVPSDVKVHGFMIDKTGGKETVVKV
                     SANKVAECMN"
     gene            complement(1800873..1803497)
                     /locus_tag="DJ46_1934"
     CDS             complement(1800873..1803497)
                     /locus_tag="DJ46_1934"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66167.1"
                     /translation="MSIPSILRKETLKKKDKNIDLQENNINDLVVSASRVIAPLWPIS
                     TFAAHHPWMGLEKQSFEQVANWLKEARNVDIYPSASMIHSAKAKGEIEESFLQIALSR
                     WLDSQSFHMPRETAERFCQEALKLERLPSSLLSSPELNKLAEEINYVNTGSMKDSSMQ
                     PISSLIENQNGDNLSDILNYHIIKWCKLYLDDAGASWAMPNREKGFYRAWQHLITFDP
                     ALSKTERKVLKDWPEDALIALTKALSELGISESNMQAYLEGHLLSLPGWAGMIRWRSQ
                     QSIEEQELLIEYLAVRLSMELAIVKPYLPLKNQKVEKKVSIVPLIASWIYWGDISIEK
                     WLQMSATEQSELLAFAYRFDENTRKKLWLEAWEQTHAEQLREKIASKQRATHDKKRVV
                     AQLAFCIDVRSEPFRRHLEKLGPFETFGIAGFFGLPIATTELGSNDSHPSLPVILKPK
                     HQIKELTDENECKSYEQRKMVGSSVRYTFKTMKQNVLTSMLLPEVSGPLLGLQMVTRS
                     FVPRRVGGFIRNLRKNMLQKPDTTFSLNHVHDTNCEIPIGFTKEEKVNYVRQTLKMVG
                     LTEGFAPLVVMCGHSSQSTNNPYAAALECGACGGAAGGFNARVFATLCNLPEVREALS
                     AEGIKIPDDTIFAAAEHKTTVDELEWIYVPELSETAQEAFDCIEAIMPNVSQHANRER
                     LMQLPHFKTKIKNPSKEAHRFAEDWSEIRPEWGLARNASFIIGQRELTQECDLEGRAF
                     LHNYDWKQDESGDILANIIAGPGTVAQWINLQYYASTVAPHYYGSGNKATQTVTAGLG
                     VMQGNASDLLPGLPWQSVMQSDRETYHSPLRLLIVIQAPTKYIERLLNNNFTFREKVQ
                     NGWVRLASVDPEGRWKNW"
     gene            complement(1803497..1805029)
                     /locus_tag="DJ46_1935"
     CDS             complement(1803497..1805029)
                     /locus_tag="DJ46_1935"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-Ubiquinone/plastoquinone (complex I),
                     various chains family protein"
                     /protein_id="AIK64696.1"
                     /translation="MLISLSSSTLLTLFFIALSASWLSGLLFLHARMPLRFVHIHIGI
                     AALPSLVSLLALVNNNGDRVVGPWHLDTLAWLMAFFVLTIGLIIQRFSVRYLMGDRSY
                     RKYFALFTFTTGVSSVAWLSDDLRFMIMCWGATLIGLVLLIGLNKGWKVVSEATKISG
                     YLFTISWIALLSAIIWLFQITGQWQLTSVVTNENVAQFGTLEKTGINLLIIVAVMIPA
                     AQWPFQRWLIESAVAPTPVSAIMHAGLVNAGGIMLTRFSPLFHDDIAQIILLIFSSIS
                     VLIGTGISLVQVDYKRQLVGSTIAQMGFMLIQCALGAYLAAVIHLILHGLFKATLFLQ
                     AGSSVQRVEVVKQSNKKMSNLWMIVGRVLGLFIAIAFWFITSGEGYQLVSALILGWSL
                     YFSWKQLVVFGEGRMGRIAGLIVLIGFSLIYFTVHNSLYKWLHTDMYQSVQPSAPAVI
                     FVICILLFSSVICTFVTRNQSSTLSAVLYLWSVRVGEARRKSVESHPSYLKHDVSKGG
                     NS"
     gene            complement(1805672..1806034)
                     /locus_tag="DJ46_1936"
     CDS             complement(1805672..1806034)
                     /locus_tag="DJ46_1936"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64988.1"
                     /translation="MKNSKGSIESEISKAITHWEKDYLGRGSISVKTDILRDMIIVNL
                     QGILTPAEYTVCETKDGMLTIKKNRSELVESGIDDLKEIILELTGEEVKSFHTDISSR
                     TGERVMIFKLFHNLEEKF"
     gene            1806589..1807143
                     /locus_tag="DJ46_1937"
     CDS             1806589..1807143
                     /locus_tag="DJ46_1937"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK65099.1"
                     /translation="MSLLIRELETNDLDNFPEIDDSFIVNARLMLSLSKVNRRIEYTV
                     EDVPSYEKSYLQNDNEELVYNEYINKPNQIIYIALLHNQIIGFIVLKKNWNNYAYIED
                     ITVDKKYRTLGVGKRLIAQAKQWAKEGNMPGIMLETQNNNVAACKFYEKCGFVIGGFD
                     FLVYKGLNMTSDEVAIYWYLHFDS"
     gene            complement(1807229..1808140)
                     /gene="menA"
                     /locus_tag="DJ46_1938"
     CDS             complement(1807229..1808140)
                     /gene="menA"
                     /locus_tag="DJ46_1938"
                     /EC_number="2.5.1.74"
                     /note="menA: 1,4-dihydroxy-2-naphthoate
                     octaprenyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="1,4-dihydroxy-2-naphthoate
                     octaprenyltransferase"
                     /protein_id="AIK61611.1"
                     /translation="MGTEKEISSAKLIWKMTRPHTLTATFSPVILGTVASLYVAKIDW
                     LLFIAMMVACLALQIATNLFNEYYDFKRGLDTADSVGIGGGIVRHGLKPKNVLTVALL
                     LYVVAAIIGVYICMNSSWWLVVIGLIGMAVGYLYTGGPLPIAYTPFGELVSGLLMGTC
                     FVLIAFFIQTNTITTESVLISIPIGILVGAINMSNNIRDIEEDIKGGRKTLVILLGRE
                     KAVVTLAIAFFIAYLWIAVIVWMGYISPWALVMFLGLRKPISAIQSFQKGAKDPGYMR
                     IAMKSTAMTNTIFGFLLSAGLLISYLF"
     gene            complement(1808336..1809220)
                     /locus_tag="DJ46_1939"
     CDS             complement(1808336..1809220)
                     /locus_tag="DJ46_1939"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK62265.1"
                     /translation="MNHFFVEFGEYQASVCEWGDKSNPQIICFHGLGSTKLSFIEMAE
                     FLKDKYHVVSFDLPGHGKTPNFETDEDYGASHLINWVVALLEHIGKETFHLLAHSWGA
                     SVALHYAAERPEKVNKMVLLDGGYHHGKMNADYFAQLYKDAKEGECPPQSLEEEITHY
                     EKDFDEYIFDSKEAFIQSEKRAYSRWSPLIERAVYDLMREEDSKVKWHATGDTARGVI
                     KFQYTVYKTLKSHKIKSDILLLYCDLPDDYLKIRELQIAEFKKRIDITTKLYKNTGHL
                     MHWDRPEEIAEDVLNWLL"
     gene            complement(1809871..1810806)
                     /gene="fimA"
                     /locus_tag="DJ46_1940"
     CDS             complement(1809871..1810806)
                     /gene="fimA"
                     /locus_tag="DJ46_1940"
                     /codon_start=1
                     /transl_table=11
                     /product="manganese ABC transporter substrate-binding
                     lipoprotein"
                     /protein_id="AIK63317.1"
                     /translation="MKFKNVVLSILCIFVFALTACSSNTNGKEEGSGKLKVVTTYSII
                     YDMVKQIGGEKVEIHSLVPIGANPHEYDPLPKDVMKMTDADMVLYNGLNLEEGGAWFK
                     KLLKTANKSEKDAPVYKVSEGVEAIYLETKGLEKEPDPHAWMNIKNGILYAENVKKAL
                     IKEDPKNKEFYTKNADNYVAELQKLHDETVNRIHQIPEEKRFLISSEGAFKYFGKAYD
                     IKTGYIWEINSENQGTPDQIRDVVSVIQTNKVPALFVETSVDRRSMETVSKETNVPIA
                     GTIFTDSLGKSGEDGDTYLKMMKWNIDTIINGLQK"
     gene            complement(1810824..1811690)
                     /locus_tag="DJ46_1941"
     CDS             complement(1810824..1811690)
                     /locus_tag="DJ46_1941"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC 3 transport family protein"
                     /protein_id="AIK66016.1"
                     /translation="MKIVEFIDALTQYSFLQKALLTSVMVGIICGVIGCFIILRGMAL
                     MGDAISHAVLPGVALSYMIGMNYFIGAVLTGVITAVGIGFVSQNSRIKHDMAIGIMFT
                     SVFAVGIILITFMKSSSDLYHILFGNVLSVRSSDMWMTLIIGVVIIGLVMLFYKELLV
                     STFDPTMAQSYGLPNKWIHYGLMILLTMVTVASLQTVGIILVVAMLITPAATAYLLTN
                     RLWVMIYLAAGIGALSSVVGLYFSFSYNLASGATIVLVATFLFALAFFFSPSQGLFWR
                     AIKIRKNRAELS"
     gene            complement(1811687..1812436)
                     /locus_tag="DJ46_1942"
     CDS             complement(1811687..1812436)
                     /locus_tag="DJ46_1942"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66351.1"
                     /translation="MGKAIIVKDLFVSYQGNQVVQNVSFEIEQGKLVGIIGPNGAGKS
                     TLMKAVLDLIPKDKGYVQILEEGIRSVRKSVAYVPQRSDIDWDFPITVLDVVLIGTYP
                     SLGMMKRPKKGERDWAFECLKKVGMEEFKHRQIGELSGGQQQRVFLARALAQKAEIFF
                     LDEPFVGIDVTSEETIIKILRELRKEGKTIVVVHHDLSKAESYFDKLLLLNKSLIHYG
                     EVRQVLEPTVMSKAYVNQGILFNNAAEVHSS"
     gene            complement(1812809..1813408)
                     /locus_tag="DJ46_1943"
     CDS             complement(1812809..1813408)
                     /locus_tag="DJ46_1943"
                     /codon_start=1
                     /transl_table=11
                     /product="DJ-1/PfpI family protein"
                     /protein_id="AIK63986.1"
                     /translation="MKIQIVLFDGFGELVSFAPFEVLNRAIEEGAPFTVELVSSERKQ
                     EVTTSFGVTVKLHDFLRMDNRPDLLIVPGGGWNHKAKHGARKQAELGTLTKMIREMHN
                     EGTIVAGVCTGGMLLAASGILNDKKATMHHLAQSKMRKYGAELLPYRIVDQGDIITAR
                     GVTSGVDLGLWITERFASSKIAAAVEYRMEYERRGVVWE"
     gene            complement(1813464..1814447)
                     /locus_tag="DJ46_1944"
     CDS             complement(1813464..1814447)
                     /locus_tag="DJ46_1944"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK65467.1"
                     /translation="MKHIIRNVVMNYFTEIHSLAVEGKLHNNSWNTDLHYKIMVNGKR
                     YSARFINSKRTINPAFGALSNEQLIEQVRFTYYLREHGIPFMQINQNRAGELFTFVTW
                     NDEQYRFVLSNWIEGEHIMHCTENIAEAFGTEARKIHDISSTFQSSIFQKKSHLDGYA
                     QFIHMLESKASACKELREYINLATYHIECAYTSELEFIVQTDLNPLNVLWDSSEQIQG
                     IVDFESISYVDRIEGLSFLLKWYSRTKGVHSHEVSLSVASAFLEGYKAHNIVTSNDYK
                     RLSSLLWLSGSLNWNFVKKTLSVISDERELEEHLEVYRVRGERLSSLIICI"
     gene            1814595..1815077
                     /locus_tag="DJ46_1945"
     CDS             1814595..1815077
                     /locus_tag="DJ46_1945"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65174.1"
                     /translation="MKILKFGIIGALSITLLIGCTSNSNETKASNKEASTAVKEKEIV
                     YENVMFEQKEVRKLEISPVNSKSSNQVVNTENIKTIFTSMESAEKKTLLLDQEAKNYI
                     HSKMKVTYQDNSIQEFFVWIESDGDIVIAKASDETHGEGYDLREDNSKKIIQFFEKEF
                     "
     gene            complement(1815168..1815998)
                     /locus_tag="DJ46_1946"
     CDS             complement(1815168..1815998)
                     /locus_tag="DJ46_1946"
                     /codon_start=1
                     /transl_table=11
                     /product="GNAT acetyltransferase family protein"
                     /protein_id="AIK65214.1"
                     /translation="MISELSKNDFYKCSSLINERGQLEVKAVIAGVNPGRIFVDNISS
                     PNSGLIWLGNNDGFFFIGNAENEEFNKEMKHLINNVIKPEAKKVGLNCFEGIGNHSKW
                     NKTIERIFQHRNLKSWNQRVYTLRKEDYENHHESKIEQGYTVLKMDKALYENNNTFKN
                     IDFLQSKILEFWSSPDHFFNEGIGYCIVYDDLIVSVCFSGFVFENIHCIDIETIEEHQ
                     GKKLAQKITHSFVKDCLENNITPYWDCMELNKPSVAVVENVGFINVCNYVGYYFLFDE
                     "
     gene            complement(1816152..1816556)
                     /gene="arsC"
                     /locus_tag="DJ46_1947"
     CDS             complement(1816152..1816556)
                     /gene="arsC"
                     /locus_tag="DJ46_1947"
                     /note="arsC_pI258_fam: arsenate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="arsenate reductase"
                     /protein_id="AIK63859.1"
                     /translation="MENKKTIYFLCTGNSCRSQMAEAWGKQYLGDKWNVYSAGIEAHG
                     VNPNAIKAMNEVNIDITNQTSDIIDANILNRADLVVTLCSHADAVCPSTPPHVNRVHW
                     GFDDPAGKEWPEFQRVRDEIGERIKRFSETGE"
     gene            complement(1816582..1817622)
                     /gene="arsB"
                     /locus_tag="DJ46_1948"
     CDS             complement(1816582..1817622)
                     /gene="arsB"
                     /locus_tag="DJ46_1948"
                     /note="acr3: arsenical-resistance protein"
                     /codon_start=1
                     /transl_table=11
                     /product="arsenical-resistance protein"
                     /protein_id="AIK65723.1"
                     /translation="MKRLSFLDRYLTLWIFLAMAVGIGLGFVFPSVVDGLNTLQVGTT
                     SIPLAVGLIVMMYPPLAKVRYEEMGRVFKDVKVLVLSLVQNWIIGPVLMFVLAIIFLP
                     DKPEYMVGLIMIGLARCIAMVIVWNDLADGDKEYAAGLVAFNSVFQMLFFSVYAYVFV
                     TVIPEWLGIEGAIVDITMIEVAKSVFIYLGIPFIAGMLTRFVLVKLKGRQWYEKVFIP
                     KISPLTLIALLFTIIIMFSLKGEMIVSVPLDVVRIAIPLLIYFIVMFFVSFFMGRKIG
                     ANYPVTTTLAFTAGSNNFELAIAVAVGVFGIHSGAAFAAVIGPLVEVPVMIALVNVAF
                     WFKRKYFNDQLV"
     gene            complement(1817641..1818078)
                     /locus_tag="DJ46_1949"
     CDS             complement(1817641..1818078)
                     /locus_tag="DJ46_1949"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK65122.1"
                     /translation="MRYVHVGINVTNLEKSIKFYEKVFGVSPVKVKTDYAKFLLETPG
                     LNFTLNVRDEVNGNQVNHFGFQVDTAEEITLHKERLEKEGFFARDEIDTTCCYAVQDK
                     FWVTDPDGNEWEFFYTKAHSDVHKIEESSCCTTANEVAKNSCC"
     gene            complement(1818138..1818443)
                     /gene="arsR"
                     /locus_tag="DJ46_1950"
     CDS             complement(1818138..1818443)
                     /gene="arsR"
                     /locus_tag="DJ46_1950"
                     /codon_start=1
                     /transl_table=11
                     /product="arsenical resistance operon repressor"
                     /protein_id="AIK62637.1"
                     /translation="MAQDFQLYEKKFKALADQKRLEIMYELCQRGQTCVCDLTEIFEM
                     TQSKLSYHLKILLDAGLIVKETKGTWSYYDLNDAEVNNLLSEELCCIFRKTGKGSCC"
     gene            complement(1818771..1818890)
                     /locus_tag="DJ46_1951"
     CDS             complement(1818771..1818890)
                     /locus_tag="DJ46_1951"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62303.1"
                     /translation="MFERKALQLDCMILRLMINTTSPDEEVVIWSFENLNVVP"
     gene            complement(1818890..1819567)
                     /locus_tag="DJ46_1952"
     CDS             complement(1818890..1819567)
                     /locus_tag="DJ46_1952"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64351.1"
                     /translation="MFVSRKKKQVEQYFRCMSTICMDTYLLIHYFTKYEFTFIRDRIL
                     GKKFLKAQLRRFDCTEPEQLKEMIEWLLTEGSRQEFQTMYNQLTPLSEAQRKLLLPRQ
                     SNDEKMYVVNYSLHMLPDAGIAAFDYAWCICLSRIGKRLGYLSKKEAEYYMIQAAKLA
                     QNSYSDWHEYFLAFHIGSHFNKLDIEFISKDKYNIFYTLGMFRVKDSYVHTIAWKNDL
                     LTDMREG"
     gene            complement(1819580..1820860)
                     /locus_tag="DJ46_1953"
     CDS             complement(1819580..1820860)
                     /locus_tag="DJ46_1953"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK63559.1"
                     /translation="MSIWNTLEIEPTDDISVIKKAYAKLLKIHHPEDDPEGYQRLREA
                     FDQAVKSAKNMKDKLSIQIDEMNASDRELVFSPWTDSDAEIATTTIAEHPVYTFMESV
                     EMLYDNFFARIEQGNWEEILRSDVIWDVQYAAALQDQLIEFFLNHYHFPHSIWELIDQ
                     VFRFSEQRNDLVNEYGENTIQFLLERISGEKEMRYDIFEKTADLDFELYFYIREEIQR
                     KLIANELEDVKEELDRAFAMYQRDPELLRMQGIYYLRIDNKEKALQAFSNILLIDKDD
                     PDALLYRARIQHNLGQFHDAIKDCEHLLSVYPEHMDAMFMMTKCLEKAGEIEKAEKIV
                     QDAFQIDRNHVEFLSYFNSFLAQSGKKPNKPGVTMAYVFGWILMYSGMFLRRTWVYIL
                     FFILAIITRLPFKYILLLPVVWEAWKFYRLKIKI"
     gene            complement(1820860..1822560)
                     /locus_tag="DJ46_1954"
     CDS             complement(1820860..1822560)
                     /locus_tag="DJ46_1954"
                     /codon_start=1
                     /transl_table=11
                     /product="hsp70 family protein"
                     /protein_id="AIK62716.1"
                     /translation="MAIIGIDLGTTNSLVATWSEDGATLIPNVLGEFLTPSVVSVDET
                     GEILVGRIAKERLITHPQLTAATFKRFIGTEKKYELGTYTFSSEELSSFVIKSLKQDA
                     EAYLNEEVTGAVISVPAYFNDTQRKSTKRAAEIAGLTVERLISEPTAAAIAYGLYQEE
                     SETKFLVFDLGGGTFDVSILELFEGIMDVKSIAGDNYLGGEDFTRSLMTFFLESHQLD
                     PDSLDSKTLSLIYTQAERCKLTLCNESAATMNVVIQNQTYETSINRGEFEKIVTPLLL
                     RLRYPIERALRDASLNPNDLDAVILIGGATRMPLVKSVISKMFGRMPYANINPDETVA
                     LGAAIQVALKERNKALEEVILTDVCPYSLGTSVVQEFGDGKSESGYFFPIIERNTPIP
                     VSKVERLYTVKDKQQFITIDVYQGENRRVVNNLKLGELKIKIPPAPAGNESVDIRYTY
                     DINGILEVEVISTSTGEKKRTIIQQNAGNLTDAEIEKRLLELRDIKIHPRDREENRLL
                     LAKCERLYEELLGDERKKISILLQQFESVLTTQNDKKIKEASSILKEHIESMERWANR
                     "
     gene            complement(1823068..1823343)
                     /locus_tag="DJ46_1955"
     CDS             complement(1823068..1823343)
                     /locus_tag="DJ46_1955"
                     /codon_start=1
                     /transl_table=11
                     /product="major facilitator family transporter"
                     /protein_id="AIK61088.1"
                     /translation="MAILTIGELIRSPVVHSFVSKYALENARGQYMEASNLQFTIGRF
                     IAPIMIVFSTWLSPIVVFGIILLCALVSAVFYVKVFRMISNTTMHNE"
     gene            complement(1823648..1824412)
                     /locus_tag="DJ46_1956"
     CDS             complement(1823648..1824412)
                     /locus_tag="DJ46_1956"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK66081.1"
                     /translation="MKNLDGKVALVTGASRGIGRAIAMRLANDGALVAIHYGRNKQAA
                     DETIREIESNEGKAFLIEADLNSIDGVKKLVEQLKNELQIRVGTSEIDILVNNAGIGT
                     QGTIENTTEEIFDEIMAVNIKAPFFLIQQTLPLLRAEGRVINISSAEVRLGFTGSIAY
                     GLSKGALNTMTLPLAKHLGERGITVNTIMPGYTKTDINAKLLDDPEIRNFAANSSVFG
                     RIGQVEDIADAVAFLAASDSRWVTGQIIDVSGGFCL"
     gene            1824580..1825020
                     /locus_tag="DJ46_1957"
     CDS             1824580..1825020
                     /locus_tag="DJ46_1957"
                     /codon_start=1
                     /transl_table=11
                     /product="asnC family protein"
                     /protein_id="AIK63406.1"
                     /translation="MQNAVKLDEIDHKIMNLLYENARISVSEIGRIISMTQPAVKERI
                     NKLEDQGVIAAYRTKFEPSKINKNIQAFIMFKTSQCSDFIQYCNAAPEVTDLYRISGE
                     FNYMMKVMSDSMDSLAAFLDSLMQFGLSSPLIVLKSEFEEKLSF"
     gene            complement(1825087..1826292)
                     /locus_tag="DJ46_1958"
     CDS             complement(1825087..1826292)
                     /locus_tag="DJ46_1958"
                     /note="amidohydrolases: amidohydrolase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK65366.1"
                     /translation="MGATGVASQRKTIEESIERNKEKYIETSHDIHANPEIGNQEFYA
                     SRTLSLLLGSAGFQLQHNIAGHETGFIARKSSGKQGPAIAFLAEYDALPGLGHACGHN
                     LIGTISVAAAIALSETLEEIGGEVVVFGTPAEEGGPNGSAKSSYVKAGLFKNIDAALM
                     IHPSGKTATTSPSLAVDPLDFHFYGKTAHAAASPEEGINALDAVIQLYNSINALRQQL
                     PSDVKIHGVITEGGKAPNIIPDYAAARFFIRAATRKRCAEVTEKVKNIAQGAALATDT
                     KVKIHQFQNEIDELLVTKTYNDVVAEELELLGEDVNRKERFGIGSTDAGNVSQVVPTI
                     HPYIKIGPDDLIAHTNEFREAARSELGDKALITSAKALANTAYRLITEEGLLEKVKEE
                     FREAQRNQG"
     gene            complement(1826558..1828867)
                     /locus_tag="DJ46_1959"
     CDS             complement(1826558..1828867)
                     /locus_tag="DJ46_1959"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AIK64312.1"
                     /translation="MFGEKEGDYTMNTPTQTPSLSETMKEWHYALAYEIKHWKTIGGS
                     KISIMNGRFLYTDYESTVYVFQLISEVSLPEGSPIRIEFDGEEATGEVLSVHGLEIEL
                     KLNDYIQGEIREAVLYSEPWQLLEQLQERLKEARKDKLKRNRIKRLVDGTSSPKHIEK
                     MKNPKNELAYRAFYNPTTYVWGPPGTGKSYNLSRIISAHYQKGKSVLVLAHSNAAVDV
                     LMSEVTKQIEKKKKWTPGEIVRYGYSQHEHIRNHETLLASKLVETTNGSWGEERLYLE
                     ETRQELREKILSYKATSADKKRMQEIESDLRKQRAKIKEVEKEYIENAKVIGATLSKC
                     AIDSLIYERTFDLVVVDEVSMAFVPQIALAASLGKRIVVCGDFLQLPPIAMANHELVR
                     KWLGEDMFYHAGIVESVNKSEAHPNLFMLQEQRRMHADISKFTNSFIYKNRVYDHPSV
                     SERKELAQLQPFANEASVLFDTSQMGAFSLKDAASGSRFNIMSGLVAMQMMLIGLLDG
                     VQSIGIVTPYRAQSRFLSTCIREMLQRTKYQNIPVLAATVHKFQGSERDMMIFDTVDS
                     YPQERPGVLFFDHKNHRLVNVAVTRARGKFIQLSDCHYMCKNLSRKQALSQLTAHIER
                     HGDVYDRTTSRQLWERKISKRLRWFMEMNLEEPKGLLKDILAAKRKIVISLPSTKQVD
                     KRVWQALMRTNAQITVYSDGPVPLKNVKLQRQNKAFPFIVIDDEIFWAGAPLTSQMMF
                     EGSTEFPYVCARLQAPETIGVLKGFLDIR"
     gene            1828979..1829371
                     /locus_tag="DJ46_1960"
     CDS             1828979..1829371
                     /locus_tag="DJ46_1960"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK64330.1"
                     /translation="MPVRRIEHVGLMVADLETSITFYEKVVGLQLIKRMGHPNPDLKL
                     AFLGVEESKETILELIEGYNSSLPAEGKVHHICFKVDSLEDEIERLKKHAVTFLLGEE
                     IETLPDGTRYIFFAGPDGEWIEFFETKR"
     gene            1829507..1829704
                     /locus_tag="DJ46_1961"
     CDS             1829507..1829704
                     /locus_tag="DJ46_1961"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62362.1"
                     /translation="MVNTVFIIVFGIPILFPILYVIKKKDWNIKTAALFVGRILLSIV
                     YFINGMVLGRTFPMKQNDLFS"
     gene            complement(1829715..1830236)
                     /locus_tag="DJ46_1962"
     CDS             complement(1829715..1830236)
                     /locus_tag="DJ46_1962"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61315.1"
                     /translation="MSISVSDELQLFAQEIQSFLFPNTLRDLARDVGFVQRTSKYQTK
                     DLVALCIWMSQNIATTFLAHMKEEIIPVLMDVIKTNNIPAIREAIDAIGFICFYNKIH
                     SNTQIIDALILCLGNNFNDNIILWKLVRAFESFNDINVIKILMEIEQNDSQLVIRNEA
                     KRSLKIINNRTNN"
     gene            complement(1830376..1830849)
                     /locus_tag="DJ46_1963"
     CDS             complement(1830376..1830849)
                     /locus_tag="DJ46_1963"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64187.1"
                     /translation="MRNNFQIVALQEKEFNNLFLMNEEVLKSIGAVKIIANKNPGYPC
                     RISLKDAEVGEEVILLNYQYHSVNSPYKASGPIFIRKGATTAKLDINEIPHMLHHRYL
                     SVRGYNADSMMVEARVTEGVNVRENIDGIFDNKEVEYIYILNAKPGCYNCLVNRV"
     gene            complement(1831113..1831708)
                     /locus_tag="DJ46_1964"
                     /note="helix-turn-helix domain protein;metal binding
                     domain of Ada family protein"
                     /pseudo
     gene            complement(1831692..1832978)
                     /locus_tag="DJ46_1966"
     CDS             complement(1831692..1832978)
                     /locus_tag="DJ46_1966"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK61996.1"
                     /translation="MKNKAIGLFQGIALYISAILGSGVLFLSGVTASIAGPASIVSWF
                     IVIIISFPLAYSFASLARIFPDSGGAATFVRNSFGYHLGNIVGWFYFVTAAVGQTIVS
                     LTGAFYVSQAFGFSHFETILIAVFILVIAGVSNYYGVNVSGKVALILSSLLLILFASA
                     VFVAFPRIQWGNFNPFVPNGWFSVGNAITVIFWSFFGWEAICNLAEHFKRPEKDIVKG
                     AVISAVVIGLLFLALSLVTIGTATYGSQESNLSPIGVIMGDTVGGGAKVVTAVLALII
                     CTGTANAFVASLTQLGYSLSRDGAFPKFFSRLHATTQIPRQMVLFVICFSVAGVLVTK
                     ALSLTFDDILFIPTSLGILVYVLSMAAGVKLFRKNTPAWWASLISFILCLLVIPFFQL
                     YIFVPLIVVAIYTIYMILSNKIFAYKGGLKSNEGSK"
     gene            complement(1833394..1835469)
                     /locus_tag="DJ46_1967"
     CDS             complement(1833394..1835469)
                     /locus_tag="DJ46_1967"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK64101.1"
                     /translation="MENKLSGVLAATLALTMSLPTGAIASSSSKTPVVSSQEVASKDL
                     EKIAAENAALLTKSYETTSVQYALIDNGKLILSGQTGKNDIEGKEPLTKDTLYGIGST
                     SKVYTAAAVMKLVDEGKVDLDASVTRYIPEFKMKDERYKRITPRMLLNHSSGLQGSTL
                     NNAFLFKDNDVYAHDILLQQLSNQNLKADPGAFSVYCNDGFTLAEILVERVSGMSFTE
                     FLHQKFTEPLKLNHTITSQDKWEDEKRAGQYSPTYQGQLPSEMVNVIGTGGISSTAED
                     VVRFSQIFMGQGKEILSNKAVKAMEQEEYKKGMWPGDSGNVFNYGLGWDSVKLYPFSE
                     YGIKALTKGGDTMLQHATLVVLPEQKMAAAVLSSGGSSMTNQLLANKLLLARLKEKGT
                     IKDIKPDRSFGKPVKAKVPQDVVKKAGFYGNSYSHFKIEITKKGELFLPTKPEEKYVY
                     TADGSFINEKGTSKLNFVTEKNGKVYLRESAYELSPGLGQNVLTHYLAQKLENNVLPK
                     KTAAAWAKREGGKFYLVNEKFNSINYLGQQIPLNTQITLKDGYWDGKKITGPNTATHQ
                     IQIPVMNGRDTKEAHFYTEDGTEYMEMSSFLYVSESNVKSLDTGQLSKVTLQKSGHAK
                     WFTIPQEAAGKTMNVELPSGSSFAVYDENGVCVNFSVVSNNNKVKLPENGTVVFAGAP
                     NSEFTVALN"
     gene            complement(1836898..1837203)
                     /locus_tag="DJ46_1968"
     CDS             complement(1836898..1837203)
                     /locus_tag="DJ46_1968"
                     /codon_start=1
                     /transl_table=11
                     /product="putative monooxygenase ydhR"
                     /protein_id="AIK65411.1"
                     /translation="MAYLLQVDFPFEGPFGEEMEKGFWDLAKSINEEEGFHWKIWTEN
                     QETKEAGGIYVFEEKQDAEKYAEMHKNRLEAAGVKDIRVRIFNINEKLTELNRGYTK"
     gene            complement(1837421..1837714)
                     /locus_tag="DJ46_1969"
     CDS             complement(1837421..1837714)
                     /locus_tag="DJ46_1969"
                     /codon_start=1
                     /transl_table=11
                     /product="doxX-like family protein"
                     /protein_id="AIK66060.1"
                     /translation="MTGTKIISGKMADEFKRFGLPSFFNFLTGAFEIVGAIGMLIGIW
                     VPMAALLAGLLLGGTMLAAALTLIVLARDPFKKAIPALVLFVLSLGISLYHIF"
     gene            complement(1838096..1838515)
                     /locus_tag="DJ46_1970"
     CDS             complement(1838096..1838515)
                     /locus_tag="DJ46_1970"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK61132.1"
                     /translation="MNLHDLIGYLVHRTDVKMTNYFTKKLKPFGVTPEQWGIISVLCS
                     QRATTQKELAEAIDKDQTTVVRMIQSMERKGIVKKALNEQDRRSHNLFLTEKGDELKK
                     TILPVVTDAHHFVTSNLSEEEIKVLQSLLNKLYDTRY"
     gene            complement(1838798..1841995)
                     /gene="cyp102A1"
                     /locus_tag="DJ46_1971"
     CDS             complement(1838798..1841995)
                     /gene="cyp102A1"
                     /locus_tag="DJ46_1971"
                     /EC_number="1.6.2.4"
                     /note="P-450/NADPH-P450"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional reductase"
                     /protein_id="AIK61193.1"
                     /translation="MDKKVSAIPQPKTYGPLGNLPLIDKDKPTLSFIKLAEEYGPIFR
                     MQTLSDTIIVVSGHELVAEVCDETRFDKSIEGALAKVRAFAGDGLFTSETQEPNWQKA
                     HNILMPTFSQRAMKDYHAMMVDIAVQLVQKWARLNPNENVDVPEDMTRLTLDTIGLCG
                     FNYRFNSFYRETPHPFITSMTRALDEAMHQLQRLDIEDKLMWRTKRQFQHDIQSMFSL
                     VDNIIAERKSSENQEENDLLSRMLNVQDPETGEKLDDENIRFQIITFLIAGHETTSGL
                     LSFAIYFLLKNPDKLKKAYEEVDRVLTDSTPTYQQVMKLKYIRMILNESLRLWPTAPA
                     FSLYAKEDTVIGGKYPIKKGEDRISVLIPQLHRDKDAWGDNVEEFQPERFEELDKVPH
                     HAYKPFGNGQRACIGMQFALHEATLVMGMLLQHFEFIDYEEYQLDVKQTLTLKPGDFK
                     IRIVPRNQTISHTTVLAPTEEKLKNHEIKQQVQKTPSIIGADNLSLLVLYGSDTGVAE
                     GIARELADTASLEGVQTEVAALNDRIGSLPKEGAVLIVTSSYNGKPPSNAGQFVQWLE
                     ELKGDELKGVQYAVFGCGDHNWASTYQRIPRYIDEQMAQKGATRFSTRGEADASGDFE
                     EQLEQWKQRMWSDAMKVFGLELNKNMEKERSTLSLQFVSRLGGSPLARTYEAVYASIL
                     ENRELQSSSSERSTRHIEISLPEGATYKEGDHLGVLPINSEKNVNRILKRFGLNGKDQ
                     VILSASGRSVNHIPLDSPVRLYDLLSYSVEVQEAATRAQIREMVTFTACPPHKKELES
                     LLEDGVYQEQILKKRISMLDLLEKYEACEIRFEPFLELLPALKPRYYSISSSPLVAQD
                     RLSITVGVVNAPAWSGEGTYEGVASNYLAQRHNKDEIICFIRTPQSNFQLPENPETPI
                     IMVGPGTGIAPFRGFLQARRVQKQKGMNVGEAHLYFGCRHPEKDYLYRTELENDERDG
                     LISLHTAFSRLEGQAKTYVQHVIKEDRIHLISLLDNGAHLYICGDGSKMAPDVEDTLC
                     QAYQEIHEVSEQEARNWLDRLQEEGRYGKDVWAGI"
     gene            complement(1842581..1844059)
                     /locus_tag="DJ46_1972"
     CDS             complement(1842581..1844059)
                     /locus_tag="DJ46_1972"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK63415.1"
                     /translation="MSETLHKRKPPYVMLVILFIGAFVSFLNNSLLNVALPSIMKDLD
                     IKDYSTIQWLSTGYMLVSGILIPASAFLITRFSNRSLFITSMMIFTLGTALAAVAPNF
                     GLLLTGRMVQAAGSSVMGPLLMNIMLVSFPRGKRGTAMGIFGLVMITAPAIGPTLSGY
                     IVEYYDWRLLFEMILPLAIISLLLGIWKSENVMRQNKNAKLDYLSLLLSSIGFGGLLY
                     GFSSASSDGWTNKVVVTTLILGAIALIAFIIRQLKMNEPLLDLRVYKYPMFALASVIA
                     IVNAVAMFSGMILTPAYVQNVRGISPLSSGLMMLPGAVIMGIMSPITGKLFDKYGPRI
                     LGIVGLSITAVSTYMLANLQLDSSHTHTILIYTLRMFGMAMVMMPLMTNGLNQLPTRL
                     NPHGTAVNNTAQQVSGSIGTAILVTIMNSVTKTKAESLMAHVDPTSFTEATKIMLTQK
                     ALLSGIQHSFYVALGMNVVALLLVFFVKRVDTSPEAVERLNR"
     gene            1844484..1845086
                     /locus_tag="DJ46_1973"
     CDS             1844484..1845086
                     /locus_tag="DJ46_1973"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64780.1"
                     /translation="MNQYWYVNSKGNEEHYNHQISMSSLYVQPKITKADEMSGLKISE
                     NWSCRFYPVGWDSPVNYTGFNPQTLPFSSGHPTHYAGMIPQGQPANWTPFPGHTGFNF
                     QKPPFPWAQPFNHTGMFAQGHLAALLSPPAKAFKFNINNGGIFGNSPGWGGQISPMGW
                     GNNGGYGQPGMLGNLLTVGKGTMNGIGMLSSLMGMGKFFF"
     gene            complement(1845327..1845866)
                     /locus_tag="DJ46_1974"
     CDS             complement(1845327..1845866)
                     /locus_tag="DJ46_1974"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63065.1"
                     /translation="MNVIAWLIVACEIGFWVVITLGLLTRYILKKNKLGLFFLALTPV
                     IDLILLVVTGVDLYRGATATQVHAIAAIYIGISIAFGRSMIEWADIRFQYYVMKQGAK
                     PVKRFGMDYAKHYFKSWGQHVLAFLIGAGILFVLIYLINDSSRTEVLAGFLKVWTLVL
                     GIDLLIAISNFIWPKRKKG"
     gene            complement(1846212..1846535)
                     /locus_tag="DJ46_1975"
     CDS             complement(1846212..1846535)
                     /locus_tag="DJ46_1975"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61015.1"
                     /translation="MLKHKKKIMISVIAILVSGIAIVGGYYGMGYNYAKKNENYTEKQ
                     VREISLAHTNGEIMNVKKEFELEDDSLTQSTFEYEVEIKTPENLLNVLKVSARTGVIE
                     IDNED"
     gene            complement(1846556..1847026)
                     /locus_tag="DJ46_1976"
     CDS             complement(1846556..1847026)
                     /locus_tag="DJ46_1976"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61960.1"
                     /translation="MRKWMLIGAISCLLLTACSTQADNNTEVQQLKVENDKLQKEVAQ
                     LQQEPQKTLPAANDSKQIQDFKNEVSSIVEKANNTKPVGVKEDNLNTYLAVKKEIDQL
                     DDKIDLSDNQLEADYRAGTITIEQYQTQEREHDILEDQLEQAENALEARFGIED"
     gene            1847202..1847876
                     /locus_tag="DJ46_1977"
     CDS             1847202..1847876
                     /locus_tag="DJ46_1977"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK63782.1"
                     /translation="MRVLIVEDEQDLQNILVKRLNAEHYSVDACGNGEDALDYINMAT
                     YDLIVLDIMIPGINGLQVLQKLRADNHTTSVLLLTAKDTIDDRVKGLDLGADDYLVKP
                     FAFDELLARIRVLMRRKTGNTSNVFEIADLVVDCNMHKVTRGDQVITLSSKEFAILEY
                     MIRNKEVVLTRDKIEQHVWNYDYEGGSNIIDVYVRYLRKKVDSQFETKLIHTVRGTGY
                     VLRVES"
     gene            1847873..1849246
                     /locus_tag="DJ46_1978"
     CDS             1847873..1849246
                     /locus_tag="DJ46_1978"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK61532.1"
                     /translation="MKRLSIKMRVTLWYTGLIVIIMALVLAFILTSSDKVLLFNMKNQ
                     LKSTVKESVEDIEYKHGQLKMDDDFETFEDGVNIIIYNKQSELLAGNSPTSFNKKISL
                     KSDEIQIIKDGNKEWIVYDFLHNADGGEQVWVRGIMTMSRLSSTMNTLIVLTLISFPL
                     LILIAAVGGYFITQRAFRPVQQMSDSASKIGDGKDLSKRINLKGSPKDEMYHLAQTFD
                     KMFERLETSFESEKQFTSDASHELRTPTSVIISQCEYALSQRNNPKEMEESLEVILKQ
                     SRKMSALISQLLLLARADQGNDNTFQFECINMSELTEIVVEELSLMVQEASIDITTHI
                     EEDLFIKADQTLMMRLLMNLLTNAIAYSKANGTVHMQLFRDETNIIGKVSDNGIGISE
                     QHITKIWDRFYRVDAARTSSNIGNTGLGLSMVKWIVELHGGEITVESGLGEGSTFTFK
                     LPIEKQA"
     gene            complement(1849529..1849744)
                     /locus_tag="DJ46_1979"
     CDS             complement(1849529..1849744)
                     /locus_tag="DJ46_1979"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61351.1"
                     /translation="MNWKKGGLWVIIFFVVKGTISTLLIVTGAKYFDLSFMQLIVLIL
                     ILLVISLISRKLLYRRKQNKKQKELNI"
     gene            complement(1850069..1851514)
                     /locus_tag="DJ46_1980"
     CDS             complement(1850069..1851514)
                     /locus_tag="DJ46_1980"
                     /codon_start=1
                     /transl_table=11
                     /product="L,D-transpeptidase catalytic domain protein"
                     /protein_id="AIK66370.1"
                     /translation="MNNNTVNESVEEVEKKRVRSKKRFTNWKLIAAGGGVIALLIGGM
                     SYYQATHFNSNVTINDTKVGGMSADEAIQKLKTSGLANKVYIDQQQILDEKETKTELT
                     EKDLPQVKKLLKSQWTFFPSSKEKDYSLLPKKAEQYRSETMKKLVEEKLVSMNEKLKA
                     PQDAMAKLEQGKIVISKSVDGKQYDVTSLLKDYDKQKHKSEIHLKSAYIQPIKENDPI
                     IKKEEKALQNLLTQSVDYKVQNEVYSLKAKDLIQNASMSKDMKVTIDASEIKNKVAEI
                     NKDKSTLHKDFAFKTHSGSVISVKGQGYGWALDVEKETKQVGQAFEKGEKSLSASNIH
                     GNGWEKEGIGYKTTSNNGIGDTYAEVSIADQQIWIYKDGKLVVTTNVVTGKHSTGEDT
                     SPGVWYVLYKRTPYTLRGSAVGKADYAVKVDYWVPFTNSGQGFHDAGWRKDWGNNAYL
                     TGGSGGCVNLLPNVAKTVYDSLNTYDPVIVY"
     gene            complement(1852468..1852887)
                     /locus_tag="DJ46_1981"
     CDS             complement(1852468..1852887)
                     /locus_tag="DJ46_1981"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK65215.1"
                     /translation="MKGRNVSVVFIAIVIFIIAGCSNMIGNEDQTIKVQKHVDDTYED
                     LKVVTDNKQVQQVKKILNDAHFENKKVQMSRPADYHFVFQFKNPKIEAKATLYQIWVI
                     PNKDKIEIIAGNSQYVQLEGKNAATLFQIITGEKLVE"
     gene            1852988..1853278
                     /locus_tag="DJ46_1982"
     CDS             1852988..1853278
                     /locus_tag="DJ46_1982"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62900.1"
                     /translation="MQLKTYTWKSYTLLIVSIFVTINLFLFTPLLDSVGIEYVVPFAY
                     FILASAVIAILLAIISFCSRDEKKILAIIGLCFTLFNTAIILFFLWFGYHFT"
     gene            complement(1853447..1854442)
                     /locus_tag="DJ46_1983"
     CDS             complement(1853447..1854442)
                     /locus_tag="DJ46_1983"
                     /note="ACC_deam_rel: pyridoxal phosphate-dependent
                     enzymes, D-cysteine desulfhydrase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal phosphate-dependent enzyme, D-cysteine
                     desulfhydrase family protein"
                     /protein_id="AIK64873.1"
                     /translation="MNLAKFPRKKYTESYTPIEKLNNFSEALGGPTIYFKRDDLLGLT
                     AGGNKTRKLEFLVADAQAKGADTLITAGGIQSNHCRLTLAAAVKEKMKCILVLEEGLE
                     PEEKPDFNGNYFLYHLLGAENVIVVPNGADLMEEMHKAAKEVSEKGNTPYVIPVGGSN
                     PTGAMGYVACAQEIIAQSFDQGIDFSSVVCVSGSGGMHAGLITGFAGTQSNIPVIGIN
                     VSRGKAEQEEKVAKLVDETSAHVGIPNFIPREAVTCFDEYVGPGYALPTPEMVEAVQL
                     LAKTEGILLDPVYTGKAVAGLIDLIRKGTFNKEDNILFVHSGGSPALYANTSLFA"
     gene            complement(1854795..1855394)
                     /locus_tag="DJ46_1984"
     CDS             complement(1854795..1855394)
                     /locus_tag="DJ46_1984"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63718.1"
                     /translation="MSGSRQSPYLQDYLNVDKLYDILKDYPQVVFFTSHTHWDLNLPD
                     WAGKKKIAGGDKKGFTVVNTGGIETGWMSAGPNGGEKTAPDGYSFKQGLQVKAYGSDV
                     MVTAYDYKRDKEIKKLLISNSKIAQMAPNVTADDSKNIIIGATEYMEYSVKGTNEWLT
                     YNPGNPPKFDGDKIVYVRHKGEMNLEPGLTQLLRFSANK"
     gene            complement(1855449..1856027)
                     /locus_tag="DJ46_1985"
     CDS             complement(1855449..1856027)
                     /locus_tag="DJ46_1985"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK62164.1"
                     /translation="MKKTVASLAVMAALLPTFSVYAEGKEQVRKSATTFNVISDIQGD
                     LGDFDHVLKDMNKVTPLSRALIMNGDITPTGQQSQYDDVKRVLNKNKHPENVWSTVGN
                     HEFYAGKWTADGKLSQSTWPNGVTEETLFNRYLQFSGQEKVYHKKELDGYPLLFLGTE
                     KYMKYHDSKMWDEVYMSDEQLGWLKQNLEEYS"
     gene            complement(1856224..1856697)
                     /locus_tag="DJ46_1986"
     CDS             complement(1856224..1856697)
                     /locus_tag="DJ46_1986"
                     /codon_start=1
                     /transl_table=11
                     /product="putative penicillin-binding protein"
                     /protein_id="AIK63011.1"
                     /translation="MVILTNGEGGIDLRQDIYHAWIEYETGKLPESYFSLAEQRKTNF
                     ITSIVIGATLSIYLLLFVIRLYKGRRTFIFKQEKKSYIGLVVRTFLLVVTAVLIFCAA
                     YLWRVFSLNSGNTINFILIMAWIITLLISGFFPKIKSNKKQRMKRKKLTSKFTCM"
     gene            complement(1856691..1857548)
                     /locus_tag="DJ46_1987"
     CDS             complement(1856691..1857548)
                     /locus_tag="DJ46_1987"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK66177.1"
                     /translation="MHEGRIAYTLNYGYVDKKAKKAVSDDTLFQAGSISKNLTAWGIL
                     HLVDEGRLLLDDPVGKYLTKWKLPNSEFNNNEVTIRRLLSHTAGLSAHKGYLGVAPGK
                     HLDSIEESLSGKGWLNEAVEVTNKPGSETIYSGGGYTILQLVIEEVTGIPFDRYMEEQ
                     IMKPLGMKSSSFLQRPENHNLSKAYGYFGEELPSYQFTEQAAAGLKTNVTDMMTLILA
                     SMDANNKGNGVIKSERVEEMQKPILGENGLGIFEKNYLINGNYFIILVTIEAGILFMV
                     LFLIQRMDW"
     gene            complement(1858182..1858475)
                     /locus_tag="DJ46_1988"
     CDS             complement(1858182..1858475)
                     /locus_tag="DJ46_1988"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62901.1"
                     /translation="MLLLKILLFGLIVISKMYVIKFQSSDEANDERGREILYKTNNAL
                     YNILYLGILAIIVLQLIDIIPLQFLPDLLLYFALSLSVLGSIFIFINRNSKNY"
     gene            complement(1858481..1858681)
                     /locus_tag="DJ46_1989"
     CDS             complement(1858481..1858681)
                     /locus_tag="DJ46_1989"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK62448.1"
                     /translation="MLHNKIVVCRAEKGWTQEELATRVGVSRQTIATLEKNKYNPSLI
                     LAFKIANAFEKPLTDVFDYLEE"
     gene            complement(1859019..1860164)
                     /locus_tag="DJ46_1990"
     CDS             complement(1859019..1860164)
                     /locus_tag="DJ46_1990"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63542.1"
                     /translation="MIQLHDVHSLHSIDWESKKDGAYVRDSFLPFFQKGITAFIENVN
                     TQLFLLEVDDLILPVTLNNAEFENSYVCSPYTHYISYALEELWELKKPWLEKLLTYPI
                     HLMGNWLRRTNINKVIVVNNWMLSTNLYHSINEQQIEQITKVLVEKFPEHTILFRSLN
                     NKLYPATTEALSTVGYNKIMSRSIYLFDPKHYKKMNRKKRKDLLNDKSLLEKSNYEII
                     TNEELTKDDILQISQLYNQLYIEKYSAHNPMFTPAYLWNALQHRLFEIKAIKKGDTID
                     GVIAYFIRDGVMTTPILGYHTNSDQQQGLYRILSLLITMDSIEKDLICHCSAGAGEFK
                     RNRGATQQIEYSYVYNAHLPPSQQKVWKVLMWILNTYIEPMAKKHRF"
     gene            complement(1860161..1861498)
                     /locus_tag="DJ46_1991"
     CDS             complement(1860161..1861498)
                     /locus_tag="DJ46_1991"
                     /codon_start=1
                     /transl_table=11
                     /product="putative coenzyme F390 synthetase"
                     /protein_id="AIK66268.1"
                     /translation="MNKLRILKQYLKTKYGLRFSNRKQLEQFHKRQIEKQLLFTIEAS
                     PFYRQLYKPFLHEIEKGNLSALPIIDKEVMMEHFDTLNTVHISKKEAFHVAFEAEKTR
                     NFSPTICNITVGLSSGTSGNRGVFLVSEEEQTLWAGSIIGKVLPSSILHKHTIAFFLR
                     ANSNLYEATKNKRISFHFFDLLDSFQQHITRLNEVKPSILIAPPSMLRKIAYWQQEGL
                     ITICPKKIISVAEVLEDIDRDFISATFKQTVHQVYQCTEGFLATTCKQGTLHMNEDLV
                     HIEKEYLDQEKGIFVPIITDFMRKTQPIIRYRLNDILIEKKTPCSCGSPFLALERIDG
                     RCDDIFIGISEVDHSEIFIFPDFIRRAILFASSDIQEFKVIQHSVDKIEMKLKALPEN
                     LELCQSKVMQELHTLWSTKKCAIPHFFFSHYDIQVYDKKLKRIESFVRRGEHK"
     gene            complement(1861491..1862342)
                     /locus_tag="DJ46_1992"
     CDS             complement(1861491..1862342)
                     /locus_tag="DJ46_1992"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK61717.1"
                     /translation="MKIKSLKLYDTGYCTHPEKIAYSKGSWKQICFPATVGLLQHPEL
                     GYILFDTGYAEHFKEATKKFPYSVYAKLTPVHFTEEQSIKQQLLLDGIQPEEIKYIIL
                     SHFHGNHTAGLPDFPKAKILTFAKAYEDIKKRSKFGALLKGCLKDTLPVDLEQRMSFI
                     DQTPSLNLPSTYGKFEEGYDVFDDGSLFAVDLTGHATGQFGIFVHLQSNKIVFLCADA
                     VWLSKTYQNLFFPSKVANLLTSDPKSYRKNIEKLYHLSQTSPEIEIVPTHCEHTWDKI
                     KAGVYYE"
     gene            complement(1862339..1863325)
                     /locus_tag="DJ46_1993"
     CDS             complement(1862339..1863325)
                     /locus_tag="DJ46_1993"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AIK66115.1"
                     /translation="MKMLVTGGTGFLGQKLAFRLKNMGYEVTATGRNKTIGKVLEQNG
                     IKFVHCPLEDRERVLQVCKDKDYIFHSGAHSSPWGKYEDFYNANVLGTKHIIEGSQKY
                     GIKRLIHVSTPSIYFYYDERQNVVENAKLPDTFVNHYATTKYMAEQAIDQAFAHGLPV
                     ITIRPRALFGPGDNAILPRLIKVCEKGALPRIGTENVLVDITYVENVVDALLLCMHSP
                     KHTLGQKYNITNDERINLYEVIENVMKRLDKEVRYKKISYKTAFTLAAILEGISKTIL
                     FGKEPILTKYTVSVLSKSQTLSIDKAKEELGYAPKVSIEEGITKFVDWWKTQ"
     gene            complement(1863402..1864484)
                     /locus_tag="DJ46_1994"
     CDS             complement(1863402..1864484)
                     /locus_tag="DJ46_1994"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-grasp domain protein"
                     /protein_id="AIK65442.1"
                     /translation="MNTKKTVLITGARAPATLHLCRLFHNAGHTVIIADSIPYPLSKV
                     SKSTDYFYEIPSPKWKTNESIRALLSIIQRHNVDLLIPTCEEVFYISKYKEELSAFCH
                     VLVDDFQKLLLLHNKWEFIQFVESLGWQVPATYRINNEEAIRSMMHKTPAHTPFVLKP
                     IYSRFSDKVEFMTKEAALKESMIHKSNYIMQEFIQGTQHCSYSIAQSGEVLAHSTYKT
                     EFTAGLGATIAFQPINHSKIAQFVTHIVKELNFSGQIAFDFIVTENGDAIPIECNPRT
                     TSGLHLFDEEILPAFFNEKVNNAFIPKQNSECAIRLAMLLYGFPYLKSKQKRKRWLKV
                     LCSYPDIVYRHNDWKPFFISFLACTN"
     gene            complement(1864474..1865463)
                     /locus_tag="DJ46_1995"
     CDS             complement(1864474..1865463)
                     /locus_tag="DJ46_1995"
                     /codon_start=1
                     /transl_table=11
                     /product="FAE1/Type III polyketide synthase-like family
                     protein"
                     /protein_id="AIK62796.1"
                     /translation="MKRYISIKGIGTYLPKRKVDSLEIDQMLDVPEGWTLKKAGVKTR
                     YFVDGETSSYMGAEAAKKAVEDAKLTWDDIDCIICGSGTIQQAIPSTASLIQEQLGLQ
                     HSGIPCFDINSTCLSFITALDTISYAIECGRYKNVVIISSEISSVGLNWGQNESSILF
                     GDGAAAVVITKGDHSSSIIASHMETYSSGAHLSEIRGGGTMIHPREYSEERKEDFLFD
                     MNGRAIFKLSSKYLMKFIDKLLMDTGYSLADIDLIVPHQASGPAMRLIRKKLGVDEER
                     FMTIFEDYGNMISASIPVALFEAIKQKKVQRGNKILLLGTSAGLSIGGILLEY"
     gene            complement(1865895..1866809)
                     /locus_tag="DJ46_1996"
     CDS             complement(1865895..1866809)
                     /locus_tag="DJ46_1996"
                     /note="methyltransferase, TIGR00027 family protein;
                     mthyl_TIGR00027: methyltransferase, TIGR00027 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase, family protein"
                     /protein_id="AIK65392.1"
                     /translation="MKKGEASITSLVSAFGRAYHSEFDNPKIFDDYVAKEFISQKERN
                     DIEMNMVQGIHFFNTDIAQQFQDNPQEILKWITQVQLSPTPLARAAYCERVLLHEVAL
                     GAKQYVILGAGIDTFSFRHRELENKIEIFEVDHPSTQQFKKERIEEAEFEIPNNLHFI
                     SMDFTKGFSYEQLQNEGFENKKTFFSLLGVTYYLTKEELSSLIECLFVMVPEGSSIVF
                     DYPDENLFTEKGLSNRVENMVKMAAIGGEPMKSCFSYAEMEALLEKAGLLIYEHLSPE
                     DINTFYFEGRNDYLKAFETVHYVHAVKK"
     gene            1867030..1867611
                     /locus_tag="DJ46_1997"
     CDS             1867030..1867611
                     /locus_tag="DJ46_1997"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AIK61581.1"
                     /translation="MKRFVIITVGKTHSGKTTFARELEKEFPHSFVMDQDNQAEFINS
                     HYEKLQPAEGTNTFKHGLSKFIVDYAKEHTSLHLIICNSNRSKNGRLYLLNELFPPNE
                     YVRILVHFDVPDNVLYERVARSTRSTNIFRGSYSSFKEVLDRQQAESFHEDVVDPVEN
                     EADYLFVIRNSKDIHFTIEEIVHLAEVLSPTPK"
     gene            1867761..1868879
                     /locus_tag="DJ46_1998"
     CDS             1867761..1868879
                     /locus_tag="DJ46_1998"
                     /note="LPXTG_anchor: LPXTG cell wall anchor domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LPXTG cell wall anchor domain protein"
                     /protein_id="AIK63685.1"
                     /translation="MKTKQTIAASTLALAMIAGANSAHAEVNDATPQQSTGDRLAEIK
                     QHKQELDAKLQQHKENVDQTLNELNKVKENVDTKVNELHERKQVADEKINEIKQHKQE
                     LDAKLQQDKQIAEDKIAEIKEHKKQVEDKVAEVKEHKQNIDNKVNEIKEHKQTVDEKV
                     NEMKQHKENIDQKVNELKEVKKQVDEKLAELKKAKQTAEDKLAELKENKPNTGNTLEE
                     LKKIKSNLDSLSANLELAKQDVKNKLAALQEARQDLINKINEIKQSKQTVSDDLSKKK
                     QDLDIKINDFKHTEKKIDDKLAEIHTTKQNIDNKINEVSQSKQTETKTGTTNANNNAR
                     ELPNAGSKQSNNMALGMLSVLGGILLVTRNKIKTLFSK"
     gene            complement(1868944..1869615)
                     /locus_tag="DJ46_1999"
     CDS             complement(1868944..1869615)
                     /locus_tag="DJ46_1999"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62108.1"
                     /translation="MTSLLKLDKVSKVYGEGNTEVTALHPISLDVKAGEFIGIVGPSG
                     SGKSTLLSIAGALLSPSKGDIYIREQNITKLSEKEMTDIRLKKIGFIFQFANLVPYLN
                     VKEQLLYIAKLKKENKQESEKRADHLLAAFGLGERKNHYPNQLSGGEKQRVAIARAFM
                     NNPDLILADEPTASLDSKRAREVVEMMKREVKESKKAAIMITHDERMLDVCDRILTLR
                     DGQLI"
     gene            complement(1869615..1870679)
                     /locus_tag="DJ46_2000"
     CDS             complement(1869615..1870679)
                     /locus_tag="DJ46_2000"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK62256.1"
                     /translation="MFLALRELKQSKLRYGLIGLIMVLLSFLVLVISGLANGLSYDNA
                     SSIQNMEANKFVLADDAENKLLRSQIKKDDVDNVVNQASEKEAVPFRVKVSTYEKKDS
                     SKKVDIAIFSSERDTFLEPNIVKGEKLGTANNEMVADESIKEKGIDIGDTIIDPVSKK
                     EFTIVGFTKDQMFSHTPVVYVNEDVWGAITQPNQKDYSAIALNTDKEIKNAHVINKKE
                     VLQSIPGFKEEQGTLTMIIAFLLVIAALLIGVFFYVITLQKTQQLGVLKAIGTKNSYL
                     ANSLVVQALFLSVVAMGISIVLVQGLEQILPAGMPFLLTAPMIAQYAAIFIVISILGT
                     LISLYQVLKVDALEAIGGGM"
     gene            1870864..1871487
                     /locus_tag="DJ46_2001"
     CDS             1870864..1871487
                     /locus_tag="DJ46_2001"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK62978.1"
                     /translation="MKPVLTLTTYSQLKALSDPLRAEMMIRLCERPYTGQLLSEKFGI
                     SRAKIHYHLKELEKNDLIEIVYTEEKNGIVQKFYQSVAKGFTPATDLLPHLEILSESG
                     RQIFLQMIERTKSQILAAPEEAFTLRNASEDPAKWNYVSSCWEFDATPEQFQVWVKKF
                     YELMSELNEITKGADKDPNSKPYYISTTALQIAERTMQQFVKEEEKS"
     gene            1871557..1872816
                     /locus_tag="DJ46_2002"
     CDS             1871557..1872816
                     /locus_tag="DJ46_2002"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK64210.1"
                     /translation="MDILKNRNFLLLFLGRIFTNIGDSLYYVAAMWLVYKLSGNPFYS
                     GLAGFLTLLPSALQFLTGPFVDRWPIKNTLVITQVLQCILILIIPITHYFDLLTVQLL
                     LIIMPIVAFIEQFAYPAQSKALPLLLHKTQLLKGNSLFSFAYQGIDLICTTLSGILVA
                     LFGAITLYVIDSFTFAITALLFFSLKMPKQTETGTTLSTKQYFSDLKEGFSIVFRSLM
                     GVFLIGSVVANFSIGMTMAILPSFADSLGGVKSYGFFLAAISAGSLIGALFSSWVGKR
                     NVGRASIISFATGAIFWFLSTVVPFQWLSIFLFGLAWVPIGATNILFATISQILIPNR
                     YIGRINSVMRSMGTIAMPFGSLIGGYAANIFSSQLIFALASIGILFISLVWLLHPKLR
                     ALPKADEITADTFGVQFKEEHGKGAAL"
     gene            complement(1873003..1874379)
                     /locus_tag="DJ46_2003"
     CDS             complement(1873003..1874379)
                     /locus_tag="DJ46_2003"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK62438.1"
                     /translation="MKSLYSRFVFMTVGIMLLSSIIGFLLTNVYYQVKLKPYNSEKIL
                     KYAEEVKSLYEKQSEENQEAYLQSIAKLGYEIYIVDDQKNGKRIGNAFRKTTISDDTI
                     RKVLNGETFNGVSTYPTRLFITGFFDNELINSVGVPLKHGDKQYALFIRPDIQNQFGE
                     MRIFLAVLLGFIVLLSIIFIAIAAGYIVRPIRKFTNATQKIASGEYEIELDVKRKDEI
                     GTLSTSFQKMTKSIKELDEMRQEFVSNVSHEFQSPLSSIQGFSKTLQTEKMSVEERNH
                     YLQIIEGESKRMSSLCKQLLTLASLDKEEKVLQIKEFNLQKQIKDVIFMLEWKWREKN
                     IAIEFDVPDITIKGDENLLHQVWSNIFTNSIKFSNEGGTIEFFVEELESSVIISISDN
                     GIGMEKEEMDRIFDRFYKVDTARARNVEGSGLGLSIVQKIVELHNGNVSVYSTKGEGT
                     TVRVELPK"
     gene            complement(1874381..1875058)
                     /locus_tag="DJ46_2004"
     CDS             complement(1874381..1875058)
                     /locus_tag="DJ46_2004"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK63966.1"
                     /translation="MKMIHILLADDDKHIRELLHYHLQKEGFKVFEAEDGKVAQEVLE
                     KENIHLAIVDIMMPFVDGYTLCEEIRKYHDIPVILLTAKDQLVDKEKGFISGTDDYIV
                     KPFEPAEVIFRMKALLRRYQMLSADIITLHGTTIDRKGVEVKCNGQTILLPLKEFELL
                     SQLASYPGRTFSREELIELVWGMDFEGDERTVDVHVKRLRDRFSKRTDDFQITTVRGL
                     GYKLELK"
     gene            complement(1875090..1875803)
                     /locus_tag="DJ46_2005"
     CDS             complement(1875090..1875803)
                     /locus_tag="DJ46_2005"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61270.1"
                     /translation="MKYVFYVLGILILTLGISFTIQSDLGTSPFDALLVGLSLNVGLT
                     VGSWEIIIALLLICCNSILKRHRPEILGVLTAFITGIGIDVWLFLLRNLITPEIWYSK
                     MIYFGIGLVITGLGTAIYLQTNFAPIPIDRLTLIIQELTRTNIFISRTFIYLMFLIMA
                     TILHGSIGIGTILTVCLGGLLLNFFMPLTKKVLDHLFVQQSTSPSYKKIKQLTTMITR
                     VSSKESFSFSCKKSNCFLM"
     gene            1875918..1876370
                     /locus_tag="DJ46_2006"
     CDS             1875918..1876370
                     /locus_tag="DJ46_2006"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK64119.1"
                     /translation="MKEILREIGMIARALDSISNIEFKEYELTKGQYLYLVRICENPG
                     IIQEKLSEMIKVDRTTAARAIKKLEINGFIEKKEDESNKKIKKLFPTEKGKNVYPFIK
                     RENDYSNTVALEGFSETEAETISNLLQRVRKNIEKDWEFVKKGNKRDY"
     gene            1876396..1876830
                     /gene="paiA"
                     /locus_tag="DJ46_2007"
     CDS             1876396..1876830
                     /gene="paiA"
                     /locus_tag="DJ46_2007"
                     /codon_start=1
                     /transl_table=11
                     /product="protease synthase and sporulation negative
                     regulatory protein PAI 1"
                     /protein_id="AIK63715.1"
                     /translation="MTTHIEKCTLKDIHKLQEISYETFNETFKHQNSPENMHHYLEKA
                     FNLKQLEKELSNISSQFFFVYFNDEIAGYLKINTDDAQSEEIGDESLEVERIYIKSSF
                     QKHGLGKYLLNNAIEIAIANNKKNIWLGVWKKMKMLLLFIKN"
     gene            1876936..1877559
                     /gene="paiB"
                     /locus_tag="DJ46_2008"
     CDS             1876936..1877559
                     /gene="paiB"
                     /locus_tag="DJ46_2008"
                     /codon_start=1
                     /transl_table=11
                     /product="protease synthase and sporulation protein PAI 2"
                     /protein_id="AIK65576.1"
                     /translation="MYIPKYFKVTNVDEIWGFVQKNSFGTIVTTKKEKPIATHLPFGL
                     TKQGDDYFITGHMAYGNPQWRTFETCENVLVMLQGPHSYISSSWYENEEVPTWNYQAV
                     HIYGKASILDKEELIDELTTMLKKYEEHRENSVLWDKLSPTLLENELKGIVGFKIKVG
                     DIQAAYKLSQNRNETDYINIIEKLYDEENPDAKQMAELMGSRLNNHI"
     gene            complement(1877756..1878595)
                     /locus_tag="DJ46_2009"
     CDS             complement(1877756..1878595)
                     /locus_tag="DJ46_2009"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63587.1"
                     /translation="MKKRTTDIIFIIIGAFLFALGVNLFVIPNEFGEGGVTGITIITY
                     YLFEWSPGLVNLILNAILLIVGYKFLNKITTIYTIIAVVTNSLFLHLTEGWTIASDEM
                     LVNAIFGGIFIGCGIGLIIRVGGTTAGTTILARMTHKYLGWSISYGLLFFDLIVAFSS
                     YFIIGAEKLMLTIIMLYVGTKVMEFVIEGLNPKKAITIISDKPDEIAGKVTSLMGRGV
                     TVYSGHGYYTKTPKDILYVVINKQEVVKLKRIVQTTDPAAFIAIHDVRDVFGEGFVDI
                     SKA"
     gene            complement(1879044..1880399)
                     /locus_tag="DJ46_2010"
     CDS             complement(1879044..1880399)
                     /locus_tag="DJ46_2010"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK64802.1"
                     /translation="MMKNKFRYYVFTMLTFITIVNYIDRGAIAYAQSFIIKEYGFDPK
                     EWGAILGYFGYGYMIGSLLGGIFSDKKGPKFVWIVAATAWSIFEIATAFAGEIGIAVF
                     GGSALIGFAIFRVLFGLTEGPSFAVSNKTAANWAAPKERAFLTSLGFVGVPLGAVLTA
                     PVAVLLLSFTSWKIMFFILGTIGIVWAIIWYFTFTNMPEDHPRVTKEELAEIRSTEGV
                     LQSVKVEKEIPKEPWYSFFKVPTFVMVTIAYFCFQYINFLILTWTPKYLQDVFHFQLS
                     SLWYLGMIPWLGACITLPLGAKLSDRILRKTGNLRLARTGLPIIALLLTAICFSFIPA
                     MNNYVAVLALMSLGNAFAFLPSSLFWAIIVDTAPAYSGTYSGIMHFIANIATILAPTL
                     TGYLVVSYGYPSMFIVAAILAAIAMGAMLFVKPGQQTKTESLFNWRGKKRLEEPRANF
                     E"
     gene            complement(1880437..1881129)
                     /locus_tag="DJ46_2011"
     CDS             complement(1880437..1881129)
                     /locus_tag="DJ46_2011"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61574.1"
                     /translation="MNTDVQESFLNNIARKLNRERRSGVTPPRWKNNPLSHFSNEIDH
                     KSLVEQFIANLHTLHTEVSHIHRSEIGSALQYVVHKFNIQSAVYWDDDRLHQLEIGKH
                     LIGNFVSHRMWQSKEGERELRDYAAQVDMGITYAEMGLAETGTVVLWNGGGRGRLVSV
                     LPAVYVAILSEHTIYRRLTEGVTRIHEQVSNGLPACINFITGPSRTGDIEMELAFGVH
                     GPGKVHVILLKD"
     gene            complement(1881131..1882543)
                     /locus_tag="DJ46_2012"
     CDS             complement(1881131..1882543)
                     /locus_tag="DJ46_2012"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster-binding protein"
                     /protein_id="AIK61350.1"
                     /translation="MSVAGELDFLKRVDKALHDPQMRSAVPFTQDRLRMGREQATHEL
                     GNMEEWREAASEIRMHTIENLDSYLEQLATNVRKNGGHVHFAFKAEDAVSYVSEIVRK
                     KGARSVIKSKSMVSEEIHLNKNLEEMGVKVVEYDLGEYIIQLAGETPSHLIAPAIHKT
                     KEQVAELFSKEAGRKIPVDTNQLLQFAREKLRKEFLEADIGISGCNFAVAESGSVVLI
                     SNEGNARLTTTLPKVHIAIMGMERLVPTWKDLDVVISMLTRSATGQKITSYVTGINGA
                     RLHEDMDGPEEFHLIILDNGRSDILGTAYEEVLKCIRCGACVNVCPVYRNIGGHAYGS
                     VYSGPIGAVLAPLLEGYEELKELPFASSLCGACTDVCPVKIPLHDLLIEHRKDVVEQG
                     FITKFEQLAFKGFTFMVSHPFVYEKAIKMAHTGLSIFAKDGYIANGPGPLKGWTESRD
                     FPKPAKQSFRDWWKKETRDS"
     gene            complement(1882540..1883268)
                     /gene="lutA"
                     /locus_tag="DJ46_2013"
     CDS             complement(1882540..1883268)
                     /gene="lutA"
                     /locus_tag="DJ46_2013"
                     /codon_start=1
                     /transl_table=11
                     /product="lactate utilization protein A"
                     /protein_id="AIK63954.1"
                     /translation="MKVSLFITCLSDVFFPQVGKSVVEIMNQCGVELDFPEGQTCCGQ
                     PAYNSGYQEDAKLAAKQMIKAFEHSEYIVTPSGSCASMVHHYYKEMFKGDSEWYEKAV
                     HLADRTYELTDFVVNILGKNDWKSKLVEKAVFHQSCHMSRALGIKEEPLKLLSQVEGL
                     DIKELPYCQDCCGFGGTFAVKMSSISETMVDEKIKHIEATEANLLIGADMGCLMNIGG
                     RLRRENKNIQVLHVAEVLAKGLNK"
     gene            1883451..1884323
                     /locus_tag="DJ46_2014"
     CDS             1883451..1884323
                     /locus_tag="DJ46_2014"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK61475.1"
                     /translation="MDIRKLRYFIVIAEEKQLTRAAQRLHMAQPPLSRQLSLLEQELS
                     VNLFERNGRNMLLTEEGKILYMKAKNIILQLEETITEIKDTSEGLRGKLSIGAFHSCI
                     PFLSEKIRYFQDNYPNVNLKIWEGGPSYLIEQLENRHIELAILRTPFNKDVFSSICLS
                     KEPFVLVMPAKWELYRSHLPIPLTELSHIPLLLLHKDKENSYHQLVIDECKHLGITLN
                     IACECPDSAFILMLIMTGIGASILPKSAISHIPQEFIKIVDLIDFPYESESSIIWLKD
                     RKLSKRAQRFIECT"
     gene            complement(1884536..1885177)
                     /locus_tag="DJ46_2015"
     CDS             complement(1884536..1885177)
                     /locus_tag="DJ46_2015"
                     /codon_start=1
                     /transl_table=11
                     /product="putative f0F1 ATP synthase subunit alpha"
                     /protein_id="AIK63334.1"
                     /translation="MGMKKLILAGALGIAALSGTNVPGLELTKASAASIESNFSTLEG
                     RVVEVDNGVIVVKSKQYEEPVSVYIDSLSNVKVGDEVKATGSMMRNFTEYMVATAVEN
                     TTNKLGMHMKEDGSPDYVIGEVAKVGTMEDQGDGATKYVVVEYPSLNGKKVIIDVFLT
                     KGQVFHTGEKVKIDMKYVGWGGSSINWNTTDHIEKVYEVKSNVENNDDVWIWS"
     gene            1885466..1886497
                     /locus_tag="DJ46_2016"
     CDS             1885466..1886497
                     /locus_tag="DJ46_2016"
                     /codon_start=1
                     /transl_table=11
                     /product="LD-carboxypeptidase family protein"
                     /protein_id="AIK65299.1"
                     /translation="MLIKPNRLQPGDIVATVSPSWGGAGDPEIRWRYEQGVKRLEEVF
                     GLMVIPMPNSLKGSEFIYNNPQARAEDLMTAFKDARVKAIIANIGGEDSIRLLPHIDF
                     NVIRESPKIFMGYSDVTVSHLFCHKAGLSSFYGPANLTDFAENIEMDPYTVEMVNRTL
                     FSNEMIGEIQPAHKWTSERLEWIEINKDTRRKMQQNNGYELLQGSTTVQGRLIGGCIE
                     VLEFAKGTELWPEKKHWEDSIIFFETSEDHPEPSYIKYWLRNYAAQGILKKAKGIIFG
                     KPKDEQYYEEYKHEILQVMKEHHLENLPILYNLNFGHTEPKFILPYGAMAEIDCENGS
                     FSILESGVE"
     gene            complement(1887135..1887386)
                     /locus_tag="DJ46_2017"
     CDS             complement(1887135..1887386)
                     /locus_tag="DJ46_2017"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nmrA"
                     /protein_id="AIK64347.1"
                     /translation="MKKIEVIAGRGRTSFIDVRDIGEVAVKVLTEAGDEFQSYALAGT
                     KALTYYEITEIISKEMNKQPIKIPVYGKLEKDDSKRTQT"
     gene            complement(1887390..1887575)
                     /locus_tag="DJ46_2018"
     CDS             complement(1887390..1887575)
                     /locus_tag="DJ46_2018"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61182.1"
                     /translation="MVDVAKEVGVQHIVFLWLLGVEKNIVPHVKIEEIRKNSGISYTF
                     LRPSFLCKTYYYNMVKS"
     gene            complement(1888143..1888355)
                     /locus_tag="DJ46_2019"
     CDS             complement(1888143..1888355)
                     /locus_tag="DJ46_2019"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62391.1"
                     /translation="MEIKISKKDKIDISKKLKSFLAEQYSLELGEYISYELLEFIIKE
                     LNPHFNQVTRDRLEMLLKSIEKDIYS"
     gene            complement(1888659..1889861)
                     /gene="glcP"
                     /locus_tag="DJ46_2020"
     CDS             complement(1888659..1889861)
                     /gene="glcP"
                     /locus_tag="DJ46_2020"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose/mannose transporter glcP"
                     /protein_id="AIK63897.1"
                     /translation="MRLMFYYGCLFYFIVGIIHVCIGSLIPSLIQYYGRTPDQLGVLI
                     FFQFTGFLFGVLSSPILVRKYHYFKTITLGVLVMSIVLGGFIYIKEWAYLSVICFVLG
                     YGAGLLETTVGSFIISAERNSAAKFSILEVWFGVGALGFPLLVNYIIKFYEWYFILYG
                     ILLFFIFTLFVWYVFGRTKFLNFSPQNNEKGGASLSSFTLKFKSEKITVILFISLFAF
                     LYAGIETNLANFLSTIMILTNNELISSVSISCFWLAIVIGRILVGKLAHKFNYWTYIT
                     SSCFTLVILLSLFPFVRGTGMYLFIIFIIGLVIAGVFPITLILASRIMENNIDQVTSL
                     FIASASLGGALVSFLISWSLSLNTITVTFGIFSLFALSLGCIILKMRKISTYSNESAK
                     KVESMKNL"
     gene            complement(1889936..1890985)
                     /locus_tag="DJ46_2021"
     CDS             complement(1889936..1890985)
                     /locus_tag="DJ46_2021"
                     /note="oxidoreductase family, C-terminal alpha/beta domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63091.1"
                     /translation="MNIGIIGAGSIARAHSRALSTIDNCKLVGVYDVNSENADKLVGD
                     FGGKVFDSYEELLEVVDGVIISSPNFCHKSQAVQALLTNKHVLCEKPMAISCEEAKYM
                     MTIAKNTNLVASMGFNYRYLSYVKALKQLIQNEELGEIVVIRLHFKKNSAFRRTSFTW
                     RDDFQSNRTSGALGDLGIHLIDLLWFLFESDFREDTVRTKIKTNVKEKESKPVFVDDY
                     AEVYGQLENKVFVNITTSKSSFPEDCGFSIEVIGTKKEYKYSSKEPNKYILFDGLEKH
                     EIALPLPLLVDPENEIFEWSDSFRSEILEWAKAAEDGPKKSVATFEDGFRSQVILDMF
                     FDKSSSNKERSVATI"
     gene            complement(1891003..1891863)
                     /gene="ntdB"
                     /locus_tag="DJ46_2022"
     CDS             complement(1891003..1891863)
                     /gene="ntdB"
                     /locus_tag="DJ46_2022"
                     /codon_start=1
                     /transl_table=11
                     /product="NTD biosynthesis operon putative hydrolase NtdB"
                     /protein_id="AIK62367.1"
                     /translation="MSISNEVLKSLNFERLPQVKNPKYVVFCDFDETYYPHSMDDSKR
                     SNMKLLEKYLYEQGSKGDLVIGWVTGSSLESIVEKMKKGGIQYFPHFVASGLGTEITY
                     FDSNGTTIDDQIWKERIIEGGFDSSKIERIIHLLEMKYEIFLRPQTQLGSSKYKFNFY
                     YEEQNEFIDAKNLEKIEEIGEIFQVGVNINKCNPLAGDPENCYDVDFIPLGTGKDEIV
                     KFILDKYELDKSNAIAFGDSGNDLRMLQAVRHGYLVENATEEAKKIHSMLAQGEYSIG
                     ILNTLKHIIN"
     gene            complement(1891850..1892269)
                     /locus_tag="DJ46_2023"
     CDS             complement(1891850..1892269)
                     /locus_tag="DJ46_2023"
                     /codon_start=1
                     /transl_table=11
                     /product="degT/DnrJ/EryC1/StrS aminotransferase family
                     protein"
                     /protein_id="AIK66069.1"
                     /translation="MQAAIGLERIKYLSYNNLKRAYLAQRYIRELKDLEDRELIKLPM
                     MTEDNVWHLFPIRVENGRRDELKNKLYQLYNIETDIYYPVLSHKQNTKWLKENDLQNN
                     MFNTEQVHKEILHLPLHPNMMLEEQNFVLEGLFNVNK"
     gene            complement(1892299..1893174)
                     /locus_tag="DJ46_2024"
     CDS             complement(1892299..1893174)
                     /locus_tag="DJ46_2024"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK62612.1"
                     /translation="MKTLTTISGHSKDNLALLKCLQGETKEKEFEISNILPNHKMKEK
                     LFRENKLKIDIDIEKDIFNYSRKNIQKIEFMPVNRLISQDEVEKIIGALKDVLPTGQF
                     TSGPFSKKLEEVIGSYLNKNFVIATSSGTDALMVSLLSIGIQPGDEVIMPANSFAATE
                     NAVLAVGAKPIFVDIDQKSYCIDPSKIEEAITPKTKCILPVHLYGKQCEMKKIREIAD
                     IYQLRVIEDACQAIGSSNLGEYGDIIVLSFNPYKNFGVCGKAGAIVTNNENLAIRCNQ
                     YSYHGFEIDKKIKRY"
     gene            1893273..1894262
                     /locus_tag="DJ46_2025"
     CDS             1893273..1894262
                     /locus_tag="DJ46_2025"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AIK66066.1"
                     /translation="MVTINEIAKLCNVSNATVSRVLNNHPYVNSEKREKIIKVMQEFN
                     YTPSAIARNLRINKTQTIALSIPNIDHPFFGKLAREISKELLKHNYKLLIYQTFYEKK
                     IELELLSLLKNKAVDGVILASLENSWENIEHYLAYGPIILCNEYEENAPIPIICYDEF
                     EAGYKAVKHLISKGYKKIGFCFDSLNSQAQLKRQQGYLHALKEKQLPFNKKWLFGDAI
                     TINDGFKIFEKLDKLKDKPTALFTGNDQVAAGVIKGATIRGYSIPSDLAVCGYDNQLI
                     CTVTTPTISTIDIPIVELSKRTVKEILLYINTDESIKRKIIEYPTNLIIREST"
     gene            1894499..1895614
                     /locus_tag="DJ46_2026"
     CDS             1894499..1895614
                     /locus_tag="DJ46_2026"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK65547.1"
                     /translation="MSVSVKGNEQLTSLLNDWYRSMLSQQVVKATNLKKKIDEKITKL
                     SIESNQERQDQNLLLYYSLLEFRYTVLTDSLGIQQNSFDAISDYDMPTDHFLRFYYHF
                     FKSIHSTFISSFTEAEEHYKLAEKILVNIPDEIEHAEFYYRIATFYHHTYNMLASIEY
                     ANKSKAIFSKYEGYEVKTAFCNSLLGGCCIYLKQYEQAEEYLHCAIELLQKNKEEDSL
                     LYVKSTMGWLYSDQSMSTLAIRHLSEVTEKIPTHFKAIFLQAKEHYKLGEQLAASKLI
                     DKGLQICRGIHNEEYTHHFSILKRLNENIPLEELENIIQEGILYFEQEELWEYVVEYA
                     ELFATKCRQFENHQKVSDYFHICYQARRKSIEKGVLK"
     gene            1895614..1895775
                     /locus_tag="DJ46_2027"
     CDS             1895614..1895775
                     /locus_tag="DJ46_2027"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64919.1"
                     /translation="MKKISLLLSGIAFIGILTVGISPLSKADQFATHGHYPVPTYSVG
                     DHGGVPQQT"
     gene            complement(1897417..1897965)
                     /locus_tag="DJ46_2028"
     CDS             complement(1897417..1897965)
                     /locus_tag="DJ46_2028"
                     /codon_start=1
                     /transl_table=11
                     /product="fascin domain protein"
                     /protein_id="AIK66265.1"
                     /translation="MKRFITHANGNKIFKKLVLMVLPMVLMIMMITPSNGALAADQSN
                     TGSLKGVSLFNGSWTVAIQAANLQYVSAEPSGNVVANPSAVNKWEKFELIPTGELYTF
                     ALKTKSNGKYVSFEPNGRVVADRTSIGAWEKFILYNGGDNRIYVLQALSNGRFISANG
                     GRELTANSYVAGSWERFIIVYF"
     gene            complement(1898291..1898518)
                     /locus_tag="DJ46_2029"
     CDS             complement(1898291..1898518)
                     /locus_tag="DJ46_2029"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62578.1"
                     /translation="MEQVIQEFFSPSKNYKVQIIRRKDGLYITEAYRWMEDCGYEFWS
                     YISQGLTLIDSEEHARKIAMEQLKECSKDEF"
     gene            1898851..1900116
                     /locus_tag="DJ46_2030"
     CDS             1898851..1900116
                     /locus_tag="DJ46_2030"
                     /note="impB/mucB/samB family C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65283.1"
                     /translation="MYDYSILPNRIILCVDLRSFYASVSCIKMGLDPLHTKLAVVGDM
                     NRNGSIVLAATPPLKAMGVKKLARLYEIPRQKDILIVNPIMGTYIKCSNYITKLALQY
                     VPIEDFHQYSIDEFFMDITDSIHLFARNPNEFALQFKREIYEHTRIECTIGIAPNLLM
                     SKVALDIEAKKNKDGVAYWTYEDIPTKLWSIRPLSKFWGISHKTETKLNQKGIHSIGD
                     LANYPLKYLKQSFGVIGEELHLHSNGIDFSRISEKYVPVTTSIGKSQILMRDYTIEEF
                     PIILLEHTEEVCYRLRQQNKLAQTVQFSIGYSKSYSGGFSKTHTLSRPTNLTMDIYQV
                     CLYFLNQQYTGEPIRSITISLTKLIGEGEEQISLFDNIIQREKEIKLTKVMDEIRTKF
                     GKNSILRGISYTNNATARYRNTLLGGHKA"
     gene            1900113..1900454
                     /locus_tag="DJ46_2031"
     CDS             1900113..1900454
                     /locus_tag="DJ46_2031"
                     /codon_start=1
                     /transl_table=11
                     /product="yolD-like family protein"
                     /protein_id="AIK65903.1"
                     /translation="MNNANMPKGRGMIKWTPFAAMPEQFVGIREMIKEKTKVARPILT
                     SEEKELIENMLLCSLLSEEEILITYYEDGYLLTNYMTVIDIYPLHSSIICTDAFYNKM
                     TIQFSNIIDVK"
     gene            1900498..1900872
                     /locus_tag="DJ46_2032"
     CDS             1900498..1900872
                     /locus_tag="DJ46_2032"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65953.1"
                     /translation="MQGNQIRKNIARTIIHNDINNYPYLNIPMIINEKDGITYEVLSA
                     GFHNNDAVAMVTTDGFATTRVNTPIVTVKNNDGSIQAFRLPLELEYWVLSCMCAASTG
                     RNPFPCKVAFGIIDTKFHVEFK"
     gene            complement(1900968..1902152)
                     /locus_tag="DJ46_2033"
     CDS             complement(1900968..1902152)
                     /locus_tag="DJ46_2033"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AIK62413.1"
                     /translation="MPIKEIEEATNPIFYKTLTIIGASLLLGGIVIFFILKSIINPLR
                     QLVISAQRISRGDLTEKINIRSKDELGQLGGSFNTMAESLRNIISQINTSAGHVAASS
                     EELTASVEQASVATEQITKEMEEISNSAEVQNNEVASGAKLIGEVTRNIQCVADNASE
                     VSASSLYTKQKANEGEQLVEQTVTQMQSIHHSVSQSDNVIKLLDKKSQQIGSILEVIQ
                     NIAAQTNLLALNAAIEAARAGEQGRGFAIVADEVRKLAEQSSESSMEIGSLINEIQAD
                     VHETVKAMNEVGVEVQSGIQVANDTKQSFYEISKSANDIVSKVHGMVELSNKMTSDVM
                     EVDTSINQISMAVKENSSSMQTIAGSSEEQHASMEEINSSAIQLAQTAEELQELIGGF
                     KI"
     gene            complement(1902142..1902951)
                     /locus_tag="DJ46_2034"
     CDS             complement(1902142..1902951)
                     /locus_tag="DJ46_2034"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61487.1"
                     /translation="MFKIKERLEQMKLKTKLSMAFIAILIIPSLIVGVSSYDKAKTDL
                     NETILQTAKDNVSILNKIVDDELENKHVDVTHFAKILTQGDYNADQLQNVQGKFDQYI
                     QLHPEIETIYTTSSNNQFIHAPVGKIPEGFNPLESSWYKDAVKANGEIIVSSPYKSKA
                     TGNMVIAIAKQNADKSGVIGVDLNINDIVKTSKMIKIGKQGFVSIVSQDKTIVVHPTL
                     KPGEKLEKSLADELYKKEDGVITYSLNGEDRNISFKTNKKNRLENSWCNAY"
     gene            complement(1903664..1903777)
                     /locus_tag="DJ46_2035"
     CDS             complement(1903664..1903777)
                     /locus_tag="DJ46_2035"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63219.1"
                     /translation="MAKFSREEKVMVVRRYLDGNDGIKRLVKSVKVHPSVI"
     gene            1903992..1904912
                     /locus_tag="DJ46_2036"
     CDS             1903992..1904912
                     /locus_tag="DJ46_2036"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK63082.1"
                     /translation="MLKYLTKLKNSSAGLRGYLESYPLTSFFVMAYLFSWVVLIPFIL
                     SQWGIFPKTKAFHIFFFANAFAGPMLAACIMFRTLEGKKSWKKVRKSILTTKVGLKWY
                     LFTLIVIPAAMFLGMVIVNGKIPTFRDLNFEFFITYLFSFVAIFFLGGPLPEETGWRG
                     FALPRLQSKFGPLKATLLLSVLWAFWHLPHFLTAAQRGGPGSDLSLLYIHLPIFILLC
                     LPISIILTWAYNCNHGNLFIVMLIHASVNAFSLAQTHSTNPVLKNTDIFVVIGLGFVA
                     LLILIFTRGNLGYKQTFNEVEFSNNENISQ"
     gene            1905299..1905745
                     /locus_tag="DJ46_2037"
     CDS             1905299..1905745
                     /locus_tag="DJ46_2037"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK61013.1"
                     /translation="MNKIYLKAIDKNNWEEAIKLSVKEEQQTFIASNLYSIAEVQFLD
                     NFYAKGIYLEEKMVGFTMFGIDPEDNNYWIYRLMIDENFQGKGIGKQAIYLVIDEIRR
                     NNNANFSRIMIGYAPENLTAKFAYKKAGFIETELSSWGEQLAKYSL"
     gene            complement(1906058..1907467)
                     /locus_tag="DJ46_2038"
     CDS             complement(1906058..1907467)
                     /locus_tag="DJ46_2038"
                     /note="matE: MATE efflux family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MATE efflux family protein"
                     /protein_id="AIK65361.1"
                     /translation="MKSSIDSIQESKRLKNQQKEEKATWKAMSMFLVPLLLSNILQSV
                     GQLFGMVVVGRWLGVNELAAISAFFPLFFLLVSFVIGIGSGSSILIGQAFGAHNEERL
                     KAIVGTTLTFTFIIGVILAIVGNVFALNIMRLMGTPENIIDMSVHYARILFISMPVLF
                     LYFSYTTFIRGTGDSKTPFYFLIVSTVLNIMLLPILIFGWVGIPKIGVYGAAYASVIS
                     TIITFIVMIIYLKKKNHPLQLDETVRKYLRMDWGLLKLLLRLGIPASINMILVSLSEI
                     AVIAFVNRFGSDATAAYVVVNQVASYVQMPAVSLGITVSIFAAQSIGAKQFNRLQEVI
                     RAGIVMNYIIGGILIAFIYLFSREILSLFLTSSNTIEIAHSLVMITLWSYLIFGHAQI
                     IGATMRASGTVLWPTIIGVVSIWLVEVPVAYYLSYHTNLGIKGIWIGYPAAFIVSLLL
                     QYGYYKLSWKKKRISRLVS"
     gene            complement(1909047..1911929)
                     /locus_tag="DJ46_2039"
     CDS             complement(1909047..1911929)
                     /locus_tag="DJ46_2039"
                     /codon_start=1
                     /transl_table=11
                     /product="collagenase family protein"
                     /protein_id="AIK61802.1"
                     /translation="MNKNLKFTQMMIGISTMALSFGSIQTHVSAEETASYNILQMKPI
                     GTETSKDEIVHATKADETLTFEERLKVGDFSQRPTLVMERDEIQLKQSYTLAELNKMP
                     NSELIDTLSKISWNQITDLFQFNQDTKAFYQNKERMNVIINELGQRGRTFTKENSKGI
                     ETFVEVLRSAFYVGYYNNELSYLKERSFHEKCLPALKAIAKNPNFTLGTAEQDRVVAA
                     YGKLIGNASSDTETVQYAVNVLKQYNDNLTTYVSDYAKGQAVYEIVKGIDYDIQSYLQ
                     DTNKQPNETMWYGKIDNFINEVNRIALVGNITNENSWLINNGIYYAGRLGKFHSNPYK
                     GLEVITQAMSLYPRLSGPYFVAVEQIKTNYGGKDYSGKAVDLQKIREEGKRQYLPKTY
                     TFDDGSIVFKTGDKVTEEKIKRLYWAAKEVKAQYHRVIGNDKALEPGNADDVLTIVIY
                     NNPDEYQLNRQLYGYETNNGGIYIEEKRTFFTYERTPKQSIYSLEELFRHEFTHYLQG
                     RYEVPGLFGSGEMYQNERLTWFQEGNAEFFAGSTRTNNVVPRKSMISGLSSDPASRYT
                     AKQTLFSKYGSWDFYKYSFALQSYLYNHQFDTFDKLQDLIRVNDVKNYDSYRESLSNN
                     TQLNAEYQAYMQQLIDNQDKYNVPQVTNDYLIQHAPKPLAEVKNEIVDVANIKDAKIT
                     KYESQFFNTFTVEGKYTGGTSKGESEDWKTMSKQVNRTLEQLSQKGWSGYKTVTAYFV
                     NYRVNAANQFEYDIVFHGVATEEKEKTNTIVNMNGPYSGIVNEEIQFHSDGTKSENGK
                     VTSYLWNFGDGTTSTEANPTHVYEEKGTYTVELTVKDRRGKESKEQTKVTVKQDPQTG
                     EFHEEEKVLLFNTLVKGNLVTPDQTDVYTFDVTDTKEVDISVVNEQNIGMTWVLYHES
                     DMQNYVACGEDEGNVIKGKFEAKPGKYYLNVYKFDDKNGEYSLLVK"
     gene            complement(1912125..1912235)
                     /locus_tag="DJ46_2040"
     CDS             complement(1912125..1912235)
                     /locus_tag="DJ46_2040"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61961.1"
                     /translation="MSISVSNELQLFAQEIQSFLSPNILRNLAREFGFLR"
     gene            complement(1912345..1912542)
                     /locus_tag="DJ46_2041"
     CDS             complement(1912345..1912542)
                     /locus_tag="DJ46_2041"
                     /codon_start=1
                     /transl_table=11
                     /product="fic family protein"
                     /protein_id="AIK61902.1"
                     /translation="MVDWNKIDKEDYLLAMERSPIKDIEIKHLLQNALVDEINSREIF
                     MKGINMSYYYEGYTEYDIEDL"
     gene            complement(1912848..1914017)
                     /locus_tag="DJ46_2042"
     CDS             complement(1912848..1914017)
                     /locus_tag="DJ46_2042"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK64618.1"
                     /translation="MSNFKNKVIDKDISSGLIILLATACGIIVANLYYAQPLIGVISN
                     EIGLSNSSAGLIVTLTQIGYVVGLLFLVPLGDIVENKKLILILLFLSAFALISMVFVK
                     SATLLLIASFFIGLGSVAAQVLVPLVSYLSSENARGRVVGNVMSGLLLGIMLARPISS
                     LVADMWGWNAIFALSATVIIVLAFVLSKVLPTRKPQVKTNYIALLNSMWQLLRTTPIL
                     RRRAIYHACVFGAFSLFWTTVPLLLSSPAFHFSQTAIALYALVGITGAIAAPIGGRLA
                     DLGWTRSATGIALTVVIISLLLPLIIQSSSPIGIAVLVIAAILLDMGVSANLVLSQRL
                     IFSLSPEIRSRLNGLFMAIFFLGGAVGSFIGGWNLTLWIGIAFPTIALLYFAREK"
     gene            1914388..1914966
                     /locus_tag="DJ46_2043"
     CDS             1914388..1914966
                     /locus_tag="DJ46_2043"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain of resolvase family
                     protein"
                     /protein_id="AIK63053.1"
                     /translation="MQGKRGRPRNIETQKAILSASYELLLESGFKAVTVDKIADRAKV
                     SKATIYKWWPNKAAVVMDGFLSAAAARLPVPDTGSALNDILTHATSLANFLISREGTI
                     INELVGEGQFDSKLAEEYRARYFQPRRLQAKQLLEKGMKRGELKENLDVELSIDLIYG
                     PIFYRLLVTGEKLDDSYVHDLVINAFEGIRLK"
     gene            complement(1915247..1915537)
                     /locus_tag="DJ46_2044"
     CDS             complement(1915247..1915537)
                     /locus_tag="DJ46_2044"
                     /codon_start=1
                     /transl_table=11
                     /product="linear amide C-N hydrolase, choloylglycine
                     hydrolase family protein"
                     /protein_id="AIK61330.1"
                     /translation="MTSTSKICHDLKEEGISAVVHILSNCEVPKGGVITEEGILDNTI
                     YASTMCMVSGTYYYHIYDCRQITAIHLFDENLDSEEIKTYPFLCKQKIFYEN"
     gene            complement(1915645..1915944)
                     /gene="pagR"
                     /locus_tag="DJ46_2045"
     CDS             complement(1915645..1915944)
                     /gene="pagR"
                     /locus_tag="DJ46_2045"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional repressor pagR"
                     /protein_id="AIK64000.1"
                     /translation="MTRFANQHVENTILEEDVELLKLMAHPMRLKLINELSKHKTLNV
                     TQMTEILNIPQSTVSQHLSKMRGKVLRGNRQGLEIYYSIENQKAEEIMGLLGPIQ"
     gene            complement(1916299..1917618)
                     /locus_tag="DJ46_2046"
     CDS             complement(1916299..1917618)
                     /locus_tag="DJ46_2046"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan/tyrosine permease family protein"
                     /protein_id="AIK62746.1"
                     /translation="MNGNTAKNIEFQVDNTTVKNEKYLDPKKWHKQDTTWALSLFGTA
                     IGAGVLFLPINAGSGGLLSLLLITILAYPVMYYSHRALAKMIYASNSADEGITGTIRE
                     YFGNKASIIFNIVYFVSIYTIVLMYSVALTNTASSFIVHQLHMPEPPRAILSLVLVIG
                     LITILNFGQDITVKIMSMLVYPFIASLLFIAISLIPQWNTSMLSFSSVSTASTGTGYF
                     GTIWMILPIIVFSFNHSPMISSFVMKQRATYGIDATDAKCAQIQKVCYIMTFAVVMFF
                     VWSSTLSLTPDDLKVAKEQNLSILSYLANELNSPVITIAAPIIAFVAITKSFLGHYIG
                     AYEVMRDMIIKSGKKRGKDIGEKTVKTMILTFVVLTCWYVAYTNPSILGIIDALSGPL
                     VAAILCLLPMYAIRKVPVLAKYRGKMSNVFVIIIGILTVLASIKSLF"
     gene            complement(1917912..1918802)
                     /gene="sdaAA"
                     /locus_tag="DJ46_2047"
     CDS             complement(1917912..1918802)
                     /gene="sdaAA"
                     /locus_tag="DJ46_2047"
                     /EC_number="4.3.1.17"
                     /note="sda_alpha: L-serine dehydratase,
                     iron-sulfur-dependent, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="L-serine dehydratase, iron-sulfur-dependent,
                     alpha subunit"
                     /protein_id="AIK63263.1"
                     /translation="MYMAIKEIVDAANKSQKTIYELAIEQEIEQTKTSYEEVWSKMEQ
                     NLATMQNAINKSIEGDGVFSPTGLTGGDAVKIKNYRENRKTLSGDLMVLGIQSAIGVN
                     EVNAALGAICATPTAGASGTIPGVLFSIKDTLQLSHEDMIHFLFTSALFGTIVANNAC
                     ISGAYGGCQAEIGSASAMAAAAAVEAAGGTPQQSSEAFSIALQNLLGLVCDPVAGLVE
                     IPCVKRNAIGTANALAAGDIALAGVNNIINADEVIEAMYRIGRQMPRELRETGLGGIA
                     ATPTGIAIKNKIFGEKQSNQ"
     gene            complement(1918825..1919523)
                     /gene="sdaAB"
                     /locus_tag="DJ46_2048"
     CDS             complement(1918825..1919523)
                     /gene="sdaAB"
                     /locus_tag="DJ46_2048"
                     /EC_number="4.3.1.17"
                     /note="sda_beta: L-serine dehydratase,
                     iron-sulfur-dependent, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="L-serine dehydratase, iron-sulfur-dependent,
                     beta subunit"
                     /protein_id="AIK61156.1"
                     /translation="MNINVASMKEKKVVKYKSCFDVIGPIMIGPSSSHTAGALSIGTV
                     ANKLFQGLPKKVVVTYYESFAETHKGHGTDFAIIAGILGFAADDSKVPDAIKIAESKG
                     IDITFIEKSGDSPAGHPNTADVYVEDDSRSIRTMGISVGGGLIEVKHVEIDGFSLELQ
                     GPLPVVIAISERADFEFVLRRIFKQYDVEINNFHSLKDKTKYLYAFALDSLLPGNAQK
                     ELGNLSNIANLIIL"
     gene            complement(1920753..1922027)
                     /gene="ectB"
                     /locus_tag="DJ46_2049"
     CDS             complement(1920753..1922027)
                     /gene="ectB"
                     /locus_tag="DJ46_2049"
                     /EC_number="2.6.1.76"
                     /note="ectoine_ectB: diaminobutyrate--2-oxoglutarate
                     aminotransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="diaminobutyrate--2-oxoglutarate
                     aminotransferase"
                     /protein_id="AIK62419.1"
                     /translation="MVVSSKMDIFNELESQVRSYSRSFPTIFTKSKGYKLWDVDGKEY
                     IDFFSGAGALNYGHNDDKMKQVLIDYLLEDGIIHSLDMGTSAKVNFLKHFNKIILEPR
                     DLNYKIMFPGPTGTNSVESALKIARKVTGRTNIISFSNAFHGMSLGSLSITSNHFKRK
                     GAGVPLNNSIIMPYENYLDSLNSLSYLEKVLGDSGSGVALPAAIILETVQGEGGLNTA
                     SSQWLKGIDRLCKKYNILLIVDDIQAGCGRTGTFFSFEPASIKPDIICLSKSISGIGL
                     PMAITLIKPEYDKWEPGEHNGTFRGNNLAFLAATEALSYWKDIEFINALKWKSEKITS
                     FLNEICLKYPQLQGEVRGRGFMQGIACNTFGIAKKICSVAFENGLIIETSGPNDEVIK
                     LLPSLTIDLEGLSKGLEMLEDSISTILKEVTH"
     gene            complement(1922106..1924436)
                     /gene="hypF"
                     /locus_tag="DJ46_2050"
     CDS             complement(1922106..1924436)
                     /gene="hypF"
                     /locus_tag="DJ46_2050"
                     /note="hypF: carbamoyltransferase HypF"
                     /codon_start=1
                     /transl_table=11
                     /product="carbamoyltransferase HypF"
                     /protein_id="AIK64921.1"
                     /translation="MKKVINMFIKKYQVKGIVQGVGFRPFVYRIAKKYHLNGWVLNDS
                     NGVLIEVEGEQNNISHFIHDIEFNSPELAYVQEVKLIEEQESNNRYSSFDILSSQKHS
                     SRQTLISPDTYVCNECLEELFDPTNRRFRYPFINCTNCGPRYSIIKDIPYDRPYTTMS
                     KFPMCKECDIEYKDILDRRFHAQPNACWKCGPQVQLKTTDGTNVSTDNPIEKTIDLLK
                     KGKILAIKGLGGYHLVVDPMNHEAVKELRKRKKRDEKPFALMSSQLDDVKNFAEITKN
                     EETLLVSKERPIVLLNKKDNEYISSDVASSNNTYGVMLAYTPLHHLILRGNFISLIAT
                     SANVSDEPIVYKDGDAIEQLKGIADYYLVHNREIFTRVDDSIVRGIDLDDEVIKLQII
                     RRARGYVPNPIDFKEGSPNVLALGAELKNTICLTKGEKAFISHHIGDLKNYKIYESFK
                     NTIAHLQKIFEISPSVIASDLHPDFYSTKYAFDQNVLPVVQVQHHHAHMASCMVDNQL
                     DGPVLGVILDGTGYGDDGNIWGGEFLIGDFLNYERAAYIDYFQLPGGDKAVKEPYRIA
                     LGILTQIYGEQVKELPIKIISERNSFELDVLIKMIQKGINSPLTSSMGRLFDAVSALL
                     GVCETVQYEGQAAIELEQAIDINNSSNPLLSYEIVASNGIRKIDIKPMFKELVSLILK
                     DKYTKGELSYRFHYTMVQMITETCKQIRQETGINKLVLSGGVFLNKFLLVETYKSLKA
                     CKFEVYMHKQVPTNDGGISLGQAAIAAHRYKDMHSV"
     gene            complement(1924447..1925475)
                     /gene="hypE"
                     /locus_tag="DJ46_2051"
     CDS             complement(1924447..1925475)
                     /gene="hypE"
                     /locus_tag="DJ46_2051"
                     /note="hypE: hydrogenase expression/formation protein
                     HypE"
                     /codon_start=1
                     /transl_table=11
                     /product="hydrogenase expression/formation protein HypE"
                     /protein_id="AIK64630.1"
                     /translation="MELTKYLENIILDHGTGGLLSQDLISSIITAKLEDVHLGKMEDS
                     AILEVSSRRLAMTTDSFVIDPIFFGEGNIGKVAVCGTVNDLAVSGAKPLYLSLALVLE
                     EGFPIKDLEEILDSIRETAKEAGVYIVAGDTKVVKKGEVDKIFINTTGIGVFEGDVAP
                     FSVNSIQEGDDIIITGQLGNHSIHILSIREGLGFEQRINSDCAPLNHMITELKNHFGD
                     SIHCMRDITRGGLGTVLNEVSETINTGIKIQEKDIPMLAETIMAADMLGVNPMYLANE
                     GNVCMFVSPEVSEEVVRVLKNTKYGKEAAVIGKVTQTKERQVLMEAKSGELKLIELLY
                     GAELPRLC"
     gene            complement(1925558..1926139)
                     /locus_tag="DJ46_2052"
     CDS             complement(1925558..1926139)
                     /locus_tag="DJ46_2052"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK61540.1"
                     /translation="MKYAVLTNDLQYDLVNKNEDRIAAVEAFTPKMVSFLDTMRENDV
                     SIIHLQLINLEDDPKAERYGDFLPVTKGSKGAEILPEFLHEKDIIMEKNKDSGFFETN
                     LDETLKKLGVDTIIITGMQTQICVQTTAADGFFRGYNVIVPEDAVVSAKDEDKERALK
                     WLGSYCAKIMSIEEICNSISKNEDISFDGVAIP"
     gene            complement(1926343..1926783)
                     /locus_tag="DJ46_2053"
     CDS             complement(1926343..1926783)
                     /locus_tag="DJ46_2053"
                     /codon_start=1
                     /transl_table=11
                     /product="asnC family protein"
                     /protein_id="AIK63735.1"
                     /translation="MDDTDLKILSHLQENARLSMVEIGKLVGLSSPSVTERVRRLEEQ
                     EVIISYRTIVNPKELKKHITAFVLMEPRDCNKYKKFAMEHSDVVECHRIAGMYSYLTK
                     VVTESVHTLEDYINLCLEYGKPTTLIVLSSPVEHKSFFTESEKL"
     gene            1926934..1928229
                     /locus_tag="DJ46_2054"
     CDS             1926934..1928229
                     /locus_tag="DJ46_2054"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK65357.1"
                     /translation="MTQQSLKRSITWVQGTALTIGAVLGCGILILPSITANSAGPASI
                     LSWVIMSILAFPIVATLARLAKMIPSAGGITAYVQMAFNANTSAILGWIMLGSIPIGV
                     PIIALTGAHYIGYVFPISNLSVIGIAALILITSLLLHIKGIELSSKVSVFVICIISLL
                     IVVAVIVSIPYVKLSSFTPFVPNGWSSVGASSVIIFFSFVGWEMITPLAEEFKRPAKD
                     ISISLFLGAICISIMYIAISFVTIGTHSYGDKDQIASLSILISKGLGPIGTYITTILA
                     IFISFSAVHANIAGFSRMIYAQAREGHFPSFFAKLHSQFQTPTRVLLVLGGIFSCILI
                     FYGMARPNLEMLLKGPSVIFITSYIFTMLAALKLLKVRDIGWWMAFLSLIICIIVYSF
                     SGWAIFYPVILSVIGWIYIVMNKKYSTITNHSINTSNEN"
     gene            complement(1929378..1929887)
                     /locus_tag="DJ46_2055"
     CDS             complement(1929378..1929887)
                     /locus_tag="DJ46_2055"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61425.1"
                     /translation="MKIQLQKSFYFELKNAIRCHYNELLTRCGVDTIYGYSILTDDCV
                     NNIGPVANEERLIKVNKSDPLYNYYRYGAIEWSEWDDFGMFDEVNKIIKKYHNIVEDD
                     FNIRVHTLLKETLTVLMELELEGLFGDRNDNRFIVICVTDSSNEIMIESARLLNTLKT
                     YEEYASEFA"
     gene            complement(1930031..1931278)
                     /locus_tag="DJ46_2056"
     CDS             complement(1930031..1931278)
                     /locus_tag="DJ46_2056"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63971.1"
                     /translation="MAKIRPFRAIRPVEEKAAQVAALPYDVLNSEEAREVVKGNPFSF
                     LHVDKAEIDLDPALSPYDDRVYEKAGENLNRLIREEVFIQDEEPALYIYELTMQGRKQ
                     SGLVVCTSIDEYEDDTIKKHERTRHEKELDRIRHVDVCDANTGPIFLTYRTKEEVKRF
                     IASWKEEHAPIYTFTAEDGVEHVAWKIADEEVIASLVNVFEDIPNLYIADGHHRSASA
                     AKVGLMRREQYPNYTGEEEFNFFLSVLFPHDELSIWDYNRVVKDLNGLSEEQFLKQIT
                     QYFYVEEASVSPYKPNEPKTFGMYVNEKWYKLTVKEETFDANDLVKGLDVSILQDHLL
                     SQVLEIHDPRSDSRIDFVGGIRGLEELERLVNSGAYKAAFSLYPTSMESLLAIADAGE
                     VMPPKSTWFEPKLRSGLFVHSLK"
     gene            complement(1931292..1932464)
                     /locus_tag="DJ46_2057"
     CDS             complement(1931292..1932464)
                     /locus_tag="DJ46_2057"
                     /codon_start=1
                     /transl_table=11
                     /product="D-isomer specific 2-hydroxyacid dehydrogenase,
                     NAD binding domain protein"
                     /protein_id="AIK62980.1"
                     /translation="MFRVQTLNQIAEKGLQVLGGERYEVGERINHPDGILLRSYSLHQ
                     EEFSKDLKAIARAGAGVNNIPVERCTEKGIVVFNTPGANANAVKELIIASLIMSSRNI
                     INGVSWTKNLEGEEVPQLVESGKKQFVGSEIAGKRLGVIGLGAIGALVANDALALGMD
                     VVGYDPYISVETAWRLSTHVQRAFSLDEIFATCDYITLHIPLTNQTKGMIGEHAVEKM
                     KKGMRLFNFSRGELVDEKVLQKALEEEIIAHYVTDFPNENVIKMKNVTATPHLGASTS
                     ESEENCAVMAARQLREYLETGNIRNSVNYPNVELPYIGKKRITIMHQNVPNMVGQITG
                     CLAEHHINIADMINRSKHSWAYTMIDIDNGIDDIIKENIVENISKITGVVAVRMIV"
     gene            complement(1932477..1933559)
                     /gene="serC"
                     /locus_tag="DJ46_2058"
     CDS             complement(1932477..1933559)
                     /gene="serC"
                     /locus_tag="DJ46_2058"
                     /EC_number="2.6.1.52"
                     /note="serC_1: phosphoserine transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoserine transaminase"
                     /protein_id="AIK62078.1"
                     /translation="MERVYNFSAGPSILPLPVLEKVQKELVNYNGTGMSIMEMSHRSS
                     YFQSIIDEAGSLLRELMNIPDEYEVLFLQGGASLQFSMIPLNLMNTYKKAGYVLTGSW
                     SKKALQEAEKVGEVQVIASSENEKFTTIPKLDGLLGDEKLDYVHITTNNTIEGTKYVD
                     IPHVDKVPLVADMSPNILSERYDVSKFGLIYAGAQKNLGPAGLTIAIIKRDLIGGADR
                     YCPTMLNYETYSKNNSLYNTLPSFSIYVTKLVLEWLKEQGGVSAIEEQNKMKSSLLYN
                     FLDESKLFTSPVDPAYRSLMNIPFTTPSEELNNEFLQKAKERGLVTLKGHRSVGGMRA
                     SIYNAMPVQGVQQLVNYMKEFELENR"
     gene            complement(1933848..1934159)
                     /locus_tag="DJ46_2059"
     CDS             complement(1933848..1934159)
                     /locus_tag="DJ46_2059"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62498.1"
                     /translation="MELAFLKKRKNHSYKKETWMGTISLIIAFLALLYLNITLLSQET
                     FIGEGFREIVGVGLLCSVVGMITKRKSRKYALWACSLFVFMLLFTVFGFMLGWMISFG
                     P"
     gene            complement(1934141..1935163)
                     /locus_tag="DJ46_2060"
     CDS             complement(1934141..1935163)
                     /locus_tag="DJ46_2060"
                     /note="sigma factor regulator C-terminal family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62178.1"
                     /translation="MTNDKPHSEQEDYKDLLQEALHQRPASLPDGKQEQVLKIGKKRA
                     RITNVLIVFTFLLLIQPIIYISTLLYYVFAPINAMEIRNVVKQTISVTEPNVYMKERD
                     MEQTLLPLSLQLHFDLYKRVGKKDIRIGEEKTYSLLSKVAKVSREYTTDEKIPEVPYV
                     DNEVLSHPNNYNTSYNSSEEAQVLKGLPQESVVEAFVSFRELLSVQEVTNMFPTIDIV
                     WYAVNTGLEEKQKNDEGMYVAPIGFPADMISSLSGPFVSDSPHEEQFIGVLKSLQNHE
                     DLAVKLSRAKTLELSKRISFLEKNGVKTYGAVVTGPKGEVEKLMSHEKVRNLKVGEAR
                     LWNWHS"
     gene            complement(1935153..1935704)
                     /locus_tag="DJ46_2061"
     CDS             complement(1935153..1935704)
                     /locus_tag="DJ46_2061"
                     /note="sigM_subfam: RNA polymerase sigma factor, SigM
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, SigM family
                     protein"
                     /protein_id="AIK64298.1"
                     /translation="MQLFNALIRVICERRRGMEIEEIYKIYINDVYRYLFSLSRSHHA
                     AEDLMQETFYRAYLYLEDYENQKVKSWLFKVAYHTFIDFVRKEKKVSFVGTEELEAIQ
                     AGESTEEYVVAKNSYEKLIRIIHTLPVIEAQAVLLCDVHQLTYEEGASVLDLKLNTYK
                     SHIFRGRKRLKQLLKEEKSQNDK"
     gene            complement(1935959..1936150)
                     /locus_tag="DJ46_2062"
     CDS             complement(1935959..1936150)
                     /locus_tag="DJ46_2062"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63105.1"
                     /translation="MKFLSYLTVILVILGGLNWLFVALDYNVVEKWFGSMPALVDTIY
                     WLIGLSAIYQIFDRFFTDN"
     gene            complement(1936240..1937307)
                     /locus_tag="DJ46_2063"
     CDS             complement(1936240..1937307)
                     /locus_tag="DJ46_2063"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64155.1"
                     /translation="MKKNKSLISFLGVFIMLFSFCFQGNVQADVNTVQSGKIKSGNVT
                     VWEVGNIAKVLADVERLNLNTVNVPIQVDIPNVTSTNMVINQAQKQQAIILIQELLKR
                     NIQVIVEPFPYIQQGNVGETEWNPSNINDFFWNWKTVILQDIFNTITSKYNVYGLKIA
                     SNFVNMEYAEGYWSDTIDFVRQQYKGNVLYQMNWWLTASFDPSYEAKFVEKINRPYLK
                     KVDIVSIDSWFEVSGKRNPSYEEVKQSLFATTVYNRGQNVVQQLEQLHKATGKPVYFG
                     GFNVPARELGLQNPWNPDVSNVFSKDVQLNGWRAYRDVLEPKPYFKGFSIWFIGSNNS
                     THAYQIHSKEAEAVINGWYRK"
     gene            complement(1937488..1937727)
                     /locus_tag="DJ46_2064"
     CDS             complement(1937488..1937727)
                     /locus_tag="DJ46_2064"
                     /codon_start=1
                     /transl_table=11
                     /product="homogentisate 1,2-dioxygenase family protein"
                     /protein_id="AIK62550.1"
                     /translation="MNDDQIQLFKANGDFIWHEHPNTDKLFIVLEGEMFIDFRDGQVK
                     ISKGEMFIVPRGVEHKPFTEKESHIMLVEPKREMD"
     gene            complement(1938021..1938848)
                     /locus_tag="DJ46_2065"
     CDS             complement(1938021..1938848)
                     /locus_tag="DJ46_2065"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK63045.1"
                     /translation="MKLDVNELAEYLANTPFRVEGVYRYAKNPGVPCAESTDSFPGFV
                     FPLTGKTEFQFNGTPYTLSPGKVIHGGAKMTLAHKMLGEINWEYILVLYRISNSERED
                     SGFTHQHFELLTGQSPRLVELLMRLWDVYNQRGGISMFQTEMLFREALNEALLSVVNR
                     ENNYESHTLFERISSYVHKYYYKDITIHTLTEQNNVNRNRLSYVFRKHAGMGPAEYLL
                     NYRIKMAQKMLCTSGVPVQQIAQAVGIADPFYFSRVFKKRVGISPTKYREKFINNPY"
     gene            complement(1939402..1941792)
                     /locus_tag="DJ46_2066"
     CDS             complement(1939402..1941792)
                     /locus_tag="DJ46_2066"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin amidase family protein"
                     /protein_id="AIK63590.1"
                     /translation="MEVVIKKKRTRGKKIFIWSSSIVLLLVICTAIFLNIYTLKSVPK
                     IDGTIKLEDLQRAVTVKRDSKGVPHIKAENAHDLYFSQGYVQAQDRLFQMDLSRRQAS
                     GMLSEVVGEAAVDRDKLFRTLGLRRAAEASVSQYDGEAKDALQSFADGVNAFIREAKE
                     EKKLPVEFTILGYEPAEWSIVDTLTIGKYMAFDLGGHWHGQAFRYWALKNLPKEQTNE
                     LFPTYPKDAPRLLAELENTNVNVAQSFAKTIIPPEFNGSNNWVISGEKSASGKPILAD
                     DPHLSLATPSIWYQSKLEMKDLNVSGVIFAGVPGVILGHNDKIAWGVTNTGPDVQDLY
                     IEKRNPNNENEFLYNDKWEKATVVDESIKVKGGKTIPYNVTVTRHGPVISEFADKGKE
                     KTKTVFALKWTALEPSAELKAVLNMNKAKDWNEFETALQDFHTPTQNFVFASNDGTIA
                     YKANGNIPVRKKGDGGLPVPGWTDEYEWEGYIPYDQLPKVINPKQGFISTANNKIVDD
                     NYPYHISNTWAQPYRQMRIQEFLQEKEKYTVKDLEELQMDQKNLYGKEFTPIFLKELN
                     KASLHEVEKEGVKQLTKWNFYDSKDDAAPLIFHLLMKEISNTLFSKEIPKDVMELFEG
                     KSQVVDELIRKEVAGEKSTWFTKYGGFTKVVHTSYENVMKKLQKEYGPDVTEWKWGDY
                     HQLTFTHPISKSSSMLALLAFNREKPVPIGGSQVTVQAASYGDNGIVNHGASWRFVID
                     TKDMSNGYHIVGPGQSGHFRSDWYHDQIDDWVNGTYHTTTLNTEGIEGKVLNLEPK"
     gene            complement(1941872..1942612)
                     /locus_tag="DJ46_2067"
     CDS             complement(1941872..1942612)
                     /locus_tag="DJ46_2067"
                     /note="dnaD_dom: DnaD domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DnaD domain protein"
                     /protein_id="AIK61072.1"
                     /translation="MAVYRNVQVNFWQDEFILDLTPEERYFYIYLLTGTKTKQCGIYV
                     LPKRVAELETGYNMETVEKLLNRFVEYGKILYDVETKELYIMNWLNYNPILNTNVEKC
                     VLRELKTVKNKEFIHMFLRKCLEEEWKIPLLLQHFGMPKEEDTSSLQEVVEEIENVEE
                     VADTSHSEVYKFYEQNISSLSPYIVKELKNWIQRLSGEKVLEALKIAFEQNKRTFAYV
                     KGILRNWCKKGWGDFSGRKEGEVCLHDP"
     gene            complement(1942903..1943919)
                     /locus_tag="DJ46_2068"
     CDS             complement(1942903..1943919)
                     /locus_tag="DJ46_2068"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AIK65265.1"
                     /translation="MNQDGDYNKALENAKRLAGYLMNKEGISADHIYRHQQWSGKNCP
                     DILISRGNWTGFVQGIQWYANVNAQIDSPLQERNELFDSNEYNPAEPNMELVVKGDGI
                     NVRSGAGLEHQTVRKASNGDRYKVLAVKNGWYKVGNDEWIFYNPSWIKINYNVPNKEV
                     QKPKDDITGGWFEGHIRKLNSLGIMHGEGNGVFAPYRNVTRAEFATLISNALKLPEGN
                     KTFVDINKAHPSLHNGIKRSASAGIINGRGGGIFDPNASITREEASIMIDKALQYKGV
                     TGELAALPFTDQHLITYKQHVQRLYSLKVVTGVGNNEFNPKGTTTRGEAAAFLVKMLD
                     ASQK"
     gene            complement(1944130..1944678)
                     /locus_tag="DJ46_2069"
     CDS             complement(1944130..1944678)
                     /locus_tag="DJ46_2069"
                     /codon_start=1
                     /transl_table=11
                     /product="putative n-acetylmuramoyl-L-alanine amidase /
                     S-layer protein"
                     /protein_id="AIK62004.1"
                     /translation="MNIKKRVIALSTSLVILGSAPLSISAGEINKSHTDQLSIAQGER
                     GTSGLRYSDFNLETPDHMQINEAKVSGNEKILLEEYKHKHSESEELHKMKEAKKGQVA
                     EEDAISNIEKAFEHVDGRNDGSTREMKPVEKRRAIQYSASMTTKKYGTLAGTPFVEWI
                     VPAGNPDIRPANPMKARYITIH"
     gene            1945077..1945784
                     /locus_tag="DJ46_2070"
     CDS             1945077..1945784
                     /locus_tag="DJ46_2070"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63663.1"
                     /translation="MDFKTVMQELEALGKERTKKIYISNGAHEPVFGVATGAMKPIAK
                     KIKVNQELAEELYATGNYDAMYFAGIIADPKAMSESDFDRWIDGAYFYMLSDYVVAVT
                     LSESNIAQEVADKWIASGEELKMSAGWSCYCWLLGNRKDNEFSESKISDMLEMLKNTI
                     HDSPERTKSAMNNFLNTVAISYVPLHEKAVEIAKEVGIVEVKRDNKKSSLLNASESIQ
                     KELDRGRLGFKRKYVRC"
     gene            complement(1945862..1946194)
                     /locus_tag="DJ46_2071"
     CDS             complement(1945862..1946194)
                     /locus_tag="DJ46_2071"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64750.1"
                     /translation="MNQISFEDLFEEENKREKVEVAHIPAPLSPLQKDILELVDSEEI
                     SALELCEQLIRSGKISDERFTTNKPKAYGQVCLVLEGFVKEGKLIFVKSDEKRDRVYK
                     LKEEVSNI"
     gene            1946638..1947720
                     /locus_tag="DJ46_2072"
     CDS             1946638..1947720
                     /locus_tag="DJ46_2072"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62520.1"
                     /translation="MNRKTSKVKKFLGFVLTAALATTTMVGTANAQTTTNSYKVASNE
                     NTVFTDVPKDHWSKDAIDYLAAAGIYKGYGNGKFGFGDNITRGQVASLVNRHLGLIAD
                     DKQGNMFSDITNHMFEKDIKAIAQAGIMTGDGTGTFRPDDVLTRYEMAVILQKAFHLE
                     SKEQGKFKDVPKGHWAYEAVNTLRSNRIAQGDEAGNFNGNTFVKREQYAQFFYNAIAK
                     NRDYNFNINSKEEMKQMLTTALENGTFGPFQLDVLGKDLSDVKKEYGVPDVWKKAPCT
                     ECDAPNIAVYGDYNIDMYPSDARYISVKMDITINELKEWFGEPDGIGEDMTSEGFIYN
                     RGSYSLYFSFSDGYIQRAEISKNKFN"
     gene            complement(1947852..1948310)
                     /locus_tag="DJ46_2073"
     CDS             complement(1947852..1948310)
                     /locus_tag="DJ46_2073"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK64886.1"
                     /translation="MIQSIYETHLHVRNLEKAIDFYQNKLGLTLAKKLSKRRVAFFWV
                     GENKKQMLGLWEVHSNEDFEMKHFAFRVDLDFLKTARLWLEERGIEVVGSQGKGNEEP
                     IVQRWMPAASVYFLDCDGNKLEFISMLHDDPDELEYATYLSEWGAEHQEK"
     gene            1948567..1948977
                     /locus_tag="DJ46_2074"
     CDS             1948567..1948977
                     /locus_tag="DJ46_2074"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63602.1"
                     /translation="MAYFNVTGDIFPVEAITEALSIEPTKTYKKGDVIERRDNPNLVS
                     TKNLYRKETDWTLSTGYQQSYDINNQLYVILKSLEGKTEQLKHLKKKYGLEFLFMIVI
                     QVENNESPAMYLQKDIIDFASSIQAEIHFDLYIC"
     gene            complement(1949077..1949277)
                     /locus_tag="DJ46_2075"
     CDS             complement(1949077..1949277)
                     /locus_tag="DJ46_2075"
                     /codon_start=1
                     /transl_table=11
                     /product="NETI family protein"
                     /protein_id="AIK65676.1"
                     /translation="MTKQPNKKKFEVLENETITDCLARMEQEGYAPSRRMEEPIFHEV
                     KKDDKTVVEPCGRKIVFEGKLK"
     gene            complement(1949261..1950457)
                     /locus_tag="DJ46_2076"
     CDS             complement(1949261..1950457)
                     /locus_tag="DJ46_2076"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK65611.1"
                     /translation="MSIRFTFWIMVGIVAISGLSQGMLLPAIAMIFEQEGVSSSINGI
                     HATALYIGILVISPFLEKPMQKFGMKPIIVIGGFLVIISLFFFTQTFSFWVWFILRFL
                     VGVGDHMLHVGTQTWITTTADPSKIGRQVSIYGVFFGIGFAVGPYLASTVQYGLATPF
                     IISTILCLIGWLLLLPTKNAFPAQDEREVKSESSFSRYKQVVGLGWIALLGPLAYGVL
                     EAMLNSNLPVYALRKGWSVSEVSFLLPAFAVGGIITQIPLGILSDKYGRDRILTWTFC
                     ISTGIFLLAAVFDHYYWIVFACMLLAGMVIGSCFSLGLGFMTDLLPRHLLPAGNILSG
                     IAFSLGSILGPVLGGVFIEKIQYTSFFVAVMIIIGTLAILYMIYMKNQFASRKIESRL
                     GHDKTT"
     gene            complement(1950598..1951500)
                     /locus_tag="DJ46_2077"
     CDS             complement(1950598..1951500)
                     /locus_tag="DJ46_2077"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK65059.1"
                     /translation="MIKPATMEFVSLSNGETIAYQEVGRQNAEILVLIHGNMTSSQHF
                     DLVIEKLQDQYHIYALDLRGFGQSTYNKAIDSIQDFAEDVKLFIDGLKLEKFSLMGWS
                     MGGGVAMQFTANHPTFVEKLILVESVGMKGYPIFKKDINGQPIVSSLVKTKEEIAQDP
                     VQIAPVLDAIKNMNKLYYRTVWNLLIYTHNQPEPDRYEKYLDDMLTQRNFVDVNYALI
                     TFNISDEHNGVVEGNKQIHRIKAPTLVIQGDRDYVVPQVVGEELVKHLPNAELQLLED
                     CGHSPFIDCLDVFIKHVEDWLEGK"
     gene            1951690..1952106
                     /locus_tag="DJ46_2078"
     CDS             1951690..1952106
                     /locus_tag="DJ46_2078"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK62487.1"
                     /translation="MDEKQHFFHIVSQTSRKFTKKFNERVSPTGLFSAQWAVIFRINQ
                     TGSCTQTELCQYLNVESPTMTRTLTRMETMGWIIRTEGKDRREKLISLSETAIKMIPV
                     WQEEVDTFEEKTLEGINEDDLHQAFQVLQQIIKNLD"
     gene            1952122..1953321
                     /locus_tag="DJ46_2079"
     CDS             1952122..1953321
                     /locus_tag="DJ46_2079"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK63664.1"
                     /translation="MQSEKLWTKDFLGTCFSSLFLFLTFYMLMTTLPVYVIDGLKGKP
                     EEIGLVATVFLISSVLCRPFTGKWLDDLGRKKILFISLSLFLAATVMYFGAQSLFLLL
                     ALRFLHGIGFGMATTATGTIVTDVAPAHRRGEALAYFGVFMSLPMVIGPFLGLTIISH
                     FSFTVLFIVCSVFSLLAFLLGLLVNIPHEAPVSKQKQEKMKWKDLLEPSSIPIALTGF
                     VLAFSYSGILSFIPIYAKELGLADIASYFFILYALVVVISRPFTGKIFDRFGENVLVY
                     PAIIIFTIGMFILSQAQTPFWFLGAGMLIGLGYGTLIPSFQTIAISAAPNHRRGSATA
                     TYFSFFDSGIGFGSFILGIVAAKSSYHNMYFIAAIIVAFTLLLYYGLHGRKQKFKKQR
                     TDGQISA"
     gene            1953422..1954681
                     /locus_tag="DJ46_2080"
     CDS             1953422..1954681
                     /locus_tag="DJ46_2080"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK61157.1"
                     /translation="MKLKKSPLLLLIITFIFVITGLGFTYFKHNKTTPSKNNVTKKNW
                     LDDPYLRWSYTHMKEFTLINDVKNNPDQIARFPSALQNLDDFAVQRRFGSATPLKELL
                     DDNKTDAFVVVHNGQLVYERYFNGYNESEPHGMASLAKVFTGAIIQSLAEENRIDLEK
                     TADTYIKELKNTPFGKATLQQLMDMQVSVEYPTHGYEHPALENQDAQLYLASNILPRD
                     KNYDGPMKIYDMLQEAKETAPPGSVFSYNNGSTETLAWIIRTITGKSLAENVSERIWS
                     QIGMEENAYYVTDETKIEQASAGLNATARDMARFGQLLLNNGEYNGKQILPSSITEDI
                     KNVQEGELAIGPGASISYHNQWWIPHNEQGAFEVLGSYGQTLYIDPKAKMVIVHFSSN
                     ATPSNEIHSVYSNMYIDIAHHLEKLPQ"
     gene            complement(1954798..1954902)
                     /locus_tag="DJ46_2081"
     CDS             complement(1954798..1954902)
                     /locus_tag="DJ46_2081"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65816.1"
                     /translation="MGKGRSNNAGKKQPNFDDSSNFAKQSQPTEKKKK"
     gene            complement(1955104..1955892)
                     /locus_tag="DJ46_2082"
     CDS             complement(1955104..1955892)
                     /locus_tag="DJ46_2082"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK63622.1"
                     /translation="MNNSMVLIKKECVQMLRDFKIIWLPIVFICLGATQPIVTHYLPS
                     ILEALGGGQGITIDLSMAAQKGGEVLATTLGSQFDQLGLMILVISMMGAIQTDKANGI
                     LAFILTRPVTVTSYVGGKIVSNYVMVACSVTIGYVTSYLYVNFLFTAVPFAHLITGLL
                     FYLIWVLFIVSFTTMISAIFHSQGIIALISIVFLLACRVIVGLNPIMDRLNPAGMSKY
                     AMETLVTGGVNSNAIITGLLTIVWILLTLFVTYYWIANKKFHYE"
     gene            complement(1955885..1956793)
                     /locus_tag="DJ46_2083"
     CDS             complement(1955885..1956793)
                     /locus_tag="DJ46_2083"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62702.1"
                     /translation="MKLEIKNVTKSFKGKIAVNNFSMELQAGECVGLIGPNGAGKSTL
                     IKVISDITNPTDGEVLLNGIKISKMKSEIGYLPQYPNFFHWMTARETLTFMGQLSGVK
                     KEELLKSIPKMLEKVGLKGEENTKVSTFSGGMKQRLGIAQALLHKPSLIVMDEPVSAL
                     DPIGRREVLNLIEEIKKDTTILLSTHILSDAEEICERFVIIKDGTKIEDTTITELLHR
                     NRENKLVIEITAKDQKWIEIVKKLPYVKNVEVVGLKIKVKVESIEISKNMLLQNALEH
                     KVDIVKFEMSNDTLEEIFLKLVVQNE"
     gene            complement(1956790..1957029)
                     /locus_tag="DJ46_2084"
     CDS             complement(1956790..1957029)
                     /locus_tag="DJ46_2084"
                     /note="phospholipase_D-nuclease N-terminal family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62381.1"
                     /translation="MKIHYGLNDLKDIDIMAFLPIILPVIAVGALLVLIAFIDLYRHR
                     KTRKNVLVWTFIILFVNILGPILYFVIGRKDGGKV"
     gene            1957152..1957697
                     /locus_tag="DJ46_2085"
     CDS             1957152..1957697
                     /locus_tag="DJ46_2085"
                     /codon_start=1
                     /transl_table=11
                     /product="ferric uptake regulator family protein"
                     /protein_id="AIK61754.1"
                     /translation="MSNKVEILMHPVRMKICQVLMRNKEDGLTPLEMVKIIKNVPQAT
                     LYRQLQTMVDSGIVHVIKEKKVKSVSEKYYAINEEDAKIEGSEWKGLSDDEKLNYISY
                     YQLSLMTQYQSYLKKLEEQNSQEDKATFSVVELKLDEEHFGKFQNELNELMIKYYNSQ
                     SKDDEIEAPVRTVAITIIPET"
     gene            complement(1957897..1958286)
                     /locus_tag="DJ46_2086"
     CDS             complement(1957897..1958286)
                     /locus_tag="DJ46_2086"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61200.1"
                     /translation="MNRLKYFFLITDVGFVIYWLITIFHIIPQEYLFKDYEDPILVAW
                     NWSFLPLDLLISLTGFLSLYLHSKQKHIWSHFAFLSLILTFCSGLQALAFWTIRLDFD
                     MSWWIPNLYLLVYPCFFLKSVWRVWMV"
     gene            complement(1958283..1958645)
                     /locus_tag="DJ46_2087"
     CDS             complement(1958283..1958645)
                     /locus_tag="DJ46_2087"
                     /codon_start=1
                     /transl_table=11
                     /product="small Multidrug Resistance family protein"
                     /protein_id="AIK64599.1"
                     /translation="MQWIYLCLAILFEVAGTTAIKLSDGLTKLVPSILIFVFYVVSFA
                     FLSFALKGMEMSVAYAVWSGMGIVTITTIGFIYFGESINIIKIVAILFILIGVVILNF
                     NSTAHEAKKKEMVEERIH"
     gene            complement(1958660..1959217)
                     /locus_tag="DJ46_2088"
     CDS             complement(1958660..1959217)
                     /locus_tag="DJ46_2088"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK61669.1"
                     /translation="MKQRIVTETIHQIQTKGFTFTISDLAKQLAVSKRTIYEHFSSKD
                     EIVDEVIRNVIESIQEKEKNIAEDDTLQTVEKIRLILICIPQQFTFMDARLLVELKKH
                     HYYQWLKLDQFLREGWSTVIGLIEEGMREGSIRKIQIPFFIEVYLGALNRIYDPMFIE
                     KSDHTLGSMLESIMDMLLYGISNSK"
     gene            complement(1959549..1961087)
                     /gene="alv"
                     /locus_tag="DJ46_2089"
     CDS             complement(1959549..1961087)
                     /gene="alv"
                     /locus_tag="DJ46_2089"
                     /codon_start=1
                     /transl_table=11
                     /product="alveolysin"
                     /protein_id="AIK62860.1"
                     /translation="MIFLNIKKNTKRRKFLACLLVSLCTIHYSSISFAETQAGNATGA
                     IKNASDINTGIANLKYDSRDILAVNGDKVESFIPKESINSNGKFVVVEREKKSLTTSP
                     VDILIIDSVVNRTYPGAVQLANKAFADNQPSLLVAKRKPLNISIDLPGMRKENTITVQ
                     NPTYGNVAGAVDDLVSTWNEKYSTTHTLPARMQYTESMVYSKSQIASALNVNAKYLDN
                     SLNIDFNAVANGEKKVMVAAYKQIFYTVSAELPNNPSDLFDNSVTFDELTRKGVSNSA
                     PPVMVSNVAYGRTVYVKLETTSKSKDVQAAFKALLKNNSVETSGQYKDIFEESTFTAV
                     VLGGDAKEHNKVVTKDFNEIRNIIKDNAELSFKNPAYPISYTSTFLKDNATAAVHNNT
                     DYIETTTTEYSSAKMTLDHYGAYVAQFDVFWDEFTFDQNGKEVLTHKTWEGSGKDKTA
                     HYSTVIPLPPNSKNIKIVARECTGLAWEWWRTIINEQNVPLTNEIKVSIGGTTLYPTA
                     TISH"
     gene            1961494..1962840
                     /locus_tag="DJ46_2090"
     CDS             1961494..1962840
                     /locus_tag="DJ46_2090"
                     /codon_start=1
                     /transl_table=11
                     /product="C4-dicarboxylate anaerobic carrier family
                     protein"
                     /protein_id="AIK66224.1"
                     /translation="MFRSFTNGCVALVQRFLPEPFILSCLLTVFVIFFGMFATHQTPV
                     EMINHWGNGIWGLLAFSMQMALVLVTGSALANAPLIKKGLMKAARLPKTNGQGIIAIS
                     IVSLLGAYINWGFGIVVSVLYAKEVARQLEGLDYRLAIASSYSGFLIWHAGLSASIPL
                     TLATGGETLMKTTAGSIKEAIPITETLFSPYALVPVIIFLVTMPLINKAMHPDAKHTI
                     TVDPSVFHEEAAAQEAGKNTFAEKMENSIIITLCVGLLGLIYIFNYFYTKGFNLTLDI
                     VIFMLLIAGLIFHRTPIQYIRAFSDSTKSASGILLQFPFYAGIMGMMIGANSEGLSLG
                     GAISNFFISISNETTFPLFTFLSAGIVNIFVPSGGGQWAVQAPIMIPAGAELGVPAAK
                     TAMAIAWGDAWTNLIQPFWALPALAIAGLGARDIMGFCVVNLLYAGFIISLCFLFI"
     gene            complement(1962881..1963234)
                     /locus_tag="DJ46_2091"
     CDS             complement(1962881..1963234)
                     /locus_tag="DJ46_2091"
                     /note="hsdM N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63265.1"
                     /translation="MNEMERIINCCQYDNELFRTYINCLIQLKKCSETFQQIQIQLRN
                     DYLIRGIFEREVDEVVRGSKEYETYFLPKALQWNFLKNNQHLIEKVCGDFFAFEALYL
                     TEIEWKTVINCVGNK"
     gene            complement(1963231..1963806)
                     /locus_tag="DJ46_2092"
     CDS             complement(1963231..1963806)
                     /locus_tag="DJ46_2092"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="AIK64965.1"
                     /translation="MNVLIVYAHPSPSSFNAAILKHVQKGLQETNHSVTVLDLYKEQF
                     NPVLVFNEEKKRRDLVNEEETARYRALVEEADTLLFIYPIWWWGMPAILKGFIDRIFV
                     AGFAYKYEGALPKGLLKGKKAWGINTLDSPLWYVALLYRSADWIIMKRGVLRFCGIRD
                     IKRSVFQSVKTSKREKREKWLLQIEEKARTL"
     gene            complement(1963830..1964219)
                     /locus_tag="DJ46_2093"
     CDS             complement(1963830..1964219)
                     /locus_tag="DJ46_2093"
                     /codon_start=1
                     /transl_table=11
                     /product="SWIM zinc finger family protein"
                     /protein_id="AIK63925.1"
                     /translation="MYAYLLHDITKWIPKYIMDKGYEYYEEGNVEDVEIQDKKIFAFV
                     TGNAGDYEVIIDLEDFTESSCECPYENYCKHMAAVVYDIQGAGESTVKEKLKDLDKEE
                     LLTVLNRLLQSSKNIQIVEKMLKKGKL"
     gene            complement(1964471..1964728)
                     /locus_tag="DJ46_2094"
     CDS             complement(1964471..1964728)
                     /locus_tag="DJ46_2094"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66108.1"
                     /translation="MTLEKYVKLRSTVYEYMIEQDKPISLLDIQEHIVSHHEGKFTKK
                     MLHQFYLSRLLDELKLDGKITLADEYLYTEKGVFYKARKGS"
     gene            1965052..1965243
                     /locus_tag="DJ46_2095"
     CDS             1965052..1965243
                     /locus_tag="DJ46_2095"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61341.1"
                     /translation="MHENARGYVQDSFQSLQEAKQCLEAALQTVEKDFNRARIEQSLY
                     AIEQAIQRCDYTVHILEQD"
     gene            complement(1965276..1965998)
                     /locus_tag="DJ46_2096"
     CDS             complement(1965276..1965998)
                     /locus_tag="DJ46_2096"
                     /codon_start=1
                     /transl_table=11
                     /product="ywiC-like family protein"
                     /protein_id="AIK64136.1"
                     /translation="MKLVIPKQHGAWAMLVIPFLLSVILGKPTIYHIPLFIAWFFIYL
                     ATYPFLMYIKQKRKKEYLHAAIVYFIIAFVFGMISLLYEWRILLFVAVMIPFFIVNMY
                     YARQKNERALRNDISAIIVFCIGGLVSYYFSMKLIDKTALFIALISFLYFLGSTFYVK
                     TMIREKNNPKYRFISWGYHILLMIIVFAINPWCSLIFIPSVIRAIILYGKKISIIKVG
                     ILEIVNSVYFLIITAIIMKYAI"
     gene            complement(1966182..1966883)
                     /locus_tag="DJ46_2097"
     CDS             complement(1966182..1966883)
                     /locus_tag="DJ46_2097"
                     /codon_start=1
                     /transl_table=11
                     /product="ECF-type riboflavin transporter, S component
                     family protein"
                     /protein_id="AIK63435.1"
                     /translation="MSKRYVAFIICIFAVIIGTLLFTTLIMDGYYMLSSLFLLVVIML
                     PFYIRFERKAFVSREIVLVAVLAAIAAVSRVPFSILPSVQPTSFVIIVSAIVFGSETG
                     FMIGATAAIVSNIFLGQGPWTPWQMFSWGMIGFIAGLLRNTFLMKKLWGRLLYGLFVG
                     FLFGWIMNFWGLLGFIREATWETVISYYIASFYFDLSHAISNVVFLLLFSTSWITILT
                     RFKKKYGILDEHNMV"
     gene            complement(1966856..1968517)
                     /gene="ccmA"
                     /locus_tag="DJ46_2098"
     CDS             complement(1966856..1968517)
                     /gene="ccmA"
                     /locus_tag="DJ46_2098"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK62403.1"
                     /translation="MDMVAHAEIKNLSFVYADENEKALQHISLSVQKGEFIALAGGSG
                     SGKTTLLKHFKKELLPIGKRTGDTYYDGTLLENVPDLLSAQEIGMVFQNPENQLVMDT
                     VIQELAFSLENIGLPSHIIQKRIAELISFLGFQDLLHQSVHTLSGGQKQLVNLAAVLV
                     MQPKLLLLDEPTAQLDPIAAKEFLGLLKRINEELGITIVLSEHRLDEVIPLATRVICM
                     NNGRIVYDGSPKTVVANMWEVEKFRPFIPQIPRLFLEWNAKDIPFTVREAQMKLNDFL
                     AISYVSEPIVQSEKQEVILSAEHISFQYEKNNPLILRDLTVSIEKGKWVALVGKNGTG
                     KSTLLTILAGLQKARRGKVKWNGKVIHKIDSKERFKSIGYVSQHPYYHFTFDTVWDEV
                     YERARELYGEQGKEIAEHQLKKFWLYGLKERHPHDCSGGEQQLLALCTTLLSKPTLLL
                     LDEPTKGLDPWKKERVGELFRKLQKEGTTIVMATHDIEFAAKYVDQCMMLFDGAVIMN
                     DAPKEFFSGNFFYTTSINRFIRKELPYALTWEDVYEACQNDMLHS"
     gene            complement(1968490..1969368)
                     /locus_tag="DJ46_2099"
     CDS             complement(1968490..1969368)
                     /locus_tag="DJ46_2099"
                     /codon_start=1
                     /transl_table=11
                     /product="cobalt transport family protein"
                     /protein_id="AIK61058.1"
                     /translation="MKISFSSLHPFVNFFYYIGVMILCMMCLHPLFLIGAILLIVILN
                     VMQGNSEKVRKMLPSTIVFFVMVILFNSLFTHRGRTTLFWVGDSRIKLEAIMFGVVMG
                     LLLVAIMFTFASYNDIISSHKFLYLFSRISPKVALLTMITVRFVPLFMRRLQKITLVQ
                     KTKGVQVDAGSIVERVKNGMQLLQVLLICSLEDALQTADSMQARGFGVTKRTTYIRYR
                     MERRDWYTLSYLSILFIIAIICSTYGGGKLIIYPKVESILFQQYDGMMFIVFTMFISL
                     PIIMEGREWIWWRMQK"
     gene            complement(1969391..1970227)
                     /locus_tag="DJ46_2100"
     CDS             complement(1969391..1970227)
                     /locus_tag="DJ46_2100"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63181.1"
                     /translation="MSKMKWFISLLLSLGLLAGCEEAAVKLEKKVEPKQEEVAKQEEK
                     KDEAKPEEKPEEKQAEQEQNKQDEQKEKQEQKVEEKPKEEKPQAQLEVKKEEKQQEQP
                     KEQPAVNKQPEQQKAQEEKQQQPKAQEVKEEAKVVNQPKETPKQEQKKKPEENNSVPT
                     PPTPVPDPVPPVPDPVIPKPKQVTISVKGNEGYLLGAKKVDVQEGDTVYKVLQRTGLD
                     VDAMGSKDGIYVKGINDLYEKDITATSGWKYRVNGAFPNHSAGVVTVKPGDTIEWVFV
                     LK"
     gene            complement(1970284..1972071)
                     /locus_tag="DJ46_2101"
     CDS             complement(1970284..1972071)
                     /locus_tag="DJ46_2101"
                     /note="LPXTG_anchor: LPXTG cell wall anchor domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LPXTG cell wall anchor domain protein"
                     /protein_id="AIK65661.1"
                     /translation="MAMLKKWLLTSLMAVTLVFVSFANTVHITFAEEGNTAKLAIIGE
                     SQKGIMLCPKEEQIKDGETALSLLQKVMGDKVEAETMSFGTYVKGIDGLMAGATSGWL
                     YDVNDQSAEVGADSYKLKSGDVVVFRFVSDWNNMSQETLQQTLDKFGTCKTAEEPKTD
                     DPKQEKPEEPKTDDPKQEKPEEPKTDDPKEEKPEEPKTDDPKQENPDGTKTPEQPKQE
                     NIQIPAAQVNDAISKTSEKMLQDGIESDWVALGLSRSGKDIPIEAKLNYVKAVTEKVE
                     KRINRFSATDLARTIIMMNAMNADPTKVGEHNLVQKLYESDKVNSVTGYTFALLAFDT
                     KKYEVPVDSKWNRVALVDALLNAQHTDGGWTYDSASSKESASSVDVTGMVLSALAPYQ
                     DREDVKPAVQKAVAYLYNEQLENGGFSADGQENSNSVAQAIIGLSLVKDVDQNRLHKA
                     MQNLLSYQLPNGEFKWLPGDQNGSGMATEQALLALLQFKDLGKSIYDWSTEFVTEINP
                     KPNVDSENVVVEKEVTEQPEEQKQVQQETKDDTLKVVVDNEPVKNKKSGNGSTLPKTG
                     ASSHSAATEVGMGVLCIASAYVLWRRKAA"
     gene            complement(1972410..1972889)
                     /locus_tag="DJ46_2102"
     CDS             complement(1972410..1972889)
                     /locus_tag="DJ46_2102"
                     /note="S-adenosylmethionine:2-demethylmenaquinone
                     methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-demethylmenaquinone methyltransferase"
                     /protein_id="AIK64463.1"
                     /translation="MWKTTDLCDEFENELQICRQPFRSFGKKEQFHGKIATVKVKDDN
                     VLVKEGLQTLPEGTVLVVDGGASTNCALLGDNLAAIAEERKLAGIIVNGYVRDSSELK
                     NINIGILALGTMPNRSVKEGKGERNISLQFGQVEWKPDEYVYVDEDGVIISDKSLHR"
     gene            1973090..1974520
                     /locus_tag="DJ46_2103"
     CDS             1973090..1974520
                     /locus_tag="DJ46_2103"
                     /codon_start=1
                     /transl_table=11
                     /product="C4-dicarboxylate anaerobic carrier family
                     protein"
                     /protein_id="AIK65785.1"
                     /translation="MQLQTEVKKQPSKRKFKMPDAYVLLFFIALLCAIATYFVPAGEF
                     KRVTNGTVTTTIPGSYHSVPQSPVGFVSFFTAIEKGMTLAAPIIFLILFTGGAIAILE
                     KTGALDGLIYHVINKFRNQQLLFICIVAALFSILGTTGIIVNSVIGFIPIGIIVARTL
                     KWDAIVGVAIIYLGTYAGFNATILSPSPLGISQKIAELPMFSGIGLRTAIYISFLLAT
                     ILYINWYVKRLKKSNKGSILGDNWFPSNALSSGKEAQKTEVPWTIRHKLILLVSALSL
                     IAFLIGAFRLHWTDAEMTATFSFIAITAGIIGGMKANDIASTFLAGCQNLIYGALIVG
                     MARCISVILEQGKLLDTIVNQLAQSLEGQSPVFGVIGMYVSSAALHFLISSGTGESVI
                     FIPILAPLADFMHITRQVTVQAVMLGEGVVNCLNPTSGVLMGVLAASGISYGKWIRFM
                     APLAFIWFIIGLIFLIVGVNIEWGPY"
     gene            complement(1974668..1975495)
                     /gene="bsn"
                     /locus_tag="DJ46_2104"
     CDS             complement(1974668..1975495)
                     /gene="bsn"
                     /locus_tag="DJ46_2104"
                     /codon_start=1
                     /transl_table=11
                     /product="extracellular ribonuclease"
                     /protein_id="AIK64013.1"
                     /translation="MKFRNTKLAMVTLSSFFILGSASLSFTNIIQGEVASASPQEITV
                     KSYDDTYYNNAIGKTGLELKKELHNIIDDHTKLSYSAVWEALRDTDEDPNNKNNVILL
                     YTGRSQGKLTNGSGVDNWNREHVWAKSHGDFGTTAGPGTDLHHLRATDVSVNSSRGNL
                     DFDNGGVNHSEATECKYDSDSWEPRDSVKGDIARMLFYMAVRYEGDNGEIDLELNEKV
                     NNNKDPYMGKLSVLLKWNEQDPVDDLERKRNEVIFTKYQHNRNPFIDHPEWVNKIWN"
     gene            complement(1975923..1976279)
                     /locus_tag="DJ46_2105"
     CDS             complement(1975923..1976279)
                     /locus_tag="DJ46_2105"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65740.1"
                     /translation="MSLTTGPIENVGNQPANANKVRVKILNRTAGPLTGVARVFRLDG
                     SLVLIEQVNFNVNSNASTFATLSLVHPAFGQAFEYEVQIVPNQPGGLYSVYGLTAESV
                     IITAQRVVNSELTQFL"
     gene            complement(1976481..1977509)
                     /locus_tag="DJ46_2106"
     CDS             complement(1976481..1977509)
                     /locus_tag="DJ46_2106"
                     /codon_start=1
                     /transl_table=11
                     /product="dienelactone hydrolase family protein"
                     /protein_id="AIK62050.1"
                     /translation="MMTFDEYEVAIKSEFTLQGTITRPKAEGKYAAVVIIAGSGEIDR
                     DGTIVPLKLEANIYKELAHVMSRLGVVTLRFDKRGVGKSDGEFLKTGMWDLVSDIEST
                     ITYLKEQPFVDPENIILAGHSEGCMLATVVNARTPVNGLILLTGAAESLEEAAKRQRE
                     IAYKELKEQKGIKGKLMRLLNVEKRGEKQMEKIKEKMMNTEKDTIKVGFKPMNAKWFR
                     EHFQHDIYKDLQQVTCPVLAIAGDKDIQADPERAKRIGDYVKGNSEVHVIKDMDHSLK
                     VFKGEFKTLEFKKNYEEGARKPLHPELEEIIVNWLDTHFISQHAGSKIPGSILGESEE
                     VGRKSNCL"
     gene            complement(1977520..1978644)
                     /locus_tag="DJ46_2107"
     CDS             complement(1977520..1978644)
                     /locus_tag="DJ46_2107"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK64643.1"
                     /translation="MKEINIHKIIADKRKEKGITQEELAAYIGITKASVSKWETGQSY
                     PDITFLPLLASYFNISIDELISYKPQMEQEDIKNLYHRLAEAFSEKPFDEVMMECRKI
                     IKKYYSCFPLLIQIGILFINHHMLTEDTDRRIEILEEAMNLFSRVQEESDDVSLVKEA
                     VSFQATCYLILNKPNEVLQLLGETIRPNVPEEDLIAQAYQMLGNTKKANEIMQISMYQ
                     HLIQLVATIPNYVVVNASSVEKVEVILNRAFMLIDIYEIETLHPNMTLKVYYAAAQVY
                     CMQGNFERALKMLRKYAAVCAASFTVNSLHLHGDSYFDAIDEWFAEFPLGAKTVRNEE
                     IIKRSMLQSIAENPVFAPMKDVREYKNIITSLKFKLDIKE"
     gene            complement(1978985..1979557)
                     /gene="plsY"
                     /locus_tag="DJ46_2108"
     CDS             complement(1978985..1979557)
                     /gene="plsY"
                     /locus_tag="DJ46_2108"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-phosphate glycerol 3-phosphate
                     acyltransferase"
                     /protein_id="AIK63220.1"
                     /translation="MNILTLILSYLIGSISFALIVGKMFYKKDIRDYGSGNLGATNAY
                     RVLGIKAGVIVAIADILKGTFACLLPLILSSTINPIVCGLLAILGHIFSVFASFKGGK
                     AVATATGVFLFLSPLGVLVGFVVFVLTLLFTKYVSLSSMLAGIALFIYSLIFEDKVII
                     ALSLLIIVSIIILHRQNIKRILNGTENKIV"
     gene            complement(1980177..1980653)
                     /locus_tag="DJ46_2109"
     CDS             complement(1980177..1980653)
                     /locus_tag="DJ46_2109"
                     /codon_start=1
                     /transl_table=11
                     /product="aminoacyl-tRNA editing domain protein"
                     /protein_id="AIK61577.1"
                     /translation="MKKDKTNAMRILDKEKIEYSMMSYNPDDGKIDGVSVAEKIGREV
                     REVYKTLIAQGNSKNYHVFIIPVDEELNLKAAAKAVSEKKIEMIPVKDITKVSGYIRG
                     GCSPIGMKKLFSTCIDASAQSLETMIVSGGKIGIQIELKVDDLAKVTRAQFGEITK"
     gene            1980993..1982270
                     /gene="hisS"
                     /locus_tag="DJ46_2110"
     CDS             1980993..1982270
                     /gene="hisS"
                     /locus_tag="DJ46_2110"
                     /EC_number="6.1.1.21"
                     /note="hisS: histidine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine--tRNA ligase"
                     /protein_id="AIK61218.1"
                     /translation="MEIRNVKGTKDYLPEEQVLRSKIKRACEDTFERYGCKPLETPTL
                     NMYELMSYKYGGGDEILKEIYTLQDQGKRDLALRYDLTIPFAKVVAMNPNIRLPFKRY
                     EIGKVFRDGPIKQGRFREFIQCDVDIVGVESVMAEAELMSMAFELFQTLNLEVTIQYN
                     NRKLLNGILQAINIPTELTSDVILSLDKIEKIGIDGVRKDVLERGISEEMADTICNTV
                     LSCLQLSIADFKEAFNNPLVADGVNELQQLQQYLIALGINENTIFNPFLARGLTMYTG
                     TVYEIFLKDGSITSSIGSGGRYDNIIGAFRGDDMSYPTVGISFGLDVIYTALSQKETI
                     SSTADVFIIPLGTELQCLQIAQQLRSTTSLKIELELAGRKLKRALNYANKENIPYVLI
                     IGEEEICTETVMLRNMKEGSEVKVPLSSLSNYL"
     gene            1982432..1982743
                     /locus_tag="DJ46_2111"
     CDS             1982432..1982743
                     /locus_tag="DJ46_2111"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65272.1"
                     /translation="MNVFIKVLKWTTGISHLILIPCYYLTPGLVDLYGIPPLTVITLH
                     IITILLAKKEDMNTYPHYIGIIVTLVAFFPYIDIVLHMIAAIFLLLDAASTNTKKVYD
                     S"
     gene            1983009..1983608
                     /locus_tag="DJ46_2112"
     CDS             1983009..1983608
                     /locus_tag="DJ46_2112"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64675.1"
                     /translation="MLKKLIVGAVVAISSLTVGLGSVSASTEKDYSITSFEYVTVDEK
                     TVDSFNKLGAPSKEDIKITLVLPKQNQNGDWLSYGFSSKESLESFIEKDKQRLNHTIT
                     PLGVEGSGPGSTDFYKRTNQGSEYFSLSSGYKNLSPSWQNQISSVSTASPTASYSTTL
                     WERTSTEGYGKGVVFKHADWYGKTANLAAIPTSAVEVKK"
     gene            complement(1983667..1984047)
                     /locus_tag="DJ46_2113"
     CDS             complement(1983667..1984047)
                     /locus_tag="DJ46_2113"
                     /codon_start=1
                     /transl_table=11
                     /product="hxlR-like helix-turn-helix family protein"
                     /protein_id="AIK63952.1"
                     /translation="MDCSNENNINYPFLNKYSCPVEAMVEVIGGKWKGVILYHLLDGT
                     KRFNELKRLKPNITQRMLTLQLRELEADGIIHREVYREVPPKVEYSLTELGESLRPMI
                     LLMMEWATHNMEKVLESRNMKNNS"
     gene            1984176..1984859
                     /locus_tag="DJ46_2114"
     CDS             1984176..1984859
                     /locus_tag="DJ46_2114"
                     /codon_start=1
                     /transl_table=11
                     /product="putative NAD(P)H nitroreductase yfkO"
                     /protein_id="AIK61440.1"
                     /translation="MTNTNQITKEKIMEAFHFRHACKAFDPMQKISEEDFKFILETGR
                     LSPSSFGYEPWKFVVVQNKEVREKLRPYSWGAGGQLATASHFVIVLSRNIKDMHYDAE
                     YIKHMMNDIIELPEDAQKIRYEFFKKFQETDFNLLQSDRAVFDWASKQTYIALGNMMT
                     SAAQIGIDSCPIEGFDKEKVDSLLRQEGIIKENNFEVSVMVAFGYRKEEPKRDKTRQT
                     MDAIVEWIY"
     gene            1985013..1985288
                     /locus_tag="DJ46_2115"
     CDS             1985013..1985288
                     /locus_tag="DJ46_2115"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61801.1"
                     /translation="MSDIEVGEVFTLSDENNEEQEVEVLGAMDVEGAEYIAVAFVEDI
                     QTETEEDIDIFFLKVEEDSEFSYIENDEEFEKVSAAFEKILDEQEQE"
     gene            complement(1985335..1986393)
                     /gene="pyk"
                     /locus_tag="DJ46_2116"
     CDS             complement(1985335..1986393)
                     /gene="pyk"
                     /locus_tag="DJ46_2116"
                     /EC_number="2.7.1.40"
                     /note="pyruv_kin: pyruvate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate kinase"
                     /protein_id="AIK63856.1"
                     /translation="MTIDRVCTIGPASNNKETLAKLINNGMKIVRLNLSHGTHESHKD
                     IIRLVKSLDDSIKILGDVQGPKIRLGEIKGEQITLQAGDSFMLRTQPVTGSSTEASVD
                     YEGIANDVKVGSRILMNDGEVELIVEKVSTDKIETKVKTGGNISSHKGVNLPGAIVSL
                     PAITEKDKKDIQFLLEEDVDFIACSFVRKPSHIKEIRDFIQQYKETSPNLIAKIETME
                     AIENFQDICKEADGIMIARGDLGVELPYQFIPLLQKMMIQECNRTNTYVITATQMLQS
                     MVDHSIPTRAEVTDVFQAVLDGTNAVMLSAESASGEHPVESVSTLRLVSEFAEHVKKD
                     GPFVMKDVLELLHKSLDE"
     gene            complement(1986486..1987196)
                     /locus_tag="DJ46_2117"
     CDS             complement(1986486..1987196)
                     /locus_tag="DJ46_2117"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64550.1"
                     /translation="MKMKKVAIASITIGTMLTMAACSPSADKETDKKEQVTAQNEGEV
                     KTTSTDETSKTTKDTDKETNTSSNEKTDKDAKNTKESSGTESNGKTSTQNENVKTKEK
                     ETTGKTNDQTTSGKTTDQSTSTNSDGKTTKDPKKSVAVKTSVKEVAALVDSLDKQLAA
                     NPKLETVNKLGKQINAKWDVIEKELETSHPAEYKTIGQSMYPLIVGAEKEKIDITKMK
                     SLTTKTKKDLNQLLTKLS"
     gene            complement(1987534..1988292)
                     /locus_tag="DJ46_2118"
     CDS             complement(1987534..1988292)
                     /locus_tag="DJ46_2118"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK62432.1"
                     /translation="MKKIAIVTGATRLNGIGAVVCKVLAQKGIDIFFTYWSQYDKTMP
                     WGMHEKEPFLLKEEIESYGVRCEMAEINLSQSYSPNRLFYMVSERLGDPSILINNAAY
                     ATHTRIEELNVEQLDKHYTVNVRATMLLSSLFIKQYASKASGSIINLTSGQSLGPMPD
                     ELAYAATKGAIEAFTKSVAPVAMEKGITVNAVDPGPTNTGWITEELKHHLVWKFPQGK
                     VGEPVDAARLISFLVSEEAKWITGQVIHSNGGYS"
     gene            complement(1988349..1990007)
                     /locus_tag="DJ46_2119"
     CDS             complement(1988349..1990007)
                     /locus_tag="DJ46_2119"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK64140.1"
                     /translation="MSKIWTLTKVLLKLNYADFITDKKKRWAYVFSFAAILFVGFLLF
                     GSITHAMYEGMIHLGQDPGMIIAMGLAIASIWVFLMSITNILTVFYYSNDIEMLLPLP
                     LKPAQIISAKFLTVLITQYVMSSFILLPIFITYGLKSGAFITYYIYMIFIYLLFPIVP
                     LVLASLLMTVIMRYTNIAKNKDRGNIFIGIVSILFIVGINVFLQWKNKSSFSEDAIAD
                     YLANNQSSLLVQMTNYFPTTYFGAVALVENANWKGPLYVIIFAVISFVFFVLFYYIAE
                     RTYLKGVIGLSTSTAKKEVISAEGLQKSTVQSSHLKAYVKKEFKTLFRTPQFFLNCIV
                     QTFVMPIMLFFVLFVQDGNLKWITGYIDNPKSAGLAIGVGLCASLFLMGSNVIATTSF
                     SRDGSSWFVNRYLPVKASDIFFAKAITAWLINVIILAVFGITMAVVAGISPVFMVLWF
                     LLSANGLLLINLIGTRWDAQTADIHWDTEQKLFKSRYTTLWNFLANILIALVIVAGVS
                     LLYFFLHVGLWVMFIVLFVMFTIVNYIFIKILKLGAERILSNIE"
     gene            complement(1990000..1990725)
                     /locus_tag="DJ46_2120"
     CDS             complement(1990000..1990725)
                     /locus_tag="DJ46_2120"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61327.1"
                     /translation="MIEITNVSKSYNGSTYAVKDLSLSVPSGEIFGFLGPNGAGKSTT
                     IKMITGIHGVDKGTITINGIDIMKNPMEAKRTFGYVPDSPDMFLRLKGIEYLNFMADM
                     YEVPKEVRQERIESLAKKFDLYNALSDQIQSYSHGMRQKIVIIGVLVHEPDVWILDEP
                     LTGLDPKSAYILKEMMREHADKGKIVFFSTHVLEVAEKLCDRVAIINKGNLQFKGNLD
                     EMRDHFKSNESLEKMFLEMTGNE"
     gene            complement(1990812..1991006)
                     /locus_tag="DJ46_2121"
     CDS             complement(1990812..1991006)
                     /locus_tag="DJ46_2121"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62694.1"
                     /translation="MLNWIMIVVLLVVITVVATVLIGRKGDANYSKATKGNIRRLTMI
                     YIILAVVLIVGLGLYIYFKG"
     gene            1991186..1991545
                     /locus_tag="DJ46_2122"
     CDS             1991186..1991545
                     /locus_tag="DJ46_2122"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66330.1"
                     /translation="MKTTWIKYLGFLGFFGFLGFFYEKGLFTMFCFFSFFTSYRTVQH
                     DELFEQIVNKSCRNAFIVTLLTTAIIMFIEMLFPNPVLQEIDIALIFGTLILTFGFSM
                     FFYDKPVDELEDAPWRS"
     gene            1991533..1991736
                     /locus_tag="DJ46_2123"
     CDS             1991533..1991736
                     /locus_tag="DJ46_2123"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK61776.1"
                     /translation="MAFVTKIKEYRTKLNMTQEDLAKQVSVRRETISHLEKGKYNPSL
                     QLAHDIARALHSTIDEVFIFEDE"
     gene            complement(1991792..1992754)
                     /locus_tag="DJ46_2124"
     CDS             complement(1991792..1992754)
                     /locus_tag="DJ46_2124"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61684.1"
                     /translation="MLKFSFELDKNIPQKDEPRYDAYSKGFIEGEVTIYAGDSVLFQK
                     SCMKVAELGIYLGQWMEQVQHGQNVHMNYETPDREEIILSFSYEEDNQWRVSSSWQQF
                     EVQECISTTAVVESVQRYLYELNKELRMVEYPVTFDQYLRGERMMQLSYKRLCDSKAD
                     TTSIEVYNESKQVGVVRGYYKNTLMRVLDFIPKVGSNIIYEIKDSKDNIRVIAKDVSR
                     QRQRRILVTYKDNHDAEHEILVCDGKLLDANFLFTFTYKREEYVVHKTTFGMGKLLRK
                     GYVIADWNIRLEEDMYYIEMNVYDENYIKDQYLLLGVFHAVLYG"
     gene            complement(1992928..1993638)
                     /locus_tag="DJ46_2125"
     CDS             complement(1992928..1993638)
                     /locus_tag="DJ46_2125"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AIK64319.1"
                     /translation="MKYKVILFDVDDTLLDFPETEKHALHNAFVQFGMPTGYTDYLAS
                     YKEISNGLWRDLENKMITLSELAVDRFRQLFALHNIEVDAQQFSDVYLKNLGKEVHLI
                     EGAVQLCEKLQDCKLGIITNGYTKVQQSRIGNSPLRNFFEHIIISEEVGHQKPAREIF
                     DYAFEKFGITDKSSVLMVGDSLTSDMRGGEDYGIDTCWYNPSLKENKASVKPTYEVES
                     LLQILELVEVAEEKVVSF"
     gene            1993978..1994403
                     /locus_tag="DJ46_2126"
     CDS             1993978..1994403
                     /locus_tag="DJ46_2126"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66203.1"
                     /translation="MFFGSIIFLIIIWGRLPEEVPAHYNAYGTVDRWGSKWELLLLPG
                     IGAFILLLMQTLEKFPEVHNYPKRFNESNAKQFYLNSRKMLNQLKNVCLLIFAFIQFE
                     TISIALDWSGGFGKLFLPILLIGTAIPIIIGIIRQRKIS"
     gene            complement(1994498..1995520)
                     /locus_tag="DJ46_2127"
     CDS             complement(1994498..1995520)
                     /locus_tag="DJ46_2127"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine phosphatase family protein"
                     /protein_id="AIK62627.1"
                     /translation="MEQQRNGLQATVERNEDNTLQIKWENNIEEVRIYWSTSPDHIEE
                     TGELLATVNGESSYTIENPSDNERPYFRLVGSNGQAVTVAERRLPLQGAFNFRDMGGY
                     ETTEGRKVKWGKLYRSEELAGLTEWDIDYLQKSGLKLICDYRTDFEVKHKPNPEITGA
                     RQVCLPVMQDLAKDLNINEFFQVGDLSMLGKPGEYLVKMNQDFVSGNEAFVNFLNLAQ
                     NPENLPLVNHCTAGKDRTGFGSALLLLLLGVPEKTVMEDYLLSNGFRERLNEKMMAFL
                     GAKLQNDESRAILGAMFEARAEYLQAAIDEVKKQYGSVEAYAEKALGFTKESLEEMKV
                     LLLEDK"
     gene            complement(1995700..1996422)
                     /locus_tag="DJ46_2128"
     CDS             complement(1995700..1996422)
                     /locus_tag="DJ46_2128"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase, GNAT family"
                     /protein_id="AIK65378.1"
                     /translation="MTTIEQLEKHFKIRRNASSIMIKENNAEVFTEEQLKEIMQYCVA
                     EAEKEGIENVHFEISSKSPNYDVYKKCFETYSFEYVTENMIVFKDIYEVEDVESDIDF
                     KLIEEVGEDAFYSLWSEMTEEQVTYDQFVNMMLQEIGEQWKEHCLTASIDEEPIGIVI
                     PHIERGTLEEGKLMYFAVAPNIRNKGYEAAFFTGAMFVLKEIGASYYIGEANVQNEWM
                     KDVFEKNGCQLLSCTERYVRKF"
     gene            1996546..1997385
                     /locus_tag="DJ46_2129"
     CDS             1996546..1997385
                     /locus_tag="DJ46_2129"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65634.1"
                     /translation="MDITALQQQLELIQQNDYTQLQHIDINELTLNMLQFIGTTDSYV
                     RYQLIYKCFVHFIHHEFLMDDQLKLLLHTCLSDEYLYCDIYTPHTDGVFTRSYTVSLI
                     ALILQFANSHYFFTEEDIEEIKNKLITYTNLETDFRGYIENKGWAHCLAHVSDAFTEI
                     VHNTYTTFEWYEELIHCLLNKIFIPSDLFHNNEDERIVTPLLAMLYHDFPQDELISII
                     HKKIKRLPQIRKRLSLNEYCILCANIKTFLRTLFFRTKDDHNLAFTARKTERMLKELP
                     NYY"
     gene            1997403..1997729
                     /locus_tag="DJ46_2130"
     CDS             1997403..1997729
                     /locus_tag="DJ46_2130"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK64225.1"
                     /translation="MGYIEDMRNLVGNQPLILIGSHAIIVNENNEILLQLRTDFNRWG
                     IIGGALEYNETLEDALKREVYEETGLIIKNPELFRTYSGPDFFQIYPNSSTRCTRCLY
                     LPRIQR"
     gene            complement(1997973..1998227)
                     /locus_tag="DJ46_2131"
     CDS             complement(1997973..1998227)
                     /locus_tag="DJ46_2131"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61965.1"
                     /translation="MSESILIFCIYPLLICIFSIAVTYKVGTFYVMPMVTFLIFLMLN
                     VTVHDPVFFFWVGMYTILSFIVSYITILFIKGYKVVERER"
     gene            complement(1998323..1998703)
                     /locus_tag="DJ46_2132"
     CDS             complement(1998323..1998703)
                     /locus_tag="DJ46_2132"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK64733.1"
                     /translation="MKIEHVAIWVNDLEGMRDFYKQYFNGEENSLYHNPKKQFESYFI
                     TFEGGARLELMKQVGIDDNTQTQTIGYAHIAFSVGSKEKVNELTNTLREAGYPVVNGP
                     RTTGDGYYESVVSDPEGNQIEITI"
     gene            complement(1998765..1999793)
                     /locus_tag="DJ46_2133"
     CDS             complement(1998765..1999793)
                     /locus_tag="DJ46_2133"
                     /codon_start=1
                     /transl_table=11
                     /product="ROK family protein"
                     /protein_id="AIK65665.1"
                     /translation="MSEQFVTQKSIKETILRGIRKVLLERGSATKVELSNTLEISFPT
                     ISKFIEKMKQDGEVTLAGLDDSSGGRRAKRYEYNPEYMLGLAIFLEKNETNYTIFNCL
                     GEVKEQGSTSSMLIDTGVNVLSKHIEGLIATFPKISSISIGVPGSVDNGRIFYIPGYE
                     KFQNFNLKSHLEEQFSIPVVIENDMNAAVLGYYKNTGNYDNSSLVYLYSGQNGPGAGI
                     MVNGDVVRGSTFFSGEISFVPQYDNKNFLQALRNEDSNNPEEYNIDAITRLIATCIAI
                     INPHAFIFCDDEVNQFVIEQIVKTCPQYIPAEHIPKITVSNWKEDYLYGLKSLGLDLM
                     ITRTNKEN"
     gene            complement(1999916..2001109)
                     /gene="ybjJ"
                     /locus_tag="DJ46_2134"
     CDS             complement(1999916..2001109)
                     /gene="ybjJ"
                     /locus_tag="DJ46_2134"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein ybjJ"
                     /protein_id="AIK66297.1"
                     /translation="MKKDFTENDTKTLLASRNALFLLFALPGVAFATWISRTAAARDI
                     LAVSNAEMGWILFGLSVGSIIGLLSASHFIDGKGARDVIIGSMFFMIVGLLCLGITIY
                     FVSSMGAFGSLLVFGVGYGLAEVALNVEGSSIEQKLGTTLLPKFHGFFSVGTLVGALS
                     GSAAISLHIPILYQFLAISVVFILLVCMLYRFLPHGTGKKEKSRNKKRAKHTPLRMEK
                     KVLLLGLFVLGMAFAEGSANDWLPIVMVDGHQQSVVTGSIMYTIFVLAMTLARMCSSY
                     FLDRFGRVAVVRATIMMAIIGMTIVIFGSNSYFLALGVVLWGIGAALGFPIGLSAAGD
                     SGENATSNVATVSIIGFTAFLVGPPFLGILGEAFGIRNALLAVLLFVILSGIVSSVTR
                     ENTSS"
     gene            complement(2001166..2001729)
                     /locus_tag="DJ46_2135"
     CDS             complement(2001166..2001729)
                     /locus_tag="DJ46_2135"
                     /EC_number="2.3.1.79"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose transacetylase"
                     /protein_id="AIK64716.1"
                     /translation="MKTEKDKMLAGEMYIADDEELVADRVEAKRLTRLYNEAVETGDE
                     RRFTLLNQLLGSSADGKAQINPDFRCDYGYNIHVGKSFFANFNCVILDVCEVRIGDHC
                     MFAPGVHIYTATHPLHPVERNSGKEYGKPVKIGNNVWVGGGAIINPGVSIGDNAVIAS
                     GAVVTKDVPNNVVVGGNPAKVIKTIEE"
     gene            complement(2002036..2004525)
                     /locus_tag="DJ46_2136"
     CDS             complement(2002036..2004525)
                     /locus_tag="DJ46_2136"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK65328.1"
                     /translation="MIKSVRGLSLRFFKTNKFTAISSIVSVMLAVSLIVTMIVFSSHA
                     KQSVINEVKNVYGDMDLSVGYNPDQNKLMDKSLLQNIKEQENVEYMSKVLVNHLQVNK
                     LNTAIYTVGVQNDSLSKSRYHFSKNISNEEVTLNDGLAETLQVKVGEKIKIENKSYVV
                     KEVLPDIEAGGSAPDILILSEGAVKQHIYEKTGKHNEATYLLIKAKENADVLALSSEI
                     HKIDKELRIDIAEEDEFLKSNLASLHIFIIVLSTLILIVTALLLVSNFEVFLYKYKSQ
                     FAIMRSMGATTKQMFKVIFIQCSVINFFGGISDLLLAVISKRFLQSCLEHLFAFQINS
                     MNFDYKIAIVTVIFSIFFIELFMLYPSYRSSKILPVKLMRENEESDFSNKKIRSIMGK
                     FLLMSSLFLTVLGGFVANKGDTQAIVILIGAIFLVLGVYILFPTYLSSILIACLPIMK
                     KIFGRNTFVAIKNVIPQVRKNTFVILMISTMMVIVVFGSTIFKTMQKNNERYLQREFP
                     THIVVENRLNNDSTISSPHTQNIFKEISSVKGASTISTNSLAELKQGEKYITFDYNLG
                     DVKEMEKQGLLPKLPANFENSIIVTEELAGRYKLHVGDIIQLGLFSEQEQKVRPIGKV
                     EVGLIVNELPNSPSVLMDWSNVTYKQDYTVFERAFISSNNERETLKQLKKVKDQYPQL
                     KISSYNQSLKQSNLMFQQRWSIFIVVIVVILFSVTLGVCNTLINNIQSKRKEFAILRA
                     ITVKKKGVVQIILTQVNLYVLIGIVLGAVIGALLTYMVSIIDRTPLFFDFKLILRVIA
                     GMFGIVFIIFIPFANRIGKRDIVEELNKDNK"
     gene            complement(2004522..2005283)
                     /locus_tag="DJ46_2137"
     CDS             complement(2004522..2005283)
                     /locus_tag="DJ46_2137"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61179.1"
                     /translation="MMSEVVLAVQDLSKTYESVDTNVRALQNVSLELNKGELLAIMGT
                     SGSGKSTLLNILGALDKPDEGVIYVNGEVPENMFIEPYATEYRRDNIGFIFQSFHLLK
                     DLSVEENIALPLILSANSEEEIREKTNKILDVLGLVNWRNHRPVQLSGGQQQRVAIGR
                     ALITSPPIVLADEPTGNLDFNTSNDILRVLVDMKQKFNQSMILVTHDPHIATYADRVL
                     FFHNGEVVDDYTCSHGVNDMNIILDKFKKLMEKSK"
     gene            complement(2005273..2005422)
                     /locus_tag="DJ46_2138"
     CDS             complement(2005273..2005422)
                     /locus_tag="DJ46_2138"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63585.1"
                     /translation="MITALELKVLLFQIGTEIVPPSNLKEKILIQVNLVEGIKLNHVE
                     VNNDE"
     gene            complement(2005499..2006497)
                     /gene="trpS"
                     /locus_tag="DJ46_2139"
     CDS             complement(2005499..2006497)
                     /gene="trpS"
                     /locus_tag="DJ46_2139"
                     /EC_number="6.1.1.2"
                     /note="trpS: tryptophan--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan--tRNA ligase"
                     /protein_id="AIK62592.1"
                     /translation="MSEKIMLTGIKPTGYPHLGNYIGAIKPALQMSKRNEGKALYFIA
                     DYHALNAVHDPGQVSSYTKEVAATWLSLGLGEDVIFYRQTEVPEILELAWILACLTPK
                     GLMNRAHAYKAKVEQNKEAGLEVDAGVNMGLYTYPILMAADILLFQATHVPVGKDQIQ
                     HIEIARDIATYFNHTFGTTFTLPEYVIQEEGAILPGLDGRKMSKSYGNVIPLFAEQEK
                     LRKLIFKIKTDSSLPNEQKELETLYTIYKEFATEYEMQSMREKYETGIGWGDVKKELF
                     RVVDRELAGPREKYAMYMNEPNLLYEALEKGAERAREIAKANLVGIKKRIGFERGR"
     gene            2006888..2008045
                     /gene="dxr"
                     /locus_tag="DJ46_2140"
     CDS             2006888..2008045
                     /gene="dxr"
                     /locus_tag="DJ46_2140"
                     /EC_number="1.1.1.267"
                     /note="dxr: 1-deoxy-D-xylulose 5-phosphate
                     reductoisomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="1-deoxy-D-xylulose 5-phosphate reductoisomerase"
                     /protein_id="AIK61600.1"
                     /translation="MVKYISILGSTGSIGTSALDVVSAHPEHFKIVGLTANYNIELLE
                     QQIKTFQPRIVSVATKELADTLRTRISTNTKITYGTDGLIAVATHPNSNLVLSSVVGV
                     SGLLPTIEALKAKKDIAIANKETLVAAGHIVTELAKQNGCRLIPVDSEHSAIFQCLNG
                     ENNKEIDKLIVTASGGAFRDKTREEMKTLQAKDALKHPNWLMGAKLTIDSATLMNKGF
                     EVMEARWLFDIPYEKINVMIHKESIIHSLVEFIDGSVIAQLGAPDMRMPIQYAFHYPT
                     RLPSSYEKLNLLEIGSLHFEKPDLEKFPCLQYAYECGKIGGITPAVLNAANEIANALF
                     LKNEIAFFDIEKTIYKTVEAHHNVKDPSLDAILEADQWARQYANQLLIKKS"
     gene            complement(2008075..2009196)
                     /locus_tag="DJ46_2141"
     CDS             complement(2008075..2009196)
                     /locus_tag="DJ46_2141"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63598.1"
                     /translation="MEKINIRKRDKLKKFFREHNYLAVLLGFALLFINILLLTKISFV
                     FTPFIVFLKTIFFPVLLAGVLFYILHPFVSLLEKKGVSRIVSIASIYLIVIGLFVFLV
                     LTVIPIIKDQIDALIDNLPYFGHEIERAARRFGESNLLGKIQENLNIDVASMVKDYTV
                     DFTKSLSSVTGNVTGFLSTVTEVVLTFVMVPFILFYLLKDGEQLPNHFLKFISEQRQP
                     AAMRILDDMHYAISSYIRGQIIVSLFIGIMLLIGYLIIGIKYAVLLAILAMIVNIVPY
                     VGPIIAITPALIIAFIDSPGMVLKVIIVMMVVQLAEGKFISPQVMGKKLDIHPITIIF
                     IILTAGNLFGIMGIILAIPGYAILKVLVTHGYRFVKLNT"
     gene            complement(2009260..2009508)
                     /locus_tag="DJ46_2142"
     CDS             complement(2009260..2009508)
                     /locus_tag="DJ46_2142"
                     /codon_start=1
                     /transl_table=11
                     /product="transglycosylase associated family protein"
                     /protein_id="AIK64254.1"
                     /translation="MGWIITLIVGAIIGAIASSITGKNFPGGMFGNIIAGLLGASLGG
                     KLFGSFGPSFGGIHVVPALLGAIVLIFIVSFVVKAAKK"
     gene            2009645..2010106
                     /locus_tag="DJ46_2143"
     CDS             2009645..2010106
                     /locus_tag="DJ46_2143"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK65568.1"
                     /translation="MIQKLVTTSHRTATSILNIQIPAYEIEAKYINSTAIPRLYDTIA
                     DIQSCDEIFYGYFYEDTLAGFISFKIDKEEVDIHRLVVSPDHFHKGIATKLLLYIFDM
                     FSSSKTYIVQTGKENTPALSLYKKHGFIEVQNIVLPDGVILTSLKKTENNK"
     gene            2010384..2010527
                     /locus_tag="DJ46_2144"
     CDS             2010384..2010527
                     /locus_tag="DJ46_2144"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65005.1"
                     /translation="MLRLSDHAIKMMEQRLRLEQHRTYQANKIVDNLHHKYFFQHIFQ
                     PKR"
     gene            complement(2010583..2011338)
                     /locus_tag="DJ46_2145"
     CDS             complement(2010583..2011338)
                     /locus_tag="DJ46_2145"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK63566.1"
                     /translation="MKGTQMLALNKKCWDTVAPYFFQVDCLPKYGPYTASEDEIHLFD
                     SIKGKKVLDIGCGSGHSLQYMAEHGAEELWGLDLSSTQIETAHETLQSWNPKLICGAM
                     EEERDIPKGYFDIVYSIYALGWTSDLRKTLELIYSYVKPEGSFIFSWEHPVYSNLMYG
                     TEEIAFSSSYHEETPIMFETFKGEDVQATLYKRKMSTYINELNRVGFTIERIEEPEPS
                     SSFDEELAEPSTKYYSLHKARMVPTTFIIKARK"
     gene            complement(2011379..2011921)
                     /locus_tag="DJ46_2146"
     CDS             complement(2011379..2011921)
                     /locus_tag="DJ46_2146"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65846.1"
                     /translation="MNQNAPNELEYIRELLNTWRIPNDTREPIDLLQTEEDIKLFMKE
                     YFHEELPFHTIEELKNFREDIRMVIEGEESLQKWLEKYPFQVNVREDMKGITYEPMRE
                     ENMYTKVLSIVLTAIQENFWGRLKSCPDCRWVFYDHSRNGSKRWCGMYAGEEGGRACG
                     TIAKVKNYRAKRKGRTGYNV"
     gene            2012034..2013215
                     /locus_tag="DJ46_2147"
     CDS             2012034..2013215
                     /locus_tag="DJ46_2147"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK63311.1"
                     /translation="MKSFSTPIRFMLISSFFMSFGYFAVYAFLAIYLLTFLHFSAVQV
                     GTVLTVMTITSRIIPLFSGLIADKIGYIIMMIAGLFLRGIGFIALGICSDFYTISISS
                     ALIGFGTAFYEPAARAIFGSQPAHTRKNLFTYLNLSFNCGAIMGPIAGGFLLLLDPIY
                     AFSLTGSLMLIFAFIFYLLKDHFQVTTENTSITLGIQAILQNKSFLLFSFIMIFFYIM
                     FTQLTVALPLHMKNISNSNQLATLVITINAITGVIFMVLFRKLFLKYNTLSFIKYGVL
                     LMSISFLLIPLFQHPYWLFICVIFFTIGETLVLPNVDIATANYSNESYTATYFGFYQL
                     SLAFGFIIGNYIGTWFTSNLNEMYTPWLIFGGIGLTSFISLHILNIRKVASKEDRYIP
                     M"
     gene            complement(2013272..2014186)
                     /locus_tag="DJ46_2148"
     CDS             complement(2013272..2014186)
                     /locus_tag="DJ46_2148"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK61463.1"
                     /translation="MNINEKAIEMFEQNKYEEAMELFHRAVHESRDVQSLNNLAWMYF
                     YEEENDEKALELIGEVVKLNPSSYFPYNILRDIYMKQKKWEEAKEALQKSISIQPSDE
                     AYHNVAVAHYNLGELEEASEFFLRVAGDSDYIMYSYVKCLIDLGRTKEAKEKLDAFNR
                     ESDNFLGEMMVADLYVELNCYKEAIEWFEKGYKECWKSPNWIGRFVYALYKVNNSSRI
                     HEVIRESIEAKIAEIEDVENAEVEENWTENDKKELIEEYTKENNYYKTMIGRIKSGYV
                     LDLEFETDYIGGCYLFGCKRHNHLEYGQ"
     gene            2014568..2014849
                     /locus_tag="DJ46_2149"
     CDS             2014568..2014849
                     /locus_tag="DJ46_2149"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK62213.1"
                     /translation="MELLTPTITTKDNELEIKTEGIDENKVTFIYVANKKVLEQKLKN
                     GESYKLNIKDIEHAHRTDYKPKVQLLQTKDDNDDGEIVTFKQVRYAVKN"
     gene            2014926..2015165
                     /locus_tag="DJ46_2150"
     CDS             2014926..2015165
                     /locus_tag="DJ46_2150"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64203.1"
                     /translation="MKKRWISWWIGNIFWIIVFGIWAAIIWLRDVDGAGVIQTPEIKS
                     ISLIVILIAFIIPVFFQVIWLIINLRMSKKNNFTT"
     gene            complement(2015241..2015789)
                     /locus_tag="DJ46_2151"
     CDS             complement(2015241..2015789)
                     /locus_tag="DJ46_2151"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64868.1"
                     /translation="MLQALLIFVLQIIYVPILTIRTILLVKNQTRSAAAVGLLEGAIY
                     IVSLGIVFQDLSNWMNIVAYVIGFSAGLLLGGYIENKLAIGYITYQVSLLDRCNELVD
                     ELRHSGFGVTVFEGEGINSIRYRLDIVAKRSREKELLEIINEIAPKAFMSSYEIRSFK
                     GGYLTKAMKKRALMKKKDHHVS"
     gene            complement(2015989..2016402)
                     /locus_tag="DJ46_2152"
     CDS             complement(2015989..2016402)
                     /locus_tag="DJ46_2152"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase I chain family protein"
                     /protein_id="AIK61605.1"
                     /translation="MIQAALRVYRLQLYVIFSGLLLMWTITPFGKQVTGFGIGLAVSA
                     YCLWLLARRVEKLGKSIVMKEKAPGLGVLNRFAAAILGAIIMYEIEHEMEMWAFGTGI
                     LGGHFLMIANLAYANIQLVKEEEKKREHASKNIEL"
     gene            complement(2016455..2017783)
                     /locus_tag="DJ46_2153"
     CDS             complement(2016455..2017783)
                     /locus_tag="DJ46_2153"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter associated domain protein"
                     /protein_id="AIK62187.1"
                     /translation="MEIFNLVMVAILIAFTGFFVAAEFAIVKVRSSRIDQLVAEGKRG
                     ALAAKKVTTNLDEYLSACQLGITVTAMGLGWLGEPTIEKLLHPLFEKWNLNPSISSVL
                     TFGLAFMLMTYLHVVVGELAPKTMAIQKAEKVTLLFAAPLMMFYKVMYPFIWVLNGSA
                     RVITGLFGLKPASEHEVAHTEEELRLILSDSYESGEINQAEYKYVNNIFEFDNRIAKE
                     IMVPRTEIVGFYLEDSVEEHMKVIQNERYTRYPIFGEDKDDIIGMVNVKDFFIRYMTE
                     DQKDLSSIRSYMRPIIEVMETTPIHDLLLQMQKKRIPMAVLYDEYGGTAGIVTFEDIL
                     EEIVGEIRDEYDEDEAPPIQHVNEQHIIVDGKVLISEVKDLFGLHIEEDDVDTIGGWI
                     MMQNHEIEEGQHVEAEGYEFKVLEKDAYQIKRVEIRKMEEEQEEEKAATV"
     gene            complement(2017903..2018283)
                     /locus_tag="DJ46_2154"
     CDS             complement(2017903..2018283)
                     /locus_tag="DJ46_2154"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK63238.1"
                     /translation="MAHVSKRTIDYYTNLGILKAERSQSNYRYYDETAFETLQFIEKC
                     KEMHMPLCEIKEKIEEKKKLLGINEHVSKQVNEVTDHIHRLEAELTELKPLLDGLTDS
                     QREKISKSLSGQTTALIQTLALLL"
     gene            2018758..2019642
                     /locus_tag="DJ46_2155"
     CDS             2018758..2019642
                     /locus_tag="DJ46_2155"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK62657.1"
                     /translation="MKQTILGAICLSLAASIWGGMYVVSKYVLDFIPPLTLVWLRFII
                     AFVVLYGILKIAEKKQKKKVTIHKKDWLLFAWIGFIGYFISITCQFIGTKLSDAHTGS
                     LVTSATPAFIVIFAAIILKEKLTARRLLSTIIATIGVIIVIGWDIEIGSYFIGTIILV
                     GAAITWALLSIYVKIASAKFSSLVITTYAIFFSLFFITPFMVWEFQSNPIEHMNMYVL
                     LGVLYLGIVSTAGAFFLWNKGLELMDASIGSLFFFFQPIVGSLLGWLLLNETLSSNFF
                     IGGILIICSVFITTFEKK"
     gene            complement(2019688..2020509)
                     /locus_tag="DJ46_2156"
     CDS             complement(2019688..2020509)
                     /locus_tag="DJ46_2156"
                     /codon_start=1
                     /transl_table=11
                     /product="pentapeptide repeats family protein"
                     /protein_id="AIK61807.1"
                     /translation="MTNHSEYLKANCEKCFGLCCVALPFAASVDFAVNKDGGKPCSNL
                     QSDFKCSIHKNLRGKGYKGCTVFECFGAGQKIPQVTFNGIDWRKDAKHARKMYDAFPV
                     MHQLHEMLWYLNEAILLKATQPIHKELKTAIEETERLSNVNPDELMKINVPLHRAEVN
                     ILLLETSELVWKEMNTARKKRIIHRGADLMGANLKKKNLQGANLRGAYLIAANLNGAD
                     LRGADLIGADLRDADIRGADFTNSIFLTQVQVNAARGDKHTKLPKLLSRPSHWSA"
     gene            2020705..2020881
                     /locus_tag="DJ46_2157"
     CDS             2020705..2020881
                     /locus_tag="DJ46_2157"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62371.1"
                     /translation="MALQMKTNCQICDQSLEQDSEAYICVYECTFCAPCTEERHNVCP
                     NCGGELVRRPKKKQ"
     gene            complement(2021061..2022122)
                     /locus_tag="DJ46_2158"
     CDS             complement(2021061..2022122)
                     /locus_tag="DJ46_2158"
                     /codon_start=1
                     /transl_table=11
                     /product="lactonase, 7-bladed beta-propeller family
                     protein"
                     /protein_id="AIK62426.1"
                     /translation="MKDNKEFIGYVGTYTKENSEGIYKFTLDTEAKKISNVTLAAKLD
                     NPTYVTINRNNEYLYSVVKEGESGGVAAYSINSKTGELTEENRQVVEGASPCHVSVDS
                     RNHTVVTANYHKGTIESFVVNEEDGTVSPAASIMAHEGSGPNKERQEKPHAHYAGYTP
                     DEKYVVGVDLGIDKIITYEIKDSVLTEVNRLSVNPGSGPRHITFHPNGKYAYVMTELS
                     SEVIVLTYNPAEGPFTELQYISTIPKAFDENNQGSAIHISSDGRFVYAGNRGHNSIAV
                     FSVDENSGKLTFVAHTSTEGNWPRDFVLDPTEKFLVATNEKSHNLVLFSRSESTGELT
                     LLQSDVAVPEPVCVKFLNV"
     gene            complement(2022250..2023791)
                     /gene="gntK"
                     /locus_tag="DJ46_2159"
     CDS             complement(2022250..2023791)
                     /gene="gntK"
                     /locus_tag="DJ46_2159"
                     /EC_number="2.7.1.12"
                     /note="gntK_FGGY: gluconate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="gluconate kinase"
                     /protein_id="AIK65365.1"
                     /translation="MVSSKYMIGVDIGTTSTKSVLFSTDGSVIASHGIEYPLYSPTPE
                     TAEQDPEEIFRAVIHTIKETVQTSSVQPHDILCVSFSSAMHSIIAVDEKGKPLTRCIT
                     WADNRSASWAEKIKNDMNGHEIYLRTGTPIHPMSPLSKLVWLQNEQAELFAKTYKFIS
                     IKEYVFYKLYKEYVIDYSIASATGMFNLKSLKWDEEALHVAGITDDKLSKLVPTTHSL
                     TGLDEELANEMNVLVSTPFVVGASDGILSNLGVNAIDPGVVAVTIGTSGAIRAVTNRP
                     VTDPKGRIFCYALTEDHWVIGGPVNNGGMIFRWARDQLGTSEIELAKRLGKDPYEVLT
                     EIAAKVNPGSDGLLFHPYLAGERAPLWNANARGSFFGLGLHHKKEHLIRAVLEGVIYN
                     LYTVLLALKELIGEPKKIQATGGFARSELWRQMMADIFHQDVYVPESFESSCLGAAIL
                     GLYSLGEVDTLHVVSEMVGANFHHEPNMESVEKYKDLTPIYIRLSRQLEEEYESIADY
                     QKKWV"
     gene            complement(2023847..2025172)
                     /locus_tag="DJ46_2160"
     CDS             complement(2023847..2025172)
                     /locus_tag="DJ46_2160"
                     /note="gntP: transporter, gluconate:H+ symporter family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, gluconate:H+ symporter family
                     protein"
                     /protein_id="AIK66128.1"
                     /translation="MNMYLLMITLLSIVIVILGVSWWRWHAFISLTIASLFLAIMSGM
                     PMDKIVSAYETGVGSVLGHLVGILVLGTILGKMMAESGAGMQVAEFFIKSFGIKNLPW
                     AMLIAGFIIGIPVFFEVGILILLPLVISIHKTTKQNILLIALPAIAGLSVVHGLVPSH
                     PGAIVAIGIYKANLGKVLLYSLIITFFAAIIAGPIFAKWIHKRVIPENEPELIRVNTK
                     STKLPGIGVSFLVILLPVMLMVLAAAAPYVPLSTTLMKIVTLIGSPIIALLIACFAAF
                     YFLGFRQGIDKKAIKKVTEDSLLPIGSIVAIIGAGGGFKQILIDSGVGNAIAQMSEHL
                     ALSPIVLAFMVAGLIRIATGSATVALTTAAGIVSPIVENTTGVNLELLVIATGAGALM
                     FSHVNDAGFWMVKEYLGLTVKETFKTWTVLETLLSFIAFGGVLLLDMFI"
     gene            complement(2025562..2026230)
                     /gene="fsa"
                     /locus_tag="DJ46_2161"
     CDS             complement(2025562..2026230)
                     /gene="fsa"
                     /locus_tag="DJ46_2161"
                     /note="fsa_talC_mipB: fructose-6-phosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-6-phosphate aldolase"
                     /protein_id="AIK65873.1"
                     /translation="MKFFIDTANLEDIKKAYKLGVLAGVTTNPSLVAKEGIKFEDRIA
                     EICQAVPKVESVSAEVTPDAVTAEEMIAQAEELIKINGGDEKVTIKLPMTLAGLEACR
                     YLTEKGVKTNVTLIFTVNQALLAARAGATYVSPFLGRLDDISEDGVLLVAKIAELFDV
                     HQLDTQIIAASVRHPDHVTRVAMAGAHIATIPYKVIEQLAMHPLTDQGIEKFAADWAK
                     APKL"
     gene            complement(2026282..2027175)
                     /gene="gnd"
                     /locus_tag="DJ46_2162"
     CDS             complement(2026282..2027175)
                     /gene="gnd"
                     /locus_tag="DJ46_2162"
                     /EC_number="1.1.1.44"
                     /note="gnd_rel: 6-phosphogluconate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phosphogluconate dehydrogenase"
                     /protein_id="AIK65604.1"
                     /translation="MQVGLIGLGKMGLNLGKNLIDHKHEVAAFDLNASAVEEMKEYGA
                     TGASSLNELVQSLQSPRVLWVMVPHAVVDSVIDEVTPLLSKGDILIEAGNSHYKESIR
                     RYEQLKKDGIHFMDAGTSGGMEGARNGACYMIGGDQEAWDIVEPIFRDTAVENGYLYA
                     GKAGSGHFLKMVHNGIEYGMMAAIGEGFEILEKSEFDYDYEKVSRVWNNGSVIRSWLM
                     ELTENAFSKDAKLDEIKGVMHSSGEGKWTVETALDLQTATPVIAMSLLMRYRSLDNDT
                     FTGKVVAALRNEFGGHAVEKK"
     gene            complement(2027280..2029304)
                     /gene="tkt"
                     /locus_tag="DJ46_2163"
     CDS             complement(2027280..2029304)
                     /gene="tkt"
                     /locus_tag="DJ46_2163"
                     /EC_number="2.2.1.1"
                     /note="tktlase_bact: transketolase"
                     /codon_start=1
                     /transl_table=11
                     /product="transketolase"
                     /protein_id="AIK63632.1"
                     /translation="MTQNINQLAVNTIRTLSIDAINAANSGHPGLPMGAAPMAYALWA
                     NHLNHNPNHPKWFNRDRFVLSAGHGSSLLYSLLHLAGYDVSIDDLKNFRKLNSKTPGH
                     PEFGHTSGVEATTGPLGQGIANAVGMAMAEAHLAAKFNKDGHSIIDHNTYALVGDGDL
                     MEGVAYEAMSMAGVAYEAMSMAGHMKLGKLIVLYDSNEISLDGELNIAFSEDMQKRVE
                     SAHWQYVRVEDGNDVDAITKAIQLAKDNTDQPTLIEIRTVIGYGSPKVAGTNKAHGNP
                     LGLEEATATKQVYGWHYEEDFFVPEEVTAHFNELKQKGIEKERGWNEQFNLYRESNPA
                     LADELEKAIIGEVLIEAKDILSFDSEKTISTRVASGEAINHYVKSIPSIFGGSADLSH
                     STMTDIKGEAVYAVESYAGRNIYFGVREHAMGAAANGLALHGGVKPFVSTFFVFNDYL
                     RPSIRLAALQKLPVTYVFTHDSIAVGEDGPTHEPIEHLAALRAIPGLTVIRPSDANET
                     ASAWAYALQQTEGPVVLVLSRQNLPVFHETKANIENLSKGAYVLTQTNENPDVILIAT
                     GSEVSLAASAKAKLEEDNVSVRIVAMPSWELFDRQSKEYKESVLPSSVTKRVSLEMGV
                     SLGWERYVGQEGNILSIETFGASGTGAEVMNLFGFTTENVVQITKNVLNS"
     gene            complement(2029344..2030828)
                     /gene="zwf"
                     /locus_tag="DJ46_2164"
     CDS             complement(2029344..2030828)
                     /gene="zwf"
                     /locus_tag="DJ46_2164"
                     /EC_number="1.1.1.49"
                     /note="zwf: glucose-6-phosphate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-6-phosphate dehydrogenase"
                     /protein_id="AIK63931.1"
                     /translation="MESMTFVLFGATGDLAKRKIYPALYNLYRDQKLPKQISVIGLGR
                     REVSHVDFQKRIKESIETFSRHREEGTPELEGFLDNFRYCPLDVSKPEDYERLLQVVR
                     EREEELHIKGNRMFYLSGAPEFFETIALNIKESGLDKTDGWKRLMIEKPFGHDLTSAR
                     ELNDKLSRTFEEDEIYRIDHYLGKPMIQNLEALEFANPVLQSIWNKEHIANVQITASE
                     TVGVEERAGYYDQAGAIRDMVQNHMLQILMMTAMNLPEKVNACEIREEKRKVMEALRK
                     VKKEDVQNHIIRGQYGAGEINGGQVVAYKEEPGVNPSSNIDTFIAARLWIDNPFWTGV
                     PFYIRTGKRMKEKSTRIVIEFKNTLKQQYQDSNPNAAPNLLIIEISPGENVSLQLNSK
                     NPLKNGEIEPIRINFTCEQADVGVPEAYERLIHDAVSGDATFFAHWREVELSWEWVQP
                     ILEAFEENLLPLHEYESGSYGPEASNELLQESGFKWWLDQETKK"
     gene            complement(2031179..2031727)
                     /locus_tag="DJ46_2165"
     CDS             complement(2031179..2031727)
                     /locus_tag="DJ46_2165"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-6-phosphate dehydrogenase, NAD binding
                     domain protein"
                     /protein_id="AIK62085.1"
                     /translation="MDSMTFLLFGATGDLAKRKIYPALYKLFSNGNIPQSISIIGIGR
                     RVMSDVEFQTKVEQSLATFSRRSTDDESGVEEFLSTFRYCQLNTANIEDYQDLLSLVK
                     RRETELNIPENRMFYLSVIPKVFDVIALNIKESGLWATKGLNRLIIEKPFGHHVTSAH
                     EFNEKLIEDFDETDIFYIDHYL"
     gene            complement(2031817..2032770)
                     /locus_tag="DJ46_2166"
     CDS             complement(2031817..2032770)
                     /locus_tag="DJ46_2166"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK62015.1"
                     /translation="MKAIGLTQYGDKSVLQEIEMQTPLLGDNDVLIEVYAAGVNPVDW
                     KIREGLLQDVISYDFPLVLGWDVAGVVAAIGKNVTVFKVGDEVYSRPDIERNGTYAEY
                     VAVDEKYVAKKPRNLSFEEAASIPLVGLTSWQSLVKFANVQKGNKVLIHAGSGGIGTF
                     AIQLAKSFGAHVATTTSTKNMQFVKDLGADTVVDYKTEDFSLLLHNYNIVFDVLGGDV
                     LKDSYKVLAPNGKLASIYGPKGMEIPQTEISREKNIESDHIFTEPNGYELSLITELIE
                     GGKIKPVVTHVLPLHVEGVKKAHHISESERARGKIVLKKHW"
     gene            complement(2032784..2033737)
                     /locus_tag="DJ46_2167"
     CDS             complement(2032784..2033737)
                     /locus_tag="DJ46_2167"
                     /note="luciferase-type oxidoreductase, BA3436 family
                     protein;
                     lucif_BA3436: luciferase-type oxidoreductase, BA3436
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="luciferase-type oxidoreductase, family protein"
                     /protein_id="AIK63416.1"
                     /translation="MEKFANHFGYNRMFAKDQLTLGVHIPIENYQFHAPTMEKQVELV
                     QKAEQYGFTGVWLRDVLLQDPDFGDPATGQIYDMMIYLTYLASKTEKIAFGTSATVLS
                     LRHPLRVAKEIATLDQLFPERIMLGVSSGDRRADFKALGVSHETRGEKFREAFAYLEE
                     ILYKNFPSIQSTLGEVHGANLVPKPSKRVPTFITGFSQQNMEWFAEHGDGWMYYPRSP
                     VHQAAAIGQWRELVEDYHPDVFKPFIQPMHLDLSEDPNERPTPIRLGYRTGRKALIEL
                     LDIYKSIGVNHLFLALFDGQRPADEVLDELGEEVLPHFPAL"
     gene            complement(2033872..2034051)
                     /locus_tag="DJ46_2168"
     CDS             complement(2033872..2034051)
                     /locus_tag="DJ46_2168"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64306.1"
                     /translation="MGSCNVLAKATVKFFEERIDVIFAARFIHYVYYYSLSIGTLKCL
                     HHFKVRTVIHVMTDL"
     gene            2034157..2035164
                     /locus_tag="DJ46_2169"
     CDS             2034157..2035164
                     /locus_tag="DJ46_2169"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK64487.1"
                     /translation="MKAQIIHSFGDSSVFQLEEVSKPKLLPGHVLIDVKATSVNPIDT
                     KMRSGAVSAVAPEFPAILHGDVAGIVIEVGEGVSKFKCGDEVYGCAGGFKETGGALAE
                     FMLADARLIAHKPNNITMEEAAALPLVAITAWESLFDRANIKSGQNVLIHGATGGVGH
                     VAIQLAKWAGANVFTTASQQNKMEIAHRLGADVAINYKEESVQESVQEYVQKHTNGNG
                     FEVIFDTVGGKNLDNSFEAAAVNGTVVTIAARSTHDLSPLHAKGLSLHVTFMALKILH
                     TDKRNDCGEILTKITKIVEEGKLRPLLDSKSFTFDEVAQAHEYLESNKAIGKIVLKNV
                     W"
     gene            complement(2035424..2036218)
                     /locus_tag="DJ46_2170"
     CDS             complement(2035424..2036218)
                     /locus_tag="DJ46_2170"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide biosynthesis family protein"
                     /protein_id="AIK62540.1"
                     /translation="MHMQLKGKTALVTGSTAGIGKAIATSLVAEGANVLINGRREENV
                     NETIKEIRAQYPDAILQPVVADLGTEQGCQNVIEKYPKVDILINNLGIFEPVEYFDIP
                     DEDWFKLFEVNIMSGVRLTRSYLKKMIERKEGRVIFIASEAAIMPSQEMAHYSATKTM
                     QLSLSRSLAELTTGTNVTVNTIMPGSTLTEGVETMLNSLYPNEQLTIEEAEKRFMKEN
                     RPTSIIQRLIRPEEIAHLVTFLSSPLSSAINGSALRIDGGLVRSVF"
     gene            complement(2036806..2038503)
                     /locus_tag="DJ46_2171"
     CDS             complement(2036806..2038503)
                     /locus_tag="DJ46_2171"
                     /codon_start=1
                     /transl_table=11
                     /product="thermolysin metallopeptidase, catalytic domain
                     protein"
                     /protein_id="AIK64994.1"
                     /translation="MNNFVKLGLTTGVVLSAIIPYGGVHAATEDLKVETKEDTFRTGN
                     LTAPSQKSAENVVKDALKGKTEQALSSKQVNTESKVNYNVTQSRKSYDGTTLVRLQQT
                     YEGRDVYGYQLTAHINDDGVLTSISGDSAQDLQQQEDLKQPIILSEEDAKKQLFKIYG
                     DNLTFVEEPEIKQVVYVDENTNKATNAYQITFSASTPEYVSGTVLIDAFVGDLLKELV
                     QKLGIQVDSSIVQSATANKSQDPSKLTGTGKDDLGMNRTFGITQRSDGTYTLADYSRG
                     KGIETYTANYKDYNNYRRNVWGYLDDLVTSNSTNFTDPKAVSAHYLATKVYDFYKEKY
                     SRNSFDNNGQKVISVVHGWNTNGKNIGNPKQWFNAFSNGAMLVYGDPIVRAFDVAGHE
                     FTHAVTRNESGLEYAGEAGAINEALSDILGVAVEKYANNGKFNWTMGEQSGRIFRDMK
                     NPSSISSRYPEDYRHYNNLPIDADHDYGGVHTNSSIINKVAYLIASGGNHNGVNVQGI
                     GEDKMFDIFYYANTDELNMTSDFKELKEACIRVAMNLYGKDSLEVQAVQQAFKAAYI"
     gene            complement(2038659..2040887)
                     /locus_tag="DJ46_2172"
     CDS             complement(2038659..2040887)
                     /locus_tag="DJ46_2172"
                     /codon_start=1
                     /transl_table=11
                     /product="viral enhancin family protein"
                     /protein_id="AIK66406.1"
                     /translation="MKRLLVIGIMYTMFFLIGNIHLHADERTNVKEITSLEEPTWIFQ
                     AGISKGKYHDRQDLGFILQRNTPLKVRQTNPNFKDKLTVRLLSNDSKNEKSIQVGNEW
                     ITIQGDTPLVPFIDTPYGEEPALLEYQVGNESATKPLPIYKQQGSVSQFFSTWDQFDG
                     EYALIQGESFQLFIPKKDKELVRSLKDFQSLDELIAYYEDIFAMYDSIIGLDGSTVEN
                     KKSQNRYFLKADISGAGGAYYGANWTANSTDSTKMWLDKLSWGTLHEIAHGYQAGFDN
                     QGIFTGEVSNNLFGVQYQYSKYGKKADQVGWLFNFGKKEQVERNLYNALMKENKNYDD
                     LDLRQKLILLTMAKQKAGDEAFAKMYQGYRKLASNAAFKKGDHSLPDLMNQYYSENVQ
                     VDFTPVFERWGFKLNHKQIEMNRAKGYPAVTSLAYIVPESQLAKARALVDPDIPINSN
                     FEIVRNQQIASLGLKGNLHIHLNTNEIDTLKGGKIKLKEGNTVIQEKTIETADINLQD
                     VPNGIYTVEISGGKTDSMYHFSTYYAYVKEKDNSLTIDVNEMKVSNLVNETIQFLGLG
                     DDQFAELNTDLEQERAVFTVTTKTPHSYYAGEKYASIELFNEKGEKIYTKEMEGTNVT
                     VVKDIIPLKEGYRIKIYHDEVKKRLTSKATIINPMNKTNEIIMTKWGLKNTYLKNNPE
                     ENLMKRIDEEMEVIISNPLLKEIPMQKLEMKKNVWMAINMLSEPQKITYINKYKDSLY
                     NE"
     gene            complement(2041230..2041829)
                     /locus_tag="DJ46_2173"
     CDS             complement(2041230..2041829)
                     /locus_tag="DJ46_2173"
                     /codon_start=1
                     /transl_table=11
                     /product="nitroreductase family protein"
                     /protein_id="AIK65580.1"
                     /translation="MTKDFYTALKERRTYYGINKEVQVLDEKIKEIVEFAVKYTPSAF
                     NSQTARLVVLFGEAHNKLWDITTETLRKVVGDGDFSGTQQKMDSFKAGYGTVLFFEDE
                     AIVKSLQEKFAAYAENFPIWSHQASGMHQLVVWTGLEAEGLGASLQHYNPLIDDEVKQ
                     EWNVPANWKLIAQMPFGNPTAAPGEKEFQPLEERVKFHK"
     gene            complement(2042212..2043285)
                     /locus_tag="DJ46_2174"
     CDS             complement(2042212..2043285)
                     /locus_tag="DJ46_2174"
                     /codon_start=1
                     /transl_table=11
                     /product="photosynthesis system II assembly factor YCF48
                     family protein"
                     /protein_id="AIK66278.1"
                     /translation="MEKFILAFDRELVIAEKKDSTWSVQSQFVGANPVALAVDPYDPE
                     RIYCGTFDRGLWRSKDGGSSWEAIGTLPSFGEVFPANAIHMRAITAVSVSSVKGDDGN
                     GIVYVGTEPSAMFVSKNGGDSFELLTDYRQMPSYSSWFFPQRTYTHHVKHIEIDANNP
                     ETIYTTIEVGGLIKSVDGGKTWTEEKEGNYPQDIHILTSHRNAPNRLYGVLGDSFLKE
                     PGQEYAESNDGGKTWNYMCSGLKHHYAYQMAVNPNDPENIIIATSSNPHVAHDYNNGN
                     CESFIYKKEKDQPWAEMNAGLPTPKGTIIPVLKATSDGTFYLFSNKGVYQSVDGGSNW
                     TSLEIPWENRFMEQHPYEMLIIK"
     gene            complement(2043697..2044536)
                     /locus_tag="DJ46_2175"
     CDS             complement(2043697..2044536)
                     /locus_tag="DJ46_2175"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62564.1"
                     /translation="MKNLQSTTKLHNGVEMPWFGLGVFKVEEGPELVEAIKSAIKTGY
                     RSIDTAAIYGNEAAVGEGIRAGIEATGISREELFITSKVWNADQGYKETIAAYEESLK
                     KLQLDYLDLYLVHWPVEGKYKDTWRALETLYKEKRVRAIGVSNFQIHHLQDVIQDAEI
                     KPMINQVEYHPRLTQKELQAFCKEQGIQMEAWSPLMQGQLLDNETLQAIAEKHGKTTA
                     QVILRWDLQNGVITIPKSTKEHRIIANADVFNFELTKEDMEKIDALNENHRVGPDPDN
                     FDF"
     gene            complement(2044553..2045767)
                     /locus_tag="DJ46_2176"
     CDS             complement(2044553..2045767)
                     /locus_tag="DJ46_2176"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK64076.1"
                     /translation="MNSYTASSSEVQTNRRSIFALLALAISAFGIGTTEFVSVGLLPS
                     ISKDLHVSVTTAGLTVSLYALGVAFGAPVLTSLTANMSRKTLLMWIMIIFIIGNGIAA
                     VATSFTVLLIARIVSALSHGVFMSIGSTIAAALVPENKRASAIAIMFTGVTVATITGA
                     PIGTFIGQQFGWRTSFLAIVVIGIIALIANSILIPSNMKKGTSVSFRDQFKLVTNGRL
                     LLVFIITALGYGGTFVTFTYLSPLLQEVTGFKANTVTIILLVYGIAIAIGNVIGGKLS
                     NHNPIRALFYMFFIQAIILFVLTFTAPFKVAGLITIIFMGLFAFMNVPGLQVYVVMLA
                     ERFVPSAVDVASAINIAAFNAGIALGAYLGGIVTNSLGLIHTAWVGGIMVVGAVILTA
                     WSMSLEKRDQVK"
     gene            complement(2046346..2046819)
                     /gene="dmpI"
                     /locus_tag="DJ46_2177"
     CDS             complement(2046346..2046819)
                     /gene="dmpI"
                     /locus_tag="DJ46_2177"
                     /note="taut: 4-oxalocrotonate tautomerase enzyme family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="4-oxalocrotonate tautomerase enzyme family
                     protein"
                     /protein_id="AIK64189.1"
                     /translation="MPLIELNTWPTMLTEEKKEFIYNVTELTIKRLKIVPDKIQVLIT
                     ELEKENWGKAGAVASDATFAEKSRVSNWETKESYDTSDRNVDGMAIIKIDIWNTFDQE
                     TKDKWVNELTQVTSKYTHAPLDKVLILIREMIPGNWGQSGVTGAHADFLSKSRTF"
     gene            complement(2046862..2047338)
                     /locus_tag="DJ46_2178"
     CDS             complement(2046862..2047338)
                     /locus_tag="DJ46_2178"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64428.1"
                     /translation="MSSSNLNEISKQILKEEETLQFSSFTNEDALQLGLFIVETAKQE
                     GKVIAVDITKNGVQLFHFKMTGTNEENTKWIERKKRVVSLHDRSSYYMQIQSEITGIS
                     YNEKYLLNTSEYAAFGGCFPIRVKNVGVIGMITVSGLPPEEDHELVIRAVKNHLNQ"
     gene            2047891..2048373
                     /locus_tag="DJ46_2179"
     CDS             2047891..2048373
                     /locus_tag="DJ46_2179"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK64694.1"
                     /translation="MSEKTAGFSQVNHVGITVSNLDKSIVFYEALTGKKVSNIDEIGG
                     TRMAQTQGLEDTRIKYANLHLDNLNIDILEYVVPKSDKASYSNDQISAMHLCFEVEDI
                     DAAVERLKAIGVEPDGEPIIFQEEDGLKSGFGTGVAYFRDPDGTNLELIAPKGPFRRE
                     "
     gene            complement(2048533..2049852)
                     /locus_tag="DJ46_2180"
     CDS             complement(2048533..2049852)
                     /locus_tag="DJ46_2180"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan/tyrosine permease family protein"
                     /protein_id="AIK61607.1"
                     /translation="MNGNTAKKIEVQAENTALNNEQYADPKKWHKQDTTWALSLFGTA
                     IGAGVLFLPINAGSGGLLSLLLITLLAYPVMYYSHRALAKMIYASNSADEGITGTIRE
                     YFGNKASIIFNIVYFGSIYTIVLMYSVALTNTASSFIVHQLHMPEPPRAILSLVLVLG
                     LIAILNFGQDITVKVMSMLVYPFIVSLLFIAISLIPQWNTSMLSFSAVSTASTGTGYF
                     GTIVMILPIIVFSFNHSPMISSFVVKQRATYGIEATDAKCAQIQKVCYIMTFAVVMFF
                     VWSSALSLTPDDIKMAKEQNLLILSYLANELNSPVITIAAPIIAFVAITKSFLGHYIG
                     AFEVMRDMIIKFGKSRGKDIEEKTIKTIILTFVVLSCWFVAYTNPSILGLIDSLSGPL
                     VAAILCLLPMYAIQKVPVLAKYKGKMSNVFVIIVGVLTVLASIKSLF"
     gene            complement(2051005..2051340)
                     /locus_tag="DJ46_2181"
     CDS             complement(2051005..2051340)
                     /locus_tag="DJ46_2181"
                     /codon_start=1
                     /transl_table=11
                     /product="IDEAL domain protein"
                     /protein_id="AIK63638.1"
                     /translation="MMSNNNQVLKVGDWVRGISNEGEFIVGYVVSLDEVEDVVTVSIV
                     KRYDKYTKNEAILLFSKHVNKLPESNVINKEQILYLIDLALLTGDEEWFIELSSKLNS
                     IKELVNERF"
     gene            complement(2051468..2051881)
                     /locus_tag="DJ46_2182"
     CDS             complement(2051468..2051881)
                     /locus_tag="DJ46_2182"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator family protein"
                     /protein_id="AIK61535.1"
                     /translation="MSSDFTLAIHSLTYLALQPDRMSTSNAISESAGVHPVRIRKVLS
                     LLKKHKFIQSKEGTGGGFIFARDLDEVNLWHIYQITSEGALQPKCPESNDQCIVGSNM
                     RKVLFTIFLGAEEHLGEYLKNYTMKEVVDLINQER"
     gene            complement(2052045..2052179)
                     /locus_tag="DJ46_2183"
     CDS             complement(2052045..2052179)
                     /locus_tag="DJ46_2183"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63719.1"
                     /translation="MIEVCVTVNYNDRNYQTNVIVSKDTIWTKIKQLAEEQVKKQWSL
                     "
     gene            complement(2052289..2052423)
                     /locus_tag="DJ46_2184"
     CDS             complement(2052289..2052423)
                     /locus_tag="DJ46_2184"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63486.1"
                     /translation="MIEVCVTVNYKDRNYQTNVIVSKDTVWTKIKQLAEEQVKKKWDF
                     "
     gene            complement(2052471..2052866)
                     /gene="spxA"
                     /locus_tag="DJ46_2185"
     CDS             complement(2052471..2052866)
                     /gene="spxA"
                     /locus_tag="DJ46_2185"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory protein spx"
                     /protein_id="AIK65358.1"
                     /translation="MVVLYTTASCASCRKAKAWLEENQIDYTEKNIVSNSMTVDELKS
                     ILRLTEEGATEIISTRSKTFQDLNINIEELSLNEFYKLIIEHPLMLRRPIMLDEKRLQ
                     IGFNDEEIRKFLPRSVRTFLNIELQKLAN"
     gene            2053467..2053811
                     /locus_tag="DJ46_2186"
     CDS             2053467..2053811
                     /locus_tag="DJ46_2186"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61736.1"
                     /translation="MKTYNIPVEATLEVIGGKWKVVILCHLKKGTKRTSELKRLMPGI
                     TQKMLTQQLRELEEDGVIQRKVYDQMPPKVEYSLTDYGSSLGAILDSLCSWGEVHLEK
                     TGHTSMLITADE"
     gene            complement(2053876..2054613)
                     /locus_tag="DJ46_2187"
     CDS             complement(2053876..2054613)
                     /locus_tag="DJ46_2187"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="AIK62821.1"
                     /translation="MASGSTQVKYLGIYQKMKQQILDGEYKINEKIPSSPVLAEEFDV
                     SVLTIKKALDLLVRDGYIIRRRGSGTVVQDWRQQEKARMIQTLTGTKAVYGSEVESKI
                     IEFTIVGADEIIAEKLGISVGDFVYKIIRLRIIHSIPTIMEHTWMPISVIPGVEVSVL
                     EESIYSHIQNKLGLQVGTSVVRVKGIRPDDKEKQFMNLTNQDFLMRVEQVAYLTDGRT
                     FEYSYADHLPETFEFETVITAKSYKEA"
     gene            complement(2054646..2055350)
                     /locus_tag="DJ46_2188"
     CDS             complement(2054646..2055350)
                     /locus_tag="DJ46_2188"
                     /note="oxidoreductase family, C-terminal alpha/beta domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65452.1"
                     /translation="MPYQNRRFDGDFLAVKQVVEQGFLGDIVEVESHIDYFRPGSINH
                     EGPKEEGSFYSLGIHTMDRMISLFGRPDTVTYDIRNNEVDGAVDNYFDVGLHYGNQLK
                     IKLKTNHVVAKDYPRFIVHGTNGSFIKYGEDQQENDLKAGIMPESAGFGEDSPMYYGI
                     AKYRNANGDWIEKQIKTPLGDYGRFYDAAYETIVNGAPKLVKDEEAITNIEILENGFA
                     APSPSVYKLEALNLNE"
     gene            complement(2055401..2055706)
                     /locus_tag="DJ46_2189"
     CDS             complement(2055401..2055706)
                     /locus_tag="DJ46_2189"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase, NAD-binding Rossmann fold family
                     protein"
                     /protein_id="AIK64200.1"
                     /translation="MTLTMGFIGFGKSANRYHLPYVNTRENIKVKTIFARQINEELAA
                     PYKEKGVSFTTNLDELLNDKEIQVVTVCTPAHTHYELAKKLYLLENQLLLKNHFAIQ"
     gene            complement(2055924..2057096)
                     /locus_tag="DJ46_2190"
     CDS             complement(2055924..2057096)
                     /locus_tag="DJ46_2190"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK64175.1"
                     /translation="MVEELFYKKILKNLFSDPVQITLWNGETIQYGEGEPQFHVTFHK
                     PLSKKEIAKDPSIAFGEAYMNGDLEIEGNLEKAIQSIYKRQDSFLGDSKLQYFKSKWN
                     FSKQKNKDDIAHHYDIGNDFYKLWLDETMTYSCAYFQNEQDSLTTAQHNKVNHILKKL
                     NLQKGDTLLDIGCGWGELITAAAKQYGVKAMGVTLSEEQYAKASERIKQEGLTDLVEV
                     SLLDYRDIKNQKFDKIVSVGMIEHVGKDNITQYFETVNTLLNDGGISLLHCITSPANG
                     GATNGWIEKYIFPGGYVPAVNELITNMTNEQFFIVDVESLRRHYGKTLQHWARNFENV
                     MEEVRKTKDERFIRMWRLYLNACAASFFTGNIDLHQFVFTKGINDTIPMTRSYMYE"
     gene            complement(2057419..2057745)
                     /locus_tag="DJ46_2191"
     CDS             complement(2057419..2057745)
                     /locus_tag="DJ46_2191"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62630.1"
                     /translation="MKQYNIPVEATLEIIGGKWKVVILCHLTKGKKRTSELQRLIPEI
                     SVRMLTQQLRELEEDGVITRKIYNEIPPRVEYSLTDYGWSLQNVLNQLTAWGERCIDR
                     KNSKVK"
     gene            complement(2057936..2058277)
                     /locus_tag="DJ46_2192"
     CDS             complement(2057936..2058277)
                     /locus_tag="DJ46_2192"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62953.1"
                     /translation="MKTYNIPVEATLQVIGGKWKVVILCHLKKDKKRTCELKQLMSGI
                     TQKMLTQQLRELEEDGVIERKVYNQVPPKVEYSLTEYGHSLDAILDSLCNWGEHHLEK
                     NGNTSMLITAE"
     gene            2058709..2059719
                     /locus_tag="DJ46_2193"
     CDS             2058709..2059719
                     /locus_tag="DJ46_2193"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AIK61454.1"
                     /translation="MSKLLKEKIGFGTAPLGNMYRNIPEEEAIATVDAAWENGVRYFD
                     TAPLYGSGLAEIRLGEALSKRNRDDYFLSTKVGRTISDELEDPSARDLGEKGGLFEFG
                     RKNKMINDYSADATLRSIEQSLKRLKTDRLDFVFIHDLAQDFYGDEWISQFETARTGA
                     FRALTRLREEGVIKGWGLGVNKVESIELMLDLEEAQPNISLLAGRYSLLDHERALQRV
                     MPAAVKHNMDIVVGGPYSSGILAGGAHFEYQKASPEIIAKVEKIKALADRHEISIKAA
                     ALQFSLANPAVAAVVPGASKPERIVEDQNALNTVIPAAFWEKMLEQKLVAPNAPLPIN
                     VK"
     gene            2059798..2060214
                     /locus_tag="DJ46_2194"
     CDS             2059798..2060214
                     /locus_tag="DJ46_2194"
                     /codon_start=1
                     /transl_table=11
                     /product="polyketide cyclase / dehydrase and lipid
                     transport family protein"
                     /protein_id="AIK64179.1"
                     /translation="MAHTTTSMEIFGSPEQVWQLIGGFNSLPDWLPYIPSSKLTEGGR
                     VRHLANPDGDTIIERLEVFNEKERYYTYSIMNAPFPVTNYLSTIQVKEGTESNTSLVE
                     WSDTFTPVEVSDEEAINLFHGIYSDGLKALQHAFLD"
     gene            complement(2060440..2061264)
                     /locus_tag="DJ46_2195"
     CDS             complement(2060440..2061264)
                     /locus_tag="DJ46_2195"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK61398.1"
                     /translation="MKNFVCTTCGVQYAASVEEPVSCHICDEERQYVNPKGQSWTTLE
                     SLQTSNTYKNEIIEEENGLYSITTKPGFAIGQTAYVVKTDSYRLLWDCITYLDETTIA
                     KIKELGGLDAIALSHPHYYSTQVEWAETFDVPIYIHEDDKEWVMRPSSRIIYWSGESL
                     QLADGITIHRLGGHFSGGSVLHWEEGNDGKGILLTGDIIQVVADERWVSFMYSYPNLI
                     PLPARKVEEMVNRVKPLQFNRLYNAFHRVVKENANEAVERSAERYIKAVEGKLFYT"
     gene            complement(2061293..2061850)
                     /locus_tag="DJ46_2196"
     CDS             complement(2061293..2061850)
                     /locus_tag="DJ46_2196"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64392.1"
                     /translation="MNVSEAKKDLAIKTKRGLPIILADVLFWIVMSIMGFVLSEKQVV
                     WVYLIGMGCVFPFGLMIAALLKIDMFAKGNPLGVLAGLIGGINVLNIPLVLLAYFQFP
                     EWLPFVVAMLIGVHFIPYVWIYESKSYGLLSVGTVFVTSVCGILFAEKGFTVIPLSVT
                     VVYLLTFISLLIENKKANQYQQKSA"
     gene            complement(2061878..2062726)
                     /locus_tag="DJ46_2197"
     CDS             complement(2061878..2062726)
                     /locus_tag="DJ46_2197"
                     /codon_start=1
                     /transl_table=11
                     /product="aminoglycoside/hydroxyurea antibiotic resistance
                     kinase family protein"
                     /protein_id="AIK61494.1"
                     /translation="MDISIIAAQLVKEKVILQYPKNMKGLNGGTTSTIYLLDEQYVVK
                     LNESDVIREEAYFLQFYKKNDVFPKLLYKDPLSRYIVYLFLEGTTSCKSGHKRSILCK
                     LVKDVINKYEKVPKVSGWGWKNSPVQSWNEFLTVTVMEAHENVKSYISDEECRLVFKL
                     ANSPNRGAGIGEPFLLHGDFGFHNFIVQENRLHGVIDPLPVLGDPIYDLIYAFCSTPE
                     DLTKETIDYAMKQCVFHKKDRNLYEEIVIGLYLRIDTCLRHHPKDLEDYLVAWRYWMG
                     EVEVTL"
     gene            2062902..2063111
                     /locus_tag="DJ46_2198"
     CDS             2062902..2063111
                     /locus_tag="DJ46_2198"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62136.1"
                     /translation="MKPEFLKAVHDAIGNIEHIHIEESGADSLLIHHDDAQQLQQVAK
                     TLENNNFRSALRTTGDASYIEVLNR"
     gene            complement(2063225..2064124)
                     /locus_tag="DJ46_2199"
     CDS             complement(2063225..2064124)
                     /locus_tag="DJ46_2199"
                     /note="phzF_: phenazine biosynthesis, PhzF family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phenazine biosynthesis, PhzF family protein"
                     /protein_id="AIK62820.1"
                     /translation="MKTINVFHYDAFTNKPNMGNPAGIVLDADGLTEEEMQRIAEKVG
                     FNETSFVLSSEVADIRMRYFTPGYEMDLCGHGTVGTIYALRERGLLEEKASLTIETKA
                     GILPIQIGVNENGETFIKMRQTAPQFKDFAGSKEELAHSIGLEVNDLDVSLPIVYGST
                     GNWTVIVPVKNLDVCERMKPNNEVFPSVLKEIPNASIHPICLETYDEKVHMHGRHFSS
                     AYAGTIEDPVTGTASGVMGAYYATYVEKDFDHEMELIVEQGQEIHKDGRVTVYVTKDV
                     ESEKLQIDIAGTAVYVKEFEVLI"
     gene            complement(2064136..2064912)
                     /locus_tag="DJ46_2200"
     CDS             complement(2064136..2064912)
                     /locus_tag="DJ46_2200"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62233.1"
                     /translation="MIYDLAIIQNLFGPSKKVLNDLPNAVTIEEIEEDVLYDVQTYKE
                     KISRFEEVCFNWELKRASIVLNKRFSSYNSSVRVLLDAGFSLHAAKIEVCREFNNIEE
                     LERQYTYRSIAEGTLSEKEFKYIWEQCMSGSGNQTSILTIDEHFYSVQTELGKGWEKL
                     CIVFYDKNEPTGMAIPHIEPGTVSEGRLFYFGVMPYYRGKGIASKLHLQCLHMLKEMG
                     ATYYIGSTHTSNEKMQGIFLRNNCSLKTEIELYYKIFNEG"
     gene            complement(2064909..2065613)
                     /locus_tag="DJ46_2201"
     CDS             complement(2064909..2065613)
                     /locus_tag="DJ46_2201"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK65251.1"
                     /translation="MRVLITGGNRGLGLQLVKVFHENGHIIYPLVRTEVAVTQLKQMF
                     SCRCFPILADLAADESTEQIKKQLEEYTEYMDLVINNAGITGKETEVLHTNSEELTDL
                     FNIHCLGVIRAVKGTYMALAKSDHPRIINVSSRLGSLHKMANKEFPQGHFSYSYRIAK
                     AAQNMLTLCLQQEFENKGISVTAIHPGKLKTEIGAFDANMTPAEGTKNIYDWVIDSNE
                     DLSGQFIEPGVGEIKW"
     gene            complement(2065610..2066173)
                     /locus_tag="DJ46_2202"
     CDS             complement(2065610..2066173)
                     /locus_tag="DJ46_2202"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62808.1"
                     /translation="MKLPLLQVETERLMIRPFQNDDYESWLDGFNKRLPSQYKYDDGY
                     QIMASSTKEWFTEWIRGFDEAAHRDEMYVLGIFRKEDGANIGKLELIKILRMDYQWAM
                     MGYSIHNQYWKNGYGIESVKVALPLFFNRLHFHRIELHIHVDNEPSVRLSERAGFSFE
                     CKREAFSLENGEWMDFLIYFKNKEMDI"
     gene            complement(2066319..2067821)
                     /locus_tag="DJ46_2203"
     CDS             complement(2066319..2067821)
                     /locus_tag="DJ46_2203"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK65050.1"
                     /translation="MRTMQQLLQKRAMQSPNLEALVGGEKRYSFQQYNERVNQLAHYL
                     LHSGVQRGDRIGILCKNNHPFPSVMMASLKIGAVFIPLNHQLTVYELETIVKEAKLKV
                     LVIDEEFSEVLLKVDAVKEIPYVIETTKEGFGSFELTLQEQPMTEPNVEVHEEDDAIY
                     LFTSGTTGQAKACVIGHKNLHHYFDEIAGQREIPAGERFLSVHPLFHMSGVLSILNCI
                     YHGVTMIFLADSNPTLIWDKIEEEKITTMLAFPAVYSYMLDELNKKERNISTFKVAQS
                     GGTKVPETLIQKYMEKGIYMVQGYGSTEGWVVTSWHPMMGKEKMSSVGKALKNVEVKI
                     VHPETGHELTTNEVGEIHVRSPYMFKGYWNNEKATKKVIKDNWFNMGDAGMIDDDGFL
                     HIMGRYKDVIIRGGDNVYPDQVEDVIHEMHGVLEVAVVGVPDGFWGEIPRAYIVKDGE
                     TILTEESIIQYCKEKLASYKIPEVVFVEELPKNALGKVLKRELRDVVLVK"
     gene            complement(2067956..2068201)
                     /locus_tag="DJ46_2204"
     CDS             complement(2067956..2068201)
                     /locus_tag="DJ46_2204"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin-like fold family protein"
                     /protein_id="AIK66166.1"
                     /translation="MKGKEFGVAISIGGLEKDYENSGITMDELTKPFQATCLYTGMEF
                     IPSFYLYGAEYKLSDEEIDKSAPEYVQYVMNKKYSNI"
     gene            complement(2068237..2068488)
                     /locus_tag="DJ46_2205"
     CDS             complement(2068237..2068488)
                     /locus_tag="DJ46_2205"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin-like fold family protein"
                     /protein_id="AIK65295.1"
                     /translation="MRTLVIVAHPHIEKSKINKRWIEELEKHSDEITVHELYKVAPNW
                     EFNIEEEQKLLVEHDRYIFQFPLYWYSTPPLLKNGLMMY"
     gene            2068613..2068936
                     /locus_tag="DJ46_2206"
     CDS             2068613..2068936
                     /locus_tag="DJ46_2206"
                     /codon_start=1
                     /transl_table=11
                     /product="hxlR-like helix-turn-helix family protein"
                     /protein_id="AIK64538.1"
                     /translation="MNQNDSCPIATTLDVIGGKWKVYILCVLMDGKMRTNEIKREIPN
                     LTQKVLTQQLRQLEADGIIHRTVYQEVPPKVEYTLSEHGKSLMKIMDELFEWGKGHQI
                     KRLHD"
     gene            complement(2069130..2069687)
                     /locus_tag="DJ46_2207"
     CDS             complement(2069130..2069687)
                     /locus_tag="DJ46_2207"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65175.1"
                     /translation="MVVLELPKRNKQFGLYHPDGKYIAGTKMVSSNILFSVIPFLHNK
                     DVYGLETSSGEILAYFHTEVDGYDWVIYDSNYNQIGMFKGKMIQGFTMIRGTLMTDKA
                     TKLSDVEVEFDFIQSTLRTIDGRTLAIGKQGYMPIEWSERFMGLNVPTIILGSNASNN
                     EKILGLGVLLYSLRTIEIRKSRASV"
     gene            2070269..2071471
                     /locus_tag="DJ46_2208"
     CDS             2070269..2071471
                     /locus_tag="DJ46_2208"
                     /codon_start=1
                     /transl_table=11
                     /product="ankyrin repeat family protein"
                     /protein_id="AIK63998.1"
                     /translation="MKNQYIEILVRIMLKHIPNAANKSVLFAFYNGVVTTYSYFHYES
                     MKVFEHGSEGLPSNEIMDNIQRVRHTGESNWTAFVLTVKRNGLYEVDYYDDLNPTLES
                     GSALLLLAYTHYHIEPTSDFSKLQLKSAIKAESFKKTLNYACMRNDIETVKEKLINIK
                     LSTLNKKGPDRKTPLHIACLNENIEIVTLLVEAGADLKIKYHGETPFALACRKGNVEI
                     IKYLISQGENANEIMVGKVTPLHLISSSGNQEIVHYILERITNINAVTNRKRSALHYA
                     VEDNNLEAAKVLIDNGIDMELLEEYKRSALSLACDRNKPEMAGLLLENGANIHSTGQG
                     KVTPLHSACERGFIEVVRVLLQHQPNLHAKATLYSMPRNENLKETPIETAKRLGYDEI
                     VDLLSSKL"
     gene            complement(2071631..2071906)
                     /locus_tag="DJ46_2209"
     CDS             complement(2071631..2071906)
                     /locus_tag="DJ46_2209"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK61505.1"
                     /translation="MKEQKEMFEEISEVLKVLAHPVRLSLVKIMLAKGPTNVTTMYGD
                     LEMPQSTISQHLSKLKAAKMVTGTRKGLEIYYEVTDNRTKSILACLV"
     gene            complement(2072135..2074918)
                     /locus_tag="DJ46_2210"
     CDS             complement(2072135..2074918)
                     /locus_tag="DJ46_2210"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK62776.1"
                     /translation="MLNSSNDVKTKFINDLVKQVEKNQFAGINIDFEAVPESDRENLT
                     NFMKELTMVFHKHDLLVTQDVPANDKAFDYSALAKIIDRMIVMMYDEHYGAGEPGPIA
                     SNKWFQHTLKELNIPSNKLIVAFGNYGYDWKVNSKEPAKSLTFSEVMAMAHNSDINIQ
                     WDKMSGNPYFRYKTGDKEHTAWFLDGVTLYNQVKIAMDNNAKGFALWRLGAEDPTIWK
                     VLKNPIEAQKNPDVLHKITSLDEVNYSGQGEILQIENEKQNGLRDFKVGKDGYLTDEV
                     YQSLPSAYEVQRYGKPKGKQVVLTFDDGPDPKYTPEILDILKENKIKAAFFVLGENAQ
                     LNPSIVKRIYDEGHEIGNHTFKHPNVADTSLLRTKVELNTTQRLIQEITGHSTVLFRP
                     PYEADANPDSSNEILPILRAQNMNYTMVAEKVDPEDWATPSTNELVKRALNPVYKGEG
                     NIILLHDAGGNRTHTVEALPIIIKELKKHGYSFVTISDLMNKERDEIMPPVSSEGKQY
                     LLYNKAVFSGAGYFKHILTTIFYIAIGLGIFRFLFLIYFAWKQKRKTLSRTIHSSYQP
                     FVSVVIAAYNEEKVIAKTIRSILDSKYGEFEVIVVDDGSTDGTSKVMQETFYKHPKVR
                     FIQKENGGKSSAMNLGFQQSRGEIIVTLDADTIIAQDAISLMVRHFEDQNVAAVSGNV
                     KVGNRRNLLTTWQHVEYITGFNLERRAFDELNCITVVPGAIGAWRKKNVVESGYLSED
                     TLAEDTDLTITFLRQGHRIVYEEKAYAFTESPEDVKSLIKQRYRWSYGTLQCLWKHRK
                     ALCNSKHKTLGFIALPNMWLFQYVLQFIAPFADILMIIGLFSSDPLKVLGFYFVFFLM
                     DLLASLFAFKLEEENPKPLVWLILQRFIYRQFMTYVVVKSIFSSIRGVAVGWNKLKRV
                     GSVEHSTEHKEAS"
     gene            complement(2074965..2075486)
                     /locus_tag="DJ46_2211"
     CDS             complement(2074965..2075486)
                     /locus_tag="DJ46_2211"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl transferase and polysaccharide
                     deacetylase fusion protein"
                     /protein_id="AIK66065.1"
                     /translation="MEKNIQQEKDKVKPVFYDPKGRRNIAFISFLCISIVSVSIVFYF
                     FFQSIFSTPEIPNMNTAVQQDNKLVPINQKLSDQQLKKEEFKPNTEAKDNKNLVNSPK
                     DSKQRKEVYGFYVNWDENSTASLKENIDSLTTLVPEWYHLKADLTIRSEIKPEIVKLA
                     EKNEVKIMPLLTN"
     gene            complement(2075664..2076986)
                     /locus_tag="DJ46_2212"
     CDS             complement(2075664..2076986)
                     /locus_tag="DJ46_2212"
                     /codon_start=1
                     /transl_table=11
                     /product="anti-sigma factor family protein"
                     /protein_id="AIK65458.1"
                     /translation="MNKGIVMDIKKHSVVVLTPNGEFITCKRKGDSCMIGEEISFDEQ
                     EQKASRFSIPYFLKPASLLVACFLCALLFFYNQPEEKVFAYVSVDINPSLEVSVTKDL
                     RVIDLQACNDDGRRILKELKQWENKQLQEVIRTIIKQSQEDKYLTNDKQVMLTAIAKD
                     KLLEPKLEKVMKELKKEYELKHITVEYQSSTMQVRENAIKAGIGTGVYIKQENEKNKS
                     VTPPATPSNPVENEEERQSQPDSSPDVVPDLSSVKDKKYEKPEYKEQKKIEEQPTKQI
                     KENNGRGSQQENRGNQQENNGRESQQGNNGNQQGNNGRESQQGNNGNQQGNNGRGSQG
                     NNGHQQENNGRGSQGNNGNQQGNNGRGSQGNNGHQQENNGRGSQGNNGNQQGDNGRGS
                     QQGNNGNQQGDNGRGSQKENVGNEQGNNGRGSQQENRGHQQGNEKKNQ"
     gene            complement(2076979..2077686)
                     /gene="sigI"
                     /locus_tag="DJ46_2213"
     CDS             complement(2076979..2077686)
                     /gene="sigI"
                     /locus_tag="DJ46_2213"
                     /note="spore_sigI: RNA polymerase sigma-I factor"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-I factor"
                     /protein_id="AIK63390.1"
                     /translation="MKILRKPKIEDIVCNIQNNEEDKEAFIVQYQPFIRKSISSVCRR
                     YITEQDDEYSIGLFAFNEAIEQYSYKKGKSFLAFADLLIKRDVIDYIRKESKHNLVFL
                     KEDEQEEMLEMQVSLTEYMKEIENGNRKEEILHFQSVLADFKITFSELAKESPKHRDT
                     REHLIEIVKVIIKEEEMMEELFRKKKLPLKHIEPRVRVSRKTLERHRKYIIAMCIIFA
                     NNYTYILDYIRGGKHDE"
     gene            complement(2078436..2079017)
                     /locus_tag="DJ46_2214"
     CDS             complement(2078436..2079017)
                     /locus_tag="DJ46_2214"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK62645.1"
                     /translation="MTEINEFSGRNSQKDVKFSIIIPAHNEEKYIRKCLDSIAKASEA
                     YKEQTEVIVVLNRCTDQTEEIAKSYNCITLKNEDKNLSKIRNAGAEIASGEIIVTLDA
                     DTIMTESLLSNVDKYLSSGKYIGGGVNGKFERMSFGIFFSAMLIIIPLLFKYGAVSVG
                     IFWCYRKDFMAINGFNENMLMAEDADFAKRLKE"
     gene            complement(2079360..2080013)
                     /locus_tag="DJ46_2215"
     CDS             complement(2079360..2080013)
                     /locus_tag="DJ46_2215"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK62065.1"
                     /translation="MSFIKTNTKELIMLIVYILFALLQIGLFILFGISLLTNSNLVES
                     EFALSAIGLTVPAIVGIIFFRKEIIESFTYFKEKTILKIVSIPMVVLFTVIVEQIVMR
                     FLATGQPENQEQLLETGAEIPLIFTLLVFGILGPILEEIIFRYIILNRFSHYIGTAIA
                     SIISITIFTLFHTNQLSDIAIYLPGAVILTAAYLISKRSLAYVMAIHILNNCLGFIL"
     gene            2080630..2081220
                     /locus_tag="DJ46_2216"
     CDS             2080630..2081220
                     /locus_tag="DJ46_2216"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK62983.1"
                     /translation="MTKVDTVKEKIIETSLYLFNTNGITRTSIQDIMTATELPKGSIY
                     RRFKNKEEIVLAAYDKSGEIMWSHFHKAMENKKTAIDKILAIFLVYQDAANNPPIAGG
                     CPLLNSAIESTGVFPELQKAAAKGYDDTVMLMASLIKEGIEKQELKEEINIISLASFL
                     ASSMEGAIMASRVSNDNIHHHYFIEQIKHHLFSYSK"
     gene            complement(2081494..2081751)
                     /locus_tag="DJ46_2217"
     CDS             complement(2081494..2081751)
                     /locus_tag="DJ46_2217"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63773.1"
                     /translation="MNKKRLFELFIVTFVFLFLHVSTFTNEKFNGKLGSFTFIVLLFM
                     LSIYTAFIEKYFHDIQKWIRNITFCFALLVVVLVALWLGYF"
     gene            complement(2081898..2082377)
                     /locus_tag="DJ46_2218"
     CDS             complement(2081898..2082377)
                     /locus_tag="DJ46_2218"
                     /codon_start=1
                     /transl_table=11
                     /product="gyrI-like small molecule binding domain protein"
                     /protein_id="AIK63692.1"
                     /translation="MKNYTIEEKDSFIVLGIGTEIKSEYTDFVGIKKEKEDFWSTVKE
                     DGRLDTLKALATNNYIFSVSEAVNNKMMYYAGVMTEAQIEEESRVIQFPKGEYLVVKG
                     EDKTAEELSNKLTGIAFGQALREATDFTYVGGPNTTVEMGQRNGLVFGEMWIPVVRK"
     gene            2082488..2083147
                     /locus_tag="DJ46_2219"
     CDS             2082488..2083147
                     /locus_tag="DJ46_2219"
                     /codon_start=1
                     /transl_table=11
                     /product="deoR-like helix-turn-helix domain protein"
                     /protein_id="AIK65190.1"
                     /translation="MKKVERINTIMRYINNRSHFTISEIIREFNISRSTAIRDIREIE
                     AMGMPLVAEVGRTGGYFVMHNSILPVVRFTDNEVKALFIAFMATRNQQLPYLKSRQSL
                     AEKLLGLISETQQDDIVLLNQLLLFEGTNPHNPDLLELSDLPHPMLEKLIQMLLLDRH
                     LLISIKEEKGIKSYSIYLLHLYQEKSQWIIEGFDLKEEKKRMFPVDHLIHIEPYTTKK
                     S"
     gene            complement(2083587..2083958)
                     /gene="yhaI"
                     /locus_tag="DJ46_2220"
     CDS             complement(2083587..2083958)
                     /gene="yhaI"
                     /locus_tag="DJ46_2220"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane protein yhaI"
                     /protein_id="AIK63485.1"
                     /translation="MRWYLYTLKNYAKFSGRATRKEYWIFTLVNKVTFWSLIYLASYS
                     SSAFYLRANITLIYIAIFIVPTLAVEARRLHDSGKTGWWQLLNLVPFGGAVLLVFCII
                     ESDEGDNKYGPNPHSNLKKAI"
     gene            complement(2084248..2084997)
                     /locus_tag="DJ46_2221"
     CDS             complement(2084248..2084997)
                     /locus_tag="DJ46_2221"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK62097.1"
                     /translation="MKSKTGVLLGRLMRNIMRSPDTIITVAITPIMMMLLFVYVFGGA
                     IQTGTDNYVNYLLPGILLMAIASGVAYTSVRLFTDVKSGLMARFITMPIKRSSILWAH
                     VLTSLVANVLTILVVILVALLMGFRSSANILDWLGVAGILGMFTLALTWLAIIPGLTA
                     KSMEGATAYSYPLVFLPFISSAFVPTETMPKIVRVFAENQPVTSIVNAVRALLYEGTV
                     GNDIWIALTWCVGIMIISYFFASKAFKRQIG"
     gene            complement(2084998..2085759)
                     /locus_tag="DJ46_2222"
     CDS             complement(2084998..2085759)
                     /locus_tag="DJ46_2222"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61011.1"
                     /translation="MSNTAISVKGLKKSFKDKEVLIGVDFEVQRGEIFALLGSNGAGK
                     TTAVNILSTLMKQDSGEVRICGFDIKRQPDHVRQSISLTGQFAALDGMLTGKENLIMI
                     AKLRGVSNPAQVADNLLERFSLTDAANQRADQYSGGMKRRLDIAMSLIGAPAVIFLDE
                     PTTGLDPEARIEVWDTVKELAGGGTTILLTTQYLEEAEQLADRIAILHGGKIITTGTL
                     TELKEMFPPAKVEYIEKQPTLEEIFLAIIGKKEEM"
     gene            complement(2085914..2086255)
                     /locus_tag="DJ46_2223"
     CDS             complement(2085914..2086255)
                     /locus_tag="DJ46_2223"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63760.1"
                     /translation="MLEIFKKLIGDKKEYRMMMARVAALSEDYQFVFKKIQNYMWNFS
                     TGNGMDMLHIQYELIDLFEAGAAEGRQVLDITGEDVASFADELVANAKTYVSKYREDL
                     NESIMKKLRKK"
     gene            complement(2086331..2086651)
                     /locus_tag="DJ46_2224"
     CDS             complement(2086331..2086651)
                     /locus_tag="DJ46_2224"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK65322.1"
                     /translation="MENLTEMLKGSLEGCVLEIISRRETYGYEITRHLNDLGFTEVVE
                     GTVYTILVRLEKKKLVNIEKKPSDMGPPRKFYSLNEAGRQELELFWRKWDFVSSKINV
                     LKSN"
     gene            complement(2087074..2088360)
                     /gene="hcp"
                     /locus_tag="DJ46_2225"
     CDS             complement(2087074..2088360)
                     /gene="hcp"
                     /locus_tag="DJ46_2225"
                     /note="hybrid_clust: hydroxylamine reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxylamine reductase"
                     /protein_id="AIK62695.1"
                     /translation="MFCYQCEQTPTGGCKVMGVCGKNETIASLQDTIVFGLKGIAAYR
                     THAAQLGYTDAFVDATTQEALYMTLTNSNFNEQEHIDMAMKVGKSALRVMELLDKAHT
                     NHFGVPEPVQITQNRVEGKAIVVTGHNLFALEELLKQTEGKEINIYTHSEMLPAHGYP
                     QLKKYKHLKGNIGKAWYDQRRLFEKFTGAILATTNCVMPIKGSYSDRFFSYDIAGLEG
                     VQKIENDNFAPLIQKALELPEVHMESDEQLVTGFHHNTVLSLAPEIIEAVKEGKIKRF
                     FVIAGCDAPGKGGEYYRELATSLPPETVILTTSCGKFRFNDVDYGVVPGTEIPRYIDL
                     GQCNNSISTVKIAAALADAFQCEVNELPVSIVLSWFEQKAVAILLGLFSLGIQDIRIG
                     SKAPEFISAGVLDVLQETFGLKLITTAAEDMEMMLS"
     gene            2088620..2089651
                     /locus_tag="DJ46_2226"
     CDS             2088620..2089651
                     /locus_tag="DJ46_2226"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65861.1"
                     /translation="MVYMMFYYGILFLILGIAVFLFIMAGSRKIRNKNLSFVMIGLGI
                     NILTSPVALFIGGMATDSPYSTVFDFWKGFLFIQGIPLFLLLIAFIWWFIRPPKVNIQ
                     TSIEKGLEQNMKSTKKKTTRGRTITALRILIPIILVVGCFSYILYLYDVTLKKSHSPN
                     NINTIKVVKIDSDTSHGSSPVRIKYGLWEHFDTNIANDGERLDSSNVTIDWKNDYEAT
                     ITLRSKESVPEVVEFNISNKSNGSVFKKVQKVVSSFTFQKSESPSLINIIELRETIKS
                     KGPSPSSTVRIYYGERGSILKKYKEVTLKEMYTTENFKITWRNDEQVQVEVLEENVVT
                     ATIVIDLSK"
     gene            2089912..2090016
                     /locus_tag="DJ46_2227"
     CDS             2089912..2090016
                     /locus_tag="DJ46_2227"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63711.1"
                     /translation="MTETLKTLIMLDATYVVIAIMTVLVFVYLELKSQ"
     gene            complement(2090085..2090855)
                     /gene="blm"
                     /locus_tag="DJ46_2228"
     CDS             complement(2090085..2090855)
                     /gene="blm"
                     /locus_tag="DJ46_2228"
                     /EC_number="3.5.2.6"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase 2"
                     /protein_id="AIK63999.1"
                     /translation="MKNTLLKLGVCVSLLGITPFVSTISSVQAERKVEHKVIKNETGT
                     ISISQLNKNVWVHTELGYFNGEAVPSNGLILNTSKGLVLVDSSWDDKLTKELIEMAEK
                     KFKKSVTDVIITHAHADRIGGIKTLKERGIKAHSTTLTAELAKKNGYEEPLGDLQAIT
                     KLKFGNMKVETFYPGKGHTEDNIVVWLPQYNMLVGGCLVKSASAKDLGNITDAYVNEW
                     STSIENVLKRYENINFVVPGHGEVGDKGLLLHTLDLLK"
     gene            complement(2090994..2091731)
                     /locus_tag="DJ46_2229"
     CDS             complement(2090994..2091731)
                     /locus_tag="DJ46_2229"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolases 25 family protein"
                     /protein_id="AIK63102.1"
                     /translation="MKKKLFIRGIFILVSVMSVVAYLVFQGIFIPNQISADRYEIKGV
                     DVASYQGDIDWRELEKQNMKFAFIKATEGSAFVDKYFSKNWTNANKTSMRVGAYHFFS
                     FDSKGETQAEQFIRNVPKYKQALPPVIDVEFYANKKDNPPKREDVTKELSVMIEMLEK
                     HYGKKVILYATQEAYDLYIKDAYPQCDIWIRSVLTKPSLSDERKWTFWQYTNRGKLSG
                     YNGKEKYIDLNVFYGNEEEFENYGMKD"
     gene            complement(2091766..2092047)
                     /locus_tag="DJ46_2230"
     CDS             complement(2091766..2092047)
                     /locus_tag="DJ46_2230"
                     /codon_start=1
                     /transl_table=11
                     /product="mazG nucleotide pyrophosphohydrolase domain
                     protein"
                     /protein_id="AIK62326.1"
                     /translation="MNIVEFQRYVLNFSKEKGFQDTTIEERAMYTMAELGELAEVILK
                     RDKIQDSKREIGLEMFDVIWNVCDLANKLEIDLEKAFEEKMRINKKREW"
     gene            2092164..2092454
                     /locus_tag="DJ46_2231"
     CDS             2092164..2092454
                     /locus_tag="DJ46_2231"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64465.1"
                     /translation="MTLFASPSLFILAIISFALAYFIGVKQYTWLLSGFNERRVPDKV
                     KLSKIVGLYNLTAGVITTIGSVFSTPNVKILVPIIIIGHVIIAAYVNTRMVH"
     gene            complement(2092485..2092766)
                     /locus_tag="DJ46_2232"
     CDS             complement(2092485..2092766)
                     /locus_tag="DJ46_2232"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63336.1"
                     /translation="MEFWMIIPIAIFGFIYIVEKLNKIEKKTDARLKRMEDRLQLITK
                     EMGIVDREPEINKELRQLMEEGKTVTAVKRVREAFGFSLLEAKQYVDKL"
     gene            2092899..2093093
                     /locus_tag="DJ46_2233"
     CDS             2092899..2093093
                     /locus_tag="DJ46_2233"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63076.1"
                     /translation="MKRFLNTLLQFVVLSIALHVLFDIVGWLVFNAPIQNKVSIISFI
                     TASWLMYIYRDKFFKAFTSN"
     gene            2093204..2094241
                     /locus_tag="DJ46_2234"
     CDS             2093204..2094241
                     /locus_tag="DJ46_2234"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK63209.1"
                     /translation="MKLKSNNIYEKMNQYSVVGLSLAVIRDGKLDETAAFGTLESGTN
                     RTVTIDSIFNSCSISKFITTILILTLSDLKIVHLDEDVNDRLTSWNIPTNLFTSQKKV
                     TLRNLLSHQSGIIDPPNSFEHYLLAQGQPNMSELLAGKTLYCSVPIEVTYKPESEFHY
                     SDANFCIIEILLEDITGKPFNLLLEESIFQPLQMKNSTIFSPEDIDKTDAFACGHNKD
                     GTVTNEKYPFYPFAAASGIWTTPTDLSALVIEIIHSLQGKGKLKLSQKTVQDMISPQG
                     CSKWTGLGVFLDDLNEDLQIYSLGWGVGFQCMMICYPYRGNGAIIMTNADLGVHQMEG
                     IIGDVLKTLSL"
     gene            complement(2094278..2094526)
                     /locus_tag="DJ46_2235"
     CDS             complement(2094278..2094526)
                     /locus_tag="DJ46_2235"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63841.1"
                     /translation="MKFDDQRLLGVRLGSVLVTEENQYLVIKKKDHYALLNIHTLECT
                     HVEVQLEHIEEMLHEDFQESITEIIAPEHIKIVAKNVI"
     gene            complement(2094804..2095847)
                     /locus_tag="DJ46_2236"
     CDS             complement(2094804..2095847)
                     /locus_tag="DJ46_2236"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61139.1"
                     /translation="MKDLIIIGAGQAGLTMGYYLKQEGYNFLLLEAGNRVGDSWRNRY
                     DSLQLFTPRSYSSLPGMALIGEKNEFPYKDEIATYLEEYARHFQLPVQLQTEVLKIRK
                     EKGIFELHTSTEILQTKKVIIATGGFQQPFIPSVSANLSSHVFQIHSSQYKSPSQIPQ
                     GKVLVVGGGNSGMQIAVEFAKTHEVTMSISHPLTFLPLHLFRKSIFNWLDKLGLLYAE
                     VNTKRGKWFQKRKDPIFGFEGKELIRNGAIQLQEKVVSASENNIMFQNGETYSAESII
                     WSTGFIQNYNWIEIEKVVNENGLPNHIKGISPVRGLYYIGLPWQSQRGSALICGVGKD
                     AAYLLSEIKKIDQ"
     gene            complement(2096019..2096372)
                     /locus_tag="DJ46_2237"
     CDS             complement(2096019..2096372)
                     /locus_tag="DJ46_2237"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase-like domain protein"
                     /protein_id="AIK64144.1"
                     /translation="MITPIFRIFDIEKAKLFYVGFLGFKLDWEHRYEEHMPLYMQISL
                     HDAVMHLSEHHGDASPGGAIRIKIDDVKDYHSVLLSKEYAYSKPNIEKTPWGTIELTV
                     IDPFSNRIIFYEERV"
     gene            complement(2096386..2097078)
                     /locus_tag="DJ46_2238"
     CDS             complement(2096386..2097078)
                     /locus_tag="DJ46_2238"
                     /codon_start=1
                     /transl_table=11
                     /product="cyclic nucleotide-binding domain protein"
                     /protein_id="AIK61871.1"
                     /translation="MKKVCNSIKLAEYMKQNNIDSFFSNDMNPYMELIFFKKNEFICR
                     ENEEIDYLYFFVEGKAKAFNTLSNGKSVLLCFYDSLQLLGDVELIHSQKTASNVQVMA
                     DSYCVGLPLGKVRNQLFHDAKFLRCICGSLAHKLNRLSKNSTINLLYPLENRLASYML
                     AAGERAVQHGNRIVFSGNLTETAELLGTSYRHLLRTLNIFCDKEIIKKNNGCFEVVNV
                     DVLRELAADVYK"
     gene            2097188..2097634
                     /locus_tag="DJ46_2239"
     CDS             2097188..2097634
                     /locus_tag="DJ46_2239"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61732.1"
                     /translation="MKYKGDITLYNFLSVFIGVLIAVMLPLNGILSELIGKYTASVVI
                     HLVGLIAVIFVLIINKHKIRFDKGIPLFLYSAGAIGVFTVLFNNISFSVLGASITIAL
                     SLLGQSIASIVIDHFGLLGMKVAKFEKKKLIGLCFISSGIIIMTIY"
     gene            2097648..2098112
                     /locus_tag="DJ46_2240"
     CDS             2097648..2098112
                     /locus_tag="DJ46_2240"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK65286.1"
                     /translation="MLYVTIAILAGVSIVVARIINANLAKEIGNWEGTFFNYITGLFF
                     SMLFLMFSSDSLYIPMHTLQSIPIAVYLGGLVGVIVISLSNYITPKISAFYLTLLIFI
                     GQLFAGTIIDFFLTNELSTGKIIGGIFVIIGLTYNLLIDRPIKTVKHNHVQL"
     gene            2098217..2098696
                     /locus_tag="DJ46_2241"
     CDS             2098217..2098696
                     /locus_tag="DJ46_2241"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66422.1"
                     /translation="MIICGIIWFVNSGKSIQDLYTANKPKKKATIISTQRDPNEPPVF
                     LGKQEIKDIHVESIKTKKDIFLTKTDELKTFINSMDTAKKGKLTLDEEGSDLIDCDMW
                     ITFEDGTYKKYFIWVVDHHNNEVMIAQQDTPDDVNLKYYQLNEDSSKKVYNLFKKII"
     gene            complement(2098737..2099489)
                     /gene="aiiA"
                     /locus_tag="DJ46_2242"
     CDS             complement(2098737..2099489)
                     /gene="aiiA"
                     /locus_tag="DJ46_2242"
                     /EC_number="3.1.1.81"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acyl homoserine lactonase AiiA"
                     /protein_id="AIK62270.1"
                     /translation="MTVKKLYFIPAGRCMLDHSSVNSTIAPGNLLNLPVWCYLLETEE
                     GPILVDTGMPESAVNNEGLFNGTFVEGQILPKMTEEDRIVNILKRVGYEPDDLLYIIS
                     SHLHFDHAGGNGAFTNTPIIVQRTEYEAALHREEYMKECILPHLNYKIIEGDYEVVPG
                     VQLLYTPGHSPGHQSLFIETEQSGSILLTIDASYTKENFEDEVPFAGFDPELALSSIK
                     RLKEVVAKEKPIIFFGHDIEQEKGCKVFPEYI"
     gene            2099677..2100696
                     /locus_tag="DJ46_2243"
     CDS             2099677..2100696
                     /locus_tag="DJ46_2243"
                     /note="adh_fam_1: zinc-binding alcohol dehydrogenase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding alcohol dehydrogenase family
                     protein"
                     /protein_id="AIK62904.1"
                     /translation="MKAIGLHEYLPIEEENSLIDMEIERPVATGRDILVKINAISVNP
                     VDTKVRSPKDKKEEVAKILGWDASGVVVQTGESCTLFKEGDEVFYAGSITKQGTYSEY
                     HLVDERIVGKKPKTLSNAESAALPLTAITAWEGLFERLGIDYNKKDTNSFKNILIIGG
                     AGGVGSIAIQLAKWAGLNVITTASRNETIHWVEKFGADYIINHHQPLQDQILEFGIKD
                     VDYIFCLNNTDQHWQAICELIKPQGKICSIVENEHPLEMGILKSKSATFVWEFMFTKA
                     MYETGDMITQHELLNKVSELLDEGILKTTLNETFTPINAQNVKKAHALLESGSTIGKI
                     VLEKF"
     gene            complement(2100745..2102136)
                     /locus_tag="DJ46_2244"
     CDS             complement(2100745..2102136)
                     /locus_tag="DJ46_2244"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK63426.1"
                     /translation="MANKELKRGLEARHIQMIALGGTIGVGLFMGSASTIKWTGPSVM
                     LAYAIAGIFIFFIMRAMGEMLYMEPSTGSFATFGHKYIHPLAGYMTAWSNWFQWVIVG
                     MSEIIAVGAYMQYWFPDLPAWIPGVIAMVILGAANLISVKSFGEFEFWFAMIKIVTIL
                     LMIIAGFGLIFFGIGNGGEAIGISNLWSNGGFFTGGFSGFFFALSLVVGAYQGVELIG
                     ITAGEAKDPKKTLTRAIQSTIWRILIFYIGAIFVIVTVYPWDQLSTIGSPFVATFAKV
                     GITAAAGLINFVVITAAMSGCNSGIYSAGRMLYTLGVNGQAPKYFTKLSGNGVPLFGT
                     VGVIIGLAVGVVLSYIAPKNLFVYVYSASVLPGMVPWFVILISQINFRKEKGAEMKDH
                     PFKMPFAPVTNYLTIAFLIMVLVGMWFNDDTRISLVVGIVFLAIVTISFYAFGIGKRP
                     PLDVPNDQEISSK"
     gene            complement(2102766..2103965)
                     /locus_tag="DJ46_2245"
     CDS             complement(2102766..2103965)
                     /locus_tag="DJ46_2245"
                     /note="efflux_Bcr_CflA: drug resistance transporter,
                     Bcr/CflA subfamily protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance transporter, Bcr/CflA subfamily
                     protein"
                     /protein_id="AIK62390.1"
                     /translation="MKKVSVPSLLLMIILVAFPQISETIYTPSLPDISKALHVSNNEV
                     QLTLSVYFAGFALGVFFIGWLSDIIGRRPAMLFGIVVYGIGSFLCFIANSIEVLLVSR
                     FIQAFGASAGSVVTQTILRESVEGHKRHVMFAQISAVIAFTPAIGPLIGGFLDQMFGF
                     KIVFLSLVVMSVGIFLYTFVSLPETKTSSVTNKINVFSVLKRLITNPKVVTYGLLIGG
                     ANGVLFSYYAEAPFIFIEYFRLSPSMYGFLGIVVASASIIGAKVSKRLLATYKPEKII
                     YIGCLVMVVGAVALSLITSVGSNPNIIYMVGFLVAMFILLLGIGVALPNCLSLALVDF
                     QDVIGTAGALFSLGYYVIVTITIWGMSQLHTGSLLVMPLYFLAIVVIMMVFTKVFVLG
                     KQTSKTI"
     gene            2104332..2104898
                     /locus_tag="DJ46_2246"
     CDS             2104332..2104898
                     /locus_tag="DJ46_2246"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64710.1"
                     /translation="MIEILRTILNFLISLFSGELPIVYYVWIIALFVIQMIQATLSYK
                     FFKKKDNFSTYISTELFAFIILLFGGMLISKLLAYIIDDPTISMTNVTHYFISLIILT
                     IFVATGFIKDFLQTSIKNKNIFLFTILVISLITSILSFKFLPPLIEGPFSLSKSFITT
                     LIIIVLGLIALLISLEEKYADEKETENL"
     gene            complement(2104942..2105166)
                     /locus_tag="DJ46_2247"
     CDS             complement(2104942..2105166)
                     /locus_tag="DJ46_2247"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin XhlA family protein"
                     /protein_id="AIK64191.1"
                     /translation="MEDVYAKIDSLKAEQKEMMRDIRNLETRTTINEKDIATINKQLE
                     KISTNTTWILRIIISAIIMSVLGLILKGMI"
     gene            complement(2105487..2105765)
                     /locus_tag="DJ46_2248"
     CDS             complement(2105487..2105765)
                     /locus_tag="DJ46_2248"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64608.1"
                     /translation="MKVKFAVIKDENFNCSLLETKLLKTFKEVDCEADIVKVEDGIFE
                     NNGIQTHLLEITIHVTGKNIGYRSVSASIFIVLESLSMELFRITISIH"
     gene            complement(2106396..2106776)
                     /locus_tag="DJ46_2249"
     CDS             complement(2106396..2106776)
                     /locus_tag="DJ46_2249"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK63280.1"
                     /translation="MIHKTVKKVILIAGGLYITYLVGVVTLAESIPYPTSQQLKEAEK
                     VVERYVGENNGVKMINTSSSFTAEMFNRTIHIEGNSKENPEQVFRMDLDQVSSESEKI
                     TEKSINKICKSNDAGKKFTCADAE"
     gene            complement(2107155..2107817)
                     /gene="bshB2"
                     /locus_tag="DJ46_2250"
     CDS             complement(2107155..2107817)
                     /gene="bshB2"
                     /locus_tag="DJ46_2250"
                     /note="thiol_BshB2: bacillithiol biosynthesis deacetylase
                     BshB2"
                     /codon_start=1
                     /transl_table=11
                     /product="bacillithiol biosynthesis deacetylase BshB2"
                     /protein_id="AIK63778.1"
                     /translation="MERHVLVVFPHPDDEAFAAGGTIRLLTDQGVPVTYACGTLGQMG
                     RNMGKNVFANRETIPNIREKELKDACVAMGIQDLRMLGFHDKTLEFEDVDFVADKIEA
                     IIQEVNPSRIITFYPEHGVHPDHDAFGRAVVRAVSRMSTEERPVIHAVAITKNREAVL
                     GEPDVVNNISEVFEHKLAALGAHRSQTEAMLEETHAKIKNKDAATLKWLQLEQFWTYK
                     WE"
     gene            complement(2107833..2108183)
                     /locus_tag="DJ46_2251"
     CDS             complement(2107833..2108183)
                     /locus_tag="DJ46_2251"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65330.1"
                     /translation="MEIVKDSSLIQNEIERFVNKDVYIHLETTNGAYASHFNEKMMTV
                     GAFIRNAMIRFERGKITGTNPYRVGLKMDHGWVYAEGITHWEVDDKERLLLAGHDNQG
                     RLAVALELSLTPFK"
     gene            2108446..2109771
                     /locus_tag="DJ46_2252"
     CDS             2108446..2109771
                     /locus_tag="DJ46_2252"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate transporter family protein"
                     /protein_id="AIK64214.1"
                     /translation="MEQSAHEVANWQYYFAIAVFLVTYGFIISEKLNRAVIALFGAAI
                     MIIFGVVDLHTAFTSHIQWETITLLIGMMILVHITSQSGVFEFVAIKAAKAAGGKPIR
                     ILLLLSLLTAGGSAFLDNVTTVLLIVPVTLSITRILKVNPVPYLLSEVLFSNIGGTAT
                     LIGDPPNIMIGSANKHLDFNAFLLNLAPIVIIISIVTLGIIYFLYRNKLKTTTEQINI
                     LMGLNEKDYIKDHSLLLKSISVLGLTILGFILHSIIHVDAAVIAMTGATLLMLIGVKD
                     HDIEDVFAHVEWVTIFFFAGLFVLVGGLIDIGLISSLAKEVIDVTNGDIGFAAILILW
                     VSGIASATIDNIPFVATMIPLIQDLATGLGLSVDSPQIEVLWWALSLGACLGGNGTLI
                     GASANVVVAGIAKREGHEFSYMDFLKIGFPLTIIALLLSHAYIYLRYLM"
     gene            complement(2109843..2110070)
                     /locus_tag="DJ46_2253"
     CDS             complement(2109843..2110070)
                     /locus_tag="DJ46_2253"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61499.1"
                     /translation="MNLEKAKPVNEEVAELKELIKELHGSVHQLQSEVQQLRHERPVV
                     EVRKGVQLSPTIVGQIGGMILGGLAIIGIFW"
     gene            2111232..2111585
                     /locus_tag="DJ46_2254"
     CDS             2111232..2111585
                     /locus_tag="DJ46_2254"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61344.1"
                     /translation="MNTNIFKKNNLIKMFFALTFSFLCFAPTDTLAAEIKGSPIKGTT
                     KQESTTPGPSYVAVETYVTVEAYFSKREYALPPARYYHQETRDGMIYSGYLTRHSYAS
                     TGDTWIVVYKGFIKA"
     gene            complement(2111962..2112507)
                     /locus_tag="DJ46_2255"
     CDS             complement(2111962..2112507)
                     /locus_tag="DJ46_2255"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61974.1"
                     /translation="MTMNLFQNKAVKLSAIRESDAKVMAMWQEDSEYLRNVDTDVAFP
                     QSLQEIVSDGLLKGRRSNSVSFMLRTVQDDRLIGFMAIHGIEWNNRTGLLAIGIGDAN
                     DRGKGYGREAIHLILKYAFYELNLHRVGLDVISYNKAAIELYKKMGFQIEGCMREAVQ
                     RDGECFDRIIMGILRDEWMGR"
     gene            complement(2112726..2113505)
                     /locus_tag="DJ46_2256"
     CDS             complement(2112726..2113505)
                     /locus_tag="DJ46_2256"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK63411.1"
                     /translation="MSIHLTNNLLALGITPVGSVIGGDLKDFLPHAKEQLKDTKKLGV
                     VTDPNMEALLQLKPSEIYVDEKYAGKDVAKYEKIAKTHSFNLDEGTWRDHLKQVGKLV
                     NREKEADTYIQDYEEQSKRVKSLIGKELGNNEKVMAIRVTAKELRVFSTKRPMGPILF
                     QDLGLQPANGVEKIDGNRPFEVISQEVLPDFDADAIFVVVNRDDKAKAAFKQLQETPI
                     WKDLKAVKGKHVYIINDQPWLDYSALGNKMAMDEAEKMFTK"
     gene            complement(2113490..2113624)
                     /locus_tag="DJ46_2257"
     CDS             complement(2113490..2113624)
                     /locus_tag="DJ46_2257"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic binding protein"
                     /protein_id="AIK64738.1"
                     /translation="MKKKLTILFSIVCILVLAACGQTKANKEETKKVMSQKSLLCLFT
                     "
     gene            complement(2113646..2114662)
                     /locus_tag="DJ46_2258"
     CDS             complement(2113646..2114662)
                     /locus_tag="DJ46_2258"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK65179.1"
                     /translation="MKKILNTDKKRAITVTTIFGCIGIAVILISLNTGTLSIAPLKVI
                     QTLFGYGDFESATVLYDYRMPRIIITMLAGIGLGISGAILQGLSRNALADPGILGLHS
                     GASFGLIVFVTFFHSINENASILIPLFTFGGGVLAAFLIILLASDRSKGLLPIRLILV
                     GIAVSAGFSAISLFFSLKLNDETYTFASRWLVGNVWGRDWIHVLALLPWIFILTPYAW
                     LKSKTLNALSLGDSVAAGLGVSVQKERLLLLATAVGLSCGSVAMAGGIGFIGLVAPHI
                     ARKLVGTTYQHFLPLAGIIGMIILVLADTIGRSIFEPNSIPAGVVVAALGAPYFLYLL
                     TKTK"
     gene            complement(2114663..2115697)
                     /locus_tag="DJ46_2259"
     CDS             complement(2114663..2115697)
                     /locus_tag="DJ46_2259"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK64054.1"
                     /translation="MLHKSTIRAGNNRWIHIKFICFMSLTIICLIGSIFLAVAFGAKD
                     IHLQTVWTAVFDYNPKLTQHQIIYELRLPRVIGAAVVGAAFAVAGAVMQGVTRNPLAD
                     AGVLGINAGAMFVVALSFAFFPHMPYSYLMVVSFIGAVLSTVLIFIIGSATAGGLTPM
                     RLTIAGAVMAALLHSLSSGVAIYYDLSQDLAFWYAGGVAGVKWEHLKFLVPIIFITIV
                     FATVLGRSISLISMGDDVATNLGVKTNRTRILGMIIVVILAGVSVSAVGSIGFVGLVI
                     PHIARKIVGVNYRLIIPMSALLGAMLLVLADLGARTVNPPKELAIGIMVALIGVPFFL
                     YIARKVGREL"
     gene            2115968..2116732
                     /locus_tag="DJ46_2260"
     CDS             2115968..2116732
                     /locus_tag="DJ46_2260"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63774.1"
                     /translation="MFYIKQLLHFTYEQALSCLFPVVIFLTLALSKIITIPGLYRYDF
                     ILIVCLLMQWFMYKTGLETKDELKVITVFHLIGLLLEIYKVHFGSWSYPEEAYSKIFG
                     VPLYSGFMYASVASYICQAWRRMHLQMYHWPKAIFAIPLGAMIYFNFFTHHFLYDFRW
                     VLTLLLFIVFFRTFVEFSLRGVTYKLPLVLSFFLIGFFIWIAENIATFFGAWQYPNQH
                     ETWNLVHLSKISSWFLLVVISIMIVTQLKHLKQLKK"
     gene            complement(2117010..2117867)
                     /locus_tag="DJ46_2261"
     CDS             complement(2117010..2117867)
                     /locus_tag="DJ46_2261"
                     /note="phzF_: phenazine biosynthesis, PhzF family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phenazine biosynthesis, PhzF family protein"
                     /protein_id="AIK63443.1"
                     /translation="MKLSVYVASAFSKDHKGGNKAGVVFIENSLTTTQKMAIAKQLGY
                     AETAFISESEIADYKFEYFTPKEEVDLCGHATIGSFAILMHLNKLFRNRYTIETNSGV
                     LTITIKDDSIFMEQNNPIFYDVVSPNEFIDCFDMKAIDNKYPIQIVSTGLKDILIPIK
                     SETRLHALQPSFEKIKEISKYYNVVGMHLYTFNDDRIICRNFAPLYDINEEAATGTSN
                     GALACYLHEQHNLQKEVYVFEQGYSLQSPSEILVTLATNSKNEIEKVYVGGKGYYCET
                     KCLNVENME"
     gene            complement(2118116..2119153)
                     /locus_tag="DJ46_2262"
     CDS             complement(2118116..2119153)
                     /locus_tag="DJ46_2262"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62038.1"
                     /translation="MEYTYNKREELEIGVNTMITLERKLEQYTHTYSQLKGELKWKTS
                     DSRTGMMIAAMYAGSDKLFDLGRFLEISSYIKNQVGMFSYLKSYHRFVVAATLDIHFT
                     DYKKAFRKFLDLYGQLVTGGFSRSIFTYLAAAVLLTEDNEQHSTHIQRSMQVYKRMKE
                     DHLFLTGTNDYPLAVLLAGQSENVETLMDRVEYLYEKLAKAGFRKGNDLQFLSHILSL
                     KKDVREEMLVATCTNIWKLLKQEKVKVKQIHYPAIGLLALLEDGEKEIHSVKALIEKL
                     QGEKLFRWHTDTSILIAIQLFVSQKGEESKATSTGLQTMIEVLIQAQQAAMMATIAAS
                     SVATSSASSSS"
     gene            complement(2119373..2119828)
                     /locus_tag="DJ46_2263"
     CDS             complement(2119373..2119828)
                     /locus_tag="DJ46_2263"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB superfamily protein"
                     /protein_id="AIK63090.1"
                     /translation="MNRLVGLKQLEITRGELLKFMETLDDKTVDTQPDGFNNTIRWHI
                     GHVLTAAETFMFGREFKQLPTEYPGMFGYGSRPSKWKTEGPSLDVLMAQLKEQAKRIN
                     EIPAEVFENKLPEPFLGLETVGELYGMMLYHEADHIGQMKAMERIIKAL"
     gene            2120024..2120515
                     /locus_tag="DJ46_2264"
     CDS             2120024..2120515
                     /locus_tag="DJ46_2264"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB family protein"
                     /protein_id="AIK62325.1"
                     /translation="MLHILKQQYNLISSTRETLFSFLEEIPLEKLHSTIPNFGSGSII
                     KTHISVADCYRYWLGSFAFKQKRADFSFASDYEIEHADVEKVRARFKLVDETVQRFLD
                     EYNDRWLDNIANEVKWQKEPWSTTPLWLLTHTETHEFHHKGQIVSMARHLGYVPPNTD
                     LIS"
     gene            complement(2120613..2121089)
                     /locus_tag="DJ46_2265"
     CDS             complement(2120613..2121089)
                     /locus_tag="DJ46_2265"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63429.1"
                     /translation="MKLFKKVSACLCLALLVVTSVFSTTNNNKAYAEDHTYDGKSPYY
                     NSCDQSAVTKEKKWIDSNSYVELKFSTTCKTAWAKVTVTRPAVYNNEADARIVRKTDG
                     KAYTCGSAGGNGVVNKGQTSCYTPMVYDLDPRKAQAQGKHAIPNSDAYNYAETIWY"
     gene            complement(2121107..2121619)
                     /locus_tag="DJ46_2266"
     CDS             complement(2121107..2121619)
                     /locus_tag="DJ46_2266"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65093.1"
                     /translation="MFKKLMKVCVLSVASVGVLFTFQESTFAATDLSSYYDGKNPATT
                     KVYGGSTTCDADGFNAKSTAVYEGSKKVGTVYLRYSNRCHAAWAKFVLDQPAPAVSGG
                     VYAYAVVNKYKNGVFQKSVTSNQGNGTIKTGQTSTYTGMVFDLTADFGYTADAEAVTF
                     NNGYGKTGRY"
     gene            complement(2121921..2122814)
                     /locus_tag="DJ46_2267"
     CDS             complement(2121921..2122814)
                     /locus_tag="DJ46_2267"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK65671.1"
                     /translation="MEIKQLITFKIAADTLNFTQTAKKLNFAQSSVTAQIKTLEAELG
                     TPLFERLGKRLFLTEAGRKFQLYADKMIGLSNEAKMAVKDDEEIAGTLTIGAQESQCT
                     YRLPSILKRFKAQFPQIKLIFKPAHSNKDAKEQLMEGKVDLAFILDECKTEDALHVEP
                     LMKEELKVVAAPGHRLLEQTSVSIKDLEKETLLLTELGCSYRTLFEELFRAKDIYPAN
                     KIEFVSVEAIKQCIIADLGVAVLPAIVVEKDMREGTIKELVLKETIPPIYTQIAWHKD
                     KWMTVPLQQFIDVTREFFTTD"
     gene            2122938..2123903
                     /locus_tag="DJ46_2268"
     CDS             2122938..2123903
                     /locus_tag="DJ46_2268"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK66219.1"
                     /translation="MKALCFETFGNADVLQYKEIPDPIINPNEILVRTKAIGLNFADI
                     YRRRGDYHLAGNPPYILGYEGAGIVEEIGTNVTTIKPGDRIAFADVPFANAELVAVPS
                     KKTIQLPNSISFETAASVLLQGLTAHYLTKDSYQIKQGDIALVHAAAGGVGQLLIQII
                     KLLGGTAIGLTSSNEKAKVATLAGADHVFLYSEKWHSKVLEITNGTGVNVVYESVGST
                     LEESFNATKIGGTVVFYGMAGGNPAPVDPRMLMDTSKTLTGGDLWNVLTTFEERKQRS
                     TQLFDWIASGKLNIASPTTFSLQDGAHAHKLLESRKSTGKILLIP"
     gene            complement(2123969..2124673)
                     /locus_tag="DJ46_2269"
     CDS             complement(2123969..2124673)
                     /locus_tag="DJ46_2269"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AIK62074.1"
                     /translation="MKNRETDSNVVTLYVTRHGKTILNTNHRAQGWADSPLVEKGVEV
                     ATNLGTGLKDIHFMNAYSSDSGRAIETANLVLKYSEQSKLKLEQRKKLRELNFGIFEG
                     EKLDNMWDAVGKAAGVTSPEELLKFSIQEVIDLIRAADPTKQAEDWELFSTRIKAEID
                     KISEEAAKDGGGNVLVVVHGLLITTLIEMLDSSKTKLGVENASVTKIVYQDGIYTVES
                     VGDMSYVAKGKESVEI"
     gene            complement(2124836..2125360)
                     /locus_tag="DJ46_2270"
     CDS             complement(2124836..2125360)
                     /locus_tag="DJ46_2270"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61596.1"
                     /translation="MITIRQEQKNDYRKTEEVVKEAFLHEEFSDKKEHELVKRIRECD
                     AFVPELSIVAVDEAIVGHIMLSKIKIEQDGTSEESLALAPVSVARGHQKKGIGGKLIV
                     AALEKAKELGYGSVVVLGHPEYYPKFGFKKAIEWNIKAPFEVPEEVFMVIELTENALE
                     SVEGVVQYSSAFAE"
     gene            complement(2125367..2127268)
                     /locus_tag="DJ46_2271"
     CDS             complement(2125367..2127268)
                     /locus_tag="DJ46_2271"
                     /codon_start=1
                     /transl_table=11
                     /product="mutS domain V family protein"
                     /protein_id="AIK63303.1"
                     /translation="MNTMTFEKLQYNELKDIVKFYCVSGLGKELINKLEPSTSIKVVR
                     NRLNETTEARAILDAEGHVPFFGISNIASTIQKLEKGMILDPEELVSVSDFLRGCRKI
                     KKFMLDKEFFAPVLASYANSMTEYKSIEEEINFSIKGNSIDSAASKELKRIRNNIDSV
                     DGKIKERLTKFLNSSANKKYIQEFFISKKDDRYTIPIKSSYKNQVAGSIVEASAKGST
                     VFIEPHTVTKLNAELASLKAEEAMEEYQILATLSGMVVENIYHIKINMELISQYDMVF
                     AKAKFSKSIDGIEPKLNDHGHIHLVNCKHPLLSGKVVPLNFEIGQNYRSLIITGPNAG
                     GKTIVLKTIGLLTLATMSGLHIAGDKETEIAIFENVFVDIGDNQSIENALSTFSSHMK
                     NLSEIMRMSNNNTLLLFDEIGSGTEPNEGAALAISILEEFYLAGCITVASTHYGEIKR
                     FSEMHDDFMNAAMQFNSETLEPLYKLVIGKSGESNALWIANKMNVRERVLKRAKAYMG
                     NKEYTLEKVNESKIRKPKFLQEKRENHYEYKIGDRVNLLDHDDFGIIYKEKDNFYNVV
                     VYYNGEFIEVNVKRITLEVAAKELYPEGYDLNTLFVDYKERKMQHDIERGSKKALRKI
                     QKEMRKNRG"
     gene            2127881..2128510
                     /locus_tag="DJ46_2272"
     CDS             2127881..2128510
                     /locus_tag="DJ46_2272"
                     /note="exospor_lead: exosporium leader peptide domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="exosporium leader peptide domain protein"
                     /protein_id="AIK66225.1"
                     /translation="MSEKYIILHGTALEPNLIGPTLPPIPPFTFPNGPTGITGPTGAT
                     GFTGIGITGPTGVTGPTGIGITGPTGATGLGILPVFGTITTDVGIGFSVIVNTNINFT
                     LPGPVSGTTLNPVDNSIIINTTGVYSVSFSIVFVIQAISSSILNLTINDSIQFAIESR
                     IGGGPGVRATSARTDLLSLNQGDVLRVRIREATGDIIYSNASLVVSKVD"
     gene            complement(2128605..2130146)
                     /gene="amyS"
                     /locus_tag="DJ46_2273"
     CDS             complement(2128605..2130146)
                     /gene="amyS"
                     /locus_tag="DJ46_2273"
                     /EC_number="3.2.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha-amylase"
                     /protein_id="AIK61145.1"
                     /translation="MFKKITIVGLSVVLFLPSIYGESKVYADTINNGTLMQYFEWYAP
                     SDGNHWNRLRTDAENLAQKGITSVWIPPAYKGTTQNDVGYGAYDLYDLGEFNQKGTVR
                     TKYGTKAQLKSAIEALHKQNIDVYGDVVMNHKGGADYTETVTAVEVDRNNRNVEVSGD
                     YEISAWTGFNFPGRGDNYSNFKWKWYHFDGTDWDEGRKLNRIYKFRGIGKAWDWEVSS
                     ENGNYDYLMYADLDFDHPDVANEMKNWGTWYANELNLDGFRLDAVKHIDHEYLRDWVN
                     HVRQQTGKEMFTVAEYWQNDIQTLNNYLAKVNYNQSVFDAPLHYNFHYASKGNGNYDM
                     RNILNGTVMQNHPALAVTLVENHDSQPGQSLESVVSPWFKPLAYAFILTRAEGYPSVF
                     YGDYYGTSGNSSYEIPALKDKIDPILTARKNFAYGTQRDYLDHPDVIGWTREGDSVHA
                     NSGLATLISDGPGGSKWMDVGKNNAGEVWHDMTGNQTNTVTINKDGWGQFHVSGGSVS
                     IYVQQ"
     gene            2130362..2131015
                     /locus_tag="DJ46_2274"
     CDS             2130362..2131015
                     /locus_tag="DJ46_2274"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetyltransferase family protein"
                     /protein_id="AIK64495.1"
                     /translation="MTDFQKQFFARLNIEEKQKVSFEDLSNIMYAMAQTVPFENLNVL
                     EKNFKEISQENLKEKILVNNRGGLCYELNPTMYYFLKDAGFDVYLVSGTVYNAANSIW
                     AVDSGHIATILKHHNELYLIEVGFGSYLPLAPVPFSGEVVQSVTGDYRIRKEMTEKGN
                     YMLEMRKNDEFLDQSSTDDWTLGYAFYIEEVDEKKQMQHKKLLLNTMAHHLTKYLLL"
     gene            2131269..2133056
                     /gene="pepF"
                     /locus_tag="DJ46_2275"
     CDS             2131269..2133056
                     /gene="pepF"
                     /locus_tag="DJ46_2275"
                     /note="pepF: oligoendopeptidase F"
                     /codon_start=1
                     /transl_table=11
                     /product="oligoendopeptidase F"
                     /protein_id="AIK62954.1"
                     /translation="MTELKDRLQVADKEKWNLTDIYDTIEDWESDFHKIEVLTNELHE
                     FNGNIHDGNSLLAYLTKSEEISSIISLMFAYARLQSDLDTRDTDAQSLVDKVSQLHVK
                     VSAAKSFFSPFLLSVDENTLHTYIEEAEGLQYYKEDLFELYRYKKHVLNKDQEEILSQ
                     MGEALSSPQHTYGMLNNADILFGEVTSNDGEKVTLTRGMYAKLIEDESREKRKEAYKA
                     YYKPYVQLKNSIASTLSAAIKNNVTVSKLRKYPSALEKSLFGDMVPKEVYENLIETTK
                     KNIQSLHTYNKLRKEKLNVDELRQYDLSVDLVQGVKQDIPYDNAFDIMIESLAPLGEE
                     YIETLKSFKDKRYIDVRETPGKCSGAYNFGVYGVHPFILLNHHDDLNSLFTLTHECGH
                     GMHTHYSHGYQPRISAHYTIFVAEVASTVNEVLLIHHLLKEAKDANVRNHLVNHFIEK
                     FKGTFFTQIMFAEFEKITHEMAQQGKPLNAQVFSDVYENLFREYNGDSLVFDEEVKYG
                     WARIPHFYRPFYVYKYATGFASAIQIADKLLSGDPNAQKNYLEFLKGGSSDYPLNLLK
                     KAGVDLTTPEPIESALNRFSELVEEFSTL"
     gene            complement(2133092..2134225)
                     /locus_tag="DJ46_2276"
     CDS             complement(2133092..2134225)
                     /locus_tag="DJ46_2276"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK63493.1"
                     /translation="MLKKWLIVFFIFAVFSGSVVALIHASKGKKYDIKAFSNLNNKQK
                     HDMQEVDANEKKHYEVVAGKLDQYLKDKGFNGSVLVASKDHVILRKGYGYANMKDKVF
                     TTPRTKYRIGSITKTVVAISIMQLKEKGKLNIEDNVNKYIPSFPADKNITLRNLLTHT
                     SGLPDQGKGRVDAASRLKLVTWIGSQALQFPAGTGWKYTDYNYMVLAYIVEKITNKPL
                     AEYVKENIFTPVEMHESGMGATLPEDIFLAEGYTRKDNELIAAPRLKMNWLYGCGEMY
                     TTVEDMKRLDEAIMNGKLLSKQSVLDMFTASPARKYGFSFYTYPDYYHNHGVLAGWNT
                     FNNFNWDKKTFVILFSNVQNGMNDTFNQEFRKMANDLIEGNGA"
     gene            2134482..2134712
                     /locus_tag="DJ46_2277"
     CDS             2134482..2134712
                     /locus_tag="DJ46_2277"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63134.1"
                     /translation="MKNTDKRNRLDDMMFHYRVTKNNIVLIEYYGKQIMILKGTAAEK
                     FLNKINHAHNDTEKQLIMAKVTGNFKRGNERQ"
     gene            complement(2134812..2136032)
                     /locus_tag="DJ46_2278"
     CDS             complement(2134812..2136032)
                     /locus_tag="DJ46_2278"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK63388.1"
                     /translation="MLMEERMNSTYKWVMLIVATIAQTTATLITYGVGVFALFWKEEY
                     ALTNMESGLLVSVVNVGPLFCMLFIGRLLDQYNEKILISISSFLLGSSLLLTNIVSGF
                     NGLLFVLLLIGMFYSVSQPGGSKVILKWFPKENRGLAMGIRQAGIPIGGALAGVLIPF
                     LTVQYNMTYAINSIACICIIGGVLFFVFYKEPYVQEEARKGHIKISFWMELKVVICKK
                     ELYPIYITGICMISLQMVLVGHFMKFLAGEQSITSIVAGTVFSVMFFSGMIGRVALAA
                     ISDVFYKGNRRIPLFIAVCASIGLILLLVMSIHTITSGVLYSVSALLGFFSIGWFSLF
                     IAEVAELASEESVGITVSVALTLNQIAIIVAPVLFGYIVDEKGYAYAWLCIVVLLSIS
                     AVSLYRRNKKIKES"
     gene            2136142..2136993
                     /gene="gltR"
                     /locus_tag="DJ46_2279"
     CDS             2136142..2136993
                     /gene="gltR"
                     /locus_tag="DJ46_2279"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator gltR"
                     /protein_id="AIK64881.1"
                     /translation="MDIKDLTVFYEVAKENNISHAAKNLNYVQSGVTMRMKQLENELG
                     VPLFYRNGKGVTLTSNGEILLTYAKQIIHLMDQSIKAVQSNGTEPKGTLKIGCTESTT
                     AVRLPSILTTYYEKYPEVELILETNTTEQLIKLVLDRKLDGAFIAGSTQHNELHSNVF
                     HEEELVLISKKTLSSLKDIEDMNLLAFSHGCYYRSLLEDWLQEEDISPKRVLEFGTIE
                     AILACVKSSMGVAIMMKSILKGHEHDVSFNPLPNSFNKVPTTFITRNDIFRSAALQKF
                     MEVTHNA"
     gene            2136986..2137495
                     /locus_tag="DJ46_2280"
     CDS             2136986..2137495
                     /locus_tag="DJ46_2280"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63401.1"
                     /translation="MHEKKIRGMKRKTNAMIKRIEEHTKMFPSTFYNDEYWYMPLPVS
                     QDFIESHKTPRKVKRLCIQTLIDRVNHLIKIQPSDTHTYRVVALISIENLWRSQIIVF
                     KNDDYFHNFFNRNNEFQKWILLSNEIDFWETWGISIFPTPQLLRFQEVIYDEDTIDEK
                     EIWFIGELS"
     gene            2137589..2138266
                     /locus_tag="DJ46_2281"
     CDS             2137589..2138266
                     /locus_tag="DJ46_2281"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62225.1"
                     /translation="MVIPKYPDVPTLTKKQIDQITEITFLKEITPQKCDVIFVFGGSH
                     PGNWQAPLETYRQGLGNRIIVTGGTSLHGMKHPSWNYGDLSEAEVIVNKLMENGVPKG
                     AILFEKNSLHSIANVIEAKKIFDFTKINRLLFVCKNLGAGRQYRVLKKHLPKTITCIP
                     YTFDTSFDGEFIMNRYNWMENEKSRSMIFGEYLRNVCYGRKGGIEPPEKEVHGLEEYV
                     SYYYNLA"
     gene            complement(2138316..2139260)
                     /locus_tag="DJ46_2282"
     CDS             complement(2138316..2139260)
                     /locus_tag="DJ46_2282"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AIK63421.1"
                     /translation="MRKIISVLVIFFMTGSIFAGGAVHAKAEGKHEWNKNKFLNIAHR
                     GASGHAPEHTFASYDLVKKMKADYLELDIQLTKDGQLIAMHDTAVDRTTNGTGEVRDK
                     TLSEIKSLDAGSWFNKAYPEKAKQEYVGQKVPTLEEIFQKYGRSMKYYIETKSPDVYP
                     GMEEKLLALLEKYNLIGQNMSSSRVMIQSFSKDSLKKIHSINKNIPLVQLLWYYPNEN
                     NEIVEWSGITHEPKRVTNDDFQEIKKYAVGIGPNLRNDNGDLIINESYMKMARQNGLL
                     IHPYTINEKPDMRLLMKWGATGMFTNYPDRLHTVLKEK"
     gene            complement(2139999..2140589)
                     /locus_tag="DJ46_2283"
     CDS             complement(2139999..2140589)
                     /locus_tag="DJ46_2283"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61556.1"
                     /translation="MGCIMDKYNGNNIVDCIRILIPFDIRNIVGAFMWVIMNFMLLII
                     LFIFPPYDIYSYVALPFYVICNLWGIWVSIYKPRQPQLQHLLYSGFVSLSISFCSFIA
                     VQKLAYEFVKIESPLFFILSLIAYSLIVYKSELFWIKYFTARLRGTTDQDVKIPKIVF
                     FSSLGYMIGQISIGILSQKTMAILLIILLSFFPLCS"
     gene            complement(2140564..2141217)
                     /locus_tag="DJ46_2284"
     CDS             complement(2140564..2141217)
                     /locus_tag="DJ46_2284"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61174.1"
                     /translation="MEKYHGKSTEQIIQKLMPGSARSSVVMVWVVINFMILTPFLFPP
                     TFTIYLYVILPFLLIANIWGVWVFFYKPNELRLVHILYNGFMGITFSFGSFIVIQKMA
                     YTFIKIETPLFFIVTFVLYIFTIYKLISIGMKSFLRRLNNEENDNIKISPIVYLSGLG
                     YVIGQICIGTLSQNGLATVLILVFSLFAVVLSISGVYIWVYVDLKRKEMDGMHNGQI"
     gene            complement(2141833..2143452)
                     /locus_tag="DJ46_2285"
     CDS             complement(2141833..2143452)
                     /locus_tag="DJ46_2285"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK65318.1"
                     /translation="MESNDVPVLIVGGGLSGLASALFLAKHNIEYLLIERHPSTAIHP
                     KAGGITFRTMELFRELGLEQRIRSAGKTLENCRGRIAVHTIAEANQEELAQMRANQYE
                     NDEKLLQKIEEISPSKQTACYQITLEEIMLQEARILGGELSFYHELVSYEQNEQGVIA
                     TIRNRETEKESVIHCDYVIAADGAKSKIREQLGISAEGRGTIGGYYMNIYFEADVSEF
                     MQGDAFGFSMVLHPEVLGALIPVDNARRWIYHVSYDPLKGERPEDFTIERCKQIIQTA
                     IGSTNVEPEIVSVLPWKAAESTATKFQDNRIFLVGDSAHIMPPTGGFGSNTGIQDAHN
                     LAWKLAAVIKGKAKPKLLETYHEERYPVAKLTTDYAISLLFRAANREEGSLNKMDGLA
                     VTAGYHYSSDAIIDDAVTLHRMDIVQLNGRPGTRAPHFIGMYEEKEVSVLDLLGNDFV
                     LLTGAENDSWAESAHTVSAKLGVNIKVYRVGLSGDFIAQENIFSELYGLSDGGAVLIR
                     PDAFIGWRSEKEVVNLDVVLEEVMSNLLCDF"
     gene            2143930..2144274
                     /locus_tag="DJ46_2286"
     CDS             2143930..2144274
                     /locus_tag="DJ46_2286"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK61355.1"
                     /translation="MIEMNKQEQLNVIKKDFIDSQKVLLAIGDETRQAILLVLMETEC
                     QTGLRVGEITKQTHLSRPAVSHHLRILREAGIILMRKEGTKNFYYIDIRTKLSLLKNL
                     VLDIEKLLHNFY"
     gene            2144293..2145291
                     /locus_tag="DJ46_2287"
     CDS             2144293..2145291
                     /locus_tag="DJ46_2287"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK65106.1"
                     /translation="MKAMIIDKYGKVPMRMAEVPIPEINEHEVLAEIHAASINPIDFK
                     IRDGKVKMLLKYEMPLILGNDFAGVIIKVGSKVTRFKIGDEIYARPRKNKIGTFAEYI
                     AIHEDDIALKPKNLSFEEAASIPLVGLTSYQALHDIMQLQKDQKILIHAGSGGVGTFA
                     IQLAKIMGATVTTTASEAGPDLVKSLGADQIINYKTEKFEEILKDYDAVFDTIGGTTL
                     EKSFDIIKSGGNIVSVSGIPNARFSKEFGSGFFKTFLFSLASKKLTALEKKHNAQYSF
                     LFMKPSGDQLRTIANYIEAGKIKPVIDRVFPFEDAQKAMEYSEAGRAKGKIIVKMK"
     gene            2145470..2146936
                     /locus_tag="DJ46_2288"
     CDS             2145470..2146936
                     /locus_tag="DJ46_2288"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62139.1"
                     /translation="MTKNNEAGWNLDHSYTTLPQSFYTEIPPTPVSSPELVKLNHSLA
                     ISLGFNPEELKKEAEIAIFAGNALPEGAHPLAQAYAGHQFGHFNMLGDGRALLIGEQM
                     TPSGKRFDIQLKGSGPTPYSRRGDGRAALGPMLREYIISEAMYALDIPTTRSLAVVTT
                     GEPTYRETKLPGAILTRVASSHIRVGTFQYAAARGSIEDLQSLADYTIKRHYPEIEAH
                     ENRYTALLQEVIKKQASLIAKWQLVGFIHGVMNTDNITISGETIDYGPCAFMDNYDQG
                     TVFSSIDTQGRYAYGNQPYMAAWDLARLAESLIPILHEDEEEVLKIAQDEISKFSVQY
                     EKQWFLGMKKKLGLFSNEEQDQSLIEQLLKMMEKFKADYTNTFRSLTLNTIENTALFE
                     SPEFKEWYKLWQSRLERQEESKENAYEMMKNNNPSIIPRNHRVEEALEAAVTNGDYSV
                     MEKLLEALSNPYAYATEQEEYCVPPVPTNRPYRTFCGT"
     gene            2147192..2147866
                     /locus_tag="DJ46_2289"
     CDS             2147192..2147866
                     /locus_tag="DJ46_2289"
                     /codon_start=1
                     /transl_table=11
                     /product="TPR repeat family protein"
                     /protein_id="AIK62769.1"
                     /translation="MNVQLQGNEQITKLFNDWYLAMLKQDVSQATNLKHEIEEKELNF
                     EEDENLALYYSLLDFRYKVLVDSLSISKDCFDKIDSYLISSNHPLAYYYHFFKGIYAT
                     LTTDFNLASEHYEQAKLLLVNNTDNLEHAEFYYRMAIFHYHFYQPIESIEYATKAKAI
                     FDKHTGYEVKVGLCKNTLGASFVYLKQYEQAEEQYNSAIHLLQKSNEKELILSVRNNL
                     GWLYAS"
     gene            2147942..2148286
                     /locus_tag="DJ46_2290"
     CDS             2147942..2148286
                     /locus_tag="DJ46_2290"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK66198.1"
                     /translation="MQAREHSKLDETSIAEGLIQKGVKICTELNNEEYIYHFKILNEL
                     NNNVASEELETIILKGITFFDKELLYNYTQEYSEKLAVKFYSENNHIKASEYFHKALQ
                     AKEKTFEKGALK"
     gene            2148283..2148474
                     /locus_tag="DJ46_2291"
     CDS             2148283..2148474
                     /locus_tag="DJ46_2291"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61481.1"
                     /translation="MIKKISSVFLGLSVFGILATGIHSSFTYQAGHADLPAPQRPDLV
                     QSVDASKDYNSTTTAEKAL"
     gene            complement(2148548..2149147)
                     /gene="paiB"
                     /locus_tag="DJ46_2292"
     CDS             complement(2148548..2149147)
                     /gene="paiB"
                     /locus_tag="DJ46_2292"
                     /codon_start=1
                     /transl_table=11
                     /product="protease synthase and sporulation protein PAI 2"
                     /protein_id="AIK62615.1"
                     /translation="MYIPKYFAIQDEKMKYEIMEQNSFATLFSQHNGEPYATHLPLLL
                     NRETLTLHGHFARPNEQWKDIGTQQVLAIFQGPHSYISPSWYETKNAVPTWNYVAVHV
                     YGELELVEDEQELIDSLQDLVDTYEDPQSTYSLNDVDPNYMEGLSKGIVGFKIKISKI
                     EGKAKLSQNHSVARRKLVVEELEKVGSEGSRGIAELMRK"
     gene            complement(2149282..2149809)
                     /locus_tag="DJ46_2293"
     CDS             complement(2149282..2149809)
                     /locus_tag="DJ46_2293"
                     /codon_start=1
                     /transl_table=11
                     /product="grpB family protein"
                     /protein_id="AIK64669.1"
                     /translation="MKQRITIEEYNIKWESEFNKLQTLINDVMEDSILSIEHVGSTSI
                     KGLAAKPVLDIDIVIEDYGFFPKVVTKLGAIGYYHQAEWSYKGREAFGRKDAFVPWDG
                     ESTDWMEHHLYVCDKESEELRRHIAFRDYLREYEDVAVEYGHLKEELARETKSRTSYS
                     EGKTAFITNILEKIN"
     gene            complement(2149833..2150180)
                     /locus_tag="DJ46_2294"
     CDS             complement(2149833..2150180)
                     /locus_tag="DJ46_2294"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66368.1"
                     /translation="MQKRIVHFEGLVVFVATIYMYSLYEFSWIIFLIFLLAPDLSMLA
                     YGINNHIGANIYNLFHTYIISILIVIIGVYFKVDTVIMIGLIWTAHIGMDRMFGYGLK
                     YETEFKGTHIQRL"
     gene            complement(2150193..2151161)
                     /locus_tag="DJ46_2295"
     CDS             complement(2150193..2151161)
                     /locus_tag="DJ46_2295"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium Bile acid symporter family protein"
                     /protein_id="AIK62210.1"
                     /translation="MKVLEAISNIAGKYFAFWVICIATIAYFIPAPFLGLNSYITILL
                     GVVMFGMGLTLKAVDFKIIATKPLPVIIGVCAQFIIMPLVAYVLAYVMNLPAELAAGL
                     VLLGSVPGGTASNVMVYLAKGNLALSIAMTSLSTLLAPIATPLILLLLAGQWMPVNPM
                     SMFLSIVQVIIIPIILGLVVKKFFPKTVTKGMTVIPFISVLAIIIIVSAVVSANVSSI
                     TSSGLLILIAVMLHNAFGFLLGYITAFILKLDEGTRRAISIEVGMQNSGLGVALATAH
                     FGPAAALPSVLAAVWHNIAGPILATIWSKNAKNTFSDENVSVNIEK"
     gene            complement(2151166..2152557)
                     /locus_tag="DJ46_2296"
     CDS             complement(2151166..2152557)
                     /locus_tag="DJ46_2296"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK66221.1"
                     /translation="MEITVERLVNGLKGVLPEDRVVINTTVRELHSKDESYHASSLPD
                     VVVFPKTTEEVSTIMKIASEYGTPVVPFGVGSSLEGHVIPYEKGITVDFSLMNKILEI
                     REKDFLVKVQPGVTRSQLNKELKKYGLFFSVDPGADATLGGMAATNASGTTAVKYGVM
                     RDQVRDLEVVLADGEVIHTGNLAAKSSSGYHLNGVFVGSEGTLGCFTELTLKVYGIPE
                     HVMAARASFPAINDAVEAVINILQAGIPIARIELVDELSMKQVNHYSETSYREEPTLF
                     LEFHGNEAGLKQDVEFTKEIVFDHKCKEVAFETETAARNKLWDARHNLAYAYVHSYPG
                     KKLMSTDVCVPISELAGAIQQAKETLEKNGLVGGILGHVGDGNFHVLLMVDPNDKEEV
                     EKADEINESIVLYALKRGGTCTGEHGVGIGKRKYQEEEHGAALFVMEKIKKALDPQNI
                     LNPNKVFQLKDRS"
     gene            complement(2152727..2153125)
                     /locus_tag="DJ46_2297"
     CDS             complement(2152727..2153125)
                     /locus_tag="DJ46_2297"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63484.1"
                     /translation="MKKLYNASFTYLIIGLLSGIFAREYGKYKGIVGSTLLNLLHTHT
                     LVLGFFFFLIALGLAKVFAFHEAKSFNKWFVVHNIALILMLGSLAARGLLQLNGADFK
                     GLTYIVGFSHSLMAVTLIWFMLLIKKSFKI"
     gene            complement(2153473..2154243)
                     /locus_tag="DJ46_2298"
     CDS             complement(2153473..2154243)
                     /locus_tag="DJ46_2298"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK63354.1"
                     /translation="MPGANPNLNIAAFLKENHIDLHTTVYPGGGLDPYTSVEFLNIVS
                     KHCKTVFSNANEVLNTIPNSIYVPGIINTEFYHYNQKVSTKPIQMIFAAHNAERKGFP
                     LLAQAFNKLDDQFHLHIVGNWENSLHLLTNNNYTFWGMLDLEKLKQLYEQSHVFISCS
                     TKDKFAIDGFPTTAAADAMATGCILVSTNHRNDNRILKPGEDYLKIEADSNSILSNLF
                     WIKMNFEKALEIGKSGAIKMDKYFNYKTNVNFKLSHIF"
     gene            complement(2154513..2155853)
                     /locus_tag="DJ46_2299"
     CDS             complement(2154513..2155853)
                     /locus_tag="DJ46_2299"
                     /note="fkbM_fam: methyltransferase, FkbM family domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase, FkbM family domain protein"
                     /protein_id="AIK64727.1"
                     /translation="MENETNLSEVELRKNLIANINDCKTLLQLGEIYYSSGRYYLAAN
                     YLSYVMKMTNDAALYEKSNQLLFLAERAIQINNNDKMFSNFEFLDTLIMELLNCLKNH
                     YYYNIDIELFELMHVRPSVDSIVVNTQNEKEEIVKHLQGLEELYFNLNDSFSKELLIK
                     LLTFRLLGNHKVKMPLNTIDYWKQRKSIPNLIHSSETLQTNYHNWTLQLFDLTPLKYN
                     LRLFYVPMGISATFLDKQYEYNKISPVIKVKEGDVVIDAGGCFGDTALYFAHEVGETG
                     HVYTIEFIPSNLEIMSKNINLNEKLQNNITIVKHPLWNVSNTSLYYKDQGAASFVTFS
                     EESGVTDKVSTITIDNLVVEHKLHKLDFIKMDVEGAEMNALKGAIHSITTFRPTLAIA
                     IYHQISDFVNVMRFINDLNLGYQFYLGHYTVNAQETILFAVAREKMEVSDENEE"
     gene            complement(2156298..2156864)
                     /locus_tag="DJ46_2300"
     CDS             complement(2156298..2156864)
                     /locus_tag="DJ46_2300"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial transferase hexapeptide family
                     protein"
                     /protein_id="AIK62123.1"
                     /translation="MNSFYSQEELKKIGFLSVGKNVLISKKASIYNPGVISVGNNVRI
                     DDFCILSGKVTIGSYSHIAAYTALYGGEVGIEMYDFANISSRTIVYAAIDDFSGNALM
                     GPTIPNQYKNVKTGKVILKKHVIIGAHSIIFPNVVIGEGVAVGAMSMVKESLDDWYIY
                     VGVPVRKIKARKRKIVELENEFLKSMNS"
     gene            complement(2156857..2157987)
                     /locus_tag="DJ46_2301"
     CDS             complement(2156857..2157987)
                     /locus_tag="DJ46_2301"
                     /codon_start=1
                     /transl_table=11
                     /product="degT/dnrJ/eryC1/strS family protein"
                     /protein_id="AIK61431.1"
                     /translation="MNSIPFLRASIVPVNEYLGELEKIDISHIYTNYGPLNQHFEEKI
                     MSEFFDSKGAVTTVANATLGLMAAIQFKKRKKGKYALMPSFTFPATPLAAIWCGLEPY
                     FIDVSLDDWCMDKTLLLDKIDELKDEVAVVVPYATFGSWMDLKEYEELERKGIPVVVD
                     AAPGFGLMHEGIHYGQNFSGMMVYSFHATKPFGIGEGGMIYSNNEEEINQIKRMGNFG
                     FDHNRECTMMGFNCKMTEYAAAIGIATMNKWNQKVQERNRISEWYTQLLQSTGLMKKG
                     WEVQKTEAVIHQFMPILCPEKIHNTQVIEVLKKQNIEARLYFSPSCHQQDFFKHYKST
                     DLTNTNKIAKQIISLPLWEGMTQEIVEQIIMCLMQKVVSTDE"
     gene            complement(2158007..2160562)
                     /locus_tag="DJ46_2302"
     CDS             complement(2158007..2160562)
                     /locus_tag="DJ46_2302"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK64344.1"
                     /translation="MSNGTNEKNINKMPLVSVLIPTYNRPHYFEKALCSVLEQTYPNV
                     EIIIGDDSTNDETEKVLQKYLCKHSNIIYIKNRSTFGQFENALMLLNKANGEYINFLM
                     DDDLFHVNKIQKMMQYFLNDLDNEIKLVTSHRQVIDGEGNLLPDVYSTMPLFDTDTII
                     EGIQLGNLVITNQKNYIGEPTTVLFRKSDLTEPYGMFDQRRYLCNVDVASWLSLLSKG
                     KAVYIAETLSYFRLHSNQQLNKSNQLMDGLEDFSHGIIAGEKYGFLSSEQELDKAITN
                     FLDYARRIVPSSILYSLDYYQQIKLKKINLEKKKQHINNSSHLPKVSILIPAYNRPHY
                     LELALKSALNQTYENIEIIISDDSTNDEVKVMIQPYLKEYNYITYVKNETPLVAENFN
                     QCIELATGEYINFLLDDDLFHHEKIERMMKYFLELENISFVTSYRELIDENGEILPPS
                     TLNVKIATETTIFEGEALGNYMLKHLKNVVGEPTTVLFNRNFFGGKFGYFKGKAYSAI
                     NDIATWLDMMRKGKVVYIQEPLSYFRQHSGQNQKQMHFILMTIEEWIELITDAHNSGF
                     LNSEQDYKESLSYCLENAGFILKDAVRSGGLNQIYNEKIKIGLNKLVTHIFEKEICYC
                     QYCNQGFGEFSPWPAHYDFLKYQFEMWNKYTGICPVCYSMDRERLYRAYIETETDLLS
                     ENYTMLHIAPEVKVREWLNQYKNITYVCGDLEPKDSVMEEIDITRIAYENNTFDVILC
                     SHVLEHIIDDEKAMRELYRVLKPNGWGIIQVPIVMNVDYIIENKSIVSPILRKIAFGQ
                     EDHVRIYNRSGFIQRLTDAGFKVELYNIAEKQGMKIARKFGLSKTDMLYIVRK"
     gene            complement(2160716..2161507)
                     /locus_tag="DJ46_2303"
     CDS             complement(2160716..2161507)
                     /locus_tag="DJ46_2303"
                     /codon_start=1
                     /transl_table=11
                     /product="enoyl-CoA hydratase/isomerase family protein"
                     /protein_id="AIK62411.1"
                     /translation="MKNERLVICSKKGSSAVITIQNPPVNALSLEVVQQLINVLEEIE
                     MDDDIAVVIITGIGGKAFVAGGDIKEFPGWIGKGEKYAEMKSIELQRPLNQLENLSKP
                     TIAAINGLALGGGCELALACDLRVIEEQALIGLPEITLGLFPGAGGTQRLPRLIGEGK
                     AKEMMFTGKPITAKEAKEINLVNYITSRGEALNKAKEIAKDISEFSLPALSYMKLAIR
                     EGLAVPLQEGLQIEARYFGKVFQTEDVKEGVKAFIEKRVPRFTNK"
     gene            complement(2161846..2164761)
                     /locus_tag="DJ46_2304"
     CDS             complement(2161846..2164761)
                     /locus_tag="DJ46_2304"
                     /codon_start=1
                     /transl_table=11
                     /product="collagenase family protein"
                     /protein_id="AIK62141.1"
                     /translation="MKGYSKKVLVGVSFASLMLGSFQGGALAEGTKGEQASYRNVLKM
                     EPVGVQLPVQELAHSSKVLENKSFEKRLQFADLSQRPPELKKESKQLATAKTYTIAEL
                     NQLSNQQLVDLLVTIDWEQITGLFQFNKDSLAFYQNDSRIQAIIDKLKQQGQDYTKDD
                     SKGIETLVEVLRSGFYLGFYHTELSKLNERSYHDKCLPALKTIANNANFKLGTLEQNR
                     VVSSYGKLIGNASSDVETITSAAKIFKQYNDNFSTWVDNLSAGNAIYDIMQGVDYDIQ
                     SYLYDTRKAPKDTVWYQKIDSYINELSRFALIGTVTEKNGWLINNGIYYTGRLGTFHS
                     TGTKGLQVVTDAMKMYPYLGEQYFVAAEQIATNYGGKDANGNVVNLDQIREDGKKKYL
                     PKTYTFDDGTIVLKAGDKVTEEKVKRLYWAAKEVKAQFHRTVESDQPLEKGNADDVLT
                     MVIYNSPAEYQFNRQLYGYETNNGGLYIEGTGTFFTYERTPEESIYSLEELFRHEFTH
                     YLQGRYEVPGLWGQGKIYENERLSWFEEGNAEFFAGATRTDNVVPRKSIIGGISSNPA
                     ERYTAERTLNAKYGTWDFYNYSFALQSYMYNKRYDMFDKVHDLIRKNDVTAYDAYRSA
                     LSKDANLNKEYQDYMQMLVDNRDKYNVPLVSDDYLATHAPKPVSDIVAEITAEAKLSN
                     VSVKKNKSQFFHTFTLQGTYTGTTAKGEYEDWKSITQNVNDTLKRLSAKEWTGYKTVT
                     AYFVNYRVNASGQFEYDVVFHGMNTEEGAVNKAPVAVINGPYSGNVNEAISFKSDGSK
                     DEDGKIVAYKWEFGDGTVSNEQNPTHVYTKEGTYTARLTVTDDKGLTNTVTTNVTVQK
                     KEDNSVEKEPNNSFQTANTLQFNQVLRASLGNGDTSDFFEINVETAKNLQINVTKENN
                     IGVNWVLYSEADLNNYITYAQQEGNKLVGSYYTYPGKYYLHVYQYGGGFGNYTVEVK"
     gene            complement(2164965..2165642)
                     /locus_tag="DJ46_2305"
     CDS             complement(2164965..2165642)
                     /locus_tag="DJ46_2305"
                     /codon_start=1
                     /transl_table=11
                     /product="mgtC family protein"
                     /protein_id="AIK66143.1"
                     /translation="MSANFDFIIRIGVAGLLGAIIGIEREIRSKEAGLKTHFLVAVGS
                     ALIMVVSKYAFSDSMNEEHMALDPSRIAAQVVSGVGFLGAGTIIIQKQAVKGLTTAAG
                     LWATAGIGLAIGAGMYVVGIGATILVLIGLEIVSRIFKVQFLFPQNITVQMCINKHEA
                     VQQILETLQVKGIPILSYEVETSQQGTEIVYKVGMQLKNISSEEKNEFIQHMQTLPEV
                     TFIKLKS"
     gene            2165935..2166453
                     /locus_tag="DJ46_2306"
     CDS             2165935..2166453
                     /locus_tag="DJ46_2306"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK62855.1"
                     /translation="MNVSLLTPTTDLQEEYLDFYNEWKDSGETMIPWVITKDPSNFPA
                     MVQELLDAHNGINLPDSWVPDSTYWLVTDHNRIIGAVNIHHSLTEHLFNAGGHIGYGI
                     RPSERRKGYATKLLALSLEKAKELNITKALVVCDEVNTASEKTILHNGGLRDDDFTEE
                     DGNVVRRFWIEL"
     gene            complement(2166749..2167678)
                     /gene="catE"
                     /locus_tag="DJ46_2307"
     CDS             complement(2166749..2167678)
                     /gene="catE"
                     /locus_tag="DJ46_2307"
                     /EC_number="1.13.11.2"
                     /codon_start=1
                     /transl_table=11
                     /product="catechol-2,3-dioxygenase"
                     /protein_id="AIK64625.1"
                     /translation="MVKIHPKTRIGYVEFKVKDLERQIAFYENVVGLEVMKQEGNKAH
                     LVGKGGKNTLLVLEKLEDGVLQEPRTTGIYHVAFLVPTRETFASALFDVIRNKNVIDS
                     PVEQEGRYTYSNEILPISRFNSASDHTYSEAFYLQDLEGNGIEIYADRPRDQWGDGPG
                     GSTPLDLKELATLVDYEFDGLPANTVVGHVHLRIANVEESHDFYVDTVGFEVQQREDD
                     CLFISAGGYHHHIGANTWNGVNNPHPPAHATGLKVYTIVLPHKEALDEVKERLIEKQH
                     EIHEITNGFTVVDPSGITVQFEIEVASEKRESV"
     gene            complement(2167853..2168764)
                     /locus_tag="DJ46_2308"
     CDS             complement(2167853..2168764)
                     /locus_tag="DJ46_2308"
                     /codon_start=1
                     /transl_table=11
                     /product="vanW like family protein"
                     /protein_id="AIK64977.1"
                     /translation="MFRKVKGILVGVLCVAVVSGCGTKVSDVALVSDIGGHTVEAKAE
                     VQDSISLVDGRTGTEVKKLDLSSLGYFEDEAKFKKSVTKVASEVGKSVDKKMVPSRVA
                     PDGSWQEGKPSYELMEKELVDKLLNVGMWDSSYQLPIVEKKPTATLSDAQGSGTVIGR
                     YETNLGGSTGGRIENIRLSAASINGVVLAKGDRFSFNALIGDTTPDKGYQLGKEIVDG
                     KLVDGYGGGVCQTSSTLYNAADQAGLKMVERTTHSKTVGYVPQGRDATIAYPYLDLVF
                     ENTNDAPVKLYMGIQGGKLVAEVHKMR"
     gene            2169143..2169469
                     /locus_tag="DJ46_2309"
     CDS             2169143..2169469
                     /locus_tag="DJ46_2309"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62314.1"
                     /translation="MYPYNPYNPYNQNGYQPQYDLQAQYQQYIDPAEQVNPYDQNRQF
                     QLPISFPGAGNRQLERRVNELEQRVRQLENTVERHTRRLNRLNQRLRTIENRLNIPFS
                     ALEDGF"
     gene            2169586..2170677
                     /locus_tag="DJ46_2310"
     CDS             2169586..2170677
                     /locus_tag="DJ46_2310"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64073.1"
                     /translation="MDFEINYLSFYVVQVEGKGEAVDKRYKHFQTLDAEEYEDSSLKE
                     FLDGELLKISKRKVERHAKTEQAPTKIGRFIVEEGHELDSNPHYNLFNRIRFAETKEN
                     FKDMSEPLVYTYLDTSAVRGGVFLIAQAKLRKYFDDPFVFVMKCDFEPKVASISDEST
                     LIRNVEMAITTKNMKSIQYPYMPEEGMVEVGELKIHQASHARYFEDFLKFVEYERSMP
                     EIMKTQVMDMVYDQIEDVFEEGTEEREQFDQAMEVWAASPKREIMEQFSTEEVMEATA
                     QIVEHAPEVELKLKADHISVKALLADFGDQIHIAKVDDRYVLMIEADTLTFEKGFSPI
                     EFLKPDELQDVIERIENKQQYTYDPNGIE"
     gene            complement(2170988..2171335)
                     /locus_tag="DJ46_2311"
     CDS             complement(2170988..2171335)
                     /locus_tag="DJ46_2311"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64771.1"
                     /translation="MIDLDIKTVNVQMELNGVFWNEDGTAEMMVTTKAEHSFILRLVV
                     DLESKTIRATSVEIVNGFCPLCKQKKDVCSELNDLQNKMEILEEAYDWVREHPEYRFQ
                     LSFYEYNKFEVVK"
     gene            complement(2171367..2171528)
                     /locus_tag="DJ46_2312"
     CDS             complement(2171367..2171528)
                     /locus_tag="DJ46_2312"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66013.1"
                     /translation="MEAIFNILTVLAFGIIFTALLAFITLPFIAKKKNWKRLNISLNR
                     GVLKIKIEE"
     gene            complement(2171677..2172522)
                     /locus_tag="DJ46_2313"
     CDS             complement(2171677..2172522)
                     /locus_tag="DJ46_2313"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease family protein"
                     /protein_id="AIK65282.1"
                     /translation="MENATHFIVFDIERNFRPYKSEDPSEIVDIGAVKIEASTMKVIG
                     EFSELVKPGARLTRHTTKLTGITKKDLIGVEKFPQIIEKFIRFIGEDSIFVTWGKEDY
                     RFLSHDCTLHSVECPCMEKERRIDLQKFVFQAYEELFEHTPSLQSAVEQLGLIWEGKQ
                     HRALADAENTANILLKAYSERDITKRYKRHGELELVENGKLTEKAKKKMRKWVFKEMR
                     KNTERPFVWSTFESSDTWESITERYYISESTIELLKKHFRTAVRKAERQIRYLAEMEK
                     VVEEN"
     gene            complement(2172713..2172913)
                     /gene="cspD"
                     /locus_tag="DJ46_2314"
     CDS             complement(2172713..2172913)
                     /gene="cspD"
                     /locus_tag="DJ46_2314"
                     /codon_start=1
                     /transl_table=11
                     /product="cold shock-like protein CspD"
                     /protein_id="AIK63603.1"
                     /translation="MQNGKVKWFNSEKGFGFIEVEGGEDVFVHFSAIQGEGFKTLEEG
                     QEVTFEVEQGNRGPQATNVNKK"
     gene            complement(2173130..2174029)
                     /locus_tag="DJ46_2315"
     CDS             complement(2173130..2174029)
                     /locus_tag="DJ46_2315"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62804.1"
                     /translation="METMLSATAITKLRDGKLMLATTYNGLFIEQNGEWKQILNGFQK
                     RIRDLHSEDNVVYGVGDEGIFIRSMNGGENWTVQRFPTKATSWNVCSNIERTVIAHGD
                     KTLYHSNDFGSTWETIHPFLEYGGGAPSIRSLFLYKHYLFIGTKIHAKYGGVWLFNLE
                     TRKLNRIKIVMNQMISALTLHNSYLVAASGSCKGISGNISFCKIEESIESEKTYWHTC
                     QSEQKASSYLDLSVDQHVLYTTSTKNKAGISTVCRVLLEEGIVTVCDSVKGHGWRIVN
                     EKEAYFVAGSGESKAMQWKKKVI"
     gene            complement(2174046..2174489)
                     /locus_tag="DJ46_2316"
     CDS             complement(2174046..2174489)
                     /locus_tag="DJ46_2316"
                     /note="flav_short: flavodoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin"
                     /protein_id="AIK63662.1"
                     /translation="MAKILIAYASMSGNTESIADLIKVSLDAFDHEVVLQEMEGMDAE
                     ELLAYDGIILGSYTWGDGELPFEAEDFHEDLENIDLSGKKVAVFGSGDTAYELFCEAV
                     TIFEERLVERGAELVQEGLKIELAPEDEEDVEKCSNFAIAFAEKF"
     gene            complement(2174631..2175251)
                     /locus_tag="DJ46_2317"
     CDS             complement(2174631..2175251)
                     /locus_tag="DJ46_2317"
                     /codon_start=1
                     /transl_table=11
                     /product="GPR1/FUN34/yaaH family protein"
                     /protein_id="AIK63111.1"
                     /translation="MSNQTTTHHVKMTTADPSGIGLFGLAMVTLVASSQKLGLTDGVS
                     LVLPWAIFLGGFAQIFACIHDAKHNNTFGTTAFGAYGLFWLGVGMTWLIQLGVFGEKL
                     AQAADSKQLGVAFIGYLIFTIFMTIGAMETHKVLFMIFVLIDFLFIGLSLSTLGVMPH
                     AMHNLAAYSELLISLLSFYGSAAAVLNTHFGKVVLPVGKPFGIFKK"
     gene            complement(2175337..2175732)
                     /locus_tag="DJ46_2318"
     CDS             complement(2175337..2175732)
                     /locus_tag="DJ46_2318"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK62007.1"
                     /translation="MIRNRGVAIIVQEGKIALIKRIRGGETYYVFPGGGIEEGETPEE
                     ATKREAYEELGVHIKVGNLIAKLEFKGTEYYFNAHIIGGVFGSGKAEEFELKGRGSYI
                     TLWLPIYELEKVNIKPYEVVESILEHYKI"
     gene            complement(2175729..2176070)
                     /locus_tag="DJ46_2319"
     CDS             complement(2175729..2176070)
                     /locus_tag="DJ46_2319"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63122.1"
                     /translation="MRYEMGLYNKPFQSIQSGKKVYEVRLYDKKRQLINKGDEIVFTN
                     LTTKEMMAVKVTEIKRYESFKVMYEQIDKKLMDCENDSLEEMLESTYKIYTKEQEKEW
                     GTVAIGIEVIK"
     gene            2176181..2176738
                     /locus_tag="DJ46_2320"
     CDS             2176181..2176738
                     /locus_tag="DJ46_2320"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial transferase hexapeptide family
                     protein"
                     /protein_id="AIK63342.1"
                     /translation="MLYLNQKPEYSKYDIGDYTYSKVGPTIFSWNDETKLKIGKFCSL
                     GEEVVFLLGGEHRADWITTYPFNALFGEGAHITGHPSSKGDIVVGNDVWIGYQSCISS
                     GVTIGNGAIIGARSVITKDVPPYAIVAGNPAKFVRYRFPQETIDKLESLAWWDWDISV
                     IKGAIPLLLSNKIDEFFTSPEKEST"
     gene            complement(2176786..2183862)
                     /locus_tag="DJ46_2321"
     CDS             complement(2176786..2183862)
                     /locus_tag="DJ46_2321"
                     /note="B_ant_repeat: conserved repeat domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63318.1"
                     /translation="MPFLNRFTTTVPGAVTFTGNTLGLSPISPAPGNIFGTLAVFTTV
                     NTALQVPGFPAGTTDDWRLNSSSAILNLPAGSSILYAELVWAGTFRTDTEDVLPFLND
                     NITFTTPAGTFSVTPDPATAQQGSVGNQFYYARSANVTNLVSAGGAGTYTTGAVPATR
                     TSADPTISRSAGWTLEVVYQNASLPLRNLSVYAGQEIIDASSPPVDATISGFATPATG
                     AVTGRVLVTAQEGDSNISGDQLRFGPNANTTVALFGPRNPANNFFQSQICNDSGNLDT
                     SGTFGDLNQPLGVALAVRRQGWDITNVDASSSLVNNQTSATVRFVTNGDGYAAAGFGV
                     QIDATGPIINPVKSVNRTVAGVGDTLTYTITVPNTGTGSAENVVLRDSIPNGTTFVAG
                     SVTVGGVTQPNANPATGINLGTIPNNTQRIVTFQVRITSFPNPNPIPNRAMVSYQFRP
                     FVGSPLITSMSSSNTVQTTVNQATISMQKSVDLQTATLNDVLTYTVNVTNNGNVTANN
                     VIFVDSIPAGTTFVANSVIVNGVARPGANPASSINLGSINASQTTVVRFQVRVTSNPL
                     VNPIPNRASATFTFTPVPGQQPVSGQATSNTVVTTINIADIRTRKIVDRAFATVNDVL
                     TYTVTIENTGNVLATNVVFQDPIPIGTTFITNSVTVDGVSQPGANPATGFTVANISPG
                     GSRTVTFQVRVTSTPSGGTIPNRGNVTANFVVIPNQPPITINRQTNTVVTQVNTGGLN
                     VIKEVNTTQAVVGDTLTYTIAVQNTGNVPLTNVFFQDAISSAVSFVANSVTINGVPQS
                     GLNPNTGFSLPNIPAAQTVVVTFDVLIIQDPENEDILNQANVTASFQVNPSEPPVTIN
                     VPSNIVNTTVQSGNFEVVKSVNTDVATVGDVLVYTIEIINAGSVPATNVFFQDSIPQG
                     TLFIENSVFVNGVLQEGADPELGFPLNDLPTGASVIVTFEVLIDEIPLGNNVVNSANV
                     TGDFLVNPTEPPITVTEPSNTVMTVVNSSGLNVIKSVSATEAGVGDTLTYTVRIQNSG
                     TVAATNVSFLDPIPSGTTFVANSVIINGTPQPGLNPTTGFPLANIPVGGMVTVAFQVT
                     ITSVPPNRVLPNNANVTADFQVSPLQPPITIVTISNIVVTRVNVGSLNVMKSVNTLQA
                     GVGDTLTYTILIQNTGTVPATNIIFQDPIPSGTAFVANSVTINGVVQQGADPMAGFPV
                     PNIPVGQTATVTFQVTVTSIPSGGNIRNQSNITASFLINPANPPITTVTNSNFVVTQV
                     NTAQLNIQKTSSVQQAALGETYTYSVVIRNNGTVTATNVSFIDPIAPETTFVANSVTI
                     NGTPQPGFDPNVGFPLPNIAAGTSLTVTFQVTVIAPSTRGAVLNTASAIATFLLNPLQ
                     PPVTTTNSSNTTVVTIPLPPPGEVTATKTVDVAAGAVGDVLTYTVLISNVGIIPVTDV
                     FFQDVIPEGTTFVEGSVTIGGVQQLGLNPEIGFTVTPLLIAGGSIEITFQVTITEIPD
                     NEVILNDADVTFTSQPNPQEPPITETILTNLVVTTINIAFVFPLKLVDKEVATVGEIL
                     TYDVLIFNFGTVPATNVQYSDVLPSSIAFEPNSVTIDGVLQPGFNPNNGFPLPDINPG
                     ESVEVTFQVTVVSVPSNGTIVNTANVTGSFVLVPGEPPVIVTGPSNTTLTTVNRGQFN
                     VIKQVNRAATLVGDVLTYTVQITNTGTVTANDVQFIDTISAGASFVPNSVTINGALQP
                     NLNPITGFGVGDIPVGETVVVTFQATVTNIPASGTITNVANITGSCTLVPGEPPVVVT
                     EPSNTTITSINRGRFSVIKSVNKEATRLGDTLTYSVQVTNTGTVTATNVQFIDVPSPS
                     LEFVPGSVQINGIPQVGLNPFIGFSLPDLAVGDSVLITFAVNVIAVPPSSSIMNTARV
                     TGDFELIPGEPPFTITNSSNTTVTPVNRGSLDMQKEVDNSIVGVGETVTYTVRILNTG
                     TADAMNVQFIDVLSPEAVFVPNSVTVNGVARPGVNPQVGFTIVDIPVGETAIVTYEAT
                     ITSFPDGGTVVNVAGALAEYILVPGEPPVTVMDTSNTVIVTVNTAILFVAKGANFEVA
                     MVGDVVTYGIAVINDSTVPVTNIVLTDIIDPNTLFINGTVTVNDVALPFANPNTGIPL
                     GDFQPNDAAIINFQVVITGGQINNLVTNTAIANGLAIVNPNELPVVVEGDSNTVVIPF
                     IPQNVSTTVVKTADLQAATIGDVIIFTTVITNTGDTVIQNIRFQDMLDSSVRFVLGSV
                     TVDNTPVPNVSPVSGFLIGNLNPGEARTVSFQVVVQSAPNGSGNYINQASIRFEHQVG
                     TVLPPVTQIVESNIVVIPFVPTIEQICETNLNCLGKIPFQCSPCDHLQIKRK"
     gene            2183979..2184728
                     /gene="yueD"
                     /locus_tag="DJ46_2322"
     CDS             2183979..2184728
                     /gene="yueD"
                     /locus_tag="DJ46_2322"
                     /EC_number="1.1.1.320"
                     /codon_start=1
                     /transl_table=11
                     /product="benzil reductase"
                     /protein_id="AIK65976.1"
                     /translation="MRYVIITGTSQGLGEAIAAQLLEENTSIISISRRENKELTKLAE
                     QYNSNCVFHSLDLQDVHNLETNFNEIISSIQEDTVSSIHLINNAGTLAPMKPIEKAES
                     EQFITNVHINLLAPMILTSTFMKHTKDWKVDKRVINISSGAGKNPYFGWGAYCTTKAG
                     VNMFTQCVATEEVEKEYPVKIVAFAPGVVDTNMQAQIRETNKEDFTNLDRFITLKEEG
                     KLLSPEYVAKAIRNLLETEDFPQGEVIRIDE"
     gene            complement(2184764..2185597)
                     /locus_tag="DJ46_2323"
     CDS             complement(2184764..2185597)
                     /locus_tag="DJ46_2323"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61026.1"
                     /translation="MIQLHVYEEVVNFKKEVISFLEKNEQENNLILGVLQMVQQPIFM
                     GVAKQEEEIAIVFLQTEEKKQIIVATSEMVEEAIVELAKKLAEVYPNVPGLIGNKKVV
                     QRLAEEIAVLENKKTTVAMEQGIYELKQVKKKWNGDGVFREINSDEIPLIEQWIYQFC
                     EEVNLPTTKEEAEQTAHTLITNHRLFGLEIDGKLVSVAAKTRPTKNNITVNFVYTPKE
                     ERKKGYASNCVAALSQRMLDEGYKTTTLYTDLANPTSNKIYQEIGYEQIAESMLIFLE
                     K"
     gene            complement(2185664..2187172)
                     /gene="argH"
                     /locus_tag="DJ46_2324"
     CDS             complement(2185664..2187172)
                     /gene="argH"
                     /locus_tag="DJ46_2324"
                     /EC_number="4.3.2.1"
                     /note="argH: argininosuccinate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="argininosuccinate lyase"
                     /protein_id="AIK64812.1"
                     /translation="MKQSKEEFIKSEGADFPGKTYVDCVLQHVFDFQRNYLLKDMFQV
                     HKAHIVMLTEENLMKKEEAKFILHALKKVEEIPEEQLLYTEQHEDLFFLVEHLISQEA
                     KSDFVSNMHIGRSRNDMGVTMYRMSLRRYVLRLMEHHLLLQESILQLAADHKETIMPA
                     YTHTQPAQPTTFGHYTLAIYDTMQRDLERMKKTYKLLNQSPMGAAALSTTSFPIKRER
                     VADLLGFTNVIENSYDAVAGADYLLEVSSLLMIMMTNTSRWIHDFLLLATKEYDGIAV
                     ARPYVQISSIMPQKRNPVSIEHARAITSSAPGEAFTVFQMIHNTPFGEIVDTEDDLQP
                     YLYKGIEKAIRVFCILNAVIRTMKVEEDTLKRRSYKHAITITDFADVLTKNYGIPFRH
                     AHHAASVIANMSLEQKKELHELCFKDVNIYLQEKFKIQLLEKEWEEIISPEAFIQKRN
                     VYGGPSKKEMERMINNRKELFRKEEEVFEEEKQRILQAENDLNMLASNIIES"
     gene            complement(2187274..2188383)
                     /locus_tag="DJ46_2325"
     CDS             complement(2187274..2188383)
                     /locus_tag="DJ46_2325"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase enzyme family protein"
                     /protein_id="AIK61656.1"
                     /translation="MKKTIVCAVIVGIFVLLISGNFLVKKVWSSNNDDAQYIASFIEE
                     HKDEKNSALLVKRNDKVVYSVNPNVVLPVASTMKLIVALEYTKQVTEGKIDSSRFVSI
                     NDVNRYYVPNTDGGAQDRWQSYLEKKGKITEGAVSLEEVARGMVRFSSNANAEYLMEV
                     LGLDNINRNLQSLSLPAHQPIFPIVSSLYIPGYLHKELHVPKYKIEKRLKEMSQEQYR
                     EYAMIIHERLKKKGPLLQKEIPLYLEERYDKIWSDRLPAASANDYMVLLQKANHKGGL
                     TEAEEKVWANIVETDMSAKKYRKTFRHAGQKNGYTPWTVTKAVYAMDKRGNCTEIVFL
                     ANNLNEDDSAEIRKHLANLHFQVLQSDKYDATFIK"
     gene            complement(2188500..2189432)
                     /locus_tag="DJ46_2326"
     CDS             complement(2188500..2189432)
                     /locus_tag="DJ46_2326"
                     /codon_start=1
                     /transl_table=11
                     /product="inosine-uridine preferring nucleoside hydrolase
                     family protein"
                     /protein_id="AIK61655.1"
                     /translation="MKKVLFLGDPGIDDSLAIMYGLLHPDIDIVGVVTGYGNVTQEKA
                     TSNAAYLLQLAGREDIPIINGAKIPLSGDITTYYPEIHGAEGLGPIRPPKNLSPNIRP
                     FCEFFDILEKYKGELIIVDAGRSTTLATAFILEKPLMKYVKEYYIMGGAFLMPGNVTP
                     VAEANFHGDPIASQLVMQNAKNVTLVPLNVTSEAIITPEMVKYITKHSKTSFNKLIEP
                     IFTYYYKAYRKLNPKITGSPVHDVVTMMVAANPSILDYVYRRVDVDTVGIAKGESIAD
                     FRPQPDAKALKNWVRIGWSLHYKKFLEDFVKIMT"
     gene            complement(2189549..2190988)
                     /gene="panF"
                     /locus_tag="DJ46_2327"
     CDS             complement(2189549..2190988)
                     /gene="panF"
                     /locus_tag="DJ46_2327"
                     /note="panF: sodium/pantothenate symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/pantothenate symporter"
                     /protein_id="AIK61479.1"
                     /translation="MNWYVIIPMIISFIVVFLIGVYASRRVQATAPNKFLQEYFLGGR
                     ELGGLLLAMTMIATYGSASSFIGGPGIAYNMGLGWVLLSAIQVVTGYIVLTVIGKKFA
                     IIARKMEAITLIDYLKGRYNNKAVVILSAVCIIIFLFSATVAQWVGGGRLIESLTGLS
                     YTTALFLFTFSVLVYVLIGGFRAVALSDTLLGIIMLVGTTIILIATVIAGGGIEKIMQ
                     ELVQINPNLITPFGADGSLTKSYVTSFWILIGIGVVGLPQISVRAMSYKNSKAMHQAL
                     IIGTIVVGTIMIGMHLTGVFARVVLPGIAVPDKVMPLLAMEVLPPWLAGVFLAAPMAA
                     IMSTVNSLLLLVSSSIIKDIYVNYINKDAADSTIRKGSLWITAIVGLLVYAAAIKPPD
                     FLIWLNLFSFGGLEAAFIWPIVLGLYWRKGNATGALASILVGVSSYMCIHLFYPNPFG
                     IHTVVFPICFAFIAYILGSMVAVKKNSIG"
     gene            complement(2190992..2191270)
                     /locus_tag="DJ46_2328"
     CDS             complement(2190992..2191270)
                     /locus_tag="DJ46_2328"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63813.1"
                     /translation="MKNYHDDPRFRIAHREALIGLGLAIINFIIWYGFAYGLGSKNPS
                     EYTYVFGFPAWFFYSCIVGFIVMVILLSLVVRFIFQDISLDEEEKSEE"
     gene            2191544..2193028
                     /locus_tag="DJ46_2329"
     CDS             2191544..2193028
                     /locus_tag="DJ46_2329"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde dehydrogenase family protein"
                     /protein_id="AIK64874.1"
                     /translation="MSQLAVNLHEKVEKFLQGTKKLYVNGSFIESASGKTFNTPNPAT
                     GETLAVVSEAGREDIHKAVVAARMAFDEGPWSRMSTAERSRLMYKLADLMEEHKEELA
                     QLETLDNGKPIRETMAADIPLAIEHMRYYAGWATKIVGQTIPVSGDFFNYTRHEAVGV
                     VGQIIPWNFPLLMAMWKMGAALATGCTIVLKPAEQTPLSALYLAELIEEAGFPKGVIN
                     IVPGFGESAGQALVNHPLVDKIAFTGSTPVGKQIMRQASESLKRVTLELGGKSPNIIL
                     PDADLSRAIPGALSGVMFNQGQVCSAGSRLFVPKKMYDNVMADLVLYSKKLNQGVGLD
                     PETTIGPLVSEEQQKRVMGYIEKGIEEGAEVLCGGNNPFDQGYFISPTVFADVNDEMT
                     IAKEEIFGPVISAIPFNDIDEVIERANKSQFGLAAGVWTENVKTAHYVASKVRAGTVW
                     VNCYNVFDAASPFGGFKQSGLGREMGSYALNNYTEVKSVWLNLN"
     gene            complement(2193079..2193819)
                     /gene="fabG"
                     /locus_tag="DJ46_2330"
     CDS             complement(2193079..2193819)
                     /gene="fabG"
                     /locus_tag="DJ46_2330"
                     /EC_number="1.1.1.100"
                     /note="3oxo_ACP_reduc: 3-oxoacyl-[acyl-carrier-protein]
                     reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] reductase"
                     /protein_id="AIK61098.1"
                     /translation="MEFLNGKTAVVTGAAQGIGKEIARVYAKLGAKVLISDVNEEKLQ
                     KTTRELLDEGYEVSLYRCDVSNQNEAKSLIEYAVQKFGTLHILVNNAGITRDAMLHKM
                     EKSSWEQVLQVNLTGVFYCMQPALLYMRQQGYGRIINISSISREGNIGQANYAATKAG
                     VVGLTKTAAKEVGSFGITCNAICPGFMDTDMTKTIPDKVKEKMVGAIPVGRIGTPEDI
                     ANAAAFLASEYASYITGEVLNVSGGLQV"
     gene            2193946..2194101
                     /locus_tag="DJ46_2331"
     CDS             2193946..2194101
                     /locus_tag="DJ46_2331"
                     /codon_start=1
                     /transl_table=11
                     /product="yfhD-like family protein"
                     /protein_id="AIK62219.1"
                     /translation="MSNEQKNFKQNKATDGIDVEFSRELADHNDLEANARANAADARQ
                     KRQSTEK"
     gene            complement(2194173..2196026)
                     /locus_tag="DJ46_2332"
     CDS             complement(2194173..2196026)
                     /locus_tag="DJ46_2332"
                     /note="squalene_cyclas: squalene/oxidosqualene cyclases
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="squalene/oxidosqualene cyclases family protein"
                     /protein_id="AIK65794.1"
                     /translation="MLLYEKAHEEIVRRATALQTMQWQDGTWRFCFEGAPLTDCHMIF
                     LLKLLGRDKEIEPFVERVASLQTNEGTWKLHEDEVGGNLSATIQSYAALLASKKYTKE
                     DANMKRAENFIQERGGVARAHFMTKFLLAIHGEYEYPSLFHLPTPIMFLQNDSPFSIF
                     ELSSSARIHLIPMMLCLNKRFRVGKKLLPNLNHIAGGGGEWFREDRSPVFQTLLSDVK
                     QIISYPLSLHHKGYEEIERFMKERIDENGTLYSYATASFYMIYALLALGHSLQSSMIQ
                     KAIAGITSYIWKMERGNHLQNSPSTVWDTALLSYALQEAQVSKDNKMIQNATAYLLKK
                     QHTKKADWSVHAPALTPGGWGFSDVNTTIPDIDDTTAVLRALARSRGNKNIDNAWKKG
                     GNWIKGLQNNDGGWGAFEKGVTSKLLAKLPIENASDMITDPSTPDITGRVLEFFGTYA
                     QNELPEKQIQRAINWLMNVQEENGSWYGKWGICYLYGTWAVMTGLRSLGIPSSNPSLT
                     RAASWLEHIQHEDGGWGESCHSSVEKRFVTLPFSTPSQTAWALDALISYYDTETPAIR
                     KGVSYLLSNPYVNERYPTGTGLPGAFYIRYHSYAHIYPLLTLAHYIKKYRK"
     gene            complement(2196126..2196551)
                     /locus_tag="DJ46_2333"
     CDS             complement(2196126..2196551)
                     /locus_tag="DJ46_2333"
                     /codon_start=1
                     /transl_table=11
                     /product="divergent PAP2 family protein"
                     /protein_id="AIK63639.1"
                     /translation="METILHNDPLMAAVISWFLAQFTKVIFKLVKTGEFDFAKFFASG
                     GMPSSHASTVTALATGVGVVEGVESTLFAIAAIFAIIVMYDASGVRLAVSKQAKILNE
                     FFHGRQTEYKKLNELVGHTPYEVVVGALLGIIVGVGYCL"
     gene            complement(2196631..2197572)
                     /locus_tag="DJ46_2334"
     CDS             complement(2196631..2197572)
                     /locus_tag="DJ46_2334"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK66019.1"
                     /translation="MGSQSAQQKKGIIYAAGAYTMWGILPIYWKWVEEVPADEILAHR
                     IVWAFVFMLIVLGVTKRFRQFIGEFVNLFKRPKLLMSLTIASVLISGNWFVYIWAVNH
                     NHVIEASLGYYINPLISILLGTVVLKEKLNFWQYVAVGLAGVGVIILTVRFGAIPWVS
                     LSLALSFGLYGLTKKLLNYDATIGLTMETMLVTPFAIIYLVMTGVHGFGSFGSISMSS
                     TLLLIGAGIVTALPLFYFAKGAQLIPLYMVGFLQYIAPTISLILGVFVFGEHFTSTHM
                     IAFFCIWVALFVFSVAKTKFLVQKQPKFIKNKSAKVS"
     gene            complement(2197663..2197911)
                     /locus_tag="DJ46_2335"
     CDS             complement(2197663..2197911)
                     /locus_tag="DJ46_2335"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65564.1"
                     /translation="MKWIYFILINVIAFSLMGLDKRKAKKKQWRTPESTLFLSAAAGG
                     AVGAWIGMYTFHHKTHKKKFVFGIPLLVVITICLLFAV"
     gene            complement(2198080..2198478)
                     /locus_tag="DJ46_2336"
     CDS             complement(2198080..2198478)
                     /locus_tag="DJ46_2336"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61750.1"
                     /translation="MNMKKMIETIEATKMTDEELSIAHLHQKLVKLYSQKNVAHYTEL
                     LKYILSLSVQLDLHFVLKYFGVRPVVAIDERMQFQEIFKCLANKDDNGEWFLNFVSLY
                     VGLIVVLHFDEKVIERSFFDDMVVGKGNEV"
     gene            complement(2198521..2198745)
                     /locus_tag="DJ46_2337"
     CDS             complement(2198521..2198745)
                     /locus_tag="DJ46_2337"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66122.1"
                     /translation="MGCNIDHSIEDVMSKLESQKSFLPEVIFKEVKGFLQGNHPQEIL
                     NDVFHLLKKYDLVNEEERETRNTKLLLIIK"
     gene            complement(2198761..2199810)
                     /locus_tag="DJ46_2338"
     CDS             complement(2198761..2199810)
                     /locus_tag="DJ46_2338"
                     /codon_start=1
                     /transl_table=11
                     /product="cobQ/CobB/MinD/ParA nucleotide binding domain
                     protein"
                     /protein_id="AIK65652.1"
                     /translation="MLTQEQIMNALKHVEDPELHKSIVELNMVRNIQMNGTEVKLEVV
                     LTIQGCPLKAKIQQDIEESLYAIGASKVDLTFGSMTKEERADLTEKLKKNTRTETGMP
                     NMLRPDSGVQFLTVTSGKGGVGKSTVTINLATALARMGKKVGILDADIYGFSIPAMME
                     TNQKPTMIDQTAIPVVSHGVKIMSMGFFTEGNNPVMWRGPMLNKWIQNFLANTHWGEL
                     DYLLLDLPPGTGDVAIDVAAMIPQAKEIIVTTPHNVASFVASRVGVMAKHTKHEILGI
                     VENMAYFEEQDGSKNYLFGKGGGEMLAEQLQTEVIAQVPFAKREENNGSSVYDEDSLV
                     GEVFTSLAEDIIYKG"
     gene            complement(2199877..2200113)
                     /gene="moaD"
                     /locus_tag="DJ46_2339"
     CDS             complement(2199877..2200113)
                     /gene="moaD"
                     /locus_tag="DJ46_2339"
                     /note="moaD: molybdopterin converting factor, subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin converting factor, subunit 1"
                     /protein_id="AIK65702.1"
                     /translation="MITILLFANLREEVGLDRLVISEKQEMTVQQLKGWLKANYCLQS
                     LDRVIVAVNEEFVTNEEMIQAGDIVAFIPPVSGG"
     gene            complement(2200118..2200582)
                     /locus_tag="DJ46_2340"
     CDS             complement(2200118..2200582)
                     /locus_tag="DJ46_2340"
                     /codon_start=1
                     /transl_table=11
                     /product="moaE family protein"
                     /protein_id="AIK65968.1"
                     /translation="MGQVLFEIVDIPIVVEEVTNKVARREAGAITTFIGTVRELTKGK
                     RTLHLEYEAYKPMAVKQLTRIGEEINEKWPDAKVAITHRVGRLEIMDIAVVIAVSSPH
                     RKVAYEANEYAIERIKRIVPIWKKEFWEDGTMWIGDQLENTPYPDGKPKKEE"
     gene            complement(2200563..2201870)
                     /locus_tag="DJ46_2341"
     CDS             complement(2200563..2201870)
                     /locus_tag="DJ46_2341"
                     /note="molyb_syn: molybdenum cofactor synthesis domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor synthesis domain protein"
                     /protein_id="AIK61239.1"
                     /translation="MERRVPITVEEAVRKVMEFANEGLKELLPIELAYGRVLAEDLVA
                     DYDVPSFNRSPYDGFAIRAEDTNVASYETPIVFEVVGEIGAGSLFDEKVGPFQAVRIM
                     TGAQIPNGCDAVVMLELTRQYEEAGSKYMELKRSFKAGDNISFQGEDARKGTVLAKKG
                     TYINPGISALLATFGYSEVPVARKPVVGLLATGSELLDVNDSLQPGKIRNSNTYMILS
                     QIRRAGGRVKYFGKFSDDFHTCFTAVKEALSQVDMLITTGGVSVGDYDYLPAIYEKLG
                     ASVLFNKVAMRPGSVTTVAQLNGKLLFGLSGNPSACYVGFELFVRPCIRTYMFSEKAH
                     VKREKALLGEDFLKPNPFTRFVRGKLTYNEGQLIAYPSGFDKSSSVSSLAETNIFIVL
                     PGGTRGYKKDMFVDVLLLEDNEGSEWPWTFYKVRGDSNGTSAI"
     gene            complement(2201889..2202905)
                     /locus_tag="DJ46_2342"
     CDS             complement(2201889..2202905)
                     /locus_tag="DJ46_2342"
                     /codon_start=1
                     /transl_table=11
                     /product="thiF family protein"
                     /protein_id="AIK63005.1"
                     /translation="MAERYSRQQLFKPIGDRGQEKIRNKHVLIVGAGALGSASAESFV
                     RAGIGKLTIIDRDYVEWSNLQRQQLYSEEDAREKLPKAIAAKNRLEKLNSEVQIDAFV
                     MDACAENLEGLLENVDVIIDATDNFDIRFIINDLSQKYNIPWVYGSCVGSYGMSYTII
                     PQETPCLHCVLKNVPVTGVTCDTAGIISPTVQIVAAYQVAEALKILVEDFAAIRKTFF
                     MFDIWSNQNHFIKLGKIKTDDCPSCGLNRTYPYLSYENQTKVAVLCGRNTVQIRTVES
                     RQYNFDDIEKVLKKLGEVDRNPYLLSCQLDEYRVVIFRDGRVFIHGTNDISKAKQLYY
                     RVFG"
     gene            complement(2202930..2203709)
                     /locus_tag="DJ46_2343"
     CDS             complement(2202930..2203709)
                     /locus_tag="DJ46_2343"
                     /codon_start=1
                     /transl_table=11
                     /product="formate/nitrite transporter family protein"
                     /protein_id="AIK62884.1"
                     /translation="MSFHKPEQIAELVIEAGVQKVSQTLPAMLILGFLGGAFISLGFL
                     LNIRVLGNLPERWGSLVNVLGGAVFPVGLMLVVLAGGELITGNMMSMSMALYAKKITF
                     VSVLNNWIWITFMNFVGAIFVAYCFGHLGGLTEGDYLNKTVAIAEGKLHESFGRTLIL
                     AIGCNWLVCLALWLAYGTSDFVGKIIGIWIPIMAFVVIGFQQVVANMFVISAVIFAGH
                     LTWMDLARNFVPVFIGNVIGGAGFVGFAYYACYQKQHSNMK"
     gene            complement(2203899..2204915)
                     /gene="moaA"
                     /locus_tag="DJ46_2344"
     CDS             complement(2203899..2204915)
                     /gene="moaA"
                     /locus_tag="DJ46_2344"
                     /note="moaA: molybdenum cofactor biosynthesis protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor biosynthesis protein A"
                     /protein_id="AIK64469.1"
                     /translation="MKSVTLDKLQRPLKDLRISVTDRCNFRCRYCMPEEIFGPDYSFL
                     SNDKILSFDEIERITRIFVSLGVRKLRITGGEPLLRRGLPQLIERLNKVDGVEDIGLT
                     TNGSLLKKFAPDLYKAGLSRVTVSLDSLEEERFFYLNGNRSKVQRVLEGIQAAAEVGM
                     KIKINMVVQKGKNEQDILQMAQYFKENKHILRFIEYMDVGNYNGWELKEVVSKQEIVD
                     MIHQVMPLERIEANYAGEVATRYSYIGSDEEIGVISSVTDSFCSSCTRARISAEGKLY
                     TCLFASKGNDLRELLRSDYTDEEITDVVRDIWNNREDRYSDERLSNSNKKAMPKIEMS
                     HIGG"
     gene            complement(2204936..2205733)
                     /locus_tag="DJ46_2345"
     CDS             complement(2204936..2205733)
                     /locus_tag="DJ46_2345"
                     /note="fdhD_narQ: formate dehydrogenase family accessory
                     protein FdhD"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase family accessory protein
                     FdhD"
                     /protein_id="AIK64778.1"
                     /translation="MKPIQVEREIFRYEQGAFKHIEDSIVTEFPVTIKMNGQEFVTMV
                     STPEYIEDMVIGFLASEGIIRKYEDIDDIWVQEKEGFVHVTTAKVNPYYEQMQNKRYI
                     TSCCGMSRQGFVFANDALSAKKMNGVHVQVTAEDCFRLMKEMQQSAETFRHTGGVHNA
                     SLCDVNGIILSRMDIGRHNALDKIYGYCLKNNISIGDKIIVFSGRISSEILLKVAKIG
                     CEIILSKSAPTELALQLAEELGITTIGFIRNQSLNVYTHPERVLNIK"
     gene            complement(2205750..2206094)
                     /locus_tag="DJ46_2346"
     CDS             complement(2205750..2206094)
                     /locus_tag="DJ46_2346"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63278.1"
                     /translation="MSKKVHEFNDMIRKLRKELFGKGPERIHTVFAENMAIATLYGNL
                     TPTEKFISSTMDGAEMVHMARTKMIQEVYAANSREHLEELVGAKLVNLFSDMKVEEDI
                     AVSVFVFDKNIT"
     gene            complement(2206210..2206692)
                     /locus_tag="DJ46_2347"
     CDS             complement(2206210..2206692)
                     /locus_tag="DJ46_2347"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61816.1"
                     /translation="MAAPIKMIQKQELTEEEVKQQKLDDVKELLANNEDALNQMFNIV
                     GELNDIGMLEAANSMLKAKEPIAKIVLGQVTREPVTNLINNMMGAAGALTELDPELTK
                     KLIGSLLVGLEKGNEHLESNKKVGVFDLMKVLKDPDINRAIGFGLHFLKGMGKGLKEE
                     "
     gene            complement(2206705..2209644)
                     /locus_tag="DJ46_2348"
     CDS             complement(2206705..2209644)
                     /locus_tag="DJ46_2348"
                     /EC_number="1.2.1.2"
                     /note="fdh-alpha: formate dehydrogenase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase, alpha subunit"
                     /protein_id="AIK63110.1"
                     /translation="MKNNMVHITIDGKKYTAEPSSTILGVINENGIEHPQICYVPEVD
                     PIQTCDTCIVEVDGKLMRSCSTVVTEGMNIERNSTRAKEAQTEAMDRLLENHLLYCTV
                     CDNNNGNCKLHNTAELMEIEHQKYPYEPKVDVSEVDMTHPFYRYDPNQCIACGQCVEV
                     CQNLQVNETLSIDWEAERPRVIWDEGVSINDSSCVSCGQCVTICPCNALMEKTMLGEA
                     GFMTGLKPDILEPMVDLIKEVEPGYSGIFAVSEVEAAMRDTRTKKTKTVCTFCGVGCS
                     FEVWTKGRKILKVQPSSDAPVNAISTCVKGKFGWDFVNSKERITKPLIRKNGTFVEST
                     WEEALNVVANKLGSIKEEYGKDAIGFISSSKITNEDNYVIQKLARQVFETNNIDNCSR
                     YCQSPATDGLFRTIGMGGDAGTIKDIAQSGLVIIVGCNPTEGHPVLATRIKRAHKLHG
                     QKLIVADLRKTEMAERSDVFISPKQGTDQVWLMAVTKYMIDQGWHDQQFIDENVNFFE
                     DFKESLTEYTLEYAEEVTGISKETLIQMAEMIRDADGTCILWGMGVTQNTGGSDTSAA
                     ISNLLLATGNYRRPGAGAYPLRGHNNVQGACDMGTLPGWLPGYQHVTNDMERAKFEMA
                     YGVKINSEPGLNNIEMLHAIDEGEMKAMYLVGEDMALVDSNANHVHEVLSSLDFFVVQ
                     DVFLSKTAQYADVVLPAAPSLEKEGTFTNTERRVQRLYQVLPTLGDAKPDWWIVQAIA
                     NKLGANWNYSHPSEIFAEMASLSPLFSQANYEVLEGWNSFHWGSFDGTNTPLLFQDGF
                     NFPDKKARFAIADWVRPAEFPAEFDLHINNGRMLEHFHEGNMTNKSTGIQTKVPGVFV
                     EVSPALAKERGVKTGSLVRLVSPFGALKLRVLVTDRVKANELYLPMNSTDNETAINFL
                     TGPAVDTRTNTPAYKQTKVRMEVLEVDGENPMPKANPRNKKRHPQSGIEVHRKWARPG
                     YVHLTDK"
     gene            complement(2209613..2209804)
                     /locus_tag="DJ46_2349"
     CDS             complement(2209613..2209804)
                     /locus_tag="DJ46_2349"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase domain protein"
                     /protein_id="AIK64502.1"
                     /translation="MTCYESIVLFMNKWIGILARCANKLLHHDDNVPKCGAYIFVVEF
                     FLFSKRGKDHEEQHGSYYN"
     gene            2209942..2211480
                     /locus_tag="DJ46_2350"
     CDS             2209942..2211480
                     /locus_tag="DJ46_2350"
                     /codon_start=1
                     /transl_table=11
                     /product="GerA spore germination family protein"
                     /protein_id="AIK65981.1"
                     /translation="MGPFNKWIRGEKSFSGQEQADHILNKSISSSLSLNLKHLSKLFS
                     GIPELITRTFPLKNGKEAALIYMEGLVDKTVINVDILRPLLFKEWNEDDFWESSISIG
                     NIKEVQKWTDIEQSLLHGKSILFINGQLSALELDTQAAPKRSIEEPTTESSLKSSHEG
                     FNEVASDSIALIRRYIPNRELKVKAFTVGERAASKVFMLYLADVANEDVIQEMSCRIE
                     SIKVDAILTTGELEGFVEDNSYTLFPQLSITERPDTTAHHILDGRIAVVVDRSPGVLI
                     GPMTFSSFFQTIDDYSFRPMIPSFIRLLRFTGLFIAIFAPALYIAMISFHYEVIPLKL
                     LLTIGESRAKIPFPPILEALLMELVLEMLREAAVRLPGPVGQTIGVVGGIVIGQAAVQ
                     AGIVSNVMVIVVSITAVASFIIPNLEMSAGIRLLRFPMMIIASLFGVIGIMVGMAIII
                     IHILSMESLGVPYGSPFSPLFASDLKDILVRLPWKIMKKRPLSLNLKQENRQSDIEEM
                     EEDK"
     gene            2211477..2212574
                     /locus_tag="DJ46_2351"
     CDS             2211477..2212574
                     /locus_tag="DJ46_2351"
                     /note="2A0309: spore germination family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination family protein"
                     /protein_id="AIK61546.1"
                     /translation="MTKRAKREISLFQYILTISGVQVGFGVLTLPREVAQGANTDGWM
                     SIIIGCVITTLVSLCIVKIMEKHPGYTLLDVLTRYLGKWLGRIGMIFWILYAVLAAVS
                     LVFSLLYVIHIWILPRSPMFLIMILLSIPMLMLACKGVLIISRFAVFTVIFTLWMPLL
                     LFIPLKDGHWIYLLPFLKEGWIPVVTTVKSTIIAFLGFEFAFVLYPYLTNKPAAKKGI
                     IIANMITLCVYLQVTFVSFVYFSPDGITKFLWPTLSLVTPFHFSFLERFEIIFLSFYL
                     FIIFDSCIPYIFTASDGINQLLNKKGSPLPVWILLFGCIFVLFFYIPSSYQISALREF
                     WGTASYFIVFLFPVVFLLYMTLYLHWKRRKI"
     gene            2212575..2213711
                     /locus_tag="DJ46_2352"
     CDS             2212575..2213711
                     /locus_tag="DJ46_2352"
                     /note="spore_ger_x_C: germination, Ger(x)C family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="germination, Ger(x)C family protein"
                     /protein_id="AIK66158.1"
                     /translation="MRRFIHFTILCFLITLLTGCGDRLDLEKQSISLIYGFDAKAKGK
                     LIVYHVNPIFNEDVEKKYETHEAKVRTPREAKATFNSSSGGLVSTEKLQLILFSTKFL
                     KQEGAMPYLDVWYRDPKNTGNMRMVAVDGPISSVIYNNFKDKPALPEYLTDLINTNKL
                     YNRTVFTPFHEFHRQTFNKGITPAISEIKKGKKDVIVTGSALLTSRGIYKMSLNRYES
                     ALLLMLQKKANIPVSLTMKIPSHSVESNSHLKDTEGEDFVSINVLSMNRDIRTDYSDN
                     HFKFNVKMDFKIAVSELTFNMDIDKDRKKLTSLITKQLNKDLNNLIHKIQKQQLDPFG
                     FGDYARAFQYEEWKKVEDDWPSAFSKANVKVAPTIKILENGIIK"
     gene            complement(2213791..2213925)
                     /locus_tag="DJ46_2353"
     CDS             complement(2213791..2213925)
                     /locus_tag="DJ46_2353"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61749.1"
                     /translation="MPFLGSVYQIFGLYPEIYYGMISAELAEQQRLEQAENEESETEA
                     "
     gene            complement(2213983..2217345)
                     /locus_tag="DJ46_2354"
     CDS             complement(2213983..2217345)
                     /locus_tag="DJ46_2354"
                     /codon_start=1
                     /transl_table=11
                     /product="tubulin like family protein"
                     /protein_id="AIK65731.1"
                     /translation="MTLQVPTILIGLGGIGSTVTHQIYERLPEERRKKVAMHVFDTDV
                     NTLSKFDHIRKFKTQTSSSKTPREYIAGDPTIPEWFPMDPTILDKPLTEGAGQLRVIS
                     RLALRAAMKEDKLTSFWQEIEKIFPVTSDQTEYGVRVIIVTSLAGGTGSGMFLQIALY
                     LREMLRKKLQHHNILIRGAFLMPDVLVKTRTVSAKEFETVQANGYASLKELHAITLGS
                     TGELSKRGGVTIELEYRPDQVDEDGRTNHTIKQHHLPYNYCFLYDYENLHGHHLHNLS
                     DYMEQMANTIYLQLFSPMSANHFAQEDNQIQQLAESSGKGRYCGAGTAKIIYPYEHLL
                     KYCALKWAVQGLDESWLHLDQLFQEKKHRYDQDVKRGMQREKPERGKSYLEDLEHLAT
                     RPEQAHIFYRQMYNETREGAEGGKVGVAKSKLFLEAVESYVQRTVQKDEELNRLQHEC
                     KISAAKLKMTEQMKGEVARVDHAVRLYAYAIPSRVHEHVTTLLYDMIESDRFSPSGSE
                     GQSYQLNTWFLKKTDSVHPVAARFMLYEIRKQLVEKMNRLHENNEQKRNLIQNYDKKF
                     NVSNIDGTVTAVRRVEIAQQQGWFGKMINNQQRLFKKEFEDIVTQYVHKLNEYRKEML
                     LELVYQSLYQAVNKMIQYWERFFDNLHETRENLLFEIQKRSKEFEGKTNPTNVYVLAE
                     EKLQEKIWQDMQQHLNLGVLPKDICAEIYMSLYGEYCRDAKTEEIQSKKVEDFYREHI
                     LNYCYDELQIRYRDKLELNIVEALRKEADYKNRDRDEYVREKIEDLFHLASPFVPKVS
                     HHRELQYWGIHPSLKKELQEELMQEMFKEKDTVNEAFSPFEVICYRAHYGLSLQDFPK
                     LSSGHIANGFMNDKGDYFQSYYRRVNKLNSKKSSLTPHLDKYWHLPAFMPDLNATQTK
                     LDYDKCNRALLYAYIYRWISLVAVDGQFVYQYNGVGRSFSIQSMGKNISSESYKLHRA
                     LLHNPFIYENILSRFEEEQEKAMIQGGHLYTHPFVLGAQDIRWLRKEHVHNILDMILM
                     YDREAKYDPTLEETSDELLRLFLDEIELYFQNYYGTGADMVAKKEKEMFIKQLWDRSY
                     AKGYVDPNSAPYKKWQNLLSVHDEEETPKTNV"
     gene            complement(2217419..2219518)
                     /locus_tag="DJ46_2355"
     CDS             complement(2217419..2219518)
                     /locus_tag="DJ46_2355"
                     /codon_start=1
                     /transl_table=11
                     /product="von Willebrand factor type A domain protein"
                     /protein_id="AIK62302.1"
                     /translation="MKIRICATFMLFLLIWLHPFWTFAKGEEAKERVVSLVYDDSGSM
                     RNNDRWKYANYALQSLVALLDEKDKFSYVPMSKPNDPVNISLTKDKRQTEIEGIGAWK
                     TYLNTPFSAVETAMQSIKKEADIDGKREFWLIVLTDGAFNDLEKDKVGGKEQILQKLA
                     QFKKEMDEKKISLHPVLITMEEDLGQQEKAQLNTFKEIWKKEINGVTMPSSGEDGIVK
                     SVNQVAALVANRDPFSSVESIVKTKVVGKKVEITTPFPLKRMTLVRQSPSLPDYQVKQ
                     ISKPLQLQSSFSIHAPGEAKLFGNIVHISTENEEVIKPGTYTIEVDQEIEKEGLQVLV
                     EPALNYNVSTYDKEDKDRKNVEEMYEGVTAVIEAKPTELPVQSSYFQAEVEIDGKQYA
                     MKWDDKRHVFYYETKLTKGLIRGKVHMNIKGFYRQTKEFKIETTKKPELSLQTVTKDY
                     KEKVTNLENSKPFIIQPQLDGKPMTEEAVKKLLKSTGVTSKQSINYEIKQHDNQIYIY
                     PRPHYSDTFNFTDTGTVEATIVVQDSKLQKVKKDITLHIQNAPFYEKYALIFKFVIPI
                     TLLLLLVGIIVLGWIVRPRFHRKALLYYEWDQEVAKDWLYQSEPELLKNKWWKHYFGI
                     PYRAERKTVQSVTFIAKKGSKSIFVAKESQVVGMIIDGMFITEDEVGMEHKTLYPNEL
                     LVIDRGYGKEIYKYECE"
     gene            complement(2219769..2220104)
                     /locus_tag="DJ46_2356"
     CDS             complement(2219769..2220104)
                     /locus_tag="DJ46_2356"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63185.1"
                     /translation="MKSTDQFQTYEVPWEEFIAALREEMKKQVGADIIDTVVCNLEDG
                     FEVYTYVQGDLDFEYKEALERKYGSDAKTPNVLTIMLLASIYSTSEENIRLHADHKDN
                     PIVEVYVKQ"
     gene            2220239..2220634
                     /locus_tag="DJ46_2357"
     CDS             2220239..2220634
                     /locus_tag="DJ46_2357"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64399.1"
                     /translation="MHRQKCYDTCRRYFGKVVRIEDRDGRIHLGKIIDVTQSSVWIEP
                     VQQRSSFDSGFGYYDAYANGGCDLCGGLSRCDSCGFGCGGGFSSCGCGGRGCSNCGCG
                     GWGGGGCGWGVELGFGFIFGITLAALFFI"
     gene            complement(2220675..2221394)
                     /locus_tag="DJ46_2358"
     CDS             complement(2220675..2221394)
                     /locus_tag="DJ46_2358"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AIK66329.1"
                     /translation="MKRNTYIDFLAYYGIGSAHPGGFTLTKQLLAQLPFRYGANVLEI
                     GCGTGKTAAYMTKDCGYKVTAVEKNEIMIQKAKDRWSSEGIDIQLIEGKAEQLPCLHD
                     SFEFVLGESILAFTEKERVISECYRVLQKDGKLVVIEMIINAHIGREEEEKIAQLYGM
                     KELLTENEWVQLFQKANFKRITIAGGGTIAETISSYVEEPEWNVSQFIPNELYEAWVQ
                     HENVRLMYQHILGHRIFICEK"
     gene            complement(2221507..2223213)
                     /locus_tag="DJ46_2359"
     CDS             complement(2221507..2223213)
                     /locus_tag="DJ46_2359"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK65124.1"
                     /translation="MKKKMKKFTAVVAPVLAMSMALTACSGSSGGEKKSTTTSNNGGE
                     EKKSDIKYAAKQVLNRTETNEIPTMDTSKNTDTLGSQILGNTMEGLYRLDKNNKPIPA
                     VAESSTKSEDGKKYTFKLRKDAKWSNGDPVTAKDFVFAWQRLVDPKKAAEYAFIAYYI
                     KNAETINQGKGEVSTLGVKAVDDYTLEVELERPVPYFLNLMAFASYYPLNEKFVKEKG
                     NKFGLESDTTLYNGPFVLTDWKHEQGWKLKKNEQYWDKKTVKLEEINYSVVKEPATRV
                     NLYDTGAIDFTLLSGEFVDKYRNNKEEFGAYSETSTFYLRLNQKRGGQDTPLKSKKLR
                     EAIALSIDKKALTNVILNDGSKPVDYLVPKGLASGPDGKDFAETFKNGLKQDSKKAAA
                     AWEEAKKELGKDQVTIELLNYDTGNAKKVGEYVKDQVEKNLKGVTVNIKLQPFKQKLK
                     LESDQDYDFSYGGWNPDYADPMTYLDMFETKNSQNQMSYSNSKYDDIITKSKTEWMAD
                     AKKRWTELGKAEKLLLEEDVALVPLYQTARSYVMKPNIKGIVKHNISPEYSFKWAYVE
                     EK"
     gene            complement(2223499..2225205)
                     /locus_tag="DJ46_2360"
     CDS             complement(2223499..2225205)
                     /locus_tag="DJ46_2360"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK64672.1"
                     /translation="MKKKMKKFTAVVAPVLAMSVALTACSGSGGEKKSTTTSSGGGEE
                     KKSEIKYAAKQVLNRTENQEIPTMDVSKSTDTLGSQILGNTMEGLYRLDKDNKPIPAA
                     AESSTKSEDGKKYTFKLRKDAKWSNGDPVTAKDFVYAWQRLLDKNTAAEYAFIAYYIK
                     NAEAINKGEKPLTDLGAKAVDDYTLEVELEKPVPYFLNLMAFPSYYPLNEKFVKEKGD
                     KFGLEADTTLYNGPFVMASWKHEQGWQLKKNDKYWDNKTVKLEEINYSVVKEVATKVN
                     LYDTGSIDFTLLSGEFVDKYKSNKEEYGEYSEASTFFLRLNQKRNGQDTPLKSKKLRE
                     AIALSIDKKGLATVILNNGSKATDQLVPKGLATGPDGKDYQDTFKNGLKYDPKKGAAA
                     WEEAKKELGKDQVTIELLSYDDGTAKKIADYFKDQIEKNLKGVTVNTKIQPFKQKLKL
                     ESAQDYEVSFAGWSPDYSDPMTFIDMFESKSPYNQMSYSNPKYDEMVAKAGNELLSDP
                     KKRWETLGKAEKLFLEEDAGLVPLYQTGRAYVMKPNVKGIVKHNISPEYSFKWAYVTE
                     GK"
     gene            complement(2225513..2227216)
                     /locus_tag="DJ46_2361"
     CDS             complement(2225513..2227216)
                     /locus_tag="DJ46_2361"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK61716.1"
                     /translation="MKKKKMKKLTAVVAPVLAMSMALTACSTSGGDKKTSTNSSSGGD
                     SKSEEKLAAKQVFNKTENQEIPTMDTSKSTDTLGSQILGNTMEGLYRLDKENKPIPAA
                     AESSTKSEDGKKYTFKLRKDAKWSNGDSVTAKDFVFAWQRLLDPKTAAEYAFIAFPIK
                     NAEAVNKGEKPVTELGVKAVDDLTLEVELEQAVPYFLNLVAFPSYYPLNEKFVKEKGD
                     KYGLESDTTVYNGPFVLTDWKHEQGWKLKKNDQYWDKKTVKLDEINYSVVKEPATNVN
                     LYDSGQIDFSLLTGEFVDKYRNNKEEYGVYNEPSTFFIRLNQKRGGQDTPLKSKKLRE
                     AIALSIDKKNLTNVILNDGSKPADYLVPKGLAAGPDGKDFQETFKNGVKPDAKKAAAA
                     WEEAKKELGKDQVTIEFLNYDTGNAKKVGEYVKDQIEKNLKGVTVNIKLQPFKQKLKL
                     ESDQDYDISYGGWSPDYADPMTYLDMFESKHSHNQMSFSDQKYDEIIKKAGGELMTDA
                     KKRWEELGKAEELLLEEDVALVPLYQSARSYVMKPHVKGVVKHNISPEYSYKWAYVTE
                     K"
     gene            complement(2227564..2228826)
                     /locus_tag="DJ46_2362"
     CDS             complement(2227564..2228826)
                     /locus_tag="DJ46_2362"
                     /note="sodium:dicarboxylate symporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="dicarboxylate symporter family protein"
                     /protein_id="AIK65707.1"
                     /translation="MRIVKNLTFQVIVAIICGIAVGAIWPSVGQEMKPIGETFINMIK
                     MVIAPIIFLTIVLGIASMGSMKKVGRVGGKALLYFEIVTTAALIIGIIVANVVRPGDG
                     LDPSKLKGGDVSQYVQSGQEMKWMDFFLHIVPSNMFEAFAKGDILQVLFFSILFGAGL
                     TMLGKNGQPVIDFFERLSKVFFNILSIVMKLAPVGAFGGMAFTIGKYGLSTLIPLGKL
                     MICVYATMALFVFIVLNFICKFYKFSLWKYLAHIKEELLIVLGTSSSESVLPRMMTKM
                     EDFGCSKPVVGLVIPTGYSFNLDGTTIYLSMATIFLAQVFHVDLSLGQQLTIIAILLV
                     TSKGAAAVTGGGFIVLASTLSAMNVIPLEGLALLLGVDRFMSEARAIVNLIGNGIATV
                     VVAKSENEFDNEKYMKVVEEMKREKMAG"
     gene            complement(2229026..2230063)
                     /locus_tag="DJ46_2363"
     CDS             complement(2229026..2230063)
                     /locus_tag="DJ46_2363"
                     /note="lytR_cpsA_psr: cell envelope-related function
                     transcriptional attenuator common domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell envelope-related function transcriptional
                     attenuator common domain protein"
                     /protein_id="AIK64308.1"
                     /translation="MENHSSSRERKYKRKYKKTTIISSLLAVLLFGGVGYGAYVYMKT
                     SNLVQKSNVNLARGEKSNLREETVKPITNNVSLLIMGIDENQERQKEYNGAFHTDALL
                     LATFNKDDKTVKLTSIPRDTYTYVPVEKKKDKITHAYGSGFVKKGKDGGPQASVEAVE
                     KLLQVPVDYFVKFNFNSFTKIIDGLDGIEVDVPVEFTEQNSKDEPDAIHLKKGLQKLN
                     GEEALALARTRHIDSDAMRGQRQQLVMEAILSKLKSVGSITKLEKIVEAVDGDFKTNL
                     AMDDILSFYKYGLNCSVEKIQLAGDDLYLPNGPNGQRVYYYNPNKKDLQSLSNTLRTH
                     LGLSEKEIEEN"
     gene            complement(2230079..2231077)
                     /locus_tag="DJ46_2364"
     CDS             complement(2230079..2231077)
                     /locus_tag="DJ46_2364"
                     /codon_start=1
                     /transl_table=11
                     /product="putative eCF-type sigma factor negative
                     effector"
                     /protein_id="AIK63770.1"
                     /translation="MDDEKLFDEKLKKRINEENVIVPPELNEKINRTLHNLPVKKKGY
                     RVYMMVISAAVLTLSIVSMSEFSDQIFAQNGGVFEYVKKKAFSDYENEEEIKSNVNYP
                     DKEKIHEKMLDSIDHFNNISGQFEEYSSSSRIATTYRYAIDTEKQSGISSKEDKLAKK
                     RTVIYNEGKKKEFDDEKYTYKETKWNRKERNDELLKLNPTERLLRKSGEKKRYDDEYV
                     GFAKYSIQSEFADLLIRYKDWNYKETKYLGLDCYKIEGTINIEIPVSTSEDLRGKFEM
                     VVEKNTGIMLKFLSFHEGMIQYSITTEWIQINKGLKENVFQKDSTNYEKMKNILSE"
     gene            complement(2231090..2231623)
                     /locus_tag="DJ46_2365"
     CDS             complement(2231090..2231623)
                     /locus_tag="DJ46_2365"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK64623.1"
                     /translation="MKVIPLYKMIVKEETDVSLAKKGDHEAFMTLIHTEKVKMYRIAK
                     AMLRDETNIEDAIQTTILKAYENIKKLKKEEFFQTWLIRILMNECNNIIRAYKNVIVT
                     EENDYNMSACDQYEDIDLCNAIQSLHEELRAVTVLYYYEDMNQDSIAKLLEVPKGTVK
                     SRLSRAREQLQKRLKME"
     gene            complement(2231994..2232122)
                     /locus_tag="DJ46_2366"
     CDS             complement(2231994..2232122)
                     /locus_tag="DJ46_2366"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK64863.1"
                     /translation="MNHWFRVQLYVNDIEKSLLFYGEVIGLKLYKRSMYAARFNYD"
     gene            complement(2232173..2232775)
                     /locus_tag="DJ46_2367"
     CDS             complement(2232173..2232775)
                     /locus_tag="DJ46_2367"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK61042.1"
                     /translation="MDFLAGEYYSLLFIIILTIFCVTVATHLIARHVDKGAMAYLLAT
                     PVSRVKIAITQAAVLIVGLLIIVVVTYVAGIVGAEWFLQDNNLNKELFLKINIVGGLI
                     FFVVSAYSFFFSCICNDERKALSYSASLTILFFVTDMVGKLSDKLEWMRNISLFTLFR
                     PKEIAEGTYNIWPVSIGLTAGALCIFIVAIIVFKKRDLPL"
     gene            complement(2232775..2232978)
                     /locus_tag="DJ46_2368"
     CDS             complement(2232775..2232978)
                     /locus_tag="DJ46_2368"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aBC transporter, permease"
                     /protein_id="AIK61185.1"
                     /translation="MNKQLFLASLKETQKSILSYATGAALYLWLLIWIFPSMVSAKGL
                     NELISAMPDSVKKLLAWKVRFKT"
     gene            complement(2232971..2233864)
                     /locus_tag="DJ46_2369"
     CDS             complement(2232971..2233864)
                     /locus_tag="DJ46_2369"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62273.1"
                     /translation="MISVQNVTKQFSNGKGLFHITFDVKEGEVFGYLGPNGAGKSTTI
                     RNLMGFIKPTSGKSSIFGLDCWNEAAKIQREVGYLPGEISFIEGMNGLEFLKLMQGMR
                     GLKDTKRRDELIERLQFDVKTPIRKMSKGMKQKVGIVAAFMHDPEVLILDEPTSGLDP
                     LMQQVFIDLIVEEKQRGKTILMSSHIFTEIERTCDRVAIIKDGRLVTVENIHDLQGMR
                     RQVIDVTVSSEEEIDSLTKCNLQFEAVKGREASIIVQGNYQTVLQILSNYNVTALQTR
                     AMDLEHLFMHYYDKKEGVKHE"
     gene            2234029..2234622
                     /locus_tag="DJ46_2370"
     CDS             2234029..2234622
                     /locus_tag="DJ46_2370"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK65741.1"
                     /translation="MNGFEKVKEKKKRAIKEAAFLLFSERGFNEVKIEHIAKEANVSQ
                     VTIYNHFGSKDALFRELIQEFIICEFQYYKELAEEKLPFHDMMQKMIVRKMNTGGLFQ
                     PDMLLQMMQRDEILREFIYSYQNEKILPWYLEILERAQRNNEINPHLTKEMMLLYIQM
                     FTKLGDDFGAQLLEGDREKHIQDIVTMFFYGLSVPQK"
     gene            complement(2234646..2235677)
                     /locus_tag="DJ46_2371"
     CDS             complement(2234646..2235677)
                     /locus_tag="DJ46_2371"
                     /note="oxidoreductase family, C-terminal alpha/beta domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62580.1"
                     /translation="MKKIGVGIVGFGFSSTTFHIPLLQTIEEYDIRAVLSSKEEVVKE
                     TLPNVTVVSTIDELVKRADIDLVVITSPNTTHFPYVKEAILNGKHVVVEKPFVVSIEE
                     GEELISLAKKHNVVLSVYHNRRFDNDFLTIKKLLEEDRIGNLYAYEAHFDRFRPHVRD
                     RWREKNLPGSGILYDLGSHLIDQALSLFGKPDAIRADIIKQRPGAEVDDYFHIVLHYG
                     VKRVILRSSSYVKKAGPHFTMHGDKGSIVKYGMDSQEEQLKNGMKPGDNGYGVDTEAN
                     FATVETEEELVRIPTEVGCYDMYYKRVRDSIVNGEKPPVTAQEGLEVIKLIQLAVESS
                     ETGRIIFIK"
     gene            complement(2235847..2238270)
                     /gene="parC"
                     /locus_tag="DJ46_2372"
     CDS             complement(2235847..2238270)
                     /gene="parC"
                     /locus_tag="DJ46_2372"
                     /note="parC_Gpos: DNA topoisomerase IV, A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase IV, A subunit"
                     /protein_id="AIK61300.1"
                     /translation="MQAEKFHDLPLEDVLGDRFARYSKYIIQDRALPDARDGLKPVQR
                     RILYSMYVEGNVHDKAFRKSAKTVGNVIGNYHPHGDSSVYEAMVRLSQTWKVRNVLVE
                     MHGNNGSVDGDPAAAMRYTEARLSPIASELLRDLDKETVEFVSNFDDTSEEPVVLPAA
                     FPNLLVNGSTGISAGYATEIPPHHLGEVIDATMMRIDKPNSTVDDLLTVMKGPDFPTG
                     GIIQGIDGIKKAYETGKGKIIIRGKAEVETVRGGKQQIVITEIPYEVNKANLVKKMDE
                     LRLDKKLDGIAEVRDETDRTGLRIVVELKKEANSEGILNYLYKNTDLQIPYNFNMVAI
                     NNRRPTLMTLPKILDAYIGHQKEVVTRRSQYELRKAENRQHIVEGLKKALSILDQVIE
                     TIRASKDKRNAKDNLSAKFGFTEAQAEAIVSLQLYRLTNTDITALQQEADELNKKIIE
                     LQAILQSEKRLLQVIKTDLKRVKKTYSDDRRAIIEDQIEEIKIDVEVMIPQEDVIVTV
                     TKEGYVKRTGWRSHNASNGKDFGMKEGDILLERFDTNTTETVLLFTNKGNYIYLPVYE
                     MPDIRWKDLGQHVANIVSLDRDETIIWATVVPNFEEEKRFIVFVTKNGMIKKTELNQY
                     KVQRYSRAFVAVNLKKDDEVVDIFATDGTSDIVLATHGAYALIFHEDEVSPVGVRAAG
                     VKAINLKEDDYVASGKPLNADKDQLILVTQRGAVKRLKASEIEKSTRAKRGLVIFKEL
                     KRNPYRIVGIEIVRDDELVYMKTEKHIVEEIDPKAYRNKDRYSNGSLVLDVNDTGEVI
                     ETWTKKRPE"
     gene            complement(2238272..2240236)
                     /gene="parE"
                     /locus_tag="DJ46_2373"
     CDS             complement(2238272..2240236)
                     /gene="parE"
                     /locus_tag="DJ46_2373"
                     /note="parE_Gpos: DNA topoisomerase IV, B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase IV, B subunit"
                     /protein_id="AIK62473.1"
                     /translation="MAKHQFQYNEDAIQVLEGLEAVRKRPGMYIGSTDSRGLHHLVYE
                     IVDNSVDEALAGFGDEISVVIHKDNSISVIDKGRGMPTGMHKLGKPTPEVILTVLHAG
                     GKFGQGGYKTSGGLHGVGASVVNALSEWLVVTIKRDGNIYEQRFENGGVPVTTLEKIG
                     KTKESGTTMHFKPDTTIFSTTNYNYETLCERLRESAFLLKGMKISIKDERNDLEDVFH
                     YETGIEAFVSYLNEEKDSIHPVVYFTGEQNGIEAELAFQFNDGYSENILSFVNNVRTK
                     DGGTHEAGFKTAMTRVFNEYARKVALLKEKDKNLEGTDIREGVAAIVSVRVPEEVLQF
                     EGQTKGKLGTSEARSSIDAIVSEHLAYFLEENPDVATLLVRKAIKAAQAREAARKARE
                     EARTGKKKKKSEGTLSGKLTPAQSRNPQKNELYLVEGDSAGGSAKQGRDRRFQAVLPL
                     RGKVINTEKAKLADIFKNEEINTIIYAIGGGVGNEFDVEDINYDKVVIMTDADTDGAH
                     IQVLLLTFFYRYMKPLIEAGKVFIALPPLYKVSKGKGKSEVIEYAWSDEELDSVTKKV
                     GKGYMLQRYKGLGEMNADQLWETTMNPETRTLIRVKIDDAARAERRVTTLMGDKVEPR
                     RKWIERNVQFGMQEEGNILENEMIMETEVE"
     gene            complement(2240612..2241025)
                     /locus_tag="DJ46_2374"
     CDS             complement(2240612..2241025)
                     /locus_tag="DJ46_2374"
                     /codon_start=1
                     /transl_table=11
                     /product="coA binding domain protein"
                     /protein_id="AIK63225.1"
                     /translation="MTIENPTRTEIGEVLKKSKTIAVVGLSDKPERTSYMVSKAMQDA
                     GYRIIPVNPTVDEVLGEKAIASLKDIKEHVDIVNVFRRSEFLMDVAKEFVEIDADVFW
                     AQLGVQDEDTYKLLKEKDYTVIMDRCIKVEHAMTK"
     gene            complement(2241105..2242346)
                     /locus_tag="DJ46_2375"
     CDS             complement(2241105..2242346)
                     /locus_tag="DJ46_2375"
                     /codon_start=1
                     /transl_table=11
                     /product="PDZ domain protein"
                     /protein_id="AIK64201.1"
                     /translation="MGYYDGPNLNEEHSETREVRKSGSKKGYFFTGLVGAVVGAVSIS
                     FAAPYMPWAQNNGATVSSFSSDSKVEGTVVPVVNKAKNETDLPGMIEGAKDVVVGVIN
                     MQQSIDPFAMQPTGQEQQAGSGSGVIYKKAGNKAYIVTNNHVVDGANKLAVKLSDGKK
                     VDAKLVGKDPWLDLAVVEIDGANVNKVATLGDSSKIRAGEKAIAIGNPLGFDGSVTEG
                     IISSKEREIPVDIDGDKRADWNAQVIQTDAAINPGNSGGALFNQNGEIIGINSSKIAQ
                     QEVEGIGFAIPINIAKPVIESLEKDGVVKRPALGVGVVSLEDVQAYAVNQLKVPKEVT
                     NGVVLGKIYPISPAEKAGLEQYDIVVALDNQKVENSLQFRKYLYEKKKVGEKVEVTFY
                     RNGQKMTKTATLADNSATKNQ"
     gene            complement(2242549..2243226)
                     /locus_tag="DJ46_2376"
     CDS             complement(2242549..2243226)
                     /locus_tag="DJ46_2376"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65001.1"
                     /translation="MNKTVLLVEDERRLREIVSDYFRNEGFEVIEAEDGKKALELFAE
                     HEIDLIMLDIMLPEIDGWSVCRRIRKESAVPIIMLTARSDEDDTLLGFELGADEYVTK
                     PFSPKVLVARAKTLLKRADGVVGVAEENAMSLAGIEVNRLSRTVLVDGEEIILTHKEF
                     ELLVYLMENKGIVLSRQHLLDQLWGYDYYGDDRTVDTHIKKLRNKLGDKAKHIGTVIR
                     VGYKFEE"
     gene            complement(2243246..2243698)
                     /gene="nrdG"
                     /locus_tag="DJ46_2377"
     CDS             complement(2243246..2243698)
                     /gene="nrdG"
                     /locus_tag="DJ46_2377"
                     /EC_number="1.97.1.4"
                     /note="nrdG: anaerobic ribonucleoside-triphosphate
                     reductase activating protein"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic ribonucleoside-triphosphate reductase
                     activating protein"
                     /protein_id="AIK65177.1"
                     /translation="MKVMNIIHDSVVDGEGLRTVVFFAGCPHRCFGCHNPKSWNICNG
                     TEMTVEEIVKEIASNPLTDVTFSGGDPFFQAAEVKKVAKAVKDLKKNLWMYTGYTLEE
                     IQSSQNNDMIELLHYGDVLVDGRFEIGKKDLTLPFRGSSNQRIIRLKE"
     gene            complement(2243695..2245551)
                     /gene="nrdD"
                     /locus_tag="DJ46_2378"
     CDS             complement(2243695..2245551)
                     /gene="nrdD"
                     /locus_tag="DJ46_2378"
                     /EC_number="1.17.4.2"
                     /note="nrdD: anaerobic ribonucleoside-triphosphate
                     reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic ribonucleoside-triphosphate reductase"
                     /protein_id="AIK66130.1"
                     /translation="MLQKNTRGEGLMRVFETIVHGNEQDLMQENANVDGRSPMGVMGT
                     FASESAKYYAVEKLLSDQVKKAINENILYPHDLDFYATGTTTCSQIPLAQMLANGFHT
                     GHGHMRQPQDIKSALALSSIIFQANQNMQHGGQSFALFDVDLAPYVRKTVERHKKRLQ
                     SYPLTKEQIEEFAWKETENDTYQACEAFIHNSNSMHSRGGGQVPFISINYGTDTSKEG
                     RLLIKQLLKATQAGLGKGETPIFPIQIFKMKKGVNFEGSDPNYDLFELALETTAERLF
                     PNFSFLDAPFNAVHYDGRPESEVCYMGCRTRVMSNIHGEETAIGRGNLSFTSINLVKL
                     ALISGSKEAFYEALNYYLDLGIKQLLERFEYQCTKRARDFRFLYSQGVWRGGEKLQPE
                     DSVASILKQGTLSLGFIGLAECLVALTGKHHGEDEESWKLGYEIISFMRDRMDKATEE
                     HELNFSVIATPAEGLSGKFVKKDREEFGVISGITNHNYYTNSFHIPVYYNMQAINKIR
                     LEGPFHALCNGGHITYIELDGAAMHNKKALKQIVQAMAEHGVGYGSINHPVDRCKCCS
                     YHGVIGNECPSCGNEDEANIERIRRITGYLVGDMSKWNSAKRSEEMDRVKHK"
     gene            2245777..2246373
                     /gene="plsY"
                     /locus_tag="DJ46_2379"
     CDS             2245777..2246373
                     /gene="plsY"
                     /locus_tag="DJ46_2379"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-phosphate glycerol 3-phosphate
                     acyltransferase"
                     /protein_id="AIK62116.1"
                     /translation="MVTTYLLFIVAYLLGSIPFALVVGKIGYGIDIREHGSGNLGGTN
                     TFRTLGKKAGFTVTIADILKGTLATSLPMVFGLDIHPLWFGLAAVLGHVYPIFAKFRG
                     GKAVATSAGVLLCYSPVVFAILAVVFFTLLFTTRYVSLSSMVTAVVAVIASIVTGDKI
                     FIIAMCLLAGMVIYKHRANIGRIINKTEPKANFSKKQK"
     gene            2246482..2246772
                     /locus_tag="DJ46_2380"
     CDS             2246482..2246772
                     /locus_tag="DJ46_2380"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster biosynthesis family protein"
                     /protein_id="AIK63696.1"
                     /translation="MNLSVTKEAAQWYKNELNLQSGETLRFFVQYGGCSTVQKGLSLG
                     IRKDDPAHPTVQIQEEDINFFIESDDEWFFDGHNLVVTFNDGDDFPQFNYEK"
     gene            complement(2246799..2247218)
                     /locus_tag="DJ46_2381"
     CDS             complement(2246799..2247218)
                     /locus_tag="DJ46_2381"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-CoA thioester hydrolase, YbgC/YbaW family
                     protein"
                     /protein_id="AIK62872.1"
                     /translation="MFVAEHEVEIRYAETDQMGVVYHSNYLVWLELGRTKLIQDLGFS
                     YVEMEKEGIISPVLDLQISYRKAMRYGEKAIVKTWVDTVSPLRVVYGYEIYNGDGELC
                     ITASTTNICAKKEGFRPVSFKKFYPEWYAKYEEIKKK"
     gene            2247328..2248620
                     /locus_tag="DJ46_2382"
     CDS             2247328..2248620
                     /locus_tag="DJ46_2382"
                     /codon_start=1
                     /transl_table=11
                     /product="lysM domain protein"
                     /protein_id="AIK64422.1"
                     /translation="MIQIVTVRSGDSVYSLASKYGSTPDEIVKDNGLNPAETLVVGQA
                     LIVNTKGNNYYVQPGDSLYRISQTYNVPLASLAKVNNLSLKSILHVGQQLYIPKGTKR
                     AVESIAYLQPSTIPIKESLVNATRAINPFLTYLAYFSFEAKRDGTLKEPTETAKIANI
                     ATQGNTIPMLVITNIENGNFSADLTSVILRDATIQNKFITNILQTAEKYGMRDIHFDF
                     ESVAPEDREAYNRFLRNVKTRLPSGYTLSTTLVPKTSSNQKGKFFETHDYKAQGQIVD
                     FVVIMTYDWGWQGGPPMAISPIGPVKEVLQYAKSQMPPQKIMMGQNLYGFDWKLPFKE
                     GNPPAKAISSVAAVALARKYNVPIRYDFTAQAPHFNYFDENGVQHEVWFEDSRSVQSK
                     FNLMKEQGIGGISYWKIGLPFPQNWRLLVENFTITKKG"
     gene            complement(2248649..2248846)
                     /gene="tlp"
                     /locus_tag="DJ46_2383"
     CDS             complement(2248649..2248846)
                     /gene="tlp"
                     /locus_tag="DJ46_2383"
                     /note="SASP_tlp: small, acid-soluble spore protein tlp"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein tlp"
                     /protein_id="AIK63385.1"
                     /translation="MPNPDNRSDNAEKLQEMVQNTIDNFNEAKETAELSNEKDRSAIE
                     AKNQRRLESIDSLKSEIKDES"
     gene            complement(2248946..2249080)
                     /locus_tag="DJ46_2384"
     CDS             complement(2248946..2249080)
                     /locus_tag="DJ46_2384"
                     /codon_start=1
                     /transl_table=11
                     /product="small acid-soluble spore N family protein"
                     /protein_id="AIK65780.1"
                     /translation="MGNPKKNSKDFAPNHIGTQSKKAGGNKGKQMQDQTGKQPIVDNG
                     "
     gene            complement(2249124..2249267)
                     /locus_tag="DJ46_2385"
     CDS             complement(2249124..2249267)
                     /locus_tag="DJ46_2385"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63528.1"
                     /translation="MRRSRRKSFDELVKENKQQLLSDRDAIDRIEERIEKRYEMKLFK
                     QAE"
     gene            complement(2249409..2250356)
                     /locus_tag="DJ46_2386"
     CDS             complement(2249409..2250356)
                     /locus_tag="DJ46_2386"
                     /EC_number="2.7.7.7"
                     /note="dnaq: exonuclease, DNA polymerase III, epsilon
                     subunit family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease, DNA polymerase III, epsilon subunit
                     family domain protein"
                     /protein_id="AIK62300.1"
                     /translation="MGNISLPLDYVVIDFETTGFNPYNDKIIQVAAVKYRNHELVDQF
                     VSYVNPKRPIPDRIMSLTGITNYRVSDAPTIEEVLPLFLAFLHTNVIVAHNASFDMRF
                     LKSNVNMLGLPEPKNKVIDTVFLAKKYMKHAPNHKLETLKRMLGIRLSSHNAFDDCIT
                     CAAVYQKCASIEEEAKRKSNTEVLDETAVYEAVKEILVRNKRDIEWIRCMNVGSYLDI
                     KAFYPVMRLKVKGRKKYVLTDILEDDVKEICTSLACEPALKSEVGNTRIMLNCLEDVL
                     KLESYILEQYDFVLQALHDYKQSEMNADEKLKEYLNIMV"
     gene            complement(2250472..2251047)
                     /locus_tag="DJ46_2387"
     CDS             complement(2250472..2251047)
                     /locus_tag="DJ46_2387"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione peroxidase family protein"
                     /protein_id="AIK62239.1"
                     /translation="MWRKLTIIVVLLCLAGYAAYEQFGKSDQAAQGEQEKSEAAMKEM
                     IASNGIEIGKSAPDFELTKLDGTNIKLSDLKGKKVILNFWATWCGPCQQEMPDMEAFY
                     KKHKDNVEILAINYTPSEKGGGVEKVSNFAKEKGITFPILLDKNIDVTTAYKVITIPT
                     SYFIDTKGVIQDKFIGPMTQKEMEKRIAKLK"
     gene            2251297..2251554
                     /locus_tag="DJ46_2388"
     CDS             2251297..2251554
                     /locus_tag="DJ46_2388"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63289.1"
                     /translation="MNSFEKITLYILSFLLYPIGIITWIISLFSNDLEKKKVGRICLY
                     VSLVSFVLFLILGITTFLMTATFNVDLNHSESIEYQINDAE"
     gene            complement(2251578..2253227)
                     /locus_tag="DJ46_2389"
     CDS             complement(2251578..2253227)
                     /locus_tag="DJ46_2389"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65616.1"
                     /translation="MKEYKRILLPLQKEKILVIAAVCSGIFAAILNLSRPLFMGLIVD
                     NLIQRELKEAYFYITLFTVTRLLMWVNNLSFDYVSSKASQRILREKRIDVLRHFFLLP
                     FEESEKIKQGELETLVVSDIPNWVRLYDSILIEYIHAIAQFIGAIIALQHIDIQFILW
                     VTPFLFLSAMVPMLLGKKVRNIASIAQKNQSTVVEMMSQFVKGAQDLRSLQKEKWAIR
                     LFKGVTAQSYKSEVKKTMMQHCIGVVGTVIETGAYIVVLIIGAQKIMQGEMEVGSLVA
                     VLATIEMLFFPVRYVGDLLMMSQVAVASASRVFSFLDKRVANSNVERAMGMTITNVSF
                     QENDEEKCRIYNIDLQIQPGELIIIVGESGVGKTTLLKLMTGLYKPSNGSITYYGNEA
                     QLTTVWQEPRFFRVTVKENMYFGEERLENELEKNAELVNVTPIIRGLPEGLQTVLHKS
                     GEEFSGGERKRLALLRAIVSNPHLIILDEPTAGLDPNNQEFVWNMIEELGSEVTRIVA
                     THDVEKVILADRVVIMKEGSIVACGSPEKLINSHSFFKRCE"
     gene            complement(2253344..2256067)
                     /gene="acnA"
                     /locus_tag="DJ46_2390"
     CDS             complement(2253344..2256067)
                     /gene="acnA"
                     /locus_tag="DJ46_2390"
                     /EC_number="4.2.1.3"
                     /note="aconitase_1: aconitate hydratase 1"
                     /codon_start=1
                     /transl_table=11
                     /product="aconitate hydratase 1"
                     /protein_id="AIK66369.1"
                     /translation="MVKHNPFQSRATFEVDGKTYHYYDLKALENAGVGNVSQLPYSVK
                     VLLESVLRQVDGRVITEEHVTNLAKWGTKDVQDIDVPFKPSRVILQDFTGVPAVVDLA
                     SLRKAMADMGGDPDKINPEITVDLVIDHSVQVDRAGTADALAFNMDLEFKRNEERYKF
                     LSWAQKSFDNYRAVPPATGIVHQVNLEYLAPVVHAVKNAEGDLVAYPDSLVGTDSHTT
                     MINGIGVLGWGVGGIEAEAGMLGQPSYFPVPEVIGVKLTGTLPSGTTATDVALKVTQV
                     LRQKGVVGKFVEFFGNGLKSMPLADRATISNMAPEYGATCGFFPIDEISLEYLRLTGR
                     DEEQIRVVEEYCKANGLFYTADSKDPIYTDLVEIDLNTIESNLSGPKRPQDLIPLSDM
                     KDAFHKAVVAPVGTQGLGFNEQEFDKEVKVTLEDKEVTMKTGAIAIAAITSCTNTSNP
                     YVLIGAGLVAKKAIEKGLKVPEYVKTSLAPGSKVVTEYLDKSGLTTYLDQLGFQTVGY
                     GCTTCIGNSGPLAPELEEAIAANDLLVTSVLSGNRNFEGRIHPLVKANYLASPPLVVA
                     YALAGTVDIDLKNDEIGKDANGNAVYFNDIWPSAKEIEDVVQSVVTSELFKKEYAQVF
                     NSNERWNEIQTSNEALYTWDNDSTYIQNPPFFEGLSKEPGEVETLSGLRVVGKFGDSV
                     TTDHISPAGSIGKHTPAGRYLLENGVQPVDFNSYGSRRGNHEVMMRGTFANIRIKNQI
                     APGTEGGYTTYWPTGEVTSIYDAAMKYKEDGTGLLVVAGKDYGMGSSRDWAAKGTNLL
                     GIKAVIAESFERIHRSNLVLMGVLPLQFKDGESAETLGLVGNESFEIQIDKTVRPRDL
                     VKVVATDLDGNEKQFEVVARFDSEVEIDYYRHGGILQMVLREKIEESKVSN"
     gene            2256359..2256508
                     /gene="sspO"
                     /locus_tag="DJ46_2391"
     CDS             2256359..2256508
                     /gene="sspO"
                     /locus_tag="DJ46_2391"
                     /note="spore_sspO: small, acid-soluble spore protein O"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein O"
                     /protein_id="AIK61211.1"
                     /translation="MGKRKANHTISGMNAASAQGQGAGYNEEFANENLTPAERQNNKK
                     RKKNQ"
     gene            complement(2256550..2257275)
                     /gene="pdaB"
                     /locus_tag="DJ46_2392"
     CDS             complement(2256550..2257275)
                     /gene="pdaB"
                     /locus_tag="DJ46_2392"
                     /note="spore_ybaN_pdaB: polysaccharide deacetylase family
                     sporulation protein PdaB"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family sporulation
                     protein PdaB"
                     /protein_id="AIK65344.1"
                     /translation="MLRQKIFLFVFSLLCAVHIFQVEKVEAKMLLRKELEPTGYVTWE
                     VPNNEKIIAITFDDGPDPTYTPQILNLLRQYKAEATFFMIGFRVQRNPYLVKQVLKEG
                     HEIGNHTMNHLYASNSSDEKLENDILDGKKFFKKWVKEPLLFRPPGGYINDAVFKTAK
                     EAGYQTVLWSWHQDPRDWANPGVESIVNHVLKNAKSGDIVLLHDGGNNRSQTVAALAK
                     ILPELKKQGYRFVTVSELLRYKH"
     gene            complement(2257322..2257585)
                     /locus_tag="DJ46_2393"
     CDS             complement(2257322..2257585)
                     /locus_tag="DJ46_2393"
                     /codon_start=1
                     /transl_table=11
                     /product="putative small, acid-soluble spore protein N"
                     /protein_id="AIK64982.1"
                     /translation="MPYHKDKQQAFQAAQQGVTQAENAFNNIVKNDPNYGHDLKELRQ
                     EVQEAYEQIQNALEVASETQRPQLEQYENNLQNIMQHVDQLEK"
     gene            2257707..2257829
                     /locus_tag="DJ46_2394"
     CDS             2257707..2257829
                     /locus_tag="DJ46_2394"
                     /codon_start=1
                     /transl_table=11
                     /product="small acid-soluble spore P family protein"
                     /protein_id="AIK64805.1"
                     /translation="MGKNNREAKEKKGQPEPLSGSHKVKNRNHSRQKNHAHHDM"
     gene            2257954..2258340
                     /locus_tag="DJ46_2395"
     CDS             2257954..2258340
                     /locus_tag="DJ46_2395"
                     /codon_start=1
                     /transl_table=11
                     /product="hsp20/alpha crystallin family protein"
                     /protein_id="AIK62310.1"
                     /translation="MGKKKKDCLFHVDGFEEWMDQFCSDSCSNFSFPNQIHIDLCETE
                     QEYILETDVPNVTEQNVVIKKMETGLNICILHKNISLQRNIPLPTTIIYKKMLACLEN
                     GFLAIHISKNEVANKHEEKVLFQIEN"
     gene            complement(2258384..2258659)
                     /locus_tag="DJ46_2396"
     CDS             complement(2258384..2258659)
                     /locus_tag="DJ46_2396"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62485.1"
                     /translation="MFSMTDVFIDDIAVAHLKGTYFGAMGFSGIGALIGPWFGGVLLD
                     YYGYQNGFVVFSALAIFSTVAFPVLLVTKGLLKKRYDGNSNMEVHAK"
     gene            complement(2258717..2259124)
                     /locus_tag="DJ46_2397"
     CDS             complement(2258717..2259124)
                     /locus_tag="DJ46_2397"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63003.1"
                     /translation="MLYENGVDKLLSLSKNISELYRELNEMTRILTDCNRESVKFDRL
                     YVKEVLWKKEDVIEKYDQLLVQLCINECFDLKSVITGEYKYTYEEVENIVLQFNEKYN
                     VAILIKDVCKELQFTYGIDMDITRTARVTTSQV"
     gene            2259229..2260464
                     /locus_tag="DJ46_2398"
     CDS             2259229..2260464
                     /locus_tag="DJ46_2398"
                     /codon_start=1
                     /transl_table=11
                     /product="threonyl and Alanyl tRNA synthetase second
                     additional domain protein"
                     /protein_id="AIK63464.1"
                     /translation="MKLANTKGERKLEQKLYYTDAYKQDFTTKVIKQDYDKDGNLYVI
                     LNETVFYPTGGGQPHDTGTLNGIAVLGVEEVDEEIRHFIAEQLHTEEVEGKINWERRF
                     DHMQQHAAQHILSAAFWDYFNIPTIGFHLGKETVTIDLETENLHAETVEKAVQIANKI
                     VFENHPILIKWMNLEEAKTLPLRKEPTMTENIRVVMIENFDYNGCGGTHPKRTGEVGP
                     IQVLGWERNKGGIRLTFIAGWRTLKLMGQQQQIMKDVSKQLNSSEADIPAKVAQLLTS
                     QKENEKAMQTMTEKLLYTEANELLQQPTKIHAGILISKVFTNRSMQEIAKLSAIITEQ
                     QEHAITYFVIENEDKLQCILACGKTVTLDMNALLKEALPTIEGKGGGNKKSARGGGKA
                     MMSGDEFLNQLISSLQSAV"
     gene            complement(2260509..2260952)
                     /locus_tag="DJ46_2399"
     CDS             complement(2260509..2260952)
                     /locus_tag="DJ46_2399"
                     /codon_start=1
                     /transl_table=11
                     /product="mutT/NUDIX"
                     /protein_id="AIK62535.1"
                     /translation="MENVMQVRVTGILIEDEKVLLVKQKVANRNWSLPGGRVENGETL
                     EEAMIREMREETGLEVNIQKLLYVCDKPDARPSLLHITFLLERIEGEITLPSNEFDYN
                     PIYDVQMIPIKDLSQYGFSETFISLISEGFLNAGSYQGLKRNIGL"
     gene            2261057..2261638
                     /locus_tag="DJ46_2400"
     CDS             2261057..2261638
                     /locus_tag="DJ46_2400"
                     /codon_start=1
                     /transl_table=11
                     /product="SAP domain protein"
                     /protein_id="AIK62204.1"
                     /translation="MRPSLTKSISLEDFQNYYWLKAELQTFCRKNGLPASGSKIEITE
                     RISHYLHTGKILKNSSGPKASKTSLSYKDLSLQTVITENHRCSEEVRAFFKEKIGANF
                     RFTVALQKFFKENIGKTYEDAVAFWHEENERKKDPTYKTTISAQFEYNRFTRDFFEDP
                     NNKGKSKADAIAAWNEIKAKPGSNAYVPQKVEN"
     gene            complement(2261646..2262737)
                     /locus_tag="DJ46_2401"
     CDS             complement(2261646..2262737)
                     /locus_tag="DJ46_2401"
                     /note="acCoA-C-Actrans: acetyl-CoA C-acetyltransferase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA C-acetyltransferase family protein"
                     /protein_id="AIK61062.1"
                     /translation="MNRAVIVEAKRTPIGKKNGMLKDYEVQQLAAPLLTFLSKGMERA
                     IDDVILGNVVGPGGNVARLSALEAGLGHHIPGVTIDRQCGAGLEAIRTACHFIQGGGG
                     KCYIAGGVESTSTSPFQNRARFSPETIGDPNMGVAAEYVAESYNITREMQDEYACLSY
                     KRTLQALAKGYIHEEILSFNGLLDESIKPEMNYERIIKRTKPAFLHNGTVTAGNSCGV
                     NDGACAVLVMEEGQARKLGYKPVLRFVRSAVVGVDPNLPGTGPIFAVNKLLNERNMKV
                     EDIDYFEINEAFASKVVACAKELQIPFGKLNVNGGAIALGHPYGASGAMLVTRLFYQA
                     KRERMKYGIATLGIGGGVGLALLFEKVED"
     gene            complement(2262730..2264193)
                     /locus_tag="DJ46_2402"
     CDS             complement(2262730..2264193)
                     /locus_tag="DJ46_2402"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK66322.1"
                     /translation="MGITKEYKKHASLQPNKIAIKENDRVLTYKEWFESVYKVAKWLN
                     EKESKNKTIAIVLENRIEFLQLFAGAAMAGWVCVPLDIKWKQDELKERIAISNPDMIV
                     TERYKLNDLPNEEGRVIEIDEWKRMIEKYLPTYFPIENVQNAPFYMGFTSGSTGKAKA
                     FLRAQQSWLHSFDCNVHDFHMKREDSILIAGTLVHSLFLYGAISALYVGQTVHIMRKF
                     IPNQVLDQLETENISVMYTVPTMLESPYKENRVIENKMKIISSGAKWEAGAKEKIKNI
                     FPYAKRYEFYGASELSFVTALVDEESERRPNSVGKPCHNVQVRVCNEAGKEVQKGEIG
                     TVYVKSDQFFMGYIIDGVLARELNADGWMTVRDVGYEDEEGFIYIIGREKNMILFGGI
                     NIFPEEIESVLHEHPAVDEIVVIGVEDSYWGEKPVAIVKGSATRQQLKRFCLQRLSSF
                     KIPKEWYFVDEIPYTNSGKIARMEAKSIIENQEKIYE"
     gene            complement(2264259..2264834)
                     /locus_tag="DJ46_2403"
     CDS             complement(2264259..2264834)
                     /locus_tag="DJ46_2403"
                     /codon_start=1
                     /transl_table=11
                     /product="bioY family protein"
                     /protein_id="AIK62341.1"
                     /translation="MNTKNLVFVALFSSIMGVLGLIPPIALSITPVPITLQSLGVMLA
                     GGLLGSRLGALSQLIFLLIVGVGAPLLAGGRGGFGVFVGPSAGYLLGYIVGAFVIGYL
                     IEHLREVSIIKVLCINIIGGIFVVYVFGITVQAFLMGVSVWETMKVSAVFLPGDCIKA
                     IIAAILVTKLHRSLKHIITPALKNGKYTNAG"
     gene            complement(2264958..2266571)
                     /locus_tag="DJ46_2404"
     CDS             complement(2264958..2266571)
                     /locus_tag="DJ46_2404"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK66061.1"
                     /translation="MMMNVPLTISSMMERAEKLFSKKEIVSRTHDTVTTLTYKQLGER
                     TRRLSSALKKLGIKEGERIGTLAWNHHRHVEAYFAIPGIASVLHTINIRLSPQHISYI
                     IQHAEDRILLIDEDLVPLIENIQSQLSTVQAYIIMTDKDEIPNTTLEPIYHYEKLLEE
                     GDPNFQFVKDIDENTPAGMCYTSATTGNPKGVVYTHRSTVLHCMALGLADTAALSESD
                     AAMAIVPMFHVNAWGLPFAATWFGSKQVLPGPMFTPKILLEMIQAEKVTLAAGVPTIW
                     LGVLQELENNSYDLSSMTRILCGGAAAPKSVIKAFEQKHNVPFIHAYGMTETSPLVTL
                     ARLKSYETELSYEEQLEIRSKQGYLVPGVEMKVVGTNGEVKWDSTEMGELCLRAPWIA
                     ESYYNDDRTVEGFRDGWLYTGDVVTVDEEGCVKIVDRTKDVIKSGGEWISSVDLENAL
                     MAHDAIFEAAVVAVPHPQWQERPVACVVQKKNSTVTKEEIYEFLKPQFAKWWLPDDIV
                     FMEEIPKTSVGKFLKQALRKELEHLHKEK"
     gene            complement(2267168..2267371)
                     /locus_tag="DJ46_2405"
     CDS             complement(2267168..2267371)
                     /locus_tag="DJ46_2405"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64027.1"
                     /translation="MKQKNVQTCSNCGSHNIGEGEFVGYAQIRKKETMFTSSPVDAYI
                     CTNCRNVLLLKVRHYEKFKQKPL"
     gene            2267524..2268336
                     /locus_tag="DJ46_2406"
     CDS             2267524..2268336
                     /locus_tag="DJ46_2406"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase, GNAT family"
                     /protein_id="AIK65638.1"
                     /translation="MSNIVTLNTASEIENAEIHMFSSRLVLLQAISGNPMQVQMKKFG
                     SATAFSSKIIAGPAFNTVKGVTFTNTDEIDAIISYYQSLQIPCRFEITPAQGTAELFQ
                     YLSEKGFYQSSFHTALYSKPKEDPSLLPSNISVRKLKENEFDIFADIYVRGFNMPSFT
                     KDGVRQNNEILYNKPGWHFFIAEIQNTPASIGVLYINKGVASLAASATLSEFQRKGCH
                     TALIQKRIETAIESNCHLIVGQARFGSGSQNNMERAHMKIAYTKSIWTAKDM"
     gene            2268508..2268720
                     /locus_tag="DJ46_2407"
     CDS             2268508..2268720
                     /locus_tag="DJ46_2407"
                     /codon_start=1
                     /transl_table=11
                     /product="csbD-like family protein"
                     /protein_id="AIK62335.1"
                     /translation="MTKHDHGLKEKVEGAIDKVKGEVKEVVGKVTDNKKLQAEGKWDK
                     VKGTAKDTVGNVKEKVHEYKEHKENK"
     gene            complement(2268925..2270403)
                     /locus_tag="DJ46_2408"
     CDS             complement(2268925..2270403)
                     /locus_tag="DJ46_2408"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63732.1"
                     /translation="MNKTILKTCIISAVLGGVLLTEKNGEVKAEEITPQTNHTGVFKD
                     VPKGHWAYEAIQQLTDEKIVFGYDDGRFGFGDNVTREQVAALLYRYFNLAEEKNYENP
                     YGDVSEESTSYIKEILSLTEMGVFKGDEHGNFRPKASLTRAEMAQVLTNAFHLKAKSN
                     HTFNDVSTNSWASNAISAVQTNNIAKGVGGGNFAPNMDVTREQYAQFLYNAIQETEKT
                     QETKGQLLASILGETNWQGTKVYDKDHNDVTKENQNFIGLAKYDAKTARYEFFNASTG
                     ESRNDSGTFFITNDGKKRVLISETQNYQAVVELTQLDKEKFTYKRMGKDAKRNDVEVF
                     VEHIPYQEKELSFTRPDKNLESSTGKIVTDVDGDKILSSTLWNGTVVLDEQGNNVTKY
                     NSNLISLAKYDKNTNKYEFFNVNTGESRGDYGFFDVVHDNKIRAHVSLGNNKYGAVLE
                     LTELNKEKFTYTRMGKDANGKDIKIFVEHEPYTGDLKPNFTK"
     gene            2270796..2271224
                     /locus_tag="DJ46_2409"
     CDS             2270796..2271224
                     /locus_tag="DJ46_2409"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytidine deaminase"
                     /protein_id="AIK65955.1"
                     /translation="MNIEQQLYDVVKQLIEQRYPNDWGGAAAIRVEDGTIYTSVAPDV
                     INASTELCMETGAILEAHKFQKKVTHSICLARENEHSELKVLSPCGVCQERLFYWGPE
                     VQCAITNAKQDIIFKPLKELQPYHWTEAYHDEMVKEWSTR"
     gene            complement(2271337..2271585)
                     /locus_tag="DJ46_2410"
     CDS             complement(2271337..2271585)
                     /locus_tag="DJ46_2410"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62421.1"
                     /translation="MMNIKIPNDKKEELVAQIQQFFVEEDLDEIGRFQAERLIEEMIK
                     LVGPFAYNQAIGDARKLVTEKLSNIEEDLYVLEKSEGK"
     gene            complement(2271606..2272058)
                     /locus_tag="DJ46_2411"
     CDS             complement(2271606..2272058)
                     /locus_tag="DJ46_2411"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AIK62242.1"
                     /translation="MEIKCVNLAFQDELVPLEKVNKLIIHHTSEDGWDVYQTHEFHQK
                     VRGWSGIGYNYFIEEDGTVVEGRGLHIGAHAKEYNRDTIGICMTGNFDKYDPTPPQMN
                     AVYSLCKMFMKQFSIEKGNVLGHRELEGVTKTCPGNRFSMVELRNLLS"
     gene            complement(2272074..2272877)
                     /locus_tag="DJ46_2412"
     CDS             complement(2272074..2272877)
                     /locus_tag="DJ46_2412"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatase 2C family protein"
                     /protein_id="AIK64194.1"
                     /translation="MKVKTYQQKSPLKQECEDSYFCNEENKIYGVCDGATPLVPFRDE
                     KGHNGAYIASHLFASYFASLRENHSLQVAVAKANEALQSKMLAYKVDTRKKEHLWCTC
                     IAAVQINGEKIEYAQLGDCMIVAILQNGTMQVLTKDTVEGISKRAKKKREEDRKKGLS
                     VPEEYVFQDVREQLKYNRYLATMQGGYSVANGMKEAIHYLQHGELHIDEVSGIFICSD
                     GLFHPDWPLEQTVAYIRKNSISEYVAIIEELEGEKRIRPDDKTIIMIDF"
     gene            2273022..2273831
                     /locus_tag="DJ46_2413"
     CDS             2273022..2273831
                     /locus_tag="DJ46_2413"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65852.1"
                     /translation="MVRFLGVIIGSIIIAIAFNLFLIPHKILSSGIGGIAIILGIVTP
                     VNTGIINFVLNLPILILGYIGLGKKVIFNTIVSVIVLSVALYYVPVKVVATDPLLSSI
                     FGGVIAGAGIGLVFNCNGSTGGFDIIGMLLSRKRDIKLGGFLIILNAVVVIIAGFFFT
                     WDVALTSLLSIYVTGKVIDAIHTKHRKVTLMIVTNEAEKMKKQLLSTVVRGITLLDGE
                     GAYSSEKKRVLMTVVSREELASMKLTISEIDPHAFVNITETVEVLGLFRKG"
     gene            complement(2273852..2274223)
                     /locus_tag="DJ46_2414"
     CDS             complement(2273852..2274223)
                     /locus_tag="DJ46_2414"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK63100.1"
                     /translation="MRNYIQGIDHVQVAAPVGCEEEARAFYGETIGMEEIPKPEELKK
                     RGGCWFKCGNQEIHIGVEQNFNPAKRAHPAFYVLKIDEFKQELIKQGIEVIDDHARPD
                     VIRFYVSDPFGNRIEFMENKN"
     gene            2274460..2275992
                     /locus_tag="DJ46_2415"
     CDS             2274460..2275992
                     /locus_tag="DJ46_2415"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AIK62798.1"
                     /translation="MSRKKYSSTQKKRHPNISRRLRNHIQDRSLTEMYASLFEHNPDS
                     IISLNLEGVILHINPSAEKILGYTSLELEQKNITSILEAHISEQVLQNIKNTETDNQQ
                     EYILSICHKNGFLLDVVTKLVPIFVQNRLTGVYAIMKPLEKSERIENMLKESEKRLRT
                     LVNSMPAFVIFKDHEGRWLEANDYALSCFNFHHVPYRGKKDSELIQYNEAYREAFLHC
                     EEVDELAWQQRQILHGEEFIIHRDDSDLILSMSKVPLYHPDGSRKGLIVMGRDVTELK
                     ETEKLLRKSEKLAVVGQLTAGIAHEIRNPLTSLKGFLTLLLPEINEEHKWYIDVMLSE
                     ISQMESITSQFMAMSKPQVLSIKTCNIQTLIEEVVTFILPTAIMHSVHIIMDHFDYAH
                     DIQCDGNQLKQVFINILKNAIEAMPNGGNIFIQTKPLEDTFILIRIIDEGCGIPEDRI
                     SRLGEPFYSLKEKGTGLGLMMCYKIIEEHHGKLHISSELNKGTIVDIQLPLSSSHLTI
                     QS"
     gene            complement(2276046..2276654)
                     /locus_tag="DJ46_2416"
     CDS             complement(2276046..2276654)
                     /locus_tag="DJ46_2416"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK63994.1"
                     /translation="MKHVFQKGKDTSKPVLLLLHGTGGNELDLLPLAEIMDPEASVLS
                     VRGNVLENGMPRFFRRLAEGIFDEEDLIFRTKELNEFLDGAAKTYEFDRNNIVAIGYS
                     NGANIAASLLFHYDNALKGAVLHHPMVPRRGTQLPNLAGKSVFIAAGTNDPICSSAES
                     EELKVLLENANANVTMHWENRGHQLTMGEVEKAKEWYENTVL"
     gene            complement(2276682..2277620)
                     /locus_tag="DJ46_2417"
     CDS             complement(2276682..2277620)
                     /locus_tag="DJ46_2417"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ring-cleaving dioxygenase mhqO"
                     /protein_id="AIK63414.1"
                     /translation="MEKKTMGIHHITAIVGHPQENVDFYAGVLGLRLVKQTVNFDDPG
                     TYHLYFGNEGGKPGTIITFFPWAGARQGIIGDGQVGITSYVVPKGAMKFWENRLEKFD
                     ISYTKMTRFGEQYLEFDDPHGLHIELVEREEGELNNWSFGEVTPEVAIKGFGGAVLLS
                     AHPQKTAELLEHVMGLEKIGEEGEFVRFRSSADIGNIIDLKLSTIGRGQMGVGTVHHI
                     AWRASDDADQLDWKEHVSRFGYHVTPVQDRNYFNAIYFREHGEILFEIATDPPGFAHD
                     ESLETMGEELKLPEQYEQHRKQMEQTLLPFEVRNLD"
     gene            complement(2277962..2279440)
                     /gene="putP"
                     /locus_tag="DJ46_2418"
     CDS             complement(2277962..2279440)
                     /gene="putP"
                     /locus_tag="DJ46_2418"
                     /note="na_Pro_sym: sodium/proline symporter"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/proline symporter"
                     /protein_id="AIK63981.1"
                     /translation="MKIEIMVSLAIYMAGMLYIGYWSYKKTSDLSDYMLGGRGLGPAV
                     TALSAGASDMSGWMLMGLPGAMYATGLSSVWIAIGLLIGAYANYLILAPRLRTYTEVA
                     NDSITIPDFLENRFKDRTKILRFVSAIVILVFFTFYASAGLVSGGRLFENSFNLDYKI
                     GLFVTVGVVVAYTLFGGFLAVSWTDFVQGCIMFIALVLVPIVAFTDVGGVTETFNTIK
                     QVDASHLDMFKGTTILGIISFLAWGLGYFGQPHIIVRFMAITSIKDLKTSRRIGIGWM
                     TISIIGAMLTGLVGIAYYAKNNATLQDPEMVFVTFSNILFHPYITGFLLSAILASIMS
                     SISSQLLVISSAVTEDFYKTFFRRKASDKELVFIGRLSVLVVAMIAVVLAYHPSDTIL
                     TLVGYAWAGFGSAFGPAILLSLYWKRTNKWGVLAGMIVGALVVITWVQIPSLKASMYE
                     MVPGFFCSLLAVIIVSLVTKEPVKAIHREFNEMEAVLEEETK"
     gene            complement(2279728..2281296)
                     /locus_tag="DJ46_2419"
     CDS             complement(2279728..2281296)
                     /locus_tag="DJ46_2419"
                     /note="conserved region in glutamate synthase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66416.1"
                     /translation="MSETLLVIISILLLLLLLLIVFFIITFFIKKRTHHSILKLHPYL
                     GRMRYLLEKIGPEFRQYWFDHDTDGKPFSRYDFQSVMFLAKYRSEILGFGSKRDFEAS
                     GYYIANTLFPVLTEELSVNVTPEREGKKYVIHKEGLFSRREKLTADTTNLWLYEEDDA
                     IIIGENRKYPWKLYGMFGASATSYGSIGENYILASGFGAKMAGGSWINTGEGGVIPEH
                     LHTGANIVAQIGPGLFGYRDEDGNFSMEKFMGKAKESNIKAFELKFGQGAKIRGGHLE
                     GQKVNEKIAFVRNVREGETINSPNRFSFLNNAAETLYFIQQLQENGGKPVGMKIVIGQ
                     QEPLENLFKTMKELNIYPDFITIDGSEGGSGATYKSMADSMGMPLIPALLTFIDTANH
                     YDIRDKFKVFAAGKLITPDKVAIALAIGADAVNSARGFMMASGCIMALQCNSGQCPSG
                     VATTNPHYQKALDPYEKKWRVMNYIVSMRYSLFSLAAAAGVKSPRHLKRDHIVFKDEM
                     GRVVPLSELFPTSK"
     gene            complement(2281364..2282491)
                     /locus_tag="DJ46_2420"
     CDS             complement(2281364..2282491)
                     /locus_tag="DJ46_2420"
                     /note="NADH:flavin oxidoreductase / NADH oxidase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="flavin oxidoreductase / NADH oxidase family
                     protein"
                     /protein_id="AIK66030.1"
                     /translation="MTSSNKKSASIYEGTNVNAWGSFENVAETKLFNSIQIGSWPLRN
                     RIAMAPMTRCFADNETGAVGADVVEYYRKRAADGVGLIITEGIVISPRAKGNPGVPGI
                     YTQEQIDSWKPVTEAVHKEGGTIIAQIWHVGRMSHHEIIGGQMPQAPSAIAAEGNVPR
                     FRKPFDTPEAMTLEEIQEVIGQYAQAAKNAIEAGFDGVEIHGAHGYLIDQFTYEFVNK
                     RTDKYGGDLKQRLTFMKEVTEAVIEAIGADKTLLRFSAFKGDNPTYMWENPELAIETF
                     VNMFKEVGLTMIHPSTMSYTQVIADGKNFHQLVRKYWDGAIVGVGNLNPKEAEEALQE
                     GTIDVAAFGRPLIANPDFVHRIKSAESLVEYDAKEHLATLI"
     gene            complement(2283073..2283549)
                     /locus_tag="DJ46_2421"
     CDS             complement(2283073..2283549)
                     /locus_tag="DJ46_2421"
                     /codon_start=1
                     /transl_table=11
                     /product="carD-like/TRCF domain protein"
                     /protein_id="AIK62883.1"
                     /translation="MEVDYLFQIGDNIVYPMQGAGIIKAIEEKEIAGEKQQYYVIKMS
                     ASNMEIMIPEGKILNSNIRPVTDIKALIHIIDIFQHGESDRLLTWKQRYKVNTDKIKT
                     GKMQEGAEVVRDLMRIQKEKALNASEKKMLDNAHEFLISELGLIEGITENQIKSFC"
     gene            complement(2283796..2284767)
                     /gene="hutG"
                     /locus_tag="DJ46_2422"
     CDS             complement(2283796..2284767)
                     /gene="hutG"
                     /locus_tag="DJ46_2422"
                     /EC_number="3.5.3.8"
                     /note="hutG: formimidoylglutamase"
                     /codon_start=1
                     /transl_table=11
                     /product="formimidoylglutamase"
                     /protein_id="AIK66213.1"
                     /translation="MEHGHYLKKNAKFIDREVTKWSEMIKDWEEGVEIFGAALIGAPL
                     SKPSISHSGASFAPKTIRSMLDAYSTYAITEEHDMKESVLYDCGDITMHVTDIKESHN
                     RIAKTVGHVTKVNPNMIPIVLGGDHSISFPSITGFANSKGKVGIIQFDAHHDLRNLDD
                     GGPSNGTPFRSLLENGVITGKQLVQIGIRNFSNARAYHEYAKEHGVTVYTMKDVRERE
                     IKDIMTESIEVLRRQGVTSIYISLDMDVLDQAFAPGCPAIGPGGMDSTTLLDAIEFLG
                     KEPLVQGMDIVEIDPTLDFRDMTSRVAAQVIMSFLLARETVSKQVSI"
     gene            complement(2284746..2286017)
                     /gene="hutI"
                     /locus_tag="DJ46_2423"
     CDS             complement(2284746..2286017)
                     /gene="hutI"
                     /locus_tag="DJ46_2423"
                     /EC_number="3.5.2.7"
                     /note="hutI: imidazolonepropionase"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazolonepropionase"
                     /protein_id="AIK63025.1"
                     /translation="MLDTLLINIGQLLTMDQEDGLLRREAMNTLPVIENGAVGIENGV
                     ITFVGTAEEAKGLQAKEVIDCGGKMVSPGLVDPHTHLVFGGSRENEIALKLQGVPYLE
                     ILEQGGGILSTVNATKQASKEELVQKAKFHLDRMLSFGVTTVEAKSGYGLDDETEWKQ
                     LEATAQLQKEHPIDLVSTFLGAHAVPKEYKGRSKEFLQWMLDLLPEMKEKQLAEFVDI
                     FCETGVFSVEESKEFLLKAKELGFDVKIHADEIDPLGGAEAAAEIGAASADHLVGASD
                     KGIEMLANSNTVATLLPGTTFYLNKESFARGRKMIDEGVAVALATDFNPGSCPTENIQ
                     LIMSIAMLKLKMTPEEVWNAVTVNSSYAINRGDVAGKIRVGRKADLVLWDAYNYAYVP
                     YHYGVSHVNTVWKNGNIAYTRGEQSWSTATI"
     gene            complement(2286030..2287688)
                     /gene="hutU"
                     /locus_tag="DJ46_2424"
     CDS             complement(2286030..2287688)
                     /gene="hutU"
                     /locus_tag="DJ46_2424"
                     /EC_number="4.2.1.49"
                     /note="hutU: urocanate hydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="urocanate hydratase"
                     /protein_id="AIK65185.1"
                     /translation="MEKVKQTIRAPRGTELQTKGWVQEAALRMLMNNLDPEVAEKPEE
                     LVVYGGIGRAARNWESYQAIVDSLKTLESDETLLVQSGKPVAIFKSHEDAPRVLLANS
                     NLVPKWANWDHFRELEKKGLMMYGQMTAGSWIYIGTQGILQGTYETFGEAARQHFGGS
                     LKGTLTLTAGLGGMGGAQPLAVTMNGGVVIAIDVDKRSIDRRIEKRYCDMYTESLEEA
                     LAVANEYKEKKEPISIGLLGNAAEILPELVKRNITPDLVTDQTSAHDPLNGYIPVGYT
                     LEEAAKLREEDPERYVQLSKESMTKHVEAMLAMQEKGAITFDYGNNIRQVAFDEGLKN
                     AFDFPGFVPAFIRPLFCEGKGPFRWVALSGDPEDIYKTDEVILREFADNEHLCNWIRM
                     ARQQVEFQGLPSRICWLGYGERAKFGRIINEMVANGELSAPIVIGRDHLDCGSVASPN
                     RETEAMKDGSDSVADWPILNALINSVNGASWVSVHHGGGVGMGYSLHAGMVIVADGTE
                     AAAKRIERVLTSDPGMGVVRHVDAGYDLAVETAKEKGVNIPMMK"
     gene            complement(2287712..2289229)
                     /gene="hutH"
                     /locus_tag="DJ46_2425"
     CDS             complement(2287712..2289229)
                     /gene="hutH"
                     /locus_tag="DJ46_2425"
                     /EC_number="4.3.1.3"
                     /note="hutH: histidine ammonia-lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine ammonia-lyase"
                     /protein_id="AIK64546.1"
                     /translation="MITLTGHTLTIEEMKRLLLEGEGVTACPTSMQKVAECREVVEKI
                     VENGKVVYGITTGFGKFSDVLIQKDDVKALQHNLIQSHACGIGDPFPEEVSRGMLILR
                     ANTMLKGVSGVRPLVVNMLLEFVNRKIHPVVPQQGSLGASGDLAPLSHLALILLGEGE
                     VFYKGKRVHAMVALTEEGLEPIELEAKEGLALINGTQAMTAQGVLSYIEAEATAYQAE
                     LIASMTIEGLQGIIDAFDENVHKARGYKEQVEVASRIRDILHDSKLTTKQGELRVQDA
                     YSLRCIPQVHGASWQVLNYVKEKLEIEMNAATDNPLIFDGGEKVISGGNFHGQPIAFA
                     MDFLKVGMAELANISERRIERLVNPQLNDLPPFLSPEPGLQSGAMIMQYAAASLVSEN
                     KTLAHPASVDSIPSSANQEDHVSMGTIASRHAHQIIQNVRRVLSIEMICAMQAAEYRG
                     IENMSTVTKSFYHQGRQQVPSITNDRIFSTDIENITHWLKTNYSIKERLDVNAAL"
     gene            complement(2289334..2289774)
                     /gene="hutP"
                     /locus_tag="DJ46_2426"
     CDS             complement(2289334..2289774)
                     /gene="hutP"
                     /locus_tag="DJ46_2426"
                     /codon_start=1
                     /transl_table=11
                     /product="hut operon positive regulatory protein"
                     /protein_id="AIK63079.1"
                     /translation="MLLQGTHRIGRMAMLLALADENESPVLSIPKGWKYCTGKVGSMN
                     SQKVVAAMETAAKSNQVIETDVYRETHALYHAIMEALYGVTRGQIQLADVLRTVGLRF
                     AIVRGTPYDGKKEGEWVAVALYGTIGAPVKGSEHEAIGLGINHI"
     gene            2289968..2290915
                     /locus_tag="DJ46_2427"
     CDS             2289968..2290915
                     /locus_tag="DJ46_2427"
                     /codon_start=1
                     /transl_table=11
                     /product="ubiE/COQ5 methyltransferase family protein"
                     /protein_id="AIK63607.1"
                     /translation="MKKRKDIHFRIEEKLLERFESALHYEGLKKTDVLTHAIQQFCMK
                     VEYEKMNDVKRQYSVSNNLQTRIDTHKHYEEKQVNLDEIVIEHLQLQGRERILEVGCA
                     NGKFLSLLQANGHKGQLTGFDQSEAMLSEATKTNNLIEWRLGDAGKLPFEANYYDLIV
                     ARHMLYHMKDVEKTIQGFHKVIHPGGSLLATTNSNVTLPRIVEMCNRMLDTFDLPKTT
                     SSVTPFCLENGKEILQSVFPTVEVSVIHNALIFHHATPIVNYISSMFPSLNIPDNTLL
                     HAEMKDWLKEEVENELLLHNGIWRDPKTLAIYRCQKEKS"
     gene            complement(2290929..2291501)
                     /locus_tag="DJ46_2428"
     CDS             complement(2290929..2291501)
                     /locus_tag="DJ46_2428"
                     /codon_start=1
                     /transl_table=11
                     /product="DJ-1/PfpI family protein"
                     /protein_id="AIK65858.1"
                     /translation="MKKILLFVYPTFAEFEITVATALLRNKYEIITAGLTKEMIISET
                     GLQVQPHIELGEVRVEEYEGIIIPGGDAIHMEDAEVLFSVIRQFHEQEKLVAAICAGP
                     YALAKAGLFKENSYTVTMDYRKLDCFPVENFVYEEVVQHSNIITAQGHAFVLFGIAIA
                     SYFGVTNEHNINFYSGKGNVMMEKFLPENV"
     gene            complement(2291498..2292028)
                     /locus_tag="DJ46_2429"
     CDS             complement(2291498..2292028)
                     /locus_tag="DJ46_2429"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidylate kinase family protein"
                     /protein_id="AIK64572.1"
                     /translation="MAYVISLQGPMASGKTTLAKKLELHGLSVIYENPYPIVEKRKQL
                     NLDMNSKEGFIANQKMFIEAKIKEFQNAKGSVVIFDRGPEDIEFYTIFYPTTIGKEWD
                     IETELKDELYKLRECRSDAIFYLDVSESNLYDRKNNDRTRNRSTFEEQFYVDTNRLSA
                     DTLGVYFMKWLKGRGL"
     gene            2292283..2292579
                     /locus_tag="DJ46_2430"
     CDS             2292283..2292579
                     /locus_tag="DJ46_2430"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61506.1"
                     /translation="MVYDTKAISWNESLKQLQRRYTNKQVDRKEFEDIELMEFFRDND
                     YISLPTHISGLSTARFTSYSIFTTEDKDRKVGTLIIEYVEDDNNNLCVEQLYFV"
     gene            2292683..2293123
                     /locus_tag="DJ46_2431"
     CDS             2292683..2293123
                     /locus_tag="DJ46_2431"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61763.1"
                     /translation="MLEGWFSWFIVLWTVILLGLMSIGGYFMFRKFLKRLPKEDGMSI
                     LDWEEHYINKTRHLWDDEQKQLLEELVSPVPELFRDVAKSKIAGKIGELALQEKASQI
                     TQDLIIKGYIIATPKRDHKFLVKKLQEKKIDYSHYQSLLTKSTS"
     gene            complement(2293153..2294223)
                     /locus_tag="DJ46_2432"
     CDS             complement(2293153..2294223)
                     /locus_tag="DJ46_2432"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61269.1"
                     /translation="MAFVQTYTKTDSLFMVHTGNTVGMRGITTATAYQYNALITRDTN
                     LSFAGVPSSVDPLTFAGTTNDWTLNGSWARLNPSVTDVPATATVDFAMLVWQGTLSAT
                     VTETVVNNNIPTLQTPDGVTHTITSVPAWGETRSSGTFQGTIYTRAANVTNILQGLSN
                     RATGDYFVERVPTANPPTQGTGVGWALVVVYRDNSYPIRNVSLYTGLLISTLGETATI
                     SNFITPAVAPVNARVFTMAINGDTDATGDRFNLNGTGLSGPNNLINNFFASQVNNYLG
                     NLNTVGSFGDRNMPIGTSATNRRAEFDVTNVPANGVLTAGSTSTTVNIPNTFDYIYAG
                     AVGLQIDLAEARLTATKSVTVS"
     gene            2294501..2294728
                     /locus_tag="DJ46_2433"
     CDS             2294501..2294728
                     /locus_tag="DJ46_2433"
                     /note="B_ant_repeat: conserved repeat domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63286.1"
                     /translation="MAIATIGSRLTYTIVVQNTGTLPAQNVTFTDPLPAGTTFVPNSV
                     TVDGVATAGILLLVFPLAIFLLAALLQLPFK"
     gene            complement(2294790..2295107)
                     /locus_tag="DJ46_2434"
     CDS             complement(2294790..2295107)
                     /locus_tag="DJ46_2434"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61725.1"
                     /translation="MVAFPLAAIVPMFIPVAGLFVVGVPLTVTLPGTKVVPAGGISVM
                     ITLFAANGAWFVAVMVYVIVSPMVAIVLSTVFTNATLAVKISVLTILLVVVRLIVGAL
                     GAG"
     gene            complement(2295564..2295758)
                     /locus_tag="DJ46_2435"
     CDS             complement(2295564..2295758)
                     /locus_tag="DJ46_2435"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64461.1"
                     /translation="MTFVAEIFPVFGNVIVYVIISPMSATCGLTVFVGFTIAVRTEVL
                     VGGGVVVVVVGGSVGFGCDV"
     gene            2296264..2302062
                     /locus_tag="DJ46_2436"
     CDS             2296264..2302062
                     /locus_tag="DJ46_2436"
                     /note="B_ant_repeat: conserved repeat domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61850.1"
                     /translation="MNPGETKTLSFQVRVTQIPAGGTITNEASTTYTYQPDPTLPPVT
                     TTEPTPPTSVTVNTATVNPTKSADRAFADIGDIITYTISLQNNGTVPATNIILTDPIP
                     NGTTFIPNSVTINGISQPNTNPSTGITVGTLDPTEAATISFQVQVISVPPHGLVENQG
                     TVSFTHIVNPNEPPVTKTSPTPKTETAVNTIISTPTKTADKQLADIGDTITYTITFRN
                     GGTVPATNVTLIDSTPSGTTFIPDSVTINGVTSPGSNPALGIQLGTVAVGETKTITYQ
                     VLVTNFPPNGIIENQASFTYQYQPNPNEPPVTSTTPTPNVNVSINNPNPTTTKSADLQ
                     IADIGDIVTFTVTFQNKGTVPATNVTVQDSLPQGVSFVPGSVVINGISQLGENPEIGI
                     PIGTVNPGQSITVTFQGIVNSIPPGGVIRNKANITFTYEPSPNEPPVTTTITTPETET
                     TVNTATLEPQKTVNRSFVTLNDIITYTLSFQNVGTVSATNVTITDSIPAGTTFIPDSV
                     TINGVPQAGINPASGIPIGTLTPTERVTITFQVQVINIPPSGTINNQGSATFNYQTDP
                     TLPPVTKTETTPETNTPIQTAVISPTKTANLTFAEIGNTVTYTITFTNQGTIPATNVT
                     ITDALPPGTSFVTNSVTVNNVTQPGASPVTGILVGTVNPGETVTVTFQIQINAIPPSG
                     KIENTASVTYTSQPNPNEPPITTTETTPTVTIPVRTANLNPQKTVDREFASIGDTLTY
                     TITLQNTGNIPATNVIITDSIPTGTTFILGSVTVNGIPQPNLNLETGIPVGTLNPRQI
                     VTVTFEVQVTALPPNGIISNEANVTYTSQPDPTLPPITTTTPTPIAETIVQNAELESA
                     KIVDLPVANIGDALTYTITLENIGNIPMTNVSVIDPPPLGTQFIVDSVTVNGISQPGI
                     DPSIGIPIGTIQPNQIVTITFQVTITNIPPNGVVTNVGSVNFTSQPNPNEPPVTETET
                     TPPVNTEIINSIINPSKTADRNNVDIDDIITYTVTFQNLQTVELTNIIFTDPIPVGTT
                     FIPNSVTINGIPTSDVDPALGIPLGTLNPSQSVVVTFQVRVVSIPPNGIIVNEATITY
                     TFQPNPGEPPVTVTTPTPPTTTNVNTATTNPTKSADKVFALLGDTITYTISLQNTGTV
                     PATNVLVTDPIPAGTTFIPNSVTINDVTQPGIVPSSGILIGTLEPNTSAVVTFQVQVT
                     SIPPTGFIENQGTVSFQYQPDPTRPPVSVTTPTPTTKTQVSEVTINPNKQGNPQTINL
                     GDTVTYTITFQNVGNINATDVIITDPTPAGTTFIPNSVTINGVSSPGANPNSGVNVGT
                     VTPGQIVTLTYQVTVTALPPDGIIKNTATVTYTFQPNPGEPPITITDPTPTVEVSVIT
                     PTPNPNKLADKQIVDINEIITYTVTFQNRGSVPATSVIVTDPLANGLTFVPGTVILNG
                     IPDLGANPVEGIPVGTVNPNDTITVQFQARVTSVPPGGIIRNQATVTFTYEPIPGEPP
                     VTITDPTPINTTDVNTAILNPQKTATPETVTLGDIITYTISLQNTGTIPANNILVSDP
                     IPTGTSFIQNSVTINNVSQPTANPETGIQIPTLSPSESATISFHVLVTSIPPSGEIQN
                     QGNVSFQYQPDATKPPVSVTTPTPTTITPVNVGTINPIKTADKSIVSVGDTITFTITF
                     QNEGTIPVTDISVTDSLPAGTSFIPNSVTINNIPVPNANPSTGILVGTLNPLDSVTIS
                     FQVQVITLPPNRMIINIAFITSTSQPDPTRPPVTTTITTPPITVEVNPNEPNTFIKTA
                     NVNSAHLGDFITYTLTFTNNGAIPANNVLITDPLPPEVTFYPNSVTVNGVARPGTNPT
                     IGILIDTVNPGESVVIRFIVQVTAEPRGGLIRNTARIRYTLRPDPTQPPISVDETSEP
                     NIIPFIGPFVSPNLTCFFDGTRFIRRGWDRRC"
     gene            complement(2302125..2302631)
                     /locus_tag="DJ46_2437"
     CDS             complement(2302125..2302631)
                     /locus_tag="DJ46_2437"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61162.1"
                     /translation="MNIVVLSSIVAVCMAVGAMFIRLKAAKKPATLKKIILPPFFMST
                     GALMYVFPEFRLTPAEMLEAIGVGLFFSIFLIKTSKFEIRGQEIYLKRSKAFVFILIG
                     LLVVRIVFKTYLSQSLDLGQLSGMFFLLAFAMIVSWRIAMYRSFTKLQKEMEKEDGFY
                     NEKDMKLT"
     gene            complement(2302722..2303429)
                     /locus_tag="DJ46_2438"
     CDS             complement(2302722..2303429)
                     /locus_tag="DJ46_2438"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome C biogenesis transmembrane region
                     family protein"
                     /protein_id="AIK65666.1"
                     /translation="MQDISIFLAFGAGFLSFISPCCLPLYPAFLSYITGMSVSELKEE
                     NAMLRKRSMIHTAFFLLGFSIIFIAIGFGTSFIGGIFTNYKDLIRQLGGIFIIVFGLI
                     IVGVFKPKFLMQDRKFTFKNRPSGYFGSVLIGLAFAAGWTPCTGPILVSVIGLAATNP
                     ESAMIYMIAYILGFAIPFFVLSFFITKMSWIKRNSMKFMKIGGYVMIVMGIFLYFNWM
                     TKIIVYFSSLFGGFTGF"
     gene            complement(2303633..2304142)
                     /locus_tag="DJ46_2439"
     CDS             complement(2303633..2304142)
                     /locus_tag="DJ46_2439"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61169.1"
                     /translation="MWIAMSTMILFFMISLQFNEIVVGELGTTLLFQMCFYTLFIVVI
                     FICMFITYKMTYSFLQVRKEEIKSYVAENGKRNDVLCLLCQEQLFIYGAAFVFGLVNG
                     MLFLKLFTIIFMKIAGIQGVNSAPITIYAIVVVSIIMIVILLLSMVQCIRFVQSLQDE
                     NSFQFKEKA"
     gene            complement(2304439..2305344)
                     /locus_tag="DJ46_2440"
     CDS             complement(2304439..2305344)
                     /locus_tag="DJ46_2440"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK63199.1"
                     /translation="MELRHLQYFVVVAEELHFGRAAARLQMTQPPLSQQIQQLEKEMG
                     VMLFSRTKRKVELTEAGEMFLKEVKKAFEQIEKAVEIAQSAQRGEVGSLSIGFVGAAI
                     YDILPSIVREYRKKFPRVSVALHELSTPDQVHALHDNRIDIGFLRPPIPTQLLELEPI
                     QKLSCTLCLPKAHPLAEKDEIHIEDLRDEPFVFITRPVWPALYDTILSLCREVGFSPR
                     IVQEATEYQTVMGLVAAGIGITVIPVSANKLYKTEVVYKELYDSNFVAEMSVAYKKMN
                     SNPELLEFLKIAREKKRIEVEDEIN"
     gene            2305497..2305862
                     /locus_tag="DJ46_2441"
     CDS             2305497..2305862
                     /locus_tag="DJ46_2441"
                     /codon_start=1
                     /transl_table=11
                     /product="lrgA family protein"
                     /protein_id="AIK64614.1"
                     /translation="MKWWKLSGQILLLFCFAWTGEWIAKQAHLPIPGSIIGIFLLLIS
                     LKFNLVKKEWIQDGADFLLKELILFFIPSAVAVIRYKDTLSQYGIDLILIIMISTLCV
                     TLVTGLLTELLLKRKGSVQ"
     gene            2305859..2306536
                     /locus_tag="DJ46_2442"
     CDS             2305859..2306536
                     /locus_tag="DJ46_2442"
                     /codon_start=1
                     /transl_table=11
                     /product="lrgB-like family protein"
                     /protein_id="AIK62565.1"
                     /translation="MIGFLCLLLTLFTYWISKKMYQRWNWSLLSPLLVCPIILIALLL
                     GLDTSYETYETGGQWLTELLKPATVAFAWPIYKYFDLLKKHGMAILLNVIVGSFLSVI
                     TSALLANYFQIDSSLEHSLAPHIVTTPIAMAISEMIGGMSQLTAVFVVLTALTGALLG
                     PSLIRICRIKTAIAKGIMLGTSANGTGTSKAFEIGPVEGTIASLSMLLTAGASLVIVP
                     LFLSWIH"
     gene            complement(2306549..2306962)
                     /locus_tag="DJ46_2443"
     CDS             complement(2306549..2306962)
                     /locus_tag="DJ46_2443"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK61831.1"
                     /translation="MERWIGCAAVCVNERNEVLMVLQGQKGEEKRWSVPSGGLEKGET
                     LEECCIREVWEETGYNVEVVSKIYEKEGITYGVPVNVHYYVVKKMGGSMKIQDPDELI
                     HEIAWKGIEEIKQITLSFPEDYEILNEYINKKASV"
     gene            2307104..2307304
                     /locus_tag="DJ46_2444"
     CDS             2307104..2307304
                     /locus_tag="DJ46_2444"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61488.1"
                     /translation="MISKYVVECVFCEENRKPRQAIVTVPATTQLLAIEKVRAECKRR
                     FGKALLLQTEIKEDIVFEQKES"
     gene            complement(2307742..2308377)
                     /locus_tag="DJ46_2445"
     CDS             complement(2307742..2308377)
                     /locus_tag="DJ46_2445"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite exporter TauE/SafE family protein"
                     /protein_id="AIK64821.1"
                     /translation="MAIIITMLVMGVLLGFVGAGGAGFIIAILTLVFHIPIHVALATS
                     LTAMAFTTLSGVISHYREGNVVLTIGGIVGGCGAFGSYIGSKIGSLIPPYLLHWFTAG
                     MLFLSAIFMCIKLIKFQNEEEVRLVKIKDISKENIMKCICLGLVTGMMTGSFGIGSAP
                     FIQLGLMVLLGLTIQQSVGTTMLVILPIAIGGGLGYSSEGYLDYILYYCKY"
     gene            complement(2308486..2308632)
                     /locus_tag="DJ46_2446"
     CDS             complement(2308486..2308632)
                     /locus_tag="DJ46_2446"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64737.1"
                     /translation="MKAIPTDVLSKELMEREGVISITVKEFEKIEVAGVVVAGPAVIL
                     INQD"
     gene            complement(2308797..2310527)
                     /locus_tag="DJ46_2447"
     CDS             complement(2308797..2310527)
                     /locus_tag="DJ46_2447"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AIK64468.1"
                     /translation="MLKKGFYNVLAASIVFSMVTIPNYSYANELDKTVTVSPDEQALK
                     SIENHMKDEDGRGEDKGVRNEVQGEFLVHIVKEVPLYDSSNFQKETGVRISNQVVKAE
                     KRKGNAYYVQTSSGTGWIQNSDGNVEVKEIHPLLSEKLIVNEETSTYSEPFASYKEEN
                     VLEPQTIQAIGQAGEWFQVKINNEMKWIHSPSAKFEGTKASLIQGAAPIRTKYAAAMY
                     AAPIEEKTTDIYGVPLKEMIVPKGNENIRPGYAMNPKYITIHETDNYSVGANARNHAI
                     YLYNQATGTEDRSASWHFTVDDKEIYQHLPLNENAWHAGDGAEGTGNRESIAIEIAVN
                     EDGDYNKAVENARKLAAYLMGELNIPLENVKKHQFWSGKICPAIMIKNNGWEPFLQGT
                     KMYYDANHKDDITGGWYEAAIRELDKRGIMVGDGKGSYWPERLVTRGEFANFISRSLQ
                     LPEGSSNFSDLNAAHPSLIDGINRAASAGIISGRGNGIFAPNDTIKRDEVVIMIDRAL
                     QYKKIKGNLVPLPFSDQDLAYDKQAVQRVYGLGIVKGNENNEFMPKGSATRGESAAFI
                     NRMLEVIESN"
     gene            complement(2310740..2311243)
                     /locus_tag="DJ46_2448"
     CDS             complement(2310740..2311243)
                     /locus_tag="DJ46_2448"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63128.1"
                     /translation="MYLGFVFIIDMAHTSLSVTSIFVVVMPFVLLVVIQKSILYVSKN
                     RNEEKKQMSKVLIVALIPLIVCTVQLGVNGYTSKFNQNRWLNHADKRVHMVDDLLQKY
                     KLIGKSNEDITKLLGAPTETRNEEGGVSVVYYLGNERGFISIDSEQLVLQFDRDGKVL
                     EYKVHTD"
     gene            complement(2311313..2312332)
                     /locus_tag="DJ46_2449"
     CDS             complement(2311313..2312332)
                     /locus_tag="DJ46_2449"
                     /codon_start=1
                     /transl_table=11
                     /product="nuclease-related domain protein"
                     /protein_id="AIK61208.1"
                     /translation="MDYVLIGVILLLLAAVFVLFYKNKQLESESQQVEFEKKQAIETY
                     ENEIAATVTEHKEQQNILKNMEQKKYKDLQISAARELENMRMMKNQLAVQHSKERSEM
                     QEKHSNEIHMFQKLIADLRAYTKNGAEVNTHETLHYMKRGFVEQGIILDNEFHIMPNV
                     FMRNQHGGNDFRIHHLVLSKTGMYVLETKEWTGKLIHGLTKENASTYSFMIDEIGKYQ
                     QEIEKEETFEYITGEDSLTIQVKNDGNPVYRAKKLSHILYNCLKEMQVDIVKENIKPI
                     VYFYNEDGKEVQDLSEEKTPRLKDREQIVTFFRNEMLTEKVIYTSQELEKLREIINRM
                     NYIMN"
     gene            complement(2312451..2314214)
                     /locus_tag="DJ46_2450"
     CDS             complement(2312451..2314214)
                     /locus_tag="DJ46_2450"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64149.1"
                     /translation="MTEKKQSDLRRLLSYMKPYKGLLALAFLFLVGATVTEMMGPFLI
                     KQFLDEHLVPRNFDQSALVTLFVVYIVAHLLKVLFTYLDLLYFQNIAFKIVQDMRVEV
                     YEHVQKLSLSFFDRTPIGTLVSRITNDTEAIKDFYVSVLSTFVKNIVFLIGILVAMFL
                     LNVKLALFSLVLIPIMFAIMVLYRRKSAAFYLEVRNQLSVLNAKLNESIQGMNIVQVF
                     RQEKRMRKEFEEVNNKHYSAGRRTLKLDALLLRPATDLVHIVAIALVLGLFGIDALKS
                     PVEVGVLYAFVNYIHRFFQPVNEMMMKLSFFQQALVSSSRVFHLMDEKDLAPVQKGDG
                     NPQVINGDIEFKNVTFSYDGKRDVLKNVSFHVKQGQTVAFVGHTGSGKSTIMNLLMRF
                     YNIKSGNIVIDGVDLEKFEEQEIRKKIGLVLQDAFLFAGNVKQNIRMYNEEITDEEVK
                     EAAQFVQANTFIEKLPEQYETEVVERGAAFSSGQRQLIAFARTIATNPKVLVLDEATA
                     NIDTETEDAIQTALQQMRKGRTTIAIAHRLSTIQDADQIFVMHDGEIVERGTHQELLS
                     EQGLYYNMYLLQNKGSLQKAL"
     gene            complement(2314214..2315965)
                     /locus_tag="DJ46_2451"
     CDS             complement(2314214..2315965)
                     /locus_tag="DJ46_2451"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62324.1"
                     /translation="MKVFMNLAWFFKQEKRAYITGIVLLFGVALLELVAPKVIGIVVD
                     EINDGTLTTDKLLKWVVLLVIVGITMYVLRYVWRIMIFGSSLKLARQLRKNLYEHFTK
                     MSPSFYQSNRTGDLMAHATNDIQAIQQTAGAGVLTLVDSLAVGGCVLVAMGFTISWKL
                     TLLSLIPMPIVAISTNYYGSLLHKRFHKAQQSFSEINDKVQESMSGMKVIRSLGQEKE
                     DLQAFRKKSEDVVHKNMLVARIDSLFDPTIALIVGFSFLIAVCYGSVLVVRGELTVGD
                     LVTFTTYLGTLVWPMLAFGWLFNIMERGRASYDRVEKILSQKSDVVNRENAVHTIASG
                     DVSFAVDSFSYKKNELLHLTDIHFDLKKGETLGVVGRTGAGKTTLLKCLIREYDHFNG
                     ELKVGERDIRDVTLYGVRSAISYVPQDHFLFSASIGENIAFGKADATYNEITRAAEIA
                     CIHNDILQFSEGYETVVGERGVSLSGGQKQRISIARALLTDAEILILDDCLSAVDAKT
                     EETILNALKRERAGKTTIITAHRLSAIQHANLILVVDEGRIVQRGTHEQLMKEHGWYK
                     EMYESQQLEALVEKGGV"
     gene            complement(2316089..2316310)
                     /locus_tag="DJ46_2452"
     CDS             complement(2316089..2316310)
                     /locus_tag="DJ46_2452"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61898.1"
                     /translation="MPIWLGILVGVVALVAGVALGFFIARKYMMNYLQKNPPINEQML
                     KMMMMQMGQKPSQKKINQMMSAMNKQQMK"
     gene            complement(2316389..2316829)
                     /locus_tag="DJ46_2453"
     CDS             complement(2316389..2316829)
                     /locus_tag="DJ46_2453"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63010.1"
                     /translation="MKTYELYLIQEDIAKAYFGREYLFFDLFARFSESGSLSEKKVLY
                     KQMMYITMPLQVMKIHHKLEQALRVLGKYDRTHHTHTLYTGAEYGEIMVKPHYIRMNT
                     SGNVSMETTFFEVLRKCELTFLAMDYENTKYGWLNPLKQVRTYV"
     gene            complement(2316986..2318986)
                     /gene="tkt"
                     /locus_tag="DJ46_2454"
     CDS             complement(2316986..2318986)
                     /gene="tkt"
                     /locus_tag="DJ46_2454"
                     /EC_number="2.2.1.1"
                     /note="tktlase_bact: transketolase"
                     /codon_start=1
                     /transl_table=11
                     /product="transketolase"
                     /protein_id="AIK61767.1"
                     /translation="MSHSIEQLSINTIRTLSIDAIEKANSGHPGMPMGAAPMAYTLWT
                     QFMKHNPNNPTWFNRDRFVLSAGHGSMLLYSLLHLSGYDVTMDDLKNFRQWGSKTPGH
                     PEYGHTAGVDATTGPLGQGIATAVGMAMAERHLAAKYNRDAYNIVDHYTYAICGDGDL
                     MEGVSAEASSLAAHLQLGRLVVLYDSNDISLDGDLNRSFSESVEDRYKAYGWQVIRVE
                     DGNDIEAIAKAIEEAKADEKRPTLIEVRTTIGFGSPNKSGKSASHGSPLGVEETKLTK
                     EAYAWTAEQDFHVAEEVYENFRKTVQDVGETAQAEWNTMLGEYAQAYPELANELQAAM
                     NGLLPEGWEQNLPTYELGSKAATRNSSGAVINAIAESVPSFFGGSADLAGSNKTYMNN
                     EKDFTRDDYSGKNIWYGVREFAMGAAMNGIALHGGLKTYGGTFFVFSDYLRPAIRLAA
                     LMQLPVTYVFTHDSIAVGEDGPTHEPIEQLAALRAMPNVSVIRPADGNESVAAWRLAL
                     ESTNKPTALVLTRQDLPTLEGAKDDTYEKVAKGAYVVSASKKETADVILLATGSEVSL
                     AVEAQKALAVDGVDASVVSMPSMDRFEAQTAEYKESVLPKAVTKRFAIEMGATFGWHR
                     YVGLEGDVLGIDTFGASAPGEKIMEEYGFTVENVVRKVKEML"
     gene            complement(2319386..2320498)
                     /locus_tag="DJ46_2455"
     CDS             complement(2319386..2320498)
                     /locus_tag="DJ46_2455"
                     /note="tspaseT_teng_C: transposase, IS605 OrfB family"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, IS605 OrfB family"
                     /protein_id="AIK63870.1"
                     /translation="MTKQNKAYKFRLYPTEEQAHLIRKTFGCVRFVYNKMLAERKEVY
                     EKHKANKEELKEQKFSTPAKYKVEYEWLKEVDSLALANAQLNLQTAYKNFFSGQSDFP
                     TFKSKKSRKSYTTNRVNGNIMLFHGYIKLPKLKMVKLKQHREIPPKHIIKSCTISMTP
                     TGKYYVSILTEYEKEITPKEVERVVGLDFAMVELYVSSEDEKANYPRFYRQMLEKLAK
                     AQRVLARRVKGSERWNKQRIRVAKLHEKVANQRKNFLHHKSKELATSFDVVAIEDLHM
                     KGMSRALRFGKSVADNGWRMFTAFLAYKLQEQGKQLVKIDKWFPSTKMCSRCGNKKEM
                     PLCERTYACSCGLTIGRDYNAAINIKKEAIRLLALA"
     gene            complement(2320797..2321600)
                     /gene="phnE"
                     /locus_tag="DJ46_2456"
     CDS             complement(2320797..2321600)
                     /gene="phnE"
                     /locus_tag="DJ46_2456"
                     /note="phnE: phosphonate ABC transporter, permease protein
                     PhnE"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate ABC transporter, permease protein
                     PhnE"
                     /protein_id="AIK64833.1"
                     /translation="MSKTTIIVQKPKKPSVYRSFIFIALTFVYVWAFSGVPLEGIKDT
                     AGEITKAIMTGVLNPDWAYVSLPDGEDLLHGLIDTLAIAILGTFISAFLSVPFAFWAA
                     TNMSSGKLTSGTGKFVLSFVRTFPELVMALLFIKAVGPGSFAGVLALGLHSIGMLGKL
                     YSEGIENIDKGPTEALIATGANRFQILWYAVLPQVLPDFLSYTLYRFEINVRSAAILG
                     VIGAGGIGTPLIFALSSRNWSRVGIILLGIILMVIIIDFISSSIRKRIV"
     gene            complement(2321600..2322394)
                     /gene="phnE"
                     /locus_tag="DJ46_2457"
     CDS             complement(2321600..2322394)
                     /gene="phnE"
                     /locus_tag="DJ46_2457"
                     /note="phnE: phosphonate ABC transporter, permease protein
                     PhnE"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate ABC transporter, permease protein
                     PhnE"
                     /protein_id="AIK65990.1"
                     /translation="MNDVTIYSKSIPKPPSKLKHMLTAVLVILLLWGSSVQVDASLSK
                     LVVGFPNMMDLLKEMVPPDWSYFQVITTAMLDTIRMAIIGTTLGAILAIPLALCAASN
                     VFTSTFLYIPARMILNFIRTIPDLLLAAIFVAIFGIGPLPGILALTFFSIGLVAKLFY
                     ESIESIDPGPLEAMTAVGANKVQWIVYGVIPQVKAHFVSYVLYTFEVNVRAAAVLGLV
                     GAGGIGLYYDRTLGFLQYQQTASIIIYTLVVVLLIDYVSTLLREKL"
     gene            complement(2322391..2323164)
                     /gene="phnC"
                     /locus_tag="DJ46_2458"
     CDS             complement(2322391..2323164)
                     /gene="phnC"
                     /locus_tag="DJ46_2458"
                     /EC_number="3.6.3.28"
                     /note="ABC_phnC: phosphonate ABC transporter, ATP-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonate ABC transporter, ATP-binding
                     protein"
                     /protein_id="AIK63075.1"
                     /translation="MIEFRNVSKVYPNGTKGLNNINLKIQKGEFVVMVGLSGAGKSTL
                     LRSVNRLHEITEGEIMIEGESITAAKGKGLRRMRRDIGMIFQSFNLVKRSTVLKNVLA
                     GRVGYHSTLRTTLGLFPKEDLELAFQSLKRVNILEKAYARADELSGGQQQRVSIARAL
                     AQEAKIILADEPVASLDPLTTKQVLEDLKKINEDFGITTIVNLHSIDLARQYATRIIG
                     LHAGEIVFDGLVEEATDEKFAEIYGDVVQKSELLEVAVK"
     gene            complement(2323248..2324186)
                     /gene="phnD"
                     /locus_tag="DJ46_2459"
     CDS             complement(2323248..2324186)
                     /gene="phnD"
                     /locus_tag="DJ46_2459"
                     /note="3A0109s03R: phosphate/phosphite/phosphonate ABC
                     transporters, periplasmic binding family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate/phosphite/phosphonate ABC transporter,
                     periplasmic binding family protein"
                     /protein_id="AIK64391.1"
                     /translation="MLKKFFAMSTTVVLAAGLLSGCGTKESSANKNADTKKGYVPKTL
                     NVQFVPSQNADTLEAKAKPLEKLLSDKLNIPVKVSISTNYNTIVEAMASKQVDVGFLP
                     PTAYVLAHEKKAANVILQAQRFGVDDETGAPKKDLVDFYKSEFVVKKDSNINSVKDLK
                     GKKIGYQDVTSSAGYVWPAAVLLKEGVDPLKDVKPVTLKGHDQSLIALLNGDVDAAVV
                     FQDARNIVKKDYPNIFDQTKIVKFTEKIPNDTISVRSDLDEEWSKKLQDAFIEIGKNE
                     EGHKIIKEVYSHEGYVKSDDSKFDIVREYGKKVKTQ"
     gene            2324372..2325334
                     /locus_tag="DJ46_2460"
     CDS             2324372..2325334
                     /locus_tag="DJ46_2460"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK64374.1"
                     /translation="MNPNQIVTLNILLTSDIHGTVYPIHYQDNSKAEIGLAKISTLIK
                     KERSKNRNVLLIDNGDFIQGTPFTYHYATYEKDKKNPMSLLANYLRYDAAVIGNHEFN
                     YGMDVLNNVISTANFPYLSANILDKNSKKPYFGKPYVIKHIESNIKIAILGVTTHYIP
                     NWEQPDHIKDLQFKDALETTQNWVSYIREHEKPDLLVVAYHGGFERNLQTGVPTEVLT
                     GENQGYAMCHEIEGIDILLTGHQHREIAHTVINGVTVLQTGCNGHFVGKVTITFEKTE
                     QSWIKKRAIHNYCPCKELLRTKIFFLWLLIMKRKHRIGSINLLG"
     gene            2325277..2325954
                     /locus_tag="DJ46_2461"
     CDS             2325277..2325954
                     /locus_tag="DJ46_2461"
                     /note="5'-nucleotidase, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63030.1"
                     /translation="MVTDYEEKTQNWLDQPIGLIYGDMQISDAMQTRLQDHPFIEFIN
                     KIQMDIANVSISCTSLFHNTSPGFPTYVTMRDIVSNYIYPNTLKVIRITGADIKDALE
                     LSASYFTLKEDGTIIVNPSYIEPKPQHYNYDMWEGISYVLNISKPIGERVESLQYKGT
                     PLNMNEEYEVVMNNYRASGGGNFFMFQNKPVIKDIPTDMSELIANYILKHKKIEATVN
                     NNWKVIN"
     gene            complement(2325994..2326233)
                     /locus_tag="DJ46_2462"
     CDS             complement(2325994..2326233)
                     /locus_tag="DJ46_2462"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65701.1"
                     /translation="MLSHELVERINFLAKKAKAEGLTEEEQRERQSLREQYLKGFRQN
                     MLNELKGIKVVNEQGTDVTPAKLKALKKQDNAKLN"
     gene            complement(2326279..2326935)
                     /locus_tag="DJ46_2463"
     CDS             complement(2326279..2326935)
                     /locus_tag="DJ46_2463"
                     /note="resolvase, N terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63332.1"
                     /translation="MNAIIYARVSTTKEAQETSLLRQKDELLHLAERYQMNVIKVIEE
                     QASGYTIERDGILEVLDTIRDEQIDVLLIQDETRLGRGNAKIALMHCLHKEGIKVYTY
                     THNGELQLSDSDSMVLDIIGIVEEYQRKIHNLKIKRGMQRAVEKGYRPENNLKNRHLS
                     VGREKKEVPIEEIVRLRKSELTFEEIAATLRGFGHNVSKATVHRRYVEYTKQLLDKEE
                     "
     gene            2327077..2327697
                     /gene="lexA"
                     /locus_tag="DJ46_2464"
     CDS             2327077..2327697
                     /gene="lexA"
                     /locus_tag="DJ46_2464"
                     /EC_number="3.4.21.88"
                     /note="lexA: repressor LexA"
                     /codon_start=1
                     /transl_table=11
                     /product="repressor LexA"
                     /protein_id="AIK65227.1"
                     /translation="MEKLTKRQQDILDFIKLKVQEKGYPPSVREIGQAVGLASSSTVH
                     GHLSRLEEKGYIRRDPTKPRAIEILGEDRMDTETQSVIQVPIVGKVTAGLPITAVESV
                     EEHFPLPASIVAGADQVFMLRISGDSMIEAGIFDGDLVVVRQQQSAYNGEIVVALTED
                     NEATVKRFYKEKDHFRLQPENSSLEPIILKQVSVIGKVIGVYRDLH"
     gene            complement(2327785..2328588)
                     /locus_tag="DJ46_2465"
     CDS             complement(2327785..2328588)
                     /locus_tag="DJ46_2465"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63629.1"
                     /translation="MKKILLVAIACIIIGVIGISQTYEKAVQTAEKGNKEDIIKNETL
                     KNIEVKLDAGDIAIQKSPDSSFYVKQSGDARKQEIRITEDGDTLKIIGEREKDASFDF
                     SFYDFRFQTSTLTLLVPERSYQDVKVNSSAGQIEISDVKSDRVSARTLTGEVDLKHVT
                     AKNVEGSTKAGEVNFKKVIGKVTAKTTSGEINILDHDSKYNLEASSTAGDIDITLSEK
                     PQDAIITGQSAAGDVTIFNEENNNVIIGNGSKKISGKTTAGDVTIETRS"
     gene            complement(2328592..2329134)
                     /locus_tag="DJ46_2466"
     CDS             complement(2328592..2329134)
                     /locus_tag="DJ46_2466"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63223.1"
                     /translation="MSKEQFLKELSSHLRKLPDEERKDILFDYEEHFQFGIEEGKNES
                     DIIKGLGSPKVIAKELLAMYRFDEMKKDPSTSNVTRAVMAVIGLSLFNFIIVLGPLFA
                     IIAFIFSFWVGGIASVVTPFFVIGKVFMGTFIWLDLFVSITFIGVGLLLCIIAYYSTK
                     WFKRLCVRYVIWNFKMIKGE"
     gene            complement(2329127..2329450)
                     /locus_tag="DJ46_2467"
     CDS             complement(2329127..2329450)
                     /locus_tag="DJ46_2467"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK65818.1"
                     /translation="MNVQFKKGVLELCVLALVKRKDCYGYELVQQISNKFLISEGSVY
                     PLLRRLTKEGYFQTYLKESTEGPPRKYYQLTEQGEAQLNLLVTEWRDFAKGVQEIIEG
                     VQWDE"
     gene            complement(2330187..2330336)
                     /locus_tag="DJ46_2468"
     CDS             complement(2330187..2330336)
                     /locus_tag="DJ46_2468"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66202.1"
                     /translation="MKKIKITLMGLIGIAVLSFGLNSPSIEKSAAPTLKQENIISYSE
                     HGTGI"
     gene            complement(2330333..2331421)
                     /locus_tag="DJ46_2469"
     CDS             complement(2330333..2331421)
                     /locus_tag="DJ46_2469"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK65275.1"
                     /translation="METKISITSKGYELLEEWYHEMLAQHIEKASILKIEADNIFNKV
                     KENTDSFIYYSLLRFRYQMLKGNFEKGLEGLEYIKGMPDGLLKYYYHFFKFIYATEVG
                     NYNSAEKHLESASDLLDMMSDEKEKAEYNYRVALYKYYISQPTLAINYATKALDYFSS
                     HEGYETKKGACENTLGMACITLEQFELAEEYLISALNMFQKLDEQSLVLKVRSNLGVL
                     YAEQNLSDSAIRHLEEVYKACQHTKLHYQRRVLFLLAREHIKLKQHNDATFYIKEGLK
                     DCNQEYSYHLNILECINNNESIEKLEEIVNESLSYFQEQELWKDIQIYTELLAGKWYN
                     VGAKEKACEYYRLGHEARTLLKEKGRLK"
     gene            complement(2331786..2332013)
                     /locus_tag="DJ46_2470"
     CDS             complement(2331786..2332013)
                     /locus_tag="DJ46_2470"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65296.1"
                     /translation="MYKFETKEELIHFIQEEVLNTSEALEILGCSRQNLNVMVQKEKV
                     KPIKEMARDRLYFKEDILENKKQMRRKADSN"
     gene            2332725..2333057
                     /locus_tag="DJ46_2471"
     CDS             2332725..2333057
                     /locus_tag="DJ46_2471"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63876.1"
                     /translation="MSYDTVASLQRMQQLQQSEAAAGDRLILKRADSKAELIITVSAI
                     VLTPFTLGISLVLFAIWFLIKELTAKTYLVKNVATGEKFRVDRNDFKQYKKDFKAKEK
                     EVKKISDL"
     gene            2333086..2333178
                     /locus_tag="DJ46_2472"
     CDS             2333086..2333178
                     /locus_tag="DJ46_2472"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62051.1"
                     /translation="MKVIRSIFNAFRLLSKIINPILKALSKSKF"
     gene            complement(2333226..2333453)
                     /locus_tag="DJ46_2473"
     CDS             complement(2333226..2333453)
                     /locus_tag="DJ46_2473"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66292.1"
                     /translation="MSREEIEKLVNQVVLTANETVNLLGVTTQRLHVLVKQGRIVPIK
                     VVDRVSLYFREDVEKLAEELGQLREKYRPYE"
     gene            complement(2333730..2333900)
                     /locus_tag="DJ46_2474"
     CDS             complement(2333730..2333900)
                     /locus_tag="DJ46_2474"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63226.1"
                     /translation="MDWDLTEKVLRNLAYIVAMVVGIINAKKALNDIKDRKEKKKEEE
                     IEKRLARKTRRK"
     gene            complement(2334015..2334947)
                     /locus_tag="DJ46_2475"
     CDS             complement(2334015..2334947)
                     /locus_tag="DJ46_2475"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AIK62579.1"
                     /translation="MEIRKKLVDPSKYCIKCPYTMNPEFITVHNTYNDATAENEVAYM
                     IRNDNQVSFHIAVDDKEAVQGIPLERNAWHTGDGNGNGNRKSIGVEICYSLSGGDRYY
                     KAEDNAAIVVAQLMKQYNIPIKKVRTHQSWSGKYCPHRMLAEGRWNNFIERVQNAYNG
                     DGKVTPTLIPPSTNGTGIAYIEGNGINLRKGLGTGYGVIRQLGKGESYEVWGQSNGWL
                     NLGGNQWIYNDSSYIRYTGESTPTSSQSVNNGVGIVTITADVLRVRKGPGTNYDIVKN
                     VYQGEQYQSWGYRDGWYNVGGDQWVSGEYVKFED"
     gene            complement(2334947..2335372)
                     /locus_tag="DJ46_2476"
     CDS             complement(2334947..2335372)
                     /locus_tag="DJ46_2476"
                     /note="holin_tox_secr: toxin secretion/phage lysis holin
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="toxin secretion/phage lysis holin family
                     protein"
                     /protein_id="AIK65230.1"
                     /translation="MDRIDVLLKIFIATFGDFCGYFLGGWDATLKILVTMAVIDYLTG
                     MIAAGYNGELKSKVGFKGIAKKVVLFLLVGAAAQLDSALGSNSAIREATIFFFMGNEL
                     LSLLENAGRMGIPLPQALTNAVEILGGKQKQEEKKGDVL"
     gene            complement(2335484..2335759)
                     /locus_tag="DJ46_2477"
     CDS             complement(2335484..2335759)
                     /locus_tag="DJ46_2477"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage LambdaBa01, transcriptional regulator,
                     AbrB family"
                     /protein_id="AIK62364.1"
                     /translation="MSQFLGVLGTVGEDGTIKIPLDMLETAGIKPNTKVELFSDTSNL
                     FVRTAERFCDICGVNTNTTRIGNQEICKDCLDRITQASQEKQNVPSE"
     gene            complement(2335777..2337783)
                     /locus_tag="DJ46_2478"
     CDS             complement(2335777..2337783)
                     /locus_tag="DJ46_2478"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64361.1"
                     /translation="MSGGAQINKAGQAFSEDYVIVECTDHTDSFYQFHLDNTKMGNFE
                     KGKDMTFSVDLQNDVYVTFLVFQFINGSWTENLQTEFPAGDWSRRSFTFQIDGRATGW
                     GMRLRFARLEMSKGKRFRFKRPKLEKGSVPTDFSKSTYELEQSVNGIRETITKVENNQ
                     SGFDKRVTAVEKNAEGITQNVSKIQEMQTEQSKKISEAQSIIKQHSDQIDLTIKKKDM
                     EDYVGGLGSINEVRNAGLNTTKFWNLSAGTVLQPNSIYKGYPTFWSDYSGKTSDHWSG
                     AISDFISVTTGESLVSTGWFATDNIASLDQKAWMEIEFYNGTKSTRMRTQRVEIKWIK
                     QGDWVKMTMLSTVAANEEWVRWRYYVQRNGRLRAGLPMLQRGKVATEFWLHPKDQVDA
                     DKMLEDIANRVATEQYNQKMTQIDNRFSVNEKGIDLVAKKTEVYTQTQSNDKFATNAY
                     VRNMEGRIQVTEKNILSTVKKGEIISSINQTAEKIKISANLIDLVGRVEASWLKAGLL
                     QGMTIKTSATKEYLHMENQVIRFVNQGSAKIVMGFEDERKSTTRNPYIILGEGDGTGR
                     NIGSIYKDGNGVYYRYVDYNGAESNIRLTNAGNIGITAQDGIWFTAKRVNFTSPISTS
                     GILFNSFGKIPLSQQGVLWMGNGYRGFGAYYHDGKAWNFISSSQ"
     gene            complement(2337859..2340510)
                     /locus_tag="DJ46_2479"
     CDS             complement(2337859..2340510)
                     /locus_tag="DJ46_2479"
                     /note="put_anti_recept: phage minor structural, N-terminal
                     region domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65608.1"
                     /translation="MRTPSGELHVCDFKTGQIVSSIQPADYWDDKRHWEIKNNIDTLE
                     FRVFDNTRHSSTLMQQNLVLKEVRDGRIVPYVITEIEKNSDDRSVIAYASGEWIQLAK
                     AGIIPPQKLEGKTVIEMVDIALAGTKWQKGNLEYASFRSMTIDEFIDPLSFLKKIASL
                     FELEIQYRAGVVGSQVVGRYVDMVKKRGQETGKEITIGKDLLGIKRIENSQNICTALL
                     GFVKKEGGEFITITEINKGVPYLVDNDAFQRWNEKGQHKFGFYSPETENEDMDAKRLM
                     TLMNTELKKRVNTSVSYEVEAQSIGRVFGLAHELINEGDTIRIKDTGFTPKLYLEARA
                     IAGDESFKNPLQDKYVFGDYHEIIDPNEELRKIYNRILSSLGNKQEMIDQLDKLVKEA
                     NETASNAKKESEAAKTLAEKVQENIKNNTVEIIESKYPPTTGLKDRKTLCLDISNGKP
                     GILKLWKDGIWDPVVPDVESVKKETIEQISKDIESTKTELNLKVQSVEGKAQEIAGQL
                     VGVQKQVNDKVDQTWINNQLKDKADKSGVYTKDEIKDGFIGKQTYETDKQGNVQKFKD
                     VNTYISQTNEALTQKAEKSELTKTNDGLSQLESKTNEIISTADGTKQTLSNLKTQVDN
                     IQVGGRNLLLETATKSHSVKTGENKPHTYFDVAKDIATLMQGKNLAMSFLFTGKVTAW
                     GTTNKWAGFEVKITFTDNTFHYPSCRVENHLTLGKQYNQERFTASAVVMDKPIKEVSV
                     YALARDFTGDVLIEKLKLEIGTISTAWTPAPEDQVSTADFTKKTVEIETTIKGINTSV
                     SNVQNEQGKLTERVTKSEQTANGFKQSIESLTKKDTDISNKLNTVESTVEGTKKTISN
                     VQQTTSELTKTTTEIKEEAGKISTKLE"
     gene            complement(2340507..2341415)
                     /locus_tag="DJ46_2480"
     CDS             complement(2340507..2341415)
                     /locus_tag="DJ46_2480"
                     /codon_start=1
                     /transl_table=11
                     /product="phage tail family protein"
                     /protein_id="AIK63187.1"
                     /translation="MEESTVQERERVLWDEMASPIGWTPVTGQVEEMKGTGSFKSRDG
                     YALYCEEYGEGKGFYGAIAKKSIPGGPLQDFEMEAWMTLKSKNIDEMGRVEVLLLDEA
                     SNVVARINMNDLYVTAEITKAHMKIGNSGTPNSFRKLVDTSGYYSNTFNQFRGRLRIA
                     RRGKQWSVYVAKFIEGTETDGASLVERWIDETGNPMTERKIAQVMIAICKWDNHQPIN
                     EMQIDDLKIWKVNKVPSNTKPYIFDAGDKVIIDTERSLVTINGKDAINIKDIFSEFPK
                     VIRGDNRIDIMPPDVTATISYRERYR"
     gene            complement(2341478..2341987)
                     /locus_tag="DJ46_2481"
     CDS             complement(2341478..2341987)
                     /locus_tag="DJ46_2481"
                     /codon_start=1
                     /transl_table=11
                     /product="phage tail family protein"
                     /protein_id="AIK65690.1"
                     /translation="MSSFTFNNERKDFIQIAKGWKRPAWAPLKRNFLSVPGYPGARLL
                     NTQTEMRVLSIPVGIIVPDGSDLEIIKEEIADWLITDQAAELIFDVEPNRTYLAVVDD
                     SFNPDEFVTLGIGTIKFVCPIPYKLGQVQTYTFTQNWSTETTSYFTNKGSVEAPALIE
                     MTVKNQALF"
     gene            complement(2342029..2344413)
                     /locus_tag="DJ46_2482"
     CDS             complement(2342029..2344413)
                     /locus_tag="DJ46_2482"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61623.1"
                     /translation="MAEFGAGVDKSMQEVLDKTKISADQFEKWGQAIAGGGENGQKAM
                     LEATKALAGVENATDRNALGTKMFGTLWEDQGKKIIDTILKAEGKQVDLKKGVEDLHG
                     ATSKIDASPAVKFQKAMQDLQMALQPVLGVIADVVAKIADWISNNPKLAATLAAIAVA
                     AGVIAGAFMALAPIVVVISGVGAAMMGWVALIAIVVAAVVALGIAIYQNWDSIKQWTI
                     DAWNAIGEFLVGIWDGIVQWASEAWNSISESTSAVWNSIKEFLIGIWNGIVEFVVTWG
                     TAILEAYVGIWTSIFNFCMEIWNGIVEYLTSVLQGIATFFTEIWTSISTFFQETWNGL
                     VAFITPILQGIADFFSMIWNGISTVIQTVWNFITQYLQAIWTAILYFATPLFESIKNF
                     ISECWNTISSTTSFVWETIKNFLVSCWNGLVAFVMPIFEQIKSWIISVWDTISSATMT
                     VWNAVKNFLQSCWNGLVAFVTPIFNSIKDWIINTWNTISSTTSAVWNTIKSFLSGLWN
                     SIVSTASSVFNNIKEAISTVWNMISSTSSSIWNGIKSTLSNIWEGIKSTASSVWNGLK
                     DAIMTPVRWVTNAVSGAFEGMKSAVLGVWDGIKSGIRTAINGIIRIINKFIDGFNTPA
                     ELLNNIPGVSAPTIPHVPMLAKGGKPVGDGSFITGEAGPELFTKKGNSITVTPLSSKE
                     KSLGITGTMNQLMGDMSRMMASSMSQLAGLKSVMSGVYGSMSNSRQAMAGNIANQVFN
                     YSSGQTGGNELIPAQGGDLVIEVPVILDGRDLARGTFRYTKEYQEREEKRNSDF"
     gene            complement(2344679..2345926)
                     /locus_tag="DJ46_2483"
     CDS             complement(2344679..2345926)
                     /locus_tag="DJ46_2483"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62393.1"
                     /translation="MAGGRIKGISISIDGETTGLQNALKDVNKRSNDLTKELKDVERL
                     LKFDPGNIEALAQKQQLLTQQIENTTQKLDKLKAAEQQVQAQFQNGKISEEQYRAFRR
                     EIEFTEGSLNGLKNKLGNMKAEQDSVASSTRQLETLFSATGKSVDDFAGALGNRLVNA
                     IRSGTATSKQLDQAIGIIGREALGTEADIEKLQRALRSVDAGNTIQQVQNELRDLQQE
                     AGKTEKKFEGLKIGLENVIGGLAAGGGIATAIEKAMDMSSLQTKIDITFDVPESSKKS
                     VEEAIRGVSTYGIDAEEALEGVRRQWALNKDASDETNAAVVKGAATIAASYAGIDFNE
                     LIQETNEIGATLGITNEEALGLVNTLLKTGFPPEQLDIIAEYGDQMVQAGFSAKEVQG
                     ILSAGVDTKSWNIDNLLDEKLSL"
     gene            complement(2345942..2346103)
                     /locus_tag="DJ46_2484"
     CDS             complement(2345942..2346103)
                     /locus_tag="DJ46_2484"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prophage pi2 protein 41"
                     /protein_id="AIK63249.1"
                     /translation="MFLALCYKAKLTSWDLEVMTIGDCFDYIAEFAEMENPDKEKTRK
                     ANQKDFDSF"
     gene            complement(2346147..2346518)
                     /locus_tag="DJ46_2485"
     CDS             complement(2346147..2346518)
                     /locus_tag="DJ46_2485"
                     /codon_start=1
                     /transl_table=11
                     /product="putative orf51"
                     /protein_id="AIK61370.1"
                     /translation="MEKTIVIDGKQVRLKSTVATVKRYKAQFRRDLFADMMALGAIGT
                     FTPQDGSQPSIDLSNVDLKKIDFEVIYDLVWLYAKTADPNLPDPITWLDGFEEFPIYE
                     IIPEINDMIQSTMGAKKTKEK"
     gene            complement(2346523..2347116)
                     /locus_tag="DJ46_2486"
     CDS             complement(2346523..2347116)
                     /locus_tag="DJ46_2486"
                     /note="maj_tail_phi13: phage major tail, phi13 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage major tail, phi13 family protein"
                     /protein_id="AIK61885.1"
                     /translation="MSENKVSFGLKNVHYATYETKDGVVTFGTPIPLPGAVELTNEPR
                     GDLIEFYADDMLYYSADNNQGYEGTLNIALLPEQFAIDALGEQLDETDGVLNELADAK
                     GKPFALLFEFDGDVKATRHVMYNCSASRPNISSKSKTNSAEPNTNELKFVASPIILAT
                     GGRPMVKTKTTSKTTPAIHDNWYKKVYVKTPTAPKGA"
     gene            complement(2347117..2347446)
                     /locus_tag="DJ46_2487"
     CDS             complement(2347117..2347446)
                     /locus_tag="DJ46_2487"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminopeptidase"
                     /protein_id="AIK62114.1"
                     /translation="MTLGELKKILDATGYPVAYSHFTATPTNPVPVPPYICFLVDGSA
                     NLMADNKVYHKINNLSIELYTNKKDLIAEANLEKILDNYELPYESYEVFIETENLFQK
                     NYETRLI"
     gene            complement(2347443..2347799)
                     /locus_tag="DJ46_2488"
     CDS             complement(2347443..2347799)
                     /locus_tag="DJ46_2488"
                     /codon_start=1
                     /transl_table=11
                     /product="bacteriophage HK97-gp10, tail-component family
                     protein"
                     /protein_id="AIK62417.1"
                     /translation="MSNIDTLASDIARELQRYANLVEEDIEDAKEKVATNLVNELKQK
                     SPKKTGKYGKGWRKKKDGSAIIVYNALKPQLTHLLEKGHAKANGGRVAAKVHIAPAEE
                     KAINELIERVERAIQQ"
     gene            complement(2347792..2348091)
                     /locus_tag="DJ46_2489"
     CDS             complement(2347792..2348091)
                     /locus_tag="DJ46_2489"
                     /codon_start=1
                     /transl_table=11
                     /product="phage head-tail joining family protein"
                     /protein_id="AIK65135.1"
                     /translation="MNDILLFPVITITKDELGQVEEDEVFSRQVFCKRKSVPQSEFFQ
                     AGQSNIKASHILIVHVWDYQDERKVKYRDKEYSIYRTYERDDEKIELYCEVKAGV"
     gene            complement(2348088..2348360)
                     /locus_tag="DJ46_2490"
     CDS             complement(2348088..2348360)
                     /locus_tag="DJ46_2490"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66071.1"
                     /translation="MMLDVVKKAVRISHSALDDELEDLIEASRYDLKLSGVSHLKAND
                     DTDPLIKRAIITYVKANFISDAKEAERFLASYNMLKNHLTLAGDYK"
     gene            complement(2348363..2348653)
                     /locus_tag="DJ46_2491"
     CDS             complement(2348363..2348653)
                     /locus_tag="DJ46_2491"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK61990.1"
                     /translation="MSGKPLNKYVVKRAFRDKFTFVHYSVADSYESNDAERVMYLQDE
                     GFLNKERIIEKQEGSKGPVHVGGGYYELPNGEKIKGKDAALEALKQLEQVGE"
     gene            complement(2348690..2349853)
                     /locus_tag="DJ46_2492"
     CDS             complement(2348690..2349853)
                     /locus_tag="DJ46_2492"
                     /note="major_cap_HK97: phage major capsid protein, HK97
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage major capsid protein, HK97 family"
                     /protein_id="AIK63523.1"
                     /translation="MKTLQEILTRKSEIRSMLQSDKEVDLAALETELRDLEETQKQIE
                     TRQRLLKEAEEINNNQMPEIRTVETFNNEPQKQDVELETSEKRGQALMENRAVTVGSG
                     NVVLPKHSATDIRPTFNEVSTLIDRVSSKTLKGGESYQQPYIKSYGEGDYTTEGNDYN
                     TSETTFGYADITKAKVTAYSEDTEELQKLPAADYDAEVMKGITVATRKKLTREILIGT
                     GATNRLVGIFSAAATAIDSETDLEISAIDASTLDEIIYSYGGDEDVEDAAVLILNKLD
                     LKSFAKLRTSDGKKVYNVVSQGNSGTIDGVPFIINSACKAVSDAKTTAGQYSMAYGPL
                     SNYQLTIFSDMDVQRSTDFKFKQGMIAHRGSVFAGGNVISKNGFLRVKKAATV"
     gene            complement(2349867..2350451)
                     /locus_tag="DJ46_2493"
     CDS             complement(2349867..2350451)
                     /locus_tag="DJ46_2493"
                     /note="proheadase_HK97: phage prohead protease, HK97
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage prohead protease, HK97 family"
                     /protein_id="AIK65959.1"
                     /translation="MNKTEKRELLSSALEIRELENGLRTISGYAVKWEMKSVTMGYWQ
                     RFKEQFKKGAFTESLTQDDQLALWSHDTSQVLGRTKNGTLRLFEDEIGLRFELDLANT
                     TLGNDTYETIKRGDVDGVSFGFQMVKEEWDESDPDNVVRSVTKAKLLEISPVAFPAYP
                     DSQVSARSHDPYKQFVKERNQKELRKKLILKTYL"
     gene            complement(2350417..2351628)
                     /locus_tag="DJ46_2494"
     CDS             complement(2350417..2351628)
                     /locus_tag="DJ46_2494"
                     /codon_start=1
                     /transl_table=11
                     /product="phage portal family protein"
                     /protein_id="AIK63919.1"
                     /translation="MGLFDKIFGKKQAPTTTRFEMINDNGGGFFAWNGDIYQSDIIRA
                     CIRPKAKAVGKLIAKHIRDNSTEFKVNPDSYMRFLLEEPNPLMTGQMFQEKMAVQLEL
                     NHNAFAYIKRDDFGYPTEIYPIPCTTVEVVEGAQGDIFLKFYFKNGKQMTIPYTDIIH
                     LRKDFNDNDFFGEHPGNALAQLMEIVTTTDQGIVKAIKNSAVVKWILKFKSVLKQEDI
                     DSQVKNFVNNYLNISNDGGAASSDPRYDLEQVKPEAFVPDSKQMQETVQRIYNFFNTN
                     EKIIQSKYNEDEWNAYYESEIEPFAMQLAGEFTRKLFSRRERGFGNRIIFESSSLQYA
                     SMGTKMNLVQMVDRGSLTPNEWRAILSLGPIEGGDKPIRRLDTALVKEGNVTDEGGDD
                     NEQDGKEGATE"
     gene            complement(2351644..2353332)
                     /locus_tag="DJ46_2495"
     CDS             complement(2351644..2353332)
                     /locus_tag="DJ46_2495"
                     /codon_start=1
                     /transl_table=11
                     /product="phage Terminase family protein"
                     /protein_id="AIK65766.1"
                     /translation="MRIQYLLSYNPIIEYYSLIESGKEIVSEKVRRIYKKLVSDIDDK
                     ESIYEYDSKKANHAIEFIENFCKHSKGKWGGKPIVLEVWQKAFIAAAFGFVHGIDGTR
                     KYREVLLVVARKNGKSTVGSGIGLYLQIADGEPGSEVYAVATKKDQAKLVWLESKRMV
                     KKSPALLKRIKPLVSEMVSEWNDSTFKPLGSDSETLDGLNVHGAMMDEIHAWKDKNLY
                     DVIVDGTSSREQPMIFMITTAGTVRESVYDMKYEEAEMLLNGLDDPDGYKDDRFLPII
                     YELDKREEWTDPSKWKKANPGLGSIKKIDQLETKVNKAKANSLLVKNLLTKDFNIRET
                     STEAWLTFEQLNNPETFDIEKLKPSYGIGGCDLSSTTDLTAAKVIFMVPEDPHIYVKQ
                     MYWLPEDLLEQRSKEDKIPYNLWHEQGILRTTPGNSVHYKFVTKWFLEIRDEYGIYLP
                     WIGYDKWSAKYWVEEMEGYFGKESMIPIAQGKQTLSSPMKLLGADLESKLINYNNHTI
                     DKWCLSNTAIDVDKNLNIQPNKTKNQRRRIDGTAALLNAYVVLQEKRNDYLNMI"
     gene            complement(2353329..2353700)
                     /locus_tag="DJ46_2496"
     CDS             complement(2353329..2353700)
                     /locus_tag="DJ46_2496"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62988.1"
                     /translation="MAIKKELTKEERVNKEITRLRRIYKEMPKDTLLVVEGLIVEAAD
                     LRVRLEDVRKDLDENGYDEMFSQSENQEPYERERPAARRYIAMNKSYQTIMKQLGDYI
                     PKKTVESKEKDDGFDDFVMNK"
     gene            complement(2353866..2354162)
                     /locus_tag="DJ46_2497"
     CDS             complement(2353866..2354162)
                     /locus_tag="DJ46_2497"
                     /codon_start=1
                     /transl_table=11
                     /product="HNH endonuclease family protein"
                     /protein_id="AIK64384.1"
                     /translation="MAKEYAKKFYKSTAWKKCRDSYFKFRYGLCERCKGTGKIVHHKD
                     YITPENINNPEITLSFHNLELLCQDCHNREHHEKNSPVVEGVMFDENGDLIQKE"
     gene            2354493..2354654
                     /locus_tag="DJ46_2498"
     CDS             2354493..2354654
                     /locus_tag="DJ46_2498"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64462.1"
                     /translation="MDILDILDKVSGISSFILAIYILLKESKEEKNKRPQRKGSSRPS
                     RKPKRRKRK"
     gene            2354926..2355348
                     /locus_tag="DJ46_2499"
     CDS             2354926..2355348
                     /locus_tag="DJ46_2499"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64261.1"
                     /translation="MSTYQDRYIYPSIFDFSNEQVTVTFPDLTDCHANGNNYEDAFEM
                     AKKTLATHLYEIEENKGTIPPASNPTSIQTKDNQVIGLMEVWMPPFRSEIENKAVKKT
                     LTIPHWLDKMGKANNVNYSQVLQDALKKHLGVTENKNV"
     gene            complement(2355435..2355860)
                     /locus_tag="DJ46_2500"
     CDS             complement(2355435..2355860)
                     /locus_tag="DJ46_2500"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62573.1"
                     /translation="MRKLRKDIKVIAQLVIFLAVFTLIAVVFNAIGNMEMLVGMIQET
                     SKLGITIIIGLIGIAIACIAFQSLEARKENKNFYMNYLTLMLIALLFLLTIFWFPYLP
                     IDSNKYMYYFIFIVYFLFGTVLLGLSLIGTHKIIKKAFE"
     gene            complement(2355981..2356259)
                     /locus_tag="DJ46_2501"
     CDS             complement(2355981..2356259)
                     /locus_tag="DJ46_2501"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK63434.1"
                     /translation="MGFLKKKEVNKVYKFEDKEQLLSFLHDEVLTTPEVMDVLGISKA
                     RISKMIKDGKLVPFKKMERVSLFLREDIEEKKKELEVLRSKYRPYEEE"
     gene            complement(2356828..2357592)
                     /locus_tag="DJ46_2502"
     CDS             complement(2356828..2357592)
                     /locus_tag="DJ46_2502"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63467.1"
                     /translation="MKEWIQSNWKKVIGILVIAVATPNIIGGLLNIPGGNLTIGDENA
                     WVSFYGSYTGGIIGGIVALIIASTQLINERKKNKESQRSFLSAAKVDMNLSETKNVGR
                     KKKGRIVLTEAYERLIGTEFETTYYSIIRYDGPDIIMNCEFNIVVGDSSNFETTDTIT
                     VWVDFFEKDEEILIPLCSTKFKKDQQGTKEEQEDFRRTPFVKEIQALYETLGGEKMRF
                     YQSEIESERGHYVVGDKEITILRHDIQYTKFAQRGE"
     gene            complement(2357719..2358702)
                     /locus_tag="DJ46_2503"
     CDS             complement(2357719..2358702)
                     /locus_tag="DJ46_2503"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65340.1"
                     /translation="MYNVILQPTGNKVAKFNFQSTMRNGIEFEKIKPFLQQEDANNLS
                     AIYKGNLIRVWGITPSPQKIKQWEKIQRGDITLFSANKQIFASATIAYKVHNLELAKH
                     LWGETDSGESWEYIYFLDEIKHQAISLSVFNRLLDYEEGNLIQGFRVLDQEKSNIIMS
                     AFDLYSSSYAPISTKEETKKNIKDIIGDLEQSASLDSEIKGKARKEQGILRGYLFNDK
                     KTCNCGICGKEYPIDLLVAAHIKKRAFCSIEERLDIENIAIPMCKFGCDDLFEKGYIT
                     VLNGEIISLVNKDNLPDSVREYIESLQGKECLKWNKDNAEYFEWHLNYHKK"
     gene            complement(2358735..2359067)
                     /locus_tag="DJ46_2504"
     CDS             complement(2358735..2359067)
                     /locus_tag="DJ46_2504"
                     /codon_start=1
                     /transl_table=11
                     /product="mazG-like family protein"
                     /protein_id="AIK65579.1"
                     /translation="MNQNTIKEILKFRDDRDWKQFHNSKDLAISLSLEASELLENFQW
                     KSSEDAIEQNLENIKDELADVLIYSILLADQMNVDIEELIQNKIEKNQRKYPVEKSFG
                     SNKKYNEL"
     gene            2359208..2359843
                     /locus_tag="DJ46_2505"
     CDS             2359208..2359843
                     /locus_tag="DJ46_2505"
                     /codon_start=1
                     /transl_table=11
                     /product="HB1, ASXL, restriction endonuclease HTH domain
                     protein"
                     /protein_id="AIK66169.1"
                     /translation="MANNNPWLSEIIEILTELGGAGTLSQIKTKVMERNKIDLSKYQH
                     EQSIGAQIRKTIYYHSSECDIYKGEQDLFYAVNGKGNGCWGLRDFDNNTDWELIDLEE
                     EFSEGKQILRTHLSYERNNKVIKRAKEHFKQKHGGKIFCEICGFDFHKIYGELGKDFI
                     EGHHTIPVSQLKEGEKTRIEDIIMVCSNCHRMLHRTKFVLTKEDLYSIIQK"
     gene            complement(2359882..2360094)
                     /locus_tag="DJ46_2506"
     CDS             complement(2359882..2360094)
                     /locus_tag="DJ46_2506"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65181.1"
                     /translation="MLKLKIKLKEILNEKNLTQKQLAEMTHMREATISDIVRGARTVI
                     NIQHIEHIAKALEIKDIREIIDFVEE"
     gene            complement(2360163..2361302)
                     /locus_tag="DJ46_2507"
     CDS             complement(2360163..2361302)
                     /locus_tag="DJ46_2507"
                     /codon_start=1
                     /transl_table=11
                     /product="AIPR family protein"
                     /protein_id="AIK66154.1"
                     /translation="MKSKMEVTAIQFKKMEDPLGRSTKKKYICYVNVNDVPKDIPMAT
                     NPREQKLTKSVPKQIEDSLLSDDGEFHLKNRGIVISAKKVEYNTQTKKMTLLFDDFYE
                     HGNIDGGHTYKVILKHQGKGLQQYVQFEIMVGVEDIIEPLAAARNTSTQVDEKSIAEL
                     EGKFAPIKDSIGGMPFYNRVAFKQNQHSDRRGVKVIDAREIVAIMTMFNIDSYGPDTH
                     PTASYSSKAKVLSEYLKDQSEFEKMHNIAPDMFDLYSKIEMDFPVAYNATGGKYGAKK
                     FSGYKEGNVVAKLKFGDEPLEYKVPDGLVYPILSAFRALVTLDEKTNMYRWVKDPFDV
                     YEEIRVQLASKIMKFTESIGNNPNAVGKDTNAWDMMYMTVERYVK"
     gene            complement(2361452..2361955)
                     /locus_tag="DJ46_2508"
     CDS             complement(2361452..2361955)
                     /locus_tag="DJ46_2508"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK64420.1"
                     /translation="MQDLIKQYNTTLRQLREAQKDAKEEDVKVLTDMISDITYSLEWM
                     KKARRPGNRRGVERLAAYQRERACDPLLMQRYFRSMDDNLYEWDNHQQEHSIGEWDKV
                     RLEDALSLLTEREKEVYLMSRGYCLTYREIARYLDITCSTVQSMIERAEKKIARQVNE
                     SLFCNCG"
     gene            complement(2362535..2363086)
                     /locus_tag="DJ46_2509"
     CDS             complement(2362535..2363086)
                     /locus_tag="DJ46_2509"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63576.1"
                     /translation="MLTIIGFNLSLIVIFLIIYFVLWSFASRNLFFNLTSFFMLAIVV
                     APIILSILNIVWIIKNDLSIWSYLIPVFYISIPIVKIFLEEKEQKRDDELYENYTPQL
                     RLVINSFFSELSIENDEEDIFIVKLDNKRNNKYVFKVIINLEDVQYNKDFLVKKLNNI
                     LRDEIPDIGTEIYINVNQDMQKK"
     gene            complement(2363107..2365737)
                     /locus_tag="DJ46_2510"
     CDS             complement(2363107..2365737)
                     /locus_tag="DJ46_2510"
                     /codon_start=1
                     /transl_table=11
                     /product="PGAP1-like family protein"
                     /protein_id="AIK63920.1"
                     /translation="MPQENEHVKPNKQIIIIPGIMGSKLKEQQLTIWIPHIKSTFSRE
                     FNLHEKLKLKQKKNHFDASTGILGPFYGRLKSVLQDYAKHVDEFFYDWRLGNQYHLER
                     LKKLIKTDVDEVIIVAHSMGGLIAKACLNEFASEGLNQKISKVITMGTPWAGAPTAYK
                     ALKHGAGIPKDWFPVMMSAEKTKDLARTFESVYQLLPNINYYQEYDEECKLAFTEYNG
                     KSIKSWEDIYSDIYKPLLKDKDFDFVEGFNHFQNLIKGDMNVEHHEIIGYGKGTYCSF
                     KRDKKEKTKAIFGDGDGTVPLTSAKSESSIKYYVDRGHQFLPNDSVVLDIVKCIVHGE
                     DPKQTDDFLVYKKFLDDYTSDFNAKVIKVACPVLVTLSDENNDILYGSTERFLNEEDL
                     IGEHLEREDIDITYLDDTMYILLPYKNDQELKQKKLDKIQIEAYDEGATSITIEEYKD
                     GKITEINSFDSFIIDQNKTAEFTIPVDSSESRLVIKENETVDIRKPKNVKKVNVDELK
                     LPETKISIQSNKQRKINDKMYTYVVGGEVLLSVNNILEGTYPVTDTYYSINDGKFNLI
                     FTNDLVKLKLNEGKNVLNVFSTDSAGNAEATKTYTLYYVKNVIPKIVMRFYPKSYKLE
                     YEQINQEMYKDLKLNPPKVSFSVEPKDGMTESLQMVSYREIERNIKIEYANIFNDKEI
                     LESKIDEKLMLSILGAQGTEEDLNKILNDIGIREPFDVRITKKDEKGTPKTIQTKYIR
                     KAKEIIINHEIFFIEIVRDSSHAVSFQNLSEDIKIDEIDQHVFKFKVLDENVEIKNLT
                     IQSEINMIFKNGEKVTIPLVNHFDTKDDNYHVLLNVKDLKKHLNQFWSKDALSKIDLI
                     IEEIVKGKNKLLRVQPITIR"
     gene            complement(2366091..2366339)
                     /locus_tag="DJ46_2511"
     CDS             complement(2366091..2366339)
                     /locus_tag="DJ46_2511"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63137.1"
                     /translation="MGQVVRELYSPSEQYKVEIIKRKDGLYTTEVYRWMEDCGYEFWS
                     SINQGFSLIDNEEHARKIAIEQLKGCSREKINTNVLKD"
     gene            complement(2366521..2367558)
                     /locus_tag="DJ46_2512"
     CDS             complement(2366521..2367558)
                     /locus_tag="DJ46_2512"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64025.1"
                     /translation="MNYYNYPSYYPFYAYNPICIDARINCYYPNFYNDGYYPNSFNSF
                     YPSYEIVDKGFRQISCEEASRINASMDYVGHTMGNQGFAGGVPNFHQAKRGDGELVYG
                     TIIFKREAVDYKDVLKSEFGDIDRRDVGAMMRAASSYATKQGYAAGIPTFHIGPNVYG
                     IILFKPGTAETVDITADELGNPGDVGGLFRAVSSYAAAFPNFHQRRREDGVLVYGVVL
                     FKTGNAEVRDVLAKDLNLPKYYNDFGCPISPPPPDVMKEFQIVAAYHHKLVLVVKYPA
                     NVQYQIERNLERCVQQAISAAAASIVVTWYLSPAATISAISPIIQYTLISCLGNELGN
                     LIDIRIVHRRY"
     gene            complement(2368240..2368566)
                     /locus_tag="DJ46_2513"
     CDS             complement(2368240..2368566)
                     /locus_tag="DJ46_2513"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63306.1"
                     /translation="MREIKIPQLNENATKKKVLIAFAIYRSFIKNKNKTKDRIDYIND
                     MNVALQKLVNKEDKKIIQEYMLREKVNRFRVIRELNISEGSYYRIRNKAFYNFAYVFG
                     IAVEKE"
     gene            complement(2368598..2368882)
                     /locus_tag="DJ46_2514"
     CDS             complement(2368598..2368882)
                     /locus_tag="DJ46_2514"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63262.1"
                     /translation="MGKSQRNKGMRREREFASLIGGARVPLSGAMDGYSNDVKGLGLE
                     WEVKARKEGFKTLYNWLEDEREQPDALAIKADRKPWLVVMPLDTFLKMVK"
     gene            2368983..2369147
                     /locus_tag="DJ46_2515"
     CDS             2368983..2369147
                     /locus_tag="DJ46_2515"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61741.1"
                     /translation="MTDTIRIILFTLVGISAVFSVIKEFQKPEKNKFWITFESLILIG
                     AAWMLIGLIM"
     gene            complement(2369277..2370035)
                     /gene="thyX"
                     /locus_tag="DJ46_2516"
     CDS             complement(2369277..2370035)
                     /gene="thyX"
                     /locus_tag="DJ46_2516"
                     /EC_number="2.1.1.148"
                     /note="thyX: thymidylate synthase, flavin-dependent"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidylate synthase, flavin-dependent"
                     /protein_id="AIK62202.1"
                     /translation="MDVKLLAHTQLSEEFVNYLSVVFGIGDEGFDPTHGQVVALSAIR
                     TCYSPNKPSRIVSLEGEKYFKGKATDGKGGKEVDRLIRHIVGSGHASTLEHLTYTFAV
                     EGVSRALLAQLTRHRVGFSYSVQSQRYVRMGSNDKIGGFDYVVPETVKAKGEQVVNAY
                     NEMMYKLQSGYDLLRTLGIPAEDARSVLPNAAATNLVLTVNLRGLLDFYNKRRKGKGA
                     QAEIAELAEQLRQEVVKVEKWVDEFFWKWKVTEV"
     gene            complement(2370267..2371016)
                     /locus_tag="DJ46_2517"
     CDS             complement(2370267..2371016)
                     /locus_tag="DJ46_2517"
                     /codon_start=1
                     /transl_table=11
                     /product="C-5 cytosine-specific DNA methylase family
                     protein"
                     /protein_id="AIK65717.1"
                     /translation="MLDLCSGIAGISMAADWAGIDTAAFCEIEEFNQKVLRKNYPNIP
                     IFPDLYKLMKQSLIDGGVDVDSIGVISAGYPCQGESLVGKRRGAEDERWLWPEVFRLI
                     KELRPTWFVGENVAGHVTMGLDTVLSDLEEENYSTRTFVFPAVSVGAPHQRYRTFIVG
                     HSNDKSKLQTDPRVVPFRSKWETWENTTGINRGTLSGTYWEENKPAICGMDDGTATRL
                     DEDRLRFLGNAVVPQQIYPIFEAIAKIEGLL"
     gene            complement(2371061..2371633)
                     /locus_tag="DJ46_2518"
     CDS             complement(2371061..2371633)
                     /locus_tag="DJ46_2518"
                     /codon_start=1
                     /transl_table=11
                     /product="dUTPase family protein"
                     /protein_id="AIK63328.1"
                     /translation="MIQLHTITSEEKKQNFDITELFEMQKELDKRIGYKGNDKMDMLF
                     RALLVEISEAWNETRAFKMWSTGFGVPKNGLLEELIDGLHFLMNIVIELDKCTWRHEL
                     IPSFSMQSIMRKDTSNVNMLFEWYMQDVLTAKRAWCQYRDLTTTMGHLRRAFGIFFRI
                     CYLYGFTYEDVIDSYKEKNAENFERQENGY"
     gene            complement(2371853..2372482)
                     /locus_tag="DJ46_2519"
     CDS             complement(2371853..2372482)
                     /locus_tag="DJ46_2519"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK66083.1"
                     /translation="MKTYTGFEAIERMKTNWIKEKNDFFAHTLKKGKHEVFGISSQRI
                     VPSAIGMNFFFENEFVDYEKPLNLEYGEMFVMESSNGKWYGILKEETQTKYYLIMGLK
                     VGEYRFYENGCSFKRYQGRTFRKATDEELEEFERFMVFYKKDRKMDEFKLGDICERED
                     VLYKVVVQTEDNKFEGVLGCVAINEKDTPVKYFPVKSMELQFCVEDMVG"
     gene            complement(2372479..2372649)
                     /locus_tag="DJ46_2520"
     CDS             complement(2372479..2372649)
                     /locus_tag="DJ46_2520"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61595.1"
                     /translation="MTITVIRLDVHISSVGSWGMLFTPSPTNNAEWSCEDYKNTTGKR
                     IEEMLKKAKGKQ"
     gene            complement(2372667..2373449)
                     /locus_tag="DJ46_2521"
     CDS             complement(2372667..2373449)
                     /locus_tag="DJ46_2521"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AIK63534.1"
                     /translation="MIFLSDTCEVCKKERKRTVRFMKINGEVVCPVCKLAEDNHKLEA
                     EMNVFRDEKEQRKRKSMFYDKSLIKDETIKLARFSTFKSDCEEDEKNYTLAKRALEDY
                     LDDVRFNLILVGKVGAGKSHLAYSIAHEMNENSAGTVLYVSVSELFDYISSTFNGQSE
                     ESEHSIVNLLISADLLVIDDLGAELGDMDAADPKATAFVNRVLFKVFDGRQGKKTIIT
                     TNLTGEAVMKAYDERITSRMFNTYRHIEFKYTRDKRKRKLPF"
     gene            complement(2373433..2374191)
                     /locus_tag="DJ46_2522"
     CDS             complement(2373433..2374191)
                     /locus_tag="DJ46_2522"
                     /note="conserved phage family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61497.1"
                     /translation="MSNLLIHEEPLLVLPGLASRIGLNEAIFLQQIHYWLNRSKHFYD
                     ERNWVYNSVAEWVKQFPFWSENTIRRIVKNLEDEQLLVIGNYNRAKFDKTKWYSINYE
                     KLRLLESTNDVPNLGRRSTQNGQMDVPNLGKPIPETNTETTSEIKEYIVEIVNYLNDV
                     CGSSYRLTSKKTQTLIKTRLVEGFTVDNFKTVIDTKAKEWLRTEQAKYLRPETLFGTK
                     FEGYLQQGKVEGKHGSSKGNRYSKDPFEEDDLPF"
     gene            complement(2374188..2374460)
                     /locus_tag="DJ46_2523"
     CDS             complement(2374188..2374460)
                     /locus_tag="DJ46_2523"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK63285.1"
                     /translation="MKTIVRDGSMPIALNRSLGTRYLRDKRLSELLKRCRRLENEGFD
                     YLFPIRKVLETIKHRNDENPHLFKGCLVMDRDRGFYYEVVMRKVKR"
     gene            complement(2374474..2375145)
                     /locus_tag="DJ46_2524"
     CDS             complement(2374474..2375145)
                     /locus_tag="DJ46_2524"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63948.1"
                     /translation="MNEIKNYFAELASIDVSKHVEKKGRFSYLSWSWAVDQLLKKHPD
                     ATWQVVRFDGLPYMKTEVGYFVEVEVTVNNITRSQIHPVLDNYNKPIAKPTSFQINTS
                     IQRCLAKAIALHGLGLYIYSGEDIPQDDEPKQAAKQLDNVPQQEQARQTEIANEQRIK
                     AIHVQIRELSEVYNMPFEETKNTVKQSLGIQTFKGMTVQQASQLQKTITSWLNEAKEK
                     QQQAQ"
     gene            complement(2375142..2375624)
                     /locus_tag="DJ46_2525"
     CDS             complement(2375142..2375624)
                     /locus_tag="DJ46_2525"
                     /codon_start=1
                     /transl_table=11
                     /product="siphovirus Gp157 family protein"
                     /protein_id="AIK63040.1"
                     /translation="MKLYELTSNFNQLQQMIEDGVDPEVINDTLQSISEAIKDKVQGA
                     ALLIRNIEAQVEVIKGEENRLAERRKSFENSCKNIKDYLYHQMVAVNKKRIKGALITV
                     GIQKNPASLDIAEDAIIPPEYMIPQNPKVDKKALLLAIKNGMKWDGISLKQGESVRIR
                     "
     gene            complement(2375639..2375863)
                     /locus_tag="DJ46_2526"
     CDS             complement(2375639..2375863)
                     /locus_tag="DJ46_2526"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61992.1"
                     /translation="MAVGSIKKQIQSQYITWGDYVEETIENQLLQKQVEKAVSSLKLI
                     SAKEADICRKLDIDYVITVLTNKPYGSMPF"
     gene            complement(2375874..2376191)
                     /locus_tag="DJ46_2527"
     CDS             complement(2375874..2376191)
                     /locus_tag="DJ46_2527"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65721.1"
                     /translation="MGIENLVLPEDAELAKSLRNKKENYIKNQFLLTRIASKKNVEGK
                     TKEFYEACKEYEACGEKAKECDKQLKELIFKKKENDRVQHVVERMREVGIKEDVIQKV
                     LYK"
     gene            complement(2376181..2376342)
                     /locus_tag="DJ46_2528"
     CDS             complement(2376181..2376342)
                     /locus_tag="DJ46_2528"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK64297.1"
                     /translation="MMFTIDYNNVKVSDYLRLLAQYKLPNKKQRRLIENRFVCLNALF
                     KKAGESSGN"
     gene            complement(2376342..2376608)
                     /locus_tag="DJ46_2529"
     CDS             complement(2376342..2376608)
                     /locus_tag="DJ46_2529"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66319.1"
                     /translation="MFNVQVDENVVKELCVEEIQKKVKEYDAELAFWDTKELKKRVCM
                     SWNTIQDQFFFDPRFPKFKVGKKWYFPAKQVQAFLVEWAEERMD"
     gene            complement(2376717..2377445)
                     /locus_tag="DJ46_2530"
     CDS             complement(2376717..2377445)
                     /locus_tag="DJ46_2530"
                     /note="phage_pRha: phage regulatory, Rha family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage regulatory, Rha family protein"
                     /protein_id="AIK65771.1"
                     /translation="MIEQIMVVDEKEESFVKGDQESLVFIKDNKVVTDSLTVAEVLKK
                     QHKHVLRDIKVQMEKLESAGEGEFTESNFGLSFYKDVTGRTLQKIDMTEDAFTILMFS
                     YNTIETMKIKVRFIEEFKRMRAFIENQSILPTDTFSQIELLATGTSNLNKRVSSLEQV
                     VEKQLTVDYGQQRVIEKTKAKRIYFLWENGHVDSEVHDSTRKLFGLLGRNLKDAFNVN
                     SYRDILKKDFEEALNFINGWRPMI"
     gene            complement(2377442..2377642)
                     /locus_tag="DJ46_2531"
     CDS             complement(2377442..2377642)
                     /locus_tag="DJ46_2531"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK62189.1"
                     /translation="MKYSSFGIEVRKVLLERDLTLTVLASELKISVSYLSDILKGSRK
                     GKKQKKAIVELLGLDMCEEDLK"
     gene            2377918..2378331
                     /locus_tag="DJ46_2532"
     CDS             2377918..2378331
                     /locus_tag="DJ46_2532"
                     /codon_start=1
                     /transl_table=11
                     /product="putative repressor"
                     /protein_id="AIK63270.1"
                     /translation="MSLVNTIKNLCKNHDTSISALEKDLEFGNGTIRKWDKAYPSADR
                     LQKVADHFNVTTDFLLGRTNQMHLTTKDEKDIEKRMEEIKRDLQGEDGLMFSGEPMSE
                     EAVESLLDAMEYIVKQTKVINKKYVPKKYRSTDDN"
     gene            2378354..2378782
                     /locus_tag="DJ46_2533"
     CDS             2378354..2378782
                     /locus_tag="DJ46_2533"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64410.1"
                     /translation="MKFVIRDLVQQLCTKYNTTNPYELADYLKINVLTWDLHEEINGF
                     YKYEKRNRFIVINNHLSPSMQRTVCAHELGHAILHTHANTPFLRKNTFFSVDKLEIEA
                     NTFAALLLIDKKTIQPGDTKACIAYKNDIPVELLEFYKPY"
     gene            2378798..2378965
                     /locus_tag="DJ46_2534"
     CDS             2378798..2378965
                     /locus_tag="DJ46_2534"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62828.1"
                     /translation="MIIDLNAEREKRKKRTIKQEEFKKIPIVEKIHIVDGEIKYEVSG
                     YKETPVKWLDE"
     gene            2379007..2379477
                     /locus_tag="DJ46_2535"
     CDS             2379007..2379477
                     /locus_tag="DJ46_2535"
                     /codon_start=1
                     /transl_table=11
                     /product="AP2-like DNA-binding integrase domain protein"
                     /protein_id="AIK62641.1"
                     /translation="MASFRKFGDVWEFRVRFKDPYTQKYKEKSKRGFKTKKEAQLAAA
                     EEEKKLLNGLEVEITPTSLKHYLRDCLKLFKQDNVRKNTFILHERNIEKHIIPYFQNM
                     NLKELKPMMYQKFINSLTDQGYSKRTVQIIHGTMNNAMKKAVSLKKSKTILVKK"
     gene            2379522..2380151
                     /locus_tag="DJ46_2536"
     CDS             2379522..2380151
                     /locus_tag="DJ46_2536"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AIK62269.1"
                     /translation="MRSEDIPLFLKTSYQYNYIYYIFFKALLNTGMRKGEAAALQWKD
                     INLKEHTIIISKTLDFTAKTKEELFGDTKTFTSKRTIMIPKSLVDELLAHKKWQNANK
                     LVLQDAYEHELDLVFSRVDGKFLPKSTLFNAFSRILKKANLPRLEIHSLRHTHAVLLL
                     ESGASMKYIQDRLGHKSIEITSNVYSHISDKINKDSISGFEAYMNNVLG"
     gene            complement(2380266..2381600)
                     /gene="glnA"
                     /locus_tag="DJ46_2537"
     CDS             complement(2380266..2381600)
                     /gene="glnA"
                     /locus_tag="DJ46_2537"
                     /EC_number="6.3.1.2"
                     /note="glnA: glutamine synthetase, type I"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine synthetase, type I"
                     /protein_id="AIK62193.1"
                     /translation="MARYTKEDIFRLAKEENVKYIRLQFTDLLGVIKNVEIPVSQLTK
                     ALDNKMMFDGSSIEGFVRIEESDMYLYPDLDTWVIFPWTAEKGKVARLICDIYNADGT
                     PFEGDPRNNLKRVLKEMEALGFSDFNLGPEPEFFLFKVDEKGNPTLELNDNGGYFDLA
                     PMDLGENCRRDIVLELEEMGFEIEASHHEVAPGQHEIDFKYANAIRSCDDIQTFKLVV
                     KTIARKHGLHATFMPKPLYGVNGSGMHCNLSLFKNGENVFFDQNGDLQLSDDARHFIA
                     GILKHAPAFTAVANPTVNSYKRLVPGYEAPCYVAWSAQNRSPLVRIPASRGISTRVEV
                     RSVDPAANPYLVMATLLAAGLDGIKNKLTPPAAVDRNIYVMTKEEREEAGIVDLPATL
                     AQALVTLQSNEVISNALGDHLLEHFIEAKEIEWDIFRTQVHQWERDQYMSLY"
     gene            complement(2381649..2382038)
                     /gene="glnR"
                     /locus_tag="DJ46_2538"
     CDS             complement(2381649..2382038)
                     /gene="glnR"
                     /locus_tag="DJ46_2538"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator glnR"
                     /protein_id="AIK61579.1"
                     /translation="MKEDRRSAPLFPIGIVMDLTQLSARQIRYYEEHNLVSPTRTKGN
                     RRLFSFNDVDKLLEIKDLLDQGLNMAGIKQVLLMKENQTEAVKVKEETKEISKTELRK
                     ILRDELQHTGRFNRTSLRQGDISRFFH"
     gene            complement(2382214..2383485)
                     /locus_tag="DJ46_2539"
     CDS             complement(2382214..2383485)
                     /locus_tag="DJ46_2539"
                     /codon_start=1
                     /transl_table=11
                     /product="aluminum resistance protein"
                     /protein_id="AIK64449.1"
                     /translation="MFDRLKNGEKIAPIVKEVESQITEVHKRADEVIESNQFRVLESF
                     RKHKISDSHFIPTTGYGYDDIGRDTLEKVYADVFGAEAGLVRPQIISGTHAISTALFG
                     ILRPGDELLYITGKPYDTLEEIVGVRGKGVGSFKEYNIGYNAVPLTEEGLVDLGAVAA
                     AIHSNTKMIGIQRSKGYATRPSFTISQIKEMIAFVKEIKPDVVVFVDNCYGEFIEEQE
                     PCHVGADLMAGSLIKNPGGGIVKTGGYIVGKEQYVEACAYRLTSPGIGAEAGASLYSL
                     QEMYQGFFLAPHVAGQALKGAIFTAAFLEKLGMNTSPAWNAPRTDLIQSVQFDDKDRM
                     IAFCQAIQYASPINSHFTPYANYMPGYEDDVIMAAGTFIQGASIELSADGPIRPPYVA
                     YVQGGLTYSHVKIAICSAIDALIEKELLTIS"
     gene            complement(2383478..2383690)
                     /gene="hflX"
                     /locus_tag="DJ46_2540"
     CDS             complement(2383478..2383690)
                     /gene="hflX"
                     /locus_tag="DJ46_2540"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein HflX"
                     /protein_id="AIK65970.1"
                     /translation="MKEEMNRYQVEIPPSEGKLLTLLKTETLLTKMEFLEDKFVYDCA
                     GYIFAHSSLNVQLKRFLVEEGENKNV"
     gene            complement(2383687..2384748)
                     /gene="hflX"
                     /locus_tag="DJ46_2541"
     CDS             complement(2383687..2384748)
                     /gene="hflX"
                     /locus_tag="DJ46_2541"
                     /note="GTP_HflX: GTP-binding protein HflX"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein HflX"
                     /protein_id="AIK66200.1"
                     /translation="MEEKEKVILVGCQLPQDDDEKFMHSMKELASLAKTARAELLVST
                     TQKRPKFHPATYIGKGKLEELTMLTEELEPDVIVFNNELTPSQIRNLSSVLDARVIDR
                     TQLILDIFAQRAKSREGKLQVELAQLQYTMPRLMGQGLSLSRLGGGIGTRGPGETKLE
                     TDRRHIRSRIDEIKKQLAVVVEHRKRYRERRKDNKVFQVSLIGYTNAGKSTLFNRLTE
                     ADTFEENLLFATLDPTTRKMPLPSGYTVLLTDTVGFIQDLPTSLIAAFRSTLEEAGEA
                     DVILHVVDSADPNYVGHEKTVKQLLSELEINHIPIITLYNKKDELHQNFIPFPKNDFL
                     MTSAFEEKDLLHIKEAKRK"
     gene            2384841..2385464
                     /locus_tag="DJ46_2542"
     CDS             2384841..2385464
                     /locus_tag="DJ46_2542"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62433.1"
                     /translation="MAWEIFSIIGTIAFALSGAIVAMEEDYDIFGVYILGMATAFGGG
                     ALRNLLIGYPIVAFWQQDMLFQIALLSMTIIFLFPNKLIRHWKKWENITDAIGLSAFA
                     VQGALYAQKLNLPISATIVAAVLTGIGGGIIRDLLARRKPLVLRAEVYAFWTILAGFL
                     IGAQIIVSDWALYTLFILIVCFRMVSIHYKWHLPHRRIDTNERSMHK"
     gene            2385564..2385830
                     /locus_tag="DJ46_2544"
     CDS             2385564..2385830
                     /locus_tag="DJ46_2544"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65795.1"
                     /translation="MKNHVNKGAQKSSVGQFGHDLHSAHEKSAKMERFHKSYQGKEKN
                     NKSTYIEKTDAQLTYCASPLQASNHYLIFQPNHIYHTHPLATTA"
     gene            complement(2385733..2386689)
                     /gene="spoVK"
                     /locus_tag="DJ46_2543"
     CDS             complement(2385733..2386689)
                     /gene="spoVK"
                     /locus_tag="DJ46_2543"
                     /note="spore_V_K: stage V sporulation protein K"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein K"
                     /protein_id="AIK62890.1"
                     /translation="MEQSMRKKNNNQINIVLNHRKKISLPAAENKTVISSETTTKHEM
                     LQRIEEEMGKLVGMDDIKKIIKEIYAWIYVNKKRQEIGLKSEKQVLHMLFKGNPGTGK
                     TTVARMIGKLLFEMNILSKGHLVEAERADLVGEYIGHTAQKTRDLIKKAMGGILFIDE
                     AYSLARGGEKDFGKEAIDTLVKHMEDKQHGFVLILAGYSREMNHFLSLNPGLQSRFPF
                     IIEFADYSVNQLLEIGKRMYEEREYQLSKEAEWKFRDHLHAVKYSSQITSFSNGRYVR
                     NIVEKSIRTQAMRLLQEDAYDKYDLVGISSSDLMLEEETHST"
     gene            2386803..2387768
                     /locus_tag="DJ46_2545"
     CDS             2386803..2387768
                     /locus_tag="DJ46_2545"
                     /note="phage integrase, N-terminal SAM-like domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62633.1"
                     /translation="METTEFHDTIQAFSIFLLNKGRKPSTIKRYVYDIEDFGHWLEKN
                     KKLPSSNIWATLCTKDYEDYFSDLKKNRHYSEKTMHRVFIVLNRMHHFLNIPNPLKNM
                     EISIQPDRTLRNEDFISSDEEKRLKHIVTSLEGLSEKQRPVRPLLMDRNIAILNLLID
                     YGLSLQELTALTMHHVHFETNTLSIPATAGVERTISLTSEDKKQLYTYYKSIPEPVRP
                     KYHSNDPLFVAFDFNRGTYRWVYENDAPKGLTEIAIQKMIRLEVSRANLRKGISGQHF
                     RNTYILNLIKKETPESEIIKLAGFKSKISLKRYYQYAENGKNALS"
     gene            2387882..2389318
                     /locus_tag="DJ46_2546"
     CDS             2387882..2389318
                     /locus_tag="DJ46_2546"
                     /codon_start=1
                     /transl_table=11
                     /product="collagen triple helix repeat family protein"
                     /protein_id="AIK63658.1"
                     /translation="MSRYDDSQNKFSKPCFPSSAGRIPNTPSIPVTKAQLRTFRAIII
                     DLTKIIPKLFANPSPQNIEDLIDTLNLLSKFICSLDAASSLKAQGLAIIKNLITILKN
                     PTFVASAVFIELQNLINYLLSITKLFRIDPCTLQELLKLIAALQTALVNSASFIQGPT
                     GPTGPTGPAGATGATGPQGVQGPAGATGATGPQGVQGPAGATGATGPQGAQGPAGATG
                     ATGPQGAQGPAGATGATGPQGIQGPAGATGATGPQGVQGPTGATGIGVTGPTGPSGGP
                     AGATGPQGPQGNTGATGPQGIQGPAGATGATGPQGAQGPAGATGATGPQGVQGPTGAT
                     GIGVTGPTGPSGPNFPVATIVVTNNIQQTVLQFNNFIFNTAINVNNIIFNGTDTVTVI
                     NAGIYVISVSISTTAPGCAPLGVGISINGAVATDNFSSNLIGDSLSFTTIETLTAGAN
                     ISVQSTLNEITIPATGNTNIRLTVFRIA"
     gene            complement(2389399..2389623)
                     /gene="hfq"
                     /locus_tag="DJ46_2547"
     CDS             complement(2389399..2389623)
                     /gene="hfq"
                     /locus_tag="DJ46_2547"
                     /note="hfq: RNA chaperone Hfq"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA chaperone Hfq"
                     /protein_id="AIK62892.1"
                     /translation="MKQSINIQDQFLNQLRKENTFVTLYLLNGFQLRGLIKGFDNFTV
                     LLETEGKQQLIYKHAISTFVPQKNVSIELE"
     gene            complement(2389645..2390598)
                     /gene="miaA"
                     /locus_tag="DJ46_2548"
     CDS             complement(2389645..2390598)
                     /gene="miaA"
                     /locus_tag="DJ46_2548"
                     /EC_number="2.5.1.75"
                     /note="miaA: tRNA dimethylallyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA dimethylallyltransferase"
                     /protein_id="AIK62458.1"
                     /translation="MGEVQREKVAVIIGPTAVGKTKLSIDLAKALNGEIISGDSMQIY
                     RTMDIGTAKVTKEEMDGIPHYMVDIKNPEESFSVAEFQERVRKHIREITERGKLPIIV
                     GGTGLYIQSVLFDYQFTDDAGDAIYREQMEKLALERGVEYVHKKLQEVDPESAERIHA
                     NNVRRVIRALEIFHTSGEKMSDQLEKQENELLYDVSLIGLTMDREMLYDRINLRVDIM
                     MDQGLLEEVEGLYNRGIRDCQSIQAIGYKEIYDYFEDRVSLEEAVSQLKTNSRRYAKR
                     QLTWFRNKMDVTWFDVTDGEKTSEILRYIEGKLQLKSNNSK"
     gene            2390780..2391025
                     /locus_tag="DJ46_2549"
     CDS             2390780..2391025
                     /locus_tag="DJ46_2549"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61571.1"
                     /translation="MKQSTINFSSLTKDLILATATKEQNCSQEELYFALNCLLRSFHS
                     TLQETTLHTENKNTEYIQNQFCSAYKIITGKTIYPFQ"
     gene            complement(2391088..2392020)
                     /locus_tag="DJ46_2550"
     CDS             complement(2391088..2392020)
                     /locus_tag="DJ46_2550"
                     /codon_start=1
                     /transl_table=11
                     /product="3D domain protein"
                     /protein_id="AIK63023.1"
                     /translation="MKKLLGIATAAVFGLGIFAGSAKAETIVTTDVLNVRENPTVESK
                     LVGKMLSGNKLDVINTENGWTKIKVNGKEAFVSAEFTKSTYYVTAGVLNVRAGANTDS
                     EILGKLNKDDVIETTNQVQNEWLQFDYNGKVGYVHVPFLTGTAPVVEKKEVVTQEEAP
                     VRVNAPVKNNKVVKNKESVKNVESSKPVAKAKPAVQQVAKSKGTSAPAGGREITVEAT
                     AYTAHPSENGTYGGRVLTAMGHDLTANPNMKVIAVDPKVMPLGSKVWVEGYGEAIAGD
                     TGGAIKGNRIDVLVGSDGSANSWGRKSVKVKVIE"
     gene            complement(2392368..2394224)
                     /gene="fruA"
                     /locus_tag="DJ46_2551"
     CDS             complement(2392368..2394224)
                     /gene="fruA"
                     /locus_tag="DJ46_2551"
                     /EC_number="2.7.1.69"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system fructose-specific EIIABC component"
                     /protein_id="AIK64354.1"
                     /translation="MKITELLKRDTVIMNLTASNKEAVIDELVEKLNGANRLNSKAEF
                     KEAILKRESQSTTGIGEGIAIPHAKTKAVKQPAICFGRSVSGINYESLDGQPAHLFFM
                     IAASEGANNTHLETLSRLSTLLMDEGFRKQLLEAKDEEELLRLFDEKENEKEEEVEVA
                     QPEGNEPYVLAVTACPTGIAHTYMAADSLKAKAAELGIAIKVETNGSTGIKNGLTKED
                     IERATAIIVAADKQVEMNRFAGKHVIQVPVADGIRKTEKLLNRAVKQDAPIFKGIKED
                     GKTESTEKEKGLGIYKHLMNGVSNMLPFVVGGGILIALAFSFGGIKAEGPLAELFMSI
                     GGGGTGAFLFLVPILAGFIASSIADRPGFMPGVVGGFLAAHANAGFLGGLIAGFLAGY
                     VVLGLKRLFSGLPVQLEGIKPVLLYPVFGLLITGVVMQKVVIPPVVALNEMLTGWLNG
                     LNGTNAILLGLILGAMMAIDMGGPINKAAFTFGIAAIEAQNFGVHSAVMAGGMVPPLA
                     IAFATTFFKSKFTEAERKSGLTNYIMGASFITEGAIPFAAADPVRVIVSCVVGSSIAG
                     ALSMLFQITLPAPHGGLFVIALVNKPVLYIFSILIGAVVSALMMGIWKKKVK"
     gene            complement(2394238..2395149)
                     /gene="pfkB"
                     /locus_tag="DJ46_2552"
     CDS             complement(2394238..2395149)
                     /gene="pfkB"
                     /locus_tag="DJ46_2552"
                     /EC_number="2.7.1.56"
                     /note="pfkB: 1-phosphofructokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="1-phosphofructokinase"
                     /protein_id="AIK64084.1"
                     /translation="MIYTVTLNPSIDYVVQVNSLDLGAVNRAEKDMKFPGGKGINVSR
                     VLHRLGVENVALGFTGGFTGRFIKDVLQTEGVITNFVQVDGDSRINVKIKGQEETELN
                     GQGPSVTNEQFEQLMKQIESMQKGDYVVLAGSVPASIPTTFYESIAAFGAEKGIRVVV
                     DASGSALQHVVKNKPFLIKPNHHELGELFGVEISTAEDILPYGRKLIEQGVEHVIVSM
                     AGDGALLFTAEGIYEATVPKGVVINSVGAGDSLVAGFVGKYEQTKDIEKAFQYGVATG
                     SATAFSADLCEKEKVEELLSQVIVTKR"
     gene            complement(2395146..2395898)
                     /locus_tag="DJ46_2553"
     CDS             complement(2395146..2395898)
                     /locus_tag="DJ46_2553"
                     /note="deoR C terminal sensor domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66147.1"
                     /translation="MLTPERHQMILQLVKEQKVVKLQQLVERTASSESTIRRDLAQLE
                     KQRLLKRVHGGAAVLTGKGQEPTMVEKSSKNIQIKQQIAKYAASVVEQGDFIYLDAGS
                     TTFEMIPFLINKDVTVVTNGLMHIEALVENNIRAYLLGGMMKSRTKALIGAMAQESMQ
                     KYRFDKCFLGANGVHEQLGFTTPDPEEALLKQMALTLANEGYFLIDESKFSEVAFAKI
                     ANVEEANIITNHLEIDLEKYKRQTNVIEADKQ"
     gene            complement(2396058..2396786)
                     /locus_tag="DJ46_2554"
     CDS             complement(2396058..2396786)
                     /locus_tag="DJ46_2554"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-containing alcohol dehydrogenase family
                     protein"
                     /protein_id="AIK61022.1"
                     /translation="MNAGSVITNWETNEKYGWGSPVTFPQFSILDPAHTASVPKDQTI
                     YGMVDIMSHVLEQYFHHGTNTELQDRYCESVLKTVIETAPKLLSDLENYEHRETILYC
                     GTMALNGILAMGVKGDWATHNIEHAVSAVHDIPHGGGLAILFPNWMKHVVDENVSRFK
                     QFAIRVFDVKTDGKTDREIALEGIEALRQFWTSIEAPVTLSDYTIGENEIDVMADKAM
                     ANGEFGNFKKLNKDDVLSIYKASL"
     gene            complement(2396783..2397220)
                     /locus_tag="DJ46_2555"
     CDS             complement(2396783..2397220)
                     /locus_tag="DJ46_2555"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-containing alcohol dehydrogenase family
                     protein"
                     /protein_id="AIK61074.1"
                     /translation="MQNFVFRNPTKLIFGKGQLEQLKTEIPQFGKKVLLVYGGGSIKR
                     NGIYDNVISILKEINAEVFELTGVEPNPRVSTVKKGIQICKDNGVEFILAVGGGSVID
                     CTKAIAAGSKYDGDVWDIVTKKHLPVRHYHLVLCLLLRQQDLK"
     gene            complement(2397337..2397876)
                     /locus_tag="DJ46_2556"
     CDS             complement(2397337..2397876)
                     /locus_tag="DJ46_2556"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61069.1"
                     /translation="MDQSTNQKSYAPIVITLSVIVNAIILFLFFGPVGYEGEVHFDVT
                     ILPMLNAIFNSFTFVFLLAALYSIIKKNVKMHRGFILAAFTTTLLFCVSYLSYHYLAP
                     ATHFGGEGFIKYVYFIILITHIILAAIIVPLALFALVFGFTNQLTRHRKIVRWTMPIW
                     LYVSLSGVIVYLMISPYYQ"
     gene            complement(2398055..2398171)
                     /locus_tag="DJ46_2557"
     CDS             complement(2398055..2398171)
                     /locus_tag="DJ46_2557"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61358.1"
                     /translation="MWFRFLMIGFFSLTAISLMGYQVSEIFQAYSDTFFNKN"
     gene            complement(2398191..2398505)
                     /locus_tag="DJ46_2558"
     CDS             complement(2398191..2398505)
                     /locus_tag="DJ46_2558"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61604.1"
                     /translation="MEEYVLELYNLLYTTEWQDIVSFLGIVFCMKIVIVYMEEQGMFY
                     SFSSPFDMQREPLLNYAKVNYEQFPFVVFFMIRFITAIVKKKESDDEECHSTCNVANV
                     FS"
     gene            complement(2398644..2400038)
                     /gene="gabP"
                     /locus_tag="DJ46_2559"
     CDS             complement(2398644..2400038)
                     /gene="gabP"
                     /locus_tag="DJ46_2559"
                     /note="GABAperm: GABA permease"
                     /codon_start=1
                     /transl_table=11
                     /product="GABA permease"
                     /protein_id="AIK66385.1"
                     /translation="MDKNLKKDLKIRHITMISIGGVIGAGLFVGSGAVVHSAGPGSIV
                     SYALAGLLVVFVMRMLGEMAAINPTSGSFATYAREAIGPWAGYTIGWLYWFFWVIVIA
                     IEATAGAGIIQYWIPEIPLWLLSLILTILLTLTNVFSVKSFGEFEYWFSFIKVISIVL
                     FLCLGLAVILGFVPGTEAPGTSNLVGQGGFMPNGISSVLLGITVVIFSFMGSEIVAVA
                     AGESAEPVKAVKTATNSVIWRILVFFIGSIAVVVTLLPWNSANILKSPFVAVLEHIGI
                     PAAAQIMNFIVLTAVLSCLNSGLYTNSRMLFSMAERGDAPKAFLKLNSSGVPVRAVLF
                     GTFFAYIGVVFSYISPDKVFLFLVNASGGIALLVYLVIAISHLKIRKKMGRVEQQNLK
                     VKMWFFPYVTYVTIAAIIAVLIAMLAIESLRSQALLTMLVTVLIIISYFIFNRNKNST
                     VLNTKSKNEESVRF"
     gene            2400412..2401494
                     /locus_tag="DJ46_2560"
     CDS             2400412..2401494
                     /locus_tag="DJ46_2560"
                     /codon_start=1
                     /transl_table=11
                     /product="chitinase A"
                     /protein_id="AIK62094.1"
                     /translation="MLNKFKFICCTLVIFLLLPLAPFQAQAANNLGSKLLVGYWHNFD
                     NGTGIIKLRDVSPKWDVINVSFGETGGDRSTVEFSPVYGTDAEFKSDISYLKSKGKKV
                     VLSIGGQNGVVLLPDNAAKQRFINSIQSLIDKYGFDGIDIDLESGIYLNGNDTNFKNP
                     TTPQIVNLISAIRTISDHYGPDFLLSMAPETAYVQGGYSAYRSIWGAYLPIIYGVKDK
                     LTYIHVQHYNAGSGIGMDGNNYNQGTADYEVAMADMLLHGFPIGGNANNMFPALRSDQ
                     VMIGLPATPAAAPSGGYISPTEMKKALDYIIKGIPFGGKYKLSNESGYPAFRGLMSWS
                     INWDAKNNFEFSSNYRTYFDAIPLQK"
     gene            complement(2401548..2401691)
                     /locus_tag="DJ46_2561"
     CDS             complement(2401548..2401691)
                     /locus_tag="DJ46_2561"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62551.1"
                     /translation="MYSIPHHHSQFDFDERAMLIGGKLLLSRIDSYVRDGKESLHHVE
                     VKK"
     gene            complement(2401691..2402584)
                     /locus_tag="DJ46_2562"
     CDS             complement(2401691..2402584)
                     /locus_tag="DJ46_2562"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK64731.1"
                     /translation="MNTNHVKEEQKKSIVNISIISFISIVMISISLYFYATEIERKLV
                     TVTWNEIEASTIPKEFHNKKILQFSDVHLGPEFTLKQLENLVEKMNALRPDVVVFTGD
                     LIDKFGSYKAEREEAKGILQKIHAPLGKYAVFGNHDRGGGGSLFYKKYMEEAGFTVLV
                     NEVQKIKAENGKYITISGLDDFLLGEPQIDSTLKHVRQEDFNMLLVHEPDVVDKVTRY
                     PVDVQLSGHSHGGQVQIPFIGPLITTKLAESHVEGMYELEGKNKPLYLYVNRGIGTTR
                     MPVRFWSVPELSVFVLKQNSN"
     gene            2402781..2403596
                     /locus_tag="DJ46_2563"
     CDS             2402781..2403596
                     /locus_tag="DJ46_2563"
                     /codon_start=1
                     /transl_table=11
                     /product="formate/nitrite transporter family protein"
                     /protein_id="AIK64941.1"
                     /translation="MSVFTPEEITELAANSGRKKAHLSLLPMLILGFFGGAFIALGYL
                     LDIHVIGTMPKAWGSFTSFLGAAVFPIGLILVILAGGELVTGNMMTVSMAWLHKKIDL
                     FHFIRNLVIVTFSNFIGAVFVAYFFGHIVGLAEGAFLAKTVSVAQAKLQDTPLQAFIS
                     AIGCNWLVCLAVWLSMGSKEFIGKIIGIWFPVMTFVAIGFQHVVANMFVIPAAIFAGH
                     LTWIEYFPNFIFVFFGNLVGGMLFVALPYFISYKKKLPSKEEQTALKKKSVSA"
     gene            2403739..2404011
                     /gene="hup"
                     /locus_tag="DJ46_2564"
     CDS             2403739..2404011
                     /gene="hup"
                     /locus_tag="DJ46_2564"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein HU"
                     /protein_id="AIK62864.1"
                     /translation="MNKTELIKNVAQNAEISQKEATVVVQTVVESITNTLAAGEKVQL
                     IGFGTFEVRERAARTGRNPQTGEEMQIAASKVPAFKAGKELKEAVK"
     gene            complement(2404123..2406540)
                     /locus_tag="DJ46_2565"
     CDS             complement(2404123..2406540)
                     /locus_tag="DJ46_2565"
                     /EC_number="3.6.3.4"
                     /note="ATPase-IB1_Cu: copper-translocating P-type ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="copper-translocating P-type ATPase"
                     /protein_id="AIK65041.1"
                     /translation="MNEQKEANLQISGMTCAACANRIEKGLKKVEGVHDANVNFALEK
                     TKIMYDPQKTNPQQFKEKVESLGYGIVSDKAEFTVSGMTCAACANRVEKRLNKLEGVN
                     GATVNFALESATVDFNPDEINVNEMKSAITKLGYKLEVKSDEQDESTDHRLQEIERQK
                     KKFIISFILSFPLLWAMVSHFSFTSFIYLPDMLMNPWVQLALATPVQFIIGGQFYVGA
                     YKALRNKSANMDVLVALGTSAAYFYSVYLSIQSIGSSEHMTDLYFETSAVLITLIILG
                     KLFEAKAKGRSSEAIKKLMGLQAKTATVMRDGTEMKILIEEVVAGDIVYVKPGEKIPV
                     DGEIVEGKSAIDESMLTGESIPVDKTIGDVVIGSTMNKNGFLKVKATKVGRDTALAQI
                     IKVVEEAQGSKAPIQRVADQISGIFVPVVVVIAIITFAVWMIFVTPGDFGGALEKMIA
                     VLVIACPCALGLATPTSIMAGSGRSAEYGILFKGGEHLEATHRLDTVILDKTGTVTNG
                     KPVLTDVIVADGFNEEEILRLVGAAEKKSEHPLAEAIVEGIKEKKIDIPSSETFEAIP
                     GFGIESVVEGKQLLIGTRRLMKKFNIDIEEVSKSMEELEREGKTAMLIAINKEYAGIV
                     AVADTVKDTSKAAITRLKKMGLDVVMITGDNTQTAQAIAGQVGIEHVIAEVLPEGKAE
                     EVKKLQAQGKKVAMVGDGINDAPALATADIGMAIGTGTDVAMEAADITLIRGDLNSIA
                     DAIFMSKMTIRNIKQNLFWALAYNGLGIPIAAFGFLAPWVAGAAMAFSSVSVVLNALR
                     LQRVKLK"
     gene            complement(2406636..2406842)
                     /gene="copZ"
                     /locus_tag="DJ46_2566"
     CDS             complement(2406636..2406842)
                     /gene="copZ"
                     /locus_tag="DJ46_2566"
                     /codon_start=1
                     /transl_table=11
                     /product="copper chaperone CopZ"
                     /protein_id="AIK65624.1"
                     /translation="MEQLTLQVEGMSCGHCVNAIESSVKELNGVEQVKVQLAEGTVEV
                     TIDSSVVTLKDIVAVIEDQGYDVQ"
     gene            complement(2407030..2407332)
                     /gene="csoR"
                     /locus_tag="DJ46_2567"
     CDS             complement(2407030..2407332)
                     /gene="csoR"
                     /locus_tag="DJ46_2567"
                     /codon_start=1
                     /transl_table=11
                     /product="copper-sensing transcriptional repressor CsoR"
                     /protein_id="AIK61761.1"
                     /translation="MDHKEHEAVTHRSEKEKEQIINRLKRIEGQVRGIQNMIENDRYC
                     VDILVQISAINAAMKKVGMGVLKNHTSHCVSGAIKDGNGDEAIEELMTVFERFSKA"
     gene            complement(2407624..2407851)
                     /locus_tag="DJ46_2568"
     CDS             complement(2407624..2407851)
                     /locus_tag="DJ46_2568"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63174.1"
                     /translation="MKTILAIAGLIWILSHGIPIYEGEQIRSALNKNFNEYHIIDRQD
                     NVITVRVNDCFHTVTVEGTSVVNDTKVCDQQ"
     gene            complement(2408183..2409010)
                     /gene="besA"
                     /locus_tag="DJ46_2569"
     CDS             complement(2408183..2409010)
                     /gene="besA"
                     /locus_tag="DJ46_2569"
                     /codon_start=1
                     /transl_table=11
                     /product="ferri-bacillibactin esterase BesA"
                     /protein_id="AIK63019.1"
                     /translation="MNTTIEKQQIVTSNTEQWNMYSKLDGKEYQIHISKPRQPAPESG
                     YPVIYVLDGNAFFQTFHEAVKIQSVRAEKTGVSPAIIVGIGYPIEGAFSGEERCYDFT
                     PSVISKDAALKPDGKPWPKTGGAHHFFTFIDEELKPQIEKNFEIDKGKQTLFGHSLGG
                     LFALHILFTNVNAFQNYFISSPSIWWNNQSVLEKEENLINELNNAKVKTRVFLTVSSL
                     EREHMVVGANELSERLLQVKHDQFRFTFYEAEGENHASVVPSSLSKGLRFISHVSID"
     gene            complement(2409027..2409848)
                     /locus_tag="DJ46_2570"
     CDS             complement(2409027..2409848)
                     /locus_tag="DJ46_2570"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61772.1"
                     /translation="MSILSAKNLETSYEKLTVFRDLNVEIQEGKVTTIIGPNGCGKST
                     LLKTMGRILKQKSGKVYLQGQDLHTIPTKQIAKQLALLPQTPIAPGELKVEELISYGR
                     YPHRNNVNKLTSKDKEMIDWALDITKTSEFRTRQIANLSGGQRQKVWLAVALAQETEV
                     LLLDEPTTYLDMSHQLDVLQIVEKLNKDHNCTVVMVLHDINHAARFSDEIIAMKEGEI
                     VTTGSPEEIITNEVLKEVFHIDARVMIDPYNGSPVCFGYDSVVSQEEKVEIYVTS"
     gene            complement(2409863..2410885)
                     /gene="feuC"
                     /locus_tag="DJ46_2571"
     CDS             complement(2409863..2410885)
                     /gene="feuC"
                     /locus_tag="DJ46_2571"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-uptake system permease protein feuC"
                     /protein_id="AIK65052.1"
                     /translation="MLKSSSQRFGMTMGISIFLILCAIYISLTNGTFDITITDVCKTL
                     LRIDPVPDHDLVIFEFRLPRIIIAGLVGLGLGVAGAVIQGITRNGLADPGILGVNAGA
                     GTAIVIFMFFFQGQLKSTDWVSIMMMPMFGLVGGLGAAIIIYLFSWKNGKLDSQRLLL
                     TGIAIGSGFGAFSMYLSLKMKSTDFEMAAVWVSGSIYSANWKYIIAMLPWLIILIPLI
                     QKKAYLLDLFQLEETSITSLGVSVEREKSILLLSSIGLVSACVAVSGSIGFIGLMAPH
                     IAKRLVGIQHKHIIPTCGVIGMFLVITSDFIAKTVFTPVELPVGIVISIVGVPYFLYL
                     LYKAKA"
     gene            complement(2410878..2411885)
                     /gene="feuB"
                     /locus_tag="DJ46_2572"
     CDS             complement(2410878..2411885)
                     /gene="feuB"
                     /locus_tag="DJ46_2572"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-uptake system permease protein feuB"
                     /protein_id="AIK63594.1"
                     /translation="MQKTNAVPVTILCIAPVLILFTVILSVLYGAKNIDAQTVWNALF
                     HFDSSDVNHNIIITSRLPRVVAALLVGAFLAISGALMQGMTRNYLASPSIMGVTDGAA
                     FVITLCMIFLPGMSSIGMVVCSMIGSALGAGIVFGFGSLLQNGLSPVRLAIIVTVIGT
                     FLSSVSAAMASYFQISQNVSFWFNAKLDQVDPNIIKITIPFGIIGIVLVLLISKSITI
                     LSLGEEVSINLGQRTKLVKAMAILSVIFLTGTAVALVGKVGFVGLIIPHITRFIIGVD
                     YKWILPCAGVIGGVFLALCDILSRFVNYPFETPIGVVTSLIGIPFFLYLIRTRGGERH
                     A"
     gene            complement(2411913..2412710)
                     /gene="feuA"
                     /locus_tag="DJ46_2573"
     CDS             complement(2411913..2412710)
                     /gene="feuA"
                     /locus_tag="DJ46_2573"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-uptake system-binding protein"
                     /protein_id="AIK61911.1"
                     /translation="MPAKVDKIATASLESMEDAAVLGIKPVGAITVGGKLPKYLEKDL
                     EGAKSVGEKMQPNFETLLQLKPDVITSSTKFPAETAEKFTKVAPTFPVSHVSTNWEDN
                     LKLMGELTGKKDKAEKIIKDYNADAEKAKAKLGDKLKDKKVLVIRLRANELFLYPEGV
                     YFNPVIYKDLGLTVPEQLKTVKAQEKISFEKLAELNPDYIFLQYETTENKNPKVLEEI
                     ESNPIWQSMNAAKEKKVFVNVVDPMAQGGTAWSKTAFLKEAVKNLSK"
     gene            complement(2412725..2412871)
                     /gene="fecB"
                     /locus_tag="DJ46_2574"
     CDS             complement(2412725..2412871)
                     /gene="fecB"
                     /locus_tag="DJ46_2574"
                     /codon_start=1
                     /transl_table=11
                     /product="iron(III) dicitrate-binding domain protein"
                     /protein_id="AIK63739.1"
                     /translation="MNKKLFTLGMVTVLSVGLAACNSADKTSGEKTQQTKASETKKNE
                     KLHI"
     gene            complement(2413171..2413929)
                     /gene="xth"
                     /locus_tag="DJ46_2575"
     CDS             complement(2413171..2413929)
                     /gene="xth"
                     /locus_tag="DJ46_2575"
                     /EC_number="3.1.11.2"
                     /note="exoDNase_III: exodeoxyribonuclease III"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease III"
                     /protein_id="AIK61592.1"
                     /translation="MKFISWNVNGLRAVIAKGGFLEYLEESNADIFCLQEIKLQEGQI
                     DLNVEGYYTYWNYAVKKGYSGTAIFSKKEPLSVTYGLGIEEHDQEGRVITLEFEDFYI
                     ITLYTPNSKRGLERLEYRMKWEDDFRAYIKRLDEKKSVVFCGDLNVAHKEIDLKNPKS
                     NRKNPGFSDEEREKFTCILEEGFIDTYRYLYPDQEGAYSWWSYRMGARAKNIGWRLDY
                     FVVSERMKDQITAAKINSEVMGSDHCPVELHINF"
     gene            2414084..2414680
                     /gene="adaA"
                     /locus_tag="DJ46_2576"
     CDS             2414084..2414680
                     /gene="adaA"
                     /locus_tag="DJ46_2576"
                     /EC_number="2.1.1.n11"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional transcriptional activator/DNA
                     repair enzyme AdaA"
                     /protein_id="AIK62682.1"
                     /translation="MHNEGVTLTNEHWQAIIHNDSSYDSKFFYAVKSTGVFCRPSCKS
                     RIPNKNNVRIFHHAEQALSENFRPCKRCKPNGLTLPNEEWVEQIKEYIEKHFDEALTL
                     DILAEMCHGSPFHLQRTFKKMTAISPIEYIQQFRIVKAAEHLLHTNQPIKEISTAVGI
                     ENPEYFATLFKKKTGFTPTEYRKKNEMKERYNNEFLQK"
     gene            2414661..2415191
                     /gene="adaB"
                     /locus_tag="DJ46_2577"
     CDS             2414661..2415191
                     /gene="adaB"
                     /locus_tag="DJ46_2577"
                     /EC_number="2.1.1.63"
                     /codon_start=1
                     /transl_table=11
                     /product="methylated-DNA--protein-cysteine
                     methyltransferase, inducible"
                     /protein_id="AIK65753.1"
                     /translation="MNSYKNKFIYWTLLTHANWKFHIAATESGLCFIGSQDEQFEELN
                     IWARKKLPQYILIHSPDYLQVYTKEIIEYLKNKRETFTFPIDAYGTAFQLSVWNTVRE
                     IPYGKTYSYTEIADRIQKPTAVRAVASAIAANPILITIPCHRVIGKNGKLTGFRGGLE
                     MKKELLVLEKLQVEFI"
     gene            2415188..2416099
                     /gene="alkA"
                     /locus_tag="DJ46_2578"
     CDS             2415188..2416099
                     /gene="alkA"
                     /locus_tag="DJ46_2578"
                     /EC_number="3.2.2.21"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-3-methyladenine glycosylase"
                     /protein_id="AIK64139.1"
                     /translation="MTAEYSNALILTVPTEFSFQENLRYLSRSNNECMFHIEDNKIYK
                     VIPVHDVKPLVEISMNADDTIQIRFLGEAYISAKPIRDAVANYVTEWFDLTIDLAPFY
                     TLAKHDVLLQRPIEQYYGLRTLGIPDLFEALSWGIIGQQINLTYAYTLKRRLVETFGS
                     YVEWNDRKHWIFPSPETIANLHVEDLKNLKMTTRKCEYLIGIAKLITEGNLSKESLLQ
                     IQDVKQAEKRLTAIHGIGPWTANYVLMRCLRFPSAFPIDDVGLHNAIKYLTGSESKPT
                     KHEIKDFAVNWKNWESYATFYLWRVLY"
     gene            complement(2416139..2417371)
                     /gene="pepT"
                     /locus_tag="DJ46_2579"
     CDS             complement(2416139..2417371)
                     /gene="pepT"
                     /locus_tag="DJ46_2579"
                     /note="peptidase-T: peptidase T"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase T"
                     /protein_id="AIK61274.1"
                     /translation="MKEELIERFTRYVKIDTQSNEDSHTVPTTPGQIEFGKLLVEELK
                     EVGLTEVTMDDNGYVMATLPANTDKDVPVIGFLAHLDTATDFTGKNVKPQIHENFDGN
                     AITLNEELNIVLTPEQFPELPSYKGHTIITTDGTTLLGADDKAGLTEIMVAMNYLIHN
                     PQIKHGKIRVAFTPDEEIGRGPAHFDVEAFGASFAYMMDGGPLGGLEYESFNAAGAKL
                     TFNGTNTHPGTAKNKMRNATKLAMEFNGHLPVEEAPEYTEGYEGFYHLLSLNGDVEQS
                     KAYYIIRDFDRKNFEARKNTIENIVKQMQEKYGQDAVVLEMNDQYYNMLEKIEPVREI
                     VDIAYEAMKSLNIEPNIHPIRGGTDGSQLSYMGLPTPNIFTGGENYHGKFEYVSVDVM
                     EKAVQVIIEIARRFEEQA"
     gene            2417565..2418203
                     /locus_tag="DJ46_2580"
     CDS             2417565..2418203
                     /locus_tag="DJ46_2580"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66321.1"
                     /translation="MRLTLFRYFLFFLGLIFFGLGNALAVKVKFLGLHPWEVLNMALY
                     QRFGWTIGTWSVICGLCLVLISLLVDRKYINVGTFLNALLIGPIMDFFLQSNILPNAS
                     DYLWINLLILFAGIAITGIGGGMYVAAGIGAGPRDGFMLTISDKTGLSISRARIIVEC
                     VVLVIGFMLGGPVFIVTFLYTFIQSPIFQQSFKVFQTLLHTLQNKDKVSEHI"
     gene            complement(2418294..2418611)
                     /locus_tag="DJ46_2581"
     CDS             complement(2418294..2418611)
                     /locus_tag="DJ46_2581"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62673.1"
                     /translation="MKKIKKFAGVALAGTIGLSGLLFLEPSVSAAESQQVKEENFNAI
                     DVSMNINELYVLSGRSIDVLSGDKEAIQLNKYTIRFSKPGKYVIRVNGCIYNDVYTFI
                     VNE"
     gene            complement(2418935..2419510)
                     /locus_tag="DJ46_2582"
     CDS             complement(2418935..2419510)
                     /locus_tag="DJ46_2582"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AIK65142.1"
                     /translation="MNTYIYMVRHGESPKLDGGERTRGLTEKGSLDVHKVTDILKTEG
                     IDTFISSPYKRAVLTIEKTANLYEREILIYENLKECMFSSGDQVISDKEVYPLVQKMF
                     SNPGYALAEGESYADCQRRVVKVLKEILMDFQGQKIVIGTHGLVMTLMMNYFDKQYGF
                     EFLMNTSKPDIYKMEFKEKQLMNVERLWKAE"
     gene            complement(2419541..2420356)
                     /locus_tag="DJ46_2583"
     CDS             complement(2419541..2420356)
                     /locus_tag="DJ46_2583"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK62412.1"
                     /translation="MLWRIKDAEIYYEVVGEGKPVLIIHGCAPDHRLMMKCMESVFQK
                     AEGYKRIYIDLPGMGKSNAPDWINSSDHILEVLTMFIEEIIPKKDFLLVGESFGGYLA
                     RGILSKMFERVNGLLLICPVVVAMQKERRLPDKQIIVQDKEFLNTLTSTEREEFSELA
                     VVANEYTYKRFQEEIKPGLDVANYEFIERLQKNYSLTIDFHRKKYEKPVLLLAGRQDI
                     SVGYQDIIEIIDGYPRATLAVLDMAGHNLQIEQPELFESLVGEWITRTKQQNL"
     gene            complement(2420543..2420947)
                     /locus_tag="DJ46_2584"
     CDS             complement(2420543..2420947)
                     /locus_tag="DJ46_2584"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63558.1"
                     /translation="MKNWVKFRIARPTNKFEEVIAFYEKGLGLKRIGEFYDHEGYDGV
                     MFGLPDEEYHLEFTRHIDGSPCPAPTKDNLLVFYMSEDSEMKKMSKRLHTLGYDEVEP
                     ENPYWKDKGITIEDPDGWRIVLMKIEEQGFKL"
     gene            2421375..2424101
                     /locus_tag="DJ46_2585"
     CDS             2421375..2424101
                     /locus_tag="DJ46_2585"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK65243.1"
                     /translation="MKLNKNLQLCILIGTLICYSIYFMFFYLFPTHFSNSDVRFASLI
                     VEAITFVSLIYSIYSKKVSSNPFWICITIAIGSFLLGKIVYTYQDSFFKIPIHRFTIS
                     DVFYMLFLLFCLIAFCYKILKECDKWEKAFFICDICIVLTSIFTLEWYLFNQPNLNIF
                     SLSLGDVFLSFLYPIADLLFLLLGVSLFFRPTIFNSKRKIYIFIFVLISSATFNYIYF
                     YLNNHLSTETITLLRLLYRIPILLIAIAGSISEDRNSHKNYFIVNPIIGKKALVVFPY
                     LAVAILIGFTLKEQTSSSTLITGNCITFIFVLIRHSIVRMQNNSLTKRLQAFNAQLEE
                     KVTLRTSDLVHKSEALSQKQQKFKSLYEYHPDPIFTIDLNGVFLNVNKAGSILLGAPT
                     DELLGETCFSIILDEDKYKLASALEKVKQQESASLQLSSQYKDGFTYSLYVTIVPIMI
                     DGQISGSYIMMKDITALKKQQEEIKYLAFHDTVTKIGNRAFFHKKLKKIIKNAKTTES
                     EFALLYLDLDRFKAINDTLGHSAGDYILEEVAKRFQSCLPSHTHLSRIGGDEFTILIE
                     NYTDEDSLFELCNQLFECMEKSFVIYEHTLTLSLSIGIAIYPHSGIDTATLLKNANVA
                     MYDAKAKELNSVSIYDDVIAKKIERRLRLEKDLPNAIQNEELFLLYQPQVDSKSNKII
                     GAEALIRWNHPELGVISPYEFIPIAEETLQIIPIGKWTLQQACEQMKRWHTSGYSHLK
                     IGVNLSAKEFEQEDFVKSISATLTNTGLPASSLDLELTERIAMMDERETLIKLRTLKS
                     LGVHISIDDFGTGYSSLAYLPLYPIDTLKIPREFITMSETCDDGMEIIKTIITLANTL
                     GMSVIAEGVETKEHVSFLQKNNCKFIQGYYYSKPIHADSFSTLLKKGVRYNH"
     gene            2424247..2425413
                     /locus_tag="DJ46_2586"
     CDS             2424247..2425413
                     /locus_tag="DJ46_2586"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65964.1"
                     /translation="MHHDNPNHKLYKNIPLSLFSIKNELKQKCTNANNFLYPFSKEEE
                     ILIHTIKERTKLLNQNNVTRTRAYYQFYKRYPEIHWALLGHMVSRNGGWNMTDLKGDL
                     YTKLLSEKDQFTFFSFLERGNWLIFQDVYPQFLLYEQSVKKSKNLFYLLPHLNVSTFM
                     ETMWNFFWKTGNKQILAISTIINEQNYLEKRVIQNKHFKKKILNSIGFKLFDFFQFNH
                     ILFPFCEEKPIQKTILIGDTMKHFTSLHERILLGKRLYALLFHDEHVLARILQWADTH
                     PHTGSRKDYWPHLFSSVNESFSREFYKRRIKKCQLKSDAYRIYSPALMYAWKNMKHEE
                     AEYEDWFNDWQIIHYLTDKEERIHGQITEDYCKTLEKIELAILAKKNVLLREEE"
     gene            complement(2425812..2426237)
                     /locus_tag="DJ46_2587"
     CDS             complement(2425812..2426237)
                     /locus_tag="DJ46_2587"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64894.1"
                     /translation="MTTWFIVTLFIFGALKVLVSSMPTSVVESIISRFELHQKLDEEN
                     TSISIDGKNIEGEMKLQVIHEFNEALFLDKHYFPPHGEGTPIVIDTKKGNKEIRFSLY
                     SYEEHVDVIKQYKKKVVAYRLRSKSLQTRAPLAITKDYA"
     gene            complement(2426259..2426918)
                     /locus_tag="DJ46_2588"
     CDS             complement(2426259..2426918)
                     /locus_tag="DJ46_2588"
                     /codon_start=1
                     /transl_table=11
                     /product="lrgB-like family protein"
                     /protein_id="AIK64271.1"
                     /translation="MVFIIITVVVYLLATKLYKKFTLPVLTVTAIMICLFLTFGISHH
                     EYKENGGDILTGLLSPAIVALAIPLFKERKILMQNFLSMLIGVVAGIVVLTTMNVVIG
                     GILNIDKELILTTLPQLATIPIAISLADQIGGIPSMTSSFVVVAGITGAMIGPTVLKF
                     FRITSTIGKGVGMGCASHIIGVSRLMKEGEKEATIGSVTMIVTGILISIFIPYGTKFI
                     F"
     gene            complement(2426942..2427298)
                     /locus_tag="DJ46_2589"
     CDS             complement(2426942..2427298)
                     /locus_tag="DJ46_2589"
                     /codon_start=1
                     /transl_table=11
                     /product="lrgA family protein"
                     /protein_id="AIK63885.1"
                     /translation="MKYVMLLLQVGVLYVFSLVGTWIQGVFHLSMPGSLIGMLMLFLL
                     LSTRILPLKWFEEGAEKLLVFLPLFLIPSTTGLMEYESFLFSKGSIIFLLVVISTVVT
                     LIVSGYISQLLVTSKK"
     gene            complement(2427332..2428765)
                     /locus_tag="DJ46_2590"
     CDS             complement(2427332..2428765)
                     /locus_tag="DJ46_2590"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class-V family protein"
                     /protein_id="AIK63924.1"
                     /translation="MEWKPNRADKTPVYKQIADYIERGISSGEFPSDSKLPSERMLAK
                     ELQVNRSTIVAAYEELKSLGVVERQKGSGTRVNTDIWGVSHKRIPNWGRYVEDGSFLP
                     NVPLVQQIRTETQKDDLINLASGELSPELIPSDRFRTILSEKTFMENLGYDHPLGNEM
                     LRKTIAAHVQQYKQIEADSNSILITSGAQQALNLIVQCLLKPGDAIAIEDPSYCFSLP
                     MFKSAGLKIFHLPVDQHGMNPDDLIDLHKKHRIRMVFLNPDYQNPTGTVLSLARRKKI
                     LELSSEFGIPIVEDDPYSLTSFNGEVNPTLKSMDQNGNVLYVSSLSKIVASGLRIGWV
                     IGPTRVIERLADAKQQVDFGHSVFTQWVANQFLESDDFHAHITMLRRQLKERRDVLIR
                     KLEEILGDQVEFFVPEGGIHLWCKVQGTFDEYHLLGESIRNGVAFVPGSVLGTKSEYI
                     RFTFGRVNAEQIQLGMTRFAETLNEIS"
     gene            complement(2428834..2429607)
                     /locus_tag="DJ46_2591"
     CDS             complement(2428834..2429607)
                     /locus_tag="DJ46_2591"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase/Carboxylesterase family protein"
                     /protein_id="AIK63938.1"
                     /translation="MYFEYKNRKVFYNIEGSGPVILFLHGLGGNANNWLYQRQYFKKK
                     WTVISLDLPGHGKSEGLEINFKEYVNVLYELCKYLKLQKVVICGLSKGARVGIDFAIQ
                     YPDFVSSLIIVNAFPYLEPEDRKKRLEVYDLLSLHDNGKKWADTLLEEMGVASNEVIV
                     RGFYQSLQSINPVHIQRLFAELVDYDQRPLLLNISCSTLIIRGENDDFVPEKYVREFE
                     RRLKNTTFIEFKNSGHLPYLEQPSSFNMTVEKFLNHVIN"
     gene            complement(2429631..2430311)
                     /gene="bshB2"
                     /locus_tag="DJ46_2592"
     CDS             complement(2429631..2430311)
                     /gene="bshB2"
                     /locus_tag="DJ46_2592"
                     /note="thiol_BshB2: bacillithiol biosynthesis deacetylase
                     BshB2"
                     /codon_start=1
                     /transl_table=11
                     /product="bacillithiol biosynthesis deacetylase BshB2"
                     /protein_id="AIK66199.1"
                     /translation="MKNERHVLIVFPHPDDESYCVAGTILAYTQRNVPLTYVCLTLGE
                     MGRAMGNPPFATRESLYAIREKELKRATNILGIKDLRMMGYRDKTLEFETPGELRRVI
                     QKCVEELNPSLVISFYPGYAVHPDHDATGEAVAEALATIPENKRPTFYAVAFANNHEA
                     EIGPPHVKNEVKEYVPKKLEALQAHASQFATKVTELKREYEDGVTETVEWLEREPFWI
                     YPFKDKNK"
     gene            complement(2430355..2430546)
                     /locus_tag="DJ46_2593"
     CDS             complement(2430355..2430546)
                     /locus_tag="DJ46_2593"
                     /codon_start=1
                     /transl_table=11
                     /product="resB-like family protein"
                     /protein_id="AIK62276.1"
                     /translation="MSFAISLVVIIVIVSLFGTVLVARNVEENYGKSTKRNVKNLSTI
                     YIILLFVLFVGVTWYAVVI"
     gene            complement(2430904..2431893)
                     /locus_tag="DJ46_2594"
     CDS             complement(2430904..2431893)
                     /locus_tag="DJ46_2594"
                     /EC_number="4.6.1.13"
                     /codon_start=1
                     /transl_table=11
                     /product="1-phosphatidylinositol phosphodiesterase"
                     /protein_id="AIK66358.1"
                     /translation="MSSKKFILKLFICSTIFITFVFALHDKRVVAASSVNELENWSRW
                     MQPIPDNIPLARISIPGTHDSGTFKLQNPIKQVWGMTQEHDFRYQMEHGARIFDIRGR
                     LTDDNTIVLHHGPLYLYVTLHEFINEAKQFLKDNPSETIIMSLKKEYEDMKGAEGSFS
                     STFEKSYFVDPIFLKTEGNIKLGDARGKIVLLKRYSGSNESGGYNNFYWPDNETFTTT
                     VNQNVNVTVQDKYKVSYDEKVKSIKDTINETMNNSEDLHHLYINFASLSSGGTAWNSP
                     YYYASYINPEIANYIKQKSPTRVGWIIQDYINEKWSPLLYQEVIRANKSLIRD"
     gene            complement(2432071..2433912)
                     /locus_tag="DJ46_2595"
     CDS             complement(2432071..2433912)
                     /locus_tag="DJ46_2595"
                     /codon_start=1
                     /transl_table=11
                     /product="subtilase family protein"
                     /protein_id="AIK64372.1"
                     /translation="MKMFQKMCASTVIITTLLGIGGTVNSVHADSIEQQSKLGIDQET
                     DKQIIVKFKADLKFPYEDGIEKQIQSQTNDKVLEDLLVEYPDVTFTRLFTSVSPEEIE
                     DLEVKAPNNVSTSLLNYYILQTQNGEQKEELVDRLKKSCLIEDVYMKKQEKITPPEVQ
                     PSSVSLSPNNNPRFKQQGYLEAAPYGINAPFAWEVQGGKGSGITFVDMEYGWLLNHED
                     LVHQNIELMSGINIDQHVGHGTSVLGIVSSEDNEVGNIGIAPKAKAKVISQIRDNGQY
                     NTADAILSAVNQLEAGDVLLLEAQASFDGYGDKYLPVEVQPDIFDAIRAGTDKGVVII
                     EAGANGWNDLDQFKDRNGKQILNRNSKDFKDSGAIMVGAGSSSFPHGRMWFSNYGSRI
                     DVYGWGENVDTTTAEQSRSAVNLYTSSFSGTSSASPIIAGAATLVQSIAKENLGQPYR
                     PSELRAILSNENTGTKSKDPYADQIGVLPDLKSILVNLGYGQRKPNGGNELQVTENEP
                     NNERIQANKVNFHTPMKGTLHNSDRVDVFTFQMDSPENITISLLNEQNIGMTWVLHHE
                     SDLNNYVAYGENEGNVVKGTYHAKPGKYYLYVYKYENKDGSYVLNIK"
     gene            2434207..2435004
                     /locus_tag="DJ46_2596"
     CDS             2434207..2435004
                     /locus_tag="DJ46_2596"
                     /codon_start=1
                     /transl_table=11
                     /product="cell Wall Hydrolase family protein"
                     /protein_id="AIK62109.1"
                     /translation="MKLLKIKHIIPLSAAAITFVCSQSTAEASTIHTVQKNDTLWGIS
                     KQYGVSIQSIKQANHKGNDQTFIGEQLHIPGATNSNKITVRQNVKPANISDQIIYQVQ
                     SGDSLETIAKRYNVTVQSIKQINNTVGNKLYTGQHLKINSSISEKEKDLMARLVTAEA
                     GGESYKGKVAVAKVILNRVNAKGFPNTITGVIYEPITYGYAFTPVTDGRINHPASPEA
                     KMAVEEAISTNGIHSDWLYFYNPKTSTDKWITTRQTVAVIGNHVFAK"
     gene            2435268..2436605
                     /locus_tag="DJ46_2597"
     CDS             2435268..2436605
                     /locus_tag="DJ46_2597"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD dependent oxidoreductase family protein"
                     /protein_id="AIK63820.1"
                     /translation="MYDVTIIGAGVSSIFMAYLLANSNKKVLILDKGKALEDRHCPLD
                     EGKVCTCTTCDKYFGFGGLGKSEGKFNYTNGFGGELEQKVGKEGFKQLMAEVDEILCQ
                     FGGSSVSKYSTENPTLNKRAEACGLQMLTTEVRHLGTTLSSDIFQQLYEFLLTKINIQ
                     FHIDVQHIMKQKDHFTIETNEETVQSKQLVFATGRSGADWLKEMCTSLNISQEQTRVD
                     LGIRVEMKEHQLRSILKDTFETKLSYEHEDFTATTYCMNPKGRIIRKYEEGLVMPDGQ
                     NFREKGTGTPNLNFTLFIPRYFPTLKEANLYASSIIKNINQGQDRIVIQRLEDLLKKE
                     PTTANNMKHNRIQPTLQGDYGDLNTEIPPLYIEGLKEFLLRLEQFIQEPIDTNTLLYG
                     IDGKFYTPTIKLNNHFETSIHGLFLVGDCSGVTHSLSQAAASGLYVGKYLSMI"
     gene            2436996..2438915
                     /locus_tag="DJ46_2598"
     CDS             2436996..2438915
                     /locus_tag="DJ46_2598"
                     /codon_start=1
                     /transl_table=11
                     /product="type I phosphodiesterase / nucleotide
                     pyrophosphatase family protein"
                     /protein_id="AIK62107.1"
                     /translation="MKNKINLQMQNISFVLIIALALWLKTYLITRFSFDLKIESSTQE
                     LILFISPLAASLAFVGLALFATGEKRNYIALCINFLLTIILVGNVMFYDFYSDFVTLP
                     VLGQTSNFGQLGGSIIEILNYKIILAFVDIIFFFILLKKKALVFQTGRVTHPARFVYF
                     LLTVGVFFANLHLAEKERPELLTRSFDRVMLVKNLGLYTHQVYDLTLQVKAGSQKALA
                     DSSKLQETENYVKANQSEPNPNMFGAAKGKNVIVVTLESLQTFLIGAKVNGEEVTPFL
                     NEFINESYYFDNFFHQTGQGKTSDSEFLIDTSLYPLNRGAVFFTHGNNDYTATPEILR
                     QQGYFTSVFHANNATFWNRNIMYSALGYDRYYNELDYKITPETNLNWGLKDIEYFDQS
                     VDILKTVDQPFYARFLTLTNHYPFTYDEDTKFIEPYDSGNGVFDRYIVTARYLDESIK
                     KFIERLKAEGMYDDSIIVLYGDHYGISEKHNRAMAQFLEKDQITEFDTLNLQRTPLYI
                     HMPGQTEGETISKPTGQIDIKPTILNLLGIDTTNDIRFGHDMFSNEYTGFVVLRDGSF
                     ITDKYAYKNNIFYDRITGEIVDLPKNEAQALIKRAQNELRMSDKIIEGDLLRFSESNK
                     IKTGEVQTKIKETEK"
     gene            complement(2439001..2441784)
                     /locus_tag="DJ46_2599"
     CDS             complement(2439001..2441784)
                     /locus_tag="DJ46_2599"
                     /codon_start=1
                     /transl_table=11
                     /product="dynamin family protein"
                     /protein_id="AIK63360.1"
                     /translation="MRLEKQLIKKMYYETFLMENETKPTLDVLGQAYVNEEKNEISDG
                     SYIRFAQGEFYYRHQDFEAAIFKWEKVSNELAPWAQKNIADAYFELNQLSVAENVYTS
                     ITTDNKILMTEIRLQLLSLYIEQNNFDSAFAVIKEAVSLNPDYPNVTKIARSFYEEQQ
                     DFDSAVELAVNELIRTESYPWFEVLKGYIDKGFTKHISPDYFYDALVTLNNVDQVQFT
                     QMVSSLWNSYRNEQNYLLWLNTINEFFLHIEIHSSDIWNKISSLYEETYFALIQGQYM
                     LRQLHDIIPNLLANWLKVVNPSYAAFPSAAVLAWDEIFPSKIDSANVKNAENLLSYSI
                     NHVNGLEYSLHLFESITDWAQKHNIEIGQRFRWLVDELADLRTNRILVTGTSGNGKTT
                     FINSILGENILEKSISNVVVLKNDAHTEINAITDAAITTTEDISDYHNMMSQHHQTYR
                     DRACVEFKLPCRFLNENKLTFVVTPGFNRNNDTRDEVFEYLNSVDELLFVLNADSPFT
                     DKERDILLSIQEHTPNLQIHFLLNKIDNIYSEAEVKRVLQDTAARINTYFPQSRILPY
                     SSLYTSSQQLNELTEFIHFNFNHKNIDTERTEKLLFFIRKTITYLLDKRVEKENNLVD
                     AIKWNEDMLVKLNGSINNLTAFEREKIHFITQSYRTMKTEITNDLTENIPKILQSCSD
                     LMSEESDFGHMDTELNKAMNERVHKYLEQTVLPHLALSMQNWIATSHNELLQSQSYLE
                     ELSEGLNSLFGENRIQLECDFKVLDDWRRDTDRMTTSIQMGEVNVLRRFTPAQFLLKS
                     AGKLFGVLPKNKTMLYNKYKQHVENEDYTEVTDSIMKKFFLQFELFENTQERDIHIFF
                     RNPFNCLKQTVENMQLEIQEKQELLHKMKSNPEVYHDSIMLFELRLRQCEVILHIGDD
                     HTYTDVSLETSVE"
     gene            2442268..2442453
                     /locus_tag="DJ46_2600"
     CDS             2442268..2442453
                     /locus_tag="DJ46_2600"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63227.1"
                     /translation="MFEDKSKINYPYEFTETTTIPLKNPINKNFKNGSGTHTFPIKKH
                     YKEQVLYTEKINNNKNK"
     gene            complement(2442767..2443753)
                     /gene="cbh"
                     /locus_tag="DJ46_2601"
     CDS             complement(2442767..2443753)
                     /gene="cbh"
                     /locus_tag="DJ46_2601"
                     /EC_number="3.5.1.24"
                     /codon_start=1
                     /transl_table=11
                     /product="choloylglycine hydrolase"
                     /protein_id="AIK64850.1"
                     /translation="MCTSLTLETKNGQHLFARTMDFTLDMNQEVIIIPRHYQWNNITG
                     EIINTKHATVGMGINHQGRIIMADGVNEAGMTCATLYFPGFATYSQSIDDNTTNLAPF
                     DFVTWSLTQFNSVKELKKSVDSITFLDIPLPDLGLTPPLHWILADKWGDCIVLDPTSE
                     GLKLYDNPLGVMTNSPEFNWHLQNLRQYIGLKSQPFAPTEWSNLPLSAFGQGSGSMGL
                     PGDFTPPSRFVRAAYGKQNIQGIDSEEEGVSALFHILSNCEVPKGGVITEEGALDNTI
                     YTSVMCMESGTYYYHTYDCRQIIAVHLFHENLDTDEIKAYPFQRKQKIFYEN"
     gene            complement(2443968..2445329)
                     /locus_tag="DJ46_2602"
     CDS             complement(2443968..2445329)
                     /locus_tag="DJ46_2602"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK64700.1"
                     /translation="MEKVKKQVNLSKILIQYIFAFSIGTIALVTFFMILFQVGVNAEI
                     ILPANYYEKQIESQRDAIVKAEQEDDQILKQYKYALYDFSGNVIQGSINKDYAGQIWN
                     NIHNDEKGDSKYYYAIIERDKDICVILYTLHATFKNPILQKYVPSPEVCEIVLFILLF
                     VAEVIFLSRSFGKSLSKEMMILRKVTDKIQKEDLDFQVEQSKIKEVNEVLTSLVKMKD
                     ELNHSLRTQWNMETNRREQIAALAHDIKTPLTILRGNAELLNESMLDSNQKKCNEHIL
                     KSIDEMEIYMKSLLDITKCEEGAPLQFMQTDLRDFIHNIIEESAICVLGKQLNLIENV
                     QDIPNFIPIDETALKRAIMNIMMNAIEYSPTKGDLMFSVEMISEKLQFIVEDSGRGFT
                     EEEMHSATEQFYRGDKSRNAKDHHGMGLYIAKSFAKQHGGNLYLSNSEKLHGAKVVLE
                     ISA"
     gene            complement(2445317..2445979)
                     /locus_tag="DJ46_2603"
     CDS             complement(2445317..2445979)
                     /locus_tag="DJ46_2603"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64021.1"
                     /translation="MARILAIDDEDGILYIIKSALEKEGHEVTAVSNPLTIPKEKFCH
                     YDLILLDVMMPEIDGFTLCKEIRDFVDSPIVFLTAKTMEKDLITGLSLGGDDYITKPF
                     GIGELRARVSAHVRREHREKQNAFFLSGLTFHLSCKEIWYDDTSIAFTKSEYGICEYL
                     ALNHGQVFSREKIYENVFGYEGESDNQVIVEHIKNIRHKLSKYGMNPIETVWGIGYKW
                     RK"
     gene            complement(2446021..2446779)
                     /locus_tag="DJ46_2604"
     CDS             complement(2446021..2446779)
                     /locus_tag="DJ46_2604"
                     /note="lanti_perm_MutG: lantibiotic protection ABC
                     transporter permease subunit, MutG family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="lantibiotic protection ABC transporter permease
                     subunit, MutG family protein"
                     /protein_id="AIK64665.1"
                     /translation="MAVLSRVLRADFIKMKHTIFFWIHVAMPIIGIALFLSYYSFSKL
                     DSINKVLGYIQVLSISFPLLISIVCSSVVEQEALAGNFKELLSTEYGRRKALISKVCL
                     LLICGFCSTMLAVVGFATGFHFLLGQNEIPFALYVEISFILFSCQIFMYIWHLFLNFR
                     FSKGASIGIGIIESLLAALMLTGMGDVIWKYTPCAWSMRLCNYFLEYKLSPSSIRALP
                     VEAATGAVICVCFTIIAFVISLMWFSFYEGRKEM"
     gene            complement(2446781..2447533)
                     /locus_tag="DJ46_2605"
     CDS             complement(2446781..2447533)
                     /locus_tag="DJ46_2605"
                     /note="lanti_perm_MutE: lantibiotic protection ABC
                     transporter permease subunit, MutE/EpiE family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="lantibiotic protection ABC transporter permease
                     subunit, MutE/EpiE family protein"
                     /protein_id="AIK63689.1"
                     /translation="MNLYIASEKIKIRHTFLNKLTWLVPFATMLIAFLLSADYFQLSS
                     YNWWYITMLPGMVSLSCVLLAEKDKKMNNRSILSLPASLKRVWISKVLLILGILSFSC
                     ILFFCGIELSSLLVNKENFRIIPTVNALLGSVLLIVTFMWQIPICLFLGNKIGLFPTL
                     LLNVGANGIFGVVLATKNIWMISPYTYPSRLMIPILKILPNGLYAETGSVTFKPELLS
                     YDAILPGIVISVVLFLLFTYVTAKWFEKQEAK"
     gene            complement(2447537..2448241)
                     /locus_tag="DJ46_2606"
     CDS             complement(2447537..2448241)
                     /locus_tag="DJ46_2606"
                     /note="galliderm_ABC: lantibiotic protection ABC
                     transporter, ATP-binding subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="lantibiotic protection ABC transporter,
                     ATP-binding subunit"
                     /protein_id="AIK64692.1"
                     /translation="MNEIMLETKNLCKTFRQQSVVQNISLSVPKYAIYGLLGPNGAGK
                     STTLKMITGMLIPTSGEIYFDGHKWTRHDLHSIGALIDSPPLYENLTARENLQVRTTV
                     LGLPKSRIDEVLHVVELENTEKKKAKDFSMGMKQRLGIAIALLNHPKFLILDEPMNGL
                     DPFGIQELRKLILSFPGKGITVILSSHILSEVSQIADHVGIISGGVLGYQGKLNKNDD
                     LEDLFVQVAGKYRREA"
     gene            complement(2448480..2450360)
                     /gene="mutL"
                     /locus_tag="DJ46_2607"
     CDS             complement(2448480..2450360)
                     /gene="mutL"
                     /locus_tag="DJ46_2607"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA mismatch repair protein mutL"
                     /protein_id="AIK65055.1"
                     /translation="MGKIRKLDDQLSNLIAAGEVVERPASVVKELVENSIDANSTSIE
                     IHLEEAGLSKIRIIDNGDGIAEEDCIVAFERHATSKIKDENDLFRIRTLGFRGEALPS
                     IASVSELELITSTGDAPGTHLIIKGGDIIKQEKTASRKGTDITVQNLFFNTPARLKYM
                     KTIHTELGNITDIVYRIAMSHPEVSLKLFHNEKKLLHTSGNGDVRQVLASIYSIQVAK
                     KLVPIEAESLDFTIKGYVTLPEVTRASRNYMSTIVNGRYVRNFVLMKAIQQGYHTLLP
                     VGRYPIGFLSIEMDPMLVDVNVHPAKLEVRFSKEQELLKLIEETLQAAFKKIQLIPDA
                     GVTTKKKEKDESVQEQFQFEHAKPKEPSMPEIVLPTGMDEKQEEPQAVKQPTQLWQPS
                     TKPIIEEPIQEEKSWDSNEEGFELEELEEVREIKEIEMNGNDLPPLYPIGQMHGTYIF
                     AQNDKGLYMIDQHAAQERINYEYFRDKVGRVAQEVQELLVPYRIDLSLTEFLRVEEQL
                     EELKKVGLFLEQFGHQSFIVRSHPTWFPKGQETEIIDEMMEQVVKLKKVDIKKLREEA
                     AIMMSCKASIKANQYLTNDQIFALLEELRTTTNPYTCPHGRPILVHHSTYELEKMFKR
                     VM"
     gene            complement(2450369..2453047)
                     /gene="mutS"
                     /locus_tag="DJ46_2608"
     CDS             complement(2450369..2453047)
                     /gene="mutS"
                     /locus_tag="DJ46_2608"
                     /note="mutS1: DNA mismatch repair protein MutS"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA mismatch repair protein MutS"
                     /protein_id="AIK62146.1"
                     /translation="MTQYTPMIQQYLKVKADYQDAFLFFRLGDFYEMFFEDAVKAAHE
                     LEITLTSRDGGSSERIPMCGVPYHAAKNYIEQLVEKGYKVAVCEQVEDPKTAKGVVRR
                     EVVQLITPGTMMEGRTIDEKENNFLAALTHFEDGSYALACNDLTTGQNTVTLLTGSVE
                     DILLEVYATGSKEIVVDSSFSKDELNKLTETLKMTISYEDATAIPEGLEHLVKNVSQA
                     KLIKAVGRLFNYVIRTQKRSLDHLQPVEIYYTNQFMKIDVHSKRNLELTETLRTKEKT
                     GSLLWLLDKTKTAMGGRMLKQWMERPLIQKERIEERLEMVETFVNDYFLREDLKEKLK
                     EVYDLERLAGKVAFGNVNARDLLQLRRSLLQVPAILEAISLLDNAYAARLIQGADPCE
                     SLTELLGRSIQENPPLSIKDGDIIKDGYNDKLDQYRYVSKNGKTWIAELEKRERDITG
                     IKSLKIGYNRIFGYYIEVTKANLGALPEGRYERKQTLANAERFITDELKEKETLILEA
                     EEKIVQLEYDLFTALREEVKVFIPKLQHLAKVISELDVLQSFATVSEEEQFVKPVLTT
                     KREIFIKDGRHPVVEKVLNGKLYVPNDCIMPENMDVFLITGPNMSGKSTYMRQLALVT
                     VMSQIGCFVPATEAVLPVFDQIFTRIGAADDLISGQSTFMVEMLEAKNAIANASERSL
                     ILFDEIGRGTSTYDGMALAQAIIEHIHDQIGAKTLFSTHYHELTVLEDSLDQLKNVHV
                     SAIEENGKVVFLHKIQDGAADKSYGIHVAQLAELPDSLIARAKEVLAQLEGQEEIVIP
                     KRVEVKAQEQEVIPEPIVVKEEPIEIEETKVDNEEESQLSFFGAEQSSKKQDKPALDA
                     KETAVLTQIKKIDLLDMTPLEAMNELYRLQKKLKKG"
     gene            complement(2453229..2453771)
                     /gene="cotE"
                     /locus_tag="DJ46_2609"
     CDS             complement(2453229..2453771)
                     /gene="cotE"
                     /locus_tag="DJ46_2609"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat protein E"
                     /protein_id="AIK62181.1"
                     /translation="MSEFREIITKAVVGKGRKYTKSTHTCESNNEPTSILGCWVINHS
                     YEARKNGKHVEIEGFYDVNTWYSFDGNTKTEVVTERVNYTDEVSIGYRDKNFSGDDLE
                     IIARVIQPPNCLEALVSPNGNKIVVTVEREFVTEVVGETKICVSVNPEGCVESDEDFQ
                     IDDDEFEELDPNFIVDAEEE"
     gene            complement(2453897..2454328)
                     /locus_tag="DJ46_2610"
     CDS             complement(2453897..2454328)
                     /locus_tag="DJ46_2610"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63055.1"
                     /translation="MKVYSKDEIVEQAKELAKMISETEEVDFFKKAEAQIHKNENVKR
                     AIDEIKALQKQAVNLQHYGKWEALKKVEAEIDALQDKLDSIPVVQEFKSSQTYVNDLL
                     QLVASTISNNVTDEILISTNGDVLKGETGAAVESKKGNCGC"
     gene            complement(2454332..2455861)
                     /gene="miaB"
                     /locus_tag="DJ46_2611"
     CDS             complement(2454332..2455861)
                     /gene="miaB"
                     /locus_tag="DJ46_2611"
                     /note="miaB-methiolase: tRNA-i(6)A37 thiotransferase
                     enzyme MiaB"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-i(6)A37 thiotransferase enzyme MiaB"
                     /protein_id="AIK64165.1"
                     /translation="MNEQQRLASQQVNSSTKKEEKDYSKYFESVYQPPSLKDAKKRGK
                     EEVKIERDFGLPEEFRNFGTGRKFYIRTYGCQMNEHDTEVMAGIFTALGYEPTFSTED
                     ADVVLLNTCAIRENAENKVFGELGHLKSLKRRNSDLLIGVCGCMSQEESVVNKIMQKN
                     QHVDMVFGTHNIHRLPYILKDAMFSKETVVEVWSKEGDVIENLPKVRRGDIKAWVNIM
                     YGCDKFCTYCIVPYTRGKERSRRPEDIIQEIRHLAANGYKEITLLGQNVNAYGKDFED
                     IEYGLGDLMDELRKVDIARIRFTTSHPRDFDDHLIEVLGKGGNLVEHIHLPVQSGSTE
                     MLKIMARKYSREHYLELVRKIKEAIPNAVLTTDIIVGFPNETDEQFEETMSLYREVGF
                     DTAFTFIYSPREGTPAAKMKDNVPMEVKKERLQRLNALVNKLAIEKNDRYKGQIVEVL
                     VDGESKNNPEVLAGYTRTNKLVNFVAPKSLIGQLVKIKVTDAKTWSLNGELVEEPIEV
                     E"
     gene            complement(2456289..2457155)
                     /locus_tag="DJ46_2612"
     CDS             complement(2456289..2457155)
                     /locus_tag="DJ46_2612"
                     /note="2-oxoacid:acceptor oxidoreductase, beta subunit,
                     pyruvate/2-ketoisovalerate family protein;
                     porB_KorB: 2-oxoacid:acceptor oxidoreductase, beta
                     subunit, pyruvate/2-ketoisovalerate family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acceptor oxidoreductase, beta subunit,
                     pyruvate/2-ketoisovalerate family protein"
                     /protein_id="AIK62299.1"
                     /translation="MATFKDFRNSVKPNWCPGCGDFSVQAAIQRAAANVGLNPDELAV
                     ISGIGCSGRISGYINSYGVHSIHGRALPIAQGVKMANRDLTVIASGGDGDGFAIGMGH
                     TIHSIRRNIDITYIVMDNQIYGLTKGQTSPRSEAGFKTKSTPQGSIEPSLNVMEMALT
                     AGATFVAQSFSSDLKELTQIIEAGINHKGFSLINVFSPCVTYNKVNTYDWFKENLTKL
                     STVEGYDPSNRMMAMQTLMENNGLVTGLIYQNTAQPSYQELVKGYSEKPLVQSDLNMD
                     QKMFDELVAEFM"
     gene            complement(2457142..2458899)
                     /locus_tag="DJ46_2613"
     CDS             complement(2457142..2458899)
                     /locus_tag="DJ46_2613"
                     /note="2-oxoacid:acceptor oxidoreductase, alpha subunit;
                     OAFO_sf: 2-oxoacid:acceptor oxidoreductase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acceptor oxidoreductase, alpha subunit"
                     /protein_id="AIK62506.1"
                     /translation="MISQLSWKVGGQQGEGIESTGEIFCIALNRLGYYLYGYRHFSSR
                     IKGGHTNNKIRVSTTEVRAISDDLDILIAFDQETIDFNFHELRPGGIVVADAKFNPTI
                     PDNTDVNLYVIPFTDIASELGTSLMKNMVAVGASSAVLGLDETAYLDVVEEIFGRKGE
                     QVVQKNMDAIKRGSQYMKELLGEKVNMMQLEKADGQKRMFMIGNDAIAFGAVAGGARF
                     MSAYPITPASEIMEYLIKKLPKVGGTVIQTEDEIAACTMAIGANYAGVRTLTASAGPG
                     LSLMMEAIGLAGITETPLVIVDTQRGGPSTGLPTKQEQSDLMAMIYGTHGEIPKIVMA
                     PSTVEEAFYDIVEAFNLSEEYQVPVIFLTDLQLSLGKQTVEPLKLDKVEIRRGKLDLE
                     AELPERENKAYFKRYEVTEDGVSPRVLPGMKNGVHHVTGVEHDETGKPSESALNRKDQ
                     MDKRFRKMENLKFNTPVYKNVKHEEADVLLVGFNSTRGAIEEAMERLEQEGMKVNHAH
                     VRLIHPFPTAEIDPLVKKAKRVVVVENNATGQLANIMKMNLGNGEKISSLLKYDGNPF
                     LPKEIYNECKKGVVLNGNI"
     gene            complement(2459127..2460050)
                     /locus_tag="DJ46_2614"
     CDS             complement(2459127..2460050)
                     /locus_tag="DJ46_2614"
                     /note="lmo2462 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64050.1"
                     /translation="MKIFDAHCDVLLQLWSAQGKKDFKHDPQLHITFEQLKRRKESIQ
                     CFAIYVPETVAYENRFEVSLQMVDIFYNEILSLPGVKFIQTKDDINMLKQDEIGAILT
                     LEGCEAIGKDAMKLRLLYRLGVRSFGLTWNYANLLADGALETRGAGLTTSGKHVVQEL
                     NALHVWTDVSHLNERSFWDVIEIAKNPIASHSNCMKLCQHPRNLNDEQLKALIKRNGM
                     IGVTFVPQFLTNEKQANVADIIRHIEYICSLGGENNIGFGSDFDGILETVVNVSAYRD
                     YENVVNELCKHYAASTVERFLYDNFVEHISF"
     gene            complement(2460110..2460370)
                     /gene="spoVS"
                     /locus_tag="DJ46_2615"
     CDS             complement(2460110..2460370)
                     /gene="spoVS"
                     /locus_tag="DJ46_2615"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein S"
                     /protein_id="AIK64497.1"
                     /translation="MEILKVKATSVPNSVAGALAGVIRERGTAEIQAIGAGALNQAVK
                     AVAIARGFVAPSGLDLICIPAFTDIMIDGEERTAIKLIVEPR"
     gene            complement(2460520..2461314)
                     /locus_tag="DJ46_2616"
     CDS             complement(2460520..2461314)
                     /locus_tag="DJ46_2616"
                     /codon_start=1
                     /transl_table=11
                     /product="ymdB-like family protein"
                     /protein_id="AIK61567.1"
                     /translation="MRILFVGDVVGSPGRGMIQQYVPALKKKYTPTVTIINGENAAGG
                     RGITEKIYRNFLECGAQAVTLGNHAWDNREVFEFIDDAKYLARPANFPEGTLGKGLIF
                     VNCNGTEVAVINLQGRTFLPPIDCPFRKVDELIDIAKKRTNIIFVDFHAETTSEKQAL
                     GWYVDGRATAVVGTHTHVPTADNRILPSGTAYITDVGMTGPYDGILGMDREAVLKKFL
                     TNLPVRFEVTNGRTQLSAVLIDVDPNTGKAKKIERILINDDQPFFE"
     gene            complement(2461480..2463042)
                     /gene="rny"
                     /locus_tag="DJ46_2617"
     CDS             complement(2461480..2463042)
                     /gene="rny"
                     /locus_tag="DJ46_2617"
                     /note="RNase_Y: ribonuclease Y"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease Y"
                     /protein_id="AIK62106.1"
                     /translation="MSSTVWILISILLATVGAVVGFFVRKSIAEAKINGAANEAKRIL
                     DEANREAEALKKEALLEAKDEIHTLRTEAELEIRDRRSELQKQENRLMQKEENLDRKD
                     ETLDKRELQLEKKEDSLVARQQQIEELESKVGELVQKQQTELERISNLTREQAKAIIL
                     GKVESEVSHEIAVMVKESEVRAKEEADKKAKEILSLAMQRCAADHVAETTVSVVNLPN
                     DEMKGRIIGREGRNIRTLETLTGIDLIIDDTPEAVILSGFDPIRRETARIALDKLVQD
                     GRIHPARIEEMVEKSRREVDEYIREVGEQTTFEVGVHGLHPDLIKILGRLKYRTSYGQ
                     NVLKHSMEVAYLTGLMAAELGEDEKLARRAGLLHDIGKAIDHEVEGSHVEIGVELATK
                     YKEHPVVINSIASHHGDTEPTSIIAVLVAAADALSAARPGARSETLENYIRRLEKLEE
                     ISESYEGVEKSFAIQAGREVRILVKPDTIDDLEAHRLARDIRKRIENELDYPGHIKVT
                     VIRETRAVEYAK"
     gene            complement(2463525..2463950)
                     /locus_tag="DJ46_2618"
     CDS             complement(2463525..2463950)
                     /locus_tag="DJ46_2618"
                     /codon_start=1
                     /transl_table=11
                     /product="recA bacterial DNA recombination family protein"
                     /protein_id="AIK61380.1"
                     /translation="MPETTPGGRALKFYSTVRLEVRRAEQLKQGNDIVGNKTKVKVVK
                     NKVAPPFRVAEVDIMYGEGISREGEILDMASELDIVQKSGAWYSYNEERLGQGRENSK
                     QFLKENTDLREEIAFFIREHHGISEDSGAEGMEDPNLLD"
     gene            complement(2464257..2464883)
                     /gene="recA"
                     /locus_tag="DJ46_2619"
     CDS             complement(2464257..2464883)
                     /gene="recA"
                     /locus_tag="DJ46_2619"
                     /note="tigrfam_recA: protein RecA"
                     /codon_start=1
                     /transl_table=11
                     /product="protein RecA"
                     /protein_id="AIK65144.1"
                     /translation="MSDRQAALDMALKQIEKQFGKGSIMKLGEQAERKVSTVSSGSLA
                     LDVALGVGGYPRGRIIEIYGPESSGKTTVSLHAIAEVQRQGGQAAFIDAEHAMDPVYA
                     QKLGVNIDELLLSQPDTGEQGLEIAEALVRSGAVDIIVIDSVAALVPKAEIEGDMGDS
                     HVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVMFGNQLQVA"
     gene            complement(2465028..2466266)
                     /locus_tag="DJ46_2620"
     CDS             complement(2465028..2466266)
                     /locus_tag="DJ46_2620"
                     /note="cinA_cterm: competence/damage-inducible CinA
                     C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62548.1"
                     /translation="MNAEIIAVGTELLLGQIANTNAQFLSEKLASIGINVYYHTVVGD
                     NNKRLQQAIEVAEERADMLIFTGGLGPTKDDLTKETIASSLAEELVYDEKALASISDY
                     FKRTGREFTENNKKQALVLDGATVFANDHGMAPGMGLNKNGKVYILLPGPPKEMKPMY
                     VSYVEPFLRNFTTGENIYSRVLRFFGIGESQLEVKVQDLIDGQTNPTIAPLANDGEVT
                     LRLTAKHQNVDEAEKLIQHVEDLILERVGGFFYGYDQEFLHDKAIVLLKKKGLTLACA
                     ESLTGGLFGNQVTESAGVSSVFKGGVICYHNDVKQHVLHVPEEVLFTDGAVSKECARY
                     LAENVKELLEADIGISFTGVAGPDASEHKEPGTVFVGLAIKDEPTVVFPLNLSGSRQQ
                     IRERSAKYGFYHLYKKLEEI"
     gene            complement(2466287..2466865)
                     /gene="pgsA"
                     /locus_tag="DJ46_2621"
     CDS             complement(2466287..2466865)
                     /gene="pgsA"
                     /locus_tag="DJ46_2621"
                     /EC_number="2.7.8.5"
                     /note="pgsA: CDP-diacylglycerol--glycerol-3-phosphate
                     3-phosphatidyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-diacylglycerol--glycerol-3-phosphate
                     3-phosphatidyltransferase"
                     /protein_id="AIK62261.1"
                     /translation="MNLPNKITISRIFLIPIFMVIMLAPFDWGSYTIGDVDLPIQHLV
                     GALIFIVASATDWIDGHYARKYNLVTNLGKFLDPLADKLLVSAALITLVEMQYVPAWI
                     VIIIISREFAVTGLRLVLAGTGEVVAANQLGKIKTWTQIIAIAAYLLHDVPLNLIHIP
                     VADIFIWIALIFTVISGWDYFWKNRAAFVNSK"
     gene            complement(2466929..2467840)
                     /locus_tag="DJ46_2622"
     CDS             complement(2466929..2467840)
                     /locus_tag="DJ46_2622"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK62614.1"
                     /translation="MTELGQKLKEARGTKGLSIDQLHEITKIQKRHLVAIEEGNYDVL
                     PGAFYARAFIKQYADAVGLNGEELLVEYQSTIPQSEKRDVPQVSTGQKTQETMQKSSS
                     WPIADHMPKILVALLVIAVGVVIWFVFQALTGKDDEKVPNTQSEKIEVKKAENSPLDT
                     KKDEVKAEEPKKEEPKKEEPKKEEQPAQPTGQQEVKVVGTTGKVSTLEIHNNKTLELE
                     ISGKGASYVDVKDDAGNEVLNTTIQDGQTEKRDLSTAKEVRLNIGNATNVEVKLNGQV
                     VAYPLDPEKELHQRLVIKNQGIEQPAQ"
     gene            complement(2467862..2468647)
                     /locus_tag="DJ46_2623"
     CDS             complement(2467862..2468647)
                     /locus_tag="DJ46_2623"
                     /codon_start=1
                     /transl_table=11
                     /product="ACT domain protein"
                     /protein_id="AIK66415.1"
                     /translation="MIEWYFEYEIHKNRPGLLGDVSSLIGMLGINIVTINGVDNARRG
                     LLLMCDNQEQISRLESILNTMDNITVTKYRPPKLRDKLAVRHGRYIQRDADDKKTFRF
                     VRDELGLLVDFMAEIMKKEGHKLIGIRGMPRVGKTESIVAASVCANKRWLFVSSTLIK
                     QTVRSQLIEDEYSDDNIFILDGIVSTKRANERHWQLVREIMRLPATKVVEHPDVFVSQ
                     SEYTLDDFDYIIELRNDYDEEIQYNLVDEIEQGTQNNFSMFDF"
     gene            complement(2468787..2469035)
                     /locus_tag="DJ46_2624"
     CDS             complement(2468787..2469035)
                     /locus_tag="DJ46_2624"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62291.1"
                     /translation="MSVLDNFDQWKSFLGERLEQAQGKGLDGGAVSDMAFRVGDYLAN
                     EVEARNDQEKLLAELWKVADEQEQHTIANLMVKFVQHK"
     gene            complement(2469111..2469824)
                     /locus_tag="DJ46_2625"
     CDS             complement(2469111..2469824)
                     /locus_tag="DJ46_2625"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK62916.1"
                     /translation="MKKYALVTGGSGGIGSAISKQLIQDGYTVYVHYNNSEEKVNELQ
                     KEWGEVIPVQANLASSDGAEQLWEQIEHPLDAIIYAAGKSIFGLVTDVTNDELNDMVE
                     LQVKSIYKLLSMALPSMIQRRSGNIVLVSSIWGQIGASCEVLYSMVKGAQNSYVKALA
                     KEVSLSGIRVNAVAPGAIETEMLNVFSEEDKNEIAEEIPLGRLGLPEEVAKTVSFLVS
                     PGASYITGQIIGVNGGWHC"
     gene            complement(2469928..2471214)
                     /locus_tag="DJ46_2626"
     CDS             complement(2469928..2471214)
                     /locus_tag="DJ46_2626"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M16 inactive domain protein"
                     /protein_id="AIK64819.1"
                     /translation="MEKIVYEQLKETLYYEKLPNGLDVYILPKQGFNKTFATSTTKYG
                     SVDNTFVPLGKEEMIRVPDGIAHFLEHKLFEKEDHDAFQLFSKQGASANAFTSFTRTA
                     YLFSCTSNVEQNLNTLLNFVQEPYFSEKTVEKEKGIIGQEIQMYQDNPDWRLYFGLID
                     SLFVKHPIKIDIAGTIESISKITKDLLYECYETFYHPSNMLMFVVGAIDPEKTMDLVH
                     ENQAKKDYKNQPEIVRSFEEEPDEVNEKKKIISMPVQTPKCLVGIKATNLKEKGEALL
                     KQEIALTLLLDYLFGKSSVHYESLYNEGLIDDTFSYDYTEENNFGFAMVGGDTKQPDE
                     LEERLKSILLNTNYNQLDEAALERVKKKKIGGFLRSLNSPEYIANQFTRYAFNESSLF
                     DALTVLESLTVQDLQEVAQLLLSEEKMSVCQVLPKK"
     gene            complement(2471215..2472489)
                     /locus_tag="DJ46_2627"
     CDS             complement(2471215..2472489)
                     /locus_tag="DJ46_2627"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M16 inactive domain protein"
                     /protein_id="AIK61114.1"
                     /translation="MKLMEQQLHELGGLRVHIIPTDKYKTNTFVFRLKAPLNEETVTE
                     RALLPYVLQSATEKLPSVIRLRQYLEELYGSSLAVDVSKKGEDHIISIYVDIANEVYL
                     HDAPPLFEKALSMLSDIVLHPATEGNGFLPSIVESEKRALLQRIEATYDDKMRYANER
                     LIEEMCKVEPYRLSANGKKESVASITNESLYQYYQKVLAEDEMDLYIIGDISENAVDL
                     VSKYFSISARPVRERNVLLHKRNNEEKEVVEKQELKQSKLHIGYRTFITYKDEDYFAL
                     QLFNGLFGGFSHSKLFVNVREKNSLAYYAASRFESHKGLLFVMSGIEAKNYEKAVEII
                     KEQMLAMQNGDFSEEEIHQTKSVIQNQILEAIDTPRGFVEMLYHGIISDRTRPVEEWL
                     TGIESVTKEEIVKVAKNIELDTIYFLQGTEGE"
     gene            complement(2472688..2473647)
                     /locus_tag="DJ46_2628"
     CDS             complement(2472688..2473647)
                     /locus_tag="DJ46_2628"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AIK62744.1"
                     /translation="MSFLDILAILVTGTLYTAAPLIFTALGGVFSERSGVVNIALEGL
                     MLFGAFIGIVTTLLMGDTRGSMTPWIALLFAAIGSGLFALLHAVASITFRADQVVSGV
                     AINFLALGLTVFAIKKIFGKGQTDFIQYRIEKIDVPGLSDIPVIGKIFFSNVPLTSYI
                     AIILAFVVWYVIYKTPFGLRLRAVGEHPMAADTMGINVYKMRYIAVAISGMFAGVGGA
                     VFAMSISGNFSGATITGQGFLALAAMIFGKWNPLGALGAALFFGFAQSLGITGGTIPV
                     LKEIPSVFLTILPYVFTILALVGFVGRSEAPKALGTPYEKGKR"
     gene            complement(2473648..2474397)
                     /locus_tag="DJ46_2629"
     CDS             complement(2473648..2474397)
                     /locus_tag="DJ46_2629"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AIK62908.1"
                     /translation="MSLPAILHIPLSILVAAIAGGLWGFIPGYLKGKLKVNEVIVTIM
                     MNYIALYVTYDLIKRFIHEGNEKSYDVQASASLASEWLSSLTDGSRLHWGIVVAIIVA
                     IVMWFLLDRTTLGYELKSVGFNQNASQYAGMKVSRNVVLSMTIAGAFAGIGGAMEGLG
                     TFQSMTAMSSFTGIGFDGIAVALLGGNNPFGILLAALLFGGLKSAAPQMNFEADVPSE
                     LINVIIACIIFFVACSYVLRWALTRMSKEGK"
     gene            complement(2474425..2474706)
                     /locus_tag="DJ46_2630"
     CDS             complement(2474425..2474706)
                     /locus_tag="DJ46_2630"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AIK64575.1"
                     /translation="MAKKFLTERTINILVPVLSVVFGLLVGAIVMLVSGYDPIVGYAA
                     LWEGMVGNPQAIGETLRTMIPLVLAGLSVAFAFRTGLFNIGVEGQLLVG"
     gene            complement(2474699..2476231)
                     /locus_tag="DJ46_2631"
     CDS             complement(2474699..2476231)
                     /locus_tag="DJ46_2631"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65119.1"
                     /translation="MEYVIEMNNITKVFPGIVANDDITLQVKQGEIHALLGENGAGKS
                     TLMNVLFGLYQPEQGEIKIKGNPVKITNPNIANDLGIGMVHQHFMLVHNFTVTENIIL
                     GNEPKKNGKIAVEEAAKEIKQLSEQYGLAVDPHAKIEDISVGMQQRVEILKTLYRGAE
                     ILIFDEPTAVLTPQEIHELIQIMKKLVQEGKSIILITHKLKEIMEVCDRCTIIRKGKG
                     IGTVNVAETDEHKLAELMVGRQVNFKTEKIEAKPKEEVLSIANLIVHDTRKLPAVKGL
                     DLTVRAGEIVGIAGIDGNGQSELIEAITGLRKVESGSIAIKGKEITNWPVRRITEEGI
                     GHIPEDRHKHGLVLDFSVRDNIVLQTYYKNPFSKKGILNFSKITQKAKALIEQFDVRT
                     PSEQTLARALSGGNQQKAIIAREVDRNPDLLIAAQPTRGLDVGAIEFIHKKLIEQRDN
                     GKAVLLLSLELDEILNVSDRVAVIYEGKIVAIVDAKETNEQQLGLLMAGGTGKEKVNT
                     NG"
     gene            complement(2476340..2477407)
                     /locus_tag="DJ46_2632"
     CDS             complement(2476340..2477407)
                     /locus_tag="DJ46_2632"
                     /codon_start=1
                     /transl_table=11
                     /product="basic membrane family protein"
                     /protein_id="AIK64436.1"
                     /translation="MKKKTGLLLSLTLAASAVLGACGNSDKASSDKKEFKVGMVTDVG
                     GVDDKSFNQSAWEGLTKFGKDNNLKKNEGYRYLQSSKDADYIPNLTKFAKDHYNTTFG
                     IGYLMEKSIEKVAEQYPKEQFAIVDTVVEKPNVTSITFKDHEGSFLVGAVAAMTTKSN
                     KVGFVGGVKSPLITKFESGFKAGAKAVNPNIEIVSQYADAFDKPEKGSVLASAMYGGG
                     VDVIYHASGATGNGVFTEAKNRKKKGENVWVIGVDRDQNQEGMPENVTLTSMVKRVDV
                     AVAKVAQEAKDGKLKGGKVEEFGLKDDGVGIAKTTDNVKKVNPEILTKVEEFEKKITD
                     GEIKVPATDEEYKAYEASLKK"
     gene            complement(2477497..2478222)
                     /locus_tag="DJ46_2633"
     CDS             complement(2477497..2478222)
                     /locus_tag="DJ46_2633"
                     /codon_start=1
                     /transl_table=11
                     /product="UTRA domain protein"
                     /protein_id="AIK61389.1"
                     /translation="MSVKSDSRHLYLRVIDHIKEKIKDGAYKERQKLPSEFDLAKELG
                     VSRATLREALRILEEENVVIRRHGVGTFVNAKPLFSSGIEQLSSITDMISSVGKTPGT
                     IFLSSSTTSLTEEEKEKFNSEDGFNAVMIERVRTADGEPVVYCIDKLAKEILPDLSGY
                     NEESLLTVIHNNTHKRITYAVAHIEPIGYHPKISPILECEPETALLVLKQMHYDQNDE
                     PILYSINYFRADKFSFHVLRKRM"
     gene            complement(2478760..2481141)
                     /gene="ftsK"
                     /locus_tag="DJ46_2634"
     CDS             complement(2478760..2481141)
                     /gene="ftsK"
                     /locus_tag="DJ46_2634"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA translocase ftsK"
                     /protein_id="AIK65325.1"
                     /translation="MAKQKQRGTKAKARRTIKPTLYYEIVGLTLFALSIITILQLGVV
                     GKSFVLFFRFFFGEWYIIGVLGVIALSVSFVIKRGWPNLLNKRLIGFYLIVLAILMFS
                     HITLFNLLTKDGAVQNTSVIVSTKDNFFLEMKKGPDSVHLGGGMFGALMFATCYFLFD
                     EVGAYIIGIILVILGILCITNKHIGEVLAPVGRILRSQFQVMQGDYKDWRAKRTAEQT
                     EKKKTTRSTRSKRATEQEEIIEPMEEISIDPPIISNFTENYPVNEQEDKRIEVEQEEL
                     ITSPFIEEAPPVEEPKKKRGEKIVESLEGETQAPPMQFSNVENKDYKLPALDILKFPK
                     NKQVTNENAEIYENARKLERTFQSFGVKAKVTKVHRGPAVTKYEVYPDMGVKVSKIVG
                     LSDDLALALAAKDIRIEAPIPGKSAVGIEVPNSEVSMVTLREVLDSKANNHPEEKLLI
                     GLGRDITGEAVLARLNKMPHLLVAGATGSGKSVCINGIIVSILMRAKPHEVKLMMIDP
                     KMVELNVYNGVPHLLTPVVTDPKKASQALKKVVSEMERRYELFAHSGTRNIEGYNDYI
                     KEHNNQSEAKQPELPYIVVIVDELADLMMVASSDVEDAIMRLAQMARAAGIHLIIATQ
                     RPSVDVITGVIKANIPSRIAFAVSSQTDSRTILDGGGAEKLLGRGDMLFIPIGASKPV
                     RVQGAFLSDDEVERVVEYVIGQQKAQYQEDMIPQDVPDTKQEVEDELYDEAVQLVVEM
                     QTASVSMLQRRFRVGYTRAARLIDAMEMNGVVGPYEGSKPREVLINDVQEKSS"
     gene            complement(2481353..2481556)
                     /locus_tag="DJ46_2635"
     CDS             complement(2481353..2481556)
                     /locus_tag="DJ46_2635"
                     /codon_start=1
                     /transl_table=11
                     /product="ylzJ-like family protein"
                     /protein_id="AIK62891.1"
                     /translation="MILYTIMPEQLVYPADYSQCESQKVVNINGVELMVSEEEHGSYS
                     IVRVLSTDPFHYLEFEPGQKITF"
     gene            complement(2481553..2482302)
                     /locus_tag="DJ46_2636"
     CDS             complement(2481553..2482302)
                     /locus_tag="DJ46_2636"
                     /codon_start=1
                     /transl_table=11
                     /product="clp protease family protein"
                     /protein_id="AIK63762.1"
                     /translation="MTERDRYTNEEKEAEPKETGKEASIVEKIQQLGQTNVPQMNESR
                     IHCLTIVGQVEGHVQLPPQNKTTKYEHIIPQIVAIEQNPKIEGLLIVLNTVGGDVEAG
                     LAISEMVASLSKPTVSLVLGGGHSIGVPIAVSTDYSFIAETATMTIHPIRLTGLVIGV
                     PQTFEYLDKMQERVIRFVTKHSKVTEDRFKELMFAKGNLTRDIGTNVIGGDAVKYGLI
                     DDVGGIGNAIRKLNELIDNRADDHAEGTMLQ"
     gene            complement(2482407..2484077)
                     /gene="rnjB"
                     /locus_tag="DJ46_2637"
     CDS             complement(2482407..2484077)
                     /gene="rnjB"
                     /locus_tag="DJ46_2637"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease J 2"
                     /protein_id="AIK61055.1"
                     /translation="MKRKENESVKVFALGGVGEIGKNMYCVEIDSEIFIVDAGLMFPG
                     DEMFGIDIVIPDITYLVENQERVKGLFITHGHEDHIGGIVYVLRKLSIPVYATKLTVG
                     LIQEKLGEAGMLGRVDLKTIDSNSTVEFNTTTVSFFGTTHSIPDSVGVCFHTSKGAIV
                     YTGDFKFDQTPIGNSGADLGKMAQIGNEGVLCLLSDSTNAERPGYTGSEKEVGVEISK
                     VFYGAEGRIIVASFASNVHRIQQVFDAAAETGRKVAVVGRSMVKVVDIARRLGYLDVP
                     EGMVISLQEVDNFPEKKVAILTTGSQGEPMAALSRMAKQAHKQISIRKGDTVIIAASP
                     IPGNEISVSKIIDLLFRAGAEVVYYGERKVHVSGHGSQEELKLMLNLMKPKYFVPVHG
                     EFRMQKAHAYLAEDVGIARENIFIVEKGDVIGFGDDEANLVGKVQAGNVLIDGLGVGD
                     VGNIVLRDRKMLSQDGILVVVVTLGKDEKKIISGPEIISRGFVYVRESEALIDRSTEI
                     VRMIVEQSIKEYSIEWSMLKQNIRELLGQFLYEETKRKPMILPIIMEV"
     gene            complement(2484843..2485721)
                     /gene="dapA"
                     /locus_tag="DJ46_2638"
     CDS             complement(2484843..2485721)
                     /gene="dapA"
                     /locus_tag="DJ46_2638"
                     /EC_number="4.3.3.7"
                     /note="dapA: dihydrodipicolinate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrodipicolinate synthase"
                     /protein_id="AIK62720.1"
                     /translation="MIDFGTIATAMVTPFDINGNIDFAKTTKLVNYLIDNGTTAIVVG
                     GTTGESPTLTSEEKVALYRHVVSVVDKRVPVIAGTGSNNTHASIDLTKKATEVGVDAV
                     MLVAPYYNKPSQEGMYQHFKAIAESTPLPVMLYNVPGRSIVQISVDTVVRLSEIENIV
                     AIKDAGGDVLTMTEIIEKTADDFAVYSGDDGLTLPAMAVGAKGIVSVASHVIGNEMQE
                     MIAAFQAGEFKKAQKLHQLLVRVTDSLFMAPSPTPVKTALQMVGLDVGSVRLPLLPLT
                     EEERVTLQSVMQSIPR"
     gene            complement(2485733..2486965)
                     /locus_tag="DJ46_2639"
     CDS             complement(2485733..2486965)
                     /locus_tag="DJ46_2639"
                     /EC_number="2.7.2.4"
                     /note="asp_kin_monofn: aspartate kinase, monofunctional
                     class"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate kinase, monofunctional class"
                     /protein_id="AIK64280.1"
                     /translation="MKIIVQKFGGTSVRDENGRKHALHHIKKSLDAGYKVVTVVSAMG
                     RKGEPYATDTLLSLVNQEESHISNREQDLLLSCGELISAIVFSNMLNENGIKAAALNG
                     AQAGFVTNDDFTNAKIIEMNCDRIHEELENVDVIVVTGFQGQTKKGDTTTLGRGGSDT
                     SASALGVALHAEYIDIFTDVEGVMTADPRIVKDARHLQTVTYNEICNMAYQGAKVVHP
                     RAVEIAMHAKVPLRVRSTYSDSEGTLIAAYDGATKGQDVEERPVTGIAHVSNVTQIKV
                     LAKETAYDIQQHVFKEMANEGISVDLINISPTGVAYTVNDNVSARAVEVLKQLGYEPI
                     VTEHCAKVSIVGAGMAGIPGVTAKIVTALAEKGIQILQSADSHTTIWVLVKETDLVEA
                     VNALHSAFELSKEKQLEQ"
     gene            complement(2486989..2488035)
                     /gene="asd"
                     /locus_tag="DJ46_2640"
     CDS             complement(2486989..2488035)
                     /gene="asd"
                     /locus_tag="DJ46_2640"
                     /EC_number="1.2.1.11"
                     /note="asd_B: aspartate-semialdehyde dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate-semialdehyde dehydrogenase"
                     /protein_id="AIK61943.1"
                     /translation="MEKQKTFHVAVVGATGAVGEQMLNTLEKREFPIGKLTLLSSKRS
                     AGKKLVFKGEEFTVQEATPESFEGVDIALFSAGGSVSKQLAPEAAKRGAIVVDNTSAF
                     RMTENVPLVVPEVNENDLKEHNGIIANPNCSTIQMVVALEPVRQQYGLKRVIVSTYQA
                     VSGAGAAAIEELHEQSQVILNGEEVKANVLPVSGDKKHFPIAFNAIPQIDKFQDNGFT
                     FEEMKMINETKKIMHMPELEVAATCVRLPVVSGHSESVYIEVEKEGVTVEELKSLLAN
                     AEGIVLQDNPEEQLYPMPATAVGKNEVFVGRIRKDLNNDKGFHLWVVSDNLLKGAAWN
                     SVQIAERLVKLQLV"
     gene            complement(2488186..2488785)
                     /gene="dpaB"
                     /locus_tag="DJ46_2641"
     CDS             complement(2488186..2488785)
                     /gene="dpaB"
                     /locus_tag="DJ46_2641"
                     /note="spore_dpaB: dipicolinic acid synthetase, B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="dipicolinic acid synthetase, B subunit"
                     /protein_id="AIK63398.1"
                     /translation="MNLKGKRIGFGFTGSHCTYEEVMPHLEKLIAEGAEVRPVVSYTV
                     QSTNTRFGEGTEWIKKIEEVTGFKAINSIVGAEPLGPKIPLDCMVIAPLTGNSMSKFA
                     NAMTDSPVLMAAKATLRNGKPVVLAVSTNDALGLNGVNLMRLMATKNIYFVPFGQDAP
                     EKKPNSMVARMELLEDTVLEALQGKQLQPVVVEKFRYMN"
     gene            complement(2488782..2489684)
                     /gene="dpaA"
                     /locus_tag="DJ46_2642"
     CDS             complement(2488782..2489684)
                     /gene="dpaA"
                     /locus_tag="DJ46_2642"
                     /note="spore_dpaA: dipicolinic acid synthetase, A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="dipicolinic acid synthetase, A subunit"
                     /protein_id="AIK65969.1"
                     /translation="MLTEMHIAVIGGDARQLEVIRKLVELDAKLSLIGFDQLDHGFTG
                     AAKESIQNLDFTSLDAIILPVAGTNAKGEVDTIFSNEKVSITKEQIENTPEHFTIYSG
                     IGTPYLENLVSTTNRKLIKLFDRDDVAIYNSIPTVEGTLMMVIQHTDYTIHGSNVMVL
                     GFGRTGMSVARAFQSLGAHVKVGARRSEHIARITEMMFSPFHMQNIEKEVGNIDIVIN
                     TIPHLVVTANVISKMPAHTLVIDLASKPGGTDFRYAEKRGVKALLAPGLPGIVAPKTA
                     GQILANVLSQLLAEDVIARKENGE"
     gene            complement(2489959..2490210)
                     /locus_tag="DJ46_2643"
     CDS             complement(2489959..2490210)
                     /locus_tag="DJ46_2643"
                     /note="spore_YlmC_YmxH: sporulation, YlmC/YmxH family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation, YlmC/YmxH family protein"
                     /protein_id="AIK61795.1"
                     /translation="MRLSELSGKEIVNLERAEKMGVLGYVDLEIDEKDGRIQTLIIPA
                     GKWGGFKKEPQEIRVAWNQIKKVGHDMILCDIMDRSNLK"
     gene            complement(2490337..2491578)
                     /locus_tag="DJ46_2644"
     CDS             complement(2490337..2491578)
                     /locus_tag="DJ46_2644"
                     /codon_start=1
                     /transl_table=11
                     /product="processing protease"
                     /protein_id="AIK65898.1"
                     /translation="MIKKYTCKNGVRIVMENIPTVRSVAIGIWIHAGSRNENEKNNGI
                     SHFLEHMFFKGTETRSAREIAESFDSIGGQVNAFTSKEYTCYYAKVLDEHAKYALDVL
                     ADMFFNSTFDEEELKKEKNVVCEEIKMYEDAPDDIVHDMLTKATYETHPLGYPILGTE
                     ETLNTFTGDTLRQYIKDHYTPENVVVSIAGNIDEAFLQTVEQYFGSYEGTTNREQVHS
                     PIFHFNKVARKKETEQAHLCLGYKGLQMGHEDIYNLIVLNNVLGGSMSSRLFQEVREQ
                     RGLAYSVFSYHSSYEDTGMLTLYGGTGSQQLDTLYETMQETLETLKNTGITEKELINS
                     KEQLKGNLMLSLESTNSRMSRNGKNELLLRKHRSLDEIIESVNTVTKENVDELIRNMF
                     TDEFSAALISPDGKLPKGIKL"
     gene            complement(2491665..2492564)
                     /locus_tag="DJ46_2645"
     CDS             complement(2491665..2492564)
                     /locus_tag="DJ46_2645"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AIK62001.1"
                     /translation="MKARILAYICIFFLYVSVGSYSVFAQDNLYEEIQKHAKQYEIAP
                     QNAMIDKIWKATPGYNGRQVDMEASYNNMKKLKKFDQKHLEFKEVSPSVHLEDLSPAP
                     IYRGHPNKKMVGLTINVAWGNEYLPRILEILKKHDVKATFFLEGRWVKENLRFAKMIV
                     DANQEVGNHSYTHPNMKTLSSDEIRDQLQKTNRMIEAATNQKVRWFAPPSGSFRDEVV
                     KIADDFQMGTIMWTVDTIDWKRPEPDVLLQRVMRKIHPGAIVLMHPTSSTTEALDTMI
                     TKLKEQGYKVGNITELLDEKRVD"
     gene            complement(2492716..2494854)
                     /gene="pnp"
                     /locus_tag="DJ46_2646"
     CDS             complement(2492716..2494854)
                     /gene="pnp"
                     /locus_tag="DJ46_2646"
                     /EC_number="2.7.7.8"
                     /note="polynuc_phos: polyribonucleotide
                     nucleotidyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="polyribonucleotide nucleotidyltransferase"
                     /protein_id="AIK61634.1"
                     /translation="MSQEKQVFSIDLAGRQLTVETGQLAKQANGAVLVRYGDTAVLST
                     ATASKEAKNVDFFPLTVNYEERLYAVGKIPGGFIKREGRPSEKAILASRLIDRPIRPL
                     FADGFRNEVQVVSIVMSVDQDCSSEMAAMLGSSLALSISDIPFEGPIAGATVGRINGE
                     FVINPTVEQQEQSDIHLVVAGTKDAINMVEAGADQVPEETMLEAIMFGHDEIKRLIAF
                     QEEIVQAVGKEKSEVKLYEVDADLNQAVREMAEKDMHSAIQVHEKHAREDAINEVKKR
                     VIEHYEAQEADADTLGQVNEILYKIVKEEVRRLITVEKIRPDGRKGDEIRPLASEVGI
                     LSRTHGSGLFTRGQTQALSICTLGALGDVQILDGLGVEESKRFMHHYNFPSFSVGETR
                     PMRGPGRREIGHGALGERALEPVIPSEKDFPYTVRLVSEVLESNGSTSQASICGSTLA
                     MMDAGVPLKAPVAGIAMGLVKTGEHYTILSDIQGMEDHLGDMDFKVAGTAHGVTALQM
                     DIKIDGLSREILEEALQQAKVGRVHILNHMLSVIAEPRTELSAYAPKIITMTINPDKI
                     RDVIGPSGKQINKIIEETGVKIDIEQDGTVFISSINQEMNDKAKKIIEDIVREVQVGE
                     IYEGKVKRVEKFGAFVELFSGKDGLVHISELALERVGKVEDVVKIGDVITVKVIEIDK
                     QGRVNLSRKVLLKEEQEKEAAKEENKQEQQ"
     gene            complement(2495015..2495284)
                     /gene="rpsO"
                     /locus_tag="DJ46_2647"
     CDS             complement(2495015..2495284)
                     /gene="rpsO"
                     /locus_tag="DJ46_2647"
                     /note="S15_bact: ribosomal protein S15"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S15"
                     /protein_id="AIK63175.1"
                     /translation="MALTQERKNEIIAQFRTHETDTGSPEVQIAVLTEQINTLNEHLR
                     THKKDHHSRRGLLKMVGKRRNLLTYLRNSDITRYRELITKLGLRR"
     gene            complement(2495385..2496356)
                     /gene="ribF"
                     /locus_tag="DJ46_2648"
     CDS             complement(2495385..2496356)
                     /gene="ribF"
                     /locus_tag="DJ46_2648"
                     /EC_number="2.7.1.26"
                     /note="ribF: riboflavin biosynthesis protein RibF"
                     /codon_start=1
                     /transl_table=11
                     /product="riboflavin biosynthesis protein RibF"
                     /protein_id="AIK63699.1"
                     /translation="MKLIHLTHPHEQNKLELPPTVMALGFFDGIHLGHQCVIRTAKQI
                     ADEKGYKSAVMTFYPHPSVVLGKKEAHAEYITPMCDKEKIVESLGIDILYVVKFDESF
                     AGLLPQQFVDDYIIGLNVKHVVAGFDYSYGRLGKGKMETLPFHARGEFTQTVIEKVEF
                     QEEKVSSTALRKLIRNGEMEQIPSILGRAYTVGGTVVHGDKRGRQIGFPTANVGLSDE
                     YLLPPVGVYAVRLQVHGEWYDGVCNIGYKPTFKEDERQLSIEVHLFEFNNDIYDQNVT
                     VEWHMRIREEKKFNGIDELVEQIAKDKKTAQEYFANEKNILAFSNEK"
     gene            complement(2496400..2497323)
                     /gene="truB"
                     /locus_tag="DJ46_2649"
     CDS             complement(2496400..2497323)
                     /gene="truB"
                     /locus_tag="DJ46_2649"
                     /EC_number="5.4.99.25"
                     /note="truB: tRNA pseudouridine(55) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine(55) synthase"
                     /protein_id="AIK65221.1"
                     /translation="MEGVVLLHKPKGMTSHDCVFKLRKILREKRIGHTGTLDPDVTGV
                     LPICVGRATKIAQFLTSETKTYEGEVTLGFSTTTEDASGEVVETKYVDRVITRKEVEE
                     ALATLTGTIEQMPPMFSAVKVNGKKLYEYARAGQEVERPVRTITIHEFVLLDDREVFE
                     GENISFRFRVTCSKGTYVRTLAVMIGEKLGFPSHMSHLVRTASGEFLLEDCISFEEIE
                     ENVQNGTVESIFISIDEALSKFPKMVVDEKQAEKIKNGMFLKNELQITAPFITVFDKN
                     DRCLAIYEHHPKHPGMLKPMKVLVNNQELKL"
     gene            complement(2497410..2497766)
                     /gene="rbfA"
                     /locus_tag="DJ46_2650"
     CDS             complement(2497410..2497766)
                     /gene="rbfA"
                     /locus_tag="DJ46_2650"
                     /note="rbfA: ribosome-binding factor A"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome-binding factor A"
                     /protein_id="AIK62800.1"
                     /translation="MKLRANRVGEQMKKELGDIISRKIKDPRVGFVTVTDVQVSRDLQ
                     IATVYISVLGDEEQKENTLKGLAKAKGFIRSEIGQRIRLRKTPEISFEFDESIGYGHR
                     IDTLLHEINKEGKREE"
     gene            complement(2497782..2498063)
                     /locus_tag="DJ46_2651"
     CDS             complement(2497782..2498063)
                     /locus_tag="DJ46_2651"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65435.1"
                     /translation="MIIASLSFECMIYDVHSLKEKRAILQRVLTRVKQRYNVAVSEVG
                     HQDVWQRTEIAIVSVSSNRVICEKEMNRVLEYIDSFPEIERTITQLEWY"
     gene            complement(2498060..2500120)
                     /gene="infB"
                     /locus_tag="DJ46_2652"
     CDS             complement(2498060..2500120)
                     /gene="infB"
                     /locus_tag="DJ46_2652"
                     /note="IF-2: translation initiation factor IF-2"
                     /codon_start=1
                     /transl_table=11
                     /product="translation initiation factor IF-2"
                     /protein_id="AIK66241.1"
                     /translation="MSKIRVHEYAKKHNISSKDLMTKLKEMNIEVSNHMTMLDDEVVN
                     KLDNEYQAEKPSVADEFEVEEKVVRSKKNSNKKKKKGKGNEDKRQENFAGRQQTQTVE
                     TPDKITFSGSLTVGDLAKKLSKEPSEIIKKLFMLGIMATINQDLDKDTIELIANDYGI
                     EVEEEVIVSETEFETFIDEQDDEENLKERPAVVTIMGHVDHGKTTLLDSIRNSKVTAG
                     EAGGITQHIGAYQVELNDKKITFLDTPGHAAFTTMRARGAQVTDITIIVVAADDGVMP
                     QTVEAINHAKAAGVPIIVAVNKMDKPAANPDRVMQELTEYELVPEAWGGDTIFVPISA
                     IQGEGIDNLLEMILLISEVEEYKANPNRYATGTVIEAQLDKGKGTIATLLVQNGTLRV
                     GDPIVVGTSFGRVRAMVSDIGRRVKVAGPSTPVEITGLNEVPQAGDRFMAFADEKKAR
                     QIGESRAQEALLAQRGEKSKLSLEDLFQQIQEGDVKEINLIVKADVQGSVEAMAASLR
                     KIDVEGVKVKIIHTGVGAITESDIILASASNAIVIGFNVRPDVNAKRTAELENVDIRL
                     HRIIYKVIEEIEAAMQGMLDPEFEEKVIGQAEVRQTFKVTKVGTIAGCYVTDGKITRD
                     SGVRIIRDGVVIFEGQLDTLKRFKDDVKEVAQNYECGITIERYNDLKEGDIIEAYIME
                     EVKR"
     gene            complement(2500125..2500436)
                     /locus_tag="DJ46_2653"
     CDS             complement(2500125..2500436)
                     /locus_tag="DJ46_2653"
                     /note="BH2414 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62212.1"
                     /translation="MSDWKSFLGLANRARKIISGEELVLKEVRSGKAKLVLLSEDASV
                     NTTKRITDKTTYYNVPMRKVENRQQLGHAIGRDERVVVAVLDEGFAKKLRSMLDTNYR
                     G"
     gene            complement(2500437..2500709)
                     /locus_tag="DJ46_2654"
     CDS             complement(2500437..2500709)
                     /locus_tag="DJ46_2654"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64205.1"
                     /translation="MSNRKVPLRKCVATQEMKSKRELVRIVRSKEGEVSIDLTGKKSG
                     RGAYLSKDKESILQAQKKNVLEHHLKAKIDSSLYEELLELVEKESK"
     gene            complement(2500721..2501827)
                     /gene="nusA"
                     /locus_tag="DJ46_2655"
     CDS             complement(2500721..2501827)
                     /gene="nusA"
                     /locus_tag="DJ46_2655"
                     /note="nusA: transcription termination factor NusA"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription termination factor NusA"
                     /protein_id="AIK64725.1"
                     /translation="MSTELLDALLVLESEKGISKDIIIDAIEAALISAYKRNFNQAQN
                     VRVSFNPQVGTIQVLARKDVVDNVFDPRLEISVEEARQINPNYQDGDVLEIEVTPKDF
                     GRIAAQTAKQVVTQRVREAERGVIYSEFSDREEDIMVGIVQRQDARFIYVSLGKVEAL
                     LPVSEQMPNEQYKPHDRIRVFITKVEKTTKGPQIYVSRTHPGLLKRLFEMEVPEIYDG
                     TVEIRSVAREAGDRSKISVHAENIDVDPVGSCVGPKGQRVQRIVDELKGEKIDIVRWS
                     NDPVEYVANALSPSQVVKVLVDEEEKATTVVVPDHQLSLAIGKRGQNARLAAKLTGWK
                     IDIKSESDAKQLGIVTEEDSVVAFGFDSVEDEIE"
     gene            complement(2501845..2502315)
                     /locus_tag="DJ46_2656"
     CDS             complement(2501845..2502315)
                     /locus_tag="DJ46_2656"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66262.1"
                     /translation="MDKKVTEVVEAFAQPIVEELNLELVDVEYVKEGQDWFLRVFIDS
                     EKGVDIEECGAVSERLSEALDKEDPIPHLYFLDVSSPGAERPLKKEKDFQQAVGKQVA
                     IKTYEPIDGEKMFEGKMLSYDGTTITLLLTIKTRKKEIQIPMDKVANARLAVTF"
     gene            complement(2502648..2506949)
                     /gene="polC"
                     /locus_tag="DJ46_2657"
     CDS             complement(2502648..2506949)
                     /gene="polC"
                     /locus_tag="DJ46_2657"
                     /EC_number="2.7.7.7"
                     /note="polC_Gram_pos: DNA polymerase III, alpha subunit,
                     Gram-positive type"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, alpha subunit, Gram-positive
                     type"
                     /protein_id="AIK64756.1"
                     /translation="MSLTNEQKERFQILLQQLQIPDDLINQYLQGGGIERLVIDKANK
                     SWHFNLQVPRILPTELYELLETKLKQSFSHIARTTFALETENKQFTEEEVRAYWPLCT
                     ERITFSPMFAYLKKQLPQVNGVKLLINVNNELESTALKKNVAKPVGDQYEAFGFPRFQ
                     LDTHIQQNTEEMQKFREQTQQEDRERVIQAMEEMAKKQAEESSVVHEGPITLGYLIKP
                     DEEITPMREIQDEERRKTVQGYVFHVETKELRSGRTLLTLKITDYTDSIMIKMFSRDK
                     EDIPMLQSLKKGMWVKARGSVQNDTFVRDLVMIANDINEITGPSRKDKAPEGEKRVEL
                     HLHTPMSQMDAVTPVSKLVAQAGKWGHEAIAVTDHAVAQSFPEAYSAGKKAGVKVIYG
                     VEANLVNDGVPIAYNEEHRLLADETYVVFDVETTGLSAVYDTVIELAAVKVKGGEIID
                     RFESFANPHQPLSATIIELTGITDDMLTDAPEVDEVFKKFEEWMGDHTLVAHNASFDM
                     GFINVGFKKAGLEKTKNPVIDTLELARFLFPEMKNHRLNTLCKKMDIELTQHHRAIYD
                     TEATGYLLVKMLKDVIEKGFEYHDQLNDSMGQGDAYKRGRPSHMTLLATSDVGLKNLY
                     KLVSYSHLNYFYRVPRVPRSLLKKYREGILVGTACDKGEVFEAMMQKAPEEVEEIAQF
                     YDYIEVMPPEVLRHLVERELVRDEGQLKTIISNLVKLGETLDKPVVATGNVHYLDPED
                     AMYRKILVSSQGGANPLNRHSLPPVHFRTTDEMLECFSFLGEDVAKEIVVTNTQKIAS
                     LIGDVHPVKDDLYTPKIEGADDETRDMSYKMARSIYGEELPEIVEARLEKELKSIIGH
                     GFAVIYLISHKLVKKSLVDGYLVGSRGSVGSSFVATMMEITEVNPLPPHYVCPKCKQS
                     EFFNDGSVGSGFDLPDKECPTCNIPYVKDGHDIPFETFLGFKGDKVPDIDLNFSGEYQ
                     PRAHNYTKVLFGEDYVYRAGTIGTVAEKTAYGYVKGYANDHNLTIRNAEIDRLVAGCT
                     GVKRTTGQHPGGIIVVPDYMDIFDFSPIQYPADSIGAEWRTTHFDFHSIHDNLLKLDI
                     LGHDDPTVIRMLQDLSGIDPKTIPTDDPEVMKIFSGPESLGVTEEQINCKTGTLGIPE
                     FGTKFVRQMLEETKPTTFSELVQISGLSHGTDVWLGNANELIYNGTCTLSEVIGCRDD
                     IMVYLIYQGLDPSLAFKIMESVRKGKGVPEEWEEDMKSNNVPGWYIDSCKKIKYMFPK
                     AHAAAYVLMAVRIAYFKVHFALLFYAAYFTVRADDFDVEAMAKGSASIRARIDEIAQK
                     GLDAAPKEKSLLTVLEMTLEMCERGYSFQKVDLYRSHATDFIIDGDSLIPPFNAVPGL
                     GTNAALSIVEARKNGEFLSKEDLQQRSKVSKTIIEYLDSQGCLGDLPDQNQLSLF"
     gene            complement(2507074..2508774)
                     /gene="proS"
                     /locus_tag="DJ46_2658"
     CDS             complement(2507074..2508774)
                     /gene="proS"
                     /locus_tag="DJ46_2658"
                     /EC_number="6.1.1.15"
                     /note="proS_fam_II: proline--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="proline--tRNA ligase"
                     /protein_id="AIK64040.1"
                     /translation="MKQSMVFSPTLREVPADAEIKSHQLLLRAGFMRQNASGIYSFLP
                     FGLKVLHKVERIVREEMERAGAVELLMPAMQAAELWQESGRWYSYGSELMRMKDRNAR
                     EFALGATHEEVITDLVRDEVKSYKKLPLTLYQIQTKFRDEQRPRFGLLRGREFLMKDA
                     YSFHATQESLDEVYDRLYKAYSNIFARCGLNFRAVIADSGAMGGKDTHEFMVLSDVGE
                     DTIAYSDTSDYAANIEMAPVVATYTKSDEAEKELEKVATPDQKAIEEVSAFLNIEADK
                     CIKSMVFKVDEKLVVVLVRGDHEVNDVKVKNVYGASVVELASHEEVKELLNCEVGSLG
                     PIGVNGDIEIIADHAVASIVNGCSGANEEGFHYVNVNPERDFKVSQYTDLRFIQEGDQ
                     SPDGNGTILFARGIEVGHVFKLGTRYSEAMNATFLDENGKTQPLIMGCYGIGVSRTVA
                     AIAEQFNDENGLVWPKAVAPFHVHVIPVNMKSDAQREMGENIYNSLQEQGYEVLLDDR
                     AERAGVKFADADLFGLPVRVTVGKKADEGIVEVKVRATGESEEVKVEELQTYIANILK
                     "
     gene            complement(2508884..2510140)
                     /gene="rseP"
                     /locus_tag="DJ46_2659"
     CDS             complement(2508884..2510140)
                     /gene="rseP"
                     /locus_tag="DJ46_2659"
                     /codon_start=1
                     /transl_table=11
                     /product="RIP metalloprotease RseP"
                     /protein_id="AIK62531.1"
                     /translation="MNTAIAFILIFGALVFFHELGHLYFAKRAGILCREFAIGFGPKI
                     FSFEKNETVYTIRLLPLGGYVRMAGEDADTVELKPGKKVGLVLNAKDEVAKLVFDGYE
                     KYPNVRVIEVEQADLEHNLTISGYEEYEEELQTFRVNEKARIITAGEEIQIAPYNRQF
                     GSKKLGQRALTIFAGPAMNFILAFVIFVILGFVQGVPVDKPMVGKVMENSAAEQAGLK
                     ENDTIQAIDGKNTSTWKDVVTIVRENPNKEITLQVKRDSEQFNVKVTPTLDKEGKEEV
                     GRIGVYSPVEKTVMGSIKSGFEQTYQWTKLIFESFVKLVTGQFSINELSGPVGIYNLT
                     DQVVDYGFTRVLSLAAVLSINLGLFNLLPVPALDGGRLFFFLIEALRGKPIDRQKEGM
                     VHFIGFALLMLLMLVVTWNDIRKFFL"
     gene            complement(2510157..2511299)
                     /gene="dxr"
                     /locus_tag="DJ46_2660"
     CDS             complement(2510157..2511299)
                     /gene="dxr"
                     /locus_tag="DJ46_2660"
                     /EC_number="1.1.1.267"
                     /note="dxr: 1-deoxy-D-xylulose 5-phosphate
                     reductoisomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="1-deoxy-D-xylulose 5-phosphate reductoisomerase"
                     /protein_id="AIK61452.1"
                     /translation="MKNISLLGASGSIGTQTLDVLRSHPDQFRLVAFSVGKNIDYAVK
                     VIQEFSPQIVSVQREEDVLKLQAVSGNTKIVYGSEGLLEVALHPDAEIVVNAVVGSVG
                     LLPTLRAIEAKKTIGIANKETLVTAGHLVMEAARKHNVSLLPVDSEHSAIFQCLNGEN
                     EKRISRLIITASGGSFRDKTRDELHHVTVEDALRHPNWSMGSKITIDSATMMNKGLEV
                     IEAHWLFGIPYEQIDVVLHKESIIHSMVEFEDRSVMAQLGSPDMRVPIQYALTYPDRL
                     PLSDTKQLNLWEIGTLHFEKMNQERFRCLRFAYEAGKAGGSMPAVMNAANEVAVEAFL
                     QKRIGFLTVEDLIEKAMNHHNVIARPSLEEILEIDAATRRFVMEQI"
     gene            complement(2511323..2512114)
                     /locus_tag="DJ46_2661"
     CDS             complement(2511323..2512114)
                     /locus_tag="DJ46_2661"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidylyltransferase family protein"
                     /protein_id="AIK62308.1"
                     /translation="MKQRIITGVVAAALFIPIVIYGGVPFTVLVYALASIGLYELIRM
                     NKLTLISVPTVLAALLLWIILIPSSASELFTWIGLGKLEITFVIVLLLLSYTVLSKNT
                     FTFDNASFLLMATTYVAMGFLYLNETRILGIKYVFCALFVIWATDSGAYFVGKALGKR
                     KLWPEISPNKTIEGSLGGIVCGIIVALVYNMFFPVESNVLILIALTIIISIFGQIGDL
                     VQSAFKRHYGVKDSGTILPGHGGILDRTDSWLFVLPILYFLLQYN"
     gene            complement(2512132..2512908)
                     /gene="uppS"
                     /locus_tag="DJ46_2662"
     CDS             complement(2512132..2512908)
                     /gene="uppS"
                     /locus_tag="DJ46_2662"
                     /EC_number="2.5.1.31"
                     /note="uppS: di-trans,poly-cis-decaprenylcistransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="di-trans,poly-cis-decaprenylcistransferase"
                     /protein_id="AIK65398.1"
                     /translation="MMFKNFPFFKGKKDTSFDHLVEEVKKGYIPEHIAIIMDGNGRWA
                     KRRAMPRIAGHHEGMQVVKKITKFASKLNVKVLTLYAFSTENWKRPKKEVDYLMQLPE
                     EFLGTFLPELIEENVQVRVIGQQDRLPTHTRRAMEKAMEETKENTGLILNFALNYGSR
                     DEIVSAVQHMMKDSEEGKVRVEDVSEEMLSSYLMTSSLPDPELLIRTSGELRISNFML
                     WQIAYSEFWFTDVYWPDFTEEHLLNAITDFQHRGRRFGGV"
     gene            complement(2512994..2513551)
                     /gene="frr"
                     /locus_tag="DJ46_2663"
     CDS             complement(2512994..2513551)
                     /gene="frr"
                     /locus_tag="DJ46_2663"
                     /note="frr: ribosome recycling factor"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome recycling factor"
                     /protein_id="AIK64377.1"
                     /translation="MGQQVLKSSNEKMEKAVAAYSRELATVRAGRASASVLDKVQVDY
                     YGAPTPVVQLANITVPEARLLVIQPYDKTSIGDIEKAILKADLGLNPSNDGTVIRIAF
                     PALTEERRRDLVKVVKKYAEEAKVAVRNVRRDGNDDLKKLEKAGEITEDDLRGYTEDI
                     QKETDKYIAKVDEIAKNKEKEIMEV"
     gene            complement(2513554..2514276)
                     /gene="pyrH"
                     /locus_tag="DJ46_2664"
     CDS             complement(2513554..2514276)
                     /gene="pyrH"
                     /locus_tag="DJ46_2664"
                     /EC_number="2.7.4.22"
                     /note="pyrH_bact: UMP kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="UMP kinase"
                     /protein_id="AIK62587.1"
                     /translation="MSKPKYNRVVLKLSGEALAGEQGFGINPAVIKSVAEQVKEIAEL
                     DVEVAVVVGGGNIWRGKIGSEMGMDRAGADYMGMLATVMNSLALQDSLENIGIQTRVQ
                     TSIEMRQVAEPYIRRKAVRHLEKKRVVIFAAGTGNPYFSTDTTAALRAAEIEADVILM
                     AKNNVDGVYNADPSIDPTATKYETLTYLDVLKEGLGVMDSTASSLCMDNDIPLIVFSV
                     MEKGNIKRAVLGENIGTVVRGK"
     gene            complement(2514343..2515230)
                     /gene="tsf"
                     /locus_tag="DJ46_2665"
     CDS             complement(2514343..2515230)
                     /gene="tsf"
                     /locus_tag="DJ46_2665"
                     /note="tsf: translation elongation factor Ts"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor Ts"
                     /protein_id="AIK61257.1"
                     /translation="MAITAQMVKELREKTGAGMMDCKKALTETNGDMEKAIDFLREKG
                     IAKAAKKADRIAAEGLTFIETNGNDGLILELNSETDFVAKNEGFQTLIKELAAHLLAN
                     KPANVEEAMAQTMENGKKVEEHINEAIAKIGEKLTLRRFEIVSKTDADAFGAYLHMGG
                     RIGVLTVLEGSTDEAAAKDVAMHIAAVNPKYIDRDAVTAEEVEHERQVLTQQALNEGK
                     PEKIVAKMVEGRLGKFFEEICLLDQAFVKNPDMKVRQFVESKGGTLKGFVRYAVGEGI
                     EKREDNFAEEVMNQVKGSN"
     gene            complement(2515334..2516035)
                     /gene="rpsB"
                     /locus_tag="DJ46_2666"
     CDS             complement(2515334..2516035)
                     /gene="rpsB"
                     /locus_tag="DJ46_2666"
                     /note="rpsB_bact: ribosomal protein S2"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S2"
                     /protein_id="AIK65936.1"
                     /translation="MSVISMKQLLEAGVHFGHQTRRWNPKMKRYIFTERNGIYIIDLQ
                     KTVKKVEEAFKVMRDIAAEGGDILFVGTKKQAQEAIKEEATRAGMYFVNQRWLGGTLT
                     NFQTIQKRIKRLKDIERMQEDGTFEVLPKKEVVQLKKELERLEKFLGGIKDMKGLPSA
                     LFVVDPRKERIAVAEARKLHIPIIGIVDTNCDPDEIDHVIPANDDAIRAVKLLTSKMA
                     DAILEAKQGEETVTA"
     gene            complement(2516385..2517164)
                     /gene="codY"
                     /locus_tag="DJ46_2667"
     CDS             complement(2516385..2517164)
                     /gene="codY"
                     /locus_tag="DJ46_2667"
                     /note="codY_Gpos: GTP-sensing transcriptional pleiotropic
                     repressor CodY"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-sensing transcriptional pleiotropic
                     repressor CodY"
                     /protein_id="AIK61473.1"
                     /translation="MELLAKTRKLNALLQSAAGKPVNFREMSDTMCEVIEANVFVVSR
                     RGKLLGYAIHQQIENERMKQMLAERQFPEEYTQSLFNITETSSNLDVNSAYTAFPVEN
                     KELFGQGLTTIVPIVGGGERLGTLVLARLGQEFLDDDLILAEYSSTVVGMEILREKAE
                     EIEEEARSKAVVQMAISSLSYSELEAIEHIFEELNGTEGLLVASKIADRVGITRSVIV
                     NALRKLESAGVIESRSLGMKGTYIKVLNDKFLHELAKLKTN"
     gene            complement(2517242..2518633)
                     /gene="hslU"
                     /locus_tag="DJ46_2668"
     CDS             complement(2517242..2518633)
                     /gene="hslU"
                     /locus_tag="DJ46_2668"
                     /note="hslU: ATP-dependent protease HslVU, ATPase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent protease HslVU, ATPase subunit"
                     /protein_id="AIK62092.1"
                     /translation="MHLHFTPRQIVEKLDQYIIGQKDAKKAVAVALRNRYRRSKLAEN
                     LRDEIAPKNILMIGPTGVGKTEVARRMAKLVGAPFIKVEATKFTEVGYVGRDVESMVR
                     DLVETSVRIVKEEMVVKVQDKAEEQANQRLVEILVPSPEKQSGFKNPLEMLFGGTQNS
                     NQTTDSQEDVEIEKKRQDVERKLAAGLLEDEIVSIEVTEQQSSMFDMLQGTGMEQMGM
                     NFQDALGSFMPKKTKKRKLSVKEARKVLTNEEAQRLIDMDEVTQEAVYRAEQLGIIFI
                     DEIDKIAGKQSNSVDVSREGVQRDILPIVEGSNVATKYGSVKTDYILFVAAGAFHMSK
                     PSDLIPELQGRFPIRVELTKLSTDDFVKILIEPDNALIKQYMALLATEGIEIEFSDEA
                     IRKIAEIAYQVNQDTDNIGARRLHTIMEKLLEDLSFEASEITLEKITITPQYVEEKLA
                     TIAKNKDVSQFIL"
     gene            complement(2518656..2519198)
                     /gene="hslV"
                     /locus_tag="DJ46_2669"
     CDS             complement(2518656..2519198)
                     /gene="hslV"
                     /locus_tag="DJ46_2669"
                     /EC_number="3.4.25.2"
                     /note="ATP_dep_HslV: ATP-dependent protease HslVU,
                     peptidase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent protease HslVU, peptidase subunit"
                     /protein_id="AIK63852.1"
                     /translation="MGNFHATTIFAVHHNGECAMAGDGQVTMGNAVVMKHTARKVRKL
                     FQGKVLAGFAGSVADAFTLFEMFEGKLEEYNGNLQRAAVEMAKQWRGDKMLRQLEAML
                     IVMDKTTMLLVSGTGEVIEPDDGILAIGSGGNYALSAGRALKQYASEHLTAKQIAKAS
                     LEIAGDICVYTNHNIIVEEL"
     gene            complement(2519241..2520140)
                     /gene="xerD"
                     /locus_tag="DJ46_2670"
     CDS             complement(2519241..2520140)
                     /gene="xerD"
                     /locus_tag="DJ46_2670"
                     /note="recomb_XerD: tyrosine recombinase XerD"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine recombinase XerD"
                     /protein_id="AIK64926.1"
                     /translation="MNVKKLLQLFVGYLQIERNYSKYTIASYQNDLEHFVQFMEREGI
                     SSFLDITYADVRLYLTTLHDEKLARKSVARKVSSLRSLYRFLMREGYRKDNPFALASL
                     PKKELSIPKFLYAEELEELFEVSDTETPLGQRNQALLELMYATGIRVSECVNLQLTDI
                     DFAVGTILVMGKGKKQRYIPFGSYAQDALITYIENGRKQLAEKTEEQSHMVFLNAKGT
                     PLTSRGVRYVLNELIKKASLTMRISPHILRHTFATHMLDEGADLRTVQELLGHENLST
                     TQIYTHVSKERLRSVYMKHHPRA"
     gene            complement(2520206..2521510)
                     /gene="trmFO"
                     /locus_tag="DJ46_2671"
     CDS             complement(2520206..2521510)
                     /gene="trmFO"
                     /locus_tag="DJ46_2671"
                     /EC_number="2.1.1.74"
                     /note="tRNA:m(5)U-54 methyltransferase;
                     gid_trmFO: tRNA:m(5)U-54 methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="m(5)U-54 methyltransferase"
                     /protein_id="AIK64246.1"
                     /translation="MTTQVVNVIGAGLAGSEAAYQIAKRGVQVRLYEMRPVRQTPAHH
                     TDKFAELVCSNSLRANTLTNAVGVIKEEMRLMDSVIIRAADECSVPAGGALAVDRHEF
                     AAKVTEYVKNHPNVTVMNEEITEIPEGPTIIATGPLTSPDLSAQLKELTGEDYFYFYD
                     AAAPIVEKDSIDMNKVYLKSRYDKGEAAYLNCPMTEEEFDRFYEALIAAETVPLKEFE
                     KEIFFEGCMPVEVMASRGRQTLVFGPMKPVGLEDPKTGKTPYAVVQLRQDDAAGTLYN
                     IVGFQTHLKWGPQKEVLQLIPGLENAEIVRYGVMHRNTFINSPNLLRPTYQYKQRDDL
                     FFAGQMTGVEGYVESAASGLLAGINAARLVKGEEPVVLPPVTAMGSMANYITATNAKN
                     FQPMNANFGLFAPLEKKIKKKAERNEAYATRALEMIRNFVNI"
     gene            complement(2521561..2523639)
                     /gene="topA"
                     /locus_tag="DJ46_2672"
     CDS             complement(2521561..2523639)
                     /gene="topA"
                     /locus_tag="DJ46_2672"
                     /EC_number="5.99.1.2"
                     /note="topA_bact: DNA topoisomerase I"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase I"
                     /protein_id="AIK63167.1"
                     /translation="MSDYLVIVESPSKAKTIEKYLGKKYKVVASMGHVRDLPKSQMGI
                     EVKNNFTPKYITIRGKGPVLKDLKSAAKKAKKVYLAADPDREGEAIAWHLANTLNVDV
                     ESDCRVVFNEITKDAIKESFKHPRAINMDLVDAQQARRILDRLVGYNISPLLWKKVKK
                     GLSAGRVQSVAVRLIIEREREIQSFEPEEFWTIKTEFVKGKDTFEASFYGVDGEKVQL
                     TNETQVNEIIEQLKDNAFSVENVTRKERKRNPALPFTTSSLQQEAARKLNMRAKKTMM
                     LAQQLYEGIDLGKQGTVGLITYMRTDSTRISETAQTEARTYITEAYGTEYIGAEKKKE
                     TKKSNAQDAHEAIRPTSVMRKPEELKSFLSRDQLRLYKLIWERFVASQMASAIMDTVT
                     ARLINNNVQFRASGSVVKFPGFMKVYVESKDDGAEEKDKMLPPLEVGETVFSKDLEPK
                     QHFTQPPPRYTEARLVRTLEELGIGRPSTYVPTLETIQKRGYVGLDNKRFVPTELGEI
                     VIELILEFFPEIINIEFTANMEQSLDEVEEGNANWVKIVDDFYVGFEPRLEKAEKEMR
                     EVEIKDEPAGEDCELCNHPMVFKMGKYGKFMACSNFPDCRNTKPIVKEIGVTCPKCDK
                     GQIIERRSNKKKRLFYGCGTYPECDFVSWDKPIGRKCPKCEGMLVEKKLKKGVQVQCI
                     SCDYEEEQQM"
     gene            complement(2523987..2524652)
                     /locus_tag="DJ46_2673"
     CDS             complement(2523987..2524652)
                     /locus_tag="DJ46_2673"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA recombination-mediator A family protein"
                     /protein_id="AIK66033.1"
                     /translation="MKRERLLHLHYLLADHWKAIERLLHVDPELKGIYTFNAKQMECY
                     TGISSKKSSELVNFLQSSNLPQYISYLKKNRIFYMTIWDKDYPKLLREIQDPPFVLYG
                     KGEKDFLNKANKLAVVGTREPTLYGHESLKFILHPLLEKEWLIVSGFARGIDTMSHEI
                     TVRRYCPTIAILGHGLSYIYPKENRYLYEAWNEYILLLTEYPPHYAPKNGIFQKGIEL
                     LVV"
     gene            complement(2524740..2525642)
                     /gene="sucD"
                     /locus_tag="DJ46_2674"
     CDS             complement(2524740..2525642)
                     /gene="sucD"
                     /locus_tag="DJ46_2674"
                     /EC_number="6.2.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="succinyl-CoA ligase [ADP-forming] subunit alpha"
                     /protein_id="AIK62459.1"
                     /translation="MSVLVNKDTKVIVQGITGSQGLFHTKQMIEYGTKIVGGVTPGKG
                     GTDIEGVPVFDTVEDAVKATGANASVVYVPPAFAADAIMEAVDAEIDLVVCITEGIPV
                     LDMVNVKRYMAGKHTRLLGPNCPGVITPDECKIGIMPGYIHKKGHVGIVSRSGTLTYE
                     AVHQLTQEGIGQSTAVGIGGDPVNGTDFIDALKAFNEDEETHAVIMIGEIGGTAEEEA
                     AEWVKANMTKPVVGFIGGQTAPAGKRMGHAGAIISGGKGTAAEKIKTMEACGIKVAET
                     PAVMGETLISVLKEKGLFETCKNY"
     gene            complement(2525663..2526823)
                     /gene="sucC"
                     /locus_tag="DJ46_2675"
     CDS             complement(2525663..2526823)
                     /gene="sucC"
                     /locus_tag="DJ46_2675"
                     /EC_number="6.2.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="succinyl-CoA ligase [ADP-forming] subunit beta"
                     /protein_id="AIK64730.1"
                     /translation="MNIHEYQGKAVLRSYGVSVPNGKVAFTVEEAVEAAKELGTDVCV
                     VKAQIHAGGRGKAGGVKVAKNLDEVRTYAESILGTTLVTHQTGPEGKEVKRLLIEEGC
                     DIKKEYYVGLVLDRATSQVVLMASEEGGTEIEEVAEKTPEKIFKEYIDPAVGLQGFQA
                     RRIAFNINIPKELVGQAVKFMMGLYRAFIEKDCSIAEINPLVTTGDGKVMALDAKLNF
                     DSNALYRHKDILELRDLDEEDAKEIEASKYDLNYIPLDGNIGCMVNGAGLAMATMDII
                     KHYHGDPANFLDVGGGATAEKVTEAFKIILSDKNVKGIFVNIFGGIMKCDVIAEGVIE
                     ATKQVGLELPLVVRLEGTNVELGKKILNESGLNIVAAESMTDGAQKIVSLVG"
     gene            complement(2527017..2527790)
                     /gene="rnhB"
                     /locus_tag="DJ46_2676"
     CDS             complement(2527017..2527790)
                     /gene="rnhB"
                     /locus_tag="DJ46_2676"
                     /EC_number="3.1.26.4"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease HII"
                     /protein_id="AIK62087.1"
                     /translation="MQKVTIQEAEHLLQEIISEEDDRFQILIKDERKGVQKLISKWYK
                     QKELAQKEKEKFLEMSKYENALREKGLTYIAGIDEVGRGPLAGPVVTAAVILPEDFYI
                     PGLNDSKKLSEAKRERFYGEIKAKAIAIGVGIVSPQVIDEINIYQATKQAMLDAIANL
                     SCTPEYLLIDAMKLPAPIPQTSIIKGDAKSISISAASIIAKVTRDRMMKELGEKYPAY
                     GFEQHMGYGTKQHLEAIEAHGVLEEHRKSFAPIKDMIKK"
     gene            complement(2527842..2528732)
                     /gene="ylqF"
                     /locus_tag="DJ46_2677"
     CDS             complement(2527842..2528732)
                     /gene="ylqF"
                     /locus_tag="DJ46_2677"
                     /note="GTPase_YlqF: ribosome biogenesis GTP-binding
                     protein YlqF"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome biogenesis GTP-binding protein YlqF"
                     /protein_id="AIK66372.1"
                     /translation="MVIQWFPGHMAKARRQVTEKLKLIDVVIELVDARLPLSSRNPMI
                     DEIITHKPRLVVLNKADMADDRLTKQWIAYFKEKGHMAISINAQAGQGMKEIAAACKV
                     LVKEKFDKMVAKGIRPRVIRALIVGIPNVGKSTLINKLAKKNIAKTGDRPGVTTAQQW
                     IKVGKEMELLDTPGILWPKFEDELVGLRLATTGAIKDSILNLQDVAVYALRFMEKHYP
                     ERLKERYNLNDIPEDIVELFDAIGKNRGCLMGGGMIDYDKTSELVLRELRGGKLGKMT
                     FETPEEFAEQTEDAEKVEEV"
     gene            complement(2528753..2529304)
                     /gene="lepB"
                     /locus_tag="DJ46_2678"
     CDS             complement(2528753..2529304)
                     /gene="lepB"
                     /locus_tag="DJ46_2678"
                     /EC_number="3.4.21.89"
                     /note="sigpep_I_bact: signal peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I"
                     /protein_id="AIK61924.1"
                     /translation="MKKEKSSLWEWIKAILIAVVLAGVIRQFFFAPILVDGVSMASTL
                     HDRDRMIVNKIGYHIGDPKRFDIIVFRATEDKDYIKRIIGLPGDEIEYRNDKLYVNGK
                     AYEEPYLDKQKKQIADGPLTYDFTLEEMTGKKTVPEGQLFVLGDNRRFSKDSRSIGTI
                     SMDQVIGKANILYWPLKDARIVK"
     gene            complement(2529406..2529750)
                     /gene="rplS"
                     /locus_tag="DJ46_2679"
     CDS             complement(2529406..2529750)
                     /gene="rplS"
                     /locus_tag="DJ46_2679"
                     /note="rplS_bact: ribosomal protein L19"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L19"
                     /protein_id="AIK65343.1"
                     /translation="MQQLIAEITKGQLKTDLPSFRPGDTLRVHVKVVEGTRERIQLFE
                     GVVIKRRGGGISETFTVRKISYGVGVERTFPVHTPRIAKIEVLRRGKVRRAKLYYLRN
                     LRGKKARIKEIR"
     gene            complement(2529897..2530631)
                     /gene="trmD"
                     /locus_tag="DJ46_2680"
     CDS             complement(2529897..2530631)
                     /gene="trmD"
                     /locus_tag="DJ46_2680"
                     /EC_number="2.1.1.228"
                     /note="trmD: tRNA (guanine(37)-N(1))-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (guanine(37)-N(1))-methyltransferase"
                     /protein_id="AIK63012.1"
                     /translation="MKIDILTLFPDMFTGVFGSSILKKAQEKEAVELRVVNFRDYTTS
                     KHNSVDDYPYGGGAGMVLTPQPIFDAVEDLTKETERKPRVVLMCPQGERFTQKKAEEL
                     AEEEHLIFVCGHYEGYDERIREHLVTDEISIGDYVLTGGELASMVITDSVVRLLPGVL
                     GNHASQVEDSFSTGLLEHPHYTRPADFRGMKVPDVLMSGNHKNIDEWRHKESLRRTYT
                     RRPDLLEERELSKQEKKWLEQIKEGK"
     gene            complement(2530631..2531146)
                     /gene="rimM"
                     /locus_tag="DJ46_2681"
     CDS             complement(2530631..2531146)
                     /gene="rimM"
                     /locus_tag="DJ46_2681"
                     /note="16S_RimM: 16S rRNA processing protein RimM"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA processing protein RimM"
                     /protein_id="AIK62452.1"
                     /translation="MTKWFNVGKIVNTHGVKGEIRVVSRTDFPEERYKVGNTLYISNE
                     KGGEPFPVKITSHRQHKTFDLLTFEGYGNVNEVEQFKGSLLKVPEDQLGELAEGEYYY
                     HEIIGCNVVTEEGEALGTIKEVLSPGANDVWVIKRPKGQDLLIPYIDDVVLQVNIENK
                     LVTIHVTEGLL"
     gene            complement(2531267..2531494)
                     /locus_tag="DJ46_2682"
     CDS             complement(2531267..2531494)
                     /locus_tag="DJ46_2682"
                     /codon_start=1
                     /transl_table=11
                     /product="KH domain protein"
                     /protein_id="AIK61118.1"
                     /translation="MKKLVETIVKPLVDHPEDVKVTQELYNGEIKYRLTVHPEDVGKV
                     IGKQGKVAKAIRMLLYSVGHHNSEKVTLEIQ"
     gene            complement(2531509..2531781)
                     /gene="rpsP"
                     /locus_tag="DJ46_2683"
     CDS             complement(2531509..2531781)
                     /gene="rpsP"
                     /locus_tag="DJ46_2683"
                     /note="S16: ribosomal protein S16"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S16"
                     /protein_id="AIK61688.1"
                     /translation="MAVKIRLKRMGAKKTPFYRVVVADSRSPRDGRFIEEIGTYNPVA
                     QPAEVKINEEAALKWLGNGAKPSDTVRNLFSNQGIMEKFHLSKQGK"
     gene            complement(2531882..2533231)
                     /gene="ffh"
                     /locus_tag="DJ46_2684"
     CDS             complement(2531882..2533231)
                     /gene="ffh"
                     /locus_tag="DJ46_2684"
                     /note="ffh: signal recognition particle protein"
                     /codon_start=1
                     /transl_table=11
                     /product="signal recognition particle protein"
                     /protein_id="AIK62853.1"
                     /translation="MAFEGLADRLQQTMQKIRGKGKVSEADVKEMMREVRLALLEADV
                     NFKVVKDFVKRVSERAVGQDVMKSLTPGQQVIKVVQEELTELMGGEQSKIAIANKPPT
                     VIMMVGLQGAGKTTTTGKLANLLRKKHNRKPMLVAADIYRPAAIKQLETLGKQLDMPV
                     FSLGDQVSPVEIAKQAIAKAKEDHHDYVLIDTAGHLHIDEELMDELAKVKEVAKPDEI
                     FLVVDAMTGQDAVNVAQSFHEQLGLTGVVLTKLDGDTRGGAALSIKAVTNTPIKFAGM
                     GEKLDALEAFHPERMASRILGMGDVLTLIEKAQATVDEEKAKELEQKMRTLSFTLDDF
                     LEQLGQVRQLGPLDELLGMLPGANKIKGLKNAQVDEKQIGHIEAIIRSMTKLEREQPE
                     IINASRKKRIAKGSGTTVQEINRLIKQFDDMKKMMKTMTGMQKGKKKGLGGLKFPFM"
     gene            complement(2533244..2533576)
                     /locus_tag="DJ46_2685"
     CDS             complement(2533244..2533576)
                     /locus_tag="DJ46_2685"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66079.1"
                     /translation="MLEKTTRMNYLFDFYQSLLTQKQRSYMSLYYLDDLSLGEIAEEF
                     DVSRQAVYDNIKRTEAMLEEYEEKLVLLQKFQERQRLVAKLKQLISEEEHVNEEMKQV
                     VEAIEKLD"
     gene            complement(2533710..2534699)
                     /gene="ftsY"
                     /locus_tag="DJ46_2686"
     CDS             complement(2533710..2534699)
                     /gene="ftsY"
                     /locus_tag="DJ46_2686"
                     /note="ftsY: signal recognition particle-docking protein
                     FtsY"
                     /codon_start=1
                     /transl_table=11
                     /product="signal recognition particle-docking protein
                     FtsY"
                     /protein_id="AIK65711.1"
                     /translation="MSFFKKLKEKISKQTDTVTEKFKQGLEKTRNSFADKVNDLVFRY
                     RKVDEDFFEELEEILIGADVGVSTVMELIDQLKEEVQRRNIQDPREVQAVISEKLIEI
                     YKGDSDFTNEVNMQKDGLTVVLFVGVNGVGKTTTIGKMAHKFKSEGKSVLLAAGDTFR
                     AGAIEQLEVWGDRVGVEVIKQGSGSDPAAVMYDAVQAAKARNVDVLLCDTAGRLQNKV
                     NLMKELEKVKRVIEREVPGAPHEVLLVIDATTGQNGLSQAKTFREATNVTGIVLTKLD
                     GTAKGGIVLAIRNEMDVPVKFVGLGEQMDDLQQFDPEQYVYGLFANLVETEEV"
     gene            complement(2534715..2538284)
                     /gene="smc"
                     /locus_tag="DJ46_2687"
     CDS             complement(2534715..2538284)
                     /gene="smc"
                     /locus_tag="DJ46_2687"
                     /note="SMC_prok_B: chromosome segregation protein SMC"
                     /codon_start=1
                     /transl_table=11
                     /product="chromosome segregation protein SMC"
                     /protein_id="AIK63763.1"
                     /translation="MFLKRLEIAGFKSFAERVSVDFVPGVTSVVGPNGSGKSNITDAI
                     RWVLGEQSAKSLRGAKMEDIIFAGSDTRRAVNVAEVTITLNNEDQRLPIEYNEVCVTR
                     RVSRSGDSDFYINKQSCRLKDIIDLFMDSGMGREAFSIISQGKVEEILSSKSEERRGV
                     FEEAAGVLKYKLRKKKAESKLADTQENLNRVQDIIHELSSQVEPLERQASIAKDYLEK
                     KEELEKVEAALIVHEIEELHEKWEALRNQFGHNKNEEAKMSTHLQKGEEELEELRGQL
                     QAVDESVDSLQEVLLLSSKELEKLEGQRELLKERKQNATTHCAQLEQLIVELTEKATS
                     YDGEIESSTEVLMQFVNHVKELEMKLHDNEQLLATFADNLEEQIENLKGDYIELLNQQ
                     ASHRNELSMIEEQSKQQNSKNERLDEENAKYVEMRMEITAKKTKLVESYEQVKEKVAG
                     ILSNIQKTEAALGKCKAQYSENETKLYQAYQFVQQARSRKEMLEEMQEDYSGFYQGVR
                     EVLKARENRLQGIEGAVAELLTVPKEYEIAMEIALGAAMQHIVVQKEEHARNAIAFLK
                     QNKHGRATFLPQAVMKGRSLSFEQLRIVNQHPSFVGVAAELVQYNNKYENVVSNLLGT
                     VIVAKDLRGANELAKQLQYRYRIVTIEGDVVNPGGSMTGGAVKQAKSSLLGRQRELEE
                     WTNKLTDMEEKTTKLENFVKAVKQEIQEKEVQIRELRKSVEAERVDEQKLREEINRLE
                     LEEHRINDRLSIYDLEIEGFLQDQVKIQGRKEELEKILATLQAEITGLDSKIVALTQQ
                     KSEQHTSKEKVQKEMTELKVLAAEKQQRLSNQKEKVERLTKEKEETDATLVKTKEDLA
                     FLKQEMTSNSSGEEQITNMIEKKAYDRNQTSELIRSRREQRVSLQERVEQLERNLKET
                     TGKHKYILEMLKDQEVKINRLDVELENRLQHLRETYTISFEAAKLKYTMMMPAEDARK
                     KVKLIKLSIEELGTVNLGAIDEYERVAERHTFLLEQKDDLEEAKTTLHQLITEMDEEM
                     KKRFSTTFEGIRMEFQSVFSELFGGGRADLVMTNPEDLLNTGIDIVAQPPGKKLQNLG
                     LLSGGERALTAIALLFGILKVRPVPFCVLDEVEAALDEANVARFAQYLKKFSDETQFI
                     VITHRKGTMEESDVLYGVTMQESGVSKLVSVRLDDGEELVASK"
     gene            complement(2538431..2539168)
                     /gene="rnc"
                     /locus_tag="DJ46_2688"
     CDS             complement(2538431..2539168)
                     /gene="rnc"
                     /locus_tag="DJ46_2688"
                     /EC_number="3.1.26.3"
                     /note="RNaseIII: ribonuclease III"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease III"
                     /protein_id="AIK63145.1"
                     /translation="MPYRKYREKKYETKYREAFKLFQEKIGITFTDEKLLIQAFTHSS
                     YVNEHRKKPHEDNERLEFLGDAVLELTVSQYLFQKYPTMSEGELTKLRAAIVCEPSLV
                     RFANELSFGSLVLLGKGEEMTGGRERPALLADVFEAFIGALYLDQGLETVWGFLKEIV
                     YPKINEGAFSHVMDYKSQLQELIQRDGSGNIEYQILQEKGPAHNREFVSRVTLNNVAL
                     GLGSGKSKKEAEQQAAAEALKKLKEQL"
     gene            complement(2539227..2539460)
                     /gene="acpP"
                     /locus_tag="DJ46_2689"
     CDS             complement(2539227..2539460)
                     /gene="acpP"
                     /locus_tag="DJ46_2689"
                     /note="acyl_carrier: acyl carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl carrier protein"
                     /protein_id="AIK66418.1"
                     /translation="MADVLERVTKIIVDRLGVEETEVVPAASFKEDLGADSLDVVELV
                     MQLEDEFEMEISDEDAEKIATVGDAVTYIESHL"
     gene            complement(2539530..2540270)
                     /gene="fabG"
                     /locus_tag="DJ46_2690"
     CDS             complement(2539530..2540270)
                     /gene="fabG"
                     /locus_tag="DJ46_2690"
                     /EC_number="1.1.1.100"
                     /note="3oxo_ACP_reduc: 3-oxoacyl-[acyl-carrier-protein]
                     reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] reductase"
                     /protein_id="AIK64586.1"
                     /translation="MLKGKVALVTGASRGIGRAIAIDLAKQGANVVVNYAGNEQKANE
                     VVDEIKKLGSDAIAVRADVANAEDVTNMVKQTVDVFGQVDILVNNAGVTKDNLLMRMK
                     EEEWDTVINTNLKGVFLCTKAVSRFMMRQRHGRIVNIASVVGVTGNPGQANYVAAKAG
                     VIGLTKTSAKELASRNITVNAIAPGFIATDMTDVLDENIKAEMLKLIPAAQFGEAQDI
                     ANAVTFFASDQSKYITGQTLNVDGGMVM"
     gene            complement(2540270..2541214)
                     /gene="fabD"
                     /locus_tag="DJ46_2691"
     CDS             complement(2540270..2541214)
                     /gene="fabD"
                     /locus_tag="DJ46_2691"
                     /EC_number="2.3.1.39"
                     /note="fabD: malonyl CoA-acyl carrier protein
                     transacylase"
                     /codon_start=1
                     /transl_table=11
                     /product="malonyl CoA-acyl carrier protein transacylase"
                     /protein_id="AIK64751.1"
                     /translation="MGKLAFLFPGQGSQAVGMGKQLAENNKEVANVFAKADEVLQDSL
                     SEVIFEGSQEKLTLTTNAQPALLTTSFAILTALKEYDITPDFVAGHSLGEYSALVAAG
                     ALTFEDAVYAVRKRGEYMEEAVPGGEGAMAAILGADPHMLKRVTEEVTGEGYAVQIAN
                     MNSTKQIVISGTKQGVEIASQRAKENGAKRAIPLKVSGPFHSALMKPAAEKFQSVLNE
                     ITIQDTNIPVIANVTADVITSGAHIQEKLIEQLYSPVLWYPSIEYMVNQGVDTFIEIG
                     PGKVLAGLMKSIDSSVKAYAIYDEETLKDTISNLRGEN"
     gene            complement(2541229..2542221)
                     /gene="plsX"
                     /locus_tag="DJ46_2692"
     CDS             complement(2541229..2542221)
                     /gene="plsX"
                     /locus_tag="DJ46_2692"
                     /note="plsX: fatty acid/phospholipid synthesis protein
                     PlsX"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty acid/phospholipid synthesis protein PlsX"
                     /protein_id="AIK62257.1"
                     /translation="MKIAIDAMGGDHAPKAVVLGAMKAIKEYSDLHITLVGKEEEIRQ
                     YLTSEERITILHTDEKIESTDEPVRAVRRKKQASMVLAAQQVKDGVADACISAGSTGA
                     LMAAGLFVVGRMEGIERPALSPTMPTVDGEGFVMLDVGANVDAKPIHLYQYAVMGSVY
                     AEKVRGIKNPRVGLLNVGTEGGKGNELSKQVFAMLKDAPINFVGNVESRDLLQGVADV
                     VVCDGFTGNVALKSLEGTALALFSMLKEQLMSSFTSKLAAAVLKPKLMVLKDKMDYSE
                     YGGAALFGLKAPVIKAHGSSNDQSIFSAIRQTREMVAKEVIPTISSVMEKEPLQ"
     gene            complement(2542218..2542811)
                     /gene="fapR"
                     /locus_tag="DJ46_2693"
     CDS             complement(2542218..2542811)
                     /gene="fapR"
                     /locus_tag="DJ46_2693"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription factor fapR"
                     /protein_id="AIK62067.1"
                     /translation="MKKRRSKKERQELLQQTIETNPFITDEDLAEKFQVSIQTVRLDR
                     MELSIPELRERIKHVATKQHEEDVKSLPLEEVVGEIIDIELDRHAISIFEVKVEHVFK
                     RNQIARGHHLFAQANSLAVAVIDEELALTAKSTIRYIRPVKLGERVVAKARVEDVEND
                     KGRTVVKVRSFVGEELVFTGTFEMYRSSNYSEEGNNL"
     gene            complement(2542900..2544948)
                     /gene="recG"
                     /locus_tag="DJ46_2694"
     CDS             complement(2542900..2544948)
                     /gene="recG"
                     /locus_tag="DJ46_2694"
                     /EC_number="3.6.4.12"
                     /note="recG: ATP-dependent DNA helicase RecG"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase RecG"
                     /protein_id="AIK63125.1"
                     /translation="MNEVVQVPVTDVKGIGGETSELLHEMGIYTVSHLLEHFPYRYED
                     YAMKDLAEVKHDERVTVEGKVHSAPLLQYYGKKKSRLTVRVLVGRYLITAVCFNRPYY
                     KQKLNLDETVTITGKWDQHRQTIAVSELHFGPVVRQQEVEPVYSVKGKLTVKQMRRFI
                     AQALKEYGDSIVEVLPDGLLSRYKLLPRYEALRALHFPTGQEDLKQARRRFVYEEFFL
                     FQLKMQTLRKMERENSKGTKKEIPSEELQEFIDALPFPLTGAQRRVVDEIMKDMTSPY
                     RMNRLLQGDVGSGKTVVAAIGLYAAKLAHYQGALMVPTEILAEQHYQSLAETFSHFGM
                     KVELLTSSVKGVRRREILAKLEQGEIDILVGTHALIQDEVIFHRLGLVITDEQHRFGV
                     AQRRVLREKGESPDVLFMTATPIPRTLAITAFGEMDVSIIDEMPAGRKVIETYWAKHD
                     MLDRVLGFVEKEINKGRQAYVICPLIEESEKLDVQNAIDLHSMLTHHYQGKCQVGLMH
                     GRLSSQEKEEIMGQFSENKVQILVSTTVVEVGVNVPNATVMVIYDAERFGLSQLHQLR
                     GRVGRGSEQSYCLLIADPKSETGKERMRIMTETNDGFVLSEKDLELRGPGDFFGSKQS
                     GLPEFKVADMVHDYRALETARQDAALLVDSEAFWHNDQYASLRTYLDGTGVFQGEKLD
                     "
     gene            complement(2545238..2546914)
                     /locus_tag="DJ46_2695"
     CDS             complement(2545238..2546914)
                     /locus_tag="DJ46_2695"
                     /note="yloV: DAK2 domain fusion YloV family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DAK2 domain fusion YloV family protein"
                     /protein_id="AIK66429.1"
                     /translation="MSIQKIDGKRLSQMIMQGANNLTNNVQLVDALNVFPVPDGDTGT
                     NMNLSMTSGAREVKANPSQHAGKVGVSLAKGLLMGARGNSGVILSQLFRGFSKSIEQK
                     EELTTVDFAEALEAGVEAAYKAVMKPIEGTILTVARETGKYAVTVAKKQRDFVLFMED
                     VVKEANASLNRTPDLLPVLKQVGVVDSGGKGLVVVYEGFLADLKGETISSDAPTQPSM
                     NEMVRAEHHRSVQSQLSTEDIKYGYCTEFMVKLEAEKVKEHNFSEQKFREDISVYGDS
                     LLVVSDDEIVKVHIHAEHPGDAMNYGQRYGSLIKIKVENMREQHTALLDEPAMMPEPT
                     SQSKEKQPYGIVTVAMGSGIKTLFESIGATKVIEGGQTMNPSTEDIVKAIEEANAEKI
                     IILPNNGNIVMAAEQAASVVDQEVIVVRSKTVPQGMAAMLAFNPVGTLEENEENMKEA
                     LSHVKTGQITYAVRDTEIDGVAIQKDDFMCIADGKIVSTNAEKVGAAKQLLGALIDED
                     SEIVTILQGEDATDEEVAELVAFVEENFEDAEVEVHAGNQPVYSFIFSVE"
     gene            complement(2546937..2547299)
                     /locus_tag="DJ46_2696"
     CDS             complement(2546937..2547299)
                     /locus_tag="DJ46_2696"
                     /codon_start=1
                     /transl_table=11
                     /product="asp23 family protein"
                     /protein_id="AIK62449.1"
                     /translation="MSIEIKTKYGQIDISTDVIATIAGGAAVDCYGIVGMASKNQLKD
                     GLTDILRKENFTRGVIVRKDEDEVHIDMYIIVSYGTKISEVAHNVQTKVKYTLDQTVG
                     LAVDSVNIYVQGVKVINL"
     gene            2547678..2547866
                     /gene="rpmB"
                     /locus_tag="DJ46_2697"
     CDS             2547678..2547866
                     /gene="rpmB"
                     /locus_tag="DJ46_2697"
                     /note="L28: ribosomal protein L28"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L28"
                     /protein_id="AIK61828.1"
                     /translation="MARVCTITGRKARSGNSRSHAMNATKRKWGANLQKVRVRIDGKV
                     QRVYVSARALKSGKIERV"
     gene            complement(2548086..2548727)
                     /locus_tag="DJ46_2698"
     CDS             complement(2548086..2548727)
                     /locus_tag="DJ46_2698"
                     /EC_number="2.7.6.2"
                     /note="thi_PPkinase: thiamine pyrophosphokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine pyrophosphokinase"
                     /protein_id="AIK65238.1"
                     /translation="MIIHILAGGPAEYCADFSRYENEKVVWAAVDRGVYRLLKGGITP
                     AVAFGDYDSVTEEELVWMGQQTNDLHIVPREKDQTDLEIAINWALEQKPALIRIFGAT
                     GGRLDHGLANIQMLLKGLEVGIEMCIVDNKNEISVKKVGTHIIEENENFPYVSFVPVT
                     EIVEGITLLGFKYPLTNKTIEWGSTLCISNELIDEKGTFSFTSGILMVIRSTD"
     gene            complement(2548866..2549510)
                     /gene="rpe"
                     /locus_tag="DJ46_2699"
     CDS             complement(2548866..2549510)
                     /gene="rpe"
                     /locus_tag="DJ46_2699"
                     /EC_number="5.1.3.1"
                     /note="rpe: ribulose-phosphate 3-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribulose-phosphate 3-epimerase"
                     /protein_id="AIK61869.1"
                     /translation="MIKIAPSILSADFSKLGEEIKDVEKGGADYIHVDVMDGHFVPNI
                     TIGPLIVEAIRPITSLPLDVHLMIENPDNYIPTFAKAGADIITVHVEACPHLHRTIQL
                     IKSHGIKAGVVLNPHTPVSVIEHVLEDIDMVLLMTVNPGFGGQKFIHSVLPKIKQVAE
                     MVKERNLEVEIEVDGGVNAETARLCVEAGANVLVAGSAVYNQKDRGEAIRVIRG"
     gene            complement(2549513..2550394)
                     /gene="rsgA"
                     /locus_tag="DJ46_2700"
     CDS             complement(2549513..2550394)
                     /gene="rsgA"
                     /locus_tag="DJ46_2700"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome small subunit-dependent GTPase A"
                     /protein_id="AIK64113.1"
                     /translation="MPEGKIVKALSGFYYVQHEEGITQCRGRGVFRKNKITPLVGDQV
                     VFQADNPSEGYVLEVFDRKNELVRPPIANVDQAILVFSAVEPDFNPGLLDRFLVLIEY
                     HNIKPIICISKMDLVDEKMRETVEAYANDYREMGYDVLFTSINTSESIDILKPFLEGC
                     VSVVAGQSGVGKSSMLNVLRPELELKTNDISSHLGRGKHTTRHVELIAIGSGLVADTP
                     GFSSLDFIDIEVEDLTYCFPELKEASQYCKFRGCTHLSEPKCAVKAAVEEGKITEYRY
                     KNYKQFVEEIRERKPRY"
     gene            complement(2550663..2552636)
                     /gene="prkC"
                     /locus_tag="DJ46_2701"
     CDS             complement(2550663..2552636)
                     /gene="prkC"
                     /locus_tag="DJ46_2701"
                     /EC_number="2.7.11.1"
                     /codon_start=1
                     /transl_table=11
                     /product="serine/threonine-protein kinase PrkC"
                     /protein_id="AIK63800.1"
                     /translation="MLIGKRLNDRYKLLKMIGGGGMANVYLAHDDILGRDVAVKILRL
                     DYSNNEEFIKRFHREAQSVTTLSHPNIVNMYDVGEEDGIYYLVMEYVPGQTLKQYIIE
                     RGMLPIGEALDIMEQLTSAMAHAHHFEIVHRDIKPHNILIRADGVIKVTDFGIATATS
                     ATTITHTNSVLGSVHYLSPEQARGGIANKQSDIYSLGIVMFELLTGRQPFSGESAVAI
                     ALKHLQSEIPSPKRWNENIPQSVENIILKATAKDPFHRYQSANAMKRDIETALYPERI
                     NEQPFYIPEDMEATKAIPIIQQEQLFENVTDETIVLKGSKVDEQIRKEETDLSKKKKR
                     SNKWLKILITTFLLLAIGITLALTVIPGFFIPKDVKVPDVAGMKYTTAVNTLVEKGFE
                     VTEPNIVYTDDVETGDVIKTDPVAGRVVKENSKITIYQSGGKKKSKMIDFTGKDLESI
                     RTELEEKYKQVTVYYIEDDRPKGAIVEQIPTSDQMVVEAEQELKIWVSKGPYQIRPGD
                     FSRWTENSVTGYLNERKLTPDIKREYSDTVDKGLVISQSPKPGTPLKEGDKVTIIISE
                     GPKPKVTKTVKVDNISIPYESSIIGEKKPQTIEIYKEDMQQKMDRPIETRTISESATI
                     SLEFVIQEDTKGRYKIVRDGVTIIDKEVPYPTQ"
     gene            complement(2552645..2553397)
                     /gene="stp"
                     /locus_tag="DJ46_2702"
     CDS             complement(2552645..2553397)
                     /gene="stp"
                     /locus_tag="DJ46_2702"
                     /EC_number="3.1.3.16"
                     /codon_start=1
                     /transl_table=11
                     /product="serine/threonine phosphatase stp"
                     /protein_id="AIK61860.1"
                     /translation="MKAVFLSDKGKVRQHNEDSAGVFHNLDGNILAVVADGMGGHRAG
                     DVASSMTIQLFHDYWKQTHNMNEPKKVEEWLHTSVGIINERIYEYSKQHVECNGMGTT
                     LIIAICTPSFVTIGHIGDSRCYMVSEGEISLVTEDHSLVNELVRHGEISKEDAEYHPK
                     KNVLLRALGTEERVGLDVKTLVLEEDDQLLLCSDGLSNKVSIADMQQILQLNEQLETK
                     GQRLIQLANDRGGEDNITLVLIDYAGSTNESR"
     gene            complement(2553402..2554490)
                     /gene="rlmN"
                     /locus_tag="DJ46_2703"
     CDS             complement(2553402..2554490)
                     /gene="rlmN"
                     /locus_tag="DJ46_2703"
                     /note="23S rRNA m2A2503 methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="23S rRNA methyltransferase"
                     /protein_id="AIK65170.1"
                     /translation="METTVRKQKKNLETKKPSIYSLQLHEMQDWLKEQGEPKFRAGQI
                     FDWLYKKRVKNYEDMSNLSKGLREKLSNSFDITTLHTLVKQTSSDGTIKFLFQLYDGY
                     SIETVLMRHEYGNSICVTTQVGCRIGCTFCASTLGGLKRNLEAGEIVAQVVEVQRALD
                     ESEERVSSLVVMGIGEPFDNYDNLMGFLRIINHEKGLHIGARHMTVSTSGIIPKIYKF
                     AEEDLQINFAISLHAPNSELRSKLMPINRAYKLPDLMEAIKYYVNRTGRRITFEYGLF
                     GGENDQVEHAEELAALLKGVKCHVNLIPVNYVPERDYVRTPREQIFLFEKTLKDRGVN
                     VTIRREQGHDIDAACGQLRAKERKEETR"
     gene            complement(2554495..2555829)
                     /gene="sun"
                     /locus_tag="DJ46_2704"
     CDS             complement(2554495..2555829)
                     /gene="sun"
                     /locus_tag="DJ46_2704"
                     /note="rsmB: ribosomal RNA small subunit methyltransferase
                     B"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal RNA small subunit methyltransferase B"
                     /protein_id="AIK66266.1"
                     /translation="MRQNVRELALDGLIQVEKSGAYSNLLLNNLIEKSTIDRKDIGLL
                     TEIVYGTIQRRDTLDYYLQPFLKKKVEAWVRVLLRLSLYQMIYLDRVPERAAIHEAVE
                     IAKRRGHKGIAGMVNGVLRSIQREGVPSVDEIKDPVERLAIATSHPVWLVQEWTAEYG
                     LETAEKMCEVNMLPPVPTARVNVDKITVEEAITLLASEGIEAKRGDLSDDAIQIEKGN
                     VAHTDAFKKGFLSIQDESSMLVARALEPDEGDVILDSCAAPGGKTTHIAERLKGTGQV
                     MSLDLHAHKVRLIKQQAERLGLENVETKALDARKVQEHFANETFDKILVDAPCSGFGV
                     IRRKPDIKLGKDKGDSERLSMIQFAILEKIAPLLKQGGRLVYSTCTIEKIENEQVIER
                     FLQEHPEFEWDTTIKERMPEKLSPYMDEGQVQILPHYFATDGFYIACLRKKV"
     gene            complement(2555826..2556770)
                     /gene="fmt"
                     /locus_tag="DJ46_2705"
     CDS             complement(2555826..2556770)
                     /gene="fmt"
                     /locus_tag="DJ46_2705"
                     /EC_number="2.1.2.9"
                     /note="fmt: methionyl-tRNA formyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionyl-tRNA formyltransferase"
                     /protein_id="AIK65013.1"
                     /translation="MIKVVFMGTPDFSVPVLRRLIEDGYDVIGVVTQPDRPVGRKKVL
                     TPTPVKVEAEKHGIPVLQPLRIREKDEYEKVLALEPDLIVTAAFGQIVPNEILEAPKY
                     GCINVHASLLPELRGGAPIHYAIMEGKEKTGITIMYMVEKLDAGDILTQVEVEIEERE
                     TTGSLFDKLSEAGAHLLSKTVPLLIQGKLEPIKQNEEEVTFAYNIKREQEKIDWTKTG
                     EEVYNHIRGLNPWPVAYTTLAGQVVKVWWGEKVPVTKSAEAGTIVAIEEDGFVVATGN
                     ETGVKITELQPSGKKRMSCSQFLRGTKPEIGTKLGENA"
     gene            complement(2556794..2557264)
                     /gene="def"
                     /locus_tag="DJ46_2706"
     CDS             complement(2556794..2557264)
                     /gene="def"
                     /locus_tag="DJ46_2706"
                     /EC_number="3.5.1.88"
                     /note="pept_deformyl: peptide deformylase"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide deformylase"
                     /protein_id="AIK63809.1"
                     /translation="MAVLEIVKHPNEVLETPCERVINFDKKLVKLLKDMHETMLIADG
                     VGLAAPQVGVSLQVAVVDIGDDTGKIELINPSILEKRGEQVGPEGCLSFPGLYGEVER
                     ADYIKVRAQNRRGKVFLLEAEGLLARAIQHEIDHLHGVLFTSKVTRYYEENELE"
     gene            complement(2557276..2559681)
                     /gene="priA"
                     /locus_tag="DJ46_2707"
     CDS             complement(2557276..2559681)
                     /gene="priA"
                     /locus_tag="DJ46_2707"
                     /note="priA: primosomal protein N'"
                     /codon_start=1
                     /transl_table=11
                     /product="primosomal protein N'"
                     /protein_id="AIK65483.1"
                     /translation="MKFASVIVDVPARQTDRPFDYIIPKKWEDIVQTGMRVVVPFGPR
                     KLQGFIIGIKNSVEVESKKLKTIHEILDVTPVLNEELLKLGYWLTSETLCYMISAFQV
                     MLPTAIKATYKKRLQLRKQEEVAPELLFLFQEKEAIDWEAIETQPHLYRTIQQEIKHG
                     TIEVVYQVKDKVQKKKQRVVQPELPEDKLELAAFELKSKKQQDVLYYFVENYKSVPLK
                     VITEELQITDAPIKALVKKGLISEKYVEVYRNPYDDEDFEQTKPFPLTEEQKQVITPI
                     LSSITNETYNPFLLYGVTGSGKTEVYLQSIAAVLEKGKEAIVLVPEIALTPQMVDRFK
                     GRFGSQVAVLHSALSVGEKYDEWRKILRKEVKVVVGARSAVFAPFENLGIIIIDEEHE
                     SSYKQEDNPRYHARDVAVWRGQYHKCPIVLGSATPTLESFARAKKGVYELLTMEKRMN
                     EQALPTVEIVDMREELRDGNRSMFSKALHEKIADRLEKKEQMVLFLNRRGHSTFVMCR
                     DCGYVVQCPHCDISLTYHKMNHRLKCHYCSYEENMPTACPACQSTYIRFFGTGTQKVE
                     EEITKLFPEARVIRMDVDTTSRKGMHEKLLKAFGEEKADILLGTQMIAKGLDFPKVTL
                     VGVLTADTMLHLPDFRASEKTYQLLTQVSGRAGRHELPGEVIIQTYTPEHYSIELAKN
                     QQYDVFFDQEMQMRRTRQYPPYYYVVLVTVSHPELLKAVQVTEKIVGHLRSHCSQQTM
                     VLGPVASAIPRIKDRYRYQCMIKYKREPNLKNVLKMVNEHYQAEMQKELQISIDFNPT
                     MLM"
     gene            complement(2559678..2560883)
                     /gene="coaBC"
                     /locus_tag="DJ46_2708"
     CDS             complement(2559678..2560883)
                     /gene="coaBC"
                     /locus_tag="DJ46_2708"
                     /EC_number="4.1.1.36"
                     /note="coaBC_dfp: phosphopantothenoylcysteine
                     decarboxylase / phosphopantothenate--cysteine ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphopantothenoylcysteine decarboxylase /
                     phosphopantothenate--cysteine ligase"
                     /protein_id="AIK62217.1"
                     /translation="MLKGKKILLCVTGGIAVFKAAALTSKLTQAGAIVKVMMSESAVK
                     FVTPLTFQALSRHDVYTDTFDEKDSAVIAHIDLADWADVVLVAPATANCIGKLANGIA
                     DDMITTTLLATTAPVWIAPAMNVHMYENKIVQKNMMTLKTLGYTFIEPGEGFLACGYV
                     AKGRLEEPEAIIARLEEAFSEQKPLQGKRILITAGPTREKIDPVRFMTNFSSGKMGYA
                     IAEVAVNLGAEVILVSGPTALNPPLHVTTVQVESAQDMLEAVIQHYQNVDVVIKTAAV
                     ADYRPKYVHDNKMKKKNGDAVIELERTVDILKTLGEMKDKQLLIGFAAETTNVEEYAT
                     KKLREKNANMIVANDVKAQGAGFGTDTNIVTMYRKDGEVIELPLLTKKEVAREILKQI
                     EMMLEDDRL"
     gene            complement(2561056..2561268)
                     /gene="rpoZ"
                     /locus_tag="DJ46_2709"
     CDS             complement(2561056..2561268)
                     /gene="rpoZ"
                     /locus_tag="DJ46_2709"
                     /EC_number="2.7.7.6"
                     /note="rpoZ: DNA-directed RNA polymerase, omega subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, omega subunit"
                     /protein_id="AIK62386.1"
                     /translation="MLNPSIDSLLTKIDSKYTLVTVAAKRAREMQLANNCVVEKPVSH
                     KCVGKALEEIDMEALSYVPSEDKVTE"
     gene            complement(2561271..2561888)
                     /gene="gmk"
                     /locus_tag="DJ46_2710"
     CDS             complement(2561271..2561888)
                     /gene="gmk"
                     /locus_tag="DJ46_2710"
                     /EC_number="2.7.4.8"
                     /note="guanyl_kin: guanylate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="guanylate kinase"
                     /protein_id="AIK63830.1"
                     /translation="MRSRRGLLIVLSGPSGVGKGTVRKELFSHEDTRFQYSISVTTRK
                     PREGEVDGVDYFFKEREEFEEMIRNEKLLEWAEFVGNYYGTPIDYVEKTLQEGKDVFL
                     EIEVQGAIQVKKAFPEGVFIFLAPPSLSELKNRIVGRGTETEDVIENRLTVAKEEIDM
                     MDAYDYVVENDQVELACERIKAIVVGEHCRRERVAKYYKEMTEGL"
     gene            complement(2561902..2562165)
                     /locus_tag="DJ46_2711"
     CDS             complement(2561902..2562165)
                     /locus_tag="DJ46_2711"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66277.1"
                     /translation="MAMRFLNIGYGNIVSAHRIIAIVSPESAPIKRTVQEAREHNALL
                     DATYGRKTRAVIVMDDGHVVLSPIQPETIAHRLNNKEDLSEEG"
     gene            complement(2562233..2563108)
                     /locus_tag="DJ46_2712"
     CDS             complement(2562233..2563108)
                     /locus_tag="DJ46_2712"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63170.1"
                     /translation="MICSMTGFGRSKVESDTFQITVEMKSVNHRFLEMSIRLPKQMMV
                     FEDKIRKIIAQQVRRGRIEVSISIAGEGLVERKLSVNWSLLEQYQSIMEDIKGKFQLQ
                     DSITLEQLMAMPEVTAIEEVENVNEQFENSLYEAVRQAAHMLKTMRDGEGERLHKDIA
                     YRLQEIHNCVNAIIPHAPIVTKKYRERLENRLKELHNQDLDEQRLLTEVAIFAERCDI
                     HEELVRLQSHLEQFRETLQIEEPVGRKMDFIVQEMHREINTIGSKANDLTISKYVVEM
                     KNNLEKIREQVQNIE"
     gene            complement(2563209..2565929)
                     /locus_tag="DJ46_2713"
     CDS             complement(2563209..2565929)
                     /locus_tag="DJ46_2713"
                     /EC_number="3.6.3.8"
                     /note="ATPase-IIA1_Ca: calcium-translocating P-type
                     ATPase, SERCA-type"
                     /codon_start=1
                     /transl_table=11
                     /product="calcium-translocating P-type ATPase, SERCA-type"
                     /protein_id="AIK61081.1"
                     /translation="MNWYGMRAHEVEESTNTNVKVGLTEKEAEGRIKKFGTNELEEAK
                     RPSALMVFLAQFKDFMVLVLFGATIVSAFLGEYIDSIAIVAIVIINGILGFFQERKAE
                     KSLEALKELAAPQVTVLRNGKWVKAPSKALVLGDVIKFSSGDRIGADVRLVEASSLYI
                     EESALTGESVPVQKKVEALQGQDVSIGDQKNMAFMGTMITRGSGTGVVVATGMNTAMG
                     QIANMLQNAEQMETPLQRRLEQLGKILIIVALVLTALVVLAGVYQGNEVYHMFLAGVS
                     LAVAAIPEGLPAIVTVALSLGVQRMIKKRAIVRKLPAVETLGCASVICSDKTGTMTQN
                     KMMVTHMWSGGELWKVTGQGYEPNGSFMKGEKEINAAKTKALYQLLTFGSLCNNANII
                     QKKKAYVLDGDPTEGALVAAAMKAGITREALKGKFEIIRELPFDSTRKMMSVIVRDRE
                     GKKFVVTKGAPDVLLQMSQTILWGDKQQPLSELYRKEVQAAIHSLGSQALRTIAVAFK
                     PLKVTDSIEHERDVEKDFMLVGIQGMIDPPRPEVKQAVKECREAGIRTVMITGDHKVT
                     AMAIAEQLSILPQGGRVVEGVELASMDVEELENVVEDTYVFARVSPEHKLKIVKALQN
                     KGHIVAMTGDGVNDAPAIKTADIGIAMGITGTDVAKEASSLVLLDDNFATIKSAIKEG
                     RNIYENIRKFIRYLLASNVGEILVMLFAMLLALPLPMVPIQILWVNLVTDGLPAMALG
                     LDKAEGDVMKRTPRHPKEGVFARGLAWKIISRGFLIGAVTLVAFIIAYNQHPNELKYA
                     QTVAFATLVLAQLIHVFDCRSEHSVFHRNPFGNVYLVGAVIISLLLMLVVIYYPPLQP
                     IFSTMPIQARDWLLIGGLSSIPTFLLVGSLLTGKKGKKKPILYKKGLNLK"
     gene            2566035..2567744
                     /locus_tag="DJ46_2714"
     CDS             2566035..2567744
                     /locus_tag="DJ46_2714"
                     /codon_start=1
                     /transl_table=11
                     /product="fibronectin-binding A family protein"
                     /protein_id="AIK63016.1"
                     /translation="MAFDGLFTRAITHEIANSLYTGRISKIYQPSKYEILLHIRANGK
                     NQKLILSAHPTYARLHLTNQNYDSPALPPMFCMLLRKHLEGGFIEKIEQIDLERIIQI
                     TVRSRNEIGDESLKTLVIEIMGRHSNIILVDTKTNNILDSLKHVSLAVNRHRTVYAGA
                     EYIAPPVQHKINPLQIETNDEFIRPLDFLSGNMDKQLVGTFTGISPLFAKEVVKKAGM
                     VNEKALADAFFSIQKPLLTHTYSPTMTTSNGKEFFYLFPLAHLAGENKTFSSVSELLD
                     RFFFGKAERDRVKQQAHDLERFMQNEKNKNEKKLIKLEKTLQDAGKADKYQLFGELLT
                     ANMYALKKGDKDIEVVNYYDENGGTVKIALDPLKTPSENAQRYFQKYQKAKNSIVVVE
                     EQIEKTKEEILYFDSLLQQMEAASSKDIEEIREELAEEGYMRNRKTKNAKKKPTKPVL
                     DKYVASDGTEIFVGKNNKQNDYLTTKFARRDEIWLHTKDIPGSHVVIRSLEPAEETLL
                     EAAKIAAYYSKAKESSSVPVDFTKIRHVKKPSGAKLGFVTYDNQQTVYVTPDADTVMK
                     LKA"
     gene            2568072..2569142
                     /locus_tag="DJ46_2715"
     CDS             2568072..2569142
                     /locus_tag="DJ46_2715"
                     /codon_start=1
                     /transl_table=11
                     /product="metallopeptidase M24 family protein"
                     /protein_id="AIK64967.1"
                     /translation="MTLKINKIQNQLQNYEIDGLLITKKENRQYATGFTGSAGVVLIT
                     ADAAVFITDFRYVDQANSQIKNAEIIMHKGNLEKEIANQVSKLNIQKLGIEENNMTLQ
                     QYKNLQKYVHTEMVQVCEIIENIRLIKDTHEIETMKIAAHIADEAFHHIITFLKPGIS
                     ENDVRDELEFFMRKKGATSSSFQIIVASGVRSSLPHGVASNKIIERGDIVTLDFGALY
                     DGYCSDITRTVAIGEPSEEFKKIYNVVREALKRGTEAIKPGETAKSIDDVTRNYITDC
                     GYGQYFGHSTGHGLGLEIHEPLRLSQESKATLEEGMVVTVEPGIYIPNWGGCRIEDDI
                     VITKDGYEVITKSNRDLIIIPC"
     gene            complement(2569262..2569630)
                     /locus_tag="DJ46_2716"
     CDS             complement(2569262..2569630)
                     /locus_tag="DJ46_2716"
                     /codon_start=1
                     /transl_table=11
                     /product="yoqO-like family protein"
                     /protein_id="AIK65134.1"
                     /translation="MREKIGYYGVLVCLLLSVISGQFFKSEWVPVILCIGVLIFAPMY
                     RWDEWKAYSRKKKIVFSIEFVMIISTIPFLLLKGNEIIDGIVMFQGWLFIAKLLYLIC
                     ILMLVAVVTKTVNEKLFVNE"
     gene            complement(2569646..2570011)
                     /locus_tag="DJ46_2717"
     CDS             complement(2569646..2570011)
                     /locus_tag="DJ46_2717"
                     /codon_start=1
                     /transl_table=11
                     /product="yoqO-like family protein"
                     /protein_id="AIK62814.1"
                     /translation="MRKKIGFWGFIFSCSLLIILNLFTSNEWISIIPVFGFIFVLLYN
                     WDDMKQYSKKSIGIMIGTIVICSFFVWFILIEGQKQMEKMSIFQEWMSSAKSLYIVIV
                     VVIFLRIVISIASYILKEK"
     gene            2570178..2571563
                     /locus_tag="DJ46_2718"
     CDS             2570178..2571563
                     /locus_tag="DJ46_2718"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62110.1"
                     /translation="MGVELTLLHALYVLCLLTIITFFILRKDTTIICIIFIFLLALTA
                     TGSIPLAISGIFQSFIYSITELLPTILIISIIVSMSNLLVQTGINDTMISPFTKMIRT
                     PTLAYWIIGLLMMTISFFFWPSPAVALMGAILLPVAVRVGLPPIGVAIAMNLFGHGIA
                     LSGDFVIQGAPKLTADAAGLPVSSVVSASVPLVIVMGVVTTSFAFFFLRKEFHTGISL
                     QDSISSTKPSKTTILLSPRIKKWLAICIPIIYIIDILCMIQFKLQGSDATALIGGTTV
                     IMIIIISLIAYKGNGLNKTTDYFIEGLQFGFKIFGPVIPIAALFYLEDSGFVKIIGDY
                     LPKGSHGIINDLGIALSQTVPLNQYVSAGTLTIVGVITGLDGSGFSGISLAGSIANLF
                     GTALGHGTATLTALGQIAAIWTGGGTLIPWALIPAAAICKVDPFELARRNFLPVMIGL
                     IVTTIVAMFIL"
     gene            2571730..2571984
                     /locus_tag="DJ46_2719"
     CDS             2571730..2571984
                     /locus_tag="DJ46_2719"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63652.1"
                     /translation="MNELIFVLLICPLFIFIVSVIGTRKTKTYYVMPIVTFASFLIIG
                     VIAFTPKFFFWVGMYSIFSFIVSYMTLLFVRGYEVVENVK"
     gene            2572007..2572318
                     /locus_tag="DJ46_2720"
     CDS             2572007..2572318
                     /locus_tag="DJ46_2720"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61321.1"
                     /translation="MIFFDIDGTLLDYEAAERNGIIDFFQIYNTIFSGNELEATKVWH
                     ELSEEYFNKFLSRELSFQEQQVMRMYHLFKTYGVNLSPEESQNRFNQYIELYKKSWTL
                     F"
     gene            complement(2572726..2573358)
                     /gene="pyrE"
                     /locus_tag="DJ46_2721"
     CDS             complement(2572726..2573358)
                     /gene="pyrE"
                     /locus_tag="DJ46_2721"
                     /EC_number="2.4.2.10"
                     /note="pyrE: orotate phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="orotate phosphoribosyltransferase"
                     /protein_id="AIK61963.1"
                     /translation="MKKEIASHLLEIGAVFLQPNDPFTWSSGMKSPIYCDNRLTLSYP
                     KVRQTIAAGLEELIKEHFPTVEVIAGTATAGIAHAAWVSDRMDLPMCYVRSKAKGHGK
                     GNQIEGKAEKGQKVVVVEDLISTGGSAITCVEALREAGCEVLGIVSIFTYELEAGKEK
                     LEAANVASYSLSDYSALTEVAAEKGIIGQAETKKLQEWRKNPADEAWITA"
     gene            complement(2573355..2574071)
                     /gene="pyrF"
                     /locus_tag="DJ46_2722"
     CDS             complement(2573355..2574071)
                     /gene="pyrF"
                     /locus_tag="DJ46_2722"
                     /EC_number="4.1.1.23"
                     /codon_start=1
                     /transl_table=11
                     /product="orotidine 5'-phosphate decarboxylase"
                     /protein_id="AIK65567.1"
                     /translation="MSQSLIVALDFPGKQDVEQFLRHFEGEELFVKVGMELFYKEGPA
                     IITYLKEKGHKIFLDLKLHDIPNTVKSAMRSLASLDVDMVNVHAGGGSSMMKAAIEGL
                     EEGKQEGKERPICIAVTQLTSTSETMMKKEIGIEKTLEEAVAHYAKLTKESGLDGVVC
                     STLEVPKLREVCGSEFVTVTPGIRLASDDVNDQVRVATPKRARELGSSYIVVGRSITK
                     AENPLEAYKTVKQQWEGVTV"
     gene            complement(2574056..2574985)
                     /gene="pyrD"
                     /locus_tag="DJ46_2723"
     CDS             complement(2574056..2574985)
                     /gene="pyrD"
                     /locus_tag="DJ46_2723"
                     /EC_number="1.3.98.1"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroorotate dehydrogenase, catalytic subunit"
                     /protein_id="AIK62795.1"
                     /translation="MNRLQVELPGLSLKNPIIPASGCFGFGREYAQFYDLSVLGSIMI
                     KATTEQPRYGNPTPRVAETPGGMLNAIGLQNPGLEKVMNSELPWLEQFDLPIIANVAG
                     SQAEDYVAVAKEISKAPNVHALELNISCPNVKTGGIAFGTNPEIAADLTKRVKEVSEV
                     PVYVKLSPNVANIVEIAKAIENAGADGLTMINTLLGMRLDLKTAKPILANRTGGLSGP
                     AIKPVAIRMVHEVSQAVNIPIIGMGGIETAEDVIEFFYAGASAVAVGTANFIDPFVCP
                     TIIEELPALLDELGFDHISECQGRSWKQTCHSR"
     gene            complement(2574982..2575761)
                     /gene="pyrK"
                     /locus_tag="DJ46_2724"
     CDS             complement(2574982..2575761)
                     /gene="pyrK"
                     /locus_tag="DJ46_2724"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroorotate dehydrogenase electron transfer
                     subunit"
                     /protein_id="AIK65018.1"
                     /translation="MMQKQNMIVVNQKEIAKNIYELVLQGTLVQQMNEPGQFVHIKVA
                     EGIAPLLRRPISICNVDQEKNEFTMLYRAEGQGTKTLATRKQGEMVDVLGPLGHGFPV
                     EEAEAGQTALLVGGGIGVPPLYELSQRLVAKGVRVIHILGFQTKDVVFYEEKFAELGD
                     TYVATVDGTHGTKGFVTDVIDHYGIDFDILYSCGPLAMLRALEGRYKEKKAYISLEER
                     MGCGIGACFACVCHLQEDPSGHSYKKVCSDGPVFPIGEVVL"
     gene            complement(2575758..2578976)
                     /gene="carB"
                     /locus_tag="DJ46_2725"
     CDS             complement(2575758..2578976)
                     /gene="carB"
                     /locus_tag="DJ46_2725"
                     /EC_number="6.3.5.5"
                     /note="CPSaseII_lrg: carbamoyl-phosphate synthase, large
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="carbamoyl-phosphate synthase, large subunit"
                     /protein_id="AIK63474.1"
                     /translation="MPKRLDINTILVIGSGPIVIGQAAEFDYSGTQACQSLKEEGYKV
                     ILVNSNPATIMTDTATADKVYIEPLTLEFVSRIIRKERPDAILPTLGGQTGLNMAVEL
                     AKSGVLEECGVEILGTKLSAIEQAEDRDLFRTLMQELNEPTPPSEIIHNLDEAYGFVN
                     EIGYPVIVRPAFTLGGTGGGICHNEEELIEIVTSGLKHSPVTQCLLEKSIAGCKEIEY
                     EVMRDSNDNAIVVCNMENIDPVGVHTGDSIVVAPSQTLSDREYQMLRNTSLRIIRALG
                     IEGGCNVQLALDPYSFQYYVIEVNPRVSRSSALASKATGYPIAKLAAKIAVGLTLDEI
                     VNPVTQKTYACFEPALDYVVSKIPRWPFDKFESANRTLGTQMKATGEVMSIGRNLEES
                     LLKAVRSLELGIYHLELDHLKELDKETMKKRIIKADDERLFIVAEAIRQGVTKEEINE
                     WCEMDFFFLQKVENIVNMEREVKANVGNMEVLQTAKEMGFSDHYIAAAWNKTEREIYD
                     MRKENNMTPVFKMVDTCAAEFESATPYYYSTYADENELIVTDRKSVVVLGSGPIRIGQ
                     GVEFDYATVHSVWAIKEAGYEAIIINNNPETVSTDFSISDKLYFEPLTIEDVMHIIDL
                     EKPEGVIVQFGGQTAINLAAKLEEHGVKILGTSLEDLDRAEDRDKFEAALTKLGIPQP
                     VGKTATTVEQAVAIAEEIGYPVLVRPSYVLGGRAMEIVYRQEELLHYMKNAVKVHADH
                     PVLIDRYMVGKEIEVDAISDGENVFIPGIMEHIERAGVHSGDSIGVYPPQSLSEKLKE
                     QIIEHTIALGKGLNIVGLLNIQFVVFKDQVYVIEVNPRASRTVPFLSKITGVPMANVA
                     TKVILGQDLVEQGYGTGYHPEEKEVYVKAPVFSFAKLRSVDTTLGPEMKSTGEVMGKD
                     LTLEKALYKGLVASGINIPTHGSVIITVADKDKEEAMEIAKRFHEIGYNLLATAGTAQ
                     SLTEQNIPVQVVNKIDSEDYNLLDIIRQGKAQFVINTLTKGKQPARDGFRIRRESVEN
                     GVACLTSLDTTRAILRVLESMTFSAHSMKEITQTKRHEVVHA"
     gene            complement(2578961..2580058)
                     /gene="carA"
                     /locus_tag="DJ46_2726"
     CDS             complement(2578961..2580058)
                     /gene="carA"
                     /locus_tag="DJ46_2726"
                     /EC_number="6.3.5.5"
                     /note="CPSaseIIsmall: carbamoyl-phosphate synthase, small
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="carbamoyl-phosphate synthase, small subunit"
                     /protein_id="AIK61809.1"
                     /translation="MKRQLILEDGTVLIGTGFGGEIEKSGEVVFTTGMTGYQETLSDP
                     SYCGQIVTFTYPLIGNYGINRDDFESIHPSVNGLIVNEICDHPSNFRNEISLNDYLKE
                     RNIPGLAGIDTRKLTRKIRQYGTLRGRLCNMDADVEYIVSQLKATVFTDHVKRVSTKD
                     PYPSPGRGHRVVLVDFGMKHGILRELNKRDCDVIVVPYNTTAEEILRLSPDGIMLSNG
                     PGDPKDVPEAIEMLKDIIGKVPLFGICLGHQLFALASGANTSKLKFGHRGLNHPVKNI
                     ATGKVAITSQNHGYAVEEESVENTELEITHVALNDGTVEGLRHKKFPAFTVQYHPEAS
                     AGPEDANDLFEDFLTMIENFKKEGEELCQNA"
     gene            complement(2580055..2581341)
                     /gene="pyrC"
                     /locus_tag="DJ46_2727"
     CDS             complement(2580055..2581341)
                     /gene="pyrC"
                     /locus_tag="DJ46_2727"
                     /EC_number="3.5.2.3"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroorotase"
                     /protein_id="AIK65578.1"
                     /translation="MNYLFKNGRYMNEEGKIVATDLLVQDGKIAKVAENITADNAEVI
                     DVNGKLIAPGLVDVHVHLREPGGEHKETIETGTLAAAKGGFTTICAMPNTRPVPDCRE
                     HMEDLQNRIKEKAHVNVLPYGAITVRQAGSEMTDFETLKELGAFAFTDDGVGVQDASM
                     MLAAMKRAAKLNMAVVAHCEENTLINKGCVHEGKFSEKHGLNGIPSVCESVHIARDIL
                     LAEAADCHYHVCHVSTKGSVRVIRDAKRAGIKVTAEVTPHHLVLCEDDIPSADPNFKM
                     NPPLRGKEDHEALIEGLLDGTIDMIATDHAPHTAEEKAQGIERAPFGITGFETAFPLL
                     YTNLVKKGIITLEQLIQFLTEKPADTFGLEAGRLKEGRTADITIIDLEQEEEIDPTTF
                     LSKGKNTPFAGWKCQGWPVMTIVGGKIAWQKESALV"
     gene            complement(2581325..2582239)
                     /gene="pyrB"
                     /locus_tag="DJ46_2728"
     CDS             complement(2581325..2582239)
                     /gene="pyrB"
                     /locus_tag="DJ46_2728"
                     /EC_number="2.1.3.2"
                     /note="asp_carb_tr: aspartate carbamoyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate carbamoyltransferase"
                     /protein_id="AIK61923.1"
                     /translation="MSHLLTMSELSEVEISEILKDAEDFANGKESKTTEQTFVANLFF
                     ENSTRTRFSFEVAEKRLGLDVLNFSADASSVQKGETLYDTIRTLESIGTKAVVIRHEQ
                     DRYFDELKDQVNIPILNAGDGCGNHPTQCLLDLLTIKQEFGRFEGLKIAIVGDVRHSR
                     VARSNAEALTKLGATIYFASPEEWKDEDNTFGTYKPLDELVPEVDVMMLLRVQHERHD
                     HYETDIMKEYHEKHGLTVEREKRMKEGSIIMHPAPVNRDVEIASELVECERSRIFKQM
                     ENGVYVRMAVLKRALPNVLGGMKHELFV"
     gene            complement(2582388..2583671)
                     /gene="pyrP"
                     /locus_tag="DJ46_2729"
     CDS             complement(2582388..2583671)
                     /gene="pyrP"
                     /locus_tag="DJ46_2729"
                     /codon_start=1
                     /transl_table=11
                     /product="uracil permease"
                     /protein_id="AIK62008.1"
                     /translation="MEQKPVLDVNEVPKPGKWLFLSIQHLFAMFGSTVLVPFLTGLNP
                     SVALISSGLGTLAFLLITKGQVPAYLGSSFAFIAPIITAKTAGGPGAAMLGGLLAGLV
                     YILISLGIKKSGSKWIMKLLPPIVVGPVVMVIGLALAHTAVNMAMNGADGKYSFTHFS
                     VALVTLAITIICSIFGRGFFSIIPVLLGIIGGYIFAYFQGLVDLKPVAEAKWFVVPDF
                     TVPFVTYTPEFSWKIVLLMVPVALVTISEHIGHQIVLGNVIKRDLIEKPGLHRSIFGD
                     GVATLIASLIGGPPNTTYGENIGVLAITRAYSVYLFIGSAVFAIMFGFIGKISALIHS
                     IPTPVMGGVSILLFGVIASSGLRMMVDDKTDLSDKRNLMIASVILVIGIGGAVLHVGE
                     SFQVEGMALAAIVGVLLNLLLPETKQIKQSKQIAS"
     gene            complement(2583818..2584360)
                     /gene="pyrR"
                     /locus_tag="DJ46_2730"
     CDS             complement(2583818..2584360)
                     /gene="pyrR"
                     /locus_tag="DJ46_2730"
                     /EC_number="2.4.2.9"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional protein pyrR"
                     /protein_id="AIK62625.1"
                     /translation="MQEKAVVLDDQMIRRALTRISHEIVERNKGVDNCVLVGIKTRGI
                     FIAQRLAERIGQIEGKEMEVGELDITLYRDDLTLQSKNKEPLVKGSDIPVDITKKKVI
                     LVDDVLYTGRTVRAAMDALMDLGRPSQIQLAVLVDRGHRELPIRADYVGKNIPTSSEE
                     RIEVDLQETDQQDRVSIYDK"
     gene            complement(2584563..2585471)
                     /locus_tag="DJ46_2731"
     CDS             complement(2584563..2585471)
                     /locus_tag="DJ46_2731"
                     /note="rluA_subfam: pseudouridine synthase, RluA family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase, RluA family protein"
                     /protein_id="AIK62845.1"
                     /translation="MSEVVQVTVAEEQKNERIDKFVAGINNEWSRTQVQQWIKDDVVT
                     VNGKAVKGNYKVRENDEITVTIPEPEELDIQPEDMNLEIYYEDADVLVVNKPRGMVVH
                     PAPGHTSGTLVNGLMHHCTDLSGINGVMRPGIVHRIDKDTSGLLMVAKNDMAHESLVN
                     QLVAKTVTRRYKAIVHGVIPHDKGTIDAPIARDKKERQSMTVDENGKHAVTHFQVLER
                     FKDFTLVECRLETGRTHQIRVHMKYIGYPLAGDPKYGPKKTLDMNGQALHAGILGFDH
                     PRTGEYIQFEAPIPEVFEDALNILRK"
     gene            complement(2585476..2585934)
                     /gene="lspA"
                     /locus_tag="DJ46_2732"
     CDS             complement(2585476..2585934)
                     /gene="lspA"
                     /locus_tag="DJ46_2732"
                     /EC_number="3.4.23.36"
                     /note="lspA: signal peptidase II"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase II"
                     /protein_id="AIK65946.1"
                     /translation="MIYYVIALFVIAIDQISKWLIVKNMELGTSIPIIDNVLYITSHR
                     NRGAAWGILENKMWFFYIITVVFVVFIVFYMKKYAKTDKLLGISLGLILGGAIGNFID
                     RVFRQEVVDFIHVYIFSYNYPVFNIADSALCIGVVLIIIQTLLEGKKTKE"
     gene            complement(2586059..2586388)
                     /locus_tag="DJ46_2733"
     CDS             complement(2586059..2586388)
                     /locus_tag="DJ46_2733"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator, TraR/DksA"
                     /protein_id="AIK61050.1"
                     /translation="MNEMYMEIKEELQLMRKELQERLAKEVMHKYDTEFSEELGYEME
                     EEIKKKLLLHDIKEDLKDVERALFKMEIDMYGICEDTGRVISVKQMKTMPTARTIHEF
                     FYEKVNV"
     gene            complement(2586544..2589309)
                     /gene="ileS"
                     /locus_tag="DJ46_2734"
     CDS             complement(2586544..2589309)
                     /gene="ileS"
                     /locus_tag="DJ46_2734"
                     /EC_number="6.1.1.5"
                     /note="ileS: isoleucine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="isoleucine--tRNA ligase"
                     /protein_id="AIK65902.1"
                     /translation="MEYKNTLLMPKTEFPMRGNLPKREPAMQEKWAEMNIYETVQEHT
                     KGRPLFVLHDGPPYANGDIHMGHALNKVLKDFIVRYKSMTGFCAPYVPGWDTHGLPIE
                     QALTNKGVKRKEMTVAEFRKLCAEYAYEQVERQREQFKRLGVRADWDNPYITLEPAYE
                     AQQIKVFGDMAKKGYIYKGQKPVYWSPTSESALAEAEIEYQDKKSASIYVAFSVKDGK
                     NVLEGDEKYIIWTTTPWTLPANLGISVHPELEYAIVKVNDEKYIIASELFETVAKTLE
                     WENAEVVKTVKGSELEYTVAKHPFYDRDSLVMLGDHVTTDAGTGCVHTAPGHGEDDFI
                     VGKKYGLEVLCPVDDKGVLTEEAPGFEGLFYDKANKPITEKLEEVGALLKLTFITHSY
                     PHDWRTKKPIIFRATAQWFASIEAFRKELLEAVAETKWVPAWGETRLHNMVRDRGDWC
                     ISRQRAWGVPIPVFYAENGDPIITDETINHVADLFREHGSNVWFEREAKDLLPEGFTH
                     PGSPNGEFRKETDIMDVWFDSGSSHQAVLEERDDLQRPADLYLEGSDQYRGWFNSSLS
                     TAVAVTGKAPYKGVLSHGFVLDGEGRKMSKSIGNIVVPKKIMDQLGGDILRLWVSSVD
                     YQSDVRISDDILKQVAEVYRKIRNTFRFLLGNLDDFKPSENTVAVAELREVDRYMLVK
                     LNDLITKVKEAYETYDFAAVYHAIHNFCTIDLSSFYLDFAKDILYIEGANHEDRRAIQ
                     TVLYDVLVALTKLVTPILPHTADEVWPYIPGVTEESVQLTDMPEAVQLDDAEALKTKW
                     DAFMTLRDDVLKALEVARNEKVIGKSLNASITLYPTAEMKAMLESINEDLKQLFIVSE
                     YKLGGMMEEAPADAPKYEHTAVVVAQATGETCERCWVVSETIGKDAEHETLCERCATV
                     VKENYVK"
     gene            complement(2589657..2590163)
                     /gene="divIVA"
                     /locus_tag="DJ46_2735"
     CDS             complement(2589657..2590163)
                     /gene="divIVA"
                     /locus_tag="DJ46_2735"
                     /codon_start=1
                     /transl_table=11
                     /product="septum site-determining protein divIVA"
                     /protein_id="AIK65000.1"
                     /translation="MPLTPLDIHNKEFGRGFRGYDEDQVNEFLDQIIKDYELVIREKK
                     ALEEKVAQLEGKLDHFSNIEDTLNKSIVVAQEAAEEVKRNAQKEAKLIVREAEKNADR
                     IINEALVKSRKVAFDIEELKKQAKVFRTRFRMLLETQLEMLNNDDWDKLIELEDEVDE
                     LLKKEETV"
     gene            complement(2590253..2591020)
                     /locus_tag="DJ46_2736"
     CDS             complement(2590253..2591020)
                     /locus_tag="DJ46_2736"
                     /codon_start=1
                     /transl_table=11
                     /product="S4 domain protein"
                     /protein_id="AIK62968.1"
                     /translation="MSIYEHFRPDEVVFVDKVLEWKQAAEYHQVKLTDFLDPRQQQIV
                     TMVIGQGDIAVQFDGATSRAERKRALIYPDYLVVNEEEFQVEGLEIDYPSKFYTLEHR
                     QILGTFMSLGLTREKCGDILLQEDRAQIVVAKEVVSYIEMNLQSIGKVKVSLSPVKGE
                     KILQIQETWGEKSGTVSSLRLDVMLAEMLHISRQKVQPFIKNGLVKVNWKTVEQTSYE
                     CYPGDVFSVRGYGRSKLFSVEGRTKRDKWRILYGILK"
     gene            complement(2591036..2591299)
                     /locus_tag="DJ46_2737"
     CDS             complement(2591036..2591299)
                     /locus_tag="DJ46_2737"
                     /codon_start=1
                     /transl_table=11
                     /product="YGGT family protein"
                     /protein_id="AIK64956.1"
                     /translation="METVLRLLVTAIEIYSWALIIYILLSWFPGAKESTFGDFLARIC
                     EPYLEPFRRFIPPLGMIDISPLVAIFALKLATSGLVTLFGYFL"
     gene            complement(2591306..2591776)
                     /gene="sepF"
                     /locus_tag="DJ46_2738"
     CDS             complement(2591306..2591776)
                     /gene="sepF"
                     /locus_tag="DJ46_2738"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein sepF"
                     /protein_id="AIK65148.1"
                     /translation="MSWSKVKYFFFDTPEEKEAAQYSYEKEQTDMKKQQDPPEQQDVT
                     FPKAQPKQNVVSIETAKQSSKVVLLEPRTYSEAQGIADHLKGRRAVVINLQRMSTDQA
                     VRIVDFLSGTVYAIGGDIQKIGPKTFMCTPENVDIVGAISELFGEEDDTNIKRW"
     gene            complement(2591796..2592470)
                     /locus_tag="DJ46_2739"
     CDS             complement(2591796..2592470)
                     /locus_tag="DJ46_2739"
                     /note="alanine racemase, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64116.1"
                     /translation="MTVQTNLTTVNEAIKQSCARAGRSLQDIKLVAVTKTVGIEKTNE
                     VIEAGIIDLGENRNEGFLQKYEHFGSKVNWHFIGSLQTRKVKEIINEIDYLHSLDRLS
                     LAKEIQKRANKKVKCFIQVKTSSEESKQGLAIEETVSFIQSLQELDKIEVVGLMTMAP
                     FTEEEEEIRRCFKELRMLQKEVQGLELLHAPCKELSMGMSNDYTIAIEEGATYIRLGT
                     ILVGKA"
     gene            complement(2592467..2593285)
                     /locus_tag="DJ46_2740"
     CDS             complement(2592467..2593285)
                     /locus_tag="DJ46_2740"
                     /codon_start=1
                     /transl_table=11
                     /product="ylmd protein"
                     /protein_id="AIK61349.1"
                     /translation="MREPFKYVDGILYLQAWKELGNITAGFTTKDGGVSTGSFHAMNL
                     GLHVNDIAENVHENRRILANKLQKPLENWICSEQVHDHHVEKVGQQEKGSGVYSYEDG
                     ISKTDGIYTTNNDVLLTSCYADCVPLYFYAPSHDMIGLAHAGWKGTVKEIAKEMIQKW
                     NAEGISSDEIHVAIGPAIGSCCYVVDDRVLTAAEQVVNGSVPYKKVSDGQYAIDLKEI
                     NRILCVQTGIKEENIVMSSLCTSCEEQLFFSHRRDQGKTGRMLSFIGFKEDESK"
     gene            complement(2593402..2593656)
                     /locus_tag="DJ46_2741"
     CDS             complement(2593402..2593656)
                     /locus_tag="DJ46_2741"
                     /note="spore_YlmC_YmxH: sporulation, YlmC/YmxH family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation, YlmC/YmxH family protein"
                     /protein_id="AIK61224.1"
                     /translation="MKDIINVSDGKRLGNIGDIEIDMNTGKIESIIISKQTRTLGIFG
                     KDIEIVIPWKGIVKIGEDVILVRVNPVNSVTESIQTPTIS"
     gene            complement(2593855..2594634)
                     /gene="sigG"
                     /locus_tag="DJ46_2742"
     CDS             complement(2593855..2594634)
                     /gene="sigG"
                     /locus_tag="DJ46_2742"
                     /note="spore_sigG: RNA polymerase sigma-G factor"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-G factor"
                     /protein_id="AIK65450.1"
                     /translation="MTRNKVEICGVDTAKLPVLKNDEMRKLFREMQSGEISAREKLVN
                     GNLRLVLSVIQRFNNRGEYVDDLFQVGCIGLMKSIDNFDLGQNVKFSTYAVPMIIGEI
                     RRYLRDNNPIRVSRSLRDIAYKALQVREKLIAENSKEPTAMDIAKVLEVTHEEIVFAL
                     DAIQDPVSLFEPIYNDGGDPIFVMDQLSDEKQKDEQWVEELALKEGMKRLNDREKMII
                     RKRFFQGKTQMEVAEEIGISQAQVSRLEKSAIKQMNKTIQG"
     gene            complement(2594792..2595511)
                     /gene="sigE"
                     /locus_tag="DJ46_2743"
     CDS             complement(2594792..2595511)
                     /gene="sigE"
                     /locus_tag="DJ46_2743"
                     /note="spore_sigmaE: RNA polymerase sigma-E factor"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-E factor"
                     /protein_id="AIK64957.1"
                     /translation="MMKLKFYLVYLWYKVLLKLGIKTDEIYYIGGSEALPPPLTKEEE
                     EVLLNKLPKGDQAARSLLIERNLRLVVYIARKFENTGINIEDLISIGTIGLIKAVNTF
                     NPEKKIKLATYASRCIENEILMHLRRNNKNRSEVSFDEPLNIDWDGNELLLSDVLGTD
                     DDIITKDLEATVDRHLLMKALHQLNDREKQIMELRFGLAGGEEKTQKDVADMLGISQS
                     YISRLEKRIIKRLRKEFNKMV"
     gene            complement(2595531..2596448)
                     /gene="spoIIGA"
                     /locus_tag="DJ46_2744"
     CDS             complement(2595531..2596448)
                     /gene="spoIIGA"
                     /locus_tag="DJ46_2744"
                     /note="spore_II_GA: sigma-E processing peptidase SpoIIGA"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma-E processing peptidase SpoIIGA"
                     /protein_id="AIK62556.1"
                     /translation="MVVYADVVWLLNACIDFLLLLLTATVLKKKIKRWRLVLGAFIGS
                     TIVIFAFTPFASMMTHPIMKLLYSLLIVYTAFGFTTFRNYTQTVFTFYFVTFMVGGGL
                     MGTHFFLQTNEMVNGLVQSQSISYGDPISWLFVIFGFPVIYYFSKKRIESVEVTKIHY
                     DQIVKLKIQLAEEELELAGLIDSGNQLYDPLTKTPVMIMHISSLEHCLPAWLTEQIYS
                     KTEIPQIPENDSGWATKLRLIPFRAVGVENQFLWAIKPESVQIYHEGSSIVVNKVLIG
                     LNTQQLSTNGEYQCIVHPKMLISQKMVIA"
     gene            complement(2596761..2597921)
                     /gene="ftsZ"
                     /locus_tag="DJ46_2745"
     CDS             complement(2596761..2597921)
                     /gene="ftsZ"
                     /locus_tag="DJ46_2745"
                     /note="ftsZ: cell division protein FtsZ"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsZ"
                     /protein_id="AIK62200.1"
                     /translation="MLEFDTTQDQLANIKVIGVGGGGNNAVNRMIEHGVQGVDFIAVN
                     TDAQALNLSKAETKMQIGGKLTRGLGAGANPEVGKKAAEESKEQIQEALRGADMVFVT
                     AGMGGGTGTGAAPVVAQVAKELGALTVGVVTRPFTFEGRKRATQAASGIAAFKENVDT
                     LIVIPNDRLLEIVDKNTPMLEAFREADNVLRQGVQGISDLIATPGLINLDFADVKTIM
                     SNRGSALMGIGSGNGENRAAEAAKKAISSPLLETSIDGAQGVIMNITGGANLSLYEVQ
                     EAADIVASASDPEVNMIFGSVINEGLKDDIVVTVIATGFDDSIATQPPKPIIRPNVNH
                     TQQQQQPVAQPPKQREVKREMKREEPVVHERHSDSDSDDIDIPAFLRNRRRR"
     gene            complement(2597961..2599262)
                     /gene="ftsA"
                     /locus_tag="DJ46_2746"
     CDS             complement(2597961..2599262)
                     /gene="ftsA"
                     /locus_tag="DJ46_2746"
                     /note="ftsA: cell division protein FtsA"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsA"
                     /protein_id="AIK63581.1"
                     /translation="MNSNEIYVSLDIGTSNVKVIIGEMVNDSLNIIGVGNVKSNGLKK
                     GSIVDIDETVRSIKKAIEQAERMVGIHIEQVVVGVNANQVQLLPCHGVVAVSNEDREI
                     GNEDVLRVLDAAQVVSIAPEREFIDVVPRQFIVDGLDEINDPRGMIGVRLEMEGTLIT
                     GSRTLLHNLLRCVEKAGLEIVDICLQPLAAATVAISSDEKNRGVALVDMGGGSTTLSI
                     FKDGELQATSVLPLGGDHITKDIAIGLKTSTENADQIKLKYGHAFYDTASEEEMFTVP
                     IMGSDQTEQYSQLELSDIIEARVEEILMFVQDEVRKLGVKQVASGYVLTGGIASMPGV
                     LDLAYDILHENVRIATPDYIGVREPQYTSGVGLIKHSYQKAKLRGKNVQEKQEHFEPV
                     PAPAPVQQQPAKQKTRNQNNNNQNDDRMMSKVKRVFRYLWD"
     gene            complement(2599658..2600431)
                     /locus_tag="DJ46_2747"
     CDS             complement(2599658..2600431)
                     /locus_tag="DJ46_2747"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division FtsQ family protein"
                     /protein_id="AIK61884.1"
                     /translation="MKNSKVIKLQDRVPKLKNQQKKKKKNVNHRLILYISILFLLVLF
                     LIYFRSPLSNIKKISVFGNHYMTDEQVMKESGVTYDTSYFRVTAHKAEENLTKRKEIK
                     AVNVKKRFPNKIDVHIEEYLTIGYINKDGKLQPLLENGKTLDVLPNGKLPVAAPIFEP
                     FKEEKMKELIAELEKLTPTILRSISEIRYSPTNANEDHLTLYMNEGYEVSTTIQNFAK
                     RMETYPLILKTIEPGKKVLIDLEVGAYTKELGAEEKRIE"
     gene            complement(2600530..2601435)
                     /gene="murB"
                     /locus_tag="DJ46_2748"
     CDS             complement(2600530..2601435)
                     /gene="murB"
                     /locus_tag="DJ46_2748"
                     /EC_number="1.3.1.98"
                     /note="murB: UDP-N-acetylenolpyruvoylglucosamine
                     reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylenolpyruvoylglucosamine reductase"
                     /protein_id="AIK64038.1"
                     /translation="MEQLVNELIQANVGRVLVDEPLARYTTMKIGGPADILIVPKRVA
                     GIEKTLQLVKKYKTKWTVIGRGSNLLVSDLGIEGVVIRLGEGLDHLEVEKHRVRVGGG
                     YPLIKLSTLLSRQGLAGLEFASGIPGSVGGAVYMNAGAHKSDISNILSKALILFEDGT
                     IDWLTHGEMEFSYRTSVLQTKRPGIVLEAEFQLQIGERERIVSVMQKNKDYRRETQPW
                     NHPCAGSVFRNPTPYFAGDLIEKAGLRGYQIGGAQISEMHGNFIINTGGASAQDVLSL
                     IALIKQTIKDKFGVEMHTEVEIIGR"
     gene            complement(2601497..2602591)
                     /gene="murG"
                     /locus_tag="DJ46_2749"
     CDS             complement(2601497..2602591)
                     /gene="murG"
                     /locus_tag="DJ46_2749"
                     /EC_number="2.4.1.227"
                     /note="murG: undecaprenyldiphospho-muramoylpentapeptide
                     beta-N-acetylglucosaminyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyldiphospho-muramoylpentapeptide
                     beta-N-acetylglucosaminyltransferase"
                     /protein_id="AIK64207.1"
                     /translation="MRVLVSGGGTGGHIYPALALIREIKKLNPEARFLYIGTENGLES
                     TIVPKAGIPFQSIVISGFKRKISLDNVKTVMRFLKGVQDSKRYIRRFNPDIVIGTGGY
                     VCGPVVYAAAKLGIPTIVHEQNSVPGVTNKFLSRYVDKVAVCFEAAAEHFPQSKVVMT
                     GNPRASEVMDQNGMKGKRSVGLSLPKKSVLIFGGSRGARPINDAFVEAIEQFGNKSYE
                     ILYVTGEVHYDKVMEAVKQKGNPNNVIIKPFIHNMPEVLTGVDLVVSRAGATTLAELT
                     ALGKPSVLIPSPYVTNNHQEKNARSVVDKGAAKMLLEKDLTAETLIRDIDEILLDAQT
                     LQNMKLAAGQLGIPDAANKLYEVMNKLVKK"
     gene            complement(2602697..2603788)
                     /gene="ftsW"
                     /locus_tag="DJ46_2750"
     CDS             complement(2602697..2603788)
                     /gene="ftsW"
                     /locus_tag="DJ46_2750"
                     /note="ftsW: cell division protein FtsW"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsW"
                     /protein_id="AIK62389.1"
                     /translation="MKKTPDFILIIVTLALLTIGMIMVYSASAVWASYKMGDSFFFAK
                     RQLLFAGLGVVAMFFIMKIDYWVWRTYSKVILLVCFILLILVLIPGVGLVRGGARSWI
                     GIGAFSIQPSEFMKFAMIIFLAKFLAERQKLITSFKRGLLPALGFVFLAFGMIMLQPD
                     LGTGTVMVGTCIIMIFISGARVFHFAMFGLLGVAGFVGLIASAPYRMKRITSYLDPWS
                     DPLGSGFQIIQSLLAIGPGGLFGLGLGQSRQKFLYLPEPQTDFIFAILSEELGFIGGS
                     FVLLLFSLLLWRGIRIALGAPDLYGTFLAVGIVAMIAIQVMINVGVVTGLMPVTGITL
                     PFLSYGGSSLTLMLMAVGVLLNISRHSRY"
     gene            complement(2603879..2605231)
                     /gene="murD"
                     /locus_tag="DJ46_2751"
     CDS             complement(2603879..2605231)
                     /gene="murD"
                     /locus_tag="DJ46_2751"
                     /EC_number="6.3.2.9"
                     /note="murD: UDP-N-acetylmuramoylalanine--D-glutamate
                     ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramoylalanine--D-glutamate ligase"
                     /protein_id="AIK65426.1"
                     /translation="MKTVTEFQNKNILVLGIAKSGYAAATLLQKLGANVIVNDGKPLA
                     ENVLAAELQAKGMDVVCGGHPLELLERNISLVVKNPGIPYSNPILVAAKEKQIPIVTE
                     VELAYRISEAPFVGITGSNGKTTTTMLTFEMLKEGQKHPVIAGNIGTVACEVAQDAKE
                     NEVVVTELSSFQLMGVELFQPKIAAFLNLFEAHLDYHGTKKEYGLAKANIFKNQTEND
                     YSVINADDADVMALSAYSKGQKVLFSTTKEIEDGACIKDNALYFKAEKVVEVDDIVLP
                     GQHNLENILAAMSIAKLLGVSKEAITAVLKRFTGVKHRLEYVTTINNRKFYNDSKATN
                     MLATEKALSAFTQPTVLLAGGLDRGNEFDDLIPYFKNVKAIVTFGQTAPKLVRAAEKA
                     GLDTIESVDTLDEAVVKAYAHSTDGDVILLSPACASWDQFKTFEERGDIFIQAVHKLI
                     "
     gene            complement(2605232..2606206)
                     /gene="mraY"
                     /locus_tag="DJ46_2752"
     CDS             complement(2605232..2606206)
                     /gene="mraY"
                     /locus_tag="DJ46_2752"
                     /EC_number="2.7.8.13"
                     /note="mraY:
                     phospho-N-acetylmuramoyl-pentapeptide-transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="phospho-N-acetylmuramoyl-pentapeptide-
                     transferase"
                     /protein_id="AIK64129.1"
                     /translation="MLEQGLLVTAGVAFLISVALSPLFIPFLRKLKFGQSIRDEGPKS
                     HQKKSGTPTMGGIVIYVSMMVTSLIMAIKFNHLGAEVSLLLLVTFGYGLIGFLDDYIK
                     VVKKRNLGLTSKQKLVGQLVIAIAFFFIGKGQAFHTYIMIPGTDVKFELGWAYFVLVL
                     FMLIGGSNAVNLTDGLDGLLSGTAAIAFGAFSIIAVAQEQFGVAIFCMAVVGAVLGFL
                     VFNANPAEVFMGDTGSLALGGAIAAVAILLKQELLLVIIGGVFVMETLSVIIQVISFK
                     TTGKRVFKMSPLHHHYELCGWSEWRVVVTFWSVGFLLAVLGIYIGVWM"
     gene            complement(2606229..2607704)
                     /gene="murE"
                     /locus_tag="DJ46_2753"
     CDS             complement(2606229..2607704)
                     /gene="murE"
                     /locus_tag="DJ46_2753"
                     /note="murE: UDP-N-acetylmuramyl-tripeptide synthetase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramyl-tripeptide synthetase family
                     protein"
                     /protein_id="AIK62307.1"
                     /translation="MKLHTLVSCLHDFPVVPKENPEITSIEADSRKVKEGSLFVCMKG
                     YTVDSHDFAKQAAAQGAAAIVAERPIDVDVPVVLVKNTFRSLAVLADYFYGQPTHKLH
                     LIGITGTNGKTTTSHIMDEIMRAHGHKTGLIGTINMKIGDETFEVKNTTPDALTLQQT
                     FAKMVEHGVDSTVMEVSSHALDLGRVHGCDYDVAVFTNLTQDHLDYHKTMEEYKHAKG
                     LLFAQLGNSYNHNREKYAVLNNDDAVTVEYMRSTAATVVTYGIDTTSDVMAKDIAMTS
                     GGTTFTLVTPYESVNVTMKLIGKFNVYNVLAATAAGLVSGVSLETIIDVIKELAGVPG
                     RFEVVDGGQNYTVIVDYAHTPDSLENVLKTAKQFAKGDVYCIVGCGGDRDRTKRPIMA
                     SVATQYATHAIYTSDNPRSEDPAAILDDMVHGANGNNYEVIIDRKEAIHHAITKAKAD
                     DIIIIAGKGHETYQIIGKDVHHFDDREVAKEAITERLNNEE"
     gene            complement(2607913..2609829)
                     /locus_tag="DJ46_2754"
     CDS             complement(2607913..2609829)
                     /locus_tag="DJ46_2754"
                     /note="spoVD_pbp: stage V sporulation protein D"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein D"
                     /protein_id="AIK61825.1"
                     /translation="MRVSNVTVRKRLIFILISGILIFTIIDIRLGYVQFFLGNMLTDR
                     AKDSWSRNITFEPERGKILDRNGVELATNKSAPTVFVVPRQIEKPAETAEKLAAVLGV
                     EKDEIYKRITKKESIVRLDKGGRKISHDKAKEVRGLSLKGVYIAEDSIRYYPFGNFLS
                     HVLGFAGSDNQGLMGLEKYYDKELNGDEGHVRFFADAKGQRMPNVGDDFKKPEAGLNL
                     GLTIDARINRIMEREMNIAESTYNPDGMIAIAMNPKNGEILGMSSRPSFDPADFQSVS
                     PEVYNRNLPVWSTYEPGSTFKIITLAAALNENLVDLEKDTFYDDGAAEVGGARLKCWK
                     AGGHGSQTFLEVVQNSCNPGFIELGDRLGKERLFKYIRNFGFGQKTGIDLQGEGSGIL
                     FNLDKVGPVEQATTSFGQGVSVTPIQQVAAVAAAVNGGTLYQPYIAKEFIDPKNNQVV
                     SKKTPVDKRKVISKETSEKVRYALENVVAKGSGKGAFIDGYRVGGKTGTAQKVKDGKY
                     LENNYIVSFIGFAPADDPEIVVYVAVDNPKGVTQFGGVVAAPIVGNILRDALPVMGVK
                     PRKEQVEREYKWGDIPTVEVPNLIGMKKKDLQTQLVDLKLDISGDGEKVIKQSPEAGA
                     KVKEGSKIRIYFGN"
     gene            complement(2609911..2612010)
                     /locus_tag="DJ46_2755"
     CDS             complement(2609911..2612010)
                     /locus_tag="DJ46_2755"
                     /codon_start=1
                     /transl_table=11
                     /product="PASTA domain protein"
                     /protein_id="AIK62052.1"
                     /translation="MILFLLLFLLLLARFFYIQATGSVHNQDLNELAKQKHSKTGVLE
                     ANRGTIYDQNGHVLAQDANSYKLVAELKGAKPVEDKEDTAKKIAGVLGKDEEKILATL
                     NKEDRSQVEFGKLGKGLTKEQKEQIEALKLPGISFITENARVYPNGDFASYVVGHARP
                     DDKGIAIGQFGLEKSLDKYLGASHGEVAYTGDRRGVSLDGGKVNVKAPKNGDNVYLTL
                     DQRIQSYLEDAMKEASKHYEPESLIGIVADPKTGKILGMSSKPSYDPNQENNQYFYND
                     AIANAFEPGSTMKIFTLAAAINEGVYKGQDYYQSGTYPVGNRKIKDHNGGAGWGSITF
                     DEGVERSSNVAFAILGDQKLGPERFRKYIHSFGLDEKTKIDLPGEGSNTIVFDQQIQQ
                     VTTAFGQGSTVTPIQLVQAATAIANDGKMMKPYTIDKIVDPITEEVKLEHKPEEVGKP
                     VTKETAAQVRQLLERVVTSPKGTGTAYKVDGYSVGGKTGTAQIPDGKGGYMTGRENYI
                     FSFLGMAPMDDPQLVVYVAVKKPKLKDDESGAQPLADIFKYVTKNSLEYLKIKPNEVK
                     DPKKYVKEQQTAVPDVTEKTMEEAKKAIDKAKLRPIVLGEGKVQQQVPKATEQTLKGD
                     RVFLVGDKPTMPNIQGWALRDVMNLAKTLKLNLKPTGTGYVTEQSVPEGTLLQPGTEL
                     GVTLVPPLEPQQEAEKP"
     gene            complement(2612083..2612445)
                     /gene="ftsL"
                     /locus_tag="DJ46_2756"
     CDS             complement(2612083..2612445)
                     /gene="ftsL"
                     /locus_tag="DJ46_2756"
                     /note="ftsL_broad: cell division protein FtsL"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsL"
                     /protein_id="AIK63888.1"
                     /translation="MSNLAVKYKQQAQEEVQIQTPPQQMVQPKAKAKITRIEKLLYVA
                     FIGFLLYACVAFIGNKAGLYQVNVEAATIEQKIVQQQKENQELQAEVEKLSRYERIAE
                     VAKKHGLEINANNVKGLK"
     gene            complement(2612461..2613393)
                     /gene="rsmH"
                     /locus_tag="DJ46_2757"
     CDS             complement(2612461..2613393)
                     /gene="rsmH"
                     /locus_tag="DJ46_2757"
                     /EC_number="2.1.1.199"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA
                     (cytosine(1402)-N(4))-methyltransferase"
                     /protein_id="AIK66076.1"
                     /translation="MFNHVTVLLKETVDGLDIKPDGTYVDCTLGGGGHSSYLLSQLTE
                     GGRLIAFDQDEIAIQNAKEKFSSYGEQFITVKSNFRYLSEKLQELGITEVDGILFDLG
                     VSSPQLDTPERGFSYHHDAPLDMRMDQDAPLTAYDVVNSWSYEQLVRIFFQYGEEKFS
                     KQIARKIEAYRENKAIETTGELVELIKEGIPAPARRTGGHPAKRVFQAIRIAVNDELK
                     VFEEALESAIEMVKPGGRVSVITFHSLEDRICKTTFKRNSTTPQLPPGLPIIPDEFKP
                     KLKLITRKPILPSDIELEENNRARSAKLRIAEKR"
     gene            complement(2613764..2615380)
                     /gene="bshC"
                     /locus_tag="DJ46_2758"
     CDS             complement(2613764..2615380)
                     /gene="bshC"
                     /locus_tag="DJ46_2758"
                     /note="thiol_BshC: bacillithiol biosynthesis
                     cysteine-adding enzyme BshC"
                     /codon_start=1
                     /transl_table=11
                     /product="bacillithiol biosynthesis cysteine-adding enzyme
                     BshC"
                     /protein_id="AIK64929.1"
                     /translation="MEIKEISVPQQGVVADYMNGKKEIQSCFDYMLTEDAFKQRVQDL
                     REREFFRQDLVTHLLEYNTKLQAGEATIQNVKALGDENTYVVIAGQQAGLLTGPLYTI
                     HKIISVLQLAKEKEESLGVKVVPVFWIAGEDHDMDEINHTFVTKNKKIKKTIFHDRNP
                     KKASASESELSLEDCRKWIEEIFKTYPETNFTKDVLQFIDDSLRKSNTYVDFFGHLIM
                     KMFVNSGLILVDSHHPELRKLEVPFFKQIVSKYKEVQEGLHNQQRVIKELGYKPIIET
                     KSNAVHIFMEIDNERVLLEDNQGKFVGKDGTYSFSYKELIEEMERSPERFSNNVVTRP
                     LMQEYVFPTLAFIGGPGELAYWSELQQVFHTIGFRMPPVVPRITITYIERDIATDLHD
                     LQLQESDPFFNNVDKLRENWLSNQIEEPIDERFVEAKKEIIDIHKSLQQFVKKIDPGL
                     SAFAGKNEFKINEQIELLERMLKRNVEKKHEVELNKFRRIQFALRPLGAPQERVWNVC
                     YYLNQFGLDFVDRVMEKPFSWNGKHHVIKL"
     gene            complement(2615460..2616350)
                     /locus_tag="DJ46_2759"
     CDS             complement(2615460..2616350)
                     /locus_tag="DJ46_2759"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 2-dehydropantoate 2-reductase"
                     /protein_id="AIK64865.1"
                     /translation="MKMKIGVVGPGAIGLLYTFYLQKSNQDVTLFTRTAKQADELNIT
                     GVTCIREGKRETVFPQVFPIESMPDQQLDYIFIAVKQYHIVDILPFVRGKSSLIFLQN
                     GMSHLHTMQKIENENVAVGIVEHGAKKEERHTVYHTGIGVTKFGIVHGRSIHFEKILN
                     CFPFPHFPIRIEDNWKDVMHKKLVVNVCINPLTALLQVKNGDLITNPFFYQMMEQVFH
                     EVVFLVKEEKEMVWEMVRHVCERTSHNTSSMLADVRANRQTEIGAIVGYVLEEAKKQQ
                     RSVPTLQFLFDAIKGLEVKV"
     gene            2616725..2617198
                     /locus_tag="DJ46_2760"
     CDS             2616725..2617198
                     /locus_tag="DJ46_2760"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65716.1"
                     /translation="MGFPKVERLLINYKTLDEFKKFKGCGAQELSMLEELQANIIEND
                     SESPFYGIYYGGSLIARMSLYMKRNGGEPFEITGTYLELYKLEVLPNFQKQGFGEMLV
                     NYAKGLQFPIKTIARIHSAGFWDKLNFQPVSVPDGDFYVWHPETNLNAVTNEESA"
     gene            complement(2617233..2617739)
                     /locus_tag="DJ46_2761"
     CDS             complement(2617233..2617739)
                     /locus_tag="DJ46_2761"
                     /note="DNA_bind_RsfA: transcription factor, RsfA family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription factor, RsfA family protein"
                     /protein_id="AIK62786.1"
                     /translation="MATTRQDAWTDDEDLLLAEVVLRHIREGGTQLSAFKEVGRHLSR
                     TPAACGFRWNSYVRKQYKERIEEAKQLRKVEHYEVKETKVLEPKSITLNDVIDFLQNY
                     KDENSLMVLQQQIESLQTEKESLLERLSVYEEEYRTLLDYIDQKRSVMVAERNSARSN
                     GKLEKLKK"
     gene            complement(2617869..2618042)
                     /gene="rpmF"
                     /locus_tag="DJ46_2762"
     CDS             complement(2617869..2618042)
                     /gene="rpmF"
                     /locus_tag="DJ46_2762"
                     /note="rpmF_bact: ribosomal protein L32"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L32"
                     /protein_id="AIK63507.1"
                     /translation="MAVPFRRTSKTVKRKRRTHFKLSVPGMVECPSCGEAKLAHRVCK
                     ACGTYKGKEVISK"
     gene            complement(2618104..2618604)
                     /locus_tag="DJ46_2763"
     CDS             complement(2618104..2618604)
                     /locus_tag="DJ46_2763"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61673.1"
                     /translation="MKWSIHQLNKLRNKGLTLDEMVDVSELKEVEKDIREINPVHVTG
                     RVDFGSGKFTFHLHITGSMVLPCSRSLVDVTLPFDIKTTEVFQTSQEEFETEAEIHCL
                     EGEVLDLLPVIKENILLEIPMQIFSDDVSGGAPTQGQDWQVISEEDKEKPVDPRLAGL
                     AKFFDK"
     gene            2619021..2619617
                     /locus_tag="DJ46_2764"
     CDS             2619021..2619617
                     /locus_tag="DJ46_2764"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prophage LambdaBa02, lipoprotein"
                     /protein_id="AIK64154.1"
                     /translation="MFKKILILIFTALCTLTLSACSSDSSSASKNTTKNEAKEIPTEV
                     RSFVTNFNGILDENGSSTNTEKLSKDLKVVKEKGYQDKTLHVVSLIENQNIKDDGTVE
                     LGNMKNFRVILDDKQKVIQKITYVGDDPNVFLFSLESLKIDATKEVKDMLEDIRIKIN
                     RKDPKVESVAYTSSYKISFTYDPNSPTALLNFSFEKNN"
     gene            complement(2619650..2620273)
                     /locus_tag="DJ46_2765"
     CDS             complement(2619650..2620273)
                     /locus_tag="DJ46_2765"
                     /codon_start=1
                     /transl_table=11
                     /product="replication-relaxation family protein"
                     /protein_id="AIK63796.1"
                     /translation="MNIQTHIKLNRQMMILTSIRKLKFATRRHLMAIHDLGGIRNANR
                     ILKDLSTFVNSTVYKKEYVYYLNKKGRALFDDTEKIVPTIRLAHSLMRNEAWLYLFCP
                     DDWQIETPIRYKIDDKKKTIIPDVKFRDEEGILNAVEIDRTQMMNINSEKMKRYGEFT
                     TYYKNKYNGKVPIIHFFTVTEHRQKTLEKFAMNHDVFIKVYVVPEFQ"
     gene            complement(2620215..2621396)
                     /locus_tag="DJ46_2766"
     CDS             complement(2620215..2621396)
                     /locus_tag="DJ46_2766"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsK/SpoIIIE family protein"
                     /protein_id="AIK63844.1"
                     /translation="MLELLIVPTAALTYALVSDKFKRKDDDKKKIQVFFEVSGIAIKR
                     EDKLHYPKFQNQVDDDRSTTYVYTLPVGMPSKIIQKVEDVVSEGLNKPVRIHYDNYKL
                     SIRVFHKDIPNKWGWSKTLVEQGKWLVPIGKSLEETIYHNFDKTPHMTLGGLTRMGKT
                     VFLKNVMTSLITAQPDHTYLYIVDLKGGLEFGPYQNLKQVESIAEKPIQAFQVLNTIL
                     EKMEEKMFYMKERHYTNVVETNIKERHFIIVDEGAELCPDKSMGKEQQKLLVACQRML
                     SYIARIGGALGFRLIFCTQYPTGDTLPRQVKQNSDAKLGFRLPTQTASQVVIDECGLE
                     SIKSIPGRALFKTDRLTEIQVPFISNETMWNVLKQYEVEKHEHTNTHQIESSDDDSDL
                     D"
     gene            complement(2621512..2621694)
                     /locus_tag="DJ46_2767"
     CDS             complement(2621512..2621694)
                     /locus_tag="DJ46_2767"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64192.1"
                     /translation="MTLAGEAVIIWTATGLSVIAMKAAEKMGRSVPYWLPRVTLYTTI
                     TGSFLYLLRYVLVAFL"
     gene            complement(2621697..2621999)
                     /locus_tag="DJ46_2768"
     CDS             complement(2621697..2621999)
                     /locus_tag="DJ46_2768"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64739.1"
                     /translation="MRWQYNHLNTTSYLHPSKELRSMYNESRSRAETESILNHMKNHE
                     VYDRKEYKGYFSLSQVLEEDLYGEEEDVLNWEILMDCYDVVLTRKGIAFREKEEEE"
     gene            2622183..2622389
                     /locus_tag="DJ46_2769"
     CDS             2622183..2622389
                     /locus_tag="DJ46_2769"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65194.1"
                     /translation="MEFKCRLRIIFAEKEIRQKDFSKTTGISQSTLSALVNNTKLPTF
                     PTAYKIAKALNMYMEEIWIKEEVE"
     gene            2622393..2622575
                     /locus_tag="DJ46_2770"
     CDS             2622393..2622575
                     /locus_tag="DJ46_2770"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65925.1"
                     /translation="MSKRKKTNLRIVKEIYGDRKIEEVFEELYEKIYGLKVKVRRKTS
                     VELVAEKQQEKKYTQE"
     gene            2622581..2623162
                     /locus_tag="DJ46_2771"
     CDS             2622581..2623162
                     /locus_tag="DJ46_2771"
                     /codon_start=1
                     /transl_table=11
                     /product="type IV secretory system Conjugative DNA
                     transfer family protein"
                     /protein_id="AIK62215.1"
                     /translation="MSKQPPFKTLNRIIENYYDPKNGLIEVEQFIIGCEEESLFVLDY
                     KGIMYQKTSAQKYDQGYEILLLPYTELHSNSKQDLLQLLKRKIIVYFTYTENDQQQED
                     FVPDMGKQIFSFMSHMLKGAQQNKRAIPVRFILMDIEAVGFIPKLPKFMSGCRGFNVG
                     TCLFVDDKLTLTYGYNKEQVDKMYNNSVIVSIP"
     gene            complement(2623225..2623929)
                     /locus_tag="DJ46_2772"
     CDS             complement(2623225..2623929)
                     /locus_tag="DJ46_2772"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AIK62713.1"
                     /translation="MEIRKKLVVPSKYGTKCPYTMKPKYITVHNTYNDAPAENEVNYM
                     ITNNNEVSFHVAVDDKQAIQGIPWERNAWACGDGNGPGNRESISVEICYSKSGGDRYY
                     KAENNAVDVVRQLMSMYNIPIENVRTHQSWSGKYCPHRMLAEGRWGAFIQKVKSGNVA
                     SATVTPKQNIIQTGAFSPYELPDAVGALKSLNMTGKAIINPEGLTYIVTDPTSDVQLQ
                     AFKEYLERKDWWYDDK"
     gene            complement(2623929..2624354)
                     /locus_tag="DJ46_2773"
     CDS             complement(2623929..2624354)
                     /locus_tag="DJ46_2773"
                     /note="holin_tox_secr: toxin secretion/phage lysis holin
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="toxin secretion/phage lysis holin family
                     protein"
                     /protein_id="AIK63162.1"
                     /translation="MDRIDVLLKAFIATFGGFCGYFLGGWDATLKILVTMAVIDYLTG
                     MIAAGYNGELKSKVGFKGIAKKVVLFLLVGAAAQLDSALGSNSAIREATIFFFMGNEL
                     LSLLENAGRMGIPLPQALTNAVEILGGKQKQEEKKGDVE"
     gene            complement(2624359..2625327)
                     /locus_tag="DJ46_2774"
     CDS             complement(2624359..2625327)
                     /locus_tag="DJ46_2774"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AIK61938.1"
                     /translation="MKRIVDQAIYEKYVSQENKSLVKDFLIEKKAQGKAASTLKQYGW
                     DLRIILFLIHQHFENKSLIELTRKDIRNLSIIFQELGMSNARVNGLMSALRSALEFCA
                     DDDDYEYEFNVGSRVRGLPKNPVREITFITEEQIEWLIDELIVQEKYMLATYLALSYY
                     SAARKNEVYQVQKEELTERYYTNIVRGKRGKKFRLYYNPRVQKCIRLYINQRGKDTIP
                     DLFVRVYKNGGRKLLNKSVFNYWCKIFAKMLYEKEGKEFKINPHCFRHSRLDNLKVQG
                     VPLEKLKSLANHSDISTTQSYLKDRSEEDIADIFGMDPSCFAAKKE"
     gene            complement(2625483..2625758)
                     /locus_tag="DJ46_2775"
     CDS             complement(2625483..2625758)
                     /locus_tag="DJ46_2775"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage LambdaBa01, transcriptional regulator,
                     AbrB family"
                     /protein_id="AIK63085.1"
                     /translation="MSNFLGVLVVVGEDGTIQVPLDKLQTAGIKPNSKVEIFSDNSNL
                     FIRTAEKFCDICGVNTNTTRIGNQEICKDCLDRIAKASKESQQVPSE"
     gene            complement(2625783..2627888)
                     /locus_tag="DJ46_2776"
     CDS             complement(2625783..2627888)
                     /locus_tag="DJ46_2776"
                     /codon_start=1
                     /transl_table=11
                     /product="phage minor structural domain protein"
                     /protein_id="AIK63094.1"
                     /translation="MNGEAKVIKMPAGGLPEFENYVEVEITQDNQDTWIYKDFTVVPG
                     DYIISAWIQSTWNSIPAIGVKDNAPGASGDPGVKYFLFDAPQTMLDGKWHYFHGKLKV
                     VDGKVRVYFGMLKTGNVKGAKTRITGVKFANGTVLDNWTIAPEDMTYNTEFTKKTAEI
                     ITSVDKVSSTLTETNKQVVAVEKKADIANEQITTTNKKVSDVSQTVDGLKVNISDISK
                     IQQGHTTELQQHSSKIDANAKAIQTKVDSQFVEEYTGGLGSTQLIRDAEFVDGFKYWY
                     KSNNANFTAEVDTTNLYNGSPSMRLKGINQTANVNTNVTSTTKIPVTPGEKITASLAL
                     FTNKLSEHINPYLTCAVVCWDGNNQQLTAMGWNTKVADNTWTKTSYTVTVPETAVRME
                     LRVYVTRNGELWFSKPMLQRGEVASYFTLHPKDYTDYDKLVDEIARRVLTEDYDKKMT
                     EMNTQFIQTSKALELKAEAKNVYTKNEVDSRDDAVVETMNAQFKVQADEISSKVSKGS
                     VISSINQTAEKIKISADLIDLIGKVEASWLRAGLLMGMTIKTSNTNEHLHMENQVMRF
                     VNQGSDKMVIGFENERKSKTRNPYIILGEGDGSGKNFGSIYKDGNGVYYRYVDLNGAE
                     SNIRLTNAGNIGVTAQDGLWINSKRTNFSSVIEVPAIRFNSLGTTPGSQQGNFWIGNG
                     YKGFGVYYYDNYWKFVQGS"
     gene            complement(2627885..2629867)
                     /locus_tag="DJ46_2777"
     CDS             complement(2627885..2629867)
                     /locus_tag="DJ46_2777"
                     /note="put_anti_recept: phage minor structural, N-terminal
                     region domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65410.1"
                     /translation="MRTPSGILHVVDFKTDQIISVIQPKDYWDDRRQWELKNNVDMLE
                     FKVFDGTPEAITLQQQNLILKEVRDGRIVPYVINNEVERDSNDKSVTVHASGAWVQIA
                     KEGFISPQRIESKTVNEFIDLALVGMKWKRGITEYAGFHTMTIDEFIDPLTFLKNIAA
                     LFKLEIQYRVEVKGSRIIGWYVDMIQKRGRETGKEIELGKDLVGVKRIEHSREICTAL
                     IGFVKGEGDKVITIESINKGLPYIVDADAFQRWNQHGQHKFGFYTPETDQEDMTPQRL
                     MTLMKLELAKRVNTFVSYEVEAQSLGRVFGLAHELIDEGDIIRIKDTGFTPKLYLEAR
                     VIAGDESFTDPTQDKYMFGDYREIIDPSEELRKLYNKILGSLGSKASKETLEQLEKLA
                     KEAKETANNSKQTADDASAAAQIAKDIADAVLIKQKDFQTKIIKSATPPSNPTKDLTL
                     WLDISNPEKPILYLWNGTKWDRLTPDTSIIDADIKGIEDEIEKLQTEVGSKVNQQWVK
                     DQIQTDIQNKADIKDVYKKTEIDKALEGHVKVQSYEIDKKALQEGIANNANIINTNDK
                     NYIKRFTENESKITQTEKDIKTQIEELSVTNKKVDSQGNTIDEVQKKTNEIVQDANGT
                     KQTITSIQTELKNQLSTARNIITNSNFNDNLNTWKK"
     gene            complement(2629864..2631345)
                     /locus_tag="DJ46_2778"
     CDS             complement(2629864..2631345)
                     /locus_tag="DJ46_2778"
                     /codon_start=1
                     /transl_table=11
                     /product="phage tail family protein"
                     /protein_id="AIK65014.1"
                     /translation="MSSFSFNGERKSYIHIERGWKRPIWAPLRRNFLSVPSYPGARLL
                     NTQTEMRVFSVPVGIIAPSGVDMKILSEDIASWLITDQPKELIFDTEPDRTYLAVVDE
                     EFDADEFVEIGQGNLKFICPMPYKLGKINTHKFTQEWSTETTSFFTNKGSVEAPALIE
                     MTVKKPSTFLDVWFGEYPHNRDYFRIGYPLTVEETTVQERERVMWDEMATPIGWTPVT
                     GQFDDMKGTGSFKSRGGYALYCEDYGKEVGFYGAIAKKNIPGGPLQDFEMEAWMTLKS
                     KNIGEMGRVEVLLLDEASNVVARINMNDLYATAEITRAHMKIGNSGTPNSFRKLVDTS
                     GYYSTTFNQFRGRLRIARRGKVWSVYVAKFIDGTEKDGASLVERWIDETGNPMTERKI
                     AQVMIAICKWDNHEPVNEIQIDDLKFWKVNKVPSNAQPYIFDTGDKIVIDTEKSLVTI
                     NGKNAINIKEIFSNFPIVIRGENRIDIMPPDVNATISYRERYR"
     gene            complement(2631382..2631993)
                     /locus_tag="DJ46_2779"
     CDS             complement(2631382..2631993)
                     /locus_tag="DJ46_2779"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63672.1"
                     /translation="MAERESRTLGSKANKALINELALGSTSNKMQFTGVQMANGIAEG
                     IKTQYSVVRDALQETVSGAVNSIRSLKPDEIFSFQGDDPLTKYFNAIFVDGDWQNDWI
                     THLPESMRDMVREIGRQMERFEGLSVYDVGNLSRWREVLSDNPNVVQYRPDNDNPDKQ
                     PYTKPKPVYIEIPVILEGREIARVSHQYITEYQNRAQARNSVF"
     gene            complement(2632059..2636396)
                     /locus_tag="DJ46_2780"
     CDS             complement(2632059..2636396)
                     /locus_tag="DJ46_2780"
                     /note="tape_meas_TP901: phage tail tape measure protein,
                     TP901 family, core region"
                     /codon_start=1
                     /transl_table=11
                     /product="phage tail tape measure protein, TP901 family,
                     core region"
                     /protein_id="AIK62025.1"
                     /translation="MAGDMEIGARVTLDTQRFENGVAGINRGLRLLDSEFNLTSERAR
                     LLGNSVEQLQNKLAHLNEKFTLQGQKVEHYRQKIEQARQKQEQLQASNLTLAASMERL
                     ETQYNQAVQNFGRNSQEAKQLKQELKQLQAEYTANGQALQRLNTQIDNNTIAMNRAET
                     AQARIQNEIRETNRELAEQQNRLHRTGERMRDTGNKMQDVGGQVGTTFAAMTGVIGAG
                     LAMAVKESMNFEQKMADIQAVSGATGEEMKQIGDLAVTMGEKTKYSSVEAGQGIEELI
                     KAGVSLTEIINGGLEGALNLATAGELELGEAAEIASTALNAFKADHLSVADAANILSG
                     AANASATDVRELKYGLSASSAVAAGAGMTFKDTATALAVFAQNGLKGSDAGTSLKTML
                     MRLNPSTKEAYNKMRDLGLITYNAQAGFDFLVKNGIQPASRNVGDIEVALEKYVMKTE
                     GVTKWNDKCDATFRELATSSAFLSSKFYDQQGHIQGLDKISGLLNESMKDLTDQQRSM
                     ALETLFGSDAVRGATILYKEGADGVNKMYGEMSKVTALEVAETKMNTTKGKIEQLSGA
                     VDTLKKSFGDALLPILVDVVEGVQGVVDWFNNLDASTQQMIAKSSLLAFGIAGVTTAV
                     GFLAMGIGALLANPVALAITGAVLAVGALGIAIVDLNEKSKQAQNDMDKFGQRVSEAT
                     SKAAGAYMDLKDKAINNMMDLKLKTGEEANKAADETIKAFQRMTNEVIKELEGKKSEF
                     NKMFSQLMGAVPESAKQTLEQVKNNVIESINKEIEVATQAEKILEEGIKRYQGDTLKM
                     PKDFAQKFEQALQVADKNVQQFYTKAKEITSISKEIEAGGMLSLDAGKKRFESIIKVY
                     EDGVKSLDKQTKGWRENVEKAFKLGEIKPEERKATLDAIALYESKHVNDLQSIRNDGF
                     KVLQQHMKEEDAEVLASQAKRIEAEDKGWGARFKAAYGFREKSADLERRFRSDQEKAE
                     KDYQDKLLQYELQYGKSKIESIGMYLSELQKGTESSRLLAESMAKEIDGKMKIDLGPA
                     GQFTIDTFLQKLQKGELDSSAVATANANKLKEVYKVDLSQSGIESMQKWIDGIKTKDT
                     GEVREFLSKNMQGNTTIDLGIYGKMTMDSWITGLQTGTLSFDTVFQFFQQQVKNGVKV
                     DATQEGQNNIQTLINGMQIGALSLPQVAQTMGLDIKSNVQVDLGEAGQFNVQTLVQGM
                     QNGSINAELAAKAIALLVENGAKLDLTQVGFDISQTQANGISGNMAPENAATGKKQAV
                     EGIMGSTTDGGGGSKSGSELGQGIISQDGYIKGSALQVVGSAHNAFSTINGSPAGNQG
                     GQGFGSGIVNQKGYIRGSALEAVTSAHTGFNTINGTPQGQKGGSQFAQGMENTKGQAR
                     SSGSNVAESGNSGLKSVSSISPGEAFSSGFARGISNGDWNVRNVAASLARGAFEALKA
                     TLNVNSPQS"
     gene            complement(2636412..2636552)
                     /locus_tag="DJ46_2781"
     CDS             complement(2636412..2636552)
                     /locus_tag="DJ46_2781"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61063.1"
                     /translation="MLQDSGMSQTDINQMDLVLFFKTLAYKKKQEDKNVVRTANQAPD
                     WL"
     gene            complement(2636554..2637000)
                     /locus_tag="DJ46_2782"
     CDS             complement(2636554..2637000)
                     /locus_tag="DJ46_2782"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64691.1"
                     /translation="MLCLLFMKGDLIMQENQKAESFKLVLNLSSGKKIFFLPHFIPAT
                     DAFIASEWTEKLSADRVHFDLLKEATQFVVKVFGNRFTVEEFLEGVHAWFLTSTIYSI
                     CLAIVGSIAEAVAIINAIDSKANSAKKRDRETERTVQSNRNDVRDI"
     gene            complement(2637024..2637608)
                     /locus_tag="DJ46_2783"
     CDS             complement(2637024..2637608)
                     /locus_tag="DJ46_2783"
                     /note="maj_tail_phi13: phage major tail, phi13 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage major tail, phi13 family protein"
                     /protein_id="AIK61934.1"
                     /translation="MAIAVDFRDLHYAILTETPDGKFTYAAPKKIGDAVSGKASPKNE
                     SVTFYAEGGPLATASAFGGVEIELETADISLSTYAELLGKKLIKCQVIDNVNDVAPYV
                     ALLYRLPKDNGKNRFYCYYKTKFEIPEDEHKTAEDKPTFQSAKIKCKAIQRSDGNWRH
                     RLDEEETGYDATVAANWFKTVPAPPTETAPSLSK"
     gene            complement(2637622..2637981)
                     /locus_tag="DJ46_2784"
     CDS             complement(2637622..2637981)
                     /locus_tag="DJ46_2784"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61905.1"
                     /translation="MRFLEKDVLRALTNPFIVEKIGGEYIYNMVRGDDNGKTWITYSE
                     LDNGAGRYAEGVESTSIILFQVDIWSFSPVKGDLKEAVNTCMKNIGFQRITTANLYEP
                     DTKIYHYGMRFRTELKI"
     gene            complement(2637978..2638415)
                     /locus_tag="DJ46_2785"
     CDS             complement(2637978..2638415)
                     /locus_tag="DJ46_2785"
                     /codon_start=1
                     /transl_table=11
                     /product="bacteriophage HK97-gp10, tail-component family
                     protein"
                     /protein_id="AIK61449.1"
                     /translation="MAEVTTFGIQEAIQRFEALGRSVKTIENSALKKGAGVVRDALEA
                     ESPVSAYPKPPSPKESWRTGKHAKDEVLVGKIKTRNGVKSISVGWEKDDNSPHFYMKF
                     QNWGTSKMPHPPHKGFIEKTVTHTEVKAVHEMRNVFAAALHIV"
     gene            complement(2638403..2638759)
                     /locus_tag="DJ46_2786"
     CDS             complement(2638403..2638759)
                     /locus_tag="DJ46_2786"
                     /codon_start=1
                     /transl_table=11
                     /product="phage head-tail joining family protein"
                     /protein_id="AIK64785.1"
                     /translation="MIIMNPSKLNKRITIQQEITNKKDEEGNPIPSEWEDVVTVWARA
                     KTPFGKGFNYEIFAGNTENAVRTVNFFMRFRRGIDSKMRVLYDDRLFEIKAVVDVDEQ
                     HKETCLVCEERSIWQK"
     gene            complement(2638737..2639012)
                     /locus_tag="DJ46_2787"
     CDS             complement(2638737..2639012)
                     /locus_tag="DJ46_2787"
                     /codon_start=1
                     /transl_table=11
                     /product="phage gp6-like head-tail connector family
                     protein"
                     /protein_id="AIK64609.1"
                     /translation="MLELIKGKLKIDGNEEDTVIQLLIDGAKEALLGSGVPESEKALY
                     KIAVITHVLLNYENQDKSLNVPALKQSLEITILQLRDYNNGDNHESK"
     gene            complement(2639021..2639221)
                     /locus_tag="DJ46_2788"
     CDS             complement(2639021..2639221)
                     /locus_tag="DJ46_2788"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66339.1"
                     /translation="MYDGGIREYQILRNGKQVGTSVATTYKDTGLTGDTTYSYQVKAV
                     GNNGLSSILSVELSTKTSASGS"
     gene            complement(2639298..2640485)
                     /locus_tag="DJ46_2789"
     CDS             complement(2639298..2640485)
                     /locus_tag="DJ46_2789"
                     /note="major_cap_HK97: phage major capsid protein, HK97
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage major capsid protein, HK97 family"
                     /protein_id="AIK64036.1"
                     /translation="MKMKNKFRLSLGNFQYFSKNTLFELKQNLSTIGQQLQKVENELS
                     QKAIDPSATMESLQTLQQSKKDLQMRFNVIKEQHDTMEAEQKAQFQTQTGLQSIEDPK
                     QKVIAAKAELVRATIRGGTLSQEARAALGDKNSTGGEKILPSTMTNELLHEPFVKNPL
                     REVSTFTSVTNLEIPKVTFTLDDDDFIADTDTAKELKAEGDVVIFGRHKFKVFVPISE
                     TILASTDTNLVQVVDQALESGLAAKEKKVAFTTTPKAGEESMSFYKAGIKSVKGATLY
                     KAIKSAVADLHEDFRANATIEMRYADYLEIIETLANGSATLYNAQPEQVLGKPVKFCD
                     SAVNPIVGDFRYSHFNYDPNMIYDRDKDVKTGIELFVLTAWVDHKIKLKSAFRIAEVQ
                     TTP"
     gene            complement(2640482..2641237)
                     /locus_tag="DJ46_2790"
     CDS             complement(2640482..2641237)
                     /locus_tag="DJ46_2790"
                     /codon_start=1
                     /transl_table=11
                     /product="clp protease family protein"
                     /protein_id="AIK61847.1"
                     /translation="MGKNKQNKFFQMKASANGKTADVFIYGEITKYAWEEYGEVSSIT
                     FKNELDELGDDIKTINLYINSPGGSVFETMAIIAMLQRHHAKIISYIDGIGASCASVL
                     PMISDKIIMYANSMMMIHNAWTYASGNADQLRKAADDIERINQSMVQHYLTRAGDKLD
                     EDTLKQLLDAETWLSAEEAMGYGLCDEIIPANNATACLDEKWMKEYKNIPQQLVNAQA
                     NISSNEMLERQKIAEEAKANADYIKTILGRIHS"
     gene            complement(2641215..2642429)
                     /locus_tag="DJ46_2791"
     CDS             complement(2641215..2642429)
                     /locus_tag="DJ46_2791"
                     /note="portal_HK97: phage portal protein, HK97 family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage portal protein, HK97 family"
                     /protein_id="AIK64674.1"
                     /translation="MKLINRFKGAIKGASLGWKGAGYNFTSWFGRKFWGIDNAKLATN
                     ETIFSVISRLSNTVASLPLKLYKDYDTVFNQVSDVVMNEPNPNMTGFEWINKIEVSRN
                     ETGNGYAAIIRDIRFQVESLIPIESAYVTPFLNTDDNNLWYEVRGIEGTYYIHNMNMF
                     HVKHITGISRWKGICPIDVLRNTLEYDKAVQEFSLSEMQKKDSFILDYATQVDNDKRQ
                     KIIDDFRRFYQENGGILFREPGVNIEEMERKYFASDTLASERITRSRVANVFNVPVSF
                     FNDTEGQSYSSNEQLMIQFVQMTLTPIARQYEQEMNRKLLNKAERQAGYYFKFNMSGL
                     LRGDTAARTQFYQMMLRSGGLTPDEVRELEDKPPKGGSASQLWISGDLYPIDMDPSQR
                     KGVKSSGKEQTE"
     gene            complement(2642445..2644220)
                     /locus_tag="DJ46_2792"
     CDS             complement(2642445..2644220)
                     /locus_tag="DJ46_2792"
                     /codon_start=1
                     /transl_table=11
                     /product="phage Terminase family protein"
                     /protein_id="AIK62024.1"
                     /translation="MMITTTSKPSEIAKWYKNWRNEQIQHFNILIDPSPELRTTWYAG
                     QVVKGNIIASKKNILSCQRHLNDLKRQGTEEFPWIFDEEKAHRPIRYIEKFCRPSKGD
                     YKRLVLQPWQHFVIGSLYGWIHKDTGYRRFREGLIFIGRKNGKTTMISGLSNYAVAKD
                     NEPGARVYVLANTKQQAGELFDESRAMVQKSPLLRKHLRENQKGIFHDKTHSKIEPRA
                     SDSKKLDGLNTHLGIFDEIHEFKNFKLINVIKKSRGARKQPMIVYITTAGYQLEGPLV
                     QYYEIATDVLEGVIDQDRKFYFMAEMDSVDEIENPELWIKANPNMGVSLDLPSLIDDW
                     NTDKHTDAEKNDWITKQFNIFVDNDEMSFVGIEILKRNEEVIDIKGLAGKECVAGYDL
                     SATEDFTSACLEFPLDDGNVFVLSHSWVPQAKVDRDNENISFKEFKEKGWLTIIPGEY
                     VKYEYVYDWFVEQSEHYFIKKITYDPANAYRLNEDLKAYGFKTEPVRQGHLTLSPALK
                     DVKELLLDGKIISNKNRLFRWYMNNVKLVEDRNGNFLPSKQSKYRKIDGFAAFLNAHT
                     EVIPMLSQLQGDGNIEFISVNDLFK"
     gene            complement(2644198..2644566)
                     /locus_tag="DJ46_2793"
     CDS             complement(2644198..2644566)
                     /locus_tag="DJ46_2793"
                     /note="sm_term_P27: phage terminase, small subunit, P27
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage terminase, small subunit, P27 family"
                     /protein_id="AIK64476.1"
                     /translation="MNERKPPTHLKKVGKDTWIRIWSVLEGEGKADINDPIVVEAIAF
                     SYQMFREMAANVKKEGLTMEYTNKAGATNLTKHTLIPEIPKYLQQIRQYLGELGLTGA
                     SRKKLQEELTGDSDDDYDNF"
     gene            complement(2644740..2645102)
                     /locus_tag="DJ46_2794"
     CDS             complement(2644740..2645102)
                     /locus_tag="DJ46_2794"
                     /codon_start=1
                     /transl_table=11
                     /product="HNH endonuclease family protein"
                     /protein_id="AIK65345.1"
                     /translation="MSKYKTKQQRKFYDKYNRDKEAKKFYDSTAWRRCRELALIRDNY
                     RCQECMKHDPLIPVPADMVHHIKERSEYPELALTLDNLISLCNACHNKEHPEKGGGKK
                     KDKRKIQFVKVKANKEFI"
     gene            complement(2645095..2645310)
                     /locus_tag="DJ46_2795"
     CDS             complement(2645095..2645310)
                     /locus_tag="DJ46_2795"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62478.1"
                     /translation="MTKQNIVSALIDIDTTEAKANIEELTLAINECVSAFEQLEKVMS
                     KYTVGVETVEFYCDGEVIDRNTVKDNE"
     gene            complement(2645698..2646519)
                     /locus_tag="DJ46_2796"
     CDS             complement(2645698..2646519)
                     /locus_tag="DJ46_2796"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nucleotide-binding containing TIR-like
                     domain protein"
                     /protein_id="AIK64326.1"
                     /translation="MYYHIRINLTTRVQESKFNITFEELEERYLSRYRKGEDFTLNGR
                     VIKINDIQKMSINVSENENELDILVDRIEYEDQKSSIVRVGGPSRKWRAAGRLKDVSD
                     ELLEGPPGYMLKEAEVAASVEVDNTKVFIVHGHDDNLKQQLEIFLNSIGIKPVVLHRE
                     ANEGLTVLEKFEKHSDVQYAFVLLTPDDIGCSVKERAKSVEEYSFRARQNVIFELGFF
                     IGKLGRAKVCTLYKDGVELPNDISGLVYQKVNDNIEDVGYHIMKELRAAGLKVTY"
     gene            complement(2646793..2647335)
                     /locus_tag="DJ46_2797"
     CDS             complement(2646793..2647335)
                     /locus_tag="DJ46_2797"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AIK66252.1"
                     /translation="MNIVQPIRDKEMIKELKEYFKEQNERNYILFLLGINTGLRISDI
                     LRLRVRDVEGWNIFIREKKTNKIKDVKMPSDLKKALRDYTKGKPKNEFLIKSRNGKNK
                     PITRSMAYVILNQAAQEFGLERIGTHSLRKTYGYHHYKQFKDVVALQQMLNHTDQKET
                     LRYIGIQQDTLNDYQRKFKI"
     gene            complement(2647332..2647802)
                     /locus_tag="DJ46_2798"
     CDS             complement(2647332..2647802)
                     /locus_tag="DJ46_2798"
                     /note="phage_arpU: phage transcriptional regulator, ArpU
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage transcriptional regulator, ArpU family
                     protein"
                     /protein_id="AIK65650.1"
                     /translation="MNKQLSFKMPVLDEEETKNEVEKVFEEYRMYLSQMPSDILPKVT
                     ASYSIVPPSVTNEFNSSTENIAIERLQYEMARDKFMNWVHRAVNRLPKRERQIIHMYY
                     MEEEKGYDPDIMDAVRLGRTTYYKVKGKALLRLAFSLRKEVYKQKAQTEEVEVV"
     gene            complement(2647823..2647993)
                     /locus_tag="DJ46_2799"
     CDS             complement(2647823..2647993)
                     /locus_tag="DJ46_2799"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64329.1"
                     /translation="MKVLKDQLREWKKQSKQAKKKNKKKRKEKFSTREIEELMGVRGP
                     RYERRRGAVRQK"
     gene            complement(2648108..2648230)
                     /locus_tag="DJ46_2800"
     CDS             complement(2648108..2648230)
                     /locus_tag="DJ46_2800"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62397.1"
                     /translation="MTALKKRKIRKAIARRAKDVEKYQVNKAWRNIFVQAGILK"
     gene            complement(2648248..2648577)
                     /locus_tag="DJ46_2801"
     CDS             complement(2648248..2648577)
                     /locus_tag="DJ46_2801"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65312.1"
                     /translation="MLPNNKIYKHLFSLLIALNVGLAIIAAIQQKWWDVADTLGGATL
                     LIAIVLVIENGQVNKWSAMLFTITAIENGLEVANQFLLQNYLDSLWDIAAIILCVYWM
                     RQYYVEE"
     gene            complement(2648611..2648967)
                     /locus_tag="DJ46_2802"
     CDS             complement(2648611..2648967)
                     /locus_tag="DJ46_2802"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61636.1"
                     /translation="MKEGIGKLTEISAWMVFLVATMDDQFEVEISVSCGEDIEYYMGL
                     YLKENWKELFEDTRYVCDASFEGIQMVAKDKENKHSCYIETMNTRRRASIGIDRETLN
                     DNHLDKLNRIKEIINS"
     gene            complement(2648985..2649233)
                     /locus_tag="DJ46_2803"
     CDS             complement(2648985..2649233)
                     /locus_tag="DJ46_2803"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK63255.1"
                     /translation="MSNFNGEKLTELRHLFGMTQGQAAELLEVDINKLIEIERSRIIP
                     SFNQIQILCKRFHVKPKYFYSESFVTSVVNPSYISFRY"
     gene            complement(2649353..2649631)
                     /locus_tag="DJ46_2804"
     CDS             complement(2649353..2649631)
                     /locus_tag="DJ46_2804"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63514.1"
                     /translation="MDKQKAIDLLNSLEIYDYDADGEILYYALVKLNEDSKKVIESLL
                     PEGVNFNEGLDDKGELFDITLFCWEYAEWFNGDQFMAEEPKEVYCESN"
     gene            complement(2649668..2649874)
                     /locus_tag="DJ46_2805"
     CDS             complement(2649668..2649874)
                     /locus_tag="DJ46_2805"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62274.1"
                     /translation="MSVITSSKEYVVYKGESLICIGTMMECAQHMGVLPETIYFYTTQ
                     AYQRRLAKRKNPRNCLTVTELDED"
     gene            complement(2650620..2651126)
                     /locus_tag="DJ46_2806"
     CDS             complement(2650620..2651126)
                     /locus_tag="DJ46_2806"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63160.1"
                     /translation="MSNIEKAKEMWKKGAIEINAVDKNEEALKQYDSVIAHDGCEWRI
                     GCITYSVIDENFVAHFEESWISFEDLNEVEKLNDVIAHEVLRWEKVETHWGKDGKAFH
                     DMPIEKFDAINYAAIILDQLHEDGRDVSIKNESGDWQVNIDDNDYIIEEKFGIAVCAA
                     AVNAVRGN"
     gene            2651463..2651882
                     /gene="fosB"
                     /locus_tag="DJ46_2807"
     CDS             2651463..2651882
                     /gene="fosB"
                     /locus_tag="DJ46_2807"
                     /codon_start=1
                     /transl_table=11
                     /product="metallothiol transferase fosB"
                     /protein_id="AIK63206.1"
                     /translation="MLQGINHICFSVSNLEKSIEFYQKILQAKLLVKGRKLAYFDLNG
                     LWIALNVEEDIPRNEIKQSYTHMAFTVTNEALDHLKEVLIQNDVNILPGRERDERDQR
                     SLYFTDPDGHKFEFHTGTLQNRLEYYKEDKKHMTFYI"
     gene            complement(2651929..2652339)
                     /locus_tag="DJ46_2808"
     CDS             complement(2651929..2652339)
                     /locus_tag="DJ46_2808"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61282.1"
                     /translation="MKWMYNLDSNNEIWTSDKFEMKEEAIQAALKDWTDKMVADRAAV
                     DNEFQIGQFKQYSPWINADVLLDELYERATDECGEVAEYWLSGVPMDEGEKLQEQINK
                     VVTEWLKGINEHPSFGSIENIETIDASKIEYKEN"
     gene            complement(2652762..2653208)
                     /gene="dut"
                     /locus_tag="DJ46_2809"
     CDS             complement(2652762..2653208)
                     /gene="dut"
                     /locus_tag="DJ46_2809"
                     /EC_number="3.6.1.23"
                     /note="dut: dUTP diphosphatase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="dUTP diphosphatase family protein"
                     /protein_id="AIK65484.1"
                     /translation="MKLRTKIKRVRDVELPKYAKTGDSGFDLVAAEDTVIWPGETKVV
                     PTGLAFEIPPGYELQVRPRSGMTRNTKLRVVLGTVDSGYRGEVGVLVDNTEIPKATNM
                     QAHVIEKGTRIAQGVIVPVITAHFEEVDELSDSERGSGGFGSTGVK"
     gene            complement(2653275..2653469)
                     /locus_tag="DJ46_2810"
     CDS             complement(2653275..2653469)
                     /locus_tag="DJ46_2810"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65131.1"
                     /translation="MKEAIKGYINHLQQSAAESRKESDKAYDNGDLGLSGYYRGQWIA
                     NEGTAIALTTILSKYKEEEQ"
     gene            complement(2653453..2653596)
                     /locus_tag="DJ46_2811"
     CDS             complement(2653453..2653596)
                     /locus_tag="DJ46_2811"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66298.1"
                     /translation="MDKQNILINKLIDNRIYKLPDGRDLFEGSIEELKELIKGDGESE
                     GSD"
     gene            complement(2653605..2654549)
                     /locus_tag="DJ46_2812"
     CDS             complement(2653605..2654549)
                     /locus_tag="DJ46_2812"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK63539.1"
                     /translation="MGDEQKDLIEQEDVLMMTDDDFMKKYSRLVYYYVNKYFSNIAKA
                     IEQETNLNMDDLIQSGMLGLVTARRDFKTELGFKFTTFAVPRILGYIRKAVRDSQKIR
                     ITNEVYEIKGKISRMKLHDEEVESIAKLLEVSVRDVKTAKEFNPRTISLQTPLNKEVN
                     KEKVTLENTLIDKKTSMTLDDVIKKMIITAFLSTLCSKEKFVWELHAKNMTQAAIGKR
                     LGVTQTQISRILKGIYKKAEEYGNKHSLRDIGKTRFEKTIENHVRQSSHGNWLDIAES
                     NGVSRGAFWYRLREGWSYEMAATQPLGSQGTRKNKQVI"
     gene            complement(2654588..2654875)
                     /locus_tag="DJ46_2813"
     CDS             complement(2654588..2654875)
                     /locus_tag="DJ46_2813"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63241.1"
                     /translation="MARVKTAMQLEQYTIKAQQRKYMKKSRRNLYVALEELDLVFDES
                     EVIRFQEMWEEGKTFIDIAKELGRHQLEIAALIMDQADKNKIKSRPMGLGA"
     gene            complement(2654888..2655142)
                     /locus_tag="DJ46_2814"
     CDS             complement(2654888..2655142)
                     /locus_tag="DJ46_2814"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62120.1"
                     /translation="MKQLTIDDVMGSFNYDAISTSEKFLNPSYEVHFYDKEERQKMDC
                     FDAKTETDAWNATIEEHGKGIQKIRITHSKRTRAEFLALD"
     gene            complement(2655157..2655330)
                     /locus_tag="DJ46_2815"
     CDS             complement(2655157..2655330)
                     /locus_tag="DJ46_2815"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64174.1"
                     /translation="MKPTKIEIDVTDNKIYVVKNGEVTPLNPPVTGFGEQVITWQGGK
                     VDRVSTTITEKIK"
     gene            complement(2655356..2655550)
                     /locus_tag="DJ46_2816"
     CDS             complement(2655356..2655550)
                     /locus_tag="DJ46_2816"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61949.1"
                     /translation="MCALCHDTGIIRKETYPGVIETNGCNCEVAIQQQVENDKRWQVW
                     LIKFESMKQDLQRNHQQKIS"
     gene            complement(2655566..2656393)
                     /locus_tag="DJ46_2817"
     CDS             complement(2655566..2656393)
                     /locus_tag="DJ46_2817"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AIK61920.1"
                     /translation="MSESIGRVMTRIVNTSACSEETEGYTCEHCNKYIAAITVEVPQL
                     RIKNKILPTCECVVEREEAKIREAQNFAKKREIEKLFSISNLGERFSKSTFESFLDRN
                     GSETAYKVAVKYVKTFKEWNGESLMLWGEPGNGKTHLAAAIVNELSKKGYIVVFQSVP
                     ELLQRIRSTFNSENKENETQIMRALLECDLLILDDIGAEKTTEWVEEKLFNIIDGRYR
                     KELPTLYTSNLEPKELKNQVGKRSYDRMVETSLTVKNEAASYRREIAKQRLQRFIEV"
     gene            complement(2656338..2657054)
                     /locus_tag="DJ46_2818"
     CDS             complement(2656338..2657054)
                     /locus_tag="DJ46_2818"
                     /note="dnaD_dom: DnaD domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DnaD domain protein"
                     /protein_id="AIK62453.1"
                     /translation="MATFRVNKDKNYTTINNTGLKDKRLSWKAKGILAYILTLPDDWF
                     FYREELSRHAKDGLDSLRAGMKELKEYGYLKRFPVRDDNNKIIKWETIIYEVPQNDPV
                     AEKPPVEKPPVENPELLSTKELNTKELSTDIQSSSSIFSFYENNFGILNSFIAENISQ
                     WVNDTSEELVQAAMERALKQQKKWNYAEGILKQWVNNNVKTLKDVDALETEYQRNKGV
                     KKRVGINRKSDDSDSEYIGL"
     gene            complement(2657059..2657235)
                     /locus_tag="DJ46_2819"
     CDS             complement(2657059..2657235)
                     /locus_tag="DJ46_2819"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62254.1"
                     /translation="MDLIEYQVLLPNKFWGLAKNKDELKQMIEQYFNVGYPHYEIQRI
                     LKSGNAYVAVCTRR"
     gene            complement(2657265..2657429)
                     /locus_tag="DJ46_2820"
     CDS             complement(2657265..2657429)
                     /locus_tag="DJ46_2820"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62058.1"
                     /translation="MEDTTSLVAFAMFIAFSVLLLYITYEPIKRWAWSDVKQNKKTHG
                     NGSFRKNKLL"
     gene            complement(2657486..2657686)
                     /locus_tag="DJ46_2821"
     CDS             complement(2657486..2657686)
                     /locus_tag="DJ46_2821"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage CP4-57 regulatory family protein"
                     /protein_id="AIK65541.1"
                     /translation="MYQIKQLPFSLKAEDVQEFLNISRSAAYALMKRKDFPTIVIGKS
                     KRVKAEDFLKWVEAQKVGANAS"
     gene            complement(2657738..2657965)
                     /locus_tag="DJ46_2822"
     CDS             complement(2657738..2657965)
                     /locus_tag="DJ46_2822"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK64178.1"
                     /translation="MGKKRHNLIKARKRKNFTQEQLGALINKQKTVISNWETGYATPT
                     LDDAMQIAQILEEDIYNLFLGVEVQENQTLF"
     gene            2658185..2658553
                     /locus_tag="DJ46_2823"
     CDS             2658185..2658553
                     /locus_tag="DJ46_2823"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK61747.1"
                     /translation="MTILGQRIKLSRKKRGLTQDALALKIKEKMDTETKVTKTTISNY
                     ETGYSSPSNETLVIISDVLNVSVDYLLGRSDDPELNAVQFTELRKEFNELIDMLEKMP
                     KEKQDMLLDMMKAAVGHNKK"
     gene            complement(2658597..2658695)
                     /locus_tag="DJ46_2824"
     CDS             complement(2658597..2658695)
                     /locus_tag="DJ46_2824"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61164.1"
                     /translation="MENVLESTLWEMLKLGVLTTDENEKSGREYKK"
     gene            complement(2658815..2658964)
                     /locus_tag="DJ46_2825"
     CDS             complement(2658815..2658964)
                     /locus_tag="DJ46_2825"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62208.1"
                     /translation="MKKIIASVVITCALALSVLSISSVPAKDDQAAGKVKEVQLMKMD
                     PGTLG"
     gene            complement(2658977..2660074)
                     /locus_tag="DJ46_2826"
     CDS             complement(2658977..2660074)
                     /locus_tag="DJ46_2826"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61511.1"
                     /translation="MNKVSGLGGIVLDDELNSVKLSKITNLSQSNLWKTLNGKVPMTF
                     AKLVKILSGLESEEQKMEIIKEFLKYTDKEADIRTAMYYLYQSGYTELLHELVEKNYK
                     QSVTNNYRDIFRVCLDRQTQSLRSGAFLKEIETVRTKVNLNKTGVNILVNTLSVYGYF
                     DLGAYNVLTVLQGIIQEKIDEMPKGLEKTLNEVELNIICAYASLMQDEVKTARELLLH
                     VLDKQEIPRLLKATALSIFAESYIFSNPDKALYFFELSLSELRKIKNNKSLLKRKLVE
                     NTTAFCCIIHNIPVKLEYIHDDAEIALQCIRQNKNSEACKILNQISNRTATQDFYLSI
                     ATNDEELRRKAYHRFLKDGNLFYIKIFDILK"
     gene            2660510..2660854
                     /locus_tag="DJ46_2827"
     CDS             2660510..2660854
                     /locus_tag="DJ46_2827"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65022.1"
                     /translation="MNTFGENLKKFRNSRALTQAEFGDKVQLSRSQISNLETNFNEPD
                     LDSLDRIASFFNISVDTLMGRKFTTSEKHLEDVLDEIQTVFAGLDESQREQFCKQLKF
                     YTQFLNEKKELL"
     gene            complement(2660944..2661078)
                     /locus_tag="DJ46_2828"
     CDS             complement(2660944..2661078)
                     /locus_tag="DJ46_2828"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65228.1"
                     /translation="MLLPSKESQEPGTGWKLYDPGTGMGIIFDPGPGGGYTKDPGTGI
                     "
     gene            complement(2661081..2661269)
                     /locus_tag="DJ46_2829"
     CDS             complement(2661081..2661269)
                     /locus_tag="DJ46_2829"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65734.1"
                     /translation="MKSYIKDPGGSKVISDPGGTGGGPLILDPGNGGAGLKIEPGGHR
                     MNEPGGGGLKNNTDPGGW"
     gene            complement(2661291..2661440)
                     /locus_tag="DJ46_2830"
     CDS             complement(2661291..2661440)
                     /locus_tag="DJ46_2830"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63592.1"
                     /translation="MEELTKDPGGHRVADPGVGWHNEPGGGGWKYDEDPGTGWKPIYG
                     PGTGI"
     gene            2661602..2662732
                     /locus_tag="DJ46_2831"
     CDS             2661602..2662732
                     /locus_tag="DJ46_2831"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AIK64626.1"
                     /translation="MAYFRKRGEKWSFTMDVGKDPITGKRKQITKGGFKTKKAAQEEV
                     ARVTNDLANGDYENSDIRFSQLVEIWTQEKESSCRPSTLYQYKRILRSRVMPEFGEKR
                     LSDIKPLSVHNFHQKLLKEGLTTKYISSVDVMLKQILDKGVELEMINSNPAKKAKRPK
                     VKKKAQASWTVEEAMKFMEYAKIQGSYYIAFVLALHTGMRIGEVLALQWKDINFESKV
                     IHVQRTLTLVDGKYELGETKTEASNRMIPMTQELMRELLEYQSHKKDNSFDLLICTRN
                     KKIVHPYTIRYQMKALCEAIDVPYIRFHDIRRTFTTILIDSGANAKVVSKLLGHTNVS
                     TTLNIYTDVYEERQIEVTEMLGNVLKSGRSGQKVVSEEKQED"
     gene            2662925..2664106
                     /locus_tag="DJ46_2832"
     CDS             2662925..2664106
                     /locus_tag="DJ46_2832"
                     /codon_start=1
                     /transl_table=11
                     /product="HIGH Nucleotidyl Transferase family protein"
                     /protein_id="AIK66206.1"
                     /translation="MQQTKKLTHSDITIAVMSGPFLQRGEPALVSKWYRTKMALACGV
                     DLVVELPYAFSTQKAETFANGAISILNALHVSEICFGSEDGQIENFYNTISVQKNEEE
                     TFNRLVKQFMNAGNSYAKATSEAFLHILSSEKNIDMSQPNNILGFQYIKAILMQNSSM
                     QAQTIKRFASHYHDETFNDQHIASATSIRKQLFSENSSFTEIESFIPKATASLLASYK
                     QNYGTLHNWEQYFSFFKYKLMTMSPENLRHIYEIEEGLEHRILSKIQTSSSFHSFMES
                     LKTKRYTWTRLQRACTHILTNTTKEEIYCANIEQHAPYIRLLGMSQKGQTYLSKNKKK
                     IELPILTHTKTFDHPTLHIERKANSVYFSIMKEPLRTQLLKRDATHHPIRYDETTAKF
                     L"
     gene            complement(2664136..2665158)
                     /locus_tag="DJ46_2833"
     CDS             complement(2664136..2665158)
                     /locus_tag="DJ46_2833"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61876.1"
                     /translation="MFKRFRFIYAILIGVILAMLLVYVRLPYYITKPGMAAKLEPYVQ
                     VEGGTKESGDFMLVTVSMGPANVVNLIAAQFNKYTHISKAEEILQKGESDEEYQFRQN
                     YAMKDSQNAAIYNAYKRANRTVSFENKGVLVAGVAKGMPSEGKLKLGDVIIAVDGKTF
                     EKTEQFIEYMTGEKEGDTVNIEYKRDGKQLKENLNVKTIPNGNGRVGIGVSIVTEREL
                     VVDPKVKIDSHEIGGPSAGLMFTLEIYNQLVDEDLTRGHEIAGTGTINEKGEIGPIGG
                     IQQKVVAASDAGAEVFFAPNEKGAEKSNYKDALEAAKDIKTKMKVVPVDTLDDALMYL
                     EKMGNK"
     gene            complement(2665151..2665942)
                     /locus_tag="DJ46_2834"
     CDS             complement(2665151..2665942)
                     /locus_tag="DJ46_2834"
                     /codon_start=1
                     /transl_table=11
                     /product="patatin-like phospholipase family protein"
                     /protein_id="AIK61666.1"
                     /translation="MKEPKIGLALGSGGAKGFAHIGVIKVLRENDIPIHLIAGSSMGA
                     LVGTFYAASSNVERLYKLANVFKRKYYLDFTVPKMGFIAGKRVKDMIKMFTYNKNLEE
                     LDIPTAVVATDILKGEKVVFTSGPVAEAVRASISVPGVFVPEKIDGRLLVDGGVIDRI
                     PVSVVKELGADIVIAVDVSPIKVNGEVTSIYDVIMQSIEIMQHELVMNRQIASDLMMR
                     PAVEQFSSRAFTNIEDIIRVGEVEAEKHVANIHLLIEQWKEKHNV"
     gene            2666056..2667285
                     /gene="ylbJ"
                     /locus_tag="DJ46_2836"
     CDS             2666056..2667285
                     /gene="ylbJ"
                     /locus_tag="DJ46_2836"
                     /note="spore_ylbJ: sporulation integral membrane protein
                     YlbJ"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation integral membrane protein YlbJ"
                     /protein_id="AIK62887.1"
                     /translation="MYEKWKTAFLTISTLFLTFSLVLHPQAALQASIRGLNIWWEVVF
                     PSLLPFFIIAELLISIGVVKFIGVILEPLMRPLFRVPGIGGFVWAMGMASGFPAGAKL
                     SARLRKSNQLTQIEAERLVSFTNSSNPLFIFGAVSIGFFNNPKLGIVLAAAHYVSNFA
                     VGLLMRFYGNNNSSTHDKHATKKRPFQNPFSILHETRMQEKRPIGKLLGDAIVSSIQT
                     LLMIGGFIILFSVLNKMITVFHITAALSFIMQHILSFFQLTTEFSIPILSGIFEMTLG
                     SQMISQITETPLLQQAMVTSFILAFSGLSIQAQVASILAETDIRFKPYFFARIIQSIL
                     APIFTFIFWKPFYEKVSSFSPMQKDIPVFLSNHSSILHEIWTSFVHYGPIFTLFCLYV
                     YVILLFFRSNKEKPRSL"
     gene            complement(2667277..2667768)
                     /gene="coaD"
                     /locus_tag="DJ46_2835"
     CDS             complement(2667277..2667768)
                     /gene="coaD"
                     /locus_tag="DJ46_2835"
                     /EC_number="2.7.7.3"
                     /note="coaD_prev_kdtB: pantetheine-phosphate
                     adenylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="pantetheine-phosphate adenylyltransferase"
                     /protein_id="AIK64320.1"
                     /translation="MTSIAISSGSFDPITLGHLDIIKRGAKVFDEVYVVVLNNSSKKP
                     FFSVEERLDLIREATKDIPNVKVDSHSGLLVEYAKMRNANAILRGLRAVSDFEYEMQI
                     TSMNRKLDENIETFFIMTNNQYSFLSSSIVKEVARYGGSVVDLVPPVVERALKEKFQT
                     PLK"
     gene            complement(2667765..2668331)
                     /locus_tag="DJ46_2837"
     CDS             complement(2667765..2668331)
                     /locus_tag="DJ46_2837"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA methyltransferase, RsmD family"
                     /protein_id="AIK61615.1"
                     /translation="MRVVSGKCKGHPLKAVPGNTTRPTTDKVKESIFNMIGPYFDGGI
                     ALDLFGGSGGLGIEAISRGIDKAIFVDRDNKAIKTIHQNLESCRIQEQAEVYRNDAER
                     AIKALIKREMSFDLILIDPPYKDQKIVSLISVMDQHGLLHNAGLIMAEHGNDVVLPES
                     IGRLVKVRAEKYGITAISIYKYEGEGTE"
     gene            2668844..2668990
                     /locus_tag="DJ46_2838"
     CDS             2668844..2668990
                     /locus_tag="DJ46_2838"
                     /note="putative bH2591 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62031.1"
                     /translation="MIQRFIELGEGYSDLYELLEIAKANQERITHMLQFETIKNEKKC
                     AHLL"
     gene            2668972..2669232
                     /locus_tag="DJ46_2839"
     CDS             2668972..2669232
                     /locus_tag="DJ46_2839"
                     /note="putative bH2591 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63119.1"
                     /translation="MCSLVVILKPTTTGDFQPLYICREGIPVLENKKSKRIILFEETA
                     EQLGKKVTTFTVKPSTTFPEKELFFNHLIGILRMNNFIPPMK"
     gene            complement(2669285..2669551)
                     /locus_tag="DJ46_2840"
     CDS             complement(2669285..2669551)
                     /locus_tag="DJ46_2840"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61428.1"
                     /translation="MFGQRQSMIVYLHSLKHAKILRKYGNIHYISKRLKYAVVYCDME
                     QIEHMMQKLNKLPFVKKIEQSYRPYLKTEFENSRPDRAKEYDYS"
     gene            complement(2669678..2670130)
                     /locus_tag="DJ46_2841"
     CDS             complement(2669678..2670130)
                     /locus_tag="DJ46_2841"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64023.1"
                     /translation="MIVATLESVLILDKAEQLAKAIICSDIAEDYRKCYKELQEDMEV
                     QTLIQQFTAMKERYEEVQRFGKYHPDYTFVSTKMRELKRSVDLHDKIAAFKRVETALQ
                     KLLDEVSVAIGSEVSSSIKVPTGNPFFDAGGCGGGCGTGGGCGCKKTG"
     gene            complement(2670247..2670819)
                     /locus_tag="DJ46_2842"
     CDS             complement(2670247..2670819)
                     /locus_tag="DJ46_2842"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AIK63904.1"
                     /translation="MTEICLVRHGQTDWNFQEIIQGREDIPLNEVGKKQASQSAAALQ
                     AEAWDVIISSPLIRAQETAKEIAEATGLQSILLDERFVERNFGEASGKPVATVRELIA
                     EGKVEGMEQDEEIVARCFAAVKDVAETHSGKRIIIVAHSHAIKAILHAIAPEDITFKT
                     PLKNACISYVNENSGKWDVLKYNIAEHIHV"
     gene            complement(2670902..2671147)
                     /locus_tag="DJ46_2843"
     CDS             complement(2670902..2671147)
                     /locus_tag="DJ46_2843"
                     /codon_start=1
                     /transl_table=11
                     /product="ylbE-like family protein"
                     /protein_id="AIK65704.1"
                     /translation="MRAEIMEFIKADEDLSRYIREQPYWYRKLTRNPEEKEAFELAAM
                     QHFKKTIPDKVEKFQNQLAVASIMIDMFQYMKQQNTT"
     gene            complement(2671159..2671596)
                     /locus_tag="DJ46_2844"
     CDS             complement(2671159..2671596)
                     /locus_tag="DJ46_2844"
                     /codon_start=1
                     /transl_table=11
                     /product="coat family protein"
                     /protein_id="AIK62491.1"
                     /translation="MPTTKGPLHPSVQQFKEFVNHHPKMVHEVRSGHKTWQQFYEEWY
                     LLGEEDPIWATFRPDGAPAYSSVKENKKEKDNRTEEEKTADVMGQMLSFFKKLDVEQM
                     QHHLANVTSAIGSVQQVFQQFQGKRTQQEESTSENNPFFFQKD"
     gene            complement(2671742..2672776)
                     /locus_tag="DJ46_2845"
     CDS             complement(2671742..2672776)
                     /locus_tag="DJ46_2845"
                     /note="CAP-associated N-terminal family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65294.1"
                     /translation="MKKLLRIVMITILILAVDLYGKLLVSQYILTPSQSKQENKIVKK
                     KKQVNEDSSDTVLNMIGGDSENLLAKWGEPSRIEPSAYGYEWWVYNQDLAQYVQFGVA
                     ERKVVTAYVAGEQVKVPPYYINEKYEDVYKKNPLSHEISLKRGKNSYQFELSDTEVME
                     QPLVPVEDGWAQLYFDHFTHELVGVRYMDDETLLRQRPYQLVYSGELLAEQPLTPDKM
                     KQIENGNMQQIFDLTNIIRSRHNLPLLAWDQQTADVAIGHSKDMKDNNYFSHDSPTLG
                     TLGDRLQRGKVGFQLAGENIAAQHSDGVAALQGWLNSEGHRKNLLNEQFTGLGVGVYD
                     KFYTQNFIRK"
     gene            2672983..2673348
                     /locus_tag="DJ46_2846"
     CDS             2672983..2673348
                     /locus_tag="DJ46_2846"
                     /codon_start=1
                     /transl_table=11
                     /product="yugN-like family protein"
                     /protein_id="AIK65413.1"
                     /translation="MQFTNTKFNGVIVDLTLLTEIMEKNHFVLAGQWDYERVTYDYKF
                     EILNDVYYLRVQGLAVEGDIGSRHAEIKLLPPLLGKHYYPHGVEYGDGEIFPTNVLQK
                     SEQLLQNIEKELKEFQIIE"
     gene            complement(2673395..2674393)
                     /gene="amiF"
                     /locus_tag="DJ46_2847"
     CDS             complement(2673395..2674393)
                     /gene="amiF"
                     /locus_tag="DJ46_2847"
                     /EC_number="3.5.1.49"
                     /codon_start=1
                     /transl_table=11
                     /product="formamidase"
                     /protein_id="AIK65465.1"
                     /translation="MGSSGSMVKPISGFLTALIQYPVPVVESRADIDKQIKQIIKTIH
                     STKAGYPGLELIVFPEYSTQGLNTKKWTTEEFLCTVPGPETDLFAEACKESEVYGVFS
                     IMERNPDGGEPYNTAIIIDPQGEMILKYRKLNPWVPVEPWKAGDLGLPVCDGPGGSKL
                     AVCICHDGMFPEVAREAAYKGANVLIRISGYSTQVSEQWMLTNRSNAWQNLMYTLSVN
                     LAGYDGVFYYFGEGQVCNFDGTTLVQGHRNPWEIVTAEVYPELADQARLGWGLENNIY
                     NLGSRGYVATPGGVKENPYTFVKDLAEGKYKVPWEDEIKVKDGTIYGYPVKKTIHS"
     gene            complement(2674620..2675525)
                     /gene="ctaG"
                     /locus_tag="DJ46_2848"
     CDS             complement(2674620..2675525)
                     /gene="ctaG"
                     /locus_tag="DJ46_2848"
                     /note="caa3_CtaG: cytochrome c oxidase assembly factor
                     CtaG"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c oxidase assembly factor CtaG"
                     /protein_id="AIK64855.1"
                     /translation="MSNLWIFGFQALWSPIFLLFMLSILIGYFLIIGPYRMRFEHATK
                     VSKKQVFYFTTGIVLLYFVKGGPIDLIGHIIFSAHMFEMAVMYIAVPPLLLLGIPVWL
                     YRYITSFKFVQIILKVFARPLIALFVFNGLFSFYHLPVVFDTVKQSQIAHPICLAILF
                     FTAIMMWWPMLNPLPEYQTLSDIKKLGYMFANGILLTPACALIIFATAPLFATYTDSA
                     AWMKAMELCVPAGTLSDLNITGPEFLHWMPVVQDQQTGGIIMKIVQEIVYGTIIGYVF
                     FRWARREREKDKEQLQQLPPYLQIK"
     gene            complement(2675611..2675943)
                     /gene="ctaF"
                     /locus_tag="DJ46_2849"
     CDS             complement(2675611..2675943)
                     /gene="ctaF"
                     /locus_tag="DJ46_2849"
                     /EC_number="1.9.3.1"
                     /note="coxD_Bacillus: cytochrome c oxidase, subunit IVB"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c oxidase, subunit IVB"
                     /protein_id="AIK63338.1"
                     /translation="MAIKQTNNPKVDLIYRKRKSAEEMKHQVITFALMIFLTLVAFVA
                     VAYPKTFSPTFSVPFILLLAVVQVIFQLYYFMHMSHKGHEAASFFLYSGLLIGLITIL
                     AFMTIVWI"
     gene            complement(2675947..2676570)
                     /gene="ctaE"
                     /locus_tag="DJ46_2850"
     CDS             complement(2675947..2676570)
                     /gene="ctaE"
                     /locus_tag="DJ46_2850"
                     /EC_number="1.9.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c oxidase subunit 3"
                     /protein_id="AIK63963.1"
                     /translation="MHVDEKLTNETFPAEPEKATLEGKNKFVGFWLFLGGETVLFASL
                     FGTYLALKNSTNGGPTSQEMFQMPLVFIMTMLLLTSSLTSVYAMYHMKNFNFKKMQLW
                     LLVTVLLGLGFLGFEIYEFYHYAHEFKHTMRSSAFGSAFYALVGTHGLHVLFGLCWIL
                     TLIFRNAKRGLNLYNAPKFYVASIYWHFIDVVWVFIFTVVYLMGMVG"
     gene            complement(2676570..2678432)
                     /gene="ctaD"
                     /locus_tag="DJ46_2851"
     CDS             complement(2676570..2678432)
                     /gene="ctaD"
                     /locus_tag="DJ46_2851"
                     /EC_number="1.9.3.1"
                     /note="ctaD_CoxA: cytochrome c oxidase, subunit I"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c oxidase, subunit I"
                     /protein_id="AIK63776.1"
                     /translation="MSSVAKKQGMGAVIWDYLTTVDHKKIAILYLIAGGLFFVIGGIE
                     ALFIRLQLAIPNNAFLVGDAYNQVLTMHGTTMIFLAAMPLVFAFMNAAVPLQIGARDV
                     AFPFLNSLGFWLFFFGGVFLNLSWFLGGAPDAGWTSYASLALASKGHGVDFYVLGLQI
                     SGIGTLIGGINFLVTIINMRAPGMTYMRMPMFTWTTFVTSSLILFAFPPLTVGLGLLM
                     LDRLFGTSFFNPALGGNTIIWEHLFWIFGHPEVYILILPAFGIFSEIFATFSKKRLFG
                     YSSMVFATVLIGFLGFMVWAHHMFTVGLGPVANAIFSVATMAIAVPTGIKIFNWLFTM
                     WGGSIRFTTPMMWAVAFIPSFVMGGVTGVMLASAPADYQFHDNYFVVAHFHYVIVGGV
                     VFGLLAGAHYYWPLMFNKILNETLGKITFWLFFIGFHLTFFIQHFLGLIGMPRRYYTY
                     LEGQGLEMGNMISSIGAVFMALGTIVLLFNVIKTTVSKEKAGRDPWDGRTLEWTMPAP
                     TPEYNFKQLPFVRGLDPFWIEKREGNKEMTAAEPVGDIHMPNASFSPFIISLGLFIAA
                     FGAMYMQGGKDKFWLLVAIIGLIITFGAMFLRSVIDDHGYHIHKEDLEDKGGKA"
     gene            complement(2678466..2679515)
                     /gene="coxB"
                     /locus_tag="DJ46_2852"
     CDS             complement(2678466..2679515)
                     /gene="coxB"
                     /locus_tag="DJ46_2852"
                     /EC_number="1.9.3.1"
                     /note="coxB: cytochrome c oxidase, subunit II"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome c oxidase, subunit II"
                     /protein_id="AIK62042.1"
                     /translation="MKKQWRLLSFVSLLALLLGGCGKAFQSTLIPQGEVAKMQYDLLL
                     LASAIMVGVVLVVTIIFLYVIVRFRQKKGQEDYIPEQVEGNHKLEIIWTVIPIILLLI
                     LAVPTVTYTFKLADVSAMEKKNIDKDTIVVDVTANLYWWEFSYKSEKIVTSQDLVIPT
                     GKKVYLNLKGADIKHSFWVPSLAGKMDTNTDNVNKMWLKADKSGTYNGFCTEFCGPSH
                     SLMQFKVKALDESEYKKWLADMKKIDGKKEVASTKAQEGQEIFNKSCIGCHAVGSNDS
                     RPPSARIAPNLANFADRDTVAGIAENNEENLKKWLKDPENMKPGNKMNGKYGNLTDDQ
                     IDALNAYLQTLKVEK"
     gene            complement(2679609..2680532)
                     /gene="cyoE"
                     /locus_tag="DJ46_2853"
     CDS             complement(2679609..2680532)
                     /gene="cyoE"
                     /locus_tag="DJ46_2853"
                     /note="cyoE_ctaB: protoheme IX farnesyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="protoheme IX farnesyltransferase"
                     /protein_id="AIK63070.1"
                     /translation="MNHATSELHDESAVTSIPETTRLQDLKALVKMGIVNSNTLTVFT
                     GFWLALHFNGLSVMDNLDKLFFTIVGSGLVMAGVCCLNNYIDRDIDPLMERTKTRPTV
                     TGKYKPGFALTFGLVILLLGFVFLLLTTPMAVLMGFIGAFTYVVLYSLWTKRKYTLNT
                     VVGSISGAVPPLIGWAAIDPSLGHPIAWMLFLIMFIWQIPHFLALAMKRVDEYRNAGI
                     PMLPVVHGFEITKRQIMIWTVCLLPLPFYMSGLGITFMVIATLLNIGWIVLGFYGFRK
                     KDDIKWSVQMFVYSLNYLTILFVSMIVVTFF"
     gene            2681031..2681966
                     /gene="ctaA"
                     /locus_tag="DJ46_2854"
     CDS             2681031..2681966
                     /gene="ctaA"
                     /locus_tag="DJ46_2854"
                     /codon_start=1
                     /transl_table=11
                     /product="heme A synthase"
                     /protein_id="AIK63531.1"
                     /translation="MQRFIKWLAVITSLDLLIVLLGGALVTKTGSGQGCGKSWPLCNG
                     EFVPSNLSMETIIELSHRLTSGSAGILVTLLCILSWKYYKHVRETKTLAILSFVFLVA
                     QALMGAAAVVWGQMPAVLAIHFGISLISFASVILLTCLIFEIDQKFDARSLIMDKKMK
                     FHIYGVTIYCYLVVYTGALVRHERASLACPDFPLCSKNRPMPTQLHEWVQMGHRLAAM
                     LIFVWILYAMILAIRHYKQQPVVYWGWIISFILVTLQAIVGILVVFTNASLAMALLHS
                     LFISCLFAVLCYLVMLGTRSKVNAKEAASTSKQTK"
     gene            complement(2682044..2685490)
                     /gene="pyc"
                     /locus_tag="DJ46_2855"
     CDS             complement(2682044..2685490)
                     /gene="pyc"
                     /locus_tag="DJ46_2855"
                     /EC_number="6.4.1.1"
                     /note="pyruv_carbox: pyruvate carboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate carboxylase"
                     /protein_id="AIK63224.1"
                     /translation="MTKLQRIQKVLVANRGEIAIRVFRACSELGLKTVAIYSKEDSGS
                     YHRYKADESYLVGEGKKPIDAYLDIEGIIEIAKSNHVDAIHPGYGFLSENIQFAKRCE
                     EEGIIFIGPKSKHLDMFGDKVKARTQAQLAQIPVIPGSDGPVDSLEEVKEFAEKYDYP
                     IIIKASLGGGGRGMRIVRTSEELRESYNRAKSEAKAAFGNDEVYVEKFVEKPKHIEVQ
                     ILADEEGNVVHLYERDCSVQRRHQKVVEIAPSVSLSDDLRQRICEAAVKLTKNVNYLN
                     AGTVEFLVKDDNFYFIEVNPRVQVEHTITEMITGVDIVQSQILIADGHALHSKMVGVP
                     KQEEVVVHGFAIQSRVTTEDPLNNFMPDTGKIMAYRSGGGFGVRLDTGNSFQGAVIAP
                     YYDSLLVKVTTWALTFEQAAAKMERNLKEFRIRGIKTNIPFLENVVKHKNFLSGEYDT
                     SFIDASPELFLFPKRKDRGTKMLNYIGTVTVNGFPGVGKKEKPIFPDARIPNVLHSEP
                     IQNGTKQILDERGADGLVKWVQDQKRVLLTDTTFRDAHQSLLATRIRTKDLHQIAEPT
                     ARMLPNLFSAEMWGGATFDVAYRFLKEDPWERLLDLREKMPNVLFQMLLRSSNAVGYK
                     NYPDNLIQKFVECSAQAGIDVFRIFDSLNWVEGMRVAIDAVRDTGKIAEATMCYTGDI
                     HDPMRSKYDLNYYKNLAKELEVSGAHILGIKDMAGLLKPNAAYDLVSALKETVSIPIH
                     LHTHDTSGNGILTYTKAIEAGVDIVDVAVSSMAGQTSQPSANTLYYALGGNERQPDVN
                     IDSLEKLSHYWEDVRKYYAPFESGMNAPHTEVYMHEMPGGQYSNLQQQAKVVGLGDRF
                     DEVKVMYRRVNDMFGDIVKVTPSSKVVGDMALFMVQNHLTEQDVLERGHSMDFPGSVV
                     EMFSGDLGQPYGGFPKKLQEIILKGKEPLTVRPGELLEPVDFDALKEELFHKLGREVT
                     MFDVVAYALYPKVFMDYEKVAELYGNVSVLDTPTFFYGMRLGEEIDVEIEQGKTLMVK
                     LVSIGELQPDGNRVLYLEFNGQPREIVVKDESVKATVAQRVKGNRENPNHISATMPGT
                     VIKVVVKEGDEVKKGDSMAITEAMKMETTVQAPFNGKVKKVYVNDGDAIQTGDLLIEL
                     DH"
     gene            complement(2685814..2686998)
                     /locus_tag="DJ46_2856"
     CDS             complement(2685814..2686998)
                     /locus_tag="DJ46_2856"
                     /codon_start=1
                     /transl_table=11
                     /product="cell cycle family protein"
                     /protein_id="AIK66251.1"
                     /translation="MKRVWKSMDYSLLLPLVILCVLGVIMVYSSSSIVAISSKYNWPA
                     DHFFKKQLVSLAIGTVMLVIVAIVPYKFWRKKIVLAAMGLGGIGLLTAAFLFGKVING
                     AKGWILGIQPAEFVKIAVIITLASFFAKKQERQTPFLQGIIPPLFVVGGSMVLILLQN
                     DLGTDILIGGTVLIMFFCSGVNVNLWIKRFILTSIVWVPVLYFIGNYKLNNYQKARFS
                     VFLDPFNDPQNDGFQLVNSFIGIASGGLNGRGLGNSIQKYGYLPEPQTDFIMAIISEE
                     LGFIGVAIILICLLLIIIIRSFRVAQKCKDPFGSLIAIGIASLIGIQTFVNVGGMSGL
                     IPLTGVPLPFISYGGSSLLANLIAMGILLNIASNVKRQEKEQNEIMKEREQDGPRLVV
                     VK"
     gene            complement(2687124..2687411)
                     /locus_tag="DJ46_2857"
     CDS             complement(2687124..2687411)
                     /locus_tag="DJ46_2857"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65722.1"
                     /translation="MASETVSNHQEKALALLQADAEKILRLIKVQMDHLTMPQCPLYE
                     EVLDTQMFGLSREVDFAVRLGLIAEEQGKVMLGELERELSALHEAFTNKQQ"
     gene            2687562..2688059
                     /locus_tag="DJ46_2858"
     CDS             2687562..2688059
                     /locus_tag="DJ46_2858"
                     /note="putative bH2628 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63828.1"
                     /translation="MSEILFINGKVRFPITIDPTVWIFDDRKVDLTTYFDETRENTSE
                     LEAYLKNTSEHWDREIRDGAAFPPIQQSVKKYKKEQLITGTFGIPFHPFLANAEISDD
                     ATQVEIETVDDTITLPLDTVKNAILGFSKEGKPLKEDGPVHLYYNDGSNRRNPIRNIR
                     KFTII"
     gene            complement(2688091..2689419)
                     /locus_tag="DJ46_2859"
     CDS             complement(2688091..2689419)
                     /locus_tag="DJ46_2859"
                     /codon_start=1
                     /transl_table=11
                     /product="phoH-like family protein"
                     /protein_id="AIK64470.1"
                     /translation="MDKIYVLDTNVLLQDPLSIFSFETNEVVIPAVVLEEVDSKKRYM
                     DEVGRNARYVSKLIDKFREIGKLHESIPLENGGTFRIELNHRSFVQLQDIFVEKTNDN
                     RILAVAKNLSLEEQEKENGKSVILVSKDVLVRVKADAIGLKAEDYLSDRVIEVENIYS
                     GFLEGYISKEQLDYFYEKGELPLSEIANHPFYPNQFVVMKDALGGSSSALGIVDHLGK
                     KVKKLIFHNEQVWGIRPRNVQQIMGLELLLREDSPLVTLTGKAGTGKTLLALASGLMQ
                     TEDLGLYKKLLVARPIVPVGKDIGYLPGEKEEKLRPWMQPIFDNLEYLFNTKKPGELD
                     AILAGMGSIEVEALTYIRGRSIPDQFIIIDEAQNLTKHEVKTILTRVGEKSKIVLMGD
                     PQQIDHPYLDEYNNGLTYVVEKFKEQRISGHVKFVKGERSNLAQLAADLL"
     gene            complement(2689668..2690123)
                     /locus_tag="DJ46_2860"
     CDS             complement(2689668..2690123)
                     /locus_tag="DJ46_2860"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxamine 5'-phosphate oxidase family
                     protein"
                     /protein_id="AIK61616.1"
                     /translation="MANVVEPTLTDDLVQTLRKDCIVMVATTDFEKQVPNVSAISWVY
                     AVSKTSIRFAVDQRSRIVENIRHSTGVVLTIMANESVFSISGAGEILTDRMESIPLKL
                     TVIEVNVKEVRDVMFYGAKLATEPTYEKTYDLRAAKKLDNQVLVGMKEL"
     gene            2690284..2690469
                     /locus_tag="DJ46_2861"
     CDS             2690284..2690469
                     /locus_tag="DJ46_2861"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65886.1"
                     /translation="MICDKKDMLDDENPMAKKLRNRPIHTYMCMECSERIAERTMERH
                     ASGNFRLYRDKKVEDDW"
     gene            complement(2690505..2690780)
                     /locus_tag="DJ46_2862"
     CDS             complement(2690505..2690780)
                     /locus_tag="DJ46_2862"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66282.1"
                     /translation="MRSVQDALYNWLTIKTVAEARPDDSAAKETYLLFHNMIYEEHKL
                     KNVEVKKNEEMYLVTYEIDGERKSARFPLEAIDCFLDQMNREPEKYK"
     gene            complement(2690795..2691097)
                     /locus_tag="DJ46_2863"
     CDS             complement(2690795..2691097)
                     /locus_tag="DJ46_2863"
                     /codon_start=1
                     /transl_table=11
                     /product="ylaH-like family protein"
                     /protein_id="AIK64796.1"
                     /translation="MLERMSFFAKLCKVDENPELGMWLLYGIIIILSAIVYNLGFARK
                     LSIIKNIVIYISLAIGCTVLTFFAVFLPVGEGLVVAAIVLGMYRLRLRQARQQKAG"
     gene            complement(2691252..2693096)
                     /gene="typA"
                     /locus_tag="DJ46_2864"
     CDS             complement(2691252..2693096)
                     /gene="typA"
                     /locus_tag="DJ46_2864"
                     /note="typA_BipA: GTP-binding protein TypA/BipA"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein TypA/BipA"
                     /protein_id="AIK63957.1"
                     /translation="MLKKRQDLRNIAIIAHVDHGKTTLVDQLLRQAGTFRANEHVEER
                     AMDSNDLERERGITILAKNTAIHYEDKRINILDTPGHADFGGEVERIMKMVDGVLLVV
                     DAYEGCMPQTRFVLRKALEQNLTPIVVVNKIDRDFARPDEVVDEVIDLFIELGANEDQ
                     LEFPVVFASAMNGTASLDSNPANQEENMKSLFDTIIEHIPAPIDNSEEPLQFQVALLD
                     YNDYVGRIGVGRVFRGTMKVGQQVALMKVDGSVKQFRVTKLFGYMGLKRQEIEEAKAG
                     DLVAVSGMEDINVGETVCPVEHQDALPLLRIDEPTLQMTFLVNNSPFAGREGKYITSR
                     KIEERLRSQLETDVSLRVDNTESPDAWIVSGRGELHLSILIENMRREGYELQVSKPEV
                     IIKEVDGVRCEPVERVQIDVPEEYTGSIMESMGARKGEMLDMVNNGNGQVRLTFMVPA
                     RGLIGYTTEFLTLTRGYGMLNHTFDCYQPVHAGQVGGRRQGVLVSLETGKASQYGIMQ
                     VEDRGVIFVEPGTEVYAGMIVGEHTRENDLTVNVVKMKQQTNIRSATKDQTSTMKKPR
                     LMTLEESLEYLNDDEFCEVTPESIRLRKKILDKSERERAAKKKKSVEA"
     gene            2693237..2693416
                     /locus_tag="DJ46_2865"
     CDS             2693237..2693416
                     /locus_tag="DJ46_2865"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65091.1"
                     /translation="MEHIQYRFLLTAIIGVIFLIGIGIMIAENSPIGIIICIIGTFVT
                     VGYGFVTKRKIRKSQ"
     gene            complement(2693461..2694252)
                     /locus_tag="DJ46_2866"
     CDS             complement(2693461..2694252)
                     /locus_tag="DJ46_2866"
                     /codon_start=1
                     /transl_table=11
                     /product="inositol monophosphatase family protein"
                     /protein_id="AIK64831.1"
                     /translation="MQEVWKDIDAHAKQWIRDAGEHLMASMKKALIIETKSNAADLVT
                     NMDREIEQFLIGKIKETFPHHNILGEEGYGDEVTSSDGVVWLIDPIDGTMNFVHQKRN
                     FAISIGIYENGIGKIGLIYDPVHDELYHALKGAGAFCNEVPIPLLQRGIVEQGIVALN
                     AIWLTDNPLLNMESMMALVKKARGTRSYGCAALEMVYVATGRIDAYVTPRLSPWDFGG
                     GQIIVEEVGGKVTTFSGTPLSIVEKSSVLVAKPGVYEEVLSFISK"
     gene            complement(2694341..2694529)
                     /locus_tag="DJ46_2867"
     CDS             complement(2694341..2694529)
                     /locus_tag="DJ46_2867"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61566.1"
                     /translation="MRQVINALKRTDAEKRIPVLRLELDYELATLYDAMMENDKQKKE
                     ECVQKLEVLRLEMIRLEA"
     gene            2694736..2695362
                     /locus_tag="DJ46_2868"
     CDS             2694736..2695362
                     /locus_tag="DJ46_2868"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63521.1"
                     /translation="MTLQTFKSTDFEVFTVDGLEERMSAIKTNIHPKLEALGEQFAAY
                     LSKQTDENFFYHVAKHARRKVNPPNDTWVAFSTNKRGYKMLPHFQIGLWGTHAFIYFG
                     LIYECPQKVETAHAFLEHLNDLKTNIPNDFVWSIDHTKPSVKLHKTLETEDLQKMIER
                     LATVKKAELLVGIHISPEEFSAMTNEQFLAKIESTMQSLLPLYALCNR"
     gene            complement(2695444..2695713)
                     /locus_tag="DJ46_2869"
     CDS             complement(2695444..2695713)
                     /locus_tag="DJ46_2869"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65120.1"
                     /translation="MEYQYPLDYDWSNEEMVTMVKFYEAIEKAYEKGIIREELMGLYR
                     RFKEIVPSKAEEKKIDKEFQEVSGYSIYRAIQRAKEIEEQKLVKM"
     gene            2696080..2697552
                     /gene="speA"
                     /locus_tag="DJ46_2870"
     CDS             2696080..2697552
                     /gene="speA"
                     /locus_tag="DJ46_2870"
                     /EC_number="4.1.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine decarboxylase"
                     /protein_id="AIK62976.1"
                     /translation="MSQYETPLFTALVEHSKRNPIQFHIPGHKKGQGMDPEFREFIGH
                     NALAIDLINIAPLDDLHHPKGMIKEAQDLAAAAFGADHTFFSIQGTSGAIMTMVMSVC
                     GPGDKILVPRNVHKSVMSAIIFSGAKPIFMHPEIDPKLGISHGITIQSVKKALEEHSD
                     AKGLLVINPTYFGFAADLEQIVQLAHSYDIPVLVDEAHGVHIHFHDELPMSAMQAGAD
                     MAATSVHKLGGSLTQSSILNVKEGLVNVKHVQSIISMLTTTSTSYILLASLDVARKRL
                     ATEGKALIEQTIQLAEQVRNAINDIEHLYCPGKEMLGTDATFNYDPTKIIVSVKDLGI
                     TGHQAEVWLREQYNIEVELSDLYNILCLVTFGDTESETNTLIAALQDLSAIFKNKADK
                     GVRIQVEIPEIPVLALSPRDAFYSETEVIPFENAAGRIIADFVMVYPPGIPIFTPGEI
                     ITQDNLEYIRKNLEAGLPVQGPEDMTLQTLRVIKEYKPIS"
     gene            2697627..2698457
                     /gene="tgl"
                     /locus_tag="DJ46_2871"
     CDS             2697627..2698457
                     /gene="tgl"
                     /locus_tag="DJ46_2871"
                     /EC_number="2.3.2.13"
                     /note="-glutamine gamma-glutamyltransferase domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine gamma-glutamyltransferase domain
                     protein"
                     /protein_id="AIK62363.1"
                     /translation="MIVIGRSIVHPYITNEYEPFAAEKQQILSIMAGNQEIYSFRTSD
                     ELSFDLNLRVNIITSALELFQSGFQFRTFQQSFCNPQYWKRTSLGGFELLPNIPPSIA
                     IQDIFKNGKLYGTECATAMIIIFYKALLSLYEKETFNRLFANLLLYTWDYDQDLKLIT
                     KTGGDLVPGDLVYFKNPQVNPATIEWQGENTIYLGNFFFYGHGVGVKTKEEIIYALNE
                     RRVPYAFISAFLTDTITRIDSRLMSYHASPSTPQTSIGFIPIRDDAIVATVGNTTTVY
                     "
     gene            complement(2698491..2698619)
                     /locus_tag="DJ46_2872"
     CDS             complement(2698491..2698619)
                     /locus_tag="DJ46_2872"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61621.1"
                     /translation="MGTIVCQVCEGTIGHFEDEKSTVLYGKCGSHCDCDHKEHSKA"
     gene            complement(2698665..2698793)
                     /locus_tag="DJ46_2873"
     CDS             complement(2698665..2698793)
                     /locus_tag="DJ46_2873"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65418.1"
                     /translation="MGTIVCQVCEGTIGHFEDEKTTVLYGKCGTNCDCASKDNAKA"
     gene            complement(2698853..2698981)
                     /locus_tag="DJ46_2874"
     CDS             complement(2698853..2698981)
                     /locus_tag="DJ46_2874"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64970.1"
                     /translation="MGTIVCQDCEGTIAHFEDEKVTVLYGKCGSCGCDHTEHTKAQ"
     gene            complement(2699177..2699473)
                     /locus_tag="DJ46_2875"
     CDS             complement(2699177..2699473)
                     /locus_tag="DJ46_2875"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61421.1"
                     /translation="MFEKLYDEHESVKVRFLGFMTHDTRYDFGVIYTNMFFGKPLIVC
                     MQTGKSTLLGRDDVENIQYLQEVFKLGSEEEATELSQFFSFLVPSTSLHAEYEE"
     gene            2699601..2699993
                     /locus_tag="DJ46_2876"
     CDS             2699601..2699993
                     /locus_tag="DJ46_2876"
                     /note="rbstp2229 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65689.1"
                     /translation="MQHAFITLVPKSNQQSVSIDDIKQLFHYYKTVTSKTDVQINYAY
                     TNTAFPYDILDTSTTTLKLQSTHDRYDSIYVGVGIEKEQSYIQISLPPNATFGDKGKA
                     NEFCRFLAKKLEGELQLFNGRTMYFYKR"
     gene            complement(2699995..2700222)
                     /locus_tag="DJ46_2877"
     CDS             complement(2699995..2700222)
                     /locus_tag="DJ46_2877"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61067.1"
                     /translation="MRILHVIFYHFLLWSGFSIVLSLSNGDKLHYKVILFFVFLYLAY
                     VIAYFVLQIRKQALFLTCSNCILFLIIFSIF"
     gene            complement(2700460..2701872)
                     /gene="lpdA"
                     /locus_tag="DJ46_2878"
     CDS             complement(2700460..2701872)
                     /gene="lpdA"
                     /locus_tag="DJ46_2878"
                     /EC_number="1.8.1.4"
                     /note="lipoamide_DH: dihydrolipoyl dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoyl dehydrogenase"
                     /protein_id="AIK65288.1"
                     /translation="MVVGDFPIELDTVVVGAGPGGYVAAIRAAQLGQKVAIIEKANLG
                     GVCLNVGCIPSKALINAGHRYENAMHSDDMGITAENVKVDFTKVQEWKNGVVKKLTGG
                     VEGLLKGNKVEIIRGEAYFVDANTLRVMTEEAAQTYTFKNAVLATGSTPIEIPGFKYS
                     KRVINSTGALSLPEIPKKLVVIGGGYIGMELGTAYANFGTEVTVVEAGDEILAGFEKA
                     MSSVVKRALQKKGNVNIHTKAMAKGVEETETGVKVSFEVKGEIQTVEADYVLVTVGRR
                     PNTQEIGLEQVGVKMTDRGIIEIDEQCRTNVPNIYAIGDIVPGPPLAHKASYEGKVAV
                     EAISGHASAIDYIGIPAVCFTDPELASVGYTKKQAEEAGMTVTVSKFPFAANGRALSL
                     NSTDGFLQLVTRKEDGLLVGAQVAGAGASDIISEIGLAIEAGMTAEDIAQTIHAHPTL
                     GEITMEAAEVALGMPIHIVK"
     gene            complement(2701878..2703137)
                     /gene="pdhC"
                     /locus_tag="DJ46_2879"
     CDS             complement(2701878..2703137)
                     /gene="pdhC"
                     /locus_tag="DJ46_2879"
                     /EC_number="2.3.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoyllysine-residue acetyltransferase
                     component of pyruvate dehydrogenase complex"
                     /protein_id="AIK63878.1"
                     /translation="MAFEFKLPDIGEGIHEGEIVKWFIKPGDEVNEDDVLLEVQNDKA
                     VVEIPSPVKGKVLEVLVEEGTVAVVGDTLIKFDAPGYENLKFKGDDHDEAPKAEATPA
                     ATAEVVNERVIAMPSVRKYARENGVDIHKVAGSGKNGRIVKADIDAFANGGQAVAATE
                     APAAVEATPAAAKEEAPKAQPIPAGEYPETREKMSGIRKAIAKAMVNSKHTAPHVTLM
                     DEVDVTELVAHRKKFKAVAADKGIKLTYLPYVVKALTSALREYPMLNTSLDDASQEVV
                     HKHYFNIGIAADTDKGLLVPVVKDTDRKSIFTISNEINDLAGKAREGRLAPAEMKGAS
                     CTITNIGSAGGQWFTPVINHPEVAILGIGRIAEKPVVKNGEIVAAPVLALSLSFDHRL
                     IDGATAQKALNQIKRLLNDPQLLVMEA"
     gene            complement(2703230..2704207)
                     /gene="pdhB"
                     /locus_tag="DJ46_2880"
     CDS             complement(2703230..2704207)
                     /gene="pdhB"
                     /locus_tag="DJ46_2880"
                     /EC_number="1.2.4.1"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate dehydrogenase E1 component subunit
                     beta"
                     /protein_id="AIK61227.1"
                     /translation="MAQMTMIQAITDALRVEMKNDPNVLVFGEDVGVNGGVFRATEGL
                     QAEFGEDRVMDTPLAESGIGGLAVGLALEGFRPVPEIQFFGFVYEVMDSISGQLARMR
                     YRSGGRWTAPVTVRSPFGGGVHTPELHADSLEGLVAQQPGLKVVIPSTPYDAKGLLIS
                     AIRDNDPVIYLEHMKLYRSFRQDVPEGEYTIDLGKADIKREGTDVSVIAYGAMVHAAL
                     KAAEELEKEGISLEVVDLRTVQPLDIETIIASVEKTGRVVVVQEAQKQAGIAANVVAE
                     INDRAILNLEAPVVRVAAADTVFPFSQAESVWLPNHKDIVEAVNKVMNF"
     gene            complement(2704211..2705326)
                     /gene="pdhA"
                     /locus_tag="DJ46_2881"
     CDS             complement(2704211..2705326)
                     /gene="pdhA"
                     /locus_tag="DJ46_2881"
                     /EC_number="1.2.4.1"
                     /note="PDH_E1_alph_x: pyruvate dehydrogenase
                     (acetyl-transferring) E1 component, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate dehydrogenase (acetyl-transferring) E1
                     component, alpha subunit"
                     /protein_id="AIK65306.1"
                     /translation="MGTKTKKTLFNVDEQMKAIAAQFETLQILNEKGEVVNEAAMPEL
                     SDDQLKELMRRMVYTRVLDQRSISLNRQGRLGFYAPTAGQEASQLASHFALEAEDFIL
                     PGYRDVPQLVWHGLPLYQAFLFSRGHFMGNQMPENVNALAPQIIIGAQIIQTAGVALG
                     MKLRGKKSVAITYTGDGGASQGDFYEGMNFAGAFKAPAIFVVQNNRYAISTPVEKQSA
                     AKTVAQKAVAAGIYGIQVDGMDPLAVYAATAFARERAVNGEGPTLIETLTFRYGPHTM
                     AGDDPTRYRTKDIENEWEQKDPIVRFRAFLENKGLWSQEVEEKVIEEAKEDIKQAIAK
                     ADQAPKQKVTDLMEIMYEKMPYNLAEQYEIYKEKESK"
     gene            2705840..2705986
                     /locus_tag="DJ46_2882"
     CDS             2705840..2705986
                     /locus_tag="DJ46_2882"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61690.1"
                     /translation="MYGYSYCYPTCSYPSYGYGGSCGGSGRGFALIVVLFILLIIVGA
                     ACIR"
     gene            2706133..2706687
                     /gene="def"
                     /locus_tag="DJ46_2883"
     CDS             2706133..2706687
                     /gene="def"
                     /locus_tag="DJ46_2883"
                     /EC_number="3.5.1.88"
                     /note="pept_deformyl: peptide deformylase"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide deformylase"
                     /protein_id="AIK65528.1"
                     /translation="MLTMKDVIREGDPILRNVAEEVVIPASEEDTNTLKEMIEFVINS
                     QDPEMAEKYSLRPGIGLAAPQIGISKKMIAVHVTDTDGTLYSHALFNPKIISHSVERT
                     YLQSGEGCLSVDREVPGYVPRYTRITVKATSINGEEVKLRLKGLPAIVFQHEIDHLNG
                     VMFYDHINKENPFAAPDGSKPLER"
     gene            complement(2706750..2707523)
                     /locus_tag="DJ46_2884"
     CDS             complement(2706750..2707523)
                     /locus_tag="DJ46_2884"
                     /note="cof-sub: Cof-like hydrolase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="Cof-like hydrolase family protein"
                     /protein_id="AIK61049.1"
                     /translation="MNDKIVFFDIDGTLLDHDKKIPQSTRDAVKQLQEKGVHVAIATG
                     RAPFMFEDIRKELNIHNYVSFNGQYVVFEDEVIFNNPLHPDALHKFTQFAKEEGYPLV
                     YLDHQDMRASVEYHDYVKEGFGSLNFEHPAYEPNFYEKRNIYQTLLFCEVNEEEKFIN
                     QYPDFHFIRWHAYSMDIIPNGGSKAKGIEKFIERLGFNREQVYAFGDGLNDLEMIEAV
                     GAGIVMGNGHEDLKKLANYVTKDVSEDGIYHGLKWAGLL"
     gene            2708071..2708283
                     /locus_tag="DJ46_2885"
     CDS             2708071..2708283
                     /locus_tag="DJ46_2885"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64110.1"
                     /translation="MIFKVFYQEKMTEVPVRENTKVLYLEATSEKDVRTKLNKFAYNI
                     EFVQSVTGNHLEYEKANADLTLAEIV"
     gene            2708288..2709955
                     /gene="rnjA"
                     /locus_tag="DJ46_2886"
     CDS             2708288..2709955
                     /gene="rnjA"
                     /locus_tag="DJ46_2886"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease J 1"
                     /protein_id="AIK65940.1"
                     /translation="MKFLKNDQAAVFALGGLGEIGKNTYAVQFQDEIIIIDAGIKFPE
                     DELLGIDYVIPDYTYFVRNEDKIKGLFITHGHEDHIGGIPYLLRQVNIPIYGGKLAIA
                     LIKNKLEEHGLLRKAKLYEIQEDDVIKFKKTSVSFFRTTHSIPDSYGVVVKTPQGQVV
                     HTGDFKFDFTPVGEPADLTKMAEIGKDGVLCLLSDSTNSEVPNFTMSERRVGDSIQDI
                     FRKVEGRIIFATFASNIHRLQQVVEAAVENNRKVAVFGRSMEAAIEIGQNLGYIRCPK
                     DTFIDASQLNRLPANKVVILCTGSQGEPMAALSRIANGTHRQIQIIPGDTVVFSSSPI
                     PGNTISVSRTINMLYRAGADVIHGKLSNIHTSGHGGQEEQKLMLRLIKPKYFMPIHGE
                     YRMQRMHMKLANDCGIPEENCFIMDNGDVLALRSDEASVAGKIPSGSVYIDGNGIGDI
                     GNIVLRDRRILSEEGLVIVVVSIDMKEFKVAAGPDIISRGFVYMRESSDLINDAQTLI
                     TTHLEKVMERKTTQWSEIKNEITDTLAPFLYEKTKRRPMILPIIMEI"
     gene            complement(2709995..2710660)
                     /locus_tag="DJ46_2887"
     CDS             complement(2709995..2710660)
                     /locus_tag="DJ46_2887"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose/GDP-mannose dehydrogenase family,
                     NAD binding domain protein"
                     /protein_id="AIK62121.1"
                     /translation="MGEKEKEFAVIGLGRFGGSICRELAQLGMEVMAIDSDEDKINEF
                     ANIASHAVIADSTDEMVLKSLGIRNFDHVVVAIGDNLNSSILTTLILKELGVKNITVK
                     AQNDYHEKVLSKIGADHIVHPERDMGKRIANNIASSNVLDYLELSDEHSIVEIIANKK
                     IDGHSLIELDIRAKFGLNIVAIKRGKEVIVSPRATENIQAGDILIVIGHDDEVDRFKH
                     FLR"
     gene            complement(2710744..2711610)
                     /locus_tag="DJ46_2888"
     CDS             complement(2710744..2711610)
                     /locus_tag="DJ46_2888"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61745.1"
                     /translation="MQISSAILCFVLYAYVIIAAVYFGISFYAYRLANNNEYEETYNW
                     VKRYLSPVLEIMNGFVLFLFIGLIAFSTSLVGNKTTLFVLGIIIFMLLGIRIGNTVFW
                     NERKVDGWTGMLIPCMLAAIVTNIEHEYYQLHFWLIIVLTILSVLYISTVVLTYIANE
                     KGDVKGTHFFRGRALLWSVPTMAVIGIIAILVNGYQFTNWQLFLENWWIFILSFIAFL
                     GATHYLFHQHHYILALLFAFTQLLFAFFGQETLLFVFETFSSFGNIFVFGMLIFSIAF
                     YLQQYFYMQKQK"
     gene            complement(2711865..2712995)
                     /locus_tag="DJ46_2889"
     CDS             complement(2711865..2712995)
                     /locus_tag="DJ46_2889"
                     /note="amidohydrolases: amidohydrolase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK64390.1"
                     /translation="MAVSKFVQIRRDLHKIPEIGFKEWKTQQYILDYIGTLSNEHVEV
                     KVWRTGVIVKVKGKNPEKVIGYRADIDGLPITEETGYEFASVHEGMMHACGHDLHTTI
                     GLGLLTAAVTERIDDDLVFLFQPAEEGPGGALPMLESEELKEWKPNIILGLHIAPEYP
                     VGTIATKEGLLFANTSELYVDLKGKGGHAAYPHTANDMIVAASHLVTQLQSVISRNVN
                     PLDSAVITIGKITGGTVQNIIAEKSRLEGTIRTLSVESMSRVKSRIEAIVAGIEASFQ
                     CEAVIDYGAMYHQVYNHEALTREFMQFVSEQTDMKVITCTEAMTGEDFGYMLQEIPGF
                     MFWLGVNSEYGLHHAKLRPDEEAIEKAIVFLDQYVKWKGTRK"
     gene            complement(2713057..2713779)
                     /gene="dapD"
                     /locus_tag="DJ46_2890"
     CDS             complement(2713057..2713779)
                     /gene="dapD"
                     /locus_tag="DJ46_2890"
                     /EC_number="2.3.1.89"
                     /note="dapD_Ac:
                     2,3,4,5-tetrahydropyridine-2,6-dicarboxylate
                     N-acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="2,3,4,5-tetrahydropyridine-2,6-dicarboxylate
                     N-acetyltransferase"
                     /protein_id="AIK63804.1"
                     /translation="MKMMDANEIISFIQKSEKKTPVKVYIKGDLKEVTFPETVQAFVN
                     KKSGVLFGEWSEIKTILDENSKYIVDYVVENDRRNSAIPMLDLKGIKARIEPGAIIRD
                     HVEIGDNAVIMMNATINIGAVIGEGSMIDMNAVLGGRATVGKNCHVGAGAVLAGVIEP
                     PSAKPVIVEDDVVIGANVVVLEGVTVGKGAVVAAGAVVTEDVPPYTVVAGTPARVIKE
                     IDEKTKAKTEIKQELRQLNPEK"
     gene            complement(2713851..2714708)
                     /locus_tag="DJ46_2891"
     CDS             complement(2713851..2714708)
                     /locus_tag="DJ46_2891"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK65423.1"
                     /translation="MQIDDFQMMVVLAQESNMRKAAERLFVSQPALSQRLQSIEKQWG
                     MKFFIRSQKGLTITPEGEKVANYAKEMLQREEDIKSELAVFRTETHGTLKIAVASVIG
                     QYWLPPVLKKFVHKYPSVKISLFTGWSSEVQKQFYEGDVHVAILRGTQEYKGQKQQLF
                     EDELYLVDKEIKDISMLKETNRPFIQFKSDSTYYGQIQNWWYGLFSNPPKRTIVVDQI
                     ETCKQLVLNGIGYALLPSTVLKEVQENMYKTPVQLTRETWLLTSESARQLKQVQAFLE
                     IIEEIQMEK"
     gene            complement(2714877..2715320)
                     /gene="ykuL"
                     /locus_tag="DJ46_2892"
     CDS             complement(2714877..2715320)
                     /gene="ykuL"
                     /locus_tag="DJ46_2892"
                     /codon_start=1
                     /transl_table=11
                     /product="CBS domain-containing protein ykuL"
                     /protein_id="AIK63822.1"
                     /translation="MISIPKDEFQQIFVKDLMISSEKVAHVQIGNGLEHALLVLVKSG
                     YSAIPVLDPMYKLHGLISTAMILDGILGLERIEFERLEEMKVEQVMKQDIPVLKLEDS
                     FAKALEMTIDHPFICAVNEDGYFEGILTRRAILKLLNKKVRQHNR"
     gene            complement(2715490..2715681)
                     /locus_tag="DJ46_2893"
     CDS             complement(2715490..2715681)
                     /locus_tag="DJ46_2893"
                     /codon_start=1
                     /transl_table=11
                     /product="antirepressor AbbA family protein"
                     /protein_id="AIK61234.1"
                     /translation="MKREFVLTEEEESLLLDILFQQNYASEILAVELTDIENGLKKTD
                     VMQYKKITRLFYRLKNKGY"
     gene            complement(2715790..2716308)
                     /locus_tag="DJ46_2894"
     CDS             complement(2715790..2716308)
                     /locus_tag="DJ46_2894"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65566.1"
                     /translation="MTGEHKFYNVSERHLNFDMVFTRICNFIERDPRNLYRLSIGTDS
                     QAHQKDTRFITAIHIHRVGKGAWGCLHHQSVKDKPATLREKIYLETQFSQEIACLFTP
                     NHIQTIWDLLHPYAQDGAGFIMEIHLDIGNDGLTKEFILDMTAKIRAMGLTAKIKPDA
                     YAAFSYANRHTK"
     gene            complement(2716383..2716532)
                     /locus_tag="DJ46_2895"
     CDS             complement(2716383..2716532)
                     /locus_tag="DJ46_2895"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64170.1"
                     /translation="MERLPVVICPNCHNSAEIIHVLTAQSNQNVIYTCQVCQYVIRNI
                     ETNKG"
     gene            complement(2716744..2716980)
                     /locus_tag="DJ46_2896"
     CDS             complement(2716744..2716980)
                     /locus_tag="DJ46_2896"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66034.1"
                     /translation="MSLLQGILTRLVSLQEQAESGEVAQRYFEVNGERKCSVKFFDKS
                     EMYELEVYQQGEKPQVYQFDNIDMVAIEIYDIIS"
     gene            2717214..2717450
                     /locus_tag="DJ46_2897"
     CDS             2717214..2717450
                     /locus_tag="DJ46_2897"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaredoxin family protein"
                     /protein_id="AIK65931.1"
                     /translation="MKKIEVYTQPDCPPCVIVKEFLKHNNVVYEEFDVKKDAAARNRL
                     LYDYDSYSTPTVVINGEVVAGFQIEKLQQLLNIE"
     gene            complement(2717565..2718053)
                     /locus_tag="DJ46_2898"
     CDS             complement(2717565..2718053)
                     /locus_tag="DJ46_2898"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63408.1"
                     /translation="MRKYGIWLVLFVCVAFLVGYSVTTVLGKEEVKIDRKEVFTTIQK
                     GYETQFLIRGKHLPMNKMIETLSPYFTENFLQVFTDENSRSDKQSGEYLLPAKEAPFS
                     FNSETKMSYDEEHKILYVYERAKSGQYQIVTLQRDQGKWKLAGYHESQELLTEIKRLQ
                     QL"
     gene            complement(2718236..2719453)
                     /locus_tag="DJ46_2899"
     CDS             complement(2718236..2719453)
                     /locus_tag="DJ46_2899"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63502.1"
                     /translation="MIDALDVMSNLDKVLPYYQAIFSADEHTVIGYEVVGRIQTEEGI
                     QSLASFFHDDSIPSEFQLEADNIIVEKALNRYLESDQKLLLFIHRNANVLMNDDDESL
                     LQLLLMYEKQGLNLKNIVLEITEHECKEDIEQFNHLLMYYRTYGIQISINKVGTGTSN
                     LERISVLAPDILKVDLTNLRQTALLQSYQDILYSLSLLARRIGATLLYEEIDAFYQLQ
                     YAWKNGGRYYQGNYLKECLPDFIETNVLKERLGNECHQFIQHEKKKLQKIYNLTEMLR
                     DRIGDVLAKQKKNEDINDWLLQFSQSVSQCSFRIFICNEDGFQQSGNVMKKDGEWIVM
                     PEYYMKNWSWRPYFLENIMKMRFENKARLSDLYADIETGEMVRTFSFPIDDENFLFID
                     LSYEYLYEEDVLF"
     gene            complement(2719709..2720473)
                     /locus_tag="DJ46_2900"
     CDS             complement(2719709..2720473)
                     /locus_tag="DJ46_2900"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxyacyl-CoA dehydrogenase, NAD binding
                     domain protein"
                     /protein_id="AIK63726.1"
                     /translation="MKEKVVIITGGSSGMGKGMATRFAKEGARVVITGRTKEKLEEAK
                     LEIEQFPGQILTVQMDVRNTDDIQKMIEQIDEKFGRIDILINNAAGNFICPAEDLSVN
                     GWNSVINIVLNGTFYCSQAIGKYWIEKGIKGNIINMVATYAWDAGPGVIHSAAAKAGV
                     LAMTKTLAVEWGRKYGIRVNAIAPGPIERTGGADKLWISEEMAKRTIQSVPLGRLGTP
                     EEIAGLAYYLCSDEAAYINGTCMTMDGGQHLHQYPF"
     gene            2720717..2721574
                     /locus_tag="DJ46_2901"
     CDS             2720717..2721574
                     /locus_tag="DJ46_2901"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK62996.1"
                     /translation="MKKITRRDFLKTGMRTCLYSFITTSIGYYYAKYIEPHLLSFTEH
                     TLKSQLIPKSFHGMKILQFSDLHLGYYFSLQHLSKIVSKINAVKPDIVLFTGDLIDNY
                     QTYTDTPFVSSILKNIQAPFGKFSIYGNHDHGGYGTEYYEHIMRESGFELLLNSEKRI
                     RLLDNSEISIFGLDDILLGKPKIEKTLQRARQTTYNIVLVHEPDIAPQIANYPVNLQL
                     SGHSHGGQVQIPFLGAVVTPSLAQNYVEGFYTIGDLALYVNRGLGRTRVPFRFMSKPE
                     ITIFTLQHS"
     gene            2721672..2721908
                     /locus_tag="DJ46_2902"
     CDS             2721672..2721908
                     /locus_tag="DJ46_2902"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65957.1"
                     /translation="MYPYYQPIPVRSAPIGPVSDSRFFPFFGVPFLAGIAGGLLGGAL
                     AFGPRPYYPPYPPPFPPPAPYPCYGGPCQQPYYY"
     gene            complement(2722082..2724190)
                     /gene="ppk1"
                     /locus_tag="DJ46_2903"
     CDS             complement(2722082..2724190)
                     /gene="ppk1"
                     /locus_tag="DJ46_2903"
                     /EC_number="2.7.4.1"
                     /note="poly_P_kin: polyphosphate kinase 1"
                     /codon_start=1
                     /transl_table=11
                     /product="polyphosphate kinase 1"
                     /protein_id="AIK65300.1"
                     /translation="MELSKGNIVNLNDTAYYNNRELSWLAFNERVLQEAQDETNPLLE
                     RLKFISIFSSNLDEFFMVRVAGLKDQVSAGFNQPENKAGLTPKKQLNKIAIKAHELMT
                     VQYGTFKNYVLPALELEGIERLTFHDLTKEQREFIEEYFDEQIFPVLTPVAIDAYRPF
                     PMLLNKSLNLATLLYDEKQVEEENRTKLGIVQVPSLLERFIFLPSEGQKHKFILLEDV
                     ISSFTHKLFTGYKVSSVTRFRITRNADLTIHEEGARDLLKVIEKELKKRKWGAAVRLE
                     VGKEHIDERVLALLYEVLEVKDEDVYIMDGPLDLTCLFSLYKKLAPLYEHLVYPALIP
                     QRPQDLGDAEDVFEKAIEHDILLHHPFESFQPVVDFVRDAADDPNVLAIKQTLYRVSG
                     DSPIIQALKIAAEKGKQVTVLVELKARFDEENNVHWAKELEQAGCHVIYGVSHLKTHS
                     KITLVVRRKNGKIERFVHLGTGNYNDATAKLYTDFGYITSRKDFGVDATNFFNYLSGY
                     TTKPHFHHLSVAPFDIREQFMDLIDEEIRYHRQYGNGYIIAKMNSLTDKPLIKKMYEA
                     SQAGVKVELIVRGTCCLRPGIPNVSENIRVVSVVGRYLEHSRIYYFHHNGEEKIYLSS
                     ADWMTRNMEKRVEISFPILDIEMKARIKAILQLTLADNVKTREQNKDGDYYYVINSGA
                     EEIDSQVKLFKMAYQNTDAE"
     gene            complement(2724299..2725837)
                     /locus_tag="DJ46_2904"
     CDS             complement(2724299..2725837)
                     /locus_tag="DJ46_2904"
                     /codon_start=1
                     /transl_table=11
                     /product="ppx/GppA phosphatase family protein"
                     /protein_id="AIK65575.1"
                     /translation="MKEILKQQYAIIDIGSNTMRLVIYEKQNGGFYKEIENTKVVARL
                     RNYLVDGVLIEEGIEVLLQTLFQFQESTRFHQLHHVLCVATATIRQAKNQEEIKKLVE
                     GQTDFTLRVLSEYEEARYGYLAVMNSTSFSEGITVDIGGGSTEVTYFRNREILEYHSF
                     PFGALSLKQQFIKDDIPTEEELEKLQTYLEYQFRTLPWLIDKKLPLIAIGGSARNLVK
                     IHQNLICYPIAGVHLYKMKEEDIKNVKEELEALSFIELQKLEGLAKDRADTIVPAVEV
                     FHTLVNVIEAPAFVLSRKGLREGVFYEELTKDLGISYYPNVVEESLYLLSHEYEMDME
                     FVMQLIKHGRLICQQLEETGLISMSVEDWEVFHQAAKVFNIGKYIDEEASRLHTFYLL
                     ANKTIDGMMHKERVRLALIASYKSKMLFKQHLSPFEGWFDKNEQKKIRLLGAVLQFSA
                     ALNIRQRSLVESISITESKEGLTFEIVCEQSALAEKVQAEKQKKQLERVLKTNIILLF
                     KLKN"
     gene            2726015..2726473
                     /locus_tag="DJ46_2905"
     CDS             2726015..2726473
                     /locus_tag="DJ46_2905"
                     /codon_start=1
                     /transl_table=11
                     /product="ykyB-like family protein"
                     /protein_id="AIK61640.1"
                     /translation="MKPSQPQSQLQNQHSINRLAQSIFVVNRHAKAATNPKYLYWLKK
                     TALERLITEKKAIKEGLHFSRNPRFSQQQSDVLIRLGDYFFHIPPTKEDFRILPHLGH
                     LESSYRNPKTTLSLTVAKKTLQDYIGPEALKQEKKLSEPVPWYSRTYTKK"
     gene            complement(2726505..2727167)
                     /locus_tag="DJ46_2906"
     CDS             complement(2726505..2727167)
                     /locus_tag="DJ46_2906"
                     /codon_start=1
                     /transl_table=11
                     /product="cell-wall binding lipofamily protein"
                     /protein_id="AIK65304.1"
                     /translation="MLKYSKLAIVTALSMTLLAGCFGPKPEEELYVAFENAAKQEKTM
                     FEDAKKLETLEKEGQELYNQIVQEGKDNNQTVKEKLNQAVKNTDEREKVLKKEKESLN
                     KAQEEVKSADKYVKKIEDKKLKDQADKVKSTYEKRHDSFNKMYDSYNKSLKQEKELYT
                     MLQDKGTKLKDISEKVKVVNQSYKDIDSEKDKFNEFTKSYNTEKIAFYKQANIKIKEE
                     KK"
     gene            complement(2727822..2728463)
                     /locus_tag="DJ46_2907"
     CDS             complement(2727822..2728463)
                     /locus_tag="DJ46_2907"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK61178.1"
                     /translation="MKHKGKISGLLLGNTVAVTEWIALQDVITKLDSRSFYTVFIIYI
                     LQMILSYYFGHWYDKKASEQVDMEVGGMASNDFVVDFFKKVAALTERDSHNITVYILS
                     VKEWKELKETVQEKKMEVLIQKLESTIVKTIRKGDVVTRWDENKYVIVAIDNGHEKST
                     ITNRLMKNIESEIENGLLSMTLLFGAASYPIEGKAFEELLRKAQNQLYQNRNL"
     gene            2728628..2728861
                     /locus_tag="DJ46_2908"
     CDS             2728628..2728861
                     /locus_tag="DJ46_2908"
                     /codon_start=1
                     /transl_table=11
                     /product="phage lysis, holin family protein"
                     /protein_id="AIK61508.1"
                     /translation="MLQKENLSDIIRLLAGFLLSLKLLFNSFGINFITNDQIDAIVNV
                     ASFLFILYFGFKNNYVGKKGIEQKKVLKKHNLH"
     gene            complement(2728893..2729393)
                     /locus_tag="DJ46_2909"
     CDS             complement(2728893..2729393)
                     /locus_tag="DJ46_2909"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61564.1"
                     /translation="MKIWKRISDQGRHSIPLQPVLWIDGSKKENECPNIAVTLQIRSM
                     YKEKFSYELIYDVNDILIIRIEVENKGMEMISRVVVSHMIRDYFAYIPNSLKADKGMS
                     EFLFQLVRWRIDNLLPDEKVELICKIKANKDKALKNALFQATYTFQYNGVSYGPLQTN
                     EVVVRQ"
     gene            2729817..2731358
                     /locus_tag="DJ46_2910"
     CDS             2729817..2731358
                     /locus_tag="DJ46_2910"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK62127.1"
                     /translation="MESQLLKKDSNKTKFVVAGLLLGILMAAMDNTIVATAMATIVGD
                     LGGFDKFVWVTSAYMVATMAGMPIFGKLSDMYGRKRFYIGGLILFLFGSALCGTASSI
                     EQLSIYRAIQGIGGGALMPIAFTIMYDIFPPEKRGKMTGLFGAVFGTSSVFGPLLGAY
                     ITDYISWHWVFYINIPLGLISFFFITKYYSESLEFRKQKIDWAGAITLVISIVCLMFA
                     LELGGKEYAWNSTVIIGLFTTVVIMLIIFFFVERKATEPIISFHLFKKPLFAASQGVA
                     FFYGAAFIICTVYIPIFVQGVLGGSASNAGLILTPMMVGSVIGSQTGGQLASRTSYRN
                     IMMVSGVFFVLGIYLLSTLTMDTPRLLVTLFMVLAGLGVGFSFSVLSMSSIHKLEMRD
                     RGSATSTNSFFRSLGMTLGVTIFGTIQNHIFTDKLNTLFPPELAKLAPKGEDTSFLLS
                     PGATDKIPAEILTGIKEALATSIASTFFWALIPAVLSIICILLMGNERLFTGPKTKQK
                     QKQVS"
     gene            2731450..2732007
                     /locus_tag="DJ46_2911"
     CDS             2731450..2732007
                     /locus_tag="DJ46_2911"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK63051.1"
                     /translation="MSMKLVILGLLLEGDKHPYEVQHIMKERQMDCYIKYAKGSLYYA
                     FEQLEKQRAIRVTTIVRDTNRPDKTIFHITEEGKRLFHTLLLKQFEAKNQIYKPIYSA
                     LSFAHFGNDQELVPILEKKKNDTIQYLHNMQTIYDCSKGKIPRAQLYILQSVIEHITV
                     ELQWLNTLLTDAVEGRLSEIDIDED"
     gene            2732625..2734913
                     /gene="metE"
                     /locus_tag="DJ46_2912"
     CDS             2732625..2734913
                     /gene="metE"
                     /locus_tag="DJ46_2912"
                     /EC_number="2.1.1.14"
                     /note="met_syn_B12ind:
                     5-methyltetrahydropteroyltriglutamate--homocysteine
                     S-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="5-methyltetrahydropteroyltriglutamate--
                     homocysteine S-methyltransferase"
                     /protein_id="AIK62628.1"
                     /translation="MAIQTSNLGYPRIGLQREWKKTLEAFWSNKINEEQFLTTMKEIR
                     LQHVKVQQEKGIELIPIGDFTYYDHVLDTAYMLGFIPSRFSEFTSYLDVYFAMARGSK
                     DHVASEMTKWFNTNYHYIVPEYEEGLQISLKDNRPLRLYEEAKQELGVDGKPVILGPY
                     TFLKLAKGYTQEQFATILKQLVAPYVQLLSELHAAGAQIIQVDEPIFASLTKEEVQQA
                     KEIYEAIRKEVPNATLLLQTYFDSVEENYEEIITFPVSSIGLDFVHGKEGNLNAVSKY
                     GFPADKTLAVGCIDGRNIWRADLDEVLTLFTTLQKQVQTKDLIVQPSCSLLHTPIDKT
                     EETHLSTELFDALAFANQKLEELVLIHSALTQGTESISNELETYRNVHHTIRSSAARN
                     REDVKAARTALKEEDFSRPLPFEKRYELQQVALKLPLLPTTTIGSFPQTTEVRQTRKE
                     WRNGIISNEQYEQFIEKETEKWIRYQEEIGLDVLVHGEFERTDMVEYFGERLAGFSFT
                     KNGWVQSYGSRCVKPPVIYGDVAFINGMTIKETVYAQSLTEKVVKGMLTGPVTILNWS
                     FVRNDIPRKEVSYQIALALRHEIELLESSGIRVIQVDEPALREGMPLKEKDWDAYITW
                     AVQSFLLATSSVANETQIHTHMCYSNFEDIVDAIRALDADVISIETSRSHGEFIDTLK
                     HTTYEKGIGLGVYDIHSPRVPSKDEMYKIVEQSLQVCDPKYFWINPDCGLKTRRTEEV
                     IPALEHMVQAAKDARSLLKTNA"
     gene            complement(2734950..2735339)
                     /locus_tag="DJ46_2913"
     CDS             complement(2734950..2735339)
                     /locus_tag="DJ46_2913"
                     /codon_start=1
                     /transl_table=11
                     /product="competence J family protein"
                     /protein_id="AIK64464.1"
                     /translation="MELTISYSQLMLMNYDGEQPYVDWTDEDFERGYAKADGTVIFEA
                     LSDYTCEVKVTPGKHIEKEEVVRTVAVPFTVENECIVVTSILSNKFQIPIPNGEYTVV
                     LQATPLEEPTDDELYKIQYEFFFESKE"
     gene            complement(2735684..2735809)
                     /locus_tag="DJ46_2914"
     CDS             complement(2735684..2735809)
                     /locus_tag="DJ46_2914"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63807.1"
                     /translation="MKQLKGIIISIIAILSILVAVYEVLVPEETSTKKQMRMIKF"
     gene            2736046..2736795
                     /locus_tag="DJ46_2915"
     CDS             2736046..2736795
                     /locus_tag="DJ46_2915"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65408.1"
                     /translation="MEATYKTKDVTNKTGIPKHIVRKYSQLLEEHGYMISKTADARIY
                     KLDDLKLLKSIHERAATLQEDISETIPIILKEKEAPPVPVIQDKQEIQPKEKEDGRNF
                     EEFMLKLEMLAQLNEAIIHQNSTLITQNRLKDEKLDELMQQVYVKEGSQEKMLQELVD
                     HAAQTDALQKEKMDLLMNHMYKRESKQEEKMNKLVNQIYNKDSNRDAQLMQVIREIQE
                     TKRLVAASKEQSFFQSFRSLFSRTKQEKTTE"
     gene            complement(2736849..2738123)
                     /locus_tag="DJ46_2916"
     CDS             complement(2736849..2738123)
                     /locus_tag="DJ46_2916"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK64961.1"
                     /translation="MELIRDLMIQIAIIILPLFLYEAIRLNRYQEMPPKPNRYFIMFL
                     SSITLVLSMTYSICFGDVCGYNFHPIPIVSGFLYGGIVGLVPAAIFVAYEWVLKGINL
                     LPVIEVIFLSIVPLFLSKKWSLFSRDKKLILAFMISSLYVLVSLVIGMINVLLETGFT
                     PYVSHLYSGYIFASLIMVMTMVFQVYLTEYLNENAILRTEMQKSEKLNIVSELAASVA
                     HEVRNPLTVVRGFIQLLESTEDVKNKDYMRLVLAELDRAEQIISDYLNLARPQIEKKE
                     HICLSAQLIEMTTLMSSFAAMQGVYLQVEISESLYTIGDKTKLKQAIMNVVKNGIEAI
                     QGNKGYLKVTAMQKDETIVIRVKDSGVGMTKEQLARLGQPYYSLKEKGTGLGLMVTFS
                     ILQAHNGTLEYKSESGQGTEAIIILPAVRNKE"
     gene            2738434..2738634
                     /locus_tag="DJ46_2917"
     CDS             2738434..2738634
                     /locus_tag="DJ46_2917"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64647.1"
                     /translation="MAGTTLVLKEENLVVLENVEKSVYEELQHKTGEANCTCAVNESV
                     VHLGKVSSVLWNEDEIDWEYGY"
     gene            2738757..2739920
                     /locus_tag="DJ46_2918"
     CDS             2738757..2739920
                     /locus_tag="DJ46_2918"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminotransferase A"
                     /protein_id="AIK62813.1"
                     /translation="MEQFINPRVKDIQISGIRQFSNMIQNYDNLISLTIGQSDFPTPS
                     LVKEAAKRAITENYTSYTHNAGLLELRKAACNFVKDNYDLHYSPETETIVTIGASEAI
                     DVAFRTILEPGTEVILPAPIYPGYEPIIRLCGATPIFIDVRETGFRLTAEALENAITE
                     KTRCVVLPYPSNPTGVTLSKKELQDIADVLKDKNIFVLSDEIYSELVYEQTHTSIAHF
                     PEMREKTIVINGLSKSHSMTGWRIGLLFAPSYLAGHILKVHQYNVTCATSIAQYAAIE
                     ALTAAKDAPKMMRHQYKKRRDYVYNRLIQMGLTVEKPTGAFYLFPYVGHLTSSSFDFA
                     LDLVKEAGLAVVPGTAFSEYGEGYLRLSYAYSIETLKEGCDRLEAFLQQKAKS"
     gene            complement(2739925..2740956)
                     /locus_tag="DJ46_2919"
     CDS             complement(2739925..2740956)
                     /locus_tag="DJ46_2919"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator"
                     /protein_id="AIK66182.1"
                     /translation="MTVTIKDVAKKANVAPSTVSRVIADNPSISEKTKRRVRKVMSEL
                     GYHPNLNARNLANQTTKTLGLVMPSSASKAFQNPFFPEVIRGISSFAHVEGYALYMST
                     GETEDEIFNGVVKMVQGRQIGGIILLYSRENDRIIQYLHKQNFPFVLIGKPYDRKEEI
                     TYVDNDNYTAAREVAEYLISLGHKQIAFIGGGSDLLVTRDRLAGMSDALKLADIVLPK
                     EYILHFDFSRESGQQAVEELMGLKQPPTAIMATDDLIGLGVLSALSKKGFVVPKDVSI
                     VSFNNALLSEIASPPLSTVDVNIYQLGYEAAKALVDKVENAESTAKCIIIPHKLLKRQ
                     TCDHYATKS"
     gene            complement(2741237..2742079)
                     /locus_tag="DJ46_2920"
     CDS             complement(2741237..2742079)
                     /locus_tag="DJ46_2920"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK66364.1"
                     /translation="MNIKRQKMLRLSLSYLVIFVMCAIIFYPLLWIIGSSFNPGDSLS
                     GSSIIPQNATLDHYRKLLDLENSNYLLWYKNTLKVSVLTMIFSVLAISFTAYAFSRYR
                     FVGRKNGLLTFLILQMIPNFAALIALYVLAQLTGLIDTHLALILIYVGGAIPMNTWLM
                     KGYFDTIPKELDESARMDGAGHFRIFWQIIMPLAKPIVAVVALFTFIGPFTDFILASI
                     ILRTPENYTLAVGLYEMVAKKFGNEFTTFAAGSVLIAIPISILFLSLQKYFISGLTAG
                     GTKG"
     gene            complement(2742080..2743381)
                     /locus_tag="DJ46_2921"
     CDS             complement(2742080..2743381)
                     /locus_tag="DJ46_2921"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63708.1"
                     /translation="MQTSMEPANGLNGSKHRKMATMLSIIPGVGQMYNKQFVKGLIFL
                     VLTGSFIVAFADLLNMGLWGIVTLGTEVPRDHSVFLLVEGILALIVIVFGLGIYAFNL
                     YDAYQNGKKRDIGTPLNSVKEQYRNLLDQGFPYLMVSPGFLLLIFVVVFPIIFVILIG
                     FTNYDLYHSPPAKLVDWVGFKNFIDIFTLPMWRETFLSVFSWIVIWTFVATTLQVALG
                     IFLAIIVNQPGIKGKAIIRTIFILPWAVPAFVSILVFSGMFNETFGAINNQVLALFGI
                     EKIAWMTDPFWAKIALIMIQTWLGFPFVFAMTTGILQSIPGELYEAATVDGATAWQQF
                     RKITLPLVLYATAPILITQYTFNFNNFSIIYLFNGGGPAVAGQDAGGTDILISWIYKL
                     TMTSAQYGKAAALTMILSLIVITVALWQFKKTKSFQEEDMM"
     gene            complement(2743446..2744705)
                     /gene="cycB"
                     /locus_tag="DJ46_2922"
     CDS             complement(2743446..2744705)
                     /gene="cycB"
                     /locus_tag="DJ46_2922"
                     /codon_start=1
                     /transl_table=11
                     /product="cyclodextrin-binding protein"
                     /protein_id="AIK62154.1"
                     /translation="MKKALSLLTVSALSIGMLSACGPKDSGKKEESKAKKDYDLLVWE
                     DDKKGVGLEPAVKSFEEKYKVKVKVVEMQMTDQVKKLRLDGPAGTGPDVVTLPHDQIG
                     NAVTEGLLSEVKADDAVKSKFTDSSIEAQTYNGKLYGLPKAIETPVFIYNKKLMPKAP
                     ETMDELFNFSKEFTKDGKYGFLALGDNFYFANAFMAGMGGYVFGEKDGKPNASDVGLN
                     NSGAVQGAEYLQKWYKEKLFPKGIIGESGGPAADGLFNEGKAASIMNGPWAFQAMEKN
                     GIDYGVAPMPKLPNGQPLKTFVGVKGWHVTSFSKQNDLATKFTEWVTNEENAKIRFEK
                     TKEIPPVKAVMEDPIIKDNEAAKAVATQSENGIPMPNIPEMQEVWKPAGDALQLVVTD
                     KEAPKAALDSAVKQIKGNIEANHSKQK"
     gene            2745031..2746791
                     /gene="nplT"
                     /locus_tag="DJ46_2923"
     CDS             2745031..2746791
                     /gene="nplT"
                     /locus_tag="DJ46_2923"
                     /EC_number="3.2.1.135"
                     /codon_start=1
                     /transl_table=11
                     /product="neopullulanase"
                     /protein_id="AIK65928.1"
                     /translation="MLKEAIYHRPKDNYAYAYDEKTIHIRIRTKRDDVQSTTLIYGDP
                     YEWKDGKWISSSTPMKKTGSTALFDYWFISIEPKFKRLRYGFELKNDTDTLIYAERGF
                     FSTTPNDDVGNFFCFPFIHANDVFKAPSWIKDTVWYQIFPERFANGDHTLNPENTLPW
                     GSAEPTPTNFFGGDFAGIIQNLDYLVKLGISGIYFTPIFKAHSNHKYDTIDYMEIDPQ
                     FGTKETFKELVQACHTHGIKVMLDAVFNHSGYFFDKFQDVLQNGEQSAYKEWFHIHEF
                     PIRTEPLPNYDTFAFTPYMPKLNTAHPDVKEYLLEVGRYWVREFNIDGWRLDVANEVD
                     HNFWREFRSEIKALNSEVYILGEIWHDALPWLQGDQFDAVMSYPVTNALLSYFANDSI
                     KANEFMKQITESLHSYSMNVNEAAFHLLDSHDTPRILTTCNGDKNKLKLLYVFHLSFI
                     GSPCIYYGDEIGMDGGMDPDCRKCMVWDTEEQDHTLFTHVQTLISLRKQYKAFGGHGT
                     FQFIEANDEYNYISYTKTYEDETIFFVLNPTNSDITASLPLHVTGKKIINIYTNEEFS
                     AEASVLQVTLPPYGFSILKW"
     gene            complement(2746832..2748508)
                     /gene="malL"
                     /locus_tag="DJ46_2924"
     CDS             complement(2746832..2748508)
                     /gene="malL"
                     /locus_tag="DJ46_2924"
                     /EC_number="3.2.1.10"
                     /codon_start=1
                     /transl_table=11
                     /product="oligo-1,6-glucosidase"
                     /protein_id="AIK64213.1"
                     /translation="MEKQWWKESVVYQIYPRSFMDSNGDGIGDLRGIISKLDYLKELG
                     IDVIWLSPVYESPNDDNGYDISDYCKIMNEFGTMEDWDELLHEMHERNMKLMMDLVVN
                     HTSDEHNWFIESRKSKDNKYRDYYIWRPGKEGKEPNNWGAAFSGSAWQYDEMTDEYYL
                     HLFSKKQPDLNWDNEKVRQDVYGMMKFWLEKGIDGFRMDVINFISKEEGLPTVETEEE
                     GYVSGHKHFMNGPNIHKYLHEMNEEVLSHYDIMTVGEMPGVTTEEAKLYTGEERKELQ
                     MVFQFEHMDLDSGEGGKWDVKPCSLLTLKENLTKWQKALEHTGWNSLYWNNHDQPRVV
                     SRFGNDGMYRIESAKMLATVLHMMKGTPYIYQGEEIGMTNVRFESIDEYRDIETLNMY
                     KEKVMERGEDIEKVMQSIYIKGRDNARTPMQWDDQNHAGFTTGEPWITVNPNYKEINV
                     KQAIQNKDSIFYYYKKLIELRKNNEIVVYGSYDLILENNPSIFAYVRTYGVEKLLVIA
                     NFTAEECIFELPEDISYSEVELLIHNYDVENGPIENIPLRPYEAMVFKLK"
     gene            2748770..2749870
                     /locus_tag="DJ46_2925"
     CDS             2748770..2749870
                     /locus_tag="DJ46_2925"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65593.1"
                     /translation="MAELKLENIYKIYDNNVTAVTDFNLHIQDKEFIVFVGPSGCGKS
                     TTLRMVAGLEDISKGEFSIDGKLMNDVPPKDRDIAMVFQNYALYPHMSVYDNMAFGLK
                     LRKIPKEEIDRRVKDAAKILGLEQYLDRKPKALSGGQRQRVALGRAIVRDAKVFLMDE
                     PLSNLDAKLRVAMRSEISKLHHRLGTTTIYVTHDQTEAMTMASRLVVMKDGKIQQIGT
                     PKEVYETPENIFVGGFIGSPAMNFFRGKLTETDFVIDNVTKIKVTEGKMKILREQGYV
                     NKDIVLGIRPEDIHDELLFLEASQSTAFTTKIEVAELLGAESILYMKLGNQDFAARVD
                     ARHTFSPGDQIKLAFDMNKAHFFDSQTEQRIR"
     gene            complement(2749937..2750446)
                     /locus_tag="DJ46_2926"
     CDS             complement(2749937..2750446)
                     /locus_tag="DJ46_2926"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK64037.1"
                     /translation="MTVRLIEGVMKMKLAGKVAIVTGGGIGIGRNTALLLAKQGAKVI
                     VTDIDQESGQATVEEITNLGGEALFVSYDMEKQRDWQRVISITLNAFSRIDMLFQNAG
                     LYKIDSIFSRQQENDSNVLCITDVWIEIKQLTSSFMKQQEEVVLSDLPIFGIIGTKGQ
                     SFHTVEALG"
     gene            complement(2750511..2750609)
                     /locus_tag="DJ46_2927"
     CDS             complement(2750511..2750609)
                     /locus_tag="DJ46_2927"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66307.1"
                     /translation="MTGGSVIFWGILIFIGLVFDQRNSKKKEGVKK"
     gene            complement(2750787..2751242)
                     /locus_tag="DJ46_2928"
     CDS             complement(2750787..2751242)
                     /locus_tag="DJ46_2928"
                     /codon_start=1
                     /transl_table=11
                     /product="RDD family protein"
                     /protein_id="AIK62897.1"
                     /translation="MKLKMHRPALVMNRIGASLIDMFLISVMYGAVVAVMTGNYSAIF
                     NRFNISFGDYRYDLAVVFILMAIYFILLPFIWNGVTLGKKVTRIKLISLKSEKLTLQT
                     LTIRFFVLLLPNILLLGIPILCNVYMMLFRKDNCGFQDLITKTKVISLV"
     gene            2751374..2751805
                     /locus_tag="DJ46_2929"
     CDS             2751374..2751805
                     /locus_tag="DJ46_2929"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61557.1"
                     /translation="MKKWIILFVAFLLAGCAGNTNHITYTINDEYELIRTSGNAFELF
                     PTQDAVYATQYIPAKITDIAWDDKYIIAKQTEEKSDPNNPDAAIANKKSEHYWIIDVK
                     HNKRFGPYNEKQFHEQKDAFKIKVPFQSIDAYIKEQKKQSA"
     gene            complement(2751853..2752617)
                     /locus_tag="DJ46_2930"
     CDS             complement(2751853..2752617)
                     /locus_tag="DJ46_2930"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64818.1"
                     /translation="MMKAWKSIFVLCSFLLMLSGCFHQEEKKVEPKKKESIPETKEYG
                     GRELKKVGQKVKETGWGTFKLEQIHSVNQTFEVAPMKIHVQDVKVISLSQMSKDAKNT
                     LKVYTALTPEEVKRRLGDKVSQEDAELYASLSGTEISDTIRYVEITYKVENSGNKNMQ
                     FFSMNDVVINDKQHFKVATQNFLYDEDTLVGTKNVSREDYKPGETREGIIGLILDDGK
                     EKVKDIKFTTDNAVAGDAEAQDVVKEPQTFNISLSE"
     gene            complement(2752653..2753381)
                     /locus_tag="DJ46_2931"
     CDS             complement(2752653..2753381)
                     /locus_tag="DJ46_2931"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64208.1"
                     /translation="MPFTFAHPAAVLPFAKKHSKHISVTALILGSMAPDFEYFLHFRP
                     YGVIGHTWLGFLYLNLPLVFLLAYIYHYILKKPFITHLPKPFAGYYTYAVDERWGLHT
                     GKEFFVFCYSALFGMLTHVVWDAFTHNTGYFVMKIPLLQIELRSIPLYKYMQHGSTCV
                     GLLLLLYVLWKYKDETGKDMIIASEKIKYWISVLVVAAIIFIVHAFVDPYFHIFQIGG
                     IIVSGLTSSFCGLFIVSIVYKAKD"
     gene            2753594..2754319
                     /locus_tag="DJ46_2932"
     CDS             2753594..2754319
                     /locus_tag="DJ46_2932"
                     /note="recF/RecN/SMC N terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61130.1"
                     /translation="MIDVPFLQNVTLKKENIPSFSAYPYCLPAIRTLQSLAFHPNVTF
                     IIGENGTGKSTLLEGIAIALGFNAEGGTKNFRFSTNDSHSSLHEYLRISKSFNTPNDG
                     FFLRAESFYNVASYIDEIDAIKSYGGVSLHEQSHGESFFSLFMNRFSGQGLYILDEPE
                     AALSPMRQLSMLIRMHELAEQGSQFVIATHSPILMAYPESTIYSLTQERIHESTLEET
                     EHYQTTKLFFENRDRLFHHLFDS"
     gene            complement(2754350..2755525)
                     /gene="thlA"
                     /locus_tag="DJ46_2933"
     CDS             complement(2754350..2755525)
                     /gene="thlA"
                     /locus_tag="DJ46_2933"
                     /EC_number="2.3.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA acetyltransferase"
                     /protein_id="AIK65424.1"
                     /translation="MHNVVITAAVRSPIGTFGGALKNVTPVELAVPVLQEAVKRGGVE
                     PHEVDEVILGHCIQRTDEANTARTAALAAGFPDTVTGYTIQRQCSSGMQAIMSAAMQI
                     QLGVSEVVVAGGVEAMSSSPYALKQHRWGQRLQHGEIRDTVWEVLEDPIHHIMMGETA
                     ENLVEQYEITREEQDEVALRSHTLALKAIESGYFDDQIVPITIKERRKEVVFSKDEHP
                     RADITAEKLAGLKPAFRKDGSVTAGNASGLNDGSAVLVLMSEEKAKEKGLQPLARIVG
                     YSVAGVDPKIMGIGPAPAIRKGLEKVDWSLEDADLLEINEAFAAQYLAVEKELGLDRE
                     KVNVNGSGVGLGHPIGCTGARITVSLIHELKRRGLEKGIASLCVGGGIGVALFIEAL"
     gene            complement(2755665..2756114)
                     /locus_tag="DJ46_2934"
     CDS             complement(2755665..2756114)
                     /locus_tag="DJ46_2934"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK62598.1"
                     /translation="MGYIEELRKVVGTRPLILVGSAIIILNDNQEVLLQYRSDTYDWG
                     VPGGAMELGETTEETARRELFEETGLNAKIMQFIGVLSGKEVYFQYPNGDEIFNVIHL
                     YQGHHVSGELRLDHEGLQLQYFPVDKLPNLNKTTEKILQKFLHALTE"
     gene            complement(2756223..2756516)
                     /locus_tag="DJ46_2935"
     CDS             complement(2756223..2756516)
                     /locus_tag="DJ46_2935"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66046.1"
                     /translation="MYTLKIVSDREALYQFASYVRVVQGVEDVYVEVGEPLYEHPLMK
                     FYVHIKLEETYEQHKALQEIARLVELGRFTYVHYRNDEIEEAFEAVKYESFKK"
     gene            2756677..2757294
                     /locus_tag="DJ46_2936"
     CDS             2756677..2757294
                     /locus_tag="DJ46_2936"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62519.1"
                     /translation="MDPYVNICICITPGADISDDRVAKDLAVAESIWHPITFQIQEVI
                     VLNELFRFSDREISYKDSIQSQEKLASFFQTCVNEAPECDLYICYIGSDYFKETAVIA
                     CAYSLAKQQQLTGYIVLTNSAAPMKNIYTLAHEIGHILFTRRVHGKLTHADPHSPTGS
                     EHHPSPTNLMYPIVPRPENVHIQSLLTSEQKALSLQSSLLQRKKQ"
     gene            complement(2757555..2758220)
                     /locus_tag="DJ46_2937"
     CDS             complement(2757555..2758220)
                     /locus_tag="DJ46_2937"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65869.1"
                     /translation="MLSQESRDFLANTGTYLTAKGISEKDIESFLEDAELHLTEGEKR
                     GKNVEDIFGDSPKEYANQLVKEMQVDYKRNLGWLATAVMSILCYWTIPDLLFRNLNEP
                     YTISLIGLIGYPVILLLMIMGGILFLRGASFQRSMLKKGLLLFGAVILTYLPILIMFL
                     KGWYSFPLYELHQLGRYLIGGVMLLITTIVNVRSLGWIGLLVLGIPIFMIFMVEQIVR
                     VYF"
     gene            complement(2758243..2759004)
                     /locus_tag="DJ46_2938"
     CDS             complement(2758243..2759004)
                     /locus_tag="DJ46_2938"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62081.1"
                     /translation="MKISKEGEKFLIDTKVYLITKGMKEEDVDAFLEDAELHLIEGEK
                     EGKTVSDIFGNSPKEYAEELAKEMEKDKGGSIKSILGMIIGIGGYWLLTNILFGNPNQ
                     QFTLTNVQLIGYPIVLIITIIGTIVAFRMSSFKSKLVEFGIIYVIVMIPILLLVLLMF
                     MNKWYGTPILQLSTMQTYILAVTIFLLLLIGEVYVLGWMGVLVLIVPLAIMFLFKDLE
                     ERNVFWGIAKILLLYGSIYGLMRWSLKIEERKSVN"
     gene            complement(2759021..2759785)
                     /locus_tag="DJ46_2939"
     CDS             complement(2759021..2759785)
                     /locus_tag="DJ46_2939"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65065.1"
                     /translation="MLSNEARKFLLDMRLFLTAKSVKESDIESFIEDAELHLIEGESD
                     GKSVEEIFGSSPKEYANELVKVMERDRQETWKQIGFTVMNIVSFWIIASILIVNNGLL
                     QMSLIQCVGYSLSLILVAIGPNFLLRKMTFVTSFTKTWFAMWSLVIIAPMFLIGAVTI
                     LDVIYPTKMFIFTQMQSYILAGGIFIITVAINIYFNGWFKNLYLIIPLSIMLVFKTFT
                     SEDLVPMLFQIICLYGSLFILIFLEIMMKTNRRETV"
     gene            complement(2759785..2760117)
                     /locus_tag="DJ46_2940"
     CDS             complement(2759785..2760117)
                     /locus_tag="DJ46_2940"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK63889.1"
                     /translation="MSTSQMLKGILEGCLLAIISEGEIYGYEMSEKLAKYGFTMASEG
                     SIYPLLIRMQKEGFITSVMKESPSGPKRKYYTLTEDGEDALDEFMDRWEAMQSSVERL
                     LEGKGKRR"
     gene            2760313..2761089
                     /locus_tag="DJ46_2941"
     CDS             2760313..2761089
                     /locus_tag="DJ46_2941"
                     /note="PHB_DH: 3-hydroxybutyrate dehydrogenase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxybutyrate dehydrogenase family protein"
                     /protein_id="AIK62002.1"
                     /translation="MVTNRVVFLTGAASGIGYEMGNTFAKEGAKVVITDRLEERAKEA
                     AEQLQKEGFQAIGLKCDVTSEEEIEASISQTVNHFGSLDILINNAGMQHVSPIEDFPT
                     EKFELLIKIMQIAPFIAIKHAFPIMKKQKYGRIINVASINGLVGFAGKAAYNSAKHGV
                     IGLTKVAALEGATHGITVNALCPGYVDTPLVRNQLQDLATTRNVPLENVLEDVIYPLV
                     PQKRLLQVQEIADYAMFLASEKAKGITGQAVVIDGGYTAQ"
     gene            complement(2761120..2761281)
                     /locus_tag="DJ46_2942"
     CDS             complement(2761120..2761281)
                     /locus_tag="DJ46_2942"
                     /codon_start=1
                     /transl_table=11
                     /product="yvrJ family protein"
                     /protein_id="AIK62982.1"
                     /translation="MEEWIKMIGNVGFPIVVTLYLLHRIESKLDGVIVAIEKLPRQLL
                     KYDDPRDKK"
     gene            complement(2761356..2762411)
                     /gene="mtnA"
                     /locus_tag="DJ46_2943"
     CDS             complement(2761356..2762411)
                     /gene="mtnA"
                     /locus_tag="DJ46_2943"
                     /EC_number="5.3.1.23"
                     /note="salvage_mtnA: S-methyl-5-thioribose-1-phosphate
                     isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="S-methyl-5-thioribose-1-phosphate isomerase"
                     /protein_id="AIK63253.1"
                     /translation="MSTVVRIPRSVSWKGDAIAVLNQTKLPHSTEYKTLTTIEEVWKS
                     IVMLEVRGAPAIGIVAAFGLALASKKYTTLHIEEFQKKFNRDCNYLGTSRPTAVNLFW
                     AIDRMRESIQEITTIKEAQKILEEEALRIQQEDEAVCRSIGEHALTCFKDGDNILTIC
                     NAGSIATARYGTALAPFYIGKEKGVRLHAYACETRPVLQGGRLTTWELKQAGIDVTLI
                     TDNTAAHAIQTKEISAIIVGADRIVANGDTANKIGTMNLAILAKYFDIPFYVAAPLST
                     FDITKQTGAEIVIEERDETEVTKIFGKQVAPVGTTVYNPAFDVTPNELITGIITEKGI
                     IRGDYKREIASLFKKTS"
     gene            complement(2762408..2763589)
                     /gene="mtnK"
                     /locus_tag="DJ46_2944"
     CDS             complement(2762408..2763589)
                     /gene="mtnK"
                     /locus_tag="DJ46_2944"
                     /EC_number="2.7.1.100"
                     /note="MTRK: 5-methylthioribose kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="5-methylthioribose kinase"
                     /protein_id="AIK65761.1"
                     /translation="MGYYSLTEVTAVQYAKEHGYFEKKANVVCHEIGDGNLNYVFKLD
                     DGEKSIIIKQALPYAKVVGESWPLSIKRATIESKALQIFAKYVPEYVPVVYSHDEELA
                     VTVIEDLSRLTITRKGLIDGEEYPLLSQHIGRFLANVLFYTSDFGLQSEEKRVLEGTF
                     VNPDLCKITEDLVFTDPFGHYDTNDYEPELQLTIDELWSDKTLKLKVAQYKYKFLTRK
                     EALIHGDLHTGSIFSSPSETKVIDPEFATYGPFGFDIGQFIANLLLNALSREEEQRGV
                     LFFHIEKTWSYFVETFTKLWIGEGVEAYTKEKQWLPIILQNIFTDAVGFAGCELIRRT
                     IGLAHVADLDEITNKETRIQAKKQALSLGKELIKYESKNADIQLFRTLFQQTVSGGIK
                     A"
     gene            complement(2763894..2764673)
                     /locus_tag="DJ46_2945"
     CDS             complement(2763894..2764673)
                     /locus_tag="DJ46_2945"
                     /codon_start=1
                     /transl_table=11
                     /product="carbon-nitrogen hydrolase family protein"
                     /protein_id="AIK61936.1"
                     /translation="MKVACIQMDIFFGDVEKNIENAKNKISEAMKERPDVIVLPELWT
                     TGYDLTRLSEIADRDGLETKEKLIEWSKQYGVHIVGGSIAKQTEQGVTNTMYVVTNKG
                     ELVNEYSKVHLFQLMDEHKYLIAGNSTGEFKLDDVECAGTICYDIRFPEWMRVHTAKG
                     AKVLFVVAEWPLVRLAHWRLLLQARAVENQCYVVACNRAGKDPNNEFAGHSLIVDPWG
                     EVVVEANEEESILFGELTFEKIEEVRKGIPVFADRRPELYK"
     gene            2764770..2765948
                     /locus_tag="DJ46_2946"
     CDS             2764770..2765948
                     /locus_tag="DJ46_2946"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK66283.1"
                     /translation="MKLFQPSEIVTSLPTQFFASLVAKVNKVVAAGHDVINLGQGNPD
                     QPTPQHIVKALQDAAEKTIHHKYPPFRGHESLKEAVATFYQREYDVVVNPKTEVAILF
                     GGKAGLVELPVCFTNPGDTILVPDPGYPDYLSGVALAKAQFETMPLIAENNFLPDYTK
                     IDDSIAERAKLMFLNYPNNPTGATASKDFFDETIHFANKHNILVVHDFAYGAIGFDGQ
                     KPVSFLQADGAKDTGIEIYTLSKTFNMAGWRIAFAVGNESVIETINLLQDHMYVSIFG
                     AIQDAAREALLSSQSCVIDLVNSYESRRNALISACHSIGWNVDIPTGSFFAWLPVPEG
                     YTSEQFSDILLEKAHVAVAPGVGFGEHGEGYVRVGLLHTEDRLREAINRIDKLNFFKK
                     "
     gene            2766185..2767429
                     /gene="mtnW"
                     /locus_tag="DJ46_2947"
     CDS             2766185..2767429
                     /gene="mtnW"
                     /locus_tag="DJ46_2947"
                     /note="salvage_mtnW:
                     2,3-diketo-5-methylthiopentyl-1-phosphate enolase"
                     /codon_start=1
                     /transl_table=11
                     /product="2,3-diketo-5-methylthiopentyl-1-phosphate
                     enolase"
                     /protein_id="AIK63857.1"
                     /translation="MSGIIATYLIHDDSHNLEKKAEQIALGLTIGSWTHLPHLLQEQL
                     KQHKGNVLHVEELAEHEHTNSYLRKKVKRGIIKIEYPLLNFSPDLPAILTTTFGKLSL
                     DGEVKLIDLTFSDELKKHFPGPKFGIDGIRNLLQVHDRPLLMSIFKGMIGRNIGYLKT
                     QLRDQAIGGVDIVKDDEILFENALTPLTNRIVSGKEVLQSVYETYGHKTLYAVNVTGR
                     TFDLKENAKRAVQAGADILLFNVFAYGLDVLQSLAEDDEIPVPIMAHPAVSGAYSASK
                     LYGISSPLLLGKLLRYAGADFSLFPSPYGSVALEKEEALAISKYLTEDDVFFKKSFSV
                     PSAGIHPGFVPFIIRDFGKDVVINAGGGIHGHPNGAQGGGKAFRTAIDATLQNKPLHE
                     VDDINLHSALQIWGNPSHEVKL"
     gene            2767426..2768085
                     /gene="mtnX"
                     /locus_tag="DJ46_2948"
     CDS             2767426..2768085
                     /gene="mtnX"
                     /locus_tag="DJ46_2948"
                     /note="salvage_mtnX:
                     2-hydroxy-3-keto-5-methylthiopentenyl-1-phosphate
                     phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-hydroxy-3-keto-5-methylthiopentenyl-1-
                     phosphate phosphatase"
                     /protein_id="AIK61894.1"
                     /translation="MSIQVFCDFDGTITNNDNIMSIMEKFAPPEAEEVKNRILSQELS
                     IQEGVSQLFQLIPTNLHDEIIQFLIETAEIRNGFHEFIQFVNENNISFYVISGGMDFF
                     VYPLLQGLIPKEQIYCNETDFSNEYITVNWPHPCDRLCQNHCGLCKSSLIRKLSDTND
                     FHIVIGDSITDLQAAKQADKVFARDFLITKCEENHISYTPFETFHDVKTELKHLLEVK
                     L"
     gene            2768082..2768720
                     /gene="mtnB"
                     /locus_tag="DJ46_2949"
     CDS             2768082..2768720
                     /gene="mtnB"
                     /locus_tag="DJ46_2949"
                     /note="salvage_mtnB: methylthioribulose-1-phosphate
                     dehydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="methylthioribulose-1-phosphate dehydratase"
                     /protein_id="AIK63737.1"
                     /translation="MKQLFRQWYDLSEIKKELTTRNWFPATSGNISIKVSHEPLTFLI
                     TASGKDKTKTTPDDFLLVDHLGVPVLETELRPSAETILHTHIYNNTNAGCVLHVHTTD
                     NNVITNLYSDAVTLQNQEIIKALDIWEEGATIHIPIIENHAHIPTLGENFRKHIQGDS
                     GAVLIRNHGITVWGRDSFDAKKRLEAYEFLFQFHIKLLSIQGGVSNGANSYS"
     gene            2768698..2769210
                     /locus_tag="DJ46_2950"
     CDS             2768698..2769210
                     /locus_tag="DJ46_2950"
                     /codon_start=1
                     /transl_table=11
                     /product="ARD/ARD' family protein"
                     /protein_id="AIK61186.1"
                     /translation="MAQIRIHEVNTRIENEVKVSKFLQEEGVLYEKWNISKLPPHLNE
                     NYSLTDENKAEILAVFSKEIADVSARRGYKAHDVISLSNSTPNLDELLINFQKEHHHT
                     DDEVRFIVSGHGIFAIEGKDGTFFDVELEPGDLISVPENARHYFTLQDDRQVVAIRIF
                     VTTEGWVPIY"
     gene            2769517..2769792
                     /locus_tag="DJ46_2951"
     CDS             2769517..2769792
                     /locus_tag="DJ46_2951"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62560.1"
                     /translation="MSLLIALILGVTCGALPIILGAIMEELEVGVLGFVASCVSALFF
                     GLFGAIPISILCAFYIIRHARTKQFGPNHIAQVIPFPIERCRRASSL"
     gene            complement(2769843..2770175)
                     /locus_tag="DJ46_2952"
     CDS             complement(2769843..2770175)
                     /locus_tag="DJ46_2952"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61584.1"
                     /translation="MDLQKFDEMIDAVQRATCVQINEKQIEAFKQKYDFEPKFEYGRD
                     EKGHYVIRTSKKMLEEMEFYLALKYDRDGVDLYMQAEIDGICHVSLSYSEDALHLQEL
                     FQFLEENK"
     gene            complement(2770177..2770641)
                     /locus_tag="DJ46_2953"
     CDS             complement(2770177..2770641)
                     /locus_tag="DJ46_2953"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD-binding of NADP-dependent
                     3-hydroxyisobutyrate dehydrogenase family protein"
                     /protein_id="AIK62317.1"
                     /translation="MVGGEKEIYEKCLPLFEKLGTNIQLQGPAGSGQHTKMCNQIAIA
                     SNMIGVCEAVAYAKKAGLDPDKVLESISTGAAGSWSLSNLAPRMLKGDFEPGFYVKHF
                     MKDMKIALDEAEKLQLPVPGLSLAKELYEELIKDGEENSGTQVLYKKYIGGK"
     gene            complement(2770695..2771057)
                     /locus_tag="DJ46_2954"
     CDS             complement(2770695..2771057)
                     /locus_tag="DJ46_2954"
                     /codon_start=1
                     /transl_table=11
                     /product="ketopantoate reductase PanE/ApbA family protein"
                     /protein_id="AIK61225.1"
                     /translation="MEHKTLSIGFIGIGVMGKSMVHHLMQEGHKVYVYNRTKAKTDSL
                     VQDGANWCDTPKDLVKQVDVVMTMVGYPHDVEEVYFGIDGILENANEGTITIDFTTST
                     PTLAKRINEAGKSKNIYR"
     gene            complement(2771483..2772775)
                     /locus_tag="DJ46_2955"
     CDS             complement(2771483..2772775)
                     /locus_tag="DJ46_2955"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK63178.1"
                     /translation="MNILHFLLENTVFQNVLQDLQLNVLYIENGCTHQQTIENIHPKC
                     MFIANSFEEGEVLFQRTKPHIVIMYVTDFSQIKYIKNMYNPQSTFIVIWDQQITSEFA
                     EVLTLGIRNIVIAPVTPQMVLEEVNKSLYQLSLVRQVSLQQELLQTMFDFRNDLLFIV
                     EDDEIVDCNTNFLEFFGYENLFAYREQHLVFAEHLIRENGYYSTTHDITWLDDTLSYD
                     RRIKMSNYEGEVSTFLLRATPLPEDLSRFIVKCTEITELDEIYQEQERLAMIDSLTEI
                     YNRLKFQQILEAEWDNAMRNNENIALILFDIDNFKAVNDTYGHDFGDLALIELAELMK
                     SKVEQQHVFARWGGEEFIILVTNTVEKEAFQVAESLRFFIETKQFSGISKLTASFGVA
                     LYEKGITREELMQRADIALYEAKKNGKNQVCVYRKEKK"
     gene            2773108..2773725
                     /locus_tag="DJ46_2956"
     CDS             2773108..2773725
                     /locus_tag="DJ46_2956"
                     /codon_start=1
                     /transl_table=11
                     /product="putative NAD(P)H nitroreductase yodC"
                     /protein_id="AIK64188.1"
                     /translation="MTNDNFFNVLYERTSTRAFNPEKEISSAELHEILKGAAQAPSAW
                     NLQHWKFLVFQGEDVQKRLHPIAYNQQQILDASAVVAILGDLEAYKNVEPVYGPIVEQ
                     GFMKEEAKERLAKNIESAYAREQFPRDTAFSNASLAAMQLMLAAKATGWDTCAIGGFN
                     PQALSEEFNVSSRYVPIMLITIGESTLKGHPAPRMSVEQVSEWAK"
     gene            2774011..2774229
                     /locus_tag="DJ46_2957"
     CDS             2774011..2774229
                     /locus_tag="DJ46_2957"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62913.1"
                     /translation="MSSYGSFIALLCYIVTVLLLYFIGDAANISVLQFPKEEAFQLES
                     EKHTVRSIVPLLLALPVYIIVLYKSKKV"
     gene            2774426..2774788
                     /locus_tag="DJ46_2958"
     CDS             2774426..2774788
                     /locus_tag="DJ46_2958"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62816.1"
                     /translation="MFGSFGCCDNFRDCHHHERERDHREKEREVKPQQPAVCNVLASI
                     SVGTELSLLSVKGVGSFNNVIFEGFCNGVALFSALARNNNDKDNKDNNKDDKHNQNRN
                     TFTGILRVCPTDIVAIAI"
     gene            complement(2774886..2776598)
                     /gene="ptsI"
                     /locus_tag="DJ46_2959"
     CDS             complement(2774886..2776598)
                     /gene="ptsI"
                     /locus_tag="DJ46_2959"
                     /EC_number="2.7.3.9"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate-protein phosphotransferase"
                     /protein_id="AIK61299.1"
                     /translation="MTLNIQGIAASSGIAIAKAFRLENPEFNIEQKSITNEAAEIARL
                     EAALEKAKTELEAIKDHAFAELGADKAAIFEAHLLVLNDPELVNPVKDKVNSEKVNAE
                     FAMDEVASMFISMFENMDNEYMKERAADIRDVTKRVLAHLLGINFSNPGTNSEEVIII
                     AEDLTPSDTAQLNRKYAKGFTTDIGGRTSHSAIMARSMEIPAVVGTKVVMEKIQNGDI
                     VIIDGLDGEVIVNPSEETLRSFEEKKAKFEEQKAEWAKLKDQATVTSDGHHVELVANI
                     GTLNDVQGIIDNGGEGVGLYRTEFLYMGRDNLPTEEEQFEAYKAVLEGVKEGQPVVVR
                     TLDIGGDKELPYLHLPKEMNPFLGYRAIRLCLDEQDVFRTQLRALLRASVYGNLKIMF
                     PMIATLDEFRQAKAILLEEKAKLVEVGTTVSDSIEVGMMVEIPASAVLADQFAKEVDF
                     FSIGTNDLIQYTMAADRMNEQVSYLYQPYNLSILRLVKMVIDAAHKEGKWAGMCGEMA
                     GDSLAIPLLLGLGLDEFSMSATSILPARTQLSKLSKAEMETLAEKALMMSTAEEVVEL
                     VKSI"
     gene            complement(2776598..2776861)
                     /gene="ptsH"
                     /locus_tag="DJ46_2960"
     CDS             complement(2776598..2776861)
                     /gene="ptsH"
                     /locus_tag="DJ46_2960"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphocarrier protein HPr"
                     /protein_id="AIK65195.1"
                     /translation="MEKIFKVTSDSGIHARPATLLVNTASKFGSDINLEYNGKNVNLK
                     SIMGVMSLGIQQNAEIKITANGDDAAQALAAIEETMKNEGLGE"
     gene            complement(2776996..2779059)
                     /gene="ptsG"
                     /locus_tag="DJ46_2961"
     CDS             complement(2776996..2779059)
                     /gene="ptsG"
                     /locus_tag="DJ46_2961"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system glucose-specific EIICBA component"
                     /protein_id="AIK65248.1"
                     /translation="MFKKIFGVLQKVGKALMLPVAILPAAGILLGFGNAFQNPQLTNV
                     IPALKADWFVMVAKIMEQSGDIIFANLALLFAVGVAIGLAGGDGVAGLAAFVGYLIMN
                     KTMSVFLEVDKLVKVTSSGADPVKIGFTDPAYANVLGIPTLQTGVFGGIIVGIVAAYC
                     YNKYFNIELPSYLGFFAGKRFVPIATATFSLVVGIIMCFVWPYIQGGLNTFSHQMIDA
                     NRTLAAFIFGLIERSLIPFGLHHIFYSPFWFEFGQYTNAAGELIRGDQKIFMAQLKDG
                     VELTAGTFTTGKYPFMMFGLPAAALAMYHEARPENKKLAAGILGSAALTSFLTGITEP
                     LEFSFLFVAPVLFGIHAVFAGLSFMTMQILGVKIGMTFSGGLIDFMLFGVLPGRTAWW
                     WVIVVGLVLAVIYYFGFRFAIRKWNLKTPGREVANANDGAGKAEAGELPREVLVALGG
                     KENIASLDACITRLRVQVNEQKNVNKDRLKELGAAGVLEVGNNIQAIFGPKSDTLKSQ
                     IHDIMSGRTPHVEKEEPVKVEEALQKVDANETIVSPIEGKILPITEVPDQVFSGKMMG
                     DGFAIEPTEGTVVSPVNGEIVNVFPTKHAIGIQSEGGKEILIHFGIDTVKLNGEGFEA
                     LVAQGDKVKQGQPLLKVDLAFVKENAPSIITPIVFTNLQQGQQVELKKDGNVKKGENA
                     IIDIQ"
     gene            complement(2779398..2780246)
                     /gene="glcT"
                     /locus_tag="DJ46_2962"
     CDS             complement(2779398..2780246)
                     /gene="glcT"
                     /locus_tag="DJ46_2962"
                     /codon_start=1
                     /transl_table=11
                     /product="ptsGHI operon antiterminator"
                     /protein_id="AIK62047.1"
                     /translation="MSNYLEIKKVLNNNVIIASHPEHEEVVVIGKGIGFGKKAKDVLG
                     QEQIEKMFVLKNERDREQYKLLVPHVSEKLIELMNDIMFYIQEKAKSPLNEHIHIALT
                     DHISFAIKRLKQGLTIDNPFLVETKMLYLEEYEIAEGVVDLLNSRLQITLPEGEIGFI
                     ALHIYSSLTNSDLSSVNQNSRLIAQLVSLIETNLQITLDQESIHYLRLIRHLQYAIER
                     VKKGEKVEESQSFAELLRAEYPVCYNLAWKLVKVMQKELQLPVYEAESIYLTMHLQRL
                     VKAEHV"
     gene            2780412..2781218
                     /locus_tag="DJ46_2963"
     CDS             2780412..2781218
                     /locus_tag="DJ46_2963"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AIK61017.1"
                     /translation="MIKMFVSDIDGTMMQHGGIIDEQDVAALRSLAEQNVILCFASGR
                     LDNEIADLMKAVNTNFHRISVNGVFVYTDENKQLLSATFDSSILPELLDMTNEDPYFR
                     YVSDEHNYYIEEKTPFIHELEKQVTMTSVEEPNLLQKIDDTIFPNKISVGGTKESLQL
                     LQKKIDEKFHGKVSTFISAEQCLDVMPPNISKGSAISVLLKEFQLQPEEVACIGDSYN
                     DIPMFSLTPHSFAMAQADDAVKEHAHYVVNTVKDAVNHVIAHNKNTTHSL"
     gene            complement(2781289..2781966)
                     /gene="yvoA"
                     /locus_tag="DJ46_2964"
     CDS             complement(2781289..2781966)
                     /gene="yvoA"
                     /locus_tag="DJ46_2964"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional repressor yvoA"
                     /protein_id="AIK66049.1"
                     /translation="MKQLIEDGEWKPGDKIPSENELCDKFEVSRMTIRQAINNLVEQG
                     YLYRKRGIGTFVQLPKVEQKLQGMTGFTEDMISRGMNPSSQLLSFRLVPATAKIADRL
                     RIQEGESVYEVRRIRLADDEPIAFETTYLSPALVKDINEEILQQSLYEHLEKKLGFKL
                     VSATQSIEASIATDNEAEHLHIPKKAPVLVMRQWSYSEGEVPLEYVKCIYRGDRYKFI
                     TNIARNK"
     gene            complement(2781950..2782738)
                     /gene="nagB"
                     /locus_tag="DJ46_2965"
     CDS             complement(2781950..2782738)
                     /gene="nagB"
                     /locus_tag="DJ46_2965"
                     /EC_number="3.5.99.6"
                     /note="nagB: glucosamine-6-phosphate deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucosamine-6-phosphate deaminase"
                     /protein_id="AIK63184.1"
                     /translation="MNILVVKTPEELAEAGYKLIEEVVKTKENPTLGMATGSSPLGIY
                     AEMRKNKLDTSRVTTVNLDEYVNLPHEDKNSYHYFMQEQLFDHLPFKQTYVPNGMASD
                     LEEECKRYEGILAANPVDLQILGIGENGHIGFNEPGTPFNSPTNIVELTESTRQANLR
                     FFEKEEDVPTHAITMGIGSIMKAKQILLVAMGSKKAEAVKELLQGAYSEACPATVLQR
                     HPNVTVIADQEALSLCSEAIADEHRQVFTISDLLSDSRVGETAN"
     gene            complement(2782743..2783885)
                     /gene="nagA"
                     /locus_tag="DJ46_2966"
     CDS             complement(2782743..2783885)
                     /gene="nagA"
                     /locus_tag="DJ46_2966"
                     /EC_number="3.5.1.25"
                     /note="nagA: N-acetylglucosamine-6-phosphate deacetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglucosamine-6-phosphate deacetylase"
                     /protein_id="AIK65239.1"
                     /translation="MKTQVVINAKIYTGQEVVENGFIRYAETIKEIGLMAQYVSQENE
                     TVLDAAGKIVIPGMIDVHIHGGYDIDAMDANSDGLVTLGKEMLKEGVTTYFPTTMTQA
                     PEAIEAALHAAKEAKEKGAHFEYIHLEGPYVSKKRAGAQPLEHIVPANIEQFKQWQEA
                     SGNLIKLVTYAPEEEGALEFEQYLAETGVVGTMGHTDAIDAQLKNRNITHATHLYNQM
                     RGLHHREPGVVGHVLLNPDVMVEVITDGIHIHPDMVKLAYKLKGPKKVSVITDAMRAK
                     GLEDGLYELGGQPVHVKDGSARLEDGTLAGSILKMDQAFRNVIEFTGCSIEDAVLMTS
                     VNQAEEFRLNNKGALAVGKDADFVVMNEDLHVYDTVRLGIHMKEGK"
     gene            complement(2784094..2784996)
                     /locus_tag="DJ46_2967"
     CDS             complement(2784094..2784996)
                     /locus_tag="DJ46_2967"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK65165.1"
                     /translation="MRGIRSILLLVSVLLCFSLNSASAKRYMMSIHTASPLHMQRQHF
                     GKMKVSFLKVGQGDATLITLPNGQTMLIDGGPYEAGEVIIQKLIEKGINHLDAIVSTH
                     PDMDHIGGLIPIVEQMPVSLILDSGKTYSSLTYHTYRNNIKKRGIPFISVKEGQYIPL
                     DPHVSIQVLNNGKSKDENNESSIVLKVRYGKADFLLMGDADVRTETEILKQFDVHADV
                     LKVGHHGSYTSTSERFIKKVEPQFAILSYGSRNPYGHPHQSVVRRLKRRGIMMYGTNR
                     RTVEMETDGEHIIIGSSGLMPLLK"
     gene            complement(2785075..2785647)
                     /gene="scpB"
                     /locus_tag="DJ46_2968"
     CDS             complement(2785075..2785647)
                     /gene="scpB"
                     /locus_tag="DJ46_2968"
                     /codon_start=1
                     /transl_table=11
                     /product="segregation and condensation protein B"
                     /protein_id="AIK63387.1"
                     /translation="MDRTEQKSIIEGLLFVSGDEGIYPEQIAKVLEIEGNEVIDILEE
                     MQKECEGAHRGLQIVQYAKVYRFATKKEHASYYQKLIEIPTAASLSQAALETLAIVAY
                     RQPITRTEMEEIRGVKTDKALQTLVSHLLIKEMGRAEGPGRPILYGTTKEFLDTFGLK
                     TLDDLPPLSEENEQMNEADLFFGSLQEISK"
     gene            complement(2785805..2786548)
                     /gene="scpA"
                     /locus_tag="DJ46_2969"
     CDS             complement(2785805..2786548)
                     /gene="scpA"
                     /locus_tag="DJ46_2969"
                     /codon_start=1
                     /transl_table=11
                     /product="segregation and condensation protein A"
                     /protein_id="AIK61117.1"
                     /translation="MQYNFKVEAFEGPLDLLLHLIHRYEIDIYNIPVAEITEQYLSYV
                     HTMKELQLDVASEYLVMAATLLQIKSKMLLPKHEEDVLDNGDDFIDDPRQELMERLIE
                     YKKYKQVATELKEREQERAQLYTRPPIDFTSLQQEEETNLPLDVTLYDMLAAFQKLMR
                     RKKAEKPVTTRITRQEIPIEQRMTDILKQLEIQGGRQSFYDLFVDDEREIMVVTFLAV
                     LELMKNQQIIIEQEHNFDEIFVSSYTKSA"
     gene            2786718..2786813
                     /locus_tag="DJ46_2970"
     CDS             2786718..2786813
                     /locus_tag="DJ46_2970"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65471.1"
                     /translation="MGHVDCGFSGGFALLVVLFILLIIVGAACFC"
     gene            2786912..2787430
                     /locus_tag="DJ46_2971"
     CDS             2786912..2787430
                     /locus_tag="DJ46_2971"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63200.1"
                     /translation="MYPTEYIQFLIHFHGDYDYFECHEILEGYWKTKPRGNRDNYLVG
                     LIQIAVSLYHHRRSNWNGAEKMMKSAITILEKNSAHLLRLGINEAQLLFLLKDKLQSI
                     QKKEGFTPLFLPLSDIALEKQCIELCEKQNLPWKDVNAISNEYIVHKHTLRDRTEVIA
                     ERNEQLQKRKQR"
     gene            complement(2787451..2787819)
                     /locus_tag="DJ46_2972"
     CDS             complement(2787451..2787819)
                     /locus_tag="DJ46_2972"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK63896.1"
                     /translation="MLIRFKKSYEKIAMGLLSFMPTEKDVKTLQLTMKDYEAKDDWQL
                     YLWKQNEDFVGIMGIVKKENQVLEIQHLSVNPSHRHMGIGTKMVQELKSKFLEFTICG
                     NEQTASFCKKCTGLEQNIHS"
     gene            complement(2788288..2788725)
                     /gene="ppiB"
                     /locus_tag="DJ46_2973"
     CDS             complement(2788288..2788725)
                     /gene="ppiB"
                     /locus_tag="DJ46_2973"
                     /EC_number="5.2.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase B"
                     /protein_id="AIK61525.1"
                     /translation="MKTLGYILMENGEKIDLEFFPEEAPKTVENFKKLAEQGFYDGVT
                     FHRVIPGFVSQGGDPTGTGAGGPGYSIPCETDGNPHRHLVGSLSMAHAGRNTGGSQFF
                     IVHEPQPHLDGVHTVFGKATSGIETVLNMRQGDVMKEVKVWEE"
     gene            2788913..2789779
                     /locus_tag="DJ46_2974"
     CDS             2788913..2789779
                     /locus_tag="DJ46_2974"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65880.1"
                     /translation="MKTKLLALLLAVAVFMMPTASFADIIEGESIVTLGENLSEQQKQ
                     DLLKEMKAPKDATIITVSNAEEHKFLEGIVPKAQIGTRAISSSMITYTKPGSGLIVRS
                     KNINSITDAMYTNALITAGVKDAEIQITAPFKVSGTAALTGLMKAYETTSNKAIPEEV
                     KKVANEEMVQTSQLGDKIGEEKAVQLVAKIKEEIAKEQPQTTEDLRSLIKKIADQLGI
                     TLTDEQLDNLVALFDKMKNLNIDWNQVGSQLNKAKEHVSAFLGSEEGQSFLDKVKDFF
                     SSIIDFVKSLFK"
     gene            complement(2789810..2790613)
                     /locus_tag="DJ46_2975"
     CDS             complement(2789810..2790613)
                     /locus_tag="DJ46_2975"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AIK61695.1"
                     /translation="MEGEEDMIKLFVSDLDDTLVYNVNDMQKEDERAICWLAEKGTNI
                     CFASGRFTHRIDEVVNRFAFPYYTTSLNGATMLLPDGKIFHESSFEDGVAQEIYRYIH
                     KKGLADIVCANEQRYTKRKNEHHHTFETYMGVHIAEIEALEEEFGKTVHPAKLFVFGE
                     EETIEALDQELRYTFQSEAEVFMSGKRYVDIMPRGVSKGSALRRLMEHLQIEANEVAC
                     IGDSFNDISMFEVTPHSFTLHHAHPYVKEKANHIVRSVEEAIMKLPLLA"
     gene            complement(2790710..2792182)
                     /locus_tag="DJ46_2976"
     CDS             complement(2790710..2792182)
                     /locus_tag="DJ46_2976"
                     /codon_start=1
                     /transl_table=11
                     /product="GerA spore germination family protein"
                     /protein_id="AIK63627.1"
                     /translation="MTKPKKIDIPISTFISDNENYLKQTAGLGVTFDVGIRKFQILNK
                     EIAVLFVNGLCDTNYIIPILEEAVDTNEIRDVEEDTVKLLENRLIHQQVSKVKTMDEV
                     MVQALSGLIVIFVEGETEAFAIDVRSYPGRTPTEPDTEKVVRGARDGFVENIVVNTAL
                     IRRRIRDPRLRNEIIRVGDRSQTDICITYVQDVANPDLVKIIKQELNNIDVDGITMAD
                     KTVEEFVVKQSYNPFPLIRYTERPDVAANHLLEGHVLVLVDTSPSAMITPTTYFHHLQ
                     HAEEFRQNPAVGTFLRWVRFLGVLFSLFLLPFWLVFVFDPTLLPENLAFIGPTKMTHL
                     PILLQVIMAEVGLEFLRMAAIHTPTPLSSAAGLISAILIGQIAIDVGLFVPEVILYVA
                     VSMIGAYATPSYELGLGNKVGKLFVIILTGLFHEMGFVIGMTILILFLTSIKSLQTPY
                     LWPFLPFDWGALTKILLRPTMSSLKVRPSIVRPQNVKRQK"
     gene            complement(2792169..2792738)
                     /locus_tag="DJ46_2977"
     CDS             complement(2792169..2792738)
                     /locus_tag="DJ46_2977"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation AE1 family protein"
                     /protein_id="AIK65989.1"
                     /translation="MRRRVVLVTDGDEYAKRTIELLTKEFGGRCISASQSNPTKLTGK
                     KVVELIMQTPYDPVFVMFDDSGFIGEGSGEKALKYVATHKQIDVLGILAVASNTHHWE
                     WARVDVSVDRNGNLTEYGVDKFGLPDGEIGRISGDTIYCLDDLNVPVIVGVGDIGKMC
                     GNDEWERGSPITKKAIQLILERSGFYDEA"
     gene            complement(2792744..2793094)
                     /gene="spoVAE"
                     /locus_tag="DJ46_2978"
     CDS             complement(2792744..2793094)
                     /gene="spoVAE"
                     /locus_tag="DJ46_2978"
                     /note="spore_V_AE: stage V sporulation protein AE"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein AE"
                     /protein_id="AIK61464.1"
                     /translation="MDYIYAFLVGGAICVVGQVLLDFAKLTPAHLMATFVVIGAVLDG
                     FGLYDKLIKFAGAGATVPITSFGHSLLHGAMHAAEKHGYIGIGMGMFSLTSAGISAAI
                     LFSFFVALICKPKG"
     gene            complement(2793098..2794114)
                     /gene="spoVAD"
                     /locus_tag="DJ46_2979"
     CDS             complement(2793098..2794114)
                     /gene="spoVAD"
                     /locus_tag="DJ46_2979"
                     /note="spore_V_AD: stage V sporulation protein AD"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein AD"
                     /protein_id="AIK66140.1"
                     /translation="MRLTGKQTWVFQNDIYVNATGTAVGPKEAEGPLGKEFDISYDDL
                     HCGERNWELAERRLMSDSIQQVMQKANVETSQIDFFLAGDLLNQTVTANYVARKWGIP
                     FLGMFSACATSMETLAVGSAFIDGGFANRVLATVSSHNATAERQFRYPTEYGGQKPGT
                     ANSTVTGAGSILISKEKSAIKITAATIGKVQDLGIANPLDMGSAMAPAAAHTIQQHFE
                     DLKRSANDYDLIVTGDLSAIGTPIAKQLLLEEGYDIGHIYNDCGLMIYDSGQEEVFAG
                     GSGCACSAVVTYGHLLSEMQKGNLQRIFVVATGALLSPMMMQQKETIPTIAHGVVFER
                     VKGE"
     gene            complement(2794128..2794586)
                     /gene="spoVAC"
                     /locus_tag="DJ46_2980"
     CDS             complement(2794128..2794586)
                     /gene="spoVAC"
                     /locus_tag="DJ46_2980"
                     /note="spore_V_AC: stage V sporulation protein AC"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein AC"
                     /protein_id="AIK66233.1"
                     /translation="MTGRKLKDDYVNKVKEYHPKPNYFINCVKAFFVGGLICTIGEVL
                     MKFYIHYFHFSEQEAGNPTVATLVLLSAILTGCGVYDKIGQFAGAGSAVPVTGFANSM
                     ASAALEHKSEGIVLGVATNMFKLAGSVIVFGVVGAYIIGLIRYTFKIFMS"
     gene            complement(2794601..2795017)
                     /locus_tag="DJ46_2981"
     CDS             complement(2794601..2795017)
                     /locus_tag="DJ46_2981"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation AB family protein"
                     /protein_id="AIK62911.1"
                     /translation="MIESGFVILIALAGGIAVGSGYVAFLAVLGIIPRLAQLTRSGKH
                     IQYFEWAVIAGTLTGAWCSLKNITFQTSQYWLVILGIFCGTFIGMLAAALTEVLNVLP
                     ILAKRVGVEGKIVVLLIALVLGKVIGSLFHWIYFVK"
     gene            complement(2795010..2795630)
                     /locus_tag="DJ46_2982"
     CDS             complement(2795010..2795630)
                     /locus_tag="DJ46_2982"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation AA family protein"
                     /protein_id="AIK62944.1"
                     /translation="MEQTIYIKMRNRLKVSPTYEVKLGDVAQLAGDAVVVESLQDEVI
                     YKITARDKTHVVIDVMKIIEIIRQKAAHIQINLLGSGQTLVEIIYEKKKVHPIFFGLV
                     WLLLFIGAALAIIYFHEDVSMQQVHQRLYYMITGEFKAQPLLFQIPYSLGLGLGMVLF
                     FNHVFQKRINEEPSPLEVEMFQYQQSLDQYVIVHENKDNMKQLTDD"
     gene            complement(2795746..2795844)
                     /locus_tag="DJ46_2983"
     CDS             complement(2795746..2795844)
                     /locus_tag="DJ46_2983"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64123.1"
                     /translation="MSGSAIMMMVIGIVVIWGGLALSIANLFKKKA"
     gene            complement(2795844..2797370)
                     /locus_tag="DJ46_2984"
     CDS             complement(2795844..2797370)
                     /locus_tag="DJ46_2984"
                     /note="sodium:neurotransmitter symporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="neurotransmitter symporter family protein"
                     /protein_id="AIK61029.1"
                     /translation="METRQQWGTRAEFIFAAVGSAVGLGNIWRFPYTAYENGGGAFFL
                     PYLFALLTTGISLLAFEFALGHRHRGSAPLTFFRIHPRAEFIGWWQMCVTFIVSTYYA
                     VIIAWSISYTYFAITGAWGKDTESFLFKEYLHVADKPGQFGGLVPEVLIPLALVWIIV
                     LGVAFKGVKKGIEVVNRIFIPLLVVMFLIIVVRAVTMEGAMQGLDAFFKPDWSRIFDG
                     KVWLAAYGQIFFSLSLAFGIMITYSSYLPKNSDTTNNAFITGFANSGFELLAGIGVFA
                     ALGFMANNMGVPVDKVASAGVGLAFVVFPQIINELPMSPLFGVLFFLSLTVAGITSLI
                     SLAEVCFAAVSEKFSLSRQKTIGIMGTLLVLVSLVFATRGGLMFLDVVDYFANNFGLI
                     TIALVEVVTIGLILRRLPVYQNHANFVSDIKLGTFWRVSLLVITPLMLGYMLIDGTIQ
                     NIKKNYGGYPTEFVVTYGWSIAAAFLIVALIISLKKWNAQIHSDSAKLEKEWKDRGVS
                     "
     gene            complement(2797508..2798266)
                     /gene="sigF"
                     /locus_tag="DJ46_2985"
     CDS             complement(2797508..2798266)
                     /gene="sigF"
                     /locus_tag="DJ46_2985"
                     /note="spore_sigF: RNA polymerase sigma-F factor"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-F factor"
                     /protein_id="AIK61204.1"
                     /translation="MDIEVKNEKKKPQLKDHELKALIQKSQDGDQQARDTIVQSNMRL
                     VWSVVQRFLNRGYEPDDLFQIGCIGLLKSVDKFDLSFDVKFSTYAVPMIIGEIQRFLR
                     DDGSVKVSRSLKETGNKIRKMRDELSKEFGRAPTINEVAEALELTPEEVVLAQEASRA
                     PSSIHETVYENDGDPITILDQIADQSETKWFDKIALKEAIRELDERERLIVYLRYYKD
                     QTQSEVAERIGISQVQVSRLEKKILKQMKDRIDE"
     gene            complement(2798279..2798719)
                     /gene="spoIIAB"
                     /locus_tag="DJ46_2986"
     CDS             complement(2798279..2798719)
                     /gene="spoIIAB"
                     /locus_tag="DJ46_2986"
                     /EC_number="2.7.11.1"
                     /note="spIIAB: anti-sigma F factor"
                     /codon_start=1
                     /transl_table=11
                     /product="anti-sigma F factor"
                     /protein_id="AIK63600.1"
                     /translation="MRNEMNLQFSALSQNESFARVTVAAFIAQLDPTMEELTEIKTVV
                     SEAVTNAIIHGYEGNAEGVVYISVILEEAMVKLTIRDEGIGIFNLDEARQPLFTTKPE
                     LERSGMGFTIMENFMDEVEVISNESFGTTIHLTKYLSNSNALCN"
     gene            complement(2798720..2799070)
                     /gene="spoIIAA"
                     /locus_tag="DJ46_2987"
     CDS             complement(2798720..2799070)
                     /gene="spoIIAA"
                     /locus_tag="DJ46_2987"
                     /note="spore_II_AA: anti-sigma F factor antagonist"
                     /codon_start=1
                     /transl_table=11
                     /product="anti-sigma F factor antagonist"
                     /protein_id="AIK61493.1"
                     /translation="MSLSMQLEVKRDVLCVRLAGELDHHTAEELRTKVTDMIETHGVH
                     HIVLSLENLSFMDSSGLGVILGRYKHVKGLGGEMVVCAISPPVKRLFEMSGLFKIVRL
                     EESEAHALATLGVA"
     gene            complement(2799241..2800431)
                     /locus_tag="DJ46_2988"
     CDS             complement(2799241..2800431)
                     /locus_tag="DJ46_2988"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK61012.1"
                     /translation="MKRVFGILVCFMLLLSGTSVSFAQSEKTKQDKTEETTPKLAEQA
                     SSAIVIEQDTGKVLFDKNPNEKLPPASMTKIMTMLLIMEQVEKGKLKLTDKVRASEHA
                     ASMGGSQIFLEPGEEMTVNEMLKGIAIASGNDASVAVAEHIAGSEEGFVNMMNKKAKD
                     LGLKNTHFQNPTGLPAKDHYSTANDMAIMAKELMKYPLIRKYTGKYEDYLREDTDKKF
                     WLVNTNKLVRFYPGVDGVKTGFTTEAKYCLTASAEKNGMRVISVVMGAPTSKERNNQV
                     TKLLDYAFGQYMTKKLYTRGEKIKTVQVGKGKKEKVDLVASDNVSLLMKKGENMDKVK
                     QEVIAEKKVKAPIKKGDALGTLVIKKDKDVLLKQTIVAKEDVAAASWWELFKRSFGMF
                     STSK"
     gene            2800598..2801017
                     /locus_tag="DJ46_2989"
     CDS             2800598..2801017
                     /locus_tag="DJ46_2989"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK61148.1"
                     /translation="MHIQLDPRSNTPIWEQIVQNIKKLVLKNMLAPSDKLPSVRELAS
                     LLVINPNTVSKAYQELERQGIIETLRGKGTFVSQSITPTLDERKIGMVEKQFHQLLLE
                     ASYLGVTKDKIHDWIDSYYKEIGGNADVESDKLEEND"
     gene            2800983..2801864
                     /locus_tag="DJ46_2990"
     CDS             2800983..2801864
                     /locus_tag="DJ46_2990"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65359.1"
                     /translation="MLKVTSLKKTIDSQTILDDVSFTLQRGSIIGLLGRNGAGKTTLL
                     RTMVGILDPDEGSVTYGDTDIHKNPETKQKIVYVPDSTNILNGYTVKEIVRFYKTVYT
                     AFDEVYFYELLERFNLPNKRIRSYSKGMKALLAIILAISTKAEYIILDEPTNGLDPIV
                     KRQILQFLVGEVAEKEITIFVSTHHLDEVEQIADTIIILKGHTISSITSLDDAKSRFA
                     KIQVAYERSLPQKLENLSNIKILNQTGKVYTILIEGNVATTLEKFYKEQPILIEELTM
                     SLEDIFITTFEEDSHVS"
     gene            2801854..2802942
                     /locus_tag="DJ46_2991"
     CDS             2801854..2802942
                     /locus_tag="DJ46_2991"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK63115.1"
                     /translation="MFHKALWMRQWKQGKYIILLFWLTSLYQLPYKYYQEAQMQLKLS
                     KMKFGDYTYYYSYYFQTSDGTVFFQGATLIALACLLIGWERNNQSNDFLFSMPFKRKD
                     IFLTKWWLGVFNIITVQIVCWISMYGIKNMSFHNEYQTFAPFYSYFLYATVVLIAIYT
                     FALFIGTITGHIFSQSILTIILLFLPYGFGLLISGFIYSHTQWSVDAMGEIEYHTHEY
                     LQHIGIISPLEYFSITYDYHPIETFDDYGNKLPSASQDNPTERISVPSPWTLLTPFSY
                     IITFLSIATFLYTRTPNEQSGKILLFPNLQKWFIICTVLCFGLLGGRILGGRDALLSY
                     YVGFFLFATISYFIFTRLLKLKFAFARK"
     gene            complement(2803040..2803585)
                     /locus_tag="DJ46_2992"
     CDS             complement(2803040..2803585)
                     /locus_tag="DJ46_2992"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62350.1"
                     /translation="MKRICTLFIMIGSFFCFHQFVDAATPLQVVQKELQHISNKQPVL
                     YSKLWIRSMQNAILFHHSDNIRHEDTISNVTKSSLVKVKQLPLQKASQYIPRLSQYIS
                     KFEAENVQVYYVAARYEVKKENPYQLNGMNYFMQVFIQQGGEWRIAESIVAPTDQIVA
                     NGDGFGTKQEKEYGKRRENVK"
     gene            complement(2803688..2804107)
                     /locus_tag="DJ46_2993"
     CDS             complement(2803688..2804107)
                     /locus_tag="DJ46_2993"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK61926.1"
                     /translation="MNEKRETLILELSGSFRKMIRLLQNDINTRFAEHMPYNEFSVLR
                     ALFLNSPQMASQIASEVNVTSSHITAVTDRLVRKGFVERKRSNSDRRIVYLEITEHGR
                     EVTEKLEAVRKEYYKERFKGWSDQEIEMVLELFGRVL"
     gene            2804267..2804938
                     /locus_tag="DJ46_2994"
     CDS             2804267..2804938
                     /locus_tag="DJ46_2994"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62618.1"
                     /translation="MQGGMNPYLHNVRTANTGKEATITVQGEGIVKAKPNVVILTIGI
                     RTDSKNVKQAQEENAVQSKQLLDALKQLGIADKDIETISYTITPQYEYVNDKALLQGY
                     RVEHLYEITVLNVQKAGEVYDIAVSNGANVAKGLRFRISHPNKYYEQALIQALQQAVE
                     KARAIASTYNLNINPVPLSFVEESAQLPREVTSYATLHAQAAPPIQSGELEIISTIRA
                     IFTYL"
     gene            2805073..2806362
                     /locus_tag="DJ46_2995"
     CDS             2805073..2806362
                     /locus_tag="DJ46_2995"
                     /codon_start=1
                     /transl_table=11
                     /product="permease family protein"
                     /protein_id="AIK63080.1"
                     /translation="MKGILERTFKLGLHETSPKQEVLAGVTSFFTIVYIMIVNASILS
                     DAGIPLEAGILATVFSSFVGCLLMAFWANAPAILVPGMGVNAFFTYTAVHTLGLTWQE
                     ALAAVFISGIIFAIAAFTPIARVLSVSIPKSLKEAITVGIGLFLAFIGLQKGGLVVSN
                     PNTAVAMGKLSNPVVLATVLTLIVALVLFIRNVRGNFLWTIAIGTGIAWLFGLVDTSQ
                     VGNSSFSFANYGDVFGAMSFGKLSSLPFWIATFSLSMVLIFENMGLLHGLLEDDRKFP
                     RAYQANAISAMTCGLFGTSPTVSTVESAAGITAGGKTGLTSIVTGLLFFASLFALPFV
                     KLIPDSAIAPILIIIGGLMITSIQQIPLNDFSEGFPAFLIIIMIPLTYSIADGIAFGF
                     IAYPILKVALGKRKEVAPSMYIITCLFLAMFVLHAIG"
     gene            complement(2806397..2807359)
                     /gene="corA"
                     /locus_tag="DJ46_2996"
     CDS             complement(2806397..2807359)
                     /gene="corA"
                     /locus_tag="DJ46_2996"
                     /note="corA: magnesium and cobalt transport protein CorA"
                     /codon_start=1
                     /transl_table=11
                     /product="magnesium and cobalt transport protein CorA"
                     /protein_id="AIK63157.1"
                     /translation="MGEIMIRICAITKADEVLYDVSLEETKKDHIVWYWLDLYKPTKE
                     EYTYILQDHFKFHPLAIEDCIEYVQRPKVDFYDGYNFLVLHAFGEDGLEPHEIDLFIS
                     DRYIVSFHFSHNNAIERVWKTLGEKKRIKNSPLHVAHTIIDQIVDDYFAPVYYIEDHL
                     NAIDDNLTGETAGSVLEEVFDIRADLSKLRRTIIPMRDLLYRILNSTRFYGISDHEIY
                     FKDIHDHLLKLTEMIEASRELTADIRDSYFSLNSHHMNNIMKTLTVFSTIFMPLTFIA
                     GVYGMNFEHMPELGGQYSYFICLLIMALIGGGMMVWFYKKGWFK"
     gene            complement(2807422..2808726)
                     /gene="pdp"
                     /locus_tag="DJ46_2997"
     CDS             complement(2807422..2808726)
                     /gene="pdp"
                     /locus_tag="DJ46_2997"
                     /EC_number="2.4.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrimidine-nucleoside phosphorylase"
                     /protein_id="AIK61138.1"
                     /translation="MRMVDLIAKKRDGHALTTEEINFIVEGYTNGDIPDYQVSSLAMA
                     IFFQDMNDQERADLTMAMVNSGDTIDLSAIEGVKVDKHSTGGVGDITTLVLGPLVAAL
                     GVPVAKMSGRGLGHTGGTIDKLEAVPGFHVEIENDEFMRLVNENKIAVIGQSGNLTPA
                     DKKLYALRDVTATVNSIPLIASSIMSKKIAAGADAIVLDVKTGAGAFMKTDEDAKRLA
                     EAMVRIGNNVGRNTMAVISDMSQPLGEAIGNALEVQEAIDTLQGKGPKDLEELCLTLG
                     SQMVYLAGQASSLEDAREKLIEVMNNGKALESFKTFLSAQGGDASVVDDPSKLPQAQF
                     KIEVEAKEDGYVSEIVADEIGTAAMLLGAGRATKESEIDLAVGLMLRKKVGDSVKKGE
                     SLVTIYANRENVEDVKAKIYENMKISKEHVDAPTLVHGIVTE"
     gene            complement(2808734..2809555)
                     /locus_tag="DJ46_2998"
     CDS             complement(2808734..2809555)
                     /locus_tag="DJ46_2998"
                     /EC_number="2.4.2.1"
                     /note="PNPH: purine nucleoside phosphorylase I, inosine
                     and guanosine-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="purine nucleoside phosphorylase I, inosine and
                     guanosine-specific"
                     /protein_id="AIK65845.1"
                     /translation="MNRELITKSASYLKEKFQETPQVGLILGSGLGVLADEIENAVTV
                     PYSEIPEFPVSTVEGHAGQLVFGTLQGVTVVAMQGRFHFYEGYDMQKVTFPVRVMKEL
                     GVETVVVTNAAGGVNTSFEPGDLMLISDHINFMGTNPLIGPNDSEMGVRFPDMSTSYT
                     VELREMAKQVAADLNIKVQEGVYVGMTGPVYETPAEIRMLRTLGGDAVGMSTVPEVIV
                     ARHAGMKVLGISCISNMAAGILDQPLHHDEVIETTERVKANFLALVKAIVKQMKG"
     gene            complement(2809568..2810752)
                     /gene="deoB"
                     /locus_tag="DJ46_2999"
     CDS             complement(2809568..2810752)
                     /gene="deoB"
                     /locus_tag="DJ46_2999"
                     /EC_number="5.4.2.7"
                     /note="deoB: phosphopentomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphopentomutase"
                     /protein_id="AIK64279.1"
                     /translation="MNKYKRIFLVVMDSVGIGEAPDAEQFGDLGSDTIGHIAEHMNGL
                     HMPNMVKLGLGNIREMKGISKVEKPLGYYTKMQEKSTGKDTMTGHWEIMGLYIDTPFQ
                     VFPEGFPKELLDELEEKTGRKIIGNKPASGTEILDELGQEQMETGSLIVYTSADSVLQ
                     IAAHEEVVPLDELYKICKIARELTLDEKYMVGRVIARPFVGEPGNFTRTPNRHDYALK
                     PFGRTVMNELKDSDYDVIAIGKISDIYDGEGVTESLRTKSNMDGMDKVVDTLNMDFTG
                     LSFLNLVDFDALFGHRRDPQGYGEALQEYDARLPEVFEKLKEDDLLLITADHGNDPVH
                     HGTDHTREYVPLLAYSPSMKEGGQELPLRQTFADIGATVAENFGVKMPEYGTSFLNEL
                     KK"
     gene            complement(2811157..2811900)
                     /locus_tag="DJ46_3000"
     CDS             complement(2811157..2811900)
                     /locus_tag="DJ46_3000"
                     /codon_start=1
                     /transl_table=11
                     /product="ytkA-like family protein"
                     /protein_id="AIK63304.1"
                     /translation="MMKKLIMTLFIAMLALAGCNTNKEEPKKEQKLEAVKVAVQTNPK
                     EIKPGEKTEVQALVTQGKEKVTDADDVKFEVWKAGDEKHEMLEGKHKGKGVYAVEKTF
                     ETDGVYHIIAHTNAREMHVMPEVKVAVGNAKVEDAKKENSDHGAGHGDHKSDTMIHLM
                     AGDIKANAESTMKVHLKQKEEALTGAEVQLEIWKDGVEKHEFIPAKEGNKGEYETKHT
                     FKENGSYKVKVHVKKGELHEHKEETVEVK"
     gene            complement(2812044..2812934)
                     /gene="xerD"
                     /locus_tag="DJ46_3001"
     CDS             complement(2812044..2812934)
                     /gene="xerD"
                     /locus_tag="DJ46_3001"
                     /note="recomb_XerD: tyrosine recombinase XerD"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine recombinase XerD"
                     /protein_id="AIK64527.1"
                     /translation="MEDQLKDFIHYMVVEKGLAKNTVVSYERDLKSYVKYLQKVEQAK
                     SFHEVTRLHIVNFLQHLKENGKSSKTLARHIASIRSFHQFLLRERAVEHDPSVHIETP
                     QGERKLPKVLSVDEVEALLQTPKMTSAFGVRDKAMLELLYATGLRVSELIALNLEDVH
                     LTMGFVRCVGKGNKERIIPLGSLATEAIQKYIEKGRRELMGKKVVDALFLNHHGNRLS
                     RQGFWKILKRLAKEANIEKELTPHTLRHSFATHLLENGADLRAVQEMLGHADISTTQI
                     YTHVSKTRLKDVYKQFHPRA"
     gene            complement(2812941..2813171)
                     /locus_tag="DJ46_3002"
     CDS             complement(2812941..2813171)
                     /locus_tag="DJ46_3002"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65695.1"
                     /translation="MCRVLKLTFDGIKVFLLFTSCTILFYFAILWINEEYESYHRYEK
                     PKEETVEKVSGNEEPAKDAFVNRMMFFYENGE"
     gene            complement(2813275..2813730)
                     /gene="fur"
                     /locus_tag="DJ46_3003"
     CDS             complement(2813275..2813730)
                     /gene="fur"
                     /locus_tag="DJ46_3003"
                     /codon_start=1
                     /transl_table=11
                     /product="ferric uptake regulation protein"
                     /protein_id="AIK65950.1"
                     /translation="MEERIERIKKQLHAASYKLTPQREATVRVLLENEEDHLSAEDVY
                     LLVKEKSPEIGLATVYRTLELLSELKVVDKINFGDGVSRYDLRQEGAQRFHHHLICTQ
                     CGAVQEIQEDLLGEVERKVEHDWSFKVKDHRLTFHGICKNCQENETDEK"
     gene            complement(2813837..2814484)
                     /gene="spoIIM"
                     /locus_tag="DJ46_3004"
     CDS             complement(2813837..2814484)
                     /gene="spoIIM"
                     /locus_tag="DJ46_3004"
                     /note="spo_II_M: stage II sporulation protein M"
                     /codon_start=1
                     /transl_table=11
                     /product="stage II sporulation protein M"
                     /protein_id="AIK63163.1"
                     /translation="MWRKTWQDRVMSHIQENSSLYIFNAVLLLMGVIFGAILVNSLQL
                     NQKQDLSFYLQRFFGQVSKGEFAIAGEMFRESYFSQLKYIGFIWILGISIIGLPLIFI
                     LLFAKGVVVGFTVGFLVSQHGWNGLLLAFVSVLPQNLIIIPVFLVMTTIAASFSLRMI
                     RHQFIRKITEPLLPLLIRYTCFFLVIGAVLALASSVEAYASPVLMKEVVEAINKQ"
     gene            2814611..2815162
                     /locus_tag="DJ46_3005"
     CDS             2814611..2815162
                     /locus_tag="DJ46_3005"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65517.1"
                     /translation="MKPLLLDFPTLFQTERLQVRKPFPGDGAEVYEAIQASLEDLVPW
                     MPINAETEESAEEIVRNAHGQFLLRETLDFHLYDKVSGTFIGAITLKPENWDIPKFSL
                     HFWLHSAYTKQGYMTEAVKGAIQFAFDKLSARRIEIRIDATNTNACKLAERLEFILEG
                     TMENDFIAPDGSLRDARVYAKIN"
     gene            complement(2815187..2815726)
                     /gene="nudF"
                     /locus_tag="DJ46_3006"
     CDS             complement(2815187..2815726)
                     /gene="nudF"
                     /locus_tag="DJ46_3006"
                     /EC_number="3.6.1.13"
                     /codon_start=1
                     /transl_table=11
                     /product="ADP-ribose pyrophosphatase"
                     /protein_id="AIK64131.1"
                     /translation="MSNLAERTVKTEPIFDGRVIKVRVDDVVLPNGAMSKREIVNHPG
                     AVAIIAITDEGKIVLVEQYRKALEKAIIEIPAGKLEPGEKPEVTAVRELEEETGYVCE
                     NMELITSFYTSPGFADEILYVYKATGLTKKENKAALDEDEFVELMEVSLEEATTLMKD
                     LRIHDAKTMFAVQYLQLQK"
     gene            2815801..2815929
                     /locus_tag="DJ46_3007"
     CDS             2815801..2815929
                     /locus_tag="DJ46_3007"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64321.1"
                     /translation="MKVYILPNRVTLVGKAWQIRHKLKQYGKEYTTVQEWITASKK"
     gene            2815983..2816897
                     /locus_tag="DJ46_3008"
     CDS             2815983..2816897
                     /locus_tag="DJ46_3008"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase"
                     /protein_id="AIK62465.1"
                     /translation="MKKRQLGNSDLFVTEMGLGCMSLGTSEAEAMRIIDEAIDLGINF
                     FDTADLYDYGLNEEFVGKALKGKRDQIVLTTKVGNRWTEEKNGWSWDPSKNYIKAEVK
                     ESLRRLQTDYIDLYQLHGGTIEDPIDETIEAFEELKKEGIIRHYGISSIRPNVIREYA
                     KRSNIVSVLMEYSLLNRRPEEWFPLLNEHQISVIARGPLAKGILTDNNARKIERVKEK
                     DYLSYSYDELYGTLANVKELIVESSLTGTAIQYCLHNDTVAAVIPGASSIQQLRENVQ
                     ACKQTQLTTEEYIQLQQIAKCDTYALHR"
     gene            complement(2816927..2817754)
                     /locus_tag="DJ46_3009"
     CDS             complement(2816927..2817754)
                     /locus_tag="DJ46_3009"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AIK61777.1"
                     /translation="MHIPTTTLHNGVKMPMIGLGVYKAKEGDEVKQAVKTALEVGYRS
                     IDTATVYENESGVGEAVRESGIPREDIFITTKVWNDDQGYEETLEAFEKSLKKLQMDY
                     VDLYLIHWPIRGKYVDTYRALEKLYEEGKVRAIGVSNFHKHHLELLLPNCKIKPMVNQ
                     VELHPMLTQFELRNFCQGEQIQMEAWSPLMRGGEVFQHPIIQAIATKYEKTPAQVILR
                     WDIQSGIVTIPKSVTPSRIQENFSIFDFSLTEEEMTEINTLNRNLHVGTNPDKYDTL"
     gene            complement(2817883..2818407)
                     /locus_tag="DJ46_3010"
     CDS             complement(2817883..2818407)
                     /locus_tag="DJ46_3010"
                     /codon_start=1
                     /transl_table=11
                     /product="grpB family protein"
                     /protein_id="AIK62858.1"
                     /translation="MRKIVVVPHENHWGEKFQIEAERLKFAMPETVKIHHIGSTSVPG
                     LAAKPIIDMIMEVENIDRVDRWNERFIELGYIAKGENGIPRRRYFIHGTEEKRSYHLH
                     VFEKGDPEIVRHLAFRDYMMAHCEEAEAYATLKKELAEKYTYDGALYSEGKTEFVRNI
                     DEKAKKWIENSANE"
     gene            complement(2818477..2818740)
                     /locus_tag="DJ46_3011"
     CDS             complement(2818477..2818740)
                     /locus_tag="DJ46_3011"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61950.1"
                     /translation="MKKKKQRQMQRQSQVNQPKKESLTLGDQLNDSLMQQLKDKKKEL
                     QVREEKKEAAELERKRQEQKEREKNKSFEELLSESNLTWKDFK"
     gene            2818942..2820531
                     /locus_tag="DJ46_3012"
     CDS             2818942..2820531
                     /locus_tag="DJ46_3012"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK65101.1"
                     /translation="MWKKIIPAVAVLSTITFSSVFAAPPSQTPAEQNRYIDVQILGIN
                     DFHGQLDTVKKINNKEAGGADYLATYLKERKKQNPNTLLVHAGDIVGASPPVSALLQD
                     EPTIEFLNDLKFDVGTIGNHEFDEGIEEMRRLIYGGYHEKTGNFKGADFPYVAANFYN
                     KSTGRLFLPPFTIKMVNGVPVGFIGVVTTDTPNVVMPTMLKNVEITDEVEAINKSAQQ
                     LKRLGVKSMVVLAHVGGTTDESGVTNGDLTRIANETDPEVDVIFGGHSHTYVNGTVNN
                     KLIVQANSYGTAFSDVDVTIDRKTKDIVKKKAEVVTTYHEGVEPDKQVKKKLDQYKEK
                     IAPLVNEVVGKSTAPIDRKQNDAGESTLGNLVADAQRQTMQTQIALMNPGGIRNDLDA
                     GDITWGELYGIQPFGNQLIKVDLTGQDIRDILNQQWQKGTTRMLQISGIQYTWDANKP
                     NGEKVTNIRLTSGEELSPSKTYSVVANAFLASGGDGFVSFKNGKNTETGPNDFEALVD
                     YVKQLKEPIQPIIDGRIQKIN"
     gene            complement(2820654..2821130)
                     /locus_tag="DJ46_3013"
     CDS             complement(2820654..2821130)
                     /locus_tag="DJ46_3013"
                     /codon_start=1
                     /transl_table=11
                     /product="ribbon-helix-helix, copG family protein"
                     /protein_id="AIK62731.1"
                     /translation="MTIGEIIDCLNRRESIAIIAKRLEISPYTLSKKLRLIGYEYDGE
                     QKKRIFVGDGEEPRHLQLQEATALQYAKTDYQLLIYEQLQSIYELLRKREEVIVPIMN
                     ISTEKKKRTFSINKEILAKLDVISESKGIQKSKLVEEALQQFLQQYDFNNTSHFDN"
     gene            2821252..2822250
                     /locus_tag="DJ46_3014"
     CDS             2821252..2822250
                     /locus_tag="DJ46_3014"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK61099.1"
                     /translation="MLFRSYTPQFYNENKQPIPNSIATMESVMINNRKQTLLIRGQNV
                     EQPILLCCHGGPGMAQIGFIRHFQKELEKHFIVINWDQRGAGKSFSTKDFGANFTIEQ
                     FISDAKEVIQYVLKKFSKQKLFLAGHSWGSIIGLNIAHQYPQYIEAYIGIGQIVHMKQ
                     NEELLYQHLIRSAKKHDHKKALASLLKLGKPPFLDTRRLIIQRKWLGTFGGAIQNGSS
                     FSFIRKGFFSPEYTLLDWFKFLAGNLKSGVLWEEMLTIDFFSSITSLSIPVYFCSGRY
                     DYQTPYALVQEYCDVIEAPIKKMIWFPNSAHSPDLEEPELFAHSLQSIKQELAFQH"
     gene            2822382..2823701
                     /locus_tag="DJ46_3015"
     CDS             2822382..2823701
                     /locus_tag="DJ46_3015"
                     /codon_start=1
                     /transl_table=11
                     /product="dctM-like transporters family protein"
                     /protein_id="AIK65906.1"
                     /translation="MNAVLVAVAVMLLLSLLRVQVIVAIIVGALTGGMIGGLGISETI
                     NTFTTGLGNSAPIALSYAMLGGFAISLSKTGLPDAMIQTALKWIDNEQDTKKQVYSKI
                     LILFIILTMACFSQNVIPVHIAFIPILIPALLKVLNELKVDRRLVTCIITFGLITPYM
                     WIPAGFGKIYHDVLQTNAAQSGLTFDVALIPKAMTIPAIGMIIGLCVAVFITYRKPRT
                     YETEQIHTTENEIVPYTKRSITFGLVSILATLTVQLATESMIFGALAGIIVLSVSGSL
                     PLKEADAILTSGMRMMSFIGFVMISAAGFGAVLRKTGHVESLVQTSAHIIGNNKPLAA
                     FLMLVIGLLVTMGIGSSFSTIPILTTIFVPLCIQLGFSPMATIAIIGTAGALGDAGSP
                     ASDSTLGPTSGLNADDQHHHIWDTCVPTFLHYNIPLLIFGFIAAITL"
     gene            complement(2823725..2824588)
                     /locus_tag="DJ46_3016"
     CDS             complement(2823725..2824588)
                     /locus_tag="DJ46_3016"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK63863.1"
                     /translation="MATIRDVAKLAGVSVATVSRVMNEKGYVHEDTVKQVKEAIEELR
                     YRPNSAAKPLFKENSTIIALLVDNLYNPSNITLLHCIEEIAYKEGYQIIVCNIENKDR
                     CIHMLKENNVAGVILTRSVFKSIGEIPLPFVVIDEKKSHVNYYESGQRAVSLLKEKGC
                     HFLAYFGEGEDSEEMENRISGFLDAVWEGGISYREVCVQGYTNKQFITLLRNNPYIDG
                     IVTESDKVTFELIQAAKNLNIRIPDKLKIIGLNGSIDSEWIGSSFMKIESCIEENGEI
                     ALQQLKEKIKK"
     gene            complement(2824688..2825170)
                     /locus_tag="DJ46_3017"
     CDS             complement(2824688..2825170)
                     /locus_tag="DJ46_3017"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63104.1"
                     /translation="MVHIQEITPAMKETIRMFMCENWGSSLMVSRGKGHQLEELPGFV
                     ALLEDRIIGIITYEVIGNMCEIVSLDSFEERKGIGTKLVDCVLKVAEEEQCRQIWLIT
                     TNDNMNALRFYQKRNFVMTHLYVNAVEKARKIKKEIPRIGYDNIPILHEIQLEYRLMK
                     "
     gene            2825252..2826175
                     /locus_tag="DJ46_3018"
     CDS             2825252..2826175
                     /locus_tag="DJ46_3018"
                     /codon_start=1
                     /transl_table=11
                     /product="X-Pro dipeptidyl-peptidase family protein"
                     /protein_id="AIK63439.1"
                     /translation="MKRFFAALFTILGAITALGIFFTNKVMYLKKKTEEEVLERETKK
                     HFRIEDFDALHKEEIHIPSQFGYDLHGYYIPADHSNKFMIFCHGVTVNKMNSVKYARL
                     FLNRGYNVVIYDHRRHGKTGGKTTSYGYYEKHDLKSVVDWLKSRFGTNITLGIHGESM
                     GAATLLQYAGLVEDGADFYIADCPFSDFYGQLQHRLKVEFHLPKWPLLPLANAFLKVR
                     DGYTIREVSPIDCIKNINNPVLFIHSKDDDYILADMTKALYEAKENNKQLYIAEHGAH
                     ACSYNENKEEYEAAVDQFLNSYVKETKNRLA"
     gene            complement(2826186..2826431)
                     /locus_tag="DJ46_3019"
     CDS             complement(2826186..2826431)
                     /locus_tag="DJ46_3019"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66340.1"
                     /translation="MDKQLRTLRNIANERTWASFLNDNHPYSLLHWSIAGVGQESKDV
                     WLLQDEVTFQTTEFPTLDDAMQWISENMEQVTDVLAQ"
     gene            2826571..2826777
                     /locus_tag="DJ46_3020"
     CDS             2826571..2826777
                     /locus_tag="DJ46_3020"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-binding zinc finger CDGSH type family
                     protein"
                     /protein_id="AIK64145.1"
                     /translation="MAKVQIKVNDNGSFRVTGDVELVDSQGNVFPAKPAFSLCRCGLS
                     KNMPYCDASHKGKFESVVRAPEAE"
     gene            2827423..2828535
                     /gene="ribD"
                     /locus_tag="DJ46_3021"
     CDS             2827423..2828535
                     /gene="ribD"
                     /locus_tag="DJ46_3021"
                     /EC_number="3.5.4.26"
                     /note="eubact_ribD: riboflavin biosynthesis protein RibD"
                     /codon_start=1
                     /transl_table=11
                     /product="riboflavin biosynthesis protein RibD"
                     /protein_id="AIK65364.1"
                     /translation="MTDQEYMRIALQLAEGTCGQTSPNPMVGAVVVKDGNIVGMGAHL
                     RAGEEHAEVHALHMAGDKAKGATVYVTLEPCSHFGKTPPCCELLIKKEVKRVVIATLD
                     CNPLVSGNGKRKLEEAGIEVTTGVLEAEAVLLNRYFFHYMKTKRPFVTIKTAMSLDGK
                     TATVTGESKWITGEKARADVHQYRHTHDAILVGVNTVIADNPHLTTRIPNGGQNPIRV
                     ILDTHLRTPPSSHVITDSLAPTWIIVGTDVNQEKIASYESKNIAIFQMKTKQIEIQDV
                     LHLLGEKQILSLFVEGGQTVHASFLQTKYFNEIVTYISPKLIGGSKAPTLFGGNGFST
                     LQDALSLEIQEMKQIGDDIKIVAHARNEVTKCLQEL"
     gene            2828517..2829161
                     /gene="ribE"
                     /locus_tag="DJ46_3022"
     CDS             2828517..2829161
                     /gene="ribE"
                     /locus_tag="DJ46_3022"
                     /EC_number="2.5.1.9"
                     /note="ribE: riboflavin synthase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="riboflavin synthase, alpha subunit"
                     /protein_id="AIK62469.1"
                     /translation="MFTGIVEELGTITNMQQSGEAMKLTIHANKILSDVHLGDSIAVN
                     GICLTVTSFTTTSFTVDAMPETMKSTSLRLLKSHSKVNLERAMAANGRFGGHFVSGHI
                     DGIGTILNKKQHYNAIYYKIAISDELLRYCLHKGSIAVDGTSLTIFDIDESSITISLI
                     PHTVSESVIGEKNAGDIVNIECDMIGKYIERFITKPVKRTGSMTENFLQENGFL"
     gene            2829174..2830367
                     /gene="ribA"
                     /locus_tag="DJ46_3023"
     CDS             2829174..2830367
                     /gene="ribA"
                     /locus_tag="DJ46_3023"
                     /EC_number="3.5.4.25"
                     /note="ribA: GTP cyclohydrolase II"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP cyclohydrolase II"
                     /protein_id="AIK63245.1"
                     /translation="MFHRIEEALEDLKQGKVVIVCDDENRENEGDFIALAEYITPETI
                     NFMITHGRGLVCVPITEGYAERLQLEPMVSHNTDSHHTAFTVSIDHVSTTTGISAHER
                     ATTIQQLLNPASKGADFNRPGHIFPLIAKEGGVLRRAGHTEAAVDLAQLCGAEPAGVI
                     CEIINEDGTMARVPDLLQCAKQFDIKMITIEDLIAYRRHHETLVTREVEITLPTDFGT
                     FQAIGYSNSLDTKEHIALVKGDISTGEPVLVRVHSECLTGDVFGSCRCDCGPQLHAAL
                     AQIEREGKGVLLYMRQEGRGIGLLNKLRAYKLQEEGFDTVEANEKLGFPADLRDYGIG
                     AQILKDLGLQHLRLLTNNPRKIAGLQGYDLTVTERVPLQMPAKEENKTYLQTKVNKLG
                     HLLNL"
     gene            2830386..2830847
                     /gene="ribH"
                     /locus_tag="DJ46_3025"
     CDS             2830386..2830847
                     /gene="ribH"
                     /locus_tag="DJ46_3025"
                     /note="lumazine-synth: 6,7-dimethyl-8-ribityllumazine
                     synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="6,7-dimethyl-8-ribityllumazine synthase"
                     /protein_id="AIK62422.1"
                     /translation="MVFEGHLVGTGLKVGVVVGRFNEFITSKLLGGALDGLKRHGVEE
                     NDIDVAWVPGAFEIPLIAKKMANSGKYDAVITLGTVIRGATTHYDYVCNEVAKGVASL
                     SLQTDIPVIFGVLTTETIEQAIERAGTKAGNKGYESAVAAIEMAHLSKHWA"
     gene            complement(2830823..2831194)
                     /locus_tag="DJ46_3024"
     CDS             complement(2830823..2831194)
                     /locus_tag="DJ46_3024"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61171.1"
                     /translation="MHKYILAIMTCLILLKAISADPVKAAENPEQKEMQQRIEQHFRT
                     KAEHFGLKTEGKDLKEVRKEITIIEEAKKRENVWRTAQTLRIQTEGKTMNELIKDVRK
                     KVKNKKRPQPLFIFYAQCFDK"
     gene            complement(2831377..2832375)
                     /gene="bioB"
                     /locus_tag="DJ46_3026"
     CDS             complement(2831377..2832375)
                     /gene="bioB"
                     /locus_tag="DJ46_3026"
                     /EC_number="2.8.1.6"
                     /note="bioB: biotin synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin synthase"
                     /protein_id="AIK65393.1"
                     /translation="MKQVQTKRDWKKLAYDVVEEKMITKEDAIAILEADDTEVLEIMN
                     AAYIIRHHYFGKKVKLNMIINTKSGLCPEDCGYCSQSIISEAPIDKYAWLTQEKIVEG
                     AHEAIRRKAGTYCIVASGRRPTDKEVNHVIGAVKEIRETTDLKICCCLGFLNEDQAGR
                     LAEAGVHRYNHNLNTHANNYESICSTHTYDDRVDTVQKAKQAGISPCSGAIFGMGETI
                     EERAEIAFELQRIDADSIPCNFLVAVKGTPLEGQKELTPVECLKVLAMMRFVNPTKEI
                     RISGGREINLRSVQPIGLFAANSIFVGDYLTTAGQEPTADWGMIEDLGFEIEECAL"
     gene            complement(2832377..2833186)
                     /locus_tag="DJ46_3027"
     CDS             complement(2832377..2833186)
                     /locus_tag="DJ46_3027"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK62774.1"
                     /translation="MINKTLLQKRFNVAAVSYDQYANVQKKMAHSLLSTLDRRYSANS
                     SIRILELGCGTGYVTEQLSNLFPKAHITAIDFAESMIAVAKTRQNVKNVMFYCEDIER
                     LQLEETYDVIISNATFQWLNDLKQVIRNLFHHLSIDGILLFSTFGQETFQELHTSFQR
                     AKEEKNIQNETSIGQRFYSKNQLRHICEVETGDVHVSETCYIERFTEVREFLHSIRKV
                     GATNSNEESYCQSPSLFRAMLRIYERDFTGNEGIIATYHALFMHITKEGKR"
     gene            complement(2833152..2833892)
                     /locus_tag="DJ46_3028"
     CDS             complement(2833152..2833892)
                     /locus_tag="DJ46_3028"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase/Carboxylesterase family protein"
                     /protein_id="AIK65496.1"
                     /translation="MKELKIIFIPGWGMEENIWDLVLPHFKGYSVQCIDWRNVKEQSE
                     FAGRIIDVAKDENVILVGWSLGALAAIQAYKKIKAKGIVLIGGTAKFTNASDYSNGWN
                     TLHVERLKRNLARRKEDTLKRFYENMFTKDELKENKSFEDIVKHFKGDSIQSLQFGLD
                     YLIETDMREALKEINVPILLIHGERDVICPLSAACSMAENETAKLKVVSEAGHALCVT
                     NFEYCVNEIIQFVEGIRHDQQNVTTKTV"
     gene            complement(2833889..2835076)
                     /gene="bioF"
                     /locus_tag="DJ46_3029"
     CDS             complement(2833889..2835076)
                     /gene="bioF"
                     /locus_tag="DJ46_3029"
                     /EC_number="2.3.1.47"
                     /note="bioF: 8-amino-7-oxononanoate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="8-amino-7-oxononanoate synthase"
                     /protein_id="AIK63907.1"
                     /translation="MNQPWRTHLQTKLKQLHEQGQYRNLHVTEQAEETWLIRDEKRML
                     NLASNNYLGLAGDERLKEAAIVCTRKYGTGATASRLVVGNYSLYEEVERSICNWKGTE
                     KALVVNSGFTANVGAISSLACRHDIVFSDKLNHASIVDGIILSGAEHKRYRHNDLNHL
                     EALLKTASPEKRKLIVTDTVFSMDGDTAHLRELVQLKEKYGAIIIVDEAHASGIYGIG
                     GAGLSHIEKDLAQKIDIHMGTFSKALGCYGAYLTGDAIYIEYLQNMMRSFIFTTALPP
                     STLGAVQKAIEIVQEDHKRRENLIANGEYFRSKLREAGFNIGNSSTHIVPIVVGSNEN
                     TLRFSKRLQEAGIAAIAIRPPTVPVHSSRIRFAVTSQHTIADLKWAIDRITHIAKEEE
                     LFV"
     gene            complement(2835042..2835770)
                     /gene="bioD"
                     /locus_tag="DJ46_3030"
     CDS             complement(2835042..2835770)
                     /gene="bioD"
                     /locus_tag="DJ46_3030"
                     /EC_number="6.3.3.3"
                     /note="bioD: dethiobiotin synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="dethiobiotin synthase"
                     /protein_id="AIK62100.1"
                     /translation="MSGFFITATDTEVGKTVVAGALAGVFRELGYNIGVYKALQSGHV
                     ASNPEGDAARLKVLSGVPIKEDEICPYSIEEPLAPRLAMKRAGRAVTLKDIIHHYNER
                     LKEFNSLFVEGAGGLAVPYTEDALVIDFAKELQLPLIVVARPTLGTVNHTVLTIAYAK
                     AHGLTVAGVILSGCKECEMERVQENKVMIEELSGVPVLGLLPFFEGEFTKEEVLESAK
                     EYIMISKLEEFIRNESTVAHTSSN"
     gene            complement(2835770..2837158)
                     /gene="bioA"
                     /locus_tag="DJ46_3031"
     CDS             complement(2835770..2837158)
                     /gene="bioA"
                     /locus_tag="DJ46_3031"
                     /EC_number="2.6.1.62"
                     /note="bioA: adenosylmethionine-8-amino-7-oxononanoate
                     transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenosylmethionine-8-amino-7-oxononanoate
                     transaminase"
                     /protein_id="AIK63625.1"
                     /translation="MTFSKSTTDKPSYTYEELSVKNKAYVWHPFTQMKDYLEEDPVII
                     ERGEGRKLYDVNGNEYWDGVSSIWLNVHGHQVPELDEAIREQLNKIAHSTMLGLANVP
                     SILLAEKIIEVVPEGLKKVFYSDSGSSAVEIAIKMAFQYWQHKGKPKKQRFVTLKEAY
                     HGDTIGAVSVGAIDLFYQVYSSLLFEAIKMPYPYTYRSPYGNDKAEIVKKHLEEMEEL
                     LKDKHEEIAAIIVEPLMQGAGGMITMPKGYLRGLRNLCTKYNVLFITDEVATGFGRTG
                     KMFACEHENVTPDILTAGKGLTGGYLPVAITVTTDEIYNAFLGSYEEQKTFFHGHSYT
                     GNPLGCAVAIANLELYEKTNLIEEVARKTEYVATQLEELFACKHVGDIRQCGLMVGIE
                     LVKNKETKEAFEWTERVGVQVCKRSRELGMILRPLGNTIVFMPPLASTIDEIDEMLRI
                     LYKAISDITEGE"
     gene            complement(2837281..2837637)
                     /locus_tag="DJ46_3032"
     CDS             complement(2837281..2837637)
                     /locus_tag="DJ46_3032"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK63610.1"
                     /translation="MKKKIILFTTLLVIGGSAGVYKAFAVELEQAKQKQIQQSEVKKA
                     KEAEEKKSMEKAATKLGVSTEGKTKEEITKEVNTARFEQRHDLLIEHAKQLGIDTEGK
                     KDEEIILEIGKIQHGK"
     gene            2838276..2839649
                     /gene="nhaC"
                     /locus_tag="DJ46_3033"
     CDS             2838276..2839649
                     /gene="nhaC"
                     /locus_tag="DJ46_3033"
                     /note="antiport_nhaC: Na+/H+ antiporter NhaC"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+/H+ antiporter NhaC"
                     /protein_id="AIK63512.1"
                     /translation="MVSKIESVLLTIFIFFCIGFSVIKLEVSPHIPILFGIVLLLAFG
                     FMKKIDWSTMEKGMISSISAGIPSIFIFLLVGVLISVWIAAGTIPTLMVYGFQLVSPK
                     IFIPTVFVVCAIVGTSIGSAFTTAATVGLAFMGMGSALGYDPALIAGAIISGAFFGDK
                     MSPLSDTTNLAPAVTGVDLFEHIRNMLWTTVPAFIIAFIAFFILGSGTSGDVDFTNFI
                     STVEKNATISIFTLIPILLLFLFAFKKVPAVPTLLAGIIVGIIILFIFKPSTSLTDLM
                     KIMQDGYVSKTGIKDIDSLLSRGGLQSMMMSIALIFLALCMGGLLQGMGIITQLMNII
                     SSFVKTSTRLIISTASTAIGVNFLLGEQYLSIVLTGQAFANKYDEVGLERRNLSRVLE
                     DAGTVINPLVPWGVSGVFLSNVLGVPTFDYVPFAIFCLACPIVTIIVGFTGFGLSWKK
                     EKAVTIS"
     gene            complement(2839699..2842041)
                     /locus_tag="DJ46_3034"
     CDS             complement(2839699..2842041)
                     /locus_tag="DJ46_3034"
                     /note="LPXTG_anchor: LPXTG cell wall anchor domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LPXTG cell wall anchor domain protein"
                     /protein_id="AIK62866.1"
                     /translation="MKKSKKMLAGATLAIGVMAPQVLPATAHADEKTGESTVNLRILE
                     TSDIHVNLMNYDYYQTKTDNKVGLVQTATLVNKAREEAKNSVLFDDGDALQGTPLGDY
                     VANKINDPKKPVDPSYTHPLYRLMNLMKYDVISLGNHEFNYGLDYLNKVISKTEFPVI
                     NSNVYKDDKDNNEENDQNYFKPYHVFEKEVEDESGQKQKVKIGVMGFVPPQVMNWDKA
                     NLEGKVKAKDIVETAKKMVPKMKAEGADVIVALAHSGVDKSGYNVGMENASYYLTEVP
                     GVDAVLMGHSHTEVKDVFNGVPVVMPGVFGSNLGIIDMQLKKVNGKWEVQKEQSKPQL
                     RPIADSKGNPLVQSDQNLVNEIKDDHQATIDYVNTAVGKTTAPINSYFSLVQDDPSVQ
                     LVTNAQKWYVEKLFAENGQYSKYKGIPVLSAGAPFKAGGRNGATYYTDIPAGTLAIKN
                     VADLYVYPNTLYAVKVNGAQVKEWLEMSAGQFNQIDPKKTEEQPLVNIGYPTYNFDIL
                     DGLKYEIDVTQPAKYDKDGKVVNANTNRIINMTYEGKPVADNQEFIVATNNYRGSSQT
                     FPGVSKGEVVYQSQDETRQIIVKYMQETPVIDPAADKNWAFKPIVADKLNTTFDSSPN
                     AQKYIKKDGNISYVGPSENEFAKYAIDITKKNDDDKETGGENPTIPPTGEGDNGENPT
                     TPPTGEGNNGENPTTPPTGEGNNGGNPTTPSTDEGNNAGSGQTTTDNQNSKETTTVSE
                     NKEERDLPKTGTNVASTIGAGLAFIGAGFLLLFRRKKANR"
     gene            2842408..2843187
                     /locus_tag="DJ46_3035"
     CDS             2842408..2843187
                     /locus_tag="DJ46_3035"
                     /codon_start=1
                     /transl_table=11
                     /product="GDSL-like Lipase/Acylhydrolase family protein"
                     /protein_id="AIK61958.1"
                     /translation="MKKVILTIVCLLLLIISYSYFEKNDETKQNEPAEKIEKTSTPSW
                     IDKQTNDSFYHLVLGDSLAKGYGSTQGGFAELASTQIEAQIHKPITVENLGINGLTTD
                     RLAKKVQSEDVKQKIRAANIITINIGGNNLFRLNRDVGVIDGIKMLNKEKAHFEADVK
                     NIVKTVRDQNPDALLILSELYNPLQLDDSIASYADMFLDGWNESVYSISKANQPSIVL
                     PIRKLISNDKKELLFDQVHPNDKGYTIIADSFTKKVLAYKY"
     gene            2843260..2843706
                     /locus_tag="DJ46_3036"
     CDS             2843260..2843706
                     /locus_tag="DJ46_3036"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK62289.1"
                     /translation="MESREWERIVDHLLSLVPLFYRKFMLPGEFSSQRHMPPSHTQVL
                     LLLHENGTLAVSEIGKRLAISRPNMTPLLNKLIQEELIERHYSEKDRRVILISLTAEG
                     KLLVNQYQQFILDKLKESFQTLSEEEREKLIHSLQTIQNLILKTNV"
     gene            complement(2843731..2843919)
                     /locus_tag="DJ46_3037"
     CDS             complement(2843731..2843919)
                     /locus_tag="DJ46_3037"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66192.1"
                     /translation="MYYYYVPQVYPYVNYYPVYDTSRQYELYRQQQVPQLLQIPSQQP
                     TQDQKPYSNVYYGNYYES"
     gene            complement(2843978..2844481)
                     /locus_tag="DJ46_3038"
     CDS             complement(2843978..2844481)
                     /locus_tag="DJ46_3038"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64442.1"
                     /translation="MLKFQYYKLLRSPEGAKKVSLGFAIGFGLEMLVIYTASLVYVIF
                     YPIVRLVKGSFPAAVIGNIIGKISFLPVVLFPLAYALGKMIYPFHVQKIYHEPFTISD
                     LFSSHIFTILKSLLQSEVYVLIGMTIFGVVFGVVSYFVVHYLYEKNRKLRLKNRKKRV
                     REPLVQI"
     gene            complement(2844715..2845665)
                     /gene="argF"
                     /locus_tag="DJ46_3039"
     CDS             complement(2844715..2845665)
                     /gene="argF"
                     /locus_tag="DJ46_3039"
                     /EC_number="2.1.3.3"
                     /note="orni_carb_tr: ornithine carbamoyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="ornithine carbamoyltransferase"
                     /protein_id="AIK64680.1"
                     /translation="MSTVQVPKLNTKDLLTLEELTQEEIISLIEFAIYLKKNKQEPLL
                     QGKILGLIFDKHSTRTRVSFEAGMVQLGGHGMFLNGKEMQMGRGETVSDTAKVLSHYI
                     DGIMIRTFSHADVEELAKESSIPVINGLTDDHHPCQALADLMTIYEETNTFKGIKLAY
                     VGDGNNVCHSLLLASAKVGMHMTVATPVGYKPNEEIVKKALAIAKETGAEIEILHNPE
                     LAVNEADFIYTDVWMSMGQEGEEEKYTLFQPYQINKELVKHAKQTYHFLHCLPAHREE
                     EVTGEIIDGPQSIVFEQAGNRLHAQKALLVSLFKNVEELS"
     gene            complement(2845678..2846838)
                     /gene="argD"
                     /locus_tag="DJ46_3040"
     CDS             complement(2845678..2846838)
                     /gene="argD"
                     /locus_tag="DJ46_3040"
                     /note="argD: transaminase,
                     acetylornithine/succinylornithine family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transaminase, acetylornithine/succinylornithine
                     family protein"
                     /protein_id="AIK61685.1"
                     /translation="MISHLFQTYGRRTVEFVKGNGTKVIDNNGKQYLDFTSGIGVCNL
                     GHCHPTVMKAVQEQLNDIWHISNLFTNSLQEEVASLLTENIALDYVFFCNSGAEANEA
                     ALKLARKHTGKSLVVTCEQSFHGRTFGTMSATGQNKVKEGFGPLLPSFLHTPFNDIKA
                     LKEVMNEEVAAVMVEVVQGEGGVIPADLSFLKEIETLCKKFGSLFIIDEVQTGIGRTG
                     TLFAYEQMGIDPHIVTTAKALGNGIPVGAMIGRKELGTSFTAGSHGSTFGGNYVAMAA
                     AKEVLQVSKRLSFLKEVQEKGEYVLQKLQEELQHVECIQNIRGKGLMVGIECTHEVAS
                     FIEQLEKEGLLVLQAGPNVIRLLPPLIVTNEELEQAVYMIKKVVCTKNVSII"
     gene            complement(2846835..2847602)
                     /gene="argB"
                     /locus_tag="DJ46_3041"
     CDS             complement(2846835..2847602)
                     /gene="argB"
                     /locus_tag="DJ46_3041"
                     /EC_number="2.7.2.8"
                     /note="argB: acetylglutamate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetylglutamate kinase"
                     /protein_id="AIK61709.1"
                     /translation="MNDYIVVKCGGSMLEQLNDVFFDCIKKLQQQYKVVIVHGGGPEI
                     DAKLKDCNINVEKRDGLRVTPKEVMDVVQMVLCGSTNKKFVMNLQKHNLLAVGCSGCD
                     GKLLQVQPVSEEIGYVGEVSYVETALLKGLINMNYIPVIAPIGIHDNEIYNINADTAA
                     AGIAAALSAKELILITDVDGILHEGKLVKKTDESEIATLIEKGVITGGMIPKVQAALA
                     SLKMGVQKISIVNGTKDFTEDTGECIGTTVTRGVSIV"
     gene            complement(2847614..2848838)
                     /locus_tag="DJ46_3042"
                     /note="argJ;argJ family protein;glutamate
                     N-acetyltransferase/amino-acid acetyltransferase"
                     /pseudo
     gene            complement(2848850..2849887)
                     /gene="argC"
                     /locus_tag="DJ46_3044"
     CDS             complement(2848850..2849887)
                     /gene="argC"
                     /locus_tag="DJ46_3044"
                     /EC_number="1.2.1.38"
                     /note="argC: N-acetyl-gamma-glutamyl-phosphate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetyl-gamma-glutamyl-phosphate reductase"
                     /protein_id="AIK64524.1"
                     /translation="MKVAIIGATGYGGIELIRLLEQHPYFSIASLHSFSQVGECITNV
                     YPHFQNVLVHTLQEIDVEEIEKEAEIVFLATPAGVSAELTPKLLAVGLKVIDLSGDFR
                     MKDPFIYEQWYKRAAAKEGVLREAVYGLSEWKRSEIQKANLIANPGCFATAALLAILP
                     LVRSGIIEEDSIIIDAKSGVSGAGKTPTTMTHFPELYDNLRIYKVNEHQHIPEIEQML
                     AEWNRETKPITFSTHLIPISRGIMVTLYAKVKREMEIEQLQQLYEEAYEQSAFIRIRM
                     QGEFPSPKEVRGSNYCDMGIAYDERTGRVTIVSVIDNMMKGAAGQAIQNANIVAGLEE
                     TTGLQHMPLYL"
     gene            2850111..2850296
                     /locus_tag="DJ46_3045"
     CDS             2850111..2850296
                     /locus_tag="DJ46_3045"
                     /codon_start=1
                     /transl_table=11
                     /product="yqzH-like family protein"
                     /protein_id="AIK64517.1"
                     /translation="MNEKLIEKMIIKSFQQYQCSPMSNEDQEMLVKHIQAIIHSNTKI
                     DVYEAVEDIVYDYVTGK"
     gene            complement(2850327..2851121)
                     /locus_tag="DJ46_3046"
     CDS             complement(2850327..2851121)
                     /locus_tag="DJ46_3046"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide biosynthesis family protein"
                     /protein_id="AIK66078.1"
                     /translation="MTGRLQNKVIVITGASSGIGEQVAMQVAEQGATPVLMARTEEKL
                     KALADKIKETYNTPCYYYVLDVSEETEVQSVFSKVLQEVGRIDILVNNAGFGIFKTFE
                     DASMDEVKDMFQVNVFGLVACTKAVLPYMVKRNEGHIINIASLAGKIATPKSSAYAAT
                     KHAVLGFTNSLRMELSSTNVFVTAINPGPIDTNFFEIADQSGTYVKNMGRYMLKPTYV
                     AEQIVKSMQTKKREVNLPKWMGIGPKLYALFPGLFERVAGKSLSKK"
     gene            complement(2851131..2851874)
                     /locus_tag="DJ46_3047"
     CDS             complement(2851131..2851874)
                     /locus_tag="DJ46_3047"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK61412.1"
                     /translation="MWLLNIFSEKTNIIGHPWNEPWITQNPEFLKRYHEFFRETALQF
                     GVPVAFLKDEALLTTRTLKYSCNRSLTHTVREGDRIDSLPGFTVIETPGHASTHISLY
                     RESDGILIGGDALISHISSNPILEPPYEGQTERARPLLQYNQTLKRLSEMNISRILSG
                     HGEDVLHVKQLIETRLQKQETRAFKVLELLKEKPMTAFEVCVKLFPVLYKEQLPLTIS
                     ETVGQLDFLAYNQQVMIDESSQQLIYYAK"
     gene            complement(2851862..2852083)
                     /locus_tag="DJ46_3048"
     CDS             complement(2851862..2852083)
                     /locus_tag="DJ46_3048"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK61453.1"
                     /translation="MTAIHRMEIPVPFAVETVNVFLVEGETLTLIDTGTNTEEARNAL
                     ESQLGALGYTIEDIKTVVITHHHADHCGF"
     gene            2852248..2853087
                     /gene="proC"
                     /locus_tag="DJ46_3049"
     CDS             2852248..2853087
                     /gene="proC"
                     /locus_tag="DJ46_3049"
                     /EC_number="1.5.1.2"
                     /note="proC: pyrroline-5-carboxylate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrroline-5-carboxylate reductase"
                     /protein_id="AIK64529.1"
                     /translation="MSIQNISFLGAGSIAEAIIGGLLHANVVKGEQITVSNRSNETRL
                     QELHQKYGVKGTHNKKELLTDTNILFLAMKPKDIAEALIPFKEYIHHNVLIISLLAGV
                     STHSIKNLLQKDVPIIRAMPNTSAAILKSATAISPSKHATAEHIQTAIALFKTIGLVS
                     VVEEEDMHAVTALSGSGPAYIYYVVEAMEAAAKKIGLKEDVAKSLILQTMIGAAEMLK
                     ASEKHPSILRKEITSPGGTTEAGIEVLQEHKFQQALISCITQAAQRSHNLGKTLEQLT
                     KEK"
     gene            complement(2853138..2854016)
                     /gene="sdaAA"
                     /locus_tag="DJ46_3050"
     CDS             complement(2853138..2854016)
                     /gene="sdaAA"
                     /locus_tag="DJ46_3050"
                     /EC_number="4.3.1.17"
                     /note="sda_alpha: L-serine dehydratase,
                     iron-sulfur-dependent, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="L-serine dehydratase, iron-sulfur-dependent,
                     alpha subunit"
                     /protein_id="AIK62603.1"
                     /translation="MFRNAAELVAQAKEQNVKIAEIMIQCEMETRSISREEVIAGMEK
                     NLVVMEQAVERGIRGVKSPTGLTGGDAVKVQAYMKSGKGLSGDTILDAVSKAVATNEV
                     NAAMGIICATPTAGSAGTVPGVLFALREKLQPTREEMIEFLFTAGAFGMVVANNACIS
                     GAAGGCQAEVGSASGMAAAAAVEMAGGTQDQAATAMAISLKNMLGLVCDPVAGLVEVP
                     CVKRNAAGAANAMISADLALAGVTSTIPCDEVIEAMFRIGQTMPVALRETAEGGLAAT
                     PTGRRLQEEIFGKTNN"
     gene            complement(2854035..2854694)
                     /gene="sdaAB"
                     /locus_tag="DJ46_3051"
     CDS             complement(2854035..2854694)
                     /gene="sdaAB"
                     /locus_tag="DJ46_3051"
                     /EC_number="4.3.1.17"
                     /note="sda_beta: L-serine dehydratase,
                     iron-sulfur-dependent, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="L-serine dehydratase, iron-sulfur-dependent,
                     beta subunit"
                     /protein_id="AIK63970.1"
                     /translation="MKYRSVFDIIGPVMIGPSSSHTAGAARMGQVACQLFRHEPERVS
                     ISLYGSFAKTYRGHGTDVALIGGILGFETDDLRIPEALEIAKERNIEVEFIEEDANAP
                     HPNTARIRLYKGEEEIEVVACSIGGGKIEVVELNGFDLQLSGTSPALLIVNNDRFGAI
                     AAVASILAKQEINISTMSVSRKEKGRRALMVIETDEILADEVIEEIKAQQNICQVTIM
                     E"
     gene            complement(2855438..2856361)
                     /gene="rnz"
                     /locus_tag="DJ46_3052"
     CDS             complement(2855438..2856361)
                     /gene="rnz"
                     /locus_tag="DJ46_3052"
                     /EC_number="3.1.26.11"
                     /note="RNase_Z: ribonuclease Z"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease Z"
                     /protein_id="AIK66188.1"
                     /translation="MEFVFLGTGAGVPSKGRNVSAIALQLLEERGQTWLFDCGEATQH
                     QILHTSVRPRRIEKIFITHLHGDHIFGLPGLLGSRSFQGGTTPLTVYGPKGIKQFIEV
                     ALSVSTTHVKYPLEIVEITEEGTVFEDNEFHVETKRLSHGIECFGYRIIEKDIQGALL
                     VDKLLEIGVKPGPLFKRLKDGEVVELENGTILNGNDFIGPPQKGRVITILGDTRYCEA
                     SRELAQDADVLVHEATFAAEDEQQAYDYFHSTSKQAASIALQANAKRLILTHISSRYQ
                     GDTYKELLKEARELFSNTEIATDLKSFPVDR"
     gene            2856551..2856802
                     /locus_tag="DJ46_3053"
     CDS             2856551..2856802
                     /locus_tag="DJ46_3053"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65441.1"
                     /translation="MKEAFRLQTDFSSSFDRWVSSFVSDHPAQLEWTTLKELIHEYTT
                     THTNDSLPTYISSAFTYYAQRVSTANNSEIVIFENHTIS"
     gene            complement(2857024..2858262)
                     /locus_tag="DJ46_3054"
     CDS             complement(2857024..2858262)
                     /locus_tag="DJ46_3054"
                     /codon_start=1
                     /transl_table=11
                     /product="impB/mucB/samB family protein"
                     /protein_id="AIK66217.1"
                     /translation="MREMYPKKGRVILHVDMNCFFASVEIAHDSSLQGKPLAVAGNEK
                     ERKGIIITCSYEAREYGIRTTMPLWEAKRLCPQLIVRRPNFTLYREASFQMFQILSRF
                     TEKIQPVSIDEGYLDITDCYALGSPLEIAKMIQQALLTELQLPCSIGIAPNLFLAKTA
                     SDMKKPLGITVLRKRDIPEMIWPLPVGAMHGIGEKTAEKLNDIHIQTIEQLAKGNEHI
                     IRAKIGKHGVDLQRRAKGMDDREVDPSQMGQHKSVGNSMTFSKDMDEEKELLDMLQRL
                     SKSVSKRLQKRTLVSYNIQIMIKYHDRRTVTRSKQLKNAIWEERDIFQAASRLWKQHW
                     DGDSVRLLGVTATEIEWKTESVKQLDLFSFEEDAKEEPLLAVIDQINDKYGMPLLQRG
                     SQLLRKQEKSFQQKLESKFM"
     gene            2858407..2858607
                     /locus_tag="DJ46_3055"
     CDS             2858407..2858607
                     /locus_tag="DJ46_3055"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66145.1"
                     /translation="MKPTDKLNYTFLVIILIVAINYLLLPIFDINIAGFFPRLVHVVT
                     TYILPWIFLYWLIRLVKAIESK"
     gene            complement(2858651..2859769)
                     /locus_tag="DJ46_3056"
     CDS             complement(2858651..2859769)
                     /locus_tag="DJ46_3056"
                     /codon_start=1
                     /transl_table=11
                     /product="M42 glutamyl aminopeptidase family protein"
                     /protein_id="AIK66123.1"
                     /translation="MINQERLVNEFMELVQVDSETKFEAEICKVLTKKFTDLGVEVFE
                     DDTMAVTGHGAGNLICTLPATKDGVDTIYFTSHMDTVVPGNGIKPSIKDGYIVSDGTT
                     ILGADDKAGLASMFEAIRVLKEKNIPHGTIEFIITVGEESGLVGAKALDRERITAKYG
                     YALDSDGKVGEIVVAAPTQAKVNAIIRGKTAHAGVAPEKGVSAITIAAKAIAKMPLGR
                     IDSETTANIGRFEGGTQTNIVCDHVQIFAEARSLINEKMEVQVAKMKEAFETTAKEMG
                     GQADVEVKVMYPGFKFADGDHVVEVAKRAAEKIGRTPSLHQSGGGSDANVIAGHGIPT
                     VNLAVGYEEIHTTNEKIPVEELAKTAELVVAIIEEVAK"
     gene            complement(2859897..2860442)
                     /locus_tag="DJ46_3057"
     CDS             complement(2859897..2860442)
                     /locus_tag="DJ46_3057"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61677.1"
                     /translation="MMKIYETDRLHLREIDESYAEKVLQYYDRNREFLKAWEEYRPED
                     FFTLDYQKKKLQKDRKEFAEGKIIRLWIFKKGDDTKIIGCISFNLIVRGIYQSCVLSY
                     KLDKEELNKGYTTEALRKAIQVAFEEFQLHRIEAPIMPRNLASIQVVTKIGFQYEGVS
                     RKMLMVNGVWEDHMRWVLLNE"
     gene            complement(2860795..2861034)
                     /locus_tag="DJ46_3058"
     CDS             complement(2860795..2861034)
                     /locus_tag="DJ46_3058"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63967.1"
                     /translation="MYLNPKLSYMQFFMGFLFIITFILATFNICSYLVAIVCMALLNL
                     TFVIGAFQQKQYTSFVIALVMSFSFSIVAIVLYIK"
     gene            complement(2861101..2861661)
                     /locus_tag="DJ46_3059"
     CDS             complement(2861101..2861661)
                     /locus_tag="DJ46_3059"
                     /codon_start=1
                     /transl_table=11
                     /product="L,D-transpeptidase catalytic domain protein"
                     /protein_id="AIK63519.1"
                     /translation="MPYLLSFILCLSLSPIWPLGDNPRAGDPFIIVNKATNKLAYIDD
                     GKIQKVFPVATGKTNELTPEGTFDIVMKAKDPYYIAKNIPGGSPKNPLGSRWMGFNAR
                     GTDGSKYGIHGTNQPSSIGKYISQGCIRMKKNDVEYLFDRIPIGTKVWIVKSKKSFQQ
                     LAKEKGAVAYEKANEKVGFFIWNKLS"
     gene            complement(2861678..2862646)
                     /locus_tag="DJ46_3060"
     CDS             complement(2861678..2862646)
                     /locus_tag="DJ46_3060"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64719.1"
                     /translation="MFKIGYRTVKTAIGTGAAVFIAQLLGLEFYSSAGILVILCVQNT
                     KRKSLQVSLHRFLACVLSMVFAFCIFETIGYTPLAISVLLLTFIPTAVMLKIQEGIVT
                     SSVIVMHLYSLKQITWLIVGNEIAILTIGISVALLVNMYMPSSENKLKEYQEKIENNF
                     KTILFEMVVYLRNRESSWSGAELIETEQMLNEARDLSFKKLENAFMREDDYYYRYFNM
                     RMQQFEILERMIPLAASLSWTYEQADMIADVVENIGNAISPQSTGVISLRQLQEMREL
                     FRDMPLPATREEFEIRAKLVQLVYEMEQYLLIKSRFKGKDNIKELI"
     gene            complement(2862743..2863465)
                     /gene="artM"
                     /locus_tag="DJ46_3061"
     CDS             complement(2862743..2863465)
                     /gene="artM"
                     /locus_tag="DJ46_3061"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine transport ATP-binding protein ArtM"
                     /protein_id="AIK63637.1"
                     /translation="MIKIENLHKSFGKNEVLKGITTTIEKGEVVAIIGPSGSGKSTFL
                     RCMNVLEAPTNGHIWIGTEEVTNPKTNIMHVRENVGMVFQHFHLFPHMTVLENITYAP
                     INVKGVTKQEAEKKAEKLLEKVGLLDKKDTYPNRLSGGQKQRVAIARALAMEPEVMLF
                     DEPTSALDPEMVKEVLEVMKSLVTTGMTMAIVTHEMGFAKEVADRVLFLDGGKLVEDS
                     APAEFFAAPKSERAQQFLQKIL"
     gene            complement(2863458..2864117)
                     /gene="artQ"
                     /locus_tag="DJ46_3062"
     CDS             complement(2863458..2864117)
                     /gene="artQ"
                     /locus_tag="DJ46_3062"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine transport system permease protein ArtQ"
                     /protein_id="AIK61249.1"
                     /translation="MNLDFSAITPSIPYILKGLEVTLKIVAVSALAGFILGTLLALCK
                     IARIRALNIAADLYTSIFRGTPLVLQLMIIYFGVPQIIGYEIPAFLAAVLAFSLNSGA
                     YMSEVIRAGIQAVDKGQTEAAMALGIPYGKMMRNIIFPQALKNILPALVNEFATLTKE
                     SAVVTVIGATDLMRRAYIVGGETFKYLEPLLFVGLIYYMLVIILTLVGKAIEGRMKKS
                     D"
     gene            complement(2864154..2864933)
                     /gene="artP"
                     /locus_tag="DJ46_3063"
     CDS             complement(2864154..2864933)
                     /gene="artP"
                     /locus_tag="DJ46_3063"
                     /note="arginine-binding extracellular protein ArtP"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid ABC transporter"
                     /protein_id="AIK66118.1"
                     /translation="MKKLLSISFALILIVSMFSACSNGEEKATGKNKKVLVMGTSADY
                     KPYEYVEASKSDEIIGFDVDVAKYIGKELGYEVKVKDMDFGGLLASLSSGKVDFVMAG
                     MTPTAERKNNVDFTDIYFVAKNMVVSKKDSNIKSVEDLKGKKVGVQTGSIQEEKAAEF
                     KKQVDFKVEGRDRIPEIVQEIKAGRFDAAIIEDTVAKNYLEKMKDLQGIEIKEAPEEV
                     GAAIALPKNSDKTAEFNKVIKKMQENGEMDKLVKKWFGSEK"
     gene            complement(2865183..2865617)
                     /locus_tag="DJ46_3064"
     CDS             complement(2865183..2865617)
                     /locus_tag="DJ46_3064"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63691.1"
                     /translation="MINFNFFMNDVVRQAREEIVSAGYTELTTPEAVDEAFKRNGTTL
                     VMVNSVCGCAGGIARPAAAHSVHYDKRPNHLVTVFAGQDKEATARAREYFEGYPPSSP
                     SFALLKDGKIVTMVERHEIEGHEPMQVIAKLQSYFEENCEEL"
     gene            complement(2865739..2866146)
                     /locus_tag="DJ46_3065"
     CDS             complement(2865739..2866146)
                     /locus_tag="DJ46_3065"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64318.1"
                     /translation="MDLTVYHDGQFFVGIITCKEKGKLYGARYIFGAEPSDEEVLIFV
                     NGSMLAYFQQFAKCGVEVKEKQRPKNIKRIIRQAVKEVNVSRFTKAQEAISLSYELHK
                     QEKKVQSKEKREAEKQRRRLIKVQKAKQKHRGH"
     gene            complement(2866305..2866730)
                     /locus_tag="DJ46_3066"
     CDS             complement(2866305..2866730)
                     /locus_tag="DJ46_3066"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK65297.1"
                     /translation="MGYVEELRKIVGHRPLILVGAVVLVINEHGYVLLQQRTEPYGKW
                     GLPGGLMELGESPEETACREVYEETGIEVKNLQLINVFSGANYFTKLANGDEFQSVTT
                     AYYTDEYDGDFVMNKEEAVQLTFFPLTELPDYIVGSHKK"
     gene            complement(2866897..2868075)
                     /locus_tag="DJ46_3067"
     CDS             complement(2866897..2868075)
                     /locus_tag="DJ46_3067"
                     /codon_start=1
                     /transl_table=11
                     /product="cell cycle family protein"
                     /protein_id="AIK64065.1"
                     /translation="MKRSTEFLKSLDVKLILILFALCVTSIAAIYSSQQTGQYGEANF
                     AMKQGLNYIIGVVLLLLVASIDLDQLQKLSWPLYIAGFASLILLKILPVSTFTPEKLG
                     AKRWFVFPLVGQIQPSEFFKISLLLVVASIAVKHNAQYMARTFQTDLKLVGKIVLVSL
                     PPMAVVYSQPDTGMVFLYAAAIACILFMSGIQKKLIALCTVIPVTILSTLIFIYVRYE
                     DFFFNKLVTLLKPHQQSRILGWLDPFEHTDQGYQTQQSILAVGSGGMEGKGFGEGNVY
                     IPEKHTDFIFATIAEEGGFIVAALVVFLFLLLIYRTIIIGYSADNLFGTLLCAGSIGI
                     LTVQIFQNIGMIVGLMPVKGIALPFLSYGGSSLLSNMIMMGLILSVRKTYKKYMFSVK
                     "
     gene            complement(2868422..2869741)
                     /locus_tag="DJ46_3068"
     CDS             complement(2868422..2869741)
                     /locus_tag="DJ46_3068"
                     /codon_start=1
                     /transl_table=11
                     /product="2-oxoacid dehydrogenases acyltransferase family
                     protein"
                     /protein_id="AIK62704.1"
                     /translation="MAVENITMPQLGESVTEGTISKWLVNVGDHVNKYDPLAEVMTDK
                     VNAEVPSSFTGIVKELIAGEGDTLAVGEVVCVIQVEGADEVAATAVEEKTKEEPKAEV
                     NTPEKAPKAKQPTDGKPRFSPAVLKLAGEHNVDLDLVEGTGANGRITRKDILKLVESG
                     NIPQAGAVKKEEAVAAVVEARPEAPKAAPVAQKVEAAKPVSVPTMPGDIEIPVTGVRK
                     AIAANMLRSKHEAPHAWMMIEVDVTNLVSYRNSIKGDFKKREGFNLTFFAFFVKAVAQ
                     ALKEYPQINSMWAGDKIVQKKDINLSIAVATEDELFVPVIKHADEKTIKGIAREITEL
                     AGKVRTKSLKADEMQGGTFTINNTGSFGSVQSMGIINYPQAAILQVESIVKRPVIMEN
                     GMFGARDMVNLCLSLDHRVLDGLICGKFLGRVKEILENTSENNTSVY"
     gene            complement(2869757..2870740)
                     /gene="bfmBAB"
                     /locus_tag="DJ46_3069"
     CDS             complement(2869757..2870740)
                     /gene="bfmBAB"
                     /locus_tag="DJ46_3069"
                     /EC_number="1.2.4.4"
                     /codon_start=1
                     /transl_table=11
                     /product="2-oxoisovalerate dehydrogenase subunit beta"
                     /protein_id="AIK65835.1"
                     /translation="MAVMSYIDAITLAMREEMERDEKVFVLGEDVGKKGGVFKATHGL
                     YDQFGEDRALDTPLAESAIAGVAIGAAMYGMRPIAEMQFADFIMPAVNQIVSEAAKIR
                     YRSNNDWTCPITVRAPFGGGVHGALYHSQSVEAMFANQPGLKIVIPSTPYDAKGLLKA
                     AIRDEDPVLFFEHKRAYRLIKGEVPEDDYVLPIGKADVKREGDDITVITYGLCVHFAL
                     QAAEKLAQDGISAHILDLRTVYPLDKEAIIEAASKTGKVLLVTEDNKEGSIMSEVAAI
                     IAENCLFDLDAPIARLAGPDVPAMPYAPTMEKFFMVNPDKVEKAMRELAEF"
     gene            complement(2870754..2871755)
                     /gene="bfmBAA"
                     /locus_tag="DJ46_3070"
     CDS             complement(2870754..2871755)
                     /gene="bfmBAA"
                     /locus_tag="DJ46_3070"
                     /EC_number="1.2.4.4"
                     /codon_start=1
                     /transl_table=11
                     /product="2-oxoisovalerate dehydrogenase subunit alpha"
                     /protein_id="AIK65868.1"
                     /translation="MAEVKEKRHEELGLSDEQVLEMFRTMLLARKIDERMWLLNRAGK
                     IPFVISCQGQEAAQVGAAFALDREKDYALPYYRDMGVVLAFGMTAKELMLSGFAKAGD
                     PNSGGRQMPGHFGQKKNRIVTGSSPVTTQVPHAVGIALAGKMEKKDLVTFVTFGEGSS
                     NQGDFHEGANFAGVHKLPVIFMCENNKYAISIPVEKQLACKNVSDRAIGYGMPGYTVD
                     GNDPLAVYKAVKEAADRGRRGEGPTLIETVSYRLTAHSSDDDDRVYRDKEEVEEAKKN
                     DSIVTFAAYLKEVGVLTEESEKQMLDEIMHIVNEATEYAENAPYAAPEDALKHVYAE"
     gene            complement(2871783..2873204)
                     /gene="lpdA"
                     /locus_tag="DJ46_3071"
     CDS             complement(2871783..2873204)
                     /gene="lpdA"
                     /locus_tag="DJ46_3071"
                     /EC_number="1.8.1.4"
                     /note="lipoamide_DH: dihydrolipoyl dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoyl dehydrogenase"
                     /protein_id="AIK64726.1"
                     /translation="MAKEYDLVIVGGGTGGYVAAIRASQLGLKTALVEKENLGGTCLH
                     KGCIPSKALLRSAEVYATAKKSEEFGVIASNVELNFAKVQERKEKIVTQLHKGVQHLM
                     KQGKIDVFEGIGRILGPSIFSPMPGTISVELASGEENEMLIPKNVLIATGSRPNSLPG
                     LELDGEYVMSSDHALKMETLPSSIIIVGGGVIGIEWASMLADFGVEVTVLEYAKTILP
                     LEDQDVSKEMQRLFKKKGIKVVTGAKVLPETLVKDNGVTIQAEHNGENKEFKAEKMLV
                     SVGRQANTQNIGLENTDIVVEKGYIQTNEFYQTKESHIYAIGDVIGGLQLAHVASHEG
                     IVAVEHIAGKEVTPIDYSMVSKCVYSSPEVASVGLTEQEAKEKGYKLKVGKFSFRAIG
                     KALVYGESDGFVKLVVDEETNDILGVHMIGPHVTDMISEAGLARVLDATPWEVAHTIH
                     PHPSLSEAIGEAALAVDGKALHA"
     gene            complement(2873209..2874312)
                     /gene="buk"
                     /locus_tag="DJ46_3072"
     CDS             complement(2873209..2874312)
                     /gene="buk"
                     /locus_tag="DJ46_3072"
                     /EC_number="2.7.2.7"
                     /note="butyr_kinase: butyrate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="butyrate kinase"
                     /protein_id="AIK66243.1"
                     /translation="MSVNRILVINPGSTSTKIGVFDNERPVLEETIRHDEEQIGKYKR
                     IIDQYEFRKETILEVLHSHGINISKLNAVCGRGGLLRPIEGGTYTVNDAMLEDLKNGF
                     SGHHASNLGGILAYEIASGLNIPAFIVDPVVVDEMEPIARISGIAGMERKSIFHALNQ
                     KAVARKVAEELNHKYEDLNLLVTHMGGGITVGAHKKGKVIDVNNGLNGEGPFSPERAG
                     TVPVGQLVEMCFSGEYYRDEMVKKLVGQGGLVSLIGTNDAIKVEQMVEKGDPEATLIY
                     KAMAYQVAKEIGGASAVLHGKIDAIVLTGGLAYSKILVDEIKERVDWIADVIVHPGED
                     ELQALAEGALRVLREEEAPKEYIVREKETVARG"
     gene            complement(2874400..2875500)
                     /gene="ldh"
                     /locus_tag="DJ46_3073"
     CDS             complement(2874400..2875500)
                     /gene="ldh"
                     /locus_tag="DJ46_3073"
                     /EC_number="1.4.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="leucine dehydrogenase"
                     /protein_id="AIK65746.1"
                     /translation="MALEIFEYLEKYDYEQVVFCQDKESGLKAIIAIHDTTLGPALGG
                     TRMWTYDSEEAAIEDALRLAKGMTYKNAAAGLNLGGAKTVIIGDPRKDKSEAMFRALG
                     RYIQGLNGRYITAEDVGTTVDDMDIIHEETDFVTGISPSFGSSGNPSPVTAYGVYRGM
                     KAAAKEAFGTDNLEGKVIAVQGVGNVAYHLCKHLHAEGAKLIVTDINKEAVQRAVEEF
                     GATAVEPNEIYGVECDIYAPCALGATVNDETIPQLKAKVIAGSANNQLKEDRHGDIIH
                     EMGIVYAPDYVINAGGVINVADELYGYNRERALKRVESIYDTIAKVIEISKRDGIATY
                     VAADRLAEERIASLKNSRSTYLRNGHDIISRR"
     gene            complement(2875535..2876434)
                     /gene="ptb"
                     /locus_tag="DJ46_3074"
     CDS             complement(2875535..2876434)
                     /gene="ptb"
                     /locus_tag="DJ46_3074"
                     /EC_number="2.3.1.19"
                     /note="P_butyryltrans: phosphate butyryltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate butyryltransferase"
                     /protein_id="AIK66208.1"
                     /translation="MKLEHLIDQAAGQPKKTVAVAVAEDHEVIEAVAKAITLQLAQFR
                     LYGNQEKIMGMLQEHSLQTSEHIEVIAAQSSAEAAELSVKAVRNGEADVLMKGNIPTA
                     NILKAVLNKEWGLRKGSVLSHVATFEVPNYNRLIFVTDAAMNIAPDVTQKAAIIQNTV
                     EVARAIGIDLPKVAPIAAVEVVNPAMQATIDAAMLTQMNRRGQIKNCVVDGPLALDNA
                     VSQIAAEHKGIVSDVAGKADILLVPTIEAGNVLYKSLVYFADAKVGAMIAGAKAPIVL
                     TSRADSAETKVYSLALAVATASK"
     gene            complement(2876630..2878702)
                     /locus_tag="DJ46_3075"
     CDS             complement(2876630..2878702)
                     /locus_tag="DJ46_3075"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AIK61468.1"
                     /translation="MKQKVLIVGAGEGGSTLLNLLQSSNIFQIIGIIDINPVAKGLQM
                     AKEYGITIGESVTPFLSMHIDVMFDMTGDDNLHKELLKKKHKDTLLIPGDIAKIVTRL
                     AHEKEDLIGRLEEQTQQGDLILNSTHDGMIVIDREGQVRLFNKSAERIIGYKKEDAIG
                     KYILEVIPTSKLLRIIRTKQIEVNYELTLENEKKIITTRIPILKEGGEVQGAFAIFKD
                     ITEVVDLAEEVTDLKEIQTLLEAIINSSEEAISVVDEKGRGLVINPAYTKLTGLTEED
                     IIGKPATTDIVEGESMHMKVLRTRRAVRGIHMKIGQKKRDVIVNVAPVIVDGILKGSV
                     GVIRDVSEIQKLTNELNRARQIIRTLEAKYSFDDIVGNSDETTAAIEQAKLGANTPAT
                     VLLRGESGTGKELFAHAIHNGSNRKYNKFVRVNCAAISETLLESELFGYEEGAFSGAK
                     RGGKRGFFEEANNGSIFLDEIGELSANTQAKLLRVLQEKEIVKVGGTKAIPINVRVIA
                     ATHVNLEKAILEGEFREDLYYRLNKIPIQIPSLRQRKGDIPAIADRLIQKINQDYGRN
                     IEGLTDSAISYLQSYEWPGNVRELENILGRAIIFMNYNETYIDVQHLPPLHNEEQVES
                     KQAHLLPELEEKPLEHLVTEFEGNIIHEYLERFGGNKTKTARALGISVRNLYYKLEKY
                     ECAKKSMQ"
     gene            2878839..2879072
                     /locus_tag="DJ46_3076"
     CDS             2878839..2879072
                     /locus_tag="DJ46_3076"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65114.1"
                     /translation="MQRYLALLLALIPISLAVFGIKLMRDTVFGILFPPLSILWLQFL
                     IGALCFALGFYIFGGFVLHRDRKRNKVQARFRR"
     gene            complement(2879121..2879849)
                     /locus_tag="DJ46_3077"
     CDS             complement(2879121..2879849)
                     /locus_tag="DJ46_3077"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AIK62838.1"
                     /translation="MTLIFAHRGAAGTYPENTMISFEAAESFKADGIELDVQLTKDGK
                     VVVIHDETVNRTTNGKGAVRNYVYEDLCKLDASYKFGDKVGFCKIPLLEEVLKWIEKT
                     ELLLNIELKNNKIPYRGLEEEVITLVRKFNLEDRVIFSSFNHYSMKRCHMMAPDIQTA
                     ILYREGLHSPWAYAKKMGATAVHPNYRYLQDAIAELTMESDVEVRPYTINEETLMRKY
                     FDMNISAIITDYPEMARTLLSIKK"
     gene            2879900..2880046
                     /locus_tag="DJ46_3078"
     CDS             2879900..2880046
                     /locus_tag="DJ46_3078"
                     /codon_start=1
                     /transl_table=11
                     /product="yycC-like family protein"
                     /protein_id="AIK62733.1"
                     /translation="MRPLQISPDTAVRLSKALGVPLEQLMHMPQHILIQKLVELEKQN
                     KDEE"
     gene            complement(2880214..2881740)
                     /locus_tag="DJ46_3079"
     CDS             complement(2880214..2881740)
                     /locus_tag="DJ46_3079"
                     /codon_start=1
                     /transl_table=11
                     /product="dolichyl-phosphate-mannose-mannosyltransferase
                     family protein"
                     /protein_id="AIK61052.1"
                     /translation="MTVRKIVNRAYPIIVKVLFLCIFSMIVSKFFIPKIILMSGEFPY
                     PTEEYTTRKVGIVIAATLLLFALFFMYYKWVINTMKRTYTNIMIILGIIIILTMEIMI
                     TSIAFNPVVGDYAILKQGIVSVFNGDNQFLEMGQLLFYPYNTHIVLLGGYFAKLIGSV
                     DVAIKILPIACITGSIILNVLIVRKITNFKVAHISIVLSVLNIFIYWQAPVFYTHTLV
                     IFFISATMYTYLCLKTAETKRMKVTLWILLGIFAACTYIIRPTALAVALAILIENIFK
                     FRKEYSVKVLSSVLFCLILIVSFKGITTKLNLSTDNEIEKIPFTHWVKMGLNKDTYGV
                     WNQADSVYIDDENMKNTKDLDEHNKKVIVQRFNELGIMGYVQHLNEKITREWVSSQFS
                     MYRIGEWFEQKNDTVTHYVSNYSTTNYKIITIYSYVIKLFVYIAVLAAIILYKKKDEN
                     ESEVIRITIISTLGVFAFLLLWETAPHYTYEAFAFMNIPASLGLYKLFMIFNKEKQNV
                     "
     gene            complement(2882038..2882832)
                     /gene="spo0A"
                     /locus_tag="DJ46_3080"
     CDS             complement(2882038..2882832)
                     /gene="spo0A"
                     /locus_tag="DJ46_3080"
                     /note="spore_0_A: sporulation transcription factor Spo0A"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation transcription factor Spo0A"
                     /protein_id="AIK63713.1"
                     /translation="MEKIKVCLVDDNKELVSMLESYVAAQDDMEVIGTAYNGQECLNL
                     LKDKQPDVLVLDIIMPHLDGLAVLEKMRHIERLRQPSVIMLTAFGQEDVTKKAVDLGA
                     SYFILKPFDMENLTSHIRQVSGKANATIKRPLPSFRSATTVDGKPKNLDASITSIIHE
                     IGVPAHIKGYMYLREAISMVYNDIELLGSITKVLYPDIAKKYNTTASRVERAIRHAIE
                     VAWSRGNIDSISSLFGYTVSMSKAKPTNSEFIAMVADKLRLEHKAS"
     gene            complement(2883120..2884418)
                     /gene="spoIVB"
                     /locus_tag="DJ46_3081"
     CDS             complement(2883120..2884418)
                     /gene="spoIVB"
                     /locus_tag="DJ46_3081"
                     /EC_number="3.4.21.116"
                     /note="spore_IV_B: stage IV sporulation protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="stage IV sporulation protein B"
                     /protein_id="AIK61445.1"
                     /translation="MNKLKLERFRKIIGICLLVSLVFIGCFKPLRTFISSPKQLVVFE
                     GQQSEIASLPVFKASSTDRHVFTVSSNEQKQGLMVNSHQNGEADMVFQLAGFPVKKVN
                     VRVLKDFKVIPGGQSIGVKLNTKGVLVVGHHLIQTEKGKVSPGETAGVQIGDMITEIN
                     GKTIERMSDVAPFIHNSGETGEPLNLVLLRDGKHIRTKLTPQKDNGESSYRIGLYIRD
                     SAAGIGTMTFVHPDSMKYGALGHVISDNDTKKPIQVEDGQIMRSTVTSIERGSHGNPG
                     EKLARFSPDREVIGNITINSPFGIFGKLNTNMTNGVMDKAMPIALSHQVKEGPAKILT
                     VIDQDKVEAFDIEVVSTVPQKFPATKGMVIKVTDKRLLAKTGGIVQGMSGSPIVQNGK
                     VIGAVTHVFVNDPTSGYGVHIEWMLHEAGINIYDQERKAS"
     gene            complement(2884537..2886276)
                     /gene="recN"
                     /locus_tag="DJ46_3082"
     CDS             complement(2884537..2886276)
                     /gene="recN"
                     /locus_tag="DJ46_3082"
                     /note="recN: DNA repair protein RecN"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair protein RecN"
                     /protein_id="AIK62605.1"
                     /translation="MLSELSIRNFAIIEALNISFQKGLTVLSGETGAGKSIIIDAISL
                     LVGGRGSAEFVRYGTEKAEIEGLFYVEDDKHPCIEKAEELDIEIEDGMIILKRDIAAN
                     GKSVCRVNGKLVTLSVLKEIGKTLVDIHGQHETQDLMNEERHLFMLDHFDGERIVKQL
                     DIYQNVYADYEKLKKQLKSLSENEQQMAHRLDLIQFQHEEIRKADLKMDEENNLTEER
                     LQISNFEKIYKALGDAYRSLSADGQGLDNVRSAMGQMESITHLDEVYQENHDSIANSY
                     YLLEEVAYQLREKLDMMEYDPNRLDEIETRLNEIRMLKRKYGNTVEEILAYADKIEQE
                     IFTIENKDVHIETTKKQLKELESVILKEATLLSNMRHELAEHLTNAIHQELKELYMEK
                     TKFEVRIIKREGNAEEPLVEGAPVRLTADGYDHVEFYISTNPGEPLKPLSKVASGGEL
                     FRIILALKSIFSKHQGVASVIFDEVDTGVSGRVAQAIAEKIYRVSVNSQVLCITHLPQ
                     VASMADSHLFIRKQVANDRTITSVTVLTMEDKVTEIARMISGVEITDLTTEHAKELLT
                     QAHHFKQTAEAIQ"
     gene            complement(2886544..2886993)
                     /gene="argR"
                     /locus_tag="DJ46_3083"
     CDS             complement(2886544..2886993)
                     /gene="argR"
                     /locus_tag="DJ46_3083"
                     /note="argR_whole: arginine repressor"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine repressor"
                     /protein_id="AIK65003.1"
                     /translation="MNKGQRHIKIREIIANKEIETQDELVDILRNEGFNVTQATVSRD
                     IKELHLVKVPLHDGRYKYSLPADQRFNPLQKLKRNLVDSFVKLDTAGHMLVLKTLPGN
                     AHSLGALIDHLEWDEIIGTICGDDTCLIICRTPEDTGVVSDRFLNML"
     gene            complement(2887136..2887975)
                     /locus_tag="DJ46_3084"
     CDS             complement(2887136..2887975)
                     /locus_tag="DJ46_3084"
                     /note="tly: hemolysin TlyA family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin TlyA family protein"
                     /protein_id="AIK63161.1"
                     /translation="MSAKKERVDVLLVERGLIETREKAKRAIMAGLVYANEMRLDKPG
                     EKIPQDTEITVKGQVMPYVSRGGYKLEKALETFHLDLQDKVMIDIGSSTGGFTDCALQ
                     NGAKLSYALDVGYNQLAWKLRQDERVVVMERTNFRYVTPADLERGLPQFASIDVSFIS
                     LKLILPVLKTMLMPNGDVAALIKPQFEAGREQVGKKGIVRDRKVHEAVVEMIVDFAIK
                     EGYDVEGLTFSPITGGDGNIEFLIHLKWHGERENGENHSPVSVEQVVTEAHDVLKQKG
                     KGE"
     gene            complement(2887979..2889871)
                     /gene="dxs"
                     /locus_tag="DJ46_3085"
     CDS             complement(2887979..2889871)
                     /gene="dxs"
                     /locus_tag="DJ46_3085"
                     /EC_number="2.2.1.7"
                     /note="dxs: 1-deoxy-D-xylulose-5-phosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="1-deoxy-D-xylulose-5-phosphate synthase"
                     /protein_id="AIK65854.1"
                     /translation="MDLTQIQNPSFLKDMSISELEGLSEDIRKFLIEELSQTGGHIAP
                     NLGVVELTIALHKLFDSPKDKFLWDVGHQSYVHKILTGRAKEFGTLRQYQGLCGFPKR
                     CESEHDVWETGHSSTSLSAAMGMALARDLKKTKEYVIPIIGDGALTGGMALEALNHIG
                     HEKTDMIVILNDNEMSIAPNVGALHNVLGRLRTAGKYHWVKDELEYILKKIPAVGGKV
                     AATAEKIKDSLKYLLVSGVFFEELGFTYLGPVDGHDYEKLFETLQYAKKTKGPVLVHV
                     ITKKGKGYKPAESDVIGTWHGTGPYKIESGDFVKPKEVAPAWSAVVSETVLKLARTDE
                     RIVAITPAMPVGSKLEKFQKEFPDRMIDVGIAEQHATTMAAGMATQGMKPFLAIYSTF
                     LQRAYDQVVHDICRQNLNVFIGIDRSGLVGADGETHQGVFDISFLRHLPNMVIMMPKD
                     ENEGQHLVYTAMQYEDGPIALRYARGNGLGVHMDEELKAIPIGSWETLKEGTQAAILT
                     FGTTIPMAMEAAERLEKAGVSVKVVNARFIKPMDEAYLHDLLGKNIPILTIEEACLIG
                     GFGTGVVEFASENGYHSALVERMGIPDRFIEHGSVTKLLEEIGLTTDAVVDRIHTMIP
                     SKQKRA"
     gene            complement(2890173..2891063)
                     /locus_tag="DJ46_3086"
     CDS             complement(2890173..2891063)
                     /locus_tag="DJ46_3086"
                     /EC_number="2.5.1.10"
                     /codon_start=1
                     /transl_table=11
                     /product="farnesyl diphosphate synthase"
                     /protein_id="AIK63586.1"
                     /translation="MTIAFDTFLKESKTFVEEKLVSYANELQCPNVLREAMAYSLEAG
                     GKRLRPLLLFATLQAFDKERNLGVGAACALEMIHTYSLVHDDLPCMDDDDLRRGKPTN
                     HKVFGEAMAVLAGDGLLTYAFQVIMAYGQKEISAEKKVRLVLELAKAAGPEGMVGGQV
                     ADMEAEGKQLTIDELEYIHKHKTGKLLEFAVLAGSILSDATEEQEEKLLEFAKYIGLA
                     FQIRDDILDVEGTEEEIGKPIGSDVSNEKSTYTTLFTVDRAKDILDETIAKAKDAIGS
                     LQLQDEYLLSICDLIAKRNN"
     gene            complement(2891063..2891293)
                     /gene="xseB"
                     /locus_tag="DJ46_3087"
     CDS             complement(2891063..2891293)
                     /gene="xseB"
                     /locus_tag="DJ46_3087"
                     /EC_number="3.1.11.6"
                     /note="xseB: exodeoxyribonuclease VII, small subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease VII, small subunit"
                     /protein_id="AIK64416.1"
                     /translation="MENKLSFEEAISQLEHLVSKLEQGDVPLEEAISYFKEGMELSKL
                     CDEKLKNVQEQMAVILGEDGELEPFTALGDEA"
     gene            complement(2891283..2892641)
                     /gene="xseA"
                     /locus_tag="DJ46_3088"
     CDS             complement(2891283..2892641)
                     /gene="xseA"
                     /locus_tag="DJ46_3088"
                     /EC_number="3.1.11.6"
                     /note="xseA: exodeoxyribonuclease VII, large subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease VII, large subunit"
                     /protein_id="AIK65929.1"
                     /translation="MEKQYLTVTALTRYIKTKIEYDPHLQSVWLKGEISNFKNHSRGH
                     MYFTLKDENARIAAVMFAGHNRNIKFRPENGMKVLVKGKISVYEASGSYQIYIQDMQP
                     DGIGNLHLAYEQLKVRLEEEGLFSQVYKKTIPPYAKTIGVITSPTGAAIRDIITTIKR
                     RYPIGNVIVFPVLVQGESAAPSIVQAIRTANEMEEIDVLIVGRGGGSIEELWAFNEEM
                     VARAIFKSEIPIISAVGHETDFTIADFVADLRAPTPTAAAELAAPNIIELQEKVLQRT
                     LRLQRAMRELVHKKEEKLQVLQKSYAFRYPRQVYEQKEEQLDRALEQLVLAKERYIDK
                     KVNQLKQLSFYLEKHHPSQKIMQTKVAVETLQKQLQREMQTLLQAKEFAFVRAAQKLE
                     ALSPLKVMMRGYGLVYDEEKQVLKSVKDVSLGDAVSVQLQDGILDCSVSGIEERELNN
                     GK"
     gene            complement(2892668..2893528)
                     /locus_tag="DJ46_3089"
     CDS             complement(2892668..2893528)
                     /locus_tag="DJ46_3089"
                     /codon_start=1
                     /transl_table=11
                     /product="tetrahydrofolate dehydrogenase/cyclohydrolase,
                     catalytic domain protein"
                     /protein_id="AIK66008.1"
                     /translation="MVAVIIKGNEVAEKKRAQLKEEVVKLKEQGIVPGLAVILVGEDP
                     ASRSYVKGKEKGCEQVGIYSELIEFPETITEERLLAEIDRLNGDDRINGILVQLPLPK
                     HIEEKAIIERISPEKDVDGFHPISVGRMMTGQDTFLPCTPHGIVELVKETNLDISGKH
                     VVVIGRSNIVGKPVGQLFLNENATVTYCHSKTQNMKELTKLADILIVAVGRPKMVTAD
                     YIKEGAVVIDVGVNRLETGKLCGDVDFDNVLDVASYITPVPKGVGPMTITMLLHNTVE
                     SAKRAGVVCK"
     gene            complement(2893552..2893944)
                     /gene="nusB"
                     /locus_tag="DJ46_3090"
     CDS             complement(2893552..2893944)
                     /gene="nusB"
                     /locus_tag="DJ46_3090"
                     /note="nusB: transcription antitermination factor NusB"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription antitermination factor NusB"
                     /protein_id="AIK63860.1"
                     /translation="MKRRTARERAMQALYQMDITGELEPKVAVENTLDEGEETNEFLE
                     SLVVGFVENKEVIDEAIRQNLKKWKLERISIVDRSILRVAVYEMKYMEEIPHNVTINE
                     AIEIAKTFGDEESRRFINGVLSNIKDTL"
     gene            complement(2894291..2894683)
                     /locus_tag="DJ46_3091"
     CDS             complement(2894291..2894683)
                     /locus_tag="DJ46_3091"
                     /codon_start=1
                     /transl_table=11
                     /product="asp23 family protein"
                     /protein_id="AIK64792.1"
                     /translation="MAEHMLDMGQDTTLGKVEIAPEVIEVIAGIAAAEVEGVAAMRGN
                     FATDVVEKLGKKNHGKGVKVELANEDIIVDLYVVMYFGVAIPVVAQKIQDNIRQALFT
                     MTGLEPKEVNVHIVGVTFETQKTEIEPV"
     gene            complement(2894706..2896058)
                     /gene="accC"
                     /locus_tag="DJ46_3092"
     CDS             complement(2894706..2896058)
                     /gene="accC"
                     /locus_tag="DJ46_3092"
                     /EC_number="6.3.4.14"
                     /note="accC: acetyl-CoA carboxylase, biotin carboxylase
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA carboxylase, biotin carboxylase
                     subunit"
                     /protein_id="AIK64024.1"
                     /translation="MIKKVLIANRGEIAVRIIRACKEMDIETVAIYSEADKESLHVQI
                     ADEAYCVGPTISKESYLNLTNIISVAKLTGCDAIHPGYGFLAENADFAELCRECNLIF
                     IGPSPEAISKMGTKDVARDTMKEAGVPIVPGSQGIIKNTEEAIELANQIGYPVIIKAT
                     AGGGGKGIRVARHEEELVKGIQITQQEASTAFGNPGVYLEKYVEDFRHVEIQIMADTH
                     GNAIHLGERDCTIQRRLQKLLEESPSPALDENVRKQMGEAAVKAAVAVDYTGAGTVEF
                     IYEYKTKSFYFMEMNTRIQVEHPVTEMVTGVDLIKEQILVASGEKLSLQQEEVQFNGW
                     AIECRINAENPAKKFMPSPGKVEMYLPPGGFGIRVDSAVYPGYSIPPFYDSMVAKLIV
                     HGKTREEAIAKMKRALSEFVVEGVHTTIPFHLQLLDHPDFVKGEFNTKFLEEHELVTQ
                     "
     gene            complement(2896075..2896569)
                     /gene="accB"
                     /locus_tag="DJ46_3093"
     CDS             complement(2896075..2896569)
                     /gene="accB"
                     /locus_tag="DJ46_3093"
                     /note="BCCP: acetyl-CoA carboxylase, biotin carboxyl
                     carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA carboxylase, biotin carboxyl carrier
                     protein"
                     /protein_id="AIK62264.1"
                     /translation="MFKIQEVRELIKLIDSSNIDEFEYKKDGTTIKMKKRGNEVVAVQ
                     APVAKQAVQPVAPVEVETTVAAAQVEVPKQEEKKAVQNENLHKITSPMVGTFYSSSSS
                     SPDTPPYVSVGDRVSKDSIVCIVEAMKLFNEIDADVDGEIVEILVNNGQLVEYGQPLF
                     LVKA"
     gene            2897040..2897228
                     /locus_tag="DJ46_3094"
     CDS             2897040..2897228
                     /locus_tag="DJ46_3094"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65479.1"
                     /translation="MIWLILFLPAVMVWAFVLFIHVKSGKSNHHYHEPLIFYSQRISP
                     FRVEHSKNKDETEKSYRK"
     gene            complement(2897327..2897998)
                     /gene="spoIIIAH"
                     /locus_tag="DJ46_3095"
     CDS             complement(2897327..2897998)
                     /gene="spoIIIAH"
                     /locus_tag="DJ46_3095"
                     /codon_start=1
                     /transl_table=11
                     /product="stage III sporulation protein AH"
                     /protein_id="AIK64235.1"
                     /translation="MLKKQTVWLLTMLSLVVVLSVYYVTTPDKMNTASPATGEKIGQE
                     KQGTDKAVTNETPIKETTKESSNKENTSKETPNKETNKETDKKESATKETSKKEANVT
                     VQSSDENFTALRMQMEDQRSEQKARLQEVMNSAKSSATEKSKAKDNFDAITTMETKQE
                     LLETVIKSQGGYKDALVRADGTDIKVTVKAAKHSQKEANKIIQLVRSEGGSKDVGVKF
                     DPPTK"
     gene            complement(2898014..2898676)
                     /gene="spoIIIAG"
                     /locus_tag="DJ46_3096"
     CDS             complement(2898014..2898676)
                     /gene="spoIIIAG"
                     /locus_tag="DJ46_3096"
                     /note="spore_III_AG: stage III sporulation protein AG"
                     /codon_start=1
                     /transl_table=11
                     /product="stage III sporulation protein AG"
                     /protein_id="AIK64071.1"
                     /translation="MDNKDKNSKFSFFRNLLNGDEKESNEKGKKVTPKFLLVLLILGM
                     LLMFSSSFFSSKKEEVPVFKEQKTQNQEKDVPTFGQKNNDNMSNVEKYEKAYEQELKA
                     ALEEIAGVKDVTINVNLDSSEEKILEKNTVKRSQTTGETDKTGGKRKVEDESLDEKTV
                     IIREGDKETPVVLRTEKPKVRGVLVVAKGVDNIQVKAMVKEAVIRLLDVPAHRVSVSP
                     KN"
     gene            complement(2898666..2899298)
                     /gene="spoIIIAF"
                     /locus_tag="DJ46_3097"
     CDS             complement(2898666..2899298)
                     /gene="spoIIIAF"
                     /locus_tag="DJ46_3097"
                     /note="spore_III_AF: stage III sporulation protein AF"
                     /codon_start=1
                     /transl_table=11
                     /product="stage III sporulation protein AF"
                     /protein_id="AIK65561.1"
                     /translation="MQFVTEWIRNIIVFLLLATMLHLILPNSNLQKYVKFVVSLLLVV
                     LILTPLFKLLQTDVNEVIANFNEEKYVAEGSVKNSIDSKKKEIQALTRAYSLEEMATK
                     MKKEVGKEFEKQYGMSVSEIQIVAAESTAEVKSAKDIQSVVVTLKEKERSKNDAIETV
                     KPVEINTKEPPKKVEETNVEMKDFFSSRWQLENKQIQVQMEGRTGRVNGQ"
     gene            complement(2899311..2900483)
                     /gene="spoIIIAE"
                     /locus_tag="DJ46_3098"
     CDS             complement(2899311..2900483)
                     /gene="spoIIIAE"
                     /locus_tag="DJ46_3098"
                     /note="spore_III_AE: stage III sporulation protein AE"
                     /codon_start=1
                     /transl_table=11
                     /product="stage III sporulation protein AE"
                     /protein_id="AIK62563.1"
                     /translation="MLRGVGAKLLFACFLFFSLPVVVQASPVETNVVDQQLDKLGIED
                     VKQFWDGLVTKYGGYLPESQKGSFMEFVKGEKEISIKEWMLGLLKYLFHELVANGKLL
                     GTLIMLTIFSALLQSLQSAFSKSSVSKIADAVVYMVLIIFALNSFYVVMTYARETIQT
                     MVDFILALLPILLALIATGGGVVSVAFFHPIIIFLMNTSGLLMNYIVLPLLLLATILS
                     IVSTMSDQYKVTKLSKLLQNVSVGIIGIFLTIFLGVLSVQGTATAVADGIAVKTAKFV
                     TGNFIPVVGRMFTEAADTVISASGLLKNTVGIIGLVILCLIVAFPAIQIFCIAFIYKF
                     AAAVLQPVGGGAIIQCLDIIGRSIIYVFACLAIVSFMFFLSITIIIAAGNITLMMR"
     gene            complement(2900494..2900772)
                     /gene="spoIIIAD"
                     /locus_tag="DJ46_3099"
     CDS             complement(2900494..2900772)
                     /gene="spoIIIAD"
                     /locus_tag="DJ46_3099"
                     /note="spore_III_AD: stage III sporulation protein AD"
                     /codon_start=1
                     /transl_table=11
                     /product="stage III sporulation protein AD"
                     /protein_id="AIK66281.1"
                     /translation="MFLLLIDQIHAILQMIERVASEAKVSNVYVETLLKIIGIAYIAE
                     FGAQITKDAGQGAIASKIELAGKILILVMAIPILTVVIETILGFLPTG"
     gene            complement(2900901..2901104)
                     /gene="spoIIIAC"
                     /locus_tag="DJ46_3100"
     CDS             complement(2900901..2901104)
                     /gene="spoIIIAC"
                     /locus_tag="DJ46_3100"
                     /note="spore_III_AC: stage III sporulation protein AC"
                     /codon_start=1
                     /transl_table=11
                     /product="stage III sporulation protein AC"
                     /protein_id="AIK64884.1"
                     /translation="MSIDVGLIFQIAGIGIVLAFIHTVLKELKREDIANWVILVGFVV
                     ILFHVAFLINTLFDKIKSVFLFQ"
     gene            complement(2901119..2901634)
                     /gene="spoIIIAB"
                     /locus_tag="DJ46_3101"
     CDS             complement(2901119..2901634)
                     /gene="spoIIIAB"
                     /locus_tag="DJ46_3101"
                     /note="spore_III_AB: stage III sporulation protein AB"
                     /codon_start=1
                     /transl_table=11
                     /product="stage III sporulation protein AB"
                     /protein_id="AIK63363.1"
                     /translation="MVKIFGAVLIVAVSTFFGFSYAKRYSERPRQLRLLKAALQSLEA
                     EIMYGHTPLSEAAERLVKQMPKPLNWIFQSFANRLESGEQTVREAWIDSLKENWKLTA
                     FQQTEYEILQQFGETLGQHDRESQQKHIRLCITHLEREEEEAKVLQMQYEKMIKSLGV
                     LAGLLIVILLL"
     gene            complement(2901628..2902554)
                     /gene="spoIIIAA"
                     /locus_tag="DJ46_3102"
     CDS             complement(2901628..2902554)
                     /gene="spoIIIAA"
                     /locus_tag="DJ46_3102"
                     /note="spore_III_AA: stage III sporulation protein AA"
                     /codon_start=1
                     /transl_table=11
                     /product="stage III sporulation protein AA"
                     /protein_id="AIK65291.1"
                     /translation="MKEVLEVLPKTMKQLVESCKQYDALEEIRVRIGRPLECIAHGEV
                     FFYDYIVTAEDAIHLLNKLSQFSIYTMEEELKRGYVTLRGGHRIGLAGKVITEKSAVK
                     MIRDVSSFNIRIARQKIGIAEPLLPYLYESRWLNTMVIGPPQTGKTTLLRDVARCMSQ
                     GVSASEIPSCKVGIVDERSEIAGCVKGIPQYDFGTRVDVLDACPKAEGMMMMIRSMSP
                     DILIVDEIGRKEDSEAIMEAVHAGVQLFISAHGFSYDDVVKRPSLKAVLELGIFDRFV
                     ELSKARGPGTVMQVKDKNGKSVLPHRKAEGVW"
     gene            complement(2902583..2902864)
                     /locus_tag="DJ46_3103"
     CDS             complement(2902583..2902864)
                     /locus_tag="DJ46_3103"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61984.1"
                     /translation="MKQWLAAMETSVLVMGLLRLFSGSAEIFAALLMLYVNDAKKALF
                     INGMLAFVGPTVLILTMTIGIASVASEISFLKLFFLALGIGCIFIALLK"
     gene            2903053..2903631
                     /locus_tag="DJ46_3104"
     CDS             2903053..2903631
                     /locus_tag="DJ46_3104"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK65733.1"
                     /translation="MQHVTLVPLDLRYANVIFKLSSDSHVKNALGIKVEKIEDTKAFL
                     LFAIEEERQKRSLSRMIVNEENEIIGLTTLKHINYEKKQSHIGSWLGYPYWGKGYNEA
                     AKKEIFKIAFLELQLTYVFAGAKTNNIRSLKAQEKLPYISLHVENKFPDEHAALEKEV
                     KSLCSLHVVSREKFLNWLELQSEEEKYEGFKN"
     gene            2903612..2903914
                     /locus_tag="DJ46_3105"
     CDS             2903612..2903914
                     /locus_tag="DJ46_3105"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61294.1"
                     /translation="MKALKISLTIVVELALIYLFSLLVGWSFMEAFFLGSLGIFGAIW
                     LIALHIRQNNNIDHTIYKTGAVKPFQMTWGPCTTGAASLTAFSFIITTIYYLPYFL"
     gene            complement(2903950..2904507)
                     /gene="efp"
                     /locus_tag="DJ46_3106"
     CDS             complement(2903950..2904507)
                     /gene="efp"
                     /locus_tag="DJ46_3106"
                     /note="efp: translation elongation factor P"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor P"
                     /protein_id="AIK65127.1"
                     /translation="MISVNDFRTGLTIAVDNGLWQVLDFQHVKPGKGAAFVRSKLRNL
                     RTGSVQEKTFRAGEKVEKAHIENRRMQYLYASGEAHVFMDNGTYEQIELGEKQIEREL
                     KFLKENMEVSIMTYQGEVLGVELPNTVELQVTETEPGIKGDTASNVTKPATLETGLVV
                     QVPIFINEGEMLIINTGEGKYVSRA"
     gene            complement(2904529..2905590)
                     /locus_tag="DJ46_3107"
     CDS             complement(2904529..2905590)
                     /locus_tag="DJ46_3107"
                     /codon_start=1
                     /transl_table=11
                     /product="metallopeptidase M24 family protein"
                     /protein_id="AIK64526.1"
                     /translation="MEKIERLRSAFDEAGIDGILLTNEHSRRYMANFTGTAGVVLISK
                     KRAQFITDFRYVEQASKQAVGYEIVQHAGLIIDEVAKQVKELGIQKLGFEQDTLTYSS
                     YSAHKEAIDAEFIPTSGLVEKLRLIKTDSEIKILKEAAQIADAAFEHILSFIRPGVSE
                     IEVSNELEFFMRKQGATSSSFDIIVASGLRSALPHGVASEKVIETGDFVTLDFGAYYK
                     GYCSDITRTIAVGEPSDKLKEIYNIVLEAQLRGVNGIKAGLTGREADALTRDYITEKG
                     YGEYFGHSTGHGIGLEIHEAPGLAFRSDTVLEPGMAVTVEPGIYIPGIGGVRIEDDII
                     VTSEGNEVITKSPKELIIL"
     gene            complement(2905595..2906035)
                     /gene="aroQ"
                     /locus_tag="DJ46_3108"
     CDS             complement(2905595..2906035)
                     /gene="aroQ"
                     /locus_tag="DJ46_3108"
                     /EC_number="4.2.1.10"
                     /note="aroQ: 3-dehydroquinate dehydratase, type II"
                     /codon_start=1
                     /transl_table=11
                     /product="3-dehydroquinate dehydratase, type II"
                     /protein_id="AIK63683.1"
                     /translation="MKKVLLVNGPNLNRLGVREVNVYGKGTLATLEADMKQEAEAMGV
                     ELECFQSNHEGAIIDRIHEAEDIYEGIILNPGAFTHYSYAIRDAIASISIPVIEVHIS
                     NIHQRESFRHESVTAAVCAGQIVGFGFYGYKLALFALMEKLREA"
     gene            complement(2906088..2906576)
                     /locus_tag="DJ46_3109"
     CDS             complement(2906088..2906576)
                     /locus_tag="DJ46_3109"
                     /note="conserved membrane YqhR family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61976.1"
                     /translation="MSQEQLGTRNFVQIGLFGGLFWGGIWYFLHIFSFTEAGPNYLLL
                     PFAFGSWKEGVWGNVLGIVCMALLSILIAFLYKAFLAKFEGILPGMIYGLFWWALLFF
                     GVGLIAPAIKSALHLPKETIVTTICIFILYGVFIAYSVSYAVNTNKAEREGEEKTNYS
                     NK"
     gene            2906821..2907741
                     /locus_tag="DJ46_3110"
     CDS             2906821..2907741
                     /locus_tag="DJ46_3110"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64649.1"
                     /translation="MAEESKQIYGGQAVIEGVMFGGREYTVTAVRRKDKSIEFYRLPR
                     VRNKALSILKKIPFLRGIAAIVDASANGAKHLNFASERFDVHPEEDEQIANKKEEQSK
                     LTMVLGVAAVGVLSFIFGKIIFTAVPALLAELTRPIFPSHTGQIIVESVIKLMLLLSY
                     IYFISLTPLIKRVFQYHGAEHKVINAYENNLSLTVENVQKQTRLHYRCGSSFIIFTVI
                     IGMFVYFLVPTDPLWARVVNRILLIPVVLGISFEVLQFTNRLRDIPVLRILGYPGLWL
                     QLLTTKEPTDDQVEVAIASFEELLRLENKQ"
     gene            2907821..2908222
                     /locus_tag="DJ46_3112"
     CDS             2907821..2908222
                     /locus_tag="DJ46_3112"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65851.1"
                     /translation="MNGRSFTFAIFVLIIGLAIFGLVSSVITNPMGVLRNIGIMLAVV
                     GIFYLLYKMFTNSSGSANSQSSYKRAAKQSSRKHGKQNVAPLSNSFFKSNTSNDKGKK
                     GNPSSLKRKRKQSHLTVIEGKKNKKKDRASF"
     gene            complement(2908219..2908881)
                     /locus_tag="DJ46_3111"
     CDS             complement(2908219..2908881)
                     /locus_tag="DJ46_3111"
                     /note="HAD-SF-IA-v3: HAD hydrolase, IA, variant 3 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 3 family protein"
                     /protein_id="AIK61551.1"
                     /translation="MKAIIFDFDGLIVDTETIWFHSFRDAVREYGGDLPLEEFAKCIG
                     TTDDVLYEYLNEQLKEKFDKYALKEKVKNLHKEKMKIPEARDGVKEYLEEAKEMGLKI
                     ALASSSSREWVIPFLEELQIRDYFEVIKTREDVEKVKPDPALYRVAIEDLGIDSSEAV
                     AFEDSLNGLKAAIAAGLTCVVVPNDVTRNLPFENHHLRIESMKDKSLKEVMQNIKKDR
                     IY"
     gene            complement(2908935..2909363)
                     /locus_tag="DJ46_3113"
     CDS             complement(2908935..2909363)
                     /locus_tag="DJ46_3113"
                     /note="iron dependent repressor, N-terminal DNA binding
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62096.1"
                     /translation="MPTPSMEDYIEQIYLLIDEKGYARVSDIAEALSVHPSSVTKMVQ
                     KLDKDEYLIYEKYRGLVLTSKGKKIGERLVYRHELLEQFMRIIGVDESKIYNDVEGIE
                     HHLSWEAIDRIGDLVQYFEQDEVRVETLRGVQKANEEKSN"
     gene            complement(2909508..2910533)
                     /gene="splB"
                     /locus_tag="DJ46_3114"
     CDS             complement(2909508..2910533)
                     /gene="splB"
                     /locus_tag="DJ46_3114"
                     /EC_number="4.1.99.14"
                     /note="photo_TT_lyase: spore photoproduct lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="spore photoproduct lyase"
                     /protein_id="AIK64162.1"
                     /translation="MKPFMPKLVYFEPKALEYPLGKELYEKFTKMGLEIRETTSHNQI
                     RNLPGENDLQKYRNAKATLVVGVRKTLKFDTSKPSAEYAIPLATGCMGHCHYCYLQTT
                     LGSKPYVRVYVNLDEIFEKAQQYMDERAPEITRFEAACTSDIVGIDHLTHALKRAIEF
                     IGESEHGRLRFVTKYSHVDHLLDAKHNGKTRFRFSINSRYVIKNFEPGTSPFEERIEA
                     ARKVAGAGYPLGFIVAPLYMHEGWEEGYRELFERLYNALNDLSIPNLTFELIQHRFTK
                     PAKKVIQERYPNTKLEMDEEKRKYKWGRYGIGKYVYKKDDAEVLEETIRGYIYEFFPD
                     AEIQYFT"
     gene            2910805..2911653
                     /locus_tag="DJ46_3115"
     CDS             2910805..2911653
                     /locus_tag="DJ46_3115"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61612.1"
                     /translation="MSVKKKTQVRTGKMVRELMLADEDVNASLIMVYSENGVNAEIKI
                     EGLTPKCNEELFLSGNVDWNKSVIYKIVDFTGNAEVGKVTLTAMNKNNVSLEIERVMW
                     SKENKETAEQEETVVEATPKKEVVVEVPKAVTPAPKPVTRVETPAIASTPKPTPAPTP
                     KPVSVEAAVELSTPAPVKKAVPTPVTKQETTPVAPVKPKQSALTETNSKLQENYVKLV
                     KKTIEVCQDYELGIDIDDSIEGLKEELQSQGISVTFDKEIMDVVNRLRSLQDKGIRVE
                     KVLNLL"
     gene            complement(2911682..2912518)
                     /locus_tag="DJ46_3116"
     CDS             complement(2911682..2912518)
                     /locus_tag="DJ46_3116"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin/lipoate A/B ligase family protein"
                     /protein_id="AIK65407.1"
                     /translation="MGKEKWCYINSGQCSPAFNMALDECLLNWQSEKKMPPTIRFYEW
                     EVPTLTVGYFQRVEKDINMDVVNEKKYGFVRRQTGGRGVLHDKELTYSVIVSEDHPNM
                     PKTVTEAYRVISQGLLDGFKALGLEAYYAVPKTEADRENLKNPRSGVCFDAPSWYEIV
                     VEGRKIAGSAQTRQKGVILQHGSIPLEIDLDELYDLFLFPNERVKERMKSMFASKAVA
                     INELTDRTFTIEQLIKAFEVGFEKGLDVELVPYELTEEQLHEVQTLAKEKYESKEWNY
                     KK"
     gene            2912689..2913072
                     /locus_tag="DJ46_3117"
     CDS             2912689..2913072
                     /locus_tag="DJ46_3117"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AIK61784.1"
                     /translation="MSTTWIILLAVIVAFIGYTVWMYFYQKKLITTLSEEEFRAGYRK
                     AQLIDIREADEYTAGHILGARNIPLSQIRLRHKELRKDQPVYLYCQSGFRTGRAAQYL
                     KKQGYKDFYQLQGGFKTWTGKIKKK"
     gene            2913322..2914299
                     /locus_tag="DJ46_3118"
     CDS             2913322..2914299
                     /locus_tag="DJ46_3118"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AIK63547.1"
                     /translation="MANIKQIAKTAGVSISTVSRVLNNHPYVKEEKRKRVLDAVEELN
                     YAKNINAIHLIKGKTYTIGVMLPFINLPYFSTIIEGIGNEALAAGYHINLCQTNYDSI
                     EEIRVLEMMKMKQFDGMIICSRTSSWEQIEPFAKFAPIISCEKMNHPLISSVYVDHYE
                     GFRLGTAYLLKKGHEKIGICLARKTSANSMEREKAFADTLRKEGKTLHPEWIFHQCYT
                     MQDGAQLLHRIVNMKNRPTAIFTANDQVAAGLVTEARKQGLRVPEDLAILGFDNHEIS
                     KALEISTIEHPGLAMGSHAFSLFHKQMQSEQIIGNAKELSFHLIERDTV"
     gene            2914396..2914977
                     /locus_tag="DJ46_3119"
     CDS             2914396..2914977
                     /locus_tag="DJ46_3119"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK63815.1"
                     /translation="MKMTANRIKAVALSHFARYGYEGTSLANIAQEVGIKKPSIYAHF
                     KGKEELYFICLESALQKDLQSFTDDIENFSNSSTEELLLQLLKGYAKRFGESEESMFW
                     LRTSYFPPDAFREQIIEKANAHIENVGKLLFPIFKQANEKSELHNIEVKDALEAFLCL
                     LDGLMVELLFAGLNRFETRLNASWQVFWRGLSN"
     gene            2915049..2915381
                     /gene="ykkC"
                     /locus_tag="DJ46_3120"
     CDS             2915049..2915381
                     /gene="ykkC"
                     /locus_tag="DJ46_3120"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance protein ykkC"
                     /protein_id="AIK64571.1"
                     /translation="MAWIYVILAGIIEIFWVIGLKHAEAPLEWAGVALLITISFVLLF
                     RAYKDLPVGTVYAVFTGIGAGGIVLTEIFIFGEPFSIVKVLLIGLIFFGVIGLKRVTE
                     EKEAKEAA"
     gene            2915383..2915697
                     /gene="ykkD"
                     /locus_tag="DJ46_3121"
     CDS             2915383..2915697
                     /gene="ykkD"
                     /locus_tag="DJ46_3121"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance protein ykkD"
                     /protein_id="AIK63738.1"
                     /translation="MAWVFLILAGICEIIGVLFMKVATEKKGWAPKVILIANFGVSFF
                     FLSLAMNTLPMGTAYAIWTGIGTAGSALLGILIFRESADWRRLAFLSCILCGAVGLKL
                     LS"
     gene            2915713..2915970
                     /locus_tag="DJ46_3122"
     CDS             2915713..2915970
                     /locus_tag="DJ46_3122"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63864.1"
                     /translation="MWKEKGKQLLAWITLGIVILLQISFHIIEWLFHKVVSILTFLPN
                     MTLEMISIVWSIIASIAIVIIWSIAKLWNKLFKKDSSSEQE"
     gene            complement(2915987..2916175)
                     /locus_tag="DJ46_3123"
     CDS             complement(2915987..2916175)
                     /locus_tag="DJ46_3123"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65401.1"
                     /translation="MMNKRKWLYRIGVFLFSIGLILANAYSDISPLFPSLHKVIGISI
                     VIVGLLCLITSNFYRKSE"
     gene            complement(2916424..2917017)
                     /locus_tag="DJ46_3124"
     CDS             complement(2916424..2917017)
                     /locus_tag="DJ46_3124"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK62198.1"
                     /translation="MKQLILKDFIIQWKFLIWYILYPVFFYMALTDTENLFIIMSVII
                     TVGATVKTFEADSKNESEVIVNSLPILKKHIVFAKYIVAIIILFISVTVGCFTMGMKN
                     GVNLFEFIETTMVASISFILVYLSFVLPISFWLAYKKTIFIAIFILIAPMAVSSIFFG
                     INLEQIQLYNSLLFISSICMFIASVFVSVKLYEKREF"
     gene            complement(2917031..2917654)
                     /locus_tag="DJ46_3125"
     CDS             complement(2917031..2917654)
                     /locus_tag="DJ46_3125"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK65035.1"
                     /translation="MIKQLVLKDMMMQRKLGFVYLICFLFLFIVDFSSDSFLMTFSMF
                     VPALGMILSMSYEGKNKSELIVNSLPFDRKDLVIGKYIFVSILVALGGCFSLVIGLIQ
                     LQNEHMTGFMLWGEILGGITGGFVCSIIVLPIEFSVGYSSAKQIAPFAGLALGYLSGL
                     IVSNVWLDVENAWNTSLVVNVCFIAGLLLLYVMSMFFSIHLYNERDL"
     gene            complement(2917687..2918319)
                     /locus_tag="DJ46_3126"
     CDS             complement(2917687..2918319)
                     /locus_tag="DJ46_3126"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK64858.1"
                     /translation="MQQLILKEFFLQKKMFPFYFLIPILSIFKNSVEPMGIAIGLFIT
                     CSTIIYISFYYDEKSKAEKVLVSLPITRKEIIIAKYISSTLLIMAGLSVTFIVVILGN
                     ILLDRDIVMPGYAVFSAIVATLIYCVVTIPTNYIGGYKVITVLNLIMLFPLIGMIGLM
                     CNIFGDKTIMLKVLHSQEATQAMGVLGIGVLVSIFISMFLSMKMFQQAEL"
     gene            complement(2918334..2919002)
                     /locus_tag="DJ46_3127"
     CDS             complement(2918334..2919002)
                     /locus_tag="DJ46_3127"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK66075.1"
                     /translation="MRQLVYKDLFFFRVTWLVNFVMPLLLFMLDPSGEELFPMSCLFI
                     TLSSVMTLIFMDERNKSDIVINSLPVSRKDIVIARYISCAIFIVGGMLSTMLVVFLIR
                     GIVVIGDIGAYHPNLYIEIPWYEVINGAIYALFFVVILFPSYYGTKSKIVRSIVSAAS
                     MGVGVIFWMFISDGLNETAPSFIEWIMNPLHIGVFIIGGIILASVYIVSMLLTIKIYE
                     TRDL"
     gene            complement(2918983..2919855)
                     /locus_tag="DJ46_3128"
     CDS             complement(2918983..2919855)
                     /locus_tag="DJ46_3128"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61120.1"
                     /translation="MLELKNVCKSYEDFAVKNISFTLPRGYIMGFVGPNGAGKSTTIK
                     MIMNLIKKDSGEIKIFGKDNKKAEKEIKQNIGFVYDENHYYEDLTCEQMKRIIAPLYK
                     KWDEEQYQSYMHRLQVPKYKKIKELSKGMKMKFAIAIALSHHAEFIIMDEPTAGLDPV
                     VRSELLDMLQEIVMEDEVSVLFSTHITTDLERIADYITFINDGEIIFTGEKDDLMENY
                     VIVKGSNDLLDREGKELFVGLRKNKFGFEGLAKDKQTIIDWFGNEVVLEKPTLDEIIV
                     YTAKGRGAYASARI"
     gene            complement(2919859..2920233)
                     /locus_tag="DJ46_3129"
     CDS             complement(2919859..2920233)
                     /locus_tag="DJ46_3129"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK64632.1"
                     /translation="MNIIISNSSQDPIYVQIRKQLSQLILNGGLKGGDQLPSIRNLAK
                     ELQISVITTKRAYEELEKEGYIETVAGKGTYVSRKNNELLKEQRLRLLESKAEEIVNE
                     SKALQLSLEDLQQMIACLYEGE"
     gene            complement(2920350..2920541)
                     /locus_tag="DJ46_3130"
     CDS             complement(2920350..2920541)
                     /locus_tag="DJ46_3130"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65472.1"
                     /translation="MGSTRHFYMFILAFVLVVALTIYLIVDSSWYNTVHPAFLLFMYI
                     GIAVVSFGMRDEMLDRFEK"
     gene            complement(2920612..2920815)
                     /locus_tag="DJ46_3131"
     CDS             complement(2920612..2920815)
                     /locus_tag="DJ46_3131"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61539.1"
                     /translation="MVYHLENGETIKDVKEFCYRDQGKVLERVAHRVMDNREVTAIDK
                     QGTIISIACEDIVKVELDYITES"
     gene            complement(2921108..2922583)
                     /locus_tag="DJ46_3132"
     CDS             complement(2921108..2922583)
                     /locus_tag="DJ46_3132"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK66367.1"
                     /translation="MKNQDQALIFEVSKEGRIGYSLPKLDVEEVKLEDVFESDYIRVE
                     DAELPEVSELDIMRHYTALSNRNHGVDSGFYPLGSCTMKYNPKINESVARFAGFANIH
                     PLQDEKTVQGAMELMYDLQEHLIEITGMDTVTLQPAAGAHGEWTGLMLIRAYHEANGD
                     FNRTKVIVPDSAHGTNPASATVAGFETITVKSNEHGLVDLEDLKRVVNEETAALMLTN
                     PNTLGLFEENILEMAEIVHNAGGKLYYDGANLNAVLSQARPGDMGFDVVHLNLHKTFT
                     GPHGGGGPGSGPVGVKADLIPYLPKPILEKTENGYHFNYDRPEAIGRVKPFYGNFGIN
                     VRAYTYIRSMGPDGLRAVTEYAVLNANYMMRRLAPFYDLPFDRHCKHEFVLSGRRQKK
                     LGVRTLDIAKRLLDFGYHPPTIYFPLNVEECIMIEPTETESKETLDGFIDKMIQIAKE
                     VEENPEVVQEAPHTTVIKRLDETMAARKPVLRYAKPAPVQV"
     gene            complement(2922580..2923923)
                     /locus_tag="DJ46_3133"
     CDS             complement(2922580..2923923)
                     /locus_tag="DJ46_3133"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK62190.1"
                     /translation="MLHRYLPMTEEDKKEMLQTIGVQTIDELFSDIPESVRFKGDLKI
                     KEAKSEPELLKELSQMASKNANLKEYASFLGAGVYDHYAPVIVDHVISRSEFYTAYTP
                     YQPEISQGELQAIFEFQTMICELTGMDVANSSMYDGGTALAEAAMLAAGHTRKKKILV
                     SSAVHPESRAVLETYAKGQHLEVVEINHKDGVTDLDVLQSEVDDTVACVIVQYPNFFG
                     QVEKLADIEKIVHQQKSLFIVSSNPLSLGALTPPGKFGADIVIGDAQPFGIPTQFGGP
                     HCGYFATTKAFMRKIPGRLVGQTVDSDGKRGFVLTLQAREQHIRRDKATSNICSNQAL
                     NALAASVAMTALGKQGVKEMARQNISKAQYAKRQFEAKGFTVTFAGPFFNEFVVDCKR
                     PVKEVNDALLQKNIIGGYDLGRDYKEHENHMLVAVTELRTKEEIDTLVNEMGAIQ"
     gene            complement(2923944..2925044)
                     /gene="gcvT"
                     /locus_tag="DJ46_3134"
     CDS             complement(2923944..2925044)
                     /gene="gcvT"
                     /locus_tag="DJ46_3134"
                     /EC_number="2.1.2.10"
                     /note="gcvT: glycine cleavage system T protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine cleavage system T protein"
                     /protein_id="AIK61429.1"
                     /translation="MITLQRTPLFDVYAKYGGKTIDFGGWELPVQFSSIKEEHEAVRT
                     AAGLFDVSHMGEVEVKGVDSLAFLQRVVTNDVSTLKVGGAQYTAMCYENGGTVDDLLI
                     YKRGEEDYLLVINASNIEKDYEWLASHVIGDATVVNVSSEVAQLAIQGPKAEGILQKV
                     VSEDLKEIKFFKFKNDILVDGIPALVSRTGYTGEDGFEIYCKSEDAAKLWEKLLEVGA
                     EEGLKACGLGARDTLRFEATLPLYGQELSKDITPIEAGIGFAVKTNKEADFFGKATLK
                     EQKENGAPRKLVGIEVIERGIPRTHYPVFIGEEKIGEVTSGTQSPTLKKSIGLALIDV
                     KYAAVDTEVEIEIRNKRVKAVVVPTPFYKRSK"
     gene            2925437..2927119
                     /locus_tag="DJ46_3135"
     CDS             2925437..2927119
                     /locus_tag="DJ46_3135"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD/DEAH box helicase family protein"
                     /protein_id="AIK64986.1"
                     /translation="MNVDISIDRTWQNNFLNRIDEDGPWTNWDLYHLAYETEKSLLVP
                     TFDGLQAPKHLSHFTPLPHQLEVAQNVIEQMNGKAILADEVGLGKTIEAGLILKEYMV
                     RGLVKKVLILVPASLVSQWAYELNTKFFIPAVAQKKSYSWEQADVIVSSIDTAKRSPH
                     RDIVLNLEYDLIIIDEAHKLKNNKTKNYEFAQRLKKKFCLLLTATPVQNKIDEIFNLV
                     SLLKPGHLGNQSNFEEYYASKNRSAESDEDLKALINKVMVRNRRHNTGIDWPKRHVRT
                     IFVEFNEEEQDLYNNIENWRGQDAFTSAFSSLTLKREACSSREAVYYSLKKHVEKRQK
                     ENEHYVKDPHIDILMDKINHIPFNSKANKALELIKEIDDKVVIFTEYRASQMYLQWFL
                     QQHGISSVPFRGGFKRGKKDWMKELFQNHAQVLIATEAGGEGINLQFCSHMINYDLPW
                     NPMRLEQRIGRIHRLGQKNDVHIYNLATKHTVEEHILKLLYEKINLFERVIGELDEIL
                     TRINMKNIDAHIQEIFAQSKSEGEIRIKMENLTSIIDFAKRNEAEVQGYAAT"
     gene            2927106..2927900
                     /locus_tag="DJ46_3136"
     CDS             2927106..2927900
                     /locus_tag="DJ46_3136"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65098.1"
                     /translation="MQQHEIHNYLYNFFEANNCEILERSPHLLDVQLTIEMDKLLMNR
                     PFYWHYLEKTGGVPNPMRLTLITDPENEENDGELIHYGSPRLHQIFQTTKELGSYIRL
                     YEDVRHNGATHTPLHPWLGINIKVSYQCDRKKDILHSIGIHLISGTMMANFHDTLTKI
                     KLTPKIPDFCFTLSPIIKPQSGLQRIEDALKNIIAEDDHTWAKEARVRWNHDLDLLNR
                     FYEESDELPESYEIEKQALQEQYEPRITVQIINGGLFYVTANHFLS"
     gene            complement(2927936..2928067)
                     /locus_tag="DJ46_3137"
     CDS             complement(2927936..2928067)
                     /locus_tag="DJ46_3137"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65351.1"
                     /translation="MSNGIGRSKENLPTDANHVSAKDRAYQKRMAKQKQQERNGDRG"
     gene            complement(2928165..2928392)
                     /locus_tag="DJ46_3138"
     CDS             complement(2928165..2928392)
                     /locus_tag="DJ46_3138"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62194.1"
                     /translation="MSKFFFNHNPATVEDGRLVKYAEIIYGEGGRSVLENLMVKASIR
                     LRDRYPNKSDEQISNLVNKGIHDMFQKYVSE"
     gene            2928712..2929344
                     /locus_tag="DJ46_3139"
     CDS             2928712..2929344
                     /locus_tag="DJ46_3139"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62337.1"
                     /translation="MNQNKKAILDLVFYLVIPFLIWKFAKPYIDPYYAMLLSSVPGII
                     YTLYTFKKEKQFNVTGFFILITLISNTTVDLLSGSAERMLWNDAYYHIVLGIIVICTI
                     FIKKPLMLYFAADIAALQGHDRDKSRELYRDSRIYPALQYLTLFFGLQFILKSFLKIY
                     FISVFGVDGYGEMRAIMTAVGWGISICIGIGFVWVNNKIHAVKEEKESIQ"
     gene            complement(2929412..2929612)
                     /locus_tag="DJ46_3140"
     CDS             complement(2929412..2929612)
                     /locus_tag="DJ46_3140"
                     /codon_start=1
                     /transl_table=11
                     /product="yqzE-like family protein"
                     /protein_id="AIK65882.1"
                     /translation="MSTNDYVRFVTQQFVSYMDAPKEDRKQKKEQRRAEKEPFMNKWF
                     GVMPLSATLLYRNVKNKRKKSS"
     gene            complement(2929651..2930148)
                     /locus_tag="DJ46_3141"
     CDS             complement(2929651..2930148)
                     /locus_tag="DJ46_3141"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate kinase family protein"
                     /protein_id="AIK62542.1"
                     /translation="MKSIYITGYMGAGKTTIGKALSKELHMDVVDTDQKIEEKQGKVI
                     RDIFAEEGEMAFREYESEMLCSLPVDNVIITTGGGIVEREENRKWMKENGTVVYLYCD
                     PHVIAERLREDTTRPLFQKKDIDAFVTKFESRRAYYEEAHIHIDTTNKSVKQIMNELK
                     EKINE"
     gene            complement(2930269..2930919)
                     /locus_tag="DJ46_3142"
     CDS             complement(2930269..2930919)
                     /locus_tag="DJ46_3142"
                     /codon_start=1
                     /transl_table=11
                     /product="2OG-Fe(II) oxygenase superfamily protein"
                     /protein_id="AIK65625.1"
                     /translation="MTNNNQIGENKEQTIFDHKGNVIKTEDREIQIISKFEEPLIVVL
                     GNVLSDEECDELIELSKSKLARSKVGSSRDVNDIRTSSGAFLDDNELTAKIEKRISSI
                     MNVPASHGEGLHILNYEVDQQYKAHYDYFAEHSRSAANNRISTLVMYLNDVEEGGETF
                     FPKLNLSVHPRKGMAVYFEYFYQDQSLNELTLHGGAPVTKGEKWIATQWVRRGTYK"
     gene            complement(2931148..2931465)
                     /locus_tag="DJ46_3143"
     CDS             complement(2931148..2931465)
                     /locus_tag="DJ46_3143"
                     /codon_start=1
                     /transl_table=11
                     /product="putative comG operon protein 7"
                     /protein_id="AIK61387.1"
                     /translation="MRKQDGFTMPGTIIFLVLLTSFFVYETNMLLIDKKFYTEIEQKF
                     VLEELLKRSITNIKKDLKKKKRKILFSFHMKRGKREEITFLKTMLFSFHYSVKSSRKF
                     SIK"
     gene            complement(2931462..2931812)
                     /locus_tag="DJ46_3144"
     CDS             complement(2931462..2931812)
                     /locus_tag="DJ46_3144"
                     /codon_start=1
                     /transl_table=11
                     /product="putative comG operon protein 6"
                     /protein_id="AIK65374.1"
                     /translation="MENKQLKGLNDWEWDVFLGQVQLEFREVSFVEKIVPENRESMLR
                     FRLRTGDEVTYEKLNNHLIRKVNMRGREVILQNVERVSYEVTPHLLFINVKDRSGIIY
                     EGVAIRYSEMEINI"
     gene            complement(2931902..2932204)
                     /locus_tag="DJ46_3145"
     CDS             complement(2931902..2932204)
                     /locus_tag="DJ46_3145"
                     /codon_start=1
                     /transl_table=11
                     /product="putative comG operon protein 5"
                     /protein_id="AIK63339.1"
                     /translation="MAEMIVALSIVMMVVSLLLPQTVLVMQERKNIQLRYKAFVLLKK
                     EAALYMYENEAKQQKEKVINGNVYYTYWGGNEVCVMWKDVKGRMMEQCFYAGEKIN"
     gene            complement(2932197..2932652)
                     /locus_tag="DJ46_3146"
     CDS             complement(2932197..2932652)
                     /locus_tag="DJ46_3146"
                     /note="IV_pilin_GFxxxE: prepilin-type N-terminal
                     cleavage/methylation domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63688.1"
                     /translation="MKQKGFTLLEMLLVLFAISVLSMVTYFNVHSLYEKQKIEQFLRQ
                     FSNDILYMQQLAINRQKHYTLRWHKDRHMYYIGESSTDLSIIKREYDSDIQLDLNTFP
                     NPMTYNPSGNINRGGTILLSYRSYKYEIVFQLGRGRFTYREMSKRVSDG"
     gene            complement(2932649..2932948)
                     /locus_tag="DJ46_3147"
     CDS             complement(2932649..2932948)
                     /locus_tag="DJ46_3147"
                     /note="IV_pilin_GFxxxE: prepilin-type N-terminal
                     cleavage/methylation domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63843.1"
                     /translation="MQNEEGFTLLEMLLVMVVITVLLLLIIPDVVTQRSSVEGKGCKA
                     YVKSIEAQVQVYQLQHNKIPTLKELSDEKYITADKCPNGESIHISNDGTVTSGKL"
     gene            complement(2932960..2933997)
                     /locus_tag="DJ46_3148"
     CDS             complement(2932960..2933997)
                     /locus_tag="DJ46_3148"
                     /codon_start=1
                     /transl_table=11
                     /product="type II secretion system (T2SS), F family
                     protein"
                     /protein_id="AIK66124.1"
                     /translation="MFMFKEIWSLSDQVILLKRLGELLEKGYSLLQALEFLRFQLPLE
                     KKVQLQRMIDGLKDGKSLHDSFHQLKFHQEMLSYLFYAEQHGDISFALQQGSALLYKK
                     DKYRKDMIKIMQYPMFLAIFLIIMILIFNRILLPQVDMVYSSFGSTAPLFTEQILSTI
                     KLLPYLIISTLFIIMIVFGVYIVYFRKLPHMKQVKIILRIPLVKTFLILKHSHYFATQ
                     LSGLLHGGLSVLEALTIMMEQKYHPFFQYEAGRIERQLIAGEPLQSIIAKSEYYEEEL
                     SYIITHGQANGNLAIELGDYSDLIMEKMERKIKRMLVIIQPILFTCIGGIVVLMYLAM
                     IMPMFQMMNSI"
     gene            complement(2933984..2935027)
                     /locus_tag="DJ46_3149"
     CDS             complement(2933984..2935027)
                     /locus_tag="DJ46_3149"
                     /codon_start=1
                     /transl_table=11
                     /product="type II/IV secretion system family protein"
                     /protein_id="AIK64264.1"
                     /translation="MNGIESFANMILKEACRVQASDLHIVPRQKDVVVQLRIGKDLMT
                     KYCIEKEFGEKLVSHFKFLASMDIGERRKPQNGSLYLQMDGQEVYLRLSTLPTVYQES
                     LVIRLHLQASIQPLSHLSLFPSTAKKLLSFLRYSHGLLVFTGPTGSGKTTTMYALLEV
                     IRKKKTRRIVTLEDPVEKRNDDVLQIQINEKAGITYEAGLKAILRHDPDVILVGEIRD
                     EETAKIAIRASLTGHLVMTTLHTNDARGAILRFMGFGITRQEIEQSLLAIAAQRLVEL
                     KCPFCKRKCSTLCKSMRQVRQASIYELLYGYELKQAIKEANGECVTYKHETLQSSIRK
                     GYALGFLEEDVYV"
     gene            2935233..2935928
                     /locus_tag="DJ46_3150"
     CDS             2935233..2935928
                     /locus_tag="DJ46_3150"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK66272.1"
                     /translation="MEQALKITGVLSDPTRYYIYKYISQKHSYVTVQEIADEFDIHPN
                     VARLHLSKLEDVHMLKSETKKTGKGGRPSRLYVLSDDVIQLQFPFRDYQLLARIAFNS
                     LLSLGAAGEKALYETGKQFGAELMQQHMQRLNVSEDALTVEQKVQIAKEAFSTAGLSP
                     AFELSTDGTKIFYDVHNCPFKEVAVHHPIEICNMHGDMMKGIFEILFPNTELTRNDSL
                     LDGCKSCNYKLTI"
     gene            2936054..2936296
                     /locus_tag="DJ46_3151"
     CDS             2936054..2936296
                     /locus_tag="DJ46_3151"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63126.1"
                     /translation="MERMFRVLGFWTGIFSVMFYVGDMDSTALLFLGQTGFFVLLSYL
                     KLTERMYIYVFGAYLTVFFIGFTYYTTFLHVPGAGH"
     gene            2936404..2937798
                     /gene="tcyP"
                     /locus_tag="DJ46_3152"
     CDS             2936404..2937798
                     /gene="tcyP"
                     /locus_tag="DJ46_3152"
                     /codon_start=1
                     /transl_table=11
                     /product="L-cystine uptake protein tcyP"
                     /protein_id="AIK62323.1"
                     /translation="MNTLLVGINVAVMLILVGVLYYMQRKHVSFNKRVFTALGIGIIF
                     GLILQFIYEPTSKVIIESNTWFGLIGSGYVKLLQMIVMPLILVSIISAFTKLQLTKNL
                     GKISGLIIGILILTTGIAAAVGIAASAGFDVSATGLQQGDAESARLKLVEERFTSIEK
                     TTIPDKLLELLPTNPFLDLTGARPTSTISVVIFAAFIGIAFIGVKRKYPEQAELFKKM
                     LDAVYAIVMRMVTLILRLTPYGVLALMAKTVAGSDINAILKLGNFVLASYVALIVMFV
                     IHLLLIALSGLNPIQYLKKVFPVLTFAFTSRSSAGAMPLNIEAQKEKLGISEGIANFA
                     ASFGVSIGQNGCAGIYPAMLAMMVAPTVGIDPLQPQFILTLIAVVAISSFGVAGVGGG
                     ATFAALIVLSTMNLPIGIVALVISVEPLIDMGRTALNVSGSMTAGLISSKWLGELDQD
                     TYNQDDTKTGEIAS"
     gene            complement(2937973..2938380)
                     /locus_tag="DJ46_3153"
     CDS             complement(2937973..2938380)
                     /locus_tag="DJ46_3153"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64924.1"
                     /translation="MKYTERDFTLELKEKIQCMEKEIERMAFKLFKGYSHLYIEKNME
                     LFIELIRDKENPFETGYSSSISIAVLDEEGKMIEFYTVPIWECCSYFLGVPLQIRFWG
                     SKLSGELVDESYCEIEEELKERLEEFLQFSGEE"
     gene            complement(2938468..2938683)
                     /locus_tag="DJ46_3154"
     CDS             complement(2938468..2938683)
                     /locus_tag="DJ46_3154"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61091.1"
                     /translation="MNFDIVGQKAYIKDGAHRNRIGIVKKNETKLESQFAIVIGEQSI
                     DVELKDIVLVGVDVGQFHKWCEQNGYL"
     gene            2938936..2939247
                     /locus_tag="DJ46_3155"
     CDS             2938936..2939247
                     /locus_tag="DJ46_3155"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62161.1"
                     /translation="MNTKMIKKVIEALKVYGFQNVSFCDKTKQFLFHNETDIMSGYAE
                     ITYSSQFEKFNVQIHPIETHYQAELQEVERHIQACIRKVEYLNALLSGQTKLDDKIII
                     M"
     gene            complement(2939284..2939772)
                     /locus_tag="DJ46_3156"
     CDS             complement(2939284..2939772)
                     /locus_tag="DJ46_3156"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64870.1"
                     /translation="MKLENGWETSFLEVVQKSEFKKDAQLSQLLFADSEEVEELVDDY
                     GYEEIIDREHDEELADILGEELFSEMERHVFLSSQPEEKLISFVNGLGFHVLDWIVLL
                     ETEFGIDSAHFTSDAVKMLEKRFRQFPYIEDKTIFNMAFGEAMDVLESITGLQLKEKM
                     NI"
     gene            complement(2939852..2940226)
                     /locus_tag="DJ46_3157"
     CDS             complement(2939852..2940226)
                     /locus_tag="DJ46_3157"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside 2-deoxyribosyltransferase family
                     protein"
                     /protein_id="AIK64474.1"
                     /translation="MNFYIASGFQNKQIVRSIANELKHAGWHHTYDWTKNERAVNQEQ
                     LREIGQAEKNAIKEADVFLLILDGGNGSHTEFGMAIALEKKIYVYHEGNPLQTTFYHL
                     PEINIFEGDAAEFASSVMNHVK"
     gene            complement(2940322..2940582)
                     /locus_tag="DJ46_3158"
     CDS             complement(2940322..2940582)
                     /locus_tag="DJ46_3158"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64786.1"
                     /translation="MKRENTNGLGVTVLELSLYENTALIICFVLYVGSVIVYISRKFS
                     QERELEKSEITAELEMLADESYKKQKIKEDHEASHHLNANKF"
     gene            complement(2940678..2941736)
                     /gene="murG"
                     /locus_tag="DJ46_3159"
     CDS             complement(2940678..2941736)
                     /gene="murG"
                     /locus_tag="DJ46_3159"
                     /EC_number="2.4.1.227"
                     /note="murG: undecaprenyldiphospho-muramoylpentapeptide
                     beta-N-acetylglucosaminyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyldiphospho-muramoylpentapeptide
                     beta-N-acetylglucosaminyltransferase"
                     /protein_id="AIK65501.1"
                     /translation="MKKIVFTGGGSAGHVTPNLAIIPYLKEDNWDISYIGSHQGIEKT
                     IIEKEDIPYYSIASGKLRRYFDLKNIKDPFLVMKGVMDAYVRIRKLKPDVIFSKGGFV
                     SVPVVIGGWLNRVPVLLHESDMTPGLANKIALRFASKIFVTFEEAAKHLPKEKVIYTG
                     SPVREEVLKGDREKALAFLGFSRKKPVITIMGGSLGAKKINETVREALPELLRKYQIV
                     HLCGKGNLDDSLQNKEGYRQFEYVHGELPDILAITDFVISRAGSNAIFEFLTLQKPML
                     LIPLSKFASRGDQILNAESFERQGYASVLYEEDVTVNSLIKHVEELSHNNEAYKTALK
                     KYNGKEAIQTIIHHISEA"
     gene            complement(2941755..2945153)
                     /gene="metH"
                     /locus_tag="DJ46_3160"
     CDS             complement(2941755..2945153)
                     /gene="metH"
                     /locus_tag="DJ46_3160"
                     /EC_number="2.1.1.13"
                     /note="metH: methionine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine synthase"
                     /protein_id="AIK63008.1"
                     /translation="MYCIEEKLQNNILLLDGAMGTMIQQEDLTAEDFGGEEYEGCNEY
                     LVETRPDVILKIHKAYIEAGADIIETNTFGATNIVLSDYELSHLDEELNEKAARLAKQ
                     AVKESGKEVYVAGAMGPTTKAISVTGGVTFEELIEAYTRQARGLLKGEVDVLLVETSQ
                     DMRNMKAAYIGIQAAFDELKKIVPIMISGTIEPMGTTLAGQTIEAFYLSVEHMKPLSV
                     GLNCATGPEFMRDHIRSLSDLSECYISCYPNAGLPDEDGHYHESPSSLAEKVKRFAEE
                     GWVNIIGGCCGTTPEHIKAMKEALASLKPREHHEREGHGVSGLEALQYDDSMRPLFVG
                     ERTNVIGSRKFKRLVAEGKFEEAAEVARAQVKKNAHIIDICMADPDRDEIEDMENFLA
                     EVTKVLKVPIMIDSTDEHVMERALTYIQGKAVINSINLEDGEERFIKVTPLLQKYGAA
                     IVVGTIDEDGMAVSAERKLEIAKRSYELLTTKYGIRPSDIIFDALVFPVGTGDEEYIG
                     SAAATIEGIRLIKEALPECLTILGVSNISFGLPPAGREVLNSVFLYHATKAGLDYAIV
                     NTEKLERYASIPDEEKRLADALLFETTQETLEEFTNFYRVAKKKDVVVQETLTLDERL
                     ANYIVEGTKQGLHEDLSLALTEGRKPLDIINGPLMTGMDEVGRLFNNNELIVAEVLQS
                     AESMKAAVSYLEPHMESSDSAKKGKVLLATVKGDVHDIGKNLVEIILANNGYEIINLG
                     INVRSDRIVQEVQEKKPDIIGLSGLLVKSAQQMVTTAEDLKAADIDIPIVVGGAALTR
                     KFTDNRISPSYKGLVCYASDAMTGLDIINKLQKEEEREKMKQDKKERHLHIVTKEEKK
                     IEIPAVIEPLPKSEVMVPDSTKRIVLRDVPALHLAPFLNRQMLLGHHLGLKGSVKKLL
                     KEGDKRAHELNDLIDELLQEGQSWLKPKAVYQFFPAQSDGQNIVIYDPEDHTRVIERF
                     TFPRQGRAPYRTLGDYLRPIGDEMDYVAFLSVTVGEGVRGIAEEWKAKGDYLRSHAIQ
                     SLALELAEGLAEKTHMLIRDRWGIPDSPELTMEERFRTKYRGIRVSFGYPACPELADQ
                     EKLFRLIHPEEIGISLTEGFMMEPEASVTAMVFSHPEARYFSVL"
     gene            complement(2945158..2946993)
                     /locus_tag="DJ46_3161"
     CDS             complement(2945158..2946993)
                     /locus_tag="DJ46_3161"
                     /codon_start=1
                     /transl_table=11
                     /product="homocysteine S-methyltransferase family protein"
                     /protein_id="AIK65256.1"
                     /translation="MKLLDLLSKGIVIGDGAVGTLLHSHGLQSSFEELNISDPDLIIS
                     IHKQYVAAGADVIQTNTYGANEAKLRMYGLENQVTEINRAAVKLAKASVTDRNAILGT
                     IGGMKHIGAVTTTDMEREFMLLEQASALLEEQVDGLLLETFYDEFELLHAVQVLRKET
                     NIPIVAQLALHEAGTTQNGNDVNEILKQLLDYGANVVGLNCQLGPLHMTEAFKMISIP
                     KNGYLSAYPNAGLPNYVEGRYVYEGSPAYFEAMTPKFIEQGIRLLGGCCGTTPEHIES
                     MKRATLNVTPVIEKDTIQRPKVVHTHEKRSKAHVTLAEKAKKQTTVVVVELDPPKTLD
                     TQRFFEGARALKRAGADAITLADNSLASPRISNMAMGALLTKHDIPVLTHLTCRDHNV
                     IGLQSHLLGLSALGMEEVLALTGDPARVGDFPGATSVYDLSSIELIKMIKEMNDGRSI
                     LGKSIGPATRFSVGGAFNPHVRHLKAAVKRMERKIDAGAEYFLTQPIYDIALIEEVYE
                     ATKHLEQPIFIGIMPLISKRNADFLHFEVPGITLPEAVRERMDGHETKEAAIEEGIRI
                     SQELIDETMKYFNGIYLITPFLKYEITEHLVKYVREKQEVKEGIN"
     gene            2947580..2948692
                     /gene="metB"
                     /locus_tag="DJ46_3162"
     CDS             2947580..2948692
                     /gene="metB"
                     /locus_tag="DJ46_3162"
                     /EC_number="2.5.1.49"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine gamma-synthase"
                     /protein_id="AIK61999.1"
                     /translation="MSTIETKLAQIGNRSETTTGTVNPPVYFSTAYRHEGIGKSTGFD
                     YSRTGNPTRGLLEQAIADLEYGEQGYACSSGMAAVLLVLSLFRSGDELIVSEDLYGGT
                     YRLFSEHEKKWNVRCRYVNTQSIKQIEQAITTETKAIFIETPTNPLMQVTDIAAVATV
                     AKRHGLLLIVDNTFYTPYIQQPLTEGADIVLHSATKYLGGHNDVLSGLVVAKGKELCE
                     EIAHYHNASGAVLSPFDSWLLIRGMKTLALRMRQHEKNAKAVVAYLNDEDGVTDVFYP
                     GRGGMISFRLKDETWINPFLQSLSLITFAESLGGVESLMTYPATQTHADIPEEIRTAN
                     GVCNRLLRFSVGIENSNDLIQDLQQAIKLVKEGVRI"
     gene            2948689..2949852
                     /gene="metC"
                     /locus_tag="DJ46_3163"
     CDS             2948689..2949852
                     /gene="metC"
                     /locus_tag="DJ46_3163"
                     /EC_number="4.4.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine beta-lyase metC"
                     /protein_id="AIK64409.1"
                     /translation="MSYSIDTLLLHNQYKHDPQTGAVNVPIYNTSTFHQFDVDTFGKY
                     DYSRSGNPTREALEDIIALLEGGTKGFAFASGIAAISTAFLLLSQGDHVLISEDVYGG
                     TYRIITEVLSRYGVSHTFVDMTNLEEIKQNIKQNTKLFYVETPSNPLLKVTDIRAVST
                     LAKSIGALTFVDNTFLTPLFQKPLDLGADVVLHSATKFIAGHSDVTAGLAVVKDAELA
                     QKLGFLQNAFGAILGPQDCSLVLRGLKTLHVRLEHSAANANKIAQYLQEHSKIQNVYY
                     PGLQTHLGFDIQQSQATSAGAVLSFTLQSEDALRQFLSKVKLPVFAVSLGAVESILSY
                     PAKMSHAALSQEARDERGISNSLLRLSVGLENVDDLISDFENALSYVEEPVNA"
     gene            2949981..2950490
                     /locus_tag="DJ46_3164"
     CDS             2949981..2950490
                     /locus_tag="DJ46_3164"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK61630.1"
                     /translation="MNTCDILIVIDLQNGVCYSEEHLFDLKNLLTKVNKRISSYRKLN
                     KPIIFVQHCDDDLVPEKELWAIHSDLDVQEQDFFIRKTHANSFFKTNLIEILDQLSVQ
                     RIEFCGAQTEYCMDATIKFAHGLGYENFMVQKATSTLNNPFMSAKETIDFYENIWNNR
                     FLKLIKDEI"
     gene            2950923..2951213
                     /locus_tag="DJ46_3165"
     CDS             2950923..2951213
                     /locus_tag="DJ46_3165"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK64681.1"
                     /translation="MLETFQKEIELYESNAELLKVLAHPVRLCIVKGLIERGPSNVST
                     MYTGLNMPQSTISQHLAKLKSAKIVSSERKGLEIYYKVENETIIQLVRVLLG"
     gene            complement(2951358..2952470)
                     /locus_tag="DJ46_3166"
     CDS             complement(2951358..2952470)
                     /locus_tag="DJ46_3166"
                     /codon_start=1
                     /transl_table=11
                     /product="S-adenosyl-L-methionine-dependent
                     methyltransferase family protein"
                     /protein_id="AIK61342.1"
                     /translation="MGMELILKEWMEKEKDYSISYSTYMKLALYAEEHGYYMKEREKI
                     GRQGDFFTSSNVSSAFAKTFAKFFVRLVENGEVAPNICEIGGGTGRFAYDVLQEWKQL
                     SPETFINLNYSMIEMSPFHRKLQQKSLCSFSNVSYYTSHSEMGESFEGILFSNELFDA
                     FPVEVIEKRNGILYEVRVTYTEEGKLAEVCRPLHKRIGRYLLKYNIHLAEGQRFEVPI
                     AMEEFIKEIAKWFQRGVCITVDYGYTKEEWMHPAHQEGSLRGYYEHKLIRNPLAHPGE
                     MDLTTHIHWDELKEMFSLQGMNTVWHKKQSEFLLAAGILDQLTNHQDRNPFSETQKQN
                     RAVRSMILNGGLGNAFDVVIHTKHMQQLHLDRYLKI"
     gene            complement(2952480..2953106)
                     /locus_tag="DJ46_3167"
     CDS             complement(2952480..2953106)
                     /locus_tag="DJ46_3167"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK62717.1"
                     /translation="MKWIQMPLGPLQTNAYILKNDKNECVIFDPGHEGEKLVTYLQEE
                     QLKPLAVLLTHAHFDHIGAVDAVRDAFHIPVYVHKEEDWLGDATVNGSQIFMMNRSIT
                     AKPADHIIDAEGTLAIGSFNFEIFETPGHSPGSISYYCKEASAVFSGDVLFQMSIGRT
                     DLPGGSFAELIGSIEEKLFVLPDETAVLCGHGPETSIGFEKENNPFLQ"
     gene            2953178..2953450
                     /locus_tag="DJ46_3168"
     CDS             2953178..2953450
                     /locus_tag="DJ46_3168"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64159.1"
                     /translation="MLSRQSFLKHVQYKRVNFLKTHIKEWVDRGGYCMGLVIIFTLVT
                     LLAVFATLRTLREKNFLAGGFAIATVLVFGWFTIMTVLYNGYPPAA"
     gene            complement(2953530..2954513)
                     /gene="glcK"
                     /locus_tag="DJ46_3169"
     CDS             complement(2953530..2954513)
                     /gene="glcK"
                     /locus_tag="DJ46_3169"
                     /EC_number="2.7.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="glucokinase"
                     /protein_id="AIK61235.1"
                     /translation="MEEKWLVGVDLGGTTIKLAFINVYGEILHKWEIPTNTNEQGKHI
                     TLDVAKAIDKKLEELGELKSKLIGIGMGAPGPVHVASGMIYEAVNLGWKNYPLKDLLE
                     VETGLPVVIDNDANLAALGEMWKGAGEGAKDLICMTLGTGVGGGVIANGEIVHGVSGA
                     AGEIGHITVVTENAFPCNCGKSGCLETVASATGIVRVAMQKIQETDKESILRSMLAEE
                     GRITSKDVFEAHGQGDELAGEVVEKVASYLGLAVANLSSTLNPEKIVIGGGVSKAGDA
                     LLEPIQRYFEQYAFSRAVKSTKLAIATLGNDAGVIGGAWLVKKHKYEAKMI"
     gene            complement(2954533..2954733)
                     /locus_tag="DJ46_3170"
     CDS             complement(2954533..2954733)
                     /locus_tag="DJ46_3170"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64371.1"
                     /translation="MVSIYDIQQLLKKFGTIIYTGDRIADLQLMQDELRELNQSQLID
                     PQDYQTALFLLKQEIQKELNKN"
     gene            complement(2954837..2955415)
                     /locus_tag="DJ46_3171"
     CDS             complement(2954837..2955415)
                     /locus_tag="DJ46_3171"
                     /EC_number="6.3.3.2"
                     /note="MTHFS_bact: 5-formyltetrahydrofolate cyclo-ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="5-formyltetrahydrofolate cyclo-ligase"
                     /protein_id="AIK63799.1"
                     /translation="MREEKLRLRKQIIEHMNSLSKERYTTLSEQIVFSLYEQKEWAEA
                     KTIGITLSMENEVNTYPIIEKAWKEGKRVVVPKCNKETRTMSFRQISNFDQLETVYMN
                     LREPIPALTEEVNADEIDLQIVPGVAYTERGERIGYGGGYYDRYLVHYKGKTLSLAYS
                     FQMVEHIPVEPFDKNVEKIITEKGTMVKNGLV"
     gene            complement(2955520..2955669)
                     /gene="rpmG"
                     /locus_tag="DJ46_3172"
     CDS             complement(2955520..2955669)
                     /gene="rpmG"
                     /locus_tag="DJ46_3172"
                     /note="rpmG_bact: ribosomal protein L33"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L33"
                     /protein_id="AIK65523.1"
                     /translation="MRVNITLACTECGDRNYISKKNKRNNAERIELKKYCKRDKKSTL
                     HRETK"
     gene            complement(2955739..2956047)
                     /gene="mpg"
                     /locus_tag="DJ46_3173"
     CDS             complement(2955739..2956047)
                     /gene="mpg"
                     /locus_tag="DJ46_3173"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucomutase domain protein"
                     /protein_id="AIK65605.1"
                     /translation="MQGKTFLSIVEQSPPLYLLCDEVVCSWNEKGKVMRKLLADMERK
                     EEGIFEGVQFKYTEKEWSYIVSDTKQPKFLVYSHARNPVIARENMKNLIEKIRQYQKV
                     "
     gene            complement(2956053..2958092)
                     /locus_tag="DJ46_3174"
     CDS             complement(2956053..2958092)
                     /locus_tag="DJ46_3174"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotidyl transferase family protein"
                     /protein_id="AIK61792.1"
                     /translation="MKGVILAGGKGRRLRPLTCNTPKPMLPLLEKPVLEYNIELLRQH
                     GIREIAITVQYMSTAIKQYFGDGSKWGVNLYYFEDSPPLGTAGSIKQAEKFLDETFVV
                     ISGDALTDFQLSKGITFHEQQKRMVTMFVKEVENPLSFGLVVMNKEQEVTRYIEKPSW
                     NEVVSNIVNTGIYIMEPEIFSYIPPREFFDFSQDVFPLLANKNALFAYLSEGYWLDIG
                     TFDQYRQAQFDLLTKKLQVPIPYTEVLPMVWMGEGVTIGKGTKIHGPSFIGEGAKIGA
                     GAVIEPYSIIGKNSIVSSYSHLQKSIVFANAHIGQYCELLETTIGEHTMVEDDVTLFQ
                     KSIVADHCHIGKSTVIKQKGKLWPYKAIDSYSVVGSAGVQESEKSAGWLQKSRIVGRG
                     NVEITPQFIVKVAMAYGSLFTKGESILIGSQEHIETTSYKNLFLHAIHGIGIHTMECK
                     EMNESLFQYSIQDLQCAGGVFIQVENEKEVIIKLYAQDGAQLTYKQQKAIEQVYMSES
                     FYYVCEKEMGRNKLVHVSLHDYIEAVLERIDIEKIQKQKFHLLINKRNDMLQHLLMLF
                     LQRLGCTVTWIYAGEQKDHVKALMKSSKANMALMFSEQGNYFELYDNHSNIYQGTDFE
                     EVDIPDLLLESTGNIYLMSLKLGECYLLFYTQDEKSRFKRDGSEISYIELENYLS"
     gene            complement(2958468..2959124)
                     /gene="phoU"
                     /locus_tag="DJ46_3175"
     CDS             complement(2958468..2959124)
                     /gene="phoU"
                     /locus_tag="DJ46_3175"
                     /note="phoU_full: phosphate transport system regulatory
                     protein PhoU"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate transport system regulatory protein
                     PhoU"
                     /protein_id="AIK64823.1"
                     /translation="MVREQFQCDLKTLQQKVIELGELAREALLLAMEGLHKRDVEKAL
                     EVIDGDYRMDNLEEEINDLALMLITKQQPVASDLRRIFISIKTATDLERIADHAVNIA
                     KSTIRLGEKEVSVSLHNLDEMFAIANNMLQLALDAYEQENLTFAKQIAEMNDSVDEIY
                     GKAIREFISSVPEQPEAITQITQLSFVARYIERVADHITNIAENVFYLVKGKHYLLNE
                     "
     gene            complement(2959280..2960095)
                     /gene="pstB"
                     /locus_tag="DJ46_3176"
     CDS             complement(2959280..2960095)
                     /gene="pstB"
                     /locus_tag="DJ46_3176"
                     /EC_number="3.6.3.27"
                     /note="3a0107s01c2: phosphate ABC transporter, ATP-binding
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, ATP-binding protein"
                     /protein_id="AIK65938.1"
                     /translation="MVATVVNVQVKNEEKIETAPKKVVFDTKNLNLWYGEDHALKDIN
                     LSIHENEVTAIIGPSGCGKSTYLKTLNRMVELVPIVRTTGVIEYRERNIFDKSYPVEE
                     LRTHVGMVFQKPNPFPKSIYENVAYGPKIHGISDKKTLDEIVEKSLRGAAIWDELKDR
                     LHDNAYGLSGGQQQRLCIARCLAIEPDVILMDEPTSALDPISTLKVEELIQELKKDFS
                     IVIVTHNMQQAARISDKTAFFLSGEVVEYTDTNKLFTTPSDKRTEDYITGRFG"
     gene            complement(2960124..2960990)
                     /gene="pstA"
                     /locus_tag="DJ46_3177"
     CDS             complement(2960124..2960990)
                     /gene="pstA"
                     /locus_tag="DJ46_3177"
                     /note="3a0107s02c: phosphate ABC transporter, permease
                     protein PstA"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, permease protein
                     PstA"
                     /protein_id="AIK64724.1"
                     /translation="MRMLNHKKIQENMASRFLKDRIYKLLFYMAILFSIVILLILLFQ
                     IFEKGISYLSLEFFTNFASRNPKEAGIAAALSGTILFMSIVIPVSFIFGVGTALYLEQ
                     YAKESIFKKVIEINNQTLAGVPSVVFGLLGLTLFVYALHLGESIIAAALTMSLLVLPT
                     VVVASQEAIRSVPNSLLEASYGLGATKWQTMYRIVLPYAFPGIITGCTLAISRAIGEA
                     APLLVIGALAFANYVPFSMFDRFTVLPIQVFNWMSRPQEEFQYVAAAGMIVLLGLLLL
                     INIFVLWLRNRK"
     gene            complement(2960992..2961942)
                     /gene="pstC"
                     /locus_tag="DJ46_3178"
     CDS             complement(2960992..2961942)
                     /gene="pstC"
                     /locus_tag="DJ46_3178"
                     /note="phosphate_pstC: phosphate ABC transporter, permease
                     protein PstC"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, permease protein
                     PstC"
                     /protein_id="AIK63825.1"
                     /translation="MAYNDKSQITFSVQHLIERNTKQRKKTQRINRIVPLLLKVIASV
                     SIMTTLGIIFTLSNETIMFFQKIPLQSFLTEKEWLPFFEDPKFGILPLICGTVLVTAI
                     AMFVAIPIGLACAVFLSEYASNGARKVLKPMLELLAGIPTIVYGFFALTVVTPLLQRI
                     IPDLQFFNAISPGIVIGFMMIPTIASLSEDAMRSVAKGTKEASLALGATRLEMVKQVV
                     FPSAFTGIMAAIILAASRAIGETMIVVIAAGSTPNVSLDPTESIQTLTAYIVQVSLGD
                     APHGTITYYSMYAVGATLFLFTFIMNIISQFIMRRFRRVT"
     gene            complement(2961970..2962887)
                     /gene="pstS"
                     /locus_tag="DJ46_3179"
     CDS             complement(2961970..2962887)
                     /gene="pstS"
                     /locus_tag="DJ46_3179"
                     /note="ptsS_2: phosphate binding family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate binding family protein"
                     /protein_id="AIK61436.1"
                     /translation="MKWISASIKVFILSTCFFYVGTSTAFAVNEMGEVRVDGSSTVFP
                     IIEAVAEEYTKVHPNVKISISVSGTGGGFNRFSKGEVDINNASRVMKQVEENEMKRNS
                     IQFTPFEVAYDGLTIVVNRQNTWVDNMTVDELRLLWSEDESEKRWSQIHSSWPREQVK
                     FYAPGVDSGTYDYFQNVILQKSRIVKKVSLSEDDQVIMQGVMNDKNAIAFVGYAYYMA
                     NRDKVRAIKVNGVLPTKDTIQSGEYKPLSRSLFAYVNHASIRNKMNVANYIEFMIQHV
                     GNLAEEVGYVKLPKEKYNEQLRMLTEIKR"
     gene            complement(2963219..2965339)
                     /locus_tag="DJ46_3180"
     CDS             complement(2963219..2965339)
                     /locus_tag="DJ46_3180"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin binding transpeptidase domain
                     protein"
                     /protein_id="AIK64328.1"
                     /translation="MSKKQKQQKKKTHVPFRLNVLFFCVFLMFSAVIVRLGYVQIVRG
                     EEYKNEVERKENSTISNPVPRGKIFDRYGRPVVDNAAVRTITFTKMKGSTAEARLETA
                     KKLADLIEVPTNKLTDRDKKDYWLAIHKEEAKEKITNKDRQEFKDKKIDDKELDERQR
                     NRVTEEEVNQLSAKDLEVLAIKSKMDGGYAMTPQVIKKDATEQEYAIISENLATLPGV
                     DTNVDWDRKYIYDDLFRSVLGGVSTSDEGLPRERLDYYLVRDYNRNDRVGKSYLEQQY
                     EDSLHGNKAEVRNVTDKNGNILETINVSKGQSGNNLNLTIDMELQKRVEEIITKNLLR
                     YKGGQPYLDRAFVVMMNPKNGEVLSMAGKQLVEENGETKVQDFALGTMTSSYPMGSTV
                     KGATVLTGYQTGAIQPGSVQLDEPIRLKGTPPKSSWKTMGYINDLTALKMSSNVYMFK
                     TAMNIAGVQYVRGGTLDIPQKAFDTMRYYFGQFGLGVKTGIDLPNESAGQTGRGNQPG
                     FLLDLSIGQYDTYTPLQLAQYVSTIANGGYRMQPQVVKEIRQPSAKQDEVGKVVHSME
                     PKVLNRIDMPESQIKRVQEGFRQVFNDSGGTAAKYFTGAPYKAAGKTGTAQTVYGGDK
                     EIGKKANGERKETYNLTLVGYAPLEDPEVAFSVVVPWVDDKSGINGYISRDIMDAYFD
                     LKKVENGEATKDEIDKKNKEQDDE"
     gene            complement(2965449..2966726)
                     /locus_tag="DJ46_3181"
     CDS             complement(2965449..2966726)
                     /locus_tag="DJ46_3181"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK61048.1"
                     /translation="MKWKHIIGDVEVNRDLVLLLLIGGLYTLAISLSNTFVNIYLWKQ
                     TQNYVNLGLYNLASVVLQPLTFLIGGKLAKRIDRSILLRIGVGTLATFFIVVLVAGKS
                     ASHYILLMGALLGVGYGFYWLAFNLLTFEITEPETRDFFNGFLGLLTSFSGMIGPIAA
                     GYTISRMEKWSGYTVIFFLSLVLFAIAVVLSFFLSKRECEGRYEITQVLKERRIDKNW
                     GRITRAHFFQGLREGTFIFVISVYVYLATDSELALGKYSLVNSAVSFVCYYLVARMLK
                     KEWRKKAILLGGIILYAVVFLVIFNVTYTKLLIYAACIAIAYPILLVPYGSMTYDVIG
                     RAKNAREWRVEYVVVRELWLNAGRICSVLSFLCAVLFFPPEKSLPFLLCILGAGHFLI
                     YFAVKNVKYDGGNAGKTSVVAQGTTQNQTEPEG"
     gene            complement(2966842..2967453)
                     /gene="sodA1"
                     /locus_tag="DJ46_3182"
     CDS             complement(2966842..2967453)
                     /gene="sodA1"
                     /locus_tag="DJ46_3182"
                     /EC_number="1.15.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="superoxide dismutase [Mn] 1"
                     /protein_id="AIK66373.1"
                     /translation="MAKHELPNLPYAYDALEPHFDKETMNIHHTKHHNTYITNLNAAL
                     EGHAELADKSVEELVANLNEVPEAIRTAVRNNGGGHANHTFFWTILSPNGGGQPVGEL
                     ATAIEAKFGSFDAFKEEFAKAGATRFGSGWAWLVVNNGELEVTSTPNQDSPLTEGKTP
                     VIGLDVWEHAYYLNYQNRRPDYIGAFWNVVDWNAAEKRYQEAK"
     gene            complement(2967675..2967748)
                     /locus_tag="DJ46_3183"
     tRNA            complement(2967675..2967748)
                     /locus_tag="DJ46_3183"
                     /product="tRNA-Met"
     gene            2967991..2968749
                     /locus_tag="DJ46_3184"
     CDS             2967991..2968749
                     /locus_tag="DJ46_3184"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62693.1"
                     /translation="MSIFTQLVKSVYSPKDMALFRFQKIGKTILYIMLLCLITTIPRT
                     FFYGSFIQDSVTMVNQAIEKDLPDFKIENGELKADIEEPIQKEEGDALFVFDPNTTDI
                     EKYQNKTGLFILKDKVVSIGNGQTQTYSYNDLLGTSLEKKDLQDFISVFDSIYPILLA
                     VIGVLVYLFQLFITFLGITLLAFIGSAMSGQRKLSYKQVWTLTAYSYTIPTIFFMIMD
                     LFKIVVPGSTFIYIAVVLIVLYLTIKEVPKPNEK"
     gene            2968821..2969186
                     /locus_tag="DJ46_3185"
     CDS             2968821..2969186
                     /locus_tag="DJ46_3185"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62660.1"
                     /translation="MKRLGIFLFVLVLGYIFYYDIKIGTLPMLSSYKKTNAAQTIKQE
                     STNTKQNKENKAEKETDVTYKTIEVKTGETVLSITEQINKKKIPSIEKVIDDFKQLNK
                     STSATKIQIGKSYKFPLYQ"
     gene            2969342..2970454
                     /gene="ispG"
                     /locus_tag="DJ46_3186"
     CDS             2969342..2970454
                     /gene="ispG"
                     /locus_tag="DJ46_3186"
                     /EC_number="1.17.7.1"
                     /note="ispG_gcpE: 4-hydroxy-3-methylbut-2-en-1-yl
                     diphosphate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxy-3-methylbut-2-en-1-yl diphosphate
                     synthase"
                     /protein_id="AIK61112.1"
                     /translation="MNEMTHRTKTRPVKVGNLTIGGNNELIIQSMTTTKTHDVEATVA
                     EIKRLEEAGCQVVRVAVPDERAANAIADIKKQINIPLVADIHFDYRLALKAIEGGIDK
                     VRINPGNIGRRHKVEAVVNAAKERGIPIRIGVNAGSLERHILEKYGYPTADGMVESAL
                     HHIKILEDLDFHDIIVSMKASDVNLAIEAYEKAARAFDYPLHLGITESGTLFAGTVKS
                     AAGLGAILNKGIGNTLRISLSADPVEEVKVARELLKSFGLASNAATLISCPTCGRIEI
                     DLISIANEVEEYISTLQVPIKVAVLGCAVNGPGEAREADIGIAGARGEGLLFRKGQVV
                     RKVPEEIMVEELKKEIDVIAAEMAAEREKEKETQEQ"
     gene            complement(2970535..2970948)
                     /gene="zur"
                     /locus_tag="DJ46_3187"
     CDS             complement(2970535..2970948)
                     /gene="zur"
                     /locus_tag="DJ46_3187"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-specific metallo-regulatory protein"
                     /protein_id="AIK62765.1"
                     /translation="MNLTEALRLMKDKGYKHTGKREEMLRLFAAHNRYLTAKDVLEHM
                     KDDYPGLSFDTIYRNLTVFAEIGVLEQTELNGEKHFRFTCSIMEHHHHFICLDCGGTK
                     EITSCPMDFMNKDFNGYEVTGHKFEIYGRCPKCAK"
     gene            complement(2970962..2971795)
                     /locus_tag="DJ46_3188"
     CDS             complement(2970962..2971795)
                     /locus_tag="DJ46_3188"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC 3 transport family protein"
                     /protein_id="AIK62909.1"
                     /translation="MIQDFLQYDFLRNSLYAGILIGLVAPLIGVFVVIRRMSLIADAL
                     SHVTLSGIAASLLLEKTIFTGGFLNPLYMGMIFSIGGALLIEKLRTVYKHYQELAIPI
                     ILSAGMGIGVIFISLANGFNTDLFSYLFGSVSAVTSTDLIIIGIVAIVVIITITLLYK
                     ELFLLSFDEEYAVSTGLSAKWIHFIFIILVALVIAVSMRVVGVLLVSSLMTLPVAASI
                     RIANGFKQTIFFSILFGEIAVIGGMFASYQLDLAPGGTIVMIAVLILIGAILWKKKKT
                     A"
     gene            complement(2971795..2972565)
                     /locus_tag="DJ46_3189"
     CDS             complement(2971795..2972565)
                     /locus_tag="DJ46_3189"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61435.1"
                     /translation="MNNILEIEGLSFRYEDRNVLEDINLQVPKGAFLGLVGPNGSGKS
                     TLLKCLLGVLKPKQGSIRLFGVDSKKFKEWNKVGYVSQKANSFNSGFPATVFEVVSMG
                     LVSKKGLFRFFTKNDKEKVEKAIADVGMSEFQGRNIGELSGGQQQRVFIARALVSDPE
                     LLILDEPTVGIDVKNVESFYEILEDLNKRLGITLILVTHDMGAVTEKVTHVACLNQHL
                     HFHGNVEKFRELEDAEMSVLYGHHVHRLEHEHEHHGRI"
     gene            complement(2972807..2973685)
                     /locus_tag="DJ46_3190"
     CDS             complement(2972807..2973685)
                     /locus_tag="DJ46_3190"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65618.1"
                     /translation="MEQKQHRKESVIHLIYRLVMIIFGAACAAVAIELFLMPNKIIDG
                     GIIGISLILDYLTPNIWWLSFSTLVVILNIPFMYSGYKQIGKTFMLSSAFGIVALAFI
                     ESTLHAVPPFTTEPILATVFGGLILGLGVGLVIRHGGSMDGTEIMGILLTKKLPFSVG
                     EFVMFVNLFIFAWAAFVFGVEQAMYSVMTYYIAFKTIDTVIQGLDETKAVLIVSDQYE
                     EVSNAILHRLGRGTTKLVAKGGYTDKEKEVIYAVVTRLEVTKLKSIVYEIDANAFVTI
                     MSTQETNGGKFKSAIH"
     gene            2973835..2974089
                     /locus_tag="DJ46_3191"
     CDS             2973835..2974089
                     /locus_tag="DJ46_3191"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61124.1"
                     /translation="MNLIKQLVNKKLNHISTKDLLKYSKEYEVPITTAQADQIVVLMK
                     GKNINIYDNDERLELLKQIAKVTSPATAQQVNTLFQQLLK"
     gene            complement(2974108..2975004)
                     /locus_tag="DJ46_3192"
     CDS             complement(2974108..2975004)
                     /locus_tag="DJ46_3192"
                     /codon_start=1
                     /transl_table=11
                     /product="putative endonuclease 4"
                     /protein_id="AIK62172.1"
                     /translation="MLKIGSHVSMSGKKMLLAASEEAVSYGATTFMIYTGAPQNTRRK
                     PIEELNIEAGRKHMEQNGIEEIIVHAPYIINVGNTTKPETFQLGVDFLRMEIERTSAL
                     GVAKQIVLHPGAHVGAGADAGIQQIIKGLNEVLTPDQTVNIALETMAGKGTECGRSFE
                     EIAKIIDGVKYNEKLSVCFDTCHTHDAGYDIVNNFDGVLNEFDKIVGIDRLQVLHIND
                     SKNVRGAGKDRHENIGFGHIGYKALHHIVHHPQLTHVPKILETPYVGEDKKDKKPPYK
                     LEIEMLKNGTFDEGLLEKIKAQ"
     gene            complement(2975235..2976545)
                     /gene="cshB"
                     /locus_tag="DJ46_3193"
     CDS             complement(2975235..2976545)
                     /gene="cshB"
                     /locus_tag="DJ46_3193"
                     /EC_number="3.6.4.13"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD-box ATP-dependent RNA helicase CshB"
                     /protein_id="AIK65278.1"
                     /translation="MTQQTFTQYDFKPFLIDAVRELRFTEPTGIQQKIFPVVKKGVSV
                     IGQSQTGSGKTHAYLLPTLNRINPGREEVQLVITAPTRELAQQIYEEIVKLTKFCAED
                     QMITARCLIGGTDKQRSIEKLKKQPHIVVGTPGRIKDLVEEQALFVHKANTIIVDEAD
                     LMLDMGFIHDVDKIAARMPKNLQMLVFSATIPQKLKPFLKKYMENPEHIHINPKQVAA
                     GNIEHYLVPSKHRNKIDLVNKMLLQFKPYLAVVFTNTKKMADQVADGLMERGLKVGRI
                     HGDLSPRDRKKMMKQIRDLEFQYIVATDLAARGIDIEGISHVINYELPSDLDFFVHRV
                     GRTARAGHSGIAVTIYDPANEEALDSLEKQRHIEFKHVDLRGDEWADLGERRRRKSRK
                     KPNDELDVMATKVIKKPKKVKPNYKRKLATERDKVKRKYSNKKR"
     gene            2976726..2977394
                     /locus_tag="DJ46_3194"
     CDS             2976726..2977394
                     /locus_tag="DJ46_3194"
                     /codon_start=1
                     /transl_table=11
                     /product="yqfQ-like family protein"
                     /protein_id="AIK62967.1"
                     /translation="MFPKSPNRQMYPQPGQQPYTPYPIPQLPPMAQKKKGFLAKLFKK
                     HDPTEPFMQMVPPYRQMEGPPPMMHQQQQPPPQYRQQYQQQYQQQYPQQYSQQYQPYM
                     QHHPEQMIPPQMYESNETRGGAATTAASSSGIGSFFSNLISNPTNMINNIEKVSQVVQ
                     SVSPVVEQYGPIMRNLPSIVKILTSGKSTEENPTEDQTEDLTEKVEVATPPPPQKKEK
                     EKKW"
     gene            2977561..2978511
                     /gene="ispH"
                     /locus_tag="DJ46_3195"
     CDS             2977561..2978511
                     /gene="ispH"
                     /locus_tag="DJ46_3195"
                     /EC_number="1.17.1.2"
                     /note="ispH_lytB: 4-hydroxy-3-methylbut-2-enyl diphosphate
                     reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxy-3-methylbut-2-enyl diphosphate
                     reductase"
                     /protein_id="AIK65842.1"
                     /translation="MKIVKISPRGYCYGVVDAMVIARNAALDTSLPRPIYILGMIVHN
                     KHVTDAFEEDGIITLDGPSRLDILDKIDSGTVIFTAHGVSPEVKQRAKEKGLTTIDAT
                     CPDVTKTHDLIEAKKAEGYHVIYIGKKNHPEPEGAVGIAPDIVHLIERADDLKTLEIP
                     TDKILVTNQTTMSQWDVQHLMEDIQKKFPTAEFHKEICLATQVRQEAVAKQADVADLT
                     IVVGDPKSNNSNRLAQVSQEIAGTKAYRVADVSEIKLEWLQGVENVAVTAGASTPTPI
                     TKEVIAFLEQYDPMNPATWERVRKVPLQKILPRVKVKKEQ"
     gene            complement(2978552..2979673)
                     /locus_tag="DJ46_3196"
     CDS             complement(2978552..2979673)
                     /locus_tag="DJ46_3196"
                     /codon_start=1
                     /transl_table=11
                     /product="NIF3-related protein"
                     /protein_id="AIK61129.1"
                     /translation="MSKIPNGHEIISLFESMYPKHLAMEGDKIGLQIGALNKPVQHVL
                     IALDVTEEVVDEAIQLGANVIIAHHPLIFNPLKAIHTDKAYGKIIEKCIKNDIAIYAA
                     HTNVDVAKGGVNDLLAEALGLQNTEVLAPTYAEEMKKIVVFVPETHAEEVRKALGDAG
                     AGHIGNYSHCTFSSEGTGAFIPQEGTNPYIGETGQLERVEEVRIETIIPASLQRKVIK
                     AMVTAHPYEEVAYDVYPLDNKGETLGLGKIGYLQEEMTLGQFAEHVKKSLDVKGARVV
                     GKLDDKVRKVAVLGGDGNKYINQAKFKGADVYVTGDMYYHVAHDAMMLGLNIVDPGHN
                     VEKVMKQGVQKQLQEKVDAKKLNVNIHASQLHTDPFTFV"
     gene            complement(2979670..2980377)
                     /locus_tag="DJ46_3197"
     CDS             complement(2979670..2980377)
                     /locus_tag="DJ46_3197"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61704.1"
                     /translation="MNEVKLSKRLEEVVREIPVGSTVADIGSDHAYLPCYTIINNIAT
                     KAVVGEVVDGPFRSAQATVAESGLQDKVDVRKGNGLAVITPGEVDVITVAGMGGALIR
                     DILESGKEKLEGVTRLILQPNIAAHHIREWFIENGWELIHEKIVKEDGKIYEILVGER
                     GNIEVPYSGNKQTELFMGPFLIKEKSEAFVEKWEGELKNFQNILKQLERAADSEETKA
                     KRAEVEAKMKMIGEVLS"
     gene            complement(2980543..2980899)
                     /gene="cccA"
                     /locus_tag="DJ46_3198"
     CDS             complement(2980543..2980899)
                     /gene="cccA"
                     /locus_tag="DJ46_3198"
                     /note="c-550"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome"
                     /protein_id="AIK64811.1"
                     /translation="MKRNPLIPFALIAALGIIVMFVFSFQGLNKSKELADAKNGGKPA
                     QTASKPEDIVKQSCTSCHGDQLQGAVGPNLQKIGGKLSKEEIQEVISKGKGNMPPNLV
                     PADQAAKVADWLSKKK"
     gene            complement(2981285..2982406)
                     /gene="sigA"
                     /locus_tag="DJ46_3199"
     CDS             complement(2981285..2982406)
                     /gene="sigA"
                     /locus_tag="DJ46_3199"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor rpoD"
                     /protein_id="AIK65430.1"
                     /translation="MADKPARSKQIETEMTLEQVKEQLTELGKKRGVLTYEEIAERMN
                     GFEIESDQMDEYYEYLGEQGIDLVGDNDEGPNNHQITKTEEEFDLNDLSVPPGVKIND
                     PVRMYLKEIGRVDLLSAEEEIRLATRIEEGDEEAKRRLAEANLRLVVSIAKRYVGRGM
                     LFLDLIQEGNMGLIKAVEKFDYRKGFKFSTYATWWIRQAITRAIADQARTIRIPVHMV
                     ETINKLIRVQRQLLQDLGREPSPEEIGEEMDLAPEKVREILKIAQEPVSLETPIGEED
                     DSHLGDFIEDQEATSPADHAAYELLKEQLEDVLDTLTDREENVLRLRFGLDDGRTRTL
                     EEVGKVFGVTRERIRQIEAKALRKLRHPSRSKRLKDFLE"
     gene            complement(2982466..2984262)
                     /gene="dnaG"
                     /locus_tag="DJ46_3200"
     CDS             complement(2982466..2984262)
                     /gene="dnaG"
                     /locus_tag="DJ46_3200"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA primase"
                     /protein_id="AIK61242.1"
                     /translation="MGNRIPEEVVEQIRTSSDIVEVIGEYVQLRKQGRNYFGLCPFHG
                     ENSPSFSVSSDKQIFHCFGCGEGGNVFSFLMKMEGLAFTEAVQKLGERNGIAVAEYTS
                     GQGQQEDISDDTVIMQQAHELLKKYYHHLLVNTEEGNEALSYLLKRGITKEMIEKFEI
                     GYASPAWDAATKILQKRGLSLSSMEQAGLLIRSEKDGSHYDRFRGRVMFPIYTLQGKV
                     IAFSGRALGDDTPKYLNSPETPIFHKSKLLYNFHQARPFIRKRGQVVLFEGYADVLAA
                     VKSGVEEAVATMGTALTEEQAKLLRRNVETVVLCYDGDKAGREATMKAGQLLLQVGCQ
                     VKVTSLPDKLDPDEYVQQYGTTAFENLVKSSISFVGFKINYLRLGKNLQDESGKEEYV
                     KSVLKELSLLQDAMQAESYLKSLSQEFSYSMETLLNQLHQYRKEQKVQQKQVKQVSKP
                     SQIVQTKPKLTGFERAEREIIYHMLQSPEVAVRMESHIEDFHTEEHKGILYELYAYYE
                     KGNEPSVGTFLSWLSDEKLKNIITDISTDEFINPEYTEEVLQSHLETLRRHQEKLEKM
                     EIIFKIKQMEKTDPVEAAKYYVAYLQNQKARK"
     gene            complement(2985116..2985928)
                     /locus_tag="DJ46_3201"
     CDS             complement(2985116..2985928)
                     /locus_tag="DJ46_3201"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphotransferase yqfL"
                     /protein_id="AIK62510.1"
                     /translation="MDNKIVYVVSDSVGETADLVVRAAMGQFPFAPDIRRVPYVEDTG
                     TLKEVISIAKSNQALICFTLVKPDMRQYLVTEAAKEGVEAYDIIGPLIDQIEEITGQV
                     PRYEPGVVRRLDEEYFKKIEAIEFAVKYDDGRDARGILKADIVLIGISRTSKTPLSQY
                     LAHNKRLKVANVPLVPEVDPPEELYQVAKEKCFGLKITPEKLNHIRKERLKSLGLSDG
                     ATYANINRIKEEIDHFENVVSKINCQVIDVSNKAIEETANIIVNAVQNQKMF"
     gene            complement(2985958..2986593)
                     /gene="ccpN"
                     /locus_tag="DJ46_3202"
     CDS             complement(2985958..2986593)
                     /gene="ccpN"
                     /locus_tag="DJ46_3202"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional repressor CcpN"
                     /protein_id="AIK63569.1"
                     /translation="MVIIIELNKRQEHIIQIVKDHGPITGESIAAQLGLTRATLRPDL
                     AILTMAGYLEARPRVGYFYTGKTGGQLLSEAVKKIKVQDYQSRPVVIDKNVSVYDAIC
                     TMFLEDVGTLFVVDQSTLLVGVVSRKDLLRASLGKQDLTSLPVNIIMTRMPNIAMCRR
                     EDSLYDIAMELIERQIDAMPVVKDTKQGLEVIGRITKTNITRAFVNLVNNE"
     gene            complement(2986698..2987444)
                     /gene="recO"
                     /locus_tag="DJ46_3203"
     CDS             complement(2986698..2987444)
                     /gene="recO"
                     /locus_tag="DJ46_3203"
                     /note="reco: DNA repair protein RecO"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair protein RecO"
                     /protein_id="AIK62949.1"
                     /translation="MFQKVEGIVIRTTDYGETNKIVTIFSRELGKVSAMARGAKKPKS
                     RLASVSQLMTHGHFLIQMGSGLGTLQQGEIISTMKEIREDIFLTAYASFIVELTDKAT
                     EDKKHNPYLFEMLYQTLHYMCEGVDPEVLSLIYQTKMLPVLGMRPYFDTCAICHQETD
                     FVAFSVREGGFLCSRHAEQDQYRIPVGEAVHKLLRLFYHFDLHRLGNVSVKDSTKKQM
                     RLVLNTYYDEYCGIYLKSRRFLEQLDKFQI"
     gene            complement(2987478..2987621)
                     /locus_tag="DJ46_3204"
     CDS             complement(2987478..2987621)
                     /locus_tag="DJ46_3204"
                     /codon_start=1
                     /transl_table=11
                     /product="yqzL-like family protein"
                     /protein_id="AIK66032.1"
                     /translation="MLDFTWKFFSKTGSIETYLLLKEMEKDVNDEMDQHEEELAHLDS
                     PIS"
     gene            complement(2987798..2988703)
                     /gene="era"
                     /locus_tag="DJ46_3205"
     CDS             complement(2987798..2988703)
                     /gene="era"
                     /locus_tag="DJ46_3205"
                     /note="era: GTP-binding protein Era"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein Era"
                     /protein_id="AIK63083.1"
                     /translation="MNRKGYKSGFVSIIGRPNVGKSTFLNRIIGQKIAIMSDKPQTTR
                     NKIQGVYTENDSQVIFIDTPGIHKPKHKLGDFMVKMAQTTLKEVDIVLFMVNAVEGFG
                     RGEEFIIEKLKETKQPVFLVINKIDQVHPEQLLELIDQYRKLHDFAEIVPISALDGNN
                     AEALIGTIKKYLPEGPQYYPDNQVTDHPERFIIAELIREKVLHLTREEVPHSVAVVID
                     AIQKREGGAVYINATIVVERPSQKGIIIGKQGKMLKEVGKRARFDIEALLGSKVFLEV
                     WVKVQKDWRNKMSQLRDLGFREDEY"
     gene            complement(2988696..2989094)
                     /gene="cdd"
                     /locus_tag="DJ46_3206"
     CDS             complement(2988696..2989094)
                     /gene="cdd"
                     /locus_tag="DJ46_3206"
                     /EC_number="3.5.4.5"
                     /note="cyt_deam_tetra: cytidine deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidine deaminase"
                     /protein_id="AIK65285.1"
                     /translation="MNSKQLIQEAIEARKQAYVPYSKFQVGAALLTQDGKVYRGCNVE
                     NASYGLCNCAERTALFKAVSEGDKEFVAIAIVADTKRPVPPCGACRQVMVELCKQDTK
                     VYLSNLHGDVQETTVGELLPGAFLAEDLHE"
     gene            complement(2989194..2989547)
                     /locus_tag="DJ46_3207"
     CDS             complement(2989194..2989547)
                     /locus_tag="DJ46_3207"
                     /codon_start=1
                     /transl_table=11
                     /product="prokaryotic diacylglycerol kinase family
                     protein"
                     /protein_id="AIK64044.1"
                     /translation="MKKGKLIDSFGYAIVGIFFCLRHERNMKIHYLAAVIVLCCGFYF
                     HITKVEWMILLIVIGIVMSLEMVNTAVEKTVDLATTDIHPFAKVAKDVAAGAVLLFAI
                     IAVIIGAIIFLPYVV"
     gene            complement(2989544..2990014)
                     /locus_tag="DJ46_3208"
     CDS             complement(2989544..2990014)
                     /locus_tag="DJ46_3208"
                     /codon_start=1
                     /transl_table=11
                     /product="putative rRNA maturation factor YbeY"
                     /protein_id="AIK64633.1"
                     /translation="MSLLIDFIDETEEVKEEYVNLIREILGKAAQMEKIEDGAELSVT
                     FVDNERIREINRDYRDKDQPTDVISFAMEEMGEGEMEIVGVEMPRMLGDLIISIPRAK
                     EQAEEYGHSFDRELGFLALHGFLHLLGYDHMTEEDEKEMFGRQKEILEAFGLGR"
     gene            complement(2990011..2992155)
                     /locus_tag="DJ46_3209"
     CDS             complement(2990011..2992155)
                     /locus_tag="DJ46_3209"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65336.1"
                     /translation="MLRSQEISKWFRNLQHSKKLSWISYVLLGAVLFFALMNNVKPEQ
                     LDVDMYSIAKKTIHSPIKIEDKVITERKKQEAAQKVGDQYTYRSEYKQNRVDIVNDVF
                     AKVNEVIQEMKAAGPEEQKKMTDANKLEKLKKKLPSNLTKELSDENLLYFINAEPDQL
                     ELAKNAALTSVSVIMGGNIKMSEEMAAKERFVNEMKTLNVNSGLKEAVNALGSYAITA
                     NYFYDPAVTKEKKKAEEDLVPPVYILQGQVIVREGETISSDMYNQLKLVGLLEKGNSF
                     QPYVGLAVLIGVLLYFMHKQFEVFLQRKREDRPYILAYITILSITIVLMKIISLFQKL
                     EYAGIAYVVPVAMGTILVKLMIGDRFVFLTSMIFSVCGSIMFNEGVTSTLNYSVGIYV
                     LLSSLSVSIFLREKNRRTMILQAGILVSILNVVVLAALLLLRNGNFSPLEIGTQLLMA
                     SLSGIISSVLAMGILPYLESGLGIVSSMKLMELSSPNHPLLRRILLEAPGTYHHSVMV
                     ANLSEAACEAVGANGVLARVGAYYHDVGKTVQPQFFIENQMGIENPHDKLDPVTSKDI
                     IIAHVTDGVKMLEEYHIPQEIIDIAGQHHGTTLLKYFYYKAIKEDKEKYTEEMFRYPG
                     SKATSKESAIVGIADSVEAAVRSMNHPTPDQINNLVQSIIKDRLQDGQFSECDLTFKE
                     LQIVGKTLCETLNGIFHSRITYPEPPEEKEKE"
     gene            complement(2992349..2993308)
                     /locus_tag="DJ46_3210"
     CDS             complement(2992349..2993308)
                     /locus_tag="DJ46_3210"
                     /codon_start=1
                     /transl_table=11
                     /product="phoH-like family protein"
                     /protein_id="AIK61298.1"
                     /translation="MAEQLVEMNQQLENTNEAIALFGVNDAHLKVIERELNVSIITRG
                     ETVHVSGAVETVTLVEKILQQLLVVIRKGVSITERDVAYAIQLAQQGKIAQFEELYEE
                     EIFKTAKGKSIRVKTMGQRRYIHAMKKNDIVFGIGPAGTGKTYLAVVMAVRALKQGYV
                     KKIILTRPAVEAGESLGFLPGDLKEKVDPYLRPLYDALHDILGQEYTQRMMERGVIEI
                     APLAYMRGRTLDDSFVILDEAQNTTGAQIKMFLTRLGFSSKMVITGDPSQVDLPKGVK
                     SGLTLASNILSGVSGLSFITLEQTDVVRHPLVQRIIEAYDKME"
     gene            complement(2993312..2994511)
                     /gene="yqfD"
                     /locus_tag="DJ46_3211"
     CDS             complement(2993312..2994511)
                     /gene="yqfD"
                     /locus_tag="DJ46_3211"
                     /note="spore_yqfD: sporulation protein YqfD"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YqfD"
                     /protein_id="AIK63640.1"
                     /translation="MKNKWFIKWLGYVKVRIEGRGAERFVNECVRRKLLVWDVKKIAD
                     ETLVFCMLLRDVKKIKPIYRKNECKLYFIGRYGFPFWNKRLIKNSGFLIGFLIFFFGM
                     IALSNMVWKIEITGAKPETEYILMKELDKMGIKKGKLQFQMPSVEDVQRHLTDNINAI
                     TWAGLEIRGTTYHFKIVEKNEPKKEKEQKPQNLVAKKEAIVTKTFVEVGKPVVLKNDH
                     VEKGQLLVSGIYGNEESPTIVSAKGIVYGETWYTSEVNVPLKTQFQVYTGNTYNEHYL
                     KFGSAKIKIWGFQHDKYKRSRTENVKHDVKLFDFTLPIAYEKDIVREEEEANREYTEK
                     QAMKVAKEMAEKELKKKLDEHAMIVSDKILSKEVEADQLKVTLHYTVIENIAEPQPIS
                     ESDIQGD"
     gene            complement(2994688..2994981)
                     /gene="yqfC"
                     /locus_tag="DJ46_3212"
     CDS             complement(2994688..2994981)
                     /gene="yqfC"
                     /locus_tag="DJ46_3212"
                     /note="spore_yqfC: sporulation protein YqfC"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YqfC"
                     /protein_id="AIK61368.1"
                     /translation="MKKLEQMKNWLTKQIDLPVDVLMDLPRITLVGQVHIYIENHRGL
                     LVFSDKEVRLLLKHGQLLIKGQSFVIKTILPEELLLEGIIEQVTFLEDEQKEK"
     gene            complement(2995090..2995533)
                     /locus_tag="DJ46_3213"
     CDS             complement(2995090..2995533)
                     /locus_tag="DJ46_3213"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63352.1"
                     /translation="MSLLGRLNDDMKQAMKNKQKEKLTVIRMVKAALQNEGIKLQHTL
                     TEEEELTVLAREVKQHKDSLLEFKKAGREDLVNKLQSEIQILSAYLPEQLTEEELVDI
                     IKQVISEVGATSKADMGKVMTAVMPKVKGKTDGSLVNKLVIQLLA"
     gene            complement(2995549..2995722)
                     /gene="rpsU"
                     /locus_tag="DJ46_3214"
     CDS             complement(2995549..2995722)
                     /gene="rpsU"
                     /locus_tag="DJ46_3214"
                     /note="S21p: ribosomal protein S21"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S21"
                     /protein_id="AIK62318.1"
                     /translation="MSKTVVRKNESLEDALRRFKRSVSKTGTLAEARKREFYEKPSVK
                     RKKKSEAARKRKF"
     gene            complement(2996053..2997405)
                     /locus_tag="DJ46_3215"
     CDS             complement(2996053..2997405)
                     /locus_tag="DJ46_3215"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM methylthiotransferase, MiaB/RimO
                     family protein"
                     /protein_id="AIK63894.1"
                     /translation="MSTVAFHTLGCKVNHYETEAIWQLFKQGGYERTEYEKKADVYVI
                     NTCTVTNTGDKKSRQVIRRAVRQNPDAVICVTGCYAQTSPAEIMAIPGVDIVVGTQDR
                     EKMLGYIEEFRKERQPINAVRNIMKTRVYEELDVPYFTDRTRASLKIQEGCNNFCTFC
                     IIPWARGLMRSRDGKEVIKQAQQLVDAGYKEIVLTGIHTGGYGEDIKDYNLAGLLRDM
                     EAEVGGLKRLRISSIEASQISDEVIEVLDKSEVVVRHLHIPLQSGSNTVLKRMRRKYT
                     MEFFQERLDRLKEALPGLAITSDVIVGFPGETEEEFMETYNFIKENRFSELHVFPYSK
                     RTGTPAARMEDQVPEDVKNDRVHRLIELSNQLAKEYASQFEGEVLEIIPEEQFKEGDR
                     EGLYVGYTDNYLKIVFEGSEELIGKLVKVKIMKAGYPYNEAQFVRVLEDDVKKESASA
                     "
     gene            complement(2997412..2998161)
                     /gene="rsmE"
                     /locus_tag="DJ46_3216"
     CDS             complement(2997412..2998161)
                     /gene="rsmE"
                     /locus_tag="DJ46_3216"
                     /EC_number="2.1.1.193"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal RNA small subunit methyltransferase E"
                     /protein_id="AIK62235.1"
                     /translation="MQRYFVEEKYVNETSIRIVGDDVHHIARVMRMSAGDHIYCCVNG
                     RTAVCSIDEITSEFINTAIVEWVEASSELPVFVTIASGLPKGDKLELIFQKGTELGAA
                     AFLPFQASRSIVKWDAKKADKKVERLRKIVKEAAEQSHRSEIPEVHAPASFKQLLSMS
                     GEYDVCLVAYEEEAKQGEKSNFAKALTMMKPGQKLLIVFGPEGGLAEEEITVLREHNF
                     VPCSLGPRILRTETAPLYALSAASYHFELMG"
     gene            complement(2998307..2999245)
                     /gene="prmA"
                     /locus_tag="DJ46_3217"
     CDS             complement(2998307..2999245)
                     /gene="prmA"
                     /locus_tag="DJ46_3217"
                     /note="prmA: ribosomal protein L11 methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L11 methyltransferase"
                     /protein_id="AIK66226.1"
                     /translation="MKWSEISIHTTEEAVEAVSHILHEAGASGVAIEDPAELTKEREQ
                     QYGEIYALNPDEYPAEGVLIKAYFPQTDSLHETIAGVKSSIDVLPSYDIEIGTGNITV
                     NEVNEEDWATAWKKYYHPVQISDTFTIVPTWEEYTPSSPEEKIIELDPGMAFGTGTHP
                     TTTMCIRALEKTVQPGDTIIDVGTGSGVLSIAAAKLGASSVQAYDLDPVAVESAEMNV
                     RLNKTDDVVSVGQNSLLEGIEGPVDLIVANLLAEIILLFPEDAARVVKSGGLFITSGI
                     IAAKEKVISEALEKAGFTIEEVLRMEDWVAIIARNA"
     gene            complement(2999274..3000389)
                     /gene="dnaJ"
                     /locus_tag="DJ46_3218"
     CDS             complement(2999274..3000389)
                     /gene="dnaJ"
                     /locus_tag="DJ46_3218"
                     /note="dnaJ_bact: chaperone protein DnaJ"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein DnaJ"
                     /protein_id="AIK64667.1"
                     /translation="MSKRDYYEVLGLSKGASKDEIKKAYRRLAKKYHPDVSKEENAIE
                     KFKEVQEAYEVLSDDQKRAQYDQFGHAGANQGFGGFGGGGDFGGGFGFEDIFSSFFGG
                     GGGRRRDPNAPRQGADLQYQVTLEFEEAIFGKELNVEIPVEDPCDTCKGSGAKPGTSK
                     ETCKHCSGSGQVSVEQNTPFGRIVNRQACSHCSGTGQMIKEKCTTCHGSGKVRKRKKI
                     NVKIPAGIDNGQQIRVSGKGEAGVNGGPAGDLYVVVHVRSHEFFEREGDHIICEMPLT
                     FAQMALGAEVEVPTVHGKVKLKIPAGTQTGTEFRLKGKGAPNVRGYGQGDQYVVVRVV
                     VPTKLTSHQKDLLREFAGQEEQDDSLFGKLKRAFKGE"
     gene            complement(3000594..3002429)
                     /gene="dnaK"
                     /locus_tag="DJ46_3219"
     CDS             complement(3000594..3002429)
                     /gene="dnaK"
                     /locus_tag="DJ46_3219"
                     /note="prok_dnaK: chaperone protein DnaK"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein DnaK"
                     /protein_id="AIK63617.1"
                     /translation="MSKIIGIDLGTTNSCVAVMEGGEPKVIPNPEGNRTTPSVVAFKN
                     EERQVGEVAKRQAITNPNTIMSVKRHMGTDYKVEVEGKDYTPQEISAIILQNLKASAE
                     AYLGETVTKAVITVPAYFNDAERQATKDAGRIAGLEVERIINEPTAAALAYGLEKQDE
                     EQKILVYDLGGGTFDVSILELADGTFEVISTAGDNRLGGDDFDQVIIDHLVAEFKKEN
                     NIDLSQDKMALQRLKDAAEKAKKDLSGVTQTQISLPFISAGAAGPLHLELTLTRAKFE
                     ELSAGLVERTLEPTRRALKDAGFAPSELDKVILVGGSTRIPAVQEAIKRETGKEPYKG
                     VNPDEVVALGAAVQGGVLTGDVEGVLLLDVTPLSLGIETMGGVFTKLIERNTTIPTSK
                     SQVFSTAADNQPAVDIHVLQGERPMSADNKTLGRFQLTDLPPAPRGIPQIEVTFDIDA
                     NGIVNVRAKDLGTSKEQAITIQSSSGLSDEEVERMVQEAEANADADQKRKEEVELRNE
                     ADQLVFQTDKVVKDLEGKVDAAEVAKATEAKEALQAAIEKNELEEIRAKKDALQEIVQ
                     QLTVKLYEQAQAAAGQAEGAEGAQDAGAKKDNVVDAEFEEVKEDK"
     gene            complement(3002456..3003022)
                     /gene="grpE"
                     /locus_tag="DJ46_3220"
     CDS             complement(3002456..3003022)
                     /gene="grpE"
                     /locus_tag="DJ46_3220"
                     /codon_start=1
                     /transl_table=11
                     /product="protein grpE"
                     /protein_id="AIK62374.1"
                     /translation="MEERNEQVVEEVKEAQVEEAVTPENSEETVEEKSEAALLQEKVD
                     ELQAKLTETEGRTLRLQADFENYKRRVQMDKQAAEKYRAQSLVSDILPALDNFERAMQ
                     VEATDEQTKSLLQGMEMVHRQLLEALNKEGVEVIEAVGKQFDPNEHQAIMQVEDSEFE
                     SNAVVEEFQKGYKLKDRVIRPSMVKVNQ"
     gene            complement(3003137..3004153)
                     /gene="hrcA"
                     /locus_tag="DJ46_3221"
     CDS             complement(3003137..3004153)
                     /gene="hrcA"
                     /locus_tag="DJ46_3221"
                     /note="hrcA: heat-inducible transcription repressor HrcA"
                     /codon_start=1
                     /transl_table=11
                     /product="heat-inducible transcription repressor HrcA"
                     /protein_id="AIK65610.1"
                     /translation="MLTERQLLILQTIIDDFIGSAQPVGSRTLAKKDEITYSSATIRN
                     EMADLEELGFIEKTHSSSGRVPSEKGYRFYVDHLLAPQNLPNDEIVQIKDLFVERIFE
                     AEKIAQQSAQILSELTNYTAIVLGPKLSTNKLKNVQIVPLDRQTAVAIIVTDTGHVQS
                     KTITVPESVDLSDLEKMVNILNEKLSGVPMSELHNKIFKEIVTVLRGYVHNYDSAIKM
                     LDGTFQVPLSEKIYFGGKANMLSQPEFHDIHKVRSLLTMIDNEAEFYDILRHKQVGIQ
                     VKIGRENSATAMEDCSLISATYSIGEEQLGTIAILGPTRMQYSRVISLLQLFTRQFTD
                     GLKK"
     gene            complement(3004287..3005423)
                     /locus_tag="DJ46_3222"
     CDS             complement(3004287..3005423)
                     /locus_tag="DJ46_3222"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM superfamily protein"
                     /protein_id="AIK62343.1"
                     /translation="MQAAYIHIPFCQHICHYCDFNKVFIERQPVDQYLEYLEKEIINT
                     VQKVPFDSMKTIFVGGGTPTALNMEQTKKLLDIINRRLRPFAPNCELTFEANPGDLPK
                     EKLNVLLEGGVNRISFGVQTFRDELLEKIGRKHTREDAFVAIREAQEVGFKNINVDII
                     YALPGQTIEDVKETLDIAFTLGVQHFSAYSLIVEPKTVFYNLMNKGKLRLPGEDHEAK
                     MYEMVMDEMERHGYTQYEISNFSKGDNESRHNLTYWNNEEYYGFGAGAHSYVNGERIQ
                     NVGPLKQYFNKIDETGFPYLDVHVVTEKEKMEEELFLGLRKTKGVSKMAFRNKFNVEM
                     NQVFAKQLQNNQEQGLLEESDGYVRLTRKGKLLGNEVFQSFLID"
     gene            complement(3005479..3005853)
                     /gene="hxlR"
                     /locus_tag="DJ46_3223"
     CDS             complement(3005479..3005853)
                     /gene="hxlR"
                     /locus_tag="DJ46_3223"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional activator hxlR"
                     /protein_id="AIK63997.1"
                     /translation="MSENIRKDIQEKIQNGNFNCEKELTLSIISGKWKVVILWHLGVE
                     GPHRFSELQRLFPSISHKVLSNQLKELMEDGIVDRTVYPEIPPRVEYYMTELGMSLLP
                     IVEMMYDWGKMRMEQIRNTLEK"
     gene            complement(3005985..3007808)
                     /gene="lepA"
                     /locus_tag="DJ46_3224"
     CDS             complement(3005985..3007808)
                     /gene="lepA"
                     /locus_tag="DJ46_3224"
                     /note="lepA: GTP-binding protein LepA"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein LepA"
                     /protein_id="AIK65508.1"
                     /translation="MNKEERAKRQSKIRNFSIIAHIDHGKSTLADRILEKTNALTQRE
                     MKAQLLDSMDLERERGITIKLNAVQLNYKAKDGEEYILHLIDTPGHVDFTYEVSRSLA
                     ACEGAILVVDAAQGIEAQTLANVYLALDNNLEILPVINKIDLPSADPERVRQEVEDVI
                     GLDASEAVLASAKAGIGIEEILEQIVEKVPAPTGDSEEPLQCMIFDSLYDPYRGVIAY
                     IRVVNGTVKVGDKVRMMATGKEFEVTEVGVFTPKTTQRDELTVGDVGFLAASIKNVGD
                     TRVGDTITHAKRPAAEPLAGYRKLNPMVFCGLYPIDSARYNDLRDALEKLELNDSALE
                     FEPETSQALGFGFRCGFLGLLHMEILQERIEREFKIDLITTAPSVIYKVFLTNGEDMI
                     VDNPSNMPDPQTIDRVEEPFVKAAIMVPNDYVGAVMEICQGKRGTFIDMQYLDETRVT
                     LTYEIPLSEIVYDFFDQLKSNTKGYASFDYELIGYKPSKLVKMDILLNSEQVDALSFI
                     VHRDSAYDRGKVIVEKLKELIPRQQFEVPIQATIGNKVVARSTIKAMRKNVLAKCYGG
                     DISRKRKLLDKQKEGKKRMKSVGSVEVPQEAFMAVLKMDDN"
     gene            complement(3008019..3008309)
                     /locus_tag="DJ46_3225"
     CDS             complement(3008019..3008309)
                     /locus_tag="DJ46_3225"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61259.1"
                     /translation="MVVAGVALANHGLKSMKGYQQMSYEQIAHMTGTKGEAVESEILE
                     SSFSATEKQKQLESLKSFNVIEGVGMAIASVAYEITKFGTDIVVGKVKGIFS"
     gene            complement(3008381..3009487)
                     /gene="gpr"
                     /locus_tag="DJ46_3226"
     CDS             complement(3008381..3009487)
                     /gene="gpr"
                     /locus_tag="DJ46_3226"
                     /EC_number="3.4.24.78"
                     /note="GPR: GPR endopeptidase"
                     /codon_start=1
                     /transl_table=11
                     /product="GPR endopeptidase"
                     /protein_id="AIK64775.1"
                     /translation="MKEPLDLSKYSVRTDLAVEAHQMLQERQEEQQQGIQGVIVKERE
                     EEGIIITKVTIDEVASESMGKKPGNYLTLEVQGIRQQDTELQQKVERIFAKEFSYFLE
                     EVGVTKEASCLIVGLGNWNVTPDALGPIVVENVLVTRHLFQLQPESVEEGFRPVSAIR
                     PGVMGITGIETSDVIYGIIEKTKPDFVIAIDALAARSIERVNSTIQISDTGIHPGSGV
                     GNKRKELSKETLGIPVIAIGVPTVVDAVSITSDTIDFILKHFGREMKEGNKPSRSLLP
                     AGFTFGEKKKLTEEDMPDEKSRNMFLGAVGTLEDEEKRKLIYEVLSPLGHNLMVTPKE
                     VDAFIEDMANVIASGLNAALHHQIDQDNTGAYTH"
     gene            3009669..3009926
                     /gene="rpsT"
                     /locus_tag="DJ46_3227"
     CDS             3009669..3009926
                     /gene="rpsT"
                     /locus_tag="DJ46_3227"
                     /note="S20: ribosomal protein S20"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S20"
                     /protein_id="AIK63798.1"
                     /translation="MANIKSAIKRAKLSEERRAHNASIKSDMRSAVKTVEALVTNNDL
                     ENAKEAFKTASKKLDKAARKGLIHQNAAARQKSRLAKQVNA"
     gene            complement(3010010..3011020)
                     /gene="holA"
                     /locus_tag="DJ46_3228"
     CDS             complement(3010010..3011020)
                     /gene="holA"
                     /locus_tag="DJ46_3228"
                     /EC_number="2.7.7.7"
                     /note="holA: DNA polymerase III, delta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, delta subunit"
                     /protein_id="AIK63695.1"
                     /translation="MSDIHKKIKKKQFAPLYLLYGTEAFFINETIKLITTEALEEEDR
                     EFNVVTYDLEEAYLEDVVEDARTLPFFGERKVLLIKSPLFLTSQKEKLEQNIKILEEY
                     IGEPSPFSILVFVAPYEKLDERKKITKLLKKTADIVEANAMQVQDVQKWIVARAEEGH
                     VHIDNAAVSLLLELVGSNVTMLAKEMDKLTLYVGMGGEITPKLVAELVPKSVEQNVFA
                     LTEKVVKKDIAGAMQILDGLFTQQEEPIKLLALLVSQFRLLHQVKELQQRGYGQNQIA
                     SHIGVHPYRVKLAMNQTKFFSFEELKKVIIELAEADYSMKTGKMDKKLVLEFFLMRLN
                     HM"
     gene            3011367..3011501
                     /locus_tag="DJ46_3229"
     CDS             3011367..3011501
                     /locus_tag="DJ46_3229"
                     /codon_start=1
                     /transl_table=11
                     /product="yqzM-like family protein"
                     /protein_id="AIK61928.1"
                     /translation="MNDFEQNVQSKRNDAIDSGVGFIVSFGFFATLFIIATVIKFIGS
                     "
     gene            complement(3011529..3013847)
                     /locus_tag="DJ46_3230"
     CDS             complement(3011529..3013847)
                     /locus_tag="DJ46_3230"
                     /note="comEC_Rec2: DNA internalization-related competence
                     protein ComEC/Rec2"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA internalization-related competence protein
                     ComEC/Rec2"
                     /protein_id="AIK65156.1"
                     /translation="MQGQWGYVAISFIIGIAIAFSSSVVLLTCCLGLYVFFCLYRTSR
                     KTFLYCMIVCFSGAMYTTYVQGQNKPLGESYEATRGVIYNTPLINGDRLSFQVEDQNK
                     NIVQLSYKMKSASEKKQMRQLHAGVSCIFDGERKEPQIARNFHGFNYRDYLYKQNIHF
                     ILEATYISECRKTSLSLVQWILLLRQQAILGVTEMFPEQSGAFMNALLFGDRQQMTFE
                     VEGQYQQFGLVHLLAISGSHIVLLMVIVYFILLRSGVTREIATVCLIFFIPIYMILAG
                     ASPSVIRASITGVLMLIAFMCSIRLSSLDALSITAICMLIFDPYLVFNIGFQFSFVGS
                     FALLLSAPLLLESGNGVIRNSIYISLISQLVSTPILLYHFGYYSPYSIFLNILYVPFL
                     SLIVLPCSIIILICLPIIPFLAKSFANVLSIGLNLSNDFLSYCESLPFTRLNFGQTPI
                     LLVALYCVSIISVLMVWERRISKGMVFIFAGIFLFISTGHYVYPYFRESGSVTFLDVG
                     QGDAILIRLPYDQEIYLIDTGGTIRLNKEEWQRKKHEFSVGNDVLIPYLQKEGIKKID
                     KLIVTHGDADHIGAAQELLSNITVKEVVFGRKEQEAILEKAVKKQALEKEVKISEVGE
                     GESWRVNEAEFFVLAPTGKERSENNASIVLWAKLGGITWLFTGDLEEGEKGLVATYPD
                     LRADVLKVAHHGSNTSSITPFLSAVQPNIAIISVGERNRYGHPHKEGIERFEKMAIEI
                     WRTDKQGAISYVFKEERGTFRSKITYDETRNR"
     gene            complement(3013862..3014419)
                     /locus_tag="DJ46_3231"
     CDS             complement(3013862..3014419)
                     /locus_tag="DJ46_3231"
                     /note="comEB: ComE operon protein 2"
                     /codon_start=1
                     /transl_table=11
                     /product="ComE operon protein 2"
                     /protein_id="AIK61986.1"
                     /translation="MERISWDQYFMTQSHLLSLRSTCTRLAVGATIVRDKRIIAGGYN
                     GSIKGGVHCIDDGCYVIDNHCVRTIHAEMNALLQCAKFGVKTEEAEIYVTHFPCLQCC
                     KAIIQSGITAVYYAQDYKNHPYAVELFEKANVTVKHVPLEYDIAALEDQKRHMELKEL
                     FASLEKENLSMEELQHVFTKAKMML"
     gene            complement(3014482..3015081)
                     /locus_tag="DJ46_3232"
     CDS             complement(3014482..3015081)
                     /locus_tag="DJ46_3232"
                     /codon_start=1
                     /transl_table=11
                     /product="competence ComEA helix-hairpin-helix repeat
                     region domain protein"
                     /protein_id="AIK62360.1"
                     /translation="MMWDFPKKWLGLVAIIGIVLFLLFWKTNEHTERSVITTDVQAKE
                     IEKKSKPKISDTKLQKKIIVIDMKGAVVKEGVYEMKEGDRVKDAIEKAGGFLPEADRK
                     KVNLAQVVQDQMVLYVPDKNEQVQEGAAVSKGEEKVRINAASKEQLEKITGIGSRKAE
                     SILKYREEHGPFQKIEDLLEIDGIGVKSLEKIKDQIIIP"
     gene            3015159..3015986
                     /locus_tag="DJ46_3233"
     CDS             3015159..3015986
                     /locus_tag="DJ46_3233"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD binding domain of 6-phosphogluconate
                     dehydrogenase family protein"
                     /protein_id="AIK65210.1"
                     /translation="MNIGIIGTGNMGNILIDAFLETRAVKPSCLTIINRTPAKAYHIK
                     EKYPSVHIAKTIDKVIERSHLIFICVKPIDIYPILQKYAEHFSDEKCLVSITSPISPS
                     QLETLVPCHVARIIPSITNRALSGASLFTFGNNCSEEWQQKLFRLFKNISTPLVIKED
                     ITRVSSDIASCGPAFFSYLLQCFINAAVDKTNITHEEATTLVSEMVVGMGELLEKGIF
                     TLPTLQEKVCVKGGVTGEGIRVLEEHVGDMFHKLIERTHEKFDEDLKCVDQQFNKHT"
     gene            complement(3016158..3016907)
                     /locus_tag="DJ46_3234"
     CDS             complement(3016158..3016907)
                     /locus_tag="DJ46_3234"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase type 12"
                     /protein_id="AIK65768.1"
                     /translation="MNYEQFALLYDELMNDVPYDKWVEFTEESLQQADMKEAKILDVA
                     CGTGNVTLPLVQKGYDVVGVDLSEEMLAVAQQKLGGEGHFIPFYQQDMRELDVPGEFD
                     CVTIFCDSLNYVLQEDGVQETFRRVFHHLRQDGLFLFDVHSLYKIHHVFQNETYTVNG
                     EEISLIWNCFPGEESNSVEHDLTFFVQDPEEDVYHRFDECHVQRAYPVEELTKWLEEA
                     GFTVLRVTGDFERLEVTEQTERIFFMAKKNG"
     gene            complement(3016904..3017260)
                     /locus_tag="DJ46_3235"
     CDS             complement(3016904..3017260)
                     /locus_tag="DJ46_3235"
                     /note="BH1328 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65468.1"
                     /translation="MKDKDLLVLAAKAADDKRAEDMVVLNMQGISPIADYFIICHGNS
                     DKQVQAIAREIKAKAHEFQIDVQRMEGFDEARWVLVDLGDVVAHVFYKDERNHYNLER
                     LWGDVPREDITEELGQ"
     gene            complement(3017341..3017826)
                     /locus_tag="DJ46_3236"
     CDS             complement(3017341..3017826)
                     /locus_tag="DJ46_3236"
                     /note="BH1327 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61161.1"
                     /translation="MNREEALHIVKQQMHEKRYIHTIGVMETAIELAKLYGVDEKKAE
                     VAAIFHDYAKCRAISEMEEIIKSEDLPKDLLCYNKELWHAPVGAYLVEKEVGITDPEI
                     LQAITYHTSGHEKMTMLDKVIYVADYIEPGRKFPGVEEARKLAYADINQALLFALKRT
                     I"
     gene            complement(3017816..3018385)
                     /gene="nadD"
                     /locus_tag="DJ46_3237"
     CDS             complement(3017816..3018385)
                     /gene="nadD"
                     /locus_tag="DJ46_3237"
                     /EC_number="2.7.7.18"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinate (nicotinamide) nucleotide
                     adenylyltransferase"
                     /protein_id="AIK65307.1"
                     /translation="MRKIGIIGGTFDPPHYGHLLIANEVYHALNLEEVWFLPNQIPPH
                     KQGRNITSVESRLQMLELATEAEEHFSICLEELSRKGPSYTYDTMLQLTKKYPDVQFH
                     FIIGGDMVEYLPKWYNIEALLDLVTFVGVARPGYKLRTPYPITTVEIPEFAVSSSLLR
                     ERYKEKKTCKYLLPEKVQVYIERNGLYES"
     gene            complement(3018517..3018810)
                     /locus_tag="DJ46_3238"
     CDS             complement(3018517..3018810)
                     /locus_tag="DJ46_3238"
                     /codon_start=1
                     /transl_table=11
                     /product="CRS1 / YhbY domain protein"
                     /protein_id="AIK62474.1"
                     /translation="MLTGKQKRFLRAQAHHLTPIFQVGKGGVNENMIKQIADTLEARE
                     LFKVSVLQNCEFDRREVAEELAKGARAEIVQVIGSTIVLYKESRENKQIKLPR"
     gene            complement(3018816..3019649)
                     /gene="aroE"
                     /locus_tag="DJ46_3239"
     CDS             complement(3018816..3019649)
                     /gene="aroE"
                     /locus_tag="DJ46_3239"
                     /EC_number="1.1.1.25"
                     /note="aroE: shikimate 5-dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate 5-dehydrogenase"
                     /protein_id="AIK61297.1"
                     /translation="MKRLYGVIGNPIGHSLSPVMHNDAFEHLKMDAHYHAFLVKEEVL
                     GEAVRGLKALGISGFNVTTPHKVAIMDYLDEIDPLAKQIGAVNTVVHKDGKLIGYNTD
                     GIGFVRALQSISSEPLQEKRILLLGAGGASRAIYFSLADAGVKEIDVANRTVDKAKEL
                     IAACTATVHSVALSLEKATKEQGNYDIIIQTTTIGMHPRVEHTPLQISSLKKGTIVSD
                     IIYNPFETKILCEAKEQGAIIQNGIDMFVYQGALAFEMWTGCVPNIERMKQLVIRKLG
                     G"
     gene            complement(3019665..3020771)
                     /gene="yqeH"
                     /locus_tag="DJ46_3240"
     CDS             complement(3019665..3020771)
                     /gene="yqeH"
                     /locus_tag="DJ46_3240"
                     /note="GTPase_YqeH: ribosome biogenesis GTPase YqeH"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome biogenesis GTPase YqeH"
                     /protein_id="AIK64628.1"
                     /translation="MTETIKCIGCGVEIQTEDKNEVGYAPASSLEKEQVICQRCFRLK
                     HYNEIQDVSLTDDDFLRILNGIGKSDALVVKIVDIFDFNGSWLPGLHRFVGNNKVLLV
                     GNKADLIPKSVKHDKVKHWMRYSAKQLGLKPEDVFLISAAKGQGIAELADAIEYYRGG
                     KDVYVVGCTNVGKSTFINRMIKEFSDETENVITTSHFPGTTLDLIDIPLDEESSLYDT
                     PGIINHHQMAHYVGKQSLKLITPTKEIKPMVFQLNEEQTLFFSGLARFDYVSGGRRAF
                     TCHFSNRLTIHRTKLEKADELYKNHAGDLLSPPTPEELENMPELVKYEFNIREPKTDV
                     VFSGLGWVTVNEPGAKIVAHVPKGVSVSLRKSLI"
     gene            complement(3020775..3021287)
                     /locus_tag="DJ46_3241"
     CDS             complement(3020775..3021287)
                     /locus_tag="DJ46_3241"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AIK65840.1"
                     /translation="MKLFLPNEYVKNVYHVQPEDLKKRGIKGVITDLDNTLIEWDRPN
                     ATPQLEEWFLKMKEQGIQVTVVSNNNEQRVKDFADPLGIPFIHSARKPFVRAFKRAIR
                     EMQLQPDEVVVIGDQLLTDVLGGNRVGLHTILVVPVAQTDGLVTRFNRKIERRIMRNM
                     KKKGLINWEE"
     gene            3021535..3021678
                     /locus_tag="DJ46_3242"
     CDS             3021535..3021678
                     /locus_tag="DJ46_3242"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation inhibitor A family protein"
                     /protein_id="AIK64112.1"
                     /translation="MKTKHMEQLSTESYYKAKELKLNPDFILLIKQEIIRRSLEDKLV
                     KSS"
     gene            complement(3021825..3022613)
                     /gene="psd"
                     /locus_tag="DJ46_3243"
     CDS             complement(3021825..3022613)
                     /gene="psd"
                     /locus_tag="DJ46_3243"
                     /EC_number="4.1.1.65"
                     /note="PS_decarb: phosphatidylserine decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidylserine decarboxylase"
                     /protein_id="AIK63604.1"
                     /translation="MRRTLYRLMIELTNGRFTSYTLRKFAQSRLSSIIIPSYAKVFQI
                     NQDEMEKGLKEYRTLHELFTRKLKEGKRSIDTDASSIVSPVDGVFADHGPIEDTKTFD
                     IKGKRYSIVDMLGNEERAQRYAGGTYMVIYLSPSHYHRIHSPLSGSVTERFVLGRKSY
                     PVNAAGMEYGKEPLSKNYRSVTEVNSDGEHMALVKVGAMFVNSIELLHERDTVQKGEE
                     MAYFTFGSTVVLLFEKDMIEVVQELKSGQELRLGEKIATRLAHK"
     gene            complement(3022905..3023618)
                     /gene="sigK"
                     /locus_tag="DJ46_3244"
     CDS             complement(3022905..3023618)
                     /gene="sigK"
                     /locus_tag="DJ46_3244"
                     /note="spore_sigmaK: RNA polymerase sigma-K factor"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-K factor"
                     /protein_id="AIK62320.1"
                     /translation="MSLFAAIGYMVREVFVFVSYVKNNAFPQPLSSDDERKYLELMEQ
                     GDAQARNLLIEHNLRLVAHIVKKFENTGEDAEDLISIGTIGLIKAIESYSAGKGTKLA
                     TYAARCIENEILMHLRVLKKTKKDVSLHDPIGQDKEGNEISLIDILKSESEDVIDMIQ
                     LSMELEKIKEYIDILDEREKEVIVKRFGLGLDKEKTQREIAKALGISRSYVSRIEKRA
                     LMKMFHEFVRAEKEKKAKE"
     gene            3023801..3024094
                     /locus_tag="DJ46_3245"
     CDS             3023801..3024094
                     /locus_tag="DJ46_3245"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63518.1"
                     /translation="MLTLDRLLNVTIYLGVFLLFISFITFVIKRGPDLLFFQFGISLF
                     FGAQIIIGMKFFHNYGFSFHSKLELLIFIFYVIGFITCILLFFHFQNPYRIFY"
     gene            3024043..3024693
                     /locus_tag="DJ46_3246"
     CDS             3024043..3024693
                     /locus_tag="DJ46_3246"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64559.1"
                     /translation="MYTIVLSLSKSLSNFLLICSFLFLTGSNYYFKETLKFSEKIPKQ
                     HKTFLSTQEEDSFPKEVRKFSEDYNNIIRNDFYEIPMIPTELQITSKKDSSHSTSFLV
                     ELHNIEDEITDDSVQLTPSDRFYILLNTQKTKISKIVYEGRDFFTLTVTLKALNLQQE
                     PEIHNMFLEIDKRRAMNLLDFEIKAHSKEWKVTFKSDSSPSNLPITFTFEKRTGKL"
     gene            complement(3024737..3026230)
                     /locus_tag="DJ46_3247"
     CDS             complement(3024737..3026230)
                     /locus_tag="DJ46_3247"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase propeptide and YPEB domain protein"
                     /protein_id="AIK65213.1"
                     /translation="MNQKDKERKEQVVHIINIPDDYRLVVDDQEGVDDPYHLLWWEHK
                     ADEERTIQITLNRHTGSLIDFRIEDEKAFSSSEKAIEDNQAREIANTFLKKYTKEGSE
                     FYTYVIVKGDKHGWKEVNYMQEVNGYPLPNTGCVVQVHPSGNVVDFHYNGQKAIEKKP
                     SWPNEIVEENVVLENLKARQDMRLVFVDLTYSSCGYENREEVKGYHLVYEPEPSHACI
                     DASTGKDLYGPEHYKLPPTVVVEKIEEGNRQDDIFELFDWDKESFAKVDETENDNEIR
                     MKFVLKEELQKQKEEKNPYLMNEFFKKHLPMLKYNNLVSVTIDKLTNELTGFIKLTDD
                     KEVKQILPREECLQKALQFLEQVIPDITQYLRLWGEREEAEDGIERFIFSLYINDIPA
                     EYNQFIININAENGAVMHYSGESSNLIKKLLTYETTPKVTKEEALEIYRDAIRVKLEW
                     SIDHDVEETVYQLLYKQTTCENYKEFFDGSREVRYIDAHTGEKIWSK"
     gene            complement(3026301..3026450)
                     /gene="rpmG"
                     /locus_tag="DJ46_3248"
     CDS             complement(3026301..3026450)
                     /gene="rpmG"
                     /locus_tag="DJ46_3248"
                     /note="rpmG_bact: ribosomal protein L33"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L33"
                     /protein_id="AIK63447.1"
                     /translation="MRVNITLACTECGDRNYISKKNKRNNPERIELKKYCPRLKRVTL
                     HRETK"
     gene            complement(3026595..3027218)
                     /locus_tag="DJ46_3249"
     CDS             complement(3026595..3027218)
                     /locus_tag="DJ46_3249"
                     /codon_start=1
                     /transl_table=11
                     /product="putative NAD(P)H nitroreductase mhqN"
                     /protein_id="AIK65047.1"
                     /translation="MNFEELAIARRSAMKFVQGIEIPDEDFKKIFELTKLSPSCYNLQ
                     HTHYVVIRDQERKERLKELAFGQYKVSSASAVILVCGDKRAYQNVENIYFGMKVLKMI
                     DECEYEDTIKQTKGLYEGKGERFMEEEAIRNASLSAMTFMYAAKYYGYDTCPMIGFDE
                     KAVQSELNMPEHVVPVLMITIGKSDTTKTRPRGYRKPISEFVTYETF"
     gene            3027572..3028222
                     /gene="ywaC"
                     /locus_tag="DJ46_3250"
     CDS             3027572..3028222
                     /gene="ywaC"
                     /locus_tag="DJ46_3250"
                     /EC_number="2.7.6.5"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP pyrophosphokinase ywaC"
                     /protein_id="AIK62809.1"
                     /translation="MEYNQSTVNYWKAFVLPYTFALEELKTKFEIMNREAQFLEDYNP
                     FEHIKTRLKQPESIIKKLERKNLLPTVENAQTHLQDIIGIRITCCFVEDIYHLKNVIQ
                     KREDMEIIEVKDYIANPKKNGYKSLHMIIKYPLSLNSGTKEVFAEIQLRTLAMDFWAS
                     LEHKLYYKYEGKIPEYLKDELHDAAMKAEDLDNKMATIRQDIDDIEACSNQIMLPL"
     gene            complement(3028276..3028743)
                     /locus_tag="DJ46_3251"
     CDS             complement(3028276..3028743)
                     /locus_tag="DJ46_3251"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63205.1"
                     /translation="MRAFFRGIGPFLIVVLLLVGCQSEENKIEQKATTTKAEEKVQIT
                     KEEEKSIQDVMDKFVRTTNEKNLAEHIELFSKKMPSAEDLKTQKEAAFQKGNKKIELE
                     HIDIKASKAGYVVVETKEKEIDGEITLQKKVQYAIGKEEDGWKIEEVRTIEKK"
     gene            complement(3028798..3030183)
                     /gene="phoB"
                     /locus_tag="DJ46_3252"
     CDS             complement(3028798..3030183)
                     /gene="phoB"
                     /locus_tag="DJ46_3252"
                     /EC_number="3.1.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="alkaline phosphatase 3"
                     /protein_id="AIK64313.1"
                     /translation="MKKFVKKAWPFAVVASLAVTSVATWNFTRSSEVSADENGSNAKI
                     KNVIVLIGDGMGPSYMTAHRYMKDNPKTFEMESTEFDKHLVGTQKTYPEDEHENITDS
                     ASAATAMSAGIKTYNAAIAVDNDKAEVKTVLEQAKEKGKSTGLVATSEITHATPAAFG
                     AHDISRKSMDAIANDYFDEKIKGKHKVDVMLGGGVKNFVRKDRNLTEEFKKSGYSYVT
                     DRDQLLNDKNDQILGLFAPGGLDKMIDRNEKTPSLEEMTNAAIERLNKNKKGFFLMVE
                     GSQIDWAGHDNDIVGAMSEMEDFEKAFKAAIEFAKKDKNTLVIATADHATGGLSLGAN
                     GEYNFKVDPIKAAKRTPDFMANEIVKGANVEETLKKYIDLQLTPEEIKAVNDIAPSKD
                     VTKIDNAIEDIFNKRSVTGWTTGGHTGEDVNVYAFGPGKYLFSGVQENTNLAKRVFDI
                     VGGGDPNKGRR"
     gene            3030445..3031278
                     /locus_tag="DJ46_3253"
     CDS             3030445..3031278
                     /locus_tag="DJ46_3253"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61039.1"
                     /translation="MKIIKLDKTYIFDLLDLCKAIGWLQDKAFMKKQFEMYLSLGTLV
                     GYMHENKLIAAGGVFPFKDRFSTIGMLIVHPNFQGQGIGRTLLNHCLEHTHPKQPIAL
                     IATKAGEPLYTSCGFQTVTTIHRFEKQTTKTHITPTKQVKEKDLISLISLDQITTGAD
                     RSLLYSLLLPKTNHSFKIERHNCIEAFSLCIQKGNILCINPLIAKREEDAIQLLQNIC
                     ECWNGTVRIDVPHSQFVFRKFLQTENFQETLLSPLMIKNGSQLPGNRNMLFAMIDTAL
                     C"
     gene            3031294..3032178
                     /locus_tag="DJ46_3254"
     CDS             3031294..3032178
                     /locus_tag="DJ46_3254"
                     /codon_start=1
                     /transl_table=11
                     /product="dienelactone hydrolase family protein"
                     /protein_id="AIK65429.1"
                     /translation="MKRFSYFMVGCLTLTLLVGCSAAEKPVEQVKQVKNTLTAKLATE
                     EKMIEIDGQTIYFKKIGNEKPPLLMIHGFGGSSDGFRKIYSDLAKDHTIISVDALGFG
                     RSSKPMDFYYSFPTHANLYYKLMKKLGYDSFAILGHSMGGEISLNLTYLYPEAVTHLI
                     LTDATGGAHTLVNKQGSPKPQLSTDLHTVSAIADYDESKVKFKRNDEEHYNKMKLWPR
                     RLQINANEIQQPTLIIWGRNDSSVSWKEGETYHQFLKNSTFHIIEKGYHAPFRQEPQE
                     FVGYVKEFFKNNPIQAEK"
     gene            complement(3032220..3032720)
                     /locus_tag="DJ46_3255"
     CDS             complement(3032220..3032720)
                     /locus_tag="DJ46_3255"
                     /codon_start=1
                     /transl_table=11
                     /product="TQO small subunit DoxD family protein"
                     /protein_id="AIK64687.1"
                     /translation="MVIQFLRENKAVSFVLAVIRVYLGYTWLMAGIGKLQGKGFDATG
                     YLQGAIEKSKGAQPAVQSWWASFLQDFAIPNVDLFNTLVTWGEILVGIGLIVGCLTKT
                     AVFFGLVMNFSYMFSGSIGVNPEMVILSMFLLVSGMNAGKFGIDGFVIPKVLGSKTQK
                     RQKQAA"
     gene            complement(3032984..3033520)
                     /locus_tag="DJ46_3256"
     CDS             complement(3032984..3033520)
                     /locus_tag="DJ46_3256"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65218.1"
                     /translation="MLNVALVVGFNSDLEAQSIRASLEYFGAKVITYWIGRPKEFIDI
                     LSGKGLYSDINYVVFCFHGEEGKFVMEELGEDIYEQDEPRGYFGAAEIYKYAKLHNTH
                     IVNSGCTLGEKKLAESFLRSGAKSYIGSIDYVDGNAALMFTIRLFYGIINHEKTLGEA
                     FEEARLIDKETHTFRLYK"
     gene            complement(3033539..3034141)
                     /locus_tag="DJ46_3257"
     CDS             complement(3033539..3034141)
                     /locus_tag="DJ46_3257"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AIK62771.1"
                     /translation="MKLIFVRHGEGEHTKDSPSSLQVPHPPLTDEGRNQAKLLQCNVP
                     LQETDILIASPTIRTLQTATIWSAKVACQKIVHPYVSPRIFPYREGATTLPCDHIVDQ
                     GRIKKLFSNFSIEKSTNKQLWTEGINTISENSFQRIVEKFLLWCYELGAERICIVSHD
                     GTITAYRQYLQKVVLTRADFLQETGIYEMDVSLKSLIEEI"
     gene            3034312..3034650
                     /locus_tag="DJ46_3258"
     CDS             3034312..3034650
                     /locus_tag="DJ46_3258"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62420.1"
                     /translation="MKWLTILIGMIIWGYINGFFSSDKTANPWITDDERETKIKQKAI
                     IASWSGVFMFCTINLLNKWLGIETSNTSPYLPTSVATILKENVELQILFMLFITYGIF
                     YVYYRRKLSA"
     gene            3034721..3034843
                     /locus_tag="DJ46_3259"
     CDS             3034721..3034843
                     /locus_tag="DJ46_3259"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65356.1"
                     /translation="MSNSNDFLDTLHEKQAKDEQNRKRQGNGNPAKKKPNKTHK"
     gene            complement(3034891..3036123)
                     /locus_tag="DJ46_3260"
     CDS             complement(3034891..3036123)
                     /locus_tag="DJ46_3260"
                     /codon_start=1
                     /transl_table=11
                     /product="eukaryotic translation initiation factor eIF2A
                     family protein"
                     /protein_id="AIK64062.1"
                     /translation="MKKAIASVIALLFIFLSSITITKAENSGVKIAFIRHHDLWIKVD
                     GKEKQLTKGEYITGPKWSYDGEWLAYVKGEKQNTLELYRLKDGKKVTPFHSEVSNYQW
                     SPTENIIAFIFTGTLHTFKVEKKNADFENVSAGVGDYAWYPNGKKFLVSSEAHLLPTG
                     WTGAQLYEVQKDAHMNPHKMKHLYALPNEHDDFLALVASGFQWSPDQKWISFLAVPTA
                     SWSADSNTLCLVRADGSRFEKVDQMLLNTQWFKWAPANNILAYIEGSGRVALENKHLK
                     VKELPALQQNTFTPKGYVDWDFTWKNDNVIIVSRAKEAGIETPPEKRPLPSLYEIDST
                     SDEQHRITKPPHRQGDYHPLFMNKSNQLIWIRSDRKKADVWLAHKDGKHEMKWIENID
                     VPEWYYEKWNWEHVISVK"
     gene            3036352..3039105
                     /locus_tag="DJ46_3261"
     CDS             3036352..3039105
                     /locus_tag="DJ46_3261"
                     /codon_start=1
                     /transl_table=11
                     /product="subtilase family protein"
                     /protein_id="AIK63135.1"
                     /translation="MKKTTSILLSMALVFSSFGALSAHAESLQKEKQFSPQLKTTIEQ
                     WGESKIAQHVETKTTKEISVIVELQHAPLAAQSNIQHAPDLQNSHAQSYHTELKKAQE
                     ETTKKIKEKAPGAKIKEVYNTLFSGFSISVPGDQITALASLPEVKTVYPNLTYKLHET
                     TKSATSEEAPNIGGPTIGAPEAWNLKDPSGKSLDGKGMKVAIIDSGVDYTHPDLKANY
                     IGGYDTVDEDADPMDGNVHGTHVAGIIAGNGKIKGVAPNASILAYRVMNDGGTGTTDD
                     IIQGIERAIQDGADVLNLSLGQDLNVPDQPVTLTLERAAKLGITAVVSNGNDGPKPWS
                     VDAPGNASSVISVGASTVSIPFPTFQVAGSSKTYQGLSLSKSDFPIGNDSPLVYVGYG
                     NPSDYAKQDVKGKFALVLQGTSSTLVKAEQAKQAGAIGVLFISTEKEMNSMPEYFTRE
                     NLALPVMQLSNVNGEELKNLITKRKKNIKIGQPVPTELIGNFSSRGPSQGSWLIKPDI
                     VAPGVQITSTVPRGGYESHNGTSMAAPQVAGAVALLRQMHPDWTTQQLKASLANTAKT
                     LKDVNENTYPIMTQGSGLINIPKAAQTDVLVKPNNVSFGLIKPNSGKVKLTQNITLQN
                     LSSKKKSFSTRVELLDTNTKTKVKTSVPSSISIQPNSSTEKPFTITVDSSLPQGVYTG
                     NVYVKEQGAKEETRIPFTFSIDPKDYKRIDGLEIINSTFSPNGDQILDDNLINYYLVA
                     PVDDVTLHANLVTKERVTYQGIIHQAKNETAGYKPFKWDGTKADGTPLADGLYQIEAV
                     ASNSGGETKQTAAVFLDRTAPKLTYEIDQENLVITGKVDDILLDWMTESGWVAPGIPV
                     RLQYEINGNGVWESAFLNPWEKNYGIYLDRTQLQEGKNTIHIVATDAAGNTSNLNVDL
                     DVK"
     gene            3039843..3041597
                     /locus_tag="DJ46_3262"
     CDS             3039843..3041597
                     /locus_tag="DJ46_3262"
                     /codon_start=1
                     /transl_table=11
                     /product="biopterin-dependent aromatic amino acid
                     hydroxylase family protein"
                     /protein_id="AIK65182.1"
                     /translation="MTKKTEIPSHLKPFVSTQHYDQYTPVNHAVWRYIMRQNHSFLKD
                     VAHPAYVNGLQSSGINIEAIPKVEEMNECLASSGWGAVTIDGLIPGVAFFDFQGHGLL
                     PIATDIRKVENIEYTPAPDIVHEAAGHAPILLDPTYAKYVKRFGQIGAKAFSTKEEHD
                     AFEAVRTLTIVKESPTSTPDEVTAAENNVIEKQNLVSGLSEAEQISRLFWWTVEYGLI
                     GDIDNPKIYGAGLLSSVGESKHCLTDAVEKVPFSIEACTSTTYDVTKMQPQLFVCKSF
                     EELTEALEKFAETMAFKTGGKEGLEKAIRSENHATAELNSGLQITGTFTETIENDAGE
                     LIYMRTSSPTALAIHNKELANHSTAVHSDGFGTPIGLLTENIALENCTDEQLQALGIT
                     IGNIAEFTFESDIHVKGTVTDIVKNDNKIALISFINCTVTYNDRVLFDASWGAFDMAV
                     GSTITSVFPGAADAAAFFPMDEEIQEIPAPLVLNELERMYQTVRDIRNEGILHDAHIE
                     QLVAIQEVLNKFYTKEWLLRLEILELLLEHNKGHETSAALLQQLSTFTTDEAVTRLIN
                     NGLTLLPVKGVKNDATIN"
     gene            3041578..3041892
                     /locus_tag="DJ46_3263"
     CDS             3041578..3041892
                     /locus_tag="DJ46_3263"
                     /EC_number="4.2.1.96"
                     /codon_start=1
                     /transl_table=11
                     /product="pterin-4-alpha-carbinolamine dehydratase"
                     /protein_id="AIK61733.1"
                     /translation="MMLRLTEEEVQEELLKLDKWVVKDEKWIERKYMFSDYLKGVEFV
                     SEAAKLSEEHNHHPFILIQYKAVIITLSSWNAKGLTKLDFELAKQFDELFVQNEKAVI
                     RK"
     gene            complement(3041910..3042311)
                     /gene="catE"
                     /locus_tag="DJ46_3264"
     CDS             complement(3041910..3042311)
                     /gene="catE"
                     /locus_tag="DJ46_3264"
                     /EC_number="1.13.11.2"
                     /codon_start=1
                     /transl_table=11
                     /product="catechol-2,3-dioxygenase"
                     /protein_id="AIK62619.1"
                     /translation="MQQGSTWNGFPSGTVMGHIHFHVADLEEAKRFYVDGLGFEVTIP
                     ARNGALFVSAGGYHHHIGLNTWQGEGILPQMPNSVGLKYFTIVLADEKQKEQVCESLK
                     NIGKIATYKDGILQVEDPFGHCIHFKIKGEA"
     gene            complement(3042326..3042766)
                     /locus_tag="DJ46_3265"
     CDS             complement(3042326..3042766)
                     /locus_tag="DJ46_3265"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK64826.1"
                     /translation="MSFQLHPDTTLDVVHLYVSNIKKSLEFYTEVLRMKVLKEDEMVV
                     TFGNEDNEPLLIIEEKKEALPKQRGRTGLYHYAILLPSRQDLANILRHFVEMVYPLHG
                     GADHYFSEALYLADPDGNGIEIYHDRQKKFGVMRMESYHLLVTR"
     gene            complement(3042788..3043192)
                     /locus_tag="DJ46_3266"
     CDS             complement(3042788..3043192)
                     /locus_tag="DJ46_3266"
                     /codon_start=1
                     /transl_table=11
                     /product="doxX-like family protein"
                     /protein_id="AIK64199.1"
                     /translation="MNQHIGNLIIRIVLGVTFFMHGLTKFQSGIDNIAGWFTSIGLPG
                     GLAYGVATVELVGGLLLILGLGVRYIGLLFALVMVGAIVKVKWSAGLLGDGKNPGFEL
                     ELALLAMGAYLFVAKADGFVDNFLKEKMSKKN"
     gene            3043348..3043893
                     /locus_tag="DJ46_3267"
     CDS             3043348..3043893
                     /locus_tag="DJ46_3267"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK64504.1"
                     /translation="MNIGSAIREIRQRRGITIAQICEGTGLSKGFMSQVENNKTSPSI
                     STLETISNFLNVPLPYLLLEQKDRLKVVKKVERKYSVYGKDEQRIEHVAEQGGLRLNL
                     VEIPAGFPKENTPNAHEGEECHLVLRGKLEVQHGEDVAIVEEGDSFSWNACVPHIVRN
                     IGEETALLLISSHAENRKRVY"
     gene            complement(3043926..3044303)
                     /locus_tag="DJ46_3268"
     CDS             complement(3043926..3044303)
                     /locus_tag="DJ46_3268"
                     /codon_start=1
                     /transl_table=11
                     /product="maoC like domain protein"
                     /protein_id="AIK63574.1"
                     /translation="MSIKVGDVFKYERRFTEEEVFEFANITGDKGRHHMEYDENGRLM
                     VHGLLTASIGTKVGEELHYIARELVSEFIRPVFAGDTITCELTLTNIEQMEGYKKVSI
                     ESVYRNQNEKTVLVGTSYGVIRG"
     gene            complement(3044415..3044873)
                     /locus_tag="DJ46_3269"
     CDS             complement(3044415..3044873)
                     /locus_tag="DJ46_3269"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65878.1"
                     /translation="MYIYHNGLIIREGTNGVPAYAIKTLFEDAGWSNENIPSWQIEKF
                     TIAFENSTWAFTIWDEEEMIAMVRVISDGIMVANIVNLVVKCEYRGKGLGKKLVALCL
                     QKLPHGDWFAHTSANNFDFYRSCGFEVRELSRNGTCAYYGYQIAKKEGHR"
     gene            complement(3044930..3045436)
                     /locus_tag="DJ46_3270"
     CDS             complement(3044930..3045436)
                     /locus_tag="DJ46_3270"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK63635.1"
                     /translation="MFHTDRLQIRKYTMDDLQFYASLWGNEKVMRYIGNGTLKTYMQC
                     KKSLEEWVIPSYKNGLGLFVLIEKKTGIRIGHAGLVKQQIDGKEEIEIGYWLLPQYWG
                     KGYAKEAAAAFRDYGFQALRMNKLISLINPDHPASIFVARKTGLSYEKTTSFHGIDVL
                     VYSIRRVG"
     gene            complement(3045742..3046140)
                     /locus_tag="DJ46_3271"
     CDS             complement(3045742..3046140)
                     /locus_tag="DJ46_3271"
                     /codon_start=1
                     /transl_table=11
                     /product="ankyrin repeats family protein"
                     /protein_id="AIK62749.1"
                     /translation="MRTEERVTTELVREFVMAAHGDLEKVQELLAESPSLLHASYNWG
                     GSDWESALGAAAHVGRKDIALYLLEKGARMDIFAAAMLGEIEVVQAILVAQPEALRAS
                     GPHGISLLQHARMGGEKAQRVFDYLTVLSY"
     gene            complement(3046107..3046925)
                     /locus_tag="DJ46_3272"
     CDS             complement(3046107..3046925)
                     /locus_tag="DJ46_3272"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62663.1"
                     /translation="MISVNKVFYAHSERFQMQNMNVHIKAGEVVSLIGPNGSGKSTLL
                     RLMARLLKQSEGDIVLDGKSIHTMKSADVAKQLAMLPQMHDHQLDLTVKELIEFGRGP
                     HKSWRGRLNKEDEEIVDWALSVTNLEGYEYRLLQSLSGGERQRAWIAMTLAQRTNVLL
                     LDEPTTFLDIVHQLEVMELVKRLNEEFGMTIIMVLHDINQAAQYSDRLLVLKRGKLQY
                     DGVPEEVLCHEMFQHIFGIEVDIFQGSEKPFFTPKRISKKGGAKCEQKNVLPLS"
     gene            complement(3046912..3047901)
                     /locus_tag="DJ46_3273"
     CDS             complement(3046912..3047901)
                     /locus_tag="DJ46_3273"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK61691.1"
                     /translation="MRKKRWIIAVSLVILTILGLFYGLFAGSLSFSLRDILTGIQDEG
                     STVHRIVWDLRIPRVLVGFIVGTCLAASGALLQGVMRNPLADPGIIGVSSGAGLVAIV
                     IMILFPQHMAFLPLGAFLGAFITAMIIYALSWQKGAPPSRIVLVGVSINALIGAATSA
                     LMLLHSDKVQSVLPWLAGGIGGVSWAHLNMIIYYAIFAIILAFFGIKHIRVLMLGDEM
                     AKLLGHNVERSRFYLIVVSTLLAGIAVSVSGLIGFVGLVVPHMLRLLVGNDYKYLLPL
                     SCLGGGILLVFADAIARSWFDPIELPVGILLSFLGGPFFLYLIHRGGKQRDFR"
     gene            complement(3047947..3048894)
                     /locus_tag="DJ46_3274"
     CDS             complement(3047947..3048894)
                     /locus_tag="DJ46_3274"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK61618.1"
                     /translation="MKKSITLFTAILSIFFLLIGCSAKGDEKASATKTEKGKEKIEVT
                     DLSGRKVTFDKVPESFATLSMGDMNIIHALGGKIVGRPDAKITLPEDIKKIQVIGNAH
                     QPNFEQIASLKPDVLIANNGFQKNIPTVEGQGTKVMISSANSVQDIQKNIELYGTIMK
                     KEDKANELNQKINVQMKKYEKKSDVKALLVYGAPGTYLAALPTSLSGDILEKTGGKNI
                     AADFPEMKEYPQYAQLSVERIIEANPDVIYLITHGDPNSVKKAFEGEMMKNEAWKNLD
                     AVKQNRVVILPPDLFGSNPGTKVTEAMDFMYKSIQDVRK"
     gene            complement(3049051..3049278)
                     /locus_tag="DJ46_3275"
     CDS             complement(3049051..3049278)
                     /locus_tag="DJ46_3275"
                     /codon_start=1
                     /transl_table=11
                     /product="yrhC-like family protein"
                     /protein_id="AIK61223.1"
                     /translation="MKELQEKIEDYTRFGQILLAVSTLLMVGLLIPSGAKETSQPFVM
                     MGSIVIFLSLSFFFFQRVKVMRDELEGNECE"
     gene            complement(3049405..3052008)
                     /locus_tag="DJ46_3276"
     CDS             complement(3049405..3052008)
                     /locus_tag="DJ46_3276"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde dehydrogenase family protein"
                     /protein_id="AIK65427.1"
                     /translation="MVVKEKVVNEMQEVKEMIDTLVNNGRKALQALESFTQEQIDNIV
                     HEMALAGVDQHMPLAKLAVEETGRGVYEDKCIKNIFATEYIWHSIKKDKTVGIIHEDP
                     HEEIIEIAEPVGVVAGVTPVTNPTSTTMFKALIAIKTRNPIIFAFHPSAQNCSVAAAK
                     TVYDAAVKAGAPKHCIQWIEKPSVEATKQLMNHEGVALVLATGGAGMVKSAYSTGKPA
                     LGVGPGNVPCYIEKSAHIKRAVNDLILSKTFDNGMICASEQAIIVDKEIYDDVKTEMI
                     TNDCYFVTEEERRKLEKLVINENTCAVNSDIVGKSAQYIAELVGITVPKNTKMLVAEI
                     QGIGAAYPLSREKLSPVLACVKANSLEEGFTYCEEMLNLGGLGHSAVIHSVNKEVQKQ
                     FGLRMKACRLIVNAPSSQGGIGDIYNGFIPSLTLGCGSYGKNSVSQNVTATHLLNIKR
                     LANRKKNMQWFKLPPKIYFEKHATAYLANMPNISRAFIVTDPGMVEHGYVDTVAHYLR
                     KHANDVKVEVFFEVEPDPSDETVFKGAEMMRSFQPDVIIALGGGSAMDAAKGMWLFYE
                     YPETTFYGIKQKFLDIRKRTCKYPELGSKAQFVAIPTTSGTGSEVTPFAVITDKKNNI
                     KYPLADYELTPDVAIVDPQFVMTVPPHVTADTGMDVLTHAIEAYVSVLANDYTDGLAL
                     KAIDLVFKYLPRAFKDGHDEEAREKMHNASAIAGMAFANAFLGINHSLAHKIGPEFHI
                     PHGRANAILMPHVIRYNAIKPRKHALFPKYEHFVADERYAHIARMLGLPASSVAEGVE
                     SLDKAIIDLGKSLNINMSIAGQGVAKDQFEEVVGLLAERAFEDQCTTANPKLPLISEL
                     KEIYMKAYKGE"
     gene            complement(3052268..3053401)
                     /gene="mccB"
                     /locus_tag="DJ46_3277"
     CDS             complement(3052268..3053401)
                     /gene="mccB"
                     /locus_tag="DJ46_3277"
                     /EC_number="4.4.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine gamma-lyase"
                     /protein_id="AIK61806.1"
                     /translation="MRAKTKLIHGIRIGEPSTGSVNVPIYQTSTYKQEAVGKHQGYEY
                     SRTGNPTRAALEEMIAVLENGHAGFAFGSGMAAITATIMLFSKGDHVILTDDVYGGTY
                     RVITKVLNRFGIEHTFVDTTNLEEVEEAIRPNTKAIYVETPTNPLLKITDIKKISTLA
                     KEKGLLTIIDNTFMTPYWQSPISLGADIVLHSATKYLGGHSDVVAGLVVVNSPQLAED
                     LHFVQNSTGGILGPQDSFLLLRGLKTLGIRMEEHETNSRAIAEFLNNHPKVNKVYYPG
                     LASHQNHELATEQANGFGAIISFDVDSEETLNKVLERLQYFTLAESLGAVESLISIPS
                     QMTHASIPADRRKELGITDTLIRISVGIEDGEDLIEDLAQALA"
     gene            complement(3053405..3054328)
                     /gene="mccA"
                     /locus_tag="DJ46_3278"
     CDS             complement(3053405..3054328)
                     /gene="mccA"
                     /locus_tag="DJ46_3278"
                     /codon_start=1
                     /transl_table=11
                     /product="O-acetylserine dependent cystathionine
                     beta-synthase"
                     /protein_id="AIK64125.1"
                     /translation="MNVYRGVHELIGHTPIVEITRFSLPEGVRLFAKLEFYNPGGSVK
                     DRLGRELIEDALEKGLVTEGGTIIEPTAGNTGIGLALAALQHDLRVIVCVPEKFSIEK
                     QELMKALGATVVHTPTEQGMTGAIAKAKELVNEIPNSYSPSQFANEANPRAYFKTLGP
                     ELWSALNGEINIFVAGAGTGGTFMGTASYLKEKNIDIKTVIVEPEGSILNGGKAGSHE
                     TEGIGLEFIPPFLKTSYFDEIHTISDRNAFLRVKELAQKEGLLVGSSSGAAFHASLLE
                     AEKAAPGTNIVTIFPDSSERYLSKDIYKGWE"
     gene            complement(3054411..3055106)
                     /gene="mtnN"
                     /locus_tag="DJ46_3279"
     CDS             complement(3054411..3055106)
                     /gene="mtnN"
                     /locus_tag="DJ46_3279"
                     /EC_number="3.2.2.16"
                     /note="MTA/SAH-Nsdase: MTA/SAH nucleosidase"
                     /codon_start=1
                     /transl_table=11
                     /product="MTA/SAH nucleosidase"
                     /protein_id="AIK61207.1"
                     /translation="MRIAVIGAMEEEVRILRDKLEQAETETVAGCEFTKGQLAGHEVI
                     LLKSGIGKVNAAMSTTILLERYKPEKVINTGSAGGFHHSLNVGDVVISTEVRHHDVDV
                     TAFNYEYGQVPGMPPGFKADEALVALAEKCMQAEENIQVVKGMIATGDSFMSDPNRVA
                     AIRDKFENLYAVEMEAAAVAQVCHQYEVPFVIIRALSDIAGKESNVSFDQFLDQAALH
                     STNFIVKVLEELK"
     gene            complement(3055121..3055759)
                     /locus_tag="DJ46_3280"
     CDS             complement(3055121..3055759)
                     /locus_tag="DJ46_3280"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK63088.1"
                     /translation="MGTEFNGLFDEWAHTYDSFVQGEDIQYKEVFAHYEDILEDVVNK
                     SFGNVLEFGVGTGNLTNKLLLAGRTVYGIEPSREMRMIAKEKLPKEFSITEGDFLSFE
                     VPNSIDTIVSTYAFHHLTDDEKNVAIAKYSQLLNKGGKIVFADTIFADQDAYDKTVEA
                     AKQRGFHQLANDLQTEYYTRIPVMQTIFENNGFHVTFTRLNHFVWVMEATKQ"
     gene            3055896..3056111
                     /locus_tag="DJ46_3281"
     CDS             3055896..3056111
                     /locus_tag="DJ46_3281"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62767.1"
                     /translation="MSFTFEMLEDKVEFFEAGDLASLERKISEQIDNNKALMLEVHHI
                     SHQMVMDPESKRPYYSAVVHFKLKKLR"
     gene            complement(3056147..3056794)
                     /locus_tag="DJ46_3282"
     CDS             complement(3056147..3056794)
                     /locus_tag="DJ46_3282"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61040.1"
                     /translation="MAGGSRFQQKQQKRRQNGVLNIAIAIVLVAVAIVAYQLFVPDTK
                     EQASSSDKKVSQQTTKENKSEKAKGKEETKKNEQEKTEAKKKEEEKLKAEEEQKKAEE
                     EAKANEKVPAEKTQPKATDAYTKSSWKPVGTEQGATPAMTFKKGTADWNEMNQAISAA
                     IDVPVEQLIIHRIGNNGKNKAYGNVQDKQSGKRYYVNIDWVENEGWKPVLVQTLN"
     gene            complement(3056911..3058665)
                     /locus_tag="DJ46_3283"
     CDS             complement(3056911..3058665)
                     /locus_tag="DJ46_3283"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin binding transpeptidase domain
                     protein"
                     /protein_id="AIK66352.1"
                     /translation="MKIKRRITIVLICFICVMFILLCRLIQIQIIDTESFTDRKINLI
                     EKSVTQRTQSITLDDGRGHFIDRNGQEIGEKKYPVLIIFPFLQIKNDMLEKIAHIIGM
                     SRQEIESQMKDKKSAFIMQRGNGPFRLAREQMEKVNQLNVLGIVAAEVRLRQTSVMNH
                     LIGNVGENEREFQKRYGEVRKISKQTPIGISGLQQAFDEFLLTDGEAKVLYQVDRQGE
                     PIFGKQAKYTSPGNPFYPVTIQTTLHNELQKKAEEVVEASEIKKGGLVLLDVKKNEIL
                     AMVSKPSVQVKDESLYKNTLENQMLTPHFPGSVFKTIVAAAALDQNENVFNRTFNCNK
                     DLYGEDHPKVMMGTLSFKESFARSCNRTFSELGNELIQKDRMVLETYVAALGGADKVG
                     WRGSVFHTTHFEQMPEEKSITIWRSEGDKNSKKAVAQTAIGQKDVRMSPLAIANMMAT
                     IARGGEKMEVKAVEKIMYKNGTDFYTFEDHTLGGKQLSYETVKTLQQLLRSVVTTEKG
                     TGAAFSSLPLSVAGKSGTAQTGKGTKENRWFAGYFPYENPRYALVVVDVETSSNVNAV
                     TPIFKAIVESIYRLENEK"
     gene            complement(3058758..3059234)
                     /gene="greA"
                     /locus_tag="DJ46_3284"
     CDS             complement(3058758..3059234)
                     /gene="greA"
                     /locus_tag="DJ46_3284"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription elongation factor greA"
                     /protein_id="AIK65332.1"
                     /translation="MATEKTYPMTQEGKQKLENELEDLKTVKRKEVVERIKIARSFGD
                     LSENSEYDAAKDEQAFVEGRITQLENMIRNAVIITDNGEESTVVTLGKTVTFKELPNG
                     DEEAYTIVGSAEADPFEGRISNDSPIAKSLLGKQIGEKVAIQTPGGEMQVEIISVK"
     gene            complement(3059513..3060151)
                     /gene="udk"
                     /locus_tag="DJ46_3285"
     CDS             complement(3059513..3060151)
                     /gene="udk"
                     /locus_tag="DJ46_3285"
                     /EC_number="2.7.1.48"
                     /note="udk: uridine kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="uridine kinase"
                     /protein_id="AIK63690.1"
                     /translation="MGTNKPVVIGIAGGSGSGKTSVTKAIFDHFKGHSILILEQDYYY
                     KDQSHLPMEERLKTNYDHPLAFDNDLLIEHLQQLLAYKQVDKPVYDYTLHTRSEEIIP
                     VEPKDVIILEGILILEDPRLCELMDIKLFVDTDADLRILRRMQRDIKERGRTMDSVID
                     QYVNVVRPMHNQFIEPSKKFADIIIPEGGQNHVAIDSMVTKIATILEQKVNL"
     gene            complement(3060169..3061449)
                     /locus_tag="DJ46_3286"
     CDS             complement(3060169..3061449)
                     /locus_tag="DJ46_3286"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase U32 family protein"
                     /protein_id="AIK65793.1"
                     /translation="MTVQEISRVIDGKRVIVKKPELLIPAGNLEKLKVAIHYGADAVY
                     LGGQEFGLRSNAGNFTLEEMAEGVEFAKKYGAKIYVTTNIFAHNENMDGLEEYLKGIE
                     KAGVTGIIVADPLIIETCKRVAPSVEVHLSTQQSLSNWKAAQYWKEEGLHRLVLAREA
                     SYEEMKEIKEKVDIEIEAFVHGAMCIAYSGRCTLSNHMTARDSNRGGCCQSCRWDYDL
                     VQTVSQHKDAKELPLFQEEDAHFAMSPKDLNLILSIPKMIEIGIDSLKVEGRMKSIHY
                     VATVATVYRKVIDAYCADPDNFEFKQEWLDELDKCANRDTAPAFFEGVPGHQEQMFGN
                     HSKKTTYDFAGLVLDYNEETGIVTIEQRNHFKPGHEVEFFGPEIENFTQTVEKIWDED
                     GNELDAARHPLQIVKFKVDQPVYVNNMMRKSILQ"
     gene            complement(3061468..3062397)
                     /locus_tag="DJ46_3287"
     CDS             complement(3061468..3062397)
                     /locus_tag="DJ46_3287"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase U32 family protein"
                     /protein_id="AIK65103.1"
                     /translation="MKKPELLVTPKAVADIEPLAKAGADAVMIGEQKFGLRLAGEFSR
                     EDVKQAVKIAHENGVKVYVAMNAMFHNDKVEELTDYVAFLNEVHVDAIVFGDPAVLMA
                     VREVAPNMQLHWNAETTATNWFTCNYWGKRGAKRAVLARELSLDEIVELKENAEVELE
                     VQIHGMTCMFQSKRSLVGNYFEYQGRHLDIEKKKYEENMFLYDPERNNKYPIYEDENG
                     THIMSPNDICFIDELEELIDAEIDSLKIDGVLKSSEYIIEVTKKYRKAIDLCVEDRDA
                     YYDVKDDLYKEIEEMQPVNRPLDTGFFFKETVY"
     gene            complement(3062405..3063046)
                     /locus_tag="DJ46_3288"
     CDS             complement(3062405..3063046)
                     /locus_tag="DJ46_3288"
                     /codon_start=1
                     /transl_table=11
                     /product="O-methyltransferase"
                     /protein_id="AIK64853.1"
                     /translation="MEDAVNEYLLSFIDPKDKLILEMEDYAKENHVPIMDRLGMEFML
                     QFLRLIGPKSILELGTAIGYSSIRMMQAIPNSRIVTVERNRDRYEKALEYIERSPVKE
                     RISVIYGDALETGEQVEEHGTFDVIFIDAAKGQYRRFFDLYEPLLNPGGVIISDNVMY
                     HGLVTTKEKIENRRTRGLIRRIKTYNEWLMNHEGYDTTIFPIGDGVAVSKKRG"
     gene            complement(3063249..3064319)
                     /locus_tag="DJ46_3289"
     CDS             complement(3063249..3064319)
                     /locus_tag="DJ46_3289"
                     /codon_start=1
                     /transl_table=11
                     /product="yceG-like family protein"
                     /protein_id="AIK65478.1"
                     /translation="MVENQVKKKRRRIFLFSIIALLLVCGSVYAYISSALGPVDTGNK
                     KEIEVEIPKGSSTSKIGEILEEKGAVKNGTVFSFYTKAKSKNLQAGTYLLNPSMSAKD
                     VMEQMSSGNVHRPALYKVTIKEGAQVTEIAETVANELKWNKDDVVRQLNDKAFIQKMQ
                     QKYPKLLTDKIFDSNIKYTLEGYLYPATYSFYKKDTTLEEVVIPMLEKTNAIIVQNEA
                     KMKAKNWDVHQLLTLSSLIEEEATGFTDRQKISSVFYNRLAKGMPLQTDPTVLYALGK
                     HKQLVLYEDLKVNSPYNTYVVKGLPVGPIANSGKHSVEAALEPAQTDYYYFLAAPTGE
                     VYYAKTLEEHNALKQKYITKKQ"
     gene            complement(3064537..3064815)
                     /locus_tag="DJ46_3290"
     CDS             complement(3064537..3064815)
                     /locus_tag="DJ46_3290"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65466.1"
                     /translation="MEENQITIVDEKGNEHLCEIIFTFDAEKFGKKSYVVFSPIGEVD
                     EDGDQIYDAMAYEQNEEEGGTLLPIESEEEWEMVQEMFNTLADEQEAE"
     gene            complement(3064828..3065241)
                     /locus_tag="DJ46_3291"
     CDS             complement(3064828..3065241)
                     /locus_tag="DJ46_3291"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Holliday junction resolvase"
                     /protein_id="AIK61858.1"
                     /translation="MRILGLDVGTKTVGVAISDEMGWTAQGLETIKINEERGQFGFDR
                     ISELVKQYDVDKIVVGLPKNMNGTIGPRGEACQQFAENLRELLQLDVVMWDERLSTMA
                     AERLLISADVSRKKRKQVIDKMAAVVILQGFLDSK"
     gene            complement(3065245..3065511)
                     /locus_tag="DJ46_3292"
     CDS             complement(3065245..3065511)
                     /locus_tag="DJ46_3292"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65822.1"
                     /translation="MDGFDKTMKFSIQDEKQSVHVNDVLLTVYDALQEKGYNPINQIV
                     GYLLSGDPAYIPRHKDARSIIRKLERDELIEELVKSYLKHHREE"
     gene            complement(3065588..3068230)
                     /gene="alaS"
                     /locus_tag="DJ46_3293"
     CDS             complement(3065588..3068230)
                     /gene="alaS"
                     /locus_tag="DJ46_3293"
                     /EC_number="6.1.1.7"
                     /note="alaS: alanine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine--tRNA ligase"
                     /protein_id="AIK62311.1"
                     /translation="MKQLTGAQIRQMFLDFFQEKGHAVEPSASLVPHEDPSLLWINSG
                     VATLKKYFDGRVIPQNPRITNAQKSIRTNDIENVGKTARHHTFFEMLGNFSIGDYFKE
                     EAITWAWEFLTSDKWIGFDKELLSVTIHPEDEEAFTIWNEKMGVPKERIIRLEENFWD
                     IGEGPSGPNTEIFYDRGEAYGNDFSDPELYPGGENERYLEVWNLVFSQFNHNPDGSYT
                     PLPKKNIDTGMGLERMTSIVQDVPTNFDTDLFMPMIGATETISGEKYRNGDLEKDMAF
                     KVIADHIRTVTFAVGDGALPSNEGRGYVLRRLLRRAVRYSKKLNINRPFMFELVPVVG
                     EVMKDFYPEVLEKKDFIAKVVKNEEERFHETLHDGEAILSEVIAKAKEEKTTVISGVD
                     AFRLYDTYGFPIELTEEYAEEAGMTVDHEGFENEMEKQRERARAARQDVDSMQVQGGV
                     LGEVKVASEFVGYGTVATESNVVALVKNGEYTDSLQVGEEGQLMLDVTPFYAESGGQI
                     ADRGCLLADGVKVLVKDVQKAPNGQNLHQVVVEEGTLTKDAAVKAIIDTKNRSSVVKN
                     HTATHLLHQALKDVLGTHVNQAGSLVTSERLRFDFSHFGQVQADELEKIERIVNEKIW
                     ESIDVEISQKAIEEAKEMGAMALFGEKYGDVVRVVQVGDYSLELCGGCHVDNTASIGI
                     FKIVAESGIGAGIRRIEAVTGKSAYELMNDQVGLLKEAAGKMKTNPKDILTRVDGLFA
                     EVKQLQKENESLAAKLSNIEAGNLTDSVMTVDGVNVLAAKVNVADMNNLRTMMDDLKN
                     KLESAVVVLASVNDDKVNILAGVTKDLISQGYHAGKLVKEVASRCGGGGGGRPDMAQA
                     GGKNPAQVEEALAFVQEYVKSVSK"
     gene            3068713..3068982
                     /locus_tag="DJ46_3294"
     CDS             3068713..3068982
                     /locus_tag="DJ46_3294"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK62942.1"
                     /translation="MTTLLNEAKNMLTNDETILFYTACSLEIFIYRSVARPGLLILTN
                     KRLFFYGPDVSKNPLLEEYSFAKISNLKEQKRLFSNQIVFMYDNE"
     gene            complement(3069094..3070161)
                     /locus_tag="DJ46_3295"
     CDS             complement(3069094..3070161)
                     /locus_tag="DJ46_3295"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65823.1"
                     /translation="MKNLKIIWIYRLGLLLLVFLCLLVFLKIKPLWAPIIFVCKVAIT
                     PFLIACFIAYLLHPLIEKIHKEGMPRTLAILLIYILFFGGIGYGIYKGTPIVIKQLQE
                     INEQFPQFTKMYDSWMDGVTEQTANFPSFIHEKVKQIFVGVETKIQALLNKVMSTARG
                     VLDSLLIIFLIPFIVFYILKDYGEFYHIFWKLVPSKWRSTGQMLAKEIDKSLGSYIRG
                     QLFVCLVLGGVSVLSFWFIGMKYPLLLGIIIGVTDIIPYFGPILGAIPALMIAATVST
                     SLLIKAGITIAILQFVESNILSPYIVGKSLRMHPVIIMLALLVGGEVAGIVGLLISVP
                     VLAVIRTVIVHVRPLWKKEDV"
     gene            3070338..3070550
                     /locus_tag="DJ46_3296"
     CDS             3070338..3070550
                     /locus_tag="DJ46_3296"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64296.1"
                     /translation="MVLFMLILSALFMILEWICIGFGIWKGFFVRSSRKEKAKQLFHY
                     GMLGVGCYGLSYLFSEIGLLYLHTST"
     gene            complement(3070586..3070714)
                     /locus_tag="DJ46_3297"
     CDS             complement(3070586..3070714)
                     /locus_tag="DJ46_3297"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65853.1"
                     /translation="MNLRNSLIALGVGAAAYQYARKQDVFSKRNMKKARKMIKSYL"
     gene            complement(3070733..3070921)
                     /locus_tag="DJ46_3298"
     CDS             complement(3070733..3070921)
                     /locus_tag="DJ46_3298"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61491.1"
                     /translation="MFICPNCKGKDIGKIGVNQFYCWNCYIELSVSKGKIHTHQVEED
                     GSLSSLDDLFDENERTIG"
     gene            complement(3071049..3073385)
                     /locus_tag="DJ46_3299"
     CDS             complement(3071049..3073385)
                     /locus_tag="DJ46_3299"
                     /codon_start=1
                     /transl_table=11
                     /product="viral (Super1) RNA helicase family protein"
                     /protein_id="AIK65860.1"
                     /translation="MGNQHAMDLFEEEKKFIKAQVLHTIFHNEENLYSVVSMKVIETN
                     ETYDEKKVMINGHFPRMHEDEVFTLTGHFKDHPKYGKQYLVETFKKELPQTKAGMAQY
                     LASDLFKGIGKRTAEKIVAHLGEHAISKIMDDPEALNGVVNKQKAQEIYETIVEHQGL
                     EKVMSFLNGYGFGTKLSIKIYQQYKEMTLEVIRNNPYQLIEEVDGIGFGRADDIGRAL
                     GISGNHDDRVRAGCFYTLENVSLQLGHVYMRKDQLVRETMSLLNNQEGRVTEEDIISC
                     IEMMQSEGKVIIEEERVYLASLFYSEKGVVKSIRRLMNQEETPSFPEAEVLKTLGEIE
                     EQLNVQYAPLQQEAIQTALHKPMMLLTGGPGTGKTTVIKGIVEMYASLHGLSLNPNEY
                     SDDNPFPILLTAPTGRAAKRMSESTGLPACTIHRLLGWTPEGSFQRNETDPVQGKLLI
                     IDEFSMVDIWLANQLFKSLPTNIQVIVVGDEDQLPSVGPGQVLKDLLNAGAVPTVKLT
                     EIYRQAEGSSVIQLAHAIKNGTLPPDLAQNQKDRSFIGCTGAQIVEVVKKVCENAKTK
                     GFSARDVQVLAPMYRGPAGINVLNEALQEVFNPKREKSKEIAYGDVVYRRGDKVLQLV
                     NQPESQVFNGDIGEIVSVFYAKENVEQQDMIIVSFDGIEVTYTKPDLNQITHAYCCSI
                     HKSQGSEFPIVIMPIVKSYNRMLRRNLIYTGITRSKKFLIICGEEAAFQSGVNRLDDA
                     MRQTTLASRLQESQGEVQMVTVNGEEMDVENISPYDFM"
     gene            complement(3073481..3074140)
                     /gene="yrrB"
                     /locus_tag="DJ46_3300"
     CDS             complement(3073481..3074140)
                     /gene="yrrB"
                     /locus_tag="DJ46_3300"
                     /codon_start=1
                     /transl_table=11
                     /product="TPR repeat-containing protein yrrB"
                     /protein_id="AIK64934.1"
                     /translation="MSNKLETGIQYMQEGNWEEAAKNFTEAIEENPKDALGYINFANL
                     LDVLGDSERAILFYKRALELDDKSAAAYYGLGNVYYGQEQFAEAKAVFEQAMQAGLQS
                     ADVTFMLGITHVQLGNDRLALPFLQRATELDENDVEAVFQCGLCFARLEHIQEAKPYF
                     EKVLEMDEEHADAYYNLGVAYVFEENNEKALALFKKATEIQPDHFLAGNGVRLLEQEA
                     E"
     gene            complement(3074251..3075366)
                     /gene="trmU"
                     /locus_tag="DJ46_3301"
     CDS             complement(3074251..3075366)
                     /gene="trmU"
                     /locus_tag="DJ46_3301"
                     /EC_number="2.1.1.61"
                     /note="trmU: tRNA
                     (5-methylaminomethyl-2-thiouridylate)-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA
                     (5-methylaminomethyl-2-thiouridylate)-methyltransferase"
                     /protein_id="AIK61361.1"
                     /translation="MNKLPHETRVVIGMSGGVDSSVAALLLKEQGYDVIGIFMKNWDD
                     TDENGVCTATEDYNDVIEVCNQIGIPYYAVNFEKQYWDKVFTYFLDEYRAGRTPNPDV
                     MCNKEIKFKAFLEHAIALGADYVATGHYARVAYMDGEYKMLRGVDDNKDQTYFLNQLS
                     QEQLSKTMFPLGELKKPQIREMAKEAGLATAAKKDSTGICFIGERNFKDFLSNYLPAQ
                     PGVMQTLSGEVKGKHDGLMYYTIGQRHGLGIGGNGDPWFAVGKNLKENILYVDQGFHN
                     ELLYGDEVIATNVGWVSNEAKEKEFKCTAKFRYRQEDNKVTVQIVDENTVRILCDEPI
                     RAITPGQAVVFYDGDECLGGATIDEVYRSGKKLDCLG"
     gene            complement(3075383..3076528)
                     /locus_tag="DJ46_3302"
     CDS             complement(3075383..3076528)
                     /locus_tag="DJ46_3302"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK62677.1"
                     /translation="MERIYLDHAATSPTHLEVVEKMIPYMTETFGNPSSIHFYGRQTR
                     HAVDEARRACARSIHANPNEIIFTSGGTEADNLALIGVARANRHKGNHIITTQIEHHA
                     ILHTCELLEREGFEVTYLPVDETGRVQVSDIQKALTEETILVSVMFGNNEVGTMQPIA
                     EIGKLLKEHQAYFHTDAVQAYGLVEINVKEFGIDLLSISAHKINGPKGVGFLYAGTNV
                     KFEPLLIGGEQERKRRAGTENVPSIVGLQHAILLAEKTREQKNAQYEEFKDIMVSVFQ
                     NEDITFEVNGNLEYRLPHVLNISFTGMNIEPFLVNLDLAGIAVSSGSACTAGSIDPSH
                     VLVAMFGKDSDQIRSSVRFSFGLGNTKEQIEKAAYETVKIVKRLTQN"
     gene            complement(3076564..3076980)
                     /gene="cymR"
                     /locus_tag="DJ46_3303"
     CDS             complement(3076564..3076980)
                     /gene="cymR"
                     /locus_tag="DJ46_3303"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator CymR"
                     /protein_id="AIK65574.1"
                     /translation="MKISTKGRYGLTIMIDLAKKFGEGPISLKSIAQAHDLSEHYLEQ
                     LISPLRNARLVKSTRGAYGGYVLSDQPANITAGDVIRVLEGPISVVEMIEEEEPAQRQ
                     LWMRVRDAVQEVLDSTTLEDLVRYEEENHGGYMFYI"
     gene            3077273..3078559
                     /locus_tag="DJ46_3304"
     CDS             3077273..3078559
                     /locus_tag="DJ46_3304"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA ATPase, central region"
                     /protein_id="AIK65598.1"
                     /translation="MKQPLAHRMRPTNIQEVIGQQHLVGEGKILWRMVQANHFQSMIL
                     YGPPGTGKTSIASAIAGSTGTPFRLLNAVTHNKKDMEVVVQEAKMHRHLVLILDEVHR
                     LDKAKQDFLLPHLESGLLTLIGATTSNPFHAINSAIRSRCQIFELHALTEEDLLIGLK
                     RALEDKEKGLGEYDVTVTPEALHHFANASGGDMRSAYNALELAVLSSFTTDDKAAEIT
                     LEIAEECLQKKSFVHDKGGDAHYDVLSAFQKSVRGSDVNAALHYLARLIEAGDLQSIG
                     RRLLIMAYEDIGLASPQAGPRTLAAIESAERVGFPEARIPLANAVIELCLSPKSNSAY
                     KALDAALHDLRNGQTGDIPSHLKDSHYKGAEALGRGIGYLYPHDQPNGWVQQQYLPDK
                     IKNKQYYKPKTTGKFEQALSTVYERLQSSNKTKNKG"
     gene            3078597..3079238
                     /gene="rsfA"
                     /locus_tag="DJ46_3305"
     CDS             3078597..3079238
                     /gene="rsfA"
                     /locus_tag="DJ46_3305"
                     /codon_start=1
                     /transl_table=11
                     /product="prespore-specific transcriptional regulator
                     rsfA"
                     /protein_id="AIK62926.1"
                     /translation="MKTRQDAWTKEDDLLLAETVLRHIRSGSTQIKAFDEVGDALNRT
                     SAACGFRWNAEVRPNYEDAVQLAKKQRKELKRSEAKIEKEHFTKTKQLVIDAEFSEDI
                     APSKQELTMQNVISFLQNLEHTNPSLAKLQTENDVLQAQLTSLQKTNDELETKLAVLT
                     KKQQAIEEDYAMLVRIMDRARKLVSVEEQEEQIAPIFKTDQNGNLDIIYSAEN"
     gene            complement(3079533..3080300)
                     /locus_tag="DJ46_3306"
     CDS             complement(3079533..3080300)
                     /locus_tag="DJ46_3306"
                     /codon_start=1
                     /transl_table=11
                     /product="thiF family protein"
                     /protein_id="AIK63781.1"
                     /translation="MLHQFSRNELAFGKEGLEILKNSTVGILGIGGVGSFAAEALARS
                     GVGRLVLVDKDVVDITNVNRQIHALVSTVGRSKVELMKERIADINPECEVIGLEMFYT
                     DETYEEFFKHGLDFVVDASDTITFKIHLIKQCLRRKIKIISSMGAANKMDPTRFRIAD
                     ISKTHTDPIAKVIRTKLRKEGIKKGVKVVFSDENPIVIREEVRKEIVPDENAKIRKAK
                     LPPSSNAFVPSVAGLIMASHVVRERIKNVEVKRVGQE"
     gene            complement(3080650..3082425)
                     /gene="aspS"
                     /locus_tag="DJ46_3307"
     CDS             complement(3080650..3082425)
                     /gene="aspS"
                     /locus_tag="DJ46_3307"
                     /note="aspS_bact: aspartate--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate--tRNA ligase"
                     /protein_id="AIK66407.1"
                     /translation="MAERTHACGKVTVEAVGQTVQLKGWVQKRRDLGGLIFIDLRDRT
                     GIVQVVFNPETSKEALEVAETIRSEYVLHVEGTVVERGEGAINDNMATGRIEVQATKV
                     SVLNAAKTTPIIIADDTDASEDVRLKYRYLDLRRPVMFNTFKMRHDVTKTIRNFLDTE
                     EFLEVETPILTKSTPEGARDYLVPSRVHDGEFYALPQSPQLFKQLLMVGGFERYYQVA
                     RCFRDEDLRADRQPEFTQIDIEASFLTQDEILDMMERMMTKVMKDAKGVEVSAPFPRM
                     KYADAMARYGSDKPDTRFEMELTDLSEFAAGCGFKVFTSAVESGGQVKAINAKGAASK
                     YSRKDIDALTEFVKVYGAKGLAWLKVEEDGLKGPIAKFFGEEDASVLMNTLEATAGDL
                     LLFVADKKSVVADSLGALRLRLGKELELIDESKFNFLWVTDWPLLEYDEDADRYFAAH
                     HPFTMPFREDVELLETAPEKARAQAYDLVLNGYELGGGSLRIYERDVQEKMFKALGFS
                     QEEAQEQFGFLLEAFEYGTPPHGGIALGLDRLVMLLAGRTNLRDTIAFPKTASASCLL
                     TEAPSPVAEAQLEELNLKLNVKEEK"
     gene            complement(3082438..3083709)
                     /gene="hisS"
                     /locus_tag="DJ46_3308"
     CDS             complement(3082438..3083709)
                     /gene="hisS"
                     /locus_tag="DJ46_3308"
                     /EC_number="6.1.1.21"
                     /note="hisS: histidine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine--tRNA ligase"
                     /protein_id="AIK64255.1"
                     /translation="MSIQIPRGTQDILPGTVELWQYIEGQAREICRRYNYKEIRTPIF
                     EHTELFLRGVGDTTDIVQKEMYSFQDRGERSLTLRPEGTAPVVRSYVENKMFGDATQP
                     TKLYYIGQMFRYERPQAGRYRQFVQFGIEAIGSNDPAIDAEVIALAVEFYRGMGLKNI
                     KVVLNSLGDAASRQAHRDALIAHFEPRIGEFCSDCQSRLEKNPLRILDCKKDRNHELM
                     GTAPSITEYLNEDSAVYYDKVQELLTMMDVPFEKDPNLVRGLDYYQHTVFEIMSEAEG
                     FGAITTLSGGGRYNGLVQEIGGPEMPGIGFAMSIERLIMALKAENIELPIEHSIDCYV
                     VALGEKAKDHAAKVAFDLRKAGLAVEKDYLDRKMKAQFKSADRLKAKFVAVLGEDELD
                     KGIINLKDMATGEQEEVALDVFASYVAEKLI"
     gene            complement(3084064..3084240)
                     /locus_tag="DJ46_3309"
     CDS             complement(3084064..3084240)
                     /locus_tag="DJ46_3309"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64258.1"
                     /translation="MRMNEKGHSVTNGANQLFNVNFHDFISKEQNNTSMELASEFGIS
                     LQDVKRLKKQIERS"
     gene            complement(3084426..3084866)
                     /gene="dtd"
                     /locus_tag="DJ46_3310"
     CDS             complement(3084426..3084866)
                     /gene="dtd"
                     /locus_tag="DJ46_3310"
                     /codon_start=1
                     /transl_table=11
                     /product="D-tyrosyl-tRNA(Tyr) deacylase"
                     /protein_id="AIK62446.1"
                     /translation="MRVVLQRSKEASVTVDGEIVGQIPFGLTLLVGITHEDTEKDATY
                     IAEKIANLRIFEDESGKMNHSVLDVEGQVLSISQFTLYGDCRKGRRPNFMDAAKPDYA
                     EHLYDFFNEEVRKQGLHVETGKFGAMMDVSLINDGPVTLIVESK"
     gene            complement(3084884..3087067)
                     /locus_tag="DJ46_3311"
     CDS             complement(3084884..3087067)
                     /locus_tag="DJ46_3311"
                     /note="spoT_relA: RelA/SpoT family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RelA/SpoT family protein"
                     /protein_id="AIK64506.1"
                     /translation="MANEQVLTAEQVLEKASQYLVDEDIELVARAYEYARDAHSEQYR
                     KSGEPYIIHPIQVAGVLVDLHMDPATVSAGFLHDVVEDTEITLEDIEREFNKEIAMLV
                     DGVTKLGKIKYKSHEQQQAENHRKMFIAMAQDIRVILIKLADRLHNMRTLKHLPQEKQ
                     RRIANETLEIFAPLAHRLGISTIKWELEDTSLRYLNPQQYYRIVNLMKRKRAEREEYL
                     DEVMTGIREKLDEVAIQPEISGRPKHIYSIYRKMALQNKQFNEIYDLLAVRVVVNSIK
                     DCYAVLGIIHTCWKPMPGRFKDYIAMPKANLYQSLHTTVIGPKGDPLEVQIRTKEMHE
                     IAEFGIAAHWAYKEGKTAETTGTLEKKLTWFRQILEWQNEASNAEEFMESLKIDLFSD
                     MVFVFTPKGDVMELPLGSVPIDFAYRVHSEIGNKTIGAKVNGKMVTLDYKLKTGDIIE
                     ILTSKHSYGPSQDWVKLAQTSHAKNKIRQFFKKQRRDENIEKGRELVEKEVRSLEYEM
                     KEVLAPDNLKRVAEKFNFANEEDMFAAVGYNGITASQIVTRLTDKFRKQREEEEIVEV
                     KEVRKPMKIRKWDSGVKVSGADNLLIRLSKCCNPVPGDDIVGYITKGRGVSIHRRDCV
                     NVHTEEAIERLLEVEWEGSPEKEIEYNVDIEISGYDRRGLLNEVLQAVTETKTYISAV
                     SGRSDRNKMATINMSISIRNLQHLKKVVERIKRVPEIYAVRRMMH"
     gene            complement(3087278..3087790)
                     /gene="apt"
                     /locus_tag="DJ46_3312"
     CDS             complement(3087278..3087790)
                     /gene="apt"
                     /locus_tag="DJ46_3312"
                     /EC_number="2.4.2.7"
                     /note="apt: adenine phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenine phosphoribosyltransferase"
                     /protein_id="AIK61953.1"
                     /translation="MDFKQHIAIVPDYPKEGIVFKDITPLMNDGKAYKAATDAIVEYA
                     KERDIDLVVGPEARGFIIGCPVSYALEVGFAPVRKLGKLPREVITVDYGKEYGKDVLT
                     IHKDAIKPGQRVLITDDLLATGGTIEATIKLVEELGGVVAGIAFLVELTYLDGRKMLD
                     GYDVLVLEKY"
     gene            complement(3087838..3090177)
                     /gene="recJ"
                     /locus_tag="DJ46_3313"
     CDS             complement(3087838..3090177)
                     /gene="recJ"
                     /locus_tag="DJ46_3313"
                     /note="recJ: single-stranded-DNA-specific exonuclease
                     RecJ"
                     /codon_start=1
                     /transl_table=11
                     /product="single-stranded-DNA-specific exonuclease RecJ"
                     /protein_id="AIK63257.1"
                     /translation="MLQPKTRWKEKEYNGERVSELASKLQLSPLVVSLFLGRGLDTED
                     KILDFLNTENQEFHDPFLLEGMDRTVERVNKAIQNGEQILIFGDYDADGVSSTTVLYL
                     ALQELGADVEFYIPNRFTEGYGPNEEAFRWAHSAGFSLIITVDTGIAAVHEAKVAKEL
                     GIDLIITDHHEPPPELPEALAIIHPKLDGGVYPFHYLAGVGVAFKVAHALLGRVPEHL
                     LEIAVIGTVADLVSLHGENRLLVKRGLKHMRMTKNIGLKALFKVANVSQSEITEESIG
                     FSIAPRINAVGRLEDATLAVHLLLSEDPEEAKELAEEIDELNKLRKDIVKQITEEAIA
                     EVENNFPPEENKVLVLAKEGWNPGVIGIVASKLVERFYRPTIVLCIDPVKETAKGSAR
                     SIAGFDLFANLSDCRELLPHFGGHPMAAGMTLHMNDVDELRRRLNEQAEEILTEEDFI
                     PITAVDAFCKVEDVTLAAIEDMQKLAPFGVGNPKPRIAVKDAELESIRAIGSDGSHLK
                     MALRDGQATLDTIGFGFGAYAKEISPVAKVSVIGEASINEWNNFKKPQLMVKDIAVEA
                     WQLFDWRSMRNVEANVAELPKEKITMVYFSKEVLHKFSLEDYKEHMMHASEVTELDEQ
                     YIVLLDLPKGTDELRDLFKVGFPSRIYTLFYQENNHLFSTVPTRDHFKWYYSFLSQKS
                     PFSLRQYGEQLCQHKGWSKDTVNFMTQVFFELEFVTIKDGVIFMADKKQKRDLIESNT
                     YREKMNHLQLEKELVYSTYQQLYTWFETIRNHKEVEQLG"
     gene            complement(3090279..3091172)
                     /locus_tag="DJ46_3314"
     CDS             complement(3090279..3091172)
                     /locus_tag="DJ46_3314"
                     /note="CDF: cation diffusion facilitator transporter
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cation diffusion facilitator transporter family
                     protein"
                     /protein_id="AIK64437.1"
                     /translation="MEKDERFKQAEFGAIVGIVGNIILAIIKAVIGYIGNSKALLADA
                     VHSASDVIGSLAVLFGLRAAKQPPDEDHPYGHGKAESISAIIVAVLLFIVGIEIAISS
                     IKAFSQELEPPKGITIFAVVLSIVVKEGMFQYKFRLGKRVNSDAIIANAYEHRSDVFS
                     SIAALIGICAAIIGGKFGLDWLVYADPIAGLFVSLLVAKMAWSIGAEAIHATLDHVLH
                     EEDVIPLREAVLQIDGVKKIGSLYAREHGHYVIVDIKVSVDPYITVEEGHRIGKHVKE
                     TLMKQDNVQNVFVHINPYSPN"
     gene            complement(3091326..3093590)
                     /gene="secDF"
                     /locus_tag="DJ46_3315"
     CDS             complement(3091326..3093590)
                     /gene="secDF"
                     /locus_tag="DJ46_3315"
                     /note="-export membrane protein secDF"
                     /codon_start=1
                     /transl_table=11
                     /product="export membrane protein secDF"
                     /protein_id="AIK62709.1"
                     /translation="MAKRGTRIAAFFLIVLLIGGVIGAAGKDIAKGISLGLDLRGGFE
                     ILYEVKPAKKGDKIDRDVLVSTVGALENRVNVLGVSEPNIQIEGQDRIRVQLAGVQDQ
                     QKAREMLSTQAKLTFRDVDDNLLMDGTDLKGGGAKQTFDEQGRASVGLTLKSAEKFRE
                     VTEKISKMPPPTNLMVIWLDFEEGKDSYKAESAKPNPKFLSAATVNQVFNQAEVSIVG
                     GNFTVESAKQLSSLLNAGALPVDLKEMYSTSVGAKFGQQALEQTIFASAIGIALIFLF
                     MLVFYRLPGLVAVIMLGLYIFVTLLVFNWMHAVLTLPGIAALVLGVGIAVDANIITYE
                     RLKEELKIGKSMMSAFRAGNHRSLATILDANITTLAAAGVLFVYGNSSVKGFATSLIV
                     SILVGFITNVFGTRFLLSLLVKSRYFDKKPGYFGVKQKDIIPLTKGVVHPPTKFDRIN
                     FVNVGHKFLIFSIVVVIAGAIILPIFKLNLGIDFASGTRIDLQSKQSVTVSDVHKDFK
                     ELNIDVKEENIVPTGDDNKGFAVRTLGVLSKDEIAKTKTFFHDKYGTDPNVSTVSPTI
                     GKEIARNAFIAVLIASAVIILYVSIRFRFTYALSAVLALLHDAFVMIVIFSIFQLEVD
                     LTFIAAVLTIIGYSINDSIVTFDRNRELYKQKKRVRDIKDLEEIVNASIRQTLGRSIN
                     TVLTVLFPVIALLIFGSESLRNFSFALLVGLVVGTYSSVFVASQIWLMLENRRLKKGK
                     NKKKVEKVESEPQV"
     gene            complement(3093861..3094145)
                     /locus_tag="DJ46_3316"
     CDS             complement(3093861..3094145)
                     /locus_tag="DJ46_3316"
                     /codon_start=1
                     /transl_table=11
                     /product="post-transcriptional regulator family protein"
                     /protein_id="AIK61267.1"
                     /translation="MLDREVLVESYRGQLQVVLESKVEEFQMFGYDRVTDDDIWKFLK
                     VKKWKKIDSDVRLYELVNDVLTVSANEYMTYLTVEAYQAPLWSFDEYENK"
     gene            3094320..3095879
                     /gene="spoVB"
                     /locus_tag="DJ46_3317"
     CDS             3094320..3095879
                     /gene="spoVB"
                     /locus_tag="DJ46_3317"
                     /note="spore_V_B: stage V sporulation protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein B"
                     /protein_id="AIK61686.1"
                     /translation="MTRQSFLKGAFILMIAGFITKILGFINRIVMARILGEEGVGLYM
                     MAVPTFILAITLTQIGLPVAIAKFVAEAEAVNDKQKVKKILTVSLAVTSVISIVLTIG
                     IMLLTPILAKTLLTDERTYYPLMAILPVVPVIAVSSVLRGYFQGKQNMKPSAYAQVIE
                     QIVRITIIAICIQLFLPYGVEYAAAGAMLSAVLGEVASLLFLLTLFQREKHLSIRSGF
                     FTTVKESKGTFYSLMDIALPTTGSRLIGSVSYFFEPIVVMQSLAIAGVAASVATQQYG
                     ILNGYAFPLLSLPAFITYALSTALVPSISEAMAKRQHKLVEHRLQQALRISLITGGWS
                     VVILYVFASPVLTLMYGSDSATAFIQLLAPCFLFHYFQSPLTSVLQALNLARAAMMNT
                     FIGAIVKLIVIFVLASRPEFQMMGVALAIAANIVTVTFLHYATVLKKITFTIYAKDYI
                     FGGLAIGIAGSFGFYLHKYIIFSHSLGIQTLWEITLTTLVYIVLLFSFKLIRKEELSR
                     LPIIRKLSFLK"
     gene            complement(3095909..3096556)
                     /locus_tag="DJ46_3318"
     CDS             complement(3095909..3096556)
                     /locus_tag="DJ46_3318"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63596.1"
                     /translation="MEWLSVIGRTMLLYIIILIIFRLMGKREIGELSVLDLVVFIMLG
                     EMAVVAIENTDKSLWHQLVPMVFLMCIQIILSVISLKFQRFRHLIEGEPAIIINAGKI
                     DEKKMRNQRYNIDDLMMQLREQGVGDIRDVEYAILEPSGKLSVFQKQKGGQDALQFTL
                     PLIIDGEIQSSHLQMIEHTDEWLIGKLKNLGYNDIAQILYCSFQNGQFFVDLKEN"
     gene            3096659..3097042
                     /locus_tag="DJ46_3319"
     CDS             3096659..3097042
                     /locus_tag="DJ46_3319"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62854.1"
                     /translation="MDGTKKLSTAIGFGIITLLILASITSMVMALLLKFTDMTEGTLA
                     VTIFILALLSMLISGFTAGKKAQGKGWLVGFTTGLTFTILVFLVNYLGFSQTLSNSQL
                     LYQLALMGASTLGGIFGVNMSKQNN"
     gene            complement(3097079..3097339)
                     /gene="yajC"
                     /locus_tag="DJ46_3320"
     CDS             complement(3097079..3097339)
                     /gene="yajC"
                     /locus_tag="DJ46_3320"
                     /note="yajC: preprotein translocase, YajC subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, YajC subunit"
                     /protein_id="AIK63794.1"
                     /translation="MNAGMMNIVMIVAMFAIFYFLLIRPQQKRQKAVAQMQSELKKGD
                     AIVTIGGLHGTIESVDETKIVIKSGGSHLTFDRNAIREVVKN"
     gene            complement(3097367..3098506)
                     /gene="tgt"
                     /locus_tag="DJ46_3321"
     CDS             complement(3097367..3098506)
                     /gene="tgt"
                     /locus_tag="DJ46_3321"
                     /EC_number="2.4.2.29"
                     /note="Q_tRNA_tgt: queuine tRNA-ribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="queuine tRNA-ribosyltransferase"
                     /protein_id="AIK62787.1"
                     /translation="MTAIRYEFIKTCKQTGARLGRVHTPHGSFDTPTFMPVGTLATVK
                     TMSPEELKAMDSGIILSNTYHLWLRPGHEIIREAGGLHKFMNWDRAILTDSGGFQVFS
                     LSDFRRIEEEGVHFRNHLNGDKLFLSPEKAMEIQNALGSDIMMAFDECPPFPATFEYM
                     KKSVERTSRWAERCLKAHERPQDQGLFGIVQGGEFEELRRQSAKDLVSMDFPGYAVGG
                     LSVGEPKDIMNRVLEFTTPLLPDNKPRYLMGVGSPDSLIDGAIRGIDMFDCVLPTRIA
                     RNGTCMTSEGRLVVKNAKFARDFGPLDPNCDCYTCKNYSRAYIRHLMKCDETFGIRLT
                     SYHNLHFLLNLMEQVRQAIREDRLGDFREEFFEQYGFNKPNAKNF"
     gene            complement(3098519..3099571)
                     /gene="queA"
                     /locus_tag="DJ46_3322"
     CDS             complement(3098519..3099571)
                     /gene="queA"
                     /locus_tag="DJ46_3322"
                     /note="S-adenosylmethionine:tRNA
                     ribosyltransferase-isomerase;
                     queA: S-adenosylmethionine:tRNA
                     ribosyltransferase-isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA ribosyltransferase-isomerase"
                     /protein_id="AIK62705.1"
                     /translation="MDINLFDFHLPEELIAQVPLEERETSRLMVLDRETGDIEHKHFT
                     DILSYLHEGDCLVLNETKVMPARLHGVKEDTGAHIEVLLLKQEEGDKWETLVKPAKRV
                     KEGTVISFGEGKLKATCTGTADQGGRQLEFSYDGIFYEILDELGEMPLPPYIKETLED
                     RDRYQTVYAKEIGSAAAPTAGLHFTEELLEKLKQKGVELAFITLHVGLGTFRPVSADT
                     IEEHHMHAEYYHMSEETAALLNRVKENGGRIITVGTTSTRTLETIATDHDGKLCAASG
                     WTDIFMYPGYEFKAIDGLITNFHLPKSTLIMLVSAFANRDNVLHAYNEAVKEKYRFFS
                     FGDAMFVASHAKMGNK"
     gene            complement(3099591..3099791)
                     /locus_tag="DJ46_3323"
     CDS             complement(3099591..3099791)
                     /locus_tag="DJ46_3323"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65987.1"
                     /translation="MTEMPKLLITAGILLIVVGLAWKFIGRLPGDIFVKKGNVTFYFP
                     IITCIVLSIVLSFIMYIINRFK"
     gene            complement(3099788..3100789)
                     /gene="ruvB"
                     /locus_tag="DJ46_3324"
     CDS             complement(3099788..3100789)
                     /gene="ruvB"
                     /locus_tag="DJ46_3324"
                     /EC_number="3.6.4.12"
                     /note="ruvB: Holliday junction DNA helicase RuvB"
                     /codon_start=1
                     /transl_table=11
                     /product="Holliday junction DNA helicase RuvB"
                     /protein_id="AIK64457.1"
                     /translation="MDERLLSGESAYEDADLEYSLRPQTLRQYIGQDKAKHNLEVFIE
                     AAKMREETLDHVLLYGPPGLGKTTLANIIANEMGVNVRTTSGPAIERPGDLAAVLTSL
                     QPGDVLFIDEIHRLHRSIEEVLYPAMEDFCLDIVIGKGPSARSVRLDLPPFTLVGATT
                     RAGALSAPLRDRFGVLSRLEYYTVDQLSAIVERTAEVFEVEIDSLAALEIARRARGTP
                     RIANRLLRRVRDFAQVRGNGTVTMEITQMALELLQVDKLGLDHIDHKLLLGIIEKFHG
                     GPVGLETVSATIGEESHTIEDVYEPYLLQIGFLQRTPRGRIVTPLAYEHFGMEMPKV"
     gene            complement(3100795..3101412)
                     /gene="ruvA"
                     /locus_tag="DJ46_3325"
     CDS             complement(3100795..3101412)
                     /gene="ruvA"
                     /locus_tag="DJ46_3325"
                     /EC_number="3.6.4.12"
                     /note="ruvA: Holliday junction DNA helicase RuvA"
                     /codon_start=1
                     /transl_table=11
                     /product="Holliday junction DNA helicase RuvA"
                     /protein_id="AIK63899.1"
                     /translation="MFEYVTGYVEYVGPEYVVIDHNGIGYQIFTPNPYVFQRSKQEIR
                     VYTYHYVREDIMALYGFKTREERLLFTKLLGVSGIGPKGALAILASGQTGQVVQAIEH
                     EDEKFLVKFPGVGKKTARQMILDLKGKLADVVPDAFVDLFSDEERFDEKKGSSAELDE
                     ALEALRALGYAEREVSRVVPELLKESLTTDQYIKKALSLLLNGKR"
     gene            3101601..3102545
                     /locus_tag="DJ46_3326"
     CDS             3101601..3102545
                     /locus_tag="DJ46_3326"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK61320.1"
                     /translation="MKRKLFILFTIMLVVLSIVGCSSQKEESKAKEQPKTKVVKHAKG
                     EATIPVNPKRIVDLSGSTEELLLLGHKPVGTANTYKDKIQKHLTEKLDGVKAVGWYWA
                     PKVDLEAVTALKPDLIILNNRQLKIYDQLEKVAPTVVLETNLEDWRGKFKEVGKLFDE
                     EKKADKWIADYDKKADSLSKKIKEKTKDDSFMFVAVTPQNFRVYGSFGYGDIIFNDLK
                     LPATKGTDLKQTMAQVSLEGLVAFQPDQMFIVNFGGEADKVYEDYKNSAVWKDNKAVK
                     NNHVYEVSNEVFNTKAFNPIGKDMLIDEIAKEILAKNK"
     gene            complement(3102558..3103088)
                     /locus_tag="DJ46_3327"
     CDS             complement(3102558..3103088)
                     /locus_tag="DJ46_3327"
                     /note="bofC C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63530.1"
                     /translation="MKWILIAMQAFVMMFCLVYETNAKAEGPVPKVTEKEPEVTILLE
                     RMYVDGEVSEEIFTEKVADLENILQQYKEWQLVDRDDVQIVLQKKVDDISPLLKTSGY
                     FGVSEEGILQIFKGVPKSDNAIHSFFQIDMKKLESYERAKLKRGIRIKSKEGFVKTIE
                     KMKQYAVQNKKKSSSW"
     gene            complement(3103209..3103466)
                     /locus_tag="DJ46_3328"
     CDS             complement(3103209..3103466)
                     /locus_tag="DJ46_3328"
                     /codon_start=1
                     /transl_table=11
                     /product="UAA transporter family protein"
                     /protein_id="AIK62543.1"
                     /translation="MVICGTLIGYIVFNKGVEELGASKASMYLNLTPIVATCISVVLY
                     GAAVTWKQIAGMIIVLIGVYIATVQSNKDIKKLSSNQYVSK"
     gene            complement(3103478..3104137)
                     /locus_tag="DJ46_3329"
     CDS             complement(3103478..3104137)
                     /locus_tag="DJ46_3329"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK63465.1"
                     /translation="MNRINRMYVMMLFVPLFWGGSFATAEHVLTEIPPITAATIRFGL
                     AGCILIGIVFMKSEWNTSLLLKNWKGLLFVSLTGIFGYNVFFFMGLNYTSTLNGSLII
                     ATMPVFVTLGAILFFKESWSTKVGMSLILSLIGVIVVITSGSMDTLMSLSFNKGDLLF
                     IAALICGVLYSLTGKKVMRGVSPLLTTMSMTVLGTVFLAGLSLYEDGWGKVGAFSLQD
                     G"
     gene            complement(3104204..3104524)
                     /locus_tag="DJ46_3330"
     CDS             complement(3104204..3104524)
                     /locus_tag="DJ46_3330"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK64055.1"
                     /translation="MENFECRNTEVVLEKFQVVTPIFQALGDENRQQIIMLLLENKQM
                     NVTQITDKMGISRPAVSHHLKILRQAELIVADRHGKEIFYSIIAGEFLKQVKDLLQAI
                     ESNY"
     gene            3104971..3105405
                     /locus_tag="DJ46_3331"
     CDS             3104971..3105405
                     /locus_tag="DJ46_3331"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64316.1"
                     /translation="MKKIKDERLILQTLKNIRIVFLFQYIGVVGILGYIGLTEGMDQI
                     TKSPLWLLFMLTSILLAYLQLSVSIDVEEGEKEIKLTPYYKLVLRSLIVGIVMAIIYI
                     IFSPERPLFEAILTGSILFICFLVSYSISYFIKKRRLQDDDE"
     gene            complement(3105439..3106083)
                     /locus_tag="DJ46_3332"
     CDS             complement(3105439..3106083)
                     /locus_tag="DJ46_3332"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation lipoYhcN/YlaJ family protein"
                     /protein_id="AIK63893.1"
                     /translation="MNTKVKVIAASLLVTSALAACGTPKDNNAMDGRNYNYERTSYND
                     THQYRDNVTRNDRYTDYVTYRNGRNDTGYNYYRDVNYNGQIANPHPTRNITMNNSYIN
                     NDGKTAEKITNRVKRMNNVDRVSTVVYGNDVAIAVKPRNTVTNETAMANEIRQAVANE
                     VGNRNVYVSVRNDMFTRVDAMSTRLRNGTVTNDFNRDIVNMFRDIRYGLTGTVR"
     gene            complement(3106262..3107947)
                     /gene="safA"
                     /locus_tag="DJ46_3333"
     CDS             complement(3106262..3107947)
                     /gene="safA"
                     /locus_tag="DJ46_3333"
                     /note="spore_safA: spore coat assembly SafA domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat assembly SafA domain protein"
                     /protein_id="AIK61177.1"
                     /translation="MKIHIVQKGDTLWKIAKKYGVDFDTLKQTNTQLSNPDLIMPGMK
                     IKVPSNGVQVKQHAGAGSAPPKQYVKEVQQKEFAATPTPLGIEDEEEVTYQSAPITQQ
                     PAMQQTQKEVQVKPQKEMQVKPQKEVQVKPQKEMQVKPQKEVQKEKLIQIEKPVEKPV
                     EKPSVIQKPPVIEKQKPAEKENTKFSVNVLPQPPQPPIKAKKEYKISDVIKKGSELIA
                     PQITKMKPNNIISPQTKKDNIVSPQVKKENVGNIVSPQVKKENVGNIVSPQVKKENVG
                     NIVSPQVKKENVGNIVSPQVKKENVGNIVSPNVSKENVVIPQVIPPNIQVPNIMPIMD
                     NNQPPNIMPIMDNNQPPNIMPIMDNNQPPNIMPIMDNNQPPNIMPIMDNNQPPNIMPI
                     MDNNQMPNMMPIMDNNQMPNMMPIMDNNQMPNMMPIMDNNQPPNMVPYQMPYQQPMMP
                     PNPYYQQQHPYQMPYQQGAPFGPQYTSMPNPNMMPMDNNMPPLVQGEEDCGCGGESRL
                     YSPQPGGPQYANPLYYQPTQSAYAPQPGTMYYQPDPPNVFGEPVSEEEDEEEV"
     gene            complement(3108322..3109428)
                     /gene="nadA"
                     /locus_tag="DJ46_3334"
     CDS             complement(3108322..3109428)
                     /gene="nadA"
                     /locus_tag="DJ46_3334"
                     /EC_number="2.5.1.72"
                     /note="nadA: quinolinate synthetase complex, A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="quinolinate synthetase complex, A subunit"
                     /protein_id="AIK63133.1"
                     /translation="MSILEKVQPIETMLPERYYTMSTEDMEKRVREIKEKMGETLFIP
                     GHHYQKDEVVQFSDAAGDSLQLAQVAASNKEAKYIVFCGVHFMAETADMLTTDEQVVI
                     LPDMRAGCSMADMADIEQTERAWEELTKLFGDTMIPLTYVNSTAAIKAFCGRNGGATV
                     TSSNAKQMVSWAFTQKERLVFLPDQHLGRNTAYDLGIPLDKMAVWDPHTDSLEYDGDI
                     EEIQVILWKGHCSVHQNFTVKNIENVRKNHPDMNIIVHPECCYEVVAASDYAGSTKYI
                     IDMIESAPSGSKWAIGTEMNLVNRIIQQHPDKEIVSLNPFMCPCLTMNRIDLPHLLWA
                     LETIERGEEINVISVDKQVTEEAVLALNRMLERV"
     gene            complement(3109459..3110292)
                     /gene="nadC"
                     /locus_tag="DJ46_3335"
     CDS             complement(3109459..3110292)
                     /gene="nadC"
                     /locus_tag="DJ46_3335"
                     /EC_number="2.4.2.19"
                     /note="nadC: nicotinate-nucleotide diphosphorylase"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinate-nucleotide diphosphorylase"
                     /protein_id="AIK64375.1"
                     /translation="MNRIKVKEALNRFFLEDIGERDVTSQLIFPDNLLSKGTFLAKDT
                     GVFTGRLVIEEGFNLIDERIKVELHKKDGDLVEKGEIIATVQGPIASLLTAERVILNV
                     IQRMSGIATMTRKAVLALDSSHTRICDTRKTMPGLRMFDKYAVVCGGGFNHRFGLYDG
                     VMIKDNHIAFAGSITKAVTSVKEKLGHMVKVEVETETEEQVREAVAAGADIIMFDNRT
                     PDEIREFSKIVPSAIVTEASGGITIEDLSKYGKTGVDYISLGALTHSVKALDISFNIE
                     A"
     gene            complement(3110312..3111841)
                     /gene="nadB"
                     /locus_tag="DJ46_3336"
     CDS             complement(3110312..3111841)
                     /gene="nadB"
                     /locus_tag="DJ46_3336"
                     /EC_number="1.4.3.16"
                     /note="nadB: L-aspartate oxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-aspartate oxidase"
                     /protein_id="AIK66274.1"
                     /translation="MPSADVLIIGSGIAALRVAKEICHEKNVIIITKETNRNNNTHLA
                     QGGIAAAVATYDNPNDHFEDTLVAGCRYNNEDVVRYLVEEGPKEMKNLIENGMQFDGD
                     ETGPHLGKEGAHRKRRILHAGGDATGKNLLEHFIQEVVPHVTVVEQEMVLDFIIESEK
                     CVGVLTRNSEGKLKRYDADYTVLASGGVGGLYAFTSNDKTITGDGLAMVYRAGGELVD
                     LEFVQFHPTMLYAGGQCCGLVSEAVRGEGAVLINGKGQRFMMDIHDDYDLAPRDVVAR
                     AIHEQLLSGEKVYLNIESIQNFQERFPTVSALCKKNGVDITKKRIPVVPGAHFHMGGV
                     KTNIDGETSIPNLYAVGEVACNGVHGANRLASNSLLEGLVFGKRIGQHILTKATKDKL
                     NDFAEKEKKFIVLNHLPTKEEIQECMMKYVGIVRTEQSLSYAKRWLSKYGVRNMILQH
                     DALTNEEITLINMLTVCELIVVSALQREESIGGHYRSDYPHRNSAQKEIIRVKRKLQL
                     V"
     gene            3111993..3113132
                     /locus_tag="DJ46_3337"
     CDS             3111993..3113132
                     /locus_tag="DJ46_3337"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK64825.1"
                     /translation="MMIYLDYAATTPMSVEALQTYTKAASQYFGNEQSLHDIGGTASS
                     LLQVCRKTFADMIGGKEQGVFFTSGGSESNYLAIQSLLNAQNKKHIITTPMEHASIRS
                     YFQSLKSQGYTITEIPVDKSGLIRLVDLETAITEDTVLASIQHGNSEIGTVQNIAEIG
                     ALLKKYNVLFHSDCVQTFGKLPIHVFEMGIDSLSVSAHKIYGPKGVGACYINPQVRWT
                     QVFPETSHEKGFRPGTVNVPGIASFLTAAENILKNQQEESLRFKELRSYFLEQIQTLP
                     LEIEVEGHSTSCLPHIIGVTIKGIEGQYTMLECNRRGIAISTGSACQVGKQEPSKTML
                     AIGKTYEEAKQYVRFSFGQQTTKDQIDTTIHALHTIGNQFYRGVK"
     gene            3113135..3113677
                     /locus_tag="DJ46_3338"
     CDS             3113135..3113677
                     /locus_tag="DJ46_3338"
                     /codon_start=1
                     /transl_table=11
                     /product="3H domain protein"
                     /protein_id="AIK61713.1"
                     /translation="MKQNEQKKILGEERRQLILQWLLAANEPLSGNELSKKTNVSRQV
                     IVQDISLLKARNEPIIATAQGYLYLKPQEKQQAFERVIVCQHKPAEVRQELTMLVDHG
                     VTIKDVKVEHPVYGDLTASIMVSNRFDVEQYLQKIENTNASYLSQLTDGIHLHTIEAD
                     SKEKLDAACEALDKAGFLVY"
     gene            3113759..3114406
                     /locus_tag="DJ46_3339"
     CDS             3113759..3114406
                     /locus_tag="DJ46_3339"
                     /codon_start=1
                     /transl_table=11
                     /product="MOSC domain protein"
                     /protein_id="AIK66356.1"
                     /translation="MGIELVHFSIGKPKQMKYSEDKEMITGICKEITEEAFLSKDGFL
                     GDDVADLKHHGGPDRAVCVYPHEHYSLWEEEFQTTLPASAFGENITVTNMLESDVCIG
                     DTYQLGEAIIQVTQARVPCSTISKRLGIPGILPRIVATGFTGYLCRVLQEGTVRKDSK
                     ITLLERPSNNVSVLFSNEIYFHNRKDKDAIEKILSVPELADVWRGQLEDRLAKLK"
     gene            complement(3114488..3115339)
                     /locus_tag="DJ46_3340"
     CDS             complement(3114488..3115339)
                     /locus_tag="DJ46_3340"
                     /codon_start=1
                     /transl_table=11
                     /product="prephenate dehydratase family protein"
                     /protein_id="AIK61206.1"
                     /translation="MIRVGYLGPEATFTNMAVSRFFPEAEHVPYRTIPDCMDAAANGN
                     VDYAVVPLENAIEGSVNITVDYLVHEQPLSIVGEITVPIQQHLLVHPQYADVWEEVYA
                     VHSHPHAIAQCHKFLNEELKGVTARDMTSTSAAAQYVKEHPEEKIAAIANEAAAEKYG
                     LTIVRRGIHTHKNNHTRFLVLHKKKKAILPNNGENRGEKTTLMITLPADYAGALYQVL
                     SAFAWRKLNLSKIESRPMKTGLGNYFFLIDVDKAYDEVLLPGVTMELEALGFSVTVLG
                     SYSSYWL"
     gene            complement(3115436..3117352)
                     /locus_tag="DJ46_3341"
     CDS             complement(3115436..3117352)
                     /locus_tag="DJ46_3341"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK62345.1"
                     /translation="MNIRQLALQNIKGNWRNYKVFFLSSCFAIFASFAYMSVIVHPYM
                     QDTMWYQNVRWGLIICNVIIISFFVIFILYSTSIFIEARKKELGLYMLMGATKSNVIG
                     VIMTEQMLVGVFANIFGIVLGMIFLKLFFMVFSMLLGLPKELPVIFDLKAIGVTFITY
                     MVVFILLSFISALRIWNIKIIRLLKEFRTDKKEKKTSMWLCIFGFICLGIGYALALQA
                     TMPTIALYFFLPVSILVFFGTYFSFTHGTAQILEMIKRNKKIMYTYPYLFIVNQLSHR
                     MKENGRFFFLMSMATMFVVTATGTVFLYFSGMQDMWRGGGVHSFSYIEKGTSSHEVFA
                     EGTVEQLLHQYGYDDFQYRSFVGVYASFQSNKGETTIVPLIKGSEYNQEARKQKQKTY
                     YPKKGTVTLVYYNKYNNSNVYNQKEIQLQVMNQPYQFVFNGQKEGIQFNYHPSYINGL
                     FFVMNDEDFDSIANQVPDSEKMIYRGYTLPNIENTKELNEDLRKHMKQDKDHAFRSNM
                     ELYVNMKSFGDITLFLGSFISILFFLTSCSIVYFKWFHNIASDRKQYGVLSKLGMTKE
                     EVWKISRWQLCMLFFAPIIVGSMHSAVALYTFHNMMFMDGSLRKVGLFILFYIAACIM
                     YFFFAQREYREHLD"
     gene            complement(3117402..3119324)
                     /locus_tag="DJ46_3342"
     CDS             complement(3117402..3119324)
                     /locus_tag="DJ46_3342"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK65587.1"
                     /translation="MNFRQLALNNVKGNWRNYKAFLISSCLSIVVFFMYASFIYHPDV
                     VGGNISMREMISKGLESMNYIVVIFSALFILYANSTFLRARKKEFGLLTLIGGTKSQL
                     GRMIILEQLMLGSIAIVVGIGLGMLCSKLFFQALSVILKIDKTLPLVWNSKAVLITAG
                     VYFILFLILSLFSVWTVGRLQIIDLLREARKQKVEPFAFTWLCVVGIGCIIVAYVLSF
                     QVTFMNFIILFLPIVGLTIGGTYLLFTQGSTVVLKALQKRKKSFYTYPNMFVLSNLIY
                     KMKDNARFLFVISIITAVVSSAVGTLYVFFEDMSYKAVTSTPHAISYEEKGIHTHNVI
                     KEGKTKELLKKHGFEDAREVTYVKLPGTQKITMFNSEHEMPMAIVSEKEYNAEVRKQK
                     REQVREVHNAPGSATMVITDMANDMMKIDRTKPHEIKINGQTQSVQLNKPTLFSVFND
                     SEYLIVNDQDFEKYAKLVPDEEKTKYYGYYIEDWKSTEDLVLDLKKEIVPDKQVELNN
                     SVLVYKNIRESGAITMFIGFFVAVLFFFFACSMTYFKWFNDKEQDRIQFKSLKRIGMT
                     DKEIRKIAIRQMGVIFFIPIVIGAIHSGFALHTLGKMLYLDLWKSGAIVIGSYIVASA
                     IYFIIAQRGYLKHVKS"
     gene            complement(3119299..3120075)
                     /locus_tag="DJ46_3343"
     CDS             complement(3119299..3120075)
                     /locus_tag="DJ46_3343"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61832.1"
                     /translation="MSVLEVKGLTKVYQSKGSVATTALNDINFKIEEGEFVGIMGPSG
                     SGKTTLLNLLATIDKQTSGHVLVNGEEINQMRAAKLAEFRRTHLGFIFQDFNLLDTLS
                     IKENIILPLVMAKKSVNEIDAKVLEIAKFLNIEEILNKKVYEVSGGQQQRAAAARAII
                     HEPTLILADEPTGNLDSKSAKSLMSALQDLHEQKRVTIAMVTHDPVAASYCERILFIR
                     DGEIFSEIHKGRTKQAFFQEILDVLAMLGGEYHELSPARA"
     gene            complement(3120169..3121050)
                     /locus_tag="DJ46_3344"
     CDS             complement(3120169..3121050)
                     /locus_tag="DJ46_3344"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK65074.1"
                     /translation="MFLKRIEKYVTSGNTLHDSLLIDTSYTAEQEMIVESFTLLRQQY
                     MNEVHKQHAKEQQQMIFMNQWIHQMKTPVSVIELLLQKFGKEYREARVTVESIREENN
                     RILNGLDLALHMARLEQFAKDYKVEVVNAIHIIRDIINENRKSFIQSSVFPKVMFEEE
                     TCMVASDRKWLSIAIGQIVVNAIKYTKISEAEKKEIQFQIEEKNQKVLLHVKDNGIGI
                     PEQDVKRIFDPFFTGINGRKTREATGMGLYITKEICDNLHHGIYVQSAEGEGTTFTFQ
                     FAKDEEYHTLMRKMTKL"
     gene            complement(3121041..3121253)
                     /locus_tag="DJ46_3345"
     CDS             complement(3121041..3121253)
                     /locus_tag="DJ46_3345"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62865.1"
                     /translation="MKVKNYLMDRFSLILSYIVSLCLFGLVLQLQSLLEKRSIDWNTW
                     LYGLLLGTVVFTVYTSFTITENEVCF"
     gene            complement(3121243..3121950)
                     /locus_tag="DJ46_3346"
     CDS             complement(3121243..3121950)
                     /locus_tag="DJ46_3346"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61867.1"
                     /translation="MYKILIVEDDEKIAGILEEHLERYGYQSFRASDLRHIKDEFVKV
                     NPHLVLLDINLPYFDGFYWCRQIRTVSNAPIIFVSARTGEMDQVMAIENGGDDYITKP
                     FHLDVVMAKVKSALRRGYGEYASAAESDCLGVNGLLLFPSQHVVEWQGQQTELTKNEF
                     YLLECLMKQANQYVTREELLEALWDEVAFVDDNTLTVNVKRVRKKLEELGIKNAIVTK
                     RGYGYALLTEWGEGHEG"
     gene            complement(3122090..3123376)
                     /gene="cgtA"
                     /locus_tag="DJ46_3347"
     CDS             complement(3122090..3123376)
                     /gene="cgtA"
                     /locus_tag="DJ46_3347"
                     /note="obg_CgtA: Obg family GTPase CgtA"
                     /codon_start=1
                     /transl_table=11
                     /product="Obg family GTPase CgtA"
                     /protein_id="AIK63823.1"
                     /translation="MFIDQVKIYVKGGDGGNGMVAYRREKYVPKGGPAGGDGGKGADV
                     VFIVEEGLRTLMDFRYQRHFKADRGQHGMSKGQHGRKSEDLLVKVPPGTVVKDEKTGQ
                     ILADLVTHGQTAVIAKGGRGGRGNSRFATATNPAPEIAENGEPGQERDVILELKVLAD
                     VGLVGFPSVGKSTLLSVVSSARPKIAEYHFTTIVPNLGVVETGDNRSFVMADLPGLIE
                     GAHAGVGLGHQFLRHIERTRVIVHVIDMSGLEGRDPYEDYVTINNELKEYNLRLTERP
                     QVVVANKMDMPDAEENLQAFKEKVGDEVKIFPISAVTKQGVRDLLFEVANLIETTPEF
                     PIHEVVDESDTSVMYKFETEGVKFDITRESDGTFVISGYDIEKTFKMTDFSRDESVRR
                     FARQMRGMGIDEALRARGAKDGDIVKILEYEFEFID"
     gene            complement(3123376..3123924)
                     /locus_tag="DJ46_3348"
     CDS             complement(3123376..3123924)
                     /locus_tag="DJ46_3348"
                     /codon_start=1
                     /transl_table=11
                     /product="sensor kinase SpoOB-type, alpha-helical domain
                     protein"
                     /protein_id="AIK63886.1"
                     /translation="MNKKWTIIDALRHSRHDWLNRMQMVKGNLSLGKVEEIHSLIDRF
                     VQEARQESNLMGLSMPLFSEWILTYNWKQQPCLLEYEVLGNLHNLSHLDETVCTWTNQ
                     FFSMLQHSLDVYVENYVCITIECDAENARFFFDFRGKLTSVEELQNWLANQNNKWYSI
                     SYTVRDEEVSVILQPIEKSVVK"
     gene            complement(3123988..3124278)
                     /gene="rpmA"
                     /locus_tag="DJ46_3349"
     CDS             complement(3123988..3124278)
                     /gene="rpmA"
                     /locus_tag="DJ46_3349"
                     /note="L27: ribosomal protein L27"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L27"
                     /protein_id="AIK62022.1"
                     /translation="MLRLDLQFFASKKGVGSTKNGRDSQSKRLGAKRADGQTVSGGSI
                     LYRQRGTKIYPGVNVGRGGDDTLYAKVDGVVRFERLGRDRKQVSVYPVAQEA"
     gene            complement(3124282..3124626)
                     /locus_tag="DJ46_3350"
     CDS             complement(3124282..3124626)
                     /locus_tag="DJ46_3350"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63264.1"
                     /translation="MIKITISRTKLGSIQSFKMTGHADYAPHGQDLVCAGTTAVVFGS
                     INAVEELCNVQATIELGSDGGFLTYELPNDLDVHAAEKAQTLLEGLVVSLKTIELDYG
                     KYIRLIEKVQEV"
     gene            complement(3124638..3124946)
                     /gene="rplU"
                     /locus_tag="DJ46_3351"
     CDS             complement(3124638..3124946)
                     /gene="rplU"
                     /locus_tag="DJ46_3351"
                     /note="L21: ribosomal protein L21"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L21"
                     /protein_id="AIK61229.1"
                     /translation="MYAIIETGGKQIKVEAGQAIYIEKLDVEAGETVTFDKVLFVGGE
                     NVKVGSPVVEGATVTAKVEKQGRAKKIIVFKYKAKKNNRKKQGHRQPYTKLVVEAINA
                     "
     gene            complement(3125112..3126503)
                     /locus_tag="DJ46_3352"
     CDS             complement(3125112..3126503)
                     /locus_tag="DJ46_3352"
                     /note="RNaseEG: ribonuclease, Rne/Rng family domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease, Rne/Rng family domain protein"
                     /protein_id="AIK63869.1"
                     /translation="MKTLYMNYAGSEKRVAIEEKKKIVEFLWKRNEEQEIVGHIYIGR
                     IVRTIAGMNAAFVNIGLEKHAYLSYDDVPSAYRIHEGQAVLVQVVKEAIDTKGPKLTA
                     NIEFTGKYVVYMPYDEMRAVSRKIKNNKRRQQLLQIEVEGTGGYIFRSASEKGEIEEI
                     QAEMQRLQQLYEELKRKEEQGKAPLLLHRPATFLDRVFQENPIETIEKVVVDTRSIVK
                     ELEEKVGKEKVSFYNEKSSMFNHFGIEREIEKALQKIVWLPNGAYLIVEQMETMTVID
                     VNTGKFTGKQNLQDTVLRTNELAAEEIARQLRLRDIGGMILIDFINMKRREDKEKVRE
                     CLVAAMQNDRTYTRVLGFTELGILEMTRKRKKHSLRDVLLEECAPCKATGYVMSYETI
                     AYELERELLTYGNIEDEAVLISAPKELQKQFLQKELQKNIPFEIYFKDDMIEKYAIIR
                     FGSKKEIVERKNS"
     gene            complement(3126571..3127431)
                     /gene="spoIVFB"
                     /locus_tag="DJ46_3353"
     CDS             complement(3126571..3127431)
                     /gene="spoIVFB"
                     /locus_tag="DJ46_3353"
                     /codon_start=1
                     /transl_table=11
                     /product="stage IV sporulation protein FB"
                     /protein_id="AIK62000.1"
                     /translation="MIKYREVLTKISVHPLFWVIIVIGIFTARFKELLLLFCIVLIHE
                     LGHAFAAAHYNWRIKKIQLLPFGGVAELEEHGNKSLKEEFVVVIAGPIQHIWMMAIGY
                     MLFEAGWLHAELYYFFMWNNIIILAFNLLPIWPLDGGKVLFNVLSYRFPYLQAHEKMM
                     KLSCVFFSVILGWQLLWNSNNIMMWVLLIFLAVSLYQEWKQRRYAFMRFLLERYYGNK
                     RGIEKIAPIEVKTEDRLYTIFTKFRRGYKHSIIVHGKYKEHYTLDENELLYAYFTEKR
                     TTSSVEELIG"
     gene            complement(3127424..3128170)
                     /gene="spoIVFA"
                     /locus_tag="DJ46_3354"
     CDS             complement(3127424..3128170)
                     /gene="spoIVFA"
                     /locus_tag="DJ46_3354"
                     /codon_start=1
                     /transl_table=11
                     /product="stage IV sporulation protein FA"
                     /protein_id="AIK63748.1"
                     /translation="MKNRRVEEIKKRIAKRKAEQERMEEEQYFAGENFDSETVFIEDG
                     EKEIHPLFRKEVFFFKVLLSAILVLSVAILYKNAPSSFDGAKAVTEKVMKEEFQFATV
                     AKWYEKQFGKPLVFYSPNEKKEGNIQQKDYAIPASGKVMQGFQKNGQGVFVQTATNAT
                     VESVNEGLVVFAGKKEELGNTVQIQHADGTESWYANLNDMSVKLYDYVSKKQKIGTVS
                     NDTNDKNGKFYFAIKKDEKFIDPIQVISFD"
     gene            complement(3128304..3129101)
                     /gene="minD"
                     /locus_tag="DJ46_3355"
     CDS             complement(3128304..3129101)
                     /gene="minD"
                     /locus_tag="DJ46_3355"
                     /note="minD_bact: septum site-determining protein MinD"
                     /codon_start=1
                     /transl_table=11
                     /product="septum site-determining protein MinD"
                     /protein_id="AIK65739.1"
                     /translation="MGEAIVITSGKGGVGKTTTSANIGTALALSGKKVCLIDTDIGLR
                     NLDVVMGLENRIVFDLVDVVEGRCRLPQALIKDKRFDDLYLLPAAQTSDKSAVTPEQM
                     DELIQVLRQDYDYILIDCPAGIEQGFKNAVAGADKAIVVTTPEVSSMRDADRIIGLLE
                     KEDIEPPKLVINRVRSHMLHEQDMLDVDEIVRTLSIELLGVVEDDDEVIRATNTGEPV
                     ALQPSGKAALAYRNIARRLLGENVPLQAFEQEKVSVFTKMKNFFGIR"
     gene            complement(3129104..3129790)
                     /gene="minC"
                     /locus_tag="DJ46_3356"
     CDS             complement(3129104..3129790)
                     /gene="minC"
                     /locus_tag="DJ46_3356"
                     /note="minC: septum site-determining protein MinC"
                     /codon_start=1
                     /transl_table=11
                     /product="septum site-determining protein MinC"
                     /protein_id="AIK64883.1"
                     /translation="MEEKKQQNVTIKGTKDGITLHLDDCCSFSELLKELDEKLSTHYY
                     DGDGRSLIEVHVKVGNRYLTEVQQEEIRTLIRNKKNLVVDSIESDVITKEEAIAWKEE
                     TEIVPISKIVRSGQVLHVKGNLLLIGDVNPGGTVIAGGNIFVVGSLRGIAHAGYYGDS
                     DAVIAASVMNPMQLRISDVAMRAPEEKEDGAEAAECAYINENNHIVVDRLQLLTHLRP
                     NLTKLERGIV"
     gene            complement(3129826..3130371)
                     /gene="mreD"
                     /locus_tag="DJ46_3357"
     CDS             complement(3129826..3130371)
                     /gene="mreD"
                     /locus_tag="DJ46_3357"
                     /note="shape_MreD: rod shape-determining protein MreD"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein MreD"
                     /protein_id="AIK62191.1"
                     /translation="MMKILKRAALPLLLLFVFLFENMFATIVPTAVFWKDSIAAPHFF
                     IIVLCFVTVYYSPVQGIYYGLLFGFLFDTVYTELVGIYIFAYPIVAYLVYSVMKILQL
                     NLFIVVSIVLASIAALEYYVYGFLTLLGRTHMSAYVFFTDRLLSTLLLNAIFLFIVCF
                     PLRRYLVRLSKAMEEKEKRIF"
     gene            complement(3130386..3131237)
                     /gene="mreC"
                     /locus_tag="DJ46_3358"
     CDS             complement(3130386..3131237)
                     /gene="mreC"
                     /locus_tag="DJ46_3358"
                     /note="mreC: rod shape-determining protein MreC"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein MreC"
                     /protein_id="AIK61918.1"
                     /translation="MPQFFLNKRLIVLLVSIILLVALIGISLKERNSLTWPEQFVKDT
                     VGVVERVFQKPAKYVAGFFENVEDVKRTYEENKELKAKLDNYGKLSGQVKQLEDDKRK
                     LQELTGKKELPSDYTEIPATVVSRNPDKWYDLVGIDKGAQQGIKKDMAVVTSQGLVGR
                     VKSVSQFTSSVELLSSMSRTNRVSAIVQGNEKIFGLIEGYDKEKHLLLFTKIGSDAKV
                     EPDQLVVTSGLGDIFPKGLVIGKIVDVQPDPYGLTKTAYVKPAADLNDVEHIMVAKRE
                     TPSAPLE"
     gene            complement(3131279..3132298)
                     /locus_tag="DJ46_3359"
     CDS             complement(3131279..3132298)
                     /locus_tag="DJ46_3359"
                     /note="mreB: cell shape determining, MreB/Mrl family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell shape determining, MreB/Mrl family protein"
                     /protein_id="AIK65253.1"
                     /translation="MFGFGGFTRDLGIDLGTANTLVYVKGKGVVLREPSVVALQTDTK
                     QIVAVGSDAKQMIGRTPGNVVALRPMKDGVIADYETTATMMKYYIQQAQKSNGFFSRK
                     PYVMVCVPSGITAVERRAVIDATRQAGARDAYPIEEPFAAAIGANLPVWEPTGSMVVD
                     IGGGTTEVAIISLGGIVTSQSVRVAGDDMDDSIIQYIKKSYNLMIGERTAEALKLEIG
                     SAGEPEGIEPMEIRGRDLVSGLPKTVLIQPEEIADALKDTVDAIVESVKNTLEKTPPE
                     LAADIMDRGIVLTGGGALLRNLDKVISEETNMPVLVAEDPLDCVAIGTGKALDNIDLF
                     KTAAR"
     gene            complement(3132457..3133134)
                     /locus_tag="DJ46_3360"
     CDS             complement(3132457..3133134)
                     /locus_tag="DJ46_3360"
                     /note="radc: DNA repair RadC family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair RadC family protein"
                     /protein_id="AIK65948.1"
                     /translation="MNGIRDVVKEEQPRERLLLEGAGSLSNRELLAVLLRTGSKEESV
                     LKLSDKILHHFDGLRMLKDATLEELVSIHGVGVAKATQLIAAFELGRRMVRLEYQNRY
                     SIRSPEDCATYMMEEMRFLQQEHFVCLYLNTKNQVIHRQTIFIGSLNSSIVHPREVFK
                     EAFRRAAASIICLHNHPSGDPAPSREDIEVTKRLVECGRIIGIEVLDHIIIGDHKFVS
                     LKEKGHI"
     gene            complement(3133181..3133756)
                     /gene="maf"
                     /locus_tag="DJ46_3361"
     CDS             complement(3133181..3133756)
                     /gene="maf"
                     /locus_tag="DJ46_3361"
                     /note="maf: septum formation protein Maf"
                     /codon_start=1
                     /transl_table=11
                     /product="septum formation protein Maf"
                     /protein_id="AIK61233.1"
                     /translation="MRKIILASGSPRRKELLELAGVPFEIIVSEVEETIGAYSSPSDI
                     VMSLALQKASAVAENNSDHIVLGADTIVTYESRILGKPSNKAEAKEMLQLLSGKTHEV
                     YTGVAIIAKDKTVTFYERTEVTFWELTEEEIDAYVASKEPLDKAGSYGIQGKGSIFVQ
                     HIQGDYYSVVGLPISRLVRELKQFNIDVTHA"
     gene            complement(3133977..3134939)
                     /locus_tag="DJ46_3362"
     CDS             complement(3133977..3134939)
                     /locus_tag="DJ46_3362"
                     /codon_start=1
                     /transl_table=11
                     /product="putative stage II sporulation protein B"
                     /protein_id="AIK61820.1"
                     /translation="MDKQSRTISVKVNGTEAKYEEKKKDEFDWMVIESERPKNVVPFQ
                     KAKVASTEKKRKKWSNTLIAIVATAIVIGTAFGMGMLQLLTGQGATGGSEVTVSKQMQ
                     NEESKVGGTAEQTQAPKEEKTKAQTGTSLNPMKFFFVQGGMYSSEEKGQAALEEWKGN
                     GGVAALKPSGDKYALVVGIASDEQGINQLMTQYKNDNVSVLKKDWDITDKALLKDDKE
                     VGAFLTKVQPLYTHLAKYASSVQASGKSNAKDIGTIEKVWKAIEKEGKSMKQEEAKKL
                     YMYTSVAVQTVKDGKSDKESLAKLNQVIIDGILSYEKIVSQKVK"
     gene            complement(3135105..3136406)
                     /gene="folC"
                     /locus_tag="DJ46_3363"
     CDS             complement(3135105..3136406)
                     /gene="folC"
                     /locus_tag="DJ46_3363"
                     /note="folC: bifunctional FolC family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional FolC family protein"
                     /protein_id="AIK66324.1"
                     /translation="MIHTYEEAIGWIHSRLKFGIKPGLERMRWMLEELGNPERHIKCV
                     HLAGTNGKGSTLTYMRYMLEDAKYKVGTFTSPYIETFNERISVNGTPIADEEITELVK
                     MVKPVVEKLDETDLGEATEFEIITVMAICYFGKVNFCDVVLFETGLGGRFDSTNVIHP
                     VLTIITNIGHDHMHILGNTLGEIAYEKAGIIKSGVPVITGVQDEEALQVIQKVAKENR
                     ANLYEMGNHFTALHKQSSENGEQFDFTCPFASFEDVRIAMKGSHQVGNAALALMAVMY
                     VKTYLSFLIEEEEIRTGLQEAYWVGRFEKLQSNPDIIIDGAHNPEGIESLVKTVESHY
                     KDKNVIVLFTALGDKQLHNMVGQLETIADEIIFTTFAFDRAISAGELASYAKKESKLV
                     FENWKEAIDTKVEMIGENDVFIITGSLYFISEVRKYIREKN"
     gene            complement(3136500..3139145)
                     /gene="valS"
                     /locus_tag="DJ46_3364"
     CDS             complement(3136500..3139145)
                     /gene="valS"
                     /locus_tag="DJ46_3364"
                     /EC_number="6.1.1.9"
                     /note="valS: valine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="valine--tRNA ligase"
                     /protein_id="AIK65572.1"
                     /translation="MSNTEKNLPTKYDHMSVEEGLYQWWLEGKYFEATGDEKKQPYTI
                     VIPPPNVTGKLHLGHAWDTTLQDILTRTKRMQGYDVLWLPGMDHAGIATQAKVEGKLR
                     EEGISRYDLGREKFLEKAWEWKEEYASHIRQQWGKVGLGLDYSRERFTLDKGLSDAVN
                     KVFVQLYEKGLIYRGEYIINWDPATRTALSDIEVIHKEVQGAFYHMNYPLTDGSGHIR
                     LATTRPETMLGDTAVAVHPEDDRYKHLIGKTVTLPIVGREIPIIADEYVEKDFGTGVV
                     KITPAHDPNDFEVGNRHDLPRILVMNEDGSMNEKAGKYNGMDRFECRKALVKDLQEAG
                     VLVEIEPHMHSVGHSERSGAVVEPYLSTQWFVKMAPLAEKAIELQQKEEEKVTFVPDR
                     FENTYLRWMENIHDWCISRQLWWGHRIPAWYHKETGEVYVGTEAPADIENWNQDNDVL
                     DTWFSSALWPFSTLGWPNEDAADFKRYYSTDALVTGYDIIFFWVSRMIFQGLEFTGER
                     PFKDVLIHGLVRDEQGRKMSKSLGNGIDPMDVIEKYGADAMRFFLSTGSAPGQDLRFS
                     MEKVESTWNFINKIWNASRFVLMNMDDMKYEEIDLTGEKSVADKWILTRLNETIESVT
                     RNMDKYEFGEAGRSLYNFIWDDFCDWYIEMAKLPLYGEDEAAKKTTRSILAYVLDQTM
                     RLLHPFMPFVTEKIWQHLPHEGESITVAAWPTVREDLQDTEAAAEMHLLVDIIRSVRN
                     IRAEVNTPMSKKVQMQIKAKDEAVLAQLTKNSSYIERFCNPSELTIQTDLQAPEKAMT
                     AIVTGAELFLPLADLINLDEERARLEKELEKFDKEVERVQKKLSNQGFVAKAPAAVIE
                     GERAKEQDYLEKREAVRQRLADLEK"
     gene            complement(3139541..3140566)
                     /gene="ysxE"
                     /locus_tag="DJ46_3365"
     CDS             complement(3139541..3140566)
                     /gene="ysxE"
                     /locus_tag="DJ46_3365"
                     /note="spore_ysxE: spore coat protein YsxE"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat protein YsxE"
                     /protein_id="AIK62651.1"
                     /translation="MDMELRNRYEPIVRQYRLDTQHMEEHGSVTKIYTNQGPYALKKI
                     EGGKLERNNFLHHIQYLKEKGFSNYVPIYHATDGNYILSDGTYNYYLMPWLERAEGNG
                     EDNDQYHKMFQTLGTLHQKTVKEETYTEEDLEKHYTNISDRWESDGEMLEEFLVESEA
                     KWYMSPFELQYCTYYHHVMRAREFATKQLNEWNDAMKEKETTRITFVHGNVSLNHFLF
                     DYERNGYFISLEKSKFATPVQDIVGFYSRSLNTYPIARSDRFEWYQMYQKNFPFTKEE
                     QLLMFAYMTYPSQFIRQIQSYKKRRERRNEENELLGVKSLQQAHWLVSNIEYFLSQLQ
                     AAQQGNG"
     gene            complement(3140629..3141612)
                     /gene="spoVID"
                     /locus_tag="DJ46_3366"
     CDS             complement(3140629..3141612)
                     /gene="spoVID"
                     /locus_tag="DJ46_3366"
                     /note="spore_VI_D: stage VI sporulation protein D"
                     /codon_start=1
                     /transl_table=11
                     /product="stage VI sporulation protein D"
                     /protein_id="AIK61163.1"
                     /translation="MATDHSLRFSLKESVWFQKGQEVEELLSISLDPDVEIEELDHEV
                     IVRGQLDLTGEYVARQDDSAYSLRDLSPAKSIDYVETREDGVNELVHSFPLEISIPRN
                     RVKVIEELYVSIEEFDYELKENGCLQLLADISITGLCDEERIEDEEEEEETAYAELEV
                     DSAQEEENRPTPHVEEPVYKESDEWEDYAFEPFQLEERKEQEVEEEEIEEHEFVEREE
                     EKETTPQFELFGRKDFKKEQAKKQEEQEEETYSQRDENALYLTKLFTKEPEEEFTKLR
                     MYFVQEGDTIESVAERYETSVQNLYRVNQTEDIYLTTGQIIYIPVSRAKAK"
     gene            complement(3141722..3143011)
                     /gene="hemL"
                     /locus_tag="DJ46_3367"
     CDS             complement(3141722..3143011)
                     /gene="hemL"
                     /locus_tag="DJ46_3367"
                     /EC_number="5.4.3.8"
                     /note="hemL: glutamate-1-semialdehyde-2,1-aminomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-1-semialdehyde-2,1-aminomutase"
                     /protein_id="AIK63433.1"
                     /translation="MRKFDKSIAAFEEAQDLMPGGVNSPVRAFKSVGMNPLFMERGKG
                     SKVYDIDGNEYIDYVLSWGPLIHGHANDRVVEALKAVAERGTSFGAPTEIENKLAKLV
                     IERVPSIEIVRMVNSGTEATMSALRLARGYTGRNKILKFIGCYHGHGDSLLIKAGSGV
                     ATLGLPDSPGVPEGVAKNTITVAYNDLESVKYAFEQFGDDIACVIVEPVAGNMGVVPP
                     QPGFLEGLREVTEQNGALLIFDEVMTGFRVAYNCGQGYYGVTPDLTCLGKVIGGGLPV
                     GAYGGKAEIMRQVAPSGPIYQAGTLSGNPLAMAAGYETLVQLTPESYVEFERKAEMLE
                     AGLRKAAEKHGIPHHINRAGSMIGIFFTDEPVINYDAAKSSNLQFFAAYYREMVEQGV
                     FLPPSQFEGLFLSTVHSDADIEATIAAAEIAMSKLKA"
     gene            complement(3143011..3144000)
                     /locus_tag="DJ46_3368"
     CDS             complement(3143011..3144000)
                     /locus_tag="DJ46_3368"
                     /codon_start=1
                     /transl_table=11
                     /product="delta-aminolevulinic acid dehydratase family
                     protein"
                     /protein_id="AIK65538.1"
                     /translation="MNSLQFNRHRRLRQSGGMRALVRETFLHTEDFIYPIFVLEGENV
                     RNEVPSMPGVYQMSLDLLQAEMQEVVDLGIRSVIVFGLPAEKDEVGSSAYCDHGIVQR
                     AIQQIKGEFPDLVVVADTCLCQFTSHGHCGVIEDGIILNDESLAVLAKTAVSQAKAGA
                     DIIAPSNMMDGFVTAIRHALDENGFGHVPVMSYAVKYSSAFYGPFRDAAHGAPQFGDR
                     KTYQMDPANRMEAFREAESDVMEGADFLIVKPALSYLDIVRDVKNNFNLPVVAYNVSG
                     EYSMIKAAAQNGWINEKEVVLEKLISMKRAGADLIITYHAKDAARWLQEGGAK"
     gene            complement(3144021..3144773)
                     /locus_tag="DJ46_3369"
     CDS             complement(3144021..3144773)
                     /locus_tag="DJ46_3369"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen-III synthase HemD family
                     protein"
                     /protein_id="AIK66015.1"
                     /translation="MNALAGKTVLITRAQHQAKQMSVAVKEKSGIPLEIPLLRMEGMF
                     HRQIQHIAGQLHSYDWVIFTSKNGVAFFLDCLGKKLPVTTKIAAVGVKTKLELEKRGY
                     HVDFVPTSFVAEAFAEEFVKRLSGNERILFPKGNLAREVIPVALREIGVSLDELIVYG
                     TKVNIEKKQELIAALKLGKVDIITFTSPSTVTSFVRLLEGTNWREWTKKCTIACIGPI
                     TEKEASLYFPHVIMPKEYTVEALLQCVCESIK"
     gene            complement(3144775..3145704)
                     /gene="hemC"
                     /locus_tag="DJ46_3370"
     CDS             complement(3144775..3145704)
                     /gene="hemC"
                     /locus_tag="DJ46_3370"
                     /EC_number="2.5.1.61"
                     /note="hemC: porphobilinogen deaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="porphobilinogen deaminase"
                     /protein_id="AIK64910.1"
                     /translation="MRKIIVGSRKSKLALTQTNWFIDQLKALGLPYEFEVKEIVTKGD
                     VILDVTLSKVGGKGLFVKEIEHALLTKEIDMAVHSMKDMPAVLPEGLMIGCTPKRVDP
                     RDAFISKSGASYKELAEGAILGTSSLRRSAQLLAARPDLQVKWIRGNIDTRLRKLKEE
                     DYDAIILATAGLQRMGWDNEVITEHLDETLCVPAVGQGALAIECREDDKDLLQLLAHI
                     NDAVTEKTVAAERVFLHKLEGGCQVPIAGYATITENDAIELTALVGSMDGSVLLKETV
                     VGTDPEKVGLEAADRLIKQGAKELILAANKGQQ"
     gene            complement(3145720..3146553)
                     /locus_tag="DJ46_3371"
     CDS             complement(3145720..3146553)
                     /locus_tag="DJ46_3371"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome C assembly family protein"
                     /protein_id="AIK65389.1"
                     /translation="MSFLNNSIIYHIAIILYACSISLYFIDYFQSNRKANRFAFWLLS
                     IVWVLHSIFMLLRATDSETNPLLTLLSGIYFYVWLLITMSLVINRFMRIDFLVFFTNV
                     VAFGVSAFSIFTPLGKMSPVLAEQLVSELVYVHVGMAIISYATFTVSFIFSIMYLLQY
                     RLLKKKKWNARLRRLGNLPKLESMSYGLNLFSVPFFLLAILLGCIWGYTKLDNFHWYD
                     TKVIGSFVVLFVYCAGLYLRAADVLQGKKIVQWNIGAFLVMLINIFLLSSLSNFHFWY
                     L"
     gene            complement(3146571..3147905)
                     /gene="hemA"
                     /locus_tag="DJ46_3372"
     CDS             complement(3146571..3147905)
                     /gene="hemA"
                     /locus_tag="DJ46_3372"
                     /EC_number="1.2.1.70"
                     /note="hemA: glutamyl-tRNA reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamyl-tRNA reductase"
                     /protein_id="AIK64004.1"
                     /translation="MHILVVSVNYRTAPVEFREKLTFQAAELERAMTTLQNQKSVLEN
                     VIVSTCNRTEIYAVVDQLHTGRYYIKKFLADWFQLEIEEVAPYLTIFEQDGAIDHLFR
                     VTCGLDSMVVGETQILGQIKDSFLEAQQVKATGTIFNELFKQVITLAKRAHSETTIGE
                     SAMSVSYAAVELGKKIFGELTDCHVLILGAGKMGELALQNLYGSGARKVTVMNRTLSK
                     AEIMAEKYMGHAKPLSELQCALLEADILISSTGASDYVITKEMMTKVEKMRSGRPLFM
                     VDIAVPRDIDPAIDELEGSFLYDIDDLQGVVEANRAERLKEAEKIQFMIEEEIVLFKT
                     WLSTLGVVPLISALRDKALAIQSETMESLERKIPNLSDRERKVISKHTKSIINQLLKD
                     PILVAKEIAAEEGADEKLALFAKIFDLEMEDVESRAEEVEHKRVWTPSVPSL"
     gene            3148321..3148773
                     /locus_tag="DJ46_3373"
     CDS             3148321..3148773
                     /locus_tag="DJ46_3373"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK66433.1"
                     /translation="MTEDSLHLDNQLCFSIYACSREVTRFYRPYLEEMGITYPQYITL
                     LVLWEQDGLTVKEIGERLFLDSGTLTPMLKRMESLNLVKRVRSKEDERKVCIELTEQG
                     KDLQDKACSLPTTMATNLGITEQEYRSLLIQLNKLIETMKTINDRKGE"
     gene            3148776..3149192
                     /locus_tag="DJ46_3374"
     CDS             3148776..3149192
                     /locus_tag="DJ46_3374"
                     /note="organ_hyd_perox: peroxiredoxin, Ohr subfamily
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="peroxiredoxin, Ohr subfamily protein"
                     /protein_id="AIK66144.1"
                     /translation="MDKLYTASVTATGGRNGKVVSDDGILNLDVKMPKALGGAGGEAT
                     NPEQLFAAGYAACFDSALQLVIRTKRVKVESTEVTAHVSIGKDTDGGFGLSAVLDVHV
                     AGVSHSEAQELVEAAHGVCPYSKATRGNIEVTLNVR"
     gene            complement(3149225..3149821)
                     /gene="ysxC"
                     /locus_tag="DJ46_3375"
     CDS             complement(3149225..3149821)
                     /gene="ysxC"
                     /locus_tag="DJ46_3375"
                     /note="GTPase_YsxC: ribosome biogenesis GTP-binding
                     protein YsxC"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome biogenesis GTP-binding protein YsxC"
                     /protein_id="AIK65141.1"
                     /translation="MKVTKADIVISAVKPEQYPDGDLPEIALAGRSNVGKSSFINKIL
                     NRKKLVRISSKPGKTQTLNFFLINEMMHFVDVPGYGYAKVSKTERAAWGKMIETYFTT
                     REQLDAAVLVVDLRHKPTNDDVMMYDFLKHYDIPTIIIATKADKIPKGKWQKHLKVVK
                     ETLDIESGDEVVLFSSETGLGKEEAWKAIHKFTKTKNA"
     gene            complement(3149818..3152148)
                     /gene="lon"
                     /locus_tag="DJ46_3376"
     CDS             complement(3149818..3152148)
                     /gene="lon"
                     /locus_tag="DJ46_3376"
                     /EC_number="3.4.21.53"
                     /note="lon: ATP-dependent protease La"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent protease La"
                     /protein_id="AIK63069.1"
                     /translation="MSSMNTNERIVPLLPLRGVLVYPTMVLHLDVGRDKSIQALEQAA
                     MDENIIFLAMQKEMNIDDPKEDDIYSVGTVAKVKQMLKLPNGTLRVLVEGLHRAEVVE
                     FIEEENVVQVSIKTVTEEVEADLEEKALMRTLLEHFEQYIKVSKKVSNETFATVADVE
                     EPGRLVDLIASHLPIKTKQKQEILEIISVKERLHTLISIIQDEQELLSLEKKIGQKVK
                     RSMERTQKEYFLREQMKAIQTELGDKEGKGGEVEELREKIEQSGMPEETMKAALKELD
                     RYEKLPASSAESGVIRNYMDWLLALPWTDATEDMIDLAHSEEILNKDHYGLEKVKERV
                     LEYLAVQKLTNSLKGPILCLVGPPGVGKTSLARSIATSLNRNFVRVSLGGVRDESEIR
                     GHRRTYVGAMPGRIIQGMKKAKSVNPVFLLDEIDKMSNDFRGDPSAALLEVLDPEQNH
                     NFSDHYIEEPYDLSKAMFVATANTLSSIPGPLLDRMEIISIAGYTELEKVHIAREHLL
                     PKQLQEHGLRKGNLQVRDEALLEIIRYYTREAGVRTLERQIAKVCRKVAKIIVTAERK
                     RIVVTEKNVVDLLGKHIFRYGQAEKTDQVGMATGLAYTAAGGDTLAIEVSVAPGKGKL
                     ILTGKLGDVMKESAQAAFSYIRSRAEELQIDPNFHEKNDIHIHVPEGAVPKDGPSAGI
                     TMATALISALTGIPVSKEVGMTGEITLRGRVLPIGGLKEKTLSAHRAGLTKIILPAEN
                     EKDLDDIPESVKENLTFVLASHLDEVLEHALVGVKQ"
     gene            complement(3152332..3154002)
                     /gene="lonB"
                     /locus_tag="DJ46_3377"
     CDS             complement(3152332..3154002)
                     /gene="lonB"
                     /locus_tag="DJ46_3377"
                     /note="spore_lonB: ATP-dependent protease LonB"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent protease LonB"
                     /protein_id="AIK63418.1"
                     /translation="MSWTNIFLLVQLVFGVIVGLYFWHLLRNQRTQKVSIDRESKKEL
                     EQLRKMREISLTEPLAEKVRPTSFLDIVGQEDGIKSLKAALCGPNPQHVIIYGPPGVG
                     KTAAARLVLEEAKRNPKSPFRTNATFIELDATTARFDERGIADPLIGSVHDPIYQGAG
                     AMGQAGIPQPKKGAVTDAHGGILFIDEIGELHPIQMNKMLKVLEDRKVFLESAYYSEE
                     NTMIPTYIHDIFQKGLPADFRLVGATTRSPEEIPPAIRSRCLEVFFRELDTEEIQKVA
                     KNAADKVEMQIGENGIEMIGMYARNGREAINLVQISAGMAINEERSFIKDEDIEWVVH
                     SSQLTPKYEKHIYPIPRIGLVNGLAVYGPNTGALLEIEVTAIKAKDKGSVNVTGIVEE
                     ESIGSQTKSIRRKSMAKGSVDNVLTVLRSLDVLPEGYDIHINFPGGIPIDGPSAGIAM
                     ATGVYSAVHHTYVNNEVAMTGEISIHGEVKPIGGVYAKIKAAKKAGAKKVIIPAENMQ
                     PFLYTIKGIEIIPVRKLKEVFELTFMQENMHRELDIHTTIDETDAQSM"
     gene            complement(3154109..3155368)
                     /gene="clpX"
                     /locus_tag="DJ46_3378"
     CDS             complement(3154109..3155368)
                     /gene="clpX"
                     /locus_tag="DJ46_3378"
                     /note="clpX: ATP-dependent Clp protease, ATP-binding
                     subunit ClpX"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp protease, ATP-binding subunit
                     ClpX"
                     /protein_id="AIK64581.1"
                     /translation="MFKFNDEKGQLKCSFCGKTQTQVRKLVAGPGVYICDECIELCTE
                     IVQEELAKDEEVEFKDVPKPVEIREILDEYVIGQDNAKKALAVAVYNHYKRINSNSKI
                     DDVELAKSNIALIGPTGSGKTLLAQTLARILNVPFAIADATSLTEAGYVGEDVENILL
                     KLIQAADYDVEKAEKGIIYIDEIDKVARKSENPSITRDVSGEGVQQALLKILEGTVAS
                     VPPQGGRKHPHQEFIQIDTTNILFICGGAFDGIEPIIKRRLGEKVIGFGSEKKNADVN
                     EKHVLSHVLPEDLLRFGLIPEFIGRLPVIANLEPLDEDALVDILTKPKNALVKQFQKL
                     LELDDVELEFEEGALIEIAKKAIERKTGARGLRSIIEGLMLEVMFELPSRKDIEKCIL
                     TKETVADNAAPKLVLQDGTVLDTKTSA"
     gene            complement(3155633..3156910)
                     /gene="tig"
                     /locus_tag="DJ46_3379"
     CDS             complement(3155633..3156910)
                     /gene="tig"
                     /locus_tag="DJ46_3379"
                     /EC_number="5.2.1.8"
                     /note="tig: trigger factor"
                     /codon_start=1
                     /transl_table=11
                     /product="trigger factor"
                     /protein_id="AIK62231.1"
                     /translation="MAAKWEKLEGNVGVLTIEVDAKEVNNSIDAAFKKVVKTINVPGF
                     RKGKMPRPLFEQRFGIESLYQDALDIILPKAYGEAIDEAGIFPVAHPEIDIEKFEKNA
                     NLIFTAKVTVKPEVKLGEYKGLAVEKVETTVTDEDVENELKSLQERQAELVVKEEGTV
                     ENGDTAVIDFEGFVDGEAFEGGKGENYSLAIGSGTFIPGFEEQVIGLKSGESKDVEVS
                     FPEEYHAAELAGKPATFKVTVHEIKTKELPELNDEFAKEADEAVATLDELKAKLRTNL
                     EEGKKHEAEHKVRDEVVELAAANAEIDIPEAMIDTELDRMVREFEQRLSQQGMNLELY
                     YQFTGTDADKLKEQMKEDAQKRVRINLVLEAIIEAENIEVTEEEVTAEVEKMAEMYGM
                     PVDAIKQALGSVDALAEDLKVRKAVDFLVENAA"
     gene            complement(3157221..3158219)
                     /locus_tag="DJ46_3380"
     CDS             complement(3157221..3158219)
                     /locus_tag="DJ46_3380"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62922.1"
                     /translation="MDKKENTVVLFPQLSARYIDEGFLALKERKFEDALRCFEILRQY
                     NAETEQTELASVICLLELKHMEEAKEKCEQLLETGAVLFGDILETYVTILVQTNDYEG
                     VIETVEKVLQTKDIMPEQKEKLAQLALFAEGMLNEVDTSLVDSNFELDEFTNEMFGEN
                     FGQKLRAIQQLSLKDLDLALPVLKKFLVDEKQHPYLKTSILYKMIENQIEEEIEVEKF
                     GNTIKVIPAFTGHNEEQSDNIIHTLSSRLEQNYPDIFDAMVTYWKELQISVFPFALLM
                     DKVEIWAAVLERIGRKRFGLTIDEEELMTAYNIELEEFHIAYQWLLRIEREGYLPV"
     gene            complement(3158417..3158665)
                     /locus_tag="DJ46_3381"
     CDS             complement(3158417..3158665)
                     /locus_tag="DJ46_3381"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65895.1"
                     /translation="MEWLFGIIGTCSVVLLFFVPSGILSSTTSLFFLSLFACTMLIIM
                     FLMKRSKPIFYFSMIVMAIIVLQIITLVIYPTIIKAFH"
     gene            complement(3158705..3158806)
                     /locus_tag="DJ46_3382"
     CDS             complement(3158705..3158806)
                     /locus_tag="DJ46_3382"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64842.1"
                     /translation="MKGLIVTGLTVAFGFVAYEKLTYVVDVVKHLIA"
     gene            3159185..3159799
                     /locus_tag="DJ46_3383"
     CDS             3159185..3159799
                     /locus_tag="DJ46_3383"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK66360.1"
                     /translation="MFKKVAADVLGLSDVGSVITPKDYDKVDADDYVMHEDGEKIYFL
                     IKSKSDEYCFTNKGLLHLDGTSATSKKRTLRRFSYSKYQIKNVALETAGTIDLDVEIK
                     FQMGNQHYSIDVHKKHIEELKDLYKALLKIEEISYDNDITLQYAHKSLDMASNAFSRI
                     SNAQVNLAEQFKEMNEIAFNWLVDTKKQYNVKDYGFVFEKFINN"
     gene            complement(3159885..3160085)
                     /locus_tag="DJ46_3384"
     CDS             complement(3159885..3160085)
                     /locus_tag="DJ46_3384"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66044.1"
                     /translation="MARSNENDLTEKLAEGHRKYGDGNFTVQNIGDETNPNWTVVKNV
                     RKGSAGIREGEDILRLRSKYIK"
     gene            complement(3160493..3160569)
                     /locus_tag="DJ46_3385"
     tRNA            complement(3160493..3160569)
                     /locus_tag="DJ46_3385"
                     /product="tRNA-Arg"
     gene            complement(3160571..3160644)
                     /locus_tag="DJ46_3386"
     tRNA            complement(3160571..3160644)
                     /locus_tag="DJ46_3386"
                     /product="tRNA-Gly"
     gene            complement(3160754..3161257)
                     /locus_tag="DJ46_3387"
     CDS             complement(3160754..3161257)
                     /locus_tag="DJ46_3387"
                     /note="yfcE: phosphodiesterase, MJ0936 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphodiesterase, family protein"
                     /protein_id="AIK65443.1"
                     /translation="MKALIVSDSHSSVKELQQLKEKYEGKVDIMIHCGDSELTPAHEE
                     LQGFHVVKGNCDYANFQDEIVTDVDGLRFVVVHGHRHNVKMTLQTLAYRAEEVGAQVA
                     CFGHSHVLGAELIDGVLFINPGSILLPRQRVEKTFAILEMDENQMEVRFETLDGQLVE
                     QAVFKRG"
     gene            complement(3161271..3161879)
                     /gene="rdgB"
                     /locus_tag="DJ46_3388"
     CDS             complement(3161271..3161879)
                     /gene="rdgB"
                     /locus_tag="DJ46_3388"
                     /codon_start=1
                     /transl_table=11
                     /product="non-canonical purine NTP pyrophosphatase,
                     RdgB/HAM1 family"
                     /protein_id="AIK61739.1"
                     /translation="MKQVVVATKNMGKVREFAELFERFDLEVKSLHDFPHIEEVEETG
                     ETFEENAILKADSLSRQLNAIVIADDSGLIVDALNGKPGVYSARFAGEPKDDQANIDK
                     VLQELNEVAFEKRKARFYCALAVAFPEGDKKPVIVNGTCEGFILEQRRGENGFGYDPI
                     FYVEEYKKAMAELSSDEKNAISHRGRALRKLEEKIPEWFLGE"
     gene            complement(3161891..3162628)
                     /gene="rph"
                     /locus_tag="DJ46_3389"
     CDS             complement(3161891..3162628)
                     /gene="rph"
                     /locus_tag="DJ46_3389"
                     /EC_number="2.7.7.56"
                     /note="RNasePH: ribonuclease PH"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease PH"
                     /protein_id="AIK61922.1"
                     /translation="MRVDGREKTELRHIHIHTNYLKHPEGSVLIEVGDTKVICSATIE
                     ERVPPFMRGEGKGWVTAEYAMIPRATEQRTIRESSKGKVTGRTMEIQRLIGRALRAVV
                     DLEALGERTVWIDCDVIQADGGTRTASITGAYVAMVLAFEKLLQAEKVSKIPVKDYLA
                     ATSVGIVEEQGVVLDLNYAEDSKADVDMNVIMTGKGQFVEVQGTGEEATFSRAQLNEL
                     LDAAEQGIFQLIDIQKEALGDIVSHIE"
     gene            complement(3162757..3163806)
                     /gene="gerM"
                     /locus_tag="DJ46_3390"
     CDS             complement(3162757..3163806)
                     /gene="gerM"
                     /locus_tag="DJ46_3390"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination protein gerM"
                     /protein_id="AIK66412.1"
                     /translation="MPKSTFKWVVGATVSAVLLTGCGFINQEKATEQIDPPKQVTYTE
                     GGKKEVFKKDKQAQTVNRELYLVDKNGYVVPQTLAIPTPKANEVIQQTLEYLVKDGPV
                     TNLLPNGFRAVIPANTSMTLDLKKDGTAVIDFSKEMKNYAKEEERQIVESIAWTLTQF
                     KEVKQVQFQINGEKLAKMPVGGTPLGDGVSRANGINFDDEQVADVTNTKPVTLYFMAQ
                     NNNKQQYYVPVTRRVVEGKENDYAAIVDELVKGPIHQSLLNDFNPGVKLITNPKLQDG
                     NLTLNFNENIFINPDKNMISNYVLKSLVLSLTEKKGVKSVSIEVNGKANLIDEKGGKL
                     IKPVDRPENVNTGSF"
     gene            complement(3163937..3164740)
                     /gene="murI"
                     /locus_tag="DJ46_3391"
     CDS             complement(3163937..3164740)
                     /gene="murI"
                     /locus_tag="DJ46_3391"
                     /EC_number="5.1.1.3"
                     /note="glut_race: glutamate racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate racemase"
                     /protein_id="AIK63686.1"
                     /translation="MNRAIGVIDSGVGGLTVAKELIRQLPKERIIYLGDTARCPYGPR
                     SREEVRQFTWEMTEHLLDLNIKMLVIACNTATAVVLEEMQKQLPIPVVGVIHPGSRTA
                     LKVTNTYHVGIIGTIGTVKSGAYEEALKSINNRVMVESLACPPFVELVESGNFESEMA
                     YEVVRETLQPLKNTDIDTLILGCTHYPILGPVIKQVMGDKVQLISSGDETAREVSTIL
                     YHSKMLNEGEEQSDHLFLTTGKIGLFKEIASKWFGQPIENVKHIHLEKE"
     gene            complement(3164957..3166282)
                     /locus_tag="DJ46_3392"
     CDS             complement(3164957..3166282)
                     /locus_tag="DJ46_3392"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK65504.1"
                     /translation="MGKDISNHSKWFVFTLCFIVLLGPVNAVLFNVALEDMAHDLSIS
                     QSKVSWVVVGYSLVVGIGSMIYGKLADRYSVKKLLIISIIIFVAGSIIGFVNQSYAIV
                     IFARLVQASGGAAFIALSMIAVAKLVAPAKKPGALAMISSSIALAVGIGPLVGGAITN
                     TLGWPYLFLFMIISVLGIFLLIKFMPGEAHHTDEVFYFDYIGAALLFVFITTVLVGVN
                     MNSWLFVLSIISLFLFTVRMKKAEHPFIDIELFSNKAFLRLITVGFIINVALCANLLL
                     LPLLLGRVHGLSPFIIGIVLFVASLFGIVSSFITGKIIPSFGNVNMIYVASVIMIVGF
                     LILGFIPNGSIVVIVLAIILTFMSYSAIQVSLNTFIPKTLHVAKVGVGLGLYNLINFF
                     GMAFGPAVASRIMESTNSYRFNFILIVMLISAHFFLLIGMSSFRKKMEH"
     gene            3166643..3167326
                     /locus_tag="DJ46_3393"
     CDS             3166643..3167326
                     /locus_tag="DJ46_3393"
                     /note="N-terminal domain of DJ-1_PfpI family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62292.1"
                     /translation="MKKKMLVVLTSVEKYPNLNRATGLWLGEAVHFVKKVEEAGYEVD
                     YVSPQGGYTPIDPHSLAMAESIDWEWYQKKEFMNRLGSTMKPSEVNPEDYAVIYYAGG
                     HGVIWDFPENKELQMISRNIYENGGIVSSVCHGAAGLFHITLSNGDRLISGKKVTGFS
                     NEEEKLAELDQFVPFLTEDELMKNGGLYEKAAEPWEAFAVEDNRVITGQNPASGGAVA
                     ELVLQHAKK"
     gene            complement(3167376..3168014)
                     /locus_tag="DJ46_3394"
     CDS             complement(3167376..3168014)
                     /locus_tag="DJ46_3394"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK62442.1"
                     /translation="MRKVACANTYINKIKPVIRKTSFSQLKIDEIAKYMDISKATLYK
                     RFSSKDEIIEAVVEDFMNYLLEGDAYNQDESMSFAERFQKTFIHSLKCVTYISDVFLQ
                     DLKEAYPHLSDQLVAAQQNRNHNLQIFFEAGMEQGYFNKMNAQLFMVQDDVMLRRIID
                     HSFCIQYDITLKKAILDFYQLKKYQLFKPEYIEAIDDSEIEKEVIAILQMIS"
     gene            complement(3168175..3168837)
                     /locus_tag="DJ46_3395"
     CDS             complement(3168175..3168837)
                     /locus_tag="DJ46_3395"
                     /note="N-terminal domain of DJ-1_PfpI family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65027.1"
                     /translation="MLKRILLVSTSAHDMNGHPTGLWLEELAAPYNLFKKAKFDVDIV
                     SIQGGRVPIDRVSIPNGIPREFKHVASLLQNTKSISTVHFSDYDAVLFGGGHGAIVDF
                     PGNPYVANLIVNMYNNNRIVAAVCHGVSSLVGVKNKDGSFFSAGKRITGYTNDEEKAV
                     HLEKRVPFLLESKLKEEGALFYVAPNFTPHVVVDGRLITGQNPQSSMEIGKAIRRAVN
                     KV"
     gene            complement(3168992..3169279)
                     /locus_tag="DJ46_3396"
     CDS             complement(3168992..3169279)
                     /locus_tag="DJ46_3396"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65685.1"
                     /translation="MKLYFKDMEIGEIKDVFGDMPWMYGTIRLFENSKPFQKYFREMV
                     DEDSIFDFESIDPEFLYEENWSIFDEDAQRYLGIDIPAIHMEDTTIAWRWR"
     gene            complement(3169454..3169678)
                     /gene="gerE"
                     /locus_tag="DJ46_3397"
     CDS             complement(3169454..3169678)
                     /gene="gerE"
                     /locus_tag="DJ46_3397"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination protein gerE"
                     /protein_id="AIK62297.1"
                     /translation="MKEKAYQSKPLLTKREREVFELLVQDKTTKEIAGELFISEKTVR
                     NHISNAMQKLGVKGRSQAVVELLRMGELEL"
     gene            complement(3169844..3171130)
                     /locus_tag="DJ46_3398"
     CDS             complement(3169844..3171130)
                     /locus_tag="DJ46_3398"
                     /codon_start=1
                     /transl_table=11
                     /product="permease family protein"
                     /protein_id="AIK61288.1"
                     /translation="MDNQHNQNHIMGTLQWFIFLLANSIALPIVVGGLFHLTTEEIFY
                     LMQRTFFVVGISSFLQGWLGHRLPIADGPAGSWVGVFTVLAYATAGQDQLHSTLQILE
                     LGMIISGVILIGLGVTGFIGRILFLFTPIVTGTFLLLLCLQLSGVFLKGMLGITATAS
                     QIDGFTAIIAFSIFLFVIILSNFGKGFVKSYAVLIGLISGWILFLIAGKVTISSQVTH
                     FVQLPQIFAWGLPKWNTGMAVSSFVMVCILVSNTVAAIIAINQATIQKGTIEQKQLKD
                     GTWVGGISHIISSVFSTVGVVPLPATAGFIRLTKQKYIRSFLLACMLLVVMSLFPSII
                     RYLASLPSAVASAVLMASFVQLIGIGLNNIKQVELNERNVTILGVAVLFGSGVMFLPS
                     GALQSLPSVMQYIFGNGLFVGTVVSILLEQIWRIGK"
     gene            complement(3171179..3172078)
                     /locus_tag="DJ46_3399"
     CDS             complement(3171179..3172078)
                     /locus_tag="DJ46_3399"
                     /codon_start=1
                     /transl_table=11
                     /product="UAA transporter family protein"
                     /protein_id="AIK62133.1"
                     /translation="MTRTYILLFICVVVWGSNFIFGAILVNTFHPVLLTTLRLLFINL
                     FFLAYAIMCKKDLYIEKSEMKSVLLIGIIGVAINQWSFYEGLQTADPTTAALILALTP
                     VMTSILAVFILNEPLTAKLVIGGGIATFGVFFVIGVGQRFVFSEGLIWIFITMLSFSL
                     SIVLIRKLGNRDDMFFITFFSSIFGFLIMLPFLAFTFSHITLKYSIESWSLLIVTAIL
                     MHGICTLVWNNQLRKAQASTAAMFLNLEPFVTMVVGYIILQKSVTAIQIIGAVFIVCG
                     VYTATFGYGKKSKGQKELFRKAT"
     gene            complement(3172172..3173416)
                     /locus_tag="DJ46_3400"
     CDS             complement(3172172..3173416)
                     /locus_tag="DJ46_3400"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK62862.1"
                     /translation="MQNAYWLTNVRLETGYKFNNEVVTGTETALHHLLIQDGKIEKIV
                     LADVPLQTEYETKDAKELLVLPSFVENHFHLDKTKLGGPWEACTPVKNIIERLELEQQ
                     ELPILAQTTGERAELLLRNILNAGSTHIRTHVNIDPYIGLKNLESVRQTLENMKDAFT
                     YEIVAFPQHGLLRTEAHSLMREAMKMGATLVGGVDPATVDNNIEKSLFDMMEIAVEAN
                     ADVDLHLHDAGHLGIYTIKKLAQYTEEASWDGRVAVSHAFSLGDVSKEEGADMADLLA
                     ERGMSIITTVPINRNMPPVPLLTEKGVPISLGCDSMFDSWGPFGNADIFERVGRLAEK
                     YRWMDEKSLASSLAYITGGKTPLDQEGNQVWPKVGDKADFVFLQATCSAEAIARRAKR
                     PAVMRDGKIVAGSLQHVQGVLI"
     gene            complement(3173430..3174680)
                     /locus_tag="DJ46_3401"
     CDS             complement(3173430..3174680)
                     /locus_tag="DJ46_3401"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK63712.1"
                     /translation="MSVKSQYWLTNVKLECGYVYEESRITSTETEICSLFIEDGKITN
                     ILPGIVSEQDGEVVNANGLLALPAFEEMHIHIDKTYYGGPWKACTPVKSIFTRIHEEQ
                     TILPKQLETAKSRAEKMLQLLLENGATNIRTHCNIDPVIGLGNLEATIAALETYKDKL
                     SAKIVAFPQHGLLRSNSVGLVKDAMRMGAHLVGGVDPATVDGNIEKSLNTIMDIAVEF
                     DSDIDIHLHDADQLGTFTMKRLAALTEEAGWQGRVTISHALGLGDVSVEEAGEMAERL
                     AALGIDITSTVPVSRHVIPVPLLNRKGVKVSLGNDSITDHWSPFGTGDMLQKANCLAE
                     RFRWIDERSLGKALQFITGGKSILDDQGNRQWPKIGDEANIVFTEASCSAEVVARQTE
                     RCAVLYKGNVVAGSLEKTAINNLV"
     gene            complement(3174790..3176355)
                     /locus_tag="DJ46_3402"
     CDS             complement(3174790..3176355)
                     /locus_tag="DJ46_3402"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK61880.1"
                     /translation="MRFKRGLVSCFIAILCLSVFLAGCSSNAKTGNEGSGSKGTKEGG
                     VLTIARLSDADNLDPHFITNIPSASVVYHKVYENLVQRDKNMDFKPMLAKEWKQIDDL
                     NWEFKLQQGVTFQDGAPFNAEAVKKNFERVLDPKVGSNRATVYSMIQEIKVIDEYTVQ
                     FILKYPYSPLLSIFASNEGSILSPKAIDEKGKGLAQHPVGTGPYTFKSWKPGEEIRLE
                     KNKNYWGEKAKVDEVVFKVVPEDATRIGMIETSEAHIAENLPVTEVERVKNSPSMELI
                     ENEGLGVEYIGFNVEKKPFDNPLVRQAIAHAIETKGILKGVYNNVGTEINSVMTPKVF
                     GYTKDVKGYKYDINTAKKLLADAGYPNGFKTTIWTNDSKVRMALVEVIQSQLKGIGVD
                     VEIKVMEYGAFLAATNKSEHAMFVGGWGNATGDGDYNQYNLFHSSSHGATGNQFFYSN
                     PEVDKLIEEARKEKDETKRKELYKQLQEIELKDALLVPIRGINHIAATTKNIKGFWID
                     PSGYLRLEGVELQ"
     gene            3176683..3177582
                     /locus_tag="DJ46_3403"
     CDS             3176683..3177582
                     /locus_tag="DJ46_3403"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63147.1"
                     /translation="MEVRLSKEENTSLQTIQTKNTSKWIMSYRKLKRNKMAFIGGIIV
                     LFYIVIAIFAPLLAPYNPFDIQLVNKLQPPSMEHWMGTDDKGRDILSRLLHGTRLSLL
                     VGFSSVFIGALFGIILGIISGYYGGWFDTVIMRIIDIMLAFPGILLALAIVGALGPSL
                     VNVIIAIGFFSIPMFARIVRASTLTVKKLEYIDAIRALGANDFTIIMKHIFPNILSPI
                     IVQATLRLATAILSAAGLSFLGLGAQPPSPEWGAMLSNGRDFLFTAPHIAMFPGIAMS
                     TLVIGLNMFGDGLRDALDPRLKK"
     gene            3177598..3178518
                     /gene="gsiC"
                     /locus_tag="DJ46_3404"
     CDS             3177598..3178518
                     /gene="gsiC"
                     /locus_tag="DJ46_3404"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione transport system permease protein
                     gsiC"
                     /protein_id="AIK65397.1"
                     /translation="MLMFIFRRILQLIPVLFGVVFVVFLIRQMVPGDPALLIAGEGAS
                     KETVEQIRHQLGLDKPFIMQYFSYIGNILQGDFGVSIRSNRPVLDEVLIRLPITIELA
                     LCSIVITVVIGMIAGIISATKQYSWTDVSIMIIALLGVSLPSFWFGLMLIFYFSVQIQ
                     IFPVSGWGTWMHMVLPALTLGASGAAIVARMTRSSMLDVIRQDYIRTARAKGVKERVV
                     IYKHALRNALIPVITVVGLQFGALLGGTVLVESVFAINGLGRLIVDAIRMRDLPMLQG
                     GVLIASVIFVLVNLIVDILYRYFNKRIELN"
     gene            3178533..3179549
                     /locus_tag="DJ46_3405"
     CDS             3178533..3179549
                     /locus_tag="DJ46_3405"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61066.1"
                     /translation="MNKKEEVLQVKDLKTHFFTDEGVSKAVDGLNFSISKGETLGIVG
                     ESGCGKSITSLSIMRLIDRESGSKVEGNILFKGKDLLQQNESEMRAIRGNQISMIFQE
                     PMTSLNPVYSVGEQIAEAIRIHQKLSKKEAWNKAVDMLKLVGIPSPEKRAKQEPHELS
                     GGMRQRIMIAMALACNPDLLIADEPTTALDVTIQAQILSLMKSLQKQLGMGIIMITHD
                     LGVVSETCDRVAVMYAGKIVEYADIEHIFTSPKHPYTIGLLQSLPSLDTDQEELQTIP
                     GSVPSPYHMPSGCRFADRCTHAKELCHNTLPELQLTQDGSEVRCWMFTDLWDKSSSEK
                     LEVL"
     gene            3179551..3180537
                     /locus_tag="DJ46_3406"
     CDS             3179551..3180537
                     /locus_tag="DJ46_3406"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61589.1"
                     /translation="MSTTTQINKRDLLQVQNLKQYFPIKKGILGRSISYIKAVDDISF
                     TVYEKETVSIVGESGCGKSTTGRAILRLDEATSGKIIFQDKDLLALNNSAMRKVRKDL
                     QVIFQDPFASLNPRQTVGSILEEAMSIQNVCPKGERKAKVIELLGKVGLPPDAVKRYP
                     HEFSGGQRQRIGIARALAVNPKLIICDEAVSALDVSVQAQVLNLLKQLQQQYGLTYLF
                     ISHDLAVVRHISDRIIVMYLGTIVEIADKHSLFNNPQHPYTKALLSAIPTISAGTKKE
                     RIELKGDLPSPLNPPTGCRFHTRCPYAIEKCATQQPSFQSISKDHKVACHII"
     gene            3180607..3181128
                     /locus_tag="DJ46_3407"
     CDS             3180607..3181128
                     /locus_tag="DJ46_3407"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase family protein"
                     /protein_id="AIK65150.1"
                     /translation="MLTYEAFAVLITILVLAPIFGAIILLCLFIFEKRIDLLESEKKK
                     IALERELQQSLYHQLTQQIQPHFLFNTLNTILSLARLQRTDEVVRSLEIFSLFLKGKY
                     KTTDLLIPISEELAYTNYYIEIQKMRFRSRLSVSINSSEDLHNAHIPPFVIQTLVENS
                     FKHGLEKKLVKQF"
     gene            3181376..3182071
                     /locus_tag="DJ46_3408"
     CDS             3181376..3182071
                     /locus_tag="DJ46_3408"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK63805.1"
                     /translation="MNVLLVDDEPLELEQLEFLIHRQFPNWTLHLALDAAEALSINEK
                     FSIHLALLDIHLPGISGLQLGEKFKNNNANLDIIIVTAYQNFDYAKQSIRLGVIDYIT
                     KPIIEKELIDVLQKYKGDSNIISYSRIIQDTLDIIHETFSDKLHLADIAAKVHTNPTY
                     LSRRFHEEVGVSFSGYIMQYRIEMSQKYLTEHPHWCISQISERSGFNSQHYFSTVFRK
                     MTGMTPKEYRGEG"
     gene            3182075..3182830
                     /locus_tag="DJ46_3409"
     CDS             3182075..3182830
                     /locus_tag="DJ46_3409"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63313.1"
                     /translation="MTKNNTVFTSLQLGIGTGTVLLLSKWVASISTLALPESIINYGL
                     LAGILYAMIGPFTLILLGILIKKIRSTFPKGESIHDYLSYKLSHKGYIIVCSFLVLLS
                     IESMFIQTKVASILLNVFFHIPYTLGSFLFITLCTIFVMLSNAKLFTKMAIMQTVLMF
                     STMIIIPIYFFVQDGITHVYDGIRLYHPYLLFYENINGIYFLSAGILIETGRVLISPA
                     SWDKAFRIHPKKSFQLFYYQGLYGLPSLWRSLL"
     gene            3182812..3183378
                     /locus_tag="DJ46_3410"
     CDS             3182812..3183378
                     /locus_tag="DJ46_3410"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63191.1"
                     /translation="MAFASLIMIVIFSGSLDHLYDLLAQLPKKIEFTILFYLLVIGSL
                     SAIASSFISWMHGFTKLIQDVIPMIRTKMNPKLHATHFIAIAIGFLAFFITITTNYTI
                     LEIIFFFGIFYTSLIITILFIIFSKQKISIIIPLISIIGALTGYAVYFLIDPLTSIWS
                     SITVTLSLSIFYTFSHWIHQQSKYKMKL"
     gene            3183608..3183793
                     /locus_tag="DJ46_3411"
     CDS             3183608..3183793
                     /locus_tag="DJ46_3411"
                     /codon_start=1
                     /transl_table=11
                     /product="pspC domain protein"
                     /protein_id="AIK63177.1"
                     /translation="MSKKLYKSETDKMLFGVCGGLGEYFDISSTLIRILWVIAILCFG
                     TGFLVYFICLLLMPRSY"
     gene            complement(3183859..3184431)
                     /locus_tag="DJ46_3412"
     CDS             complement(3183859..3184431)
                     /locus_tag="DJ46_3412"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK62591.1"
                     /translation="MKEYEDMQTKEVIQQVGQLLRQIRNEQKLSLEELAQKTGVSKLT
                     LGKIERGETNPTLAVIWKITKGLSIPLSRLMVVGEPVAVARCGEGFAVDVGQAWHLET
                     MFRYTKETGMEMHRACLRANSIYEPEAHHEGAIELVTVMKGKVSIQVESDVYELNEFD
                     SIQFEANKKHSYKNEEDEVAVLHLTMKYSS"
     gene            3184532..3185497
                     /locus_tag="DJ46_3413"
     CDS             3184532..3185497
                     /locus_tag="DJ46_3413"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance efflux transporter family
                     protein"
                     /protein_id="AIK61471.1"
                     /translation="MRAILLGLLSSAFFSATFIINRAMNVSGTSWAWTASFRFLFALP
                     ILFLIVLFRKNLRELWEELKKHPLAWIGWGSVAGIGFYSLLSFAAVFSPAWLVAGTWQ
                     VTILAGLLLSPLFFVKIETKSGTKLVRGKIPLRSLYVALFILLGVICMQATAAGHITI
                     TQFISGFLPVVLAAFLYPFGNRKMMELVGGRLDTFQRVLGMAIGSLPITILLGIYGFS
                     TTGIPTSSQMLQGFLLALCSGVIATMTFFFATDLAKDNLALLGAVEATQAGTMVFTML
                     GEIVFLNGSFPGGLSLLGMIIIMLGMVANSILNRSVPVVKQKKTA"
     gene            3185641..3186306
                     /locus_tag="DJ46_3414"
     CDS             3185641..3186306
                     /locus_tag="DJ46_3414"
                     /codon_start=1
                     /transl_table=11
                     /product="major intrinsic family protein"
                     /protein_id="AIK63934.1"
                     /translation="MLKKAIAEFIGTFVLVLFGTGVAVIGGGIEGIGTLGIAMAFGLS
                     IVAMAYSIGTISGCHINPAVSVAMFINKRMNAMELCYYVLAQILGGLLGAATLVTILQ
                     SAKTPLDNLGQNGFGTLGLSGAFLVEFILTFVFILVIVAETGKKGSSSLAGLVIGFTL
                     VLVHLLGIPLTGTSVNPARSIAPALFVGGEALSQLWVFIVAPILGGIVAAIVGKFILN
                     TEK"
     gene            complement(3186366..3186797)
                     /locus_tag="DJ46_3415"
     CDS             complement(3186366..3186797)
                     /locus_tag="DJ46_3415"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator family protein"
                     /protein_id="AIK64108.1"
                     /translation="MGISSRFTVGVHMLTLLAIDRNSRCTSEWIAGSVNTNPVVIRRI
                     TGMLKRAGLVDVQAGKGGTTLARDLEEITLLDVYKAVEVVEEGQLFSFHENPNIECPV
                     GANIQSVLEIILMQAQEAMENVLANVTVDQLVTNLKSKMKE"
     gene            complement(3186916..3188136)
                     /locus_tag="DJ46_3416"
     CDS             complement(3186916..3188136)
                     /locus_tag="DJ46_3416"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK62489.1"
                     /translation="MRKFSHVFSFYFREAFLSKKSLITSAILFLIVFGLFAFNHFTAD
                     NDKGKDKFAVVTESDTYKVQESDVTKLLPSAKVTVENKDKFNELRKQVEDGDLDGLFR
                     ITEKNGIPEVTYMYSGFPSQSTATLMASYLKEQYTAVMIEKNNVSAEVAKQLQMEIPL
                     KQEAVKDHASSFGIGYVFSFALYMFIVIFGAAIGTTVASEKSSRVMELMLPKVKPLTM
                     LHAKILAIVSSALLLLVIASFGFVVPNLLGWVDLENASLIGLTLDFSKLDAIVISMFF
                     VYFVTGYLLYAMLYAAVGAVVSKIEDVQSLSFPITMLGMAAFFISLKSLFDPNSTLAI
                     VSSYIPFFTPMVTFSRLVSGEAGTVEIIVTLVILLVTIVIVNMLTSRIYVNGVMNYSD
                     KVKFKDLAKFIKRQ"
     gene            complement(3188139..3189023)
                     /locus_tag="DJ46_3417"
     CDS             complement(3188139..3189023)
                     /locus_tag="DJ46_3417"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62250.1"
                     /translation="MSLQIQNLTKQFGESKAVNSLQISLPKGEVLGLLGRNGAGKTTT
                     IKMLLGLLTPNEGSITWDGKTFGTSGVTIGYLPEERGLYTKSRVIDQLRYFGRLEGMA
                     KKEVDLAIDHWLDRLAIPEYKFKTAGELSKGNQQKIQLIAALLHNPELLILDEPFSGL
                     DPVNAGMLASIIEEQVQSGKTIILSSHRMEQVEAFCQHVCILKKGEAVVKGQLSDIKK
                     EYGFRNLTIEDTEENEKGLQAIHVSYEKQQGLLYVKVQDDAEALNILQQLQEQGVTLR
                     QFKMLEPTLNEIFVERAK"
     gene            3189367..3190194
                     /locus_tag="DJ46_3418"
     CDS             3189367..3190194
                     /locus_tag="DJ46_3418"
                     /note="lipo_e_P4: 5'-nucleotidase, lipoprotein e(P4)
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="5'-nucleotidase, lipoprotein e(P4) family"
                     /protein_id="AIK64143.1"
                     /translation="MKMKRGITTLLSVAVLSTSLVACSGTTEKTVAKEEKVKLTDQQL
                     MADLWYQTAGEMKALYYQGYNTGQLKLDAALAKGTEKKPAIVLDLDETVLDNSPHQAM
                     SVKTGKGYPYKWDDWINKAEAEALPGSIDFLKYTESKGVDIYYISNRKTNQLDATIKN
                     LERVGAPQATKEHILLQDPKEKGKEKRRELVSQTHDIVLFFGDNLSDFTGFDGKSVKD
                     RNQAVTDSKAQFGEKFIIFPNPMYGDWEGALYDYNFKKSDAEKDKIRHDNLKSFDAK"
     gene            complement(3190219..3190680)
                     /locus_tag="DJ46_3419"
     CDS             complement(3190219..3190680)
                     /locus_tag="DJ46_3419"
                     /codon_start=1
                     /transl_table=11
                     /product="ompA family protein"
                     /protein_id="AIK63536.1"
                     /translation="MKALQKKIDQYINEKQLSSSFQTKLTEKGLMVTILENVLFDSGK
                     ADVKLESLGIAKEMSSLLVSASPREITVSGHTDNVPIANAQFASNWELSTQRAVNFMQ
                     VLLQNKELQPEKFSAIGYGEYRSIAPNDTQEGKAKNRRVEVFILPLTEKVK"
     gene            complement(3190677..3191006)
                     /locus_tag="DJ46_3420"
     CDS             complement(3190677..3191006)
                     /locus_tag="DJ46_3420"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane MotB of proton-channel complex
                     MotA/MotB family protein"
                     /protein_id="AIK62738.1"
                     /translation="MRSKKNRRGKKKKHEEHIDETWLIPYSDMLTLLFALFIVLFAMS
                     SIDAAKFKQMAVAFRSELAGGTGNKEFLSDQKPNDEKELSASSLETEQAKKQEEAREK
                     EKKKWMN"
     gene            complement(3190996..3191790)
                     /locus_tag="DJ46_3421"
     CDS             complement(3190996..3191790)
                     /locus_tag="DJ46_3421"
                     /codon_start=1
                     /transl_table=11
                     /product="motA/TolQ/ExbB proton channel family protein"
                     /protein_id="AIK62046.1"
                     /translation="MDFATIIGLILGFVAVVVGMVVKGADVTSLLNPAAALIIFIGTL
                     AAVCIAFPMNQLKRVPKLFKVLFGSNKKDLSYEQLLELFVHWTSESRKYGILSLEQQL
                     DKIQDEFLLRGMKFVIDGVSAEDLEQILEAELEAIEERHAKGAAIFSQAGTYAPTLGV
                     LGAVIGLVAALGNLTDIEKLGHAISGAFIATIFGIFSGYVLWHPFANKLKQKSAAEIE
                     KKRLIIDCLLMLQEGTYPFIMKNRILGSLSATERKKLEKGAEKNAE"
     gene            3192055..3192834
                     /locus_tag="DJ46_3422"
     CDS             3192055..3192834
                     /locus_tag="DJ46_3422"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK64334.1"
                     /translation="MKKIIIISAATIVIGITSFAYFGSKSPLQNEARAVESQQHSNHQ
                     KEEIPAFPKADHNAKKLDNDFSVVTNPDSNLVLVNKHRKLPDGYTPEDLTRPNVPFTS
                     PKDKEKTLLRKDAADALENMFEAAKKEGLELTAVSGYRSYKRQKSLHDTYVRRQGKAE
                     ADSVSAIPGTSEHQTGLAMDISSKSAKFQLEPIFGETAEGKWVAKHAHEFGFVIRYLE
                     DKTETTEYSYEPWHLRYVGNPYATYIYKHHLTLEEAMEDKK"
     gene            complement(3192871..3193317)
                     /locus_tag="DJ46_3423"
     CDS             complement(3192871..3193317)
                     /locus_tag="DJ46_3423"
                     /codon_start=1
                     /transl_table=11
                     /product="thioesterase superfamily protein"
                     /protein_id="AIK61275.1"
                     /translation="MKRISYIEDFEQWESGFSFYNSVKVRFGEVDMFGHVNNVVAFTY
                     FEEARIALFKELGFMQEWTHESSETMIVVADLQCNFIKQIYFDEQLKVYVKAGSVGNS
                     SLDLHYMVKNAEGEVCLVGRGMMVQASKKTGRGEPWPEEWKKKLLQ"
     gene            complement(3193419..3194180)
                     /locus_tag="DJ46_3424"
     CDS             complement(3193419..3194180)
                     /locus_tag="DJ46_3424"
                     /note="dhsB: succinate dehydrogenase and fumarate
                     reductase iron-sulfur family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase and fumarate reductase
                     iron-sulfur family protein"
                     /protein_id="AIK66113.1"
                     /translation="MSEKTIRLIITRQDGPDAQAFDQEFEIPYRPNMNIISALMEIRR
                     NPVDSKGNQTTPIAWDMNCLEEVCGACSMVINGKPRQSCTALIDQLEQPIRLKPMKTF
                     PVVRDLQVDRSRMFNALKRVKAWIPIDGTYDLGPGPRMPEKKRQWAYELSKCMTCGVC
                     LESCPNVNSKSDFIGPAPLSQARLFNSHPTGEMHKADRLRAIMGDGGLANCGNSQNCV
                     QSCPKGIPLTTSIAALNRDTTIQSFKDFFGSDNNY"
     gene            complement(3194173..3195966)
                     /gene="sdhA"
                     /locus_tag="DJ46_3425"
     CDS             complement(3194173..3195966)
                     /gene="sdhA"
                     /locus_tag="DJ46_3425"
                     /note="sdhA_Bsu: succinate dehydrogenase/fumarate
                     reductase, flavoprotein subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase/fumarate reductase,
                     flavoprotein subunit"
                     /protein_id="AIK66022.1"
                     /translation="MKGKLIVVGGGLAGLMATIKAAEAGVNVELFSLVPVKRSHSVCA
                     QGGINGAVNTKGEGDSPWIHFDDTIYGGDFLANQPPVKAMCEAAPGIIHLMDRMGVMF
                     NRTEEGLLDFRRFGGTQHHRTAFAGATTGQQLLYALDEQVRRHEVAGLVTKYEGWDFL
                     RAVVDDEGVCRGIVAQDLQTMEIKSFGADAVIMATGGPGIIFGKSTNSIINTGTAASA
                     VYQQGAYYANGEFIQIHPTAIPGDDKLRLMSESARGEGGRVWTYKDGKPWYFLEEKYP
                     AYGNLVPRDIATREIFDVCVEQKLGINGENMVYLDLSHKDPKELDIKLGGIIEIYEKF
                     TGDDPRKLPMKIFPAVHYSMGGLWVDYKQMTNIPGLFAAGECDYSMHGGNRLGANSLL
                     SAIYGGMVAGPNAIEYMKGLSKSSDAVSSTVYEQNELIETEKFNNILTLDGNENAYVL
                     HKELGEWMTDNVTVVRENKKLLETDAKIEELMARYKRININDTARWSNQGASFTRQLA
                     NMFELARVITIGAYNRNESRGAHYKPEFPNRDDANFLKTTMAKFEGEGNAPAFHYEDV
                     DISLIKPRKRDYSSKHDVAAKGEEKGDKQHV"
     gene            complement(3195980..3196606)
                     /gene="sdhC"
                     /locus_tag="DJ46_3426"
     CDS             complement(3195980..3196606)
                     /gene="sdhC"
                     /locus_tag="DJ46_3426"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase cytochrome b558 subunit"
                     /protein_id="AIK61323.1"
                     /translation="MKGREYTFRKWHSLMGVIPVGVFLTQHLIVNNFATRGAEAFNKA
                     AGFMELLPFRYALEIFIIFLPILYHAIYGLYIAFTAKNNAVSYGYFRNWMFVFQRISG
                     IVTLIFIAWHVWETRIQAMLGKEVNYDMMADILNNPAMFAFYLVGVVSTIFHFANGLW
                     TFCISWGITVSPRSQRISTYVTLAIFLGLSYVGVSALLAFIDPQLANQ"
     gene            3196908..3197357
                     /locus_tag="DJ46_3427"
     CDS             3196908..3197357
                     /locus_tag="DJ46_3427"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63724.1"
                     /translation="MSKNTIDTTSLEDVSLNAFAYELLREELLPDLIGNDLDGILYWS
                     GRNLARKYPLETIEEVIQFFEKAGWGTLSIIEHKRREMQFQLKGTLIAERQKQKRHSS
                     YQLEAGFIAEQIQKQRNVVAESYEEKKKRSDSITFLVKWDIKDLIEV"
     gene            complement(3197472..3199256)
                     /gene="uvrC"
                     /locus_tag="DJ46_3428"
     CDS             complement(3197472..3199256)
                     /gene="uvrC"
                     /locus_tag="DJ46_3428"
                     /note="uvrC: excinuclease ABC subunit C"
                     /codon_start=1
                     /transl_table=11
                     /product="excinuclease ABC subunit C"
                     /protein_id="AIK66205.1"
                     /translation="MHEHLKEKLAILPDQPGCYLMKDRQGTVIYVGKAKVLKNRVRSY
                     FTGSHDGKTLRLVGEIVDFEYIVTSSNLEALILELNLIKKHDPKYNIQLKDDKTYPFI
                     KITAEKQPRLLITRNVKKDKGKYFGPYPNAQSAHETKKLLDRMYPLRKCSNMPDKVCL
                     YYHMGQCLAPCVKEVTEEQNKEIVDEIIKFLNGGHKEVRSELETKMYEASEKLEFERA
                     KELRDQIAHIDAIMEKQKMIMSDLVDRDVFGYAVDKGWMCVQVFFVRKGKLIERDVSM
                     FPIYDEPEEGFLTFIGQFYENSSHFKPKEIVVPGSIDSELVERFLEVEATQPKRGKKK
                     DLVELANKNAKIALEEKFYLIERDEERTIKAVENLGKQLGIETPYRIEAFDNSNIQGT
                     NPVSAMIAFIDGKPAKKEYRKYKIKTVQGPDDYESMREVVRRRYTRALKEGLPLPDLI
                     IIDGGKGHLAAASDVLENELGLYIPMAGLVKDDKHKTSHLIIGDPPEPVMLERNSQEF
                     YLLQRVQDEVHRFAITFHRQLHGKSVIQSALDDIPGIGDKRKKVLLKHFGSLKKMKEA
                     SIEEFVEAGMPKNVAETIYTYLTDKKTL"
     gene            complement(3199405..3199719)
                     /gene="trxA"
                     /locus_tag="DJ46_3429"
     CDS             complement(3199405..3199719)
                     /gene="trxA"
                     /locus_tag="DJ46_3429"
                     /note="thioredoxin: thioredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin"
                     /protein_id="AIK64772.1"
                     /translation="MAIVNANDQSFAAETSEGVVLLDFWAPWCGPCKMIAPVLEEIDA
                     ELGEKVKVVKVDVDENQETARQFEVMSIPALFVLKDGKVVDQALGYKPKEALVELVSK
                     HF"
     gene            complement(3199931..3200908)
                     /locus_tag="DJ46_3430"
     CDS             complement(3199931..3200908)
                     /locus_tag="DJ46_3430"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transfer flavoFAD-binding domain
                     protein"
                     /protein_id="AIK64964.1"
                     /translation="MARKVLVMGEVRDGSLRNVSFEAVAAAKTIAEGGEVVGLLVGDS
                     VASFANELIHYGADRVVTVENDKLKSYTSDGYAQAFLAVYAEENPEGIVFGHTALGKD
                     LSPKLAAKLEAGLVSDVTALEVEGGNVIFTRPIYSGKAFEKKIVTDGILFATVRPNNI
                     ATLEKDESRSGDVSSITVDVKDLRTIIQDVVRKTAEGVDLSEAKVIIAGGRGVKSEDG
                     FKPLKELADVLGGAVGASRGACDAEYCDYSLQIGQTGKVVTPDLYIACGISGAIQHLA
                     GMSNSKIIVAINKDPEASIFKVADYGIVGDLFEVVPLLTEEFKKLKVHS"
     gene            complement(3200945..3201718)
                     /locus_tag="DJ46_3431"
     CDS             complement(3200945..3201718)
                     /locus_tag="DJ46_3431"
                     /codon_start=1
                     /transl_table=11
                     /product="electron transfer flavodomain protein"
                     /protein_id="AIK61901.1"
                     /translation="MNIYVLMKRTFDTEEKIVIKNGAIYDGEAEFIINPYDEYAIEEA
                     IQVRDAQGGEVTVVTVGGEDSEKELRTALAMGCDKAVLINIEDDVENGDQFTTAKVLA
                     EYLKDKDADLILGGNVAIDGASGQVGPRVAEALNIPYVTTITKLEIDGTNVKIERDVE
                     GDTEVVETSLPVLVTAQQGLNEPRYPSLPGIMKAKKKPLEELELDDLDLEEDDVEAKT
                     KTIEIYLPPKKDAGKVLQGELQDQVKELVSLLHTEAKVI"
     gene            complement(3201797..3202573)
                     /locus_tag="DJ46_3432"
     CDS             complement(3201797..3202573)
                     /locus_tag="DJ46_3432"
                     /EC_number="4.2.1.116"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxypropionyl-coenzyme A dehydratase"
                     /protein_id="AIK61451.1"
                     /translation="MLKFLSVRVEDHIAVATLNHAPANAMSSQVMHDVTELIDQVEKD
                     DNIRVVVIHGEGRFFSAGADIKEFTSVTEAKQATELAQLGQVTFERVEKCSKPVIAAI
                     HGAALGGGLEFAMSCHMRFATESAKLGLPELTLGLIPGFAGTQRLPRYVGKAKACEMM
                     LTSTPITGAEALKWGLVNGVFAEETFLDDTLKVAKQIAGKSPATARAVLELLQTTKSS
                     HYYEGVQREAQIFGEVFTSEDGREGVAAFLEKRKPSFSGR"
     gene            complement(3202585..3203172)
                     /gene="fadR"
                     /locus_tag="DJ46_3433"
     CDS             complement(3202585..3203172)
                     /gene="fadR"
                     /locus_tag="DJ46_3433"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty acid metabolism regulator protein"
                     /protein_id="AIK66094.1"
                     /translation="MKKNRPKYNQIIDAAVIVIAENGYHQAQVSKIAKQAGVADGTIY
                     LYFKNKEDILISLFQEKMGEFVETIRQKTAGIESAVSKLFMLVETHFLLLSQNDPLAI
                     VTQLELRQSNQDLRLKINEVLKGYLQVIDEILETGIKQGEFQADLNVRVARQMIFGTV
                     DEVVTNWVMSDHKYDLVALSKTVHGLLIAACGYRQ"
     gene            complement(3203278..3204963)
                     /locus_tag="DJ46_3434"
     CDS             complement(3203278..3204963)
                     /locus_tag="DJ46_3434"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK62380.1"
                     /translation="MEKPWLKSYPEEIPSTISYDIQPLHKYVEQMASRYPEKKALHFL
                     GKDITFSVFHDKVKRFANYLQKLGVGKGDRVAIMLPNCPQAVIGYYGTLLAGGIVVQT
                     NPLYTERELEYQLHDSGAKVILCLDLVFPRVTNVQSATKIEHVIVTRIADFLPFPKNL
                     LYPFVQKKQSNLVVKVSESETIHLWNSVEKEVNTGVEVPCDPENDLALLQYTGGTTGF
                     PKGVMLTHKNLVSNTLMGVQWLYNCKEGEEVVLGVLPFFHVYGMTAVMNLSIMQGYKM
                     VLIPKFDMKMVFEAIKKHKVTLFPGAPTIYIALLNSPLLKEYDISSIRACISGSAPLP
                     VEVQEKFETVTGGKLVEGYGLTESSPVTHSNFLWEKRVPGSIGVPWPDTEAMIMSLET
                     GEALRPGEIGEIVVKGPQIMKGYWNKPEETAAVLQDGWLHTGDVGYMDEDGFFYVKDR
                     KKDMIVASGFNVYPREVEEVLYEHEKVQEVVTIGVPDPYRGETVKAFVVLKEGTECSE
                     EELNQFARKYLAAYKVPKVYEFRDELPKTTVGKILRRVLIEEEKRKNEDEQTG"
     gene            complement(3205153..3206082)
                     /locus_tag="DJ46_3435"
     CDS             complement(3205153..3206082)
                     /locus_tag="DJ46_3435"
                     /codon_start=1
                     /transl_table=11
                     /product="collagen triple helix repeat family protein"
                     /protein_id="AIK66235.1"
                     /translation="MSSWRNNINGYCSCNNQNGVHVDSCCFSCDGTVPKLGPTGPTGA
                     TGATGATGVTGVTGVTGATGITGATGITGATGITGVTGPTGATGITGATGPTGATGPT
                     GATGITGATGATGATGATGVTGVTGATGITGATGITGVTGPTGATGITGATGPTGATG
                     ITGATGPTGVTGTSITATYAFANNTSGTAISVLLGGTNVPLPNNQNIGPGITVSGGNT
                     VFTVANAGNYYISYTINITASLLVSSRITINGAPLAGTINSPAVATTSFSATIITTLA
                     AGSAISLQLFGLLAVATLSTTTPGAVLTIIRLS"
     gene            3206459..3207433
                     /locus_tag="DJ46_3436"
     CDS             3206459..3207433
                     /locus_tag="DJ46_3436"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK64592.1"
                     /translation="MKKILSIFIVVFLFAVGCGQQKEEKKETKADNKNQAITIKHAEG
                     ETKLDKPAKKVVVLEWVYSEDLLALGVQPVGMADIKNYNKWVNTKTKPSKDVVDVGTR
                     QQPNLEEISRLKPDLIITASFRGKAIKNELEQIAPTVMFDPSTSNNDHFAEMTETFKQ
                     IAKAVGKEEEGKKVLADMDKAFADAKAKIEKADLKDKNIAMAQAFTAKNVPTFRILTD
                     NSLALQVTKKLGLTNTFEAGKSEPDGFKQTTVESLQSVQDSNFIYIVADEDNIFDTQL
                     KGNPAWEELKFKKENKMYKLKGDTWIFGGPESATSLATQVADVMTAKK"
     gene            3207441..3209477
                     /locus_tag="DJ46_3437"
     CDS             3207441..3209477
                     /locus_tag="DJ46_3437"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC 3 transport family protein"
                     /protein_id="AIK64190.1"
                     /translation="MNNLQHTLRASLVFGGGGALLLLLFFIHIGQGQANISYSMIIDA
                     LISPNQSLEHQTLIMLRLPRAVIAILAGGALAASGVILQTLTKNPLAESSTMGIHSGA
                     YFFLVAATIFLPKGLQINSLLFTFIGGAITALFVYRISGEKKGTPLRMALAGMVVTLM
                     LSAFTGTMQLFYENETAGLFLWGAGSLIQNNWDGVQFSFPFIIISFLVLLGISRKLNI
                     LLLGDDVAVSLGEKTAVTRLIAFIAAIFLTAVIVTVVGPIGFVGLVAPHLMRLIGYRQ
                     HFTLLLSSFLWGAVLLLGADVAGRLIDPTGAELPVGAVTAMIGSPWLIYLVYRMMKSK
                     QYMNDNGANTAGASSRYYSYKKVIIISITLCIVTIALGVTIGSNAYIESITNVISGQL
                     TQFDKNMMMNLRLPRMLVAAIAGACLAISGLVFQGILRNPLADPSIIGISSGAGVGAL
                     TIMYVFPTLPGFFLPIGAFIGGLLAVGIVLFFSWKSGFSPTALALIGIGISALGSAII
                     QIFIVKANLNVAAALTWLSGSTYARGWNHLENIILYPSLILVLIIFFLIKQLDVLVLG
                     DDLATGLGQPVNKTRLALIVLATLLASVNIAAVGTIAFLGLVAPHLARIVVGMNHQRL
                     FVCSALFGAILLSIADLLGRTIAYPKEIPSGLVVAVLGAPYFLWLMRKSGKKVN"
     gene            3209590..3210093
                     /locus_tag="DJ46_3438"
     CDS             3209590..3210093
                     /locus_tag="DJ46_3438"
                     /codon_start=1
                     /transl_table=11
                     /product="dinB family protein"
                     /protein_id="AIK65371.1"
                     /translation="MYQTIEGFLQSWTYEAESTQKMLDVLTDESLSQEIAPGHWMLGR
                     VAWHIVTAIPVILSGTGLKFEGETKDYPVPTSAKTIAAEYRKVNAAFVETLQSKWTDK
                     DLATINDFFGRPMPNSIFLMTLINHQNHHRGQMTVLMRQAGLTVPGVYGPAKEEWAAA
                     GMEAPKM"
     gene            3210230..3210562
                     /locus_tag="DJ46_3439"
     CDS             3210230..3210562
                     /locus_tag="DJ46_3439"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore coat protein C"
                     /protein_id="AIK64359.1"
                     /translation="MNTKNKKIALGTILLTSIIGVISVSLYFTYYGTPWGKQAAITES
                     KEYITKYFNLDAEVKNTSYDAKMNSYAIAFDTNKDGEFTIEYKSPNNFNISPEVQAYL
                     SKHSKFTE"
     gene            complement(3210626..3211321)
                     /locus_tag="DJ46_3440"
     CDS             complement(3210626..3211321)
                     /locus_tag="DJ46_3440"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK62101.1"
                     /translation="MLHLIKLELKKFKLGWYVKRAIIANIVILALMIFVSIIAQVEGD
                     AEIRNPETILLMASTIVRATFIVFGSVLIARLIIGEYKNKTILLMFSYPINRKKMMAS
                     KLAIAAIVTFITVIVSNILVVGIFFGIDSYFSILPNSFTVDQLVQEGIKLVPLAIATA
                     GMSLIPLYFGMRKRSVPTTIVSSLIVVSIAMNSNPEFPAATFLPLQLALAAIGVVIAY
                     YGIKNIEKEDITV"
     gene            complement(3211348..3212217)
                     /locus_tag="DJ46_3441"
     CDS             complement(3211348..3212217)
                     /locus_tag="DJ46_3441"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64616.1"
                     /translation="MKKMIVIAILFITIASVVFGIKVFQGKDFKKEKSFEINNIKEIE
                     VDNENWDIEFKSTDANKIVISAQGEQVDKEIDPVKIENDENKIVIKQKQKMNRFFNGF
                     TFRKKNSICIAIPKKEIDKIVLNNKSGDVKIRDIVVKSIVTKGKYGDEMITGLSAEKG
                     EFTSESGDLMLKDSLLQDVNITSTTGDNYVKNVKKENMNITSTSGEVLLKDMTEGKSL
                     FIETKSGDIGVRYKGVPASLKLMAKSNLADVIVDLKGFKKDKSTEKIKVGTIGDAKNE
                     AKILSETGVIYID"
     gene            complement(3212255..3212959)
                     /locus_tag="DJ46_3442"
     CDS             complement(3212255..3212959)
                     /locus_tag="DJ46_3442"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK62499.1"
                     /translation="MLRLMKLEWKKHQLSSCFKSVAICIIAIFAVVSLMALGMKAEGD
                     VLFSDFKQNMDLANIFIRITFIIFSSVILSRLVIDEYKNKTIQLAFMYPLQRKMLMSA
                     KLTIVFCFCFVSTIIATFIISLLVYFVSPMMGLIETPATIGEIIATVPGTIISAFMIS
                     GISLIPLFFGMRKKSTPTTITSAVIIGMLISGNVGAGNDQVSMFDFIAIPIVLCLLGI
                     FISYLSFRKIDKIDVA"
     gene            complement(3212994..3213155)
                     /locus_tag="DJ46_3443"
     CDS             complement(3212994..3213155)
                     /locus_tag="DJ46_3443"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65648.1"
                     /translation="MLNELWLNLVSGLIVMFISGILYYRKPERKWLLILLMIGMLSVV
                     TAGIRMLAV"
     gene            complement(3213148..3214071)
                     /locus_tag="DJ46_3444"
     CDS             complement(3213148..3214071)
                     /locus_tag="DJ46_3444"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61746.1"
                     /translation="MTYILKTNQLTKVFKGKEVISSVNMHVKKGEIYGFLGPNGAGKT
                     TIMKMITNLIKPTSGEIEIFGEKLTDTSYEVLKRMGTIIEYPIFYDKLTAKENLELHC
                     EYMGYYDKNEIDHALHLVKLQGIDNKKVKDFSLGMKQRLGIARAIVTKPELLILDEPI
                     NGLDPIGIKELRDLFKMLCKEYGITLLVSSHILGEMELMADTIGVIQNGKLIKEVSMK
                     SINGKQTEYIEITVPDVKRAAYILEDKLGIKNYKIMSGNMIRVYDTAVSQQAISKALI
                     MNDVEIESINKKHSSLEEYFLNVMDGEGIHA"
     gene            complement(3214197..3215132)
                     /locus_tag="DJ46_3445"
     CDS             complement(3214197..3215132)
                     /locus_tag="DJ46_3445"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK63868.1"
                     /translation="MVNLLISIIFILLCVIYIQYKMRKNSSENLRYTYEKLESIVNEK
                     TGEKLLVMTDDLELQKLLVAINQLLDAKQKTNADHAKVEISMRKMLSNISHDLKTPLT
                     VILGYTEMLNKDKTMSKEEQQILLEKVHVKTLEVMELIHKFFDLAKLESGDKAIEMTK
                     VNMNEVCREKILSFYDLVTSKGFHVHIDIPERNIYALGNVEVLGRVLNNFISNAITYG
                     DDGKTLGMTLRDDETNVYIDVWDTGKGIDESHIDKVFERMYTLEDSRNRLYQGSGLGL
                     TITKRLVEAMDGKIHLSSKPYEKTIFTVALKKMQF"
     gene            complement(3215134..3215826)
                     /locus_tag="DJ46_3446"
     CDS             complement(3215134..3215826)
                     /locus_tag="DJ46_3446"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64051.1"
                     /translation="MSHHILLVEDDLSIQEMVEKYLVKEGFQVTIASDGEEGVDTYLK
                     GSFDLIILDIMMPKLDGLEVVRIIREKSAVPILMMSAKDTDVDKAVGLGLGADDYICK
                     PFSMIELAARVKAGIRRSTKYSATETTEKMIQIGDLTIDPINFTVEKNGKPLKLTLKE
                     FEILKLFVKNQNRVFTKAQIYTLIWNEEYYGDDNVINVHMRRLREKIESDPSNPEYIK
                     TLWGIGYKLEVM"
     gene            3215995..3216168
                     /locus_tag="DJ46_3447"
     CDS             3215995..3216168
                     /locus_tag="DJ46_3447"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63327.1"
                     /translation="MSENKKVSLADLMREQLAKKKQGNGNGQNAKNQSQETKKLQNQQ
                     TKKTNNQRRRTGV"
     gene            3216169..3216363
                     /locus_tag="DJ46_3448"
     CDS             3216169..3216363
                     /locus_tag="DJ46_3448"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63517.1"
                     /translation="MNGQKRSNIAPGLEVDIVLKQDQRTGKLTRGIVKDILTNSPSHP
                     HGIKVRLQDGQVGRVQNIVQ"
     gene            complement(3216403..3217602)
                     /locus_tag="DJ46_3449"
     CDS             complement(3216403..3217602)
                     /locus_tag="DJ46_3449"
                     /codon_start=1
                     /transl_table=11
                     /product="S-adenosylmethionine-dependent methyltransferase
                     family protein"
                     /protein_id="AIK64160.1"
                     /translation="MRSEVTVKIKPKFIKEIKSGYPLILKDAIQNLNDVQEEGTIIKV
                     VDEKNHFVGKGYYGKQNKGYGWILTRKESEQINQSFFESKIKSALHKRKQFYKSSDTT
                     AFRALNGEGDGLGGLIIDYYDGYYVVSWYSEGIYTFRDEIIAALQKVANFKGIYEKKR
                     FDTKGKYIEGDDFVAGERGEFPLIVKENGVNFAVYLNDGAMVGVFLDQRNVRKQIRDK
                     YAKGRTVLNMFSYTGAFSVFAALGGASKTTSVDLANRSLSKTIEQFSVNEIDYEAQDI
                     IVEDVFLYFKYAAKKKMKFDMVVLDPPSFARSKKYTFSAAKDYKNLLKETIAITENNG
                     IIVASTNCSAFDMKKFKGFIDTAFKEMNGKYKVLEEHSLPEDFRTIDQFKEGDYLKVV
                     FIEKIKG"
     gene            complement(3217692..3219482)
                     /locus_tag="DJ46_3450"
     CDS             complement(3217692..3219482)
                     /locus_tag="DJ46_3450"
                     /codon_start=1
                     /transl_table=11
                     /product="trkA-N domain protein"
                     /protein_id="AIK64862.1"
                     /translation="MVESLLLSIVIIITLGIASQWTAWRFQLPAIVVMAVAGLLIGPV
                     FGIINPKEVLGDVFSPLVSLSVAIILFEGSLSLDIRELRGLSKPVFRIVTFGAFIAWI
                     AGSLAAHYVAGLDWAVAFIIGGLFIVTGPTVIIPLLRQARLKPRTAAILKWEGIIVDP
                     FGALLAVFAFQIVNFLTKENVQLHTLLYFFAGSLFAMVLGYIFSIFMSYMILKGKVPE
                     YLKAPILLVTVLLCFGIADEVMHETGMLAVTVMGITLARMKKYISSIGDIRHFNENIS
                     VLLTSTVFIILTASLPRTTIMEIFSWPIISFVLMMLFVVRPLSIWISTIGTELTKAER
                     ALVGWIAPRGIVALTVSSYFATELLQEGYKDASILTALTFALVITTVCAHGFSIGFLA
                     KRLGLANTEPPGILISGASTFSSAFALHCKEMGVPSLIVDVSEEHLQCAKVKGLNTYN
                     GQVLSEQLQFEVDMNQYEYLIAVTDTDSYNVLVANTYVPQFGHHNTFLLPIHDVEKIE
                     QERISLSKKAHLLFGQNEIYEELNRKIEDGYTFKTIQVAEEQKINKEEINSEDLILFI
                     RHRDGSLTFSTLYKYIAVMPGDELVVLAKQ"
     gene            3219793..3220116
                     /gene="isdG"
                     /locus_tag="DJ46_3451"
     CDS             3219793..3220116
                     /gene="isdG"
                     /locus_tag="DJ46_3451"
                     /EC_number="1.14.99.3"
                     /codon_start=1
                     /transl_table=11
                     /product="heme-degrading monooxygenase isdG"
                     /protein_id="AIK65644.1"
                     /translation="MIIVTNTAKITKGNGHKLIDRFNKVGQVETMPGFLGLEVLLTQN
                     TVDYDEVTISTRWNAKEDFQGWTKSPAFKAAHSHQGGMPDYILDNKISYYDVKVVRMP
                     MAAAQ"
     gene            complement(3220182..3220946)
                     /gene="srtB"
                     /locus_tag="DJ46_3452"
     CDS             complement(3220182..3220946)
                     /gene="srtB"
                     /locus_tag="DJ46_3452"
                     /EC_number="3.4.22.71"
                     /note="sortase_srtB: sortase, SrtB family"
                     /codon_start=1
                     /transl_table=11
                     /product="sortase, SrtB family"
                     /protein_id="AIK65941.1"
                     /translation="MSSEKERKKKIFFQRILTVVFLGTFFYSVYELGDIFMDYYENRK
                     VMAEAQNIYEKSPMEEQSQDGEVRKQFKALQQINQEIVGWITMDDTQINYPIVQAKDN
                     DYYLFRNYKGEDMRAGSIFMDYRNDVKSQNRNTILYGHRMKDGSMFGSLKKMLDEEFF
                     MSHRKLYYDTLFEGYDLEVFSVYTTTTDFYYIETDFSSDTEYTSFLEKIQEKSLYKTD
                     TTVTAGDQIVTLSTCDYALDPEAGRLVVHAKLVKRQ"
     gene            complement(3220978..3221748)
                     /locus_tag="DJ46_3453"
     CDS             complement(3220978..3221748)
                     /locus_tag="DJ46_3453"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61432.1"
                     /translation="MEIKNVTFSYDNVTDRLKSVSSEIEIGKVTTIIGPNGCGKSTLL
                     GVMSRNHDPRSGEVILDGKAISQYKPKEFARKLAVVHQQNEAPADMTVEKLTSFGRMP
                     HKNIFSSQTDEDREAIERALACTNLLSKRDKEIHALSGGERQRVWIAMTLAQKTPMLF
                     LDEPTTYLDIYYQLEILELVKELNEVHGLTIVMVLHDINQAIRYSDHIIVMKDGEIVT
                     KGKPDDVVTENMIKAIYGVDVVVKQDEDTGLYMVPMGI"
     gene            complement(3221738..3222721)
                     /locus_tag="DJ46_3454"
     CDS             complement(3221738..3222721)
                     /locus_tag="DJ46_3454"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK62652.1"
                     /translation="MNKKTWSFLIVTALLIVMTSLSAMKGSLEVGIVELVQGIFTGGN
                     EDVEVIKDLRFPRIIIALFTGAALAVSGVLFQAVMKNPLADAGVIGISSGASFMTLVI
                     ITLFPQFFFWTPVFAFLGGAFACYLVYAFSWKSGLSPLRIILVGIAINAMFTGLNESF
                     ITICGYFIKSIKQTTTSNITMKTWGDVEIMVTYGTIGLVLALFVGAWCNLLSLQDKTA
                     KNLGLHVTRVRLIISAIAVLLAAVSTAIAGVIAFVGLLVPHISRQLVGSDHKVLIPFS
                     ALAGALLILTADTIGRLIVPPNEIPAATIMAVIGGPFLIFLLRKSDKVHGN"
     gene            complement(3222749..3223624)
                     /gene="isdE"
                     /locus_tag="DJ46_3455"
     CDS             complement(3222749..3223624)
                     /gene="isdE"
                     /locus_tag="DJ46_3455"
                     /note="isdE: heme ABC transporter, heme-binding protein
                     isdE"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC transporter, heme-binding protein isdE"
                     /protein_id="AIK62915.1"
                     /translation="MKKIASVLMAIILLVSIAGCSAPKKEAAKQVKSESKERVVATTV
                     AVTEIMDALEVDLVGVPTSTKDLPKRYKGLPEVGNPMSPDMEKVKSLKPSEVLSVTTL
                     EYELKPVFDGVGMKANFVDLTSLKNMQNAISNLGKQYGREKQAEAVVTKLDKKVASIR
                     KEVKGKREPTVLILLGVPGSYLVATEHSYIGDLVKQLGGKNIVQGEKVEYLASNTEYL
                     KKADPDIILRAAHGMPDEVVKMFDKEFKTNDIWKHFAAVKNNRVYDLEERLFGTTGNL
                     AAIEALDELKKMMYP"
     gene            complement(3223700..3226387)
                     /gene="isdC"
                     /locus_tag="DJ46_3456"
     CDS             complement(3223700..3226387)
                     /gene="isdC"
                     /locus_tag="DJ46_3456"
                     /note="isdC: heme uptake protein IsdC"
                     /codon_start=1
                     /transl_table=11
                     /product="heme uptake protein IsdC"
                     /protein_id="AIK61886.1"
                     /translation="MNRYTKIIVAMFLMIFTFVSTLQPLAVQAATKLADGEYSIGFKV
                     LKDTSDEESMMNQYSVSPGTLKVKDGKKKVSFTLTNSSWITKFETEKAGKLVATNVIS
                     EDKEKDTRVVEFDVEDVEKVLNAKVKVDIDFLNYHHEYDVRIAFDQNSITPIHVEQPN
                     EKEDPANKPDPNEKPDPSQKPDQKPDPDQQPNSNTIKDGEYSIPFKVLKNQTDEESKM
                     NTYMVNPGVLKIENGKKKAIVTLKSSSLIKNFQTEKDGAFVDAKVVSENKEKDTRVVE
                     FEVADLSKKLNTKVFIEMASRNYKQTHDVQLLFEQDKLEQIKNEEKQPEVEKPEVEKP
                     EVEKPEVEKPEVEKPEVEKPDENKKTDAETIKDGEYSINFKALKDQTDEISMMNTYTK
                     SPGLLKVKDGKKYVSFTLTNSSWITKFEFEKNGSFVDANVISEDKKADTRVVEVAVDD
                     LSKKLNAKVKVDIDSMNYHHFYDIQFAFDKGSIKPLDNQGGNDNQGGNNNQGGNNNHD
                     DNKTIDPNALKDGEYSIGFKVLKDKTEEISMMNTYTKNPGVLKVKDGKKYVSFTLTNS
                     SWITKFEFEKNGAFVDAKVLGTNKEQDTRVVEVEVADLSKKLNAKVKVDIDSMNYHHF
                     YDIQFAFDKGSIKSLGNQGGDTNQDGNGNQGGNDNQGGSNNQDDNNNQDGTNNLNENP
                     TVDPKNLKDGQYDIAFKVLKDKTEEISMMNQYVVSPARLTVKDGKKYIAMTLKNSEWI
                     TKFQTEKNGGFADAKVVSEDKAANTRVVEFEANDLFAKLNAKVKVDIDSMNYHHFYDV
                     QIQFDPTKIGAVGTVKEEPKNEPKNPVITPKVDNVKTIATPDFNRNADGKKKNEATNN
                     DAKKEKNSKTADTAQLGLYMVLLLGSLALLVRKYRAGRL"
     gene            complement(3226412..3226870)
                     /locus_tag="DJ46_3457"
     CDS             complement(3226412..3226870)
                     /locus_tag="DJ46_3457"
                     /codon_start=1
                     /transl_table=11
                     /product="iron Transport-associated domain protein"
                     /protein_id="AIK64121.1"
                     /translation="MFKQFKMIIAVFAVLFTFIATLGLQDAKAATKLADGKYNIAFTV
                     WKGDKDESSRMNRYFESPATLTVKNGKQYVSFKVKDSTSIKSFQVEKDGQFVETTVLS
                     ENKKDNTRVVEFEVADLSKKLNGKVKINIPIINYNASYDIRFVFDGNSIK"
     gene            complement(3226894..3227607)
                     /gene="isdC"
                     /locus_tag="DJ46_3458"
     CDS             complement(3226894..3227607)
                     /gene="isdC"
                     /locus_tag="DJ46_3458"
                     /note="isdC: heme uptake protein IsdC"
                     /codon_start=1
                     /transl_table=11
                     /product="heme uptake protein IsdC"
                     /protein_id="AIK64182.1"
                     /translation="MKKVSVLPAFIITFVCMLAFLVMPYGNASAKLADGTYDINYVIQ
                     KAENDSASMANDYFEKPAKLIVKNGEMRVQVPMNHSAWITEFKAPENGNFVDAKVVSK
                     DESADKRTVEFKVDDLSKPAAVKIHVVVPNANYDHHYTIRFAFDANVKAVGGDNGVAA
                     TTKNNDQAKTDTQVKEEKTKVESKETAKEVNKETKNENGKAEKTDNPKTGDEARIGLF
                     AALILISGVFLIRKVKLSK"
     gene            complement(3228094..3229419)
                     /gene="brnQ"
                     /locus_tag="DJ46_3459"
     CDS             complement(3228094..3229419)
                     /gene="brnQ"
                     /locus_tag="DJ46_3459"
                     /note="livcs: branched-chain amino acid transport system
                     II carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="AIK64848.1"
                     /translation="MKSSLKFSEMFAISLMLFALFFGAGNMIFPPALGQGAGTDVWIA
                     LFGFIVTGVGLPLLGVIVIALKGDINELAGRVHPIFALVFITAIYLCLGVFVSVPRTG
                     TVAYEMSVAPFLPSEIAGQSYSLVIFTFIFFAVTFYLALNPSKLVGRIGKVLTPILLA
                     VIAIIVGKALITPIGEFGAPTEAYSAPLFKGFIDGYLTLDGLAALVFGNVVIHALKEK
                     GITNKNSIAKVTIFAGFIAALGLLLVYLALAYLGASSVSLGMGANGGIILTNVVNHLF
                     GSYGTLLLGIAITAACLTTSVGIVAACGDYFSSLLPKLSYQKVVFIFCVLAFMVANLG
                     LTQLNALALPILIAIYPIGIVLIVLSLVENYVRLPLAMYVGGIVGAFAISFFDGLHNA
                     NLQIAALAPILDKIPLYSVGIGWLVPGIIGIGFGYIVSKFQKQEVAVEK"
     gene            complement(3229896..3230585)
                     /locus_tag="DJ46_3460"
     CDS             complement(3229896..3230585)
                     /locus_tag="DJ46_3460"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase family protein"
                     /protein_id="AIK61720.1"
                     /translation="MKINQYISEANSCSRRETDRLIKAGRVAINGEICTHGALVNEGD
                     VVTIDGQVIAKEEKEKVYIAFHKPVGITCTAAEHIEGNIIDYINYPERIFPVGRLDKA
                     SEGLILLTNDGGIANQILHGDHEHEKEYVVTVDKPFTDWFINEMSSGVKIKDGITKPC
                     KVTRVDKSTCRIVLTQGMNRQIRRMSRAFGFTVTKLKRERIMNIELNDLEVGKWRDIT
                     AEELELLIGQL"
     gene            complement(3230658..3230750)
                     /locus_tag="DJ46_3461"
     CDS             complement(3230658..3230750)
                     /locus_tag="DJ46_3461"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66388.1"
                     /translation="MFMDKLAKVLLACCGIFLVIGVIYLVVFAK"
     gene            complement(3230781..3233141)
                     /locus_tag="DJ46_3462"
     CDS             complement(3230781..3233141)
                     /locus_tag="DJ46_3462"
                     /note="mutS2: MutS2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MutS2 family protein"
                     /protein_id="AIK64327.1"
                     /translation="MLERTLRVLEYNKVKEQLLEHTASSLGRDKVKHLVPSTDFEEIV
                     EMQDTTDEAAKVIRLKGSAPLGGITDIRSNVKRAKIGSMLSPNELLDIANTMYGSRNM
                     KRFIEDMVDNGVELPILETHVAQIVSLYDLEKKITNCIGDGGEVVDSASDKLRGIRTQ
                     IRTAESRIREKLENMTRSSNAQKMLSDSIVTIRNERYVIPVKQEYRGVYGGIVHDQSA
                     SGQTLFIEPQVIVELNNALQEARVKEKQEIERILLMLTEEVAVEADIVLSNVEVVANL
                     DFIFAKAFYAKRIKATKPIVNNERYMDLRQARHPLIDPEVIVPNNIMLGKDFTTIVIT
                     GPNTGGKTVTLKTVGICVLMAQSGLHIPVMDESEICVFKNIFADIGDEQSIEQSLSTF
                     SSHMVNIVDILEKADFESLVLFDELGAGTDPQEGAALAISILDEVCNRGARVVATTHY
                     PELKAYGYNREQVINASVEFDVNTLSPTHKLLIGVPGRSNAFEISKRLGLSNRVIDQA
                     RNHISTDTNKIENMIAKLEESQKNAERDWNEAEALRKQSEKLHRELQRQIIEFNEERD
                     ERLLKAQKEGEEKVEAAKKEAEGIIQELRQLRKAQLANVKDHELIEAKSRLEGAAPEL
                     VKKQKVNVKNTAPKQQLRAGDEVKVLTFGQKGQLLEKVSDTEWSVQIGILKMKVKESN
                     MEYINTPKQTEKKAVATVKGRDYHVSLELDLRGERFENAMARVEKYLDDAQLASYPRV
                     SIIHGKGTGALRQGVQDYLKKHRGVKTFRYGDMGEGGLGVTVVELK"
     gene            complement(3233161..3234879)
                     /gene="polX"
                     /locus_tag="DJ46_3463"
     CDS             complement(3233161..3234879)
                     /gene="polX"
                     /locus_tag="DJ46_3463"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase/3'-5' exonuclease PolX"
                     /protein_id="AIK61912.1"
                     /translation="MKVNKKQVIKLLETIGLFMELKGANPFKISAFRKAAAALESDDR
                     SLSEIEDFTKIPGIGKGTAAVIQEYIESGTSEVLQELEKEVPSSLLPLLKLPGLGGKK
                     VAKLYKELGVVDMESLKAVCEENKVQALAGFGKKTEEKILEAIDQVGSRPERLPIAMV
                     LPIAGEIEEKLSNIAEVIRFSRAGSLRRVRETVKDLDFIIATTEPAAVREHLLQFDNM
                     IEVIASGDTKVSVRLQYEYDISIDFRLVKPEEFITTLHHFTGSKDHNVKMRQIAKDKG
                     EKISEYGVENLETGEVKTFEKEEEFFAHFGLPFIPPEVREDGKEIELIKEYPNLIQFS
                     DIQGDLHMHTTWSDGAFSIEEMVQACRARGYKFMAITDHSQYLKVANGLTKERLREQA
                     KEIERMNEKYPDITILRGIEMDILPDASLDFDDEVLAELDYVIGAIHSSFSQDCETIM
                     KRLRAALENKHVTMIAHPTGRLLGRREGYDVDTDLLIELAKETNTVLELNANPNRLDL
                     SAKLLKQAQDAGVKVAINTDAHTLEMLEDMETGVAAARKGWIQKDNVINTWDIERLLD
                     YIKRNK"
     gene            complement(3234935..3235474)
                     /locus_tag="DJ46_3464"
     CDS             complement(3234935..3235474)
                     /locus_tag="DJ46_3464"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin V production family protein"
                     /protein_id="AIK65252.1"
                     /translation="MIDIIIILLLVMGFFLGLRRGFILQLVKLTSFIIAYLVAYWYCK
                     DLAPALAKFIPYPFDKNVSVPEWIDANNIETVFYQALAFIILFIITKIALSLLGNLLN
                     MFAEIPVLKQVNAFAGAILGFLEVYIILFVLIIIGNILPIEQLQTPLQQSSISKIIVD
                     DTPILSEKVKELWQTGSRV"
     gene            complement(3235476..3235745)
                     /gene="zapA"
                     /locus_tag="DJ46_3465"
     CDS             complement(3235476..3235745)
                     /gene="zapA"
                     /locus_tag="DJ46_3465"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein ZapA"
                     /protein_id="AIK64768.1"
                     /translation="MSQQKGKKSRINVEIYGQQYSVVGDESTSHIRMVAAIVDDKMRE
                     LNAKNPSLDTSRLAVLTAVNVIHDYIKLKEEHEKLKESMTKKGME"
     gene            3235871..3236806
                     /gene="rnhC"
                     /locus_tag="DJ46_3466"
     CDS             3235871..3236806
                     /gene="rnhC"
                     /locus_tag="DJ46_3466"
                     /EC_number="3.1.26.4"
                     /note="rnhC: ribonuclease HIII"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease HIII"
                     /protein_id="AIK66426.1"
                     /translation="MSNSIVIQTNSTVIEDMKQQYKHSLSPKTPQGGIFMAKVPSCTI
                     TAYKSGKVMFQGGRAEAEAARWQTVPQTPKIAVKKSVDSHRYAPPASIGTMSIVGSDE
                     VGTGDFFGPMTVVAVYVDAKQIPLLKELGVKDSKNLNDEQITAIAKQLLHVVPYSSLV
                     LHNEKYNELFDKGNNQGKLKALLHNKAITNLLAKIAPTKPEGVLIDQFTQPDTYYKYL
                     AKQKQVQRENVYFATKGESVHLAVAAASILARYSFVKQFNELSKKAGMPLPKGAGKQV
                     DIAAAKLIQKLGKERLPEFVKLHFANTEKAFRLLK"
     gene            3236923..3237192
                     /locus_tag="DJ46_3467"
     CDS             3236923..3237192
                     /locus_tag="DJ46_3467"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61549.1"
                     /translation="MLLLQMILNILLGNPHERQFEIRENIQLLSEQPAFNDLIERYGR
                     SFLLNFRIRRFIGKHDARLLIHNPAKLQHFCEELECMIRKRRFFI"
     gene            3237189..3237440
                     /locus_tag="DJ46_3468"
     CDS             3237189..3237440
                     /locus_tag="DJ46_3468"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62586.1"
                     /translation="MNTVKVKKVLYAFVHLVGPLSYLTISTIWGAFFTTKSTFENISD
                     NLGVMAIYYVFMSLLWFFYFDRLDKDVDNITKEIHDKKM"
     gene            complement(3237481..3237615)
                     /locus_tag="DJ46_3469"
     CDS             complement(3237481..3237615)
                     /locus_tag="DJ46_3469"
                     /codon_start=1
                     /transl_table=11
                     /product="yuzL-like family protein"
                     /protein_id="AIK62650.1"
                     /translation="MSKKVKKDHSRSGLGSPEVEGQGTTTHETGSHKVSSSNKKQKQS
                     "
     gene            complement(3237709..3239100)
                     /gene="asnS"
                     /locus_tag="DJ46_3470"
     CDS             complement(3237709..3239100)
                     /gene="asnS"
                     /locus_tag="DJ46_3470"
                     /EC_number="6.1.1.22"
                     /note="asnS: asparagine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="asparagine--tRNA ligase"
                     /protein_id="AIK62929.1"
                     /translation="MENTLVKSLYRDTDKYAGQTVQVSGWIRNLRDSKAFGFIELNDG
                     SFFKSVQIVFDTELDNFKEIAKLPLSSSVKVEGKVIATPGAKQPFEIKAEKIDIEGLS
                     DSDYPLQKKRHTFEYLRTIAHLRPRTNAFSATFRVRSIAAFAIHQFFQERGFVHVHTP
                     IITGSDTEGAGEMFRVTTQDLNNVPKGEDGQVDESKDFFGKETNLTVSGQLNAEAYAL
                     AFRDVYTFGPTFRAENSNTTRHAAEFWMVEPEIAFAELGDVMNLTEDMLKYAMKYVLE
                     HAPEEMEFFNSFVDKTVLERMNNVINSDFGRITYTEAIKVLQESGADFKYPVEWGIDL
                     QTEHERYLSEEIFKRPVFVTDYPKDIKAFYMRLNDDGKTVAATDLLVPGIGELIGGSQ
                     REERMDVLVDRIKELGMNEEDYWWYLELRKYGGTKHAGFGLGFERFLMYITGMANIRD
                     VIPFPRTPGSSEF"
     gene            complement(3239599..3242019)
                     /gene="pheT"
                     /locus_tag="DJ46_3471"
     CDS             complement(3239599..3242019)
                     /gene="pheT"
                     /locus_tag="DJ46_3471"
                     /EC_number="6.1.1.20"
                     /note="pheT_bact: phenylalanine--tRNA ligase, beta
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="phenylalanine--tRNA ligase, beta subunit"
                     /protein_id="AIK64629.1"
                     /translation="MFVSYRWLQEYVDIKDVTAQELADKITKSGIEVEGVEVLNKGVK
                     GVVVGHVLECEKHPEADKLSKCLIDIGEEEPVQIICGAANIAKGLKVPVAKVGAVLPG
                     NFKIKKAKLRGEASHGMVCALQELGIDGKLVSKEYADGIFIFPSDAEVGADALEILNL
                     HDEVLELGLTPNRADCLNMLGVAYEVAAIYGREVKLPAIDLQETAEKTSDYISVSVEA
                     KEENPLYIAKMVKNVKIGPSPMWMQTRLMAAGIRPISNVVDITNYILMEYGQPLHAFD
                     YDKLGSKEIVVRLAKEGEKIETLDDQERTLQSHHLVITNGTKALAVAGVMGGADSEVT
                     NETVNVLIESAYFAGQTVRRTSKDLGLRSESSARFEKGIDPTRTFEAIQHAAALMAKY
                     AGGEALEGVVEADNLQVQERTVSVTAEKVNRVLGTNISASEMGTMFTNLKFPFTEVEG
                     TFHVNVPARRPDITISEDLVEEVGRLYGYDHIPVTLPSGTMTRGKLTAAQTKRRKVRR
                     FLEGAGLYEAITYSLTSADKAKQYMVEPNEKAPVNLALPMSEERSQLRLSLVPQLLEA
                     VSYNVARKNDSVALYEVGSIFLPTEAGELPKEEQHLAGVMTGLALHHAWQGEKKVVDF
                     FVVKGVLEGLFDVLGVSNQITYAPAKREGMHPGRTADIVLDGEVIGFIGQLHPEAEKQ
                     LDVKNTFVFELSLVKVFGTDAEETYYSAIPRFPSMTRDMAVVVTKETKAGEMKQVIAE
                     AGGELLKDVTLFDLYEGEKMEEGKKSLAFSMNYFDPERTLTDEEVTEAHNRVLTAVEE
                     KFGAELRK"
     gene            complement(3242038..3243072)
                     /gene="pheS"
                     /locus_tag="DJ46_3472"
     CDS             complement(3242038..3243072)
                     /gene="pheS"
                     /locus_tag="DJ46_3472"
                     /EC_number="6.1.1.20"
                     /note="pheS: phenylalanine--tRNA ligase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="phenylalanine--tRNA ligase, alpha subunit"
                     /protein_id="AIK63996.1"
                     /translation="MEARLKELKQKALELIEEAKELKGLNDVRVAYLGKKGPITEVLR
                     GMGKLSAEERPRMGALVNEVREAIQTRLDDKISNLEKAVIEAKLATETIDVTLPGRPV
                     ETGCHHPLTAVVEQIEDVFIGMGYEVAEGTEVEKDYYNFEALNLPKDHPARDMQDTFY
                     ITEETLLRTHTSSVQARTMENNKEKGPIKIICPGKVYRRDDDDATHSHQFMQIEGLVI
                     DKNIRMSDLKGTLQVFVKKMFGEDREIRLRPSFFPFTEPSVEMDISCMMCHGKGCGTC
                     KGTGWIEILGAGMVHPNVLEMAGYDSKEYQGFAFGMGAERIAMLKYGVDDIRHFYTND
                     VRFLQQFKRA"
     gene            complement(3243393..3244190)
                     /locus_tag="DJ46_3473"
     CDS             complement(3243393..3244190)
                     /locus_tag="DJ46_3473"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA 2'-O ribose methyltransferase substrate
                     binding family protein"
                     /protein_id="AIK65765.1"
                     /translation="MIRQEEREIHIMKNIDSVQNPRVKQWKKLQTKKERDKKGLFFVE
                     GFHLVEEALKAGVVTELIVSDQTDLPKDWTVNDVEMYIVPEAIVKVLRETETTQGVFA
                     VCEKHESEVALTDGKFLLLDGLQDPGNLGTIIRTADAAGIHAVVLGEGCVDAYNSKVL
                     RSTQGSIFHLPIVKGNLKEWVDKLKENNVPVYGTALENGVPYGEVTPAGSFALIVGNE
                     GNGVRQEILAKTDQNLYIPIYGGAESLNVAVAAGILTYYLQSPVANK"
     gene            3244273..3244482
                     /gene="sspI"
                     /locus_tag="DJ46_3474"
     CDS             3244273..3244482
                     /gene="sspI"
                     /locus_tag="DJ46_3474"
                     /note="SASP_sspI: small, acid-soluble spore protein I"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein I"
                     /protein_id="AIK65643.1"
                     /translation="MSFNLRGAVLANVSGNTQDQLQETIVDAIQSGEEKMLPGLGVLF
                     EVIWKNADENEKHEMLETLEQGLKK"
     gene            3244644..3245201
                     /locus_tag="DJ46_3475"
     CDS             3244644..3245201
                     /locus_tag="DJ46_3475"
                     /codon_start=1
                     /transl_table=11
                     /product="HD domain protein"
                     /protein_id="AIK61523.1"
                     /translation="MHRITLEQIFKHHITQKYVNRSGMVHAIAVAYHAFHLAKKHHAS
                     VDAATKAGFLHDIGHHTWYTGGEWDYDLYKKNDIHAIKGAERAHKLLIRLGEHPKLAK
                     EISIAILLHTDSFLVEQEIERTSLQNIIKWADEADEEPGGAHHYRTISYEKALKAIQQ
                     LDRLVERELQIEQSKSNNKAEHSYQ"
     gene            3245341..3246033
                     /locus_tag="DJ46_3476"
     CDS             3245341..3246033
                     /locus_tag="DJ46_3476"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK66386.1"
                     /translation="MQSATQLSNEQKYSMSWGQFISSVLFAFFGTGLITVFLAMPLTI
                     YTAGLTDKKQIALYESIVNTASIVLQLALLLFFIFKFEPAKKLLLKSFNFTALKEWRT
                     YVYLLLFFMINIVLNYILLNYVFQDATKQQSSALNLDVFKQYQILLLLGFAIFTPIFE
                     ELIFRGFILRFFSERFPFWIAAIITSFFFGIAHTYSFGVMVITFFMGLLMAILCKKNK
                     IYYSSYVISYNK"
     gene            3246092..3246898
                     /locus_tag="DJ46_3477"
     CDS             3246092..3246898
                     /locus_tag="DJ46_3477"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK61122.1"
                     /translation="MQLHTNLDYRTNTSWLQFIGVLFFLLLCLPIIIGIFLALPFWLY
                     EQANPNTNKLLLESISNSSYDLVSLLLLILYIMKYKPMRALVLPAINFQVLKSFRMYI
                     YVLIYYAISLLADMFILDELFPLAVQEQSDALELSTLEHYPLLLILSGGIFAPIFEEL
                     ICRGIFLRFFEEKFTFWPAAILSSLLFGIAHTYSLGIMVSAFVTGIFACLLYKQTKSI
                     VPAILLHILTNVIAFSIHTFRLLIALLSISRNLYILINNIQNKPHVVKYN"
     gene            3246920..3247291
                     /locus_tag="DJ46_3478"
     CDS             3246920..3247291
                     /locus_tag="DJ46_3478"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64993.1"
                     /translation="MLSLLWVVYMPLLVLCGFFGGIFLIVTSVKHRKLFVGLMGLLSF
                     SFVTLPFVFWGMGMEGNTILPISTTLYWILFSLTGLLAGLSGLQAKIKSIRNMGFIIF
                     IAGILGVIFWLLMTVGDSYYI"
     gene            3247329..3247685
                     /locus_tag="DJ46_3479"
     CDS             3247329..3247685
                     /locus_tag="DJ46_3479"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64492.1"
                     /translation="MFGILTWMILALTFMLCEFIVGIFLIIGGMKHRKSLTTIAGFIS
                     IFLIVVPIICIGSGIDLEGMVPISGTLYWCFFSLAGLLAIISGRQISSIRSMGTILFI
                     AGLCSVTGYHLLYVTA"
     gene            complement(3247708..3249507)
                     /locus_tag="DJ46_3480"
     CDS             complement(3247708..3249507)
                     /locus_tag="DJ46_3480"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK64968.1"
                     /translation="MSSIVIAGYALFCIIVFFLVNRLLRKKKTKMGEEQVPAVSKIEV
                     SKVETEEKDIEHKQEPEISNVVRLETGKQEEVKQEKEVPKKQMSTPVENVNVKAVVAV
                     LILGMFVSILNQTIINVALPPLMNEFNVSTSTAQWLITGFMLVNGILVPISAFLVSRF
                     TYRKLFVAAMLFFTVGSIICATSGNFTMMMTGRVIQAVGAGILMPVGMNIFMTLFPPH
                     KRGAAMGLLGVAMILAPAIGPTVTGWVIENYSWNLMFYAMFIIGLIITFLSLKFFTLA
                     QPVSNTKLDIFGVVSSSIGLGSLLYGFSEAGNNSWTSAEVIISLVIGVIGLALFIWRE
                     LTTDNKMLDLQVFKYPVFTFTLVINAIVTMALFGGMLLLPVYLQNIRGFTPIESGLLL
                     LPGSLIMGIMGPVAGKLFDKYGIRPLAIIGLAITTYATYEFTKLSMDTPYSVIMTDYI
                     IRSIGMSFIMMPIMTAGMNALPMKLISHGTATQNTSRQVAGSIGTAILITLMTQQTTA
                     HVADYGNMLTTSNPILVDKVHGMGQSLAALAGSAQAGDAMSTQLLFGQISKLSAINGI
                     NDAFLIATILAGIAWVLSFFLPSGNKANRKAGN"
     gene            complement(3249520..3250173)
                     /locus_tag="DJ46_3481"
     CDS             complement(3249520..3250173)
                     /locus_tag="DJ46_3481"
                     /codon_start=1
                     /transl_table=11
                     /product="hlyD secretion family protein"
                     /protein_id="AIK61680.1"
                     /translation="MNQFRRMVIINIITLIVLVGGGIGGYYYYNQAENYLKTDNAKID
                     GKVIPIASPVAGKLTDWKAEVGKNYNENDKLGAVTVAAANGEQTVDVTIPQNATVVQS
                     NATTNAFVGAGSPIAYAFDMNNLWVTANIEETDVDDVQKGQDVDVYVDAYPDTTLTGK
                     VEQVGLTTANTFSMLPSSNATANYTKVTQVVPVKISLDHSKSVNIVPGMNVTVRIHK"
     gene            3250471..3251088
                     /locus_tag="DJ46_3482"
     CDS             3250471..3251088
                     /locus_tag="DJ46_3482"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK63310.1"
                     /translation="MSIKNTNDPRVKRTRQLIQDAFVALVGEKGFENVTVQHIAERAP
                     VNRATFYSHYHDKYDLLDKSIEEMLEKLTEVIKPKNRNKEDFQLAFDSPHPNFLALFE
                     HIAENANFYNVMLGDKAAGNYTYKMMKAIQTHLTLSLSISQPNDEKLMVPRDILISYV
                     TGAHLGMIMSWLKRGMIYTPHFMAMQLTRLIILGAHTAAGLERPF"
     gene            complement(3251128..3252213)
                     /locus_tag="DJ46_3483"
     CDS             complement(3251128..3252213)
                     /locus_tag="DJ46_3483"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminopeptidase ysdC"
                     /protein_id="AIK63271.1"
                     /translation="MTKLDETLTMLKELTDARGIAGNEREPREVMKKYIEPFADELST
                     DNLGSLVAKKVGEENGPKIMVAGHLDEVGFMITQIDDKGFLRFQTVGGWWSQVMLAQR
                     VTIVTRKGDVTGVIGSKPPHILPPEARKKPVEIKDMFIDIGASSQEEAMEWGIRPGDQ
                     VVPYFEFQVMKNEKMLLAKAWDNRIGCAIAIDVLKQLKNEKHPNVVYGVGTVQEEVGL
                     RGAKTSANYIKPDIAFAVDVGIAGDTPGVTSKEAQSKMGDGPQIILYDASVIGHTGLR
                     DFVVDVADELQIPYQYDSVAGGGTDAGAIHIAVNGIPSMAITIATRYIHSHAAMLHRD
                     DYENAVKLIVEVIKRLDKEAVHNITFN"
     gene            complement(3252283..3252774)
                     /locus_tag="DJ46_3484"
     CDS             complement(3252283..3252774)
                     /locus_tag="DJ46_3484"
                     /codon_start=1
                     /transl_table=11
                     /product="dUTPase family protein"
                     /protein_id="AIK65110.1"
                     /translation="MDLLQLFKLQKELDDRIAKEHDLQPKKLLKEKMLALLVEIGELA
                     NETRCFKYWSNKPASERKVILEEYVDGLHFILSIGIDLGIDKNFLFYKCAQTNKTQVE
                     IFLDTYAKVIRFTDQPSITNYIELFTSYLRLGQALEFEQEEIEKAYLDKNEVNHQRQT
                     QGY"
     gene            complement(3253245..3253601)
                     /gene="rplT"
                     /locus_tag="DJ46_3485"
     CDS             complement(3253245..3253601)
                     /gene="rplT"
                     /locus_tag="DJ46_3485"
                     /note="rplT_bact: ribosomal protein L20"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L20"
                     /protein_id="AIK62088.1"
                     /translation="MPRVKGGTVTRQRRKKVIKLAKGYYGSKNTLFKVANQQVMKSLM
                     YAFRDRRQKKRDFRKLWITRINAAARMNGLSYSRLMHGLKNAGIEVNRKMLADLAVHD
                     EKAFAELATVAKNNIN"
     gene            complement(3253639..3253839)
                     /gene="rpmI"
                     /locus_tag="DJ46_3486"
     CDS             complement(3253639..3253839)
                     /gene="rpmI"
                     /locus_tag="DJ46_3486"
                     /note="rpmI_bact: ribosomal protein L35"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L35"
                     /protein_id="AIK65395.1"
                     /translation="MPKQKTHRGAAKRFKKTGSGKLKRSHAYTSHLFANKSTKAKRKL
                     RKAGVVSAGDFKRIRQMLDNLK"
     gene            complement(3253861..3254361)
                     /gene="infC"
                     /locus_tag="DJ46_3487"
     CDS             complement(3253861..3254361)
                     /gene="infC"
                     /locus_tag="DJ46_3487"
                     /note="infC: translation initiation factor IF-3"
                     /codon_start=1
                     /transl_table=11
                     /product="translation initiation factor IF-3"
                     /protein_id="AIK62879.1"
                     /translation="MINEQIRAREVRLVGANGDQLGIKSRNDALDLAANLNLDLVLVA
                     PNAKPPVCRIMDYGKFRFEQQKKEKEQRKNQKVISMKEVRLSPTIDEHDFNTKLRNAI
                     KFLEKGDKVKASIRFKGRAITHKEIGQRVLDRFSEACAEVSTIESKPKMEGRSMFLVL
                     APKNDK"
     gene            complement(3254758..3256695)
                     /gene="thrS"
                     /locus_tag="DJ46_3488"
     CDS             complement(3254758..3256695)
                     /gene="thrS"
                     /locus_tag="DJ46_3488"
                     /EC_number="6.1.1.3"
                     /note="thrS: threonine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine--tRNA ligase"
                     /protein_id="AIK63765.1"
                     /translation="MADVVKITFPDGAVKEFPKGVTTEEIAASISPGLKKKAVAGKLN
                     DEMIDLVTPIEEDGAVSIITLDSEDGLYILRHSTAHLLAQALKRLYKDVKVELGIGPV
                     IENGFYYDIDMEEAITVEDFKKIEKEMQKIVNENLEIVRHEVPRAEAIRRFEEIGDEL
                     KLDLINDLPEDAVISIYEQGEFFDLCRGVHLPSTGKIKVFKLLSVAGAYWRGDSNNKM
                     LQRIYGTAFVKKAELDEHLRMLEEAKERDHRKLGKELKLFTNSQKVGQGLPLWLPKGA
                     TIRRIIERYIVDKEASLGYDHVYTPVLGSRELYETSGHWNHYRDGMFPSMEMDNEELV
                     LRPMNCPHHMMVYKNDIHSYRELPIRIAELGTMHRYEMSGALSGLQRVRGMTLNDAHI
                     FVRPDQIKEELKRVVNLTLEVYKDFGLENYSFRLSYRDPEDTKKYYADDEMWEKAQGM
                     LKEAMDEMGLDYYEAEGEAAFYGPKLDVQVRTALGKDETLSTVQLDFLLPERFELSYV
                     GEDGKQHRPVVIHRGVVSTMERFVAFLIEEYKGAFPTWLAPVQVQVIPVSPQVHLDYA
                     KKVQDELRRAGIRVELDTREEKIGYKIREAQMQKIPYMLVVGDNEVTENGVNVRKYGE
                     QKSETIALDAFVDMIKVEGKR"
     gene            complement(3257002..3257883)
                     /gene="ytxC"
                     /locus_tag="DJ46_3489"
     CDS             complement(3257002..3257883)
                     /gene="ytxC"
                     /locus_tag="DJ46_3489"
                     /note="spo_ytxC: putative sporulation protein YtxC"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sporulation protein YtxC"
                     /protein_id="AIK65118.1"
                     /translation="MIEICFEEKNDAMHVYRQLLKRAELLYKETSVYLQDQKVVIHIP
                     VCESNYIEKILLPVMVYFIVNVKQNEWIYTILKEKFFYEEEEECHQILHMAQEILKGR
                     RKGIARELTRHTFESYIKSSLNNWLCDPLSFSFSSYVRFRLRTYREMVAKLAEVAIDE
                     YKLEQEYQMFIETLRQQVRSRKSRLSCVHLIFDESFIFYDDKGRRLKQEKLVRYMDED
                     LLKQKDVYIDTKVIAPLLSISPKKIYLYTKEQDHNMIITLRNVFQERVQLHGLHEFER
                     NVKNLKNKGNALDFLSF"
     gene            complement(3258164..3259102)
                     /gene="dnaI"
                     /locus_tag="DJ46_3490"
     CDS             complement(3258164..3259102)
                     /gene="dnaI"
                     /locus_tag="DJ46_3490"
                     /codon_start=1
                     /transl_table=11
                     /product="primosome component"
                     /protein_id="AIK63810.1"
                     /translation="MEHIQNSFAKLMENENFKNRYEVLKAEVMAHPRVKEFIDEHRGE
                     VTTSMIERSLVKLYEYIGQSVGCADCPDLGSCKNMLQGYEPKLVIQGKMIDIQYDRCV
                     RKVAYDERKKYEKLVQSVYMPTDILQATMENLDPSDLDARIDAIGAANEFLSAYEPGK
                     KVQGLYLYGKFGVGKTYLLGAIANELARKKISSMLVYFPEFLREIKSSIQDNSIGEKI
                     DAVKRVQVLMLDDIGAEAMSSFVRDDVLGAILQFRMLENLPTFFTSNFDFKQLEHHLT
                     YTQRGEAEEMKAARIMERIKYLAKPIPIGGKNRRHK"
     gene            complement(3259136..3260542)
                     /gene="dnaB"
                     /locus_tag="DJ46_3491"
     CDS             complement(3259136..3260542)
                     /gene="dnaB"
                     /locus_tag="DJ46_3491"
                     /note="replication initiation and membrane attachment
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="replicative DNA helicase"
                     /protein_id="AIK63084.1"
                     /translation="MEKQSWMELLPIDRYKVSAKGLLHNYDRKVLTMLYQPLIGSRAF
                     SLYMTLWGELEQDRVFGKENTHHSLMVTMQMQLPEVYEERVKLEAIGLLKVYIKKEKD
                     IRMFIYELQPPLSPKQFFDDIVLSIFLYNRLSRTKYNQVKHYFLEEEFDFASYENVTR
                     SFNDVFGSFNPGQLEHAQEDLRIPKTTAMPSNEKGDAPKVWNDFFDFSLFVDGLSALV
                     PKKAITDQVRECVITLAYVYDVDVLSMQNIVLGAVTEMQTIDMERLRKGARDWYQFEN
                     GQALPVLSERVQPHAARMMKEKEPSTQEEMLIKQLEEISPKQLLKEISGGAEATKADL
                     QIVEDVMINQKLTPGVVNVLIYYVMLRSDMKLAKTYVEKIAGHWARKKVGTVAEAMAL
                     AKEENRQYQEWAETKKKGRTSKKTVRKEMVPDWLKEEPKEQEKETVKKDASAEKGAST
                     LEDERKRLEEVLKKYKRD"
     gene            complement(3260670..3261131)
                     /gene="nrdR"
                     /locus_tag="DJ46_3492"
     CDS             complement(3260670..3261131)
                     /gene="nrdR"
                     /locus_tag="DJ46_3492"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator NrdR"
                     /protein_id="AIK62260.1"
                     /translation="MRCPSCSHNGTRVLDSRPVDEGRSIRRRRECESCLSRFTTFERV
                     EESPLIVVKKEGTREEFNKEKILRGLIKACEKRPVSLRQLEEVTQSVERELRNLGISE
                     VKSDMIGEIVMEELRDIDDVAYVRFASVYRQFKDLNVFIEELKDILQKERE"
     gene            complement(3261417..3261800)
                     /gene="speD"
                     /locus_tag="DJ46_3493"
     CDS             complement(3261417..3261800)
                     /gene="speD"
                     /locus_tag="DJ46_3493"
                     /EC_number="4.1.1.50"
                     /note="SAM_DCase_Bsu: S-adenosylmethionine decarboxylase
                     proenzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="S-adenosylmethionine decarboxylase proenzyme"
                     /protein_id="AIK61583.1"
                     /translation="MDTMGRHVIAELWDCDFDKLNDMPYIEQLFVDAALRAGAEVREV
                     AFHKFAPQGVSGVVIISESHLTIHSFPEHGYASIDVYTCGDRIDPNVAAEYIAEGLNA
                     KTRESIELPRGTGSFEIKQRETKAL"
     gene            complement(3262190..3263218)
                     /gene="gap"
                     /locus_tag="DJ46_3494"
     CDS             complement(3262190..3263218)
                     /gene="gap"
                     /locus_tag="DJ46_3494"
                     /note="GAPDH-I: glyceraldehyde-3-phosphate dehydrogenase,
                     type I"
                     /codon_start=1
                     /transl_table=11
                     /product="glyceraldehyde-3-phosphate dehydrogenase, type
                     I"
                     /protein_id="AIK64087.1"
                     /translation="MTRVAINGFGRIGRMVFRQAIKESAFEIVAINASYPSETLAHLI
                     KYDTVHGKFDGTVEAFEDHLLVDGKMIRLLNNRDPKELPWTDLGVEVVIEATGKFNSK
                     EKAILHVEAGAKKVILTAPGKNEDVTIVVGVNEDQLDITKHTVISNASCTTNCLAPVV
                     KVLDEQFGIENGLMTTVHAYTNDQKNIDNPHKDLRRARACGQSIIPTTTGAAKALAKV
                     LPHLNGKLHGMALRVPTPNVSLVDLVVDVKRDVTVEAINDAFKTVANGALKGIVEFSE
                     EPLVSIDFNTNTHSAIIDGLSTMVMGDRKVKVLAWYDNEWGYSRRVVDLVTLVVDELA
                     KQENVQHI"
     gene            complement(3263328..3263930)
                     /gene="coaE"
                     /locus_tag="DJ46_3495"
     CDS             complement(3263328..3263930)
                     /gene="coaE"
                     /locus_tag="DJ46_3495"
                     /EC_number="2.7.1.24"
                     /codon_start=1
                     /transl_table=11
                     /product="dephospho-CoA kinase"
                     /protein_id="AIK61970.1"
                     /translation="MTVVIGLTGGIASGKSTVSQMFRELSIPVIDADIIAREVVEKGK
                     PAYNKIVEVFGTEVLQEDGELDRPKLGSVVFYNEEKRLQLNKIVHPAVREEMNRQKEM
                     YIKEGMQAVVLDIPLLFESKLTSLVDRVLVVAVKPHTQLERLMKRNNFSEEEATARIQ
                     SQMPLEEKVKNADEVINNDGTIMGTKTQLQAILKKWNIID"
     gene            complement(3263982..3264614)
                     /gene="ytaF"
                     /locus_tag="DJ46_3496"
     CDS             complement(3263982..3264614)
                     /gene="ytaF"
                     /locus_tag="DJ46_3496"
                     /note="spore_YtaF: putative sporulation protein YtaF"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sporulation protein YtaF"
                     /protein_id="AIK65133.1"
                     /translation="MYLYLSLILLAFTLSLDSCSVGLTYGLRSVRIPLRSIIIIGMCS
                     AAVMLVSMGIGHMIAKIFSPVIATRIGGLVLIGIGIWVLYQFFRSEKKEEPKQEEKVW
                     KLEIASLGLVIQILRKPTVADFDKSGTISAGEALLLGIALSVDSFGAGIGASLLGYAP
                     AMMAILVAVMSSLFLFIGMKLGTVLSNMKWLQKFTFLPGVLLIIIGIWKM"
     gene            complement(3264687..3265517)
                     /gene="mutM"
                     /locus_tag="DJ46_3497"
     CDS             complement(3264687..3265517)
                     /gene="mutM"
                     /locus_tag="DJ46_3497"
                     /EC_number="3.2.2.23"
                     /note="fpg: formamidopyrimidine-DNA glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="formamidopyrimidine-DNA glycosylase"
                     /protein_id="AIK62322.1"
                     /translation="MPELPEVENVRRTLENLVTGKTIEDVIVTYPKIVKRPDDAEIFK
                     EMLKGETIENIKRRGKFLLLYVTNYVIVSHLRMEGKFLLHQEDEPIDKHTHVRFLFTD
                     GTELHYKDVRKFGTMHLFKKGEEMNQMPLADLGPEPFDAELTPQYLHERLQKTNRKIK
                     VVLLDQRLLVGLGNIYVDEVLFRSQIHPEREASSLTAEEIERIYEATVTTLGEAVKRG
                     GSTIRTYINSQGQIGSFQELLNVYGKKGEPCVTCGTILEKTVVGGRGTHYCPICQPRI
                     "
     gene            complement(3265530..3268163)
                     /gene="polA"
                     /locus_tag="DJ46_3498"
     CDS             complement(3265530..3268163)
                     /gene="polA"
                     /locus_tag="DJ46_3498"
                     /EC_number="2.7.7.7"
                     /note="pola: DNA polymerase I"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase I"
                     /protein_id="AIK65011.1"
                     /translation="MEKKVVLVDGNNIAYRAFFALPLLNNDKGIHTNAIYGFTMMLMR
                     ILEEEKPTHMLVAFDAGKTTFRHKAYSEYKGGRQKTPPELSEQFPFIREMLDAFNVPR
                     YELENYEADDIMGTLAKEASEQGASVKVISGDKDLLQLVSDNTLVCIPRKGITEVDEY
                     TKEALFEKYSLSPKQIIDMKGLMGDQSDNIPGVPGVGEKTAIKLLTQFGTVEEVYENI
                     DQVSGKKLKEKLEANKDQALMSKDLATIITDAPITVNVDDMEYKGYEASDVIPMFENL
                     GFTSLLNKLGVTPEETAPAELDDITFDIVEEVTEEMLQQDSALIVEVQEDNYHKADIQ
                     GFGIQNENGCYFIQTDIALKSDAFKEWLADGEMRKYTFDAKRAIVALKWNGIDMQGID
                     FDLLIAAYLLDPADTDKDFRTVAKMKETHAVKSDEEVYGKGAKRAVPELEIVAEHVAR
                     KVHVLYDVKQTFVEELEKNEQYELFTELELPLARVLADMEVKGVKVDTERLRNMGEEL
                     AGRLKEMEQEIYKLAGTEFNINSPKQLGVILFENLNLPVIKKTKTGYSTSADVLDKLM
                     DHHEIIPNILHYRQLGKLNSTYIEGLLKVVHEDSSKIHTRFNQVLTQTGRLSSTDPNL
                     QNIPIRLEEGRKIRQAFVPSEEGWIMYAADYSQIELRVLAHIANDKGLVEAFQHDMDI
                     HTKTAMDVFGVEKDEVTSNMRRQAKAVNFGIVYGISDYGLSQNLGITRKAAAEFIEKY
                     LESFPGVQEYMDDIVKDAKQKGYVATLLNRRRYIPEITSRNFNLRSFAERTAMNTPIQ
                     GTAADIIKKAMIIMADRLEEEGLQARLLLQVHDELIFEAPKEEVEKLEKLVPEVMEHA
                     IELAVPLKVDYSYGPTWYDAK"
     gene            complement(3268450..3270213)
                     /gene="phoR"
                     /locus_tag="DJ46_3499"
     CDS             complement(3268450..3270213)
                     /gene="phoR"
                     /locus_tag="DJ46_3499"
                     /EC_number="2.7.13.3"
                     /codon_start=1
                     /transl_table=11
                     /product="alkaline phosphatase synthesis sensor protein
                     phoR"
                     /protein_id="AIK62244.1"
                     /translation="MNKFRSRLLFTFVSLIVFILVGLGLLLETVFENYYIDHAKERMV
                     KETEYVAVLAEEQGFDDVLKNPYVFEKLEEKIQASIAFVDEKKKVQYSGGEQSAFSQG
                     IMKELSSETKKQRNKVITKEADQNNEFYHAVFVQDVTGKQGYILVKSTIEPLKDVHQK
                     TWGLLIIGFVIACLVVVFLGMKITGQYIRPIESVTKVAIELAKGNYKARAYESHSDET
                     GMLSKAINILARNLQEMTLEQEMQQDRLHTLIENMGSGMILIDSRGYINLVNRSYKET
                     FHVTDEEYLDRLYYESFHHTEIIELVEEIFMTEVKVRKQMLLPLGIERKHFEVYGAPI
                     IGTNHEWKGIVLVFHDITELKKLEQMRKDFLANVSHELKTPITSIKGFSETLLDGAMD
                     NKKFCEHFLHIILKESERMQGLIEDLLDLSKIEQQGFKLSMGTVDMKGLLEDIHMVLD
                     NKAGEKEISLQVNTLKRVSVIGDPSRLQQIFINLMNNAIVYTPAGGVVSVELAEDKYN
                     AYIKVSDTGIGISKDEIPRIFERFYRVDKARSRNTGGTGLGLSIVKHLVEAHHGTITV
                     DSEVGEGTTFTVVLPKSATEK"
     gene            complement(3270206..3270925)
                     /gene="phoP"
                     /locus_tag="DJ46_3500"
     CDS             complement(3270206..3270925)
                     /gene="phoP"
                     /locus_tag="DJ46_3500"
                     /codon_start=1
                     /transl_table=11
                     /product="alkaline phosphatase synthesis transcriptional
                     regulatory protein phoP"
                     /protein_id="AIK61503.1"
                     /translation="MNNRILVVDDEEFILTLIEFNLQQAGFEVITAMDGEMALQKATT
                     ERPDLIILDLMLPKMDGMEVCKELRLQRVMTPILMLTAKDDEFDKVLGLELGADDYMT
                     KPFSPREVVARVKAILRRTKLQQEEQVTETSDEESITIAELKILPEFYEAYFQGRKLE
                     LTPKEFELLVYLAKNKSRVLTRDQLLSAVWNYDFAGDTRIVDVHISHLRDKIEQNTKK
                     PTYIKTIRGLGYKLEEPKGDE"
     gene            3271415..3271546
                     /locus_tag="DJ46_3501"
     CDS             3271415..3271546
                     /locus_tag="DJ46_3501"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64980.1"
                     /translation="MRLLLPILTLVVTCILTFNAPSWDTIKTGCSDFAEGFKEGFFN"
     gene            complement(3271603..3272076)
                     /locus_tag="DJ46_3502"
     CDS             complement(3271603..3272076)
                     /locus_tag="DJ46_3502"
                     /codon_start=1
                     /transl_table=11
                     /product="maoC like domain protein"
                     /protein_id="AIK61331.1"
                     /translation="MLKKKVQIGRKMDEITVGEKLSITEKIEDKDLLLYLGLTNDANP
                     LYIQHDYASQTPYEKPIVPSIMLTGMITTAVTKYLPGPGSHITRKDLTFVKHVHHYET
                     LQIQFEVVAVSEEEHTIDMLVSAHDEKGDTVVKGSLTVTPPYKSVSIMEKALDNF"
     gene            complement(3272293..3273231)
                     /gene="mdh"
                     /locus_tag="DJ46_3503"
     CDS             complement(3272293..3273231)
                     /gene="mdh"
                     /locus_tag="DJ46_3503"
                     /EC_number="1.1.1.37"
                     /note="malateDH_bact: malate dehydrogenase, NAD-dependent"
                     /codon_start=1
                     /transl_table=11
                     /product="malate dehydrogenase, NAD-dependent"
                     /protein_id="AIK61377.1"
                     /translation="MTIKRKKVSVIGAGFTGATTAFLLAQKELADVVLVDIPQLENPT
                     KGKALDMLEASPVQGFDANIIGTSDYADTADSDVVVITAGIARKPGMSRDDLVATNSK
                     IMKSITRDIAKHSPNAIIVVLTNPVDAMTYSVFKEAGFPKERVIGQSGVLDTARFRTF
                     IAQELNLSVKDITGFVLGGHGDDMVPLVRYSYAGGIPLETLIPKERLEAIVERTRKGG
                     GEIVGLLGNGSAYYAPAASLVEMTEAILKDQRRVLPAIAYLEGEYGYSDLYLGVPVIL
                     GGNGIEKIIELELLADEKEALDRSVESVRNVMKVLV"
     gene            complement(3273251..3274543)
                     /gene="icd"
                     /locus_tag="DJ46_3504"
     CDS             complement(3273251..3274543)
                     /gene="icd"
                     /locus_tag="DJ46_3504"
                     /EC_number="1.1.1.42"
                     /note="prok_nadp_idh: isocitrate dehydrogenase,
                     NADP-dependent"
                     /codon_start=1
                     /transl_table=11
                     /product="isocitrate dehydrogenase, NADP-dependent"
                     /protein_id="AIK61849.1"
                     /translation="MTTGEKITVTNGVMNVPNNPIIPFIEGDGIGPDIWAAASRVLEA
                     AVEKAYDGEKKIVWKEVLAGEKAFNQTGEWLPEETLNLIREYLIAIKGPLTTPVGGGI
                     RSLNVALRQELDLYVCLRPVRYFEGVPSPVKRPEDTDMVIFRENTEDIYAGIEYAQGS
                     PEAEKVLAFLKEAMGVNKIRFPETSGIGIKPISEEGTKRLVRAAIQYAINEKRSSVTL
                     VHKGNIMKFTEGAFKNWGYEVAEQEFGDKVFTWAEYDRIVEKDGKDAANKAMADAEVA
                     GKIIVKDSIADIFLQQILTRPREFDVVATMNLNGDYISDALAAQVGGIGIAPGANINY
                     VTGHAIFEATHGTAPKYAGLDKVNPSSVLLSGVLLLEHLGWNEAAKLVTASVEKTIAS
                     KVVTYDFARLMEGATEVKCSEFANELIKNMDVAIIKNA"
     gene            complement(3274704..3275819)
                     /gene="citZ"
                     /locus_tag="DJ46_3505"
     CDS             complement(3274704..3275819)
                     /gene="citZ"
                     /locus_tag="DJ46_3505"
                     /EC_number="2.3.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate synthase 2"
                     /protein_id="AIK64077.1"
                     /translation="MTVIRGLEGVVATTSSVSSIIDDTLTYAGYNIDDLAENATFEEV
                     VYLLWHRKLPNEQELAKFNEIVSEYYKVPGEILAYLKQVDLKIAHPMSVLRTAISMLS
                     LYDESAEIMDEKSNYLKAVKLQAQVGTLVAAYARIRKGLDVVEPRNDLSLAANFLYML
                     NDREPNEVEIEAFDKALVLHADHELNASTFTARVCVATLSDVYSGITAAIGALKGPLH
                     GGANENVMKMLTEIGEEENVESYIHNALQNKVKIMGFGHRVYEQGDPRAKHLREMSKR
                     LCVLLGEEKWYNMSIKIEDIVTKEKGLPPNVDFYSASVYHCLGIDHDLFTPIFAISRM
                     SGWLAHILEQYENNRLIRPRADYNGPTHQVYVPIAQR"
     gene            complement(3276240..3276701)
                     /locus_tag="DJ46_3506"
     CDS             complement(3276240..3276701)
                     /locus_tag="DJ46_3506"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61853.1"
                     /translation="MISQSTLFLFILLIIGLIAKNQSLTVAIGVLFLLKFTFLGDKVF
                     PYLQTKGINLGVTVITIAVLVPIATGEIGFKQLGEAAKSYYAWIALASGVAVALLAKG
                     GVQLLTTDPHITTALVFGTIIAVALFNGVAVGPLIGAGIAYAVMSIIQMFK"
     gene            3277122..3278240
                     /gene="ytvI"
                     /locus_tag="DJ46_3507"
     CDS             3277122..3278240
                     /gene="ytvI"
                     /locus_tag="DJ46_3507"
                     /note="spore_ytvI: sporulation integral membrane protein
                     YtvI"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation integral membrane protein YtvI"
                     /protein_id="AIK65856.1"
                     /translation="MNRNLLYMILRLVFVIVATVAGFYALLYVSGLIYPFIIAFAFAY
                     LINPVVNFLNQKLQFPRALAVLVSLILVFGAIVGLVTYLVTEAISATTYLLQLVTVKF
                     PDIVTFAQQFALNHIMPLYDDLISKFNHLGEPQRYTITQNIQNLGTEATTQMKELLTA
                     IISGLTNFISALPTTLTVLVFVLLATFFISNDWHRLAQKVRKFLPNRVHGYGKTIFVD
                     LRKALFGFVKAQLTLVSMTTVIVLIGLLILRVPYAITIAIITGVVDLLPYLGTGAVFV
                     PWVIYVFFTGDTAFAIGLLILYIVVIVQRQIMEPKVLSSNIGLDPLATLIALFVGFKL
                     FGFLGLIIGPVTLVLLNTLHKARVFHDLWKYIKGSPSK"
     gene            complement(3278826..3279215)
                     /locus_tag="DJ46_3508"
     CDS             complement(3278826..3279215)
                     /locus_tag="DJ46_3508"
                     /codon_start=1
                     /transl_table=11
                     /product="fxsA cytoplasmic membrane family protein"
                     /protein_id="AIK61753.1"
                     /translation="MKWLLFLLILIPAIEITVLIGSSHVIGLWSTFAMIVFTGVVGVY
                     LAKRQGFKVLGEIQSKLNRGEMPGAAVLDGIFIFVGGILLVLPGYVTDIIGFIFVIPM
                     TRALLKPFIMKWMEWKFRKNSTIIVQK"
     gene            complement(3279415..3281172)
                     /gene="pyk"
                     /locus_tag="DJ46_3509"
     CDS             complement(3279415..3281172)
                     /gene="pyk"
                     /locus_tag="DJ46_3509"
                     /EC_number="2.7.1.40"
                     /note="pyruv_kin: pyruvate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate kinase"
                     /protein_id="AIK61416.1"
                     /translation="MRKTKIVCTIGPASESIEKLEQLIEAGMNVARLNFSHGSHEEHG
                     ARIKNIREASKKTGKTVGILLDTKGPEIRTHDFVDGQAELVTGAEVVLSTEQVLGTAE
                     KFSVSYAGLYDDVDPGSRILIDDGLIELEVIEKADGNIRTKVLNSGTVKNKKGVNVPN
                     VSIKLPGITEKDVKDIIFGIEQKVDFIAASFVRKAADVLEIRELLEEHNAQYIQIVPK
                     IENQEGIDNIDSILEVSDGLMVARGDMGVEIPPEEVPLVQKRLIKKCNVLGKPVITAT
                     QMLDSMQRNPRPTRAEASDVANAIFDGTDAIMLSGETAAGQYPVEAVTMMANIAVRVE
                     KSLQYEDMFKKRIKEFTPTITDAISQSVAHTALALDVAAIVAPTESGYTAKMISKYRP
                     KSPIVAVTSDEQVGRRLALVWGVQAFMAEKRAASTDEMLDTAIQTGMDAGLIGLGDTV
                     VITAGVPVAETGTTNLMKIHVVGEEVAKGQGIGRKAAKGKVVVAKTAAEAVANVNEGD
                     ILVTTSTDKDMIPAIEKAAALVVEEGGLTSHAAVVGVSIGIPVIVGVNGVTATLKNGQ
                     EVTVDAARGIVYNGHAEVL"
     gene            complement(3281226..3282185)
                     /gene="pfkA"
                     /locus_tag="DJ46_3510"
     CDS             complement(3281226..3282185)
                     /gene="pfkA"
                     /locus_tag="DJ46_3510"
                     /EC_number="2.7.1.11"
                     /note="PFKA_ATP: 6-phosphofructokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phosphofructokinase"
                     /protein_id="AIK63308.1"
                     /translation="MKRIGVLTSGGDSPGMNAAIRAVVRKAIFHDIEVYGIYHGYAGL
                     ISGHIEKLELGSVGDIIHRGGTKLYTARCPEFKDPEVRLKGIEQLKKHGIEGLVVIGG
                     DGSYQGAKKLTEQGFPCVGVPGTIDNDIPGTDFTIGFDTALNTVIDAIDKIRDTATSH
                     ERTYVIEVMGRHAGDIALWAGLADGAETILIPEEEYDMEDVIARLKRGSERGKKHSII
                     VVAEGVGSAIDIGKHIEEATNFDTRVTVLGHVQRGGSPSAQDRVLASRLGARAVELLI
                     AGKGGRCVGIQDNKLVDHDIIEALAQKHTIDKDMYQLSKELSI"
     gene            complement(3282314..3283288)
                     /gene="accA"
                     /locus_tag="DJ46_3511"
     CDS             complement(3282314..3283288)
                     /gene="accA"
                     /locus_tag="DJ46_3511"
                     /EC_number="6.4.1.2"
                     /note="accA: acetyl-CoA carboxylase, carboxyl transferase,
                     alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA carboxylase, carboxyl transferase,
                     alpha subunit"
                     /protein_id="AIK66379.1"
                     /translation="MAELEFEKPVVELRNKIRELKDYTKNSQMDFSEEIRILEDKLEN
                     LEEDIYGNMKVWDRVQIARHAERPTTLDYIEHLFTDFFECHGDRLFGDDAAIVGGIAK
                     YKGMPVTVIGHQRGKDTKENIRRNFGMPHPEGYRKALRLMKQAEKFNRPIICFIDTKG
                     AYPGKAAEERGQSEAIARNLFEMAGLTVPVICIVIGEGGSGGALGLGVGDYIHMLENS
                     TYSVITPEGAAAILWKDAGKAKEAAEAMRITAADLKELGVIDEIIPEAKGGAHRNVLK
                     QSENIDLMLRKTFEQLNGISKDELIEKRYEKYMKIGQVSFSNASIWIK"
     gene            complement(3283276..3284145)
                     /gene="accD"
                     /locus_tag="DJ46_3512"
     CDS             complement(3283276..3284145)
                     /gene="accD"
                     /locus_tag="DJ46_3512"
                     /EC_number="6.4.1.2"
                     /note="accD: acetyl-CoA carboxylase, carboxyl transferase,
                     beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA carboxylase, carboxyl transferase,
                     beta subunit"
                     /protein_id="AIK64382.1"
                     /translation="MLRDLFVKKKKYAAIPSEQVRKDVPDGVMTKCPKCKKIMYTKEV
                     LKNLKVCVNCGYHHPMNAWERLDSILDEGSFREYDKEMVSLNPLEFPNYEEKLESDRK
                     KTELNEAVVTGEGTIDDMLVVVAVMDSRFRMGSMGSVVGEKIARAVEKAYDLQVPFII
                     FTASGGARMQEGILSLMQMAKTSVALKKHSNAGGLFISVMTHPTTGGVSASFASLGDY
                     NLAEPGALIGFAGRRVIEQTVREKLPEDFQTAEFLLEHGQLDAVVHRDDMRESLRKIL
                     EVHQGGEMAVWQS"
     gene            complement(3284331..3284975)
                     /locus_tag="DJ46_3513"
     CDS             complement(3284331..3284975)
                     /locus_tag="DJ46_3513"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK63211.1"
                     /translation="MTSSNTKVYLEIVKKIRSIMEEDGLVAGDRLPSERELSSRLNVG
                     RSSVREALRALELVGLIETRRGEGTFIRNFYDNGLVQLIAPFLLQDEKTIRDLLQTKR
                     LLEKDMIRIVCNLPKETFSKVLSKLHQVLEGNENSIPMLHQTFFKTLIEQVDNYLLYR
                     IWMIVNDYVSTLSCKVSGDSIDMYRKLYATLEEKQENDALKIYDELVENIQFHS"
     gene            complement(3284990..3286228)
                     /locus_tag="DJ46_3514"
     CDS             complement(3284990..3286228)
                     /locus_tag="DJ46_3514"
                     /codon_start=1
                     /transl_table=11
                     /product="malic enzyme, NAD binding domain protein"
                     /protein_id="AIK63054.1"
                     /translation="MSTLREEALHMHKVHQGKLETVSKVKVENAKDLSLAYSPGVAEP
                     CKEIYDDKSKVYEYTMKGNMVAVVTDGTAVLGLGNIGPEASLPVMEGKAVLFKSFAGV
                     DAFPIALNTNDVDKIVETVKLMEPTFGGVNLEDIAAPNCFIIEERLKKETNIPIFHDD
                     QHGTAIVTVAGLVNALKLVGKKMSDIKVVANGAGAAGIAIIKLLYRYGVRDIIMCDRK
                     GAIYEGRPTGMNPVKDEVAKYTNKNRIEGSLADVVQGADVFIGVSAEGALTEEMVRTM
                     NDDAIIFAMANPVPEIMPELAKAAGAAVVGTGRSDFANQVNNVLAFPGIFRGALDVHA
                     TQINEEMKMAAVQAIAELVAEDELNADYIIPAPFDARVAPQVAAYVAKAAMETGVARR
                     QVDPNEVAEKTKQLALIGKE"
     gene            complement(3286332..3289658)
                     /gene="dnaE"
                     /locus_tag="DJ46_3515"
     CDS             complement(3286332..3289658)
                     /gene="dnaE"
                     /locus_tag="DJ46_3515"
                     /EC_number="2.7.7.7"
                     /note="polc: DNA polymerase III, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, alpha subunit"
                     /protein_id="AIK64600.1"
                     /translation="MKFVHLQCQTVFSLLKSACKIDELVVRAKELGYSSLAITDENVM
                     YGVIPFYKACKKHGIHPIIGLTASIFSEEEEKSYPLVLLAENEIGYQNLLKISSSIMT
                     KSKEGIPKKWLAHYAKGLIAISPGKDGEIEQLLLEDKESQAEEVARAYQNMFGNFYMS
                     LQHHAIQDELLLQEKLPAFMNRVNIPVVATNDVRYINQSDALVHECLLSVESGTKMTD
                     PDRPRLKTDQYYLKSSDEMEALFSHVEEAIYNTVEIAERCRVEIPFHVNQLPKFPVPS
                     NETNDMYLRRVCEEGLQKRYGTPKEVHINRLNHELNVISSMGFSDYFLIVWDFMKYAH
                     ENHILTGPGRGSAAGSLVSYVLEITDIDPIEYDLLFERFLNPERVTLPDIDIDFPDIR
                     RDEMIRYVKDKYGQLRVAQIVTFGTLAAKAAIRDIARVMGLPPRDIDIFSKLIPSKLG
                     ITLKDAYEESQSLREFIQGNLLHERVFEIAKRVEGLPRHTSIHAAGVIMSQEPLTGSV
                     AIQEGHNDVYVTQYPADALEELGLLKMDFLGLRNLTLLENIIKFIVQKTGKEIDIRNL
                     PLQDAKTFQLLGRGDTTGVFQLESSGMRNVLRGLKPNEFEDIVAVNSLYRPGPMEQIP
                     TFIESKHGKRKIEYLHPDLKPILERTYGVIVYQEQIMQIASKLAGFSLGEADLLRRAV
                     SKKNRDILDQERKHFVQGCLQNGYDETSAEKIYDLIVRFANYGFNRSHAVAYSMIGYQ
                     LAYLKANYTLEFMTALLSSAIGNEDKIVQYIRETKRKGFHVLPPSLQRSGYNFQIEGN
                     AIRYSLLSIRNIGMATVTALLEEREKKMFEDLFEFCLRMPSKFVTERNLEAFVWSGCF
                     DDFGVSRTNLWKSLKGALEYANLARDLGDAVPKSKYVQGEELSFIEQLNKEKEVLGFY
                     LSSYPTAQYVKLAKELEIPSLAQAMRHKKKVQRAIVYITSVRVIRTKKLQKMAFITFC
                     DQNDEMEAVLFPETYIHFSDKLQEGAIVLVDGTIELRNHKLQWIVNGLYPLEEMDAYE
                     EKKDASVYVKLPSQYEKKLLNQVTKILFDYSGFAKVLIYYEKEHKMVQLSRSLSIHPS
                     EECLGALREIVGEENVVVKI"
     gene            3289776..3290114
                     /gene="ytrH"
                     /locus_tag="DJ46_3516"
     CDS             3289776..3290114
                     /gene="ytrH"
                     /locus_tag="DJ46_3516"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation membrane protein ytrH"
                     /protein_id="AIK61553.1"
                     /translation="MDVREHTFFSLLIISYFIAFGVILGGSLIGGFGAFLIGKPTLTY
                     INQFAQNLRIWALVAAIGGTFDTFYSFERSFFGGDMKDIVKQILLIFFATGGMQTGLI
                     IIKWLTQEHA"
     gene            3290111..3290614
                     /locus_tag="DJ46_3517"
     CDS             3290111..3290614
                     /locus_tag="DJ46_3517"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61647.1"
                     /translation="MRVPSANTAKRWYLVLAGAAVGGVLSWFIFLYIYGVFQEEQAIK
                     IAEQREIIEKQEAKLHVLLEDQEKLNTENKRLLTIQEIKIKLINQEKYDLDNLTIENM
                     TTSIHNDLQHLLTKNIQSIAKNKDLLKKVIENKTYKHYDRLYRFKVDTISFDTVLEIS
                     ITIEKEK"
     gene            complement(3290666..3291598)
                     /gene="nrnA"
                     /locus_tag="DJ46_3518"
     CDS             complement(3290666..3291598)
                     /gene="nrnA"
                     /locus_tag="DJ46_3518"
                     /EC_number="3.1.3.7"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional oligoribonuclease and PAP
                     phosphatase nrnA"
                     /protein_id="AIK65553.1"
                     /translation="MHEQILGAIKEFDTIIIHRHVRPDPDALGSQGGLSTILQESFPE
                     KNIYTVGYNEPSLAYLRVMDDIEDSVYENALVIVCDTANQERVDDQRYTKGKMLIKID
                     HHPNEDPYGDITWVDTTASSTSEMIYEFYNYGKDKGLQITKEAARLILAGIVGDTGRF
                     LFPNTTAKTLRYVSELVDMDVKFTDLYNEMYKTKEKIARLNGYILQNFTMVEEGVAYI
                     KLTKEVLEKFDVLPSEASGVVGALGNIDGLKAWVLFLEEDDVIRVRLRSKGPVINKLA
                     MQYNGGGHPMASGAKASSWEEADRLFADLREICK"
     gene            3291838..3292143
                     /locus_tag="DJ46_3519"
     CDS             3291838..3292143
                     /locus_tag="DJ46_3519"
                     /codon_start=1
                     /transl_table=11
                     /product="ytpI-like family protein"
                     /protein_id="AIK61774.1"
                     /translation="MPVLVFCIIVSFMLYLFYKTKYFRTNRPMEKGWLSGKSAMALGS
                     FVLFFGINQFFLELSTARIIVGVLFVLFGSASVFNGFRQYKHFLPLAVKEAEVYETT"
     gene            complement(3292157..3292414)
                     /locus_tag="DJ46_3520"
     CDS             complement(3292157..3292414)
                     /locus_tag="DJ46_3520"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64337.1"
                     /translation="MSSTVLFFGSIALFYFLIMIPIQYLYLQGLHEKKKKTGLSQREL
                     YERMSFGEEQLHLHVQGNPFNIPSAFVAYMILKVRGRKKAS"
     gene            complement(3292595..3292897)
                     /locus_tag="DJ46_3521"
     CDS             complement(3292595..3292897)
                     /locus_tag="DJ46_3521"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61803.1"
                     /translation="MGVVLFFLGLILVITVHVITHRIMDLNKKKLYVISLIFAIICSF
                     IPTTGENKSDFLYFGIPVETFVYYGGWEFSFHPLGFFFNFILFYWMLKLLLKLRKT"
     gene            complement(3293091..3294404)
                     /locus_tag="DJ46_3522"
     CDS             complement(3293091..3294404)
                     /locus_tag="DJ46_3522"
                     /codon_start=1
                     /transl_table=11
                     /product="thioesterase superfamily protein"
                     /protein_id="AIK61687.1"
                     /translation="MATKHNQILEHINSLPVGHKISVRQIAKDLSVSEGTAYRAIKDA
                     ENKGYVSTIERVGTIRIEQKKKENIEKLTYAEVVNIVDGQVLGGREGLHKTLNKFVIG
                     AMKLEAMMRYTEAGNLLIVGNRTNAHQLALETGAAVLITGGFDTEDHVKKLADELKLP
                     IISSSYDTFTVATLINRAIYDQLIKKEIVLVEDILTPIEETLYLKPNDTVQQWHAYNE
                     ETMHGRYPIVDENKKVLGIVTSKDMIGVAKETPIDKVMTRHPITVNGKMSVAAAARMM
                     VWEGIELLPVVDEGNKLQGIISRQDVLQALQMIQRQPQVGETIDDIVTNQFMTPKEAK
                     NEHLYQFSVTPQMTNSIGTLSYGVFATIVTEATNRVIRAQKKSDLIVENLTIYFVKPV
                     QIDNVVSVHPKVLEIGRKFGKVDVEVHHEGNVVGKALLMVQLIDK"
     gene            3294649..3294810
                     /locus_tag="DJ46_3523"
     CDS             3294649..3294810
                     /locus_tag="DJ46_3523"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62186.1"
                     /translation="MMKKLLEVVGAVLLAFVDGKKVAMELNETPEQPLPKREESSKQI
                     QPLKAILHT"
     gene            complement(3294851..3295534)
                     /locus_tag="DJ46_3524"
     CDS             complement(3294851..3295534)
                     /locus_tag="DJ46_3524"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK65197.1"
                     /translation="MKVSYHGHSVVKIETNGKVILIDPFLTGNPKTDLKAEDVKVDAI
                     LLSHGHGDHVGDTVELAKKNNAVVVAPFELATFLSWQGVNTHPMHIGGSHEFDFGKVK
                     FTQAFHGSSYIDEENKTITYTGMPAGILFTAEEKTLYHAGDTALFSDMKLIGELNNID
                     VAFLPIGDNFTMGPEDAVLAAKWVQAKTVVPMHYNTFPVIEQDPYQFVEKLQNCTGKV
                     LEAGESITL"
     gene            3295684..3296781
                     /locus_tag="DJ46_3525"
     CDS             3295684..3296781
                     /locus_tag="DJ46_3525"
                     /codon_start=1
                     /transl_table=11
                     /product="metallopeptidase M24 family protein"
                     /protein_id="AIK66028.1"
                     /translation="MNARLENLMQWLKEKNVEAAFLTSTPNVFYMTNFHCEPHERLLG
                     MFVFQEKEPILICPKMEEGQARNAGWAHEIIGFTDTDRPWDMIAKAIKDRGINANAVA
                     IEKELLNVERYEELTKLFPNAAFTSAEEKVRELRLIKDEKELSILREAAKMADYAVEV
                     GVNAIKEDRSELEVLAIIEHELKTKGIHKMSFDTMVLAGANSALPHGIPGANKMKRGD
                     FVLFDLGVIIDGYCSDITRTVAFGEISEEQTRIYNTVLAGQLQAVEACKPGVTLGAID
                     NAARSVIADAGYGDFFPHRLGHGLGISVHEYPDVKAGNESPLKEGMVFTIEPGIYVPN
                     VGGVRIEDDIYITKDGSEILTKFPKELQFVK"
     gene            complement(3296810..3297181)
                     /locus_tag="DJ46_3526"
     CDS             complement(3296810..3297181)
                     /locus_tag="DJ46_3526"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64699.1"
                     /translation="MDRHMKFSMFMFLGVVLIILAACTTKSVEQVAVKEVPKEGYIIL
                     RNETVFLADDKTFETKIELQNYIEQQMNQDYPSDIVLIFKDKDAYDQLKTGDKIKVWS
                     SQTFESYPVKMIVEKFEIAEK"
     gene            complement(3297202..3297576)
                     /locus_tag="DJ46_3527"
     CDS             complement(3297202..3297576)
                     /locus_tag="DJ46_3527"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64852.1"
                     /translation="MKRALFFFISIFFLGSCSIWYVTFSSESKSWTGQYKGHIKDDSE
                     DGMFTFRYKGGDGNTEFKNLEIAINGAFSTMTQTSENHKGAKIEMKSSCVSCAPLSKD
                     EPIEIVIKWDDKYEEKMVLKRK"
     gene            3297670..3298497
                     /locus_tag="DJ46_3528"
     CDS             3297670..3298497
                     /locus_tag="DJ46_3528"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63246.1"
                     /translation="MLQQQLEEIRNNNYILDNKVNIDSLSSNMLEHIGVTDSYLRDKL
                     IYSTFYHLIKKEYISHTQSQKLLLESISEKYLLYKIHSSDEDAVFTRAFTTLLIALII
                     DADTNHNFLSQTDISNVKDQLILYMNNEHDFRGYVQNHGWAHSIAHASDTFEALVRSP
                     KLETLHYEEILQTLLNKVCVHSIYYKYEEDERLVYPIVAMLQNGLKEEALILALHDLV
                     AQLPAKKQTLHIESYEFLYGNIKSFLRSLFFRLRKLSICEETECEVEKLLQELPKYY"
     gene            complement(3298512..3298718)
                     /locus_tag="DJ46_3529"
     CDS             complement(3298512..3298718)
                     /locus_tag="DJ46_3529"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66063.1"
                     /translation="MRQIHGAIYIYITMFFVAISYGLGHVYSHPILTFLSGACMAFAL
                     LVHLFSVWIVKFQLNISEIEEGTF"
     gene            complement(3299110..3299565)
                     /locus_tag="DJ46_3530"
     CDS             complement(3299110..3299565)
                     /locus_tag="DJ46_3530"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63881.1"
                     /translation="MRISNKYITLDEIEVIREPLNKLHEYHNNTSKHFSGDYPRMSFE
                     ERIENYKQNSKYGEYRIELLVETETDNILGCYIAYSKSISGKIEVLFVDEKHRGNGFG
                     LKLMNSAVEWFKAKKIDEIELTVVYGNEAISFYEKLGFYPRSIIMATKS"
     gene            complement(3299638..3299982)
                     /locus_tag="DJ46_3531"
     CDS             complement(3299638..3299982)
                     /locus_tag="DJ46_3531"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63470.1"
                     /translation="MNVELTRFKVKQDKSHRVDEWMQLLNDNMKEVLLTLNDEKMYVE
                     TIFREIRDGEEYLYWYSVQGEGGALVENSHHEIDKKHLEFWYECIDEEAPSVDMKTEV
                     VMIQDVVKDAMK"
     gene            complement(3299985..3300773)
                     /locus_tag="DJ46_3532"
     CDS             complement(3299985..3300773)
                     /locus_tag="DJ46_3532"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK63797.1"
                     /translation="MKKLSVAEYRKILPILESHTKTTTFAYAVCDQVIDGEVFVNEKL
                     TAGLIRTANGIYYVFGHTDDQNYNEDLFLFIKKAIEKTEKRFTLFTSSEEWEMMIEER
                     FSNVLRNIPRMKFQSATFEERKRDCNKNTYEVKRIDRRDIERSSEFTEEYYKEYWGSK
                     ETFLNGGFGFCIEQGGMIVAECVSIFSGNGFAEIDIVTHKAYQGKGLAQAVAARFIEH
                     CIQNDIIPCWDCYVDNIPSQKLANKLSFHNPIEYSLFVRKKTGE"
     gene            complement(3300770..3301102)
                     /locus_tag="DJ46_3533"
     CDS             complement(3300770..3301102)
                     /locus_tag="DJ46_3533"
                     /codon_start=1
                     /transl_table=11
                     /product="cupin domain protein"
                     /protein_id="AIK61396.1"
                     /translation="METVNLIELTKDIQEQHKNFVVSNVNSHCLRIAVFTGEYDWHYH
                     SNSDELFIVLEGELLIDFEDGETVVLKPNDSILIPACTIHRTRALKRTVNLCFENIEA
                     DTIKVEQL"
     gene            complement(3301147..3301575)
                     /locus_tag="DJ46_3534"
     CDS             complement(3301147..3301575)
                     /locus_tag="DJ46_3534"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61150.1"
                     /translation="MGSKKRKQKQAKRQKYIKKKQEQNIPLSKKVVLMIEKTFRYICM
                     ALYVILCMYSFGVFYSLEITPNIIESILEFLLVAIQLVLFFILFDTVWPSHESKKDKK
                     RKRNKKSSSASSSSSGFGDYSSSDCSSSSDSGGDCGGGGD"
     gene            3301754..3301969
                     /locus_tag="DJ46_3535"
     CDS             3301754..3301969
                     /locus_tag="DJ46_3535"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK62009.1"
                     /translation="MIKNKVKQFRVVRDITQEQLASSVQITRQSLIAIEKNKYNPSLE
                     LALKLCEFFNCKVEDLFQLDKTGEEKE"
     gene            3301966..3302391
                     /locus_tag="DJ46_3536"
     CDS             3301966..3302391
                     /locus_tag="DJ46_3536"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64962.1"
                     /translation="MKNTFNQKFISHLTFLVLGSSFLYFSSNDEEKISSVLLFAGVYI
                     LLTLILLVVKRIFFKKKKNDAEKYPLPEMDERIEKMSLKLMAQIFGLSHLIGSAILFI
                     LYITDKNSVIRVEYALYYLFGILFFTMMFGLKIVKKLDN"
     gene            complement(3302443..3303576)
                     /gene="ald"
                     /locus_tag="DJ46_3537"
     CDS             complement(3302443..3303576)
                     /gene="ald"
                     /locus_tag="DJ46_3537"
                     /EC_number="1.4.1.1"
                     /note="alaDH: alanine dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine dehydrogenase"
                     /protein_id="AIK61364.1"
                     /translation="MRIGIPTEIKNNENRVAMTPAGAVHLVQNGHEVFVQKGAGLGSG
                     FTDEEYVQAGAKLVETAEEAWNQDMVMKVKEPVASEYGYFREGLILFTYLHLAPEPEL
                     TKALIDNKVVSIAYETVQLDNRSLPLLAPMSEVAGRMSAQIGAQFLEKNKGGKGILLA
                     GVPGVKRGKVTIIGGGQAGTNAAKIAVGLGADVTIIDLSAERLRQLDDIFGNQVKTLM
                     SNPYNIAEAVKESDLVIGAVLIPGAKAPKLVTEEMIQSMEPGSVVVDIAIDQGGIFET
                     TDRITTHDNPTYEKHGVVHYAVANMPGAVPRTSTLALTNVTVPYAVQIANKGYKDACL
                     GNTALLKGINTLDGYVTFEAVAEAHGLQYADAKELLEKAPALS"
     gene            complement(3303790..3304548)
                     /locus_tag="DJ46_3538"
     CDS             complement(3303790..3304548)
                     /locus_tag="DJ46_3538"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier protein] reductase"
                     /protein_id="AIK62129.1"
                     /translation="MRHALITAGTKGLGKQVTEKLLAKGYSVTVTYHSDITAMKKMKE
                     TYKNMEERLQFVQADVTKKEDLHKIVEEAISRFGKIDFLINNAGPYVFERKKLVDYEE
                     DEWNEMIQGNLTAVFHLLKLVVPIMRKQNFGRIINYGFQGADSAPGWIYRSAFAAAKV
                     GLVSLTKTVAYEEAEYGITANMVCPGDIIGEMKEATIQEARQLKERNTPIGRSGTGED
                     IARTISFLCEEDSDMITGTIIEVTGAVDVIHRHR"
     gene            3304729..3305187
                     /locus_tag="DJ46_3539"
     CDS             3304729..3305187
                     /locus_tag="DJ46_3539"
                     /codon_start=1
                     /transl_table=11
                     /product="universal stress family protein"
                     /protein_id="AIK65534.1"
                     /translation="MNNTYTNILIAVDGSKEAEKAFKKAIQVAKRNNATLTIAHIVDV
                     KAYSAVEAYSRAIAERANLFAEDLLEDYKKTALEAGLEKIETVLEFGNPKSKISKEIA
                     PNHKVDLIMCGATGLNAVERFLIGSVSEHIIRYAKCDVLVVRGDEEQGEL"
     gene            complement(3305229..3305924)
                     /locus_tag="DJ46_3540"
     CDS             complement(3305229..3305924)
                     /locus_tag="DJ46_3540"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64400.1"
                     /translation="MRRIYFIGLMLYTLIVLHVAFPNIFSFENVEIVHVGIFIFILFA
                     VDCCISIWLSNRKHVQNKKEMERKKRKRSFWITTYCFSLVITAAFFSENIPLERVNIG
                     FGAFVFAYYFFMHFLPYMKEKRGEEEDPLVEEAREQEHKRIEEDIKKLGEQKWYLKSK
                     IIYVLCFITPPIGYLYVFCLRKKMTEDARQSYLTVATIMMALWSLKFLPPYILAITVA
                     VIACLVFLVKYVK"
     gene            3306020..3306199
                     /locus_tag="DJ46_3541"
     CDS             3306020..3306199
                     /locus_tag="DJ46_3541"
                     /codon_start=1
                     /transl_table=11
                     /product="putative proA domain protein"
                     /protein_id="AIK64439.1"
                     /translation="MDDSERIILDVNGKEIEMLDTIRAHFRETHGIELSNGALLRDLM
                     DIEYIRITEGRHKYD"
     gene            complement(3306257..3306598)
                     /locus_tag="DJ46_3542"
     CDS             complement(3306257..3306598)
                     /locus_tag="DJ46_3542"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62780.1"
                     /translation="MKKVIFIVLLLISLSANVKVFLLDKYIFAGEQVKREEAIIATMW
                     HLQEKGYKESDISYIKPAFYSKMSSYGMNVQFKDEPNESYTYRVLKDAKTNKVTVHQD
                     SNEPGGMGGKH"
     gene            complement(3306697..3308085)
                     /gene="argH"
                     /locus_tag="DJ46_3543"
     CDS             complement(3306697..3308085)
                     /gene="argH"
                     /locus_tag="DJ46_3543"
                     /EC_number="4.3.2.1"
                     /note="argH: argininosuccinate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="argininosuccinate lyase"
                     /protein_id="AIK61734.1"
                     /translation="MSKLWGGRFTEEAEAWVEEFGASISFDQQLVNQDINGSIAHVTM
                     LAKQGIVTKEEAEKIKIGLQYLLEEAKQNKLHFSVEAEDIHLNIEKMLMEKIGEVGGK
                     LHTGRSRNDQVATDMHLYLKEKVEHIIKAIKQLQTVLVHQAENNIETIMPGYTHLQRA
                     QPISFAHHILAYFWMLERDVNRYEDSLKRINISPLGAGALAGTTFPIDREYSAELLGF
                     NGIYENSLDAVSDRDFILEFLSNSSMLMMHLSRFCEELILWSSQEFQFIEMSDQYATG
                     SSIMPQKKNPDMAELIRGKTGRVYGNLFSLLTVMKGLPLAYNKDLQEDKEGMFDTVKT
                     VEGCLHIMAGMLETMTVNKEKMGQAVTQDFSNATEIADYLANKGLPFRQAHEIVGKLV
                     LHCTQKGIYLIDVPLATYKEMSALFEEDLYEVLSPYAAVKRRNSAGGTGFEQIEKALE
                     KAKGLTKEAIKN"
     gene            complement(3308082..3309287)
                     /gene="argG"
                     /locus_tag="DJ46_3544"
     CDS             complement(3308082..3309287)
                     /gene="argG"
                     /locus_tag="DJ46_3544"
                     /EC_number="6.3.4.5"
                     /note="argG: argininosuccinate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="argininosuccinate synthase"
                     /protein_id="AIK63274.1"
                     /translation="MEKKKVVLAYSGGLDTSVAIKWLQEKNYDIIALCLDLGEGKDLA
                     FVKEKALSVGAIKSYMIDVQEEFANEYALMAMQAHTLYEGKYPLVSALSRPLIAKKLV
                     EIAEQEGATAVAHGCTGKGNDQVRFEVSIQALNPYLEVIAPVREWKWSREEEIAYAKE
                     NNVPIPINLDSPFSIDQNLWGRSNECGILEDPWAAPPEDAYEMTLALEDTPNKPEFVE
                     IGFEAGVPTTLNGTAYPLSELIKTLNALAGKHGVGRIDHVENRLVGIKSREVYECPAA
                     MTLITAHKELEDLTLVKEVAHFKPMIEQKITELIYNGLWFSPLKQALHAFLQETQKNV
                     TGTVRVKLFKGHAIVEGRKSEYSLYDEKLATYTAQDEFNHDAAVGFISLFGLPTKVYS
                     QVNQKKVEA"
     gene            3309538..3309771
                     /locus_tag="DJ46_3545"
     CDS             3309538..3309771
                     /locus_tag="DJ46_3545"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65176.1"
                     /translation="MQHAILLKWEQVRGKIPDRIKEIEHYINAKQHHLNNEEDFEISC
                     KLNSEIADLASIINDLWLWYRLTQNVSEGKAHQ"
     gene            complement(3309800..3309994)
                     /locus_tag="DJ46_3546"
     CDS             complement(3309800..3309994)
                     /locus_tag="DJ46_3546"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64820.1"
                     /translation="MLKDMFKRKELTCFICQKKIEYEEELVAFVKLPKERSILVGPFD
                     VCLAKTAQEIYCKSCYDKKA"
     gene            3310121..3310219
                     /locus_tag="DJ46_3547"
     CDS             3310121..3310219
                     /locus_tag="DJ46_3547"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64972.1"
                     /translation="MRAFVIIALTFLSVISWDAFFKDTSDEKDTTE"
     gene            3310851..3311513
                     /locus_tag="DJ46_3548"
     CDS             3310851..3311513
                     /locus_tag="DJ46_3548"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62889.1"
                     /translation="MRNIQSRQIIKEIFMVLIGSFILAAALYHIHFQNHLTEGGFVGI
                     ALFIQNFYDISPSISTVIMDIPIILLCASFLGRKMVGYSFLGSISFGVFYSLMENYSP
                     FTIDLSNNLFIAAVVGGALAGIGLGFILRFGGATGGDDILTIVLSKKTRFTIGQIFFV
                     FDAIVLALSLYYLNWTEIAFTILSIAVQAKTLDLIYYPKTEKAEEKQPVSIPMSKKHA
                     TN"
     gene            complement(3311545..3312378)
                     /locus_tag="DJ46_3549"
     CDS             complement(3311545..3312378)
                     /locus_tag="DJ46_3549"
                     /codon_start=1
                     /transl_table=11
                     /product="ecsC family protein"
                     /protein_id="AIK63366.1"
                     /translation="MRSKREQAILDSIKEWESQLVEQEATDFQRMFDKWVHTTIAKLP
                     EKKRKDFFTKADGWLFHLHALIQSSQSQLEARNRILGTSRLFNESIEQLEDLKALSID
                     QLTYIAEQQTARHRLYSFVQGGATGAGGLLLLTADFPVMIALNVKAVQLIATSFGHDV
                     NKPYEMMLALKVFHASLLPGRLQQYAWYNLLQELEQEDSFFYEGDEAVLQPASTEIIL
                     KQILKTFSIYALRRKLFQGIPVIGMAIGSTVNYRLTRNVTEFANRFYQVRHIVEKEKR
                     A"
     gene            3312516..3313151
                     /locus_tag="DJ46_3550"
     CDS             3312516..3313151
                     /locus_tag="DJ46_3550"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63077.1"
                     /translation="MNLSDIKKEYHAVFSLGQNCWPAWALYQFELSPFFGVIDFMLSP
                     SLEKVNVLLQNRFDRFLQFENLSFISFWDDDAKLRLRDNLYEIDSCHDFKTDVNTPTS
                     WPSYTEIKLNYEHRINRFLTTIETAESILFIRTGGTYEEARSLEHILSQIVKHKFSVL
                     LLIPADVPNVVEEDWGLQHICVIKCPIMDVYQYNEVFWNDLFDGITIRPHS"
     gene            3313223..3313657
                     /locus_tag="DJ46_3551"
     CDS             3313223..3313657
                     /locus_tag="DJ46_3551"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK63450.1"
                     /translation="MYPRAKAFGLAIHHDHLLVQEYHTSDETYSRPLGGSIELGEKSA
                     HTVIREFKEELHTEVEITNYLGCLENIFHLDGEIAHEIIQLYSLRLLDTSLYKMEKVK
                     IQDEQTVSYAKWIPLTAFIQEKKVLYPDGILTYIKKKKDEIL"
     gene            complement(3313681..3314874)
                     /gene="ackA"
                     /locus_tag="DJ46_3552"
     CDS             complement(3313681..3314874)
                     /gene="ackA"
                     /locus_tag="DJ46_3552"
                     /EC_number="2.7.2.1"
                     /note="ackA: acetate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="acetate kinase"
                     /protein_id="AIK66245.1"
                     /translation="MSKIIAINAGSSSLKFQLFEMPSETVLTKGLVERIGLEDSIFTI
                     TVDGEKQKEITNIPDHAVAVNMLLKKLTENGIVKSLDEIGGIGHRVVHGGEKFADSVL
                     ITDEVLADIEELSDLAPLHNPANVVGIKAFQEVLPNVPAVAVFDTAFHQTMPESAFLY
                     SLPYEYYEKFGIRKYGFHGTSHKYVTERAAELLGRPLESLSLLSCHLGNGASIAAVEG
                     GKSIDTSMGFTPLAGVTMGTRSGNIDPALIPYIMEKTGQTVEEVVSVLNKKSGMLGLT
                     GYSSDLRDIIAKEEEGDHRAKVALDVFVSRIHKYIGSYTARMKGVDAIIFTAGVGENS
                     AIIRERVLEGLEYMGVYFDAKRNNVFGEEAFINFPHSPVKIIVIPTDEEVMIARDVLR
                     LGNIG"
     gene            complement(3315173..3316159)
                     /locus_tag="DJ46_3553"
     CDS             complement(3315173..3316159)
                     /locus_tag="DJ46_3553"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AIK62295.1"
                     /translation="MSQTVETLFSIFDSSAVVLRKELDVTYLEALVETGDNLFEGAIL
                     QEELSEAAIERLNREYSTFNEETYKGEEIRKAFQLAILKGMKEGVQANHEMTPDAVGM
                     FMSYLFHKFMQGQNEITVLDPAIGTGNLMTTVFNSAKEGLTMSGFGVEVDEVLIKLAL
                     VNANLQKHAIEFFHQDGLAPLYIDPVDAVISDLPIGYYPNEIGASEYKLKADEGMSYA
                     HHLFIEQSVKHTKEGGYLFFLVPNFIFESDQAPKLHAFIKETCFIQGLLQLPVSMFKN
                     EKNAKSIFVLQKKGPSVTMQKQALLVELPKFSNMKAMEDIMDQLNTWFATHK"
     gene            complement(3316359..3316859)
                     /locus_tag="DJ46_3554"
     CDS             complement(3316359..3316859)
                     /locus_tag="DJ46_3554"
                     /codon_start=1
                     /transl_table=11
                     /product="putative thiol peroxidase"
                     /protein_id="AIK62656.1"
                     /translation="MANVTFKGNPMTLVGTEVKVGDQAPNFQVLANDLSPVSLETYKG
                     EVKLISVVPSIDTGVCDAQTRRFNQDAAGIENAKVLTISADLPFAQKRWCAANGLENV
                     VTLSDHRDLSFGEAYGLVMKELRLLARAVFVVDSNDKVVYVEYVSEGTSHPNYEAALE
                     AAKAAK"
     gene            complement(3316994..3317389)
                     /gene="ytfJ"
                     /locus_tag="DJ46_3555"
     CDS             complement(3316994..3317389)
                     /gene="ytfJ"
                     /locus_tag="DJ46_3555"
                     /note="spore_ytfJ: sporulation protein YtfJ"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YtfJ"
                     /protein_id="AIK65992.1"
                     /translation="MDHPIQGLMTTAMQHLKQMTDVNTIVGDPIKAADGSVILTVSKV
                     SFGFAAGGSEFGKVEHSGRHPFGGGSGGGVSINPVAFLVINGEGVKVLHLDKQTHVID
                     KIIELAPQAVDKVKEMMDKRKEDDPEFQI"
     gene            complement(3317402..3318040)
                     /locus_tag="DJ46_3556"
     CDS             complement(3317402..3318040)
                     /locus_tag="DJ46_3556"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64907.1"
                     /translation="MIRMKWLVIGIIILLLFILFILLSKIKLKVTFLYSEMEKQCLLQ
                     VKIWMIRYTFDVLERIEKQQKKTGQKIEKAEEDGGLDNKIMAQLDSIGELIKRLQEVH
                     TIVKDFLKRVKINGWKWHTQIGAGDAASTGIVTGYAWGTKGMAAGVVGQYMHIVDVPE
                     FEITPVFQGKGFASRCELTASFRIFRTIKTAVKLLVFMRRQRSGTTEKSVQA"
     gene            3318246..3319049
                     /locus_tag="DJ46_3557"
     CDS             3318246..3319049
                     /locus_tag="DJ46_3557"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-NAD kinase family protein"
                     /protein_id="AIK64419.1"
                     /translation="MADRRNLFFFYGDDKAKLVEKMKPIYRILEENGFTILDHPKNAN
                     AIVSVGDDATFLQAVRKTGFREDCLYAGISTKDEISFYCDFHIDHVDTALQEITKNEI
                     EVRKYPTIEVDVDGSTSFHCLNEFSLRSSIIKTFVVDVHVDDLYFETFRGDGLVVSTP
                     TGSTAYNKSLRGAVVDPLIPCFQVSELASLNNNTYRTLGSPFILNHERTLTLKLRPDG
                     NDYPVIGMDNEALSIKQVEKAVVRLSDKQIKTVKLKNNSFWEKVQRTFL"
     gene            complement(3319202..3320770)
                     /locus_tag="DJ46_3558"
     CDS             complement(3319202..3320770)
                     /locus_tag="DJ46_3558"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK65024.1"
                     /translation="MGEIWYGGNIYTMREENEKVEAIYVENGRIVDNGRKEELENRYA
                     VAKLHDLKGKTMIPGLVDSHMHLIGHGERLLRLDLSNCTSYSEVLTLVRRRVEEAPKG
                     SWIIGEGWNENNFKDTKDVHAKDLDAISREHPILLKRVCRHVTWVNSYILQEANITEK
                     AKDPKGGKVGRDSFNKLTGLLYEQGQELIKHVQPEIDESYLQRALQTAIKDCWQYGLV
                     GGHTEDLNYYGGFRKTHNAFSHVIKEMPFKAHLLVHHEVAHERKEYENEHYIEFGAMK
                     IFSDGSFGGRTALLSEPYEDAKETNGVAIFSREELAELVKKARDLHMPVAIHTIGDLS
                     LEYVIDVLELYPPAEGLRDRIIHCQLAREELIERMKNLQAIIDIQPVFVSSDFPSVIE
                     KLGEQRLRYAYAWKTLLEAGLHCNGGSDAPIEQVNPFLGIYSAVTRRSFIDGLCYMPE
                     ERLTVYEAVSLFTTGSAYAIGKEAKRGQITKGYEADFTILDRDIFEIEAEEIKEVQAE
                     MTVIDGQVVYRKDS"
     gene            complement(3320840..3321271)
                     /locus_tag="DJ46_3559"
     CDS             complement(3320840..3321271)
                     /locus_tag="DJ46_3559"
                     /codon_start=1
                     /transl_table=11
                     /product="3-demethylubiquinone-9 3-methyltransferase
                     family protein"
                     /protein_id="AIK63538.1"
                     /translation="MILGINPYLVLDGSGQEAVQFYKEALDAKVEVMQTFGDMPENPE
                     YPVPAEAKERVLHATLKVGNTDLMISDTFPGQGHAIGSQVTIAIQISNAEKAKEVFDK
                     LQEGGEVIMPLQETFWSPAYGQVKDKFNIEWQVTTSTTEQK"
     gene            complement(3321374..3322960)
                     /locus_tag="DJ46_3560"
     CDS             complement(3321374..3322960)
                     /locus_tag="DJ46_3560"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK65727.1"
                     /translation="MKREELLAPPSYNLVSEIEKYTGDKEKLALIWQDDKGNRREVTY
                     AELMKGANKIGNAFIKSGLQKGDKLLIMMPRLIEAYMTYIAAIKAGFVVIPSSEMLRK
                     KDIEYRIGHGEVKAIVSYEPYIGQFDDIEAMESLQKFVLSERSVDGWINLKTALETES
                     DMLEMAKTDKEDMVFLSYTSGTTGNPKGVVHTHAWAYAHLRTSAPNWLGIEENDVVWA
                     TASPGWQKWIWSPFLATLGSGATGFVYHGKFEPKTYLNLLDDNKVNVLCCTPTEYRLM
                     AKVENLSEYNLEALHSAVSAGEPLNREVIETFQKHFHITVRDGYGQTENTLLVGVMKG
                     MDIRPGSMGKPTPGNHVDIVDEEGMPVRVGEVGDIAVHIETPALFKQYYKDDERTAMQ
                     FRGDYYITGDKAKKDEDGYFWFEGRGDDIIISSGYTIGPFEVEDALVKHPYVRECAVV
                     ASPDEIRGSVVKAFIVLRENIEKNEETLIPILQQHVKELTAPYKYPRKIEFVDELPKT
                     ISGKIRRIELRKQEMEIPSK"
     gene            complement(3323238..3323435)
                     /gene="sasP-C"
                     /locus_tag="DJ46_3561"
     CDS             complement(3323238..3323435)
                     /gene="sasP-C"
                     /locus_tag="DJ46_3561"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein C"
                     /protein_id="AIK61266.1"
                     /translation="MARSTNKLAVPGAESALDQMKYEIAQEFGVQLGADATARANGSV
                     GGEITKRLVSLAEQQLGGFQK"
     gene            complement(3323516..3324730)
                     /gene="thiI"
                     /locus_tag="DJ46_3562"
     CDS             complement(3323516..3324730)
                     /gene="thiI"
                     /locus_tag="DJ46_3562"
                     /EC_number="2.8.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA sulfurtransferase ThiI"
                     /protein_id="AIK64709.1"
                     /translation="MMTYEYILVRYGEMTTKGKNRSKFVSTLKDNVKFKLKKFPNIKI
                     DATHDRMYIQLNGEDHEAVSERLKDVFGIHKFNLAMKVPSELEDIKKGALAAFLQVKG
                     DVKTFKITVHRSYKHFPMRTMELLPEIGGHILENTEDITVDVHNPDVNVRVEIRSGYS
                     YIMCDERMGAGGLPVGVGGKVMVLLSGGIDSPVAAYLTMKRGVSVEAVHFHSPPFTSE
                     RAKQKVIDLAQELTKYCKRVTLHLVPFTEVQKTINKEIPSSYSMTVMRRMMMRITERI
                     AEERNALAITTGESLGQVASQTLDSMHTINEVTNYPVIRPLITMDKLEIIKIAEEIGT
                     YDISIRPYEDCCTVFTPASPATKPKREKANRFEAKYDFTPLIDEAVANKETMVLQTVE
                     VVAEEEKFEELF"
     gene            complement(3324737..3325879)
                     /locus_tag="DJ46_3563"
     CDS             complement(3324737..3325879)
                     /locus_tag="DJ46_3563"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK65804.1"
                     /translation="MIYFDNSATTKPYPEALQSYVTVAGKYFGNPSSIHSLGGEAERL
                     LTQSRTIAAQLLHVKPSEIIFTSGGTEGNNLAIKGIAMRNRSRGKHIITTNIEHASVF
                     EAYKQLEDLGFDVTYLPVNEHGVVSVEDVKRALREDTILVSIIHVNNETGAIQPVAEI
                     GTLLSNYPKIRFHVDHVQGIGKVPLNLYASHIDLCSISGHKFHSVKGTGLLYVRDGVR
                     LDPILSGGQQELKYRSGTENLPGIVAMVKALRMTMEQVKEKVAHLQSLQAELVRFFKE
                     MEDVTINTSLAYAAPHILNVSFVGLKPEVVVHALEEHGVYVSTKSACSSKANEVSRVL
                     VSMGVPHAAAASAIRISLAPENTMEEVKQFEGIVKETMPKLYEVMR"
     gene            complement(3326048..3327760)
                     /locus_tag="DJ46_3564"
     CDS             complement(3326048..3327760)
                     /locus_tag="DJ46_3564"
                     /codon_start=1
                     /transl_table=11
                     /product="septation ring formation regulator, EzrA family
                     protein"
                     /protein_id="AIK65026.1"
                     /translation="MDSILTIVIIVVSSILVLLMIELVIRNRSYKDIEALEQWKQEIK
                     DKPVADELKRVKDLNMTGQTEELFGKWREEWDEIVSTTIPKADKDLAQARKFASQFSF
                     RKAKHAMNESISGLDDADNRITDILNELQQLLESHEKNSSEIEGLRDTYRSMKKSVLA
                     HRHMYGAAEQKIEEMLDAESEKFKTFEEATNNGDYLKAREIVISLEEGLADLEIIIHQ
                     IPDLLVECQATLPVQLEDLLHGHNDMVRQGYVLDYLEVPKEVRDMTKQLQTCLIDIQE
                     LHITEAAEKVENLKTRLDGFYDQLEQEVHARHYVEQKTLSVYEDLEEIRTETIETKAE
                     TQLVKQSYQLQDKDIESQKVIEKQMHILTKRFEMLQLRVAEQDIAFSIIREELEEIYE
                     QCETLKVLHAEYKEMLQTMRKEEFEAREKLQEMRNTIFETKRFMQKSNLPGLPESIME
                     DLKRGQMAMQAVYEQLEVKPLNMNAVNSSLEEAYTTVNGVAEMTEELIGQAYLVEKLI
                     QYGNRYRSHDENLAESLNYAEKLFREYQYDAALEQAASVLEQLEPGVVQKIAEYVDNE
                     QTLS"
     gene            complement(3327968..3328810)
                     /locus_tag="DJ46_3565"
     CDS             complement(3327968..3328810)
                     /locus_tag="DJ46_3565"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK66062.1"
                     /translation="MDLEAVRSFIEVKNTRSLSKASKILHISQPALSKQIQRLEADLE
                     VTLLKRSAQGVELTSAGELFIKRMLPVLEHIHEVKAEMKKFQEKRNISIGILPSLAAH
                     YISKCKDILGDGFEVEWKIEHTKVLMGLFKERKIEAIFIDSVVEGATCIKEIREEKIV
                     CVVSNDHLYKEKTVIRMEDLQNEKLIVYPEICDVRKMITHMFQGIGAKPIIAFETSYA
                     EPMLAMVGAGLGITLLPEMSVEQAVKQGNVHAISIEPPLVRKIYFVSHMEEGPLLHSF
                     DDER"
     gene            3328935..3329879
                     /locus_tag="DJ46_3566"
     CDS             3328935..3329879
                     /locus_tag="DJ46_3566"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK65023.1"
                     /translation="MNKKQMLLGSLLCLLAVTAWGFMFSVMANALQFIDPFFFTTIRY
                     GSAAIIFLILLLMTEGTKSLHLEKKTLSLLFYGTVGFAGYGFLVFYGQQLAGPSGAIH
                     AAMIQSLMPLIALLLQWITKNKRPQNYTFLCMFVALIGVMLVISKGNIHLLFGAASHL
                     STNILMLCGVTCWVIYTNGGASFQSWSPLRYTTLTCLFGSISLIVIVTFLTYTNVVTV
                     PSLSTIMNVRFELLYMSIIAGVIAVFCWNAGNRYISSINGILFMNLVPVLALIGSIFR
                     GYTVDKIEIVGASLTIIALLCNNLWQRKESTKIPTSVR"
     gene            complement(3329891..3330118)
                     /locus_tag="DJ46_3567"
     CDS             complement(3329891..3330118)
                     /locus_tag="DJ46_3567"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator IcaR"
                     /protein_id="AIK65755.1"
                     /translation="MKQEFKKVSFTMFMTQLKGMMNMPFLYPQYISEVLHSFPSETFF
                     LEMYTKEIEQWMEQTLCITNMYYEWPRAVHM"
     gene            complement(3330190..3330528)
                     /locus_tag="DJ46_3568"
     CDS             complement(3330190..3330528)
                     /locus_tag="DJ46_3568"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK62427.1"
                     /translation="MKQTKQKVIDAAISLFNTKGYDGTSVRDIAKRADVNVANISYYF
                     AGKQGLLEQLITDFLEGYIHVIETSFEQREYLSAKDVMVQMVRGILRYQFENRELTRF
                     FTESFRLIRH"
     gene            3330676..3331155
                     /locus_tag="DJ46_3569"
     CDS             3330676..3331155
                     /locus_tag="DJ46_3569"
                     /codon_start=1
                     /transl_table=11
                     /product="GAF domain protein"
                     /protein_id="AIK65204.1"
                     /translation="MFTKESYAGSRVQQYETVIKQLDALLTGESNIVANLSNASALLN
                     QFLDRVNWVGFYVTEGNQLVLGPFQGMPACVRIPFGRGVCGVAAETKTTQLVADVHQF
                     PGHIACDSASNSEIVVPIIKDGNVIGVLDIDSPEKNRFDEVDQRYLEKFVETLLKHM"
     gene            complement(3331217..3332392)
                     /gene="megL"
                     /locus_tag="DJ46_3570"
     CDS             complement(3331217..3332392)
                     /gene="megL"
                     /locus_tag="DJ46_3570"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine gamma-lyase"
                     /protein_id="AIK64094.1"
                     /translation="MKKKHMETALIHHGYTSEEHKGSLTPPLFQTSTFTFETAQQGEA
                     SFAGVDPSYIYSRLGNPTVKLFEERMAVLEGGEEALAFGSGMAAISATLIGFLKAGDH
                     IICSNGLYGCTYGFLEVLEEKFMITHSFCDMETEADIENKIRPNTKLIFVETPINPTM
                     KLIDLKQVIRVAKRNGLLVIVDNTFCSPYLQRPLELGCDAVVHSATKYIGGHGDVVAG
                     VTICKTRALAEKIRPMRKDIGGIMAPFDAWLLLRGLKTLAVRMDRHCDNAEKIVSFLK
                     NHDAVEGVWYPEGELASRQMKRGGVISFSIKGGKEETQAFINDLYFITIAVSLGDTET
                     LIQHPATMTHAAIPAELRQEMGIYDNLIRLSVGLESWEDIVSDLEQALKKISTVSNQ"
     gene            3332790..3333392
                     /gene="rpsD"
                     /locus_tag="DJ46_3571"
     CDS             3332790..3333392
                     /gene="rpsD"
                     /locus_tag="DJ46_3571"
                     /note="rpsD_bact: ribosomal protein S4"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S4"
                     /protein_id="AIK66082.1"
                     /translation="MARYTGPAWKLSRRLGISLSGTGKELEKRPYAPGPHGPNQRKKL
                     SEYGLQLQEKQKLRHMYGMTERQFRRTFDQAGKMPGKHGENFMILLEARLDNLVYRMG
                     LARTRRAARQLVNHGHIMVDGARVDIPSYRVKPGQTISVREKSNNLVVVKEAIEVNNF
                     VPEYLTFDADKLEATYTRHAERAELPAEINEALIVEFYSR"
     gene            complement(3333447..3333575)
                     /locus_tag="DJ46_3572"
     CDS             complement(3333447..3333575)
                     /locus_tag="DJ46_3572"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66068.1"
                     /translation="MSLEALIIFSLLNAGQLAENSKVDVHKEQKDAYVYVQKEENK"
     gene            3333726..3334028
                     /locus_tag="DJ46_3573"
     CDS             3333726..3334028
                     /locus_tag="DJ46_3573"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66244.1"
                     /translation="MTINQMVQLGSSFMLFITSALMSWYQGSNLIDNPDEWKYSAKFT
                     NYFKGTVSNYEDIYQIDFFIYAAKFYPTAFIVMLISLLYMLILILYTLFKRKDPAI"
     gene            complement(3334106..3335362)
                     /gene="tyrS"
                     /locus_tag="DJ46_3574"
     CDS             complement(3334106..3335362)
                     /gene="tyrS"
                     /locus_tag="DJ46_3574"
                     /EC_number="6.1.1.1"
                     /note="tyrS: tyrosine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine--tRNA ligase"
                     /protein_id="AIK62970.1"
                     /translation="MGILQDLEFRGLINQQTDAEGLEQLLEKESVKLYCGFDPTADSL
                     HIGHMLPVLMLRRFQLAGHQPIALVGGGTGMIGDPSGKKAERTLNTKDTVAYYTESIK
                     NQLSNFLEFENVENPATMANNYDWLGNLDVISFLRDIGKNFGLNYMLAKDTVASRLET
                     GISFTEFSYMILQSYDFLNLYQHHNCRLQIGGSDQWGNITAGLELIRKSEEDAKAFGL
                     TIPLVTKSDGTKFGKTEGGAIWLDPEKTTPYEFYQFWINTDDRDVVKYLKYFTFLSHE
                     EILELEKQVAEAPEKRAAQKALGAEMTKLVHGEEALEQAIKISAALFSGSVAELTASE
                     IEQGFKDVPSVERTAEDTVLIDLLVESKISPSKRQAREDVTNGAIYVNGERTQALDYV
                     VTEKDRIEGKFTIIRRGKKKYFLIRY"
     gene            complement(3335739..3335984)
                     /locus_tag="DJ46_3575"
     CDS             complement(3335739..3335984)
                     /locus_tag="DJ46_3575"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62073.1"
                     /translation="MSENPFKSEYKLKQHLDSDHVEVPDFPKTVSRFDRLIGFLGSPA
                     KDPVEATIGNDLSVVFHLSLLVGVPILSLITILFMTL"
     gene            complement(3335965..3336510)
                     /locus_tag="DJ46_3576"
     CDS             complement(3335965..3336510)
                     /locus_tag="DJ46_3576"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK64837.1"
                     /translation="MAQIGIEEELMLAYQSGDKQAGEKLYVLIKPALYTFLYRFNRDE
                     QLSIDLVQDTFLTLERKKHMYEPEKGKIKTYLFQIGYRLMINKLNRRKKWRTLLPFLV
                     PIQEKEFSHEDRLTVREAILKVPEEQRAVLILSYYHDMQQKEIAEVLDIPVGTVKLRL
                     HNGIKKLKQLLEVDEIERKSL"
     gene            complement(3336491..3336946)
                     /locus_tag="DJ46_3577"
     CDS             complement(3336491..3336946)
                     /locus_tag="DJ46_3577"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63730.1"
                     /translation="MSNKLLLTFALIGIIAVFSCGLLLPMPIGFKVSMITAGVMMIVM
                     FSIIIPFDRKHIVRKKGYKIDFTKTKVYFRWNVFDTISACLAVYACICVQALNILVST
                     GQTIQNPYVQFFTNQSQVWIIVASCYLISRISLTLKGIKEIKNHGADWD"
     gene            complement(3337224..3338942)
                     /locus_tag="DJ46_3578"
     CDS             complement(3337224..3338942)
                     /locus_tag="DJ46_3578"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK62019.1"
                     /translation="MKVETLPVIKGENNLPNYDEAYANFNWEEVNKNFTWNEAGRVNM
                     AYEAIDKHAKSDRKNKVALYYQDGSRKEKYTFKEMKDFSNKAGNVLKNYGDVEKGDRV
                     FIFMPRSPELYFALLGAVKLGAIVGPLFEAFMEGAVRDRLEDSEAKVLITTPELLERV
                     PLNDLPALKTVFLVGDHVEEGGKTVAFNPLFEQASKELHIEWLGREDGLILHYTSGST
                     GKPKGVLHAQNAMVQHYQTAKWVLDLKEDDVYWCTADPGWVTGTAYGIFAPWLVGASN
                     VILGGRFSPEAWYEALQDYGVTVWYSAPTAFRMLMGAGQDAIKKYDLSQVRHVLSVGE
                     PLNPEVIRWGMNAFGLRIHDTWWMTETGGQVICNYPCMEIRPGSMGKPIPGVKAAIVD
                     NEGNEVPPYTMGNLAIGKGWPAMMRGIWNNKQKYESYFMPGDWYVSGDSAYMDEDGYF
                     WFQGRIDDVIMTSGERVGPFEVESKLIEHAAVAEAGVIGIPDPVRGEIIKAFIALRAG
                     YEPSEELKEEIRQFVKKGLAAHAAPRQIEFRDKLPKTRSGKIMRRVLKAWELNLPTGD
                     LSTMED"
     gene            3339119..3339751
                     /locus_tag="DJ46_3579"
     CDS             3339119..3339751
                     /locus_tag="DJ46_3579"
                     /codon_start=1
                     /transl_table=11
                     /product="acetoin utilization protein"
                     /protein_id="AIK64500.1"
                     /translation="MIHKKIYNARNLKTAKGTLIIEGPVSTHNLEMYEFHTDLVAFRP
                     AEQQYKAIVEISKLPEARLIIARHDQTIVGYVTYLYPDPLERWSEGKMENLIELGAIE
                     VVPAFRGCAVGKNLLEVSMMDDYMEDYIILTTEYYWHWDLKQTGLNVWEYRKVMEKMM
                     NAGGLQWMATDDPEICSHPANCLMVRIGKRVDTDSIQAFDRLRFHNRFMY"
     gene            3339769..3340413
                     /locus_tag="DJ46_3580"
     CDS             3339769..3340413
                     /locus_tag="DJ46_3580"
                     /codon_start=1
                     /transl_table=11
                     /product="ACT domain protein"
                     /protein_id="AIK63932.1"
                     /translation="MIVEEIMNQDVVTLRPNDTIETAIRTIRTKGIRHIPIVDQNNHV
                     VGIISDRDVRDASPSILDEQVSLDMLKQPLELIMKHPVMTCHPLDFVEEIATLFFENK
                     IGCLPVTKAGKLVGIISESTVLHTLVKLTGAHQPSSQIEIQVKNEPGILGKVVAIFSE
                     LQINIVSVLVYPAKDENDKVLVFRIQTMNPLKVIDALEAEGYRVLWPNIMGMQA"
     gene            3340383..3341576
                     /locus_tag="DJ46_3581"
     CDS             3340383..3341576
                     /locus_tag="DJ46_3581"
                     /codon_start=1
                     /transl_table=11
                     /product="histone deacetylase domain protein"
                     /protein_id="AIK65569.1"
                     /translation="MAKHYGDASMSSAFIYSDDFRGYSFSPDHPFNQLRVTLTYDLLQ
                     KGGFISPSQIISPRMATDEEIAYIHTEEYINAVKRAGEGKLEKSIAMTYGLGTEDTPM
                     FPNMHEASALLVGGTLTAVDAVLSGKVKHALNLGGGLHHGFRGKASGFCIYNDSSIAM
                     KYIQKKYGLRVLYIDTDAHHGDGVQWSFYDDPNVCTISLHETGRYLFPGTGAVNERGQ
                     GNGYSYSFNVPLDAFTEDESFLDSYRTVVKEVAAYFKPDIILTQNGADAHYYDPLTHL
                     CATMNIYREIPKLAREIANEYCEGRWIAVGGGGYDHWRVVPRAWALIWLEMNNIQNIS
                     GYLPPEWIDAWKGQAETELPLTWEDPNNMYKPIPRKPEIEEKNALTVAKSLEIIRNNM
                     KKSLY"
     gene            complement(3341824..3342093)
                     /locus_tag="DJ46_3582"
     CDS             complement(3341824..3342093)
                     /locus_tag="DJ46_3582"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64682.1"
                     /translation="MGDILKDNKSNKILKVGTNIILVLLLIGAIQMFYDDDYTNDHFG
                     GLFMMVFFGIKIISSFIMSIKEGDKKAVFLDVGLMIVLFCLLFLV"
     gene            complement(3342216..3342899)
                     /locus_tag="DJ46_3583"
     CDS             complement(3342216..3342899)
                     /locus_tag="DJ46_3583"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK65274.1"
                     /translation="MKRILLIEDEVSIAELQRDYLEINDFQVDVEHSGETGLQMALQE
                     DYDLIILDIMLPKMNGFEICKQIRAIKDIPILLVSAKKEDIDKIRGLGLGADDYITKP
                     FSPSELVARVKAHISRYERLLGNVSKQRDTLYIHGISIDQRARKVFINNEEIAFTTKD
                     LLTFFVTNPNQVLNKEQLFERIWGLDSAGDLATVVVHIRKLREKIERDPAHPQYIETV
                     WGAGYRFNV"
     gene            complement(3342901..3344355)
                     /locus_tag="DJ46_3584"
     CDS             complement(3342901..3344355)
                     /locus_tag="DJ46_3584"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK61307.1"
                     /translation="MSIKTRFLFSYIAVILVSITLILIAGFLIVFSITGDLEAVKNFY
                     KSSYIQKPLTSEEENAYIELKTAAKKHQSQLLDESFVSSLEKEGVKIVVRKGETISYA
                     TKVFESVALKEALPKFESANINSRGTTELGDTFYRYVKFDFYFPQEEEGSIFVLKKQS
                     SFVDLTQKLFPILFVSLLLLAILLIGLLSYLVSRSVIKPIFVLKDATGKIKEGNLDFH
                     IPVTSHDEIGQLNQGFEEMRKKLKESIEMQTQYEENRKELISNISHDLKTPITSIIGY
                     VEGIKDGVANTPEKMDKYLTTIHTKARHMDTLIDELFLFSKLDLNRVPFQFETVELNM
                     FMQELIEEMQMDLSKEGIEVNLQLHASPLYVTADCEKINRVISNLIHNSVKYMDKEEK
                     KITVTVSSDNNKVIVKVMDNGSGIESDTLPYIFERFYRAEQSRNSSTGGSGLGLAIAK
                     QIIEEHGGNIWAESELGEGTSIFFSLEKVEKCGE"
     gene            3344505..3345185
                     /locus_tag="DJ46_3585"
     CDS             3344505..3345185
                     /locus_tag="DJ46_3585"
                     /codon_start=1
                     /transl_table=11
                     /product="ankyrin repeat family protein"
                     /protein_id="AIK63081.1"
                     /translation="MFKKTLSMICCVIFLQGCSQEQEVKKEMTNMETALLTATEKQET
                     NTVISLLKKGADINITDNKGRTPLMIATYKNDVKTAKALIDAGADVNIQDDMKNNPFL
                     YAGAEGYLDILKLTIDAGADPSLTNRYGGTALIPASEHGYVDVIKELLTRTNIDVNHV
                     NNLGWTALMEAIVLSNGNETQQQVIRLLIEHGADINIPDNDGVTPLEHARAHHFEEIE
                     KILLEGHK"
     gene            3345265..3346191
                     /locus_tag="DJ46_3586"
     CDS             3345265..3346191
                     /locus_tag="DJ46_3586"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidoreductase, NAD-binding Rossmann fold family
                     protein"
                     /protein_id="AIK65596.1"
                     /translation="MNKPKIGMIGLGSIAQKAYLPTLTKETNWNFVGAFTPNAEKRKQ
                     ICQQYRIQDFHSIETLASECDAIFVHSSTASHYEIVSELLKKGIDVYVDKPLAATVEQ
                     AEKLVELSEKYNRKLMVGFNRRFVPMYVAAKEQAHHISWIRIEKHRTNKIGPYTYDFT
                     MLDDYLHIVDTARWLANDELNVVHNMMQINEKNELLYGHHTYTTANGLLLSTAMHRHA
                     GTNLEQIELVTAGKIIRVKNMNTFEVEQENSVSQSGSPSWETTLKQRGFEDAVHHFID
                     CVHGDTKPLVDGLEGLKTQQMLQSLLNDINKN"
     gene            3346320..3346718
                     /gene="mscL"
                     /locus_tag="DJ46_3587"
     CDS             3346320..3346718
                     /gene="mscL"
                     /locus_tag="DJ46_3587"
                     /note="mscL: large conductance mechanosensitive channel
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="large conductance mechanosensitive channel
                     protein"
                     /protein_id="AIK63087.1"
                     /translation="MWNEFKKFAFKGNVIDLAVGVVIGAAFGKIVSSLVKDIITPLLG
                     MVLGGVDFTDLKITFGKSSIMYGNFIQTIFDFLIIAAAIFMFVKVFNKLTSKREEEKE
                     EEIPEPTKEEELLGEIRDLLKQQNSSKDRA"
     gene            complement(3346769..3347041)
                     /locus_tag="DJ46_3588"
     CDS             complement(3346769..3347041)
                     /locus_tag="DJ46_3588"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62168.1"
                     /translation="MIVLWIITLCMTAIFAYMTLKQNGLKRFVPGSILAGIALITYVT
                     SIFIESVSVDMSTSLMFMGITLFASSIMVLIVAGIILFIHMNSETL"
     gene            3347192..3347488
                     /locus_tag="DJ46_3589"
     CDS             3347192..3347488
                     /locus_tag="DJ46_3589"
                     /codon_start=1
                     /transl_table=11
                     /product="minD family ATPase domain protein"
                     /protein_id="AIK63404.1"
                     /translation="MEDDIAGYFKQVERYDYIIIDLDKKFFYMEVVQLKTNITSLKIS
                     LNLDKDETIIAGNVKQYDPSRLEQFIQNFKHTAQTCLEHNLRSPEELFAFWKGN"
     gene            3347570..3347806
                     /locus_tag="DJ46_3590"
     CDS             3347570..3347806
                     /locus_tag="DJ46_3590"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62525.1"
                     /translation="MIWISLIVLAYFIILVPIQYNYIKIIKEKQKKMNMSQNELYDNM
                     SYEESQIHYHYQSNVFTIPASLVASIIYRVKHAA"
     gene            3347808..3348170
                     /locus_tag="DJ46_3591"
     CDS             3347808..3348170
                     /locus_tag="DJ46_3591"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65933.1"
                     /translation="MYAVKLLFESVHSGEPDPTKMDEHYEENHDTLFEESIILVKASG
                     LEEAHALGEQIAIQSEHTYDNMYGEQITWTFRKVLHVFELDNAPFETGKELYARFLHV
                     KKNETVDTIVQTYYPEYK"
     gene            complement(3348205..3349203)
                     /gene="ccpA"
                     /locus_tag="DJ46_3592"
     CDS             complement(3348205..3349203)
                     /gene="ccpA"
                     /locus_tag="DJ46_3592"
                     /note="ccpA: catabolite control protein A"
                     /codon_start=1
                     /transl_table=11
                     /product="catabolite control protein A"
                     /protein_id="AIK66038.1"
                     /translation="MNVTIYDVAREANVSMATVSRVVNGNPNVKPTTRKKVLEAIDRL
                     GYRPNAVARGLASKKTTTVGVIIPDISNTFYAELARGIEDIATMYKYNIILSNSDQNK
                     EKEFHLLNTMLGKQVDGIVFMGEDITDIHIEEFKKSPVPIVLAASFDEQNETPSVNID
                     YTQAAYDAMKHFIEQGHKRIGFVSGPFIDKAGSAKKLQGYKKALEEAGISYDENLVID
                     GDYTYDSGIEAFEKLWGLDEKPSAIFVSSDEMALGVIHAAQDAGLNVPTDVEVLGFDN
                     TRLALMVRPQLSTVVQPMYDIGAVAMRLLTKYMNKEKVEDHTVILPHRIQFRDSTK"
     gene            complement(3349732..3350748)
                     /locus_tag="DJ46_3593"
     CDS             complement(3349732..3350748)
                     /locus_tag="DJ46_3593"
                     /codon_start=1
                     /transl_table=11
                     /product="camS sex pheromone cAM373 family protein"
                     /protein_id="AIK63944.1"
                     /translation="MKKMALSFAVVSLLLGACSNDTISKKDEVIQKDTKEKSMIPRTA
                     VSKDYYRTVIPLKEQKVINTANITTNSKLDLAEYENGLMNIAKEQFDTENHVLQLNQY
                     IPEKLVDELVAKVKAPVLTNIIEQDYFGKQNSNELSLSGVMIGLAMSSSVSNEEAMSK
                     GTEVANQLIEAIHKNDKYNKSPITFAIFKQESTSSLKNGTYIASATVQKNDTNIGNWN
                     AIEEKAYSYPSDEFTQAHGEDNTKIDDFAKEMKGFSPGDFIPVNAKVSYKKNQMDTLN
                     MNIVIKYNGKTELMALTQLAAQIMLEQLPKDAKVQLQIKSENKIEAIVIKEKNSDKPF
                     VSFL"
     gene            complement(3350866..3351192)
                     /locus_tag="DJ46_3594"
     CDS             complement(3350866..3351192)
                     /locus_tag="DJ46_3594"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65145.1"
                     /translation="MNMTKVETIEELEVLVEKNEPYVLFKHSTTCPISHGAYTEFQAY
                     CSEERAVPAYCLYVQDARDVSNRVAEQYSIKHESPQVLYIKDGMVVWNTSHWNIKKDA
                     LEENIK"
     gene            complement(3351192..3351704)
                     /locus_tag="DJ46_3595"
     CDS             complement(3351192..3351704)
                     /locus_tag="DJ46_3595"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61910.1"
                     /translation="MQVLLYVSAAIIAVAFAVLVVYVCRTLLSVQKTLENVASTLEGL
                     EKQMQGISVETEQLLHKTNALADDIQQKSQSLNKVVSGVDGIGTTIHSLNTKLRNVSE
                     SVTDEIENNADKVAQVVQWSSAAIEVYNHYRATRQEKKVEKEERKLERLEKKAEKKEK
                     RSRLRMRGES"
     gene            3351892..3353007
                     /locus_tag="DJ46_3596"
     CDS             3351892..3353007
                     /locus_tag="DJ46_3596"
                     /codon_start=1
                     /transl_table=11
                     /product="thermophilic metalloprotease family protein"
                     /protein_id="AIK66176.1"
                     /translation="MKDPRIEKLAYNLINYSIRLQKGEKVLIENFGLQKELVTALVKE
                     AYAAGGFPFVSLKDHQVDRSLLMGATEEHFEQIAAYEASVMKDMDAYIGLRSGDNINE
                     QADVPSERMQIHGQTVGKKVHRDIRVPKTRWVVLRYPNASMAQLAKMSTEAFEDFYFE
                     VCNLDYGKMDKAMDSLVTLMNKTDKVRLTGPGTDLTFSIKDIPAIKCSGHLNIPDGEV
                     YSAPVRDSVNGTVSYNTPSPYNGYTFENVQLKFENGQIVEATANDTERINKIFDIDEG
                     ARYVGEFAIGVNPYILHPMGDILFDEKIDGSFHFTPGQAYDDAWNGNNSNIHWDLVCI
                     QRPEYGGGEIYFDDVLIRKDGRFVVPELEALNPENLK"
     gene            complement(3353048..3353479)
                     /locus_tag="DJ46_3597"
     CDS             complement(3353048..3353479)
                     /locus_tag="DJ46_3597"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK64776.1"
                     /translation="MKKVLMLFVLLLTASILLIGCSTKKEKAGMNLEKAQKVEIESLT
                     DSSEKKVITDKKEIEKLFEVMKMDKWEMQSAPLDTPQGKTFKMYQEDTTKLSESSKDK
                     KELHEIGTMTVYKDVPYVEVEMKNKKMSFKVPEDVAKDLLK"
     gene            complement(3353495..3353677)
                     /locus_tag="DJ46_3598"
     CDS             complement(3353495..3353677)
                     /locus_tag="DJ46_3598"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64946.1"
                     /translation="MKYVKPLFCLEILFVIVGCTRVYTKWNLPLYVPIVIGTIAVALL
                     YYFHFQQTKSEKSRSM"
     gene            complement(3353674..3354078)
                     /locus_tag="DJ46_3599"
     CDS             complement(3353674..3354078)
                     /locus_tag="DJ46_3599"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK64797.1"
                     /translation="MNFPIQRSKSVVFFVCLTLAFMFVYPLVMIVANKDHWMSALIGM
                     GLCFIVNVPLVWEVFIKKHKVENGVLKYGILNDDIVLKEIRIIRQVGRSLEITTNSYK
                     VHLLAMPQHMKQFLSLVEKENPHVKIEMVGKK"
     gene            complement(3354170..3354724)
                     /locus_tag="DJ46_3600"
     CDS             complement(3354170..3354724)
                     /locus_tag="DJ46_3600"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK64974.1"
                     /translation="MFTLRVDDEIELQLLEKHHKEELYQLINQNRNHLRRWLPWVDGM
                     KSADAYNEICPMWLKKFAEGDGFESGIRYKGKLVGMVGIHPVSWGKKAASLGYYLAED
                     AGGKGIMTRSVKAVLHYAFENLKLNKMEIRCGVENVKSRAIPERLEFKLDGILRDEEW
                     LYDHFHDIAVYSLLASEWKEIQDK"
     gene            complement(3354921..3356231)
                     /gene="murC"
                     /locus_tag="DJ46_3601"
     CDS             complement(3354921..3356231)
                     /gene="murC"
                     /locus_tag="DJ46_3601"
                     /EC_number="6.3.2.8"
                     /note="murC: UDP-N-acetylmuramate--alanine ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramate--alanine ligase"
                     /protein_id="AIK64451.1"
                     /translation="MTVYHFVGIKGTGMSSLAQILHDMKHTVQGSDYEKRFFTQTALE
                     KRNISILPFDKSNVKEGQVIIAGNAFPDTHEEIVAAKELNIPVHRYHHFLGDLMNQYT
                     SVAVTGAHGKTSTTGLLAHVMQGAHPTSYLIGDGTGHGVENSKYFVFEACEYRRHFLS
                     YNPDYAIMTNIDFDHPDYFTDINDVFSAFQEMALQVKKGIIACGDDEELQKIQAKVPV
                     IFYGFGEDNDFQARNIQKRTDGTIFDVFVRNTYYDTFKITGYGNHSVLNALAVIALCH
                     YENVDVEAVKHQLTTFEGVKRRFNEKPMGEQVIIDDYAHHPTEINATIEAARQKHPER
                     EIVAVFQPHTFSRTEKFLDEFAESLSKADQVYLCDIFGSARENKGELTIEDLQKRIDG
                     AELITDTTTDVLKKHKNGVLIFMGAGDIQKFEAAYVKEVQVAEK"
     gene            complement(3356484..3357602)
                     /locus_tag="DJ46_3602"
     CDS             complement(3356484..3357602)
                     /locus_tag="DJ46_3602"
                     /note="quinolinate phosphoribosyl transferase, N-terminal
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65996.1"
                     /translation="MKEIELKLKGEINRLTNKTFKFDERVGEGWFSAVYFLKTREIIE
                     EFRPKSVVTMQFFQKENAVLCGTDEVIALLQTFAKNPEELEINSLKDGDKISPFETVL
                     TIDGPYENFGFLEGVIDGILARRTSVATNVYNVVQAARSVDKEKPVIFMGDRDDHYTQ
                     QAGDGYAAYIGGMSAQATHAMNEWWGKSGMGTMPHALIQMFNGDVVEAAKAYHKKFPE
                     DELVVLIDYNNDVITDALRVAREFGSTLKGVRVDTSRTMIDQYFIRHPEVLGTFDPRG
                     VNPSLVFALRKALDEEGFQHVDIVVTGGFDEKRIREFEAQNVPVDIYGVGSSLLKMNI
                     GFTGDNVELNGKPEAKAGRKYRPNPRLERVQLEKREDM"
     gene            complement(3357664..3361626)
                     /gene="sftA"
                     /locus_tag="DJ46_3603"
     CDS             complement(3357664..3361626)
                     /gene="sftA"
                     /locus_tag="DJ46_3603"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA translocase sftA"
                     /protein_id="AIK66234.1"
                     /translation="MLDWMKKLFNKEEEQTAMNKEVPKQVESQPKIPRVNHYTEAREA
                     QMASRNAGKCRFPLVPDNGFDEEDVIETGHFEEQPVQAVTYENEPIQRGIKVERSRRQ
                     YVEKVVSTYEEPEMQYEPEREPVVKKASTPAQESNRRPFRPTEMISPIYGYNRPSVEK
                     KEEKQEEVKEREDLEISVEGKSVVDAWLEKKGYTLSDFSEGQAPTSSSHRAANEQGER
                     QYEESKKEEKSVVDQWLEKNGYEIERQEPIVEEKEVVQEMSAPQEVPAAELLHETIAE
                     RMEGAKQESDVVDKNILQEELVDSKVEHEDTILSEEIKRSTEIEQPTIEVEKQAPEES
                     VIVKAEEKLEETIVVEIPEEVEVIAEAEEPEEVEVIAETEESEEVEVIAETEESEEVE
                     VIAETEESEEVEVIAETEELEEVEVTAETEELEEVEVVAETEELEEVEVIAETEAPEE
                     VEPVALEEMQQEMVLNEAIEQKNEFIHVAVADEQTKKDVQSFADVLIAEEQSVVEETP
                     IVEEQPVAEEAPVVEEQSVVEETPIVEEQPAAEEAPVVEEQSVVEETPIVEEAPVVEG
                     QSVVEEAPIAEEQPVAEETSVVEEQPVAEETSIVEEQPVAEEAPVVEEQPVVQKEEPK
                     REKKRHVPFNVVMLKQDRARLMERHASRTNGMQSSMSERVENKPVHQVEEQPQVEEKP
                     MQQVVVEPQVEEKQMQQVVEPQVEEKPMQQVVVEPQVEEKPMQQVVVEPQVEEKPMQQ
                     VVVEPQVEEKPMQQVVVEPQVEEKPMQQVVVEPQVEEKPMQQVVVEPQVEEKPVQQVV
                     EPQVEEVQPVQQVVAEQVQKPISSTEVEEKAYVVNQRENDVRNVLQTPPTYTIPSLTL
                     LSIPQQAALDNTEWLEEQKELLDTTFNNFHVGAHVINVSQGPAVTRFEVQPDPGVKVN
                     KITNLSDDIKLSLAAKDIRIEAPIPGKSAIGIEVPNKESKPVFLREILRSPVFTKSES
                     PLTVALGLDISGDPIVTDIRKMPHGLIAGATGSGKSVCINAILTSILYKAKPHEVKLM
                     LIDPKMVELAPYNSVPHLVAPVITDVKAATAALKWAVEEMERRYELFAHAGARDLTRY
                     NTIVSGREIPGETLPYIVIVIDELADLMMVAPGDVEEAICRIAQKARACGIHLLVATQ
                     RPSVDVITGLIKSNIPTRIAFTVSSQVDSRTIIDIGGAEKLLGRGDMLFLGNGTSKPV
                     RVQGVYVSDDEIEKTVDHVKKQMKPNYLFKQEDLLAKTEQAESEDELFLDACQFVVEQ
                     GGASTSSVQRKFRIGYNRAARLIEEMESQGIISEGRGTKPRDVLISEDEFAAMQETNV
                     "
     gene            complement(3361848..3362192)
                     /locus_tag="DJ46_3604"
     CDS             complement(3361848..3362192)
                     /locus_tag="DJ46_3604"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62441.1"
                     /translation="MKQQQKIAELLKRIETSKQQDIELGTYEIYLFSQNELEKGQIGY
                     RYDKHKNSLISKEHGKWKDEWIVIGYETDMGDPVFVNIDDDAYPVYTAERGTEVWQPV
                     HIGNIDEIIKQL"
     gene            complement(3362627..3363232)
                     /locus_tag="DJ46_3605"
     CDS             complement(3362627..3363232)
                     /locus_tag="DJ46_3605"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tRNA binding domain protein"
                     /protein_id="AIK62113.1"
                     /translation="MNVFYNLEGIGDTLIVALQDITLENRTFDRKGDVARVYDRESNE
                     TAGFNIFNASSYLEVKETGNLTLTKELVEKINEILAKNGFEETVEADLSPKFVVGYVA
                     EKEKHPNADKLNICKVEIGTETLQIVCGAPNVDAGQKVVVAKIGAVMPSGMLIKPAEL
                     RGVPSAGMICSARELELPDAPQEKGILVLEDSFEVGQEFKF"
     gene            complement(3363238..3364050)
                     /locus_tag="DJ46_3606"
     CDS             complement(3363238..3364050)
                     /locus_tag="DJ46_3606"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65034.1"
                     /translation="MKMTSKKMKDELMKKLSRPEWDFHYDSEKEVLRIEQKDSKKGIN
                     VSLPGVVAKWEVNKEKAIEEVAYYVQEALIAMHKEENSAAKILPVIRSTSFPKQAEEG
                     NPFIMTDHTAETRIYYALDSNKTYRLIDERLLQKLGLTEKQVREMALFNARSLGYEFK
                     QDTVAGNTFYFLNTNDGYDATRILNESLLQSMREKISGDMVVAVPHQDVLIIADIVNE
                     IGYDIIAQMTMKFFAEGHVPITSLSFVYEDGDFEPIFILAKNRKKTDGKEKG"
     gene            complement(3364130..3364444)
                     /locus_tag="DJ46_3607"
     CDS             complement(3364130..3364444)
                     /locus_tag="DJ46_3607"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin family protein"
                     /protein_id="AIK62290.1"
                     /translation="MKSLESMEQFQQLKNEENVVFMFSAEWCPDCRFVDPFMPEVEEK
                     YSDFSFYYVDRDEFIDLCVKLDVFGIPSFVAYNKGEETGRYVNKDRKTQEQIEEFIEG
                     LK"
     gene            complement(3364528..3365037)
                     /locus_tag="DJ46_3608"
     CDS             complement(3364528..3365037)
                     /locus_tag="DJ46_3608"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63059.1"
                     /translation="MKVVVGSKNKTKVGAVEKVWKDAEITSLSVPSGVAAQPFSDEET
                     MQGAINRAKRALEEGDAQIGIGLEGGVMKTEHGLFMCNWGALATSDGKIFVAGGARIT
                     LPDDFLAPLEEGKELSEVMEEFVQRKDIRSHEGAIGIFTDDYVDRTELFVHVVKLLVG
                     QYKYDEKQA"
     gene            complement(3365279..3366352)
                     /locus_tag="DJ46_3609"
     CDS             complement(3365279..3366352)
                     /locus_tag="DJ46_3609"
                     /codon_start=1
                     /transl_table=11
                     /product="M42 glutamyl aminopeptidase family protein"
                     /protein_id="AIK62431.1"
                     /translation="MNKETLQLFRTLTELQGASGFEHDVRRFMKQELSKYADEIVQDG
                     LGSVFGLKKGDETGPRVLVAGHMDEVGFMITQITKNGMLRFQPLGGWWSQVLLAQRVQ
                     VMTKNGPVIGVVGSIPPHLLSDAQRAKPMDIKNMLIDIGADSYEDAIEIGVKPGQQIV
                     PICPFTPMANEKKIMAKAWDNRYGCGLAIELLKELKDETLPNTLYSGATVQEEVGLRG
                     AQTAANMIQPDIFYALDASPANDASGDKTQFGQLGKGALLRIYDRTMVTHRGMREFIL
                     DTAETNNIPYQYFISQGGTDAGRVHTSNSGIPSAVIGVCARYIHTHASILHVDDYAAA
                     KELITKLVRATDKTTLETIKNNA"
     gene            3366501..3366812
                     /locus_tag="DJ46_3610"
     CDS             3366501..3366812
                     /locus_tag="DJ46_3610"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase propeptide and YPEB domain protein"
                     /protein_id="AIK66271.1"
                     /translation="MSWKGLVAGLGVGFAAGYFVANKVQEQSHISSEKALKMVKQALS
                     HKGEITGSWVHMVPETFEKYDVAYEVYRGGLTTMLNAIQERFEFLVDAKTGTVLEVIA
                     A"
     gene            complement(3367048..3367902)
                     /locus_tag="DJ46_3611"
     CDS             complement(3367048..3367902)
                     /locus_tag="DJ46_3611"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK62745.1"
                     /translation="MEQLQIGDIKVTWLKGGNTHLDGGAMFGVVPKVLWSRKYKHNDT
                     NHIYLRTDPLLLQTKDGNMLIDSGIGNGKLNEKMKRNQGVTEESSVYESLEKLGLKPE
                     DIHYVLMTHLHFDHASGLTKGESNHLVPAFPNAKIYVSETEWNEMRNPNIRSRNTYWK
                     ENWEPIVDQVVTFQQEIEITDEIKMAHTGGHSDGHAVIALESKGETMLHLADLLPTHA
                     HQNVLWVMAYDDYPMTSIENKQKWMKYGAEKDAWFTFYHDAYYRAVKWNEEGHIVEKI
                     ERKTSIEA"
     gene            complement(3367972..3368625)
                     /gene="trmB"
                     /locus_tag="DJ46_3612"
     CDS             complement(3367972..3368625)
                     /gene="trmB"
                     /locus_tag="DJ46_3612"
                     /EC_number="2.1.1.33"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (guanine-N(7)-)-methyltransferase"
                     /protein_id="AIK64655.1"
                     /translation="MRLRHKPYAMDRINEYSHIVIGNPEERAGNWKEVFGNEQPIHIE
                     VGTGRGRFMYDMAKANPHINYIGIEKFTSVVVDALDKLIEEELPNLKLINKDAEDLTV
                     FFAKGEIDRVYLNFSDPWPKKRHTKRRLTYKTFLRNYEEVLVEGGEIHFKTDNQGLFE
                     YSLMSMAEYGMLLTYLSLDLHNSDFEGNIMTEYEEKFSSKGHRIYRVEAKYRTEPMQ"
     gene            3368858..3369136
                     /locus_tag="DJ46_3613"
     CDS             3368858..3369136
                     /locus_tag="DJ46_3613"
                     /codon_start=1
                     /transl_table=11
                     /product="ytzH-like family protein"
                     /protein_id="AIK62985.1"
                     /translation="MPINQQHQLEVLKDILVNHQSDCCGTVSECEQLERLIQSLLAND
                     NISSDAKAMLNDVYSYSQSGKSSSNLDNHISNNQEQLTQWIAGMDNFS"
     gene            complement(3369140..3369937)
                     /locus_tag="DJ46_3614"
     CDS             complement(3369140..3369937)
                     /locus_tag="DJ46_3614"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK62057.1"
                     /translation="MNMEWLEQLLGKEWSLVPAGGVTGDAYIAQNGQQKLFLKRNTSP
                     FLAVLSAEGIVPKLLWTRRVTNGDVISAQKWLPGQKLEPEDMKLERVAKLLKKIHSSK
                     ALVQMIQRLGKQPLHAQELLQQLQLVLRGDIRDEETIQQGLQYLMDSLKDIEYNEFVV
                     CHCDVNHNNWLLSDEDELFLIDWDGAVIADPALDLGMLLYWYIPRQEWSEWLGYYDIE
                     MDESLLKRMRWYVIAQTILSIQWHTTKKQQAEAEYWHQYLQQLLASE"
     gene            complement(3370167..3372308)
                     /gene="pulA"
                     /locus_tag="DJ46_3615"
     CDS             complement(3370167..3372308)
                     /gene="pulA"
                     /locus_tag="DJ46_3615"
                     /EC_number="3.2.1.41"
                     /note="pulA_typeI: pullulanase, type I"
                     /codon_start=1
                     /transl_table=11
                     /product="pullulanase, type I"
                     /protein_id="AIK66135.1"
                     /translation="MLKVKRPFDAYLDEMNKITILLPHAYGTSRTFRLQEGSNVKDLP
                     IAHTIALPDATKYECFIEEPLDVGKYYTVRDERNEETDLQIGAVIRTEIFDEKYYYEG
                     TDLGAVYQKEATTFKVWAPTARLAKVRIYKSDKEYTDHEMHREENGVWAHTLQGDLAG
                     EKYTFLVCINLIWNEAVDPYAKSVTVNGKYGVVIDLEKTNVTKQEQLPPLQAMTDAIL
                     YELHIRDATIHEGSGVSKKGTYKGLMEEGTTGRNGTLTGLSHIKDLGVTHVELLPLYC
                     FGGVDEANPSSAYNWGYNPLYYNAPTGFYATNPSDPYNRILECKQLIETFHEHGIRVI
                     IDVVYNHVYERELSSFEKLVPGYYFRHGENGMPSNGTGVGNDIASERKMMRKFIVESI
                     LYWLTEYNVDGFRFDLMGILDVDTINIIEKEVRNIKRDALLLGEGWDLQTPLPLEEKA
                     TLNNANKMPHIAQFNDQFRDGIKGSTFHINKRGFAFGGHVDRNHLRYIASGSLLSMKE
                     TGLFLEPVQSINYVECHDNMTMWDKLMRSNEESEEILKKRHVLATAMVILSQGIPFLH
                     AGQEFYRTKQGNENSYNANDEINQLDWDRKEKEIETVNYIKGLIAIRKEHGAFRLQNA
                     DLIKKHMTFLQTSPEVLAYHLEHVESFGPWKEIVVLFNSSLEAKTVQLPKEETWHVLV
                     NEKQAKIEPISSFRGKELRLSPISTYILTIM"
     gene            complement(3372446..3372991)
                     /locus_tag="DJ46_3616"
     CDS             complement(3372446..3372991)
                     /locus_tag="DJ46_3616"
                     /note="2_5_ligase: 2'-5' RNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="2'-5' RNA ligase"
                     /protein_id="AIK64197.1"
                     /translation="MEPHYFVAITLPNHIKEVLSNYREEMQEELPFRSWVHKEDYHIT
                     LSFLGSATEEQLEGIQNGLQTLIETKELSFTLQGFSTFGMEDRPRIFWAKVSENQDLF
                     PLQKQVHAICEGNGFSLETRPYHPHITVARKWVGEEKFNLEHIKEVPEISFQADTITL
                     YESHVKETPKYKAIAEIKLQK"
     gene            complement(3373095..3373421)
                     /locus_tag="DJ46_3617"
     CDS             complement(3373095..3373421)
                     /locus_tag="DJ46_3617"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M20/M25/M40 family protein"
                     /protein_id="AIK62616.1"
                     /translation="MIAKLKEYVGTHGFAVADYSNSRPHHVDKDHVLIRTLQRVYEEQ
                     TGEKAELLAIGGGTYARSLKAGVAFCPLFPGKEELAHQKDEYIEIEDLLKATAIYAQA
                     IHELAK"
     gene            complement(3373463..3374500)
                     /locus_tag="DJ46_3618"
     CDS             complement(3373463..3374500)
                     /locus_tag="DJ46_3618"
                     /note="dipeptidaselike: dipeptidase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="dipeptidase family protein"
                     /protein_id="AIK62806.1"
                     /translation="MSAINWTEEVAKRKDDLIRDTQQFLQIKSVWEEESAKEGAPFGE
                     GVEKALSFMLHKGETEGFTSKNLEGYAGHLEMGQGEELVGILCHVDVVPEGDGWTTPA
                     YSADIRDGKIFARGAIDDKGPTMAAYYAMKIVKELGLPLSKRVRMILGTDEESNWKCV
                     DHYFKNEEMPTIGFAPDADFPIINAEKGISDIQVVQNGSEEKKGAYELVSFESGRRLN
                     MVPDFAEAVVTGEDVNALTVAYEEYLQTAKKIGEAIVEGNTVTLQIKGISAHGSTPEK
                     GENAGLLLANFLTTVALDGKANAFATFATETFTGDIFGEKATIAYKDEVSGPLTVNVG
                     RLSYTKRMVAI"
     gene            3374858..3375079
                     /locus_tag="DJ46_3619"
     CDS             3374858..3375079
                     /locus_tag="DJ46_3619"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62893.1"
                     /translation="MKPTTTRMLTRIKSIYMYINENGTVTTKDLVDEFGITPRTIQRD
                     LNVLQFNELVYSPCRGKWTTTGKKVRMTS"
     gene            complement(3375161..3375889)
                     /locus_tag="DJ46_3620"
     CDS             complement(3375161..3375889)
                     /locus_tag="DJ46_3620"
                     /codon_start=1
                     /transl_table=11
                     /product="pseudouridine synthase family protein"
                     /protein_id="AIK61205.1"
                     /translation="MRLDKLLANMGYGSRKEVKKLLKDGVVKIDGISVKDAKVHVNVE
                     EQEVMIHGEVVEYKEFVYLMMHKPQGVISATEDDNHETVIDLLELEDAIFNPFPVGRL
                     DIDTEGFLLITNDGKLSHQLLSPKKHVPKKYYAHVAGVVTEEDVKEFAKGVILDDGYE
                     TKPGALTILKSDDISEIELVITEGKFHQVKRMFEAVGKKVVYLKRTEMGPLVLDEELE
                     LGQYRELTDEEVEMLKTYQVDNEK"
     gene            complement(3375931..3377583)
                     /locus_tag="DJ46_3621"
     CDS             complement(3375931..3377583)
                     /locus_tag="DJ46_3621"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cell division protein ytgP"
                     /protein_id="AIK64610.1"
                     /translation="MSDSKFLRGTLIVTLGTFLVKFLGMIYVFPFHALVGTEGGTLYT
                     YGYIPYTIFLSIATAGVPLAVSKFVSKYNALGDYKTSRRMFRSGMVMMIVTGVLSFLV
                     LYMTAPLFAEAMLGKQSVHSNIGEVTTIIRLVSFALIVVPAASLIRGYFQGHQSMGPT
                     TVSQIIEQIIRIVFLLAGSFIVIKVLGGTVATAVGVATFAAFVSAVGALGVLIWYWLK
                     RKKHLDQYLIEQTVPESTVSTVQLFKELFAYAIPYVVIGLTIPLYQQIDTLTFNSIMQ
                     AIGQGDIAERALGIFTMWTHKLIMIPVSLATAFSLTLVPAITKSFTEKQYRYLKLQIT
                     QTFQANMFLTLPAVVGISSLAYPIYTAFYDSDPLGGQVLMWYAPVALLFALFTVTAAI
                     LQGINQQKHAIIALIMGVILKFVCNVIFIRYFGTVGAILATAVGFLASVWYTNQQIKK
                     YAHYSFGVVYKRTFQIAVLTLVMVVTVKLSQWILSFMISPDSRIGALITVAICAGLGG
                     LVYGLLAIRTGVLERVFGGEALEKIQRKLGNRFKIKLKSKGA"
     gene            3377838..3379109
                     /locus_tag="DJ46_3622"
     CDS             3377838..3379109
                     /locus_tag="DJ46_3622"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(FAD)-utilizing dehydrogenase"
                     /protein_id="AIK66300.1"
                     /translation="MHYDVIVIGGGPSGLMAAIGAAEEGASVLLLDKGNKLGRKLAIS
                     GGGRCNVTNRLPLDEIVKHIPGNGRFLYSAFSIFNNEDIITFFENLGVKLKEEDHGRM
                     FPVSNKAQSVVDALLTRLKDLGVKIRTNTPVETIEYENGQTKAVVLKTGEVLETNHVV
                     IAVGGKSVPQTGSTGDGYAWAKKAGHTITELFPTEVPILSNEPFIQDRSLQGLALRDV
                     NLSVLNPKGKAIISHKMDMLFTHFGLSGPAALRCSQFVVKALKKFKTNTVQMSIDALP
                     EENSEQLFQRMLKQMKEDPKKGIKNVLKGYVPERYFLFLLERNEIDGSEQAGQVSHEK
                     IRALVKDFKEFTVNVNGTQSIEKAFVTGGGVSVKEINPKEMSSKFTNGLYFCGEVLDI
                     HGYTGGYNITSALVTGRIAGTTAGENAKMQY"
     gene            3379394..3380830
                     /locus_tag="DJ46_3623"
     CDS             3379394..3380830
                     /locus_tag="DJ46_3623"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK62220.1"
                     /translation="MRKKVMMSLMLMTFLSAVEGTIVSTAIPRITSDLSGVELVSWVY
                     AIYMLATAVSTPIYGKLADLFGRKKVLLIGATIFLVGSALCGVVTSMEQLIFFRALQG
                     IGAGAVMPITMTIIGDLYSEAKDRAKAQGWMSAVWGVSGVIGPLVGGFLVDSLSWRYI
                     FFLNVPFGIIACLMIAIYYKESIKPAKHHIDYLGATVFSLSMIALLYALLTGSSKQNW
                     GDVTIIGLLIFAVVSFIIFLFIEKKSPEPLIPLALFSNRTLSTINILTLIAGAMIISI
                     TMYLPIWSQGVLGKNATEAGLILMPIPVMWTFGAIFSGNLVGKLKTKQIILLGASILS
                     VATFLLFTLSTNSPSFLIYVAVGLFGLGMGLVTPIYMVTIQAAVPAHTRGTAVGLNTF
                     INTFSQTLGAAVFGTIFNTMIHARGIKNLDLVSGGHGGATANVVTESQSALASSVHVI
                     YMSTFVLAVCTLIIAWLLLKPATQTSEQ"
     gene            complement(3380862..3381185)
                     /locus_tag="DJ46_3624"
     CDS             complement(3380862..3381185)
                     /locus_tag="DJ46_3624"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK61534.1"
                     /translation="MSSSAAKYDVFQAIADPTRREVIRLLSDQELPISKITDHFPMSR
                     TAVVKHLHILSEANLVSGRKSGREKIYRLHPEPLEELQQWLSYYERFWDNKLSMLKHI
                     VENEE"
     gene            complement(3381186..3381617)
                     /locus_tag="DJ46_3625"
     CDS             complement(3381186..3381617)
                     /locus_tag="DJ46_3625"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63753.1"
                     /translation="MEQQHTLTDIKQTIVFNASIQKVWNVVSTAEGIASWFMPNDFVL
                     EVGHEFHVQSPFGPSPCKVLEIDEPNHLSFSWDTDGWVVSFHLKDLGDNKTEFTLIHG
                     GWKHPDEILPKANAKSSIIRDRMSGGWVAIVNEKLKKVVEG"
     gene            3382041..3382268
                     /locus_tag="DJ46_3626"
     CDS             3382041..3382268
                     /locus_tag="DJ46_3626"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63940.1"
                     /translation="MFYCINCSDIHHEKHPNDKVFKNGFYIDPFLGDRYHLGMCKDAQ
                     NHETGDPLLTTKKLGATQSIMNVLPTHVVPT"
     gene            complement(3382303..3382485)
                     /locus_tag="DJ46_3627"
     CDS             complement(3382303..3382485)
                     /locus_tag="DJ46_3627"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63218.1"
                     /translation="MIRVKVFDESHEKDLEDAVNVFLKKIDDSNFVDIKYQVGVSIND
                     DENQIYCFSAMIVYKA"
     gene            complement(3382487..3382723)
                     /locus_tag="DJ46_3628"
     CDS             complement(3382487..3382723)
                     /locus_tag="DJ46_3628"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65777.1"
                     /translation="MGRTIKIDITNKVVAKFRPDYLELYTSKFMIGKFYVYTEGKQYV
                     LEDGYIYEDGKFYRIIDTHRGNNQAAEGCDLGWC"
     gene            3382994..3383440
                     /locus_tag="DJ46_3629"
     CDS             3382994..3383440
                     /locus_tag="DJ46_3629"
                     /codon_start=1
                     /transl_table=11
                     /product="carD-like/TRCF domain protein"
                     /protein_id="AIK61833.1"
                     /translation="MFQIGDKIVYPMNGAGVIEAIEEKEILGTIRQYCVIRIISKDMQ
                     VMLPMDQLQKSGIRYIVDKGTLDDILLEFQNGESDTSLSWKQRYTMNMEKMKNGNLQD
                     SAEVVRDLLRRNKERALNASEKQMLDNARKMMFRISSRYNESLNLK"
     gene            complement(3383500..3384285)
                     /gene="gdhB"
                     /locus_tag="DJ46_3630"
     CDS             complement(3383500..3384285)
                     /gene="gdhB"
                     /locus_tag="DJ46_3630"
                     /EC_number="1.1.1.47"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose 1-dehydrogenase B"
                     /protein_id="AIK64781.1"
                     /translation="MYSDLAGKVVVITGSATGLGRAMGVRFAKEKAKVVINYRSRESE
                     AHDVLEEIKKVGGEAIAVKGDVTVESDVVNLIQSAVKEFGTLDVMINNAGIENAVPSH
                     EMPLEDWNKVINTNLTGAFLGSREAIKYFVEHDIKGSIINMSSVHEKIPWPLFVHYAA
                     SKGGVKLMTETLAMEYAPKGIRVNNIGPGAINTPINAEKFADPKKRADVESMIPMGYI
                     GKPEEIAAVATWLASSEASYVTGITLFADGGMTLYPSFQAGRG"
     gene            complement(3384299..3385156)
                     /locus_tag="DJ46_3631"
     CDS             complement(3384299..3385156)
                     /locus_tag="DJ46_3631"
                     /note="rhaT: RhaT L-rhamnose-proton symporter family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RhaT L-rhamnose-proton symporter family protein"
                     /protein_id="AIK63004.1"
                     /translation="MDIFLAILPAIFWGSIVLFNVKLGGGPYSQTLGTTFGALIFSIV
                     VYIFMKPVLTPTVIGVGIVSGLFWALGQANQLKSIDLMGVSRTMPISTGLQLVSTTLF
                     GVIVFHEWSTIISVVLGVLALVCIIIGVILTSLQSEEEKNAEQAGNFKRGIIILLIST
                     VGYLVYVVVIRLFNVDGWSALLPQAVGMVLGGILLTFKHHPFNKYAIRNIIPGLIWAA
                     GNMFLFISQPRVGVATSFSLSQMGIIISTLGGILILGERKTKRQLTGIVVGIVFIIAA
                     GIMLGIAKS"
     gene            complement(3385193..3385612)
                     /locus_tag="DJ46_3632"
     CDS             complement(3385193..3385612)
                     /locus_tag="DJ46_3632"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62818.1"
                     /translation="MKKLCVMLTMICSIFSFLPSYSLAKESNEQLLESALLNRYYSVI
                     RQVTEDQYECASVINIKRLGKNGEFVPRYEVTLQFLTFQGAHNPPNDKVTLTLEDYLD
                     HVRIKKVEREKNVSGAIAEKICEREKEKIKAHSTDSE"
     gene            complement(3385706..3385939)
                     /gene="moaD"
                     /locus_tag="DJ46_3633"
     CDS             complement(3385706..3385939)
                     /gene="moaD"
                     /locus_tag="DJ46_3633"
                     /note="moaD: molybdopterin converting factor, subunit 1"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin converting factor, subunit 1"
                     /protein_id="AIK61352.1"
                     /translation="MIRVLLFANLQEEAGRSELQIEKESITVAELKDIVAREYNVPVT
                     EPIMVAINEEYANEEDTIQSGDVVALIPPVSGG"
     gene            complement(3385942..3386406)
                     /locus_tag="DJ46_3634"
     CDS             complement(3385942..3386406)
                     /locus_tag="DJ46_3634"
                     /codon_start=1
                     /transl_table=11
                     /product="moaE family protein"
                     /protein_id="AIK64369.1"
                     /translation="MTNTYYEVIDTEISIEEVAKRVIRRECGAVTTFIGTVREFTKGR
                     RTLYLEYVAYKTMAEKMLEKIGSEVKEKWPGTHVAITHRVGTLQISDIAVVVAVSTPH
                     RKAAYEANEYIMERIKQIVPIWKKEFWEDGDSWIGDQLEKTPYPAGEPGKEL"
     gene            complement(3386403..3386924)
                     /gene="mobB"
                     /locus_tag="DJ46_3635"
     CDS             complement(3386403..3386924)
                     /gene="mobB"
                     /locus_tag="DJ46_3635"
                     /note="mobB: molybdopterin-guanine dinucleotide
                     biosynthesis protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin-guanine dinucleotide biosynthesis
                     protein B"
                     /protein_id="AIK63697.1"
                     /translation="MAVGKAPSILQIVGYQNSGKTTLVEKIVHVLTESEMKVATIKHH
                     GHGGFPEVAQKDSERHRKAGAIVSSVEGAGLLSLSSLREEWSLQEIIRLYEFFEVDTI
                     LIEGYKKESYPKVVLLRSAEDVELLQKVENIVAVITWYDAPANLREEYKVFHIIEEKL
                     YIDWFLQTVRSAK"
     gene            complement(3386888..3388177)
                     /locus_tag="DJ46_3636"
     CDS             complement(3386888..3388177)
                     /locus_tag="DJ46_3636"
                     /note="molyb_syn: molybdenum cofactor synthesis domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor synthesis domain protein"
                     /protein_id="AIK64047.1"
                     /translation="MVEKRIPIQVAEAVERVMEYAKIGEVEEVSITESYGRILGEDVV
                     SDHDVPHFDRSPYDGFAIRAEDTKEANQENAIEFEVIGEIGAGSVFTEEVGSFQAVRI
                     MTGAAIPADCNAVVMLELTEGFEKNGKTYMKLKRPFHSGDNVSFKGEDIKQNQVLVKK
                     GAVINPGVAALLATFGYSNVKVVKQPVVGIVTTGSELLEVHESLQPGKIRNSNSYMIA
                     AQIMKAGGKVRYYGQLADELDACFTAVQSAIEEVDILITTGGVSVGDYDYLPAIYERL
                     QANVLFNKIAMRPGSVTTVAEVDGKLLFGLSGNPSACYVGFELFVHPVIKTYLYAKEP
                     HVYRADAILQKDFPKPNPFTRFVRAKVTIVDGALHAMPVGLDKSSAVSSLADANAFIV
                     LPGGTRGFETGMKVSVLLLEHAEGCDWPWAKPLQSYK"
     gene            3388261..3388746
                     /gene="moaC"
                     /locus_tag="DJ46_3637"
     CDS             3388261..3388746
                     /gene="moaC"
                     /locus_tag="DJ46_3637"
                     /note="moaC: molybdenum cofactor biosynthesis protein C"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor biosynthesis protein C"
                     /protein_id="AIK64721.1"
                     /translation="MSSFTHFNDQGRAKMVDISDKKATVRTAIACSSIVVTKEIYDKI
                     SHNEIGKGDVLAVAQIAGIMAAKRTSDIIPMCHPLLLKGVDVSFDWKQSDEQYRLLIE
                     VKVKTEGSTGVEMEALTAASATALTVYDMCKAVDKGMIIGETYLLEKTGGKSGDYTRK
                     S"
     gene            complement(3388785..3389798)
                     /locus_tag="DJ46_3638"
     CDS             complement(3388785..3389798)
                     /locus_tag="DJ46_3638"
                     /codon_start=1
                     /transl_table=11
                     /product="thiF family protein"
                     /protein_id="AIK62963.1"
                     /translation="MQERYSRQILFSGVGEEGQRKIREKHVLIIGAGALGAANAEAIV
                     RAGVGKITIADRDYVEWSNLQRQQLYTEEDAKQYKPKAVAAAEYLKAINSEVEINPVV
                     TDVTVQEMEELVKDVDLILDATDNFETRLLINDISQKYNIPWIYGGCVGSYGVTYTIV
                     PGKTPCFRCLMEHPASGATCDTAGIIQPAVQLVVAHQITEALKILVEDFEALRETMLS
                     FDLWNNQQMAFKVNRQKKDTCLSCGRLRTYPSLTFEAQTKTEVLCGRNTVQIRPGVRN
                     EFNLEEIKKRLQRSVDVKATPYLVSFLVEEFRFVLFTDGRAFIHGTNDINVAKRLYTR
                     YIG"
     gene            complement(3390109..3390735)
                     /locus_tag="DJ46_3639"
     CDS             complement(3390109..3390735)
                     /locus_tag="DJ46_3639"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum Cofactor Synthesis C family protein"
                     /protein_id="AIK64585.1"
                     /translation="MPAEVFGPDYAFLKDEFLLTFDEIERVAKLFVSIGVRKIRLTGG
                     EPLLRKDLAKLIARLVKIDGLLDIGLTTNAIHLTKQAKVLKEAGLHRVNVSLDAIDDD
                     VFKAINGRNINTKPVIKGIMAAKEAGLDVKVNMVVKKGMNDHQVLPMAAYFKEQGIPL
                     RFIEFMDVGSTNGWNFDQVVTKRELIEMIHRVYPLEPAEAHYFGEVAK"
     gene            complement(3391004..3393295)
                     /locus_tag="DJ46_3640"
     CDS             complement(3391004..3393295)
                     /locus_tag="DJ46_3640"
                     /note="exospor_lead: exosporium leader peptide domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="exosporium leader peptide domain protein"
                     /protein_id="AIK61982.1"
                     /translation="MEGNGGKSKIKSPLNSNFKILSDLVGPTFPPVPTGMTGITGSTG
                     ATGNTGPTGETGATGSAGITGSTGPTGNTGGTGSTGPTGNTGATGSTGVTGSTGVTGS
                     TGVTGSTGVTGSTGPTGETGGTGSTGVTGSTGATGSTGVTGNTGPTGSTGATGNTGSI
                     GETGGTGSMGPTGETGVTGSTGGTGSTGVTGNTGPTGSTGVTGSTGVTGSTGPTGSTG
                     VTGSTGPTGSTGVTGSTGVTGNMGPTGSTGVTGNTGSTGTTGATGETGPMGSTGATGT
                     TGPTGETGETGETGGTGSTGPTGNTGATGSTGVTGSTGVTGSTGVTGETGPTGSTGAT
                     GNTGPTGETGGTGSTGATGSTGVTGNTGPTGSTGVTGNTGPTGSTGATGNTGPIGETG
                     GTGSTGPTGETGGTGSTGVTGSTGVTGNTGATGETGPTGSTGATGNTGPTGSTGVTGN
                     TGPIGSTGATGETGPTGSMGATGNTGATGETGPTGSTGVTGNTGATGETGPTGNTGAT
                     GNTGPTGETGVTGSTGPTGETGVTGSTGPTGNTGATGETGATGSTGVTGNTGSTGETG
                     PTGSTGPTGSTGATGVTGNTGPTGSTGATGATGSTGPTGSTGTTGNTGVTGDTGPTGA
                     TGVSTTATYAFANNTSGSVISVLLGGTNIPLPNNQNIGPGITVSGGNTVFTVANAGNY
                     YIAYTINLTAGLLVSSRITVNGSPLAGTINSPTVATGSFSATIIASLPAGAAVSLQLF
                     GVVALATLSTATPGATLTIIRLS"
     gene            complement(3393469..3393792)
                     /locus_tag="DJ46_3641"
     CDS             complement(3393469..3393792)
                     /locus_tag="DJ46_3641"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination gerPA/gerPF family protein"
                     /protein_id="AIK64284.1"
                     /translation="MPAHIKEFVIVNNTGNIFTGDNLSDTSFTATKSYSGSMGCTWID
                     VVTVIGTETKLCLQPGDSVTTTYTRGTPAGTVTGTNMGQSVNTSGIAQAVPNTDNMDS
                     TAGLP"
     gene            complement(3393813..3394037)
                     /locus_tag="DJ46_3642"
     CDS             complement(3393813..3394037)
                     /locus_tag="DJ46_3642"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination gerPA/gerPF family protein"
                     /protein_id="AIK64388.1"
                     /translation="MGINLRKVKIINNTGAVNVGDCYDISPLAVAKVYAGAGGSSAAI
                     FLNGKRQPEAVIRTSVFLPPLATSTRTLGS"
     gene            complement(3394115..3394420)
                     /locus_tag="DJ46_3643"
     CDS             complement(3394115..3394420)
                     /locus_tag="DJ46_3643"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AIK62281.1"
                     /translation="MTEVKTITTEEVQERLENGETLFLVDVREDEEVATGKIPEAVHI
                     KMGDIPNKVDFFDKENEYIFICRSGMRSENVCHYLNEQGFKTVNMVGGMLQYEGEIK"
     gene            3394621..3394803
                     /locus_tag="DJ46_3644"
     CDS             3394621..3394803
                     /locus_tag="DJ46_3644"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61310.1"
                     /translation="MTLFLFIMSIVFLLAAIIALSMKNNKKIKSPQEMSFLFLLLSIA
                     FFGIAIATYIFRLQIM"
     gene            complement(3394853..3395977)
                     /locus_tag="DJ46_3645"
     CDS             complement(3394853..3395977)
                     /locus_tag="DJ46_3645"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK63546.1"
                     /translation="MQIVKKEKFILKEYTFENGRTIPVQMGYETYGTLNRERSNVILI
                     CHYFSATSHAAGKYTAHDEESGWWDGLIGPGKAIDTNQYFVICTDNLCNVQVKNPHVI
                     TTGPKSINPKTGDEYAMDFPVFTFLDVARMQCELIKDMGIARLHAVMGPSAGGMIAQQ
                     WAVHYPHMVERMIGVITNPQNPIITSVNVAQNAIEAIRLDPSWKGGKYGEEQPMKGLQ
                     LANRMMFMNAFDEHFYETTYPRNSIEVEPYEKVSSLTSFEKEINKLTYRSIELVDANS
                     WMYTAKAVLLHDIAHGFSSLEEALSNVEANVLMIPCKQDLLQPSRYNYKMVDLLQKQG
                     KYAEVYEIESINGHMAGVFDIHLFEKKVYEFLNRKVSSFV"
     gene            3396130..3398217
                     /locus_tag="DJ46_3646"
     CDS             3396130..3398217
                     /locus_tag="DJ46_3646"
                     /codon_start=1
                     /transl_table=11
                     /product="GerA spore germination family protein"
                     /protein_id="AIK65461.1"
                     /translation="MIWNWLRKKKKLNTTEKNETDNSEQKPNNQEDDNKEQTRSTKHN
                     KSNNSEQKKEEHKESSQDKQQNQSNQNQQQSAKQDESSQGQQNHSKQDDSDQGQQQHS
                     KQGNSDQGQQQHSKQGDSNQGQQNHSKQNDSDQGQQQHSKQDESSQEQQNHSKQDDSD
                     QDDSFQDTQQSSKQDDLAQDKQQHSKQDNSDQDKQQNSKGNSIYDFSKPEKDRIHSLQ
                     DLIEKLKKSSDFVNYHTSDDETMPYWISYYRPSLDGEKLQKYLMPTLLERPNASLEEL
                     KEHIPMSGITITNDLQKIEDMVLKGHAIVQVNQQDQKCMLANIAIDNYRAPTPPLNES
                     TVIGPQEGFVEDIDTNINLVRKRLPVLDLQTKEMIVGEFSKTKVVMMYLDNLAEKDNV
                     DFLEESLRALEYDQINDSAYIQELMGEKSIFPLYINTERTDRVTKALIDGKIAIFVDG
                     SPSVLLTPVSYFDFFISPEDYNVSWLYATFSRILRLIAVLFSICATPLYVAVLNYHYE
                     LIPSDLLETLILSRAQVPFPPLIEALFLELAIDLLREAGARLPMKVGQTLGIVGGIVI
                     GQASVQAGLTSNILLIIVALSALASFITPIYKMGNAVRLLRFPFLIFAEIGGLFGISL
                     GFIFLFTHLFRLTSLRKPYALFYPTRQQSVKDSWIRFPLTMIDTRDVQARPQHVKKSA
                     KGISTKHRSDFDD"
     gene            3398235..3399329
                     /locus_tag="DJ46_3647"
     CDS             3398235..3399329
                     /locus_tag="DJ46_3647"
                     /note="2A0309: spore germination family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination family protein"
                     /protein_id="AIK63700.1"
                     /translation="MSKVQEKYQISPIFVFFLIHGAQFGAGVLGFARIIAKAAGYDGW
                     MGVLITGLCIHLLIWMMYFLLKETNGNLIDLQRQTFGKWIGNVFNIIFAAYFLIVSIS
                     VIRTYVEIIQVWMFPTASTFMLTLFLCLVSYYIISSGFRVITGICVISVGGTIGYLFL
                     SLFVLKYSHWDNLLPIFTHSFSDILKSAQLSIYSMTGFEIYLMVYPFVKKPMQSHKYA
                     QLGALFSNLLYLFSTLLAFAFFSEKQLLKTIWAQLSMTQVIQLPFIERLEYIAISGYA
                     LVIISSFILPLWASMRATHEIFRVKQRGILIAFIIITLIISQLLTNRQDINNFISNAS
                     KVSFWLIYVYIPILFIIVWVKRKWKKSKAN"
     gene            3399305..3400384
                     /locus_tag="DJ46_3648"
     CDS             3399305..3400384
                     /locus_tag="DJ46_3648"
                     /note="spore_ger_x_C: germination, Ger(x)C family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="germination, Ger(x)C family protein"
                     /protein_id="AIK66116.1"
                     /translation="MEKIKSKLILISCIALFSLTGCLQKNIIDDVQLIQGTVFDTAKD
                     NKVKVTFVCPIQKKGNKVQVFEGTANAVKQVKADTSLESSQPFASGQMRVALYTIRLA
                     KKGMSTSFDTLLRDVNIGNALYAALLDGNGTELLKGKYSTSYNVAIYIKKLLEHNMET
                     GPLPADNLHIGAFRYYQEGQDYYIPILKKHGDKIKITGIGLFKKDKYIGKIAEKDMFI
                     FKGLLEKHKLDSHEFKTDSAYVMINNIRSVPTYDIKIKNGKPSFFIHVRLDARIQELS
                     KQINLENNKNTKNIEKDVQKQLDKQAAKLIKHLKSLGVDPLGLGAKYKQHYRPFKLEE
                     WRQLYKDVPVTIKYTVNITNSGVIE"
     gene            3400475..3400660
                     /locus_tag="DJ46_3649"
     CDS             3400475..3400660
                     /locus_tag="DJ46_3649"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65558.1"
                     /translation="MSKKLVKPILNGILFLGVFLFAHTYLKNVSFTRYLLVVIPMLLV
                     GMFGIDLILSILIKKEE"
     gene            3400850..3401272
                     /locus_tag="DJ46_3650"
     CDS             3400850..3401272
                     /locus_tag="DJ46_3650"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61316.1"
                     /translation="MTNEKGLDKGYELVAKMHEVFGHPVTNTPTKLTEERAKIRASFM
                     QEELEEFLEATTVEDQYDALIDLIYFAFGTFAEMGVRPDKGFEIVNNANMAKLFPDGK
                     PRFREGDGKILKPEGWQAPEPQLRAEIERQRQEAEKNC"
     gene            complement(3401317..3402069)
                     /locus_tag="DJ46_3651"
     CDS             complement(3401317..3402069)
                     /locus_tag="DJ46_3651"
                     /note="Bacillus group-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hypervariable protein"
                     /protein_id="AIK64471.1"
                     /translation="MKGMDNNAPHGFFGGGSDSYEQMMLMGGAGQQGYGGIPSWMGGS
                     PGGFSTSVAGVQTGMPTSMGGFSTSGAGMPTVTGGFPTSVAGVQTGFPVPGVGVVAGG
                     IGGFPQVIHGHHGHHHHQGHQGHHGHQGHHHHQGHHGHHGHHHHQGHHGHHGHHQQQV
                     HHHGHHHIHPQAILYQTHQGHQGHHDHHGHHGHQGHHGQHSQQHQQHQQYQQYQQQSS
                     PWAGGIGAGAAGAAAGAASISGAAGHAGHVGH"
     gene            complement(3402326..3404734)
                     /gene="leuS"
                     /locus_tag="DJ46_3652"
     CDS             complement(3402326..3404734)
                     /gene="leuS"
                     /locus_tag="DJ46_3652"
                     /EC_number="6.1.1.4"
                     /note="leuS_bact: leucine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="leucine--tRNA ligase"
                     /protein_id="AIK66133.1"
                     /translation="MSFNHQEIEKKWQGYWEENKTFRTPDETEKPKFYALDMFPYPSG
                     AGLHVGHPEGYTATDILSRMKRMQGYNVLHPMGWDAFGLPAEQYALDTGNSPAEFTEH
                     NINTFRNQIKSLGFSYDWDREVNTTDPNYYKWTQWIFLKLFEKGLAYVDEVPVNWCPA
                     LGTVLANEEIIDGKSERGGHPVERRPMRQWMLKITAYGDRLLEDLDELDWPESLKDMQ
                     RNWIGRSEGAEVHFNIDGTDEKFTVFTTRPDTLFGASYCVLAPEHALVADITTADQKE
                     AVEAYINSVKMKSDLERTELAKEKTGVFTGAYAVNPVNGEKLPIWIADYVLATYGTGA
                     VMAVPAHDERDYEFASTFNLPMKEVVKGGDITKEAYTGDGAHVNSAFLDGLNKEEAIA
                     KMIEWLEVTSAGNQKVTYRLRDWLFSRQRYWGEPIPVIHWEDGTMTAVKEEELPLVLP
                     KTENIRPSGTGESPLANIDEWVNVVDPETGKKGRRETNTMPQWAGSCWYYLRYIDPNN
                     SEALVDPEKVKQWLPVDIYIGGAEHAVLHLLYARFWHKVLYDIGVVPTKEPFQQLFNQ
                     GMILGENNEKMSKSKGNVVNPDDIVASHGADTLRLYEMFMGPLDASIAWSENGLDGAR
                     RFLDRVWRLFVQDNGELSEKITDAPNKDLEKAYHQTVKKVTEDYAELRFNTAISQMMV
                     FINDAYKAETLPKEYVEGFVKMIAPVAPHIGEELWSKLGYNETITYASWPTFDESKLV
                     EDEVEIVVQVMGKVRAKLTMSKDASKDEMEKLALEAIQDQIEGKTVRKVIVVPGKLVN
                     VVAN"
     gene            complement(3405209..3406402)
                     /locus_tag="DJ46_3653"
     CDS             complement(3405209..3406402)
                     /locus_tag="DJ46_3653"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK66045.1"
                     /translation="MPRKVWLLVAGMIINVTGASFLWPFNTIYLHDHLGKSLSVAGMV
                     LMINSLTGVIGNLLGGVLFDKWGGYKSTLVGIVITLVSILGLVFFHGWPLYVVWLALI
                     GFGSGMVFPSMYAMVGTVWPEGGRRAFNAMYVGQNVGIAIGTACGGLVASYRFDYIFL
                     ANFILYFVFFLIAFIGFRGMEDKKEPGVQKEVEAKKGWSLTPGFKALLIVCVAYALCW
                     VTYVQWQGAIATHMQELNISLRHYSLLWTINGAMIVCAQPLVSMLIRWMKRSLKQQIM
                     IGILIFAVSFIVLSQAQQFTMFLVAMVTLTIGELFVWPAVPTIANILAPKDKLGFYQG
                     VVNSAATVGKMFGPVVGGAIVDLYNMEVLFITIMVMLVVALIATSIYDKRVKVEETVE
                     EKIAV"
     gene            complement(3406772..3407953)
                     /gene="yhaU"
                     /locus_tag="DJ46_3654"
     CDS             complement(3406772..3407953)
                     /gene="yhaU"
                     /locus_tag="DJ46_3654"
                     /codon_start=1
                     /transl_table=11
                     /product="K(+)/H(+) antiporter yhaU"
                     /protein_id="AIK66070.1"
                     /translation="MDTLIFEVGTALVLVAFAAILAAKLKFSIIPFLIILGMLVGPHA
                     PDLGLIDLRFIESGEVISFLGRVGVIFLLFYLGLEFSIKKLIKSGKSIAFGGTVHISL
                     NFLLGLLYGYVMGFPLLETLIIAGIITISSSAIVAKVIVDLRRSGNKETELILGIIMF
                     DDIFLAVYLSVVSGLVLGGATSFAGALTSVLIAVGYMLLFFVIARKATPFLNKVLDIS
                     SNEIFIIVIFAILFFVAGFSETIHVAEAIGALLLGLVFSETEHSDRIEKLVVPFRDFF
                     GAIFFFSFGLSIDPFSLGGAVWLALGAVFITIIGNFTAGMIAGSKAGLSHKASTNIGL
                     TLVSRGEFSIIVANIGIAGGLMAAIKPFSALYVLILASLGPLLTKESGRIYSLLDKLF
                     K"
     gene            complement(3407957..3408454)
                     /gene="khtT"
                     /locus_tag="DJ46_3655"
     CDS             complement(3407957..3408454)
                     /gene="khtT"
                     /locus_tag="DJ46_3655"
                     /codon_start=1
                     /transl_table=11
                     /product="K(+)/H(+) antiporter subunit khtT"
                     /protein_id="AIK62086.1"
                     /translation="MNIRESELPGIGCKFEVITKGNEKLVIVIHDDGRREMYHFDADH
                     DESISSISLRDSEARQIAAILGGMVYRPQALDTIEMAFEGLSIEWFKVENHAPVVQKT
                     IGSLHVRKTYNVTIIAILKKNMKKFFNPGPDSIIEAGDMLVLSGARHEVKRIINELLS
                     AGGDS"
     gene            complement(3408489..3409055)
                     /locus_tag="DJ46_3656"
     CDS             complement(3408489..3409055)
                     /locus_tag="DJ46_3656"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AIK65939.1"
                     /translation="MEVVEALKDISQIEAMKKYLKEHSQRDYLLFVIGINTGLKITEL
                     LSMKFEDVLHEDGTVKEFYSLPVKDEKFKQDIYLNTKVKEALLEYVQSIDVKRENYVF
                     QSNKTTNSITRQQAYRVIHNAAEAVGIVGKIGTNSMRKTFGFHAYKRGIAIALLQKHF
                     HHATPSETLKYLGISKDEEFKTEIDVDL"
     gene            complement(3409405..3411264)
                     /locus_tag="DJ46_3657"
     CDS             complement(3409405..3411264)
                     /locus_tag="DJ46_3657"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK65848.1"
                     /translation="MLFKLSMSGLKSKLKDYIVLLVGLVMSISIFYMFQTLALNEAFL
                     KENSTIGQIGFVFQAGSFLLAIITFFYILYANSFLLSLRQKEFGMYMMLGAKKHKVTL
                     LMFIETIVLGAASLAIGIIVGVGLAEGIGQLLMKQLEFAGKGYKAFYLPSMTVTCIFF
                     FALFVLSAIMNSIKLSRISVLQLVHADAQTERVAVKGKMTGLIAFLAVILLGIGYASM
                     IYMAKLREMGILIALITTTAGTYMLFGSLLPVIIKKLKGNKKRSEKGLNAFTFAQLNF
                     RINSLTKVLATVAMLVALGAGAISGGMAFKNNAIKLSDGLVIYDSVVHNPTAEEKKIL
                     DGITFKEKNEYRYKVDDKYVYYVKEDLEKNRPFVKDMTNMKSMKDLVNTKKVSQELPV
                     GAVSREMNEKDANAKEMPEEWNEAFRTIQPFYVHEDHAIKIVDQKLYDTVNGKEGIAF
                     IGKADDFLAYTKEWKKLDELQLDKYKNVKAERLDSKYQTYDMLYGVASGTVFMGFFLG
                     IAFLAMMASCLMFKILSGASKDITRYQMLRKIGVRRELLTKSIYKELFLVFLFPAIVG
                     IAHVLVGMNIFGFILIDPYFRIWVPIVIFVVIYTIYYFITVQLYKGIVLPKED"
     gene            complement(3411283..3412044)
                     /locus_tag="DJ46_3658"
     CDS             complement(3411283..3412044)
                     /locus_tag="DJ46_3658"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66260.1"
                     /translation="MTKPVVDVKNVQKVYGKKGENQSHALKGVSFSIQEGEFVGIMGP
                     SGSGKTTLLNVISTLDKATGGVVEIAGTDITKMKQGELSDFRSQKLGFIFQDFNLLEN
                     LSIYENIALPLSLQGVPSRNIGPKVEKVADMLGISAILQKYPSEVSGGQKQRSAAARA
                     LVHEPAIILGDEPTGALDSKNATSLLDAMTNLNQEQGVSIMMVTHDPFSASYCQRILF
                     IQDGELYKEIHRGGTREEFYKEILDVLADLGTQKA"
     gene            complement(3412383..3413405)
                     /locus_tag="DJ46_3659"
     CDS             complement(3412383..3413405)
                     /locus_tag="DJ46_3659"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65830.1"
                     /translation="MGNDITNKRIDELDYIRGFALLGIILVNILALLNIKIPNPNTVD
                     ASYQRFLYLFVEGRFFSIFSFLFGVGFYIFISRAIAKGKNGYVLFLRRLVALFIFGLI
                     HYMFQPGEALTLYAICGLIVLPFYKAKKEVNLVIGLILTIAFSVMGAKELLPLGLILL
                     GLAAGQYRVFENLTQNIKKVAIFTGIMFVLSVVAVWYQYGHVPADPFVNMILMNEDGT
                     MDAASQFLKIGVTVGPIISAFYVGALILLLQLKLVQTLLAPLKYYGRMALTNYIGQTA
                     MILIAGSVCNFAGNLTYMQTLYVCITIYAIQIVFSVIWMKIFKMGPLEWIWRVITYWT
                     VTPLKK"
     gene            complement(3413542..3413691)
                     /locus_tag="DJ46_3660"
     CDS             complement(3413542..3413691)
                     /locus_tag="DJ46_3660"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66183.1"
                     /translation="MAKRSDQNNPEQKTQNGHNAEFSNEFDPIVQVKQRNSKKGQPQK
                     SKQSE"
     gene            complement(3413707..3413970)
                     /locus_tag="DJ46_3661"
     CDS             complement(3413707..3413970)
                     /locus_tag="DJ46_3661"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64735.1"
                     /translation="MAERQSLESYITQAEQAVEYAKEQLDQGMRQEHYNTMEYSDAQL
                     QLEQAYNDLQTMQQHANDEQREQLNRARMAIRQLQHQMIITPR"
     gene            3414082..3415041
                     /locus_tag="DJ46_3662"
     CDS             3414082..3415041
                     /locus_tag="DJ46_3662"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM superfamily protein"
                     /protein_id="AIK66180.1"
                     /translation="MKVQNPFPYTNDNKRYHTWNYHLRNEFGEKIFKVSLDAGFDCPN
                     RDGTVAYGGCTFCSAAGSGDFAGDRRDDVITQYHEMKEKMRSKWKDGKCIAYFQAYTN
                     THAPLEVLKEKFEPLLAEKDVVGLSIATRPDCLPDDVVAYLADLNKRTYLWVELGLQT
                     VHERTANLINRAHDYPSYVEGVNKLRKHGIRVCSHIINGLPLENYDMMMETAREVAKL
                     DIQGIKIHLLHLLKGTPMVKQYEKGQLEFLSLEDYVSLVVDQLEIIPEDVIVHRITGD
                     GPPDLMIGPMWSLNKWEVLNSIDAEFVRRGSWQGKYANEEKQK"
     gene            3415038..3415610
                     /locus_tag="DJ46_3663"
     CDS             3415038..3415610
                     /locus_tag="DJ46_3663"
                     /codon_start=1
                     /transl_table=11
                     /product="mraW methylase family protein"
                     /protein_id="AIK63420.1"
                     /translation="MKLERVLPFARSLLQTAVKEGDYAVDATLGNGHDTCFLAEIVGD
                     SGKVFGFDIQKEAIESSTTRLKEKELFERTVLVHDSHDTLLSVLPEDAKGKVTGAIFN
                     LGYLPGGDKHIVTKPNSTISAIEQLLEVMAPEGIIVLVIYHGHPEGQVERDAVLKFAE
                     ELDQKQAHVLRYGFINQQNNPPFIVAIEKR"
     gene            3415808..3416641
                     /locus_tag="DJ46_3664"
     CDS             3415808..3416641
                     /locus_tag="DJ46_3664"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66168.1"
                     /translation="MLVELRGIQKKYGKSLILDNIDLSIPEGEALAIIGGNGTGKSTL
                     LKIIAGFISPTAGTIQRKEHIQIGYVPEHFPEGIRFTLEDYLYHLGHIHGLSTKYVKD
                     KIPMLLESFHLHHARHSVVRNFSKGMKQKTGIMQALLTDVHLLILDEPLSGLDPNSQQ
                     ELEHILLSLKQQGISVLFTCHEKQLLENFADRIVTLANHTITENISAQKGAERVYIEA
                     IVHETFSAIELQKQSGFIHVAHNSNQNLIQLHIEKEHTNDILQFLLHKKASITLLQPN
                     F"
     gene            3416660..3417340
                     /locus_tag="DJ46_3665"
     CDS             3416660..3417340
                     /locus_tag="DJ46_3665"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65067.1"
                     /translation="MFALIRYHFLDYTKSYKYVPPIAMYFMSLLFVYAYKPTPIVPTY
                     LETALALYLLSAWITVTIFHTEDPVQEQITISHTNNISALYVGKYITALLICTVLSFI
                     SVIYPIILQMFNEKMTVSLFLVGFLSHMSFSILGISITTLFTRNTIQKAGTAWLSLTF
                     ILLITIASIRFKKEFLWFLPPVESFLMLGQYKYNILPHTLWLTAWAIVYSFLLFTLFL
                     FIVRKKRF"
     gene            3417365..3418039
                     /locus_tag="DJ46_3666"
     CDS             3417365..3418039
                     /locus_tag="DJ46_3666"
                     /EC_number="5.1.1.13"
                     /note="asp_race: aspartate racemase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate racemase family protein"
                     /protein_id="AIK64597.1"
                     /translation="MIGILAGMGPKSTGPFVDTVVAECQTIYGAKHDMDFPHMMIYSC
                     PTPFYMDRPIDHEAMKKAIIEGAQKLESTGAGFIAMSCNTAHLYFEELQQSLSIPILN
                     IVDETLKAIPETAKRVALLETEATVQAGIYQDGIAKRNIEYIHYEQWQESINQIITYI
                     KSGEVEEARELWSALVLQLKDEVDTAIIACTDLNVVASEDFVDSAQCLAKAVVRMYLS
                     NTKRSS"
     gene            3418195..3419496
                     /locus_tag="DJ46_3667"
     CDS             3418195..3419496
                     /locus_tag="DJ46_3667"
                     /codon_start=1
                     /transl_table=11
                     /product="pepSY-associated TM helix family protein"
                     /protein_id="AIK63410.1"
                     /translation="MKVNRSLHYIFWRWHFYAGLFITPLLITLSLSGIGYLFREEVED
                     FIYKDLYFGKSAQTESISMADSISLTEKKYPHYSVAKISEFDGDYNTRLTIANEYTGQ
                     QKYVYLDNNNQIVGDQNASETFANIMRELHSSLLVGGTVINYTVELAACWTIFLIVTG
                     LYMSIRQFKNTPSSNKREKAKRRHSIIGIIFTLPLVLLVASGLPWSGFMGNQIYKIAS
                     SNESLGYPKLYMAPPESKVKELPWATRKEAPPESNSNEPKAISVDILQKGIEIKKPYV
                     ISLPADPKGVFTVSKSSGSGITGMHVAPNEEITAYFDQYSGELISKTDYRDYGLLAQW
                     FTYGIPLHEGHLFGWPNKILCLLTTLSLLLLIYYGIKMWLARKPKGKLAAPSKQRDKK
                     SIIVFFILMVILGAVMPLFGLSVLVIFAIELLIYVFSKIRS"
     gene            complement(3419533..3419745)
                     /locus_tag="DJ46_3668"
     CDS             complement(3419533..3419745)
                     /locus_tag="DJ46_3668"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66119.1"
                     /translation="MKRLFQKLYDNIEVTLLVLLTISFVTGMYMMMNKAGGPTTMDYV
                     AQVIIALIIIVDIVFLISSRKKENSK"
     gene            complement(3419807..3420871)
                     /locus_tag="DJ46_3669"
     CDS             complement(3419807..3420871)
                     /locus_tag="DJ46_3669"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61041.1"
                     /translation="MNVPSNPITLMAKVYRDVFPVVHHELAMWKERAYHIPNDELHSQ
                     AIASIEHKTFHCEGGGILALLANEHREECIRFIVAYQTISDYLDNLCDRSTSLDPNDF
                     AALHESMLMALSPEVEGGGNYYRYRDDQDDGGYLDELVETCQDVLKKTKHYDKIAPIL
                     HELACYYCDLQIHKHVKLEEREPRLQTWFEAHKENLPEMSWFEFSACAGSTLGIFCLV
                     AYAFHDELHDEDIAKIRQGYFPYVQGLHILLDYFIDQEEDRIGGDLNFCSYYENEQVI
                     LDRMKHFVEEAEKSIGDLPHAKFHRLISRGLLGIYLSDQKVSAQKNMHKMARRIVKYG
                     GLTSRFFYWNGKMYRKKTAQ"
     gene            complement(3420909..3421712)
                     /gene="ytpA"
                     /locus_tag="DJ46_3670"
     CDS             complement(3420909..3421712)
                     /gene="ytpA"
                     /locus_tag="DJ46_3670"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase ytpA"
                     /protein_id="AIK66381.1"
                     /translation="MWNYEAEEAKAVIVIVHGAMEYHGRYEAVAEMWNHIGYHVVMGD
                     LPSHGTTSRNRGHIDSFDEYIEEVKLWVKEARKYRLPIFLFGHSMGGLIVIRMMQETK
                     REDVDGIILSSPCLGVLAGPSAPLQAASKILNIIAPKLQFATNLTVEMSTRNHEVRDA
                     MENDSLFLRKVSVRWYSELIKSIEIAHKKIDDFPDVPLLLMQACEDKLVDKTRVRTWF
                     NNVKISDKAFKEWPNCYHELLNEYERDEILNYIQSFTEIRINNIIETNK"
     gene            3421787..3422299
                     /locus_tag="DJ46_3671"
     CDS             3421787..3422299
                     /locus_tag="DJ46_3671"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase/acyltransferase"
                     /protein_id="AIK64124.1"
                     /translation="MIYPYKEKNPKIASSAFIADYVTITGDVSIGEESSIWFNTVIRG
                     DVSPTIIGDRVNVQDQCTLHQSPQYPLILEDDVTIGHQVILHSCHIKKDALIGMGSII
                     LDGAEIGEGAFIGAGSLVSQGKKIPPNTLAFGRPAKVVRELTEEDRKDMERIRTQYVE
                     KGQYYKSLQK"
     gene            3422444..3422977
                     /locus_tag="DJ46_3672"
     CDS             3422444..3422977
                     /locus_tag="DJ46_3672"
                     /codon_start=1
                     /transl_table=11
                     /product="PAP2 superfamily protein"
                     /protein_id="AIK64742.1"
                     /translation="MKVSGLYKIECYIFRGINRYFDQKTLNLFFSNITHIGGATFSIA
                     LTLFFLIFASGTLHQAAIATAISLAISHIPVQILKRWYPRKRPYLTIQDAKYPVHPLQ
                     DHSFPSGHTTAVFSVFIPFICYNPNLLIFLLPLALCVGISRIYLGLHYPSDVFVGMCL
                     GTCSGIISFYQFIPLFT"
     gene            3422990..3424132
                     /locus_tag="DJ46_3673"
     CDS             3422990..3424132
                     /locus_tag="DJ46_3673"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK61131.1"
                     /translation="MRVAIFTDTFTPQVNGVAKTLERLTRYFQKEKIAYSVFAPQHTA
                     EDNFVANVNKMRSIPLTILYPECRFSFPTPRIRRELLSFKPDMIHIATPFNMGLCGLY
                     YAKKLNIPVVGSYHTDFDAYLRYYKIEFLSNMLWNYLKWFHSHMQKNFVPSPETLHQL
                     KHKGFQALSIWGRGVDCNLFHPAYNTEIFRKKYNITAKYVLSYVGRITPEKDIDTLQN
                     LIVKSAHTRNDIHWLIAGDGPLATSLREAVPKTNVTFTGYLQGVDLAEAYACSNMMVF
                     PSATETFGNVVLESLACGTPVIGANSGGVKNIITDGKTGVLCPPKNEDVFLSSIYSLL
                     QNEEKLEQMGIAASSYAKSKSWDEIFRGLLSHYEEVLQHNASELLA"
     gene            complement(3424415..3425017)
                     /locus_tag="DJ46_3674"
     CDS             complement(3424415..3425017)
                     /locus_tag="DJ46_3674"
                     /codon_start=1
                     /transl_table=11
                     /product="mobA-like NTP transferase domain protein"
                     /protein_id="AIK61675.1"
                     /translation="MSKYAGIVLAGGMSSRFGEPKALASWQGSTFIEHILKVMTSTLQ
                     EVVVISHSDIKERVEKLVQVPVIEDIPHYKGNGPLAGIVSGMEYIEADWYAIMPCDAP
                     NVSHEWFTILLEQTSNEYDAVVPIINGRKQPLLAAYHNRVKEKIYALLQDEKRSMGQL
                     LSQCNVKYVSGEDVQANADWFINVNTKEEYVQAQKDLSNK"
     gene            complement(3425014..3425523)
                     /gene="moaB"
                     /locus_tag="DJ46_3675"
     CDS             complement(3425014..3425523)
                     /gene="moaB"
                     /locus_tag="DJ46_3675"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor biosynthesis protein B"
                     /protein_id="AIK62638.1"
                     /translation="MSVTEHKKQAPKEVRCKIVTISDTRTEETDKSGQLLHELLKEAG
                     HTVTSYEIVKDDKESIQQAVLAGYHREDVDVVLTNGGTGITKRDVTIEAVSALLHKEI
                     VGFGELFRMISYLEDIGSSAMLSRAIGGTIGRKVVFSMPGSSGAVRLAMNKLILPELG
                     HITFELHRQ"
     gene            3425761..3425940
                     /locus_tag="DJ46_3676"
     CDS             3425761..3425940
                     /locus_tag="DJ46_3676"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61962.1"
                     /translation="MELYKKLTTTFILLFVASITVGFSLKGAIPYATLVSIIFATLFL
                     LSSAFCAGKARQMKG"
     gene            3425947..3426126
                     /locus_tag="DJ46_3677"
     CDS             3425947..3426126
                     /locus_tag="DJ46_3677"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65231.1"
                     /translation="MFRKKPTLCKSCEKEIQTYEKAWIHMPLPANGMTNIKKYIELEG
                     EVYCSSCIQIVSKTK"
     gene            complement(3426168..3427367)
                     /gene="metK"
                     /locus_tag="DJ46_3678"
     CDS             complement(3426168..3427367)
                     /gene="metK"
                     /locus_tag="DJ46_3678"
                     /EC_number="2.5.1.6"
                     /note="metK: methionine adenosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine adenosyltransferase"
                     /protein_id="AIK63215.1"
                     /translation="MTKKRHLFTSESVTEGHPDKICDQISDSILDAILSKDANARVAC
                     ETTVTTGLVLVAGEITTSTYVDIPKIVRETIQGIGYTRAKYGFDAETCAVLTSIDEQS
                     ADIAMGVDQALEAREGQMTDAEIEAIGAGDQGLMFGFACNETQELMPLPISLAHKLAR
                     RLTEVRKNDTLSYLRPDGKTQVTVEYDENGKPVRVDTIVISTQHHPDVTWEEIDRDLK
                     EHVIKAVVPAELIDGETKFFINPTGRFVIGGPQGDAGLTGRKIIVDTYGGYARHGGGA
                     FSGKDATKVDRSAAYAARYVAKNIVAAGLAEKAEVQLAYAIGVAQPVSISVDTFGTGK
                     VSEDVLVELVRNNFDLRPAGIIKMLDLRRPIYKQTAAYGHFGRTDVDLSWERTDKAAA
                     LKEQAGL"
     gene            3427887..3429473
                     /gene="pckA"
                     /locus_tag="DJ46_3679"
     CDS             3427887..3429473
                     /gene="pckA"
                     /locus_tag="DJ46_3679"
                     /EC_number="4.1.1.49"
                     /note="pckA: phosphoenolpyruvate carboxykinase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate carboxykinase"
                     /protein_id="AIK65595.1"
                     /translation="MSTVNVQIGLHELLNGSNAQIQLSVPQLVEKVLMRNEGKLTSTG
                     AVSASTGKYTGRSPKDKFIVKEASVADKIAWGAVNQPISEEHFNKLYTKVLEYLKEKE
                     ELFVFKGFAGADRNYRLPIQVINEYAWHNLFVHQLFIRPTEEELTTHESEFTIVSAPN
                     FKADPAVDGTNSEAFIMVSFEKRIVLIGGTEYAGEMKKSIFSIMNFLLPEQDILSMHC
                     SANVGEEGDVALFFGLSGTGKTTLSADPNRKLIGDDEHGWSDNGVFNIEGGCYAKCVN
                     LSHEKEPQIFDAITFGSVLENVIINDQTRIADYNDTTLTENTRAAYPMHAIDNIILPS
                     VAGHPNTIIFLTADASGVLPPISKLSKEQAMYHFLSGYTSKLAGTERGVTSPQATFST
                     CFGSPFLPLDASRYAEMLGEKIEKHDAKVFLVNTGWTGGEYGVGKRMNLGYTRAMIQA
                     ALNGELAKTETAKHDIFGLEVPLHVPGVPDEVLMPEQTWADKAAYKAKAIELANEFKA
                     NFKKFDSVSEDIINLGGPIA"
     gene            3429763..3429960
                     /locus_tag="DJ46_3680"
     CDS             3429763..3429960
                     /locus_tag="DJ46_3680"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61023.1"
                     /translation="MKNFSRTGKILFSYGAIQMFWGLVMLNVSLFEHTSETIKYIILI
                     TGIVFCIISNFFKEPKSHTNT"
     gene            complement(3430169..3430552)
                     /locus_tag="DJ46_3681"
     CDS             complement(3430169..3430552)
                     /locus_tag="DJ46_3681"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase I chain family protein"
                     /protein_id="AIK62629.1"
                     /translation="MISMSLRSFKIQSYYILGILLLGWMLTPFSAHFLGAGIGLIVSM
                     YCVWLLGRRIEKLGDSIVKKTKAPTLGMFNRFAAAILGAIIMYEIEHHMVMWAFAVGI
                     MGGYFLIVVNLGYYSMKDEKELTKR"
     gene            3430832..3431053
                     /locus_tag="DJ46_3682"
     CDS             3430832..3431053
                     /locus_tag="DJ46_3682"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61127.1"
                     /translation="MIYFLMALIHLIIPALIGLSLYWYTKNHSIFYAVLGVLLPGIIL
                     ITLFRIPFLNLIPLITAILFLVFLPKIKK"
     gene            complement(3431082..3431987)
                     /locus_tag="DJ46_3683"
     CDS             complement(3431082..3431987)
                     /locus_tag="DJ46_3683"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK61829.1"
                     /translation="MRRWGIELLILAVVIIWGINFTIAKYGLLEFTAIEFTALRMISA
                     APLMLLLTFFIEKSVYMERKDIPRLIIVSVVGIVLYQTLFMETVKYTSATNASLLISI
                     SPIFTTVFAIFLKQEKFSSRKLIGSIIAFGGAALVLVAGHSLASSFYGNGIGLITSIC
                     WGLYPVLAGPLIKKYSALRVTAWSALVGAIPLLLLSGPHVFTMPFHITHGMTLFALLY
                     SIFFVTVFGLVMWYVGVQKIGASHTMVYMYITPRVAVLFAAVWADEYVSFQQIIGGII
                     IFFGLWFVKSEKVNIHSTAGEPISK"
     gene            complement(3432286..3432609)
                     /locus_tag="DJ46_3684"
     CDS             complement(3432286..3432609)
                     /locus_tag="DJ46_3684"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster biosynthesis family protein"
                     /protein_id="AIK64380.1"
                     /translation="MYVTVTEAAYKKIMDTIPNEAKYIKLFYDNEGCGCVMSGIIDLV
                     AVAEKDERDVDIESSAMNFIADRTKLVFMDDKLTVDWHEGGGTFQLKSPSQFYNPNMK
                     LHVRV"
     gene            3432931..3433851
                     /locus_tag="DJ46_3685"
     CDS             3432931..3433851
                     /locus_tag="DJ46_3685"
                     /codon_start=1
                     /transl_table=11
                     /product="NIF3 family protein"
                     /protein_id="AIK61942.1"
                     /translation="MPALKEIEQSLNHLFQIEKYGKDSAFSRFIPSVYDPIHFPWQQF
                     FETNFVELFNGLMIRGAETVNKVFLAVFPTNDVLETFISQSTPGDLLFMHHPLVMECG
                     DPLGKSGRGFIPIPEKYLQAIKEKQLSIYTCHRPMDVHQTHGTSISIAKSLHAHVIDG
                     FAYEGPEQEPVGLICEIDETSTEALQKRLKNLFHIPYTDFEGKQHDSIKKIAIIAGCG
                     DVVSLMKEAEAKGAEAYITGEIHCHIDNNYGKHKYSLIMDYVNETDMSLIGVSHSASE
                     YLVKETLMYEWFKENFEVDVTLVPQEKWWL"
     gene            complement(3434052..3435272)
                     /locus_tag="DJ46_3686"
     CDS             complement(3434052..3435272)
                     /locus_tag="DJ46_3686"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK65759.1"
                     /translation="MNKDGIFKNEEMKALKIFLSLFFIIFFVYDLAYEFIVPLIGGEQ
                     EGVGQFEDGLGLWLYFLMVVLFCTGIYFMKWKNPFAVKYIILIGYNLLDFIHNFMIYY
                     GSDAEFDGGNIVEGFFILFAPLFVNKRYFWLVPSILIGKYALTGIIIHSSLVLIPMAL
                     YGVFTIICWIMFLRFHSYVRTLEMMDKEIQQTEKLATVGKMATVIGYKIKRPLANLDK
                     FVNKQAIKYPEDKIYSDIMKQEVERIHIIATELSGFEKSKSIESEVHNIEEIIAYVIR
                     VMGKPALNQGVHIQGIYSKDIPSITCDEKRLKQVFFNLIKNAIEAMSVGGTITIKVTV
                     EDAIIIQVKDEGCGIPKEKIPKLNEAFYTTKETGTGLGLVVTEKIIKDHNGKMSFESE
                     VGVGTTVKVMLPIQ"
     gene            complement(3435269..3436525)
                     /locus_tag="DJ46_3687"
     CDS             complement(3435269..3436525)
                     /locus_tag="DJ46_3687"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK64810.1"
                     /translation="MKDSFLSYKEEERNAKILLWVLYVIVVSYQIFYAIVLENKSLTD
                     KGYSVLWQVICGTAILGVNIYLIKKEKANFVKYACVFAYLGIEIANIFSYMLYNEAAF
                     DGVNIIEIILIFFVPIFLNKKYFVFILSTIVVKYVIYLFVLKEVKGFMYLIMYTLVLI
                     AAYIILNRFIQYLSAVKESIKVASESQKLAVIGKMAATVGHEIKNPLASLKGFTQLQR
                     EKHGEDPIYKQMIFEIENMNNMISELMEVATCKPSIYKKHNIGEIVLQAVAILREKMN
                     ECSVQLISNVEESIIEVECDERKMRGVFLYVIKNALEAMEQGGTLELRLENKGQDYVM
                     LSVIDNGYGIKKENLARVTEAFYTTKQDKIGLGLTVANRLVTEQHLGKLHISSERDIG
                     TRIDIILPKQRGNSEIQVGEKLGVTI"
     gene            3436842..3437651
                     /locus_tag="DJ46_3688"
     CDS             3436842..3437651
                     /locus_tag="DJ46_3688"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK62372.1"
                     /translation="MFVTVEKDVHIFVQDINPGPSSKTAFFVHGWPLNHQMYQYQLNV
                     LPQHGFRCIAMDIRGNGQSDKPWTGYTYDRLADDIAIVLEALQVENATLVGFSVGGAL
                     SIRYMSRYNGHRISKLVLVDAVSPSFVKNPESPYGVPKEQADTLINQMYANMPKFLND
                     VSLSFFNRNLGSATLEWFSYLGMQSASYALIKILQAAANEDVTKDLSKINVPTKIFHG
                     IHDQLIPYKSAELTQKRIKNSQLHPLTNSGHGSPIDQADELNEELIKFLHS"
     gene            complement(3437837..3439354)
                     /locus_tag="DJ46_3689"
     CDS             complement(3437837..3439354)
                     /locus_tag="DJ46_3689"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfatase family protein"
                     /protein_id="AIK65203.1"
                     /translation="MDSVIPMVMDYFSFWNMFLTIVGIVLIVLVVTYIRKYIPVIKSH
                     IIMRIILICGSGFMLYGYSNYPTTFMNDLFIKGGVDIRAWNQAANYKANGFIIGFLSN
                     LDTTVIKEPEGYSKENMQQIAKDIEKQYSGKVKAQTKVEKPNIIFIMSEAFWDPTKLT
                     NLSFSEDPVPNLHRYTENFPGGQTIAPTFGGNTANTEFEALTSYSMSLLMPGSIPYQQ
                     AIPSQKEIPSVASELKKQGYYASAIHAFNRSFYKREDVYKTLGFDNFNAEDTMKNKEV
                     VGDNIGDLSMSKEIIDELKKRKQPTFIHAVTMQNHFPYKPNMFGENKIEISGLTEEES
                     KAELEAYTEGVRLSDEALQYLVEQLDELDRPTLLVFFGDHLPMLGTNKSIYKEAGYIE
                     NEETVRERLIMSETPLLMYANFNLPNDNLGLVSPIYFSSLVFDYAGLNQSPFYQFLSK
                     MHKEIPVLRDELKVNKDGEEITDLTKEQKEMLEQYKMLQYDLLAGKQYSKEILFK"
     gene            complement(3439488..3439949)
                     /locus_tag="DJ46_3690"
     CDS             complement(3439488..3439949)
                     /locus_tag="DJ46_3690"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62340.1"
                     /translation="MRFNVFTQQRRRDEFHFSFSTQQPRKNLLISIILSGMWSICLET
                     LFFVILRSFEFEKTKDFFNEKIPLSILIIVLWSALLYIIHLNKGISHKLRPAIRVYVV
                     LFLIAHTMNWMYIIVQEDMNLIVVNTWVYLQYGQYILSLLFIYLYGIRFCI"
     gene            complement(3440220..3440450)
                     /locus_tag="DJ46_3691"
     CDS             complement(3440220..3440450)
                     /locus_tag="DJ46_3691"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62483.1"
                     /translation="MVDFLIFLFIFVVGFFIMQVLVYRFAKKNIQKYTKIKWIHMWLE
                     MNMKKGPRLDFFDFVFIVLVCIIWKAWMYSLI"
     gene            complement(3440462..3440758)
                     /locus_tag="DJ46_3692"
     CDS             complement(3440462..3440758)
                     /locus_tag="DJ46_3692"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62151.1"
                     /translation="MEYEYDDSVHLHLDYFGTECDMESIAYKRKNEDVWDVYFNFGAY
                     GVQKDEIETGRFMDEYAGHYVFSVHAHDLSWEFGSAQFEEWVLRNHIVEKSLQK"
     gene            3440908..3441885
                     /locus_tag="DJ46_3693"
     CDS             3440908..3441885
                     /locus_tag="DJ46_3693"
                     /codon_start=1
                     /transl_table=11
                     /product="NMT1-like family protein"
                     /protein_id="AIK62930.1"
                     /translation="MLLAVFTFAACSSKKEGTKEQTQNIRIGEVTHSLFYAPLYVGIE
                     KGFFKDEGLNVDLQTTAGGDKTMTALLSGGIDIALVGSETSIYVHQQGAKDPIINFAQ
                     LTQTDGTFLVSRKKLDSFNWNDVKGVTFLGQRKGGMPQMVGEYVLKKNGIDPHKDTNL
                     IQNIEFANIANAYASGTGEFVQLFEPTASIFEKEGKGYIVASFGNESGTVPYTSFMAK
                     ESFLKKDKAAAEKFTRALYKAQQWVDTHSPEEIADAVSPLFKDTSKDITEKVIERYKK
                     QHSYATNPLLDAEEWKQLQTIMKEAGELQKEVPHEALVNTKIAESVIKK"
     gene            3441897..3442661
                     /locus_tag="DJ46_3694"
     CDS             3441897..3442661
                     /locus_tag="DJ46_3694"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64969.1"
                     /translation="MSFLQIRNVSHCFFAKENAKLILENMSLQVEEGEFISILGPSGC
                     GKTTLLSIIAGLLDPIEGIVFLDGEPITTKTSSMGYMLQQDYLFPWKTIEENIMLGLH
                     IRKIYDEQTKEHTLQLLKQVGLHDVEQQYPRELSGGMRQRAALVRTLATDPKILLLDE
                     PFSALDYQTKLKLEDLVFSLLRKYKKTSLLVTHDIEEAIAMSDRIYLLQANPGKIAKT
                     FIVPESIRSLSPLESRHHHDFPSLFQNIWKELERLG"
     gene            3442654..3443460
                     /locus_tag="DJ46_3695"
     CDS             3442654..3443460
                     /locus_tag="DJ46_3695"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK64302.1"
                     /translation="MDNIKQLHEQFRKKERRRAWLARSLQLLLLILFFALWEIASKKE
                     WIDPLLFSSPSSIWDLFLNKWMDGSLWIHIWTTLLETGVGFILGTVLGAIIATFLWWI
                     PLLARVLDPYLVVLNAMPKVALGPIIIVIFGPNISSSIAMGVIISIIITILVIYSAFQ
                     EVDSNYIKVMDTFGANKWQCYKQVVLPASFPAIISTLKVNVGLSWVGVIFGELLVSKQ
                     GLGYLISYGFQVFNFTLVLLSVLLTCVLATLMYVFVEAFEKLLIGKRKKS"
     gene            complement(3443495..3443722)
                     /locus_tag="DJ46_3696"
     CDS             complement(3443495..3443722)
                     /locus_tag="DJ46_3696"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63578.1"
                     /translation="MKTILAVAGLIWVMSHGFPIFEGEQIRSALDKKFNDYHVIDRKD
                     NVVTVRVKDCFHTVTVADGNVKNETKMCDKK"
     gene            complement(3443943..3445058)
                     /locus_tag="DJ46_3697"
     CDS             complement(3443943..3445058)
                     /locus_tag="DJ46_3697"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65151.1"
                     /translation="MKRLYGKLVGVIVAMGLMAGCDSSMKSVKEKGICKTEEECVEIG
                     DKKLQKVYEKIDGLSELEAVGDYDIEEHESADMKEAEQKKEDDDESYFFLASYYIDGD
                     EIVDPYFEKIERKRLNKVFAEDKEVKEEVLQQRQDRGYHEDLWDMYRTLIPAKYRGNI
                     TEFDLITDGYDGVVAHVMLSIENPKDWTLSLDTLDSAVNIDEVMKTLIHETAHVLTLG
                     HKQIPVDENYIKDFEEDKDISTYRNKCGNLFLQEGCAKENSYIHQFYNSFWKSIEQEW
                     TEKKVEESEETQIEFFKEKHDEFVSQYGTTNVAEDIADTFTAFILQDSKKVKEGTELK
                     YKKIAFFYQFPELVKMRAEVLSGLYDISKTVEQQSGN"
     gene            3445152..3445436
                     /locus_tag="DJ46_3698"
     CDS             3445152..3445436
                     /locus_tag="DJ46_3698"
                     /codon_start=1
                     /transl_table=11
                     /product="haloacid dehalogenase-like hydrolase family
                     protein"
                     /protein_id="AIK63118.1"
                     /translation="MIRAVLFDLDGTLLDRRQSLEQFIYDQYNRFASYLMNIEKSEYC
                     SRFLALDNNGYTWKDKVYATLLSEYNITTLTSEQLLHDYITNFQHYCIPF"
     gene            3445440..3445826
                     /locus_tag="DJ46_3699"
     CDS             3445440..3445826
                     /locus_tag="DJ46_3699"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AIK65183.1"
                     /translation="MHELLQRLTQQNIKIGIITNGFTDFQMNNLRALNIHTYTNMILV
                     SEAEGIKKPHPEIFERALKKLDVKAEECLYVGDHPENDVLGSEQVGILGVWKRDSFWG
                     DFEHSRVVDDLLEVLSFLEVEMKTKK"
     gene            complement(3445865..3446404)
                     /locus_tag="DJ46_3700"
     CDS             complement(3445865..3446404)
                     /locus_tag="DJ46_3700"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62251.1"
                     /translation="MEKRKETTVTLSMVKLNIYAFLIIFALAIGISFLHAFLSGEVQL
                     EITLPIMLLFIITLLVLVCIHEAIHLIGFRYIGGVPWSELKWGVNWKLGVAYAHSKQA
                     ITVKQMKKVLMLPFLPTGILPIVIGLATNMPSISFLGILLTAGCMGDIALYQKVSKFP
                     DDALVQDHPSKPQFTVYES"
     gene            complement(3446516..3446995)
                     /gene="ytkD"
                     /locus_tag="DJ46_3701"
     CDS             complement(3446516..3446995)
                     /gene="ytkD"
                     /locus_tag="DJ46_3701"
                     /note="nudix_YtkD: nucleoside triphosphatase YtkD"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside triphosphatase YtkD"
                     /protein_id="AIK62508.1"
                     /translation="MYKFKDYYHNTVQLSFERYPFSPEPKHVWVVCRYGDQWLLTHHL
                     RRGLEFPGGKVELGETPEEAAVREVHEETGGIVSDLTYLGQYKVSGKDKIIIKNIYFA
                     TISAVEQHTHYEETKGSVLLTDIPDNIKTDRKFSFIMRDDVLARTMKHIEEIGCFTK"
     gene            complement(3447080..3447397)
                     /locus_tag="DJ46_3702"
     CDS             complement(3447080..3447397)
                     /locus_tag="DJ46_3702"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hydrolase"
                     /protein_id="AIK62169.1"
                     /translation="MEQKKTYYISIGNGQISQVKTADTYNFEISANDEEITELREYFD
                     QAYVEDLGSFVRSHVPFVEYHHDSNNDRYDEQLQKAYKMIYDLGNHETKELVAQMGII
                     NGL"
     gene            3447481..3447630
                     /locus_tag="DJ46_3703"
     CDS             3447481..3447630
                     /locus_tag="DJ46_3703"
                     /codon_start=1
                     /transl_table=11
                     /product="tumor necrosis factor receptor supermember 19
                     family protein"
                     /protein_id="AIK65007.1"
                     /translation="MLKILIIGIIIVLVILVLSVMTINKGYAYKHSVDKPEDNPYTKN
                     SKKNS"
     gene            3447833..3448063
                     /locus_tag="DJ46_3704"
     CDS             3447833..3448063
                     /locus_tag="DJ46_3704"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63315.1"
                     /translation="MLKGLQITFALIALCITIYGYFTGNREMMPYMFIFLGLMAFTIG
                     LGEIKQDRKSSGILAFLAGSGALFLSFSELFR"
     gene            complement(3448559..3449032)
                     /gene="luxS"
                     /locus_tag="DJ46_3705"
     CDS             complement(3448559..3449032)
                     /gene="luxS"
                     /locus_tag="DJ46_3705"
                     /EC_number="4.4.1.21"
                     /codon_start=1
                     /transl_table=11
                     /product="S-ribosylhomocysteine lyase"
                     /protein_id="AIK66327.1"
                     /translation="MPSVESFELDHTIVKAPYVRHCGVHNVGSDGIVNKFDIRFCQPN
                     KQAMKPDVIHTLEHLLAFNLRKYIDRYPHFDIIDISPMGCQTGYYLVVSGTPTVREII
                     DLLELTLKDAVQITEIPAANETQCGQAKLHDLEGAKRLMNFWLSQDKDELEKVFG"
     gene            3449161..3449397
                     /locus_tag="DJ46_3707"
     CDS             3449161..3449397
                     /locus_tag="DJ46_3707"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein insertion efficiency
                     factor"
                     /protein_id="AIK63171.1"
                     /translation="MKQIFIGIIRFYQKFISPMTPPTCRFYPTCSHYGLEAFQKHGAF
                     KGFWLTCKRILKCHPFHPGGFDPVPDKKDDKVNS"
     gene            complement(3449394..3449957)
                     /locus_tag="DJ46_3706"
     CDS             complement(3449394..3449957)
                     /locus_tag="DJ46_3706"
                     /codon_start=1
                     /transl_table=11
                     /product="carbonic anhydrase family protein"
                     /protein_id="AIK63389.1"
                     /translation="MKSLEEILQYNEKFVEEKKYEEFVAGKFPNKKMVIISCMDTRLV
                     ELLPKAMNMRNGDVKIIKVAGAVISHPFGSIMRSILVAVYELGADEVCVVGHHDCGMA
                     KIQASSTIEKMKERGITEEKLDMLRYSGIDLEQFLRGFSSVEESVEHSVSVLRNHPLL
                     PEEVPVHGLVIDPDTGKLDLVVNGYDN"
     gene            3450182..3451531
                     /locus_tag="DJ46_3708"
     CDS             3450182..3451531
                     /locus_tag="DJ46_3708"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial Cytochrome Ubiquinol Oxidase family
                     protein"
                     /protein_id="AIK61109.1"
                     /translation="MSDVLLLSRFQFAITIFYHFLFVPLTIGLVILVACMETQYARTL
                     NPTYRKMANFWGKLFTINFVMGIITGITMEFQFGTNWSEYSKYMGDIFGSPLAIEALV
                     AFFLESTFMGIWLFGKDKISPKFRAFCMWMVALGTNISALWIITANGFMQNPVGYVVR
                     NGRAELNDFWALVTNPYAWNMFFHTVIGCYIVGAFFVMAISAYHLLRKNEVEFFKKSF
                     KFGLMLGLFAATITPFIGHQSGVSAAKYQPAKGAAMEAVWETGKGQGFSIVQIPDVKN
                     EKNFEFLTIPKLGSFFYTNSFDGEIVGLKDIPKEDRPNVNLVYYSFRLMVALGMFFMA
                     LTWYGFYLNRKGKLENSKRYLKITIWSVLLPYIAINAGWIVAEVGRQPWTVYKLMRTA
                     ESVSPISVPQIWFSLISLILFYTLLLIADVYLMLKFAKKGPAALEEPATKGGVAHVS"
     gene            3451521..3452549
                     /gene="cydB"
                     /locus_tag="DJ46_3709"
     CDS             3451521..3452549
                     /gene="cydB"
                     /locus_tag="DJ46_3709"
                     /note="cydB: cytochrome d ubiquinol oxidase, subunit II"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome d ubiquinol oxidase, subunit II"
                     /protein_id="AIK62558.1"
                     /translation="MSHDMLAIIWFGLWGVIWTVYFILDGYALGNGMIFPFVTKDRQE
                     QNQLQEAIGPFWGGNEVWLITAGGATFAAFPVTYANMFSYLYTPLFLVLLALFARAAG
                     LEFMHKDDSPIWQKTCKWAFAIGSFLIAFLFGVTFANLYYGLQIGKNGYEGNLLSLLN
                     HYGILGGLFFTAIFVVSGALWVMIKTTGEVSDRAYKIARPFSMAAAIILAIFYVATAN
                     RTNLFQNFTEYPVLFILPVLAMLMSVLALIMVYKHKIGLAFTFVCLTIAMFMTTGFAG
                     MFPRMLPSRINDAYSTTLYNAAGSQLNLKIMFFVAMVMVPIVIGYQLWSYSIFKNKIH
                     KDSAKGYH"
     gene            complement(3452716..3452931)
                     /locus_tag="DJ46_3710"
     CDS             complement(3452716..3452931)
                     /locus_tag="DJ46_3710"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination gerPA/gerPF family protein"
                     /protein_id="AIK65787.1"
                     /translation="MPSVVEGVIIENCNGTINLGDKYNVQPIEKTQAYNGSGSSNTGI
                     KVQTFSGISTADVGDSDANDQGIQFTL"
     gene            complement(3453034..3453840)
                     /locus_tag="DJ46_3711"
     CDS             complement(3453034..3453840)
                     /locus_tag="DJ46_3711"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65149.1"
                     /translation="MGLKKLIVTGAIVATTAFTSIGTAQASAGFKDVPNNHWSYKAIM
                     DLANKNVVAGYGNGLFGFGDDVTREQVAALMFRHLKPTVKEQYNNPYKDITDRSTMFK
                     KEILALTEMGVFVGDNTGKFRPKDSLTREEMAQILTRGFQLQIRGDHNFPDVDRNGWA
                     NPAITAIKSNYITAGTGDGKFAPKMHVSREQYVQFLYNATLPFEERPGAKQPQPQPKP
                     EVKPDPKRFANCKEANDAGYYDITRDSPYYGKHLDRDGDGIACEKKKKGK"
     gene            3454550..3455587
                     /locus_tag="DJ46_3712"
     CDS             3454550..3455587
                     /locus_tag="DJ46_3712"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62524.1"
                     /translation="MLYFGIIPLILFIIFLISYLKDPRKIINGFLFNTFICFFLLFCV
                     IISVNSSSDILRYSIILPILALIIMIPFGIVALMFGLFLNARILMKREGRRFTNCLTL
                     LAALGILFFMLLPIISPASLFSSHLEPIFAGISLITVYFFIHLSNFLTAYFLYQFNRP
                     RRNQDFIIVLGSGLINDKVPPLLASRIHKAIDFYWKQAAVNTPPTIIFSGGQGPDEGL
                     PEAEAMQKYAVEKGIPLEHTVQENRSVNTYQNMLFSKEIMDSLKPEGKYRSIFTTNNF
                     HLFRAGIYARQAGLNSQGIGSKTAFYYWPNAMIREYVAIVVMGRKRHMKFCGVILGFA
                     LFVSVLSFIFS"
     gene            3455780..3456652
                     /locus_tag="DJ46_3713"
     CDS             3455780..3456652
                     /locus_tag="DJ46_3713"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65412.1"
                     /translation="MEKIIKNKPNKLKIASKALMIIIGAFITAYGLEAVLIPNNVSDG
                     GVTGLSIVSSRLFGLPLGALIAIINIPFVWLGYKQIGKSFAIYSIIGIASLAIGTVVM
                     HGIPAIIEGDTLLVTVVGGIIIGFGMGLALRNGGALDGIDMLAVLLSRKLPFGTSDLI
                     LFLNMFVFIFVSTVFGLQGAILSAIAYFIASKVIHIVEVGLSGSKAFKIITKEPELMV
                     ETIRDRLGRSATYNEVYGGYSREKFKEISCVINRLEESKMKELINEIDPHAFITVYDV
                     AEVKGGNFKKRDIH"
     gene            complement(3456760..3456978)
                     /locus_tag="DJ46_3714"
     CDS             complement(3456760..3456978)
                     /locus_tag="DJ46_3714"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63827.1"
                     /translation="MTMYKRFSVIMFLVLFLSLFISTTMKFHFVVSILWILCTCMLFL
                     YVPLRFQQEVPAFQKYVAWIKSGGRWGE"
     gene            complement(3457076..3457891)
                     /locus_tag="DJ46_3715"
     CDS             complement(3457076..3457891)
                     /locus_tag="DJ46_3715"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66362.1"
                     /translation="MSNRLFTMIKSFVIPILAIVILLVVAGYALSGCQGGQTKSIQDR
                     YPLESVAKEGKQESYVYRAANRSVPAVAKELINEREPKQASKEDENQMFLVYSDKIYN
                     LQKDKEKPSDTLIEISNKEFVRQNYQPSFLQGYIMGSILNDIFGSRKSSYGDYRGYND
                     RQIHKPVIPERPPTKEEKKTPPPITKEGKGSIIKRGDNVDSKSSVGDTGSITKKGSNT
                     PPPSTGSKGKITKNPGGSSGSDVKPKSSIKTPPRNTSPPKTRVGGSGKITKRR"
     gene            complement(3457904..3458410)
                     /locus_tag="DJ46_3716"
     CDS             complement(3457904..3458410)
                     /locus_tag="DJ46_3716"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62554.1"
                     /translation="MSLFKRIKNIMKSPEPPKPEKSLLTLAPGDMVEVSLVMYELTGK
                     TSMHSRKEIVLTLQDGKDIRYLKIEDRENTYYKLYTPIDGRLDSIDEIPTTIEMDDTE
                     YHMEEQYNGRVVVMGKTPFSASEEQYVWEFQSDNRKLLRIEWQNGRTMMYEGEAIIPA
                     DVQIIRAT"
     gene            complement(3458432..3458836)
                     /locus_tag="DJ46_3717"
     CDS             complement(3458432..3458836)
                     /locus_tag="DJ46_3717"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62205.1"
                     /translation="MTWMNVVAMLVWTGASAVLLFAIMWVDSIFTKYNDLKEIKNGNT
                     AVTTRFVMKLFAQGYILSQSITKANDLWQALLASAVSFVILLVVEMFIEFVLKKMAGL
                     DLEEGTKEGSVAHAMLAGSLHIVGALILGACL"
     gene            complement(3458917..3459582)
                     /locus_tag="DJ46_3718"
     CDS             complement(3458917..3459582)
                     /locus_tag="DJ46_3718"
                     /codon_start=1
                     /transl_table=11
                     /product="pspA/IM30 family protein"
                     /protein_id="AIK63442.1"
                     /translation="MSVFKRLRDLTMSNVYSLIEKAEDPVKMTDQYLRDMQADVQEAE
                     KSVAAQIALEKKFKILFEEQEALVKKREEQAHMAVQASNLDLARRALEEKQNAEQKMN
                     EYKASYEQNKAAADNLRLKLEEMRKQLTELKNKRETLVARVNAAKAQKNINQAMSGFD
                     SNSAKAGLSRMEEKALQLEAEAEASGEVYKKEKSLDDEFASLNKNSAVDDELARIMKQ
                     YEK"
     gene            3459983..3460561
                     /locus_tag="DJ46_3719"
     CDS             3459983..3460561
                     /locus_tag="DJ46_3719"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64939.1"
                     /translation="MKKLVGIGLAAAISFGALSGCSLLGEKANGFVLYGTEEQVTQIA
                     DKNKKEVKEKDFYKMKMTTLDGKKVLVMDKKTGEELVKKELLSKVDAKDDTKPLDKLP
                     AVTTEQGVLFAKEKVENATLDRAKLKYEGNTIIGSGRTYTDMYAIVDDATYSNVKGDE
                     KSVGVLKFDKDPSKEFPGKNDVESSQLVKIKK"
     gene            3460635..3460814
                     /locus_tag="DJ46_3721"
     CDS             3460635..3460814
                     /locus_tag="DJ46_3721"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66131.1"
                     /translation="MVKFSSKDKIQAVKRYLEGTKGGKNIANSIGVQSLVSSCLIYFS
                     NFLGSIQIRKAFFYL"
     gene            complement(3460805..3460972)
                     /locus_tag="DJ46_3720"
     CDS             complement(3460805..3460972)
                     /locus_tag="DJ46_3720"
                     /codon_start=1
                     /transl_table=11
                     /product="virus attachment p12 family protein"
                     /protein_id="AIK65718.1"
                     /translation="MMVNIIIGAIIFGYAAYTLVNFVKKSKKGKCAACSLNKSCQSNT
                     CSPDMEKIAHK"
     gene            complement(3460989..3462977)
                     /gene="feoB"
                     /locus_tag="DJ46_3722"
     CDS             complement(3460989..3462977)
                     /gene="feoB"
                     /locus_tag="DJ46_3722"
                     /note="feoB: ferrous iron transport protein B"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrous iron transport protein B"
                     /protein_id="AIK61941.1"
                     /translation="MNKVALLGNPNTGKTSLFNALTGSYEYVGNWSGVTVEKKVGKLK
                     DKQGTLIDLPGVYDLNPVSRDEGVVTNFLLTEEFQHMLNIVDSSQFERNMHLTLQLLE
                     FGKPVSIGLNMIDVAKQRGIVIDVKRLSELLGVTVVPVVARSGKGCEELLATLKENDK
                     KEKQPFIISYGVQMDGGIGEVISLLEKANYEHPRWLALQFLSNNEVVEKEMKALPIYK
                     ELIAIRSRLEEKLDCTLEEHIYKTREAYIEKLKTNVMKHEKEGKIPFSEKIDRLITHK
                     ILGLPIFLAVMFFIFQVTFTWIGTPLSDMLDEFFAGQLTDWVTAGLTSIGASDFIQAL
                     VTEGIIAGVGAVLVFVPQIFALFFFISLLEDSGYMARIAVVMDRIMEFFGLNGKAFIP
                     MIIGFGCNVPGIMAARTIEQEKERLLTVLVTPFMSCSARLPVYALFAGVFFPKSQATV
                     VFSLYVAGIALALLVTKIMSLTILKAEKSIFVIELPPYRVPQAKTLWLSTWEKGKGFV
                     RKAGTFIFGGSVVIWLLNYAGPSGFGVDMGDSYLAMIGGFIAPLFAPLGFGTWQAAAS
                     LLTGFLAKEVVVSTMAIIYAVKEDVLGNVMGAHYTALSAYAFMFFILLYVPCLATVAV
                     IKRETGSAKWTIFSVVYPLVVAYVLTFIIYQVGSLLGV"
     gene            complement(3462974..3463201)
                     /locus_tag="DJ46_3723"
     CDS             complement(3462974..3463201)
                     /locus_tag="DJ46_3723"
                     /codon_start=1
                     /transl_table=11
                     /product="feoA domain protein"
                     /protein_id="AIK62415.1"
                     /translation="MSLVDIKIGEKVLVKSMRSLDYLLKRRLAAFGLSEGSELRMKQK
                     AMFKGPCTLECRGQLISIRHCDAKMIKVELA"
     gene            3463584..3464252
                     /gene="thiT"
                     /locus_tag="DJ46_3724"
     CDS             3463584..3464252
                     /gene="thiT"
                     /locus_tag="DJ46_3724"
                     /codon_start=1
                     /transl_table=11
                     /product="proton-coupled thiamine transporter thiT"
                     /protein_id="AIK61246.1"
                     /translation="MRNTNLQAMIESAILAAFAMVIDILPLSIKLPTGGSISFAMIPI
                     FIIAYRWGFKSAFLGGLVWGLLQIVVGDAYILTPVQAFIEYFIAFAFIGFAGLFYRPI
                     QKALLTSNENNLEQSNLDSRKDKASSKQNEGKKVLGYIILATFIGSFARYFCHFIAGI
                     IFWGQYAPKGQSAVLYSLIVNGSTMIGSYILCTVLLIFLFLTSPRLFKSINAYQINAN
                     KKGA"
     gene            complement(3464459..3466312)
                     /locus_tag="DJ46_3725"
     CDS             complement(3464459..3466312)
                     /locus_tag="DJ46_3725"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK64259.1"
                     /translation="MKKGIVLKLFTLTTALCMLILATIFIGQTIFFKQYYANRKVEDI
                     KVNLNSFEKNYLNYAGNTEEIKRLEQDFLRENNTWITTLDQNGNLKHADDFYFEVTID
                     RKQQKSFGQQIFRIPLYNLINIEEIDNKSSNPFLGQEIYFSGVKKEESFIPFSFSLGK
                     QNLNGSNKPLEKAFNEKMSKLDQEKKKAAEEQFGKEKKPVVQEQAAQEPDVHIRGRVT
                     KVQLPDVTGPINPIYKNSIFLDNIKEFQTDLLLKESKHIQYATQTMDYEKNDIKYKLL
                     IKPIKEKDESVTYIYAMASLQPVDEAVQMVQDYYIYIIAFVVVLIFLASFYYSKQIAK
                     PLLKINDTTKKIAHLDFTEQIPITSKDEIGDLSKNINTLSNKLNSHIGQLEQDIEKER
                     KLEKTRKEFISGVSHELKTPLSIMKSCISILKDGVAEHKKEYYFQAMEREVDKMDTLI
                     LDMLELAKFESGTYKMKKDPFYIDTVMEAICEHLSVEIEKKELRVHKHIGPFEVVANQ
                     GRIEQVIVNFITNAIRYTPNKEDIIISTIDEKDHIKVCIENKGTHIEEEQLDKIWDRF
                     YRVDAARQRSQGGTGLGLAISKNILELHDAEYGAENTEDGVLFYFYLPKKA"
     gene            complement(3466309..3466998)
                     /locus_tag="DJ46_3726"
     CDS             complement(3466309..3466998)
                     /locus_tag="DJ46_3726"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62080.1"
                     /translation="MAKNILIVEDEDILREILKDYFLSEQYVVFEARDGKEALVVFEE
                     EEVDLVILDIMLPELDGWSVCRRIRKTSEVPIIMLTARVDEDDTLLGFELGADDYVTK
                     PYSPPILLARAKRLLESRKVTKQLLENEDDILSIHGIHVHFPSRTVTVNKTDINLTHT
                     EFEILAYFMKNPGIVLTREQLISRIWGYEFAGDDRTVNSHIRNLRNKLGEKAKYITTV
                     VRTGYKFEGNV"
     gene            complement(3467038..3467658)
                     /locus_tag="DJ46_3727"
     CDS             complement(3467038..3467658)
                     /locus_tag="DJ46_3727"
                     /note="sortase_fam: sortase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="sortase family protein"
                     /protein_id="AIK66232.1"
                     /translation="MKLLNYIGMILMAIGLLMGSYYAVEWYKGKSSAQELTNEEIKSF
                     KNIQHNQLPYETLVTSQVPSSQTEHKEGEKVAMLNIPKLKKKFSIYWGADDATLKKGV
                     GMFVSDVTTTPSGGGHTVLSGHRDTVFTDLGQLKEKDTLVLEYDNKTYTYEIQKIWIT
                     HADDRTVIIKKEEPILTLTTCYPFDYIGDAPDRYIIEAKLTGSYSK"
     gene            complement(3467748..3468194)
                     /locus_tag="DJ46_3728"
     CDS             complement(3467748..3468194)
                     /locus_tag="DJ46_3728"
                     /note="LPXTG_anchor: LPXTG cell wall anchor domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LPXTG cell wall anchor domain protein"
                     /protein_id="AIK62098.1"
                     /translation="MKKKLLPICAIALLTVGYSSVASADTGTVTKEEATQLQQDKAKK
                     EAAIKEQQKIEEEKKRIAQEQLKNDMAKKEEAIKAQQKSEEGKKEAAQVQPKNAATKK
                     EVAKPAVQGEKLPNTASNNVAMMALSACLVGIGTLFGLKRRNKVKA"
     gene            complement(3468371..3468703)
                     /locus_tag="DJ46_3729"
     CDS             complement(3468371..3468703)
                     /locus_tag="DJ46_3729"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65825.1"
                     /translation="MEKRWTTFSFLATSNTVMLAGEMDFLHLFDREDDHSSSKFTMKW
                     SKWSDSCRFEEETPNEEQKIILTNPIKAWVVQRRKCNVKNHLKKTEPRQLVIAPARST
                     SKSRESNM"
     gene            complement(3468887..3469099)
                     /locus_tag="DJ46_3730"
     CDS             complement(3468887..3469099)
                     /locus_tag="DJ46_3730"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63186.1"
                     /translation="MKKKQYTTVTFIKALLLTIVLGLLAYIIDVPAIRISLIGMTLVL
                     GAISHGMMSQLQEAGLDDMKDHIDKK"
     gene            3469263..3469814
                     /gene="hpt"
                     /locus_tag="DJ46_3731"
     CDS             3469263..3469814
                     /gene="hpt"
                     /locus_tag="DJ46_3731"
                     /EC_number="2.4.2.8"
                     /note="HGPRTase: hypoxanthine phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypoxanthine phosphoribosyltransferase"
                     /protein_id="AIK63188.1"
                     /translation="MNIEIKDTLISEEQLQEKVKELALQIERDFEGEEIVVIAVLKGS
                     FVFAADLIRHIKNDVTIDFISASSYGNQTETTGKVKLLKDIDVNITGKNVIVVEDIID
                     SGLTLHFLKDHFFMHKPKALKFCTLLDKPERRKVDLTAEYVGFQIPDEFIVGYGIDCA
                     EKYRNLPFIASVVTEESYNLKSR"
     gene            3470049..3470951
                     /locus_tag="DJ46_3732"
     CDS             3470049..3470951
                     /locus_tag="DJ46_3732"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipid kinase BmrU"
                     /protein_id="AIK64905.1"
                     /translation="MTKTKFEKVLLIVNPKAGQGDLHTNLTKIVPPLAAAFPDLHILH
                     TKEQGDATKYCQEFASKVDLIIVFGGDGTVFECTNGLAPLEIRPTLAIIPGGTCNDFS
                     RTLGVPQNIAEAAKLITKEHVKPVDVAKANGQHFLNFWGIGLVSEVSNNIDAEEKAKL
                     GKIGYYLSTIRTVKNAETFPVKITYDGQVYEDEAVLVMVGNGEYLGGIPSFIPNVKCD
                     DGTLDIFVVKSTGIQAFKDYIGKKLFEDSNENDIFHVKAKSIHIETEEEKEVDTDGES
                     SLHTPCQIELLQGHFTMIYNPAVV"
     gene            complement(3471012..3471692)
                     /locus_tag="DJ46_3733"
     CDS             complement(3471012..3471692)
                     /locus_tag="DJ46_3733"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63114.1"
                     /translation="MQKDILKLLDKKQSKYEFPAFDNDYMDISQVKFSLFFKENKDWL
                     MVFQVVGVGSLGVCNDIQVYGDRINHSIGDDGILQLNDGEYELFDDEGEFMPNIYNDS
                     VKIRDHHFEYEFTEEDYVNNGIEVKTTDSYPTYFMRMLATNNEARNLLWWSKEEILEE
                     FDLEGNWEVAYETEEWKHVEDEKVSENEFFQSVAAAIEKKDPSIVVKKDANTHWKNWV
                     EFDYENSY"
     gene            3471874..3472857
                     /locus_tag="DJ46_3734"
     CDS             3471874..3472857
                     /locus_tag="DJ46_3734"
                     /note="T_den_put_tspse: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65697.1"
                     /translation="MFNQQLVNLRIDFAFKQLFGTNGSEDILIAFLNAMLQESLESPI
                     ASLQLEDPHLHREHANDKLSILDISATLGTGTKVNVEIQLNNNHDMMKRSLYYWGKLY
                     TSQLQKWMPYSALRKTITINLLNFIMFLDHKEFHTKGTLWNTQQQKLLSDDIEIHIVE
                     IPKLTEQWHEEKVNPWKDPFARWLLLLSANEDEHLTKLLEDIAMNQDPILQKAINKWE
                     RMSQDSSFRQAYDAREKVLMDEAAKFAHAETEGMKRGMEKGLEKGIEQGIEQGIEQGI
                     EQGIEQGRKEGVQQGKIQMIKSMYDLGIPLETIAKASKLSLQEIEHILENK"
     gene            complement(3473009..3473425)
                     /locus_tag="DJ46_3735"
     CDS             complement(3473009..3473425)
                     /locus_tag="DJ46_3735"
                     /codon_start=1
                     /transl_table=11
                     /product="polyketide cyclase / dehydrase and lipid
                     transport family protein"
                     /protein_id="AIK61220.1"
                     /translation="MANTITSIEIPASPKQVWQLIGGFDALPDWLPYIPSSKVTEGGR
                     VRHLANPDGDAIVERLEVFNEKERYYTYSIMQAPFPVTNYLSTIRVKEGKDANTSLVE
                     WSGSFTPVEVTDEEAINLFHGIYKDGLEALQQAYLA"
     gene            complement(3473443..3474453)
                     /locus_tag="DJ46_3736"
     CDS             complement(3473443..3474453)
                     /locus_tag="DJ46_3736"
                     /codon_start=1
                     /transl_table=11
                     /product="aldo/keto reductase family protein"
                     /protein_id="AIK61500.1"
                     /translation="MKDLLKGTLGFGTAPLGNMYRNIPEEEAIATVDAAWDNGVRYFD
                     TAPLYGSGLAEIRLGEALSKRNRDEYFLSTKVGRIISDELEDPSTRDLGEKGGLFEFG
                     RKNKIINDYSADATLRSIEDSLKCLKTDRLDFVYIHDVAQDFYGDEWISQFEIARTGA
                     FRALTQLRDEGVIKGWGLGVNKVEAIELMLDLEEAKPNVSLLAGRYSLLDHERALERV
                     MPAAVKNNMDIVVGGPYSSGVLAGGTHFEYQKASPEIIAKVNKMKNLADRHGISIKAA
                     ALQFALANPAVAAVIPGASKPERIAEDQAALKTVIPAAFWEEMREQKLVAVNAPLPIN
                     VK"
     gene            complement(3474988..3475167)
                     /locus_tag="DJ46_3737"
     CDS             complement(3474988..3475167)
                     /locus_tag="DJ46_3737"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63048.1"
                     /translation="MLLVVSLILIGIMCSMRVVSLHMIERQKIEERYVYCPKCDAKIR
                     KGNSAPFCSKCNVIF"
     gene            complement(3475242..3475589)
                     /locus_tag="DJ46_3738"
     CDS             complement(3475242..3475589)
                     /locus_tag="DJ46_3738"
                     /note="yxeA_fam: conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62184.1"
                     /translation="MKRFIFGAMIVIVAGAAYLLSGSKLLDQMNPFLDIENHYAIIDN
                     DGKELGGNKGREYTVKAYDKDGKEKEVTIDGVGELQKGSYWHGLTTGKVLHDKVQVTI
                     DKIPDGAKAKLGL"
     gene            complement(3475886..3476476)
                     /locus_tag="DJ46_3739"
     CDS             complement(3475886..3476476)
                     /locus_tag="DJ46_3739"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61987.1"
                     /translation="MELHELLSYIEQYGYWASFFCLWLGIIGMPIPDEMIVMSGGFVS
                     SLGILSIITAFLLTYLGVVSGLSLGYILGKIFGTKVLHKLMKKKKAKYLLKSQQMVEK
                     YGHYALVTSYFIPVVRHIVPYLVGMNNMSFRIYALYSYTTGFVWTLIYFVLGSLFGQH
                     IERIVAVAIEYGVYFGVIVVLIGSLFYVKRSSVVSK"
     gene            complement(3476476..3477054)
                     /locus_tag="DJ46_3740"
     CDS             complement(3476476..3477054)
                     /locus_tag="DJ46_3740"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AIK61263.1"
                     /translation="MQLITFLHEFIKHPKHTGAVAPSSKILAKKMVDVIDFNKAKCIV
                     ELGPGTGVFTKEIMKRKKQETIFLLIEINEVFCKELKRKFKDEQNVIVVHGSAENIKK
                     YMEEFHIECVDYVLSGLPFTSLPEEVSKRILNNAMEAIHENGEFITFQYSLVKKGFIQ
                     HFFPQITLEKVWLNFPPAYVFSCKKELRRVYA"
     gene            complement(3477197..3479146)
                     /locus_tag="DJ46_3741"
     CDS             complement(3477197..3479146)
                     /locus_tag="DJ46_3741"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK66229.1"
                     /translation="MTLSSIALRNIQRNFKDYFVYFASMIFSIVIYFTFKALQYNSQM
                     EKAAEASKKISGAFQVSSVMLIIFVAVFIIYSNGFFTRKRKKEVGLYSLLGIRKRQIG
                     KMLFYENMLMGLMSLIIGIAIGSVLSKLFLELLVSMMGLKLNVHFEVPMAAIVDTAII
                     FFVIILYTSLQGYRLIYRFKLIELFRAEREGEAMPKGSVIMALISVFLIGSGYFLALM
                     YMKAVMYADFMVVALYILLATVAGTYLLFMFFTVFILKRARNNKSAFYNGMNMVTTSQ
                     LLYRIKGNAKSLATIAILSAVTLTAVGTSVTMYYNTFTQSKVAAPYSYSYEKKDEALD
                     KKVNEILAGEKNNHPVTYESEFEMIPVKGTFKGERADQVLNTHYNVTKQYQLISQSNF
                     NTIAKHLDIEPVNLSANEAFVYDSLYIETLDFGPLYTGNTAVFPVGNESKELKIKGVN
                     SRSVTNLNELFVIVPDQTYEQAKQVNETRIVKNIDVKGERNSKELTAKLASVMPAGES
                     EILKPFHDFYTGFQTGLETTGLMMFIGLFLGLVFLLATGSIIYFKQLTEASADRDRYV
                     VLHKVGVTKQEMKKAIAKQVSFIFAIPLVIGILHSLFALKGLGNILPYEIMIPLLISI
                     GVYGVIYIGYYFLTVRSYYKIVSAK"
     gene            complement(3479133..3479903)
                     /locus_tag="DJ46_3742"
     CDS             complement(3479133..3479903)
                     /locus_tag="DJ46_3742"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66052.1"
                     /translation="MKTVLEAKNIEKVYDTGGNKFAALKGINLQVKEGEFVGIMGPSG
                     SGKTTLLNVLSTIDNATNGEILIDGKDIVKMNDDKLALFRRDHLGFIFQDYNLLDTLT
                     VKENIALPLALSKVKANEIDRRVLEISKKFGIDHILSQFPYQVSGGQKQRCAASRAIV
                     TNPSMIFGDEPTGALDSKSATDLLESMKSLNEYDNSTILMVTHDAFAASYCKRVIFIK
                     DGELYKELHRGELTRKQFFQQVVDVMSSISGGMADDLI"
     gene            3480210..3481082
                     /locus_tag="DJ46_3743"
     CDS             3480210..3481082
                     /locus_tag="DJ46_3743"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK65495.1"
                     /translation="MDSLKNMNAAMQYIEENLTHEIDFKEVAKIAYCSEYHFKRMFSF
                     LAGISLSEYIRCRRLTLAAFELKNSDAKVIDVAIKYGYNSPDSFSRAFQNLHGITPSE
                     ARSSSHSLKAYSPMTFQLSIQGGHEMNYRIEEKEPFQIIGITKRVPIVFNGVNEEIAS
                     MWKSLNPEAIQTLKSLSNMEPTGIISASTNFSEGRMEEKGELDHYIGVATTKDCPEQF
                     AQLEVAASTWAIFEAVGPFPETLQNVWGRIYSEWFPSSNYELAEGPEILWNEQKDISS
                     PNFKSEIWIPVLKK"
     gene            3481284..3481979
                     /locus_tag="DJ46_3744"
     CDS             3481284..3481979
                     /locus_tag="DJ46_3744"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK65651.1"
                     /translation="MYKILIVEDDPNISSLLQSHIQKYGYEAVVAENFDDIMESFNAV
                     KPHLVLLDVNLPKFDGFYWCRQIRHESTCPIIFISARAGEMEQIMAIESGADDYITKP
                     FHYDVVMAKIKGQLRRIYGDYAPNISERIVEVEGLKLFPERPEIHFGSEQVLLTKKEA
                     ILAEMLLSKFPRTASREDLLAALWDDESFVEENTLNVNITRLRKKFNELGIENAIETV
                     RGLGYRFNATWSE"
     gene            3481982..3483004
                     /locus_tag="DJ46_3745"
     CDS             3481982..3483004
                     /locus_tag="DJ46_3745"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK64860.1"
                     /translation="MKLFLRDHFAFFLLYILNFGIIFVLYDAVDGFQNNKFYFVVLSL
                     YLFICFLAYRYVRNRRMYHRLSEQPEKMEDAFIERATAPMPHGVNELVRTQYRLFQKE
                     LQSYEVKQQEHQLFINHWVHQMKTPVSVMQLMVLEMEDEHLIPKFKKELERLNQGLDM
                     ALYMARLNNFHEDFHVETISLKDTVTKNINGLKELFIRNGVFPVLEVHSDLKVASDAK
                     WLKFIIYQLMTNAVRYSGERGKKVFLSAYRNGKDIILEVRDEGVGIPQEDIRRVFEPF
                     YTGKNGRTFGESTGMGLYIVSKICDYLGHSVKLDSEVGKGTTIKIIFHNAANNQSEQT
                     EKVTEA"
     gene            3483099..3483338
                     /locus_tag="DJ46_3746"
     CDS             3483099..3483338
                     /locus_tag="DJ46_3746"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65748.1"
                     /translation="MTFWQFAFKNVTRNSRAYFAYFVSSSFSIAVFFSFAVYLFHPKL
                     QNFGIVSEISGLMIFSEVVIVFFLSSFYYIPLGLF"
     gene            3483422..3485071
                     /locus_tag="DJ46_3747"
     CDS             3483422..3485071
                     /locus_tag="DJ46_3747"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62221.1"
                     /translation="MLIGILSIFFGMQFGLVFSQFFLLVTAKITRVPGIYLYLPINAF
                     ILTTIVFLSLFIVVSTLTPMLIRTKKAVHLLKINSKKRKERKPSILISLFGAICLFGG
                     YALAGNPKYFVSVSPQIGVIYMVSSIFVIPTLVTIGTYFFFSQISFLLIYILKKRRKF
                     YMKQINMLWISDLANRIRTNINMLFIVAMLSTIAFTMITFLYGFGKFIKLDVNRTSPF
                     PISYFSYDANPFVTEHLNWLEQQLQKEHFPYEKITADIYETPLEEDKGIAIYNDVYAI
                     KQSDYNKLANSLRMKQLFMNDNEAYVLTGTSYITIFNEFEQSYKRDYITLSSTNTKLK
                     VKGYEHINAIPSDFSYQTIVLPDIIVNNLPNTVKHISAYNYKIQNWEQTYKIANTFIE
                     KVQKDRNKSQYEGPLIRSFESAGSLYRITSGSAAYFLIGTFLGVIFFIGAGSVLYFRM
                     YTDLTNEQEKYITISKIGVTGAEMKRSATIQLSILFFVPYIMASIHTMFATKMLQDVI
                     GLSLFKEVSAVLIIFGFVEIVFFLFIRSLYMQKLSQYTNTH"
     gene            3485146..3487101
                     /locus_tag="DJ46_3748"
     CDS             3485146..3487101
                     /locus_tag="DJ46_3748"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK63510.1"
                     /translation="MTFWQFAFKNVSRNARAYFAYFVSSAFSIAIFFSFAVYLFHPKL
                     HMTDVNYALNILMTISEVVIVFFSFFFLLYSIGTFLKVRKKQFGILTVLGISQKQLKR
                     LIFIENMLIGVLSIFFGIQLGLVFSQFFLLVTAKITHVPGLYLYWPTSAIILTIIIFL
                     GLFILVSSFTPMLIRTRKAVRLLKEGTKQKERKASVLISLFGAICLISGYALAANPLY
                     FLSLGDIIGLLYAISSIFVIPSLIAAGTYFFFSQISFLLIRILKARRTFYMKRINMLW
                     ISDLASRIRTNINMLFIVAMLSTLAFTMITFLYGFGKFTKFDAIRENPFPFTYLSHTE
                     NTLADEHLNWLEQKLNEEHFTYTKFKTDIYEVSSAENNTQLYYAIKQSDYNVLAKALN
                     WETLTVNKNESYILMKDLDDQVIGTLHNKEQKNTLTLTQNNLQLQVKEYKSYSPFPNS
                     LIYQLLILSDENVEALSTVSKQMSVYNFKVTDWEKAHNIGSSFITKIHNDNAAIQAEH
                     PPFHASEASDSLYKTKLNVASFFLIGTFLGVIFFIGAGSVLYFRMYTDLTNEQEKYIT
                     ITKIGLTETEMKRSATIQLAILFFVPYIMASIHTMFATKMLQEVLHLSFFAEITVVLM
                     IFGTVEILFFLLIRSFYMQKLSQHIKF"
     gene            3487122..3487874
                     /locus_tag="DJ46_3749"
     CDS             3487122..3487874
                     /locus_tag="DJ46_3749"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62013.1"
                     /translation="MEEVLHIKNVSKVYEGKVPHTALKNINLHVDKGEFVAIMGPSGS
                     GKSTFLNVISTIDSPTSGEVVINGKKPHTFRREKLAVFRRQELGFVFQNFNLLDTLTI
                     GENIVLPLTLDNVPLKEMDKKLDSISTKLGIDHILNKRIFEVSGGQAQRTAVARAVIH
                     HPSLLLADEPTGNLDSKAAIDVMELFTKLNKEEDATILMVTHDPFAASYCNRVIFIKD
                     GELYNELHRGLYREKFYQEILDVLALLGGRRG"
     gene            3487871..3488578
                     /locus_tag="DJ46_3750"
     CDS             3487871..3488578
                     /locus_tag="DJ46_3750"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK65222.1"
                     /translation="MTFWQFAFKNVSRNSKAYFAYFVSSAFSIMVFFSFTVYAYHPRL
                     QIMNKLQEQDPLMNLAGMAQFVIVLFSFFFLLYSIGTFLNVRKQQFGVLTVLGISQKQ
                     LKRLLFTENMIIGMLAIFAGIQGGLVFSNFFLLVTSKLTNAKGLYLYWPTEAIIVTTI
                     TFIILFFIVSTFTPMFIRTRKTTRLLKNNKKEKSEKRPSILISLFALICLGLCYYIAG
                     YPQGYITEKMYKMDLYS"
     gene            3488683..3489849
                     /locus_tag="DJ46_3751"
     CDS             3488683..3489849
                     /locus_tag="DJ46_3751"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aBC transporter permease protein"
                     /protein_id="AIK65732.1"
                     /translation="MKQINMLWISDLANRTRSNINVLFIVSMLSALAFTIIIALFAIN
                     NNTKAMILERFPIPFTYTSKGENSLEQKHIATIEMELTNANFQYSKHQSTLLKDTALK
                     EDITLMKMSDYNTLAKQLRRPEINLDSTQVYIISRYSPELLNLVSNPFAKQNTITIGS
                     NKKEFHIKGFINKSIEPAFAFPYLMVVQDDVFNNMIPHIETTIVYNYFVENWENAIAP
                     TKNILKHIRNDTDNFYEAHKDAEGNFQPPFNIYTAADDLKYSKGNSIATFFIWAFLGF
                     IFFIGAASVLYFRMYNDLTNEKQKYITITKLGLTESEMFRSATIQLGILFFVPYIVAG
                     IHTLFAVKFLQSILAFSLLKELLIVLTFFGIIEIIFFFLIRSLYINKLSQHIKI"
     gene            complement(3489900..3490091)
                     /locus_tag="DJ46_3752"
     CDS             complement(3489900..3490091)
                     /locus_tag="DJ46_3752"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65633.1"
                     /translation="MSEKCEHRHDDCNRRHGCGGGFALLIVLFILLIIIGASCFGGGG
                     GCGYGGYGGYAGGYGGYCC"
     gene            complement(3490260..3491585)
                     /locus_tag="DJ46_3753"
     CDS             complement(3490260..3491585)
                     /locus_tag="DJ46_3753"
                     /note="gntP: transporter, gluconate:H+ symporter family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, gluconate:H+ symporter family
                     protein"
                     /protein_id="AIK62539.1"
                     /translation="MDIYLLIVTLLAIAIVILGVSWWKWHAFISLTVASLFLAIMSGL
                     NLTKIVTAYESGVGSVLGHLVGILALGTILGKMMSDSGAGMQVADFFIRFFGVKKLPW
                     AMLFAGFVIGIPVFFEVGIVILLPLVISIRKTTKQNILLIALPVIAGLSIVHGLVPPH
                     PGAMTAIGIYNANLGKVLLYSLLIALPTAIIAGPIFAKWVHKRVIPENEPELIRVTTV
                     STDLPSRKVSFFIILLPVVLMILSVVAPYISLPKKMTEFFVFIGSPVIALLISCFAAF
                     YLLGMRQGINKKMIKKLTDESLLPVGSIILIIGAGGGFKQILIESGVGTAIAQMAEHI
                     SLSPIVLAFMVAGLIRIATGSATVALTTAAGIVSPVIQHMSGVNLELLVIATGAGSLM
                     FSHVNDAGFWLVKEYLGLTVKETFKTWTVLETLLSFIAFGFALVLNMFL"
     gene            complement(3491634..3492359)
                     /locus_tag="DJ46_3754"
     CDS             complement(3491634..3492359)
                     /locus_tag="DJ46_3754"
                     /codon_start=1
                     /transl_table=11
                     /product="UTRA domain protein"
                     /protein_id="AIK64511.1"
                     /translation="MGVTVNVTRKKGPLYLQIKNIIRDRILHGVYAIHTNIPSEPQLE
                     EEFKVSKITVRNAIKELAQEGYLEKKSGKGTKVIRNTSATKLSKGKKFTEVLVEEGYK
                     VQKKLLKAEIVQNEEGTVPFRLFGKESFRIERLYTLNDAPYIHYTHYFSAKMASTDLS
                     DFDLQSLYDLVEDRGIHLENFRDEFAVGLAPSFVAEALGEKEGTALLKRMRYSYDEVG
                     EVIEYSEGYYNTEMQHYVVNYDV"
     gene            complement(3492359..3493375)
                     /locus_tag="DJ46_3755"
     CDS             complement(3492359..3493375)
                     /locus_tag="DJ46_3755"
                     /codon_start=1
                     /transl_table=11
                     /product="pfkB carbohydrate kinase family protein"
                     /protein_id="AIK65942.1"
                     /translation="MRKKIAAFGEVMMRLQVPGYELLSQANTLKYSFSGTGVNVAAAL
                     SHLGHEGFLISTLPENSVGDAALSYIQKLGVQTSLVSRGGKYVGMYFLENGFGARASR
                     VTYSNRLESSFNTACEEMYQFEEIAKEIDIVHFCGITLAMNDTVRHHMKSLAKAVKEN
                     GGTVVFDCNYRPSLWGEDGYEQAKPHYEEMLDLADIVMMNEKDAMFVLGMKTEETERE
                     EQLVDLIPQVAETYHIATIAGTHRSINSDNTHSLRGFICKDGAFTFAKTLTFSVYDRI
                     GAGDAYTSGIIHGEIEEFAPEKAVSFASAAGMLAHTIVGDTPMSSEKDILRAMTASVG
                     DVER"
     gene            complement(3493368..3494123)
                     /locus_tag="DJ46_3756"
     CDS             complement(3493368..3494123)
                     /locus_tag="DJ46_3756"
                     /EC_number="4.1.3.16"
                     /codon_start=1
                     /transl_table=11
                     /product="2-dehydro-3-deoxyphosphogluconate aldolase"
                     /protein_id="AIK62758.1"
                     /translation="MTNIQKRFYKGRVALNVLANNIENAKDIFEAAEGYVVVGVLSKD
                     YPTVEEAVTAMKAYGKEIDDAVSIGLGAGDNRQAAVVAEIAKHYSGSHINQVFPSVGA
                     TRANLGGKDSWINSLVSPTGKVGYVNISTGPISAAGEEKAIVPIKTAIALVRDMGGNS
                     LKYFPMKGLAHEEEYRAVAKACAEEGFALEPTGGIDKENFETILRIALEANVEQVIPH
                     VYSSIIDKETGNTKTEDVRELLAVVKKLVDQYA"
     gene            complement(3494125..3495228)
                     /locus_tag="DJ46_3757"
     CDS             complement(3494125..3495228)
                     /locus_tag="DJ46_3757"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK62992.1"
                     /translation="MGHSLNAKYGLKRVINASGRMSILGVSAPTDTVMDAMKHGGQNY
                     VEIADLVDKAGDHIARILDSEAAVVVNSASSGIALSIAAIVTEGNRRKSERLHQEVIA
                     KNEVIMLKGHNVQYGAPVETMIYLGGGKLVEVGYANEGKAEHIEDAIGENTAAILYVK
                     SHHAVQKNMISVEEAWEVAQRNNVPLIVDAAAEEDIQKYVKYADLAIYSGSKAIEGPT
                     SGIVGGKRKYIEWLKVQLHCIGRSMKVGKETTFGLLQALDEYGVKEDKSEQEKELLQV
                     LMPLKELNGVNVTIVQDEAGRAIFRARIHINENELNKSAKDVVTALREGEIAIYTRDY
                     GVRQGFFDIDPRPLQGDDIHVIEEKLREIVGGN"
     gene            complement(3495206..3496306)
                     /locus_tag="DJ46_3758"
     CDS             complement(3495206..3496306)
                     /locus_tag="DJ46_3758"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK63248.1"
                     /translation="MTERFVLRNVKRVNGEEIDIVIENNKIAQVTKAGAGEGGKVLDY
                     SGTYVSSGWIDLHVHAFPEFDPYGDEVDEIGVKQGVTTIVDAGSCGADRIADLVKSRE
                     QAKTNLFAFLNISRIGLKRIDELSNMEWIDKEKVIQAVEKYKDVIVGLKARMSKSVVC
                     DSGIEPLHIARDLSRETSLPIMVHIGSAPPRIEEVVPLLEKDDVITHYLNGKENNLFD
                     EEGKPLPVLLDAVNRGVHLDVGHGNASFSFKVAEAAKRHDIAFHTISTDIYRKNRVHG
                     PVYSMAHVLSKFLYLGYPLEEVIDAVTKHAAEWLKKPELGRIQEGDIANLTLFTVKDE
                     KVKLIDSEGDQRIAERRIDTKGVVVNGSFIEC"
     gene            complement(3496642..3496932)
                     /locus_tag="DJ46_3759"
     CDS             complement(3496642..3496932)
                     /locus_tag="DJ46_3759"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64015.1"
                     /translation="MKKYNFDDLIHMHLFYYRDIEEVFTYEAIAYKVCNENLWVVYFD
                     ISYYDDLSNHQFSKYPFYDKYGYEILHVRTKDLDECEGNKLFTDWLINNSIV"
     gene            complement(3496953..3497555)
                     /locus_tag="DJ46_3760"
     CDS             complement(3496953..3497555)
                     /locus_tag="DJ46_3760"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62064.1"
                     /translation="MKKKFITGMISAALLLSFTLPSIADASIETEDDGIVTEYIPEIN
                     LGIDLSKVDTSDFDFENFGKEYDFLVNDPVFLQLEEEVSKLRVESVVEKNPFTGELVV
                     KQEILPAIVLGALRVLVSKVGRTAADKAWAVARPYVQKALNSPKQYILEAAKGGMIIQ
                     VRSKATGNRVFAIDYHYIDGKGPILHYHSPPNVGAHKYFR"
     gene            complement(3498169..3498948)
                     /locus_tag="DJ46_3761"
     CDS             complement(3498169..3498948)
                     /locus_tag="DJ46_3761"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK61038.1"
                     /translation="MKKWVFISFFIACTICVGVYISPLFQKEIDVKIGGENGAVKNAN
                     IEKIEVTKEQIYKGDLLLVNKDYPVKKDSIRSDIINVNHNSELVRGYVIFDRNLRLSK
                     DVVKKFLNVVDAAGKDGVQHFLMNSGYRDFKEQSKLYKEMGSDYALPAGYSEHNLGLS
                     LDVGSTQKKMEKAPEGKWIEENVWKHGFVLRYPKNKSHITGIQYEPWHIRYVGLPHSA
                     IMQKKKITLEEYLDFLKEKKKSQPMWKVRNIRFLIIKCRVI"
     gene            complement(3499031..3500137)
                     /locus_tag="DJ46_3762"
     CDS             complement(3499031..3500137)
                     /locus_tag="DJ46_3762"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK65073.1"
                     /translation="MDNMMKSFRFKMIALFALSMVLAATVTYIIYKGLQLYYKTMVRY
                     EEPLAQFRSIVREFGDINFFLIFFIPLSIIFFFFLTKPYLKYFSEISNGIHHLANGNF
                     TNRVQVSSNDEFGDIAREINVASEKLKEAVERGDFAESSKDQLVVNLAHDLRTPLTSV
                     LGYLDLILKDENLTKEQIKHFSTIAYTKSQRLESLIDELFEITRMNYGMLQLNKKPID
                     ISELLIQLDEELYPLLEKHHLEARLNVDPHLPINGDGKLLARVFENLLTNAVRYGYDG
                     QFVDLNGYIDNEEVVVQVMNYGDSIPEEDLPYLFDMFYTGDKSRTENRGGTGLGLFIA
                     KNIVEQHNGTISAESNVVRTIFEVRLPKDKKLTI"
     gene            complement(3500130..3500828)
                     /locus_tag="DJ46_3763"
     CDS             complement(3500130..3500828)
                     /locus_tag="DJ46_3763"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66209.1"
                     /translation="MKRISILIADDEAEIADLIEIHLEKEGYHVVKAADGEEAIHIIE
                     TQPIDLVVLDIMMPKMDGYEVTRQIRAKHHMPIIFLSAKTSDFDKVTGLVLGADDYMT
                     KPFTPIELVARVNAQLRRFLTLNQPKVAENKSALQVGGVTIDPERRTVNVYGEQIELT
                     PKEFDILYLLASHPKKVYNVENIFQQVWADDYYEGGNTVMVHIRTLRKKLGEDKRKDK
                     LIKTVWGVGYTFNG"
     gene            complement(3501084..3502190)
                     /gene="menC"
                     /locus_tag="DJ46_3764"
     CDS             complement(3501084..3502190)
                     /gene="menC"
                     /locus_tag="DJ46_3764"
                     /EC_number="4.2.1.113"
                     /note="menC_lowGC/arch: o-succinylbenzoate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="o-succinylbenzoate synthase"
                     /protein_id="AIK63802.1"
                     /translation="MEIKKATLHITEMPLVIPFAASYGTYEKRESIVIELEDEDGYIG
                     FGEVVAFSEPWYTEETVKTALHVLQDFLLPDLLKAEISHPNEVPSLFQHIKRNRMAKA
                     GIEGAVWDLYAKRQKKSLATLLGGTKSEIEVGVVIGINTIPVMLKQIEKYAEEGYERF
                     KVKIKPGHDYELLKEIRKEFPHIPLMADANSAYTLADTESLKRLDEFQLMMIEQPLAD
                     YDFLDHAQLQKKIETPICLDESIHSLEDARVAITLGSCQIVNIKPGRVGGLTESIQIH
                     NYCMEHNIPVWCGGMVEMGISRAQNVALASLPNFTIPGDISASSRHWEKDIISPEVTL
                     EGGKVMVPQSVDTEYKVDRGRLAEITKQRIVFER"
     gene            complement(3502191..3503636)
                     /gene="menE"
                     /locus_tag="DJ46_3765"
     CDS             complement(3502191..3503636)
                     /gene="menE"
                     /locus_tag="DJ46_3765"
                     /EC_number="6.2.1.26"
                     /note="menE: O-succinylbenzoate-CoA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="O-succinylbenzoate-CoA ligase"
                     /protein_id="AIK64352.1"
                     /translation="METMPNWLKQRAFLTPDRTAIEIEEEKVTFMQLHEKVVSVCEHL
                     THVGVNRGQKVAVLMKNGMEMITVIHALSYVGAVAVLLNTRLSREELLWQMDDAEVIC
                     LVTDQDFEAKDIPVYSFAEVMNGPKEEASIQEEFSLREAMTIIYTSGTTGKPKGVILT
                     YGNHWASAVGSSLNLGLRDDDCWLACMPMFHVGGLSLLMKNIMYGMRILLVPKYDADF
                     IHKALQTRGVTIISVVSKMLTDLLERLGEGTYPSSFRCMLLGGGPAPKPLLETCVDKG
                     IPVYQTYGMTETSSQICTLSADYMLTKVGSAGKPLFQCQLRIEKDGVVVPPFAEGEIV
                     VKGPNVTGGYFNREDATRETIQNGWLHTGDLGYLDEEGFLYVLDRRSDLIISGGENIY
                     PAQIEEVLLSHPMVAEAGVVGMTDDKWGQVPAAFVVKSGEITEEEILHFCEEKLAKYK
                     VPKKACFLEELPRNASKKLLRRELRQLVEEM"
     gene            complement(3503843..3504661)
                     /gene="menB"
                     /locus_tag="DJ46_3766"
     CDS             complement(3503843..3504661)
                     /gene="menB"
                     /locus_tag="DJ46_3766"
                     /EC_number="4.1.3.36"
                     /note="menB: naphthoate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="naphthoate synthase"
                     /protein_id="AIK63189.1"
                     /translation="MAIEWVKEGNYEDIIYSTYNGIAKISINRPEVHNAFRPKTVMEL
                     IDAFAHARDDANVGVIILTGEGGRAFCSGGDQKVRGHGGYVGDDQIPRLNVLDLQRLI
                     RAIPKPVIAMVAGYAIGGGHVLHIVCDLTIAADNAVFGQTGPKVGSFDGGYGAGYLAR
                     MVGHKKAREIWYLCRQYNAQEALDMGLVNTVVPLEELEAETVQWAQEILANSPMALRF
                     LKAAFNADTDGLAGIQQLAGDATLLYYTTDEAKEGRDAFKEKRSPDFGQFPRFP"
     gene            complement(3504731..3505543)
                     /gene="menH"
                     /locus_tag="DJ46_3767"
     CDS             complement(3504731..3505543)
                     /gene="menH"
                     /locus_tag="DJ46_3767"
                     /EC_number="4.2.99.20"
                     /note="menH_SHCHC:
                     2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate
                     synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-succinyl-6-hydroxy-2,
                     4-cyclohexadiene-1-carboxylate synthase"
                     /protein_id="AIK63505.1"
                     /translation="MNVTLQGVSYEYEVVGSGEPLLLLHGFTGSMETWRSFVPSWSEQ
                     FQVILVDIVGHGKTESPEDVTHYDIRNAALQMKELLDYLHIEKAHILGYSMGGRLAIT
                     MACLYPEYVRSLLLENCTAGLEREDERKERCEKDERLADKIEREGIESFVTMWENIPL
                     FETQKSLAQNVQEAVRKERLANNSNGLANSLRGMGTGAQPSWWNELQNLKMSVLLMNG
                     EYDEKFFRILKNIEKCVSDAKFVKIDGAGHAIHVEQPEKFDTIVKGFLKTMQ"
     gene            complement(3505540..3507294)
                     /gene="menD"
                     /locus_tag="DJ46_3768"
     CDS             complement(3505540..3507294)
                     /gene="menD"
                     /locus_tag="DJ46_3768"
                     /EC_number="2.2.1.9"
                     /note="menD:
                     2-succinyl-5-enolpyruvyl-6-hydroxy-3-cyclohexene-1-
                     carboxylic-acid synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-succinyl-5-enolpyruvyl-6-hydroxy-3-
                     cyclohexene-1-carboxylic-acid synthase"
                     /protein_id="AIK64209.1"
                     /translation="MNNHIEALSYYLGAFVDELTLLNVCDVVISPGSRSTPIALLMEQ
                     HEGMNTYLHVDERSAGFFALGIAKAKKRPVALLCTSGTAAANYYPAVCEAFHSRVPLI
                     VLTADRPHELRDVGAPQAMNQINLYGTFVKQFTEMALPEASEAMYHYARLTTQRMIAS
                     ACLAPQGPVHLNFPVREPLIPDFSLESLWDKGRGEYTGVVQQGNAVMPSEYVDSLVGR
                     LSHMEKGLIICGDDSHSEIAAFATQLAEKTGYPILADPLSNIRSGHHDKTMVIDCYDT
                     FLRNELLKETWKPDVLIRFGGMPVSKALTQFIKKQTKAVHIVVDESGQWRDPALVATE
                     VVQASDIAFCSALIEKMPVMKKNDWFRMWQHINEKTKETLREMETYDTAFEGRVITDI
                     VRVLPEGATLFASNSMPIRDTDSFFFTSDKNIQVMANRGVNGIDGIISTALGASMICD
                     PLVLVIGDLSFYHDLNGLLAAKLHELNITIVVVNNDGGGIFSFLPQYEKKEHFESLFG
                     TPIGLDYEHVVTMYGGSFSRVNGWEQFREEVQKGVTTEGLHVVEICTNRDENLTLHRT
                     LWAKTQDVITTSLQGESK"
     gene            complement(3507291..3508685)
                     /locus_tag="DJ46_3769"
     CDS             complement(3507291..3508685)
                     /locus_tag="DJ46_3769"
                     /EC_number="5.4.4.2"
                     /note="isochor_syn: isochorismate synthase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismate synthase family protein"
                     /protein_id="AIK64212.1"
                     /translation="MIQTKQIGLQEVLSAAIKRATDEKILVSFVKQIDWMDPLLFYAA
                     GKRISFENRCYFADPAQHVIFAGIGSVFTIATASRKRFQTARDEWDKVKEKAFVQREK
                     YEFGTGPLLFGGFSFDQEKEKTDLWKEFDDTTFSLPTFLLTVKNEKAWLTMNTFVSAT
                     DCAETLYNEIVSLEEKIFEESKCALEGSKLTVTSKVEVDPKGWMKAIEKVQDEMKQGN
                     VQKVVLARELKVEMDHHIDSALVLEALRIGQPDCYVFSFDYKGACFLGATPERLIRKE
                     DEKFTSMCLAGSTSHGQSIEESKRNSNALLHDEKNLAEHGYVVNMIRSVLNEHCEFVN
                     IPESPGLLTTKNLIHLYTPVEAKGDASLLTMVEELHPTPALGGTPRLEAMKLIRDVEL
                     LDRGLYGAPIGWIDDEGNGEFAVALRCGLLNGEKASLFAGCGIVIDSVPQLEYEETSL
                     KFRPMLGALEELMK"
     gene            3508880..3509833
                     /gene="menA"
                     /locus_tag="DJ46_3770"
     CDS             3508880..3509833
                     /gene="menA"
                     /locus_tag="DJ46_3770"
                     /EC_number="2.5.1.74"
                     /note="menA: 1,4-dihydroxy-2-naphthoate
                     octaprenyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="1,4-dihydroxy-2-naphthoate
                     octaprenyltransferase"
                     /protein_id="AIK63661.1"
                     /translation="MEMNVETNSSPTAPKPSKQTGWRIWWSLLRPHTLTAAFVPVFIG
                     TAYAMQVGGINQIHLPLFLIMLLACLLIQAATNMFNEYFDYKRGLDHEGSVGIGGAIV
                     RDGIQPKTVLNLAFGFFGIAILLGVYICMNSSWWLAAIGLVCMAVAYLYTGGPLPIAY
                     TPFGELTAGLFMGVIIIGISFFIQTGTVTSEVVLLSIPSSILIGAILLANNIRDLDGD
                     KENGRKTLAILVGRERAVGVLASMFIVSYIWTIALIIVGIVSPWMLIVFLSAPKAFKA
                     TKGFIGKSIPMEMVPAMIATAKTNTIFGLLMGIGLLLGYFL"
     gene            3509943..3510674
                     /locus_tag="DJ46_3771"
     CDS             3509943..3510674
                     /locus_tag="DJ46_3771"
                     /note="bacill_yteA: regulatory, yteA family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory, yteA family protein"
                     /protein_id="AIK64770.1"
                     /translation="MLTPQQINQFKSVLEKQKQELEQTIQTHENEDRASERESVGELS
                     SYDNHPADMATELYERQKDFGLIELWHKQLEDTKHALQKIEAGTYGICEVSGEEIPFE
                     RLEAMPTATTCIQHTTNKLNMETRPVEEEVLSPSFHKHDEDHSVEYDAEVAWQDVANY
                     GTSETPSDLERQDSKNYNGMYVNSEENVGYVEDFENFIGTDMYGKNPQVFATEEHEEY
                     EQMLDDFEERTFKGELSSNESSSKE"
     gene            complement(3510719..3510919)
                     /gene="cspD"
                     /locus_tag="DJ46_3772"
     CDS             complement(3510719..3510919)
                     /gene="cspD"
                     /locus_tag="DJ46_3772"
                     /codon_start=1
                     /transl_table=11
                     /product="cold shock-like protein CspD"
                     /protein_id="AIK63230.1"
                     /translation="MQTGKVKWFNSEKGFGFIEVEGGDDVFVHFSAIQGDGFKTLEEG
                     QEVSFEIVEGNRGPQAANVTKN"
     gene            3511246..3512028
                     /locus_tag="DJ46_3773"
     CDS             3511246..3512028
                     /locus_tag="DJ46_3773"
                     /codon_start=1
                     /transl_table=11
                     /product="mitochondrial biogenesis AIM24 family protein"
                     /protein_id="AIK65033.1"
                     /translation="MQAHEIEYKLYGDDMQFVEIELDPEESVIAEAGAMMMMEDYIEM
                     ETIFGDGSGPSGGLFGKLMGAGKRLVTGESMFMTVFTNTGHGKRHVSFAAPYPGKIIP
                     VDLTEYQGKVVCQKDAFLCAAKGVSIGIEFTKKIGTGFFGGEGFIMQKLEGDGLAFMH
                     AGGTVYKRELKPGEKLRIDTGCLVAMTKDVNYDVEFVGKVKTALFGGEGLFFATLEGP
                     GTVWIQSLTLSRLSARLTSPAAQGSGEGSVLGGLGRLLDGKE"
     gene            3512193..3512915
                     /locus_tag="DJ46_3774"
     CDS             3512193..3512915
                     /locus_tag="DJ46_3774"
                     /codon_start=1
                     /transl_table=11
                     /product="lipase family protein"
                     /protein_id="AIK65601.1"
                     /translation="MRTPLSFDKDTAILLASCCELTYEQYKQNGIFEIPNGFQYVQGF
                     QGKTIQTTEWFGFILESEDTIIVAFRGTQTDTDWIIDSLVNQKPYPYALNSGNVHNGF
                     LSIYESCRDSIMDMLVSLPAHKKLLATGHSLGGALATLHILDARINTAFAQYGLYTFA
                     SPKVGDIAFRNYYKLQVASSFRFVNLFDVVPLLPPRNVHFNEQDWEYAHVHHNMTFTK
                     NTKSIANNHAMTTYKTCLTSHF"
     gene            3512992..3513126
                     /locus_tag="DJ46_3775"
     CDS             3512992..3513126
                     /locus_tag="DJ46_3775"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66014.1"
                     /translation="MLKFIFALFLIVIFSFTGFFTFSYFATGEYDGTGIIYTAIPFLS
                     "
     gene            complement(3513261..3515669)
                     /gene="glgP"
                     /locus_tag="DJ46_3776"
     CDS             complement(3513261..3515669)
                     /gene="glgP"
                     /locus_tag="DJ46_3776"
                     /EC_number="2.4.1.1"
                     /note="P_ylase: glycogen/starch/alpha-glucan
                     phosphorylases family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycogen/starch/alpha-glucan phosphorylases
                     family protein"
                     /protein_id="AIK62877.1"
                     /translation="MFTHVESFKSAFLEKLETMYGKSFKDSTTRDQYNTLGYMVREYM
                     NSQWIATNESYRSGERKQMYYLSIEFLLGRLLGSNILNLGIRDVCEQGLSELGISLQQ
                     LEEVEADAGLGNGGLGRLAACFLDSLASLDLPGHGCGIRYKHGLFDQKIVDGYQVEFP
                     EQWLLHENVWEVRRHDQAVEVSYFGNVEPLYIDGRLEFRHTNAEVIMAVPYDVPVVGY
                     ETSTVNTLRLWNAEPVPFPQNCKDILKYKRETEAVSEFLYPDDTHDEGKILRLKQQYF
                     LVSASLQNIVRLHRERYGDLRQLHEKIAIHINDTHPVLAIPELMRILLDEEKLAWEEA
                     WHITTQTISYTNHTTLSEALEKWPIHIFKPLLPRIYMIIEEINERFCHELWERYPYEW
                     HRIEEMAIIAHDLVKMAHLAIVGSHSVNGVAKIHTEILKQREMRLFYEFYPDKFNNKT
                     NGIAHRRWLMKANPQLTNLISEAIGTEWKKEPIKLQELQLVQYDASFQEKFAEVKQER
                     KEILAERIHNTMGITIDPNSIFDVQVKRLHAYKRQLLNVLHILYLYNRLKEDASFTFY
                     PRTFIFGAKASPGYYYAKKIIKLINELARKVNNDPYVSQYMKVIFLENYRVSLAEDIF
                     PAADVSEQISTASKEASGTGNMKFMMNGAITLGTLDGANIEIKDRVGDDNCFIFGLTA
                     EEVLHYYQNGGYRASDYYHHNGHIKKVVDQLTNGFFAQSGAEFEAIYDSLVIQNDEYF
                     VLRDFGPYAERQEAVGRAYENRTKWLEMSILNIAQSGHFASDRTILQYSNEIWGIGNT
                     VTQI"
     gene            complement(3515688..3517118)
                     /gene="glgA"
                     /locus_tag="DJ46_3777"
     CDS             complement(3515688..3517118)
                     /gene="glgA"
                     /locus_tag="DJ46_3777"
                     /EC_number="2.4.1.21"
                     /note="glgA: glycogen/starch synthase, ADP-glucose type
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycogen/starch synthase, ADP-glucose type
                     family protein"
                     /protein_id="AIK64829.1"
                     /translation="MNILFAVSECVPFVKSGGLADVAGALPKELKKLGVEVRIILPNY
                     SLIPQKLRDGCTLHKVINVPLGWRNQYCGILKGEQDGITYYLIDNEYYFKRDSLYGHY
                     DDGERFSYFSKAVLECIPHLDFEVDVLHSHDWHTAMVNFLLREKYQDNPLYEHIKTVY
                     TIHNLQFQGVFPPEVMYDLLELGDEYFHSEQLEFYGNVNFMKGGIIASDQITAVSPTY
                     KEEIQYEFFGEKLDGLLRKYNDKLSGIVNGIDTSVYNPETDSYITAQYDADSLYEKNE
                     NKRALQRYFGLPEKEDTPIISMVTRLTKQKGLDLVRTVFREIMEEDVQCIILGSGDSE
                     YEQFFEWMAYEYPEKVKVYIGFNEELAHQVYAGSDLFLMPSLFEPCGLGQLIALAYGT
                     IPIVRETGGLNDTVQSYDEETGEGNGFSFTNFNAHDMLHTVLRAIEFYHDKSVWEQLV
                     KQAMTEDYSWEKSALAYKKLYKSLME"
     gene            complement(3517231..3518265)
                     /gene="glgD"
                     /locus_tag="DJ46_3778"
     CDS             complement(3517231..3518265)
                     /gene="glgD"
                     /locus_tag="DJ46_3778"
                     /EC_number="2.7.7.27"
                     /note="glgD: glucose-1-phosphate adenylyltransferase, GlgD
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-1-phosphate adenylyltransferase, GlgD
                     subunit"
                     /protein_id="AIK61644.1"
                     /translation="MGEKMLGIINATGSFPSLKKVTGHRSLAALPFGGRYRLIDFMLS
                     NMVNSNIHSVAVFTSHKNRSLMDHVGSGKQWDLDRKRDGLFLFPPNCQCDQDEFGSFA
                     HFRRHIDYFLRSREEYVVITNSHLVTALNFQAVLERHIHTAADITEVCHEGVSLQTYV
                     LKKQLLLDLFEAYKDMEQYSLFDVVREKRGKSLHIATYEHTEYVAIIDSIESYYKHSL
                     EILQPAIWKQVFKKEAPIFTKVKDEPPTRYVKGAAVKNTMIANGSIIEGEIENSVVSR
                     SVKIGKGSIVRNSIIMQKSQIGDNCIIDGVIIDKDVKIGDGVVLKGNADEPYVVEKGS
                     VQNSTINSYS"
     gene            complement(3518284..3519414)
                     /gene="glgC"
                     /locus_tag="DJ46_3779"
     CDS             complement(3518284..3519414)
                     /gene="glgC"
                     /locus_tag="DJ46_3779"
                     /EC_number="2.7.7.27"
                     /note="glgC: glucose-1-phosphate adenylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-1-phosphate adenylyltransferase"
                     /protein_id="AIK65962.1"
                     /translation="MAQKQKCVAMLLAGGKGSRLSALTKNLAKPAVPFGGKYRIIDFT
                     LSNCANSGIETVGILTQYQPLELHNYIGIGNAWDLDRVSGGVTVLPPYAESSGVKWYT
                     GTASAIYQNLNYLSQYEPEYVLILSGDHIYKMDYSKMLDYHIEKEADVSISVIEVPWD
                     EASRFGIMNTNEEMEIVEFEEKPQFPRSNLASMGIYIFNWAILKEYLEMDARNPESSN
                     DFGKDVLPLLLDEGKKLMAYPFEGYWKDVGTVKSLWEANMDLLRDETSLNLNDRDWRI
                     YSVNPNEPPQYIAEKAKVEESLINEGCVIEGDVKHSVLFQGVTVEEGSMVIDSVVMPG
                     AKIGKNVVIERAIVGSEMVIEDGTIIRPEKNVDDVVLIAEGK"
     gene            complement(3519362..3521299)
                     /gene="glgB"
                     /locus_tag="DJ46_3780"
     CDS             complement(3519362..3521299)
                     /gene="glgB"
                     /locus_tag="DJ46_3780"
                     /EC_number="2.4.1.18"
                     /note="branching_enzym: 1,4-alpha-glucan branching enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="1,4-alpha-glucan branching enzyme"
                     /protein_id="AIK64900.1"
                     /translation="MSVINCEEVKRDEFHTEKYYESYNIFGAHIVTEDEMRGVRFTVW
                     APHAKAMSVVGDFNEWDYEQHKMLQVTEEGIWSLFIPHIEEREIYKYAIETMAGDVIF
                     KADPYAVYAEVRPNTASVVFDIKGYEWNDKNWSRKKKKKSVYKEAMTVYELHFGSWKK
                     KEDGTLYSYREMAEELIPYVVEHQFTHIEIMPLVEHPYDRSWGYQGTGYYAATSRFGT
                     PHDLMHFVDECHKYGIGVILDWVPGHFCKDAHGLYLFDGTPTYEYKDKDVQENPVWGT
                     VNFDLGKREVRNFLISNALFWMRYFHIDGFRVDAVANMLYWNKEGQEQSNEHAVSFLR
                     ELNEAVFAEDEDFLMTAEDSTAWPLVTAPTYEGGLGFNYKWNMGWMNDVLKYMECAPE
                     YRKYIHDKMTFSLLYAYSENFILPLSHDEVVHGKKSLLNKMPGDYWDKFAQLRLLYGY
                     FFTHPGKKLLFMGGEFGQFDEWKDLEDLDWNLHDFEMHRYMHDYFKELIALYKRSKPL
                     WQLDHSREGFQWIDANNNEQSIFSFIRQGDKQEDALVVVCNFTKATYENYKVGVPDFE
                     YYNEVLNSDAEQYGGSGQVNKKRLKTFQEPYHNQTAHVEITIPPFGVSILRPVKTRKG
                     SKKQDGSKTKVRSNVTSRGKR"
     gene            complement(3522291..3523235)
                     /locus_tag="DJ46_3781"
     CDS             complement(3522291..3523235)
                     /locus_tag="DJ46_3781"
                     /EC_number="1.1.1.27"
                     /note="L-LDH-NAD: L-lactate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-lactate dehydrogenase"
                     /protein_id="AIK66254.1"
                     /translation="MKKGINRVVLVGTGAVGCSYAYSMINQGVAEEFVLVDVNEAKAE
                     GEAMDLSHAVPFSPSPTKVWSGSYADCKDADLVVITAGLPQKPGETRLDLVEKNTKIF
                     KQIVRGIMDSGFDGIFLIATNPVDILTYVTWKESGLPKERVIGSGTTLDSARFRYMLG
                     DYLDVDPRNVHAYIVGEHGDTELPVWSHATIGVQKLETILANNEQYKQEDLDKIFENV
                     RDAAYHIIERKGATYYGIGMSLLRVTKAILNNENSVLTVSAYLEGQYGEKDAYVGVPA
                     VINREGVREIVELELNEEEKAKFAHSVKVLKETMAPVL"
     gene            complement(3523893..3523964)
                     /locus_tag="DJ46_3782"
     tRNA            complement(3523893..3523964)
                     /locus_tag="DJ46_3782"
                     /product="tRNA-Glu"
     gene            complement(3523971..3524061)
                     /locus_tag="DJ46_3783"
     tRNA            complement(3523971..3524061)
                     /locus_tag="DJ46_3783"
                     /product="tRNA-Ser"
     gene            complement(3524069..3524143)
                     /locus_tag="DJ46_3784"
     tRNA            complement(3524069..3524143)
                     /locus_tag="DJ46_3784"
                     /product="tRNA-Asn"
     gene            complement(3524151..3524227)
                     /locus_tag="DJ46_3785"
     tRNA            complement(3524151..3524227)
                     /locus_tag="DJ46_3785"
                     /product="tRNA-Ile"
     gene            complement(3524238..3524308)
                     /locus_tag="DJ46_3786"
     tRNA            complement(3524238..3524308)
                     /locus_tag="DJ46_3786"
                     /product="tRNA-Gly"
     gene            complement(3524322..3524397)
                     /locus_tag="DJ46_3787"
     tRNA            complement(3524322..3524397)
                     /locus_tag="DJ46_3787"
                     /product="tRNA-Lys"
     gene            complement(3524408..3524483)
                     /locus_tag="DJ46_3788"
     tRNA            complement(3524408..3524483)
                     /locus_tag="DJ46_3788"
                     /product="tRNA-Thr"
     gene            complement(3524498..3524573)
                     /locus_tag="DJ46_3789"
     tRNA            complement(3524498..3524573)
                     /locus_tag="DJ46_3789"
                     /product="tRNA-Phe"
     gene            complement(3524586..3524661)
                     /locus_tag="DJ46_3790"
     tRNA            complement(3524586..3524661)
                     /locus_tag="DJ46_3790"
                     /product="tRNA-Asp"
     gene            complement(3524663..3524739)
                     /locus_tag="DJ46_3791"
     tRNA            complement(3524663..3524739)
                     /locus_tag="DJ46_3791"
                     /product="tRNA-Met"
     gene            complement(3524767..3524859)
                     /locus_tag="DJ46_3792"
     tRNA            complement(3524767..3524859)
                     /locus_tag="DJ46_3792"
                     /product="tRNA-Ser"
     gene            complement(3524877..3524953)
                     /locus_tag="DJ46_3793"
     tRNA            complement(3524877..3524953)
                     /locus_tag="DJ46_3793"
                     /product="tRNA-Met"
     gene            complement(3524958..3525034)
                     /locus_tag="DJ46_3794"
     tRNA            complement(3524958..3525034)
                     /locus_tag="DJ46_3794"
                     /product="tRNA-Met"
     gene            complement(3525055..3525127)
                     /locus_tag="DJ46_3795"
     tRNA            complement(3525055..3525127)
                     /locus_tag="DJ46_3795"
                     /product="tRNA-Ala"
     gene            complement(3525144..3525217)
                     /locus_tag="DJ46_3796"
     tRNA            complement(3525144..3525217)
                     /locus_tag="DJ46_3796"
                     /product="tRNA-Pro"
     gene            complement(3525228..3525301)
                     /locus_tag="DJ46_3797"
     tRNA            complement(3525228..3525301)
                     /locus_tag="DJ46_3797"
                     /product="tRNA-Arg"
     gene            complement(3525305..3525395)
                     /locus_tag="DJ46_3798"
     tRNA            complement(3525305..3525395)
                     /locus_tag="DJ46_3798"
                     /product="tRNA-Leu"
     gene            complement(3525412..3525486)
                     /locus_tag="DJ46_3799"
     tRNA            complement(3525412..3525486)
                     /locus_tag="DJ46_3799"
                     /product="tRNA-Gly"
     gene            complement(3525516..3525596)
                     /locus_tag="DJ46_3800"
     tRNA            complement(3525516..3525596)
                     /locus_tag="DJ46_3800"
                     /product="tRNA-Leu"
     gene            complement(3525619..3525694)
                     /locus_tag="DJ46_3801"
     tRNA            complement(3525619..3525694)
                     /locus_tag="DJ46_3801"
                     /product="tRNA-His"
     gene            complement(3525704..3525779)
                     /locus_tag="DJ46_3802"
     tRNA            complement(3525704..3525779)
                     /locus_tag="DJ46_3802"
                     /product="tRNA-Thr"
     gene            complement(3525784..3525859)
                     /locus_tag="DJ46_3803"
     tRNA            complement(3525784..3525859)
                     /locus_tag="DJ46_3803"
                     /product="tRNA-Val"
     gene            complement(3525864..3525976)
                     /locus_tag="DJ46_3804"
     rRNA            complement(3525864..3525976)
                     /locus_tag="DJ46_3804"
                     /product="5S ribosomal RNA"
     gene            complement(3526082..3528999)
                     /locus_tag="DJ46_3805"
     rRNA            complement(3526082..3528999)
                     /locus_tag="DJ46_3805"
                     /product="23S ribosomal RNA"
     gene            complement(3529154..3530692)
                     /locus_tag="DJ46_3808"
     rRNA            complement(3529154..3530692)
                     /locus_tag="DJ46_3808"
                     /product="16S ribosomal RNA"
     gene            3531105..3531785
                     /gene="sapB"
                     /locus_tag="DJ46_3809"
     CDS             3531105..3531785
                     /gene="sapB"
                     /locus_tag="DJ46_3809"
                     /codon_start=1
                     /transl_table=11
                     /product="protein SapB"
                     /protein_id="AIK65599.1"
                     /translation="MDYTDLLIKLGLSAILGFAIGLERELKRKPLGLKTCLVISIISC
                     LLTIVSIKAAYNLPHTDHMNMDPLRLAAQIVSGIGFLGAGVILRRGNDSIAGLTTAAM
                     IWGASGIGIAVGAGFYIEAIFGMCFLMISVELIPLTMKFVGPRSFRQRDIVVKLVVRK
                     MDNIPVVIEEIKEMDIKVKNMKLKTLENGSHYLHLKLCIDQKRHTADVYYSLQHLESV
                     QQTEVESM"
     gene            3531881..3532876
                     /locus_tag="DJ46_3811"
     CDS             3531881..3532876
                     /locus_tag="DJ46_3811"
                     /codon_start=1
                     /transl_table=11
                     /product="trkA-N domain protein"
                     /protein_id="AIK64568.1"
                     /translation="MKSRPKLVDAFRDSIIFRLICFIVVLTAFSGFLIHILEPSHFTT
                     WFDGIWWSIVTIFTVGYGDFAPHTLIGKLIGMGIILFGTGFCSYYMVLFATDMINKQY
                     MKVKGEEAATSNGHMIIVGWNERAKHVVKQMHILQPNLDIVLIDETLSLLPKPFHHLE
                     FIKGCPHHDQTLLKANITTAHTILITADKEKNESLADTQSILNILTAKGLNPNIHCIA
                     ELLTSEQIQNATRAGASEIIEGNKLTSYVFTASLLFPSISGVLFSLYNEISDNKLQLM
                     ELPSSCTGQTFANCSYTLLKQNILLLGIKRDEQYMINPVHSFVLIQSDILIVIHH"
     gene            complement(3532863..3533276)
                     /locus_tag="DJ46_3810"
     CDS             complement(3532863..3533276)
                     /locus_tag="DJ46_3810"
                     /codon_start=1
                     /transl_table=11
                     /product="yugN-like family protein"
                     /protein_id="AIK62969.1"
                     /translation="MIPIQSNLEGRTYALYKLEEIIKPLGYSIGGNWDYEKGCFDYKI
                     DEEDGYQFLRVPFTAVDGELDVPGVVVRLGTPYILSHVYQDELDDHVNTLTAGTSGMD
                     QFAEPKDPDGDVKRKYVNIGKVLIQELEKHFTNGE"
     gene            complement(3533384..3534736)
                     /gene="pgi"
                     /locus_tag="DJ46_3812"
     CDS             complement(3533384..3534736)
                     /gene="pgi"
                     /locus_tag="DJ46_3812"
                     /EC_number="5.3.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-6-phosphate isomerase"
                     /protein_id="AIK64367.1"
                     /translation="MSTHVTFDYSKALSFIGEHEITYLRDAVKVTHHAIHEKTGAGND
                     FLGWVDLPLQYDKEEFARIQKCAEKIKNDSDILLVVGIGGSYLGARAAIEMLNHSFYN
                     TLSKEQRKTPQVLFVGQNISSTYMKDLMDVLEGKDFSINVISKSGTTTEPALAFRIFR
                     KLLEEKYGKEEARKRIYATTDKARGALKTLADNEGYETFVIPDDVGGRFSVLTPVGLL
                     PIAVSGLNIEEMMKGAAAGRDDFGTSELEENPAYQYAVVRNALYNKGKTIEMLINYEP
                     ALQYFAEWWKQLFGESEGKDQKGIFPSSANFSTDLHSLGQYVQEGRRDLFETVLKVGK
                     STHELTIESEENDLDGLNYLAGETVDFVNTKAYEGTLLAHSDGGVPNLIVNIPELNEY
                     TFGYLVYFFEKACAMSGYLLGVNPFDQPGVEAYKKNMFALLGKPGFEELKAELEERLK
                     "
     gene            3535011..3535244
                     /locus_tag="DJ46_3813"
     CDS             3535011..3535244
                     /locus_tag="DJ46_3813"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65267.1"
                     /translation="MSTLQRIALVFTVIGAVNWGLIGFFQFDLVAAIFGGQNSALSRI
                     IYGIVGISGLINLGLLFKPSENLGTHPETNEIR"
     gene            complement(3535357..3535701)
                     /gene="yugI"
                     /locus_tag="DJ46_3814"
     CDS             complement(3535357..3535701)
                     /gene="yugI"
                     /locus_tag="DJ46_3814"
                     /codon_start=1
                     /transl_table=11
                     /product="general stress protein 13"
                     /protein_id="AIK61222.1"
                     /translation="MSEQYTTGVVVTGKVTGIQDYGAFVALDAETQGLVHISEITNGY
                     VKDIHDFLKVGDTVEVKVLSIDEEHRKMSLSLKAAKRKQGRILIPNPSENGFNTLREK
                     LTEWIEESELTK"
     gene            complement(3535955..3537145)
                     /locus_tag="DJ46_3815"
     CDS             complement(3535955..3537145)
                     /locus_tag="DJ46_3815"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK66160.1"
                     /translation="MKQFELSRAAESLQPSGIRKFFDLAANMKGVISLGVGEPDFVTP
                     WNVRQACIRSIEQGYTSYTANAGLLELRQEIAKYLKKQFAVSYDPNDEIIVTVGASQA
                     LDVAMRAIINPDDEVLIIEPSFVSYAPLVTLAGGVPVPVATTLENEFKVQPEQIEAAI
                     TAKTKAILLCSPNNPTGAMLNKSELEEIAVIVEKYNLIVLSDEIYAELVYDEAYTSFA
                     SIKNMREHTILISGFSKGFAMTGWRLGMIAAPVYFSELMLKIHQYSMMCAPTMSQFAA
                     LEALRAGNDEVIRMRDSYKKRRNFMTTSFNEMGLTCHVPGGAFYVFPSISSTGLSSAE
                     FAEQLLLEEKVAVVPGSVFGESGEGFIRCSYATSLEQLMEAMKRMERFVENKKRTKHN
                     TFCP"
     gene            complement(3537142..3537636)
                     /locus_tag="DJ46_3816"
     CDS             complement(3537142..3537636)
                     /locus_tag="DJ46_3816"
                     /codon_start=1
                     /transl_table=11
                     /product="asnC family protein"
                     /protein_id="AIK64096.1"
                     /translation="MTEKELELLACLEKSSRLSVDTLAKLLNIEVEEVKKMVEKLEAE
                     KIIVDYVTHIDWTKVKEHTGLTAMIDVKVTPKHGVGFDAVAEQIYRYSEVKSVYLMSG
                     TYDLSITLEGKTMGEVAMFVSEKLATIESVVSTTTHFILKKYKHEGIIYEKNDDDKRI
                     VVTP"
     gene            3537757..3538749
                     /locus_tag="DJ46_3817"
     CDS             3537757..3538749
                     /locus_tag="DJ46_3817"
                     /codon_start=1
                     /transl_table=11
                     /product="D-isomer specific 2-hydroxyacid dehydrogenase,
                     NAD binding domain protein"
                     /protein_id="AIK61727.1"
                     /translation="MRDKAKGDGTVKPKVYIAEPVPTFVENYLSEHCDYEKWEQNEKV
                     PRDVLLEKIQDKDGLLNFGSAINEELLEAAPNLKVVSNISVGYDNFDLQAMAKHNVIG
                     TNTPYVLDDTVADLVFALMLSAGRRVCELDSYVKNGEWNAEIGKEHFGLDVHHSTIGI
                     IGMGRIGEAVAKRAKFGFDMDVLYYNRRRKEEAEQKFDATYCDLQTLLKQSDFIVLLT
                     PLTDETYHLIGEKEFSFMKETAIFINASRGKTVDEEALIDALTEKKIFAAGIDTFTQE
                     PIQKDNPLLSLQNVVTLPHIGSATLKTRQQMAMTAAENLVAGLQGKTPPNIVRG"
     gene            3538859..3539698
                     /locus_tag="DJ46_3818"
     CDS             3538859..3539698
                     /locus_tag="DJ46_3818"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase/Carboxylesterase family protein"
                     /protein_id="AIK61989.1"
                     /translation="MNHEYTCPYFTFSTRGTTIHYELYEHDNKTERPTFVLVHGFLSS
                     SFSYRRLIPLLSKEGTVIALDLPPFGKSDKSHLFKYSYHNLATIIIDLIEHLSLSNIV
                     LVGHSMGGQISLYVNRIRPELISKTILLCSSSYLARANLPLMYSSYLPFFHLYVKNWI
                     IRRGIVHNLMNVVHDHSLIDDEMKEGYSAPFYDNRIFPALTRMIRDREGDLSSTELQK
                     IETPTLLIWGEKDRVVPVHVGHRLHKDLPNSKFISYENTGHLLPEEKPEHVYEEIIAF
                     SAQ"
     gene            complement(3539728..3539979)
                     /locus_tag="DJ46_3819"
     CDS             complement(3539728..3539979)
                     /locus_tag="DJ46_3819"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62690.1"
                     /translation="MGTYEKMIEVVKNWDPFQMGPEFYETEASDVVNVASVFDDPKYI
                     AKKIQHIYFMSFEEVPALEKCEKLAVELLVIKEGGSCSL"
     gene            3540097..3541248
                     /gene="patB"
                     /locus_tag="DJ46_3820"
     CDS             3540097..3541248
                     /gene="patB"
                     /locus_tag="DJ46_3820"
                     /EC_number="4.4.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine beta-lyase PatB"
                     /protein_id="AIK61797.1"
                     /translation="MQLFHKTVNRRGTHSIKWDTYKNEELIHAWIADMDFEVPQPIQT
                     ALKKRIEHPIFGYTLPPENIGDIICNWTKKQYNWDIQKEWIVFSAGIVPALSTSIQAF
                     TKENESVLVQPPIYPPFFEMVTTNNRQLCVSPLQKQNDTYAIDFEHLEKQFQQGVKLM
                     LLCSPHNPIGRVWKKEELTKLGSLCTKYNVIVVADEIHSDIIYADHTHTPFASLSEEL
                     AARTITCMAPSKTFNIAGLQASIIIIPNEKLRQAFTSIQYRQGFHGLNIFAYTAMQSA
                     YTECNDWLNEIRFYIEDNAKFACEYIKDHIPTLSVMKPEGSFLLWIDCSALNLSQDER
                     TKLLEEKGKIIVEPGEKYGLGGEEHIGINIGCPRSVLEEILNRLRHTFS"
     gene            complement(3541433..3541972)
                     /locus_tag="DJ46_3821"
     CDS             complement(3541433..3541972)
                     /locus_tag="DJ46_3821"
                     /codon_start=1
                     /transl_table=11
                     /product="copper/zinc superoxide dismutase family protein"
                     /protein_id="AIK64085.1"
                     /translation="MKKRLFFSCCLLFLMAGCDQGKPKEIDVKLHNASGDEVGTAKVT
                     QQTSGVKITIKGEGFAPGPHGLHVHEIGECKAPRFESAGNHFNPDDKKHGLLNPKGAE
                     NGDLPNVIADGSGKIKAEIDAPHITLEEGKTTIHRKDGASIIITENADDGMTQPTGKS
                     GDRIACGVIVKKASDMKKK"
     gene            complement(3542041..3542217)
                     /locus_tag="DJ46_3822"
     CDS             complement(3542041..3542217)
                     /locus_tag="DJ46_3822"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61314.1"
                     /translation="MMPLYFPEDKTEYIIPGIVCVLFIIGAIATWRMFIRVSKREAER
                     LQKVEEKLLAEKKQ"
     gene            3542383..3542766
                     /gene="kapB"
                     /locus_tag="DJ46_3823"
     CDS             3542383..3542766
                     /gene="kapB"
                     /locus_tag="DJ46_3823"
                     /codon_start=1
                     /transl_table=11
                     /product="kinase-associated lipoprotein B"
                     /protein_id="AIK66336.1"
                     /translation="MRETFEIGEIVTGIYKTGKYIGEVTNSRPGSYVVKVLAVLKHPV
                     QGDLHNVKQADVPFFHERRALAFREQTNIPEQMVKKYEGEIPDYTDSLKLALETQMNS
                     FAEDDSPFAVRSLETLEQLKKDYKL"
     gene            complement(3542808..3543119)
                     /locus_tag="DJ46_3824"
     CDS             complement(3542808..3543119)
                     /locus_tag="DJ46_3824"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease family protein"
                     /protein_id="AIK65379.1"
                     /translation="MKVLKHNCEKAGVDFPFLGQCRDLSLEYKKFFGERNQTGLWKAI
                     EAYGKVGTGKHHCALDDAMTTYNIFKLVEKDKEYLVKPAPPTLGELVDFSKVLKKVST
                     Q"
     gene            3543720..3545045
                     /locus_tag="DJ46_3825"
     CDS             3543720..3545045
                     /locus_tag="DJ46_3825"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate transporter family protein"
                     /protein_id="AIK63599.1"
                     /translation="MHETTQELVNWQYYFAIAVFLITYAIIISEKINRAVIALLGAAL
                     MVIMGVVDLHNAFTKHIEWGTITLLIGMMILVNITSKSGVFQYVAIKAAKGAQGNPIK
                     ILISLSLLTALGSAFLDNVTTVLLVVPVTLSITRILQVNPVPYLLSEIIFSNIGGTAT
                     LIGDPPNIMIGSANKHLDFNAFLINLAPIVIIIIAVTAVILYFMYRKQLIADPVQVKK
                     LMSLDEKQYIKDPVLMKKSLTVLGLTIVGFMTHSIFHIDAAIIALTGATVLMLIAVKE
                     HEFEEVFASVEWVTIFFFAGLFVLVGGLIDIGLIKMLAQKVIGITGGDISYASILILW
                     VSGIASATIDNIPFVATMIPLINDMAVGLGLSPSDAQIDVLWWALALGACLGGNGTLI
                     GASANVIVAGIASREGHKFSYMDFLKVGFPIMIVSLIISHIYIYLRYLM"
     gene            complement(3545104..3545571)
                     /locus_tag="DJ46_3826"
     CDS             complement(3545104..3545571)
                     /locus_tag="DJ46_3826"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62613.1"
                     /translation="MEDQGLLAGFFALSFAFILVILIWAVIAYLLTAFALYTMAKNDG
                     ATDGVLAFIPFLNSKIWGDLAKDKLPDFLKEEAGWKVFGIYVACFIFNFVPILYLIAT
                     AVSIVLSIYLIYAILDRYGTNSILFTIIHVITFSVFLPIHLFIIRNEPVRYNE"
     gene            3545690..3546403
                     /locus_tag="DJ46_3827"
     CDS             3545690..3546403
                     /locus_tag="DJ46_3827"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63383.1"
                     /translation="MHPFVKALQEHFTANQNPEKAEPMARYMKNHFPFLGIQTPERRQ
                     LLKDVIQIHTLPDPKDFQIIVRELWDLPEREFQAAALDMMQKYKKHINETHIPFLEEL
                     IVTKSWWDTVDSIVPTFLGNIFLKHPELISAYIPKWIASDNIWLQRAAILFQLKYKQK
                     MDEELLFWVIGQLHSSKEFFIQKAIGWVLREYAKTKPDVVWEYVQNNELAPLSKREAI
                     KHIKENYGITNEKIGETLS"
     gene            3546751..3548127
                     /gene="glyS"
                     /locus_tag="DJ46_3828"
     CDS             3546751..3548127
                     /gene="glyS"
                     /locus_tag="DJ46_3828"
                     /EC_number="6.1.1.14"
                     /note="glyS_dimeric: glycine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine--tRNA ligase"
                     /protein_id="AIK64267.1"
                     /translation="MYSMEQVVNLAKHRGFVFPGSEIYGGLANTWDYGPLGIELKNNV
                     KKAWWKKFIQESPYNVGLDAAILMNPKTWIASGHVGNFNDPMIDCKKCKARHRADKLI
                     EDALDAKGIEMVVDGLTFDQMADLMKEHEVKCPDCGSEEFTEIRQFNLMFKTFQGVTE
                     SSTNEIFLRPETAQGIFVNFKNVQRSMRKKLPFGIGQIGKSFRNEITPGNFTFRTREF
                     EQMELEFFCKPGEDLEWFAFWRETCKNWLLSLGMTEESMRLRDHGEEELSHYSNATTD
                     IEFKFPFGWGELWGVASRTDFDLKRHMEHSNEDFNYIDPQTNERYVPYCIEPSLGADR
                     VTLAFLCDAYEEEQLENDSRTVLRFHPALAPYKAAILPLSKKLSEGATEVFAELAKDF
                     MVDFDETGSIGKRYRRQDEIGTPFCITYDFDSVEDKAVTVRDRDTMEQVRMPISELKG
                     FLEKKIQF"
     gene            complement(3548165..3548548)
                     /locus_tag="DJ46_3829"
     CDS             complement(3548165..3548548)
                     /locus_tag="DJ46_3829"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64059.1"
                     /translation="MAKTLMDSLGIELLEMTEDKVVATMPVDERTHQPFGFLHGGASL
                     ALAETVASVGSYNLIDQEKCICFGLEINANHIRSKKDGMVTAIGTPIHRGHSTMVWDV
                     RIIDENDDLLCISRCTVAIKEKREK"
     gene            3548644..3549387
                     /locus_tag="DJ46_3830"
     CDS             3548644..3549387
                     /locus_tag="DJ46_3830"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65757.1"
                     /translation="MKQKFFILSLMFSLLTIVPNCALAAKASNLTIDVQTVTQKGKKP
                     YIEYQINRPSFHNFSDSKFQNKLNFYYKKSTDKFKTRLEKDAKKYYKETEGSSTPFHP
                     YVANVDYKVSLNKPPLLSLYLNYYQYTGGAHGLYTWKANTFDLKEKKLLHLDDLFQQE
                     DKYKEVIRAEIVRKIKQNEGIYFPDATEKVMSTKKFHFFLEPNNLVIYFPLYEIAPYS
                     SGIPQFRIPYTLLREYLKPSYQNILIDNK"
     gene            3549438..3550031
                     /locus_tag="DJ46_3831"
     CDS             3549438..3550031
                     /locus_tag="DJ46_3831"
                     /codon_start=1
                     /transl_table=11
                     /product="bioY family protein"
                     /protein_id="AIK65031.1"
                     /translation="MRRFHVLDLALAAMFVALMAIGANIVSWAPFLQVAGIPLSMQPF
                     FAILAGLLLGSRLGALSMTVYMLVGVAGAPIFANFKAGFGALLDPTGGFIIAFIIVAY
                     VSGKLVEQKEKPTFSTFAIASFTGIILTYIIGTTYMYGAVNLFMGGNMSYKAAWMIMM
                     WFAVKDIVFTIIGAIIAPRIYYAVRRSAYQHSHSTIS"
     gene            3550179..3551015
                     /locus_tag="DJ46_3832"
     CDS             3550179..3551015
                     /locus_tag="DJ46_3832"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64166.1"
                     /translation="MNLSKNTLIKVSVGVLSLFFILGMSIGYKLYGNSELGMSYTFGN
                     GLAFFFLILTIVSLCAALIFIVIGLIKKVKKLPAKKSVATSIILFVTSIISIIVLLFT
                     ITKVTNMEEEYQVLQAQKKKEASYLVAAASFYNNINTFNYAASYVLSEYSTTWSNAID
                     KRQDFNNALSSKRTEIDGMITTVDTFYSTMGNDLKLVSEAAKEQPNKYKETYEEYKKI
                     YGIITALNEQAQSPSGSLISFNQNVNALIQEYKKAAGNINIAITDEIKSKANELKPTD
                     KN"
     gene            complement(3551121..3552008)
                     /gene="galU"
                     /locus_tag="DJ46_3833"
     CDS             complement(3551121..3552008)
                     /gene="galU"
                     /locus_tag="DJ46_3833"
                     /EC_number="2.7.7.9"
                     /note="galU: UTP-glucose-1-phosphate uridylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="UTP-glucose-1-phosphate uridylyltransferase"
                     /protein_id="AIK66101.1"
                     /translation="MKRVRKAIIPAAGLGTRFLPATKAMPKEMLPIVDKPTIQYIVEE
                     AVKSGIEDIIIVTGKTKRSIEDHFDNAFELEQNLLEKKKYELLEKVQASSKMVDIHYI
                     RQKEPKGLGHAVWCARKFIGDEPFAVLLGDDIVQAEKPCLRQLIEEYDKTLSSVIGVQ
                     TVPEDETHRYGIIDPLEQEGRRYQVRNFVEKPAAGTAPSNLAIMGRYVLTPEIFMFLE
                     QQHVGAGGEIQLTDAIQSLNEIQRVFAYDFEGKRYDVGEKLGFVQTTIEMALQHPELR
                     DDMVTMMKKILEEQTNQES"
     gene            complement(3552117..3553841)
                     /gene="pgcA"
                     /locus_tag="DJ46_3834"
     CDS             complement(3552117..3553841)
                     /gene="pgcA"
                     /locus_tag="DJ46_3834"
                     /EC_number="5.4.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucomutase"
                     /protein_id="AIK64556.1"
                     /translation="MNWKQEFSRWLSYAELDAELKEQLENMKQDEKKIEDSFYKNLEF
                     GTGGMRGELGAGTNRLNVYTVRKATQGLAKFIEKLGEEAKKRGVVVAYDSRHKSPEFA
                     MEVAATLGAHGITTYVFESLRPTPVLSFAVRHLHTVSGIVLTASHNPPEYNGYKVYGE
                     DGGQLPPKEADELISYVNAVEDELTVEVADVEQLKADGLLHMIGQEVDDAYAAELNNV
                     IINKEMVQKVGKDLKIVFTPLHGTSNLSVRRGLAEVGFTDVTVVKEQELPDPNFSTVK
                     SPNPEEHAAFEYAIRDGEKVGADVLIATDPDADRLGVAVRNHDGEFQVLTGNQTGALM
                     LDYLLSQKKENGTLPENGVVLKTIVTSEIGRTIAKAYGLDTVDTLTGFKFIGEKIKQY
                     EESGQYEFQFGYEESYGYLIRPFCRDKDAVQSVLFACEVAAYYKSQGKTLYDGLLEVF
                     EKYGFFREDLVSLTLKGKDGAEQIQEMMATFRENPPKEVAGLTVVAVEDYKASIITSL
                     QDGHKEEIHLPKSNVLKYQLEDGSWFCLRPSGTEPKIKFYFGVQDNSLQNSEQKLLTI
                     KEDIMNRL"
     gene            3553985..3554590
                     /locus_tag="DJ46_3835"
     CDS             3553985..3554590
                     /locus_tag="DJ46_3835"
                     /codon_start=1
                     /transl_table=11
                     /product="disA bacterial checkpoint controller
                     nucleotide-binding family protein"
                     /protein_id="AIK63039.1"
                     /translation="MQEWGLSEELKIQTKQMIEIAEKELSIMRQAIDKEDECILCKME
                     DIHHMLANVQTLAATYYIQAYLSPYTESSQFITTAVQHLSARKHGALIVVERNETLES
                     CIQTGTTLNAHLTAPLLESIFYPGNPLHDGAVLVKNNHIVSAANILPLTRSTEVDPEL
                     GTRHRAAIGLSEKSDALILVVSEETGRTSFALNGTLYTISL"
     gene            complement(3554673..3556157)
                     /locus_tag="DJ46_3836"
     CDS             complement(3554673..3556157)
                     /locus_tag="DJ46_3836"
                     /note="cytosol aminopeptidase family, N-terminal domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63962.1"
                     /translation="MFQVQKELASHEAVVVALFEEEKTSSFVQELDKAFEGQLQVLLE
                     EKELSTKKKAISKVHSLGKTDVKRYYFVGLGKKESYTTETLRSALGKTFKTLQAAKVQ
                     DAAILLDSFVTEKLDAIDVAHIAAEVQGLGTYELQTYKSDKKDRVELEKFTAITAEDA
                     QEIEAALTVGYVHGRATNSARTLVNMPPNVLTATKLAEYAVELAEKYDMDYKVLEKEE
                     MEELGMGALLAVNQGSVEPPKMIALIYKGKEEWTDVIGFVGKGITYDTGGYSLKPREG
                     MVGMKGDMGGAAAVLGAMEIIGELRPEQNVIAVIPSTDNVVSGTAFKPDDVITSMSGK
                     TIEVLNTDAEGRLALADGITYAKKLGANYLIDVATLTGGVIVALGNHTTGAMTNNEEL
                     FEQVLEASMETDESIWQLPIFDRDKERVRNSKFADLNNSPGREGHAVMAGTFIGEFAE
                     DTPWVHLDIAGTSESSGAHDLGPAGATGAMVRTLATLVERFGEE"
     gene            complement(3556304..3556930)
                     /locus_tag="DJ46_3837"
     CDS             complement(3556304..3556930)
                     /locus_tag="DJ46_3837"
                     /codon_start=1
                     /transl_table=11
                     /product="3D domain protein"
                     /protein_id="AIK65320.1"
                     /translation="MLKRYCIRIMMTCLLAIALCVTWNAFTGVSLLEIVQKYEGTSAK
                     EVHAAEVKRNVAPSKEVINALEQANDWSKYRSIEMTATGYTSGIESTGKRPGHPEYGI
                     TYSGVKAKRDLYSTIAADLRVFPIGTILFVPGYGYGVVADKGGAIKGNRLDLYYDTVK
                     DVYSQWGKKKVNVYVVKIGNGKFSEEELTMLNQDETMQVFRGQYLKQR"
     gene            complement(3557017..3557334)
                     /locus_tag="DJ46_3838"
     CDS             complement(3557017..3557334)
                     /locus_tag="DJ46_3838"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane family protein"
                     /protein_id="AIK61401.1"
                     /translation="MSIPVLLISMMLFFILFFGIGFLLNMILRATWVMVIVYPIVCIL
                     IINKASVWDYFSKPKETFSSFGTSVSHLGQADVFILSTGLVGAALAGIVIKKLRKSGY
                     QMF"
     gene            complement(3557331..3557837)
                     /locus_tag="DJ46_3839"
     CDS             complement(3557331..3557837)
                     /locus_tag="DJ46_3839"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK63842.1"
                     /translation="MEKRGKVWLAVSGLVATKDGRWLFVKKKYSGLKGKWSLPAGFVN
                     EGETIDEAVKREVLEETGIVAHVKGIIGVRSGVIHNEISDNMIIFLLEPEGENIIVQE
                     KELSEVAFLHPDTIADDPNTSVLITYLLERKSELHLEMDKTLNPGEQFGYTAYHVFTA
                     HTKEREKE"
     gene            complement(3557961..3559169)
                     /locus_tag="DJ46_3840"
     CDS             complement(3557961..3559169)
                     /locus_tag="DJ46_3840"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD dependent oxidoreductase family protein"
                     /protein_id="AIK65876.1"
                     /translation="MKTPKIVVLGAGYGGMITTVRLQKALSVNEAEITLVNNNSYHYQ
                     ATWLHESAAGTLQDEKICLDIQDVIDTNKVNFVQDTVVEIKAAEKRIILKDGELEYDY
                     LVIGLGFESETFGITGLKEHAFSIANINATRQIREHMEASFAKYATEKRDELVTIVVG
                     GAGFTGIEYVGELANRVPELCKEYNVPREKARIICVEAAPTALPGFDPALVEYAVKQL
                     EKKGVEFRIGTAIKEATEEGIIVANGDDTELIKSETVVWAAGVRGNGIVEESGFEAMR
                     GRVKVDEYMHAPGYEDVFMVGDAALIINEEINRPYPPTAQIAIQQGYNIAHNLTVLVR
                     GKGEMKKFVFDNKGSVCSLGHDDAMGVVMGKKLTGWKASFMKKVIDNRYLFLLGGPLL
                     VLKKGKLKFF"
     gene            3559632..3560621
                     /gene="yumC"
                     /locus_tag="DJ46_3841"
     CDS             3559632..3560621
                     /gene="yumC"
                     /locus_tag="DJ46_3841"
                     /EC_number="1.18.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="ferredoxin--NADP reductase 2"
                     /protein_id="AIK64554.1"
                     /translation="MAENQKVYDITIIGGGPTGLFTAFYGGMRQASVKIIESLPQLGG
                     QLSALYPEKYIYDVAGFPKVRAQELVDNLKEQMKKFDPTVCLEEAVDTLEKQADGIFK
                     LVTNKQTHYSKSVIITAGNGAFQPRRLELEGTAKYEKKNLHYFVDDMNKFAGKRVVVF
                     GGGDSAVDWTMMLEPIADKVTIVHRRDKFRAHEHSVESLMNSRAEVSTPYVPVELIGD
                     DKIEQVVLQHVKTEEKIIIDVDDVIVNYGFVSSLGPIKNWGLDIQKNSILVNSKMETN
                     IPGIYAAGDICTYEGKVKLIACGFGEAPTAVNNAKAYFDPNAKLQPMHSSSMF"
     gene            complement(3560740..3566817)
                     /locus_tag="DJ46_3842"
     CDS             complement(3560740..3566817)
                     /locus_tag="DJ46_3842"
                     /note="rrgB_K2N_iso_D2: fimbrial isopeptide formation D2
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial isopeptide formation D2 domain protein"
                     /protein_id="AIK64171.1"
                     /translation="MKKSLKCFNVVTIIALLLSITLPSPSAFAEIHKKSWDELQGNDV
                     RIKAEQVNAEIYRGEVAEREHVFQYTIENTGDTPIQELVLKQNNENEITFLSQSMKVN
                     GEKLPENKVADFYVEEKDKGGKLLSSNLKIRDLKSHEKMTVLIKASRTQHFNKEYKQK
                     ISVQKDQVQIGSMSFNVEGIPSEDKVEANADDEADSSKEEVGPSPDSTPKKITEKLKV
                     SVEDTNNPTSNTELVKQPVTEAEKQPEKEAAKQSNAEVQAASENASKVQIQVGDKQGF
                     GDPLYSTITAGDLVQTGNVTLGLTDNHYTRQSVGGKTNKKAVDVDNDDTTFNSSTGAF
                     PNIPAGSKVKKAYLFWTAAMGAPSDARIDYRVSDEDVRQPIKMKMGNKQYAEVSADSI
                     RKADYLPYIANHYSSGAGYVAYADVTNVIEKQGISQTVTVANVPQIKFEKGSGYYWGN
                     WNLILVYENYKETVKDMKIWEGLVSQKSTAWANISVNKINTPKEGAFKAKFSYFSSQG
                     DPAENDIYAYDYGEYDFGLGYQKLKNINSKENDVNDSSMTEVQVDGTNEFVTKKYPGY
                     NPDWTNSFSTDIHTYHLEGPNQVKNDLKEAKMRFRANGATGDIYVLNNATFVTEHNAP
                     NLQVDKKALDSAGKEIKEVKAGEEITYKIEVKNDTKNNQAPVSNVKGFDKLDDRLEYV
                     PGSIQYVTGSNAGQKTDDASDDEAEFVNNQIDFRIGEGADAKDGGVLKPGESAVLTFK
                     VKVKESIKSNTTVKNVVAVKGQDSAEIKYESEDDANVTVTIPKEVPGEIEARKIASNK
                     SPKLGDEVEYRITFKNKVKDGRLDVLTIEDQLPSSLEFVKDSLKAEGVQPEPVELKFE
                     NGKIIAKYPAITDMEERSIVFKTKVKENAEIGKEITNKATVSDKTTSTKNIEEKITPQ
                     HKAGKIDAKKKATNKKPKLGEEFEYQISFNNTVENGKLEAVTIEDEIPANLEFVQGSE
                     RAEGAGPSPVELKVENGKVIAKYPAITDTKERSIIFKVKVKEEAKAGETIVNKAVVSD
                     PNGQSEHPEEKVTPDYKDGKVDVDKSVTNQTPKLGEEVEYRITFHNTVENGKLEKVLV
                     EDTLPAGVEYVKDSLKAEGIKPEPVELKMENGKIIAKYPEITDMEKRSIVFKVKVKDS
                     AKVGEAIVNKAIAKDPKNEPVESDVVITPQSKKGEIAATKVVNNKKPKLGEEIEYRIS
                     FHNMVENGKLAEVRVEDTIPKGLEYVENSIKAEGEAPSPVELTVEAGVIKAKYIDITD
                     TKERSIVFKVKVKEEVEVGKEIVNKAIVDDTKHQPIEPEERITPQHKDGIINAAKIVD
                     NPSPKLGEEVEYRISFKNTVENGKLEKVKIEDTIPNGLEYVKGSEKAEGDKPAPVKLH
                     VKDGKVIAEYENITDTKERSIVFKVKVKEEAEIGKEIVNQAIVDDTKDSKKPEAKITP
                     LHKDGKIKAKKSVNNETPKLGEEVEYRISFKNTVENGKLAEVKIEDTLPEGVEYVENS
                     LKAEGAGPNPVELKMENGKVLAKYPEITDIEERSITFKVKVKEEVKVGEKIVNKAIVD
                     DTKHDPINPKAEITPQYKDGKIEAEKVVNNPSPKLEEEVEYRISFKNTVEHGKLAEVI
                     IEDDLPNGLEYVKGSLQAEGSKPNPVELKFENGKVLAKYPEITDTKERSITFKVKVKG
                     NVSDTKHPPETPKAEITPQHKDGKLEAKKVVNNLLPKLGEEVEYRISFKNTVENGKVA
                     EVKVEDEIPAGLEYVQDSLRFEGAEPNPVELKVEFGKVIAKYLDISDRKERSIIFKAK
                     VKETVETGEKIVNKAIVGDTINQPEEPVVSITPQYKDGMLKAEKEVSNKEPKLGEVVE
                     YRISFKNTVENGKLAEVKIEDQLPDGLEYVKDSVKAKGAIEVKVENGKLTAKYENIID
                     TKERNITFKVKVKEKAGEEIVNRAIVDDGINQPLEPTVSIKPKEPEVKPEDPKEPEVK
                     PEDPKEPEVKLEKPEVRLEKLIKEPQVKVERELPKTGAASPWMVSVGAGISFLVGGVL
                     FVLGRRRKQ"
     gene            3567261..3567740
                     /locus_tag="DJ46_3843"
     CDS             3567261..3567740
                     /locus_tag="DJ46_3843"
                     /codon_start=1
                     /transl_table=11
                     /product="gyrI-like small molecule binding domain protein"
                     /protein_id="AIK64286.1"
                     /translation="MINEPIIVKKEAFQAIGISITTTNEKEASTEGKIPGLWNRYFQE
                     QIMHHIPNQQTKETFAFYSNYESDETGTYTFTIGMPVSSLEDVPETMTTLIIPAATYA
                     VFTTRKGPVAEVVCEAWEYIWKWSKENKRAFTIDFELYDERALDPTNVQLDIYIALA"
     gene            3567916..3569163
                     /locus_tag="DJ46_3844"
     CDS             3567916..3569163
                     /locus_tag="DJ46_3844"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK61698.1"
                     /translation="MEELQQNKSALEGSGKPLLKNTNFLFLWAATLFSSFALAFFTFS
                     QTWYIAKTLNLEASLGVVFVALSVPRLIFMIIGGAVADKFPKKNIMFYSNIIRAILVA
                     TILTWFIVGDVTLYTFALFALFFGLADAFFWSADGSILPELVEKSRLTQANSLTQMTN
                     QASVILGPVLGGILIKFTNYETIFSITILLLIVAAILVQKIQFTMPEQQNTDKGMFTS
                     IKEGILYVKESPFLSTFLICSAFLNLFLIGPMQVGFPLFVKNVLHGDSLQFSYLEASV
                     GGGMAIGAVIVGLKNINRRRGLFCIIMMLLSGVFFLSINFSTVLWQALLAGMFYGITI
                     AMAIVPLMAMIQSTVKEEMMGRVMSLLMLSSMGFIPLSYAFTSIALAIGIPIVTVMKS
                     GAIAVIVFVLFVAIRVPVVRKFD"
     gene            complement(3569174..3570061)
                     /locus_tag="DJ46_3845"
     CDS             complement(3569174..3570061)
                     /locus_tag="DJ46_3845"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK62179.1"
                     /translation="MGSLYNLMKPYSEFRSKEEFNTYQKQVLKCYRFQLNKTDATIIH
                     FLGKYAVNEKQKTVGVACPLMETIATNVGKSIRTVRRSIAKLEELGIIKRVATKERHK
                     RGGYSANLYVFLVSAIDRMDDRIKLSVCESENYAAGCSKNKQKYEGETILSKNIPQIK
                     EKRKGTYELDETYCRHDIPKPFIYALLPMTSNPKKINIFWSKVELAYKKSGLLEQGVL
                     LEQILADEEVCGNFIWRVKSVVRAYKYGEIRKNVKALLYSTVRDLFLEVGLEWGAALR
                     RSKGISLFDPFKKEPCVNA"
     gene            3570141..3570602
                     /locus_tag="DJ46_3846"
     CDS             3570141..3570602
                     /locus_tag="DJ46_3846"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65404.1"
                     /translation="MIVISACLGGIACRYDGNDNLISKIEELLQKEDTVLICPEVLGG
                     LPTPRPSAEIIGGNGDDVLDGKAKVMTKDGEDVTESFVGGAYKALEQIKNLHPEYIIL
                     KERSPSCGSSTIYTGEFNGNKQTGYGVTTALFKRHGFTVISEEDFENQKRN"
     gene            complement(3570631..3570984)
                     /locus_tag="DJ46_3847"
     CDS             complement(3570631..3570984)
                     /locus_tag="DJ46_3847"
                     /note="yxeA_fam: conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65513.1"
                     /translation="MKRYIALFSILVVFASLLVGCDLNRMGKDEYYVQITVDGKEYNG
                     KSDNGEPYKHFEYKLKGFDKDGKEKELEFNAQKNLRKEAFLRVYNSDKKGVTAWEEVK
                     KDELPAKVKEKLGAK"
     gene            3571396..3571959
                     /locus_tag="DJ46_3848"
     CDS             3571396..3571959
                     /locus_tag="DJ46_3848"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK65919.1"
                     /translation="MNPIFLDVPLQIETDRLILRAPLQAGEGNVVHEAIKDSIRELKQ
                     WLSLFQSIPTVEETEILLRNAHIDFLKRESFRYLIYHKETNDFVGTASLHRIDWNVSK
                     CEIGYWVNTQFSGNGYMTETVSALTNLGFQLFTFKRIEIRCEANNTKSRAIPEKLGFE
                     LEGVLRNEDVSADGKHLTDTYIYAKIK"
     gene            complement(3572066..3572419)
                     /locus_tag="DJ46_3849"
     CDS             complement(3572066..3572419)
                     /locus_tag="DJ46_3849"
                     /codon_start=1
                     /transl_table=11
                     /product="iron-sulfur cluster assembly accessory family
                     protein"
                     /protein_id="AIK64784.1"
                     /translation="MIEVTEQAAFQIKDMLKDAEDGEKYVRLAVHGGGCSGLSYGLGF
                     EVEPKEDDTVLEFFGVEFVIDKESAPIVKGVKIDYKQSMLGGGFTIDNPNAIASCGCG
                     SSFRTATNAGKPEEC"
     gene            complement(3572461..3573327)
                     /gene="dapF"
                     /locus_tag="DJ46_3850"
     CDS             complement(3572461..3573327)
                     /gene="dapF"
                     /locus_tag="DJ46_3850"
                     /EC_number="5.1.1.7"
                     /note="dapF: diaminopimelate epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="diaminopimelate epimerase"
                     /protein_id="AIK62140.1"
                     /translation="MSQFSFTKMHGLGNSYIYVNMFEEQIPEEDLALVAEKVSNINTG
                     IGADGMILICPSDVAPVKMRMFNNDGSEGKSCGNGLRCVAKYAYEHKLVEDTVFTIET
                     LAGIVTAEVTVEEGKVTLAKIDMGAPRLTRAEIPMLGEGETPFIRENFLYNNHRYAFT
                     AVSMGNPHAVIFVDDVEQAPLTTLGPVLETHEMFPERVNVEFIEILNEEEMNFRVWER
                     GSGVTQACGTGACAAVVASILNGKMERGKEITVHLAGGDLMIAWTEEGNVLMKGPAEV
                     ICRGVYEYKIEA"
     gene            complement(3573571..3573810)
                     /locus_tag="DJ46_3851"
     CDS             complement(3573571..3573810)
                     /locus_tag="DJ46_3851"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65872.1"
                     /translation="MIKPLIEFCVGNLASGSQAALEKLEKDPNLDVMEYGCLGYCGIC
                     FEGPFALVNGEVVQGATVEELVNNVYEYLDENPMF"
     gene            3574162..3575232
                     /locus_tag="DJ46_3852"
     CDS             3574162..3575232
                     /locus_tag="DJ46_3852"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridine nucleotide-disulfide oxidoreductase
                     family protein"
                     /protein_id="AIK63725.1"
                     /translation="MKHLVILGGGYGGMRILQRLLPSNQLPDDVQVTLIDKVPYHCFK
                     TEYYALVAGTISETHIRIPFPEHPRLNIQYGTVTNIDLEEKAVHLDGGEAIQYDDLII
                     GLGCEDKYHNVPGAKEYTHSLQSIEQTRKTYEQLNSLEPNATVAVVGAGLSGVEVASE
                     LRESRSDLKIYLFDRKDRILFPYPEKLSRYVEEWFVKHKVTIIRNSNITKVEPNIVYN
                     HDEPLECDAIVWTAGIQANEVVRNLPVEQDGSGRVVLTKYHNIPNNEHVYVVGDCAAL
                     PHAPSAQLAEGQGEQIVQILLKRWHNEPLPDELPVIKLKGVLGSLGKKHGFGLLANQP
                     LMGRVPRLLKSGILWMYKYHNG"
     gene            3575691..3576350
                     /locus_tag="DJ46_3853"
     CDS             3575691..3576350
                     /locus_tag="DJ46_3853"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66121.1"
                     /translation="MFILKDVTYKDILHIPYLQIQKEKITCIIGESGSGKSTLLRMLN
                     DLQSPTSGIIEYNGKLISDYPPIQLRRDVVMLGQTPPIFDGTIKDNLLMGLRLSEKPF
                     PNDDILRSALKTISLEKNLEDNADSLSGGEKQRLAFARIVLMDPPVYLLDEPTSALDS
                     DTERRVMKQFTTLAREKKKTVIFITHSQQLPEEIADDIIEISKANGATRKEVLSVEGR
                     Y"
     gene            3576334..3577131
                     /locus_tag="DJ46_3854"
     CDS             3576334..3577131
                     /locus_tag="DJ46_3854"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64787.1"
                     /translation="MKGVIELQIWQLAAAYIFILILIGLVKLKGIPREKQIALATFRI
                     TIQLVLVAYVLTYVFENSNPFYTIALITSITTFAIFNIYKRVNIPMSKELKQVAALSM
                     VAGSIGPLLLFIFVIIGHDPWYAPQYIVPITGMLVGNAMTGVSLGANTFLNNMKSQRG
                     QIEGALMLGATPKEATAPLIRDAFDSAILPTINSMVGMGIISLPGMMTGQILSGVSPF
                     TAIQYQIAIILGISGSTAFAVIIFLQLGYKTFFNKRCQLKEVDYGGR"
     gene            complement(3577312..3577653)
                     /locus_tag="DJ46_3855"
     CDS             complement(3577312..3577653)
                     /locus_tag="DJ46_3855"
                     /codon_start=1
                     /transl_table=11
                     /product="phnA family protein"
                     /protein_id="AIK64039.1"
                     /translation="MATLPNCPKCNSEYTYEDGVLFVCPECAHEWGQEAEAENNDGAK
                     VVKDANGNVLQDGDAVTVIKDLKVKGTSSVVKIGTKVKSIRLVDGDHDIDCKIDGFGA
                     MKLKSQFVKKA"
     gene            complement(3577889..3578677)
                     /locus_tag="DJ46_3856"
     CDS             complement(3577889..3578677)
                     /locus_tag="DJ46_3856"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66263.1"
                     /translation="MKDTVLQETISPQELHKVVQKNTAYYDFKWGKVENPAQRNTWNW
                     VAFFFPTFWLAYRKMYKLFIILTLLAVPSIVVTPFIDIPDGIYLTCSLVLQLGTMIFT
                     GWQGNRLYYKHAVRVLHKGEDMPDHEKAYYLQSKGNASFAGMVGFQVIVGIVFGGAMF
                     GLSLLPTEPNIKNVVRSSSEGVTLEIMTDNPTWKFVKKEQDYDVIEFTGYDYTEKKNV
                     KIKFAVYFSEDYFEWQEVYENNKKLSEDELEEYQFYIEENGWGF"
     gene            complement(3578985..3580643)
                     /locus_tag="DJ46_3857"
     CDS             complement(3578985..3580643)
                     /locus_tag="DJ46_3857"
                     /codon_start=1
                     /transl_table=11
                     /product="PQQ enzyme repeat family protein"
                     /protein_id="AIK65369.1"
                     /translation="MKKFQIELNKLPTENTGEIVISIDESIVLQEKTDIIAPICQLFD
                     AWGECFKDDGAVIFLDGYEKKVEFKKKDGEFLIINQRGKKLASVNSEQFLRVLFSFLK
                     KEIGQIYMSGVDSFRIKDAYHRILEIEPFLSELINGNNAIMYRTYHSTSGKYELNWNY
                     LKGIEVEPIFTPVLSHDEKSIFYVEENNHKIRKLDSETKEEIWQCHIPLVEDCNCITV
                     NGVTVIWHANRFGENIAKLYAISSSSGEFLWNLEIEGHIIQDVKTTREELPRLLVITQ
                     EGYNVLLDLESGVKVWEKNVRVGGEKLQCHLGPDYYVLAGNPSDEDGEMDVYSNATIA
                     IQLLDASTRWKQTIEECNPNEQVALTNEHFICVAMEVLQKWEYGKEGCNSIFEKALDE
                     AWYSHIASDESKILLTRTEYGYEDISRQIQCYDHKNSQKLYEVNMPSEIELPPFLIGE
                     MMVLSLGEGRICGINIQTGKVLWNNNTLHDITEVLLYKGGEIYIATSNLELIILDATC
                     GEVKDIIKLPKNVVAIDFIVSIEEVNDALFISCVSGNMFEIVES"
     gene            3580730..3581200
                     /locus_tag="DJ46_3858"
     CDS             3580730..3581200
                     /locus_tag="DJ46_3858"
                     /codon_start=1
                     /transl_table=11
                     /product="SMI1 / KNR4 family protein"
                     /protein_id="AIK63747.1"
                     /translation="MKTTIWTEDDYLKLAPINDELIKKAEEVLNVKLPESYINLLKEQ
                     NGGTLRLDAHPTSEPNSWADDHVNISGLYGISFDENESSILESRYLIQEWEMPENLVL
                     LSGDGHTWIALDYRNVAENPPVIFIDNEVEQIIELAPNFESFLQNLTTYNYDEE"
     gene            3581501..3581833
                     /locus_tag="DJ46_3859"
     CDS             3581501..3581833
                     /locus_tag="DJ46_3859"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64925.1"
                     /translation="MHNVSHETIDIPNYLSTIFDWFQTWASYENLAKTNIHSISPLLA
                     VVPILQEKAFLLLTCFSFYNLKQYEQANRYLQQYLHCAVHLNTEEKEPVFFYEIDMYI
                     KKLVESAM"
     gene            complement(3581885..3582553)
                     /locus_tag="DJ46_3860"
     CDS             complement(3581885..3582553)
                     /locus_tag="DJ46_3860"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64349.1"
                     /translation="MSKYKLHIDREQLWKGCVLNSIAHAINVAHAPDFLHESSWDGLN
                     YSMQDSQGGSGTITFHPNYTIVCLQDVNSERMDEWIDAANYFEGAPSEVLEIAKEEAL
                     QYVLEEVEEEAVPFITAAFWIEESGAYSIDSFEEVEEHGGFLLEIPLLDTESAMERLE
                     EEYELTEEQIELVQLVYERKIKNPNEEIMLSKEEVAMIGTGDSEGLKVSKESFEEMNI
                     TWVL"
     gene            complement(3582667..3583344)
                     /locus_tag="DJ46_3861"
     CDS             complement(3582667..3583344)
                     /locus_tag="DJ46_3861"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK61874.1"
                     /translation="MDTELVTYKEKNVQMSMLEVIIMIVIIFGIMYGIGYLNFLYDSS
                     LYPWYVDHLIPPLTFITIILIYAPARNYCLQLLKSIQFNHFKHYVTIVMTMIVLLIYL
                     AVLNLILPTGVSLDEPNRVIEPTKSEILIYVVVLTVFAPVWEELLFRGMFFTKLSQHF
                     STFSSIVISAFIFTLGHPLTLGSVLYILGGGICLAYTYKKTNNLLVPWGIHVLNNSFY
                     LLVNFQL"
     gene            complement(3583443..3584237)
                     /locus_tag="DJ46_3862"
     CDS             complement(3583443..3584237)
                     /locus_tag="DJ46_3862"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotidyltransferase domain protein"
                     /protein_id="AIK63941.1"
                     /translation="MKNGVKHALPTEVQQLMERYTVELKEIFLDEKIVGVYIYGSIAL
                     GAFHAETSDVDFVTVISDSVNKAEKQQLVELHKKLSGSTLGKRMDGMYIPLADLGKYN
                     DELNEYVYCADGKANVGHWDINAVTWWTLKNQGITVIGKEAEDLSFQIRWNDVVNTMK
                     YNVEQYWSGKAKQPYLFFIEEWVESAVVTMGRILYTLDHKTIVSKDRGLQYLLEHSTE
                     EWELLLKEVVRIRQNPKEKRMLSRWRRADMTKRYLLHLIETCREKW"
     gene            complement(3584290..3584598)
                     /locus_tag="DJ46_3863"
     CDS             complement(3584290..3584598)
                     /locus_tag="DJ46_3863"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64467.1"
                     /translation="MVNVQVYGTKVICASCVGMPSSTETFEWLQAAIGRKYEGQENKF
                     NFEYIDFQEEQEDEEKKAFAERVVEEDLFYPVVLVNGEIVGEGNPRLKDVYEEIEKYL
                     "
     gene            3584820..3585041
                     /locus_tag="DJ46_3864"
     CDS             3584820..3585041
                     /locus_tag="DJ46_3864"
                     /codon_start=1
                     /transl_table=11
                     /product="nifU-like domain protein"
                     /protein_id="AIK65199.1"
                     /translation="MQEQVLEVLDKLRPFLLRDGGDVELVDIEEGIVKLRLMGACGSC
                     PSSTITLKAGIERALLEEVPGVIEVEQVF"
     gene            3585476..3585691
                     /locus_tag="DJ46_3865"
     CDS             3585476..3585691
                     /locus_tag="DJ46_3865"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61518.1"
                     /translation="MPKMGNTFLTMQELEKKKEYLLDLSSVIPTWNASYQFLFKEIQQ
                     ELLGKVNEKIEKHQFILNICAEQQVGA"
     gene            complement(3585753..3586754)
                     /gene="yutH"
                     /locus_tag="DJ46_3866"
     CDS             complement(3585753..3586754)
                     /gene="yutH"
                     /locus_tag="DJ46_3866"
                     /note="spore_yutH: spore coat protein YutH"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat protein YutH"
                     /protein_id="AIK61654.1"
                     /translation="MIHHIYEHYHMHVKELIPLGPYKSFWIRNKIYVLVPIGEMEEEV
                     LVEMKKLSDYMNQQGDITVATFVPTIHGYYVSEIEEQNYCLLKGMRALERHAISLGSE
                     LSIFHKRGAFFPEEIEQLSRIGEWKALWEKRLDQLEKFWQSQVMNHPTDVFDQLFIES
                     FPYYLGVAENAIQYVVDTEMDDTPQLTDAATICQERFTPLLWHQTKRLKLPFDWVYDH
                     PTRDIAELIRYMMIEKKKDWEKTIVQFVTDYERNYSLSSFGWRLLFARLLFPLHYFET
                     VERYYQTGNEEQKSIYRDRLEAILHDVNRSEQFMKHFYSSLRLPVDKLGIRKLDWLS"
     gene            3586875..3587366
                     /locus_tag="DJ46_3867"
     CDS             3586875..3587366
                     /locus_tag="DJ46_3867"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62428.1"
                     /translation="MKDSNQLQEKALQLLQERGVTIDDIAELVHFLQKKYHPNLEMSE
                     CRYNVERVLSKREVQNALITGIELDVLAEKGMLSEPLQDIVKRDEGLYGIDEVIALSI
                     VNVYGSIGFTNFGYIDKLKPGILEYLNDKSTGKVHTFLDDIVGGIAAAASSRLAHRAE
                     HSE"
     gene            complement(3587387..3587866)
                     /locus_tag="DJ46_3868"
     CDS             complement(3587387..3587866)
                     /locus_tag="DJ46_3868"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK64989.1"
                     /translation="MDIHKLTIEEANEINTWTYEETYHLYSFSSEEEVIEELLDGTYY
                     GCCDDSGEFIGYFCFGENAQVPGGRDAHLYGGEDVIDIGLGMRPVLTGKRMGQEFFQA
                     GIAFAVKEFNPQTFRLSVATFNIRAITLYKNIGFQQGPIFLGRGREFMLMEYKRPSV"
     gene            3588477..3589058
                     /locus_tag="DJ46_3869"
     CDS             3588477..3589058
                     /locus_tag="DJ46_3869"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH-dependent FMN reductase family protein"
                     /protein_id="AIK61568.1"
                     /translation="MKHVIVYAHPNTESFNHAILETVKSELEEKGHEVRVRDLYELNF
                     NPVLGASNFISFSQGNTPADIKEEQEHISWADTITFIYPVWWAGLPAILKGYVDRVFS
                     HGFAYAYGENGIEKLLSGKKGLLLSTMGNTKEAYTAGGMFDAMKKTADVGIFEFTGIE
                     TIEHTFYTSVPSVDDSVRKQYLEEVKDVVNRAF"
     gene            complement(3589285..3590049)
                     /locus_tag="DJ46_3870"
     CDS             complement(3589285..3590049)
                     /locus_tag="DJ46_3870"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63282.1"
                     /translation="MYKGYLIDLDGTMYRGEEQIEEASDFVKALGERGIPYLFVTNNS
                     TRKPEQVAEKLVRFDIPAKAEQVFTTSMATANFIYERKQDATVYMIGEEGLHDALVEK
                     GFELVDENPDFVVVGLDRDITYEKLAKACLAVRNGATFISTNGDIAIPTERGLLPGNG
                     SLTSVVAVSTGVDPIFIGKPESIIMEQALKVLGIEKNEALIVGDNYDTDILAGINAGM
                     HTLLVHTGVTTVEKLTEYEVQPTQVVHNLTEWIEKM"
     gene            complement(3590159..3590791)
                     /locus_tag="DJ46_3871"
     CDS             complement(3590159..3590791)
                     /locus_tag="DJ46_3871"
                     /codon_start=1
                     /transl_table=11
                     /product="TFIIE alpha subunit"
                     /protein_id="AIK64579.1"
                     /translation="MGEARTTKDEIIQLLKVKGEHTVAELAEILEITEMAIRRHLSNL
                     EKDGFIYSKMVRQHVGRPTYLYGLSEKGEDTFPKEYKQFAIDMLEDLARMGDEQILRY
                     VLKERTKRMEEQLQKRVSNQKNLAYKVQEIAAMQEKNGYMVQIKRDGENSFVIEKQNC
                     PLKEIAERFPQVCEDEKEMYNRLFAGADVKTLANMCEGDCSCSYQVKEKK"
     gene            complement(3590863..3591303)
                     /locus_tag="DJ46_3872"
     CDS             complement(3590863..3591303)
                     /locus_tag="DJ46_3872"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62158.1"
                     /translation="MYFVDRKKIEQMLVCLERATSTFQEKKIYETEFEFYALERIAHL
                     MIDSVLDVGNAMIDGFIMRDPGSYEDIIDILMDERVISAEDGQGMKEIILLRKMLTQD
                     YIQMNHDELYKTIQKHIAVVEKYPANIRSYLEKELGPVSAFVPE"
     gene            3591451..3592422
                     /gene="glpX"
                     /locus_tag="DJ46_3873"
     CDS             3591451..3592422
                     /gene="glpX"
                     /locus_tag="DJ46_3873"
                     /EC_number="3.1.3.11"
                     /note="glpX: fructose-1,6-bisphosphatase, class II"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-1,6-bisphosphatase, class II"
                     /protein_id="AIK64913.1"
                     /translation="MERELALEIVRVTEAAALASAQWMGRGKKNEADDAATTAMRDMF
                     DSVNMAGTVVIGEGELDEAPMLYIGEELGTGNGPEVDIAVDPLEGTNIVAKGLANAMA
                     VIAIADKGNLLHAPDMYMEKIAVGPKAAGKISLDDPIEKTIEIVAEANNKKIRDLTVI
                     VQERERHQDIIDRVRAKGARVKLFGDGDVGASIATALPGTGIDLFVGIGGAPEGVISA
                     AALKCLEGEMQARLVPMNEEEEARCREMGLEDPRQLLMLDDLVSGDDAIFSATGVSAG
                     ELLDGVKFLGGDLAETYSIVMRYKTRTVRFIKTHHHLDHKPHLNLDI"
     gene            3592440..3592706
                     /locus_tag="DJ46_3874"
     CDS             3592440..3592706
                     /locus_tag="DJ46_3874"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63535.1"
                     /translation="MEERFFLYDDTVATKTRFVSFMGENERHDLALLYSDRHYGKTIV
                     LDMQRNKFAIIGADDLNEPGYLEHAFSMTEEIAEELRSFLFELI"
     gene            3593079..3593516
                     /locus_tag="DJ46_3875"
     CDS             3593079..3593516
                     /locus_tag="DJ46_3875"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62799.1"
                     /translation="MQKVQLSWSLYENQQNTIEKYCKNCRRTTLFTDTNIRRHNANGK
                     NIYRFAIYKCPKDHTWNQKLRIYKSFTDHVETVDMTQQDQTETTTTISITQHKESGID
                     EITIVLDLVFGSHRMDKALSTYISDWSRTLIVDKIKNGDIQLN"
     gene            complement(3593622..3593894)
                     /locus_tag="DJ46_3876"
     CDS             complement(3593622..3593894)
                     /locus_tag="DJ46_3876"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62995.1"
                     /translation="MSINNVQYEVIKNFRDGFSEEAFKERYAEILNKYDYIVGDWGYE
                     QLRLRGFFDDSNQRATYDTKISTLSEYLYEYCNFGCAHFVLRKVKK"
     gene            3594043..3594618
                     /locus_tag="DJ46_3877"
     CDS             3594043..3594618
                     /locus_tag="DJ46_3877"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation lipoYhcN/YlaJ family protein"
                     /protein_id="AIK64490.1"
                     /translation="MKKQIILSLLTLSLFAGCQTNKAEMEREEGSRVLVSNKNDMYHT
                     ENTNTRLTRVGYSSKQKHEVSNKQVGAINREKVAEMITSMTVKLPDVTNAATLVTDDE
                     VFVVYRANTTDSKLVADQVYRTALSIVPRYYKAYVSTDQKLISQIQGLQSGALNDTEY
                     TQSLDMLKREMSKNPHLNNTGDQTLNDMIKK"
     gene            complement(3594656..3595387)
                     /locus_tag="DJ46_3878"
     CDS             complement(3594656..3595387)
                     /locus_tag="DJ46_3878"
                     /note="lmo0526 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63676.1"
                     /translation="MAMKVKEVANLVGISVRTLHHYDEIGLLTPDETTESGYRLYSNE
                     NLEMLQQILFFKELGFPLKKIKEIIMSPSFDRKEALQLHKKMLLEKRARLDKVIATID
                     KTIQHTKGEIEMTNKEKFKGFDFSHNPYEEEARERWGDAAVDKANEYAKGMSKEKQEE
                     FNAIYRNLAALRHGAPDSKEAQEAIKVWYDYLQNFSHYSLDAFKGLGQMYVADERFTK
                     NIDKFGEGLAQFMCDAMEVYADRNK"
     gene            3595473..3596288
                     /locus_tag="DJ46_3879"
     CDS             3595473..3596288
                     /locus_tag="DJ46_3879"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61301.1"
                     /translation="MHNRYVHILESGENMVSNTVIASIIFQLIVSILVPIIVLVYFRK
                     KYNINWKVVGVGVLIFIGFTQILETPFHLFMRGNPAIAPILENPFVFALYGGLTAGIF
                     EELGRFVAFFFLLKKYQEYKDGFAYGIGHGGIESILVGGFSAFQALIFANSINNGSFA
                     QMVEKMPELSRLQDMLIQQPAYLYFLGSLERIMALVLQIAFTMLVLYAVKQKKYIFLV
                     YAILFHAFVDFFAALYQTKTINIFVAEGITLLFTIGAVVLIRKMKEKLMSVPE"
     gene            complement(3596311..3596640)
                     /locus_tag="DJ46_3880"
     CDS             complement(3596311..3596640)
                     /locus_tag="DJ46_3880"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63301.1"
                     /translation="MSEDVFYEQLDKKIYKEYNNAAYSVRKKISFKEVPDEEFSFLEK
                     TAAGCRSEVVLQDFFVHPDRQVYFFASFTQNEIEELHKYIVIDAETKRELQSGKSYHH
                     YDNSYKK"
     gene            3596887..3597441
                     /locus_tag="DJ46_3881"
     CDS             3596887..3597441
                     /locus_tag="DJ46_3881"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine phosphatase super family protein"
                     /protein_id="AIK64483.1"
                     /translation="MKKIIVIRHCSATGQERDAELTTDGKKQANTLATFLLEHHPQID
                     HIISSPFVRAIDSIRPYARQANLSIQEDERLAERILSDVPMDDWMQKLESTFTNIDIA
                     FSGGESTKQATDRAISLIQHVLKLNYTTTLLVTHGNLLTLILKYFDHTIGFHEWKALT
                     NPDVYEIVIDEQCTIKRLWEASSK"
     gene            3597516..3597995
                     /locus_tag="DJ46_3882"
     CDS             3597516..3597995
                     /locus_tag="DJ46_3882"
                     /codon_start=1
                     /transl_table=11
                     /product="aminoacyl-tRNA editing domain protein"
                     /protein_id="AIK64773.1"
                     /translation="MYEDVLALLHKTNASYEKFEHEPVLDYETDRIVRERLGLQGTPS
                     KSLFLKSKSGDYYVFFTLEGTRLNRGEMKELTGERLSLCSPDELRDKTGCTPGCVAPF
                     GYSHDVTIIVDSAIYTYDKILITPGVPEFTIELSTEELKKILLTCSNAVLEYKQKES"
     gene            complement(3598016..3598912)
                     /gene="lipA"
                     /locus_tag="DJ46_3883"
     CDS             complement(3598016..3598912)
                     /gene="lipA"
                     /locus_tag="DJ46_3883"
                     /EC_number="2.8.1.8"
                     /note="lipA: lipoyl synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoyl synthase"
                     /protein_id="AIK63168.1"
                     /translation="MTKQTEYKRKPEWLKIKLNTNENYTGLKKMMRSKNLHTVCEEAK
                     CPNIHECWAVRKTATFMILGAVCTRACRFCAVKTGLPTELDLQEPERVADSVVQMGLK
                     HVVITAVARDDLKDGGAAVFAETVRAVRRKNPFTSIEVLPSDMGGVEENLKMLMDAKP
                     DILNHNIETVRRLSNRVRARAKYDRSLEFLRRAKEMQPDIPTKSSIMVGLGETREDLI
                     EAMDDLRANNVDILTLGQYLQPSKKHLPVLKYYPPAEFAELKEIALSKGFSHCEAGPL
                     VRSSYHADEQVRSAKEKTAEAK"
     gene            3599102..3600085
                     /locus_tag="DJ46_3884"
     CDS             3599102..3600085
                     /locus_tag="DJ46_3884"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AIK64241.1"
                     /translation="MLRKISLLLSICFLLHQNIAYGEDNQQSIYEKRMALYKETEQSS
                     GIPWYYLAAMDQYERNIRSVRKDIPKKPDAIISLYFKPEIWAGPVNGNDTLPHTIALF
                     GGLGLDGDKDGFANANNDRDLLHTAATILKKQGTSEERIKIMLWEYYRRAKTVDLITE
                     YAQIYKHYGRINLEGNAFPLPIRSDHSYRSTFGAGRSFGGRRVHEGTDIFAGYGVPVR
                     STCYGIIETKGWNRLGGWRIGIRDLHNNYHYYAHLGGFSKEIQLGQIVEPGKVIGFVG
                     STGYGPPGTAGKFPPHLHFGMYKDNGYTEWAFDPYMHLSLWERKERANTKR"
     gene            complement(3600122..3600853)
                     /gene="yunB"
                     /locus_tag="DJ46_3885"
     CDS             complement(3600122..3600853)
                     /gene="yunB"
                     /locus_tag="DJ46_3885"
                     /note="spo_yunB: sporulation protein YunB"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YunB"
                     /protein_id="AIK63729.1"
                     /translation="MSIFRSKNSRFRRGPISFRHILLMSFILFVILLVQGLWIVNSSI
                     QPTLMKYGEVETHKMATAVMTKAVKDRIDEGFDVDSLMKVQNDKNGKVSTINLNTKQV
                     NEIVTSTTTYIEKYLQQVEQGNLNGLGISEKNGATMAVPFGRVTNNALLGNIGPDIPI
                     DFTTIGHVNTDIKQKIEPHGINTTAIQIIMEMEVTLQVVIPFHTKEIKVKQNVPIATR
                     IVQGEVPTYYGSGSVVVPNKKKTDS"
     gene            complement(3600908..3601210)
                     /locus_tag="DJ46_3886"
     CDS             complement(3600908..3601210)
                     /locus_tag="DJ46_3886"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65451.1"
                     /translation="MVNVEPIIIDNYTFIAVSVKLPKTNLLAVMSDKGYIMCGALDVG
                     LLNEKLGDRGIIAGRAVGVRTIEQLLEAPLESVTIEAEALGITAGTIGKEALLKMR"
     gene            complement(3601276..3602532)
                     /locus_tag="DJ46_3887"
     CDS             complement(3601276..3602532)
                     /locus_tag="DJ46_3887"
                     /note="5'-nucleotidase, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63300.1"
                     /translation="MDRFHSISEATNGLGNTKLLNEALYDYVTIGNNEGITLAKEHLN
                     HLYDDAEFEVLVANLFEKEGVRPEWAKPYKLHTTTDGITIAFIGLTVAYPEFYQMLDW
                     HIEDPIEHLESILEEVRDEAHITVVLSHLGKSMDEHMAEHYDIDVILGAHTHHLFERG
                     VLMNNTLLCCCEKWGRYVGHVQLTVDKKTKKLLKKDGRAIKTDRLGAYSKPLSTIEAL
                     QEESTHIMEEPVVHLKESLPVDWFHETAFSHMLANALKTWCGAEIGMVNAGVLLEGLD
                     EGVVTRGDIHRICPHPINPCLLKVPGKTLREVILKARRPNMENLEVKGFGFRGKVMGK
                     MIYAGVEVIPDTIPGNKILLEDVLINGESLELDRIYTVGTIDMFTFGYLYPELSTLSN
                     KQYYMPELLRDVLTDVLITHTSSVKL"
     gene            3603391..3603720
                     /locus_tag="DJ46_3888"
     CDS             3603391..3603720
                     /locus_tag="DJ46_3888"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK63951.1"
                     /translation="MDKEILKGSIDILLLSIIKQHDTYGYEIIQKLKENSNDLYTMSQ
                     GTLYPALKRLEQKDLIHSYWGESETGMKRKFYRITTSGKKMLEEKLTAWDSVTALIKT
                     CQKGALN"
     gene            3603720..3604466
                     /locus_tag="DJ46_3889"
     CDS             3603720..3604466
                     /locus_tag="DJ46_3889"
                     /codon_start=1
                     /transl_table=11
                     /product="vanZ like family protein"
                     /protein_id="AIK65161.1"
                     /translation="MTIEKYIKSIVQKTNLSQSDKDELYFEIHDHLTSLKQEFLDQGK
                     SEEEATTLAIQNFGEASTLGTEIEKAMQSSTQKYVEWIGWGLFLPYSFVLLFKLLLGR
                     SAFYFGNLTYFFETGDWHSIHGGLINLVPLKSTINYLSGFDTTHLLDPYNIDIVLMNT
                     LGNVIIFIPFGFLLPLLFKQINNVKMASKIFIKFILLIESLQLLTFTGVFDIDDIMLN
                     MLGALIGYGSFVGIKYILERVRSVDKVDTI"
     gene            complement(3604822..3606219)
                     /gene="sufB"
                     /locus_tag="DJ46_3890"
     CDS             complement(3604822..3606219)
                     /gene="sufB"
                     /locus_tag="DJ46_3890"
                     /note="sufB: FeS assembly protein SufB"
                     /codon_start=1
                     /transl_table=11
                     /product="FeS assembly protein SufB"
                     /protein_id="AIK62119.1"
                     /translation="MAKQLPDIGDYKYGFKDKDVSIFRAGRGLTKEIVEEISRMKEEP
                     QWMLDFRLKSLDKFYEMPMPQWGGDLNDLDFDEITYYVKPSEKSEKSWDEVPDEIKAT
                     FDKLGIPEAEQKYLAGVSAQYESEVVYHNMKEDLEALGIVFKDTDSALKENEDIFREH
                     FGKVIPPTDNKFSALNSAVWSGGSFIYVPKGVKVDTPLQAYFRINSENMGQFERTLII
                     VDEGAHVHYVEGCTAPVYTTNSLHSAVVEIIIKKDAYCRYTTIQNWANNVYNLVTKRA
                     VCEENATMEWIDGNLGSKLTMKYPAVILKGEGARGLTLSIAIAGKGQHQDAGAKMIHL
                     APNTSSTIVSKSIAKHGGKVTYRGIVHFGPKAKNSRSNIECDTLIMDNQSTSDTIPYN
                     EIKNDYVSLEHEAKVSKVSEEQLFYLMSRGISEQEATEMIVMGFIEPFTRELPMEYAV
                     EMNRLIKFEMEGSIG"
     gene            complement(3606268..3606699)
                     /locus_tag="DJ46_3891"
     CDS             complement(3606268..3606699)
                     /locus_tag="DJ46_3891"
                     /note="SUF_scaf_2: SUF system FeS assembly protein, NifU
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="SUF system FeS assembly protein, NifU family"
                     /protein_id="AIK64534.1"
                     /translation="MSFNNLDTLYRQVIMDHYKNPRNHGVLEDSVTVNLNNPTCGDRI
                     QLTMKVEEGIVQEAKFEGEGCSISMSSASMMTQAVKGKKIEEALQLSKIFSDMMLGKE
                     YDDSIDLGDIEALQGVCKFPARIKCATLAWKALEKGLNEDK"
     gene            complement(3606689..3607909)
                     /gene="sufS"
                     /locus_tag="DJ46_3892"
     CDS             complement(3606689..3607909)
                     /gene="sufS"
                     /locus_tag="DJ46_3892"
                     /note="sufS: cysteine desulfurase, SufS family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine desulfurase, SufS family protein"
                     /protein_id="AIK65556.1"
                     /translation="MNIHEIRKQFPILDQKVNGKQLVYFDSAATSQKPIQVIETLERY
                     YKEYNSNVHRGVHTLGTKATDAYEGAREKVRKFINAKSMEEIIFTRGTTTALNTVAAS
                     YGLENVKEGDEIVISYMEHHSNIIPWQQVAKKTGATLKYLPLQPDGTISIEDARQTIT
                     PNTKIVSIMYVSNVLGTINPVKEIGAIAHENGAIMVVDGAQSTPHMKVDVQDLNCDFY
                     ALSAHKMCGPTGIGVLYGKKELLNNMEPIEFGGEMIDFVDLQESTWKELPWKFEAGTP
                     IIGNAIGLGAAIDFLEEIGLDNIEKHEHELAQYALERLSEVDGVTIYGPKHRAGLVTF
                     NIEDVHPHDVATVLDVEGIAVRAGHHCAQPLMKWLKASSTARASFYLYNTKEEIDTFV
                     ESLIKTKEYFTNVI"
     gene            complement(3607909..3609201)
                     /gene="sufD"
                     /locus_tag="DJ46_3893"
     CDS             complement(3607909..3609201)
                     /gene="sufD"
                     /locus_tag="DJ46_3893"
                     /note="sufD: FeS assembly protein SufD"
                     /codon_start=1
                     /transl_table=11
                     /product="FeS assembly protein SufD"
                     /protein_id="AIK61729.1"
                     /translation="MTIGTLPFDQETIRQRASEVNEAAWLTEFRLQALAQATELPMPT
                     PDKTKIEKWDFIGKGDAAKQEPVSSLTELPEAVKNLIDENNSVLVQRTGTTAFVSLAD
                     EAKEKGVIFTDIVTAATEHAELVQKYLMKDGVKVDEHRLTALHAALINGGAFVYVPKN
                     VVLETPLQAVFLVDGEEANVYNHVLFVADANSTATYVENYVANENAKGIANIVAEVIV
                     EQGAQVKFGAVDLLAKDVTTYVNRRGVVGRDGRIDWALGLMNDGNTISENVTNLMGDG
                     SYADTKTVTIGRGNQTQNFTTKVVHFGKHSEGWILKHGVQKDSATSIFNGIGKIEHGA
                     SKSNAQQSSRVLMLDEKARGDASPILLIDEDDVMAGHAASVGRVDPVQLYYLMSRGIP
                     KREAERLVIHGFLAPVVNELPIEGVKAQLVEVIERKVR"
     gene            complement(3609217..3610002)
                     /gene="sufC"
                     /locus_tag="DJ46_3894"
     CDS             complement(3609217..3610002)
                     /gene="sufC"
                     /locus_tag="DJ46_3894"
                     /note="sufC: FeS assembly ATPase SufC"
                     /codon_start=1
                     /transl_table=11
                     /product="FeS assembly ATPase SufC"
                     /protein_id="AIK62869.1"
                     /translation="MAGSTLTVKDLHVSIDGKEILKGVNLEVKGGEIHAIMGPNGTGK
                     STLSSAIMGHPKYEVTEGSIIIDGEDVLEMEVDERAQAGLFLAMQYPSEISGVTNADF
                     LRSAINARREEGDEISLMKFIRKLDKNMEFLEMDPEMAQRYLNEGFSGGEKKRNEILQ
                     LMMIEPKIAILDEIDSGLDIDALKVVSKGINEMRGEEFGCLMITHYQRLLNYITPDFV
                     HVMMNGRIVKSGGPELAQRLEAEGYDWIKKELGIEDETTEQEA"
     gene            complement(3610241..3611047)
                     /locus_tag="DJ46_3895"
     CDS             complement(3610241..3611047)
                     /locus_tag="DJ46_3895"
                     /codon_start=1
                     /transl_table=11
                     /product="NLPA lipofamily protein"
                     /protein_id="AIK65742.1"
                     /translation="MKKILLSVVTALSVFTLAACGGKEENKLVVGASNVPHAVILEKA
                     QPILEKKGIKLEIKKFQDYVLPNKALADKEIDANYFQHIPYLDKEIQEKGYKIVNAGK
                     IHLEPMGIYSKRYKSLKDLPDGGTVIMSNNVAERGRMLALLQKGGVIKLKDGVDVVKA
                     TVKDVVENPKNLKFKTDVEPGLSPKLYENNEGDALFINSNYAIDAKLNPTKDAIAIEG
                     SDSPYANIIAVRKGDEKKKEIKELVEVLHSKEIQDFINKEYKGAVLPVSE"
     gene            complement(3611120..3611932)
                     /locus_tag="DJ46_3896"
     CDS             complement(3611120..3611932)
                     /locus_tag="DJ46_3896"
                     /codon_start=1
                     /transl_table=11
                     /product="NLPA lipofamily protein"
                     /protein_id="AIK65481.1"
                     /translation="MKKLLLTALISTSIFGLAACGGKDNDEKKLVVGASNVPHAEILE
                     KAKPLLEKKGIELEVKKFQDYVLPNKSLADKDLDANYFQHIPYLEKEIKDKKYEFEVA
                     GKIHLEPIGVYSQKYKSLKELPDGATIIMSNSVADHGRGLAILQKEGILKIKDGVDPV
                     KATPKDIADNPKNLKFKTDIEPGLLPQVYNNKEGDAVLINSNYAIDTKLNPEKDAIAI
                     ESNDSPYANVVAVRKGDKDKKEIKELVEVLHSKEIEDFINKEYKGAVVPVKE"
     gene            complement(3611956..3612621)
                     /gene="metI"
                     /locus_tag="DJ46_3897"
     CDS             complement(3611956..3612621)
                     /gene="metI"
                     /locus_tag="DJ46_3897"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine import system permease protein metI"
                     /protein_id="AIK63548.1"
                     /translation="MDKLLTNVDWNQMLEATGETLYMTAIAALATFILGLILGLLLFM
                     TAKDNLWENKAVNTAIGAFVNIFRSIPFIILIILLIPFTKILLGTILGASAALPALII
                     GAAPFYARMVEIALREIDKGVIEASKAMGAKTSTIILKVLIPESLPALVSGITVTTIA
                     LVGYTAMAGVVGAGGLGTLAYLEGFQRGNNDVTIVATICVLLVVFFIQWIGDRVTTRI
                     DKR"
     gene            complement(3612614..3613639)
                     /gene="metN"
                     /locus_tag="DJ46_3898"
     CDS             complement(3612614..3613639)
                     /gene="metN"
                     /locus_tag="DJ46_3898"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine import ATP-binding protein MetN"
                     /protein_id="AIK61489.1"
                     /translation="MILLENVKKIYKAKSGDVTAVDNANLKIDKGEIFGVIGYSGAGK
                     SSLIRLFNQLEKPTSGQITIANRVISAITGSELRKARQEIGMIFQHFNLLWSRTVREN
                     IEFPLEIAGVDKAKRRKRVDELIHLVGLEGRGDAYPSQLSGGQKQRVGIARALANNPQ
                     VLLCDEATSALDPETTDQILDLLLDINKRLGLTIVLITHEMHVIRKICNRVAVMEKGK
                     IVETGPVLDVFRNPQQDITKRFVQQLTDSEDTNETIESLIEKYPDGKVIRLQFIGEAV
                     ERPVLQRLMQRSDIEVSILQGNIAQTNNGSYGSLVVHLNGEETAIQQAIEGIHQDQVE
                     LEVIAHG"
     gene            complement(3614171..3614515)
                     /locus_tag="DJ46_3899"
     CDS             complement(3614171..3614515)
                     /locus_tag="DJ46_3899"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62455.1"
                     /translation="MKLYSLLQSFVNYANGQYHLEPLLRQGEKTVNFRFGDESCSLQI
                     SKDYIELLHEERGTEQIVCVDEEDVKQLVNGHVRLQTLMNDGRIQYSGTYRTMLLIES
                     MFHICKPMSVGA"
     gene            complement(3614670..3614969)
                     /locus_tag="DJ46_3900"
     CDS             complement(3614670..3614969)
                     /locus_tag="DJ46_3900"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin family protein"
                     /protein_id="AIK62167.1"
                     /translation="MIDWTGAEATALIENEEKTVLYVYTPMCGTCQLAKKMLTVVEMT
                     IEDLKIGMLDLNYAPHFAKEYGIESVPCLLVFENGTLIKKIYAFHSVEYLYTELK"
     gene            complement(3614982..3615326)
                     /locus_tag="DJ46_3901"
     CDS             complement(3614982..3615326)
                     /locus_tag="DJ46_3901"
                     /codon_start=1
                     /transl_table=11
                     /product="toprim domain protein"
                     /protein_id="AIK62460.1"
                     /translation="MIYVEKVIIVEGTSDRRKIESIIREPVEIVCTNGTIGLSTMDEL
                     VDQFFDKEVYVLVDADDAGEKLRKQFRKEFPQAEHIYIDRSYREVATAPSSHLANVLW
                     GADIDVYTEYLR"
     gene            complement(3615823..3616206)
                     /gene="gcvH"
                     /locus_tag="DJ46_3902"
     CDS             complement(3615823..3616206)
                     /gene="gcvH"
                     /locus_tag="DJ46_3902"
                     /note="gcvH: glycine cleavage system H protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine cleavage system H protein"
                     /protein_id="AIK63968.1"
                     /translation="MSIPNNLRYSEEHEWVKTEGNEVVIGITHFAQNELGDIVFVELP
                     EVGATIEADEPFGSVESVKTVSELYAPVSGKVVAVNEELSDQPELVNESPYEGAWMVK
                     VELSDASQVEKLLTAEKYAEMTNQD"
     gene            complement(3616248..3616613)
                     /locus_tag="DJ46_3903"
     CDS             complement(3616248..3616613)
                     /locus_tag="DJ46_3903"
                     /note="arsC_related: transcriptional regulator, Spx/MgsR
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, Spx/MgsR family
                     protein"
                     /protein_id="AIK66093.1"
                     /translation="MTVTFYSYPKCGTCQKAKKWFEANDVAYEMIHIVENPPSKEDLR
                     NLHEKSELPLKKFFNTSGMRYRELGLKDKLKDASEDEMYELLASDGMLIKRPIVTDGT
                     KVTLGFNEEQFESVWKKYQ"
     gene            complement(3617144..3617383)
                     /locus_tag="DJ46_3904"
     CDS             complement(3617144..3617383)
                     /locus_tag="DJ46_3904"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63524.1"
                     /translation="MFTNKKLIRFGLTLLVCLWVIDFTISYFQTYLESAGIKWVVSET
                     WRTILLDAPESILVILGAIALYDFTKETSPKDASI"
     gene            complement(3617513..3617851)
                     /locus_tag="DJ46_3905"
     CDS             complement(3617513..3617851)
                     /locus_tag="DJ46_3905"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65500.1"
                     /translation="MNGFQRDGGKEKFQQAKFAGEGKGILIINHAMKVMCIHGFFLAT
                     ISYLLVLRYAAGYLLWVGSQEQGFPLISRAGIVYIVVQMISLFMRVFVGIAKAILPYT
                     SRAFLLTVIS"
     gene            complement(3617893..3618282)
                     /locus_tag="DJ46_3906"
     CDS             complement(3617893..3618282)
                     /locus_tag="DJ46_3906"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK62669.1"
                     /translation="MLKTIKNTLLFFLCLVVLSGCFTREGTIVGGKVHGGSNSIDGKY
                     KSFTGFATQDMDVKKGESWTFTFEDKTKQGTIKAYVLDSNDNTILEVNSGNSKNNIKV
                     SKDDTYKVKIITEEHGGEFEISWKKEK"
     gene            complement(3618606..3618800)
                     /locus_tag="DJ46_3907"
     CDS             complement(3618606..3618800)
                     /locus_tag="DJ46_3907"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65094.1"
                     /translation="MYDFRKFEKNLKVLFVICFLGTIIFTMFDATYNLKEKIIFSLIY
                     LITVPISFFILYKIGKFFIK"
     gene            complement(3618812..3619042)
                     /locus_tag="DJ46_3908"
     CDS             complement(3618812..3619042)
                     /locus_tag="DJ46_3908"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61422.1"
                     /translation="MGNAEVADKIDKNGFELGEEASLARYEAGIDIPIPFTDHDLHLG
                     GSLKVSSSGFKVKFPWGPGASPVGTGVEVEIK"
     gene            complement(3619095..3619625)
                     /locus_tag="DJ46_3909"
     CDS             complement(3619095..3619625)
                     /locus_tag="DJ46_3909"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK62835.1"
                     /translation="MKRLSYFLVFILICLVSAGCAKDKEGEKLEYNGRALVIGVVGEK
                     PKDTFRNVKFEEMKLEELEKKSKEVDGFLIMKAHFQEASTDQYKNVFSSLKKPVFFIG
                     LQDKSYSIFITKGIEYNSARKDVNAMYTQGFANIGSGEGQQWGIGLSNGGNVEESIHN
                     MYIVVFQTIADYLNRG"
     gene            3619769..3620416
                     /locus_tag="DJ46_3910"
     CDS             3619769..3620416
                     /locus_tag="DJ46_3910"
                     /codon_start=1
                     /transl_table=11
                     /product="PAP2 superfamily protein"
                     /protein_id="AIK64532.1"
                     /translation="MKKFKLSSFLPLSYILLLVLVSPLYDVLNKSTVHAVDVTTVVDD
                     WIPFVKAFIIPYLIWFPYLYGALIYYCFADRKQYYVTLSSIILGKLACFSIYYFWQTT
                     VPRPTVVGTDVFSELVRYIYSIDQPVNCFPSIHVLTTFVIMLAAFKRREQHAFEYYTL
                     TFFGTLIILSTLFTKQHAFVDAISGMTLASVLYFGVQLLLAKETVRVPVKQHHKM"
     gene            complement(3620473..3621486)
                     /locus_tag="DJ46_3911"
     CDS             complement(3620473..3621486)
                     /locus_tag="DJ46_3911"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase system, EIIC family protein"
                     /protein_id="AIK64603.1"
                     /translation="MKEYIMSRVFKASAGIAQGIFVSLGIGLLIENIGRIVDIPLLIT
                     IGVVAKSLMAPAIGAGIAFMLGANGLVIFSAMVAGAIGAGSISITEAGLIIKTGEPIG
                     ALLTATLAVYIGKRLSGKTALDMMLVPFAAILGSGLVGIWLSHNITPVLNAVGAFIKD
                     SSAGSPFIASIVIAVVWGLLLISPASSAALAIALSLDGVAGGAALAGCVAQFIGFSVI
                     SAKENNLGGILAQALCTPKVQLPNITKNPMILVPTVVASAIVGPVSALIFQLEAGKEI
                     AGLGLSSLIAPINLISSEGWEVVPAMVITYIIIPVAVSYILYIALKKAGRIHSGDMTV
                     PQS"
     gene            complement(3621509..3622459)
                     /locus_tag="DJ46_3912"
     CDS             complement(3621509..3622459)
                     /locus_tag="DJ46_3912"
                     /EC_number="1.1.1.27"
                     /note="L-LDH-NAD: L-lactate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="L-lactate dehydrogenase"
                     /protein_id="AIK64544.1"
                     /translation="MKRHTRKIAIIGTGLVGSSCAYSIVNQGICEELLLIDINHERAV
                     GEAMDLSHCINFTNTRTKVYAGSYEDCKDMDIVIITAGPAPKPGQSRLDTLGASAKIM
                     ESVVGGVMESGFDGIFLLASNPVDIITYQVWKLSGLPRNRVIGTGTSLDSSRLRTILS
                     EMLHVDPRSIHGYSLGEHGDSQMVAWSHVTVGGKPILQILEEQKERFGEIDLDEIVEK
                     TAKAGWEIYKRKGTTYYGIGNSLAYIASSIFNDDHRVIAVSAILDGEYGEYDICTGVP
                     AIITRDGIREIVELNLTEDEESRFAKSNDILRDYMKTIGY"
     gene            complement(3622705..3622953)
                     /locus_tag="DJ46_3913"
     CDS             complement(3622705..3622953)
                     /locus_tag="DJ46_3913"
                     /codon_start=1
                     /transl_table=11
                     /product="coat F domain protein"
                     /protein_id="AIK62878.1"
                     /translation="MNEKDMVNDYLAGLNASLTSYANYIAQSDNEQLHQTLIQIRNQD
                     EMRQRNMYEYAKQKSYYKPAAPANPMIVQQLKSQLSAE"
     gene            complement(3622967..3623152)
                     /locus_tag="DJ46_3914"
     CDS             complement(3622967..3623152)
                     /locus_tag="DJ46_3914"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63130.1"
                     /translation="MQNLTELEVENLRHLIGGHATIINKLEQYAQTCTDPQLKQMLQK
                     DAQDARNTKQQLMTFLG"
     gene            complement(3623299..3624012)
                     /locus_tag="DJ46_3915"
     CDS             complement(3623299..3624012)
                     /locus_tag="DJ46_3915"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK66187.1"
                     /translation="MSKTVLEAYSVERKIENITYKNLFVMIAMIIGISLLGGLFLGLA
                     FGIYGEEALSTKLEGYYLLLFDASVVAIVLLVYKPVLHFIKSIWDLSVLKSGKTYLYL
                     LVGFIIIAVSQYLMLHVFSFESAAEQKEQLGSLGLQNSIQSIIYVLSVAIITPVKEEI
                     LFRGILYRFLEKKYNFLVSIMISSFVFGILHGGLLITATIMGMVFAMLYKKTQSIIPS
                     IILHIVWNLLVSISMIVSL"
     gene            3624255..3624383
                     /locus_tag="DJ46_3916"
     CDS             3624255..3624383
                     /locus_tag="DJ46_3916"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61681.1"
                     /translation="MKTHDFLTKIQKGSEPTPYQDPIVFSFVCFFLAIYTFFKPAK"
     gene            complement(3624600..3625148)
                     /locus_tag="DJ46_3917"
     CDS             complement(3624600..3625148)
                     /locus_tag="DJ46_3917"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, TetR family"
                     /protein_id="AIK62430.1"
                     /translation="MSPRIGLTLPKIVETAVEIADANGIQEVTLASLAQRLGIRSPSL
                     YNHVKGLQDVRKHLGIYGIQQLHNRLEEAAKDKRIDEAIHALGEAYVAFVRKHPGLYE
                     ATFLRDEEVRKAGDGIVKLCLQVLQQYGLEGENALHATRGFRSICHGFASIEQQGGFG
                     LPLDLDTSLHVLLETFIKGLRE"
     gene            complement(3625152..3625874)
                     /locus_tag="DJ46_3918"
     CDS             complement(3625152..3625874)
                     /locus_tag="DJ46_3918"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK64685.1"
                     /translation="MRMMHEKTVYQLSFLPRVFPVNCYFVEEEDGLTLIDAALPYSAK
                     GILQAAEKIGKPITNIVLTHAHDDHIGALDALKEVLPHVPVYISKRDAKLLEGDTTLQ
                     KNEPNTPIKGGVPKKVKTAPDILLEDSDRVGSLLAIMTPGHTPGSMSFLDVRNKALIV
                     GDAFQTRGGTAVSGQMKFWFPFPAMATWSKEMALQSAEKLREYEPSLLAAGHGKMIND
                     PEAVIELAIQEAKRNIESRKEG"
     gene            complement(3626013..3627797)
                     /locus_tag="DJ46_3919"
     CDS             complement(3626013..3627797)
                     /locus_tag="DJ46_3919"
                     /note="acyl-CoA dehydrogenase, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64615.1"
                     /translation="MEKTVGNAVKGGSFLVDEITIDQVFTPEDFSSEHKMIAKTTEDF
                     IVNEVLPELEYLEQHEFDRSVRLLKEAGELGLLGADVPEEYGGIGLDKVSSALIAEKF
                     SRAGGFAITHGAHVGIGSLPIVLFGNEEQKKKYLPLLATGEKLAAYALTEPGSGSDAL
                     GAKTTARLNAEGTHYVLNGEKQWITNSAFADVFIVYAKIDGEHFSAFIVEKDYAGVST
                     SPEEKKMGIKCSSTRTLILEDALVPKENLLGEIGKGHIIAFNILNIGRYKLGVGTVGS
                     AKRAVEISAQYANQRQQFKQPIARFPLIQEKLANMAAKTYAAESSVYRTVGLFESRMS
                     TLSEEEVKDGKAVAASIAEYAIECSLNKVFGSEVLDYTVDEGVQIHGGYGFMAEYEIE
                     RMYRDSRINRIFEGTNEINRLIVPGTFLRKAMKGELPLLQKAQKLQEELMMMMPEEVG
                     DEPLALQKYLVNNAKKIGLMVAGLAAQKYGKALDKEQEILVNIADIVSNLYAMESAVL
                     RTEKAIKTTGLEKNKQKVLYTEVFCQEAFNEIEAHAKETLIAVENSDMLRMMLSSLRK
                     LTRHTPLNVIPKKREIAAKILEDERYTV"
     gene            complement(3628072..3629244)
                     /locus_tag="DJ46_3920"
     CDS             complement(3628072..3629244)
                     /locus_tag="DJ46_3920"
                     /note="acCoA-C-Actrans: acetyl-CoA C-acetyltransferase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA C-acetyltransferase family protein"
                     /protein_id="AIK65897.1"
                     /translation="MREAVIVAGARTPIGKAKRGSLKTVRPDDLGALVVKETLKRANY
                     EGPIDDLIFGCAMPEAEQGLNMARNIGGLAGLSYDVPAITINRYCSSGLQSIAYGAER
                     IMLGHSEAVLSGGAESMSLVPMMGHVVRPNSRLVEAAPEYYMGMGHTAEQVAVKYGIS
                     REEQDAFAVRSHQRAAKALAAGNFADETVSVDVTLRTVGANNKLQEETITFAQDEGVR
                     AETTLDILGKLRPAFNVRGSVTAGNSSQMSDGAASVLLMDREKAVSDGMKPLAKFRSF
                     AVAGVPPEVMGIGPIAAIPKALKLAGLELSDIGLFELNEAFASQSIQVIRELGLDEEK
                     VNVNGGAIALGHPLGCTGAKLTLSLIHEMKRRNEQFGIVTMCIGGGMGAAGVFELL"
     gene            complement(3629266..3631647)
                     /locus_tag="DJ46_3921"
     CDS             complement(3629266..3631647)
                     /locus_tag="DJ46_3921"
                     /codon_start=1
                     /transl_table=11
                     /product="enoyl-CoA hydratase/isomerase family protein"
                     /protein_id="AIK61214.1"
                     /translation="MFQIKKAAVLGSGVMGSGIAAHLANIGIPTLLLDIVPPALTKEE
                     EAKGLTLEHKSVRNRFSNTAVQKLLKQKPAPLTVKGNLALIEAGNLEDDLERLADVDW
                     IIEVVVENLDIKKKLFEKVDAVRKPGSIVSSNTSGISVEKMAEGRSDDFQKHFLGTHF
                     FNPPRYLKLLEVIPTKKTDPQVLSFMKLFGEDVLGKGVVIAKDTPNFIGNRIGTYGLL
                     VTLQEMVKRGYSIGEVDSVTGPLIGRPKSATFRTLDVVGLDTFVYVANNVYENVQEKE
                     RDVFKVPAFMHDMLDKKWLGSKTGQGFFLKQGKEILELNPETMEYEARKKLKAASIEL
                     SKQEKGLSNKLKALVYAKDRAGELLWNIITPTLLYSAKLHKEIADDIVAIDQAMKWGF
                     GWEQGPFEVWDAIGVEKSVQKMEESGAVIPAWVKEMLEKGFTTFYKHDNGDSYYYDNG
                     EYKLIECNKKAISLKQLKAKNGVLKKNSGASLIDLGDGILCLEFHSKSNAIGMDITQM
                     INYAVDEVEKNYKGLVIGNQSKNFCVGANLAMILMEAQDDNYFEIEWVVKNFQDAMMK
                     IKYSSKPVVAAPYGMTLGGGTEVCLPAASIQASSETYMGLVEVGVGLIPGGGGNKELY
                     IKHLNKMANGVEFDLQKVANKVFETVAMAKVLTSGQEAVSHNFLGDKDGISVNGDHLL
                     YDAKQKALALYEAGYKAPIRKKIPVVGETGYATLALGAEAMHLSGYISEYDLHIAKKL
                     AYVIAGGKVPYGTEVDEQYLLDVEREAFISLVSEMKSQARMQHMLVKGKPLRN"
     gene            3631883..3632029
                     /locus_tag="DJ46_3922"
     CDS             3631883..3632029
                     /locus_tag="DJ46_3922"
                     /codon_start=1
                     /transl_table=11
                     /product="yuzL-like family protein"
                     /protein_id="AIK64066.1"
                     /translation="MAKLKKNPSKAGISAASVTGNAGPTDRGVEKGRQGNNQQYKKHN
                     MGEK"
     gene            3632117..3632956
                     /locus_tag="DJ46_3923"
     CDS             3632117..3632956
                     /locus_tag="DJ46_3923"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK65641.1"
                     /translation="MKRTIVMIVMIATLFTGMIFFSYAQRQQAVRADQPSITGQYGIT
                     IDADTGEILYGKREDERSYPASIAKMMTTLLLLENVKEDEEITVTENAIKTESQSKKI
                     KLRAGEKLKRDEALKLMLIISADPIAESIAEHIAGSKNEFVKMMNARAKELGTKHATF
                     KNASGADALGNKVSPYDIAMITKEALKYPVVLEYMNSTRTTLHTSERSPNIANYGREE
                     LYDDPYAIGSKSGLSALGKYTVVTVDEKDGKRVINVVLSSTRKQLYPDTKKMAHYAFQ
                     QLK"
     gene            complement(3632979..3633896)
                     /gene="fadM"
                     /locus_tag="DJ46_3924"
     CDS             complement(3632979..3633896)
                     /gene="fadM"
                     /locus_tag="DJ46_3924"
                     /EC_number="1.5.5.2"
                     /codon_start=1
                     /transl_table=11
                     /product="proline dehydrogenase 1"
                     /protein_id="AIK63419.1"
                     /translation="MEQLMRNSFLFLSKNKALTKLAKKYGLRFGAGRFVAGETIELAT
                     AAIQALNKQGLCVTIDYLGEFVDNEAEANEMANQSIEAIRAIGREGLDSQLSLKMTSM
                     GLDISDEIVMNNMRRILEAAKENGVFVTIDMEDYTRCGKTIDIFKQLKSEYDNIGTVI
                     QAYLYRTEKDIEDLNAYNPNLRLVKGAYKEPEEVAFPDKKDVDDNYKKIIKMHLLNGN
                     YTAIASHDEAIIEYTKKLAEEHNIPRDQFEFQMLYGIRNERQLELVKEGYKMRVYVPY
                     GNDWYGYFMRRLAERPANVAFVLKGMVKK"
     gene            complement(3634206..3634451)
                     /locus_tag="DJ46_3925"
     CDS             complement(3634206..3634451)
                     /locus_tag="DJ46_3925"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63072.1"
                     /translation="MSEKFNEQFDGLLEKYTELLLGESNEERKEQVQKWALYSYIAKT
                     MPALVKHWNETYPDAKEEMVQLITNIKKLNEEKRNEQ"
     gene            complement(3634500..3634802)
                     /locus_tag="DJ46_3926"
     CDS             complement(3634500..3634802)
                     /locus_tag="DJ46_3926"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62014.1"
                     /translation="MAIVDVSIIPVGTGNPSVSEYVAEVQKVLEKNADRVKYQLTPMN
                     TVIEGDLPVILEVIQQMHEVPYTKGAQRVATTIRIDDRRDKVSTMEKKLNSVRSKL"
     gene            complement(3634880..3636880)
                     /locus_tag="DJ46_3927"
     CDS             complement(3634880..3636880)
                     /locus_tag="DJ46_3927"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AIK62163.1"
                     /translation="MLRSLRLKIAVVFSVLISMMFVILGTAMYQLQKEKEVRSLDQYS
                     QNTMDLVTEQLTAFMQRIEEDMGHYGSHDDIQNMLQDGVTLEEESFILKEFSRFKKNH
                     PDILDVYIGTKDKKTLSANLADGGKVPEGYDPTSRQWYKASESDTKSIIWGQPQYEIA
                     TGKLSIGVSKAIVGQDGSVLGVVAMDVSLGTIQKLLHNIQYNNGGEMFIVNDKNIAIV
                     YPEKVGKDVSKEPLLKSLNKDETKFAVTTLGGKDVVAYSQLFDKMKWKIGIVYPKETI
                     DGLLNSTRNTVIIMACISLFVGIVASYLFSRRLARPLQLLTNHVQKVAEGDLTLQMKV
                     TSKDEVGELTNHFNHMVEQMNEMVSKIKNSVSTVQRSTNNLHYLTNETVAASKEVSGA
                     MDDVSGGASTLANSVDEVSEQLENMIQSVEQMNSSVGEIKGVAGKAEEASKQGLNTMR
                     NLVRTREQSSSIVVHTEEASGKLEQRVGSIQNVVELIKGISDQTNLLALNASIEAARA
                     GEQGKGFAVVAEEVRKLAEQSKEATVEIATMIGDVQVEVRRVVEVVSKLKDIADIQNN
                     VTTEAEAEFRTIMSVVNIISTSVEQIVEEVHNIGHEQGEITAVMHTIAGTSQESAAVS
                     EEVNAATESQVNHLEKVAHTMESLTEHMRDLERLVEQFKIEE"
     gene            3637069..3637827
                     /locus_tag="DJ46_3928"
     CDS             3637069..3637827
                     /locus_tag="DJ46_3928"
                     /codon_start=1
                     /transl_table=11
                     /product="archaeal transcriptional regulator TrmB family
                     protein"
                     /protein_id="AIK64126.1"
                     /translation="MLQKFGFSQYESQAYEVVVSSNEPLDATTIVKHSGVPKAKIYEV
                     LARLIDKGMVMDSVSEKKKMYTALPLKLAIEKLTTEFQSNIKELETTISKKSFTDDRV
                     WSLKMQSSIRVQSKELIENAKESIRISAWNDTLLEYLPLLEEKAKQGVKTESLIVGKV
                     ETDLENMHFLIPAEEPNALERYLLLIVDDREILFAGVEQESWQAMKTMSQPFVKFFTE
                     FFYHDVALAKITQKHHDLFMEDEEIKSLLMKLRY"
     gene            complement(3637858..3639741)
                     /locus_tag="DJ46_3929"
     CDS             complement(3637858..3639741)
                     /locus_tag="DJ46_3929"
                     /note="TQXA_dom: TQXA domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="TQXA domain protein"
                     /protein_id="AIK64832.1"
                     /translation="MKRKMVGKWFSFLSALIILLGIAMPQVKAEVMNRETYKMDWSYS
                     NSKQREIKTEIIKTASGSIAYCLTPDLRSPNGEDLPEMGKTSDAVYRVLLNGYPQKGP
                     SELGVATTEEAHYATQLAVWIAANELTEEDLVAKNERVHNLMKRLVEASKKETGSQDV
                     FFKVNPVDSQTATQNGDYLETGFYAVQTNAVSGSYTILPENAPKGLRIVNENGEEKST
                     LSINEKFKILLPKDTSSGNFKMKVKSTLTNLQAIAFKGSEKVQNTTVLLQRNSEKIST
                     DLVVNWESVGSLKIMKLGEKKEVLKGAVFEVSNENFKQNVTTSDKGIAELGNLPIGIY
                     SVKEIQAPAGYVLDRSVKKIEVKTGETAVLELKNENVKGELEITKVDVADGNTKLPNA
                     EFTIYNEQGKEVVKGKTDEKGVAKFKLPYGKYTYKETIAPNGYVINEETFAFEIKENG
                     EIIKHIVQDKKVEGELEITKVDVADGNTKLPNAEFTIYNEQGKEVVKGKTNEQGIAKF
                     KLPYGKYTYKETIAPNGYVINEEKFGFEIKENGEIIKHIVKNKKEEKASFPSKPNKPT
                     PNGEVKPSADVKPMQQPSTHNEVRLPATGGVSNQFTSLFVLGISFIIAGAYVLRMKNR
                     KEM"
     gene            complement(3640012..3640182)
                     /locus_tag="DJ46_3930"
     CDS             complement(3640012..3640182)
                     /locus_tag="DJ46_3930"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65042.1"
                     /translation="MMSNFSVFGMIIALLPILIVVFVLRWVRFIYQNSEKQVEQNEKI
                     IELLTEIKDKDK"
     gene            complement(3640262..3641434)
                     /gene="pbuE"
                     /locus_tag="DJ46_3931"
     CDS             complement(3640262..3641434)
                     /gene="pbuE"
                     /locus_tag="DJ46_3931"
                     /codon_start=1
                     /transl_table=11
                     /product="purine efflux pump PbuE"
                     /protein_id="AIK61144.1"
                     /translation="MNFRVYILAIAAFVVGTVELIIGGTLDLVANDLGVSISAAGQLI
                     TIFSVVFALSGPVLLALTGKFERKTLYVGALSIFLIGNIISACSVNYGMLMFSRVICA
                     ASGSLIIALSVTLASSVVEPHFRARAIGIIFMGISGSLVLGVPLGLVLGNAYGWRAPF
                     VLISILTVMAIACISLFLTKVPPTSVLSIREQIATLKDKKIVSAQLTSFLFLTGHLTL
                     YAYLTPFLKDVMHVEANWISVFYFIFGIAAVIGGGFGGWLADKWGSKKSIISIIIVFA
                     CAIFLLPLMTFSFPLFIIMMGIWSMLSWAISPAQQNYLIEIAPESAGIQQSLNNSALH
                     LGIALGSTVGGVVIEKSSVIYNAWVGGGFIILALLCAIFSITRGRSTQFAKEESIV"
     gene            complement(3641554..3642870)
                     /gene="steT"
                     /locus_tag="DJ46_3932"
     CDS             complement(3641554..3642870)
                     /gene="steT"
                     /locus_tag="DJ46_3932"
                     /codon_start=1
                     /transl_table=11
                     /product="serine/threonine exchanger SteT"
                     /protein_id="AIK62647.1"
                     /translation="MHHDEKNKIGLTVALSIVVGTIIGSGVFMKPGSVLDYSGSSNMA
                     ILAWVIGGLLTLASGLTVAEIGAQIPKNGGLYTYLEEIYGSFWGYLSGWMQTIVYGPA
                     IIGTLGLYFSSLMINFFYLDKVWNLPIAIGTVVFLGVVNSMGTKYGGIVQTITTIGKM
                     IPIVLIVVLGFWKGNSDIFNVVVPISENQSIGMAILATLFAYDGWILLASIGGEMKNP
                     TKLLPKAMTVGILIVTAAYVLINLALLNVLPATQIVELGENATATAAGMLLGEYGGKI
                     ISIGIIVSIFGCLNGKILTFPRIPMSMAERGQLPFAKFIAKESPRFKTPANAITVEII
                     LGIILMIISDPNKLSEISVFIIYIFYVMTFIGVFILRKRNKNKERAYSVPLFPIVPIV
                     AILGSLFVIGSAIINDPLSCFLSIGIVFTGLPVYWYLNKKNKTEVS"
     gene            complement(3643466..3644281)
                     /locus_tag="DJ46_3933"
     CDS             complement(3643466..3644281)
                     /locus_tag="DJ46_3933"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63037.1"
                     /translation="MKKKTVGYLAIAGALSFGIIGGVGIPAFAATNTPAAEQATKTAK
                     KDLDDATKQKVKTIMDDTKKQLEELGVKLPEKEKRKEMFAGLDEQAKEKAKSILEQEK
                     SGKLTREQAQEELTKLGVKMPEKGKHGEMFAGLDEQAKEKAKSILEQEKSGKLTREQA
                     KEELTKLGVNMPEKGKRKDMLANLDEQAKEKVKSIFEQEKSGKLTHEQSKEELTKLGI
                     KLPEKKKHEDIFAGLDEATKTKAKAILDNEKKQLEALNVELPHHKFFMNKEDK"
     gene            complement(3644411..3645193)
                     /gene="yidC"
                     /locus_tag="DJ46_3934"
     CDS             complement(3644411..3645193)
                     /gene="yidC"
                     /locus_tag="DJ46_3934"
                     /note="yidC_oxa1_cterm: membrane insertase, YidC/Oxa1
                     family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane insertase, YidC/Oxa1 family domain
                     protein"
                     /protein_id="AIK66010.1"
                     /translation="MLKSYRAVLVSLSLLLVFVLSGCSNATPIDAHSTGIWDHYFVYP
                     ISFMIQFVAHHIPGASFGIAIIIMTLVIRSAMIPLAVSQYRSQAKMKKMQPELQKLKQ
                     KYGDVSKDLEKQKQYQKEMSELMKSGGWNPLAGCWPLLIQMPIFSALYYAISRTEEIR
                     TSTFLWVNLGHADPYHILPIIAALTTFIQMKVFQSNSTSGEQVQMLKMQQIMMPAMIL
                     FMGFAAPSGLVLYWITGNLFTMMQTIVLRKIMEREELQLQKA"
     gene            complement(3645222..3645506)
                     /locus_tag="DJ46_3935"
     CDS             complement(3645222..3645506)
                     /locus_tag="DJ46_3935"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62934.1"
                     /translation="MEFLLQDAILYISFVTTALCLLEVFFLANVSRFVRQQASSGRQR
                     AFALVDTCEDSAGNVPLFSIFYKYGMIRSVRRQESSEENDEVGPYTPMFR"
     gene            3645784..3646677
                     /locus_tag="DJ46_3936"
     CDS             3645784..3646677
                     /locus_tag="DJ46_3936"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66279.1"
                     /translation="MGQLGDADYVPDTAFLSFPAAKTFHLEFIIQLVVIFVASILYAI
                     SMNMFFIPHNMISGGFAGVGMIIGYLMHYNIGALIFLLNIPLLILSHFYLGKKTTFLT
                     AYFVAVSSLAMNIIPVHQVSDDILLSSVFGGVICGAASGIIFRFASSTGGFDVVGLIV
                     AKYRDVSIGAIIFGFNLILLVVAGFIFGWDITLYTLISRFVVSKVIDAVHTKHIKLTI
                     MTITEKGEEIKSALLHHGIRGVTMVDAVGGYTNHKKKMIYTVVTRYELGEMKRIIRQV
                     DNKAFMNITETVEIVGRFKRI"
     gene            3647009..3647395
                     /locus_tag="DJ46_3937"
     CDS             3647009..3647395
                     /locus_tag="DJ46_3937"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65453.1"
                     /translation="MNQSIRYTIAVLFAIIGGTICFWTNNQLGENIIFNGIETLVSAS
                     ILGGYIFFLFNPEENAQKTMLLTMIGIVGGCISYSMTNYTLPLQLSSAFFHGLWTWFI
                     AFCLADVFNLLQDNEEENGRQIESNS"
     gene            complement(3647644..3647784)
                     /locus_tag="DJ46_3938"
     CDS             complement(3647644..3647784)
                     /locus_tag="DJ46_3938"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64168.1"
                     /translation="MEILTIILIVLLIYVVFKVAYVALKILAILLVIFLIVELGSKLL
                     GG"
     gene            complement(3647881..3648963)
                     /locus_tag="DJ46_3939"
     CDS             complement(3647881..3648963)
                     /locus_tag="DJ46_3939"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61203.1"
                     /translation="MDILRRPAGTMTAALVLSILYGVIRTGKLEVILNLWAIVGISLL
                     VLAIHELGHVVFGVIGGLTFKFMTVGPITIQTEKGKLRTRENKLWAYFGGVATLVPPS
                     IETPNLSKKWAWLTLGGPITSLLFGITFGYIYMVSYYQYLLYFSFFHFAIFAVTIVPI
                     KGTLMSDGMQFLILIKDDERARNHLYEIQISSELFSYKRPRDWDERLVELSEEKIKEN
                     KGIRDIMSRLMLVFLARADQEGMERAIPYIEPIVRQPVTKENKFFVSSFHSWYLLYKA
                     LYEMDSLSLQEAKEHAKAITKMDLNGYYRTQGIIKYLECDMEASRTYMRKADKELKSA
                     EKSEMGYLQLEREWFEQLKKRVSYDG"
     gene            complement(3648976..3649683)
                     /locus_tag="DJ46_3940"
     CDS             complement(3648976..3649683)
                     /locus_tag="DJ46_3940"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62687.1"
                     /translation="MKSKLGEQFISFCKLILSMVGGFFASYIALDLLSDEPRKLSPNI
                     LIGVCTLFGMIMMYYTWKNTRMLAEARDEEESVQGRKLGIVIMYLRIGDIVTQAWFVY
                     AVIACRRAFMHDANVSFAIWNMIAATAFTIIIVIIGIMARNRYNKLYPEQGVTYMESM
                     EMWKKNADEGLKHIVHEAGYKAYEFTNKVLAYVWWAAVIYTAVSDINFVLLGLISFIW
                     ILHIGKFMYEMHRKMIY"
     gene            complement(3649673..3649894)
                     /locus_tag="DJ46_3941"
     CDS             complement(3649673..3649894)
                     /locus_tag="DJ46_3941"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK61126.1"
                     /translation="MKLQNRVRELRAKHRLSQGDLGKAIGSSRQTISLIERGDYAPSI
                     VLSLKIAHIFNVPVEEIFTLVEGEDDGEE"
     gene            3650059..3650850
                     /locus_tag="DJ46_3942"
     CDS             3650059..3650850
                     /locus_tag="DJ46_3942"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65415.1"
                     /translation="MNKTSTFSYILTKLTATFFLLLLISTLLLTTSQPTLYSFLAGLR
                     ELLYFPFVPFLAVYAIFCSICIDKLKLKTYTRLKTLLLYIFCGYLFFLPFLIFKEADL
                     IQFLFLGSIGAVCSLSFYLCTVIATKFKWIQYFVPSIMFIIFITIHLVDIARIGTSKE
                     QWVETKTDNSFEASFQHFSGEHKVPIELKRGDILEFTIESQGENSNGYIGDIKMASEF
                     QEEENYLAPAGPNTYHFAAIKTGTYYIIVSGNQSKGKLKIDWNIK"
     gene            complement(3650907..3651521)
                     /locus_tag="DJ46_3943"
     CDS             complement(3650907..3651521)
                     /locus_tag="DJ46_3943"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64105.1"
                     /translation="MEWIHELFQQYGYYVVLVGLLLEYIALPFPGEPTLAYAGFLAHK
                     GDLSLPILIILSFIGTSVGMTIQYFLGNKLGMPFIQKYGKYVFLTQRKIDLTRMWFDK
                     YGYFLIFIGFFIPGVRHFTGYFAGIINLPFRRFAITIYSGALFWVSFFLIGGYWLGGN
                     LHDIFGALEGHIGKIIFGVIVIVAITLGVRFRKQLKRALLQNAS"
     gene            3651940..3652368
                     /locus_tag="DJ46_3944"
     CDS             3651940..3652368
                     /locus_tag="DJ46_3944"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61155.1"
                     /translation="MHDFINTNVESHQNETVFNLHICETNEFDVSLTKSTTLSFIVSK
                     KNIKIVTKKWINSNQESMIGKSYIIPTKAFHYFLPIISETEDELNIQVQSFGLHGELL
                     LNERLLIDKNNKHDAKITNFFETLDENVNKVLRGLQIHCM"
     gene            3652399..3652860
                     /locus_tag="DJ46_3945"
     CDS             3652399..3652860
                     /locus_tag="DJ46_3945"
                     /codon_start=1
                     /transl_table=11
                     /product="L,D-transpeptidase catalytic domain protein"
                     /protein_id="AIK62555.1"
                     /translation="MKKLLLGALLSLGFLTIPFTNAEAATTKDQLIVNTQLNKMDYYQ
                     NGKFIKSFTVATGKAATPTPKGTFKIVNKIKNRPYYTGKIKGGDPRNPLGDRWLGLNM
                     AGTYGTTYAIHGTNNNQAIGKWTTLGCIRMYNNDIHWLFERIPQQATVTVK"
     gene            3653225..3653890
                     /locus_tag="DJ46_3946"
     CDS             3653225..3653890
                     /locus_tag="DJ46_3946"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61897.1"
                     /translation="MTHILVIEDNPDIQELIREFLMAQNFTVDVVGAGTEGILLFQKN
                     SYDLVLLDVMLPDIDGYSICKIMRGQSDVPIIMLTGLHNEESEIKGFELGIDDYITKP
                     FHYTVFIKRVEAVLRRAATKEAEAATILQFHELMLNSTAYAAYVHGNQIELTTKEFEI
                     IYTLLQNRGKVLSRSDLLNKVWGYEHYGDVRVIDTHIKNLRKKLGIPYIKTVKGIGYK
                     IES"
     gene            3653868..3655310
                     /locus_tag="DJ46_3947"
     CDS             3653868..3655310
                     /locus_tag="DJ46_3947"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK65235.1"
                     /translation="MATKSNRSKDNITKNIFIKTLLFCILLSLCLYQIIYFLASDYDK
                     ERFAKENGPSTTEQADSDKQNAQSKTNQNKAVSQGDMFNFQSSIIDYNALSTAINHLL
                     QPSQTAKAKEHTQNISGKNSASAPSTETEKQVATNDALHKQNAASKTNDAQDDPKLTD
                     ALQQLAPHIGATMLALSLLGSLIYAKIIAKPFQYMSDALKDIMNLDFSDKKLLNKNTD
                     QTDFNLQVAASQVPNIVKNLHASNQDLRNELKKEQQLEQSRKEFMSMVSHELKTPIAA
                     VMGQLDGMIHGIGAYKDRDKYLKRSYEMMQDINILTEKMSELSKIQNPQFKPDLKVIS
                     LTNIIEDVMKKVDYFVSVKQLNVQSNIKQDVQVLADPKFIQTAIFNIISNAIHYTIDH
                     QHVYIKLYEKPNGYALEVLNTGSQIDEDKLAHLFEPFYRANPDKHGLVQGSGLGLYIV
                     KQILDKHQFPYGIQNTPQGVKCSIVFPKAM"
     gene            3655450..3656352
                     /locus_tag="DJ46_3948"
     CDS             3655450..3656352
                     /locus_tag="DJ46_3948"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK66178.1"
                     /translation="MEKFKYSLLVLFGACSYGVLSTIFKLGFINGFSAHQLLGGQYVF
                     GWIGLLLLVLFASRHKVTKKQFFSLLTVGTTMSMTGIFYAISVEELPASIAVVLLFQF
                     TWIGVVIEAIANRTFPSREKVISIIILFTGTLFAGGVFEGLGQSFSTKGIIFGLLAAV
                     SFSFYVFASGRVATEVPPYTKSFLMTTSATLIVCLFFPPTFLTDGALQAGLWKYAFFL
                     GLFGVVVPVICFSIGVPKVGTGLGTILGAAELPTAIIASITLVHEVVTFMQWIGIIVI
                     LLGIFTPQLLTARKEKKHSSVHSA"
     gene            complement(3656394..3658028)
                     /gene="metG"
                     /locus_tag="DJ46_3949"
     CDS             complement(3656394..3658028)
                     /gene="metG"
                     /locus_tag="DJ46_3949"
                     /EC_number="6.1.1.10"
                     /note="metG: methionine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine--tRNA ligase"
                     /protein_id="AIK63374.1"
                     /translation="MSIFIGGAWPYANGSLHLGHIASLLPGDILARYYRAKGENVLYV
                     SGSDCNGTPIAIRAKQEGVTAKEIANKYHEEFERCFRNLGFTYDCYTRTDSEHHHETV
                     QNVFLRLLEEGHIYKKTVEQAYCETCTQFLPDCYVEGVCPHCHEEARGDQCDACSAIL
                     DPLDLLEKKCKLCGSTPSIQETEHFYFALHTFQEQIKRAVEIAKQTGTWRDNAIQLTE
                     RYVKEGLLDRAVSRDLPIGVPIPVEGYEDKKIYVWIEAVTGYYSASKHWAEETGKDDR
                     EFWDGEAKTYYVHGKDNIPFHSVIWPAVLLGIGEGTIPRHIVSNEYLTVEKRKLSTSK
                     NWAVWVPDILERYDPDSIRYFLIVNAPENRDTDFSWREFIYSHNSELLGAYGNFVNRT
                     LKFIEKYYGGIMPKGSIDVELKDKIERLYKHVGEAIEQTKFKVALESIFDAVRFANKY
                     FDERQPWKEREDDPVSCEETIYNCVYLIANFANLLEPFLPFSSERIRNTLSIVNRNWE
                     PQHTLPSRIDSVQPLFERIDVKQIECELEKLYGAVK"
     gene            3658463..3659281
                     /locus_tag="DJ46_3950"
     CDS             3658463..3659281
                     /locus_tag="DJ46_3950"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK63013.1"
                     /translation="MNQKQLSTINEKSWNAAAYEAWTNRHGAPADYAKKIMEDPMREV
                     DHYLPYIQSPKGKRIINLLGSKGNKAVALALLGADVTVVDISASNAKYANELAEAAGV
                     SIEYVVSDVLHVQLSESFDIVLLELGVLHYFLDLKPLFQKIATLLKPDGTLILRDYHP
                     VYTKLLGVDHPSFRANGNYFDEELIEDDVAYSILLTEAQKESLPKTTIRRWTLGEIIT
                     TLAGEHFKIEKLVEEHGPHQRWVFPSTAPEGIEEFVPGLYTLIATACKKGPLHG"
     gene            3659695..3661386
                     /locus_tag="DJ46_3951"
     CDS             3659695..3661386
                     /locus_tag="DJ46_3951"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AIK64741.1"
                     /translation="MKYVSIRKKLLFTLLSISSLFSIALIVILSFAMSQASEIETLKN
                     DVSKRATILKERGDWFQAQVAGLQEYLLSHDQKGLDKFNREGKKLADTREKVTSDKKL
                     PEGMKEAILMGGKWRSVIDNEVLPLAREGKWDEASKIALAQTDYVNDLLSRFTKYANE
                     ENDKRDALIADVESSSSLIQYIIFFSLITCTVTSILLAWWFSGKLVKPIQQIDEKLKE
                     LASQDGDLTARLHVTSKDEIGDIANSFNQMLANLQRIIKQVQQTSTSVKEASENVFIE
                     TTASMENTAKTEETMNALEHNIRSQVSSIEESSTAMDDMAVSVQRIAESATSVTELAV
                     ATSEQANDGSTVIQKSVSQMTTIHDAVNATSEVVERLITHTKYIDTAVQSISNIAEQT
                     NLLALNASIEAARAGEQGKGFAVVADEVRKLAEQSKTAATDINQLLHQIQQDTETASS
                     MMSQGRSEAFEGIHVIREAGNSFTTIVEQVNKVSTQMQDISATAEEMAASAEEMNASL
                     NNIASISTEVSSETAATAQSAEKKVVTMNEMTQTAKQMKQTVEELDQLVSHFKTE"
     gene            3661504..3661821
                     /locus_tag="DJ46_3952"
     CDS             3661504..3661821
                     /locus_tag="DJ46_3952"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63035.1"
                     /translation="MSQEAFENKLYANLEAVIDPELGVDIVNLGLVYDVTADENNNAV
                     ITMTMTSIGCPMAGQIVSDVKKVLSTNVPEVNEIEVNVVWNPPWSKERMSRMAKIALG
                     IRD"
     gene            complement(3661864..3663513)
                     /gene="nprB"
                     /locus_tag="DJ46_3953"
     CDS             complement(3661864..3663513)
                     /gene="nprB"
                     /locus_tag="DJ46_3953"
                     /codon_start=1
                     /transl_table=11
                     /product="neutral protease B"
                     /protein_id="AIK64631.1"
                     /translation="MKKQVISSALALTVIAGGFGTFGATTTKAEEQKIQYHQEFKTPA
                     YIGEEWKAPEGLDKKETVFQYLESKKDMFKLAGNIDKHFNVVGEEKDAESGTTHVKLV
                     EKHNNIPVYGSDQTVTLDKENNVKAFFGQVIPNLEDKNIPEFASISAEQAETIAKADI
                     EKELGKVKNYDGVKKDLFVYEKDGKYYLAYLVKASISKPAPGYWHYFVDATNGNVIEK
                     YNAVDHITGFGYEVLGARQSFEIAQDEKTGAFNLFDGKRGQGVHTFDADNMDENLFNI
                     FSQWFGYTGLEVESKNKFFDDKAAVDAHVNAGKVYDYYKKTFNRNSFDDKGAKLISSV
                     HVGENWNNAAWNGVQMMYGDGDGTTFISLSAGLDVIGHELTHAVTEHTANLVYKNESG
                     ALNESLSDIMGVMVEKKSWDLGADIYTPGKPGDALRSLKDPASIPNPLKPGEGYPDHY
                     NKRYTGTADNGGVHINSSINNKAAYLVSDGGEHYGVKVTGVGREATEKIYYRALTKYL
                     TANSDFKMMRQAALQSAEDLYGKDSKAVQAVTKAYDAVGVK"
     gene            complement(3663669..3664367)
                     /locus_tag="DJ46_3954"
     CDS             complement(3663669..3664367)
                     /locus_tag="DJ46_3954"
                     /codon_start=1
                     /transl_table=11
                     /product="cupin domain protein"
                     /protein_id="AIK62440.1"
                     /translation="MFRKVDHKNMGRANHGWLNTHFHFSFANYYNPNNMSFGALRVIN
                     DDLVAPQTGFDMHPHRDMEIISYVVDGALTHEDSMGNRGTIERGHVQYMSAGTGVFHS
                     EHNLGNETLRLLQIWILPDREDHKPNYGEFKFDWSKRENEWFHMVSPLEGEAPIQIHQ
                     DANLYSLSLEAGKEIHFPVKEGRQLYLVQIEGSSAINGETLVMRDAAEAIEEDIHIEA
                     KEQSHYLAIELKKQ"
     gene            complement(3664419..3664829)
                     /locus_tag="DJ46_3955"
     CDS             complement(3664419..3664829)
                     /locus_tag="DJ46_3955"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK62979.1"
                     /translation="MKTEDRLGLLLWFRLSRFYNKSIRETNQHLKKWNVSAAQFDVLA
                     QVGGHDRLTQQELGNKLFVTKGNITQLLNKMEQLDWIRREQEGTTKYISLTEKGRALY
                     EEIILPQERFQAEQFQNLNVEEQHQLLQLLKKLQ"
     gene            complement(3664942..3665376)
                     /locus_tag="DJ46_3956"
     CDS             complement(3664942..3665376)
                     /locus_tag="DJ46_3956"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63329.1"
                     /translation="MELQFQNVYQQVENWYVLDSELPWDVKRLRDDLFSLIEICKTPV
                     IFCDTCDANHVLRSLGEEEEEFLFPIGGFYHKEKQLIFVCMWEEYEQVLKTLLHEFRH
                     AMQHKSEILYVGSETYEERWIEKDARKFAERKLDEYKNRKLM"
     gene            complement(3665540..3666739)
                     /gene="yhaU"
                     /locus_tag="DJ46_3957"
     CDS             complement(3665540..3666739)
                     /gene="yhaU"
                     /locus_tag="DJ46_3957"
                     /codon_start=1
                     /transl_table=11
                     /product="K(+)/H(+) antiporter yhaU"
                     /protein_id="AIK61570.1"
                     /translation="MDTLIFEVGTALVLVAIAAVIAGKFKFSVIPFLIVLGMLVGPHA
                     PTIGVIDFKFIESASVISFLGRIGVLFLLFYLGLEFSMKKLIKSGRSIAIGGMIYILI
                     NFSLGLLYGFIMGFPLLEILIIAGIITISSSAIVAKVLVDLRRTGNNETELILGIIMF
                     EDIFLAVYLSVVSGLVLGDHASFLGALTSIGIALGYMLLFFIVARKATPLLNKLLNIS
                     SDEIFIIVVFASLFFIAGFSETIHVAEAIGALLLGLVFSETEHSDRIEHLVVPFRDFF
                     GAIFFFSFGLSIDPFSLGGAIWLTLGAVLLTIIGNFVAGMIAGRQAGLSHKASTNIGL
                     TIVSRGEFSIIMANIGIAGGLMSVLKPFSALYVLILSILGPLLTKESKNVYKLLNKIF
                     KWDMKKS"
     gene            complement(3666727..3667236)
                     /gene="khtT"
                     /locus_tag="DJ46_3958"
     CDS             complement(3666727..3667236)
                     /gene="khtT"
                     /locus_tag="DJ46_3958"
                     /codon_start=1
                     /transl_table=11
                     /product="K(+)/H(+) antiporter subunit khtT"
                     /protein_id="AIK62861.1"
                     /translation="MNIRESELPGIGYKFQIVTKGNEKMVIVIHDDGRREMYHFDSDY
                     EESISSISLRDSEARQIAAILGGMVYKPRALENVEMVFEGLAIEWFKVEKEAPAIGKT
                     IGDLEIRKTYSVTIIAVMKKNMKKLFNPGPETVIEEGDMLVVSGEREEIKKIINELLS
                     NRGLTRWIR"
     gene            3667648..3669081
                     /gene="agcS"
                     /locus_tag="DJ46_3959"
     CDS             3667648..3669081
                     /gene="agcS"
                     /locus_tag="DJ46_3959"
                     /note="agcS: amino acid carrier family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid carrier family protein"
                     /protein_id="AIK65843.1"
                     /translation="MVDIFSRFLEVTNNILWSYILIAMLIGFGLYFSFKLKFVQITHF
                     GEMVGLISKGFNRKEKKKDSISPFQAFCLSAAARIGIGNLAGVALAISMGGPGAVFWM
                     WFIAILGAATSFVECTLAQIYKVKDGSRFRGGPAYYMEKGLNKRWMGVWFSLLITVAY
                     GLIFNSVQANTVTIAFENAFGLERTIVGALLALLVAVIIFGGIKSISRITEMIVPPMA
                     IIYIGVAIFVVINNFTMLPSIFTEIFNSAFGLDQAVAGGIGAAIKFGIQRGLFATEAG
                     MGSSPNAAATSDVSHPVKQGLVQALGVFVDTFLVCTSTAFIVLCSGLYKGTNLEGIEL
                     TQQALSSQIGPWASTFLAIIIFLFAFSSLLGNYYYGETNIAFIKESKTWLMIYRVAVV
                     GMVFFGSIAALKTVWSLADLFMGLMVFTNLIAISFLSKFAYAALVDYMKQKKQGKDPV
                     FVASSIPGLQNTECWDGQDVEENKKAV"
     gene            3669294..3669734
                     /gene="dps2"
                     /locus_tag="DJ46_3960"
     CDS             3669294..3669734
                     /gene="dps2"
                     /locus_tag="DJ46_3960"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA protection during starvation protein 2"
                     /protein_id="AIK62888.1"
                     /translation="MNKQVIEVLNKQVADWSVLFTKLHNFHWYVKGPQFFTLHEKFEE
                     LYTESATHIDEIAERILAIGGKPVATMKEYLEISSIQEAAYGETAEGMVEAIMKDYEM
                     MLVELKKGMEIAQNSDDEMTSDLLLGIYTELEKHAWMLRAFLNQ"
     gene            3670053..3670250
                     /locus_tag="DJ46_3961"
     CDS             3670053..3670250
                     /locus_tag="DJ46_3961"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64690.1"
                     /translation="MKDYLIRAFFALITVGIVLLIANIFNIRIEVKDYAFLIVLAIGG
                     GWGGWYLYKKQSNQNDRGIPK"
     gene            complement(3670266..3670550)
                     /locus_tag="DJ46_3962"
     CDS             complement(3670266..3670550)
                     /locus_tag="DJ46_3962"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61939.1"
                     /translation="MEEFVFLRPVFKCVLAASILVMLIVSTQKKELINAFSLWFISIL
                     CIGVSAITLFMSGFIVDEYNLGGDAQSFCMFIAIGCISGLNVIIYYRRKQ"
     gene            complement(3670668..3671231)
                     /gene="yvdD"
                     /locus_tag="DJ46_3963"
     CDS             complement(3670668..3671231)
                     /gene="yvdD"
                     /locus_tag="DJ46_3963"
                     /codon_start=1
                     /transl_table=11
                     /product="LOG family protein yvdD"
                     /protein_id="AIK63656.1"
                     /translation="MFAGSNLGERPEFKEQAIALGKMFVENEYELVYGGSCVGLMGEV
                     ANEVLRLGGRVTGVMPRDLFRGEIVHTGLTELIEVETMHERKAKMAELADAFIALPGG
                     YGTFEELFEAVCWSQIGIHNKPVGLLNIKDFYGPILQMVERAAEEGFMNPSNKELIVA
                     AETADALIHKIQNYERPVLGTKWKQLS"
     gene            3671320..3671643
                     /locus_tag="DJ46_3964"
     CDS             3671320..3671643
                     /locus_tag="DJ46_3964"
                     /codon_start=1
                     /transl_table=11
                     /product="mazG nucleotide pyrophosphohydrolase domain
                     protein"
                     /protein_id="AIK62368.1"
                     /translation="MDIVAFQRWVEEFYEKRSWSQYNAFIRLNFLTEEVGEVSRVVRA
                     IEIGRDRPDEDTKTEEELKQELKEELGDVLSNLIILSQKYDLDLQDIMNAHVTKLSKR
                     FETSK"
     gene            3671697..3672203
                     /locus_tag="DJ46_3965"
     CDS             3671697..3672203
                     /locus_tag="DJ46_3965"
                     /codon_start=1
                     /transl_table=11
                     /product="ferritin-like domain protein"
                     /protein_id="AIK64763.1"
                     /translation="MLSKKLHDALNDQMNFEFYSAHAYMAMAAYCTAESYDGFANFFL
                     VQAEEERFHAMKLYNYINDRGERAIITGFDNPNNEYESVLNAFEVALEHEREVTKRIY
                     NLSDIAWDEREHATITFLKWFVDEQVEEEASFDSIIQKLKRITSDSNALFMLDAELEK
                     RTFTPPAE"
     gene            3672351..3672809
                     /locus_tag="DJ46_3966"
     CDS             3672351..3672809
                     /locus_tag="DJ46_3966"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63902.1"
                     /translation="MNQRVEVVDAIRGFALFGILLVNMTLIQFGFFAHEKPTYIFGEL
                     DKGANWFIQFFGTHNFISLFSFYLALALFCCKKVLLQKEKILPYIHKTYCHSFTTRLY
                     SRHFCLGRRYFICLRNCRDFLNDVHQSKAKNVAHLGNYSTRTYYAYVLSN"
     gene            3672883..3673518
                     /locus_tag="DJ46_3967"
     CDS             3672883..3673518
                     /locus_tag="DJ46_3967"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61198.1"
                     /translation="MDHINFRLTENPFDYIGIDGFLGIFIISIFTLIFMSPLFLLGIY
                     VGKKGWLFEINKHIPAVKKIWFVTGLFSFTIKILAMFVKHPILIMLQEALTPVTMTFF
                     YGSTIILLFHYKKATRLLTYMANMGKMSVSNYLAQSIIATTIFYAYGFGLYGKIGYFF
                     GILLTIGIYTIQLVVSTYWLQKYRMGPIEYIWRFGTYLEKPRFKRNLDKAS"
     gene            complement(3673564..3674745)
                     /locus_tag="DJ46_3968"
     CDS             complement(3673564..3674745)
                     /locus_tag="DJ46_3968"
                     /codon_start=1
                     /transl_table=11
                     /product="na+ dependent nucleoside transporter family
                     protein"
                     /protein_id="AIK65864.1"
                     /translation="MKFVMFLVGLLVVFVLGFLISSDRKKIKYKPIALMLVIQLVLAY
                     FLLNTKVGFVLVKGIADGFGAILKFAEAGVNFVFGGLANDGQAPFFLTVLLPIIFLAV
                     LIGILQHIKILPIIIRAVGFLLSKVNGLGKLESYNAVAAAIVGQGEVFITVKDQLSKL
                     PKNRLYTLCASSMSTVSMSIVGSYMKMIDPKYVVTALVLNLFSGFIIVHIINPYDVKE
                     EDDILELQEDKKQTFFEMLGEYIMLGFSIAVTVAAMLIGFVALITAINGVFDSIFGIT
                     FQSILGYIFSPLAFVMGIPTSEMLTAGQVMATKLVTNEFVAMLDLGKVAGDLSARTVG
                     ILSIFLVSFANFSSIGIIAGATKSIDGKQANVVSSFGLKLVYGATLVSILSAVIVGVM
                     L"
     gene            complement(3675091..3676269)
                     /locus_tag="DJ46_3969"
     CDS             complement(3675091..3676269)
                     /locus_tag="DJ46_3969"
                     /codon_start=1
                     /transl_table=11
                     /product="na+ dependent nucleoside transporter family
                     protein"
                     /protein_id="AIK61627.1"
                     /translation="MKFVMFLVGLLVVFVLGFLISADRKKIKYKPIAIMLVIQLALSY
                     FLLNTQVGYILVKGISDGFGALLGYAEAGIVFVFGGLVNKGEVSFFLTALLPIVFFAV
                     LIGILQHFKILPIFIRAIGTLLSKVNGLGKLESYNAVAAAIVGQAEVFITVKDQLSKI
                     PKHRLYTLCASSMSTVSMSIVGSYMKMIEPKYVVTALVLNLFSGFIIIHIINPYDITE
                     EDTLKLENKKKQSFFEMLSEYIMLGFTIAITVAAMLLGFVALITAINSLFDSMFGITF
                     QAILGYIFSPLAFVMGIPQAEMVTAGQIMATKLVSNEFVAMLDLGKVAGDLSARTVGI
                     LSVFLVSFANFSSIGIIAGATKGIDENQSNVVSSFGLRLVYGATLVSILSAIIVGVML
                     "
     gene            complement(3676566..3678005)
                     /gene="agcS"
                     /locus_tag="DJ46_3970"
     CDS             complement(3676566..3678005)
                     /gene="agcS"
                     /locus_tag="DJ46_3970"
                     /note="agcS: amino acid carrier family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid carrier family protein"
                     /protein_id="AIK65607.1"
                     /translation="MDFLAKVIGDINNVLWSYIIIAMLIGLGLYFSFRVKFVQVRYFG
                     EMIRLLGDGASSKTRKAQKEKSGVSSFQAFCMSTASRVGTGNLAGVAIAISAGGPGAV
                     FWMWLIAVIGGASAFVESTLAQIYKVKDGNTFRGGPAYYMEKGLNKRWLGAIFSVLIT
                     VSFGLIFNAVQSNTVAAAFDGAFKTDSRLVGLVMAGLLAVIIFGGVKRIARAVEMIVP
                     VMAIIYVAVALFVVVTNITAIPYVFKEIFLHAFGIKEVVGGGLGAAILLGVKRGLFSN
                     EAGMGSAPNAAATANVTHPVKQGFIQTLGVFTDTLLICSCTAFIILLSDVHNAADLNG
                     IQLTQQALSQHIGPWASIFVAVAIFLFAFSSLVGNYYYGETNIEFLNGSKVLLNAYRI
                     AVLGMVMLGSVATIQIVWDLADLFMGIMAVINLVAIVFLSKYAFAALSDYVKQKKQGK
                     DPVFYANSIPGLKNTECWEEQVADKEKAV"
     gene            complement(3678340..3679770)
                     /gene="agcS"
                     /locus_tag="DJ46_3971"
     CDS             complement(3678340..3679770)
                     /gene="agcS"
                     /locus_tag="DJ46_3971"
                     /note="agcS: amino acid carrier family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid carrier family protein"
                     /protein_id="AIK65602.1"
                     /translation="MNVLEQFVSSTNTILWSYILIAMLIGLGLYFSVKLKFVQITHLG
                     EMIRLMSDGLTGKTRKKGSVSSFQAFCMSSAARIGIGNLAGVALAISMGGPGAVFWMW
                     VIAIIGASSSFVESTLAQIYKIKDGSGFRGGPAYYMEKGLNKRWMGIWFSILITVSYG
                     LIFNSVQANTVTLAFENAFGLERYIVGIALAALVAVIIFGGVKSIARMSEMIVPPMAL
                     IYIAVAIFVVIKNFYLIPDVFTEIFKGAFGLDSAVGGGIGAAMKYGIQRGLFANEAGM
                     GSAPNAAATADVTHPAKQGFIQTIGVLVDTFLVCTSTAFIVLCSGAYKATNLEGIELT
                     QNALSSQIGPWASSFLAIIIFLFAFSSLLGNYYYGETNIEFIKQSKTWLTIYRIAVVG
                     MVLFGSVATLQVVWNMADLFMGLMVITNLIAITLLGRFAYAALADYVRQKKQGKDPVF
                     RADSIPGLTNTECWDKSAVTDKEKAV"
     gene            3680053..3680691
                     /locus_tag="DJ46_3972"
     CDS             3680053..3680691
                     /locus_tag="DJ46_3972"
                     /codon_start=1
                     /transl_table=11
                     /product="nmrA-like family protein"
                     /protein_id="AIK65375.1"
                     /translation="MKIGIIGAAGKAGSRILKEALDRGHEVTAIVRNTAKITEENVKV
                     LEKDVFALTSNDLQAFDVVVNAFGAPAGEEHLHVDAGNVLIEAMKGAPNTKLLVVGGA
                     GSLFVDEEKTTRVFETPGFPKEYLATAQNQGKNLEILQQTNDITWTFISPSALFALGK
                     RTGSYKAGKDNLLVNAKGDSYVSYEDFAVAALDEIENPKHVNERFTVVSEAE"
     gene            complement(3680734..3682722)
                     /locus_tag="DJ46_3973"
     CDS             complement(3680734..3682722)
                     /locus_tag="DJ46_3973"
                     /codon_start=1
                     /transl_table=11
                     /product="viral enhancin family protein"
                     /protein_id="AIK64122.1"
                     /translation="MNGMQFEYGDVVKVFHAEPNRLKWYQNNNLTGQGEKKGAKELFF
                     KVTEKGFERLDMLQEVTAKPQQVVVGTDVEKLDPKAFVEVKDGEVIGFVEKPITTKIG
                     EQKVKVETKDRFGNKQVTEVPLEVTYGDSIAYVGYDNDIASIVTLKHDDKKFHATDMD
                     SQIHKYFDKELYMGITLYDGAGKEKKHVTAEGQETSKNFAKQVNGMQFEYGDVVKVFH
                     AEPDRLKWYQNNNLTGQGEKKGTKELFFKVTEKGFEKMDMLQEVITVPQKVVIGTAVE
                     KLNAKDFVQVKDGEVVGFVEKLNTTKIGEQKVKVETKDRFGNKKVTEVPVEVIYGDSI
                     MFFGTWHDGTNIKSIVTLNHEEKKFSTTDSEGPMHTSFADEKYMGMTVYDKDGKEKKA
                     LSVRASENTKEFAAQFNGMGFEYGDIVKIYQKEFDRFKVYKKNEFVDAKYGVNEVFFK
                     VTAHGFEQMGAQQEVTAKPQKVVIGTNSETLEAKNFVEVKAGEVIGFVGKLDTSKIGK
                     QTVKVETKDRFGNKQVTEVPVEVTYGDSLVYQGLSNSIRSIVTFNHDEKKLHVTHTNE
                     QIHSYFKNELYMGITLYDGDGKEKKHVTAEGQETSKNFAEQVNGTPFQYGDTIKVYHA
                     ESDRLSWYKTGELLGKGDAKKFKEISFKITPNGLEQVQ"
     gene            complement(3682764..3683513)
                     /locus_tag="DJ46_3974"
     CDS             complement(3682764..3683513)
                     /locus_tag="DJ46_3974"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64673.1"
                     /translation="MKSTVTLHHGTKTFSATDTKNLIHDYFKDEKYFEFTLYDKEGRE
                     KKNVAVKGLENTEAFAKELNGLAFEYGDVVKVYHAESSRLHWYQKGLYVGEGKNKEIK
                     ELFFKITENGFERVKSLQEVTAKPQTVVVGTEVEKLEAKNFVEVKDGEVIGFVEEPTT
                     SKVGKQKVKVETKDRFGNKKVTEVPVEVVYGDSIAYAGYGDDIVSIVTLKHEEKRFHA
                     TDMYREIHEYFNKELYMGITLYDGEGKEKNM"
     gene            complement(3683470..3685134)
                     /locus_tag="DJ46_3975"
     CDS             complement(3683470..3685134)
                     /locus_tag="DJ46_3975"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M60-like family protein"
                     /protein_id="AIK62729.1"
                     /translation="MSKKKKSRVLVAGVCLATLLTPYGLELPKVYAEMAVEDKEKQQE
                     ERVYQLLPKGDVEGMRELHQRGMSFSPYEPTGIYVKPDEEVVIQVEGTQQIKAYIGTY
                     SYEKEGPKQFNLHPGENKISSSNGGLLYFYNYHNTGEVVAKVKKGGTPNPLFILGKHT
                     TKDWKRMLAENPDPYAIEMKGENSLLTMHPETVAEHLKQEDPAALLKKHDEIINIEHK
                     MSGLSKDGAGVANQGKHSIHFVEDWYTDDYMYATYYRTAYSKGNLESVLNLEELTNDG
                     WGPWHEVGHQHQQDTWLWDGLGEVTVNIYSLAVQTTFGHKTRLEQEGRYEAAFAYLGK
                     PDAQEKMNEFEKLVMFWQLHLAYGDQFYPNLHQMYRLLHDTELPKSDEEKKQMFIYMT
                     SKVAGQNLIPFFDKWGLSANDATREKIEKLNLPKLEKEIWLSTDSNPIREKQIELYEA
                     PYGEPNNEKIQNMVIGTTYDEEKAKELVQNLGEGVKTTGVIMQDTPEVGEKTVKVEIV
                     DGKGNKNFIPVVVNVGYGDSLLVYGLNYTWGGLEVNRNSTSWYENI"
     gene            complement(3685446..3686258)
                     /locus_tag="DJ46_3976"
     CDS             complement(3685446..3686258)
                     /locus_tag="DJ46_3976"
                     /note="TQXA_dom: TQXA domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="TQXA domain protein"
                     /protein_id="AIK64032.1"
                     /translation="MNIKQSFKLLAMFLSVLFVLFPLQKAFAEVMDHTKYQMDWSYSK
                     SKKKPIRTELIKTADGKIAFCLNVDLKSPSGQDLPEMGKVDINVYRVLLNGYPQKSPQ
                     ELGVSDWREAHYATQLAVWNALKQIDINDLDFRNKNVEKVTKDIVAKASASDELQEIT
                     MSVTPTEEQEAVLKNDFFETGLYTVETNAKSGTYKVQATGAPTGAKFVNEKGEAKTEF
                     NVGEKFRILVPKQTPAGGFSFKVIGKLTKLQGIAHKGTPTIQLEKLPIDGQI"
     gene            complement(3686368..3687207)
                     /locus_tag="DJ46_3977"
     CDS             complement(3686368..3687207)
                     /locus_tag="DJ46_3977"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62802.1"
                     /translation="MKNLQSKAVLNNGVEMPWFGLGVFKVEEGPELVEAVKSAIKAGY
                     RSIDTAAIYGNEKAVGEGIRAGIEATGISREDLFITSKVWNADQGYEETIAAYEESLK
                     KLELDYLDLYLVHWPVEGKYKDTWRALETLYKEKRVRAIGVSNFQVHHLQDVMKDAEI
                     KPMINQVEYHPRLTQKEVQAFCKEQGIQMEAWSPLMQGQLLDNETLQEIAEKHGKTTA
                     QVILRWDLQNGVITIPKSTKEHRIIANADVFNFELTKEDMEKIDALNQNHRVGPDPDN
                     FDF"
     gene            complement(3687224..3688438)
                     /locus_tag="DJ46_3978"
     CDS             complement(3687224..3688438)
                     /locus_tag="DJ46_3978"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK66328.1"
                     /translation="MSSYTVPSSEVQTNRRSMFALLALAISAFGIGTTEFISVGLLPS
                     ISKDLNVSVTTAGLTVSLYALGAAVGAPVLTALTASMSRKTLLMWIMVIFIIGNGIAA
                     VATSFTILIIARIVSAFAHGVFMSIGSTIAAAIVPENKRASAIAIMFTGLTVATITGV
                     PIGTFIGQQFGWRASFMAIVVIGIIAFIANSILVPSNLKNGVPVSFRDQFKLIKNGRL
                     LLVFIITALGYGGTFVTFTYLSPLLQEVTGFEASTVTIILLVYGIAIAIGNMVGGKLS
                     NHNPIRALFYMFLIQAIILFVLTFTAPFKVAGLITIIFMGLFAFMNVPGLQVYVVILA
                     ERFVPSAVDVASAINIAAFNGGIALGSYIGGLVTNSLGLIHTAWVGGLMVVAAVILTA
                     WSMTLEKRDQVK"
     gene            3688761..3689105
                     /locus_tag="DJ46_3979"
     CDS             3688761..3689105
                     /locus_tag="DJ46_3979"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62305.1"
                     /translation="MKQYNIPVEATLEVIGGKWKVVILCHLTKGTKRTSELKRSMPGI
                     TQKMLTQQLRELEDDGVIQRKVYNQVPPKVEYSLTDYGWSLESILDSLCSWGECHLEK
                     EGKTSMLIAEGE"
     gene            3689541..3689981
                     /locus_tag="DJ46_3980"
     CDS             3689541..3689981
                     /locus_tag="DJ46_3980"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62955.1"
                     /translation="MPETMTQTKPEQETVQISASQGQLDVLDQLLKPEVQESLTTLVE
                     QLPKLTELVNILTKSYDFAQTVATDEVLKSDTVGAITELVEPVKDTVKSMAATAIEAK
                     DRADESNEVIGLFGLLKLLKDPQAQKMFRFVNAYLQISAERNNK"
     gene            3690026..3691204
                     /gene="yjlD"
                     /locus_tag="DJ46_3981"
     CDS             3690026..3691204
                     /gene="yjlD"
                     /locus_tag="DJ46_3981"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase-like protein yjlD"
                     /protein_id="AIK65493.1"
                     /translation="MSKQIVILGAGYGGLLAALNVRKYYSKSEAQVTVINQYPTHQII
                     TELHRLAAGNVSEQAVARPLTKLFKGKDIDLKIATVESFSVDSKEIKLAGGTTLSYDA
                     LVVALGSKTAYFGIPGLEENSMVLKSAADANKIYKHVEDRIREYAKTKNEADATIVIG
                     GGGLTGVELVGELADIMPKLAKSHGVNPKEVKLLLVEAGPKILPVLPDHLIERATTSL
                     EARGVTFLTGLPVTNVAGNEIDLKDGQKLVANTFVWTGGVQGNPLIGESGLEVNRGRA
                     TVDAYLQSTSHKNVFVAGDSAVVFAPDGRPYPPTAQIAWQMGELIGYNLYAALEGKAF
                     EEFAPVNSGTLASLGRKDAVATIGASNTPLKGLPASLMKEASNVRYLSHIKGLFSLAY
                     "
     gene            complement(3691514..3692773)
                     /gene="tyrS"
                     /locus_tag="DJ46_3982"
     CDS             complement(3691514..3692773)
                     /gene="tyrS"
                     /locus_tag="DJ46_3982"
                     /EC_number="6.1.1.1"
                     /note="tyrS: tyrosine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine--tRNA ligase"
                     /protein_id="AIK64060.1"
                     /translation="MNIIDELEWRGAVNQQTDEEGLRKLVEEKKISLYCGVDPTGDSM
                     HIGHLIPFMMMKRFQLAGHHPVILIGGATGTIGDPSGRQSERQLQTLEVVQHNVDALT
                     AQMKKLFDFGGNSEVKMVNNYDWTHEINIIEFLRDYGKNFSINSMLAKDIVASRLDTG
                     ISFTEFTYQILQAMDFHHLYTKEDVQLQIGGSDQWGNITSGLDLIRKLEGHEAKVFGL
                     TIPLLLKSDGTKFGKSAGGAVWLDPEKTTPFEFYQFWVNTDDRDVVKYLKYFTFLTKE
                     RIDELAVKVETEPHKREAQKVLAEEMTKFVHGEEALLQAVKITAALFSGDIKSLTADE
                     IEQGFKEMPTFQSSKETKNIVEWLVDLGIEPSRRQAREDINNGAISMNGEKVTDVGTD
                     VTVENSFDGRFIIIRKGKKNYSLVKLG"
     gene            complement(3693138..3694055)
                     /gene="murB"
                     /locus_tag="DJ46_3983"
     CDS             complement(3693138..3694055)
                     /gene="murB"
                     /locus_tag="DJ46_3983"
                     /EC_number="1.3.1.98"
                     /note="murB: UDP-N-acetylenolpyruvoylglucosamine
                     reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylenolpyruvoylglucosamine reductase"
                     /protein_id="AIK65726.1"
                     /translation="MNMQEVYEYLSTVLPEGHVKQDEMLKNHTHIKVGGKADVFVAPT
                     NYDEIQEVIKYANKYNIPVTFLGNGSNVIIKDGGIRGITVSLIHITGVTVTGTTIVAQ
                     CGAAIIDVSRIALDHNLTGLEFACGIPGSVGGALYMNAGAYGGEISFVLTEAVVMTGD
                     GELRTLTKEAFEFGYRKSVFANNHYIILEARFELEEGVYEEIKAKMDDLTFKRESKQP
                     LEYPSCGSVFKRPPNNFAGKLIQESGLQGKRIGGVEVSLKHAGFMVNVDNGTAQDYID
                     LIHFVQKTVEEKFGVKLEREVRIIGEDKE"
     gene            complement(3694444..3694839)
                     /locus_tag="DJ46_3984"
     CDS             complement(3694444..3694839)
                     /locus_tag="DJ46_3984"
                     /codon_start=1
                     /transl_table=11
                     /product="SET domain protein"
                     /protein_id="AIK64277.1"
                     /translation="MIEVKTSELSDGEFNRGVFATRDIKKGELIHAAPVISYPNEQHE
                     HIEKTLLADYAFEYGINHTAILLGYGMLFNHSYTPNATYDIVFENHTFNFYAYKDIKA
                     GEEILINYNGEVDNDELLWFDKEKEENEK"
     gene            complement(3695006..3696508)
                     /locus_tag="DJ46_3985"
     CDS             complement(3695006..3696508)
                     /locus_tag="DJ46_3985"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AIK65273.1"
                     /translation="MEWLKKTCFSNLEKESQKNHLLLFITICSFFLGIIAIGYYGYIF
                     TARAIAFWVCGISVVVFGTLLTFIESMEAMYKYIMTFMLLTMSFIMVQAFNESPAVFQ
                     MVYFTLAVSLIYLSERLVVILGGVAVVITFILCSYWPKQFFAYTAASEAANFASLLAI
                     VTIAMWGVTKIGSNLLARLSDEKQEVMRKAQELEETQRLIEETVVKLDSNFNYLRQNM
                     NTSMESMSEINFAFEEVAVGTQSQSEMMYRSVEVLNDMEGNIEQIISQVRNASIRIDE
                     SLEISKGSVHTLRSFEANMRSLNDIVSQLGIIFRDLMMQSKQINEIVDVITNISSQTS
                     LLALNANIEAARAGEHGKGFAIVANEVLKLAEESNRSAGRIQGILKEFSNQASKVEVQ
                     VEKSERVQEECNEMLASVLTNVTDLGKFIDEINDVMREIVGHQESFQVKTTNIVKDVT
                     HASNVIQQTSAATEEVLASVEEEKHRNDTSVKTLHTVSEQVKLLEDILEK"
     gene            complement(3696534..3697592)
                     /locus_tag="DJ46_3986"
     CDS             complement(3696534..3697592)
                     /locus_tag="DJ46_3986"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease/Exonuclease/phosphatase family
                     protein"
                     /protein_id="AIK61554.1"
                     /translation="MKKLLKIVLICILVGVGVVGGFLAYMTLTKEQPADVISLQVENN
                     KERVLATGNEFKVTTFNIGYAGLDKDQDFFMDGGKGSGSSSKEQTETNLKNMLSFLQN
                     ENSDFALLQEVDIKSLRSFDVNGHEFLKKGLPDYVSSFGKNYDTKWVPVPITNPMGYA
                     EAGLSTFSKYTVQTAKRFQLPGMEPWPKRLFDLDRAIVEHSIPVNNGKHVRLVNLHLS
                     AYDEGGKIRKQQVEFLKEYMNKHYKNGDYVIMGGDWNQLVSDVQLSDPKFVKERPEWL
                     VELPKDFTDGGFKWAVDPSVMTVRDDVKKYVEGENFVTIIDGFIVSPNVEIVNVQGKD
                     LKFENSDHNPVSAVFKLK"
     gene            3697913..3698317
                     /locus_tag="DJ46_3987"
     CDS             3697913..3698317
                     /locus_tag="DJ46_3987"
                     /codon_start=1
                     /transl_table=11
                     /product="crcB-like family protein"
                     /protein_id="AIK64593.1"
                     /translation="MIYIIVGIAGILGALSRYYLGLTIHEFWHHTFPLATLLINLAGC
                     FLLAWLTTYIAKLNILPSDVITGIGTGFIGSFTTFSTLSVETIQLINHSEWGIAFLYV
                     SCSILGGLIMSGLGYTLGDFLLKKHLTEGDHL"
     gene            3698314..3698670
                     /locus_tag="DJ46_3988"
     CDS             3698314..3698670
                     /locus_tag="DJ46_3988"
                     /codon_start=1
                     /transl_table=11
                     /product="crcB-like family protein"
                     /protein_id="AIK64895.1"
                     /translation="MIEALLVATGGFFGAITRFTISNWFKKRNKTSFPIATFLINITG
                     AFLLGYIIGNGVTTGWQLLLGTGFMGAFTTFSTFKLESVQLLNRKNFSTFLLYLSATY
                     IVGILFAFLGMKLGGI"
     gene            complement(3698698..3698937)
                     /locus_tag="DJ46_3989"
     CDS             complement(3698698..3698937)
                     /locus_tag="DJ46_3989"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66315.1"
                     /translation="MMNHYFYSGRQVGAAITLAGAQETIHAMNQVIQMQQQAQVAKMI
                     QGQYMPYSQIPMQIVHYNVYPASFFSIPYGGTYFL"
     gene            complement(3699016..3699228)
                     /locus_tag="DJ46_3990"
     CDS             complement(3699016..3699228)
                     /locus_tag="DJ46_3990"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64706.1"
                     /translation="MKNKYVVVISFMILAIISLTIHASNSKVGANGFLEEPFFFLVPI
                     SYVLSLSGIGVLLFGFITSKLKKSNR"
     gene            complement(3699388..3699903)
                     /gene="speG"
                     /locus_tag="DJ46_3991"
     CDS             complement(3699388..3699903)
                     /gene="speG"
                     /locus_tag="DJ46_3991"
                     /EC_number="2.3.1.57"
                     /codon_start=1
                     /transl_table=11
                     /product="spermidine N(1)-acetyltransferase"
                     /protein_id="AIK61781.1"
                     /translation="MSQELKLRPLEREDLKFVHELNNNAHIMSYWFEEPYEAFVELQD
                     LYDKHIHDQSERRFIVEKDNEMVGLVELVEIDYIHRRTEFQIIIDPNYQGYGYAAEAT
                     RLAMDYAFSVLNMHKIYLVVDKENEKAVHVYKKVGFMVEGELLDEFFVDGNYHNAIRM
                     CMFQKAYFGTK"
     gene            complement(3700047..3700451)
                     /gene="psiE"
                     /locus_tag="DJ46_3992"
     CDS             complement(3700047..3700451)
                     /gene="psiE"
                     /locus_tag="DJ46_3992"
                     /codon_start=1
                     /transl_table=11
                     /product="protein psiE"
                     /protein_id="AIK64518.1"
                     /translation="MKSFNIDHFIASVLQWILNIALIILSIVLSIFLINETITFIQYI
                     FSAKKYTSYKLVESIIVYFLYFEFIALIIKYFKSNYHFPLRYFIYIGITALIRLIIVS
                     HEEPMETLLYAGAILVLVIALYISNMRDLRKE"
     gene            complement(3700501..3701463)
                     /locus_tag="DJ46_3993"
     CDS             complement(3700501..3701463)
                     /locus_tag="DJ46_3993"
                     /codon_start=1
                     /transl_table=11
                     /product="nuclease-related domain protein"
                     /protein_id="AIK64984.1"
                     /translation="MIVKERKMSVHLLQLEALLRRLPAHHPKKNVVVESLAKFMAGYK
                     GEQAIEYPLSFLSETKYSILHDIRLFDQKHYFQIDALIVSSYFLLFLEIKNIIGTLIF
                     DAKFNQLIRIADGTSEEGFPDPLLQVKRQEMQLRKWLSLHGLYNIPIESLVVISSPRT
                     IIKTSDEMLPNKIIHGANLPNRIKQMESQYKEGVIDNVDGLINQIMNEHIPQRQNILA
                     QYKVKKEELLKGVQCEECFTMAMLKEKQGWRCSNCNSTSKSAHLRALQDYTLLFGTIT
                     TNSKLRDFLNVQSSSAVKRLLKTMNIPHTGTNKGRKYDLTSFQL"
     gene            3701899..3702864
                     /locus_tag="DJ46_3994"
     CDS             3701899..3702864
                     /locus_tag="DJ46_3994"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65220.1"
                     /translation="MNKKTKALSSILLGFTLALTGCAGTKAEENHNKPKQEQAAKETK
                     KENKLTKGQKMANILSDTNWQGTRVYDKDKNDVTKENANFIGLAKYDAKSGRYEFFDA
                     KTGASRGDKGTFFITNDGKKRILISESMKYQAVVDMTKLNKNVFTYKRMGKDANGNDV
                     EVFVEHVPYKEKELSFTDPDKELNTTTGDIVKNIDGDKILGGTLWHGTKVLDEAGNDV
                     TQFNSNFISLAKFDDKSNKYEFFNSETGQSRGDYGYFDVLHENKIRAHVSIGNNKYGA
                     ALELTELNKNKFTYKRTGKDQAGNDITIFVEHEPYTGDMKPQFSF"
     gene            complement(3703089..3703841)
                     /locus_tag="DJ46_3995"
     CDS             complement(3703089..3703841)
                     /locus_tag="DJ46_3995"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65040.1"
                     /translation="MIKIDNVKKFYTDKVKIGPLDIEIPKAGFTSLIGPNGAGKSTTL
                     LMIGRLLDMDEGQIQVANMDVSESKSKDLAKVLTILRQENHFVTRLTVRQLVGFGRFP
                     YSKGRLTKEDEVIISKYIDFLDLTNLENRYLDELSGGQRQRAYVAMVLCQETEYVLLD
                     EPLNNLDVARSVQMMEHLRRAANEFGRTILTVMHDINFAAKYSDKICAMKDGQIAAFG
                     TVEEVMDSTLLTDIFETRIEIIKGPYGPIAVY"
     gene            complement(3703838..3704902)
                     /locus_tag="DJ46_3996"
     CDS             complement(3703838..3704902)
                     /locus_tag="DJ46_3996"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK62104.1"
                     /translation="MITLDYRNKENVEVDSSLHNESRSASAFRSKKEARRYWIVLITL
                     IALGLLSSYGLLVYNNPVPIDSPSFIPVVKRRIVAIVAMIIAAVCHSLSTVAFQSITN
                     NKIITPSLLGFESLYSAIQTSTVFFFGASALINFNGIGSFLFQVVVMVFMSLILYGWL
                     LSGKYGNLQLMLLVGIIIGTGLNSVSTFMRKLLAPSEFDILQARLFGSVNHADPAYFP
                     IVIPMIIIVAVLIFAHSKNLNVLSLGKDVATSFGVKYQPSVIYTLVLVAILMSISTAL
                     IGPLTFYGFLVATLSYQAAATYDHRYIFPMAFAIGFLIMTSAYFLMYHVFHAQGVVSV
                     IIELFGGIIFLTIVLRKRAL"
     gene            complement(3704899..3705915)
                     /locus_tag="DJ46_3997"
     CDS             complement(3704899..3705915)
                     /locus_tag="DJ46_3997"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK61472.1"
                     /translation="MSKNMISRVENISQPQFYNHNKIWTKPFIIAIIVVIILGIISLF
                     TGVYDIRGQEDGMEMFFITRVPRTVALMLTGAAMAMAGLVMQLITQNRFVEPTTTGTI
                     EWSSLGLLFVYLLFPAPTLVQRMTGAIIFSFIGTMIFFLFLRRVKLRSSLIVPIIGLM
                     LGAVISAVSTFLGLLFQMTQSIETWFVGSFANIQVGRYEYLWLIVIVTLLIFMYANRL
                     TLAGLGEDVATSLGVNYNRIVLFGTALISVAVGIVAAVIGNLPFLGLIVPNIVSMFRG
                     DDLRSNLPWVCVIGMGTITACDIISRTIIKPFELPVSLILASVGAVVFITILLRKRKP
                     RRLR"
     gene            complement(3705935..3706948)
                     /locus_tag="DJ46_3998"
     CDS             complement(3705935..3706948)
                     /locus_tag="DJ46_3998"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK64466.1"
                     /translation="MKKTMLLKLVSILAIFTLMLVACSDSGKETSKATKDNSSDKPKT
                     VEITDAHGKVKVPVNPKNVVALDNRTFETLADWGIKLAAAPKDIMPADSAYKKDEKVQ
                     NIGNHREPNLEIIAAANPELVIVGQRFADHYEEIKKLVPNAAVIDLNVDVSEKATKPG
                     ENLVKGLKDSTITLGKIFNKDKEAKQLVADFDKSIEKAKSAYNGKDKVMSVIVTGGNI
                     GFAAPHSGRVWGPMYEIFGWTPALEVSNSTAGHKGDDVSVEAIAQTNPDWLFVLDRDA
                     ATSDAAKSAPAQDVISKSPALQNTTAVSKKQVVYAPADTYTNESIQTYIELFGNLAKT
                     LAK"
     gene            complement(3707363..3708040)
                     /locus_tag="DJ46_3999"
     CDS             complement(3707363..3708040)
                     /locus_tag="DJ46_3999"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65691.1"
                     /translation="MRQVLVIKNERSLAKKIVSGLTEEGHFILKLHNENEGLNIIYEQ
                     DWDIIILDWDSLSISGPEICRQIRLVKMTPIIIVTDNISSKDCVAGLQAGADDYIRKP
                     FAKEELVARVQAILRRSGCNQQHETTFFQFKDLFVDASSNIVKKGGKNLSLTKREYDL
                     LVFLIKNKNTILSREMLLNQVWGYNVVVNPNVVDLYIGYVRKKLKCEKKDRYIQTIHG
                     RGYSMIE"
     gene            complement(3708929..3709396)
                     /gene="smpB"
                     /locus_tag="DJ46_4000"
     CDS             complement(3708929..3709396)
                     /gene="smpB"
                     /locus_tag="DJ46_4000"
                     /note="smpB: SsrA-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="SsrA-binding protein"
                     /protein_id="AIK61142.1"
                     /translation="MPKGSGKVIAQNKKAFHDYFIEETYEAGLVLQGTEIKSIRAGRV
                     NLKDAFARVHNGEVWVHNMHISTYEQGNRFNHDPLRTRKLLLHKKEIEKLAGASKETG
                     YALVPVRIYLKNGFAKMALGLAKGKKQYDKRHDLKEKEAKREIARAFRDRQKM"
     gene            complement(3709645..3712071)
                     /gene="rnr"
                     /locus_tag="DJ46_4001"
     CDS             complement(3709645..3712071)
                     /gene="rnr"
                     /locus_tag="DJ46_4001"
                     /note="RNase_R: ribonuclease R"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease R"
                     /protein_id="AIK63046.1"
                     /translation="MEEIIQEHIDKLLLFMREEAYKPLTIQELEEAFGIEGSEGFKDF
                     VKALVTMEEKGLVIRTRSNRYGLPEKMNLIRGKLIGHARGFAFVVPDEKKTGDDDLFI
                     PPTELNGALHGDTVLARLSSQSSGSRQEGSIVRILERGTKELVGTYTESKNFGFVIPD
                     NKRWTSDIFVLKSASMGAVEGHKVVVKITSYPENRLSAEGEVIQILGHKNDPGVDILS
                     VIHKHHLPLAFPEEVMEHANSVPETISEEDLKDRRDLRDQMIVTIDGADAKDLDDAVT
                     VTKLENGNYKLGVHIADVSHYVQEGSPIDVEAAERATSVYLVDRVIPMIPHRLSNGIC
                     SLNPKVDRLTLSCEMEINNLGDVVKHEIFQSVIKTTERMTYADVRSILEDEDEELMKR
                     YEPLVPMFKEMGQLAQILREKRMRRGAIDFDFKEAKVLVDEEGKPTDVVMRDRSVSEK
                     LIEEFMLVANETVAEHFHWMNVPFMYRVHEDPKEDKLERFFEFVTNFGYAVKGRANEV
                     HPRALQQILEMVQGQPEEVVISTVMLRSMKQARYDADSLGHFGLSTEFYTHFTSPIRR
                     YPDTIVHRLIREYIINGKVDNETQAKWREKLPEIAEHSSNMERRAVEAERETDELKKA
                     EYMLDKIGEEYDGMISSVTNFGLFVELPNTIEGLVHVSYLTDDYYRYDEQHFAMIGER
                     TGNVFRIGDEITIRVINVNKDERAIDFEIVGMKGTPRRKFKDRPVVIEQPRTGRKKRG
                     GRSERSNERGGERGTGRKFDRGGKGKGRGSASASTSASQPGKKDGNGKKKKAFFENVP
                     GFKKKKKKRK"
     gene            complement(3712214..3712954)
                     /gene="est"
                     /locus_tag="DJ46_4002"
     CDS             complement(3712214..3712954)
                     /gene="est"
                     /locus_tag="DJ46_4002"
                     /EC_number="3.1.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxylesterase"
                     /protein_id="AIK62342.1"
                     /translation="MKLASPKPFTFEGGDRAVLLLHGFTGNSADVRMLGRFLEKKGYT
                     CHAPIYKGHGVPPEELVHTGPEDWWQDVTEAYQLLKDKGFEKIAVVGLSLGGVFSLKL
                     GYTVPVLGVVPMCAPMYIKSEETMYQGILAYAREYKKREQKSPEQIEQEMLEFQKTPM
                     NTLKALQQLIADVRNNVDMIYVPTFVVQARHDEMINTDSANIIYNGVESTLKDIKWYE
                     DSTHVITLDKQRDELHEDVYNFLEQLDW"
     gene            complement(3713116..3713349)
                     /gene="secG"
                     /locus_tag="DJ46_4003"
     CDS             complement(3713116..3713349)
                     /gene="secG"
                     /locus_tag="DJ46_4003"
                     /note="secG: preprotein translocase, SecG subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecG subunit"
                     /protein_id="AIK62365.1"
                     /translation="MHTLLSVLLIIVSILMIVMVLMQSSNSSGLSGAISGGAEQLFGK
                     QKARGIEAVLNRITIVLAVLFFALTIGVTYLNL"
     gene            complement(3713444..3714136)
                     /locus_tag="DJ46_4004"
     CDS             complement(3713444..3714136)
                     /locus_tag="DJ46_4004"
                     /codon_start=1
                     /transl_table=11
                     /product="lrgB-like family protein"
                     /protein_id="AIK62772.1"
                     /translation="MSQILIGIGWVLFTVLLYQLSKKIYKLFPTPFTIPMLVATGLMA
                     FLLIVLDIPYQHYMESGGGWIAKLLGPGVVAFAIPLYKQRHVLQKYVVPIAGGVLVGT
                     TVAIASDFAIASLMGTDKSLILSSLPKSVTMPVAMSVSEQVGGVPSLTAAFVVIAGIT
                     GTITGPLLLKWSRVTNSVGKGIGFGCASHIMGVMRAMKNNEHEGVIGSVTMTLTAILT
                     CLLGPLFAMMFM"
     gene            complement(3714133..3714501)
                     /locus_tag="DJ46_4005"
     CDS             complement(3714133..3714501)
                     /locus_tag="DJ46_4005"
                     /codon_start=1
                     /transl_table=11
                     /product="lrgA family protein"
                     /protein_id="AIK62590.1"
                     /translation="MKFTKILVQIAALYVFYMVGTWVQEMLNIPIPGSLIGMFLLLVL
                     LSLKVLPVKWFDLGAETLVAIMPFLLIPPTLGLMNYGAFFMSKGISLFITVVASTFLI
                     IIVAGHTGQYLANRKERESR"
     gene            3714777..3715727
                     /locus_tag="DJ46_4006"
     CDS             3714777..3715727
                     /locus_tag="DJ46_4006"
                     /codon_start=1
                     /transl_table=11
                     /product="inosine-uridine preferring nucleoside hydrolase
                     family protein"
                     /protein_id="AIK63965.1"
                     /translation="MPKKVLIFCDPGIDDTMALLLAFFIDEIEIIGIVADYGNVPKKM
                     AVQNAHFLKNETRNRNIKIFGGSERPLTGAPPAFFTEVHGKQGLGPIIPNGNVTNGEM
                     ENFFEVIPLIEQYKDELIIVSLGRLTSLAILFIMCKQLMKQIKSYYVMGGAFLHPGNV
                     TPISEANFYGDPTAANIVLQSAANMYIYPLNVTQYSVITPEMAEYIEAKGKVPLVKPL
                     FDHYYYGYYKNALPDLKGSPFHDTMPILALLDNSMFTYHKSPIVVMAESYAQGASIGE
                     FRSLGKPKPFMDWPSHQIAIDFDYNRFFKHFMSLMTGEQF"
     gene            complement(3716215..3716727)
                     /locus_tag="DJ46_4007"
     CDS             complement(3716215..3716727)
                     /locus_tag="DJ46_4007"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61908.1"
                     /translation="MELQIFSIDEEAGKIEVSLTKKEALYFADKPKKEKENYIMWKFV
                     NEFQMFNGGSQGECFRQINEFRVASGYPEWKSQRSVARIWEQESPFYEHKNVLGPKSA
                     VAIFPDGKTINTSTREEMFNVMKEQYNISRGTIARLIKSGQAYKSRYAKHKQLNGLII
                     KYVDEKSSDS"
     gene            complement(3716885..3717343)
                     /locus_tag="DJ46_4008"
     CDS             complement(3716885..3717343)
                     /locus_tag="DJ46_4008"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61035.1"
                     /translation="MKKEMEVTLKLDYKGCEAIVDEARKLNAENKELKAKLEAREKSI
                     KNLSEWIIEMGTYADVDIQRDFSGVFDEHFIQEVATCLEDEILGSKFDLERQDKIIKA
                     QEKMIKAQENLIEADKKVINTSSLAIMSLAKRLETKYNDEAGNVYLEAIK"
     gene            complement(3717760..3718569)
                     /locus_tag="DJ46_4009"
     CDS             complement(3717760..3718569)
                     /locus_tag="DJ46_4009"
                     /codon_start=1
                     /transl_table=11
                     /product="NUMOD4 motif family protein"
                     /protein_id="AIK61624.1"
                     /translation="MIYKNLSLENLPNEIWEKCDESEHILYTISSMGRVKSTNKNSGK
                     SMIMKQTINNSDYLVVNLTNKKTHYVHRLVAMTFISNPKNKPTVNHINIDELSPKDNK
                     LDNRVINLEWATMKEQSDHAWKSGLKSSEQLSIPVVVLNTNGEFLSSHIGFTEASNCY
                     EGTVRRYEDKVAMIGNNIVLLKSKYEEMSDQEIFILATKCFEKLFEKTYEVDGIAIAT
                     AEQTAKALNCSRQTVHKQTSTKWSAEVNGKTVSRLKNRIGVFNEAIKKEKI"
     gene            complement(3718744..3719373)
                     /locus_tag="DJ46_4010"
     CDS             complement(3718744..3719373)
                     /locus_tag="DJ46_4010"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66085.1"
                     /translation="MTFESKYLIRWGIPGWVSILWIAYAVLLLKGINPIEADLSQMSK
                     GLGLLVSLAAVGVPLGYVMHQVYFGIAWVMNQWRNFDEIKSIIEKKYPKKGGWGKDKN
                     DDYFHCEFVWHMVLLKQDSETRTYIEGRYRHLLGTTHALGSLFISSSIALLTTAFIVL
                     THLSSFMNNYYFWIGLAIQLAVFFASMVNYKYYSENVRMFQLKMLKKYI"
     gene            complement(3719561..3719911)
                     /locus_tag="DJ46_4011"
     CDS             complement(3719561..3719911)
                     /locus_tag="DJ46_4011"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66325.1"
                     /translation="MKRDMEFIRELLLKIEEKESRFDYVATDSKTEYHLDLMIEASLI
                     KAEKTHYMDNTINFDIVGMTWAGHDFLDAARNDKVWGKAEETAESKGMDLRSLPIEIV
                     KDLLVESAKALIGF"
     gene            3720056..3720532
                     /locus_tag="DJ46_4012"
     CDS             3720056..3720532
                     /locus_tag="DJ46_4012"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63616.1"
                     /translation="MNELIKAVPSLVGVVVGGLITFFIQQATIRKQQEWDRKKMEIDT
                     QNKNEARKFEVFSQILHAHAKHIVLEYSMHGPPELNELKYSKYIRPLLYEIYHLLDES
                     ITRKIEKIEYIYEKQFAMEEAEEGDIETLTENYQRIIEIIKKDFDNLRKSTNNSVH"
     gene            complement(3720598..3720774)
                     /locus_tag="DJ46_4013"
     CDS             complement(3720598..3720774)
                     /locus_tag="DJ46_4013"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62035.1"
                     /translation="MKERIKLILLFLSVIIMMMLFMYQVYNNLFVKDENTIRMEKERE
                     ERRIQREEWLKNME"
     gene            complement(3720771..3720983)
                     /locus_tag="DJ46_4014"
     CDS             complement(3720771..3720983)
                     /locus_tag="DJ46_4014"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64817.1"
                     /translation="MKEKPKLKNIYKKSIAIELIKLNHNLHHTMRNRSNEKYQIFVFE
                     ETHELIRDMLAIVEWQERLYQERNKK"
     gene            complement(3720989..3721234)
                     /locus_tag="DJ46_4015"
     CDS             complement(3720989..3721234)
                     /locus_tag="DJ46_4015"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK66090.1"
                     /translation="MNEYIMQPVDIRQWVYDNVYTTPEALSYLGVSRSRMSRMIKDGK
                     ITPIKKLGCTSLFLREDLEKKLEELIVLRAKYSPNGS"
     gene            complement(3721231..3721476)
                     /locus_tag="DJ46_4016"
     CDS             complement(3721231..3721476)
                     /locus_tag="DJ46_4016"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63816.1"
                     /translation="MKRKNVHSCIGALTTLFYVHKDSEMGIATLERYIEWGLLENASL
                     IAEIMEQTQCCDLINVIKLLDYVAAERIEDILRGATT"
     gene            3721629..3721832
                     /locus_tag="DJ46_4017"
     CDS             3721629..3721832
                     /locus_tag="DJ46_4017"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63995.1"
                     /translation="MGDKKRIFKVKVVNFLLKHGAELLEVRTGEVENDPKACTFLFAN
                     DDKLSGALIALKEYNKAKRLTLK"
     gene            3721851..3722588
                     /locus_tag="DJ46_4018"
     CDS             3721851..3722588
                     /locus_tag="DJ46_4018"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK65724.1"
                     /translation="MKQLTKIKYDAKQIAEMLGISLQRFRNKKEHYINILKQDYYVTI
                     EIGSRNKEFFILEPKENGVTVLKDVAPKTNELKRNDLKNIELILKAVLIDNVLPMPEE
                     ISKSIGKSEATVKRHIKKMRDNDILLEPDEEIVQTVNKYTGEIFERIRKQYSYIYYDN
                     LSSGERIVVDLPTIHGAYGEFYNEKIQELMHKHKHRYNHKIANNVAYFYTWEQMNKSF
                     DLRKGRRAEKWIISNEYRKWIIEKYGR"
     gene            3722999..3723190
                     /locus_tag="DJ46_4019"
     CDS             3722999..3723190
                     /locus_tag="DJ46_4019"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65298.1"
                     /translation="MNEDKHCKASTDTKQDDKEPVKQLHVYGVPFSVCKKLEEKAKQD
                     GLKLTPFIRMKLIQIADEE"
     gene            3723374..3723874
                     /locus_tag="DJ46_4020"
     CDS             3723374..3723874
                     /locus_tag="DJ46_4020"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65474.1"
                     /translation="MGNAVKSVAQVKQKMSKDTREARIEAEKQVVTNIKTKPKAYPFV
                     SKPMKRIFNKLIKLNENFTESDSMSLSMLTKSLYRYELLNTELEELEIFDELSVDLEK
                     RIHAYERSIIAHMKDLCIPLSQRLRLSNDIAKLMIEEKKLEQMNQQNNQAINPLMALL
                     EEDDDE"
     gene            3723867..3725438
                     /locus_tag="DJ46_4021"
     CDS             3723867..3725438
                     /locus_tag="DJ46_4021"
                     /codon_start=1
                     /transl_table=11
                     /product="phage Terminase family protein"
                     /protein_id="AIK63947.1"
                     /translation="MNKSVAYAKAVVFGDIVAPSQVRQACINFLHEYYVLQDQADYIY
                     KWNTKIEKKIDKIIKNLNFARGAKSAQPMFPNLALFQWFIIQNTFCWVYKEFPTKRKI
                     REVIFTVARKNAKSVLSCIIHILAFFLDEANQTHYIGSNTKQQATIIFDELVAIIKAS
                     PNMLPFFNIKKTYVEFTPKNCKIVALSGDASKADGTMVYCASVDELGASNEIFKMVSS
                     LETGQFGPRNPLIIKISTSYPIENGFNYWNETVDALRKNTFADEPNPRQFGLIFTIDN
                     PKKRIQLNGRDAERWENPEVWAEANPLVAEVQDLADKLLEDYKTKKDIPKDFFLFKVK
                     NLNMWLGANEGDGNFFVDKHTLQKSLYKPASDWEWWRGKRQVIIGLDLSLSTDNTAVT
                     FMWYDQQNEHHYAKNLVFYPKNKETDKTQKERIPYDKWARAGYCQPIGEDTVDYDEMA
                     DIIVDICEQYDIQIGSIAYDTKYSYTLLKRLVNELSMEVDPVKIEQDARHLGNAISYL
                     QRIIYEGTFFMPQIH"
     gene            3725438..3725623
                     /locus_tag="DJ46_4022"
     CDS             3725438..3725623
                     /locus_tag="DJ46_4022"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63254.1"
                     /translation="MESAFINGLIEFRQGKPYIAKSDKHRNKIDNLFSSFNAIKVSMF
                     FEQNNLYETERELFFEL"
     gene            3726398..3727708
                     /locus_tag="DJ46_4023"
     CDS             3726398..3727708
                     /locus_tag="DJ46_4023"
                     /note="portal_HK97: phage portal protein, HK97 family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage portal protein, HK97 family"
                     /protein_id="AIK64081.1"
                     /translation="MGLFSGLFSKKPVLEERSTYDSMEVDGAFSLDSLLVTDAVTEEK
                     VLKIPTARSCVELITSSIAQMPVYLYKENADGSVERILDDNRVHLLNHEANDFLNGYS
                     LKKHMVKDYLLHGSSYVSIIEAGNTILELHPLLSKAIVVNKRIKHGYRTVGADIFLSN
                     SENGAVNELNRQQTKFKPHELMITLQDTNDGLTSHGVIKHGQDIFKQALSESVYTHNL
                     YENGALPLGLLKTDARLNKKQASSLREAWQKLYGGVKNAAKTVVLQEGMKYEALSMNP
                     SEIQMSETRKATNSEICKLFGVPESMVNATIGKQYVSLEQNQLYLLKNTLSPIIVAME
                     SSMDKALLLESEKDKGYFFRFDTSELIRSTEKELVDTVVTAVQGGIFTINEGRAKFNL
                     PSIDEGDNVLVTPGASQMGDKNTKETTDPHEEEQLNDKTGTQTD"
     gene            3727680..3728177
                     /locus_tag="DJ46_4024"
     CDS             3727680..3728177
                     /locus_tag="DJ46_4024"
                     /note="proheadase_HK97: phage prohead protease, HK97
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage prohead protease, HK97 family"
                     /protein_id="AIK61597.1"
                     /translation="MTKLELRQIDVELSGVKEESGDLLVSGYVNQTGQWSQPLGRENR
                     FIERIESGAFTRALERGNDVHFLAEHDNAKLLASTKNGSLQLREDDKGLYMEARISPT
                     SYGKDYHQLIQDGLLTNMSFGMQVTEQRWDKRDDGTYKRTISDLHLAEVSVVRNQAYR
                     LVRLK"
     gene            3728237..3729277
                     /locus_tag="DJ46_4025"
     CDS             3728237..3729277
                     /locus_tag="DJ46_4025"
                     /note="major_cap_HK97: phage major capsid protein, HK97
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage major capsid protein, HK97 family"
                     /protein_id="AIK61773.1"
                     /translation="MSKEKELKELRAKMEAMEAEVRAEQETAQEVEVRDVEVDQTEVE
                     LRGVEQFLKGDIHGAEVRTMTTGTGAITVPTSLSNVIVEKLVEEAALFGRAKSFTPVS
                     GTLEVLREKNIGDATFIGEMEDASMSDFTFDKVTLEQRRAATAIELSQQLVNDSGIDV
                     VNYAVGVMTRRLARKLDETVLNGDKTKKQFEGILTSTVAEVVGTHEAGKISLDNLLDM
                     TLAVHPDHLAGSVFVMGRPAFNQVAKLKDAQGNYHVVKDVVNGKPVYKIFGHEILIQD
                     KMPSAAAGSITVVFINFAEAYATMIKKGAQMKRISDDTKQALRGSHMLMLDMYCDGKI
                     LNEDAIKFLKQA"
     gene            3729364..3730344
                     /locus_tag="DJ46_4026"
     CDS             3729364..3730344
                     /locus_tag="DJ46_4026"
                     /note="major_cap_HK97: phage major capsid protein, HK97
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage major capsid protein, HK97 family"
                     /protein_id="AIK61176.1"
                     /translation="MASTITNPNILTIDIKKDVLEGNPYGYYNIPSLFKIIPTEGKTT
                     KQILSNEPKGIRAKFVGEYEEIPYQNVRLREAILNSKRIGAAIELSEEFVNNTAIDIE
                     EYLKQVFTQRILDEIENQMISTGTTDGTEPKNIQKLTPGRNRTATTQEGQPLSFEDMV
                     ESYELFINNPANKKNAFWMISKSAKFSILDENENERLSFENIPEGADATFLGLPVYRR
                     NLGITGSGQNVAHIITNREAYGISMTNIRFTRIKGDTKQQINNAHVYIGESYVDGKLI
                     NEFAKTSAVFASEVTQASVTEQSIDEPVEKEAVEPKSTKRKPTKATIEKE"
     gene            complement(3730412..3731278)
                     /locus_tag="DJ46_4027"
     CDS             complement(3730412..3731278)
                     /locus_tag="DJ46_4027"
                     /note="repM100 domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62346.1"
                     /translation="MDGIIKRRKTVDYAQIHNNALQQLEDVRSIGLIAHLMSLPETWV
                     IKKMQLYKKFGRAAITKGIAELEEKKYWVDIKYRDGKKNFHYYNASDIPFSDGEVKEF
                     MQEVATAGFKIMEISSPFSHLLSSGENQQLKKEEDSSSDDFEQLNFNNSISNVEKRQL
                     LNKKTEKNTDKQNSDKRNIVNINKEISSADFKIALTNACNEFYTEFAPNRWIKKSWST
                     LIDKFVTETIESGRYVNIPQEKISAYAYSSLKNMAHKYDLKNGKKQFADPTREGKVLL
                     YNWLEDGEDAVH"
     gene            complement(3731401..3732306)
                     /locus_tag="DJ46_4028"
     CDS             complement(3731401..3732306)
                     /locus_tag="DJ46_4028"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AIK65339.1"
                     /translation="MLKDLLKEFVFDLKIKNYSDRTIDTYNYNVGQLITYLNEHHEVN
                     DVEDVATFHIKKFVQHQISLGKKANYINTLIKSLRSFYKYLVVEEYVSVNIMNKIKLL
                     KEDVEVIKTFTDDEVAKMIEAYDFKTYLNARNKVIIAMFVDTGMRMSELINLQSSWIY
                     DTSLRIKGKGSKWRHVPMSLMLKKYMIRYERIKAKYFEKKALEHDNYFLSRAGKPICT
                     VQIENIVKIAGLRAGVREDIRCSPHTVRHYAIQSNLRNGLDLYSCSKIAGHENIQVTK
                     RYLQGLEMENILEMAQKTSPLMNLR"
     gene            complement(3732450..3733745)
                     /gene="eno"
                     /locus_tag="DJ46_4029"
     CDS             complement(3732450..3733745)
                     /gene="eno"
                     /locus_tag="DJ46_4029"
                     /EC_number="4.2.1.11"
                     /note="eno: phosphopyruvate hydratase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphopyruvate hydratase"
                     /protein_id="AIK62287.1"
                     /translation="MSTIIDVYAREVLDSRGNPTVEVEVYTESGAFGRAIVPSGASTG
                     EHEAVELRDGDKSRYLGKGVMNAVNNVNEAIAPEIVGFDVTDQAGIDRAMIELDGTPN
                     KGKLGANAILGVSMAVAHAAADFVGLPLYRYLGGFNAKQLPTPMMNIINGGSHADNNV
                     DFQEFMILPVGAPTFKESIRMGAEVFHALKAVLHDKGLNTAVGDEGGFAPNLGSNREA
                     LEVIIEAIEKAGYKAGENVFLGMDVASSEFYNKETGKYDLAGEGRTGLTSAEMVDFYE
                     ELCKDFPIISIEDGLDENDWDGHKLLTERIGDKVQLVGDDLFVTNTQKLAEGIEKGIS
                     NSILIKVNQIGTLTETFEAIEMAKRAGYTAVVSHRSGETEDATIADIAVATNAGQIKT
                     GSMSRTDRIAKYNQLLRIEDELGEIAVYDGIKSFYNIKR"
     gene            complement(3733776..3735305)
                     /gene="gpmI"
                     /locus_tag="DJ46_4030"
     CDS             complement(3733776..3735305)
                     /gene="gpmI"
                     /locus_tag="DJ46_4030"
                     /note="pgm_bpd_ind: 2,3-bisphosphoglycerate-independent
                     phosphoglycerate mutase"
                     /codon_start=1
                     /transl_table=11
                     /product="2,3-bisphosphoglycerate-independent
                     phosphoglycerate mutase"
                     /protein_id="AIK63405.1"
                     /translation="MRKPTALIILDGFGLREETYGNAVAQAKKPNFDGYWNKFPHTTL
                     TACGEAVGLPEGQMGNSEVGHLNIGAGRIVYQSLTRVNVAIREGEFDKNETFQSAIKS
                     VKEKGTALHLFGLLSDGGVHSHMNHMFALLRLAAKEGVEKVYIHAFLDGRDVGPKTAQ
                     SYIDATNEVIKETGVGQFATISGRYYSMDRDKRWDRVEKCYRAMVNGEGPTYKSAEEC
                     VEDSYANGIYDEFVLPSVIVNEDNTPVATINDDDAVIFYNFRPDRAIQIARVFTNGDF
                     REFDRGEKVPHIPEFVCMTHFSETVDGYVAFKPMNLDNTLGEVVAQAGLKQLRIAETE
                     KYPHVTFFFSGGREAEFPGEERILINSPKVATYDLKPEMSIYEVTDALVNEIENDKHD
                     VIILNFANCDMVGHSGMMEPTIKAVEATDECLGKVVEAILAKDGVALITADHGNADEE
                     LTSEGEPMTAHTTNPVPFIVTKNDVELREDGILGDIAPTMLTLLGVEQPKEMTGKTII
                     K"
     gene            complement(3735302..3736057)
                     /gene="tpiA"
                     /locus_tag="DJ46_4031"
     CDS             complement(3735302..3736057)
                     /gene="tpiA"
                     /locus_tag="DJ46_4031"
                     /EC_number="5.3.1.1"
                     /note="tim: triose-phosphate isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="triose-phosphate isomerase"
                     /protein_id="AIK62834.1"
                     /translation="MRKPIIAGNWKMNKTLSEAVSFVEEVKGQIPAASAVDAVVCSPA
                     LFLERLVAATEGTDLQVGAQNMHFEKNGAFTGEISPVALSDLKVGYVVLGHSERREMF
                     AETDESVNKKTIAAFEHGLTPIVCCGETLEERESGKTFDLVAGQVTKALAGLTEEQVK
                     ATVIAYEPIWAIGTGKSSSSADANEVCAHIRKVVAEVVSPAAAEAVRIQYGGSVKPEN
                     IKEYMAQSDIDGALVGGASLEPASFLGLLGAVK"
     gene            complement(3736090..3737274)
                     /gene="pgk"
                     /locus_tag="DJ46_4032"
     CDS             complement(3736090..3737274)
                     /gene="pgk"
                     /locus_tag="DJ46_4032"
                     /EC_number="2.7.2.3"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate kinase"
                     /protein_id="AIK66421.1"
                     /translation="MNKKSIRDVDLKGKRVFCRVDFNVPMKEGKITDETRIRAALPTI
                     QYLVEQGAKVILASHLGRPKGQAVEELRLTPVAARLGELLGKDVKKADEAFGPVAQEM
                     VAAMNEGDVLVLENVRFYAGEEKNDAELAKEFAALADIFVNDAFGAAHRAHASTAGIA
                     DYLPAVSGLLMEKELEVLGKALSNPERPFTAIIGGAKVKDKIGLIRHLLDKVDNLIIG
                     GGLAYTFVKALGHEIGLSLCEDDKIELAKEFMQLAKEKGVNFYMPVDVVITEEFSETA
                     TTKIVGIDSIPSNWEGVDIGPKTREIYADVIKNSKLVVWNGPMGVFEMTPFAEGTKAV
                     GQALADAEGTYSVIGGGDSAAAVEKFGMADKMSHISTGGGASLEFMEGKELPGVVCLN
                     DK"
     gene            complement(3737414..3738418)
                     /gene="gap"
                     /locus_tag="DJ46_4033"
     CDS             complement(3737414..3738418)
                     /gene="gap"
                     /locus_tag="DJ46_4033"
                     /note="GAPDH-I: glyceraldehyde-3-phosphate dehydrogenase,
                     type I"
                     /codon_start=1
                     /transl_table=11
                     /product="glyceraldehyde-3-phosphate dehydrogenase, type
                     I"
                     /protein_id="AIK66257.1"
                     /translation="MTKIGINGFGRIGRNVFRAALNNSEVEVVAINDLTDAKTLAHLL
                     KYDTVHGTLNAEVSANENSIVVNGKEIKVIAERDPAQLPWSDYGVEVVVESTGRFTKK
                     SDAEKHLGGSVKKVIISAPASDEDITVVMGVNHEQYDAANHNVVSNASCTTNCLAPFA
                     KVLNEKFGVKRGMMTTIHSYTNDQQILDLPHKDLRRARAAAENMIPTSTGAAKAVALV
                     LPELKGKLNGGAVRVPTANVSLVDLVVELDKEVTVEEVNAAFKAAAEGELKGILGYSE
                     EPLVSIDYNGCTASSTIDALSTMVMEGNMVKVLSWYDNETGYSNRVVDLAAYMTSKGL
                     "
     gene            complement(3738445..3739473)
                     /gene="cggR"
                     /locus_tag="DJ46_4034"
     CDS             complement(3738445..3739473)
                     /gene="cggR"
                     /locus_tag="DJ46_4034"
                     /codon_start=1
                     /transl_table=11
                     /product="central glycolytic regulator"
                     /protein_id="AIK64088.1"
                     /translation="MRSWIQNTKKLLPDLLPVMQTRMQILQYIRLMQPIGRRNLSASL
                     GMTERVLRSEVQVLKEQNLVHVASSGMTLTEEGTALVLALEDFMKEISGLKVLEKQLK
                     ETLDLDEVFVVPGDSDESPWVKLEMGRACVTCIKDRLTANNIVAVAGGTTLAAVADMM
                     QLDCKDLHMLFVPARGGIGEGVELEANTICAKMAQNTMSNYRLLYVPDHVSSEAYASI
                     VTEPSVKEVLELIRSSNIVIHGIGDALTMARRRNTSEADWLKIQASEAVGEAFGYYFN
                     EQGNVVHKVRTVGMQLEDLQNVSHVVAVAGGSSKAKAIQAVIKQGHTSILITDEGAAK
                     QLTKGITL"
     gene            complement(3739610..3739855)
                     /locus_tag="DJ46_4035"
     CDS             complement(3739610..3739855)
                     /locus_tag="DJ46_4035"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaredoxin family protein"
                     /protein_id="AIK62034.1"
                     /translation="MKVVLYTKKDCGLCVKAKQVLQEVQCEYSFQIEEIDIYEDNDLL
                     EKYHLMIPVVEIDEKQVEYGNIHKGVIINYIKNAVKS"
     gene            complement(3739865..3741172)
                     /gene="rpoN"
                     /locus_tag="DJ46_4036"
     CDS             complement(3739865..3741172)
                     /gene="rpoN"
                     /locus_tag="DJ46_4036"
                     /note="rpoN_sigma: RNA polymerase sigma-54 factor"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-54 factor"
                     /protein_id="AIK64459.1"
                     /translation="MKASLLQEQSLRLAMTQELRQAITMLQYNVQELSEFLYEQSLEN
                     PLIELGGFEREKKKSSNTSKSTSKQVENQMEIYSVDSTTIQQHLLNQIQYYKIEEEER
                     KVASFIIMNMDGNGYLQETNEELANLLSAPLHVVDRSVELVQSLEPAGVGARNIKECL
                     TLQLKRLQRRNGLAEEVVEDHFAYFVKKDWRKLVQVLKCSNEELQDAVNCITSLQPKP
                     GLAFSSDKPLYIVPDMAVKKDGDRLVLQMNERNMPRIEIHSEYSALLNNSESEVASYV
                     SEKYQHVQWIMRSLKQRKQTLLQVMTIIMEKQRDFFWKGPDYLKPLALKEVAEELSVH
                     ESTISRATRNKYVQTPHGLFEMKSFFSNAVSTTEDEAVSTKRVKQFIQTLVEAENKKK
                     PLSDQKISKLLEEEHEIVISRRTVAKYREQMHIPASSLRKTIG"
     gene            complement(3741428..3741506)
                     /locus_tag="DJ46_4037"
     tRNA            complement(3741428..3741506)
                     /locus_tag="DJ46_4037"
                     /product="tRNA-Arg"
     gene            3741712..3741918
                     /locus_tag="DJ46_4038"
     CDS             3741712..3741918
                     /locus_tag="DJ46_4038"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63913.1"
                     /translation="MTVITKLKQTVSGLKSAQASLEGFALDTDNQQAKQLFQTAAQQT
                     QTIIDSLNPRVEEVQQEEPQYSQQ"
     gene            3742012..3742497
                     /locus_tag="DJ46_4039"
     CDS             3742012..3742497
                     /locus_tag="DJ46_4039"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation lipoYhcN/YlaJ family protein"
                     /protein_id="AIK61373.1"
                     /translation="MRKLGLITALFALLFSSFTGCDNSPLDKKVKEEAKRTEKEKGPK
                     LTKMSTESFNQSISQGAKKRALAMDGIIKSAAVNSNLDLYIAVIPEHHERFGLKPLRK
                     KLQKQLSDEHPTFDVRVSTDKKIFMLLEKLERKIKEKEVSKDEINKQLKFIGKKMESN
                     T"
     gene            3742528..3743004
                     /gene="spoVAC"
                     /locus_tag="DJ46_4040"
     CDS             3742528..3743004
                     /gene="spoVAC"
                     /locus_tag="DJ46_4040"
                     /note="spore_V_AC: stage V sporulation protein AC"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein AC"
                     /protein_id="AIK65082.1"
                     /translation="MSSKDKNLTPVQQEYKKFEQEREPKRPVLKNCIKAFFVGGFICF
                     IGQLISTFYITYFDFTERSAGNPTVATLIFISMLLTGFGIYDRFGQFAGAGTAVPVTG
                     FGNSVIAACIEHRTEGFVLGVGGNMFKLAGSVILFGVFSAFVIALIKTILVQWGGL"
     gene            3743005..3744021
                     /gene="spoVAD"
                     /locus_tag="DJ46_4041"
     CDS             3743005..3744021
                     /gene="spoVAD"
                     /locus_tag="DJ46_4041"
                     /note="spore_V_AD: stage V sporulation protein AD"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein AD"
                     /protein_id="AIK65060.1"
                     /translation="MLQGHRTWVFENKPVIISTGVVGGPFEAKGKIPEDFDTLHEDLW
                     LGQDSYEKAHKILFEEACSRATEKANLRKDDIQFVLAGDLINQITPTSFACRTLGTPY
                     LGLFGACSTSMEGLALGASIVNAKGAKYLLTGASSHNTAVEKQFRYPTEYGGQKPPTA
                     QWTVTGAGAAILSDTGHGPRVTSATIGRVVDMGLTDPFNMGGAMAPAAVDTIEAHLRE
                     RQIDASYYDLIVTGDLGHVGREIAYDLLHKHGTKVTSEQFQDCGLLIYREGQPVIAGA
                     SGPGCSATVVYGHLLNRMKRGEFNKILVVATGALLSPLTFQQEETIPCIAHAVSIEFG
                     GATQ"
     gene            3744018..3744368
                     /gene="spoVAE"
                     /locus_tag="DJ46_4042"
     CDS             3744018..3744368
                     /gene="spoVAE"
                     /locus_tag="DJ46_4042"
                     /note="spore_V_AE: stage V sporulation protein AE"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein AE"
                     /protein_id="AIK61216.1"
                     /translation="MIFFWAFVIGGLICVIGQLMFDVGKLTPAHTMATLVVAGAILDG
                     FNLYEPLIDFAGAGATVPITSFGNALVHGAMEEAAKHGIVGVITGMFKVTSAGVSAAI
                     IFGFIGALLFKPKG"
     gene            3744380..3744586
                     /locus_tag="DJ46_4043"
     CDS             3744380..3744586
                     /locus_tag="DJ46_4043"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66353.1"
                     /translation="MTVIASVKTCLASVRGAQASLSSLSLNSTDDEAKRVFHECMLEM
                     DSIIVDLQNRVSVLEREEPQYKGF"
     gene            3744607..3745476
                     /locus_tag="DJ46_4044"
     CDS             3744607..3745476
                     /locus_tag="DJ46_4044"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62569.1"
                     /translation="MSHLPEWTLVILRSVFILIILFTITKCLGKRQISQLSFFEYIAG
                     MTIGDIAAQIATGLDQKFFHGVFAILIFASVPFFVGILSLKNKTARDFFEGKSTVLIK
                     DGKVLEDNLKQEKYTSDELLELLRGNGAFSIAEVEFAVLEPSGELNVLLKKDFQPLTA
                     KDLGLKVPNEKEPQTVIMDGNVLDEPLSASGHNRAWLHSELEKLGVVIENVFLGQVDS
                     YGQLTIDIYNDKLQMPSPQNKPLLLASLKKCHADLELFSLETKSKSASEMYSKNAKQI
                     EKILNKVTYLLKE"
     gene            3745718..3746299
                     /gene="clpP"
                     /locus_tag="DJ46_4045"
     CDS             3745718..3746299
                     /gene="clpP"
                     /locus_tag="DJ46_4045"
                     /EC_number="3.4.21.92"
                     /note="clpP: ATP-dependent Clp endopeptidase, proteolytic
                     subunit ClpP"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp endopeptidase, proteolytic
                     subunit ClpP"
                     /protein_id="AIK65636.1"
                     /translation="MNLIPTVIEQTNRGERAYDIYSRLLKDRIIMLGSAIDDNVANSI
                     VSQLLFLESQDPEKDIHIYINSPGGSITAGMAIYDTMQFIKPQVSTICIGMAASMGAF
                     LLAAGEKGKRYALPNSEAMIHQPLGGAQGQATEIEIAAKRILFLREKLNQILADRTGQ
                     PLEVLQRDTDRDNFMTAEKALEYGLIDKIFTNR"
     gene            complement(3746623..3746871)
                     /gene="ptsH"
                     /locus_tag="DJ46_4046"
     CDS             complement(3746623..3746871)
                     /gene="ptsH"
                     /locus_tag="DJ46_4046"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphocarrier protein HPr"
                     /protein_id="AIK61537.1"
                     /translation="MVQKRVQVSLKNGLQARPAALFVQEANRFHADIFIEKDGKTVNA
                     KSIMGIMSLAIGTGSMITITTEGSDAEEALEALAAYVQ"
     gene            complement(3746895..3747845)
                     /locus_tag="DJ46_4047"
     CDS             complement(3746895..3747845)
                     /locus_tag="DJ46_4047"
                     /note="whiA C-terminal HTH domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63819.1"
                     /translation="MSFASETKKELTNLEMKECCEKAELSALLRMNGSLSFSNRRLSI
                     DIQTENAAIARRIYTLLKKGYDVTVELLVRKKMRLKKNNVYIVRLVEKSREILADLHI
                     VRDDFSFIRNISQELIEKKCCKRSYLRGAFLAGGSVNNPETSSYHLEIFSLYKEHNDA
                     ICELMNGFDLNSKTLERRKGYITYLKEAEKITEFLNIIGAHNALLRFEDIRIVRDMRN
                     SVNRLVNCETANLNKTIGAALRQIENIRYIDETVGLDILPDKLREIAQLRRDYQDVTL
                     KELGEMVSGGKISKSGINHRLRKIDDIAEKLRAGETVAKK"
     gene            complement(3747935..3748888)
                     /locus_tag="DJ46_4048"
     CDS             complement(3747935..3748888)
                     /locus_tag="DJ46_4048"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65522.1"
                     /translation="MKKERKPKIVIMGGGTGLSVLLRGLKQYPVDITAVVTIADDGGS
                     SGRLRDELEIPPPGDIRNVLVALSDVEPLVEALFQHRFTTGDGLKGHALGNLLLAGMT
                     SITGDFFHAITETSKVLNVRGRVLPAANQSAVLHAELEDGEIVTGESKIPYFGKKINR
                     VFLTPEDVEPLHETLTEIKRADLLVFGPGSLYTSILPNLVVNKIGDAVLAAKAKKVYV
                     CNVMTQAGETMGYTAFDHVQALHDHLGKPFIDTAIVNNRDIPCELRQLYEEEMSAPVV
                     VDEERFIENNIDVIQDQLAKYDDRVVRHDTLKLASILYSLL"
     gene            complement(3748892..3749773)
                     /locus_tag="DJ46_4049"
     CDS             complement(3748892..3749773)
                     /locus_tag="DJ46_4049"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66163.1"
                     /translation="MTENNDIKMVIITGMSGAGKTVALQSFEDLGYFCVDNLPPMLLP
                     KFIELMADSKGKMNKVALGVDLRGREFFEHLWGALDDLSERTWIIPHILFLDAKDSTL
                     VTRYKETRRSHPLAPTGLPLKGIEIERSLLTDMKARANIVLDTSDLKPKELREKIVHL
                     FSTETEQAFRVNVMSFGFKYGIPIDADLVFDVRFLPNPYYIPHMKPLTGLDEEVSSYV
                     LKFNETHKFLEKLTDLITFMLPHYKREGKSQLVIAIGCTGGQHRSVTLTEYLGKHLKP
                     EYSVHVSHRDVEKRKGH"
     gene            complement(3749794..3750252)
                     /locus_tag="DJ46_4050"
     CDS             complement(3749794..3750252)
                     /locus_tag="DJ46_4050"
                     /codon_start=1
                     /transl_table=11
                     /product="mutator MutT protein"
                     /protein_id="AIK61788.1"
                     /translation="MQRVTNCVLIRDNEVLLLQKPRRNWWVAPGGKMERGETVRDSVV
                     REYREETGIYLKNPALKGVFTFVIQEGDKVVSEWMMFSFLATDFAGENKLESEEGIIG
                     WHTFDKIDDLAMAPGDYHIIDYLIKGNGIIYGTFVYTPDFELLSYRLDPS"
     gene            complement(3750481..3751287)
                     /locus_tag="DJ46_4051"
     CDS             complement(3750481..3751287)
                     /locus_tag="DJ46_4051"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62493.1"
                     /translation="MEWRNIYRGFCMGVSDLIPGVSGGTIAVVLGIYEQLLAAISGFF
                     SREWKKHLGFLIPLAAGVAAAFLTLSHVIKYLLANHYEPTQFFFLGLIISILPMLMRE
                     ADAKSSFKGKHIVLLIVAAILVAITAFFKPDKTADPITTLTILNAIGLFFAGWMASMA
                     MLLPGISGSFILLIIGVYPTAINALTTLNLPLIAVIGAGVMVGFVVSSKGISFLLDRY
                     KSMTFAAIIGLVIGSIVIVFPGIPTEGFSIISSIITFILGFAIVTYFGKK"
     gene            complement(3751450..3752406)
                     /gene="trxB"
                     /locus_tag="DJ46_4052"
     CDS             complement(3751450..3752406)
                     /gene="trxB"
                     /locus_tag="DJ46_4052"
                     /EC_number="1.8.1.9"
                     /note="TRX_reduct: thioredoxin-disulfide reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin-disulfide reductase"
                     /protein_id="AIK61889.1"
                     /translation="MSEEKIYDVIIIGAGPAGMTAAVYTSRANLSTLMLERGIPGGQM
                     ANTEDVENYPGYESILGPDLSNKMFEHAKKFGAEYAYGDVKEVIDGKEYKTIIAGKKE
                     YKARAIIVASGAEYKKIGVPGETELGGRGVSYCAVCDGAFFKGKELVVIGGGDSAVEE
                     GVFLTRFASKVTIVHRRDTLRAQKILQDRAFQNEKVDFIWNHTIKEINEANGKVGSVT
                     LVDVNSGEEKEVKTDGVFVYIGMLPLSKPFVELGITNENGYLETNERMETKVPGIFAA
                     GDVREKMLRQIVTATGDGSIAAQSAQHYVEELLEELKTVSEK"
     gene            complement(3752491..3754002)
                     /locus_tag="DJ46_4053"
     CDS             complement(3752491..3754002)
                     /locus_tag="DJ46_4053"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK63626.1"
                     /translation="MGKNQRIYKENGQVISFNQLADFFYKKGMRAYKGQKLQDAIKYF
                     RRAAQSEKEPFILCQLATVLSEAGEYQESNQTFFKLVRSNPELEQCYYFIANNYAYMG
                     LFQQAKKYADRYLEVAEEKEFVEDTLELLEIMEEEAMGAEEIEDEDDLIVMQEEANRY
                     IRNGQLEEAIATLEIVTKDYPEFWSGHNNLAIAHFQSGNVDKALKLTEMILDKNPGNI
                     HALCNTLIFLYSIGEHKQVEVLAAQLVAVYPISFEHRLKLGTTLATIGHFEHAYKWFK
                     VLKRQGYEGDVSFYYWFAYSAYMVKDQQVAEKMWQHVVELHPDKKGKEPWNALNLADE
                     GQNVLFEELRKSFQQSATLEEQMLALYLMNELSTPEKVGFFFDVTQAKNGVPIVSQLA
                     KYFFLLNSHKSIPADLQQFEQCARIADALYNYTQKDDELIEECLQFWFCTFIRLYTSG
                     AVFTNVYGWSAAVEYIVRSEQGNKMTQSELGDVYNVSVATVRKYVQAVKRTHT"
     gene            complement(3754142..3754654)
                     /locus_tag="DJ46_4054"
     CDS             complement(3754142..3754654)
                     /locus_tag="DJ46_4054"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial transferase hexapeptide family
                     protein"
                     /protein_id="AIK65720.1"
                     /translation="MRRTTRYPVSGESSLWNVYKTVSFWKVMKNFIIIQIARYTPFLS
                     VKNWLYRTFLRMKVGKKTSFALMVMPDIMFPEKITVGDNSIIGYNTTLLAHEYLIREY
                     RLGEIVIGNEVMIGANTTILPGVRIGDGAIVSAGTLVHKDVPSGAFVGGNPMRVIYTK
                     EQMEAREGSY"
     gene            complement(3754678..3755328)
                     /gene="ppaX"
                     /locus_tag="DJ46_4055"
     CDS             complement(3754678..3755328)
                     /gene="ppaX"
                     /locus_tag="DJ46_4055"
                     /EC_number="3.6.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrophosphatase ppaX"
                     /protein_id="AIK61043.1"
                     /translation="MKINTVLFDLDGTLINTNELIISSFLHTLHTYYPNQYKREDVLP
                     FIGPSLHDTFSKIDESKVEELITSYRQFNHDHHDELVEEYETVYETVQELKKQGYKVG
                     IVTTKARQTVEMGLKLSKLDEFFDVVVTIDDVEHVKPHPEPLQKALQLLDAKPEEALM
                     VGDNHHDIVGGQNAGTKTAAVSWTLKGRAYLETYKPDFMLDKMSDLLPILSDMNRS"
     gene            complement(3755396..3756208)
                     /gene="lgt"
                     /locus_tag="DJ46_4056"
     CDS             complement(3755396..3756208)
                     /gene="lgt"
                     /locus_tag="DJ46_4056"
                     /note="lgt: prolipoprotein diacylglyceryl transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="prolipoprotein diacylglyceryl transferase"
                     /protein_id="AIK65637.1"
                     /translation="MLLGSVPQLDRVAVQLGPFPVYWYGIIIGTGVLLGLWLATREGE
                     RLGIPKDTFVDLVLIAVPIAILFARMYYVIFEWEYYAQNPSQIINIRQGGLAIHGGLI
                     GAVVTGILFAKRRGVSFWKLADIAAPSILLGQAIGRWGNFMNQEAHGDEVTRQFLEGL
                     HLPDFIINQMYIDGVYYHPTFLYESLWNFAGVILLLALRKVNLRRGELFFTYLIWYSI
                     GRFFVEGLRTDSLMLGPLRIAQVMSIGLVVISIIFIIVRRKMGQADKRYSEN"
     gene            complement(3756233..3757162)
                     /gene="hprK"
                     /locus_tag="DJ46_4057"
     CDS             complement(3756233..3757162)
                     /gene="hprK"
                     /locus_tag="DJ46_4057"
                     /note="hpr-ser: HPr(Ser) kinase/phosphatase"
                     /codon_start=1
                     /transl_table=11
                     /product="HPr(Ser) kinase/phosphatase"
                     /protein_id="AIK66320.1"
                     /translation="MPKVRTKDLIEQFQLELISGEEGIHRPIDTSDLSRPGIEMAGFF
                     TYYPADRVQLLGKTELTFFDTLTSDQKQERMKALCTEETPCIIVTRNQDVPDELLQAS
                     RESGMPLLRSSQTTTRLSSRLTNYLEGKLAPTTAVHGVLVDIYGVGVLITGQSGVGKS
                     ETALELVKRGHRLVADDSVEIRQEDEDMLVGSSPDLIEHLLEIRGLGIINVMTLFGAG
                     AVRNYKRITLVINLEIWDQKKNYDRLGLDEEKMKIIDTELTKITLPVRPGRNLAVIIE
                     VAAMNFRLKRMGVNAAQQFSERLMSAIELGNQE"
     gene            complement(3757319..3757699)
                     /locus_tag="DJ46_4058"
     CDS             complement(3757319..3757699)
                     /locus_tag="DJ46_4058"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66289.1"
                     /translation="MRWIVSLLVNSVVLIAVSGLLKGIAPDAFYVANIQTAIIASIIL
                     AVLNVFVKPFLILITLPITVVTFGFFLIVINAITLKIADSLLGDAFNISGFGVAIVAA
                     ICISIFNMIIEKAIVEPLYEKKRK"
     gene            complement(3757814..3758263)
                     /locus_tag="DJ46_4059"
     CDS             complement(3757814..3758263)
                     /locus_tag="DJ46_4059"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61714.1"
                     /translation="MEFLDMLRKKNMKVREFQKWGVYFRKRWEDHFANHVSDEEKEDI
                     FLYGDKHACGYLWHIFSYERKKCLEGEEAENAFHNEVKKDCYIFYQHCDDVLLIKDAS
                     LLSMDDILRETDDMYKGDVYIVDKDFTWTFVKTHEHRWCGPYFAKKC"
     gene            complement(3758323..3761199)
                     /gene="uvrA"
                     /locus_tag="DJ46_4060"
     CDS             complement(3758323..3761199)
                     /gene="uvrA"
                     /locus_tag="DJ46_4060"
                     /note="uvra: excinuclease ABC subunit A"
                     /codon_start=1
                     /transl_table=11
                     /product="excinuclease ABC subunit A"
                     /protein_id="AIK64880.1"
                     /translation="MSKSKDFIVVKGARAHNLKNIDVTIPRNQLVVVTGLSGSGKSSL
                     AFDTIYAEGQRRYVESLSAYARQFLGQMDKPDVDTIEGLSPAISIDQKTTSRNPRSTV
                     GTVTEIYDYLRLLFARIGTPICPNHGIEITSQTVEQMVDRVLEYPERTKLQVLAPIVS
                     GRKGAHVKVLEDIKKQGYVRVRVDGEMLDVSEDIALDKNKKHSIEVVIDRIVVKEGIA
                     SRLADSLESALKLGGGRVLIDVMGEEELLFSEHHACPHCGFSIGELEPRMFSFNSPFG
                     ACPSCDGLGSKLEVDLELVIPNWDLSLNEHAIAPWEPTSSQYYPQLLQSVCNHYGVDM
                     DVPVKDIPKDLFDKVLYGSGEEKVYFRYVNEFGQVKENEILFEGVIPNIERRYRETSS
                     DYIREQMEKYMAEQACPKCKGGRLKPESLAVFVGGKTIADVTKYSVQEVQEFFSNVEL
                     TEKQQKIAHLILREIQERVGFLVNVGLDYLTLSRAAGTLSGGEAQRIRLATQIGSRLT
                     GVLYILDEPSIGLHQRDNDRLIRTLQEMRDLGNTLIVVEHDEDTMMAADYLLDIGPGA
                     GIHGGQVVSAGTPAEVMQDENSLTGKYLSGKEFIPVPLERRKGDGRKVEIVGAKENNL
                     KNAKMSFPLGTFVAVTGVSGSGKSTMINEVLYKSLAQKLYKAKAKPGTHKEIKGLEHL
                     DKVIDIDQSPIGRTPRSNPATYTGVFDDIRDVFAQTNEAKVRGYQKGRFSFNVKGGRC
                     EACRGDGIIKIEMHFLPDVYVPCEVCHGKRYNRETLEVKYKDKNISEVLGMTIEDGVE
                     FFANIPKIKRKLQTLVDVGLGYMKLGQPATTLSGGEAQRVKLASELHRRSTGRTLYIL
                     DEPTTGLHAHDIARLLEVLQRLVESGETVLVIEHNLDVIKTADYIVDLGPEGGDKGGQ
                     IVASGTPEQVVKEERSYTGKYLKEILNRDKARMKEKIKEVELSQ"
     gene            complement(3761205..3763181)
                     /gene="uvrB"
                     /locus_tag="DJ46_4061"
     CDS             complement(3761205..3763181)
                     /gene="uvrB"
                     /locus_tag="DJ46_4061"
                     /note="uvrb: excinuclease ABC subunit B"
                     /codon_start=1
                     /transl_table=11
                     /product="excinuclease ABC subunit B"
                     /protein_id="AIK61708.1"
                     /translation="MERQFEIVSAYSPQGDQPVAIEKLVEGINSGKKKQVLLGATGTG
                     KTFTISNVIKEVQKPTLVMAHNKTLAGQLYSELKDFFPNNAVEYFVSYYDYYQPEAYV
                     PQTDTFIEKDAQINDEIDKLRHSATSALFERDDVIIVASVSCIYGLGSPEEYRELVVS
                     LRVGMEKDRNQLLRELVDVQYGRNDIDFKRGTFRVRGDVVEIFPASLDEHCIRIEFFG
                     DEIDRIREVNALTGEVLAERDHVAIFPASHFVTREEKMKVAIENIEKELEERLKELND
                     NGKLLEAQRIEQRTRYDLEMMREMGFCSGIENYSRHLTLRPAGATPYTLLDYFPKDFL
                     IVMDESHVSVPQVRAMYNGDQARKQVLVDHGFRLPSALDNRPLTFDEFEEKTNQVIYV
                     SATPGPYELEQSPEVIEQIIRPTGLLDPPIDIRPIEGQIDDLLGEIQDRIAKNERVLI
                     TTLTKKMSEDLTDYLKDVGIKVNYLHSEVKTLERIEIIRDLRLGKFDVLVGINLLREG
                     LDIPEVSLVAILDADKEGFLRSERSLIQTIGRAARNENGRVIMYADRITRSMGIAIEE
                     TKRRRSIQEAYNEEHGITPKTIQKGVRDVIRATTAAEEPETYEATPAKKMTKKEREKT
                     IAKMEAEMKEAAKALDFERAAELRDLLLELKAEG"
     gene            complement(3763342..3764499)
                     /locus_tag="DJ46_4062"
     CDS             complement(3763342..3764499)
                     /locus_tag="DJ46_4062"
                     /note="tspaseT_teng_C: transposase, IS605 OrfB family"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, IS605 OrfB family"
                     /protein_id="AIK64142.1"
                     /translation="MRRAYFIEIKPTHEQITKINQTIGVCRYVYNLYLSKNKEMYESE
                     GRFLSGYDFSKWLNNVYTKECSQWIKKVSSKAVKQAIMNGDKAFKRFFQGLSGFPRYK
                     KKKNQDVKCYFPKNNKTDWTVERHRVKVPTIGWMRLKEYGYIPKNTIVKSGTIGKRAG
                     RYFVSVLCEWKEAEMKPILNQTGLGIDLGVKDFAIRSDGIVYENMNKTIQVKKIEKRL
                     KREQRSLSRKFENIRKRGEQSATNKRANIDKNILRVQKLHAKLANIRLAYVKSVVNDV
                     VKTKPTFITVEDLNVKGMMKNKHLSKAVAKQCFYTFKTWLLTKCEEYGIELRQVDRFY
                     PSSKLCSYCGQKKVDLKLSDRVYTCNCGNVMDRDLNASINLLQAKKYTILT"
     gene            complement(3764917..3765348)
                     /locus_tag="DJ46_4063"
     CDS             complement(3764917..3765348)
                     /locus_tag="DJ46_4063"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64064.1"
                     /translation="MTIRKRTSFIWIFLFSLVACSPPNTTIDKKNDVVVKGTGISNLD
                     KFEQFVLNVEQVKVDKIRIVHYTHEGDPIFQTLERSKNDILYASDNRKDQFDGDNKGL
                     YKDSCKSIVKDERESGTTYRLIDCTNEGGPNGYDVLYVPKK"
     gene            complement(3765394..3766014)
                     /locus_tag="DJ46_4064"
     CDS             complement(3765394..3766014)
                     /locus_tag="DJ46_4064"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65261.1"
                     /translation="MSMLAEYRWYFLIGAEIVFWLSAIGFFLLRYGFRLKKASFIMGI
                     VLLVNEVFILTLGVVDYYQTGKFSNFQIITVIILLYAVFYGKKDLKKLDMFAQKLVAK
                     RRNEPAPIMEEQIELTGTAYAKQEIKNWALHLSLFVVVHIFFFFLYGFVPLEQWGNWL
                     ESGIVLNKAASRVSQVWAIILLVDTAISFSYVLFPKKEKGKEKLLS"
     gene            complement(3766011..3766766)
                     /locus_tag="DJ46_4065"
     CDS             complement(3766011..3766766)
                     /locus_tag="DJ46_4065"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK61194.1"
                     /translation="MISIQQLTRETGVTVRTLRYYDQIDLLKPSGKTEGGHRLYSEAD
                     VIRLQQILFLKEMGFSLKETANMLVKGELDLKNSLEKQLRFVQEEQKKFNRMESVLQA
                     VVYSVDVEGELDWKVMFELIQLSKQSSRIREIFQNEVFSKEEQKLLHNLPNMSKEDLN
                     VLEWVDLLKQFRTFMKDGKEVASDEVQGATKKLMQKCLEMANGDEAFLDKLWEVRKSK
                     EDSQKMSLYPIEEELLLYMDEAFRVYDEKERDK"
     gene            complement(3767116..3767508)
                     /locus_tag="DJ46_4066"
     CDS             complement(3767116..3767508)
                     /locus_tag="DJ46_4066"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62604.1"
                     /translation="MSKQDVIRFIGSLFIAGLILNASLIMLSISWGTIFISNVALVIL
                     YGVSEYKEQKRLKEEGVPSIDERVVNKMKSYFTICMTSFVFLFIMYLCVNKYLDRPVV
                     HVNELLYIVIFGLLISMASTSIFATRNR"
     gene            complement(3767505..3767726)
                     /locus_tag="DJ46_4067"
     CDS             complement(3767505..3767726)
                     /locus_tag="DJ46_4067"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65883.1"
                     /translation="MQDEFERFQSDKAFKYVGLFFAISLAVWSLYNLIIYGSAGMPFV
                     LFVLGQFVYFFVNYWPKWKYRNQKEADHV"
     gene            complement(3767739..3767936)
                     /locus_tag="DJ46_4068"
     CDS             complement(3767739..3767936)
                     /locus_tag="DJ46_4068"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK63621.1"
                     /translation="MGVKNKIKELRKQHHITQVEMAKAMQVTRQTIVAIENHHYNPSL
                     ELSLKIAKYFGVKVEEIFTLE"
     gene            complement(3768271..3769293)
                     /locus_tag="DJ46_4069"
     CDS             complement(3768271..3769293)
                     /locus_tag="DJ46_4069"
                     /note="conserved hypothetical 698 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61419.1"
                     /translation="MEQTLVIQKKKRFGFSQGIGITLLIAIVAKYLAELPFLNIMGQL
                     VIAILIGMVWRAAIGVPHDAIAGTNFASKKLLRFGIILLGMRLNLVDIAKAGPKVLVI
                     AAVVITFTLFVVYGLTKVFKVEKKLGILTACGTAICGAAAVVAIAPQVKAKDDETAVG
                     AAIIAILGTIFTLIYTLLYPVLGFSPYGYGVFSGATLHEIAHVIAAAAPGGSTAVDIA
                     VIVKLTRVTMLVPVAILIGVWFGKSEGSKEKRSWRDLPIPWFIFGFLAMSAVHSLGII
                     PEVVAGYIVVLAYMLIAMAMAGLGLNVEFKTFRKLGSKAFVAGLIGSVCLSVLGYVLV
                     YALGFM"
     gene            3769444..3770337
                     /gene="cysL"
                     /locus_tag="DJ46_4070"
     CDS             3769444..3770337
                     /gene="cysL"
                     /locus_tag="DJ46_4070"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator CysL"
                     /protein_id="AIK63993.1"
                     /translation="MNVDILKIFVTVVEQKHFSRAAELLNLSQPGVSMHIRNLENEFG
                     TTLIQRSPKHVQVTEAGNILYIHAKQMLSLYEDAKQEINELHNVVTGTLRIGASFTIG
                     EYLLPKILADYANENPHVEVHTFISNTEDVLQSLRSNQIDIGLVEGQVVYADVDVETF
                     MQDEMKLVVPPNHPLLRTNKINERTLQDQVWVLRESGSGTRAYSDRFIHQHHLKMKRF
                     FTFSSIQSVKEAVSAGLGIAILSDWTVRKELLAKELFHVEVPNEQLIRPFSIVRGKYF
                     IPSKAIQVFLNHVNSFAKKQH"
     gene            3770389..3770754
                     /locus_tag="DJ46_4071"
     CDS             3770389..3770754
                     /locus_tag="DJ46_4071"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK61721.1"
                     /translation="MRIGELSKETGVSERSLRHYEEKGLLPSKRLANGYRDFDESAIK
                     KVELIQMYLQIGLNLEETARMLRCLEIEPHLYDNPCSILTLYEDKLNEVTKQISLLSN
                     IQTNLQKHVSLLKQAKEKE"
     gene            3770759..3771304
                     /locus_tag="DJ46_4072"
     CDS             3770759..3771304
                     /locus_tag="DJ46_4072"
                     /codon_start=1
                     /transl_table=11
                     /product="putative NAD(P)H-dependent FMN-containing
                     oxidoreductase ywqN"
                     /protein_id="AIK65923.1"
                     /translation="MFVIHGSSRQNGNTEALTHMMIEGIETEQIYLRDHTIHPITDQR
                     HNAEGFQPVDDDYEQLMKRMLEHDTIIFATPLYWYGMSGHMKNFFDRWSQSLRDTSLH
                     FKEKMKGKKMYVVIVGGDNPKLKALPLIAQFQYIFDFIGSSFEGYIIGDANGLDEIQN
                     DAEALAKAQIYNKEFKNHKQK"
     gene            3771570..3773204
                     /locus_tag="DJ46_4073"
     CDS             3771570..3773204
                     /locus_tag="DJ46_4073"
                     /codon_start=1
                     /transl_table=11
                     /product="miro-like family protein"
                     /protein_id="AIK63106.1"
                     /translation="MTILFARNIEKGFGDRTLFTLPSLEIQAQDRIGIVGVNGAGKST
                     LLQILSKEIEADKGIVTHHSSISIIPQISEELPKVASSTAKGKWNISNISNSMSGGER
                     MRLKIAHALEQDAGILFADEPTSHLDMFGTEQLEKALLSYKGALVLISHDREFLDNIC
                     TKIIEIEDGIIQEYKGNYSNYRKQKERERTQKQAEYEQYINEKERLEKSILQKKQRAS
                     SMTKIPTRFSSSESKLYKLSGANGQEQVSKAAKALETRLEKLEKKEKPKELSQAQFDV
                     QYHTPIHSKVAVQFNKATKKIGDLTLFKNMNGTIAPGAKLAILGANGSGKTTLFNMLL
                     ANERGIQLSKSCKIGYFEQTLSILKTDKTILENVLEETNYTESFVRTILARLLFRRED
                     VHKPVHVLSGGERMKVALAKVFLGNYNMLLLDEPTNYLDLATQEELESMLQEYPGTIL
                     FISHDRAFIRSVADHILQVDESEPRVFHGNYEQYTNRTADASVNVTAQELLRLQTKLT
                     EIIGRISIPNHHDDITSLEQEYETLLVKIRKCKEAL"
     gene            complement(3773363..3773620)
                     /locus_tag="DJ46_4074"
     CDS             complement(3773363..3773620)
                     /locus_tag="DJ46_4074"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61689.1"
                     /translation="MIVTTISTIQGKEIIDYVDIVNGEAIMGANIVRDLFASVRDVVG
                     GRSGAYESKLKEARDIAMEEMKTLARQKMRMPSLVSMWITK"
     gene            complement(3773685..3775400)
                     /locus_tag="DJ46_4075"
     CDS             complement(3773685..3775400)
                     /locus_tag="DJ46_4075"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK63958.1"
                     /translation="MLRKFFSYYKPYKGLFILDFSCAVVAGLLELGFPLIVNQFIDKL
                     LPGQNWTLILWACFGLLAVYMLNAGLQYVVTYWGHMLGVNIETDMRQKLFDHIQKLSF
                     RFFDNNKTGHLISRLTNDLMEIGEIAHHGPEDLFIAVMTLVGAFSFMMMINWKLALLT
                     FFVIPFLLWLALYFNKKMTGTFRRLFSDVADFNACIENNVGGIRVVQAFGNEKFEKEQ
                     FAVNNARFRTTKLMAYKIMALNSSISYMLMRLVTLFVLICGTWFVLQGELTYGGFIGF
                     VLLTNIFFRPIEKINAVIESYPKGIAGFKRYVELLETEPDIVDSKDAMEVKHVHGDIQ
                     YNNITFGYENKERILNDISLKIHAGETVAFVGPSGAGKTTLCSLLPRFYEQSSGSIQI
                     DGIDTKDMTLSSLRKQIGIVQQDVFLFSGTIRENIAYGNLKASEAEIWQAVKRAQLED
                     LIYSQPDGLDTVIGERGVKLSGGQKQRLAIARMFLKNPPILILDEATSALDTETELAI
                     QKSLAELSVGRTTLVIAHRLATIKNADRIVVVNKDGIAEQGSHDELIEQGGGYSRLYE
                     AQFSS"
     gene            complement(3775712..3776896)
                     /locus_tag="DJ46_4076"
     CDS             complement(3775712..3776896)
                     /locus_tag="DJ46_4076"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63478.1"
                     /translation="MEAWIFEIMRAVGRFFLHPAVYVFLISSIFVGYLRMLRERKDFS
                     FKVYDIWFELRTALFAGIGYGLVVSIITIGLGLVVSKASLWAILLWTLLFGLTAMYRY
                     LSAAYTFSIAIVCVLLSSKLPVSFLQLGEGEENTIVSLAILLGIMLVVEGLLISKNAV
                     GYSTPKIRKGKRGLKIGLHESKRLWIIPIFILVPGDAVTQFISWWPVVSIGSDTYSLF
                     LVPFLIGFMRRIRSYEPTEALLFTGRRVYGLAGLVLVLGIASYWWHVLAIIAMGVAML
                     GRFTISMQEKISDETRPAYFAARNDGLVVLDTIPNTIGAELNLLPGEMITKVNGVIPR
                     SAEEFYDALQTKTTGAFCKLEVLDTNGELRLAQTALYAGGHHELGIVFVQQEHEWDSE
                     AM"
     gene            complement(3777006..3778490)
                     /gene="ctpB"
                     /locus_tag="DJ46_4077"
     CDS             complement(3777006..3778490)
                     /gene="ctpB"
                     /locus_tag="DJ46_4077"
                     /EC_number="3.4.21.102"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxy-terminal processing protease CtpB"
                     /protein_id="AIK62170.1"
                     /translation="MPFATPPVCFGKGNSALKRRVAIIGMVVAFLIGAGGMFAGMSLF
                     GVNPAEVTQTISSGNASTAQGNLAKINEAYALIDSRYVEDVKDEKLVEGAIQGMLSTL
                     KDPYSTYMDKETAKQFSESLDPELEGIGAEVNKTDGKLIIVSPIKGSPAEKIGIKPND
                     QILSVDGNSVKDLSREEAVLKIRGKKGTTVAIEIKRAGVADPIVFKIKREKIPIFTVF
                     SSVKQESGKDIGYMQITSFAENTAKEFKDQLKELEKKNIKGLVIDVRGNPGGYLNSVE
                     EILGEIMTDKKPMLQVEQRNGEKKKFSTELKERKPYPISVLIDNGSASASEILAGALK
                     EGEGYDLIGEKTFGKGTVQQAVPFKDGSNIKLTMFKWLTPDGNWIHKKGIKPTVEVKQ
                     PDYYHATPIQIEKTLSYNANDVQVKHAQEMLKSLGYVPGREDGYFSKETESALKAFQN
                     ANKMEATGQLDKKTAEAIQTKIIEKIRSGENDLQLQSALKLMAK"
     gene            complement(3778561..3779454)
                     /gene="ftsX"
                     /locus_tag="DJ46_4078"
     CDS             complement(3778561..3779454)
                     /gene="ftsX"
                     /locus_tag="DJ46_4078"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein ftsX"
                     /protein_id="AIK64355.1"
                     /translation="MKAKTLSRHLREGVKNLSRNGWMTFASVSAVTVTLLLVGVFLTA
                     IMNMNHFATKVEQDVEIRVHIDPAAKEADQKKLEDDMSKIAKVESIKYSSKEEELKRL
                     IKSLGDSGKTFELFEQDNPLKNVFVVKAKEPTDTATIAKKIEKMQFVSNVQYGKGQVE
                     RLFDTVKTGRNIGIVLIAGLLFTAMFLISNTIKITIYARSTEIEIMKLVGATNWFIRW
                     PFLLEGLFLGVLGSIIPIGLILVTYNSLQGMFNEKLGGTIFELLPYSPFVFQLAGLLV
                     LIGALIGMWGSVMSIRRFLKV"
     gene            complement(3779444..3780088)
                     /gene="ftsE"
                     /locus_tag="DJ46_4079"
     CDS             complement(3779444..3780088)
                     /gene="ftsE"
                     /locus_tag="DJ46_4079"
                     /note="ftsE: cell division ATP-binding protein FtsE"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division ATP-binding protein FtsE"
                     /protein_id="AIK61799.1"
                     /translation="MKAIAGLTVNIKQGEFVYVVGPSGAGKSTFIKMMYREEKPSTGS
                     INVNGLVIETLAERDVPYFRRQLGVIFQDFKLLPKLTVYENVAFALEVIEEEPDAIRE
                     RVTEVLGLVGLEDRADALPSELSGGEQQRVAIARAIVNKPKVVIADEPTGNLDIETAL
                     DIMKIFTRINERGTTIVMATHNADIVNTIRHRVIAIEGGKIVRDEIEGGYGYEG"
     gene            complement(3780417..3780740)
                     /gene="cccA"
                     /locus_tag="DJ46_4080"
     CDS             complement(3780417..3780740)
                     /gene="cccA"
                     /locus_tag="DJ46_4080"
                     /note="c-551"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome"
                     /protein_id="AIK65137.1"
                     /translation="MKKKLLAIALGTSVVFALGACGNKEESKPSKQSASTDSAEQIYQ
                     KSCIGCHAKDLSGATGPDLRKVGQKYDAADIEKIIEKGRGSMSPGIIQGEDAKKVAEW
                     LAEHK"
     gene            complement(3781177..3782154)
                     /gene="prfB"
                     /locus_tag="DJ46_4081"
     CDS             complement(3781177..3782154)
                     /gene="prfB"
                     /locus_tag="DJ46_4081"
                     /note="prfB: peptide chain release factor 2"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide chain release factor 2"
                     /protein_id="AIK64902.1"
                     /translation="MGAGFWDDQQGAQAVINEANALKDMVGKFRQLDETFENLEITHE
                     LLKEEYDEDLHEELESEVKGLIQEMNEYELQLLLSDPYDKNKAILELHPGAGGTESQD
                     WGSMLLRMYTRWAEKRGFKVETVDYLPGDEAGIKSVTLLIKGHNAYGYLKAEKGVHRL
                     VRISPFDSSGRRHTSFVSCEVVPEFNDEVEIEVRTEDLKIDTYRASGAGGQHVNTTDS
                     AVRITHTPTNTVVTCQSERSQIKNREHAMKMLKAKLYQKKLEEQQAELDEIRGEQKEI
                     GWGSQIRSYVFHPYSLVKDHRTNTEVGNVQAVMDGEIDPFIDAYLRSRI"
     gene            complement(3782420..3784927)
                     /gene="secA"
                     /locus_tag="DJ46_4082"
     CDS             complement(3782420..3784927)
                     /gene="secA"
                     /locus_tag="DJ46_4082"
                     /note="secA: preprotein translocase, SecA subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecA subunit"
                     /protein_id="AIK63801.1"
                     /translation="MIGILKKVFDVNQRQIKRMQKTVEQIDALESSIKPLTDEQLKGK
                     TLEFKERLTKGETVDDLLPEAFAVVREAATRVLGMRPYGVQLMGGIALHEGNISEMKT
                     GEGKTLTSTLPVYLNALTGKGVHVVTVNEYLAQRDANEMGQLHEFLGLTVGINLNSMS
                     REEKQEAYAADITYSTNNELGFDYLRDNMVLYKEQCVQRPLHFAIIDEVDSILVDEAR
                     TPLIISGQAQKSTELYMFANAFVRTLENEKDYSFDVKTKNVMLTEDGITKAEKAFHIE
                     NLFDLKHVALLHHINQALRAHVVMHRDTDYVVQEGEIVIVDQFTGRLMKGRRYSEGLH
                     QAIEAKEGVEIQNESMTLATITFQNYFRMYEKLSGMTGTAKTEEEEFRNIYNMNVIVI
                     PTNKPIIRDDRADLIFKSMKGKFNAVVEDIVNRHKQGQPVLVGTVAIETSELISKMLT
                     RKGVRHNILNAKNHAREADIIAEAGMKGAVTIATNMAGRGTDIKLGDDIKNIGLAVIG
                     TERHESRRIDNQLRGRAGRQGDPGVTQFYLSMEDELMRRFGSDNMKAMMDRLGMDDSQ
                     PIESKMVSRAVESAQKRVEGNNYDARKQLLQYDDVLRQQREVIYKQRQEVMESENLRG
                     IIEGMMKSTVERAVALHTQEEIEEDWNIKGLVDYLNTNLLQEGDVKEEELRRLAPEEM
                     SEPIIAKLIERYNDKEKLMPEEQMREFEKVVVFRVVDTKWTEHIDAMDHLREGIHLRA
                     YGQIDPLREYQMEGFAMFESMIASIEEEISRYIMKAEIEQNLERQEVVQGEAVHPSSD
                     GEEAKKKPVVKGDQVGRNDLCKCGSGKKYKNCCGIGK"
     gene            complement(3785204..3785746)
                     /gene="raiA"
                     /locus_tag="DJ46_4083"
     CDS             complement(3785204..3785746)
                     /gene="raiA"
                     /locus_tag="DJ46_4083"
                     /note="yfiA: ribosomal subunit interface protein"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal subunit interface protein"
                     /protein_id="AIK65663.1"
                     /translation="MKFNIRGENIEVTPALKEYVEKKLSKLERYFDTFPEIKVNLKVY
                     SDKQRVEVTIPFTDLLLRAEETNSDMYAAIDLVVDKLERQIRKHKTKVNRKLREKGSM
                     KTNFILPEAVAVLDAVEEDELELVRTKRFDLKPMDVEEAILQMDMLGHNFFVFTNADT
                     NETNVVYGRKDGKYGLIETK"
     gene            complement(3786070..3786267)
                     /locus_tag="DJ46_4084"
     CDS             complement(3786070..3786267)
                     /locus_tag="DJ46_4084"
                     /codon_start=1
                     /transl_table=11
                     /product="'Cold-shock' DNA-binding domain protein"
                     /protein_id="AIK62938.1"
                     /translation="MQGRVKWFNAEKGFGFIEREDGDDVFVHFSAIQQDGYKSLEEGQ
                     QVEFDIVDGARGPQAANVVKL"
     gene            complement(3786394..3787098)
                     /locus_tag="DJ46_4085"
     CDS             complement(3786394..3787098)
                     /locus_tag="DJ46_4085"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl transferase domain protein"
                     /protein_id="AIK63956.1"
                     /translation="MHCLLCDEYMLETVSWYTFFVKSHKKYVCDRCERKLSYIIGEIC
                     MECGRPLELLSTVFKKDDICMDCIRWMKEEKYRPLKNRSLYVYDDEMKAVLAQFKFRG
                     DAELVRIFYRSFRELFQKYFTNVSTVIPVPLSREREYERGFNQAELLAACLPVEISYL
                     SLRRRETEKQSKKSRKERLSGSNPFYFQREEMFHGQRILLVDDVYTTGITVRQIGSLL
                     YDRGAREVSSLTLCRS"
     gene            complement(3787098..3788447)
                     /locus_tag="DJ46_4086"
     CDS             complement(3787098..3788447)
                     /locus_tag="DJ46_4086"
                     /codon_start=1
                     /transl_table=11
                     /product="flavivirus DEAD domain protein"
                     /protein_id="AIK66186.1"
                     /translation="MLAGKQLLLEELPSDLRRELSDLKKEGEVICVQGVIKKASKYIC
                     QRCGNIEQRLFASFLCKRCSKVCTYCRKCITMGRVSECAVLVRGIHERKGERELHSLQ
                     WKGSLSLGQELAAQGVIEAIKQKESFFIWAVCGAGKTEMLFYGIEEALQKGERVCIAT
                     PRTDVVLELVPRLQEVSPSINVAALYGGSVDREKDAALVVATTHQLLRYYRAFHVMIV
                     DEIDAFPYHVDQMLQYAVQQAMKEKAARIYLTATPDEKWKRNFRTGKQKGIIVSGRYH
                     RHPLPVPLFSWCGNWKKSLHHKKIPRVLLQWLKMYVNKKYPIFLFVPHVRYIEEIGLL
                     LKGLDHRIDGVHAEDPMRKEKVEAFRKGDIPLLVTTTILERGVIVKNLQVAVLGAEEE
                     IFSESALVQIAGRAGRSFEEPYGEVVYFHYGKTESMVRAKRHIQSMNKSAKEQGLID"
     gene            complement(3788575..3789885)
                     /locus_tag="DJ46_4087"
     CDS             complement(3788575..3789885)
                     /locus_tag="DJ46_4087"
                     /codon_start=1
                     /transl_table=11
                     /product="nlpC/P60 family protein"
                     /protein_id="AIK66096.1"
                     /translation="MKKLKMASCALVAGLMFSGLTPNAFAEDKISDVKSQINTQNDTL
                     HKQQQERDELQKQMNDLNKTIQGLDKSVQENAAKLDETTKKVADTEQLIEKKNKDIAE
                     LQTKIAKREELLRKRLVALQEQPNTNVVTEVLVNSKNVADLVDRLTSVSKILESDEDI
                     MKTQQEDQANVKKDVETVKTKQKELKEAQAQIETAKKELDAEKAKKATAVNDLSGKMD
                     TVVTSMTSTESQLKDLEKQALQLQRIAEQEAQEKAAQEAAAQKQAEQAAKDAQAQPAQ
                     AAPAQPAAPANNGGQAQKEEPKKEEPKKEAPKKEDKKPEPTPGPAPAPGVIGKAQQYL
                     GLPYVWGSASPSNGGFDCSGFISYVFGVGRQDVNGYWHSVSKVSSPQPGDLVFFQNTY
                     KNGPSHIGIYVGNGQMIHAGDKGIAYSSLSSSYNQKHFLGYGRF"
     gene            complement(3790138..3790452)
                     /locus_tag="DJ46_4088"
     CDS             complement(3790138..3790452)
                     /locus_tag="DJ46_4088"
                     /codon_start=1
                     /transl_table=11
                     /product="hxlR-like helix-turn-helix family protein"
                     /protein_id="AIK66301.1"
                     /translation="MEHNSCLCPKFESAFTLLSKKWTGLIIKSLLEESKRFREIADII
                     PNMSDRMLSERLKELESEGIVVRNVYPEVPVRIEYGLTDKGKALESVMDEVQNWAEKW
                     MK"
     gene            complement(3790626..3791468)
                     /gene="degV"
                     /locus_tag="DJ46_4089"
     CDS             complement(3790626..3791468)
                     /gene="degV"
                     /locus_tag="DJ46_4089"
                     /codon_start=1
                     /transl_table=11
                     /product="protein degV"
                     /protein_id="AIK65571.1"
                     /translation="MKTAIVTDSTAYIPKHIRDELNIYMIPLNVVFGTESYQEEAEIS
                     ADDFYVKVREQEELPKTSQPAIGKFVELYEELSKDYDAVISIHLSSGISGTYQTSTTA
                     GQMVEGIDVYTYDSEISCEVQGFYVREGARLASEGKDPKEIIARFDEMKKTMDAYFVV
                     DDLHHLQRGGRLNSAQAFIGSLLQVKPVLYFRDKIIIPFEKIRTRKKALKRIIEIFDE
                     QASKGVPMEAVIIHAQREEEANEWKKELEAKYPHVTIRTGYFGAVIGTHLGEGALGLG
                     WYTK"
     gene            3791708..3792343
                     /locus_tag="DJ46_4090"
     CDS             3791708..3792343
                     /locus_tag="DJ46_4090"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62147.1"
                     /translation="MLLQYLTIKGYGEHEIVIQKSRFICYVSRATTEEEAQEFIQKIK
                     KQNWNATHNCSAYLIGEQDQIQKANDDGEPSGTAGVPMLEVLKKRGLKDTVVVVTRYF
                     GGIKLGAGGLIRAYGKCTSEGINHVGVVERKLMRVMQTEIDYTLLGKIENELRNSKYA
                     IKDIHYLENVTFDTYVEEDGKQTFTDWMIELTNGKCTITEGDMLYLEKDVI"
     gene            3792418..3793545
                     /locus_tag="DJ46_4091"
     CDS             3792418..3793545
                     /locus_tag="DJ46_4091"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator yvhJ"
                     /protein_id="AIK64836.1"
                     /translation="MEERYYHLQNSRIKKKRRRKFFYFLIFLFLFGSVGLYILNSYSS
                     LMGMYSGFTREKSDLRTEDVEITKEPFTLLIMGIEDYATDGQNGRTDSIMFATVNPKT
                     QKISLMSIPRDSRVPIVGKNKEDKINAAHAYGGEEMAIKTVEGFLKVPVDHYLKIDFQ
                     GFKGIVDAVGGVTVDVPFDFWERSDVDYYKKIEFKQGQQELNGEEALAYVRMRKQDPN
                     GDYGRAARQRQLLAAVAQKLNSTSTVFKIKDLTAVVGKYIKTDIPISDGLALYNKLSG
                     FDPSTIQTFKLEGEDKKIGGIYYFLPDPNGVEAVRNEIKKELGEKVSTQENTTTKTES
                     NPSSNSNSNEKAKKETNQDKTPTDPPPSTNAHAEWIMRNQQ"
     gene            complement(3793579..3794694)
                     /locus_tag="DJ46_4092"
     CDS             complement(3793579..3794694)
                     /locus_tag="DJ46_4092"
                     /EC_number="5.1.3.14"
                     /note="wecB: UDP-N-acetylglucosamine 2-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine 2-epimerase"
                     /protein_id="AIK63525.1"
                     /translation="MTERLKVMTIFGTRPEAIKMAPLVLELQKHPEKIESIVTVTAQH
                     RQMLDQVLSIFGITPDFDLNIMKDRQTLIDITTRGLEGLDKVMKEAKPDIVLVHGDTT
                     TTFIASLAAFYNQIPVGHVEAGLRTWDKYSPYPEEMNRQLTGVMADLHFSPTAKSATN
                     LQKENKDESRIFITGNTAIDALKTTVKETYSHPVLEKLGNDRLVLMTAHRRENLGEPM
                     RNMFRAIKRLVDKHEDVQVVYPVHMNPVVRETANDILGDHGRIHLIEPLDVIDFHNVA
                     ARSYLMLTDSGGVQEEAPSLGVPALVLRDTTERPEGIEAGTLKLAGTDEETIFSLADE
                     LLSDKEAHDKMSKASNPYGDGRASERIVEAILKHFNK"
     gene            complement(3794769..3796094)
                     /gene="ywqF"
                     /locus_tag="DJ46_4093"
     CDS             complement(3794769..3796094)
                     /gene="ywqF"
                     /locus_tag="DJ46_4093"
                     /EC_number="1.1.1.22"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose 6-dehydrogenase ywqF"
                     /protein_id="AIK63213.1"
                     /translation="MKITIIGTGYVGLITGVGLAVLGHSVTCFDINDEKIERIKQGDL
                     PIYEAGLYELIHDACENNRLTFTTSKEEAFKDAEFIFIAVGTPSLLDGTADLTYIQNA
                     CVDIGTYATKDIIVVTKSTVPVGTNGAMRGWIEETLQNRHELHIVSNPEFLREGSGIY
                     DFFQGDRIVIGADNEEAARKVENLYSELHLKTYVTDIKSAEMIKYASNAFLATKISFI
                     NEISNICEKVGANVLDVAKGMGMDKRIGASFLNAGIGYGGSCFPKDTKALVQIAGNVA
                     HDFRLLKAVIEVNNKQQLLLIEKAKKVINMNKKRIAVLGAAFKPNTDDIRDAPSLIMI
                     QELINLGADIVLYDPKAIQNMKNIFGETIQYSECIDESIRGASAAFIMAEWEDIRTYP
                     LENYVQLMREPILFDGRNCYTNEDVKKQGIDYYSVGRESIYKRDFSVIR"
     gene            3796629..3797702
                     /locus_tag="DJ46_4094"
     CDS             3796629..3797702
                     /locus_tag="DJ46_4094"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 4 family protein"
                     /protein_id="AIK63026.1"
                     /translation="MDSQVIYAILASFITVLVVTPLVIKLAFKIGATDKPNARKVHQK
                     IMPRLGGLAIFIGVAVGFVVGGLYEQRMLSITLGAIIIVIIGILDDMYELSAKVKFGG
                     QLLVAIMIVKSGLLVQVLYIPILGDTELGWLAYPITVFWIVGITNAINLIDGLDGLSA
                     GISSIVLATLAYMAFTSPWGTGTAIILPLALIALASTLGFLFYNFHPAKIFMGDTGAL
                     FLGYCISVISLLGLYKSVTLFSFIVPVIILGVPVFDTTFAIIRRIVNKKPISAPDKSH
                     LHHRLLAMGFSHRKTVLIIYAFGIFFSVNAIIFSSATLWLSIILLFILIFFTEIIAEV
                     IGLVHERYKPLISFYKKVKKRED"
     gene            3797903..3798640
                     /locus_tag="DJ46_4095"
     CDS             3797903..3798640
                     /locus_tag="DJ46_4095"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AIK62501.1"
                     /translation="MIKRVFQYIILFLTITMYASPHAGATTIPPAEHHPNTETTSSTK
                     KIAYLTFDDGPNKYTTQILNILKEKNGKATFFVIGGKVPHYKKTMQRLIKDGHYIGLH
                     SMSHDVKRLYTGDPSALITEMEQTQNIVQQVTELNTHLVRVPYGSMPYLKKNYRDALV
                     SAQYKMWDWTIDTYDWKSYDNPSAILERVRNQSDEQVEVILMHDSSVTVQILPQVIDY
                     LQSQGYKLLPYNPSSHLKVNFWKDTRL"
     gene            3798745..3801420
                     /locus_tag="DJ46_4096"
     CDS             3798745..3801420
                     /locus_tag="DJ46_4096"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma-54 interaction domain protein"
                     /protein_id="AIK62740.1"
                     /translation="MKRIDLIFNAIQEGKYTEGVTASELATLLQLDRANVSSDLNKLV
                     KDKRLLKTNTRPVRFYIETNALLETHSKEVTSLDTFAIENTSLKIAIEKAKASILYPP
                     NGMHTLLLGETGVGKSMFASLMHEYAIEVEQLPKNAPFIVFNCADYANNPQLLLGQLF
                     GIKKGAYTGASDQKGLIEKAHEGILFLDEVHRLPPEGQEMLFTFIDRGVYRRLGETEN
                     ERKAQVLIITATTEEPNSFLLKTFTRRIPMTVTLPPLRERTHKERFALLQLFFTNEAI
                     RLRKEIHVSPNAMRAFVFYNCPNNIGQLKTDVQIACAKAYSDFVTKKRDSVYVSSTDL
                     PWYMKEGLFIERKSRHLYQIPNETFIFTSDEGWSNHKIENEKQSSIYDYIDYKYEELQ
                     ARGIEEEELELLIENDIQSFFVQYFNQMSKKTSHENVFKIVDRNIVSVCERIAELAEK
                     HLSKTFDEKVFLALSLHVQTTLQRLQAGKQIHHPQLNQIRTKYKEAFSVAMQCIQLLE
                     DELQITMPIDEAGFLTMFFVVDPIPASQTEVKVLILAHGNGIATEMANVANELLGIDE
                     VTGIDMPLHESPKDFLERVKVYMKTLQNVNGLLLLVDMGSLAYIGDILETEFKIPVRV
                     LSMTSTPHALEAARKAQLGYSLDALYETVKNLTPFYLNVQEEKKKPLSPMKSVILTAC
                     LTGEGSALAIQKMLENYLRFDKDLIEIIPISIVHEKDLTKMIENIKKERNIICIVTNF
                     DVQVPCLTYHFQDIVNYTAIQPIQELITYEETYAKMADILEQQMQRNDGALLIKTIRY
                     ALNTIQELISLQLTPDSLMGVILHMSCMVDRLQKGESLLPHPDKEKRRQDEYWMYMKV
                     KKALQPIENTFEIQIPDDEVFYVMDFFIKNQPIKN"
     gene            complement(3801638..3802051)
                     /locus_tag="DJ46_4097"
     CDS             complement(3801638..3802051)
                     /locus_tag="DJ46_4097"
                     /codon_start=1
                     /transl_table=11
                     /product="CHRD domain protein"
                     /protein_id="AIK62518.1"
                     /translation="MTTHFFARLTGKREIPPVNTEAYGVAEFIFSEDLKKLQYRVILK
                     NIEKVTSCQIHLGKSDQIGPIVLSLLGPLKQGISVNEGVVTGVVNVEEFEGPLQGRAF
                     DSLLQEIIQANVYVNVYTKSNKKGEIRGRIRKVKK"
     gene            3802241..3803422
                     /gene="chr"
                     /locus_tag="DJ46_4098"
     CDS             3802241..3803422
                     /gene="chr"
                     /locus_tag="DJ46_4098"
                     /note="2A51: chromate transporter, chromate ion
                     transporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="chromate transporter, chromate ion transporter
                     family protein"
                     /protein_id="AIK62589.1"
                     /translation="MKNNKYTFHTLLEIFLVSFKLGLTSFGGPVAHLGYFHHEYVQKR
                     KWMDERSYGDLVALSQFLPGPASSQVGMGVGLLRGGLLGAIISWIGFTLPSVLVLVFF
                     ASFLNQLNLGSAGWIHGLKLVAVAIVAHAIWGMAQKLTPDRNRATIAIVTAAIALLWP
                     SSWTQVTLIIISGCIGWFLYRNQPISQSQSIKVPISKKIAVSCLVLFFGLLLLLPILR
                     PFSYYIALFDSFYRSGALVFGGGHVVLPLLEGEFVQNGMMTKEQFLAGYGLTQAMPGP
                     LFTFASYIGAVLNGTLGAILATIAIFLPAFLLVIGVLPFWDSVRRISFIQGALLGVNA
                     AVVGILLAAFYDPIWTSTIMDAVDFVFASLLFCLLAFWKTPPWVIVILGAFGGYVLSI
                     L"
     gene            complement(3803461..3804165)
                     /locus_tag="DJ46_4099"
     CDS             complement(3803461..3804165)
                     /locus_tag="DJ46_4099"
                     /codon_start=1
                     /transl_table=11
                     /product="ydjC-like family protein"
                     /protein_id="AIK63560.1"
                     /translation="MIKLIVNADDFGLTEGTNYGIIDGHINGLVNSTTMMMNMPGTEH
                     AVHLAKEYKTLGVGVHLVLTAGKPLLGDVPSLVSSDGLFHKQSVVWEGKVNPEEVERE
                     WTAQIEKFLSYGLKPTHLDSHHHVHGLTILHDVLERLAATYNVPIRRCEEERAVRPFS
                     DLFYSDFYADGVTEDYFVKLKERVQGEQTVEIMVHPAYIDPELVKRSSYVMDRVKELR
                     ILTESELPEGIELVKF"
     gene            complement(3804215..3805540)
                     /locus_tag="DJ46_4100"
     CDS             complement(3804215..3805540)
                     /locus_tag="DJ46_4100"
                     /EC_number="3.2.1.86"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phospho-beta-glucosidase"
                     /protein_id="AIK65167.1"
                     /translation="MTGIKIATIGGGSSYTPELIEGFIKRYDELPVREIWLVDIEAGK
                     EKLEIVGNLAKRMVKKSGLPIEVHLTLDRREALKDADFVTTQLRVGLLEARAKDEAIP
                     LKYDVIGQETNGPGGLFKALRTIPVILDICKDMEELCPNAWLINFANPAGMVTEAVLR
                     YTNIQRVVGLCNVPIGIRMGLARLLEVDASRVHVDFAGLNHMVYGLDVYLDGVSVMDR
                     VLELVTDPEKQITMENIAALNWEPDFIRGLRAIPCPYHRYYYKTREMLEEEKEASVEK
                     GTRAEVVKQLEDDLFELYKDPNLDIKPPQLEKRGGAYYSDAACSLITSIYNNKGDIQP
                     VNTRNNGTIASLPHDSAVEVNCIITKEGPKPIAVGDLPVPVRGLVQQIKSFERTTIEA
                     AVTGDYHKALLAMTINPLVPSDKVAKQILDEMLEAHKEYLPQFFKKVEK"
     gene            complement(3805544..3805867)
                     /locus_tag="DJ46_4101"
     CDS             complement(3805544..3805867)
                     /locus_tag="DJ46_4101"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Lactose/Cellobiose specific IIA
                     subunit"
                     /protein_id="AIK61946.1"
                     /translation="MMTTAEQIPFQLILNSGNARSFAMEALQFAKQGKMAEADEAMVK
                     AKEAINEAHHFQTELIQSEARGEKTEISVLLIHAQDHLMNAITVKELAAEFIDLYKKL
                     EAKGE"
     gene            complement(3806051..3807358)
                     /gene="celB"
                     /locus_tag="DJ46_4102"
     CDS             complement(3806051..3807358)
                     /gene="celB"
                     /locus_tag="DJ46_4102"
                     /EC_number="2.7.1.69"
                     /note="cello_pts_IIC: PTS system, cellobiose-specific IIC
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, cellobiose-specific IIC component"
                     /protein_id="AIK65708.1"
                     /translation="MQKFIAFMEKYIVPVAGKIGSQRHLAAIRDGFIAVMPLILVGAL
                     ASLINGFPSEAFQDFMKGLFGETWKQVGGGMWTGSFAILALIIAFTTSYNLAKSYGVD
                     GLSAGIISFGALIILTPTTPKEGGLNLAWTGAQGLFVAIIVALLVTEVFRFFVQRNIT
                     FKMPDGVPPAVLRSFAAIVPAFVILTVVAGIQLAVKLAGTSVHEFIFNTIQSPLQSLA
                     GTLPSAIVIVLLVHLLWFFGLHGPNIVGGIIEPLYLPALEKNMKLFQGGTSAFDVPNI
                     VTKPFFDTFVYLGGSGATLAFLVVVLLVAKSAQLRGVSRLSIGPGAFNINEPVIFGTP
                     IILNPVLFLPFIITPIVLVITSYTAISIGWVPKTVAMIPWATPPIISGYLVTGGHLSG
                     AILQLFNFVIAMVIYYPFVVLCDRSVVRTEKAAAQGNNNSVPM"
     gene            complement(3807375..3807677)
                     /gene="licB"
                     /locus_tag="DJ46_4103"
     CDS             complement(3807375..3807677)
                     /gene="licB"
                     /locus_tag="DJ46_4103"
                     /EC_number="2.7.1.69"
                     /codon_start=1
                     /transl_table=11
                     /product="lichenan-specific phosphotransferase enzyme IIB
                     component"
                     /protein_id="AIK61672.1"
                     /translation="MNILLCCSAGMSTSLLVTKMEAAAKARGLEGKIWAVSGDAVKTN
                     IDQADVLLLGPQVRYMLSSMKTLADERNVGIDVINPMHYGMMNGEAVLDHALTLKK"
     gene            3808066..3809148
                     /locus_tag="DJ46_4104"
     CDS             3808066..3809148
                     /locus_tag="DJ46_4104"
                     /codon_start=1
                     /transl_table=11
                     /product="spermine/spermidine synthase family protein"
                     /protein_id="AIK61602.1"
                     /translation="MPKHRKQSKIKIYRITNYKKDKRSELDSNKFELEQQAVENKQDK
                     QGKQDNQVQSENVVIVPTDSHNLDIWDEISLKEIQAGEHTNLFAEQSNYQNINLLQVS
                     DIRLYLDKQLQFSSVDEQIYHEALVHPIMSKVIDPKRVLILGGGDGLALREVLKYETV
                     LHVDLVDLDGSMIDMARNVPELVSLNKSAFFDNRVNTHVCDAKEFLSSPSSLYDVIII
                     DFPDPATELLSTLYTSELFARIATFLTEDGAFVCQSNSPADAPLVYWSIGNTIEHAGL
                     TVKSYHTIVPSFGTDWGFHIAANSVYVLDQIEQLYVVPTPRTLPSLLFPLFQFKEEHL
                     EQRNFALLNSESNLILHQCYKKEMEF"
     gene            3809176..3809547
                     /gene="speD"
                     /locus_tag="DJ46_4105"
     CDS             3809176..3809547
                     /gene="speD"
                     /locus_tag="DJ46_4105"
                     /EC_number="4.1.1.50"
                     /note="SAM_DCase_Bsu: S-adenosylmethionine decarboxylase
                     proenzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="S-adenosylmethionine decarboxylase proenzyme"
                     /protein_id="AIK64789.1"
                     /translation="MEYSTFGKHIIVDLWGVDFSLLDDMYFLEHHLIHAADLSGAHVL
                     NVSTKEFDPHGVTVLVLLSESHLSIHTYPEQNFAAIDCYTCGTTVEPQIAIDYIVSIL
                     KPNEMHIRRLIRGIGEIVNTD"
     gene            complement(3809658..3809975)
                     /locus_tag="DJ46_4106"
     CDS             complement(3809658..3809975)
                     /locus_tag="DJ46_4106"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Lactose/Cellobiose specific IIA
                     subunit"
                     /protein_id="AIK64987.1"
                     /translation="MDTIETKAFHLILHGGNARSCSMEAIDCAKRGEFTEAEAKLQEA
                     LEELKEAHRVQTDLIQKEAGGEKTEVTLLMVHAQDHLMNAITVKELASEFVELYRKMS
                     VTE"
     gene            complement(3809985..3811286)
                     /gene="celB"
                     /locus_tag="DJ46_4107"
     CDS             complement(3809985..3811286)
                     /gene="celB"
                     /locus_tag="DJ46_4107"
                     /EC_number="2.7.1.69"
                     /note="cello_pts_IIC: PTS system, cellobiose-specific IIC
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, cellobiose-specific IIC component"
                     /protein_id="AIK61434.1"
                     /translation="MIRFLEKYVMPVAGKVAEQRHLQAIRDGIILTMPFLIIGSFFLI
                     ISALPIPGYNDFMAGLFGENWQRALGYPVSATFNIMALIAVFGIAYRLGEYYKVDALA
                     SGALSLVTFLLVTPFQVAYIIPSTKESVLVEGAIPAALMGSQGLFVAMIIALISTELY
                     RFIVQKKIIIKMPETVPPAVTRSFAALVPGFIVVTVIWIVRLIIENTSFGSIHNIVGQ
                     ILQEPLSVLGASLWGAIIAVILVHVLWSCGIHGATIVGGVMSPVWLSLMDQNRVAFQA
                     GQDVPNTITAQFFDLWIYMGGSGATLALVVGMLLFARSQQLKSLGRLSIAPGIFNINE
                     MVTFGMPIVMNPILLIPFILVPVVLTIVSYFAMEWGLVARPSGAAVPWTTPILFSGYL
                     GSGGKISGVVLQLVNFALAFFIYLPFLKIWDKQKVAEEKGE"
     gene            complement(3811301..3811603)
                     /gene="licB"
                     /locus_tag="DJ46_4108"
     CDS             complement(3811301..3811603)
                     /gene="licB"
                     /locus_tag="DJ46_4108"
                     /EC_number="2.7.1.69"
                     /codon_start=1
                     /transl_table=11
                     /product="lichenan-specific phosphotransferase enzyme IIB
                     component"
                     /protein_id="AIK64381.1"
                     /translation="MNILLCCAAGMSSSLIVTKMEKAAEARGIEVKIWAVSGSEVNSH
                     IDEADVLLLGPQVRYLLPKMKELCKGKGVPVDVIQSVHYGLCNGEAILQAALSMKP"
     gene            3811828..3813045
                     /locus_tag="DJ46_4109"
     CDS             3811828..3813045
                     /locus_tag="DJ46_4109"
                     /note="sodium:dicarboxylate symporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="dicarboxylate symporter family protein"
                     /protein_id="AIK64637.1"
                     /translation="MKAYRFPLILLSSILIGGFIGYFMGTDAVALKPLGDIFLNLMFT
                     IVVPLVFFSIASSIANMDGLKRFGKIMSSMAGTFLFTSILAAIFMIIVVKVFPPAQGV
                     VLELTQPDKAEKAVSVADQIVGILTVSDFSKLLSRENMLALIFFSILMGIATSAVGEK
                     GKPFATFLQAGAEISMKVVSFIMYYAPIGLAAYFAALVGEFGPQLLGTYFRAAMVYYP
                     ASLIYFFVFFTFYAYLAGRKQGVQVFWKNMVSPTVTSLATCSSAASIPANLEATKKMG
                     ISSDVRETVILLGSTLHKDGSVLGGVLKIAFLFGIFNMEFEGPKTLAIALVVSLLVGT
                     VMGAIPGGGMIGEMLIVSLYGFPPEALPIIAAISTIIDPPATMLNVTADNACAVMTAR
                     LVEGKNWIKNKFA"
     gene            3813194..3814351
                     /locus_tag="DJ46_4110"
     CDS             3813194..3814351
                     /locus_tag="DJ46_4110"
                     /codon_start=1
                     /transl_table=11
                     /product="acyltransferase family protein"
                     /protein_id="AIK63853.1"
                     /translation="MTQSAPEFKVLQSIAFLAVVLQSSLLYTMNQGNVLLEQSLIMGM
                     LFNLAKFSAPAFIFIVGFHLIRHYTKQLVYKEYISEKAAHLLIPYFFWSILYLLTTND
                     MITLQGGIKSVLLGTAAPHLWYVIMMFQIHLLFPLLCTLFYWFQKRTENKKDIYKYMT
                     IFACLYFLLMWYSSHYIFNGEKLTSSTILHYTDRSFFFYSFYFVMGGIAAVALKTWRL
                     FVMKHIPLITILFFILFLFINYELFSFYGANSIHLTVSTYLKPSMFLYIVCEIIILYV
                     LSITIVQRRGFLYKALRFIGNYTYGAYLAHFFFLQLCTKFLSLFTLQENTILYSLLLF
                     TITATISISAMVLCSTLPFHTWITGPSPRATVRWAKIVLRKHHEKVCKPYL"
     gene            3814394..3814774
                     /locus_tag="DJ46_4111"
     CDS             3814394..3814774
                     /locus_tag="DJ46_4111"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK63727.1"
                     /translation="MINQIGQIMLYVNNQDKAVHFWTETVGFQIIAEENNGQGFRWIE
                     IAPAKEAGTSIVLHDKALIAKMQPELNLGTPSLMFFSNNLDQLYKDLSEKNVTVGQVV
                     ELPTGRAFNFADNENNYFAVMERK"
     gene            complement(3814815..3816815)
                     /locus_tag="DJ46_4112"
     CDS             complement(3814815..3816815)
                     /locus_tag="DJ46_4112"
                     /note="pip_yhgE_Nterm: YhgE/Pip N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65449.1"
                     /translation="MKGIQLIFKDWKAMWHHKHGRIALIFLLIVPLIYSGFFLAGYWD
                     PYGRLDKLPVAIINLDKGAAMDEKTIRAGDDFVKNLKENKELAFHFVSEKNADEGLKE
                     DKYYMVVTIPEDFSKKVSTLMDEKPEPAQLQYKVNPGKNFVAAQIGTTAVENMKTKIS
                     NSITKSYTEGVFSKFQDLAQGLNDASHGAGKLHEGTTEARNGANQLADGIHRLSDGTS
                     KVKEESDKLASSQSALTDGANGLSQGATSLHSGMELLTQGEKTLQSGVSELSAGTNEW
                     VNGSEKLAEGQVKADNAANSVKQQLEEYVKSHPEVQQDPAFQKIIATSNGLAQATNTL
                     NNSQQQLTQGAKKLADGQHKIEEGINTFGVKLNEATAGTKKIADGAANLASGFTKWGT
                     GFTSLQEGVNQLASGGTELNHGVDQLTNGLVKLDDGAKELSTKLGEGAAKIADVRNDD
                     ARNTMFSEPVQLVKSTVSDVPNYGSGIAPYFLSLAFYVGGIMASNILPLGRRQNMKVS
                     GTVHFINKLGLVYVIGLIQALLVDVVVLGVMKLEVASVPLFVLSSIVISFTFMTFILM
                     LVTVFGLVGKFLAVTLLVLQLATSGGTFPGELNIAVLSKIGQFLPMSHSLRGLQDVIS
                     LGDWSQLQMQILILLCYLVVAGGIAWITSHIQHRETNVEQVS"
     gene            3816951..3817835
                     /locus_tag="DJ46_4113"
     CDS             3816951..3817835
                     /locus_tag="DJ46_4113"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory helix-turn-helix, lysR
                     family protein"
                     /protein_id="AIK61524.1"
                     /translation="MELLQLKYFQTVARLEHMTKAAEELHIAQPSLSKTIARLEKDLG
                     VPLFDRQGRQITLNPFGKVFLKRVERIFHELSEGEREIKDLADLQQSSITLAVSIPRI
                     LPELIGSFLLEHPNVRFQQFLASTPSMKRQLDNIEIDFCISSVPIEGEEIIWEPLITE
                     EIFLVVPSGHRLSGRESIYLHEVKDEPFISMNTGYGFRHLTDEFCKEAGFTPHIAFEV
                     DEPTVISDLIKQGLGIAFVPSLTLLKNSTLALNKLRIMEPVCKRTIGLSWSKKRYLSK
                     TAQQFREFVIDYFSNIKA"
     gene            complement(3817883..3818947)
                     /locus_tag="DJ46_4114"
     CDS             complement(3817883..3818947)
                     /locus_tag="DJ46_4114"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61184.1"
                     /translation="MIGVILLIALGGIVFWSALQGNRTEHFILRHMMNENGMLATYRL
                     EDTKAGTGEAKGREALSESAGLWLQYTLDKDDQALFDEQVKVIQNNFVHKDQIVLWKI
                     SEKGEMQSATNALIDDLRIIEQLYRAYEMYKEERYKNLADQLSDAVIRYNKKDNYYVD
                     YYDADARKQNDFATTSYINPRAFSYMKKYGKVSAQQYQEVVQFLADYPRHGWAFPKEY
                     KEDGTFTYDKEVNLIDQSYVAYHRSLGGLSSDAYLEFIKKKFQEDGKLYGRYNLETGK
                     QTVKYESPAAYGLTILYVLQTGDTKFAKELYDHMSTFRNDNVFSRYYGGYVTGENNNT
                     HIFDNVLPLLAEIELEKSEQ"
     gene            complement(3819215..3820762)
                     /locus_tag="DJ46_4115"
     CDS             complement(3819215..3820762)
                     /locus_tag="DJ46_4115"
                     /note="tspaseT_teng_C: transposase, IS605 OrfB family"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, IS605 OrfB family"
                     /protein_id="AIK62815.1"
                     /translation="MKTTRACKINSITKEQTEALITLIRTFESAKRYSFNRLIEGENE
                     KELIKKLQLKYLLNKRFCEDAVLQAQTILSTQKELLPVYLENNQKKLEKTLQKKDDYE
                     SGRKNPKKVSLEICLIGLRKRQQKLEQKIEMYETHIKNGTLPPIIFGGRKNFYERMKD
                     KISNQEWKDLRTRQLYSRGDKSKKGNLNMRITVDDCGQGWLEIANPLGRTNGKTKSPR
                     IKVPIMIPYRFYHQITNVVMGKQIGVNPKGKPIIEHQKYSVEIIRKQNEFYVNITFDE
                     TEIGRVLDFKETPQSDVIAGIDVNPDRIAVSLCTKQGNFKGSKIFYLHNLNAFLTNKR
                     ATIIGQIVQQIKTWLLENNVGGIVLEDLKFQQSHDTDKYSNRNFHQFTYKKMLNSLIR
                     MSLRNGFSVKTVNPAYTSVIGKLKYSQNFGISVHEAAAFTIARRGLELQEQLPKEIIL
                     LLKKQITTKLRILVASMEESKKNTKKVYKKWLQTIQTWKEYHNWKLWSILHKTVYMNN
                     QQFVFKI"
     gene            complement(3820958..3821107)
                     /locus_tag="DJ46_4116"
     CDS             complement(3820958..3821107)
                     /locus_tag="DJ46_4116"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66256.1"
                     /translation="MYPEVIKKMAFSKEHRDLLLKLYNKEITRSEYDRLVESLYRPSK
                     EACER"
     gene            3821361..3822716
                     /locus_tag="DJ46_4117"
     CDS             3821361..3822716
                     /locus_tag="DJ46_4117"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial Cytochrome Ubiquinol Oxidase family
                     protein"
                     /protein_id="AIK66326.1"
                     /translation="MDTVTLARAFFGSSLAFHIIFATLGVGLSLMIFISEILYHWKKD
                     SDYAIMAKRWTKAFAILLGVAIPTGTIVGVQISLLWPGFAKIVGQVISVPFQIEIFAF
                     FLEALFMSIYVYAADKLPPFMRLISLFFVMIGATASAVLITSANTWMNTPAGFSMGPD
                     GSVFNVDPWKAFFNPSFGTSAFHVVITAYATGAAVIASIAGFKLLKKNLSEREVAYHK
                     KGLLLGLVVTFITGATMWLSGHESAIALHKHSPEKLASAEALFETTSHAPLSIGGVVD
                     PNTLELNYALEIPNMLSLLVGLDPNTVVKGLNEFPQETWPPFYTHTLFNLMVGTAAFT
                     FAVAAIALLYWYFVYRKKGAELPKWLLWGAAACGPVMMLGIEFGWIFSCSGRQPWTIY
                     GMQRTVDASTRADFVGPLFILFIILYIGLGILTVFVLRTFFKKHPLTNDLHHEGGDSR
                     A"
     gene            3822709..3823734
                     /locus_tag="DJ46_4118"
     CDS             3822709..3823734
                     /locus_tag="DJ46_4118"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome oxidase subunit II family protein"
                     /protein_id="AIK62710.1"
                     /translation="MHEESIAIIILWALIFVYSILGSIDFGAGFWGMVYAKHPTLAAK
                     LANRYLSPTWEVTNTFLVFVVVAFLGFFPKAAFTLATVMFVPVMLILVLVAIRSTFMV
                     FAYSLPKYQHLLRIISGITGLLIPALLITVLPVTEGAYITMSEGKEVLLYGKLLSSPV
                     IYCYMLFGLTSELFLSSLFLADFAREQGSEDAYKIYRRNAIILGPATLVTAIIALVVM
                     DPETHWLMQGLIKQFPWFTVSIVLFVIGYSSLWWTNKKYSTLGFPRIAVLAVVAQYAF
                     ASYAYGVAHLPYIIYPDVTVFTSFTTVETFYALLILYAIGIAILLPGFIFFWNLFLKD
                     RTFLKEK"
     gene            3824125..3825482
                     /locus_tag="DJ46_4119"
                     /note="citrate transporter family protein;arsenical pump
                     membrane family protein"
                     /pseudo
     gene            complement(3825584..3827344)
                     /gene="thiC"
                     /locus_tag="DJ46_4121"
     CDS             complement(3825584..3827344)
                     /gene="thiC"
                     /locus_tag="DJ46_4121"
                     /note="thiC: thiamine biosynthesis protein ThiC"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis protein ThiC"
                     /protein_id="AIK65058.1"
                     /translation="MKQSVSAEQIELKSSLPGSKKVYVDGPREGMKVPMREIEQSDTN
                     GVPNPPIRVYDTSGPYTDPAYKVELEKGIPTPRHSWILERGDVEAYEGREVKPEDDGV
                     KVASKHTPVFPQMDRKPLRAKQGANVTQMHYARNGIIKSEMEYVAIREGVDPEFVRKE
                     IAEGRAILPANINHPEAEPMIIGRNFHVKVNANIGNSAVSSSIAEEVEKMTWATRWGA
                     DTIMDLSTGKNIHTTREWIIRNAPVPVGTVPIYQALEKVNGIAEDLTWEVYRDTLIEQ
                     AEQGVDYFTIHAGVLLRYIPITAKRTTGIVSRGGSIMAQWCLFHHKENFLYTHFEEIC
                     EIMKQYDVSFSLGDGLRPGSIADANDEAQFSELETLGELTKIAWKHDVQVMIEGPGHV
                     PMHLIKENMEKELDICQGAPFYTLGPLTTDIAPGYDHITSAIGAAMIGWFGTAMLCYV
                     TPKEHLGLPNKDDVREGVITYKIAAHAADLAKGHKTAHQRDDALSKARFEFRWRDQFN
                     LSLDPERAMEYHDETLPAEGAKTAHFCSMCGPKFCSMRISHDIREYAKENDLETTEAI
                     EKGMKEKAKEFKETGSHLYQ"
     gene            complement(3827644..3829281)
                     /locus_tag="DJ46_4122"
     CDS             complement(3827644..3829281)
                     /locus_tag="DJ46_4122"
                     /note="lctP: transporter, lactate permease family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, lactate permease family protein"
                     /protein_id="AIK64135.1"
                     /translation="MIRSETFGFRQRSHLFRLSFFFLALAVFRMKGYVAGFITVVLTI
                     LVALFAYKMPFTMAMAATGYGFLYGLWPIAWIIIMSVFLYKISVKTGQFDVIRASVLS
                     ITNDHRLLVILIGFSFGAFLEGAAGFGAPVAITAALLAGLGLNPLYAAGLCLIANTAP
                     VAFGAMGIPITVAGQVTGIDPHKIGQMAGHQLPFLSLFVPFFIVFLMDGLKGVRQTWP
                     ALLVAGSSFAITQFITATFLGPELPDITSALVSLVSLALFLKVWQPKEIYQSGQANSE
                     AAATTAASMPKLTIGKVVKAWSPFIVLTVMVVIWSQSFFKALFAPGGALESLVFKFEI
                     PGLHNLVMKAEPIVNKPTPYEAILKFDVLSATGTAILIACLISMLILKMSVKDAAVTF
                     KETLSELKMPILSIGFVLGFAFIANYSGLSSTLALALAGTGGLFPFFSPFLGWIGVFL
                     TGSDTSANALFSNLQAITAQQVGVSEVLLVAANTTGGVTGKMISPQSIAIACAAVGLA
                     GKESDLFRFTVKHSLFFVIIVGIMTYVQAYYLTWMIP"
     gene            3829601..3829918
                     /locus_tag="DJ46_4123"
     CDS             3829601..3829918
                     /locus_tag="DJ46_4123"
                     /codon_start=1
                     /transl_table=11
                     /product="tic20-like family protein"
                     /protein_id="AIK63504.1"
                     /translation="MNGNKILAALSYFSVLFAPILFPIIVWIVGDAETKPHAKRALWT
                     HIIPSIATFIGVTILGIMGLGSDQPDVTLGIGTMIVLCICGIISLYYFIWNIVKGIKV
                     LKA"
     gene            complement(3829982..3830473)
                     /locus_tag="DJ46_4124"
     CDS             complement(3829982..3830473)
                     /locus_tag="DJ46_4124"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63529.1"
                     /translation="MPSGRTHTKINLISLPVVLFLLFSYGLTNFDFLLTFAIGFLVGT
                     TFLTPDLDTYSNAYNKWGFLRIFWYPYKKVMPHRSFFTHTIILGDVIRIAYMLIVFSP
                     FLFLLNVIALDGNLIEIAKEHEVEIVTFVMGIVVASTLHIIADKVNTRRKKMMRKKKK
                     RRR"
     gene            complement(3830524..3830889)
                     /locus_tag="DJ46_4125"
     CDS             complement(3830524..3830889)
                     /locus_tag="DJ46_4125"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61971.1"
                     /translation="MEQKFSVEAFWKKVKHVAKQAGQSVIYASLLLFYVLQKPDVPKR
                     VKIIVIGALAYFIAPIDAIPDFVAGIGYTDDLGALMAALLQASLYVNDDVKDKARVKL
                     AEWFGSDIDTSFIDQKLDQ"
     gene            3831436..3833364
                     /locus_tag="DJ46_4126"
     CDS             3831436..3833364
                     /locus_tag="DJ46_4126"
                     /codon_start=1
                     /transl_table=11
                     /product="type I phosphodiesterase / nucleotide
                     pyrophosphatase family protein"
                     /protein_id="AIK65440.1"
                     /translation="MKETLKSQFQNVRFTVFVALAVWLKTYLITRTSFDLKLESFMQE
                     FILFLSPLAASLLLVSLALFAKGKKRNYIALGINFVLTIILVGNVMFYGFYNDFVTLP
                     VLGQTSNFGSLGSSVKELFNYKIILAFADIIVFFILLKKMKNFAPTERVARPMRSLYF
                     VSTIAIFFANLGLAEAERPELLTRSFDRVMLVKNLGLYVHQVYDLGLQAKSSSQKAFA
                     DGSKLQETENYVKTTQSKPDPNMFGTAKGKNVIVVSLESLQTFLIGATVNGQEVTPFL
                     NQFTKESYYFDNFFHQTGQGKTSDAEFLVDTSMYPLDRGAVFFTHGNNEYTATPEILR
                     EQGYHTSVFHANNATFWNRNIMYPALGYDRYYNELDYKITPETKLNWGLKDIEYFDQS
                     IDMLKEVKQPFYTRFLTLTNHYPFTYDESTKLIDEYNSGDGVFDRYMVTARYLDEAMK
                     HFIERLKAEGIYDNSIIVFYGDHYGISENHNRAMAQFLGKEEITAFDHMNLQKTPMFI
                     HVPGQKEGKTISKPTGEIDIKPTILNLLGIDSTNQIQFGHDVFSPENKGFVVLRDGSF
                     VTDKYMYTNSTFYDRATGEVVQLPKEESQPLIDRAQNELNMSDKIIEGDLLRFSESNK
                     TKTGEVKTAIKEEKKSAE"
     gene            3833887..3834759
                     /gene="dat"
                     /locus_tag="DJ46_4127"
     CDS             3833887..3834759
                     /gene="dat"
                     /locus_tag="DJ46_4127"
                     /EC_number="2.6.1.21"
                     /note="D_amino_aminoT: D-amino-acid transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="D-amino-acid transaminase"
                     /protein_id="AIK62732.1"
                     /translation="MAYERFVLWNDAIIDTTKQKTYIELEERGLQFGDGVYEVIRLYK
                     GNFHLLDPHITRLYRFMEEIELTLPFSKAELITLLYKLIENNNFHEDGTIYLQVSRGV
                     QARTHTFSYDVPPTIYAYITKKERPALWIEYGVRAISEPDTRWLRCDIKSLNLLPNIL
                     AATKAERKGCKEALFVRNGTVTEGSHSNFFLIKNGTLYTHPANHLILNGIIRQYVLSL
                     AKTLRIPVQEELFSIRDVYQADECFFTGTTIEILPMTHLDGTAIQDGQVGPITKMLQR
                     SFSQSLLQSNMSSS"
     gene            3835031..3835426
                     /locus_tag="DJ46_4128"
     CDS             3835031..3835426
                     /locus_tag="DJ46_4128"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial SH3 domain protein"
                     /protein_id="AIK61805.1"
                     /translation="MIVFKLPLNKIHKKTATTVQASASNSSSYTVNASVLHVRAGSST
                     SHDIISRVYNGQSLNVIGEENGWYKININGKTGFVSGEFVSKNGTSNSNVSTTGGKNK
                     VTADVMYYVYVPLLTLLVLFQDVYMKDKH"
     gene            3835693..3836718
                     /locus_tag="DJ46_4129"
     CDS             3835693..3836718
                     /locus_tag="DJ46_4129"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial SH3 domain protein"
                     /protein_id="AIK61778.1"
                     /translation="MQDWFKINYAGQTAYVSKDYVTKGGSSDNVTQGNNQNNNQNNNV
                     TVQTGGTYVVNATSLRVRTGPATYHSVIGGVLNGTTLNVIGSEGSWFKVNYQGKTGYV
                     SSEFMKFVKGGTTTPEQPKQPEQPNQGAIGDYYINASALNVRSGEGTNYRIIGALPQG
                     QKVQVISENSGWSKINYNGQTGYIGTRYLSKTPVGGAVDNNKPNNNQNNNQNNNNNTG
                     NNSGNSSSILAYAKGMQGVPYVWGGTSANGVDCSGYIYHVFKKFGHNISRQSVAGYWG
                     SLPQTSNPQPGDLIYFQNTYKSGPSHMGIYLGGGSFIQAGDKGVAIASLSNSYWSKHF
                     LGYTKAP"
     gene            3837064..3838275
                     /locus_tag="DJ46_4130"
     CDS             3837064..3838275
                     /locus_tag="DJ46_4130"
                     /note="nupC: nucleoside transporter, NupC family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside transporter, NupC family protein"
                     /protein_id="AIK62570.1"
                     /translation="MNLLWGIGGVIGVLAIAFLLSSNRKAINWRTILIALALQMSFSF
                     IVLRWDAGKAGLKHAADGVQGLINFSYEGIKFVAGDLVNAKGPWGFVFFIQALLPIVF
                     ISSLVAILYHFGIMQRFVSVVGGALSKLLGTSKAESLNSVTTVFLGQTEAPILIKPYL
                     ARLTNSEFFAIMVSGMTAVAGSVLVGYAAMGIPLEHLLAAAIMAAPSSLLIAKLIMPE
                     TEKVDNNVELSTEREDANVIDAAARGASEGMQLVINVAAMLMAFIALIALLNGLLGLI
                     GSLFDIKLSLDLIFGYLLSPFAILIGVSPGEAVQAASFIGQKLAINEFVAYANLGPHM
                     AEFSDKTNLILTFAICGFANFSSIAIQLGVTGTLAPTRRKQIAQLGIKAVIAGTLANF
                     LNAAVAGMMFL"
     gene            3838805..3839287
                     /locus_tag="DJ46_4131"
     CDS             3838805..3839287
                     /locus_tag="DJ46_4131"
                     /codon_start=1
                     /transl_table=11
                     /product="GGDEF domain protein"
                     /protein_id="AIK64485.1"
                     /translation="MAANFFIVYISTHLLKKVIHENKELTERVRTLEQYIGESKLLTR
                     QEFERRQALLINAMNRRNETGVMIYFDFTSFSKYTKESVMDRVASLLVGTVRADFDLA
                     AKYNNNTLVILLQNTNEAGADIVMNRLKPKMEQWLAAEAIQDIKISREQIGNKGQTLL
                     "
     gene            3839284..3840585
                     /locus_tag="DJ46_4132"
     CDS             3839284..3840585
                     /locus_tag="DJ46_4132"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK62964.1"
                     /translation="MMTLVILLLFLLFCVLVFWISITFSIKYVLIFTAFLFSGLLVYY
                     SFLTLAGLVHRNSKRKDRTLEHYPSVDILIPAHNEGVVIKDTLEAMAKIEYPGKLTVY
                     LLNDNSQDETPEIGDDFDKAYAHIRHIRVPPGEPKGKSRVLNYGLSISDGEYFCVYDA
                     DNQPEPHALRMLVEHAETTEDAVGAVGHVRTVNENRNWLTRMISLEFQIFQLLMQSGR
                     WLLFQTGSLTGTNMLLRRAALEELVGYDPYAIAEDAELTLRITQKGYLLPIVPESVTW
                     EQEPEHLKILIKQRTRWLQGNLYILEKMFSSLSFFKGKLLVHSLQQVLVYVVFWLFLI
                     ISNVWFVIGLLGIFQIQYSIPLLFMWYVAYITYVSQLFSAQSVERTFTPTNIFISVIM
                     YFTYAQLFTYLFIRSLILYLRAKSKKQVIGWDKTVRFKKDK"
     gene            complement(3840729..3840863)
                     /locus_tag="DJ46_4133"
     CDS             complement(3840729..3840863)
                     /locus_tag="DJ46_4133"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61407.1"
                     /translation="MKRYERKWKHICLKRVAHRSVQESTEPKTETRKEQQEKQLVLQK
                     "
     gene            complement(3841104..3842621)
                     /locus_tag="DJ46_4134"
     CDS             complement(3841104..3842621)
                     /locus_tag="DJ46_4134"
                     /note="bcct: transporter, betaine/carnitine/choline
                     transporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, betaine/carnitine/choline
                     transporter family protein"
                     /protein_id="AIK62481.1"
                     /translation="MRKLTKTFIVSLTLCIAFTLWGIIPESIIGKGSLGNVTTAIQTA
                     LVSKFGWFYIISVSIILGVSIFLIVSKYGSIRLGKDDDEPDYSYMTWFAMLFSAGMGI
                     GLVFWGVAEPLNHLYAPPFGESATEESARLALRFSFFHWGLHPWGLYAFVALCIAYFT
                     FRKGKASTISATVGPLFKGGDHGRIAHLFDVLAVFATVFGVATSLGLGAKQIAGGVSY
                     LTSIPNSLTTQLVIIAIVTVLFMLSAQTGLDKGIKYLSNTNIILAFALMIIVLFVGPT
                     NFIMNYFTSTIGAYIQELPSMSFRLSPLDEGGNQWIQSWTIFYWAWWIAWSPFVGTFI
                     ARVSRGRTIREFVIGVLLVPTVIGALWFSVFGGTGIHMELFGDAHIFEKVKEMGTEVG
                     LFAMFDQMGSFGSALSVLAILLISTFFITSADSATFVLGMLTTHGSLNPPNRIKMIWG
                     IVLAALASILLYVGGLEALQTAAIIAAFPFVFVIFFMMAALFKELQKEGRMKRHK"
     gene            3843287..3844159
                     /locus_tag="DJ46_4135"
     CDS             3843287..3844159
                     /locus_tag="DJ46_4135"
                     /codon_start=1
                     /transl_table=11
                     /product="3D domain protein"
                     /protein_id="AIK63375.1"
                     /translation="MKKLIGIATAAVFGLGIFTSSANAETVVTTDVLNVRENPTTESK
                     VVGKLLNGNKIDVQNTENGWSKITLDGKDAFVSAEFTKSIYYVTANVLNVRAEANTDS
                     EILGTLKKDDMIETTNQVQNEWLQFEYNGKTAYVHVPFLTGTAPVIEKQEQPAPAKAV
                     APAKAPAAQAKQAAKPAVKAANTSAPAGGRELTVVATAYTAHPSENGGTYGGRVLTAM
                     GHDLTANPNMKMIAVDPKVIPLGSKVWVEGYGEAIAGDTGGAIKGNRIDILLGSDSAA
                     QKWGRKTVKVKILK"
     gene            3844239..3844541
                     /locus_tag="DJ46_4136"
     CDS             3844239..3844541
                     /locus_tag="DJ46_4136"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62296.1"
                     /translation="MNVQAKVDWIGTPKPYIYKDAVTYDATSIDFSLTGDDNRYKLIV
                     LKSEENTHYKFVQYGVKPGSQKPFPIDIPFEQNMVPIIEQILHDPYVQAILKETRS"
     gene            complement(3844632..3846011)
                     /locus_tag="DJ46_4137"
     CDS             complement(3844632..3846011)
                     /locus_tag="DJ46_4137"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62443.1"
                     /translation="MKFCGKCNKKVADHLNFCSECGSKVDVIADQAASSRSEVQREIK
                     PVKSKKNIMLLIGFVVIFAILFGAYKFGGSKFSKEKQVNAMIEAFQKKDANAIDEFVK
                     VDDPGLKMKADDIKGYIRYLKENPSYNKELLSYLQRETVDQKLASDKASFKDGQIIED
                     GKEWFLYPKYKFNMKSYYMNVSTTAKSAEIYVNDKKETELSSDKTSKEVGPYFPGSYV
                     VKAKAKTELTELETEKEVDLADGKEAKVDVKLSLEGKYVTISSDENDATVFVNGKKRG
                     KLNYGSYNLGPVSTDETVEVHLEKATDFGVVKSESIKIGDQSTYYLKFPKETSSSAVG
                     DFVRNHLYDNVRAISLNDFSLIENNYDKSGKSYKEDRDYIQYLHKKGITEDLLTMEIR
                     NVERQSATKYKVTTYEEYHIRYGDGSVKFKSFNNEHIVTVNGNGKILYHSLGANNTLK
                     SEEISNPTR"
     gene            complement(3846025..3847578)
                     /locus_tag="DJ46_4138"
     CDS             complement(3846025..3847578)
                     /locus_tag="DJ46_4138"
                     /codon_start=1
                     /transl_table=11
                     /product="double zinc ribbon family protein"
                     /protein_id="AIK65475.1"
                     /translation="MYCKTCGLEQSDVANYCTHDGSSTGSVESEVTLAPKDSKYCRTC
                     GIESKGTATYCEKCGDSLLGIMKKEMKTRLPDESFQLHVSPSGSTLKKGLLGGGLAIA
                     CMFIAGWIGSLIVDAAINDLVRTMFTKMNGMLNMDTVNQSFVGIAPLILMYHLIGLEV
                     SGSGEYAMSFILHFPLFILLVIPALILGGIGFFVERSNPSVIWREKLLTSSVIGIVYG
                     VFLCIVSFIASSSTTISQFYKTMTISIGYSHVSSLLYGIIFGLLFTFIGMCIQAGPHH
                     LLSSMSRSIPYATSIYYSVVTVLKGLLITFGIILITILFSSSKSVGPIDFPEKTYKTF
                     ISLEATPYMWNMAHFAPTAIEWGDMDREMRRYSMEKGPLHLSYTSGISINGTSLKDLE
                     IANGANLKRVKEIDDFNSYMHWWGLLIVLPCILLFRAGMKLAQYPMKNMYVTIAVFSA
                     VYTVMMLCVNGLAKIRIEASGSKEVMKEFAGISGPLFSIQSSTLYLMVGSFLLSYALT
                     FAGMKLGKK"
     gene            complement(3847584..3848072)
                     /locus_tag="DJ46_4139"
     CDS             complement(3847584..3848072)
                     /locus_tag="DJ46_4139"
                     /codon_start=1
                     /transl_table=11
                     /product="double zinc ribbon family protein"
                     /protein_id="AIK61446.1"
                     /translation="MSDLQSKFGSGMNKLQEGIEQGKMKLQVAQEVAQLKKITQEKLQ
                     AKTEILLELGQTTYMQLRNDEVRVDMLKNIIEPVQELDVAIYNTRKQIANLQNQGQKG
                     QCSCGGPLSVNDKFCGQCGKENELLLQSKNDENESCTSCGEQIATEATFCPVCGMKQS
                     KE"
     gene            3848230..3849849
                     /locus_tag="DJ46_4140"
     CDS             3848230..3849849
                     /locus_tag="DJ46_4140"
                     /codon_start=1
                     /transl_table=11
                     /product="putative zinc finger SWIM domain protein"
                     /protein_id="AIK64928.1"
                     /translation="MLQHSITKDEIMMIANEFVQGLDPQQTADQEHVATARHLYRSGV
                     VYNVDFDGYTLSGTVDAEGSVYSVHIPIRNVAESYCDCFAPTQCEHMLAVLLSAASSF
                     GQVGDVLTLFKNNTKPSLPPIRTARQVLQSSAFEETDYKSWQSYFDNEYESFKKEQAR
                     LTYKQMYFLMSIFTDFYTKLERKAPRIVVIHELFRLHAALYCFQKLLEEIQEFETNKT
                     YSYHQPVNVVRIFVDKVESIVRDLQSEATSSESEAILQETARLVHEVFFSTDAYTQER
                     FFIYRHIWSELLHNKEQIREEEKRIDTKMNPLSKALASSHLLFLNDEDLLAMDLLKKH
                     PASVVSLYFYWLEELLNAMKWDRAKSWLSFTYKQVKTTIQEQENTIFIKDIVRLFVIM
                     YETYATHTNEQAGLEMILQELLPYSFANYEQYVLAKKQYRTWTELQLLHGFEAIELLK
                     EPLKDIEKEAPEAALPLYHLAATEAIEERNRKAYRRAVRYLKKLRTLYKRLKRTDEWD
                     AFIIHIANLHSRLRALQEELRKGKLIDDQSN"
     gene            3849833..3852589
                     /locus_tag="DJ46_4141"
     CDS             3849833..3852589
                     /locus_tag="DJ46_4141"
                     /note="SNF2 family N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63456.1"
                     /translation="MINQTEVTIRLQHVSHGWFLWGEDDSGTPLSVTSWKRNAFTWHS
                     TSFYGTFLKEATFEGKQGVMLTNAQAFEYIANQPMNSFARIQMNGPITALTKDANELW
                     DAFTSGSFVPDMEHWPKQPSWKVQHTPIEDDTLASLFSSAVNESILQDNRSNDGWEDA
                     KRLYEHYDFTKRQLDAALHEEDWLRKIGYIEDDLPFTIGLRLQEPQEEFEMWKLETII
                     TPKRGAHRIYVYESIDYLPKRWHDYEERILETQEGFSKLVPWLKDGDTFRSELFETEA
                     WNFLTEASNELLAAGITILLPSWWQNLKATKPKLRVQLKQNATQTQSFFGMNTLVNFD
                     WRISTNGIDLSESEFFELVEQNKRLFNINGQWMRLDPAFIEEVRKLMNRADKYGLEMK
                     DVLQQHLSNTAETEIVEEDSPFNDIEIELDGYYEELFQKLLHIGDIPKVDVPSSLHAT
                     LRPYQQHGIEWLLYLRKLGFGALLADDMGLGKSIQTITYLLYIKENNLQTGPALIVAP
                     TSVLGNWQKEFERFAPNLRVQLHYGSNRAKGESFKDFLQSADVVLTSYALAQLDEEEL
                     STLCWDAVILDEAQNIKNPHTKQSKAVRNLQANHKIALTGTPMENRLAELWSIFDFIN
                     HGYLGSLGQFQRRFVSPIEKDRDEGKIQQVQRFISPFLLRRTKKDQTVALNLPDKQEQ
                     KAYCPLTGEQASLYEQLVQDTLQNVEGLSGIERRGFILLMLNKLKQICNHPALYLKET
                     EPKDIIERSMKTSTLMELIENIKDQNESCLIFTQYIGMGNMLKNVLEEHFGQRVLFLN
                     GSVPKKERDKMIEQFQNGTYDIFILSLKAGGTGLNLTAANHVIHYDRWWNPAVENQAT
                     DRAYRIGQKRFVHVHKLITTGTLEEKIDEMLERKQSLNNAVITSDSWMTELSTDELKE
                     LLGV"
     gene            complement(3852767..3853252)
                     /locus_tag="DJ46_4142"
     CDS             complement(3852767..3853252)
                     /locus_tag="DJ46_4142"
                     /codon_start=1
                     /transl_table=11
                     /product="vanZ like family protein"
                     /protein_id="AIK62223.1"
                     /translation="MNRKWLFWIPVLLWMGLIFYSSAQPYKKQDMRSDIEQYVNVEFV
                     KEHFSWVSIDYGGGTPVSIANKGVGGFIEFFLRKGAHFMVFFMLGSLTYYAFHRSGYS
                     RKRCFLYALLFVAGYATFDEIHQWTTGDRTPMWQDSLLDTCGGLTGIIISNWFWNRKR
                     S"
     gene            3853363..3853587
                     /locus_tag="DJ46_4143"
     CDS             3853363..3853587
                     /locus_tag="DJ46_4143"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66341.1"
                     /translation="MPVETIVMDLTLRLVLNNGLDKNGKTVFKNKQFKRVKTNANLEQ
                     IQTVARALASLQASPLHAVQLVSTSDLSSL"
     gene            3853643..3853858
                     /locus_tag="DJ46_4144"
     CDS             3853643..3853858
                     /locus_tag="DJ46_4144"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61883.1"
                     /translation="MQVLELIFAKEDGKTVVFSIEKPITPVDAQVVNQVMDTILASSV
                     FSSINENTRKKGARLVERNVSEVPITL"
     gene            complement(3853878..3854276)
                     /locus_tag="DJ46_4145"
     CDS             complement(3853878..3854276)
                     /locus_tag="DJ46_4145"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63758.1"
                     /translation="MKKRYIIMALVVVLLVYLANSNPSKGEYTDWAAKQFMKRNDVSK
                     KLDEVQKENEEGLLGDLASAGKKLAKKYVEPQVGLLIDHYTKRDDYIFFSTYKTEFDI
                     GGEHYKYVCVGFSKIFIPIEMPKKKDESAK"
     gene            3854471..3854977
                     /locus_tag="DJ46_4146"
     CDS             3854471..3854977
                     /locus_tag="DJ46_4146"
                     /codon_start=1
                     /transl_table=11
                     /product="comK family protein"
                     /protein_id="AIK63131.1"
                     /translation="MNDENAIIISNSTMMLEPYKHPSYCTKMIDSSGNHLYSCQTALQ
                     LIKKSCLTNVHTTYQGRRKAVQTNFNFKQNVPIPINHREYICAFPTESPSSPNCIWLF
                     YNHIDDIEFFKQSKKATIHFSNGTTTTIHISPHRLKQQLLKAGYVLSRMNMQDSLQFK
                     NLLLHLLP"
     gene            complement(3855033..3855470)
                     /locus_tag="DJ46_4147"
     CDS             complement(3855033..3855470)
                     /locus_tag="DJ46_4147"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK61366.1"
                     /translation="MYEGLIVNQIKKLGIYQDYEEYYQCGLIGLWHAYERYDAKKGSF
                     PAYAVITVRGYILERLKKEFAVQEKCVCVGEYEAHFHFEDIEMKAKDFMSVLDEKEKY
                     IIFERFFVGKTMGEIALETEMTYYQVRWIYRQALEKMRNSLRG"
     gene            complement(3855722..3856423)
                     /locus_tag="DJ46_4148"
     CDS             complement(3855722..3856423)
                     /locus_tag="DJ46_4148"
                     /codon_start=1
                     /transl_table=11
                     /product="yip1 domain protein"
                     /protein_id="AIK65163.1"
                     /translation="MEANVNTQKAGGEKPSLFGMITSPGLQFERMKTTEKVWGMFFIV
                     AILQGLVGGLNSYITYTSPEMIEMQKKLGGEFANKDSLVSDVISSTIWGIVGVMIATL
                     VVAAIYKVFMMFYGNDTSYKKIVMIIVYADIIVIIGGLINGVIALILGAGPTAYTSLG
                     PLFDQGSLAYGIGNTIELFYLWNLVLIWLGLQVTAGLSKVKAAIPIIVLFIIKAGFLA
                     AIVVLIAKFLPGLPV"
     gene            complement(3856537..3857736)
                     /locus_tag="DJ46_4149"
     CDS             complement(3856537..3857736)
                     /locus_tag="DJ46_4149"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK64912.1"
                     /translation="MSLLDSIKIALSSILAHKLRSALTMLGIIIGVGSIITVVAIGQG
                     GEAALKSQFVGAGNQTVPIHYSADINDPFGMGMVEAPKITEEDIFEIKKIPEISHVVT
                     TNSSMEPLDIEDKKEMVSITGLDSEYFAVNKVKLLKGRSLQESDVDQGNNVVMISKQM
                     EEKVFKDANPVGKIIEMKGQPMQIIGVYKSDNEFMGMGPSEALVPISLWPTLYGKDEI
                     QNISVQAKNVDNLEKAGKKAADVLNSRKPTDATGKYEVMNLKEIQEGISKMTGIMTMI
                     IGGIAGISLVVGGIGVMNIMLVSVTERTREIGVRKALGATRSKILLQFLIEAVMLTLL
                     GGLIGIGLGYGGAYIVSTFAKWPPLVSWEVVVGGVLFSMTLGIIFGLIPANKAAKLDP
                     IEALRYE"
     gene            complement(3857733..3858413)
                     /locus_tag="DJ46_4150"
     CDS             complement(3857733..3858413)
                     /locus_tag="DJ46_4150"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK62224.1"
                     /translation="MITLNHIAKTYYQGKLAVPILHGISLTIQSGEFVSIMGPSGSGK
                     STLMNIIGCLDRPTEGEYMLNDVNILTADESKLALIRNEYIGFVFQHFNLLPRLSAVE
                     NVELPLVYGGIKKAERRKRALEALGKVGLADRVHHLPNELSGGQKQRVAIARAIANNP
                     TFIMADEPTGALDTKSGEQVMDIFTKLNAEGTTIVMVTHEEEVAAYSSRRIVLRDGKI
                     TEDRRCAV"
     gene            complement(3858410..3859603)
                     /locus_tag="DJ46_4151"
     CDS             complement(3858410..3859603)
                     /locus_tag="DJ46_4151"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin-lipoyl like family protein"
                     /protein_id="AIK64408.1"
                     /translation="MVPNTVRTPNKKKKWIIIGVIALIVIVAAVNIFVMQGKKKGAST
                     SADAVSFEKVTERKLNNTKLISGQVKPGNIESFYADPAKGKVKDIEVKEGQEVEKGAK
                     LFSYDNEEINLQMKQADLDQKMADMRYDQGKKKIDSLKKEIKKAKDSGAGKEVTDPME
                     EQVSELEMAQKTTDLEKEKGKLQKEELSKKQKELTIYSNFAGVVQKLDKDAAQSSSQA
                     LGGQGKAFLQVASKDPFQIQGTLTELQKSQIQKDQTFTVTAKANNKKKWTGKITEVSE
                     FPTSAEMAQAGGMGEATQNMSQYTYKASLDSQDGLSPGYHVSLQVNLENKTMVAVPTK
                     SIVEKDDDAFVYVEDKGKLRKQNVKKGSTDGDWTEITEGVTVGQKVVKNPSDDVYDGM
                     EVKEK"
     gene            3859969..3860160
                     /locus_tag="DJ46_4152"
     CDS             3859969..3860160
                     /locus_tag="DJ46_4152"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK63615.1"
                     /translation="MNNVKQYRKSEGLSQLELAKRVKVARQTINLIENNKYNPSLALC
                     IELAKALKTDLNSLFWEGN"
     gene            3860161..3860673
                     /locus_tag="DJ46_4153"
     CDS             3860161..3860673
                     /locus_tag="DJ46_4153"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66335.1"
                     /translation="MMKIEWKERVYNNFVGTMSERDEYQKQEINKELSVAGIGLWWLN
                     MLIMLIMLLVDTMNHTISIGTILIFLSNMIYANYLTFKFKKKGLNETECTTKEEYLQH
                     KKTLRKAGLKAGILWGFQMFVFMNYIFPYVGSEEISISLFDVVLWSCAGGFFGLTMYI
                     FGLWNLKRLY"
     gene            complement(3860778..3862112)
                     /locus_tag="DJ46_4154"
     CDS             complement(3860778..3862112)
                     /locus_tag="DJ46_4154"
                     /note="2A0104: phosphoglycerate transporter family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate transporter family protein"
                     /protein_id="AIK65944.1"
                     /translation="MFKWLKPAPAIERLPADMIDRVYRLLRIRVLIGISVGYAAYYLV
                     RSNFTLSSTYLVQEYGFSTAEIGLLGSVMAIVYGFSKFFMGNLSDKAFAQRFIAVGLF
                     LSGLVNICFGFASSFGMIVTLLVVNGIVQGMGAPPCSIVMTKWFSKKERGTKTGIWNI
                     SHNVGGMLVPPLVGIGVGIFGENHWQGGVFIFPAIIAMVIAVLVWINAKDTPESEGLP
                     PIDEYRNDYENLEKADNANKMSPKEILMKYVVKNKFVWFLCIANAFVYLIRFGVINWV
                     PLYLTTVKGFSKNEAHAAYAIFEGMAIPSSLIVGLLSDKLFKGKRMPLCIISMVGVVI
                     GTFVYWQATSILVVSIAVSIIGCLIYVPQFLIGLSAMELVPKFAVGTTVGMCGLFGYV
                     GGSLVANAAIGVIVDRSGWDGCFILLLTGAILSTIFLFIVQRGHESKAPKAA"
     gene            complement(3862132..3863166)
                     /locus_tag="DJ46_4155"
     CDS             complement(3862132..3863166)
                     /locus_tag="DJ46_4155"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AIK62033.1"
                     /translation="MRKIAFFFFLLVIGGAMSSCSRDTTSIKYNKSGLPILDDRHLVA
                     YVAAREEVGEALLSSFCKPRGCTYEFIRLSTEELLRRVEEEAGNPKADIIIGGTVDAH
                     QMMKQKNLSIPVTSQHANRISKTVKDKDGYWYGYEVEKLAIAINKERWNEEIAPLGLP
                     YPSRWQDLLNPVYKEKVVMPDPNVSGTAYTFFQSLIDTVGEEEAKEYVKSFAGQVGEV
                     TVNGYMPVELVASGEYMIGINFMGDQRMLQKQGFPVVSIVPEQTGLSVNAISKLKRAP
                     NGIIADLFIDYCLSEEAGHILEKVSFGVPTMFAKNEKEIEGQPVRRTNQNISNSGIIE
                     IWNRQRLSQK"
     gene            complement(3863163..3863945)
                     /locus_tag="DJ46_4156"
     CDS             complement(3863163..3863945)
                     /locus_tag="DJ46_4156"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64622.1"
                     /translation="MKRLSFQILMFVLCIIVSLILFYVMEKQIYNRITIVNDKQTVLQ
                     RVNESLPTEMKVRHEKWGEIVITDEVRLHTIVSFFDRIQINPSEAKNQEQVFTGEVTY
                     LNGQKRTFAVGDLFQYGADMYGKNGTDPMISAFQTYLLSLYYTPERIGDFFASAQDVI
                     VRQGDVERAMNLTHILDSIRYAKQITDYGEIQKLLQSQNEPIAYITAYKTGKHIKNER
                     EDILTISVYPSYFVVQYLGDNNGNVMYMKSSLANLFVKENVS"
     gene            complement(3864012..3865442)
                     /locus_tag="DJ46_4157"
     CDS             complement(3864012..3865442)
                     /locus_tag="DJ46_4157"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK64590.1"
                     /translation="MSLKRNMVFGIVGLLIPIFVLLYAVVYITLEKNMYHNAANSLEK
                     LSVEAQIYTMNYLEKEAEVETLGPNSLLIASYLAKRMDVRVQMIGKNGDVVADTQKGA
                     LLHRNIDIESSLKGKKSYVFEEGDPAPILLFSSPVYYGNDVIGSVRFINELTGEKEVL
                     TNVGWTFLMTSLCLVAAGIFFAIRLAKSLHKPIDQLRQMAHRLANGDYKSKIELNEYV
                     EIAQLSASFNAMADGIELHIKQLKEEKEKQKDFLDRITHELKTPLTAIIGYVDLIPKL
                     KAKEDVKESLRYVAVESERLLSLVEELLKSSKYGTSTFEISPTVVNIKELAEEAVSIV
                     KPRLQKFEIEVINELTDVHVVADFDKTKQIFLNVLDNAIKYSDATQIRMNVIVNEREA
                     KVFVHDDGIGIDEGVLAEWNESPEGKILPSSYGHGYGLYICQEIMDKQGGSMRIESSE
                     EIGTTIFITFLLPRRMEDIKNLKAVK"
     gene            complement(3865454..3866125)
                     /locus_tag="DJ46_4158"
     CDS             complement(3865454..3866125)
                     /locus_tag="DJ46_4158"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64169.1"
                     /translation="MKILVVDDESSIRNLIRMQLEMEGYEVLTAADGREVLERWNEGP
                     DVLILDVMLPDTDGYELLRLFREKDRDIPVLMLTAKSQMNDKLLGLQLGADDYVTKPF
                     NYAELILRVKNMTRRVKKKEVTVSHEVIEAGEITICPKERKVHVSEQEIQLTYREFNL
                     CQLFVSNPQRVFMRDELLEKVWGFEYIGNTRAVDIMVQRLRKKLGNSGEYIKTIYGVG
                     YKLDC"
     gene            complement(3866253..3867245)
                     /gene="galE"
                     /locus_tag="DJ46_4159"
     CDS             complement(3866253..3867245)
                     /gene="galE"
                     /locus_tag="DJ46_4159"
                     /EC_number="5.1.3.2"
                     /note="galE: UDP-glucose 4-epimerase GalE"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose 4-epimerase GalE"
                     /protein_id="AIK65313.1"
                     /translation="MNSILICGGAGYIGSHAVKKLVDEGLSVVVVDNLQTGHEDAITE
                     GAKFYNGDLRDKAFLRDVFTQENIEAVMHFAADSLVGVSMEKPLQYYNNNVYGALCLL
                     EVMDEFKVDKFIFSSTAATYGEVDVDLITEETMTNPTNTYGETKLAIEKMLHWYSQAS
                     NLRYKIFRYFNVAGATPNGIIGEDHRPETHLIPLVLQVALGQREKIMMFGDDYNTPDG
                     TCIRDYIHVEDLVAAHFLGLKDLQNGGESDFYNLGNGNGFSVKEIVDAVREVTNHEIP
                     AEVAPRRAGDPARLVASSQKAKEKLGWDPRYVNVKTIIEHAWNWHQKQPNGYEK"
     gene            complement(3867423..3868334)
                     /gene="lytR"
                     /locus_tag="DJ46_4160"
     CDS             complement(3867423..3868334)
                     /gene="lytR"
                     /locus_tag="DJ46_4160"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator lytR"
                     /protein_id="AIK62144.1"
                     /translation="MKKKILFWVLGILGVLIIGGGIYAYNVYSSVSNTLKEVHQPLKR
                     DQNNSNVGEKVSKSEPVSILLLGADERGEDKGRSDSLMVITLNPKNNSMKTVSIPRDT
                     YTEIVGKGKSDKINHAYAFGGVDMSVATVENFLNVPINYYIEVNMEGFKDIVDAVGGV
                     DVKNDLEFTQDGHHFAKGNIHLTGDQALAFTRMRKQDPRGDFGRQMRQRQVMQGVIKK
                     GASFSSLTGYGDVLSAIQKNVKTNLTQDQMFDMQKNYKDCLKNSEDIQIPGDGHKAAD
                     GIWYYYVPDAAKQDLTNKLRTHLEVTK"
     gene            complement(3869282..3869716)
                     /gene="fabZ"
                     /locus_tag="DJ46_4161"
     CDS             complement(3869282..3869716)
                     /gene="fabZ"
                     /locus_tag="DJ46_4161"
                     /note="fabZ: beta-hydroxyacyl-(acyl-carrier-protein)
                     dehydratase FabZ"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-hydroxyacyl-(acyl-carrier-protein)
                     dehydratase FabZ"
                     /protein_id="AIK63642.1"
                     /translation="MLDIQQIKEIIPHRYPFLLVDKVLEVEEGKRAIGIKNVTANEEF
                     FNGHFPDYPVMPGVLIVEALAQVGAVAMLKKEENRGRLAFFAGIDNCRFKRQVRPGDQ
                     LRLEVEMTRVRGAIGKGKAIATVDGEIACETEITFALGDKKE"
     gene            3870353..3871468
                     /locus_tag="DJ46_4162"
     CDS             3870353..3871468
                     /locus_tag="DJ46_4162"
                     /EC_number="5.1.3.14"
                     /note="wecB: UDP-N-acetylglucosamine 2-epimerase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine 2-epimerase"
                     /protein_id="AIK63403.1"
                     /translation="MTERLKVMTIFGTRPEAIKMAPLVLELQKHPEKIESIVTVTAQH
                     RQMLDQVLSIFGITPDFDLNIMKDRQTLIDITTRGLEGLDKVMKEAKPDIVLVHGDTT
                     TTFIASLAAFYNQIPVGHVEAGLRTWDKYSPYPEEMNRQLTGVMADLHFSPTAKSATN
                     LQKENKDESRIFITGNTAIDALKTTVKETYSHPVLEKLGNNRLVLMTAHRRENLGEPM
                     RNMFRAIKRLVDKHEDVQVVYPVHMNPVVRETANDILGDYGRIHLIEPLDVIDFHNVA
                     ARSYLMLTDSGGVQEEAPSLGVPVLVLRDTTERPEGIEAGTLKLAGTDEETIFSLADE
                     LLSDKEAHDKMSKASNPYGDGRASERIVEAILKHFNK"
     gene            complement(3871507..3873156)
                     /gene="tagH"
                     /locus_tag="DJ46_4163"
     CDS             complement(3871507..3873156)
                     /gene="tagH"
                     /locus_tag="DJ46_4163"
                     /EC_number="3.6.3.40"
                     /codon_start=1
                     /transl_table=11
                     /product="teichoic acids export ATP-binding TagH domain
                     protein"
                     /protein_id="AIK65562.1"
                     /translation="MNYKVKFEHVTKKYKLYNKPFDKLKDLFFRSKDGEYHYALNNIS
                     FEVPEGEIVGIVGLNGSGKSTLSNLIAGVTMPNKGTVDIKGSAALIAISSGLNGQLTG
                     IENIELKGLMMGITKEKIKEIIPEIIDFADIGKFMYQPVKTYSSGMKSRLGFAISVHI
                     NPDILVIDEALSVGDQTFTKKCLDKMNEFKEQGKTIFFISHSLSQVKSFCTKALWLHY
                     GQVKEYGDIKEIVDHYDEFLKKYNQMSVEERKDLRKEQISQFQHGLLQEDQTGRERKR
                     KKGKKTSRKFKKKRVLITGVCIALLTGIISTGYYYKNLLPFNSENKYAEKVASKENVT
                     ESKQMVKKEKGAAKYIVNSNGISIREEADASSKRLAIANFGDIFTISDSNKNEKKDVE
                     WIQITLSNGEIGWISTKFIEPFKSNNNIIEDAKLADVTALLKRVYGGNMVSAPTYFGK
                     TLNELETTYPQPLNPLPSMTGKTIVKDGNIQFGISQDKVVEVVFQDISMSIAKLHELL
                     GKESLSNDAEKNYFYETKSYYIAARSDQTHKEIQSISIVKK"
     gene            complement(3873172..3873978)
                     /locus_tag="DJ46_4164"
     CDS             complement(3873172..3873978)
                     /locus_tag="DJ46_4164"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK61768.1"
                     /translation="MKSLKTIIKEQYENLYLIRRLSLYELKQAYAGNLLGLLWVFLNP
                     LSQIGVYWLVFGLGIRGGAPVHGVPYFVWLVCGLVTWFFVGTTITQSANSIYSRLNTV
                     SKMNFPLSIIPTYVVISQLYTHLILIIFALVIVIFNLGFSTINILELMYGLVASTLFL
                     IALSFLTSTLSTMLRDIQLLIQSVTRMLFFLTPIFWEPKENMSNLLLFIIKINPLYYI
                     VEVYRGALIYNDTSIVLSWYTLYFWGAVIILFIAGSMLHIRFRKQFVDYL"
     gene            complement(3873975..3875258)
                     /gene="wecC"
                     /locus_tag="DJ46_4165"
     CDS             complement(3873975..3875258)
                     /gene="wecC"
                     /locus_tag="DJ46_4165"
                     /EC_number="1.1.1.336"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetyl-D-mannosamine dehydrogenase"
                     /protein_id="AIK65994.1"
                     /translation="MKICTMGLGYIGLPTSAMFAKYGTEVVGVDIHQKVVDKLNNGEI
                     HIEEPGLGEVVKEVVANGKFRASLTPEEADAFIISVPTPNHDDEHKSCDLSYVLTATE
                     KVLPFVKKGNVIIVESTIAPRSMDDYVKPLVEEAGFTVGEDIYLVHCPERVLPGQILH
                     ELVHNNRIVGGVTPACAEAGARVYGVFVEGEIIKTNAKTAEMSKLMENTFRDVNIALA
                     NELTKVCNSLDINVLDVIEMANKHPRVNLHYPGPGVGGHCLAVDPYFIVAKAPELANI
                     IKLSRETNVSMPHYVTEKVKELLAGVENPKVAAFGVTYKGNVDDMRESPAMDVIDLIR
                     NEGITVSAHDPHVESDFFELHSAEEAVKDAHLILVLTDHDEFKTMNYDSLAPYMAKTV
                     VFDTRNCVQAVSTGEMKIINFGTLYEALNKNVMMV"
     gene            complement(3875333..3878023)
                     /locus_tag="DJ46_4166"
     CDS             complement(3875333..3878023)
                     /locus_tag="DJ46_4166"
                     /codon_start=1
                     /transl_table=11
                     /product="Y Y Y domain protein"
                     /protein_id="AIK65425.1"
                     /translation="MELYIPAGMTVEKVQAILTVLPGNRNKDYVKAANLMIEKNTYMI
                     PPFGSSSYSNLINWNEQRERGYLRLIHGHTFLGCLIAAYNDTGDMKYIKKSIELIKDW
                     INNHSFELHQHSMAFHDETTALRLQYWLRFYIFTRQVLSEEEIILLEKSMEDTAKLLS
                     EDFFHATNTNHGMFQDRALLTYASYFKGENPSLEKYIKLAVTRLKDYFEKVFTEEGVH
                     KEHSPSYHLLVASNIKKLANWMKEFDKEVSLIFNKIYKKTEEYAIHIIRPDGSLPPIC
                     DTEANLVGNNYKDLYESDQYLYAVTKGKKGKAPTEDDKVFPKSGYAIFRNDWSKEEKA
                     TYVLFTAAYHVDYHKHSDDLNLYIYSNGEIITEAGPNGYNYKDPFTEYAYSSFAHNTL
                     IVDGKGLPRTDRQYEKVYLSDYEINKDKVEATGINLRYTGVEHSRTVSYMKDEEKIVV
                     KDLVKSDKRHEYKLLWHVASDITVHVRDRIVELFRNNHKVMEMEVTTVTGVSIRALNE
                     QTKPQVSGWVFPKMGEKRGATTIEVDISGSNVECITEFRLKDFKLGRDDLIPYNLEKT
                     FKSTRNLRYHFEEAKNQKHKDKLFVVFSAMAPEYKFAFNYMRSLKDVDVNKLFILDDF
                     GDQGAYYLGNKRDHAIETAVSSLIQYIMAKYKICHEQVTAIGSSKGGYAAVYFALKYY
                     FGNVIAGAPQSKLGHFLINQANHKNIARYIAGGDEESDCFYLDQLVFQLLNQPNDISP
                     SINLIVGTKDHHYLNHVMPLYEVLVENGYEVQLEIEEDLTHADLKVHFPLYLQNKVEE
                     ILDKKHSSLSNFEEPIIHSIDIRYIEGSNIILTCDATGSNIHYAYYVYKDGHTIDKFM
                     YTMKSHLYYELKDLGEYMFKVFVKDQYNRIITKTFKFGKV"
     gene            complement(3878177..3879829)
                     /locus_tag="DJ46_4167"
     CDS             complement(3878177..3879829)
                     /locus_tag="DJ46_4167"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK65687.1"
                     /translation="MKEYLKEVLDVSGEKFFILNPMIPNMDSNKPNFIIGKKSLIYTG
                     KFAKDWNSDEILEAFAKIVRTNPDFRLIVAGDKFNLHPENPNFKEEVTQKLKTYKNVD
                     WVGGVTREEVQKLIQQSDIGIGWRNNSLNDSLELSTKALEYGALGKPVILNRTPMHER
                     LFGSEYPFYANSEEEFISCITQSLTNDDIYASAAETVYKVCTDFTFAKTYERISPFLW
                     EAKDKRIRLVFAGHDLKFAKMFIDRFASRTRYEVEIDQWKGHSVNDESHSTNCLNWAD
                     VIFCEWGLGNAVWYSHRVRQGQTLIVRMHLQERETKHYLKFNYDAIDSIIAISPYIRD
                     EFVNNCGIPSDNMVMIYNAVNCKKFDLEKYEDTQFNLGITGICPSRKRLDRAIDIFEK
                     LKEKDSRYTLHIKGQLPTHYPWLWKKEEEKKYYEQVFKRINSSKWRDSIIFDGFGNDM
                     DTWFQKIGYILSTSDFESFHLAPAEGMASGAFPIIIRWEGCHTIYDEDFIFENVDEAA
                     TFILKRNQVMGPNDIDVRTYVRNRFDIEKIFGDWEELIARLR"
     gene            complement(3879931..3880320)
                     /locus_tag="DJ46_4168"
     CDS             complement(3879931..3880320)
                     /locus_tag="DJ46_4168"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase group 1 domain protein"
                     /protein_id="AIK61326.1"
                     /translation="MTERLKILLYGDVDLNLIDGSAMWLVSLTQVLHEDRNIDIDILQ
                     KRPIINNKLVKPLLKKERVNFIDPFSCAKGSEGWYKRKRLLVDDAIQKIKEQEKQHNY
                     DVILVRGFELAYKLSKIPFLSKKYIRI"
     gene            complement(3880370..3882934)
                     /locus_tag="DJ46_4169"
     CDS             complement(3880370..3882934)
                     /locus_tag="DJ46_4169"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK62635.1"
                     /translation="MSVSTKINQLISLREKIAKDLGFYVNFDLANSSWSYSKKAGQIK
                     KVQNGLYSVKTGDRGVYILHNNEGEGFSSAPVMSSFTVENIQSVNINIEGNQKGLQDT
                     SIYIFFYGKEGVLKRETIRLNEAKELTIPSGCEKARIVLFVKGTGTLQIDNVFITGIP
                     LEIKSARYNDANIYALSDKEWVYDTKKITIHGEHKDQANITKINTSGQGAFLFRKLSL
                     KQEKKEIKSLIIKVAQPKNNKLTGYVNLLVHNEQEGIQTIRISLGETKAVSLRNNDIL
                     EETLSFFVKDTGTLPTKCIEIEIADAVKQGVNSAIDSEVFTLSPNSLLKLVGYETPQS
                     LKELKIACIFDEFTMNCYKNEVDLITFRQDNWKEVFSIKRPHLLFVESAWKGNGGAWQ
                     YKIAKYNNQDKSELRELINWCRENKIPTIFWNKEDPIHFEKFIETASMFDHIFTTDAN
                     VIPRYKEVVKHENVYALPFSIQPNLHNPIQLINERQEGAVFAGSYYGNRHEARRKDMD
                     DLFEVGMKHGFTIYDRNYHNENPDFRFPIQYQSAVKPSLPYSQIDQAYKGYKFMFNVN
                     SVKESPTMFSRRVFEGLACGTPIVSTYSVGIDEIFGSELIIMDEELEKLEETYVSVIQ
                     NPTEYNKRVLQGIRVVYEKHTYEERLWFILDKIGIDVKERDNHSVGVIAFVQTDKEAE
                     KVYNEFQRQNYQQKKLILVTDVNIKVYADVVTIKKDAVESFIEEESSLQYYALFSPNN
                     FYGANYIRDLAIAAQYSKAEVNGKATYYNGNVKSMVGKDEQTYTYVHDLEPAASLISR
                     EVILNLEHEKRMELLEEKQSMDFLFKIGVRLFSADKYNFVKNVSDSVLGNIQEVEL"
     gene            complement(3883450..3884748)
                     /locus_tag="DJ46_4170"
     CDS             complement(3883450..3884748)
                     /locus_tag="DJ46_4170"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK62973.1"
                     /translation="MSQKKVCMFVWNHFTNDARVLRECTALAESGYEVDLICIHDWKQ
                     EDLPLWEKRQEGFTVTRVKNRVPVLQKIFGLAKRAKRVAMKNIATMTVLGLLLALGIW
                     KFPMITVSLLLLALLFSQRKVATLLVRGAILFRMVRAGLKKKYDIYHSNDLNTLPQGF
                     ICAKILRRKKLIYDSHEVQTSRTGYNSNIYGVMEKFFIKFCDVMIMENHTRAKYIEEL
                     YGFYPKVIHNYPFVSRPELSKSIDLHGILNISQDEPILLYQGGIQIGRGLDKLVQAVP
                     LFKRGVVVFIGDGRIKPELKKMVKEMELEDRVKFIPKVPVQDLIHYTKNAYLGFQVLN
                     NVCFNHYSASSNKLFEYMMSGVPVVACSFPEIQGVVEKENIGVCVDSHDPVSIADGVN
                     YLLNNQDDREKMMVNCLSAREKYNWQREKKDFIKIYEEII"
     gene            complement(3884699..3885940)
                     /locus_tag="DJ46_4171"
     CDS             complement(3884699..3885940)
                     /locus_tag="DJ46_4171"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK62676.1"
                     /translation="MKKILMVTQNFYPEIGSASNRMKNIYLELNERGYDVKILTSDPS
                     YPNRNLYKDSSYWYDENIEKDIVRIHPKTRKYTRNLFRRLILYIEVAFRLILAICKDK
                     EKYDYIFVSTPSIFIPVAGMFAKRKMKAKLIVDVRDLWPESLIGIGFFNKNWILKFAY
                     KLEYKIYHAADNIIINSKGFYSYISSTGIAPNRISFMPNSLTEKELSTVPKKNISDQL
                     TVIYTGNIGLAQDIEKLILIAEHLKEYKNISFKIIGYGYQKKELGESIEAKQLPNMQL
                     IEPKNREDTLAEIVDADIAYVSLVEKDVFKKVLPRKVMDYMSMRKPIVADVAGYAKEV
                     IEDAQCGFVTEDRTVAELSDYIIKLAQDKQLRNRLGENGYQYAFRTLRWKTNIETLLK
                     ILEERDVTEESVHVCMESLHK"
     gene            complement(3886234..3887235)
                     /locus_tag="DJ46_4172"
     CDS             complement(3886234..3887235)
                     /locus_tag="DJ46_4172"
                     /note="mreB: cell shape determining, MreB/Mrl family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell shape determining, MreB/Mrl family protein"
                     /protein_id="AIK62735.1"
                     /translation="MFARDIGIDLGTANVLIHVKGKGIVLNEPSVVAIDRNTGKVLAV
                     GEEARSMVGRTPGNIVAIRPLKDGVIADFEITEAMLKYFINKLDVKSFFSKPRILICC
                     PTNITSVEQKAIREAAERSGGKTVFLEEEPKVAAVGAGMEIFQPSGNMVVDIGGGTTD
                     IAVLSMGDIVTSSSIKMAGDKFDMEILNYIKRKYKLLIGERTSEDIKIKVGTVFPGAR
                     SEELEIRGRDMVTGLPRTITVCSEEITEALKENAAVIVQAAKGVLERTPPELSADIID
                     RGVILTGGGALLHGIDMLLAEELKVPVLIAENPMHCVAVGTGIMLENIDKLPRRALK"
     gene            complement(3887397..3887669)
                     /gene="spoIIID"
                     /locus_tag="DJ46_4173"
     CDS             complement(3887397..3887669)
                     /gene="spoIIID"
                     /locus_tag="DJ46_4173"
                     /note="spore_III_D: sporulation transcriptional regulator
                     SpoIIID"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation transcriptional regulator SpoIIID"
                     /protein_id="AIK61260.1"
                     /translation="MHDYIKERTIKIGKYIVETRKTVRVIAKEFGVSKSTVHKDLTER
                     LPEINPELANEVKEILDYHKSIRHLRGGEATKQKYRKEDVEKPVRQ"
     gene            complement(3888074..3888454)
                     /locus_tag="DJ46_4174"
     CDS             complement(3888074..3888454)
                     /locus_tag="DJ46_4174"
                     /codon_start=1
                     /transl_table=11
                     /product="Y Y Y domain protein"
                     /protein_id="AIK65321.1"
                     /translation="MFKKVFVPLFAATVLISGCNKEVVKESPKDKVEQHKKNTPLKID
                     EVKINTVNGKTLMVDVKAKGEKLTYAYYIYKGEEIVEKIWYKPENSLKYEVKEPGKYK
                     VKAYAKDANKKIDSVYTNEVTIEK"
     gene            complement(3888886..3889791)
                     /gene="spoIIQ"
                     /locus_tag="DJ46_4175"
     CDS             complement(3888886..3889791)
                     /gene="spoIIQ"
                     /locus_tag="DJ46_4175"
                     /codon_start=1
                     /transl_table=11
                     /product="stage II sporulation protein Q"
                     /protein_id="AIK64537.1"
                     /translation="MRGRNNKKSQKVVHLFQKRWVFPALYIACAAVILMVALWFQGAN
                     PKKTPNQDQATPYTQTEDPAVPVTKSSEVVKMPAPANAEVVVQKKFYEDAATEAEQEK
                     ALVFYNNTYSPNKGIDIAAKNGKEFNVTAALSGTVTKAEKDSLLGYVVTVDSGNGVAA
                     SYQSLGSVKVEKGARVVQGEVLGKSGLSAMNKEAGSHVHFEVRKDNVAVNPERYLNKS
                     VAEIKADAGAAKATNASGKKADDKSQKEEKSTSTTPESNTEDKSQKEEKSTSGSTSDK
                     KEEPKKEEKSTNGSTESSNSSSSQE"
     gene            complement(3889953..3890657)
                     /locus_tag="DJ46_4176"
     CDS             complement(3889953..3890657)
                     /locus_tag="DJ46_4176"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK62361.1"
                     /translation="MTFSMRRVSAIFRKEVQDFKTNSQVLLMASLPIIFAFIFSRFGQ
                     GSAGVGIITLMAFLFVAGFVQSMVIAEEKEKHTLRVLMLSPASSVEVLLGKSILTACL
                     TLGISIINLFILDQLSGNFLLLAFVFLCGTILFTLIGTMIGLLADSVPQTSLIGMPIL
                     MTMYLAVQFEPMVENKVIKTIISYLPTSHLEKAIKSLVEGAGFSSISGHMINVGAWLI
                     ISLIACLIVYKKKQLD"
     gene            complement(3890657..3891499)
                     /locus_tag="DJ46_4177"
     CDS             complement(3890657..3891499)
                     /locus_tag="DJ46_4177"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65303.1"
                     /translation="MTLAIEMKDVMKSFNEKTALRNVNIEVKQGEIFGFLGPSGSGKT
                     TTVKILTSQLLHSVGTVRVLGKDITGPSSIDYKRIGILTDNSGLYERLSIYDNLLLFC
                     DLYDCKKERIDEVLAQVNLLEDKKTLVKKLSKGMKQRVTLARAILHKPDILFLDEPTS
                     ALDPVNVQNIHKILKDLNREGTTIFLTTHNMDEAETLCNRIAFLCSGEIVALDTPENL
                     RLQYAKDQIQVVLKDKKKETVQKDELGAKRISEWMKKGELLSIHSYEPTLGDIFIEVT
                     GRGL"
     gene            complement(3891681..3892094)
                     /locus_tag="DJ46_4178"
     CDS             complement(3891681..3892094)
                     /locus_tag="DJ46_4178"
                     /codon_start=1
                     /transl_table=11
                     /product="lytTr DNA-binding domain protein"
                     /protein_id="AIK66308.1"
                     /translation="MKKIEIEQEEAEEVDEEKVIQMIPQMKLERIPAKVNDKIILLDP
                     MEIHFIETQNGVTHIHVREGDFVCVLTLSELETRLTGFGFFRCHRSYLVNLQRVREVI
                     TWTRNSFSLILDDERKSLIPLSKGRMDELKGVIGL"
     gene            complement(3892179..3892688)
                     /locus_tag="DJ46_4179"
     CDS             complement(3892179..3892688)
                     /locus_tag="DJ46_4179"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61528.1"
                     /translation="MALLELKQLGKTNQLPAVELKVEKGQCVVLQCNNHTAKILHRII
                     IGEEEASTGNVLFEDEVIGKKIYSRIGFCFLKDEAYDRLKVKEYFKFLIGLYKSNMST
                     EEVVQSVGLLDKLNVKIEKLSFSEKRRLHIGRVMIHNPDLVILEEPEQNVDTESTIII
                     RKAIMKMKE"
     gene            complement(3892816..3893835)
                     /gene="spoIID"
                     /locus_tag="DJ46_4180"
     CDS             complement(3892816..3893835)
                     /gene="spoIID"
                     /locus_tag="DJ46_4180"
                     /note="spore_II_D: stage II sporulation protein D"
                     /codon_start=1
                     /transl_table=11
                     /product="stage II sporulation protein D"
                     /protein_id="AIK61105.1"
                     /translation="MKFSKPFFITVVLLIALVIIVPAALVIPFAKAKVGEKAASKTPP
                     AIESIPAPGKVDTAVQVAVYREKQKKVESLPMEEYVTGVVASEMNASFEIEALKAQAL
                     AARTFVVQRMLSGGKKNNADVTDTVKDQVYKSKEELKKQWGNNYENNLKKIEEAVSKT
                     AGQVLTYEGKPISASFFSTSNGRTENAADYWGNDYPYLKSVDSPWDQASPKFTSEQIF
                     TVADFQKRLGVKVLADGKVGDIKGRTEGKRVKDVAFQGKTLTGRDVRDKLELRSSDFT
                     WKQEGDKIVVTTKGFGHGVGMSQYGANGMAAEGKKYTDIVAHYYKGVEIKTMNDYEGK
                     LMVKK"
     gene            complement(3894043..3895347)
                     /gene="murA"
                     /locus_tag="DJ46_4181"
     CDS             complement(3894043..3895347)
                     /gene="murA"
                     /locus_tag="DJ46_4181"
                     /EC_number="2.5.1.7"
                     /note="murA: UDP-N-acetylglucosamine
                     1-carboxyvinyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine
                     1-carboxyvinyltransferase"
                     /protein_id="AIK63378.1"
                     /translation="MEKIIVRGGKRLNGTVRVEGAKNAVLPIIAAALLASDGKNVLSE
                     VPVLSDVYTINEVLRHLNAEVVFENNQVTIDASKELNIEAPFEYVRKMRASVQVMGPL
                     LARNGRARIALPGGCAIGSRPIDQHLKGFEAMGAKVQVGNGFVEAYVEGELKGAKIYL
                     DFPSVGATENIMSAATLAKGTTILENAAKEPEIVDLANFLNAMGAKVRGAGTGTIRIE
                     GVDKLYGANHSIIPDRIEAGTFMVAAAITGGDILIENAVPEHLRSITAKMEEMGVKII
                     EENEGVRVIGPDKLKAVDIKTMPHPGFPTDMQSQMMALLLQADGTSMITETVFENRFM
                     HVEEFRRMNADIKIEGRSVIMNGPNSLQGAEVGATDLRAAAALILAGLVSEGYTRVTE
                     LKHLDRGYVDFHKKLAALGATIERVNEKVEEVKEQEVSDLHA"
     gene            complement(3895387..3896091)
                     /locus_tag="DJ46_4182"
     CDS             complement(3895387..3896091)
                     /locus_tag="DJ46_4182"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65796.1"
                     /translation="MKLKAILIVALSVVLFLVGYREMKPISDEQKMESMIASLEKNDA
                     KVEKWSWLARETKTISNIHTFQKLLNDVKEKANIQKWELEQSPDGYKATSYKKFSSYE
                     ERVVVTWSKENTKENTFIIFEVSGAKWDPKYIQKTNKIFSEKPIIYTCVQGVLNDKIE
                     GVLQNKTNQVLKDLSARAIEQIEERAFVSVSAYNKKWDDALSTNREKINVQIAIRSTD
                     NKDTIVVGTPIITSEY"
     gene            complement(3896143..3896379)
                     /locus_tag="DJ46_4183"
     CDS             complement(3896143..3896379)
                     /locus_tag="DJ46_4183"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63908.1"
                     /translation="MAHLLGQQALIAIVSHLLFITITWWALQGIHIERLMKPGKVMQT
                     RVLLILITIAIGTSVSNFFLDYLGYSKSLTYLVK"
     gene            complement(3896745..3898260)
                     /locus_tag="DJ46_4184"
                     /note="NADH-Ubiquinone/plastoquinone (complex I), various
                     chains family protein"
                     /pseudo
     gene            complement(3898268..3899761)
                     /locus_tag="DJ46_4186"
     CDS             complement(3898268..3899761)
                     /locus_tag="DJ46_4186"
                     /note="NDH_I_M: proton-translocating NADH-quinone
                     oxidoreductase, chain M family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="proton-translocating NADH-quinone
                     oxidoreductase, chain M family protein"
                     /protein_id="AIK63835.1"
                     /translation="MNDLLLTFFIFSPLLGILLLALTPKKESRTVRALGLFGTVLPFG
                     MAIVLACTYASGRDLSLFDEKVKWIKFGDFAAVDKRWFSIYYELGIDGLSLVMMVLTA
                     LLAMLAAFTIKRNLKAFYMLLLMLEIGMLGVFAAQNLMLFFIFFEITLPPMFLLIGKW
                     GKLSSEKAAYSYLIYNGIGSAILLIVFSVLFAKTGTTNITELKEILASVGAGGGMVVP
                     SSLQFGLFLAIMIAFAIKLPVFPLHRWMVNVHIEAHPAVVMLHAGVLLKIGAYGIIRF
                     GQGLFPEYFREFATLIAILGVINLLYGAFLALIQTDFRKVLAYSSISHMGIVLMGLAA
                     LNAPGTQGALFQVVSHGLIAALLFFLLGVIEQRFGTSDITALGGLAKSVPVLSGFFLA
                     GGMASLGLPGMSGFVSEFLAFLGLFQGEPVIAAAGVLGIILTAVYVLRATLQVTFGKK
                     EWEAKADIHGWEYVPILLLIFCIIAIGVMPEILGDPLQNTLKTLGVK"
     gene            complement(3899758..3901620)
                     /locus_tag="DJ46_4187"
     CDS             complement(3899758..3901620)
                     /locus_tag="DJ46_4187"
                     /note="NDH_I_L: proton-translocating NADH-quinone
                     oxidoreductase, chain L family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="proton-translocating NADH-quinone
                     oxidoreductase, chain L family protein"
                     /protein_id="AIK64641.1"
                     /translation="MIDYVWLIPLFPLVSFLLLIIFGKKIREGSSVLSIFFVFLSFIC
                     AVLVLIERLSTVPVKHKWVWLRTGDIDISFGFEVTALGALMLFIVTLVSLLVHVYSKG
                     YMKGEERLPTFYAYLGLFTFAMLGLVISPNLLQLYIFWELVGLGSFLLIGFYFFKEEA
                     RAAAKKAFIMTRIGDIGLFIGMILIFWHAGSFEYDAIFRAIHTGDLTPTMITITAILI
                     FIGAMGKSGQFPLHTWLPDAMEGPTPVSALIHAATMVAAGVYLVATMFPLFSASAVAM
                     QTVAIVGAFTAIFAASIGLVQTDIKRVLAYSTVSQLGYMMLALGSAGYVAGVFHLTTH
                     AFFKALLFLAAGSVIHAVHTQNINKMGGLQKKMKVTAALFLIGTLAISGVPLLSGFFS
                     KDEILAATWMNGNYVLFILAVIAAFLTAFYMFRLYFLVFTGEAKTKVDVHESPRIMTY
                     PMIVLGVLAVVAGYINTPWFGTFLGGWLTKDVAFKVQEAHGPVWIMIVATLVSLAGIA
                     LAYFIYGKKSIARDWAGGEEAPLYKILQEKYYVDELYNMTVIPITKGIAHVLHLFEVY
                     VVEGIAVLIGSLVKGVSGVGSRLQNGNVQVYGTVTAVSLAVLFIILLYTGADLR"
     gene            complement(3901650..3901964)
                     /locus_tag="DJ46_4188"
     CDS             complement(3901650..3901964)
                     /locus_tag="DJ46_4188"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-ubiquinone/plastoquinone oxidoreductase
                     chain 4L family protein"
                     /protein_id="AIK61268.1"
                     /translation="MSSVPASAYLTLAIILFCIGLFGALTKRNTVIVLVCIELMLNAA
                     NLNFVAFSKLGLFPNLTGQIFSLFTMAVAAAEAAVGLAILIALYRNRTTVHVDEMDTL
                     KG"
     gene            complement(3901957..3902481)
                     /locus_tag="DJ46_4189"
     CDS             complement(3901957..3902481)
                     /locus_tag="DJ46_4189"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-ubiquinone/plastoquinone oxidoreductase
                     chain 6 family protein"
                     /protein_id="AIK62429.1"
                     /translation="MNGEFIAFFILSLSAIIGGVLMLNLTKVMHMMLALVLTFLSIAG
                     LYFLLSAEFIGVAQILLYSGAITIIMIFGIMLTKHNAENESRLTLRKWIIFFAVVAFG
                     AVMYFAVNNIDFANESAQGSLPLHEKNTLQIGTLLYSKYIIPFELTSVILLVALVGAI
                     ILAKKDEKEEDSNE"
     gene            complement(3902478..3902897)
                     /locus_tag="DJ46_4190"
     CDS             complement(3902478..3902897)
                     /locus_tag="DJ46_4190"
                     /note="nuoI: NADH-quinone oxidoreductase, chain I family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase, chain I family
                     protein"
                     /protein_id="AIK62103.1"
                     /translation="MKGLFKGLKYTLSNLSKKKVTYDYPNQPLPLPDRFRGIQKFYPE
                     KCIVCNQCSNICPTDCIQLTGKKHPDPTKKGKIIDTYDINFEICILCDLCTEVCPTEA
                     IVMTNNFELAEYSRDDLFKNLQWLDENDENVRKENKA"
     gene            complement(3902923..3903924)
                     /locus_tag="DJ46_4191"
     CDS             complement(3902923..3903924)
                     /locus_tag="DJ46_4191"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase family protein"
                     /protein_id="AIK63293.1"
                     /translation="MIETLLQSPSSWTNFFIFFGLAVLLLFAVLGFVTYGILAERKVM
                     GFMQGRIGPNQVGGRFGLLQTVADVLKLLLKEDSIPKAADKPLFILAPVIAFAPAFMV
                     LAVIPFTDKFQFADIGVGLLYYIAVSGITTIGVVTGGWASNNKYSLLGGMRAAAQMIS
                     YEIPLVMSVIGIVLLAGSLNLNEIVAAQENVWYIFVQPIGFVVFLIAAVAELNRTPFD
                     LPEAESELVSGYHTEYSGFRWAFFMLSEYVYFFGMASLITVLFLGGWNPVMFLGFIPG
                     AVWFALKFSSVVFLLIWFRVTFPRIRGDQLMEFGWKVLLPIALANIFLTALIKELFF"
     gene            complement(3903924..3905024)
                     /gene="nuoD"
                     /locus_tag="DJ46_4192"
     CDS             complement(3903924..3905024)
                     /gene="nuoD"
                     /locus_tag="DJ46_4192"
                     /EC_number="1.6.99.5"
                     /note="nuoD: NADH dehydrogenase (quinone), D subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase (quinone), D subunit"
                     /protein_id="AIK62077.1"
                     /translation="MIRTEEMLLNVGPQHPSTHGVFRLVIKIDGEIIKEATPVIGYLH
                     RGTEKIAESLQYTQIIPYTDRMDYLSAMTNNYVICHAVETMMGLEIPERAEYLRVLAM
                     ELGRIASHLVWWGTNLLDIGAVSPFLYAFREREMIINLLNELCGARLTFNYMRVGGVK
                     WDAPDGWIEKVKEFVPYMREQLAGYHDLVSGNEIFLNRVKGVGIYSAEEAISYSLSGA
                     NLRCTGVNWDLRKDEPYSIYDRFDFDIPVGSVGDAWDRYVCRMQEIEESLKIVEQAVQ
                     QFPKEGAVLAKVPKIIKAPKGEAFVRIESPRGEIGCYIASDGKKEPYRLKFRRPSFYN
                     LQILPKLLKGENIANLITILGGVDIVLGEVDG"
     gene            complement(3905029..3906084)
                     /gene="nuoC"
                     /locus_tag="DJ46_4193"
     CDS             complement(3905029..3906084)
                     /gene="nuoC"
                     /locus_tag="DJ46_4193"
                     /note="NADH (or F420H2); nuoC_fam: NADH (or F420H2)
                     dehydrogenase, subunit C family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="dehydrogenase, subunit C family protein"
                     /protein_id="AIK64063.1"
                     /translation="MSDPNKDLEDLKREAARRAKEEARKRLVAKHGVEISKLEEENRE
                     KEKALPKNDDMTIEEAKRRAAAAAKAKAAALAKQKREGIEEVTEEEKVKAKAAAAAKA
                     KAAALAKQKREGIEEVTEEEKAKAKAKAVAAAKAKAAALAKQKASQGNGDSGDEKAKA
                     IAAAKAKAAAAARAKTKGAEGKKEEELKQEEPSVNEPYLNQYVEVIKGKIGEDILVDF
                     YINKLSKDVPTLVVEPAKYYEVMELLRFHEGLAFDYMSELHATDFVTHMEVYVHLFSY
                     GKKQSVAVKVKLDREAPQVESVTALWKGADWPEREAYDLLGIVFKGHPNLSRILMPDD
                     WVGHPLRKDYEPYDVEV"
     gene            complement(3906081..3906599)
                     /locus_tag="DJ46_4194"
     CDS             complement(3906081..3906599)
                     /locus_tag="DJ46_4194"
                     /note="nuoB_fam: NADH-quinone oxidoreductase, B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-quinone oxidoreductase, B subunit"
                     /protein_id="AIK61730.1"
                     /translation="MVINFEELHPNERAELERNIFFSTLEQLKGWARSNSLWPMTFGL
                     ACCAIEMMGVGSSHYDLDRFGSFFRTSPRQSDVMIVSGTVTKKMAPIVRRLYDQMPEP
                     KWVIAMGSCATAGGPYVNSYAVVKGVDQIVPVDVYIPGCPPNPAALIYGINKLKEKIR
                     YEAKTGKQVTNK"
     gene            complement(3906590..3906958)
                     /gene="ndhC"
                     /locus_tag="DJ46_4195"
     CDS             complement(3906590..3906958)
                     /gene="ndhC"
                     /locus_tag="DJ46_4195"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P)H-quinone oxidoreductase subunit 3"
                     /protein_id="AIK62131.1"
                     /translation="MASVYENSYMIVLIFLLLGILLPVVALTLGRMLRPNKPSAAKAT
                     TYESGIEPFHDANIRFHARYYIFALLFVIFDVETLFLYPWAVAYDNLGLFALIEMLIF
                     VVMLLVGLAYAWKKKVLQWL"
     gene            3907249..3909978
                     /locus_tag="DJ46_4196"
     CDS             3907249..3909978
                     /locus_tag="DJ46_4196"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK65808.1"
                     /translation="MKKQAHVSILISITLLSIVIHYVAMPFLYEYSFPFQILIGMSTL
                     FIDIIACSYILYFSNMKEGLPRLFWTILCVGTLSYFIGDIVVAYQRLILKDYYTFVDP
                     SDFFYLLFLISFAFAFLYEIIYNRDLLEKLFMICDICIIVTAQFTLSYYLLIERTIHV
                     FTTSYIDIFVQLTYPMADLLFLLIGINLLFRPLSLLPKKVGALLGSALLLYATTDAIY
                     AFIKYFTPEYSMFTVTPLYQVTLVLVAIACIIHTKEPEKQEQILLTPKLGESIRLSLP
                     YISVVMLIVFILVEYVFAPIVVIGLIITFSFVLIRHSLVRKQNKLLLLAQMQFNSELE
                     KQIELRTEDLVEQKNELYHNQQMFKSLYEHHPDPIFTLDLYGNFLKVNNAGTTLLGYQ
                     TNELLNQPYYSLIYEEDLEEIINTFHRVKKGHSISLEIRAYHKNRDIYYLHVTAVPIF
                     LKDHISGVYLMIKDITESKQQQEQINFLAYRDTLTELANRRAFHQYVEQAIARSKISK
                     RPFAVMFLDLDRFKIINDTLGHRVGDLLLIAVAKRLERMATPNMKLARLAGDEFTILI
                     ENYNKRPDVKRMADTIVEAMNEPFEIENQHLQISPSIGIAIYPEAGEDPLSILQHADM
                     AMYEAKNRGKNGSSLYTKELYKKMERKARIEKDLPLALVNKEFYLVYQPQIDITTKKI
                     IGAEALLRWKHPLLGDIPPCEFIPIVEETPQVIPLGHWVLQESCRQLTIWHSFGYKDL
                     NISVNLSAKEFQQDHLIENISQILTDVKVDPKYVTLELTERIAMIDEKETLSRLKQLK
                     EYGIQTSIDDFGTGYSSLAYLSIFPIDTLKVPREFTQLADHRPEERAIVSTILSLANT
                     LNLSVVAEGIETEKQLKFLQRNNCKYMQGYYFSKPLTSQQFIKFLQKTPSMNQ"
     gene            complement(3910050..3910703)
                     /locus_tag="DJ46_4197"
     CDS             complement(3910050..3910703)
                     /locus_tag="DJ46_4197"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65966.1"
                     /translation="MIGDLKGEALDSLEGKWGLAVGATLLISILISAFSFSVDFIFSQ
                     FWDWKEVKNSLSVDVITILVIGPLTLGGYYLALHIIREKDARIGNIFRWFTGGSKFIK
                     SFLLYIVVNIYIFLWCLLFIIPGIIKSFSYAMTYFIINDHPEYSINQAITESRRMMDG
                     HKMEYFILCLSFIGWFILSCITLGIGFLWLIPYFYTTSAAFYEEIAEEYYEKEIPAL"
     gene            complement(3910751..3911542)
                     /locus_tag="DJ46_4198"
     CDS             complement(3910751..3911542)
                     /locus_tag="DJ46_4198"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63910.1"
                     /translation="MIGEMKREALHSLKGKWGLGVGSTILYHIVSYVVSMAVMLILLI
                     PGVIIVLLASISAGSIEEDVMAIGAAITFGIFYCLMIILSYAAYGITTYGHTNLFLQI
                     SKREDARVDYLFEGFRGFKRMMKTMWAMLAILLYTGTWVPMLGMIVFGLLGFLDENAN
                     PSFIIVFFILLAISFIVMAILYFSYSMTYYVMVEKPEYSVSQAMKESKNLMKGHKLDL
                     FLLWLSFIGWALLAILTLGIGFLWLSPYVSTTTAHFYRYISKDEL"
     gene            complement(3911664..3912065)
                     /gene="atpC"
                     /locus_tag="DJ46_4199"
     CDS             complement(3911664..3912065)
                     /gene="atpC"
                     /locus_tag="DJ46_4199"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_epsi: ATP synthase F1, epsilon subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, epsilon subunit"
                     /protein_id="AIK63873.1"
                     /translation="MKTFPVSIVTPDGPVYEKEVEMVSVKAESGEMGILPGHIPTVAP
                     LKISAVRLKNGGHTDYVAVSGGFIEVRPDKVTVLSSSAEEANHIDIHRANEAKRRAEQ
                     RMQDKQAHVDFKRAEMALQRAVNRLNVSDMK"
     gene            complement(3912086..3913495)
                     /gene="atpD"
                     /locus_tag="DJ46_4200"
     CDS             complement(3912086..3913495)
                     /gene="atpD"
                     /locus_tag="DJ46_4200"
                     /EC_number="3.6.3.14"
                     /note="atpD: ATP synthase F1, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, beta subunit"
                     /protein_id="AIK64138.1"
                     /translation="MNKGRVTQIMGPVVDVKFDGGKLPEIYNALTVKQSNENGTSINL
                     TFEVALHLGDDTVRTVAMSSTDGLVRGTEVEDTGKAISVPVGDATLGRVFNVLGDAID
                     LDGEVPADVRRDPIHRQAPAFEELSTKVEILETGIKVVDLLAPYIKGGKIGLFGGAGV
                     GKTVLIQELINNIAQEHGGISVFAGVGERTREGNDLYHEMSDSGVIKKTAMVFGQMNE
                     PPGARQRVALTGLTMAEHFRDEQGQDVLLFIDNIFRFTQAGSEVSALLGRMPSAVGYQ
                     PTLATEMGQLQERITSTNKGSITSIQAVYVPADDYTDPAPATTFAHLDATTNLERRLT
                     QMGIYPAVDPLASTSRALSPEIVGEEHYEVARQVQQTLQRYKELQDIIAILGMDELSE
                     EDKLVVHRARRIQFFLSQNFHVAEQFTGQKGSYVPVKETVRGFKEILEGKYDDLPEDA
                     FRLVGGIEEVIENAKKMMA"
     gene            complement(3913615..3914475)
                     /gene="atpG"
                     /locus_tag="DJ46_4201"
     CDS             complement(3913615..3914475)
                     /gene="atpG"
                     /locus_tag="DJ46_4201"
                     /EC_number="3.6.3.14"
                     /note="ATPsyn_F1gamma: ATP synthase F1, gamma subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, gamma subunit"
                     /protein_id="AIK64498.1"
                     /translation="MASLRDIKAKINSTKKTSQITKAMEMVSASKLNRAEQNAKSFVP
                     YMEKIQEVVASIAQGSKGINHPMLNARPVKRTGYIVITSDRGLAGGYNSNVLRTVSNV
                     IRERHNMDSNQYSIIVLGRLGRDYLKRRGFNIIDEVVGLSDHPSFTDIKDLASRAIAM
                     FADGAYDELYIYYNHYVSKISQEVTENKILPLTDVASDKPTTAYEFEPSEEEILKVLL
                     PQYAESLVYGALLDGKASEHAARMTAMKSATDNAMEVIDSLTLSFNRARQAAITQEIT
                     EIVGGAAALE"
     gene            complement(3914811..3916319)
                     /gene="atpA"
                     /locus_tag="DJ46_4202"
     CDS             complement(3914811..3916319)
                     /gene="atpA"
                     /locus_tag="DJ46_4202"
                     /EC_number="3.6.3.14"
                     /note="atpA: ATP synthase F1, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, alpha subunit"
                     /protein_id="AIK61710.1"
                     /translation="MSIRAEEISALIKQQIENYQSEIEVSDVGTVIQVGDGIARAHGL
                     DNVMAGELVEFSNGVMGLAQNLEENNVGIIILGPYTEIREGDEVRRTGRIMQVPVGKE
                     LIGRVVNPLGQPVDGLGPINTTNTRPIESPAPGVMDRKSVHEPLQTGIKAIDALVPIG
                     RGQRELIIGDRQTGKTAVALDTIINQKDEDMICIYVAIGQKESTVRNVVETLRKHGAL
                     EYTIVVTASASQPAPLLYLAPYAGVTMGEEFMYNGKHVLVVYDDLSKQAAAYRELSLL
                     LRRPPGREAYPGDVFYLHSRLLERAAKLSDAKGGGSLTALPFIETQAGDVSAYIPTNV
                     ISITDGQIFLQSDLFFSGVRPAIDAGTSVSRVGGSAQIKAMSKVSGTLRLDLASYREL
                     EAFAQFGSDLDKATQAKLNRGARTVEVLKQGLHKPLRVEKQVIILYALTRGFLDDIPV
                     VDITRFEEEFHAWLDSNATDLLEEIRTTKKLADDDKFAAAINGFKKVFVASE"
     gene            complement(3916331..3916873)
                     /gene="atpH"
                     /locus_tag="DJ46_4203"
     CDS             complement(3916331..3916873)
                     /gene="atpH"
                     /locus_tag="DJ46_4203"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_delta: ATP synthase F1, delta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F1, delta subunit"
                     /protein_id="AIK64678.1"
                     /translation="MSNGIVAKRYAVALFKIAKEKHVLEMFEEELRLVQNVYEKNGEL
                     HSFLTQPNISKEQKKTFLANVFGSVSESILNTLYILIDNKRIDILSDIANEYVVLANE
                     ERNVADATVYSTRLLSEEEKLNIAEAFAKRTGKDAIRVKNVVDEDLLGGIKVRIGNRI
                     YDGSLQGKLARIQRELMKNR"
     gene            complement(3916870..3917376)
                     /gene="atpF"
                     /locus_tag="DJ46_4204"
     CDS             complement(3916870..3917376)
                     /gene="atpF"
                     /locus_tag="DJ46_4204"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_b: ATP synthase F0, B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F0, B subunit"
                     /protein_id="AIK61201.1"
                     /translation="MPTLLLGAAIPFGTIAYTLFIFLLLLVMLRKFAWGPLMGIMKER
                     EEHVANEIDAAERNNAEAKKLVEEQREMLKQSRVEAQELIERAKKQAVDQKDVIVAAA
                     KEEAESIKASAVQEIQREKEQAIAALQEQVASLSVQIASKVIEKELKEEDQVKLIRDY
                     IKEVGEAR"
     gene            complement(3917504..3917722)
                     /gene="atpE"
                     /locus_tag="DJ46_4205"
     CDS             complement(3917504..3917722)
                     /gene="atpE"
                     /locus_tag="DJ46_4205"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_c: ATP synthase F0, C subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F0, C subunit"
                     /protein_id="AIK66042.1"
                     /translation="MSLGVIAAAIAIGLSALGAGIGNGLIVSRTIEGVARQPELKGAL
                     QTIMFIGVALVEALPIIGVVIAFIVMNK"
     gene            complement(3917779..3918498)
                     /gene="atpB"
                     /locus_tag="DJ46_4206"
     CDS             complement(3917779..3918498)
                     /gene="atpB"
                     /locus_tag="DJ46_4206"
                     /EC_number="3.6.3.14"
                     /note="ATP_synt_6_or_A: ATP synthase F0, A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase F0, A subunit"
                     /protein_id="AIK64368.1"
                     /translation="MEHGKLVEFLGLTFDLSSVMMVTVAAVIVFLIAVIGTRSLALRP
                     TGMQNFMEWVFDFVKGIINSTMDWKTGGRFLTLGVTLIMFIIVSNFLGLPFMYSTVEA
                     GEHIAWWRSPTSDPAVTLTLAVMVVTLTHYYGIKMKGTKEYVKGYFQPMKFLFPLKVI
                     EEFANTLTLGLRLFGNIYAGEILLGLLAKLGGATFLGALGALVPMLAWMGFSVFVGSI
                     QAFIFVMLTMVYMAHKVSHDH"
     gene            complement(3918506..3918898)
                     /locus_tag="DJ46_4207"
     CDS             complement(3918506..3918898)
                     /locus_tag="DJ46_4207"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase I chain family protein"
                     /protein_id="AIK61824.1"
                     /translation="MIDVHGLVQRQKKYMYYLLALLVLGWGFTSYKDVFLGLIIGTIF
                     SFLSLRIIARRTDKLLDRVTNGENVKFKATAVSTYSRFATIGLLILFAAKYQELIAMW
                     GLGVGLLTGYLVMIIDFLYLEYKSREER"
     gene            complement(3918898..3919122)
                     /locus_tag="DJ46_4208"
     CDS             complement(3918898..3919122)
                     /locus_tag="DJ46_4208"
                     /codon_start=1
                     /transl_table=11
                     /product="F0F1-ATPase subunit family protein"
                     /protein_id="AIK66264.1"
                     /translation="MQKNDRSHIKAYALMSGILAQLVGSILVGIFGGQWIDNKVGTFP
                     LFLIIGLLLGLGTGVYAMIRLIRHYYSGEQ"
     gene            complement(3919634..3920263)
                     /gene="upp"
                     /locus_tag="DJ46_4209"
     CDS             complement(3919634..3920263)
                     /gene="upp"
                     /locus_tag="DJ46_4209"
                     /EC_number="2.4.2.9"
                     /note="upp: uracil phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="uracil phosphoribosyltransferase"
                     /protein_id="AIK63095.1"
                     /translation="MGKLYVFDHPLIQHKITYIRDKNTGTKDFRELVDEVASLMAFEI
                     TRDLPLKDIEIETPVSKATTKVIAGKKLGLIPILRAGLGMVDGILKLIPAAKVGHVGL
                     YRDPKTLQPVEYYVKLPTDVEERDFIVLDPMLATGGSAAEAINSLKKRGAKQIKLMCI
                     VAAPEGVKVVQEEHPDVDIYVAALDEKLNDHGYVVPGLGDAGDRLFGTK"
     gene            complement(3920535..3921776)
                     /locus_tag="DJ46_4210"
     CDS             complement(3920535..3921776)
                     /locus_tag="DJ46_4210"
                     /codon_start=1
                     /transl_table=11
                     /product="transferase"
                     /protein_id="AIK62477.1"
                     /translation="MDHLKRQDEKVFAAIEAELGRQRSKIELIASENFVSEAVMEAQG
                     SVLTNKYAEGYPGKRYYGGCEHVDVVEDIARDRVKEIFGAEHVNVQPHSGAQANMAVY
                     FTILEQGDTVLGMNLSHGGHLTHGSPVNFSGVQYNFVEYGVDAESHCINYDDVLAKAK
                     EHKPKLIVAGASAYPRVIDFKRFREIADEVGAYLMVDMAHIAGLVAAGLHPNPVPHAH
                     FVTTTTHKTLRGPRGGMILCEEQFAKQIDKSIFPGIQGGPLMHVIAAKAVAFGEALQD
                     DFKTYAQNIINNANRLAEGLQKEGLTLVSGGTDNHLILIDVRNLEITGKVAEHVLDEV
                     GITVNKNTIPFETASPFVTSGVRIGTAAVTSRGFGLEDMDEIASLIAYTLKNHENEAA
                     LEEARKRVEALTSKFPMYTDL"
     gene            complement(3921993..3922565)
                     /locus_tag="DJ46_4211"
     CDS             complement(3921993..3922565)
                     /locus_tag="DJ46_4211"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65999.1"
                     /translation="MTEIVKVREQLQISLSDFQEQASLQSGQIFVVGCSTSEVLGERI
                     GTSGTMEVAEAIFSELKQFQEQTGIELAFQCCEHLNRALVVERELAMKYQFEIVTVTP
                     VRSAGGALATYAYHNLKDPVVIEFIKADAGMDIGDTFIGMHLKHVAVPVRTSVKEIGS
                     AHVTMATTRGKLIGGARAVYAAKEETITCR"
     gene            complement(3922632..3923075)
                     /gene="rpiB"
                     /locus_tag="DJ46_4212"
     CDS             complement(3922632..3923075)
                     /gene="rpiB"
                     /locus_tag="DJ46_4212"
                     /EC_number="5.3.1.6"
                     /note="rpiB: ribose 5-phosphate isomerase B"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose 5-phosphate isomerase B"
                     /protein_id="AIK66431.1"
                     /translation="MKVVIASDHGGMNIRKELVSLLEELNIEYIDLGCECEAGSVDYP
                     DFAFPAAEMVANGEVDRGILVCGTGIGMSIAANKVNGIRCALVHDTFSARATREHNDT
                     NMLAMGERVIGAGLARDIAKIWLTTEFEGGRHENRVGKIKTYEAK"
     gene            complement(3923172..3923612)
                     /gene="ywlE"
                     /locus_tag="DJ46_4213"
     CDS             complement(3923172..3923612)
                     /gene="ywlE"
                     /locus_tag="DJ46_4213"
                     /EC_number="3.1.3.48"
                     /codon_start=1
                     /transl_table=11
                     /product="low molecular weight
                     protein-tyrosine-phosphatase ywlE"
                     /protein_id="AIK65331.1"
                     /translation="MKRVLFVCTGNTCRSPMAEALLRHHGEGKFEVQSAGVFAYPGSD
                     ASVHAKEALAEMGIAIDHTAQQINETLIDWADIIVTMTENHRQIVLGHYPGVEKKVDT
                     LYGVTEGISKDISDPFGGSLSIYKETLEEMEKLVQTLLKKHSEG"
     gene            complement(3923860..3924357)
                     /gene="crr"
                     /locus_tag="DJ46_4214"
     CDS             complement(3923860..3924357)
                     /gene="crr"
                     /locus_tag="DJ46_4214"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-specific phosphotransferase enzyme IIA
                     component"
                     /protein_id="AIK65963.1"
                     /translation="MFKKLFGLGSKTNEETIVAPLTGAVKNIEEVPDPVFAGRMMGDG
                     VAIDPTEGVVVSPVDGEIVQLFHTKHAIGIKAKNGTEILIHVGLETVKMEGEGFEAHV
                     SEGQAVKAGDKLISFDLELIREKAKSTITPIVITNTDAAESIKTTVGVTATKGSTEVM
                     KVTMK"
     gene            3924744..3925130
                     /locus_tag="DJ46_4215"
     CDS             3924744..3925130
                     /locus_tag="DJ46_4215"
                     /codon_start=1
                     /transl_table=11
                     /product="doxX family protein"
                     /protein_id="AIK63752.1"
                     /translation="MMDFGLLIIRLIIGITFMGHGAQKLFGWFGGYGLKGTGGWMESI
                     GLRPGVFMAFMAGATELLGGFLFASGIFTAIGSLFIVGTMLMAIFTVHGKNGYWVTQN
                     GYEYNLMLIAVAIGVALIGPGAYVLL"
     gene            3925290..3925901
                     /locus_tag="DJ46_4216"
     CDS             3925290..3925901
                     /locus_tag="DJ46_4216"
                     /codon_start=1
                     /transl_table=11
                     /product="flavin reductase like domain protein"
                     /protein_id="AIK61151.1"
                     /translation="MLSINPNEQTEKENYKLLTGSIIPRPVAFVTSVTKDGVLNGAPY
                     SYFNIVAANPPLISVSVQRKAGERKDTSRNAIEKGEFVVHISDESYVAAINETAANLP
                     SNESEIELAKLTPIESDVISVPGVKEANIRMECVLERAIPLGGTEDSPACDLLIGRVV
                     RFHVAEHLYENGRIHAEGLKPVSRLAGHNYAKLGEQFELVRPL"
     gene            complement(3926094..3926372)
                     /locus_tag="DJ46_4217"
     CDS             complement(3926094..3926372)
                     /locus_tag="DJ46_4217"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61442.1"
                     /translation="MTRLKQVFGVIISFFVFWFSMLGVQMFAEFLDIESLKFVAGKTE
                     AARAFYSPYPFLIVFLITLLSLYFFVIKLGKPKKEKFPNLEEKKEELQ"
     gene            complement(3926603..3927151)
                     /locus_tag="DJ46_4218"
     CDS             complement(3926603..3927151)
                     /locus_tag="DJ46_4218"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62975.1"
                     /translation="MTFEQLIPLIIMAFALGMDAFSVSLGMGMMALKIRQILYIGVTI
                     GIFHIIMPFIGMVLGRFLSEQYGDIAHFAGAILLIGLGFYIVYSSILENEETRTAPIG
                     ISLFVFAFGVSIDSFSVGLSLGIYGAQTIITILLFGFVSMLLAWIGLLIGRHAKGMLG
                     TYGEIVGGIILVGFGLYLLFPI"
     gene            complement(3927229..3928269)
                     /locus_tag="DJ46_4219"
     CDS             complement(3927229..3928269)
                     /locus_tag="DJ46_4219"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA threonylcarbamoyl adenosine modification
                     protein, Sua5/YciO/YrdC/YwlC family"
                     /protein_id="AIK64757.1"
                     /translation="MHTNMWVVDNVVERKKYYPQLQEAAKLLRENEAIAFPTETVYGL
                     GANAMNDEAIAKIFEAKGRPSDNPLIVHIGTKSQLDGIVKEIPPVAEKLMEHFWPGPL
                     TIILPRKEGISEKVTAGLHTVGVRMPDHPVALALIEEANVPVAAPSANRSGRPSPTLA
                     SHVYEDLNEKIAGIVDGGATGVGVESTVIDCTSAVPTILRPGGITKEQLEAVIGTVSL
                     DPALKDEKEKPKSPGMKYTHYAPKAPLSIVEGSREFIQRLVDEKKEEGFKVGVLTTEE
                     YHHIYNADVVLSCGVRSDLASVATKLYDVLRTFDASEVDVIFSESFPNEGIGNAIMNR
                     LTKAAGHHIITE"
     gene            complement(3928378..3928836)
                     /locus_tag="DJ46_4220"
     CDS             complement(3928378..3928836)
                     /locus_tag="DJ46_4220"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61815.1"
                     /translation="MKKVYFATKADVERLHSFFGQANKKDDKINELYAQFMILEEAEE
                     IRAVIGYEQSEENALIRSCLFTPNVDKQTFLYFFEMFLQYMKEKNIRQLYLLTNHPQS
                     ITIFQFFDFVTIEKENVPEGIRQLEHFCKNIKEPNAIILNCQLFTKLSTD"
     gene            complement(3928886..3929752)
                     /gene="spoIIR"
                     /locus_tag="DJ46_4221"
     CDS             complement(3928886..3929752)
                     /gene="spoIIR"
                     /locus_tag="DJ46_4221"
                     /note="spore_II_R: stage II sporulation protein R"
                     /codon_start=1
                     /transl_table=11
                     /product="stage II sporulation protein R"
                     /protein_id="AIK61742.1"
                     /translation="MKKQVIAYLLLLLIGAQLLVQFGYMKADAKGPSVIPKEAVRLRI
                     LANSDSDKDQALKRKVRDEVKAQIDGWVADLTSFEEARKVIQSHIPEIEKTVANTLKK
                     EGSKDSFQVKFSKNVKFPTKVYGNFIYPAGEYEAVLITIGEGEGANWWCVLFPPMCFL
                     DFSSGTAVRKEEHVVKAESPEEEQVKQIDDEEVVDTEEKKEDEVKEKKVVKQEVATKV
                     TASEKKVVKNETKVEEQPVSKEETKTVEKVEKPVEQKQEKQNEYVKVEEEEEEPEVKL
                     FIVEAFTSLFSK"
     gene            complement(3929865..3930716)
                     /gene="prmC"
                     /locus_tag="DJ46_4222"
     CDS             complement(3929865..3930716)
                     /gene="prmC"
                     /locus_tag="DJ46_4222"
                     /note="RF_mod_PrmC: protein-(glutamine-N5)
                     methyltransferase, release factor-specific"
                     /codon_start=1
                     /transl_table=11
                     /product="protein-(glutamine-N5) methyltransferase,
                     release factor-specific"
                     /protein_id="AIK63922.1"
                     /translation="MRVYEALKWASSFLQENGRDENAGEIVLCHVLKTNRTGLLMNMR
                     EEITAEQETSFTEFIHKHVEGIPIQYMIGHEMFYGRSFFVNEEVLIPRPETEELIVGV
                     LERIERHFGDEKLHVADIGTGSGAISITLALENKNLHVYTVDIAQESIEVAKENAKTL
                     GAEVTFYHGDLLSPFYETGQKLDVVVSNPPYIPEEDWRGLSPVVKEHEPKRALVGGED
                     GLDFYRRFMEELPNVLQKKAIVAFEIGVGQGEDVKGLLQQAFPHAHVEVVFDINGKDR
                     MVFAEIE"
     gene            complement(3930716..3931783)
                     /gene="prfA"
                     /locus_tag="DJ46_4223"
     CDS             complement(3930716..3931783)
                     /gene="prfA"
                     /locus_tag="DJ46_4223"
                     /note="prfA: peptide chain release factor 1"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide chain release factor 1"
                     /protein_id="AIK63928.1"
                     /translation="MLDRLQAVENRYEKLNELLSDPAIISDSNKLREYSKEQSDIQET
                     VEVYREYKDVREQLKDAKAMLEDKLDAEMREMVKEEVSELESQEKTLSERLKILLVPK
                     DPNDDKNVIVEVRGAAGGDEAALFAGDLYRMYSRYAEVQGWKTEIIEASYTELGGYKE
                     IIFMINGKGAFAKLKFENGAHRVQRVPETESGGRIHTSTATVAVLPEAEEVEIDIHEK
                     DVRVDTFASSGPGGQSVNTTMSAVRLTHLPTGVVVSCQDEKSQIKNKEKAMKVLRARV
                     YDKFRQEAQAEYDQNRKQAVGTGDRSERIRTYNFPQNRVTDHRIGLTIQKLDQILQGK
                     LDDFINALVMEDQAQRMEAAE"
     gene            complement(3932054..3932638)
                     /gene="tdk"
                     /locus_tag="DJ46_4224"
     CDS             complement(3932054..3932638)
                     /gene="tdk"
                     /locus_tag="DJ46_4224"
                     /EC_number="2.7.1.21"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidine kinase"
                     /protein_id="AIK61309.1"
                     /translation="MYLINQNGWIEVICGSMFSGKSEELIRRVRRTQFAKQHAIVFKP
                     CIDNRYSEEDVVSHNGLKVKAVPVSASKDIFKHITEEMDVIAIDEVQFFDGDIVEVVQ
                     VLANRGYRVIVAGLDQDFRGLPFGQVPQLMAIAEHVTKLQAVCSACGSPASRTQRLID
                     GEPAAFDDPIILVGASESYEPRCRHCHAVPTKQR"
     gene            complement(3932747..3932992)
                     /gene="rpmE"
                     /locus_tag="DJ46_4225"
     CDS             complement(3932747..3932992)
                     /gene="rpmE"
                     /locus_tag="DJ46_4225"
                     /note="L31: ribosomal protein L31"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L31"
                     /protein_id="AIK62492.1"
                     /translation="MKAGIHPDYKKVVFMDTNTGFKFLSGSTKGSNETVEWEDGNTYP
                     LLKVEISSDSHPFYTGRQKFATADGRVDRFNKKYGLK"
     gene            complement(3933396..3934667)
                     /gene="rho"
                     /locus_tag="DJ46_4226"
     CDS             complement(3933396..3934667)
                     /gene="rho"
                     /locus_tag="DJ46_4226"
                     /note="rho: transcription termination factor Rho"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription termination factor Rho"
                     /protein_id="AIK62541.1"
                     /translation="MNLSIAALENMKLKELYELAKEFKISYYSKLTKKELIFAILKAR
                     AEKEGFFFMEGVLEIIQSEGFGFLRPINYSPSSEDIYISASQIRRFDLRNGDKVSGKV
                     RPPKENERYFGLLQVEAVNGDDPESAKERVHFPALTPLYPDRQMKLETEPKKLPTRIM
                     DLIAPVGFGQRGLIVAPPKAGKTSLLKEIAHSVTTNHPEAELIVLLIDERPEEVTDIE
                     RSVKGDFVSSTFDEVPENHIKVAELVLERAMRLVEHKKDVIILMDSITRLARAYNLVI
                     PPSGRTLSGGIDPAAFHRPKRFFGAARNIEEGGSLTILATALVDTGSRMDDVIYEEFK
                     GTGNMELHLDRSLAERRIFPAIDIRRSGTRKEDLLIPKEHLDKLWGIRKTMRDTPDFV
                     ESFLRKLRQTKTNEEFLQNIVADSKRYVTTK"
     gene            complement(3935010..3935975)
                     /gene="glpX"
                     /locus_tag="DJ46_4227"
     CDS             complement(3935010..3935975)
                     /gene="glpX"
                     /locus_tag="DJ46_4227"
                     /EC_number="3.1.3.11"
                     /note="glpX: fructose-1,6-bisphosphatase, class II"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-1,6-bisphosphatase, class II"
                     /protein_id="AIK61230.1"
                     /translation="MERSLSMELVRVTEAAALSSARWMGRGKKDEADGAATSAMRDVF
                     DTIPMKGTVVIGEGEMDEAPMLYIGEKLGTGYGPRVDVAVDPLEGTNIVAAGGWNALA
                     VIAIADHGNLLHAPDMYMDKIAVGPEAVGAVDIDAPIIDNLRAVAKAKNKDIEDVVAT
                     VLNRPRHQAIIEEIRKAGARIKLINDGDVAGAINTAFDRTGVDILFGSGGAPEGVLAA
                     VALKCLGGEIHGKLLPQNEAELARCKKMGIEDINRILRMEDLVKGDDAIFAATGVTDG
                     ELLRGVQFKGSVGTTQSLVMRAKSGTVRFVDGRHSLNKKPNLVIK"
     gene            complement(3936093..3937382)
                     /gene="murA"
                     /locus_tag="DJ46_4228"
     CDS             complement(3936093..3937382)
                     /gene="murA"
                     /locus_tag="DJ46_4228"
                     /EC_number="2.5.1.7"
                     /note="murA: UDP-N-acetylglucosamine
                     1-carboxyvinyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine
                     1-carboxyvinyltransferase"
                     /protein_id="AIK66317.1"
                     /translation="MEKLLIEGGRALNGTIRVSGAKNSAVALIPATILADTPVTIGGV
                     PNISDVKMLGDLLEEIGGRVTYGQEEEMVVDPSNMVAMPLPNGKVKKLRASYYLMGAM
                     LGRFKKAVIGLPGGCHLGPRPIDQHIKGFEALGAHVTNEQGAIYLRADELRGARIYLD
                     VVSVGATINIMLAAVRAKGRTVIENAAKEPEIIDVATLLTSMGARIKGAGTDVIRIDG
                     VDSLHGCHHTIIPDRIEAGTYMILGAASGGEVTVDNVIPQHLESVTAKLREAGVQVET
                     NDDQITVNGDRRLKVVDIKTLVYPGFPTDLQQPFTTLLTKAHGTGVVTDTIYGARFKH
                     IDELRRMNAQIKVEGRSAIVTGPVLLQGAKVKASDLRAGAALVIAGLMADGITEVTGL
                     EHIDRGYENIVDKLKGLGANIWREQMTKQEIEEMKNA"
     gene            complement(3937714..3938571)
                     /gene="fba"
                     /locus_tag="DJ46_4229"
     CDS             complement(3937714..3938571)
                     /gene="fba"
                     /locus_tag="DJ46_4229"
                     /EC_number="4.1.2.13"
                     /note="fruc_bis_ald_: fructose-1,6-bisphosphate aldolase,
                     class II"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-1,6-bisphosphate aldolase, class II"
                     /protein_id="AIK66316.1"
                     /translation="MPLVSMKEMLNKALEGKYAVGQFNMNNLEWTQAILAAAEEEKSP
                     VILGVSEGAARHMTGFKTVVAMVKALIEEMNITVPVAIHLDHGSSFEKCKEAIDAGFT
                     SVMIDASHHPFEENVETTKKVVEYAHARNVSVEAELGTVGGQEDDVIAEGVIYADPAE
                     CKHLVEATGIDCLAPALGSVHGPYKGEPNLGFAEMEQVRDFTGVPLVLHGGTGIPTAD
                     IEKAISLGTSKINVNTENQIEFTKAVREVLNKDQEVYDPRKFIGPGRDAIKATVIGKI
                     REFGSNGKA"
     gene            complement(3938782..3939150)
                     /gene="spo0F"
                     /locus_tag="DJ46_4230"
     CDS             complement(3938782..3939150)
                     /gene="spo0F"
                     /locus_tag="DJ46_4230"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation initiation phosphotransferase F"
                     /protein_id="AIK63557.1"
                     /translation="MEGKILIVDDQYGIRVLLHEVFQKEGYQTFQAANGFQALDIVKK
                     DNPDLVVLDMKIPGMDGIEILKHVKEIDESIKVILMTAYGELDMIQEAKDLGALMHFA
                     KPFDIDEIRQAVRNELAVEA"
     gene            3939352..3939876
                     /locus_tag="DJ46_4231"
     CDS             3939352..3939876
                     /locus_tag="DJ46_4231"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64114.1"
                     /translation="MLKIFSTQLSGYFSRVSQKEEMNIEDSARLLAQALVGEGFIYLH
                     GTNEMDGIVAEALFGAEPMKQAKRLFENGKEVEVTSADRVLLISRFSTDEEVVAIAKK
                     LQADGHSIVGISAIQEGTESLEQYTDVHIDTKLLKGLIPDDEGNRYGFPSLMIALFAY
                     HGIKFTIDEMLNEY"
     gene            complement(3939908..3941515)
                     /gene="pyrG"
                     /locus_tag="DJ46_4232"
     CDS             complement(3939908..3941515)
                     /gene="pyrG"
                     /locus_tag="DJ46_4232"
                     /EC_number="6.3.4.2"
                     /note="pyrG: CTP synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="CTP synthase"
                     /protein_id="AIK64723.1"
                     /translation="MTKYIFVTGGVVSSLGKGITAASLGRLLKNRGLNVTIQKFDPYI
                     NVDPGTMSPYQHGEVFVTDDGAETDLDLGHYERFIDINLNKYSNVTTGKIYSSVLQKE
                     RRGEYLGGTVQVIPHITNEIKERVYRSGRETNADVVITEIGGTVGDIESLPFLEAIRQ
                     IKSDIGRDNVMYIHCTLIPYLKAAGEMKTKPTQHSVKELRSLGIQPNIIVVRTEMPVS
                     QDMKDKLALFCDIDTKAVIEARDADTLYAVPLSLQEQNMDQIVCDHLKLDNPAADMTE
                     WTALVEKVRNLSKKTKIALVGKYVELQDAYISVVEALRHAGYSFDTDVEVKWVNAEHV
                     TAENVQELVGDTDGILVPGGFGDRGVEGKIVAIQYARENKVPFLGICLGMQLASIEFA
                     RNVLGLEGANSSEINPDTPYAIIDLLPEQKDVEDLGGTLRLGLYPCKLSEETNAYNAY
                     NEPVVYERHRHRYEFNNQFRPDMEKAGFVFSGTSPDGRLVEIIELKDHPWFVAAQFHP
                     ELVSRPNRPQPLFHDFVKASLTNKESK"
     gene            complement(3941773..3942300)
                     /gene="rpoE"
                     /locus_tag="DJ46_4233"
     CDS             complement(3941773..3942300)
                     /gene="rpoE"
                     /locus_tag="DJ46_4233"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase subunit delta"
                     /protein_id="AIK63612.1"
                     /translation="MDFKQYSPEELKECSMIEVVHSVLGDKRQATTFNELVQEIAQVL
                     GLSQEQVNAKIAQFYTDLNIDGRFINLGENRWGLRSWYPYEQIDEEILPQPKPKKKRK
                     VEDDGFDDYIEEDEDFDDADVTEDEDDDVEDLDKVLEDEDGDDDDLDDLDEDEDDFAE
                     EELEYDETEEEEEEL"
     gene            complement(3942455..3943084)
                     /locus_tag="DJ46_4234"
     CDS             complement(3942455..3943084)
                     /locus_tag="DJ46_4234"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK63654.1"
                     /translation="MVKHNVHASVKDEKLVALRREQMIKGAVQLFKQKGFPRTTTREI
                     AKAAGFSIGTLYEYIRTKDDVLYLVCDSIYEHVKERLEEVVCTEKGSVESLKIAITNY
                     FKVMDELQEEVLIMYQEVRFLPKESLPYVLEKEFQMVGMFENILEQCTENGTFTLNKK
                     EIQLLAHNIFIQGQMWGFRRWALQKLYTLEEYTEMQIRYVLQGAHMLPK"
     gene            complement(3943149..3944288)
                     /locus_tag="DJ46_4235"
     CDS             complement(3943149..3944288)
                     /locus_tag="DJ46_4235"
                     /note="acyl-CoA dehydrogenase, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63630.1"
                     /translation="MHFKLSEEHEMIRKMVRDFAKNEVAPTAAERDEEERFDRAIFDQ
                     MAELGLTGIPWPEEYGGIGSDYLAYVIAIEELSRVCASTGVTLSAHTSLAGWPIFKFG
                     TEEQKQTFLRPMAEGKKIGAYGLTEPGSGSDAGGMKTIAKRDGDHYVLNGSKIFITNG
                     GIADIYVVFALTDPESKQRGTSAFIVESDTPGFSVGKKESKLGIRSSPTTEIMFEDCR
                     IPVENLLGEEGQGFKIAMQTLDGGRNGIAAQAVGIAQGALDASVAYARERYQFGKPIA
                     AQQGIGFKLADMATDVEAARLLTYQAAWLESEGLPYGKESAMSKVFAGDAAMKVTTEA
                     VQVFGGYGYTKDYPVERYMRDAKITQIYEGTQEIQRLVISRMLTK"
     gene            complement(3944310..3945440)
                     /locus_tag="DJ46_4236"
     CDS             complement(3944310..3945440)
                     /locus_tag="DJ46_4236"
                     /note="acyl-CoA dehydrogenase, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61111.1"
                     /translation="MNFRFNEEQQMMRKMVRDFAQKEIAPFVPSMEQGVFPTEILQKM
                     GELGLMGIPAPAKYGGSEMDFISYILAIEEISKVSATVGVILAVHTSVGMNPILYFGT
                     EEQKEKYVSKLATGEYLGAFALTEPNAGSDAGSLKSRAVKKGDHYIINGSKVFITNGG
                     EASTYIVFASTNPEAGKSGISAFIVEKDTPGLIIGKDEHKMGLLGSRTVQLTFEDMKV
                     PAENLLGEEGQGFKVAMANLDVGRIGIGAQALGIAEAALACAIDYAKEREQFGKPIAE
                     QQGIGFKLADMATSVEAARLLVYRAASLRAQGLPCGKEASIAKLFASKTAVEVAIEAV
                     QVFGGYGYTKDYPVERFFRDAKITQIYEGTSEIQKLVISRAL"
     gene            complement(3945514..3946365)
                     /locus_tag="DJ46_4237"
     CDS             complement(3945514..3946365)
                     /locus_tag="DJ46_4237"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxyacyl-CoA dehydrogenase, NAD binding
                     domain protein"
                     /protein_id="AIK64042.1"
                     /translation="MGVQKIVVIGAGQMGSGIAQVCAMAGYDVKVQDLKQEQLDRGLA
                     ITTKNLARQVEKGRMKEEEKEATLNRLTVTLDLDCVKEADLIIEAAVEKMDIKKKIFA
                     NLDEIAPEHAILATNTSSLPITEIAAVTKRPEKVIGMHFMNPVPVMKLVEIIRGLATD
                     DAVYETIEDITKKIGKVPVEVNDFPGFVSNRILLPMINEAIYTLYEGVATKEAIDEVM
                     KLGMNHPMGPLTLADFIGLDTCLYIMEVLHEGLGDSKYRPCPLLRKYVNAGWLGRKTG
                     RGFYVYE"
     gene            complement(3946415..3947596)
                     /locus_tag="DJ46_4238"
     CDS             complement(3946415..3947596)
                     /locus_tag="DJ46_4238"
                     /note="acCoA-C-Actrans: acetyl-CoA C-acetyltransferase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-CoA C-acetyltransferase family protein"
                     /protein_id="AIK62445.1"
                     /translation="MSKTVILSAARTPVGKFGGSLKDVKATELGGIAIKAALERANVS
                     ASDVEEVIFGTVIQGGQGQIPSRQAARAAGIPWEVQTETVNKVCASGLRAVTLADQII
                     RTGDQSLIVAGGMESMSNSPYILRGARWGYRMGNNEVIDLNVADGLTCAFSGIHMGVY
                     GGEVAKEDGISREAQDEWAYRSHQRAVSAHKEGRFEEEIVPVTIPQRKGDPIVVAKDE
                     APREDTTIEKLAKLKPVFDKTATVTAGNAPGLNDGGAALVLMSEDRAKQEGRKPLATI
                     LAHTAIAVESKDFPRTPGYAINALLEKTGKKIEDIDLFEINEAFAAVAIASTEIAGID
                     PEKLNVNGGAVAMGHPIGASGARIIVTLIHALKQRGGGIGIASICSGGGQGDAVMIEV
                     H"
     gene            complement(3947707..3949818)
                     /locus_tag="DJ46_4239"
     CDS             complement(3947707..3949818)
                     /locus_tag="DJ46_4239"
                     /codon_start=1
                     /transl_table=11
                     /product="4Fe-4S dicluster domain protein"
                     /protein_id="AIK66374.1"
                     /translation="MNSLLIINWLAAIAVIAYAGYLFVYLIRTRMAYIQLGKKIEFDR
                     RFKERWDLLKVNVFGQKKLLKDKKSGIIHVMFFYGFILVQFGAIDFVWKGLAPGSHLP
                     LGPLYPAFTFFQEIVTLVILIAVFWAYHRRYVEKLVRLKRNFKSGLVLIFIGGLMISV
                     LLGNGMGIIWHGEELSWSEPIASAIAYVFSGINETAAISVFYFSWWVHLLILLTFLVY
                     VPQSKHAHLIAGPANVFFGRLSNPGKLEKIDFEDETQETFGVGKIEDFRQNQLIDLYA
                     CVECGRCTNMCPATGTGKMLSPMDLILKLRDHLTDKGAAVTSKAPWVPVVAFNNTQGN
                     QLAMMAAGKGQQESAAATLAYDPSLIGDVITEEEIWACTTCRNCEDQCPVMNEHVDKI
                     IDLRRYLVLTEGKMDAEAQRAMTNIERQGNPWGLNRKERETWRQGDDEVTVPTVKEKS
                     KAGEEFEYLFWVGSMGSYDNRSQKIVISFAKLMNEAGISFAILGNKEKNSGDTPRRLG
                     NEFVFQEMATKNIEEFEKAGVKKIVTIDPHAYNTFKNEYPDFGLQAEVYHHTELLAQW
                     VKEGRLKPVHAIEETVTYHDSCYLGRYNEVYEAPRDILKAIPGVNLVEMARNRETGMC
                     CGAGGGLMWMEETTGSRINVARTEQALAVQPSIIGTGCPYCLTMISDGTKAKEVEEKV
                     QTLDVTEILERSVIGQKKEAM"
     gene            3950125..3951318
                     /gene="cls"
                     /locus_tag="DJ46_4240"
     CDS             3950125..3951318
                     /gene="cls"
                     /locus_tag="DJ46_4240"
                     /note="bac_cardiolipin: cardiolipin synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="cardiolipin synthase"
                     /protein_id="AIK62404.1"
                     /translation="MFFLPLLLIGIALWIIIDLSYGRIVHLRRVRSRSFPLRQSDFHL
                     YTYGKDLYDTLFTDIKQAKHHVHVLFFIVKNDKISREFLKLLIDKAKEGIEVRLLLDR
                     LGSHHLSNEAIRSLQKHGVSFSFCHKVKFPFPFFSANQRNHRKITVIDGKIGYIGGFN
                     IGEEYLGHNERLGLWRDYHLRLTGEGVQDLQKQFLHDWFDDTNQNLLVASLYFPKQQP
                     GTIQHQFIPTDGAYLQHTFLHLIEGAKKELFIGTPYFIPGRKIMNALLEARKRGVQIT
                     ILVPEKADHALVREAKFPYCRKLIQAGCNIYAFQQGFFHAKVIIVDDYICDIGTANFD
                     MRSLYINHEINCLLYDKHFIQTVRNKFHKDLGNASLLSFKDVSPHSLIDRGKEWIGTI
                     LAFFL"
     gene            3951351..3952304
                     /gene="uvdE"
                     /locus_tag="DJ46_4241"
     CDS             3951351..3952304
                     /gene="uvdE"
                     /locus_tag="DJ46_4241"
                     /note="uvde: UV damage endonuclease UvdE"
                     /codon_start=1
                     /transl_table=11
                     /product="UV damage endonuclease UvdE"
                     /protein_id="AIK61302.1"
                     /translation="MIMRFGYVSHAMALWDCSPAKTITFTSFQKLSKQEREDKLYDVT
                     KQNLEHTIRILHYNIAHEIPLYRLSSSIVPLATHPEVEFDYIGAFTPLWRKIGALIKE
                     HNLRISFHPNQFTLFTSDKPHITTNAITDMTYHYKVLDAIGIADSSYINIHVGGAYGN
                     KEKAIERFHENIKKLPAHIKKQMTLENDDKTYTTAETLSICQKEKIPFVFDYHHHMAN
                     LCEEPLEELLPAIFETWSHTNIVPKVHISSPKSKKEFRAHAEYIDLEFIKPFLHVAKK
                     INHNFDIMIESKQKDLAMLQFIQELSSIRGIKRISSSTLQW"
     gene            3952432..3955110
                     /locus_tag="DJ46_4242"
     CDS             3952432..3955110
                     /locus_tag="DJ46_4242"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK64153.1"
                     /translation="MINQKKYVHFVTMYIIIFSLWIFLIPKDLNIKEIGILFLFCFAT
                     LFSCYCLYKAIKKMKRGDKLFWVLVLCTCLCGLTMEITLFLHSLSIYDQVIFSYKALP
                     FFIVQYILLFSGFAIKFIKHYSIRGLAQFSFDSIFIVIMNIYFTLTFILDISSFRMLT
                     TDTWVLIGYFIAQSLVIYAVISLYRREEYSSSRISLIIGFTIILVYGYIHLFQLNAGI
                     KPSSEVSYLIHTASILLIGLSSILYILDKPIQHETKTKYYRFDYVRFILPYFSIIITF
                     SFIIFQPWDDKFMLIGLVLSLILLFLRQLYMWKDNQALIDTYEQLTTQLEGKVEEGAS
                     ALSKSEQRYKSLFEDHPDAVFSLNMYGIFQQSNTACESLFTAYYCEVESYSLLHFIDP
                     KDHDLLQKALQLTKEGSPQTLEVRTKEKEGYYYYLHITLIPTFINKEVVGMFGIARDI
                     TTLYEKQKQVEHLAFHDALTGLPNRRKFEKDLKNILNTAQASANDVAVMFLDLDRFKK
                     INDRLGHGIGDLLLIEVAKRLRGCLRSKDVVARQGGDEFTILLPDMYSEKSAAFIAEQ
                     ILNILNKPFFIKDEELSITPSIGIAMYPDCGTDVTELMKNADMAMYRAKANGKNRFVF
                     FSKEMSIAQNESNFLEGELSKALQQNEFFLEYQPQVGTKTKQIIGFEALIRWKHPKLG
                     IVSPAQFIPLAEETGFIIELGNWILRTACLEAKRWHNQGFSHLKVGVNLSVVQFNHAD
                     LIPTISKVLEETELKPEALDIEITESIAINQNQSVVAKLEQLQNLGIQISIDDFGTGY
                     SSLAYLTKYPINTLKIAREFICGITTSPLEEAIISSIITLSKELNLEVIAEGVETEEQ
                     WKFLYEQNCDHIQGFFISKPVSSKDVWRLLHKKTTV"
     gene            complement(3955129..3955275)
                     /locus_tag="DJ46_4243"
     CDS             complement(3955129..3955275)
                     /locus_tag="DJ46_4243"
                     /codon_start=1
                     /transl_table=11
                     /product="PapR family protein"
                     /protein_id="AIK61502.1"
                     /translation="MKKLLIGSLLTLAMAWGISLGDTALEKNQVISHNDQEVQLASDV
                     PFEY"
     gene            complement(3955365..3955529)
                     /locus_tag="DJ46_4244"
     CDS             complement(3955365..3955529)
                     /locus_tag="DJ46_4244"
                     /codon_start=1
                     /transl_table=11
                     /product="putative plcR protein"
                     /protein_id="AIK62512.1"
                     /translation="MTLIGQLYYRKVECLEKLECDRAEIEDAYEKAYFFFDILGNHTL
                     KESIIKRMKK"
     gene            complement(3955581..3956222)
                     /locus_tag="DJ46_4245"
     CDS             complement(3955581..3956222)
                     /locus_tag="DJ46_4245"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK64417.1"
                     /translation="MHAEKLGSEIKKIRVMRGLTQKQLSENICHQSEVSRIESGAVYP
                     SMDILQGIAAKLQVPIIHFYEVLIYSDIERNKQLKDRIIMLCKQKKYKEIYNKVWNEL
                     KKEEYHPELQQFLQWQYHVAAYILKKIDYEYCILELKKLLNQQLAGIDVYQNLYIENA
                     IANIYAENGHFKKSIELYENILKQLEVLHDNKEFDVKVRHNHAKALYLDNQYE"
     gene            complement(3956938..3957540)
                     /locus_tag="DJ46_4246"
     CDS             complement(3956938..3957540)
                     /locus_tag="DJ46_4246"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AIK65240.1"
                     /translation="MIRIIIAEDQRMLRGALGALLDLEDDIEVIGQAANGEEALKLIE
                     SLKPDVSIMDIEMPIQSGLDVAETLKKEKSACKVMILTTFARPGYFERAMKAGVHGYL
                     LKDSPSEDLAASIRNVMKGKREISQDLMFGLWQEQNPLSDREKEVLLLAKEGKTANEI
                     AKALYLSPGTVRNYISEVLTKLDAKNRIEAITIAEEKGWI"
     gene            complement(3957537..3958667)
                     /locus_tag="DJ46_4247"
     CDS             complement(3957537..3958667)
                     /locus_tag="DJ46_4247"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase family protein"
                     /protein_id="AIK62962.1"
                     /translation="MIEKKRIEIFPKHMGFFPYMWFVYLLFPIYHLVQASGWKLIIGS
                     GMLIIFIITYRQLYFVQRTFIFLACIQMILIFLFALFYNPFMIFFGFFTASAMGFAPS
                     KKVFRVLLCLLVIMLGAFVFVNMNQLTPTSLVNIVPMFILMILTPFGMRNFNQKKMLR
                     NQLNEANEQIKDLVKREERQRIARDLHDTLGHTLSLITLKSQLVEKLIVKNPERASTE
                     AKEITQTSRTALKQLRELISDMRMITVEEELEQIKAILQAANIRLEIKQETSASSLSP
                     IEQNILGMCLREAVTNVVKHSKATRCTVSVLESQGELILTVEDNGIGLADQNHDGNGI
                     RGMKERIALIDGSVELDMINPGTLLTVKVPVVIRTGKDGVRA"
     gene            complement(3958668..3959402)
                     /locus_tag="DJ46_4248"
     CDS             complement(3958668..3959402)
                     /locus_tag="DJ46_4248"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 type transporter family protein"
                     /protein_id="AIK61957.1"
                     /translation="MRALWMQCKIEVLRTFRNKLFIFFSLLMPVMFYYIFTNVVQVPQ
                     NGDAWKAHYLISMATFSIVGTALFSFGVRISQEKGQGWTHLLKITPLPEGAYLTAKII
                     AQTVVNAFSILVIFIAGVLINHVELTVGQWIGAGLWLLLGVTPFLALGTVIGSIKKAD
                     AAAGLANILNMSLAVIGGLWMPIEVFPKILRTIGEWTPTYHFGSGAWDIVAGKSIGWE
                     NIAVLGGYFLIFVVISIYIRKRQEAV"
     gene            complement(3959399..3960301)
                     /locus_tag="DJ46_4249"
     CDS             complement(3959399..3960301)
                     /locus_tag="DJ46_4249"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK63609.1"
                     /translation="MEKIIEVNSVSKTFKHKKAVNNVSFHVNKGEIVALLGPNGAGKT
                     TTMSMMLGLKDPTEGTVSIFGKNPKHRDVRNSLGAMLQEVSVIDSITVEEAIELFRSY
                     YTNPVAKETLLQLSNLELERKQRCEKLSGGQKRRLNFALALAGNPDLLFLDEPTVGMD
                     ITSRRTFWETIRKLVSEGKTIILTTHYLEEADALADRILLFANGKIIADGTPDEMKAT
                     ISRKTISFYSKESIPAKLLKELPNVTEVQAKEGHFTLTTEDTDATLKAIYQKNLPVTD
                     VSVERGSLDEAFEQFVANQKEEIA"
     gene            3960507..3961253
                     /gene="map"
                     /locus_tag="DJ46_4250"
     CDS             3960507..3961253
                     /gene="map"
                     /locus_tag="DJ46_4250"
                     /EC_number="3.4.11.18"
                     /note="met_pdase_I: methionine aminopeptidase, type I"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine aminopeptidase, type I"
                     /protein_id="AIK62482.1"
                     /translation="MIIRNEQDLEGLRKIGRIVALAREEMKKEAKPGMTTKELDLIGK
                     KVLDEHGAISAPEKEYDFPGVTCISVNEEVAHGIPGDRVLKEGDLVNVDVSAALDGYY
                     ADTGISFVLGEDEAKEKLCQAAVDAFWAAMKKVKAGSKQNQIGRAVSNFAHKNGYNVI
                     QNLTGHGIGLSLHEAPNHILSYFDPMDNALLKDGLVIAVEPFISMKADHIIERGDDGW
                     TFVTPDKSLVAQCEHTVVVTRGEPIILTEI"
     gene            3962080..3963915
                     /locus_tag="DJ46_4251"
     CDS             3962080..3963915
                     /locus_tag="DJ46_4251"
                     /codon_start=1
                     /transl_table=11
                     /product="collagen binding domain protein"
                     /protein_id="AIK65979.1"
                     /translation="MKKLFNICLIVFVLFSQFISFPYNQAKAETLKETSLFDTVEMKD
                     ATDQIIDEAKNPNNLIKIGSTIQVEYAWSIKDQQVVHANDTAVLQIPLALKVSKDLQG
                     DLVTDQKNIGQYFITAKDNKLKLIFNDQVENSKDAKGKIKIDTVFNPTLKTEEKSVQI
                     AFPLGTLVQPITVPIQVEDSKEDGTKQDTNKQVQDQVAKPTTDNPEQNPATKPATDNP
                     EQNSATKPATDNPEQNPATKPATDNPEQNPATKPATDNPEQNPATKPAADNPEQNLAS
                     DPAEITNSGPKQITTNILTGVKLTDKDGKPFTEDNRPSTDSPANIEFTWELLKSMNVK
                     SGDYYIFDLPKHFKIYNTINSPLYDSENNPIGNFTVTKDGKVTMTFNDYVEEHPDVVG
                     NLQLKTEFNKAEIKGTTTQEIPFPIKDKDVSITVDFKPNVQTATNKKGLPDRPINTNE
                     INWTVEMNKTKDTLKNAVFKDNIPQGTSLNKDSIKVYYLEVDVNGNATRGQEADPADY
                     KIISSDGSKLEIAFKDSIKKAYQIEYVTKITDENVKSFQNNVTITSDNQGQQKASSTV
                     TVSRGTHLNKTSKYDPKTQTIEWTITYNGDQRNIKKNRCTFKRYF"
     gene            3964781..3967126
                     /locus_tag="DJ46_4252"
     CDS             3964781..3967126
                     /locus_tag="DJ46_4252"
                     /codon_start=1
                     /transl_table=11
                     /product="collagen binding domain protein"
                     /protein_id="AIK61253.1"
                     /translation="MILNGSPDNARPGDAVPIEQYELEEPTDKNKNTLQVHFKQSINS
                     PYYIIFKTSLDGELIQNTYKNEAELKDGSKIVNTLKGDAQVNKGGSFVTKKAVQDDNY
                     INWSIAINESQSTIADAVVTDDPTDNQVLVEDSFHLYPTTVDYYGNVTKDTANELKQG
                     TDYKLTITTDNNTGKQHFEIAFLKKIDRAYILEYRSLINADDKEKVSNKAKIAGNQLT
                     VKNTETVETIEVRMSSGSGGGSATNGRGNLEIIKVDNDNKKVPLSGAEFTLYDRTGKT
                     VIRKITTDKDGIAKFNNLKRDKYLLKETKAPEGYVISWDLKQGKIVELGSQETTTYKL
                     ANKKFVGKVVLTKSDDLNKNVTLQGAVFTLLDKDKKIISEHEKLTTNDQGQITVDNLK
                     PGTYYLQETTAPEHYKLDSTPIQFTIKEDQTTVINRTATNSLIPGSAILTKVDKDGKT
                     LAGAEFSVRDRHNNVIRGYEKLTTNDQGQIEATNLRPGDYQFVEEKAPKDYDIDKTPI
                     EFTIVKSQKKAVTVTATNHLIKGGVTLTKTDDIDGTALAGAIFKIVDANDEKKVIREN
                     VKTGADGKVTVKDLEPGTYKFIETEAPKDYVLNANPIEFTIDKSQQSFATVTATNSLK
                     TGEVELLKVDEFGDKKPLKGAVFKIVDVNNNDVRTDLTTDADGKTKADKLRPGTYKFI
                     ETAAPEHYVLRAEPIEFTIDRSQKETLLVKAENALKPGDVELTKVDDIDGTALAGAVF
                     KIVDANDEKKVIRENVKTGADGKAIATGLRPGNYKFIEVLR"
     gene            3967230..3969704
                     /locus_tag="DJ46_4253"
     CDS             3967230..3969704
                     /locus_tag="DJ46_4253"
                     /note="LPXTG_anchor: LPXTG cell wall anchor domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LPXTG cell wall anchor domain protein"
                     /protein_id="AIK62530.1"
                     /translation="MNAADEKETLEGAVFKIVNRDTNEDARTNLVTNSEGKLVVDDLR
                     PGNYKLIETKAPTYYDVNVEPIEFTIEKGQQTLLPLTFKNSLTKGKVKLIKEDDVESS
                     IALAGAVFTLQDANGTEIAKDLKTDEHGVLVIPDLAPGDYQFIETAAPEHYKLDQTPI
                     KFTIERSQTKHVFVTATNSLTKGSVELIKVDDVEENTTLEGAVFKIVNKDGHDVRTDL
                     TTDKNGRLVVDELPPGDYEFIETKAPTHYDLNETPIKFTVKKGQEKIASVTATNSLTK
                     GAVELSKVDDIDGSTLKDAVFKIVDMNGNDVRTDLTTNKDGKISVSDLRPGDYQFVET
                     KAPTHYDLNQTPINFTVEKSQTATASVTAKNSLTKGAVELTKVDDIDGTTLEGAIFKI
                     VDQNGNDVRTDLTTDKDGKISVSDLRPGDYQFVETKAPTHYDLNQTPINFTVEKSQTA
                     TASVTATNSLTKGAVELTKVDDIDGATLEGAVFKIVDMNGNDVRTDLTTDKDGKISVS
                     DLRPGDYQFIETKAPKHYDLNQNPINFTVEKSQTATASVTATNSLTKGAVELMKVDDI
                     DGTTLEGAIFKIVDSNGHDVRADLTTDKDGKISVSDLRPGDYQFIETKAPTGYDLNAK
                     PIPFTITKGQSQVTSVTALNSLTTGSMELTKVDIDHNGTLEGAIFNILDQDGKVVREG
                     LKTDGHGKLIVNDLKPGNYQLVETKAPEGYQLDASPISFTIEKAQASPLQITVSNKKV
                     ESSSGGDNKPITPPNKEEKPGKETSEELENGNPKTQTNKQQDDRNTGKELPNTGHKND
                     STQTVGIILLLAGLLSVLATKRKKYY"
     gene            3970192..3971592
                     /locus_tag="DJ46_4254"
     CDS             3970192..3971592
                     /locus_tag="DJ46_4254"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M20/M25/M40 family protein"
                     /protein_id="AIK62842.1"
                     /translation="MKKSLKQKIVSSLLAVSLAVSLAPIGQANADSTSEIKQTSSITK
                     QVDASRAIEHIRFLSETIGPRPGGTKSEEWASRYVGMQLKSMGYEVEYQPFQVPDQYV
                     GFIESPLSTKRNWQTGAAPNALISTESVTAPLIFVQGGTKLEDIPNEVNGKIVLFERG
                     TTVADYNKQVENAVSKGAKGVLLYSLIGGRGNYGQTFNPRLTKKQSIPVFGLAYAQGN
                     AFKEEIAKKGTTILSLKARHESNLTSLNVIAKKKPKNSTGNEKAVVVSSHYDSVVGAP
                     GANDNASGTGLVLELARAFQNVETDKEIRFIAFGSEETGLLGSDYYVNSLSPKERDRI
                     LGVFNADMVATNYDKAKNLYAMMPNGSPNLVTDAALQAGKQLNNDLVLQGKFGSSDHV
                     PFAEVGIPAALFIWMGVDSWNPLIYHIEKVYHTPQDNVFENISPERMKMALEVIGTGV
                     YNTLQQSVTQTEQKAA"
     gene            3971741..3972115
                     /locus_tag="DJ46_4255"
     CDS             3971741..3972115
                     /locus_tag="DJ46_4255"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62610.1"
                     /translation="MKKMILAGALTLAGITGATAFITETKVAAATQEQKFTKFYSLQT
                     GGSSEQEPIFLQKGQELTIQPNSKTPSYSVYDSNHNLIGRYSDGYGRIFTAKTDGNMY
                     VQFHAPYVYYSPVSFSVTYTIQ"
     gene            complement(3972141..3972812)
                     /locus_tag="DJ46_4256"
     CDS             complement(3972141..3972812)
                     /locus_tag="DJ46_4256"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63722.1"
                     /translation="MKEFANQFVIFEVAGVTMFLAFIALLICVASWVYTDAKVHQMSK
                     GWSVLAVILPFFFGFLLYMVRRSKKKVEGEYKMNFVKKQKVTLVAILASTMFVLLSGF
                     TFAQTLDDAWRAGDIYLENEKQGETGYEAKFSSWDIAGKDIELQYDKDTEMTFSYETD
                     AKRGNLCFSLYERQGEGISELKEICESKKGTFTVTLKANEEYVLNISGLKVKDGFVKV
                     NWQEK"
     gene            complement(3972796..3973110)
                     /locus_tag="DJ46_4257"
     CDS             complement(3972796..3973110)
                     /locus_tag="DJ46_4257"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63092.1"
                     /translation="MKEDKFEQKIKSSLAEEIIPSEELIDNTKQGVRKAQKLEKRWMI
                     CIHVIWIVLLTVVIEQFVTHLDNKIPIIIAVVIMMHVYIPIYVVIQSFLKKEYKLHER
                     VR"
     gene            complement(3973097..3973624)
                     /locus_tag="DJ46_4258"
     CDS             complement(3973097..3973624)
                     /locus_tag="DJ46_4258"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK64642.1"
                     /translation="MEEKVEELIDIYKQQIYSLCYKLAKTKEDAEDIFQETWIKVFSS
                     RHQLSYVENYKKWITTICVRTFYDFYSKKKRWKDRVLDLFHKEDGGEIEFADDVNISE
                     EFIQKVEAEMIREVIQLLNEKYKTVLVLYYYEQYSYKEMSEILNIPIGTVKYRLNYAK
                     KQMREHLEGFVHEGR"
     gene            complement(3974021..3975691)
                     /gene="argS"
                     /locus_tag="DJ46_4259"
     CDS             complement(3974021..3975691)
                     /gene="argS"
                     /locus_tag="DJ46_4259"
                     /EC_number="6.1.1.19"
                     /note="argS: arginine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine--tRNA ligase"
                     /protein_id="AIK66029.1"
                     /translation="MNSLEQVKGLIKEEIQAAVLKAELATEEQIPNVVLESPKDKTNG
                     DFSTNMAMQLARVAKKAPRMIAEELVANFDKAKASTEKIEIAGPGFINFYMDNSYLTD
                     LIPTIVNAGEAYGETNTGKGEKVQVEFVSANPTGDLHLGHARGAAVGDTLCNLLAKAG
                     YDVSREYYINDAGNQIHNLALSVEARYMQALGLEKEMPEDGYHGADIIGIGKRLAEEF
                     GDRYAKADEKESYEFYREYGLKYELAKLQKDLESFRVKFDVWFSETSLYKNGKIDQAL
                     AVLKERDEIFEEDGATWFRSMTYGDDKNRVLIKNDGSYTYLTPDIAYHRDKLERGFDK
                     LINIWGADHHGYIPRMKAAIQALGYDKETLEVEIIQMVQLYQNGEKMKMSKRTGKAVT
                     LRELMEEVGVDAMRYFFAMRSGDSHLDFDMDLAVSKSNENPVYYAQYAHARVCSILRQ
                     GEELGLATGGDVNYKLVTSEKEVELLKKLGEFPAVVADAAQKRLPHRITNYAFELAAT
                     LHSFYNAEKVLNQDNLELSKARYELMKAVRTTLQNALAIVGVSAPEKM"
     gene            complement(3975691..3976128)
                     /locus_tag="DJ46_4260"
     CDS             complement(3975691..3976128)
                     /locus_tag="DJ46_4260"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63324.1"
                     /translation="MEKQLAGLPVHVHFVTEIREGARKETVAFEANGQYYVKGQGTYV
                     TFQEPNEQGEVKTIIKIQDEQVLIMRSGAVSMRQTHVKGEWTTGTYTSELGTFALQTK
                     TDNVLFKWSDEKKKGQLFLTYALLLSEQEAGRYTITINLKEAK"
     gene            3976331..3977317
                     /locus_tag="DJ46_4261"
     CDS             3976331..3977317
                     /locus_tag="DJ46_4261"
                     /codon_start=1
                     /transl_table=11
                     /product="LD-carboxypeptidase family protein"
                     /protein_id="AIK61855.1"
                     /translation="MLPTKLKKGDEIRVISPSCSLSIVSTENRRLAVKRLTELGFHVT
                     FSTHAEEIDRFASSSISSRVQDLHEAFRDPNVKAILTTLGGYNSNGLLKYLDYDLIRE
                     NPKFFCGYSDITALNNAIYTKTGLVTYSGPHFSSFGMEKGLEYTTDYFLQCLTSNKPI
                     EVLPSETWSDDSWYIDQENRKFIKNEGYVSIHEGEATGDIIGGNMSTLNLLQGTSYMP
                     NLKDKILFLEEDSLTGTSTLKTFDRYLHSLMQQQNFKHVKGIVIGKMQKGAECTIEDI
                     QEMIASKPELAHIPIIANASFGHTTPIFTFPIGGRATIISSKEKTSITILTH"
     gene            complement(3977343..3977705)
                     /locus_tag="DJ46_4262"
     CDS             complement(3977343..3977705)
                     /locus_tag="DJ46_4262"
                     /note="yxeA_fam: conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61692.1"
                     /translation="MKLVIKVLVVFAIILGGTAYYLNTKTEGVHAFVDNFFSNKEIQD
                     YYAVIDKGEKKDGEYLYTFKGYTEDGKLQVVKRMMNRELHTGAFIKIYAKGMQGKGWA
                     EIPKESIPQKALEKIEKR"
     gene            3977940..3978977
                     /locus_tag="DJ46_4263"
     CDS             3977940..3978977
                     /locus_tag="DJ46_4263"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase system, EIIC family protein"
                     /protein_id="AIK61728.1"
                     /translation="MAILQGLALLLVVLCLFTLFSYRAPYGMKAMGALANAAIASFLI
                     EAFHRYIGGEMFHNKFLQSVGEASGSMSGVAAAILVALAIGVSPVYAVLIGIATSGFG
                     ILPGFFAGYVCAFVVKFLEKKLPAGVEFLAILFIAAPISRGMAMLMDPLVNATLGKIG
                     SMISVATTESPIIMGIMLGGLITVISTSPLSSMALTAMLALTGLPMAIGSLAVAASAP
                     MNFIFFKRLKICSKKDTIAVAIEPLTQADVVSANPIPIYATNFVGGALAGIITSLFQL
                     VNNAPGTASPIPGLLVLFGFNDVVKVTIAAVLCGIVTTIVGYIGSILFRKYPIRSADE
                     IRGISSEEKVA"
     gene            complement(3979325..3980197)
                     /gene="speB"
                     /locus_tag="DJ46_4264"
     CDS             complement(3979325..3980197)
                     /gene="speB"
                     /locus_tag="DJ46_4264"
                     /EC_number="3.5.3.11"
                     /note="agmatinase: agmatinase"
                     /codon_start=1
                     /transl_table=11
                     /product="agmatinase"
                     /protein_id="AIK63840.1"
                     /translation="MRFDEAYSGKVFIKSHPSFEESEVVIYGMPMDWTVSYRPGSRFG
                     PARIREVSIGLEEYSPYLDRELEEVKYFDAGDIPLPFGNAQRSLDMIEEYVSKLLDAG
                     KFPLGLGGEHLVSWPIFKAMAKKYPDLAIIHMDAHTDLRESYEGEPLSHSTPIRKVCD
                     LIGPENVYSFGIRSGMKEEFEWAKEVGMNLYKFDVLEPLKEVLPKLEGRPVYVTIDID
                     VLDPAHAPGTGTLEAGGITSKELLDSIVAIANSNINVVGADLVEVAPVYDHSDQTPVA
                     ASKFVREMLLGWVK"
     gene            complement(3980415..3981242)
                     /gene="speE"
                     /locus_tag="DJ46_4265"
     CDS             complement(3980415..3981242)
                     /gene="speE"
                     /locus_tag="DJ46_4265"
                     /EC_number="2.5.1.16"
                     /note="speE: spermidine synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="spermidine synthase"
                     /protein_id="AIK61328.1"
                     /translation="MELWFTEKQTKHFGITARINRTLHTEQTEFQKLDMVETEEFGNM
                     LILDGMVMTTEKDEFVYHEMVAHVPLFTHPNPENVLVVGGGDGGVIREVLKHPSVKKA
                     TLVEIDGKVIEYSKQYLPSIAGALDNERVEVKVGDGFLHIAESENEYDVIMVDSTEPV
                     GPAVNLFTKGFYAGISKALKEDGIFVAQTDNPWFTPELITTVFKDVKEIFPITRLYTA
                     NIPTYPSGLWTFTIGSKKHDPLEVSEERFHEIETKYYTKELHNAAFALPKFVGDLIK"
     gene            complement(3981429..3982592)
                     /locus_tag="DJ46_4266"
     CDS             complement(3981429..3982592)
                     /locus_tag="DJ46_4266"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK62533.1"
                     /translation="MESKQKLGRLITVLATFLAFSGIGVVDPILPIIAEKIGASHWQV
                     EMLFTAYILTMAIMMLPAGIFASRFGDKRMMTIGLAIVTIFAFICGISQTIAQLSLFR
                     AGWGLGNAMFFATAMTLLIALSKEVHEAVGLYEAAIGLGMAGGPLLGGILGGHSWRYP
                     FFATSILIFLAFILVFFFVKEPERKVKRKAAGVGELLNLVKYKPFMQGAISGMLYYYG
                     FFVVLAYSPLIMHLSAIQLGFVFCGWGLALAYGSAILAHKLEGKYEPKALLKASLLVF
                     AIFLIALFFVKVMWLQIVLIVLSGLASGLNNALFTSYVMDISPYERSVTSGVYNFVRW
                     LGGAIAPILSGIIGHTVSPQSPFLVGGIVVLVGCIMILIPIRKPVEIETKALS"
     gene            complement(3982598..3983005)
                     /locus_tag="DJ46_4267"
     CDS             complement(3982598..3983005)
                     /locus_tag="DJ46_4267"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK65354.1"
                     /translation="MYKIDEVTKQVGLTKRTLRYYEEIGLIHPPERSEGNIRLYTDED
                     IARIKRIVEAKEVLGITLQEMQHFLSLKERMEQRRNSENPRDREVIQEIKEMLEKQVQ
                     TLDEKMEQMQRVKAELEDSLHRAVTFLENTKGE"
     gene            3983157..3983882
                     /locus_tag="DJ46_4268"
     CDS             3983157..3983882
                     /locus_tag="DJ46_4268"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AIK64204.1"
                     /translation="MSKPLIFAHRGVKGTHPENTMIAFQEAERIGAHGIELDVHLSKD
                     GELVVIHDETVDRTTNGIGLVSEKTVEELQALDAGSHKDASFHEAKIPTLREVFIWLS
                     TTNFQLNIELKTDVIHYPNIEEKAVALVREYHLSNQIVFSSFNHESVSLLAEIAPEIP
                     RAILYDTPLADPIAEAKTREATGLHPNFQLLTKEFVQLAQKQGYVFRPYTINEYKDLQ
                     TMLDYGVDVIITDWPARAFELLS"
     gene            3983982..3986033
                     /locus_tag="DJ46_4269"
     CDS             3983982..3986033
                     /locus_tag="DJ46_4269"
                     /note="PBP_1a_fam: penicillin-binding, 1A family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding, 1A family protein"
                     /protein_id="AIK61915.1"
                     /translation="MDQTMNPKLKKYKRLFFTVMFSSVLFFVFSFFVIIIVAKIMGPP
                     PVAVPQTSVFYANDDTVIGQSNQVQKRYNVSLNEISPYVKEATLSIEDQRFYKHHGFD
                     MKRIAGAIVADLKAMAKVQGASTITQQYARNLYLDHDKTWKRKLLEAMYTIRLEVNYN
                     KNHILEGYLNTIYYGHGAYGIEAASRLYFDKTAKELTLAEASMLAGIPKGPSVYSPFL
                     KEDRAKGRQSLILDEMVEQGYITKKQAASAKKEPLTFASLDTKKVAEVAPYFQDAVQA
                     SLLRDVGLDEQALQKGGLRIYTTLDPKLQSVAEQAVKDHIPDTTNIQTALVSMNPKTG
                     EVAALVGGTDYNTSQFNRATQGARQPGSTFKPFLYYAALERGFTPATRLKSEYTVFTL
                     GDGVSKYKPKNYKDYYADDFVTMAQALAVSDNVYAVKTNLFLGEDILTKTAKQFGIKS
                     ALKDVPSLALGTSPVKPIEMVNAYSMFANGGKEVKPTFIRRIMDHEGNILYDAHLESK
                     QVLDKNKAFVMEEMMTGMFNKKLSSYAAVTGQSMLSKLSRTYAGKSGSTETDSWMIGF
                     TPQIVTGVWVGYDQPKSISNVAEQGYAKRIWTDTMEKGLDGQPKKEFKRPSDVVAVDI
                     NPENGKIATKNCPISVKMYFAKGTEPTEYCMDHVDDKEEFEKTSEEKKKTSWWKKYLP
                     W"
     gene            complement(3986256..3986765)
                     /locus_tag="DJ46_4270"
     CDS             complement(3986256..3986765)
                     /locus_tag="DJ46_4270"
                     /codon_start=1
                     /transl_table=11
                     /product="ywhD family protein"
                     /protein_id="AIK64067.1"
                     /translation="MTEKKKKIGFNIVKNDSTDGHGGFGVGALSLENISPVFVDVLEK
                     TAFVDIGAMHARSTVEKGIKFLTNKDEVPNGKPFWLVWVTIERTATGAYYAGVTACEM
                     TVDREIRRGYKSLPEHVNKMDKSLKRHIMVDHMDESSKKVLGTFLKEHNEAIWNESSE
                     ELRRALLSE"
     gene            complement(3986791..3987465)
                     /locus_tag="DJ46_4271"
     CDS             complement(3986791..3987465)
                     /locus_tag="DJ46_4271"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M50 family protein"
                     /protein_id="AIK64177.1"
                     /translation="MDQLFRYPLHQIPLVAMAIIIALSVHEFAHAYVAYKFGDDTAKR
                     QGRLTLSPMAHLDPIGMIAVLILGFGWARPVPVNPYNFKRPRLAGILVSIAGPISNLI
                     LSAIGLIIWYSLLTFGVLDSIPFAVADTLAQFFQIFIMLNIVLLVFNLLPIPPLDGYR
                     VVEDLAPTNIRAKMTQYEKYGAIALLILVITPLSNYTIQPIFNVVIPYVFAFLNSIIA
                     PIFGLL"
     gene            3987577..3987762
                     /locus_tag="DJ46_4272"
     CDS             3987577..3987762
                     /locus_tag="DJ46_4272"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tautomerase ywhB"
                     /protein_id="AIK65728.1"
                     /translation="MPYVTVKMLEGRTEEQKKALAEKVTAAVSETTGAPEENIVVFIE
                     EMSKNHYAVGGKRLSDK"
     gene            complement(3987802..3989106)
                     /locus_tag="DJ46_4273"
     CDS             complement(3987802..3989106)
                     /locus_tag="DJ46_4273"
                     /codon_start=1
                     /transl_table=11
                     /product="HD domain protein"
                     /protein_id="AIK62206.1"
                     /translation="MVYLNDKLSETKVFKDPVHKYVHVRDRVIWDLIGTKEFQRLRRI
                     KQLGTTFFTFHGAEHSRFTHSLGVYEIIRRMIDDVFDGRPNWNAEDRLLCLCAALLHD
                     VGHGPFSHSFEKVFSLDHEKFTQKIIVGDTEINRVLSRVDKDFPQKVADVIAKTSNNK
                     LAISMISSQIDADRMDYLLRDAYFTGVKYGNFDMERILRVMRPYGNQVVIKNSGMHAV
                     EHYIMSRYQMYWQVYFHPVTRSAEVILTKILHRAKSLHEKYYTFKNHPVHFYSLFEEE
                     VTVEDYLKLDENVMYYYFQVWQDEEDPILSDLCRRFMNRNLFKYVEFTDKHGLDNWME
                     LSSLFKKIGLDPEYYLVVDSTSDLPYDFYRAGEEEERLPILLLMPNGELRELSRESDI
                     VEAITGKKRRDQKLFYPHDLIYEDGRKGKYKERIIELLEGKK"
     gene            complement(3989253..3990197)
                     /locus_tag="DJ46_4274"
     CDS             complement(3989253..3990197)
                     /locus_tag="DJ46_4274"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK63343.1"
                     /translation="MKNFKMALLAMVLVVTSVLFAACSNKEEKKADAKDAKTEERTVQ
                     HAKGEIKIPANPKKIADLSGSTEELLIFGMKPIITANTSQEKIDAHIEKKLKDVKPVG
                     SAWGDKINIEAVAAAKPDLILVNNRQEKIYDQLSKIAPTVMLKTPLDQWRPKFEEVGQ
                     IFGKEKETKEWFKQYDEKASKLHDKIVAKTGDAKFMKMAAYPNAFRVYGDYGYGSVIF
                     NDLKLPAVKGTPTDKPLVQVQKEALIDYNPDYLFVFTTGDGSQRLKEFQEESIWKNMN
                     AVKNNHVFTIKNEELNKGYFPLGKEMILDEVAEFVLGK"
     gene            complement(3990389..3991201)
                     /locus_tag="DJ46_4275"
     CDS             complement(3990389..3991201)
                     /locus_tag="DJ46_4275"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64950.1"
                     /translation="MATLAVDAVSVGYNEGLIIDGLTVEIPEGKITTIIGPNGCGKST
                     LLKTASRILKAKKGTVYLDGKAIEKQPTKEIAKKMAILPQTAEVPTGLTVFELVSYGR
                     FPHQKGFGTLKEEDYRYIHWALEVTGMTEFANRPAEALSGGQRQRVWIAMALAQGTEL
                     LVLDEPTTYLDMAHQLEVLNLLKKLNEEEGRTIVMVIHDLNHASRFSDHMIALKAGKL
                     MKQGTPDEVMTSETLRNVFEIKAQIVPCPVNCKPICLTYDLAMISNQLRKKA"
     gene            complement(3991217..3992233)
                     /locus_tag="DJ46_4276"
     CDS             complement(3991217..3992233)
                     /locus_tag="DJ46_4276"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK62384.1"
                     /translation="MRTSVLTKKNVSVLTILVGLIVTVFLVSLNTGTFKIPPMDVLKS
                     LVGLGAEDQSVILFEFRMPRMVIAILVGSALAMSGAILQGLSRNPLADPGIIGINAGA
                     GLTVVIFVYFFFGKVGTGTFLSVFILPFFALVGAILAAVIIYLLAWKDGVSSTRLILV
                     GIAVAAGFGAVSLIFSMKMTSNDFRFATIWLAGSLWGTDWKFVLSVLPWMVIFLPLAI
                     SKAHILNVMNLGDSTAVGLGVNVEKERRKLLFIAVCLAGASVAVAGGIGFIGLMAPHL
                     ARRLVGGKHQIMLPTAALIGTFLLLFADVISRSVLPTSEIPVGLVISVIGAPYFIYLL
                     MRTK"
     gene            complement(3992230..3992880)
                     /locus_tag="DJ46_4277"
     CDS             complement(3992230..3992880)
                     /locus_tag="DJ46_4277"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK66398.1"
                     /translation="MFVIASFIGAAFGASIVYGIGSSSPGGLTPVKLALAGAAISALL
                     GAISSGIALYFNLAQEVSMWNAGGVAGVKWESINMLVPIGLVCLFIAIMMSRYITILS
                     FGEEIAIGLGQNTTLIKFIGTVLVLVLTGSAVSMAGSVGFVGLVIPHMTRFLVGSDYR
                     WVIPCSAVLGGLLIECADMLSRVINPPFETPIGAITALIGVPFFLYLARNEGRGKM"
     gene            complement(3992880..3993281)
                     /locus_tag="DJ46_4278"
     CDS             complement(3992880..3993281)
                     /locus_tag="DJ46_4278"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK62409.1"
                     /translation="MEASAKSIEQQDVNVKEIKSRPLIASIILVAGTILLALSMALSI
                     SFGAADISLKTVWQAVFQFDGSLTHHNVIQELRMPRAIGGVVAGAFLAVSGAIMQGMT
                     RNPLASPSLMGITDGAVFGIAIMHSSLIHLI"
     gene            complement(3993593..3993817)
                     /locus_tag="DJ46_4279"
     CDS             complement(3993593..3993817)
                     /locus_tag="DJ46_4279"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65623.1"
                     /translation="MGNEFRVCDDCQATNVKTLIPKLKKVDSCATIEVGCQSYCGPGR
                     KKSFAFVNNRPVAAPTEDELIVKIEAKLNK"
     gene            3994102..3994794
                     /gene="rsfA"
                     /locus_tag="DJ46_4280"
     CDS             3994102..3994794
                     /gene="rsfA"
                     /locus_tag="DJ46_4280"
                     /codon_start=1
                     /transl_table=11
                     /product="prespore-specific transcriptional regulator
                     rsfA"
                     /protein_id="AIK61614.1"
                     /translation="MKVRQDAWTDEDDLLLAETVLRHVREGSTQLNAFEEVGDKLNRT
                     SAACGFRWNAVVRYSYEQALQLAKKHRKDKMRAASGEQAKKRLLYTPPASGAITDYDE
                     LVQEETTVQYKEAIPYQESTVPAAKGSMTMQDVIYFLQTVGSSNIKVTALENENTRLK
                     QEMKAQILRNEELEKKLEKLEKQSHTVQEDYETLMNIMNRARKLAVMDDEERSQTSFR
                     MDRNGNLEKIAE"
     gene            complement(3994823..3995413)
                     /locus_tag="DJ46_4281"
     CDS             complement(3994823..3995413)
                     /locus_tag="DJ46_4281"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61533.1"
                     /translation="MKKVKLGLVAIMSAAVFSGCSIMDMIAPQATGIVMYGDETGVQQ
                     TMDQYKDKIESQNKFEAKLGTVNEKKVLIMNKTTAEKMVKENMLKKVVKEDVEPIKAL
                     PAISDEAGIVFAKEEQKDVVIDGKKMKYEGNVVIGDARKYTDMYAVVSDAEYAKISEP
                     VKTIGLASFKENPKEKIFPDIKRGSKVEEAHMVEVK"
     gene            3995590..3996435
                     /locus_tag="DJ46_4282"
     CDS             3995590..3996435
                     /locus_tag="DJ46_4282"
                     /note="BH3822 protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65097.1"
                     /translation="MSNSRSILSQPEWRIVDQSSLGPTFHALQSFAMDDTLCTSIGKG
                     ESAATMRSWVHHNTIVLGIQDSRLPHLEEGISFLKENNFNVIVRNSGGLAVVLDEGVL
                     NVSLLFQETEKGIDIDLGYDTMWHLIQEMLKDYDVTIEAKEIVGSYCPGSYDLSIRDQ
                     KFAGISQRRIRGGVAVQIYLCATGSGSERAALVRDFYNLAIQGEETRFTYPEIVPSTM
                     ASLSELLDETITVQDLMMRLLKTLQQFAPKLTPSQLTIDEIPLYETNLQRIIDRNNKA
                     LGLEK"
     gene            complement(3996484..3997455)
                     /gene="pta"
                     /locus_tag="DJ46_4283"
     CDS             complement(3996484..3997455)
                     /gene="pta"
                     /locus_tag="DJ46_4283"
                     /EC_number="2.3.1.8"
                     /note="pta: phosphate acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate acetyltransferase"
                     /protein_id="AIK63032.1"
                     /translation="MSNLFTTVKEKVQGKGISIVLPEGTDERILGAAERLAKEELVKP
                     ILVGNKEEISAKAASMNLTLAGVDIYDPATYEEMDAMVASFVERRKGKATEEDARKIL
                     KDENYFGTMLVYMGKAHGLVSGAAHSTADTVRPALQIIKTKPGVTKTSGVFIMVREEE
                     KYVFADCAINIAPNSQDLAEIGIESAKTAELFGIDPRVAMLSFSTKGSAKSPETEKVV
                     EATRIAKEMAPELTLDGEFQFDAAFVPSVAEKKAPGSTIKGDANVFVFPSLEAGNIGY
                     KIAQRLGNFEAVGPILQGLNMPVNDLSRGCNEEEVYKLALITAAQAL"
     gene            3997711..3998454
                     /locus_tag="DJ46_4284"
     CDS             3997711..3998454
                     /locus_tag="DJ46_4284"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62040.1"
                     /translation="MSEATTTLDGWYCLHDLRSIDWAAWKTLSSDERGQAVSEFLNVV
                     EKWNDVAAAKKGSHAMYTVVGQKADIMLMILRPTMEELNEIETELNKTTLAEYMVPAY
                     SYVSVVELSNYLPADEDPYQNPQILARLYPELPKANHICFYPMDKRRQGDDNWYMLPM
                     EERKKMMYSHSKIGRQYAGKVRQVISGSVGFDDFEWGVTLFADDVLQFKKLIYEMRFD
                     EVSARYGEFGTFFVGNILPDEKVEKFLHI"
     gene            3998656..3999927
                     /gene="dacA"
                     /locus_tag="DJ46_4285"
     CDS             3998656..3999927
                     /gene="dacA"
                     /locus_tag="DJ46_4285"
                     /EC_number="3.4.16.4"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase dacA"
                     /protein_id="AIK63674.1"
                     /translation="MKKILSILLALLLSISSLGVTTSHAEEKIHIEAAAALLFDADTG
                     KILHEQNPDELLAIASMSKLIVVYAVLEAIKEGKITWDTKVNISDYAYEVSRNNEFSN
                     VPFEKGRQYTVRELYHSIVIFSANGSSIALAELLAGSEKNFLNLANEHAKKLGLKKYK
                     FVNATGLNNTDLKGKHPEGTDPNAENSMSARDMGILSKAMITKYPEMLEDTKQRFRNF
                     PDNHPKPIRMENWNWMLPGAAFAYEGTDGLKTGSSDTAGYGFTITAKRGDVRLISVII
                     KTKSMDERFTESRELIEYGFNNFEKQKLKVDKNNTLSVAQGKEDQVTVAPEKEITVIA
                     KKGSKNPYKIGTEVDKSLAEDGHLVAPIKKDAKVGSITLESTDKYGFLDGSNSMKVTA
                     KTTEEVEKANWFVLTMRSIGDFFSNLWSKVF"
     gene            4000101..4000523
                     /gene="cwlJ"
                     /locus_tag="DJ46_4286"
     CDS             4000101..4000523
                     /gene="cwlJ"
                     /locus_tag="DJ46_4286"
                     /codon_start=1
                     /transl_table=11
                     /product="cell wall hydrolase CwlJ"
                     /protein_id="AIK61334.1"
                     /translation="MGVIAYNEADVKLLARLMRAEAEGEGQQGMLMVGNVGVNRVRGN
                     CLDFKKIRNLRQMVYQNPGGFEATQKGYFYQRAREQDIALARRTIQGQRFWPANFALW
                     FFRPEGPCPPTWYNQQNSGRFKKHCFFQPSGEDCPSVY"
     gene            4000551..4000988
                     /gene="gerQ"
                     /locus_tag="DJ46_4287"
     CDS             4000551..4000988
                     /gene="gerQ"
                     /locus_tag="DJ46_4287"
                     /note="spore_gerQ: spore coat protein GerQ"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat protein GerQ"
                     /protein_id="AIK65815.1"
                     /translation="MAQQQNPYYGTGFYQPSGTYVQPQQMTAGQQQQQQAMQQQAAQA
                     AQAQYAISQGMLPLEQSYIENILRLNKGKQATVVMTYERGSSLGTQSYTGIIEAAGRD
                     HIVISEPQSGKRYLLLMIYLDYVEFPEEITYLPSQQATYAPRP"
     gene            complement(4001019..4001387)
                     /locus_tag="DJ46_4288"
     CDS             complement(4001019..4001387)
                     /locus_tag="DJ46_4288"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64693.1"
                     /translation="MKIFFLLGCIVAGLSVALGAFGAHGLENKISAKMLEVWKTGVTY
                     QMFHAGGLFVVALLMDKIQSSLLTTAGWLMVAGIIMFSGSLYALSTTGIKFFGPITPL
                     GGVAFIVAWILVGTAVVKGL"
     gene            complement(4001452..4001736)
                     /locus_tag="DJ46_4289"
     CDS             complement(4001452..4001736)
                     /locus_tag="DJ46_4289"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63312.1"
                     /translation="MQISSDKILNKMANEIAKAKSSEGQKSKEHLLVVRALCDLLLDE
                     QVESSTYREPQIQSQIIGSQPVTMQPIAPVSGEPVYIKESDANGNSLFDF"
     gene            complement(4001743..4002735)
                     /locus_tag="DJ46_4290"
     CDS             complement(4001743..4002735)
                     /locus_tag="DJ46_4290"
                     /codon_start=1
                     /transl_table=11
                     /product="trkA-N domain protein"
                     /protein_id="AIK62741.1"
                     /translation="MNARKQLWIAVICMTFVVILGTLGFMTIEEISLFQAFWMTMITV
                     LTVGYGDAIPVTHAGKVFALLIIPVGVGIVTYAIGVVAAMIIEGNLFHAVRRKKMDKQ
                     IAQLQNHIIVCGCGRVGLQVVHELQEKKIPFVVVDKDESILEKEKLLYVHGDATEDKV
                     LHHAGISKAAGLVAIVANDAENVFITLTARGLNDAIKIVARAEKPETEDKLKRAGANK
                     VINPSSMAGIHIAKGIANPLTVHYIDTVLYGVEQSFVIEEIAVGKGSILTNKSLLESD
                     VRNQFDVTILAILRNGNVIHNPTGQEKLQEHDMIIVFGSVEKLGQFEKELQSTR"
     gene            4002831..4004114
                     /locus_tag="DJ46_4291"
     CDS             4002831..4004114
                     /locus_tag="DJ46_4291"
                     /codon_start=1
                     /transl_table=11
                     /product="permease family protein"
                     /protein_id="AIK66400.1"
                     /translation="MKTFLSALQWALFILAGSLIVPISVATSYGLDGAEAIAFVQRTL
                     FVLGFAGLLQAIFGHKLPIQEGPAGLWWGIFSLYASLGVVLFGSSNETLKVLQYAFLL
                     SGIICIILSVFGLIDKLVRYFTPTVIGTYLFLLVAQLSGAFLKGMFGLDGQHTEVQAD
                     VFILSLIVILLSFFIMKLPIIGQYSVLFSIVCGWILFACFGLSNPITPVTDIIRLPSL
                     FVFGMPRIEWNMAITVVFVTLLLLTNMLASIRVVQKVVSKYEENATPDRFKQAGIITG
                     INQLLGGLFSAIGPVAISGSAGFIATTNIYKRLPFMLGSSFIIVVSIFPKITSFFAAI
                     PVAVGYAAIYPVFASMIGLAFREYDTVQNKERLFKVAGLSIFTGVGVMFVPAGAFSTL
                     PPFLASFLSNGLVLGSVMAILLEILFSRSTEKQLS"
     gene            4004287..4005108
                     /locus_tag="DJ46_4292"
     CDS             4004287..4005108
                     /locus_tag="DJ46_4292"
                     /codon_start=1
                     /transl_table=11
                     /product="haloacid dehalogenase-like hydrolase"
                     /protein_id="AIK65967.1"
                     /translation="MTYKMIVLDLDDTLLRDDHTISPRTKEALMTAQEQGVKVVLASG
                     RPTFGMRNVAKELRLEEYGSFILSFNGAKIINCKTNEEIFSSTLSPEIVHNLFEISKT
                     EGVWIHTYIGDDIVTEENNPYTEIEGDITGMPIVVVDDFKAAVKEPVVKVLMNKEAER
                     LVEVEKKLQKQLEGQLSVMRSKPFFLEFTEAGVTKGTSLNQLIQKLGIKREEVIAMGD
                     SYNDQAMIEFAGLGVAMGNAPDDIKEIANYVTDTNMNDGVAKVVEKFVLKREALV"
     gene            4005318..4005611
                     /locus_tag="DJ46_4293"
     CDS             4005318..4005611
                     /locus_tag="DJ46_4293"
                     /note="integ_memb_HG: integral membrane domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane domain protein"
                     /protein_id="AIK65543.1"
                     /translation="MLSTPIGRLRAIGLIEGISFLLLLFVAMPLKYFAGFATAVKITG
                     MAHGILFILFIFAVIQVTIVHRKSIAWALGAFVSSVIPFGTFVLDAKLKNEQQ"
     gene            complement(4005650..4006327)
                     /gene="ung"
                     /locus_tag="DJ46_4294"
     CDS             complement(4005650..4006327)
                     /gene="ung"
                     /locus_tag="DJ46_4294"
                     /EC_number="3.2.2.27"
                     /note="ung: uracil-DNA glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="uracil-DNA glycosylase"
                     /protein_id="AIK63946.1"
                     /translation="MKHVLKNDWGPLLAPEFEKEYYRELDVFLKEEYSTHVVYPKIED
                     IFNALEYTSYENTKVVILGQDPYHGPNQAHGLSFSVQPGVKTPPSLLNMYKELRDEYG
                     YDIPNNGYLVKWAEQGVLLLNTVLTVRQGEANSHKGKGWEHFTDRVIELLNEREKPVI
                     FILWGRHAQAKKKLITNPNHQIIESVHPSPLSARRGFFGSKPYSKVNTILANMGEGEI
                     DWEIPNL"
     gene            complement(4006347..4007339)
                     /locus_tag="DJ46_4295"
     CDS             complement(4006347..4007339)
                     /locus_tag="DJ46_4295"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK61437.1"
                     /translation="MREFANLVLNESEKIYRKKRIFVVMLILAILIPLFVYAQYREIE
                     TTQKRLGTTDWKVSLQQQIVDSQNRLNNSRLPEEWRDWLKVRVEQQQYYLDYDINPMA
                     PGAPTFVRAFIEQGITLFIPLLVMIVAIDIVSGERSDGTMKMLLTRPIRRWKILLSKY
                     VTMLFFISLILLLVGVFAYILSGLVFGYSGWNLPVLTGFIIDKETLNTNFVHLIPQWQ
                     YILMAYGLAWFVAIVVGTISFMVSVLIRNTPAGMGVMLASLIAGGILSSFATSWEGAK
                     YIFSVNLSLTDYLSGKLPALQGLSMGFSLMNLTVWGIVSLIISFVVFTKQDMVN"
     gene            complement(4007332..4008249)
                     /locus_tag="DJ46_4296"
     CDS             complement(4007332..4008249)
                     /locus_tag="DJ46_4296"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64712.1"
                     /translation="MTTILSVRDVKKVIGKKTIVENISFDVKQGEVFGFLGPNGAGKT
                     TTIRMLVGLIKETEGTISIGGYSIKENFREAMRQIGSIVENPELYTYLTGWENLKQFA
                     RMLGGISDERIIEIAHMVHLDERIHDKVKTYSLGMKQRLGIAQALLGNPKLLILDEPT
                     NGLDPAGIRELREFIHKLVKEENMSVFISSHLLSEVQMICDRVAIIHKGKMITVAKVE
                     ELIKTASDRVEWIVTPISKTKDMLVDAEEVREVSIEGDRLLCRMHISSISNWNKTFVE
                     NGIDVHSVKELVFTLEDLFIELTRGEQHA"
     gene            complement(4008246..4009055)
                     /locus_tag="DJ46_4297"
     CDS             complement(4008246..4009055)
                     /locus_tag="DJ46_4297"
                     /codon_start=1
                     /transl_table=11
                     /product="GDSL-like Lipase/Acylhydrolase family protein"
                     /protein_id="AIK62875.1"
                     /translation="MRSKVVKVILLITIASFCLFAYGFVSGVNDVLNPRASNLIKKTD
                     VVAKEKKKTGTLQIVSLGDSLTRGVGDKEGIGYIGRMKEDLQKDYKQKVALTNLAVSG
                     AKMPDLLKQIESNGAQYSIKQADVIVLTIGGNDLFPGWESLGKIDLETYRPDTETFQN
                     EAKKIIEEIRKLNTDSPIFWLGLYNPFEDVEDLKGSSNIVVDWNASLEKLAINNKNVY
                     ITPTFDLFQNRGKDLLYSDHFHPNEVGYTYMADRLVQNVVSKLKLEQGGVK"
     gene            complement(4009138..4010115)
                     /locus_tag="DJ46_4298"
     CDS             complement(4009138..4010115)
                     /locus_tag="DJ46_4298"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AIK63562.1"
                     /translation="MTNIRKIAELAGVSVSTVSRVLNNHPYVNEQKRKEILAIIEELN
                     YTQNVNAIHLVKGKTNVIGVLLPHVNDQYYSAIIEGISKETAKNSYNMMLCQTNYSEE
                     KELEILNMLKMKKLDGVIICSRTNSKEKLEEYTKFGPIVMCEEIDSKYISSVHVDYYK
                     VFSQGMKNLIDAGHTRIGYCIGRSNSINSQRRKQAYEDSLQQIAVTPLETWKFKGCFT
                     VEDGRNVIREWACMSVKPTAFLVSCNHIAAGMVTEAKKQGIRIPEDITIIGCDDQDVA
                     DILGITTISYSSKNVGVKAFELLYEKINDEQIDVKHVELLPEFVKRETT"
     gene            4010214..4010840
                     /locus_tag="DJ46_4299"
     CDS             4010214..4010840
                     /locus_tag="DJ46_4299"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65583.1"
                     /translation="MFRFKLEYIFFIGGLLILAIGINMMTTITSFGLSPYDSFFIALY
                     QNFGISIGFWIFMINFAFTLIVLFWNKKEITIGTIVTMVLISLFVDWIGSTTTIMDAI
                     RSLPKYITLICGNLFVGAGIGLYVSTNLCAAPQEAFVLTVAEKKKWTFRRTEISLAFL
                     FLTLSFLLDGPIYFGTIILSFTTGWIIQAFIQVGTHSLNRKEPIKQAA"
     gene            complement(4010864..4012117)
                     /locus_tag="DJ46_4300"
     CDS             complement(4010864..4012117)
                     /locus_tag="DJ46_4300"
                     /codon_start=1
                     /transl_table=11
                     /product="ACT domain protein"
                     /protein_id="AIK63266.1"
                     /translation="MKEIQVGLLGLGTVGSGVVRIITDHQERLIHQVGCPVKVTKVLV
                     QNIEKEREVEVPSTLLTQDAHEILDNPNIDVVIEVMGGIDDAKAYILQALQSGKHVVT
                     ANKDLMALHGAELLAVAKDNKADLFYEASVAGGIPILRSIVEGLSSDLITKVMGIVNG
                     TTNFILTKMSDEGRAYNDVLKEAQQLGFAEADPTSDVEGLDAARKMTILATLGFSTNV
                     ELGDVKVKGITSITEEDIEYSKSLGYTIKLIGLAKRDGEKLEVTVEPTLLPNTHPLAA
                     VQNEYNAVYVYGEAVGETMFYGPGAGSLPTATAVVSDLVAVMQNIRLGVTGNSAVVPQ
                     YQKVLKEPDEIVVFAKITSLFSERGVSFEKIIQMPLEEKGKAEIVIVTHRASLADYDY
                     ILHTLQGYEEIDCLKANYRIEGDAK"
     gene            complement(4012259..4013164)
                     /gene="metA"
                     /locus_tag="DJ46_4301"
     CDS             complement(4012259..4013164)
                     /gene="metA"
                     /locus_tag="DJ46_4301"
                     /EC_number="2.3.1.46"
                     /note="metA: homoserine O-succinyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine O-succinyltransferase"
                     /protein_id="AIK61561.1"
                     /translation="MPIIIDKDLPARKVLQEENIFVMTKERAETQDIRALKIAILNLM
                     PTKQETEAQLLRLIGNTPLQLDVHLLHMESHLSRNVAQEHLTSFYKTFRDIENEKFDG
                     LIITGAPVETLSFEEVDYWEELKRIMEYSKTNVTSTLHICWGAQAGLYYHYGVPKYPL
                     KEKMFGVFEHEVREQHVKLLQGFDELFFAPHSRHTEVRENDIRGVKELTLLANSEEAG
                     VHLVIGPEGRQVFALGHSEYSCDTLKQEYERDRQKGLNIDVPKNYFKHNNPNEKPLVR
                     WRSHGNLLFSNWLNYYVYQETPYVL"
     gene            complement(4013148..4014446)
                     /locus_tag="DJ46_4302"
     CDS             complement(4013148..4014446)
                     /locus_tag="DJ46_4302"
                     /note="OAH_OAS_sulfhy: O-acetylhomoserine
                     aminocarboxypropyltransferase/cysteine synthase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="O-acetylhomoserine
                     aminocarboxypropyltransferase/cysteine synthase family
                     protein"
                     /protein_id="AIK61575.1"
                     /translation="MGESWGKGTICVQGGYTPKNGEPRVLPLYQSTTYKYDTSDDLAA
                     LFNLEAEGYIYTRIGNPTLAAFEQKLAELEGGVGAVATASGQAAIMLAVLNICSSGDH
                     LLCSSTVYGGTFNLFGVSLRKLGIDVTFFNPNLTADEIVALANDKTKLVYAESLGNPA
                     MNVLNFKEFSDAAKELEVPFIVDNTLATPYLCQAFEHGANIIVHSTTKYIDGHASSLG
                     GIVIDGGNFDWTNGKYPELVEPDPSYHGVSYVQNFGAAAYIVKARVQLLRDYGNCMSP
                     FNAYISNIGLETLHLRMERHSENALAVAKWLADHERIEWVNYPGLDSNENYSLAQKYL
                     KKGASGVLTFGIKGGLEAAKEFIANVKLATLVTHVADARTCVIHPASTTHRQLSAEDQ
                     RLAGVTSDLIRLSVGIEDVSDIIADLEAALVGGKQHADHN"
     gene            4014964..4016196
                     /locus_tag="DJ46_4303"
     CDS             4014964..4016196
                     /locus_tag="DJ46_4303"
                     /codon_start=1
                     /transl_table=11
                     /product="voltage gated chloride channel family protein"
                     /protein_id="AIK63572.1"
                     /translation="MTNTKDMHYMLVLYGILLGSIVGATVWLFLVTINIGIHFIWEYL
                     PTIFASPPYYTICVTTIGGILVGLTQKYFGTYPRLMPEVMGEYKKTGRIEYRFVHKAT
                     LTAIIVLIFGASLGPEAALVGIIGGLCTWVGDRFTFALKGMNGLTEVGIGATLSVIFN
                     APLFGYLAPNENEGEQINEFSKGKKAIVYLATTFAGFSVYLLLSKFDNRGSFIVDFGK
                     GSLSLNEWIAFLPLASIGAIVGFFYFKLEFTLEKLIHPLKEYKLALGIIGGILLGITG
                     TFLPYTLFSGEHQLKDLVVEWSHLSFWVLLLSGILKLCITAVCLNTGWRGGHIFPIIF
                     AGSSIGYAIASIIPIDPIASVAVVTTAISSYALRKPIAITLLLLMFFPLNLLLPMLGA
                     AAIGNAFPLPKNNEATNE"
     gene            complement(4016238..4016933)
                     /locus_tag="DJ46_4304"
     CDS             complement(4016238..4016933)
                     /locus_tag="DJ46_4304"
                     /codon_start=1
                     /transl_table=11
                     /product="putative HAD-hydrolase yfnB"
                     /protein_id="AIK65917.1"
                     /translation="MKKYKTLLFDVDDTLLDFQKAERIALRMLFEEKGIPLTSEIEAQ
                     YKKVNKGLWDDFEEGKINCDEVVNTRFSVLFKEYGQEVDGILFENNYRNYLEEGNQLI
                     QGAFEFINQIESEYDLYIVTNGVSKTQYKRLRNAGLHSMFKDIFVSEDTGYQKPMKEY
                     FDYVFERIPNFAPEEGLIIGDSLSADMRGGYVAGIDTCWFNPEKKLNDSKIVPTYEVQ
                     NFEELYVLLKQRV"
     gene            4017040..4017711
                     /gene="nsr"
                     /locus_tag="DJ46_4305"
     CDS             4017040..4017711
                     /gene="nsr"
                     /locus_tag="DJ46_4305"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory protein nsr"
                     /protein_id="AIK64713.1"
                     /translation="MKVSKNSEEISHYIQTYNFHTLFSFDILPYAELHSFQKREKICN
                     EGVDVPYLYYLISGKAKIYMSHKNGKVSLINFIQAPSFIGELGLIGVESVTKTVEVME
                     DCICLALPLKDCQHILLQDAIFLQKLCKFIGEKTITRTESYAKNNSYPFENRLAAFIL
                     LTEQNNSYTEKHTEASEYLNVSYRHLLYVLNQFCQQNYLKKDGRTYYIQDRNQLEKLA
                     DELKI"
     gene            complement(4017771..4018397)
                     /gene="azoR4"
                     /locus_tag="DJ46_4306"
     CDS             complement(4017771..4018397)
                     /gene="azoR4"
                     /locus_tag="DJ46_4306"
                     /codon_start=1
                     /transl_table=11
                     /product="FMN-dependent NADH-azoreductase 4"
                     /protein_id="AIK65229.1"
                     /translation="MTKVLFVKANNRPAEQAVSVKLYEAFLASYKEAHPNDTVVELDL
                     YKEELPYVGVDMINGTFKAGKGFDLTEEEAKAVAVADKYLNQFLEADKVVFGFPLWNL
                     TIPAVLHTYIDYLNRAGKTFKYTPEGPVGLIGDKKIALLNARGGVYSEGPAAEVEMAV
                     KYVASMMGFFGATNMETVVIEGHNQFPDKAEEIITAGLEEAAKVANKF"
     gene            complement(4018589..4019236)
                     /locus_tag="DJ46_4307"
     CDS             complement(4018589..4019236)
                     /locus_tag="DJ46_4307"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, luxR family protein"
                     /protein_id="AIK62670.1"
                     /translation="MKIKVLLVDDHTVVLKGLAFFLSTQEDIELVGEASNGKEALVKV
                     GETNPDVVLMDLYMPEMDGVEATACIKKEYPDVKVIVLTSFSDQAHVLPALRAGASGY
                     ILKDVEPDQLVEAIRSAYKGNIQLHPDIANALLSQTLPVEEKEEEPSIQVDVLTAREN
                     EVLQLLAKGMSNKEIASVLVITEKTVKAHVSSILSKLHLSDRTQAALYAVKNGIV"
     gene            complement(4019257..4019709)
                     /locus_tag="DJ46_4308"
     CDS             complement(4019257..4019709)
                     /locus_tag="DJ46_4308"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK66269.1"
                     /translation="MHEMRELAQGSLKEMRTLIWQLRPAGLEKGLLPALKQYGESLGL
                     KIREQVTGVRDLPRVVEEALWRIGQEALNNVSKHANVREATIYFKVTEKNVSLEIVDQ
                     GNGFVEKNIKEKKSLGMTTMRERVELVGGTIKIVSDKKRTSVKVNVPL"
     gene            complement(4019854..4020828)
                     /locus_tag="DJ46_4309"
     CDS             complement(4019854..4020828)
                     /locus_tag="DJ46_4309"
                     /codon_start=1
                     /transl_table=11
                     /product="GAF domain protein"
                     /protein_id="AIK65032.1"
                     /translation="MFQENRTNELVILKEIAETLNTSNDTYHVLQAVLEKLLSVTGLT
                     TGWIFLADENGRYTKLIDYQLPEALTYENKRPMCEGECWCLRGFVDGKLERAVNIIEC
                     KRINNAIEYNWGDTEGILHHATVPLKAGGEKFGLLNVASPGKTHFSEEELVLLQSVAF
                     QIGTALKRAKLYENEKRRAHYYVKLERFIQVLRTIHQFNILPEKVVNQLGEVFQWNQV
                     AFFIREEKELSLRASYCQEELHEDIKEAAKEALEKGELILLNDQISHKAASNRTVIAT
                     PIQIQTHIFGVLCVSSNHGEFDVNTIDVLQAITNHISFVIENLRLNEQ"
     gene            4020963..4021787
                     /gene="pdxK"
                     /locus_tag="DJ46_4310"
     CDS             4020963..4021787
                     /gene="pdxK"
                     /locus_tag="DJ46_4310"
                     /EC_number="2.7.1.35"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxine kinase"
                     /protein_id="AIK65820.1"
                     /translation="MTLNKALTIAGSDTSGGAGIQADLKTFQELGVYGMTSLTTIVTM
                     DPHNGWAHNVFPIPASTLKPQLETTIEGVGVDALKTGMLGSVEIIEMVAETIEKHNFK
                     NVVVDPVMVCKGADEALHPETNDCLRDVLVPKALVVTPNLFEAYQLSGVKINSLEDMK
                     EAAKKIHALGAKYVLIKGGSKLGTETAIDVLYDGETFDLLESEKIDTTNTHGAGCTYS
                     AAITAELAKGKSVKEAVKTAKEFITAAIRYSFKINEYVGPTHHGAYRKFVVSKELV"
     gene            complement(4021866..4022921)
                     /locus_tag="DJ46_4311"
     CDS             complement(4021866..4022921)
                     /locus_tag="DJ46_4311"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK65888.1"
                     /translation="MLRDLFVNTTIILSFIFIGGQLLRDKPLKEEFSFWQKCVVGILT
                     GILSVLLMYFGVHIENIMLDLRYLAVILAIIIGGPIASSITVTIILITRLFLTEYSLA
                     SELACYTIVLIGIGVTFIWRMKVSMFTRWIWFNVYSLFILAVPLSMLFKDMSIVALYL
                     VCSSVAAYITFISANYVLQSNELFQKMKQYATIDALTGLGNVRQFDLEMNHHIGNKRM
                     KNNSLCLLLIDIDHFKSVNDTYGHPAGDEVLKQIGRILREVSTFPDLAFRKGGEEFAL
                     LIPQKGLAYGMRMGEQVRAAVEKHSFQLLDGTKIKITVSVGISVYEQSPERFIQAADD
                     ALYYSKRNGRNQVSSAS"
     gene            complement(4023068..4023271)
                     /locus_tag="DJ46_4312"
     CDS             complement(4023068..4023271)
                     /locus_tag="DJ46_4312"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65317.1"
                     /translation="MLKRLRQVWGQRKHFISLLVGVPSYETYVEHMKKHHPEEEVVCQ
                     KQFFAEAQEARFNAKGGKISRCC"
     gene            complement(4023264..4025339)
                     /locus_tag="DJ46_4313"
     CDS             complement(4023264..4025339)
                     /locus_tag="DJ46_4313"
                     /codon_start=1
                     /transl_table=11
                     /product="carbon starvation CstA family protein"
                     /protein_id="AIK65821.1"
                     /translation="MRTLKSILLWGVIAAVGAGAFGVIALSQGETINAVWLLVAAVCV
                     YAVAYRFYSRFIARKVFGLDNNRQTPAHTLNDGKDYVPTNKWVLFGHHFAAIAGAGPL
                     VGPILAAQMGYLPGTIWIIVGVVVAGAVQDFIILFASMRRNGKSLGEMIKDEIGPVTG
                     LIAMIGILGIMIILLAVLALVVVKALVGSPWGMFTIAATIPIAILMGVYMRYIRPGRV
                     GEGSAIGIILLILSLIGGQYVAENPALASMFTFSGETIAIMLIVYGFIASALPVWMLL
                     APRDYLSTFLKVGTIVGLAIGILIVAPDLQMPAVSKFIDGTGPVFSGNLFPFLFITIA
                     CGAVSGFHALVSSGTTPKMIEQEGHAQPIGYGAMLMESFVAAMAMIAACVLTPGTYFA
                     INSPAALIGTDVSQAAQVISSWGFAITPNELKDLAVNVGEQTILSRTGGAPTLAIGMA
                     YIFSQVIGGTAMMAFWYHFAILFEALFILTTIDAGTRVGRFMIQDILGHVYKPFGKTD
                     STLANVIATTLCVLGWGYFLYQGVVDPLGGINTLWPLFGIANQMLAGIALLLGTTILF
                     KMGKKAYVWVTLIPTVGLLIVTMTAGYQKLFHENPKIGFLSHAKVFQGALDEGKVLAP
                     AKNVAQMKQIIFNDYIDAALCGIFMIVVIAVLISALRIWIQVLRNKPMPLKEAPYIPR
                     DESESRNYA"
     gene            complement(4025461..4026177)
                     /locus_tag="DJ46_4314"
     CDS             complement(4025461..4026177)
                     /locus_tag="DJ46_4314"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK62349.1"
                     /translation="MKILLIMEEAEERRSLAEKFIENIKNVECFEASMGTEALFIMKK
                     HTPDFVFLNSKLMDGTGFEYVNLLREVNCYAKFIFMGEDIEESITAFRFQAFYYLLRP
                     FREEDLQFLLYRMGKEQGEKAKSYLRKLPIEGQEGIRYIFPEDIVYVSKNKENKTVSI
                     YTTNNQYISTYTLQELENKLNAYDFLRVHKSYLINMSYVQELKPYYNGTYNLYLDKYD
                     EQPIPVSRNYVKRLRNKIEL"
     gene            complement(4026387..4027586)
                     /locus_tag="DJ46_4315"
     CDS             complement(4026387..4027586)
                     /locus_tag="DJ46_4315"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK63461.1"
                     /translation="MGKVKEISKRKLLGIAGLGWLFDAMDVGMLSFVMVALQKDWGLS
                     TQEMGWIGSINSIGMAVGALVFGILSDKIGRKSVFIITLLLFSIGSGLTALTTTLAMF
                     LVLRFLIGMGLGGELPVASTLVSESVEAHERGKIVVLLESFWAGGWLIAALISYFVIP
                     KYGWEVAMILSAIPALYALYLRWNLPDSPRFQKVEKRPSVIENIKSVWSGEYRKATIM
                     LWILWFSVVFSYYGMFLWLPSVMVLKGFSLIKSFQYVLIMTLAQLPGYFTAAWFIERL
                     GRKFVLVTYLIGTACSAYLFGVAESLTVLIVAGMLLSFFNLGAWGALYAYTPEQYPTV
                     IRGTGAGMAAAFGRIGGILGPLLVGYLVASQASLSLIFTIFCGSILIGVFAVIILGQE
                     TKQRELV"
     gene            complement(4027857..4028597)
                     /locus_tag="DJ46_4316"
     CDS             complement(4027857..4028597)
                     /locus_tag="DJ46_4316"
                     /note="wecG_tagA_cpsF: glycosyltransferase, WecB/TagA/CpsF
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase, WecB/TagA/CpsF family
                     protein"
                     /protein_id="AIK66383.1"
                     /translation="MQVKTVDILGVPFSTMTMDETIQYLKGQLEVERTHTFQVVTANP
                     EIVMCAKKDEAFYKTLLNTDLITPDGIGVVKASGMLGTPLKERVAGFDLMCNLFAKLS
                     EENKPVSVFLLGAKPHVVQAAADHLTKTYSAVSIVGIQDGYFKQEEEENVVSRIQEAK
                     PDLLLVALGFPRQENFIQTNKHRLETKMAVGVGGSLDVWAGEVKRAPKWIQAIHLEWF
                     YRLCSNPTRWRRQLVLAEFLKEVMRSKK"
     gene            complement(4028613..4029050)
                     /locus_tag="DJ46_4317"
     CDS             complement(4028613..4029050)
                     /locus_tag="DJ46_4317"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK64898.1"
                     /translation="MLGDGPIEAELKEMVKQKGLEDKVMFLGFRIDSKELYASAHINL
                     LTSYSESFPLVLLEAANQRLTSIATNVGDMKKLIVDDTYGWIVPIGDADSLANALENA
                     YEKWLNGELEAMGNRLYTHASTHFSLKNLYEDTYNAYKTLLLK"
     gene            complement(4029059..4029712)
                     /locus_tag="DJ46_4318"
     CDS             complement(4029059..4029712)
                     /locus_tag="DJ46_4318"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 4-like domain protein"
                     /protein_id="AIK66077.1"
                     /translation="MKVLHMNAGAEEGGGKTHIISLLSQFSKEEVELMVFEEGAIARE
                     ARNLGIQVHVFTQSSRYDLSILSKIKAFINENQFDIVHTHGARANFYLSLLKKGIKAK
                     WIMTVHSDPTLDFMKRGLKGWVFTKLNLRSFRKVDLFFAITENFKRNIIKLGVPEEKI
                     CTVYNGIEYDSNPAKPYDKSEFGIDEGIFTAIQVARLHPVKGHDILFEALQKLKFPI"
     gene            complement(4029791..4031191)
                     /locus_tag="DJ46_4319"
     CDS             complement(4029791..4031191)
                     /locus_tag="DJ46_4319"
                     /codon_start=1
                     /transl_table=11
                     /product="O-antigen ligase like membrane family protein"
                     /protein_id="AIK64482.1"
                     /translation="MLSENSKSNKFENFLLIFILLQPILDLLTAFCIMVLKIDTTIGV
                     ITRLFVMFLGGIYILIQTKKQGNIKYILYIILVGIVFTIGLVNNKLTKDPMVLTEEMK
                     FIAKALYPFVMLTCYVFVFKSLKEKSHSKMRNYITYASLIIGVVMVASITTGTDYNSY
                     EWVKLGSRGWFYAGNELGSILAIMCPIVILYSIEKTKSIGKAYYWIPSILVVYSLFAI
                     GTKVGVGAIFGSMAIAVVMCFIQAFTQRKDGKKHAYLLNGFLAMTVFVGILAYTPFSP
                     FMKNMGFHFQLIEQEQSAKKEEKKKEEAKEHKPPVTQQEKEKEKEKEKVAEKKEETQA
                     LIFSGRQLFEQMYKDFYNEAPMSQKLLGMGYAGNYKEQPKLIERDFHDWFYSFGIIGF
                     ILLVIPFLYFGIKFIACIFTKFKQIFTVKYAMVIAAILLGLGISFMAGHILIAPGVSF
                     YLVVIMAYLIVDLEIE"
     gene            4031463..4032095
                     /locus_tag="DJ46_4320"
     CDS             4031463..4032095
                     /locus_tag="DJ46_4320"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63565.1"
                     /translation="MLLIDIFTFLGIIAAAISGTLVGLKKDLDLFGVLCLAVATALGG
                     GIIRDIMIGNLPPVAFVKPIYFFVSVLSALFTCMFFERINKLQVVIMLSDAVGLGVFT
                     AIGANAAMSHHVDASFLVVSMGVITGIGGGILRDICAQDIPYVFRKEIYAIASILGAI
                     SFLITYAMGAHILAFYVCLLVTFIIRVVTVIYNVHFPVFFKTHAKINKGH"
     gene            4032226..4033527
                     /locus_tag="DJ46_4321"
     CDS             4032226..4033527
                     /locus_tag="DJ46_4321"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AIK61336.1"
                     /translation="MLGVFKKHTNKTNASILELSKDQQITFNVPTNSELKVQMDMLHI
                     SKEDLQIVKVLQPFIYEEIDWITEKFYANITKQPNLITIIERYSSIPKLKQTLKTHIK
                     ELFSGDMHEDFIEQRVKIAKRHVQIGLHRKWYTAAYQELFRSIMKILKTKITTIDDFS
                     YSINVINKLFTLEQELVIAAYESEYERMQKELEKEKEITSMTITHIATELASVSEKTS
                     ASIQQLTAKSETIVEIAKTGTSLATTSEEKANKGKEQLNQQNKRMEYIQANMETIITD
                     THELLDISNKINEIIDIVKSIAEQTNLLALNAAIESARAGEFGKGFSVVAGEIRKLSE
                     QTKESIFNVTKLVEKTNEQIIRVSSSVKQISSLVSEGTDSMSATDQYFQEIVKDMSNS
                     KEQNKKIENELETISQVMKGIQDDSSKMALTADSLQLELNR"
     gene            complement(4033620..4034933)
                     /locus_tag="DJ46_4322"
     CDS             complement(4033620..4034933)
                     /locus_tag="DJ46_4322"
                     /codon_start=1
                     /transl_table=11
                     /product="dolichyl-phosphate-mannose-mannosyltransferase
                     family protein"
                     /protein_id="AIK64689.1"
                     /translation="MNHIQTNFSSFFSKIMIGAMLAFFVYSCWSAFETSKQFFGGSTT
                     SVTIVLIIFVILMLLVASILQYRFTDKQFLIFLIGTSIVVRLSMVLFVDVPVIDDMKA
                     MFESAKQIAIGNSVENVAQLPFIIYESIIIRVFGDTVFALQLFNILFCTGTAFFIYRI
                     AAMVFGEECGRIASVFYALYIPNIFTSALLTSESLAIFLFYLACYILLYKGLDHPYMW
                     VLSAILFACSNMIFPMGLFLPIFIAVYVLLIELFQSAMKQKVLLKMIGILILFYSAHF
                     GVSYGIQTMGMSQYTVSNETYVQSVLIGKGKNEEKVTKNRSVTEHIDQKQKEMEEERF
                     KLLKPVINQFSDEGIHSILFKCEKLIYIAVTLFMSIALLHFLIKKQQNEGYMLFLLLI
                     SGYVLLRLLQVDMTYYNLIVPALFILQSFGVYMSYMYCQKIFFRK"
     gene            4035246..4035758
                     /locus_tag="DJ46_4323"
     CDS             4035246..4035758
                     /locus_tag="DJ46_4323"
                     /EC_number="3.1.2.20"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-CoA hydrolase"
                     /protein_id="AIK61079.1"
                     /translation="MEKKFMRESKAIKTTRVFPNDLNNHQTLFGGKLLAEIDSIASIA
                     AARHSRKHCVTASIDSVDFLTPIHQADSVCYEAFVCYTGKSSMEVFVKVIAENLLAGE
                     RRIAATCFITFVALKDGKPSSVPQVLPETEEEHWLHKTGAERAESRKKGRVKSKEMAE
                     VLTLSKPWSM"
     gene            4036143..4037597
                     /locus_tag="DJ46_4324"
     CDS             4036143..4037597
                     /locus_tag="DJ46_4324"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide biosynthesis family protein"
                     /protein_id="AIK63445.1"
                     /translation="MQKSIASNIFYKILLNTFNIILPILVGPYAYRTLGATSIGTVNL
                     AETFFNYFFVFAVFGVYQYGLREISLIKNDKKKVSKLFTSLYVINFTTSILALSSFVL
                     FSYIGYGHESLFPVLLIFGFNFISNMFYVEWFNEAYENYDFITKKTVIVRLIYVVLLF
                     SFIHGVDDYKTYAGLLVLSTFLNHSISFVYVKRQVKFDFSDLTIIPHLKPLLLVLIFS
                     NANILYTQLDRLVLGVYVGKEEVAYYVMAFQIMMIINTLMLSVVQVTVPRLSYLSGNA
                     SEMEYESLLNKISKVYFITLFPAAIGLMLIAHGAVVIYGGQQFAAAGNTLIVFAFYMI
                     TVGIESILSNQIIYVKKKESILVRFLFICGFINLASNIALIFFHVLTPTTAIFTTTIA
                     NCFLITFEYIYVKKKLKVNYTLFDIQKLKYLFYSLTFIPIAFVIDMIVSGQILQVILV
                     IITCGLTYALILFITKDEILFSLLEKILARFKKA"
     gene            4037644..4038447
                     /locus_tag="DJ46_4325"
     CDS             4037644..4038447
                     /locus_tag="DJ46_4325"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK65132.1"
                     /translation="MATCGRRDDILDLLKSLEQQTYKNFELIVVDQNDTPISDLFDEY
                     KDKFSINYIYTPIKGLSRARNAGLKVADGDFIAFPDDDCIYEKNVLESILETFNSNKD
                     VHFISTNTTNVEGTGSLIHAPNTDIILNNKYGFMGPSFTLFFTKQFVQDVGTFDEDLG
                     VGSGTIYGAGEETDFVLRGMKQNYTGLFRKDLFVYHPVKEEIINEQSLKRAISYAGGF
                     GRIIRLHYGFPYFLRAVAAATFRMTQNISNDKRKFHANRLRGIVRGYLK"
     gene            4038643..4040196
                     /gene="ccmA"
                     /locus_tag="DJ46_4326"
     CDS             4038643..4040196
                     /gene="ccmA"
                     /locus_tag="DJ46_4326"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK64411.1"
                     /translation="MSLLTVEKLGHTFGDRTLFKDVSMRLLAGEHVGLVGANGVGKST
                     FMNIITGQLIHDEGRVEWTPGTNYGYLDQHTILTPGRTIRDVLADAFLPLFEKEKALN
                     EVTEKMGTATPEELEELLEQMAEIQDALEAGGFYLLDIKIEEAARGLGIDAIGLDRDV
                     VALSGGQRTKVLLAKLLLEQPEVLLLDEPTNYLDVEHIHWLTNYLKEYPHAFLLISHD
                     TEFMNKCVDVIFHLEFTKMTRYTATYEKFLELAEINKNQHINAYEKQREFIKKQEDFI
                     AKNKARYSTTGRAKSRQKQLDRMERIDRPETAIKPEFSFKESRASSRFVFEGENVEIG
                     YTHPLLPKLTMTIERGEKIAIVGCNGVGKSTLLKTILGKIKPLSGKTSLGDFLNPSYF
                     EQEVKADNITPIDDVWNTFPSLDQHQIRAMLAKCGLKNEHISRPLNQLSGGEQAKVRL
                     CKLMGEESNWLLFDEPTNHLDVTAKEELKKAMKAYKGTILLVCHEPVFYEDWVTKTWD
                     VEKWAQENS"
     gene            4040288..4040809
                     /locus_tag="DJ46_4327"
     CDS             4040288..4040809
                     /locus_tag="DJ46_4327"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62319.1"
                     /translation="MQHTFPLKLNTFFVKCLLVLCLIISAAITWQSIGIIQEKVDTHS
                     FIIIPIIILIGLLFLLIGYISNKYMSTFIFTVSLIVLAFSVRLIWVLNVPTPIESDFS
                     VMYNSAIQATKGDFSFAQDDYYTSWVYQLGFTMYQAFIIKLFGEGPFLLTFKYHVLHR
                     NNMASLQNNFICF"
     gene            4040826..4041737
                     /locus_tag="DJ46_4328"
     CDS             4040826..4041737
                     /locus_tag="DJ46_4328"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63243.1"
                     /translation="MAGLLYALYIPSIVLSSLLTNQHIATFLFYLGFYLLITKGLTHK
                     YMWIFIGIFLALGDIMRPLGAFVLIAVALYVFLQDILGKSKQDILTSIKKLSGIFIVF
                     YLVHYIISSSFIYAGITQYPLSNRDPLWKFTVGLNHETRGGYSSADVEYVMSFKLGKE
                     REAVEKKLIQERLADPEKVLSLFGDKFTIMWADYDSAPVWSLATLSNTESDMVTLQDD
                     LKTYDKYIYITTMLFSTLATLYLLLTKQNNTHYTLFLLLIIGYITIHFLIEYQTRYRY
                     FIIPSFTIIQGYGLYVVYRLMSKRKAK"
     gene            complement(4041780..4043219)
                     /locus_tag="DJ46_4329"
     CDS             complement(4041780..4043219)
                     /locus_tag="DJ46_4329"
                     /codon_start=1
                     /transl_table=11
                     /product="dolichyl-phosphate-mannose-mannosyltransferase
                     family protein"
                     /protein_id="AIK61197.1"
                     /translation="MERFSGLFSTFSTRAIYGIYSFFVAILIFDYFSDTQKYNYVMIL
                     VGVLLLCTIGNFILSSGSLYLERVNEKICFFVLLIICLAVKTAWIVTYKIDPIGDYEA
                     FFNTAKALGDNFVIHDRYVALFPHIFGYASFLSIFLKIFGANFMIPPIINVVLTTISM
                     GLIYFIARRIGGVRTAITASVLWILLPSQTMYNMFALSEPLYCTILLLAWAIMIIVYD
                     KIENMKIAKVLMYSILLAALLVLINMARPIAAVPIIALAIWMFIIDTKHIGNKKLLIN
                     KLAYVGVIIIGYLVMSSAANHYVTLRLGEEIATVPGYNIHVGFNKGASGTWNPGDSAL
                     LYHYSGQPGWSAQDVQKQMLEEAKKRIKNDDIDFGKLMYDKFIIFLGNDDQAVKYADP
                     IMDHKVRYTIISNVFYYFLLVTSLFGALVAIKNKNKSSLLIICLYVIGLTMAQMIVEV
                     APRYHYSATIPMIFLAAFGIKHIYNKKRI"
     gene            4043522..4043905
                     /locus_tag="DJ46_4330"
     CDS             4043522..4043905
                     /locus_tag="DJ46_4330"
                     /codon_start=1
                     /transl_table=11
                     /product="gtrA-like family protein"
                     /protein_id="AIK65551.1"
                     /translation="MEKLLKFGLVGIFNTLITIISFWILLKFGMNYLIANTIAYLIGV
                     ANSYYWNKNWVFKPNNKSTSMFFKFLTVNLIVLGFNTLCLFILVDKLTVNKLIAQIFA
                     IGVGMVINFVLNKIWTFNQTEKATN"
     gene            4043942..4044913
                     /locus_tag="DJ46_4331"
     CDS             4043942..4044913
                     /locus_tag="DJ46_4331"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK64243.1"
                     /translation="MQKLISVVVPMYFEEEVAQECYNRLKSVMLQNDINYEFVFVNDG
                     STDRTMEILSEIAANDYRTKIVNFARNFGHQVAVTAGIAAAKGDAIVIIDADLQDPPE
                     VIPELIAKWEEGYEVVYAKRKQRKGETWFKLLTAKYFYKFLNYMSDIDIPKDTGDFRI
                     IDRKVADVFNQMTERNRFIRGMMSWVGFRQTYVEYERDERFAGETKYPLKKMIKFASD
                     GIIAFSTKPLRIVMSLGLLSVLISIIVLLYTITVKIIGNGTQTGWASIMVAITFFSGI
                     QLLGLGIVGQYIARIYDESKNRPIYIVKETINIDQEETALKKEKVNA"
     gene            complement(4044944..4045816)
                     /locus_tag="DJ46_4332"
     CDS             complement(4044944..4045816)
                     /locus_tag="DJ46_4332"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK63611.1"
                     /translation="MKEKERLIIEMAMKLFATKGVNATSVQEIVTACGISKGAFYLYF
                     KSKEELLLATLRYYYDKIQNKMMDIEKESLLPREKFAKQLHCQFNDIQKHKEFIIMHA
                     RENAIPFNKEVEEFMMRMKLESHAFYRNSLLSIYGDKVMPYLLDLVIMVEGICRGYLE
                     LIILQAPEIDLSYVSAFILKRVDDLVDGLVKSSEEPVLHEEKLGEFLCKSELIKEQVK
                     EHFLKEIIVFKRTLADQLEDEELLVTLDVLEAEMRLPNPRIPVIQGMLSNLEVYPNLK
                     EFRLRLMGYYNIKR"
     gene            4045957..4049073
                     /locus_tag="DJ46_4333"
     CDS             4045957..4049073
                     /locus_tag="DJ46_4333"
                     /codon_start=1
                     /transl_table=11
                     /product="acrB/AcrD/AcrF family protein"
                     /protein_id="AIK66223.1"
                     /translation="MNKIINFSLKNKFAVWLLTIIVTIAGIYSGLNMKLETIPDITTP
                     VVTVTTVYPGATPEEVADKVSKPMEEQLQNLSGVNVVSSSSFQNASSIQVEYDFDKNM
                     EKAETEIKDALANVKLPEGVKDPKVSRVNFNAFPVISLSVASKNESLATLTENVEKNV
                     VPGLKGLDGVASVQISGQQVDEVQLVFKKDKMKELGLSEDTVKNVIKGSDVSLPLGLY
                     TFKDTEKSVVVDGNITTMKALKELKIPAVPSSASSQGSQTAGAGAQMPQMNPAAMNGI
                     PTVTLSEIADIKEVGKAESISRTNGKEAIGIQIVKAADANTVDVVNAVKDKVKELEKK
                     YKDLEIISTFDQGAPIEKSVETMLSKAIFGAIFAIVIIMLFLRNIRTTLISVVSIPLS
                     LLIAVLVIKQMDITLNIMTLGAMTVAIGRVVDDSIVVIENIYRRMSLSEEKLRGKDLI
                     REATKEMFIPIMSSTIVTIAVFLPLGLVKGMIGEMFLPFALTIVFALLASLLVAVTIV
                     PMLAHSLFKKESMREKEVHHEEKPSKLANIYKRILAWALNHKIITSSIAVLLLVGSLA
                     LVPIIGVSFLPSEEEKMIIATYNPEPGQTLEDVEKIATKAEKHFQDNKDVKTIQFSLG
                     GENPMSPGQSNQAMFFVQYDNDTKNFEKEKEQVVKDLQKMSGKGEWKNQDFGASGGSN
                     EIKLYVYGDSSEDIKPVVKDIQNIMKKNKDLKDIDSSIAKTYAEYTLVADQEKLSKMG
                     LTAAQIGMGLSNQHDRPVLTTIKKDGKDVNVYVEAEKQTYETIDDLTNRKITTPLGNE
                     VAVKDVMTVKEGETSNTVKHRDGRVYAEVSAKLTSDDVSKASAAVQKEVDKMDLPSGV
                     DVSMGGVTKDIEESFKQLGLAMLAAIAIVYFVLVVTFGGALAPFAILFSLPFTIIGAL
                     VALLISGETLSVSAMIGALMLIGIVVTNAIVLIDRVIHKENEGLSTREALLEAGATRL
                     RPILMTAIATIGALIPLALGFEGSGLISKGLGVTVIGGLTSSTLLTLLIVPIVYEVLS
                     KFKKKKAK"
     gene            complement(4049102..4050067)
                     /gene="msrA"
                     /locus_tag="DJ46_4334"
     CDS             complement(4049102..4050067)
                     /gene="msrA"
                     /locus_tag="DJ46_4334"
                     /EC_number="1.8.4.11"
                     /note="peptide-methionine (S)-S-oxide reductase; msrA:
                     peptide-methionine (S)-S-oxide reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide methionine sulfoxide reductase MsrA"
                     /protein_id="AIK62252.1"
                     /translation="MAVNEKVELATFAGGCFWCMVSPFEEMVGIIKVVSGYTGGHKEN
                     PTYKEVCSETTGHYEAVQITFDANKMPYEELLNIYWRQIDPTDVGGQFHDRGQSYETV
                     IFYHNEEQHKKAEASKEELAKCGRFSKPIATKILPAATFYPAEEYHQGYHKKNTFRYE
                     LYRKGSGRDAFIKQHWPKDNAHLKEKLNDMQFYVTQENGTEPPFRNEYWNHKEEGLYV
                     DIVSGEPLFTSIDKFDSGCGWPSFTKPVMSASVKEKMDVSHNMTRTEVRSKEGDSHLG
                     HVFPDGPGPNGLRYCINSAALRFIPKEELEKEGYGDFLMLFGNKK"
     gene            complement(4050169..4051203)
                     /locus_tag="DJ46_4335"
     CDS             complement(4050169..4051203)
                     /locus_tag="DJ46_4335"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63650.1"
                     /translation="MQIKNLFQSKGFQRLLVLVILALVLYGLQSMLNLILITFILTYL
                     MDRFQKFISRKLDHFMPINRKLIIAFLYVMLIGGIAITLFKYLPVLTIQISQLIYQFN
                     VFLRNPPDSELIKYAVNAVNHMELSKYVGQGVDILYKSITNVGKFGLQVLLSLILSLF
                     FLLEKARIVAFTAKFKESRLAIFYTEIEYFGKKFARSFGKVIEAQFLIAVVNCVLSVI
                     ALWILGFPQLLGLALMIFLLGLIPVAGVIISLFPLCMIAYNIGGIMYVVYILVIVTVI
                     HALESYVLNPKFMSQKTNLPIFYTFMVLIFSEHFLGVWGLIIGIPIFIFLLDVLDVTS
                     DEMEKDVRTK"
     gene            complement(4051530..4052222)
                     /gene="lrgB"
                     /locus_tag="DJ46_4336"
     CDS             complement(4051530..4052222)
                     /gene="lrgB"
                     /locus_tag="DJ46_4336"
                     /codon_start=1
                     /transl_table=11
                     /product="antiholin-like protein LrgB"
                     /protein_id="AIK64814.1"
                     /translation="MASTMTPYFGIVVSLIAYGIGTLLFKHSKGFFLFTPLFVAMVLG
                     IVFLKVGNFTFEEYNTGGKMISFFLEPATIAFAIPLYKQVDKLKKYWWQILSAIVVGS
                     ICSVIVVFIVAKAIGLDTAVMNSMLPQAATTAIALPISESIGGIPAITSFAVIFNAVI
                     VYALGALFLKTFRVKHPIAKGLALGTAGHALGVAVGIEMGEVEAAMASIAVTVVGVVT
                     VVVIPMFMPFIG"
     gene            complement(4052257..4052631)
                     /locus_tag="DJ46_4337"
     CDS             complement(4052257..4052631)
                     /locus_tag="DJ46_4337"
                     /codon_start=1
                     /transl_table=11
                     /product="lrgA family protein"
                     /protein_id="AIK62624.1"
                     /translation="MLISNIIATHLPIPMPSSVIGLVILFSLLCLKVIKLEQVESLGT
                     ALTGIIGFLFVPSGISVINSLGVMGQYFVQILTVIVVATVILLAVTGLFAQFILGKDE
                     KETEDTKELKVVNKGRKHGKVA"
     gene            complement(4052820..4053560)
                     /locus_tag="DJ46_4338"
     CDS             complement(4052820..4053560)
                     /locus_tag="DJ46_4338"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK66365.1"
                     /translation="MLKVLVVDDEMLARDELKYLLERTKEVEIIGEADCVEDALEELM
                     KNKPDIVFLDIQLSDDNGFEIANILKKMKNPPAIVFATAYDQYALQAFEVDALDYILK
                     PFDEERIVQTLKKYKKQKQSQIEMKQEIKGADVTAEMHKLALPIEESIVLVNIEDIVY
                     VGLVDGKVTVKTVRETYVTHDTLVILEKKLPQASFMRVHRSFIANINHITEIQPWFNS
                     TYNLIMKEGSKVPVSRTYAKELKKLLRI"
     gene            complement(4053538..4055307)
                     /locus_tag="DJ46_4339"
     CDS             complement(4053538..4055307)
                     /locus_tag="DJ46_4339"
                     /codon_start=1
                     /transl_table=11
                     /product="GAF domain protein"
                     /protein_id="AIK64389.1"
                     /translation="MLNLVLMMIERVGLIVILGFLLSHIKTFRRLLHKQDGYVDKLKL
                     ICIFSVFTIVSNYTGIEIAGNTIMNENWLQGVSSSSTIANTRIMGVGISGLLGGPIVG
                     IGVGSIAGIHRYMLGGTTALSCAISSILAGVITGYIGYIFKKYNRTITPKFSAVLSVF
                     IVSLEMIMILLIVEDGISIVKTIAIPMILVNSFGSFILLSMIQAILRQEENAKALQTH
                     KVLRIADKTLPYFRQGLTEESCKHVAQIIHRFTGTDAVSLTDTEKILAHVGLASDHHI
                     PSHSLITGLSKEVLHTGKIMKAKSREVINCQHEGCPLQAAIVIPLTSHGNTIGTLKLY
                     FKNPNQLSRVEEELAEGLAKIFSTQLELGEAELQSKLLQDAEIKALQAQINPHFLFNA
                     INTVSALCRTDVEKARKLLLQLSVYFRCNLQGARQLLIPLEQELNHVQAYLSLEQARF
                     PNKYEVKMYIEDELKTTLVPPFVLQLLVENALRHAFPKKQPVCEVEVHVFEKEGMVHF
                     EVKDNGQGIEEERLEQLGKMVVSSKKGTGTALYNINERLIGLFGKETMLHIESEVNEG
                     TEITFVIPKKVGEEEQIVKSISS"
     gene            4055636..4056934
                     /locus_tag="DJ46_4340"
     CDS             4055636..4056934
                     /locus_tag="DJ46_4340"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK66126.1"
                     /translation="MNVTTDVQSTTEETKEKRYKTLFGSALGYAAEGLDMLLLSFVLV
                     YILKEFHLSPVEGGNLTLATTIGMLIGSYLFGFIADLFGRIRTMAFTILLFSLATALI
                     YFATDYWQLLILRFLVGMGVGGEFGIGMAIVTETWSKEMRAKATSVVALGWQFGVLIA
                     SLLPAFIVPHFGWRAVFLFGLIPALLAVYVRKSLSEPKIWEQKQRYKKELLQKEAEGN
                     LTTTEAAQLKQMKKFPLRKLFANKKVTITTIGLIIMSFIQNFGYYGIFTWMPTILANK
                     YNYTLAKASGWMFISTIGMLIGIATFGILADKIGRRKTFTIYYVGGTIYCLIYFFLFT
                     DSTLLLWGSALLGFFANGMMGGFGAVLAENYPAEARSTAENFIFGTGRGLAGFGPVII
                     GLLAAGGNLMGALSLIFIIYPIGLVTMLLCVPETKDKVLE"
     gene            complement(4057031..4058599)
                     /locus_tag="DJ46_4341"
     CDS             complement(4057031..4058599)
                     /locus_tag="DJ46_4341"
                     /codon_start=1
                     /transl_table=11
                     /product="BCCT transporter family protein"
                     /protein_id="AIK62907.1"
                     /translation="MRMKSRKTDWPVFLISGGSLLLFVIAVFLNKSYVEGVINSSFAA
                     SIKYFGAFWQILLIGTFVVAMCMAFSKYGRVKLGGLEKPEISTTKWLAIIMSTLLAGG
                     GVFWAAAEPMYHLMTVPPIHEGITAGTKEAVMPALAQSYMHWGFLAWTILGTISAVVM
                     MYGHYHKGMPLKPRTLLYPIFGEKLRKSWLGTLIDAFAIIAVAAGTIGPIGFLGLQAS
                     YGLQALFNIPDVFTTQLAIIVCVVAVSTISAVTGIDKGIQIISNLNVRLAILLMVFVL
                     LFGPGGFIIDSFVSSFGFYINEFIPMSTYRGDTTWLGSWTIFFWGWFIGYGPMMAILV
                     SRISRGRTIREIIVAIGIIAPIITTFWFTILGGSGVFYELMKPGSISSALSESGMPAA
                     MIAITEQLPLSHIIGPAFLLLTILFVVTTGDSMAYSISMAVTGDGDPRISLRVFWSLI
                     MGTVAAILLYMGEGSINALQSFIVVTAVPVSILLFPMLWLAPKVAGELALKQGIVKEE
                     EKTSFLFQKASKSK"
     gene            complement(4058962..4060032)
                     /gene="nos"
                     /locus_tag="DJ46_4342"
     CDS             complement(4058962..4060032)
                     /gene="nos"
                     /locus_tag="DJ46_4342"
                     /codon_start=1
                     /transl_table=11
                     /product="nitric oxide synthase oxygenase"
                     /protein_id="AIK66190.1"
                     /translation="MSKTKQLIEEASHFITICYKELSKEHFIEERMKEIQAEIEKTGT
                     YEHTFEELVHGSRMAWRNSNRCIGRLFWSKMHILDAREVNDEEGVYHALIHHIKYATN
                     DGKVKPTITIFKQYQGEENNIRIYNHQLIRYAGYKTEMGVTGDSHSTAFTDFCQELGW
                     QGEGTNFDVLPLVFSIDGKAPIYKEIPKEEVKEVPIEHPEYPISSLGAKWYGVPMISD
                     MRLEIGGISYTAAPFNGWYMGTEIGARNLADHDRYNLLPAVAEMMDLDTSRNGTLWKD
                     KALIELNVAVLHSFKKQGVSIVDHHTAAQQFQQFEKQEAACGRVVTGNWVWLIPPLSP
                     ATTHIYHKPYPNEILKPNFFHK"
     gene            4060249..4060875
                     /gene="sodA2"
                     /locus_tag="DJ46_4343"
     CDS             4060249..4060875
                     /gene="sodA2"
                     /locus_tag="DJ46_4343"
                     /EC_number="1.15.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="superoxide dismutase [Mn] 2"
                     /protein_id="AIK63348.1"
                     /translation="MSSFQLPKLSYDYDELEPYIDSNTLSIHHGKHHATYVNNLNAAL
                     ENYSELHNKSLEELLCNLETLPKEIVTAVRNNGGGHYCHSLFWEVMSPRGGGEPNGDV
                     AKVIDYYFNTFDNLKDQLSKAAISRFGSGYGWLVLDGEELSVMSTPNQDTPLQEGKIP
                     LLVIDVWEHAYYLKYQNRRPEFVTNWWHTVNWDRVNEKYLQAIQSQKH"
     gene            complement(4060964..4061836)
                     /locus_tag="DJ46_4344"
     CDS             complement(4060964..4061836)
                     /locus_tag="DJ46_4344"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD dependent epimerase/dehydratase family
                     protein"
                     /protein_id="AIK62523.1"
                     /translation="MKKVLVLGGTRFFGKHLVEALLKDGHDVTIATRGITEDSFGGTV
                     KRLIVDREDEKQLASCLEGKSYDIVYDNLCYSSNAAKIVCEFLKGTTNKYIMTSSMAV
                     YTPALNLSEEDFNPYEYAIVYGDRNDFDYGEGKRVAEAVVFQQATFPVVAVRFPVVIG
                     ENDYTKRLQFYVEHIVRKEPVAVNHLDGELSFINEEAAGEFLAWCGMKDIEGPINACS
                     NGVVSSREILHFIEENTGIKSLVQEVGDHVAPYNEVTNCTLHNGKANELGFQFRELKV
                     EIEKVLRYYIHVMK"
     gene            complement(4061951..4062541)
                     /locus_tag="DJ46_4345"
     CDS             complement(4061951..4062541)
                     /locus_tag="DJ46_4345"
                     /codon_start=1
                     /transl_table=11
                     /product="amiS/UreI transporter family protein"
                     /protein_id="AIK64979.1"
                     /translation="MGYVGLLLSGAALFLNSLVILGKAEMKSAGVFNLFVGALQIIIP
                     FYLIMISDQSNWTVYSYAATFLFGLTYLYVGVTFIKGMDSSGLGWFCIWVAIIALFYM
                     VVSFVQFHDVVNALTWFMWALLWYLFFVLNTQKKNINQYLGRIAFVQSWVTLTLPSLF
                     YFMGVWGEGFVYELWVYVSVISILYFCYCIYKYRVR"
     gene            4062968..4063369
                     /locus_tag="DJ46_4346"
     CDS             4062968..4063369
                     /locus_tag="DJ46_4346"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62084.1"
                     /translation="MPLHYPHPAVIHSTGVLTREPATVSAVINIVNLDAYYAHNVNIE
                     VWDWSNYSNPVKLPVLIGEDTVVEFPYLLQGNNLAVFYANLDEAINLYEIRISYPTHS
                     NIIANCFGRSVPPYTSQEGNTVYHKQLVRIH"
     gene            complement(4063513..4064529)
                     /gene="galE"
                     /locus_tag="DJ46_4347"
     CDS             complement(4063513..4064529)
                     /gene="galE"
                     /locus_tag="DJ46_4347"
                     /EC_number="5.1.3.2"
                     /note="galE: UDP-glucose 4-epimerase GalE"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose 4-epimerase GalE"
                     /protein_id="AIK62030.1"
                     /translation="MAILITGGAGYIGSHTCVELLNNNYKIIVVDNLSNSSIESLNRV
                     KEITGKQFEFYKENVLNREKMNEIFLENNIEAVIHFAGFKAVGQSTTTPLAYYYNNII
                     SAIVLCDVMQKHNVKNFIFSSSATVYGIPKTLPITEEFPLSVTNPYGQTKLMIEQIMR
                     DVAKADDEWSIALLRYFNPFGAHQSGRIGEDPNGIPNNLMPYVTQVAVGKLKELNIFG
                     NDYPTKDGTGVRDYIHVVDLAKGHVKALEKVLKTKGIEAYNLGTGKGYSVLEMVKAFE
                     KVSGKKIPYKVIGRRPGDVAICFADVSKAKRELGWEAEYGLEEMCVDSWRWQVNNKNG
                     YQMI"
     gene            complement(4064754..4065401)
                     /locus_tag="DJ46_4348"
     CDS             complement(4064754..4065401)
                     /locus_tag="DJ46_4348"
                     /note="hlyIII: channel, hemolysin III family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="channel, hemolysin III family protein"
                     /protein_id="AIK64183.1"
                     /translation="MNTYIREPVNAFTHLGGAVLSFIALLAMLVKVSIKMPSFAAITA
                     IILFGIGMMVLYTASAVYHSVVASERVIYFFRKLDHSMIFILIAGTYAPFCLITLHSA
                     NGLLLFCLVYATAICGIVFKMFWFNCPRWLSTAIYITMGWLIVLFFAPLAANLSTGGM
                     VLLVLGGILYTIGGFIYGTKPKWLEFKYMGHHEIFHVFVLLGSLAHFLSVYCYVI"
     gene            4065566..4066126
                     /locus_tag="DJ46_4349"
     CDS             4065566..4066126
                     /locus_tag="DJ46_4349"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61173.1"
                     /translation="MENINKLLETLHLEKNITLEDIPNVDLYVDQVVQLFENTYADTT
                     RTDDEKVLTKTMINNYAKGKLFIPIKNKKYSKEHMILISLIYQLKGALSINDIKSSLE
                     HINESLLSDDSFELNMLYKDYLTITENNVESFKQDINNRVSEVSEISSLEDSKLEKFL
                     LLNSLVNMSNMYRRLAEKLVDDLKGS"
     gene            complement(4066169..4067614)
                     /gene="dbpA"
                     /locus_tag="DJ46_4350"
     CDS             complement(4066169..4067614)
                     /gene="dbpA"
                     /locus_tag="DJ46_4350"
                     /EC_number="3.6.4.13"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent RNA helicase dbpA"
                     /protein_id="AIK64227.1"
                     /translation="MSKKSFSNYALSKEVRRALTGLGYEHPTEVQGEVIPVALQKKDL
                     VVKSQTGSGKTASFGIPLCEMVEWEENKPQALVLTPTRELAVQVKEDITNIGRFKRIK
                     AAAIYGKSPFARQKLELKQKTHIVVGTPGRVLDHIEKGTLSLERLKYLVIDEADEMLN
                     MGFIDQVEAIIDELPTKRMTMLFSATLPEDVERLSRTYMNAPTHIEIKAAGITTDKIE
                     HTLFEVREEEKLSLLKDVTTIENPDSCIIFCRTQENVDHVYRQLDRVNYPCDKIHGGM
                     VQEDRFGVMDDFRKGKFRYLVATDVAARGIDIDNITHVINYDIPLEKESYVHRTGRTG
                     RAGNSGKAITFITPYEDRFLEEIEAYIGFAIPKANAPSKEEVMKGKAAFEEKIQAKPT
                     IKKDKSADINKGIMKLYFNGGKKKKIRAVDFVGTIAKIQGVSAEDIGIITIQDNVSYV
                     EILNGKGPLVLKVMRNTTIKGKQLKVHEANK"
     gene            complement(4067801..4068832)
                     /locus_tag="DJ46_4351"
     CDS             complement(4067801..4068832)
                     /locus_tag="DJ46_4351"
                     /codon_start=1
                     /transl_table=11
                     /product="acyltransferase family protein"
                     /protein_id="AIK64547.1"
                     /translation="MKRLVYMDWLRVLATIAVVTIHVSAGYVSVLDANNASRWMAGNL
                     FESISRASVPIFVMISGALLLKGTKDISVGEFLQKRASKVIIPFIAWSAIFYAYGAYA
                     GYFPASLKQGIKHFLTDTIGGHLWFLYMIVGIYLITPLLKVFVKNAKKREIEYFLILW
                     LYASVVVNLVKYYYPINFNIELFYVTNYVGYFLLGYYLSNFDISKKWRNISYIGGFVG
                     FISTFFITYFYTVKANGQLEQFWYGYFAPGVVLMAIGLFIFFKYAFQKSERELPLLFR
                     FINQASLGIYILHFFLLNNLLYMVFPKVNNHVHAILAIPINVTITIVLSMVITLVLQR
                     IPVVKKLVP"
     gene            4069073..4070056
                     /gene="guaC"
                     /locus_tag="DJ46_4352"
     CDS             4069073..4070056
                     /gene="guaC"
                     /locus_tag="DJ46_4352"
                     /EC_number="1.7.1.7"
                     /note="GMP_reduct_2: guanosine monophosphate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="guanosine monophosphate reductase"
                     /protein_id="AIK65995.1"
                     /translation="MGNVFDYEDIQLIPAKCIVNSRSECDTTVTLGKHKFKLPVVPAN
                     MQTIIDERIATYLAENNYFYIMHRFQPEKRISFIRDMQSRGLIASISVGVKEDEYEFV
                     QQLAAEHLTPEYITIDIAHGHSNAVINMIQHIKKHLPESFVIAGNVGTPEAVRELENA
                     GADATKVGIGPGKVCITKIKTGFGTGGWQLAALRWCAKAASKPIIADGGIRTNGDVAK
                     SIRFGATMVMIGSLFAGHEESPGETIEKDGKLYKEYFGSASEFQKGEKKNVEGKKMFV
                     EHKGSLEDTLIEMEQDLQSSISYAGGTKLDSIRTVDYVVVKNSIFNGDKVY"
     gene            4070191..4072008
                     /gene="pepF"
                     /locus_tag="DJ46_4353"
     CDS             4070191..4072008
                     /gene="pepF"
                     /locus_tag="DJ46_4353"
                     /note="pepF: oligoendopeptidase F"
                     /codon_start=1
                     /transl_table=11
                     /product="oligoendopeptidase F"
                     /protein_id="AIK64016.1"
                     /translation="MKDVIEKRHIRAEVPIELTWDLSDLYESDKKWETALRVLTDDIK
                     KLDAFKGQLHTSPTTLLHCLLLEEELLMKLTKLYSYANLKESTDRTNPVIQANSSKIA
                     ALWTKVHTALSFIHNEILSLEEGTIEKYLTKETKLEPFRKSLLDILQKRQYTLSPETE
                     EALAALGEVHSSPYKIYGMTKLADMDFNSIQDEQGNELPVSFSLFESKYEFSPSVDIR
                     RKAYSSFVSTLKRYKNTVATTYATEVKKQVTLSRLRKFESVTHMLLEPQNVPLEMYNN
                     QLDIIYKELAPHMRRFADLKKKVLGLDQMLFCDLHAPLDPEFNPAITYEEAGKLIQDS
                     LQVLGDEYSAIIKKGFKERWVDLADNVGKSTGAFCSSPYGSHPYILITWQNTMRGCFT
                     LAHEFGHAGHFYLANKNQRIMNVRPSMYFVEAPSTMNELLLAQHLLATTDDKRMRRWV
                     ILQLLGTYYHNFVTHLLEGEYQRRVYSLAEEGEALTATTLTEIKTNVLSTFWGNSVEI
                     DEGAGLTWMRQPHYYMGLYSYTYSAGLTASTAVAQMIKEEGQPAVDRWLDVLRAGGTM
                     KPLELMKHAGVDMSKPDAIRKAVSYVGSLIDELERSYEE"
     gene            complement(4072046..4072924)
                     /locus_tag="DJ46_4354"
     CDS             complement(4072046..4072924)
                     /locus_tag="DJ46_4354"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM superfamily protein"
                     /protein_id="AIK66344.1"
                     /translation="MKKFKKFYLEITSVCNLACSFCPPTERQKQFISVEDFAKRLDQI
                     KPHTDYIYLHVKGEPLLHPKIDQLLDLSHEKGFKVNITTNGTLINKRRHRLLNKPALR
                     QMNFSLHSFDGHPGSQDKEGYVRSILSFIREATSQSDLIVSLRLWNLTQDNKTNAEIQ
                     KNRELLSIIENEFDLSYQIEEKLTPGKGIKIAERVFINQDYEFQWPALHEEEDDGKGF
                     CHGLRNQAGILANGTVIPCCLDGEGIINLGNINNDSFSNIIEGERATNIVDGFSRRVA
                     VEELCRKCGYRKRFGK"
     gene            complement(4073106..4073585)
                     /gene="rlmH"
                     /locus_tag="DJ46_4355"
     CDS             complement(4073106..4073585)
                     /gene="rlmH"
                     /locus_tag="DJ46_4355"
                     /note="tRNA_RlmH_YbeA: rRNA large subunit m3Psi
                     methyltransferase RlmH"
                     /codon_start=1
                     /transl_table=11
                     /product="rRNA large subunit m3Psi methyltransferase RlmH"
                     /protein_id="AIK64992.1"
                     /translation="MNISIISIGKLKEKYLKQGIAEYLKRLSAYAKVEVIELPDEKAP
                     ENLSEAEMLIVKEKEGIRILDKISDDTHVIALAIEGKQKSSEEFAVSLDRLATYGKSK
                     VAFVIGGSLGLSSEVMKRSNESLSFSKMTLPHQLMRLVLLEQVYRAFRINRGEPYHK"
     gene            complement(4073645..4073830)
                     /locus_tag="DJ46_4356"
     CDS             complement(4073645..4073830)
                     /locus_tag="DJ46_4356"
                     /codon_start=1
                     /transl_table=11
                     /product="yyzF-like family protein"
                     /protein_id="AIK65162.1"
                     /translation="MNLPCCLEHVELALDIIVDECEVAPVINNVDNSEKEKKTCEFCQ
                     NEATYVVSNTDSHTICG"
     gene            complement(4073884..4075059)
                     /locus_tag="DJ46_4357"
     CDS             complement(4073884..4075059)
                     /locus_tag="DJ46_4357"
                     /codon_start=1
                     /transl_table=11
                     /product="PDZ domain protein"
                     /protein_id="AIK64804.1"
                     /translation="MSFIDGENYRMKRARKKKHKGIVISSIAGTIVGASLFAFGAPIF
                     SNDTGALPQAEASGSNMAEAQGIKQISFVDAVDRASEAVVGIINIQRDNLSEADSEAG
                     TGSGVIYKKTNDQAYIVTNNHVVAGANRIEVSLSDGKKVPGKVLGTDVVTDLAVLEID
                     AKHVKKVIEIGDSNAVRRGEPVIAIGNPLGLQFSGTVTQGIISANERIVPVDLDQDGH
                     YDWQVEVLQTDAAINPGNSGGALVNAAGQLIGINSMKIAAKEVEGIGLAIPVTRAVPI
                     MNELEKYGKVRRPYVGIELRSLNEIPNYYWSKTLHLPGNVTEGVCILDVKSPSPGTDA
                     GLREHDVIVAVDGKPVRDIIGFRTALYDKKINDKMTLTFYRGTKRATTTVKLGIQKY"
     gene            complement(4075123..4075917)
                     /locus_tag="DJ46_4358"
     CDS             complement(4075123..4075917)
                     /locus_tag="DJ46_4358"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK63795.1"
                     /translation="MGLHFSVLASGSTGNMLYVGTDEKKLLVDAGLSGKATEALFKQA
                     ELNINDVSGILVTHEHSDHIKGLGVLARKYDLPVYANEKTWNAMEHLIGNIPTDQKFI
                     FSVGDVKTFGDIEVESFGVSHDAAEPMFYAFHNNNRKLALITDTGYVSDRMKGVIKGA
                     NAFVFESNHDVEMLRMGRYPWSIKRRILSDVGHVCNEDAALAMADVITDETKHIYLAH
                     LSLDNNMKELARMSVSQVLEEKGFGVGEAFEIHDTDPKMPTKIQYV"
     gene            complement(4075901..4076743)
                     /locus_tag="DJ46_4359"
     CDS             complement(4075901..4076743)
                     /locus_tag="DJ46_4359"
                     /codon_start=1
                     /transl_table=11
                     /product="yycH family protein"
                     /protein_id="AIK65184.1"
                     /translation="MDWDRIKTIFIVTFFVLDLFLIFQFIQKQDSNQLELIAETKIDQ
                     ELKANKITMGNFPKEPKKESFIRAENKAFKEEDVQALKNQTAHIQNMYKIESKLKEPF
                     LNTKSLSKDKYNDFLKNYVLDGQKYEFGAMKDSKIYFFQRYKDKPIFYNEQAMIVVEL
                     NEKNELVSYTQTMLTDLKEMGESEKTKQQEIITAQTALENLYLKNKIHGNTHVKEAQI
                     GYANLTASTSNNQVLASTWNLKTEQKQDFFVNAIEGQVMELGEKENQVVDEHTGVRKN
                     GVAF"
     gene            complement(4076724..4078040)
                     /locus_tag="DJ46_4360"
     CDS             complement(4076724..4078040)
                     /locus_tag="DJ46_4360"
                     /codon_start=1
                     /transl_table=11
                     /product="yycH family protein"
                     /protein_id="AIK65980.1"
                     /translation="MSMENVKTIVLINLVVISLFLTFNLWTYVPDSTSMQNAKFVQGN
                     EGTTQTKIADVVRPTSIIVHKDKNHYGSKREGDIESIYKPLEAGELHEFKEISIAKAD
                     FLPYVHGEGKIELIFPTNIPFDAVKSMFSMKEKSIDKPKHFNRIILDPSRSRDQEIKI
                     NFVSDGDNSRIYEAKLSGVYLKDIVNAQNQFIVSAKPYFDYQINDMKKLFLPDGTTEL
                     SNITYISSNLAVDTFKNALFSDPRYLSPITEQSKEIFTDGIRSMEIENNQHMLKYKNS
                     SVLSEKKPDNLMLLQKSFDFVNGHSGSLDSYRLDYMNKGQTVFRLQEDGYPVFNTDGL
                     AELRQVWGSEEVMEYERSLLSLNTKGIEQKVTLPSGHVVIASLENNAAVDKRFIKDIG
                     IGYKLSLDGQVARLQPIWYVKFVEDEAGKQKIYEWSEGGLNGLGSD"
     gene            complement(4078037..4079878)
                     /gene="yycG"
                     /locus_tag="DJ46_4361"
     CDS             complement(4078037..4079878)
                     /gene="yycG"
                     /locus_tag="DJ46_4361"
                     /EC_number="2.7.13.3"
                     /codon_start=1
                     /transl_table=11
                     /product="sensor histidine kinase yycG"
                     /protein_id="AIK63056.1"
                     /translation="MKKVGFFQSIHLKFVLIYMLLILIAMQVIGVYFVRELEKSLVQG
                     FRDSLTQQTNLLSYNLKQEFKKSYTKAETESTDETIKTSIRKFASDRKKDIQEVSVFD
                     ANRKLLAISDESKQNKVNRTSTDIAVQRVLVQKKPEVKIEKDGRTGHRVQVMITPIMD
                     DNNKDALGAIYVVASMEDVYKQMKDINQIFATGTVIALLVTAVLGILLAQTITRPISD
                     MRRQAIEMAKGNYSRKVKVHSHDEIGQLALSFNNLSKKLQQARSSTESERRKLSSVLS
                     HMTDGVIATDRKGDIILLNDPAEKMLNVSRETALDQSVLEVLGIQEEFTLDHLYEEPD
                     SVLLDFSTRNEPYILRASFSVIQKETGKANGLIAVLYDVTEQERIERERREFVANVSH
                     ELRTPLTTMRSYLEALTDGAWQDPNIAPQFLTVIQEETERMIRLVNALLQLSKLDSTE
                     HRLMKEWVDFTDFFNNIIDRFEMSKEQNVSFKRSFSKKSRFIDMDTDKITQVLYNIIS
                     NALKYSPEGGTVTYRLRDRGELLEISVSDQGMGIPKENVDKIFERFYRVDKARSRQMG
                     GTGLGLAIAKEMIEAHGGSIWAKSEEGKGTTIYFTLPMAADEEDEWE"
     gene            complement(4079882..4080586)
                     /gene="yycF"
                     /locus_tag="DJ46_4362"
     CDS             complement(4079882..4080586)
                     /gene="yycF"
                     /locus_tag="DJ46_4362"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein yycF"
                     /protein_id="AIK63839.1"
                     /translation="MGKKILVVDDEKPIADILKFNLEKEGFEIVMAHDGDEAIEKATE
                     EQPDMVLLDIMLPGKDGLEVCREIRKSSEMPIIMLTAKDSEIDKVLGLELGADDYVTK
                     PFSTRELLARVKANLRRHQQGGAAEKEENTEMVIGPIVINPNAYSVTKREENIELTHR
                     EFELLHYLAKHLGQVMTREHLLQTVWGYDYFGDVRTVDVTVRRLREKIEDNPSHPTLI
                     VTRRGVGYYLRDPEQE"
     gene            complement(4080993..4081065)
                     /locus_tag="DJ46_4363"
     tRNA            complement(4080993..4081065)
                     /locus_tag="DJ46_4363"
                     /product="tRNA-Phe"
     gene            complement(4081107..4081182)
                     /locus_tag="DJ46_4364"
     tRNA            complement(4081107..4081182)
                     /locus_tag="DJ46_4364"
                     /product="tRNA-Asp"
     gene            complement(4081203..4081274)
                     /locus_tag="DJ46_4365"
     tRNA            complement(4081203..4081274)
                     /locus_tag="DJ46_4365"
                     /product="tRNA-Glu"
     gene            complement(4081288..4081363)
                     /locus_tag="DJ46_4366"
     tRNA            complement(4081288..4081363)
                     /locus_tag="DJ46_4366"
                     /product="tRNA-Lys"
     gene            complement(4081503..4082792)
                     /gene="purA"
                     /locus_tag="DJ46_4367"
     CDS             complement(4081503..4082792)
                     /gene="purA"
                     /locus_tag="DJ46_4367"
                     /EC_number="6.3.4.4"
                     /note="purA: adenylosuccinate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylosuccinate synthase"
                     /protein_id="AIK64299.1"
                     /translation="MSSVVVVGTQWGDEGKGKITDFLSEHAEVVARYQGGNNAGHTIV
                     FGGVKYKLHLIPSGIFYKEKICVIGNGLVVDPKALLEELKYLHDRGVSTDNLRVSNRA
                     HVILPYHLKQDELEEASKGDNKIGTTKKGIGPAYMDKAARIGIRMADLLDREAFKEKL
                     EQNLAQKNRLFEKMYDTEGFSVDEIFEEYFEYGQQIAQYVCDTSVVLNDALDNNHRVL
                     FEGAQGVMLDIDHGTYPFVTSSNPIAGGVTVGTGVGPAKVTRVVGVCKAYTSRVGDGP
                     FPTELHDEIGHQIREVGREYGTTTGRPRRVGWFDSVVVRHARRVSGLTDLSLNSIDVL
                     TGIPTLKICVAYKCDGKVIDEVPANLNILAKCEPVYEELPGWTEDITGVRSLDELPEN
                     ARKYVERVSELTGIQLSMFSVGPDRNQTNIVRNVYEA"
     gene            complement(4083007..4084368)
                     /gene="dnaB"
                     /locus_tag="DJ46_4368"
     CDS             complement(4083007..4084368)
                     /gene="dnaB"
                     /locus_tag="DJ46_4368"
                     /EC_number="3.6.4.12"
                     /note="dnaB: replicative DNA helicase"
                     /codon_start=1
                     /transl_table=11
                     /product="replicative DNA helicase"
                     /protein_id="AIK65767.1"
                     /translation="MSDVMADRTPPHNIEAEQAVLGAILIDQDALTSASELLVPDSFY
                     RTKHQKIFEVMLGLSDKGEPIDLVMMTSAMADQGLLEEVGGVSYLAELAEVVPTAANV
                     EYYARIIAEKALLRRLIRTATHIVSDGYEREDDVDGLLNEAEKKILEVSHQTNAKAFQ
                     NIKDVLVDAYDKIELLHNQKGEVTGIPTGFTELDKMTAGFQRNDLIIVAARPSVGKTA
                     FSLNIAQNVATKTDENVAIFSLEMGADQLVMRMLCAEGNIDAQRLRTGSLTSDDWAKL
                     TMAMGSLSNAGIYIDDTPGIKVNEIRAKCRRLKQEQGLGMILIDYLQLIQGSGKSGEN
                     RQQEVSEISRTLKGIARELQVPVIALSQLSRGVESRQDKRPMMSDIRESGSIEQDADI
                     VAFLYREDYYDRETENKNTIEIIIAKQRNGPVGSVELAFVKEFNKFVNLERRFEDGHA
                     PPA"
     gene            complement(4084396..4084842)
                     /gene="rplI"
                     /locus_tag="DJ46_4369"
     CDS             complement(4084396..4084842)
                     /gene="rplI"
                     /locus_tag="DJ46_4369"
                     /note="L9: ribosomal protein L9"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L9"
                     /protein_id="AIK65020.1"
                     /translation="MKVIFLKDVKGKGKKGEVKNVPDGYANNFLLKQGLAAEATNSSM
                     KTLEAQKRKEEKDAAAELESAKQLKETLEKLTVELKAKSGEGGRLFGSITSKQIVDAM
                     QKSHKIKLDKRKFEMDDAIRALGYTNVTVKLHPQVTATVKVHVSEQ"
     gene            complement(4084839..4086812)
                     /locus_tag="DJ46_4370"
     CDS             complement(4084839..4086812)
                     /locus_tag="DJ46_4370"
                     /codon_start=1
                     /transl_table=11
                     /product="DHH family protein"
                     /protein_id="AIK64562.1"
                     /translation="MPEFYKKQWFLYPVYVLAFFVFVLISILCYFHLMMGIISFFIFC
                     IVLFVVVRFELTFQKNFEKHTTDMITRVKKVSNEAFNQMPIGILLYNKDYGIDWANPY
                     LSSCLGQHALAGWHLYDVSETLLLFIKGETSDDIVSLNNRKFRVFVRKEEKLIYFFDV
                     TEQTEIEKMYEDQRTVLAVIYLDNYDEVTQGLDDQLRTNITSLVTSRLNEWAVKYGAY
                     LKRASSERFFVVLNESILAQMEKGKFSILDQVREETSKRNIPLTLSVGVGSGDLPLSE
                     LGAMAQSGLDLALGRGGDQVAIKQATGKVKFYGGKTNPVEKRTRVRARVISHALKDLV
                     LESSNVIIMGHRAPDMDAIGAAIGILKVAQLNERKGYIVLDENDSDKGIKRLMDKVKQ
                     NEELWSHFITPEQAMEFANDDSLLVVVDTHKPSMVMEEKLLRKIENVVVIDHHRRGED
                     FIEDPLLVYMEPYASSTAELVTELLEYQPKNLKMTMLEATALLAGIIVDTKSFTFRTG
                     ARTFDAASYLRSHGADTVLVQELLKEDMDQYLRVAKAIKNAYIYTNGIAIAKVDSDDY
                     YDQVLIAQSADTLLTMTGIIASFVIAKRGENFIGISGRSLGEVNVQLIMENLGGGGHL
                     TNAATQMKNVTVDEAEEKLRFVIDDYLQGGTQS"
     gene            complement(4086891..4087826)
                     /locus_tag="DJ46_4371"
     CDS             complement(4086891..4087826)
                     /locus_tag="DJ46_4371"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64104.1"
                     /translation="MKNTKFITEGAALLAIYAMLLLISMYVPILGAVVTFALPLPFIL
                     LTIRYKLSSAFVIFTAALFITVIVSQPMNLVKTTMFGLIGIVLGYMYKKQKKPVEILM
                     AGTLAYLIGIMLIYVASIKFFNIDLMKQMQNMFNESMTQSEKIVTAAGMPISKGQKEL
                     FVQMNDILQTVFPSILVMVSVCLSWITVIISGSALRKLKHDVIPWPKFKDIQLPKSIV
                     WYYVIFILLSTFIKVEPTSYLHMVFSNLYVIFALLLVLQGLTFIAFLAHSKGFTKGVP
                     IISFIACMFIPMLFPLVTILGIIDLGISLRSKIGG"
     gene            complement(4087907..4088140)
                     /gene="rpsR"
                     /locus_tag="DJ46_4372"
     CDS             complement(4087907..4088140)
                     /gene="rpsR"
                     /locus_tag="DJ46_4372"
                     /note="S18: ribosomal protein S18"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S18"
                     /protein_id="AIK61371.1"
                     /translation="MAGRKGGRAKRRKVCFFTSNGITRIDYKDVDLLKRFVSERGKIL
                     PRRVTGTSAKYQRKLTVAIKRARQMALLPYVGE"
     gene            complement(4088186..4088707)
                     /gene="ssb"
                     /locus_tag="DJ46_4373"
     CDS             complement(4088186..4088707)
                     /gene="ssb"
                     /locus_tag="DJ46_4373"
                     /codon_start=1
                     /transl_table=11
                     /product="single-stranded DNA-binding protein ssb"
                     /protein_id="AIK61626.1"
                     /translation="MMNRVILVGRLTKDPDLRYTPNGVAVATFTLAVNRAFANQQGER
                     EADFINCVIWRKQAENVANYLKKGSLAGVDGRLQTRNYEGQDGKRVYVTEVLAESVQF
                     LEPRNGGGEQRGSFNQQPSGAGFGNQSSNPFGQSSNSGNQGNQGNSGFTKNDDPFSNV
                     GQPIDISDDDLPF"
     gene            complement(4088734..4089024)
                     /gene="rpsF"
                     /locus_tag="DJ46_4374"
     CDS             complement(4088734..4089024)
                     /gene="rpsF"
                     /locus_tag="DJ46_4374"
                     /note="S6: ribosomal protein S6"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S6"
                     /protein_id="AIK62392.1"
                     /translation="MRKYEIMYIIRPGVEEEAQKALVERFAGVLTNNGAEIINTKEWG
                     KRRLAYEINDLREGFYMILNVNANAEAINEFDRLAKINEDILRHIVVKEEEK"
     gene            complement(4089216..4090316)
                     /locus_tag="DJ46_4375"
     CDS             complement(4089216..4090316)
                     /locus_tag="DJ46_4375"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosome-binding GTPase family protein"
                     /protein_id="AIK61875.1"
                     /translation="MGLTAGIVGLPNVGKSTLFNAITQAGAESANYPFCTIDPNVGIV
                     EVPDERLNKLTELVEPKKTVPTVFEFTDIAGIVKGASKGEGLGNKFLSHIRQVDAICQ
                     VVRCFEDENITHVSGKVDPIDDIETINLELILADLESVDKRIERVAKLARQKDKEAVY
                     EHEILVRLKEAFEEGKPARTVEFTEEQMKIVKGLHLLTTKEMLYVANVSEDDVIDPSE
                     NKYVQMVKEFAANENSQVIVVCAKIESEIAELDEEEKKVFLEELGIEESGLDQLIRAA
                     YDLLGLATYFTAGVQEVRAWTFKQGMKAPQCAGVIHTDFERGFIRAETVSYEDLMTNG
                     SMTAAKEAGKVRLEGKEYIVKDGDVMHFRFNV"
     gene            complement(4090432..4090629)
                     /locus_tag="DJ46_4376"
     CDS             complement(4090432..4090629)
                     /locus_tag="DJ46_4376"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62940.1"
                     /translation="MEQKQYNLYDVVEMKKAHPCGENRWKIIRMGMDIRIKCEGCDHS
                     VMIPRREFDRKVKKILVKHEE"
     gene            complement(4090650..4091531)
                     /locus_tag="DJ46_4377"
     CDS             complement(4090650..4091531)
                     /locus_tag="DJ46_4377"
                     /codon_start=1
                     /transl_table=11
                     /product="mechanosensitive ion channel family protein"
                     /protein_id="AIK62395.1"
                     /translation="MDVLTKWFNATKQYLLDADRWADIGIAALKICIILTIGAIVVRI
                     ARAVVRNAFRMGSRSPIQISERRTVTVAKLLENIVAYVVMFIMLIAILGVFNINASGL
                     LAGAGVIGLAVGFGAQSLVKDVITGLFILLEDQFSVGDYVKIGQFEGVVLEIGLRTTK
                     VKSWTGEIHTLPNGSIVQVTNYSVSNSVAFVDVSISYEADIAKAEQVIEELLEELPAQ
                     YEQMVTTPQLLGVQTLAASEVILRVIAEVEPMQHAVIARALRKEIKNRLDLHGIEIPY
                     PRMVLYNREELVSGKAI"
     gene            4091791..4092387
                     /gene="yyaC"
                     /locus_tag="DJ46_4378"
     CDS             4091791..4092387
                     /gene="yyaC"
                     /locus_tag="DJ46_4378"
                     /note="spore_YyaC: putative sporulation protein YyaC"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sporulation protein YyaC"
                     /protein_id="AIK63570.1"
                     /translation="MNIGSFRLPFFEKETQNVMHQDLEASETISNFLLSHIPIKTHIP
                     IILVCIGTDRSTGDALGPLVGTKLEQVGIKNFQVFGTLDEPVHALNLEEKIQNIQKDN
                     PASFIIAVDACLGKSQSIGSITTGMGPSKPGAAMNKKLPAVGDLHIHGIVNLNGFMEF
                     FVLQNTRLSLVMKMADVIAQSIKETDQKICALKKANHL"
     gene            complement(4092408..4093259)
                     /gene="spo0J"
                     /locus_tag="DJ46_4379"
     CDS             complement(4092408..4093259)
                     /gene="spo0J"
                     /locus_tag="DJ46_4379"
                     /codon_start=1
                     /transl_table=11
                     /product="stage 0 sporulation protein J"
                     /protein_id="AIK65080.1"
                     /translation="MAKGLGRGINVFFPDLDVKEEETVQEIVITELRPNPYQPRKHFN
                     KEAIQELSASIKEHGILQPLIARKSIKGYEIVAGERRYRAAKEAGLEKVPAVVRQLNE
                     QQMMEFALLENLQREDLNPMEEAMAYQMLMNELNVTQEQLAKCLGKSRPYIANYTRLL
                     SLPSFVQDMIANGQLSMAHGRTLLTIKDEEQLKSLLKRIEKEGLNVRQLEKIVQEINQ
                     SVSRETKQVKKERNIFFIERETFLREKFGTDVKIKETKKEKGKIEIEFFNKEDLNRIL
                     ELLAQKN"
     gene            complement(4093252..4094013)
                     /gene="soj"
                     /locus_tag="DJ46_4380"
     CDS             complement(4093252..4094013)
                     /gene="soj"
                     /locus_tag="DJ46_4380"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation initiation inhibitor protein soj"
                     /protein_id="AIK65855.1"
                     /translation="MGKIIAIANQKGGVGKTTTSVNLGAGLAQVGKKVLLVDIDAQGN
                     ATTGVGIEKSELDQCIYNVLVEDADVQGVIQKTATENLDVLPATIQLAGAEIELVPTI
                     SREVRLQRALQPVRDEYDYIIIDCPPSLGLLTINALTAADSVIIPVQCEYYALEGLSQ
                     LLNTVRLVQKHLNKNLAIQGVLLTMLDARTNLGIQVIDEVKKYFRDKVYRSIIPRNVR
                     LSEAPSHGKPIMQYDAKSRGAEVYIDLAEEVIAGG"
     gene            complement(4094204..4095076)
                     /gene="noc"
                     /locus_tag="DJ46_4381"
     CDS             complement(4094204..4095076)
                     /gene="noc"
                     /locus_tag="DJ46_4381"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoid occlusion protein"
                     /protein_id="AIK65529.1"
                     /translation="MKNTFSRLFGFGDKESEFELQDESHEEIDKKVYEEIQEIPIVNI
                     TPNRYQPRTVFDDARIEELALTIRTHGLIQPIVVRQYEDDKYEIIAGERRFRAATKLG
                     WEKVPAIIKNLNDTETASVALIENLQREELTAIEEAVAYQKLIELHNLTQEALAQRLG
                     KGQSTIANKLRLLKLPEEIKSALLEKSITERHARALIPLKNEELQLKVLQEIVEKQLN
                     VKQTEERITKLLEEAKPKRKAKQKAVSRDTRIAMNTIRQSLQMVADSGLNVNSEEEEF
                     DEYYQITIQIPKKK"
     gene            complement(4095181..4095900)
                     /gene="gidB"
                     /locus_tag="DJ46_4382"
     CDS             complement(4095181..4095900)
                     /gene="gidB"
                     /locus_tag="DJ46_4382"
                     /EC_number="2.1.1.170"
                     /note="gidB: 16S rRNA
                     (guanine(527)-N(7))-methyltransferase GidB"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA (guanine(527)-N(7))-methyltransferase
                     GidB"
                     /protein_id="AIK66194.1"
                     /translation="MNIEQFQSMLEEKGITLSSRQLEQFEIYFETLVEWNEKMNLTAI
                     TEKEEVYLKHFFDSITAAFYYDFSKPFSICDVGAGAGFPSIPLKICFPHLKVTIVDSL
                     QKRINFLNHLAQKLELSDVAFCHDRAETFGKKEGVREAYDIVMARAVARLSVLSELCL
                     PLVKVGGTFIAMKGAAANEEIENGKYALEVLGGDLKEMSTFQLPFEESERNILLIEKK
                     RKTPKKYPRKPGTPNKLPIEK"
     gene            complement(4095922..4097811)
                     /gene="gidA"
                     /locus_tag="DJ46_4383"
     CDS             complement(4095922..4097811)
                     /gene="gidA"
                     /locus_tag="DJ46_4383"
                     /note="gidA: tRNA uridine 5-carboxymethylaminomethyl
                     modification enzyme GidA"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA uridine 5-carboxymethylaminomethyl
                     modification enzyme GidA"
                     /protein_id="AIK61085.1"
                     /translation="MGYNAGSYDVIVIGAGHAGCEAGLAAARMGSKTLMLTINLDMVA
                     FMPCNPSVGGPAKGIVVREIDALGGEMGRNIDKTHIQMRMLNTGKGPAVRALRAQADK
                     FSYQHELKKTIEETPNLTLFQGMVERLIVEDGECKGVITQAGAEYTAKTVVITTGTFL
                     RGEIIMGDLKYSSGPNNQQPSITLSEHLEELGFDLVRFKTGTPPRVNSNTIDYSKTEI
                     QPGDDKPRAFSFETTKFIMDQIPCWLTYTSTETHRLIDENLHRSAMYSGMIKGTGPRY
                     CPSIEDKVVRFNDKPRHQIFLEPEGRNTQEVYVQGLSTSLPEDVQRDMLRTIPGLENV
                     EMMRTGYAIEYDAIVPTQLWPTLETKKIKNLYTAGQINGTSGYEEAAGQGLMAGINAA
                     CRSLGKKEVILGREDAYIGVLIDDLVTKGTNEPYRLLTSRAEYRLLLRHDNADLRLTE
                     VGHEIGLITEERYERFTNKKLQIEQEKERLSSIIIKPRPEVQELIRNIGGSELKDGIR
                     ASDLLRRPEMTYEHIHLLVPSEVELSDEVKEQVEIQIKYEGYIEKSLQQVERMKKMEN
                     KKIPVDIDYDAISSLASEARQKLKDVRPLSMGQASRISGVNPADISILLVYIEQGKIA
                     RVSNQ"
     gene            complement(4097858..4099234)
                     /gene="trmE"
                     /locus_tag="DJ46_4384"
     CDS             complement(4097858..4099234)
                     /gene="trmE"
                     /locus_tag="DJ46_4384"
                     /note="mnmE_trmE_thdF: tRNA modification GTPase TrmE"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA modification GTPase TrmE"
                     /protein_id="AIK66001.1"
                     /translation="MEFDTIAAISTALGEGAIAIVRVSGDDAVEKVNRIFKGKDLTEV
                     PSHTIHYGHIVDLDTNQVIEEVMVSIMRAPRTFTRENIVEINCHGGLVSVNKVLQLIL
                     AQGVRLAEPGEFTKRAFLNGRIDLSQAEAVMDLIRAKTDRAMNVAINQMEGRLSKLIG
                     RLRQDILETLAHVEVNIDYPEYDDVEEMTHNILIEKATHVRAEIAKILETSKQGKILR
                     EGIATAIIGRPNVGKSSLLNSLVQEKKAIVTDIAGTTRDVIEEYVNVRGVPLKLIDTA
                     GIRETEDVVERIGVERSKEMMSQADLVLVVVNYSETLTNEDEELFRAVQGKDFIVIVN
                     KTDLPQAIDMERVIELAAGNRVITTSLIEEQGIDELEKAIADLFFEGTIDSADVTYVS
                     NARHIGLLTQAGKTIGDAIEAIENGVPIDMVQIDLTRTWEILGEITGDTVHESLIDQL
                     FSQFCLGK"
     gene            complement(4099461..4100078)
                     /locus_tag="DJ46_4385"
     CDS             complement(4099461..4100078)
                     /locus_tag="DJ46_4385"
                     /codon_start=1
                     /transl_table=11
                     /product="R3H domain protein"
                     /protein_id="AIK65531.1"
                     /translation="MSIITAKGQTVELAVQDALRQLNVSKDRVDISIIDEGKRGFLGL
                     FGNRPAVVEVVLKKDPIQECEEYLKNVIHDMGVEAEISKIVKGREVEFTIYGENVGVL
                     IGKRGNTLNSLQYLTKLVANRNTKQYIGITLDAENYRSKRKATLEALSYRLAKQVVRT
                     KKRVVLEPMPSFERKIIHQALSNHQNIITTSEGKEPHRHVVISSK"
     gene            complement(4100075..4100842)
                     /gene="yidC"
                     /locus_tag="DJ46_4386"
     CDS             complement(4100075..4100842)
                     /gene="yidC"
                     /locus_tag="DJ46_4386"
                     /note="yidC_oxa1_cterm: membrane insertase, YidC/Oxa1
                     family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane insertase, YidC/Oxa1 family domain
                     protein"
                     /protein_id="AIK62351.1"
                     /translation="MKKKLGLLAMVVALMAITAGCSEVNQPITPKSTGIWNEYFVYPL
                     SQLITYFANLFGSNYGLAIVVTTLIIRFALLPLMIKQTKSTKAMQALQPEMVKLKEKY
                     SSKDQATQQKLQQEMMQLYQKNGVNPLAGCLPIFVQMPILFAFYHAIMRTSEISKHTF
                     LWFDLGQADPYYILPVVAAITTFIQQKLAMAGTAGQNPQMAMMLWLMPIMILIFAINF
                     PAALSLYWVVGNIFGIAQMYLIKGPEIKASKAGGSSK"
     gene            complement(4100882..4101241)
                     /gene="rnpA"
                     /locus_tag="DJ46_4387"
     CDS             complement(4100882..4101241)
                     /gene="rnpA"
                     /locus_tag="DJ46_4387"
                     /EC_number="3.1.26.5"
                     /note="rnpA: ribonuclease P protein component"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease P protein component"
                     /protein_id="AIK61542.1"
                     /translation="MKKKHRIKKNDEFQTVFQKGKSNANRQFVVYQLDKEEQPNFRIG
                     LSVSKKIGNAVVRNRIKRMIRQSITELKDEIDSGKDFVIIARKPCAEMTYEELKKSLI
                     HVFKRSGMKRIKSSVRK"
     gene            complement(4101318..4101452)
                     /gene="rpmH"
                     /locus_tag="DJ46_4388"
     CDS             complement(4101318..4101452)
                     /gene="rpmH"
                     /locus_tag="DJ46_4388"
                     /note="rpmH_bact: ribosomal protein L34"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L34"
                     /protein_id="AIK64893.1"
                     /translation="MKRTYQPNKRKRSKVHGFRSRMSTANGRKVLAARRRKGRKVLSA
                     "
     gene            4102017..4103357
                     /gene="dnaA"
                     /locus_tag="DJ46_4389"
     CDS             4102017..4103357
                     /gene="dnaA"
                     /locus_tag="DJ46_4389"
                     /note="dnaA: chromosomal replication initiator protein
                     DnaA"
                     /codon_start=1
                     /transl_table=11
                     /product="chromosomal replication initiator protein DnaA"
                     /protein_id="AIK63458.1"
                     /translation="MENISDLWNSALKELEKKVSKPSYETWLKSTTAHNLKKDVLTIT
                     APNEFARDWLESHYSELISETLYDLTGAKLAIRFIIPQSQAEEEIDLPPAKPNAAQDD
                     SNHLPQSMLNPKYTFDTFVIGSGNRFAHAASLAVAEAPAKAYNPLFIYGGVGLGKTHL
                     MHAIGHYVIEHNPNAKVVYLSSEKFTNEFINSIRDNKAVDFRNKYRNVDVLLIDDIQF
                     LAGKEQTQEEFFHTFNALHEESKQIVISSDRPPKEIPTLEDRLRSRFEWGLITDITPP
                     DLETRIAILRKKAKAEGLDIPNEVMLYIANQIDSNIRELEGALIRVVAYSSLINKDIN
                     ADLAAEALKDIIPNSKPKIISIYDIQKAVGDVYQVKLEDFKAKKRTKSVAFPRQIAMY
                     LSRELTDSSLPKIGEEFGGRDHTTVIHAHEKISKLLKTDTQLQKQVEEINDILK"
     gene            4103536..4104675
                     /gene="dnaN"
                     /locus_tag="DJ46_4390"
     CDS             4103536..4104675
                     /gene="dnaN"
                     /locus_tag="DJ46_4390"
                     /EC_number="2.7.7.7"
                     /note="dnan: DNA polymerase III, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, beta subunit"
                     /protein_id="AIK65544.1"
                     /translation="MRFSIQKDYLVRSVQGVMKAVSFRTTIPILTGIKVVATEEGVTL
                     TGSDADISIESFIPVEEDGKEIVEVKQSGSIVLQAKYFSEIVKKLPKETVEISVENHL
                     MTKITSGKSEFNLNGLDSAEYPLLPQIEEHHVFKIPTDLLKHMIRQTVFAVSTSETRP
                     ILTGVNWKVYNSELTCIATDSHRLALRKAKIEGIVDEFQANVVIPGKSLNELSKILDE
                     SEEMVDIVITEYQVLFRTKHLLFFSRLLEGNYPDTTRLIPAESKTDIFVNTKEFLQAI
                     DRASLLARDGRNNVVKLSTLEQAMLEISSNSPEIGKVVEEVQCEKVDGEELKISFSAK
                     YMMDALKALDSTEIKISFTGAMRPFLIRTVNDESIIQLILPVRTY"
     gene            4104803..4105015
                     /locus_tag="DJ46_4391"
     CDS             4104803..4105015
                     /locus_tag="DJ46_4391"
                     /codon_start=1
                     /transl_table=11
                     /product="S4 domain protein"
                     /protein_id="AIK66399.1"
                     /translation="MKRIKISTEYITLGQFLKLADVIDTGGAVKWFLQEYEVYVNQEL
                     ENRRGRKLYANDIIEIPGSGSFQVQS"
     gene            4105028..4106155
                     /gene="recF"
                     /locus_tag="DJ46_4392"
     CDS             4105028..4106155
                     /gene="recF"
                     /locus_tag="DJ46_4392"
                     /note="recf: DNA replication and repair RecF family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA replication and repair RecF family protein"
                     /protein_id="AIK61998.1"
                     /translation="MFISEIQLKNYRNYEKLELSFEDKVNVIIGENAQGKTNLMEAIY
                     VLAMAKSHRTSNDRELIRWDEDFGQIKGKLQKRNSSLSLELNISKKGKKAKLNQLEQQ
                     KLSQYIGVMNVVMFAPEDLNLVKGSPQVRRRFLDMELGQIAPVYLYELSQYQKVLTQR
                     NHLLKKMQGNSKNEETMLDVFTLQLIEHGTKILRKRFEFLHLLQEWAAPIHRGISRGL
                     EELEIVYKPSVDVSESMDLSKIKEVYYESFQSVKQREIFRGTTLIGPHRDDLQFFVNS
                     KNVQVFGSQGQQRTTALSLKLAEIELIYSEVKEYPILLLDDVLSELDDYRQSHLLNTI
                     QGKVQTFVTTTSVDGIEHETLKEAKTIHVTNGTVDCEIDRA"
     gene            4106194..4108116
                     /gene="gyrB"
                     /locus_tag="DJ46_4393"
     CDS             4106194..4108116
                     /gene="gyrB"
                     /locus_tag="DJ46_4393"
                     /EC_number="5.99.1.3"
                     /note="gyrB: DNA gyrase, B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA gyrase, B subunit"
                     /protein_id="AIK65533.1"
                     /translation="MEQKQMQENSYDESQIQVLEGLEAVRKRPGMYIGSTSGKGLHHL
                     VWEIVDNSIDEALAGYCDEINVSIEEDNSIRVTDNGRGIPVGIQEKMGRPAVEVIMTV
                     LHAGGKFGGGGYKVSGGLHGVGASVVNALSTELEVFVHREGKIHYQKYERGIPVADLK
                     VIGDTDQTGTITRFKPDPEIFQETTVYEFDTLATRMRELAFLNRNIKLTIEDKREHKQ
                     KKEFHYEGGIKSYVEHLNRSKQPIHEEPVYVEGSKDGIQVEVSLQYNEGYTNNIYSFT
                     NNIHTYEGGTHEVGFKTALTRVINDYGRKNSILKDADSNLTGEDVREGLTAIVSIKHP
                     NPQFEGQTKTKLGNSEARTITESVFSEAFEKFLLENPNVARKIVEKGTMAARARVAAK
                     KARELTRRKSALEVSSLPGKLADCSSKDPAISEIYIVEGDSAGGSAKQGRDRHFQAIL
                     PLKGKIINVEKARLDKILSNDEVRTIITAIGTNIGGDFDIEKARYHKVIIMTDADVDG
                     AHIRTLLLTFFYRYMRQIIEHGYIYIAQPPLFKVQQGKKIQYAYNEKELEKILAELPA
                     QPKPGIQRYKGLGEMNPTQLWETTMDPEVRSLLQVSLQDAIEADETFEILMGDKVEPR
                     RNFIQENAKYVKNLDI"
     gene            4108205..4110676
                     /gene="gyrA"
                     /locus_tag="DJ46_4394"
     CDS             4108205..4110676
                     /gene="gyrA"
                     /locus_tag="DJ46_4394"
                     /EC_number="5.99.1.3"
                     /note="gyrA: DNA gyrase, A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA gyrase, A subunit"
                     /protein_id="AIK64364.1"
                     /translation="MSDNQQQARIREINISHEMRTSFLDYAMSVIVSRALPDVRDGLK
                     PVHRRVLYAMNDLGITADKAYKKSARIVGEVIGKYHPHGDSAVYETMVRMAQDFSQRY
                     MLVDGHGNFGSVDGDSAAAMRYTEARMSKISMELIRDISKNTIDYQDNYDGSEREPIV
                     LPARFPNLLVNGTTGIAVGMATNIPPHQLGEVIDGVLALSHNPDITIAELMECIPGPD
                     FPTAGLILGRSGIRRAYETGRGSIILRAKVEIEEKSNGKQSIIVTELPYQVNKARLIE
                     KIAELVRDKKIEGITDLRDESDRNGMRIVMEVRRDANANVLLNNLYKHTALQTSFGIN
                     MLSLVNGEPQVLNLKQNLYHYLEHQKVVIRRRTAYELEKAEARAHILEGLRIALDHLD
                     EVITLIRSSKTAEIAKQGLMERFGLSEKQAQAILDMRLQRLTGLEREKIEQEYQDLMK
                     LIAELKAILADEEKVLEIIREELTEVKERFNDKRRTEITIGGMESIEDEDLIPEQNIA
                     ITLTHNGYIKRLPASTYKTQNRGGRGVQGMGTNDDDFVEHLLTTSTHDHILFFTNKGK
                     VYRTKGYEIPEYSRTAKGIPIINLLGVDKGEWINAIIPIREFGDDEFLFFTTKQGISK
                     RTPLSSFANIRTNGLIAISLREEDEVISVRLTSGDKDIIVGTSNGMLIRFNEQDVRSM
                     GRNAAGVKAITLGEEDQVVGMEIVEEDVNVLIVTKNGYGKRTPIDEYRLQSRGGKGLK
                     TCNITDKNGKLVAVKSVTGEEDIMLITAAGVIIRMPVDQISQMGRNTQGVRLIRLEDE
                     QEVATVAKAQKDDEEETSEEVSSEE"
     gene            4110925..4112464
                     /locus_tag="DJ46_4395"
     rRNA            4110925..4112464
                     /locus_tag="DJ46_4395"
                     /product="16S ribosomal RNA"
     gene            4112618..4115538
                     /locus_tag="DJ46_4397"
     rRNA            4112618..4115538
                     /locus_tag="DJ46_4397"
                     /product="23S ribosomal RNA"
     gene            4115589..4115703
                     /locus_tag="DJ46_4398"
     rRNA            4115589..4115703
                     /locus_tag="DJ46_4398"
                     /product="5S ribosomal RNA"
     gene            complement(4115737..4116654)
                     /locus_tag="DJ46_4399"
     CDS             complement(4115737..4116654)
                     /locus_tag="DJ46_4399"
                     /codon_start=1
                     /transl_table=11
                     /product="yaaC-like family protein"
                     /protein_id="AIK63900.1"
                     /translation="MKNPPYKMLKKSFENCYPFIYYLEHGKNYYELYKVAPFSIQPML
                     LFYGISQLFKACLLTIDPNYPESTTVLAHGVTTRKRKKQGYQFLEDEVKVQKNGLFTH
                     VAEQLFHMKHLESEKFNMLDLMGNIPELQNLFRYSQRGATLYKIDSPNTNELSFSVNI
                     LDRLHMTTERFSRYIESICKHLSIQHVPRKTSASNLLFTAPIQSWNPIYSTPLYYEYL
                     ADTYYLPLTTDPRNPKPALPELLVHYLLLYNLSMISRYETDWWYDLLGSYGSEDYPFI
                     YQFLTISAQKVPYYISSFLLAEPGLFHGK"
     gene            4116852..4118315
                     /gene="guaB"
                     /locus_tag="DJ46_4400"
     CDS             4116852..4118315
                     /gene="guaB"
                     /locus_tag="DJ46_4400"
                     /EC_number="1.1.1.205"
                     /note="IMP_dehydrog: inosine-5'-monophosphate
                     dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="inosine-5'-monophosphate dehydrogenase"
                     /protein_id="AIK62990.1"
                     /translation="MWESKFVKEGLTFDDVLLVPAKSDVLPREVSVKTVLSESLQLNI
                     PLISAGMDTVTEADMAIAMARQGGLGIIHKNMSIEQQAEQVDKVKRSESGVISDPFFL
                     TPEHQVYDAEHLMGKYRISGVPVVNNLDERKLVGIITNRDMRFIQDYSIKISDVMTKE
                     QLITAPVGTTLSEAEKILQKYKIEKLPLVDNNGVLQGLITIKDIEKVIEFPNSAKDKQ
                     GRLLVGAAVGVTADAMTRIDALVKASVDAIVLDTAHGHSQGVIDKVKEVRAKYPSLNI
                     IAGNVATAEATKALIEAGANVVKVGIGPGSICTTRVVAGVGVPQLTAVYDCATEARKH
                     GIPVIADGGIKYSGDMVKALAAGAHVVMLGSMFAGVAESPGETEIYQGRQFKVYRGMG
                     SVGAMEKGSKDRYFQEGNKKLVPEGIEGRVPYKGPLADTVHQLVGGLRAGMGYCGAQD
                     LEFLRENAQFIRMSGAGLLESHPHHVQITKEAPNYSL"
     gene            4118420..4119736
                     /locus_tag="DJ46_4401"
     CDS             4118420..4119736
                     /locus_tag="DJ46_4401"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase family
                     protein"
                     /protein_id="AIK65455.1"
                     /translation="MKGMFCKRFIALVTMLTLVCSMLLPYSNASAETGSALNIEAGAA
                     ILVEANSGKILYQKNADELLSIASMTKMMSEYLVHEAVDKGKLKWDQKIKVSEYAYKV
                     SQDASLSNVALENGGSYTVKELYEAMAIFSANGATIALAEAIAGKEVDFVKMMNDKSK
                     ELGLKNYKFVNSTGLTNKDLKGMHPEGTTADEENKMSAKDVATLAQHLIKDYPKVLDT
                     AKIPKKEFRPEKEKFAMSNWNWMLKGLVKEYDGVDGLKTGSTPEAGDCFTGTVERNGM
                     RFISVVIKTSSHTARFDETKKLYDYGFANFEMKQMYKKGSSVKGQETVRVENAKDKDV
                     AVQTKQAISLPVPKGSKEVYKTELKESSKGQEAPIKKGAALGQMVITPKDTNDPGFLT
                     GKSLQVDLVTTSEVEEANWFTRAMRGIGSFFSGIWNSAVDTVKGWF"
     gene            4119897..4120784
                     /locus_tag="DJ46_4402"
     CDS             4119897..4120784
                     /locus_tag="DJ46_4402"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal 5'-phosphate synthase, synthase
                     subunit Pdx1"
                     /protein_id="AIK61450.1"
                     /translation="MTNVTGTERVKRGMAEMQKGGVIMDVINAEQAKIAEEAGAVAIM
                     ALERVPADIRAAGGVSRMADPTIVEEVMGAVSIPVMAKCRIGHLVEARVLESLGVDYI
                     DESEVLTPADEVYHLNKRDYTVPFVCGCRDIGEAARRIAEGASMLRTKGEPGTGNIVE
                     AVRHMRQVNAEIRQVASLREDELMTYAKNTGAPYEVLLEIKRLGRLPVVNFAAGGVAT
                     PADAALMMQLGADGVFVGSGIFKSENPAKFARAIVEATTHYEDYELIASLSKGLGNAM
                     KGIEISTLLPEQRMQERGW"
     gene            4120803..4121393
                     /gene="pdxT"
                     /locus_tag="DJ46_4403"
     CDS             4120803..4121393
                     /gene="pdxT"
                     /locus_tag="DJ46_4403"
                     /note="PLP_synth_Pdx2: pyridoxal 5'-phosphate synthase,
                     glutaminase subunit Pdx2"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal 5'-phosphate synthase, glutaminase
                     subunit Pdx2"
                     /protein_id="AIK64216.1"
                     /translation="MVKIGVLGLQGAVREHVKSVEASGAEAVVVKRIEQLEEIDGLIL
                     PGGESTTMRRLIDKYDFMEPLRTFAKSGKPMFGTCAGMILLAKTLIGYDEAHIGAMDI
                     TVERNAFGRQKDSFEAALSIKGVGEDFVGVFIRAPYVVDVADDVEVLSTHGDRMVAVK
                     QGPFLAASFHPELTDDHRVTAYFVEMVKEAKMKKVV"
     gene            4121721..4122995
                     /gene="serS"
                     /locus_tag="DJ46_4404"
     CDS             4121721..4122995
                     /gene="serS"
                     /locus_tag="DJ46_4404"
                     /EC_number="6.1.1.11"
                     /note="serS: serine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="serine--tRNA ligase"
                     /protein_id="AIK66414.1"
                     /translation="MLDIKFLRTNFEEVKAKLQHRGEDLTDFGRFEELDTRRRELLVQ
                     TEELKSKRNEVSQQISVLKREKKDAEALILEMREVGEKVKDLDNELRTVEEDLERLML
                     SIPNIPHESAPVGETEDDNVVARTWGEVKEFAFEPKPHWDLATDLGILDFERAGKVTG
                     SRFVFYKGAGARLERALISFMLDLHTDEHGYEEVLPPYMVNRASMTGTGQLPKFEEDA
                     FRIESEDYFLIPTAEVPVTNMHRDEILNKEQLPIRYAAFSSCFRSEAGSAGRDTRGLI
                     RQHQFNKVELVKFVKPEDSYEELEKLTNDAERVLQLLELPYRVMSMCTGDLGFTAAKK
                     YDIEVWIPSYGTYREISSCSNFEAFQARRANIRFRREPNGKPEHVHTLNGSGLAIGRT
                     VAAILENYQQEDGTIIIPEVLRPYMGGKTVIK"
     gene            4123152..4123244
                     /locus_tag="DJ46_4405"
     tRNA            4123152..4123244
                     /locus_tag="DJ46_4405"
                     /product="tRNA-Ser"
     gene            4123411..4123803
                     /locus_tag="DJ46_4406"
     CDS             4123411..4123803
                     /locus_tag="DJ46_4406"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix, Psq domain protein"
                     /protein_id="AIK65051.1"
                     /translation="MDLIIQTFPLDGKTLYYVQCPVCKNNRILNSGANVSRIISDDTF
                     RKLCGCTCDVKQTATKVEAPKKVKKEAVKKEAAPKRTGKVLTAVINGKEMTVKEIAEA
                     YDISTSTVRQRINAGKSESEIIAPTKKK"
     gene            complement(4123839..4124507)
                     /gene="dck"
                     /locus_tag="DJ46_4407"
     CDS             complement(4123839..4124507)
                     /gene="dck"
                     /locus_tag="DJ46_4407"
                     /EC_number="2.7.1.76"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyadenosine/deoxycytidine kinase"
                     /protein_id="AIK63231.1"
                     /translation="MNLRQKYDIPNDAVITIAGTVGVGKSTMTTALANALGYRTSFEK
                     VDSNPYLDKFYADFTRWSFHLQVYFLAERFKEQKRIFEYGGGFVQDRSIYEDTGIFAK
                     MHHEKGTMTETDYETYKGLFDAMVMTPYFPHPDLLIYLEGSFDDIVDRIQERGRPMEQ
                     QTPIEYWKEMHGRYENWINNFNSCPVLRLNINEYDILKDGDSIEPIIKKIGHFLKQTR
                     KLVK"
     gene            complement(4124510..4125145)
                     /gene="dgk"
                     /locus_tag="DJ46_4408"
     CDS             complement(4124510..4125145)
                     /gene="dgk"
                     /locus_tag="DJ46_4408"
                     /EC_number="2.7.1.113"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyguanosine kinase"
                     /protein_id="AIK62947.1"
                     /translation="MTGVPFITVEGPIGVGKTSLAKEISTHMQLHLLKEIVDENPFLG
                     KFYEDIDEWSFQTEMFFLCNRYKQLEDINIKYLNQRKPVVADYHIFKNVIFASRTLKD
                     SQYDKYMQIYRILTQDMPVPNVIVYLTASLETLQRRIAMRGREFEKNMDPNYLLQLTK
                     DYETAMDAFKKDHPDIPVLKFNGDDMDFVKNPDDLNVILSALQNTLLKESK"
     gene            complement(4125271..4125810)
                     /locus_tag="DJ46_4409"
     CDS             complement(4125271..4125810)
                     /locus_tag="DJ46_4409"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK65893.1"
                     /translation="MKNTALLIIDMINDFQFSHGPILAKKCEMITNPILQLKKTMKSF
                     GYPIIYINDHYQLWRSDIDQLITHCTNEYSENIIHKIAPSSDDYIFIKPHYSAFYETP
                     LNSLLGYLKIENLILTGVAGNICILFTANDAHMRNYTLYVPQDCIASNHDQDNLHALK
                     IMETTLKANIVPSSQIKFN"
     gene            4125918..4126418
                     /gene="tadA"
                     /locus_tag="DJ46_4410"
     CDS             4125918..4126418
                     /gene="tadA"
                     /locus_tag="DJ46_4410"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-specific adenosine deaminase"
                     /protein_id="AIK65254.1"
                     /translation="MERDQDIYFMQLAIEEAKKAEAIQEVPIGAVIVLNGEVISAAHN
                     LRETEQRSIAHAELLAIDEACKKLGTWRLEDATLYVTLEPCPMCAGGIVLSRVKRVVY
                     GAGDPKGGCAGTLMNLLTDERFNHQCEVVAGVLEEECGTLLTNFFRELRKKRKAIKKL
                     EKSNEN"
     gene            4126895..4128583
                     /gene="dnaX"
                     /locus_tag="DJ46_4411"
     CDS             4126895..4128583
                     /gene="dnaX"
                     /locus_tag="DJ46_4411"
                     /EC_number="2.7.7.7"
                     /note="dnaX_nterm: DNA polymerase III, subunit gamma and
                     tau"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, subunit gamma and tau"
                     /protein_id="AIK65653.1"
                     /translation="MSYQALYRTWRPQKFEDVVGQKHVTKTLQNALLQEKVSHAYLFS
                     GPRGTGKTTIAKVFAKAINCEHAPVAEPCNECPSCLGITQGSISDVLEIDAASNNGVD
                     EIRDIRDKVKYAPSAVEYKVYIIDEVHMLSMGAFNALLKTLEEPPGHVIFILATTEPH
                     KIPPTIISRCQRFEFRKISVNDIVERLSTVVTNEGTQVEDEALQIVARAAEGGMRDAL
                     SLIDQAISYSDERVTTEDVLAVTGSVSQQYLGNLVECIRENDVSRALRIIDEMMGKGK
                     DPVRFMEDFIYYYRDMLLYQTSPQLEHMLERVMVDEQFRMLSEEMQPEVIYEIIHTLS
                     KGQQEMKWTNHPRIFLEVVMVQLCQQFMMQANGADRLQAIMNRMQQLEKELEQVKKNG
                     VPVGVQQEVKETRAAPKPVRTGSMKIPVGRVNEVLKQAKRQDLEQLKAVWGELLGRLK
                     AYNKVAFAVLLENSEPVAASDDTYVLAFQYEIHCKMASENREAMDTVEQALFELLSKK
                     LNMIAIPKSEWGKIREDFLKREGGSSEESPEKKEDPLIEEAIKLVGQELIEIKE"
     gene            4128606..4128935
                     /locus_tag="DJ46_4412"
     CDS             4128606..4128935
                     /locus_tag="DJ46_4412"
                     /note="DNA_YbaB_EbfC: DNA-binding protein, YbaB/EbfC
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein, YbaB/EbfC family"
                     /protein_id="AIK63879.1"
                     /translation="MMRGGMGNMNNMMKQMQKMQKEMAKAQEELGEKTVEGTAGGGMI
                     TVIANGHKQILEVKVKEEVVDPEDIEMLQDLVLAATNDALKKADELSNSTMGKFTKGL
                     NLPGGMF"
     gene            4128950..4129546
                     /gene="recR"
                     /locus_tag="DJ46_4413"
     CDS             4128950..4129546
                     /gene="recR"
                     /locus_tag="DJ46_4413"
                     /note="recR: recombination protein RecR"
                     /codon_start=1
                     /transl_table=11
                     /product="recombination protein RecR"
                     /protein_id="AIK66000.1"
                     /translation="MHYPEPISKLIDSFMKLPGIGPKTAVRLAFFVLDMKEDDVLGFA
                     KALVNAKRDLAYCSVCGHITDRDPCYICNDSHRDQSVVCVVQEPKDVIAMEKMKEYQG
                     VYHVLRGAISPMGGIGPEDINIPQLLKRLHDETVQEVILATNPNIEGEATAMYISRLL
                     KPTGIKVTRIAHGLPVGGDLEYADEVTLSKALEGRREV"
     gene            4129561..4129782
                     /locus_tag="DJ46_4414"
     CDS             4129561..4129782
                     /locus_tag="DJ46_4414"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62298.1"
                     /translation="MFFQKKGKLRKEYDDNLIVLLEKVKNEWLRQKRMVEQSVEPSQD
                     VLCSLKIAEAKYFFLLKEAKRRPVKMEQW"
     gene            4129997..4130266
                     /gene="bofA"
                     /locus_tag="DJ46_4415"
     CDS             4129997..4130266
                     /gene="bofA"
                     /locus_tag="DJ46_4415"
                     /note="spore_BofA: pro-sigmaK processing inhibitor BofA
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pro-sigmaK processing inhibitor BofA family
                     protein"
                     /protein_id="AIK66146.1"
                     /translation="MNSTIIIVGILALVFIFLVFGVSSKPLRFIGKALFHVTLGVALL
                     FIVNVVGTYFDFHIPINLGTATITSLLGLPGVAALVVIKLYIMPR"
     gene            4130492..4132031
                     /locus_tag="DJ46_4416"
     rRNA            4130492..4132031
                     /locus_tag="DJ46_4416"
                     /product="16S ribosomal RNA"
     gene            4132178..4135099
                     /locus_tag="DJ46_4418"
     rRNA            4132178..4135099
                     /locus_tag="DJ46_4418"
                     /product="23S ribosomal RNA"
     gene            4135150..4135264
                     /locus_tag="DJ46_4419"
     rRNA            4135150..4135264
                     /locus_tag="DJ46_4419"
                     /product="5S ribosomal RNA"
     gene            4135454..4135633
                     /locus_tag="DJ46_4420"
     CDS             4135454..4135633
                     /locus_tag="DJ46_4420"
                     /codon_start=1
                     /transl_table=11
                     /product="inhibitor of sigma-G Gin family protein"
                     /protein_id="AIK61394.1"
                     /translation="MKSQNEVCIVCETERKEGIYVYNNLICYECEKDMVNTETDDPKY
                     IYYLKQLRKLEVSYF"
     gene            4135705..4137126
                     /locus_tag="DJ46_4421"
     CDS             4135705..4137126
                     /locus_tag="DJ46_4421"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-eliminating lyase family protein"
                     /protein_id="AIK63836.1"
                     /translation="MNQNRIPLYEALIEFKERRRLSFHVPGHKNGLNFPQEVVEEFKD
                     ILSIDVTELSGLDDLHSPFECIDEAQQLLADVYGVNKSYFLINGSTVGNLAMILSCCG
                     EHDIVLVQRNCHKSIINGLKLAGANPIFLDPWIDEAYNVPVGIHDEIIKEAIEKYPNA
                     KALILTHPNYYGMGMDLEASIAYAHTHKIPVLVDEAHGAHFCLGGAFPQSALAYGADM
                     VVHSAHKTLPAMTMGSYLHINSRLVKEEKVSTYLSMLQSSSPSYPIMASLDIARFTIA
                     RIKEKGHDEIVEFLQEFKEELSTIPQIAILQYPLQDGLKITVQTRCRLSGYELQSVFE
                     KVGIYTEMADPYNVLFILPLQVNKKYMKAIEMIRVALQYYEVKDKTESIRYTYKGEIS
                     PLPYTYKQLEEYETKVVPIEEAVGMVAAEMVIPYPPGIPLIMYGERITSGHKEQIMYL
                     EKAGARFQGSRKYMKVYDIESRF"
     gene            4137128..4137754
                     /gene="tmk"
                     /locus_tag="DJ46_4422"
     CDS             4137128..4137754
                     /gene="tmk"
                     /locus_tag="DJ46_4422"
                     /EC_number="2.7.4.9"
                     /note="DTMP_kinase: thymidylate kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidylate kinase"
                     /protein_id="AIK64856.1"
                     /translation="MKGLFVTIEGPEGSGKTTLIQSLLPYFEQKEQKVMATREPGGIA
                     ISEDIRTILHKQEYTMMEARTEALLYAAARRQHLVEKVMPALNEDYLVLCDRFIDSSL
                     AYQGYARGLGMDKVFEINRFATEDCMPSLTIYLDIEPEVGLARIAKDAGREVNRLDME
                     DISFHKRVREGYLQVVERFSDRIVLVNADQPMEKLIEEVIQVIEDKLL"
     gene            4137790..4138773
                     /gene="holB"
                     /locus_tag="DJ46_4423"
     CDS             4137790..4138773
                     /gene="holB"
                     /locus_tag="DJ46_4423"
                     /EC_number="2.7.7.7"
                     /note="holB: DNA polymerase III, delta' subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, delta' subunit"
                     /protein_id="AIK62304.1"
                     /translation="MTKTWEQLSAIQPIGVKMLMNSIAKERISHAYLLEGEKGTGKFA
                     TAIQMAKSFLCSQRNRVEPCHVCTNCKRIDSGNHPNLHIVKPDGLSIKKQQIHDLQEE
                     FSKTGLEANKKVYIIEHADRMTANAANALLKFLEEPSSDTTAILLTEQSHQILNTILS
                     RCQVVTFRPLPTESLIRRLQDEGITVSLSTLAAQLTNSFDEALTLCNDEWFAQARALV
                     IKLCEALEKDKASIFFVQEKWGKHFGEKEQLQQGLDMLLLIYKDLLYVQLGEEDRLVF
                     REQKEMFESFSYAQKRIVSALFNILEAKNRINANVNAQLVFEQLVLRLQEG"
     gene            4138779..4139606
                     /locus_tag="DJ46_4424"
     CDS             4138779..4139606
                     /locus_tag="DJ46_4424"
                     /note="PSP1 C-terminal conserved region family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62079.1"
                     /translation="MYDVVGVRFKKAGKVYYFDPNQFDISENEFVIVETVRGIEYGKV
                     VITKKQVDENDVVLPLKKVIRIANENDRTIVEENKHAAKEAYQVCQQKVVEHNLDMKL
                     VDVEYTFDRNKIIFYFTADGRIDFRELVKDLAAIFRTRIELRQIGVRDEAKMLGGIGP
                     CGRMLCCSTFLGDFEPVSIKMAKDQNLSLNPAKISGLCGRLMCCLKYENDEYEAAKEQ
                     LPDLDQRIQTPHGTGRVIGLNILERLIQVELVDKERIVEYTLDELVNKGVVSSQTTD"
     gene            4139621..4139971
                     /locus_tag="DJ46_4425"
     CDS             4139621..4139971
                     /locus_tag="DJ46_4425"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63309.1"
                     /translation="MEKKDIFASVSSMEEQIGHLYKQLGELKQHLAELLEENQHIKME
                     NENLRHRFEEVQIKEKQKTQKRKEVKPKTDIGEGYDNLARLYQEGFHICNLHYGSVRK
                     EGDCLFCLSFLNKK"
     gene            4140092..4140832
                     /locus_tag="DJ46_4426"
     CDS             4140092..4140832
                     /locus_tag="DJ46_4426"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61601.1"
                     /translation="MNLYEDERLDYLLAQDMKIIQSPSVFNFSLDAVLLADFAWVPIQ
                     KGNLLDLCTGNAVVPLLLSTRTKGNITGVEIQERLYDMGIRSVQYNKLEERIHLIHGD
                     LKDMPEKLGRHQYDVVTCNPPYFQTPVTSEKNMNEHLAIARHEIMCTLEDVVSASSQL
                     VKQGGKVAFVHRPGRLLDIVTLMRKYKIEPKRVRFVYPKAGKEANTLLIEGIKDGNAD
                     LKILPPLFVYEENNEYTKEIRSILYGEE"
     gene            4140819..4141109
                     /locus_tag="DJ46_4427"
     CDS             4140819..4141109
                     /locus_tag="DJ46_4427"
                     /codon_start=1
                     /transl_table=11
                     /product="GIY-YIG catalytic domain protein"
                     /protein_id="AIK62039.1"
                     /translation="MEKNKHCFYVVECSDGSYYAGYTNHIEKRIGTHNSGRGAKYTRA
                     RLPVVLKYVEFHEDKRTAMQAEYYFKQLNRKQKEEYMQKGERYVATKKLSTK"
     gene            4141078..4141953
                     /locus_tag="DJ46_4428"
     CDS             4141078..4141953
                     /locus_tag="DJ46_4428"
                     /codon_start=1
                     /transl_table=11
                     /product="tetrapyrrole (Corrin/Porphyrin) Methylases
                     family protein"
                     /protein_id="AIK62509.1"
                     /translation="MWQQKSFQQNEKGVLYLVPTPIGNLEDMTFRAIRILKEADLIAA
                     EDTRQTKKLCNYFEIETPVMSYHEHNKEVSGKKILEKLDEGKTVALVSDAGMPCISDP
                     GYDIVVEAVAEQYHVIPLPGANAALTALIASGLQTKQFYFYGFLQRNKKERKMELEKL
                     RYVQTTMMFYEAPHRLDDTLISMQEVLGNREIVLCRELTKKFEEFIRGTVEEAIEWTK
                     QNEVRGEFCILVAGSTEEPAPEEQWWESISVYNHIEHYINEKGMNSKEAIKTVAKDRD
                     LSKRDVYQIYHVDKK"
     gene            complement(4141974..4142258)
                     /gene="abrB"
                     /locus_tag="DJ46_4429"
     CDS             complement(4141974..4142258)
                     /gene="abrB"
                     /locus_tag="DJ46_4429"
                     /codon_start=1
                     /transl_table=11
                     /product="transition state regulatory protein AbrB"
                     /protein_id="AIK61119.1"
                     /translation="MKSTGIVRKVDELGRVVIPIELRRTLGIAEKDALEIYVDDEKII
                     LKKYKPNMTCQVTGEVSDGNLFLAEGKIILSKEGAEQILNELQDYIETAK"
     gene            4142749..4144731
                     /gene="metG"
                     /locus_tag="DJ46_4430"
     CDS             4142749..4144731
                     /gene="metG"
                     /locus_tag="DJ46_4430"
                     /EC_number="6.1.1.10"
                     /note="metG: methionine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine--tRNA ligase"
                     /protein_id="AIK65241.1"
                     /translation="MTEENKSFYITTPIYYPSGKLHIGHAYTTVAGDAMARYKCMQGY
                     NVHYLTGTDEHGQKIQKKAEELNVTPQAYVDNIVAGIKELWEKMDISCDDFIRTTEDR
                     HKDVVEKIFKQLVDQGDIYLDEYEGWYSVQDETFYTEHQLVDPIMEGDKVVGGKSPDS
                     GHDVELVREESYFFRMGKYVDRLLKFYEDNPHFIQPESRKNEMINNFIKPGLEDLAVS
                     RTSFDWGVRVPGNPKHVIYVWVDALSNYITALGYGTENEEMYKKFWPADVHLVGKEIV
                     RFHTIYWPIILMALDLPLPKKVFAHGWILMKDGKMSKSKGNVVDPVILIDRYGLDALR
                     YYLLREVPFGSDGVFTPEGFVERINFDLANDLGNLLNRTVAMIDKYFNGEIPAFKANV
                     TEFDETLVTFAKDTLKKVEEAMENMEFSVALSSIWQLVSRTNKYIDETQPWVLAKDED
                     DREKLASVMAHLAEVLRQTGIMLMPFLTVAPSKMFAQLGLTDEAHTSWGSLSTIGCIP
                     AGTKVEKGQPIFPRLEMDVEVAYIKEQMKASAPKVEEKKEEEPKAEEITIDDFFKVEL
                     RVAEVLSAEPVKKADKLLKIQLDLGTEKRQVVSGIAKFYSPEDLKGKKVICVTNLKPV
                     KLRGELSQGMILAGEENGVLSLASIDQNIPNGTKIK"
     gene            4144897..4145664
                     /locus_tag="DJ46_4431"
     CDS             4144897..4145664
                     /locus_tag="DJ46_4431"
                     /codon_start=1
                     /transl_table=11
                     /product="hydrolase, TatD family protein"
                     /protein_id="AIK66106.1"
                     /translation="MLFDTHSHLNAEQFEEDLQEVIARMKEAGVTYTVVVGFDEATIK
                     KAIELAEAYDFIYAAVGWHPVDAIDMTEEHLAWLEELASHPKVVALGEMGLDYHWDKS
                     PKEIQKEVFRKQITLAKKVKLPIIIHNRDATQDIVDILEEENAAEVGGIMHCFSGSVE
                     VAERCVDMNFLISLGGPVTFKNAKKPKEVATEIPLEKLLIETDCPYLTPHPFRGKRNE
                     PSYVKLVAEEIANLKGISYEEVAEITTKNAKALFGVE"
     gene            4145879..4146436
                     /gene="rnmV"
                     /locus_tag="DJ46_4432"
     CDS             4145879..4146436
                     /gene="rnmV"
                     /locus_tag="DJ46_4432"
                     /EC_number="3.1.26.8"
                     /note="5S_RNA_mat_M5: ribonuclease M5"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease M5"
                     /protein_id="AIK64840.1"
                     /translation="MKIKEIIVVEGKDDTVAIKRAVDADTIETNGSAIGDHVIEQVKL
                     ALQKRGVIIFTDPDYPGERIRKIISDKVPGCKHAFLPKEEALAKRKKGVGIEHASNES
                     IRRALENIHEEMEAYTSEISWSDLVDAGLVGGEMAKSRRERMGKLLKIGYTNAKQLHK
                     RLQMFQVSKESFAEAYKQVIQEERK"
     gene            4146433..4147311
                     /gene="ksgA"
                     /locus_tag="DJ46_4433"
     CDS             4146433..4147311
                     /gene="ksgA"
                     /locus_tag="DJ46_4433"
                     /note="ksgA: dimethyladenosine transferase"
                     /codon_start=1
                     /transl_table=11
                     /product="dimethyladenosine transferase"
                     /protein_id="AIK62763.1"
                     /translation="MKDIATPNRTKDIVEKYGFSFKKSLGQNFLIDTNVLNRIVDHAE
                     IGSESGAIEIGPGIGALTEQLAKRAKKVVAFEIDQRLLPILDETLAPYGNVTVINKDV
                     LKADVHEVFSEQFEEGQDVMVVANLPYYITTPILFKLLEEKLPVRGFVVMMQKEVGDR
                     LAAKPGTKEYGSLSIAIQYYTEVETVMTVPRTVFVPQPNVDSAIIRLLKRPKPVVEVT
                     DETFFFEVVRASFAQRRKTLMNNLSNNLNGFPKDKELLDRILTEVGIDPKRRGETLSI
                     EEFATLSNALVLHKLS"
     gene            4147422..4148285
                     /gene="yabG"
                     /locus_tag="DJ46_4434"
     CDS             4147422..4148285
                     /gene="yabG"
                     /locus_tag="DJ46_4434"
                     /note="spore_yabG: sporulation peptidase YabG"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation peptidase YabG"
                     /protein_id="AIK62972.1"
                     /translation="MALHVGELVERYSHNRDILFRIIEIKGEIAILFGEEIRLVADAP
                     LEDLISIDQREHKKRAKREKETMERTYRLFQQDYVLMKQRHEHTSTGGYTSEVNYFQM
                     PGRVLHIDGDPLYLRKCLDLYNKIGVPVQGIHCKETEMHEKVVDLIDHFRPDILVITG
                     HDAYTKSKGVKGDLAAYRHSRHFVQAVREVRKKYPSLDQLVIFAGACQSHFEALIRAG
                     ANFASSPSRINIHALDPVYVVGKISFTSFMERVNVWDVVRNTITGEKGLGGIETRGIL
                     RTGLPFQHYEE"
     gene            4148524..4148784
                     /locus_tag="DJ46_4435"
     CDS             4148524..4148784
                     /locus_tag="DJ46_4435"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63945.1"
                     /translation="MSKRLDEIKSELDHHLGQRLMLKANSGRRKTVEQSGVLAETYRS
                     VFVVQLDQQEDALQRVSYSYADVLTETVELTFYGEPHNEVIL"
     gene            4148897..4149055
                     /locus_tag="DJ46_4436"
     CDS             4148897..4149055
                     /locus_tag="DJ46_4436"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore s, alpha/beta type
                     family protein"
                     /protein_id="AIK65038.1"
                     /translation="MSNQFKEELAKELGFYDVVQKEGWGGIRAKDAGNMVKRAIEIAE
                     QQLMKQNQ"
     gene            4149252..4150121
                     /gene="ispE"
                     /locus_tag="DJ46_4437"
     CDS             4149252..4150121
                     /gene="ispE"
                     /locus_tag="DJ46_4437"
                     /EC_number="2.7.1.148"
                     /note="ispE: 4-(cytidine
                     5'-diphospho)-2-C-methyl-D-erythritol kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-(cytidine
                     5'-diphospho)-2-C-methyl-D-erythritol kinase"
                     /protein_id="AIK63155.1"
                     /translation="MKLLVKAPAKINLSLDVLGKRQDGYHEVKMIMTTIDLADRLELM
                     ELAEDRIEILSHNRYVPDDQRNLAYQAAKLLKEKFNVKKGVSITIEKTIPVAAGLAGG
                     SSDAAATLRGLNKLWNLGLTIDQLAELGAEIGSDVSFCVYGGTAIATGRGEQIEHIKT
                     PPSCWVILAKPHIGVSTADVYGNLKLNRVTHPNVDKMVDVINAGDYKGICDTVGNVLE
                     DVTFAMHPEVARIKAQMKRFGADAVLMSGSGPTVFGLVHHDSRMHRIYNGLKGFCEQV
                     YAVRLLGERETLE"
     gene            4150176..4151024
                     /gene="purR"
                     /locus_tag="DJ46_4438"
     CDS             4150176..4151024
                     /gene="purR"
                     /locus_tag="DJ46_4438"
                     /note="purR_Bsub: pur operon repressor PurR"
                     /codon_start=1
                     /transl_table=11
                     /product="pur operon repressor PurR"
                     /protein_id="AIK63939.1"
                     /translation="MKIRRSTRLVDMTYYLLQNPRQLVSLTFFAERYQSAKSSISEDL
                     VIIKQTFEQQGVGTLQTIPGAAGGVKYIPYISEEEADLIIGELCSLFENPDRILPGGY
                     LYMTDLLSNPRHINGAGRLFASVFARQPIDAVMTVATKGIPLAYAVANYLDVPVVIAR
                     KDNKVTEGPTVSINYVSGSSKRIQTMTLAKRSLPEGSNVLIIDDFMKAGGTIQGMMSM
                     LEEFKANVVGIGVLVESTDIEERLINNFVSLIRLSEVDVKEKAIQVEKGNYSLAPFDE
                     GIVEAE"
     gene            4151147..4151521
                     /gene="yabJ"
                     /locus_tag="DJ46_4439"
     CDS             4151147..4151521
                     /gene="yabJ"
                     /locus_tag="DJ46_4439"
                     /codon_start=1
                     /transl_table=11
                     /product="rutC family protein yabJ"
                     /protein_id="AIK63038.1"
                     /translation="MKVVQTNNAPQAIGPYSQGIIVNNMFYSSGQIPLTASGELVAGD
                     VTVQTEQVFQNLQAVLEEAGASFDTVVKTTVFLKDMDDFNAVNEVYGSYFSAHKPARS
                     CVQVAKLPKDVSVEIEVIALVK"
     gene            4151674..4151967
                     /locus_tag="DJ46_4440"
     CDS             4151674..4151967
                     /locus_tag="DJ46_4440"
                     /codon_start=1
                     /transl_table=11
                     /product="putative septation protein spoVG"
                     /protein_id="AIK61306.1"
                     /translation="MEVTDVRLRRVNTEGRMRAIASITLDHEFVVHDIRVIDGNNGLF
                     VAMPSKRTPDGEFRDIAHPINSGTRSKIQDAVLTEYHRLGELEEVEFEEAGAS"
     gene            4152290..4153669
                     /gene="glmU"
                     /locus_tag="DJ46_4441"
     CDS             4152290..4153669
                     /gene="glmU"
                     /locus_tag="DJ46_4441"
                     /EC_number="2.7.7.23"
                     /note="glmU: UDP-N-acetylglucosamine
                     diphosphorylase/glucosamine-1-phosphate
                     N-acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine
                     diphosphorylase/glucosamine-1-phosphate
                     N-acetyltransferase"
                     /protein_id="AIK64211.1"
                     /translation="MSNRFAVILAAGKGTRMKSKLYKVLHPVCGKHMVQHVVDQVSQL
                     GLQKLVTVVGHGAEMVQEQLGNVSEFALQAEQLGTAHAVDQAAGVLANEEGTTLVICG
                     DTPLITAETMEALLQQHKEAGAMATVLTAYIEEPAGYGRIVRNENGHVEKIVEHKDAN
                     EKELAIKEINTGTYCFDNKALFASLSKVSNDNVQGEYYLPDVIEILKNEGHIVSAYQT
                     EHFDETLGVNDRVALSQAEIIMKNRINRKNMVNGVTIIDPSNTYISADAIIGSDTVLH
                     PGTIIEGNTVIGSDCEIGPHTVIRDSEIGDRTTIRQSTVHDSKLGTEVSVGPFAHIRP
                     DSVIGDEVRVGNFVEIKKTVFGNRSKASHLSYIGDAQVGEDVNLGCGSITVNYDGKNK
                     FKTVIGNGVFIGCNSNLVAPVTVEDGAYVAAGSTITENVPSKALSVARARQVNKEDYV
                     DQLLNKKKS"
     gene            4153688..4154641
                     /gene="prs"
                     /locus_tag="DJ46_4442"
     CDS             4153688..4154641
                     /gene="prs"
                     /locus_tag="DJ46_4442"
                     /EC_number="2.7.6.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose-phosphate pyrophosphokinase"
                     /protein_id="AIK65152.1"
                     /translation="MSTQYLNSNLKVFSLNSNKELAEQIAKHIGVGLGKCSVDRFSDG
                     EVQINIEESIRGCDVFIIQSTSFPVNEHIMELLIMIDALKRASAKTINIVIPYYGYAR
                     QDRKARSREPITSKLVANLLETAGATRVITLDLHAPQIQGFFDIPIDHLMGVPILSDY
                     FETKGLKDIVIVSPDHGGVTRARKMADRLKAPIAIIDKRRPRPNVSEVMNIIGNIEGK
                     TAILIDDIIDTAGTITLAANALVENGASEVYACCTHPVLSGPAIERIQNSNIKELVVT
                     NSIVLPEEKKIDKVHELSVAPLIGEAIIRVYEEESVSVLFN"
     gene            4154714..4155274
                     /gene="pth"
                     /locus_tag="DJ46_4443"
     CDS             4154714..4155274
                     /gene="pth"
                     /locus_tag="DJ46_4443"
                     /EC_number="3.1.1.29"
                     /note="pth: peptidyl-tRNA hydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-tRNA hydrolase"
                     /protein_id="AIK61765.1"
                     /translation="MKLIVGLGNPGREYELTRHNIGFMAIDELAKRWNISLNEQKFKG
                     LFGAGFVNGEKVILLKPLTYMNLSGESIRPLMDYYKIDVEDFVVLYDDLDIPVGKLRL
                     RMKGSAGGHNGVKSTISHLGTQEFQRIRMGIDRPKNGMKVVDYVLGRFTSEEIPDVNH
                     SIEKAADACEEWLNKPFLQIMNTFNS"
     gene            4155345..4155569
                     /locus_tag="DJ46_4444"
     CDS             4155345..4155569
                     /locus_tag="DJ46_4444"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64645.1"
                     /translation="MEGYYYCRHCGSNVGSVTAEKVYSDVLFQLTEQEVVEMIHFHEN
                     GNIYIKTICELCQETLASYPEYYEYEKFLQ"
     gene            4155675..4159205
                     /gene="mfd"
                     /locus_tag="DJ46_4445"
     CDS             4155675..4159205
                     /gene="mfd"
                     /locus_tag="DJ46_4445"
                     /note="mfd: transcription-repair coupling factor"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription-repair coupling factor"
                     /protein_id="AIK65555.1"
                     /translation="MIGLLEQFYKNEEIQSVINGLEDGLKEQLVSGMATSSRSFLMAA
                     LYKKTKKSQLIVTHNLYQAQKVHEDLVALLGEKDVWLYPVNELIASELGVASPELKAQ
                     RIEVLNRLAAGEHGIIVAPVAGLRRFLPMKELWKQRQIEISLGQEIDLDTFLHTLHHI
                     GYERKSMVEAPGEFSLRGGILDIYPLTEELPFRIEFFDTEVDSIRLFDVDEQRSQDKK
                     ESVRFGPATEFLFSQEELKSGIKHLEEGLTKTMQKLSDDKLKTTVLETVSHEIEMLKN
                     GQSIEQMFKYLSIFYNEPASLIDYLPEDGVVILDEISRIQETASHLESEEAEWYISLL
                     GEGTIIQDLSFSHSFEEFLHHKKRSFVYLTLFLRHIAHTHPQNIVNVTCKTMQDFHGQ
                     MQLLKTEIDRWNEGHFTTVVLGTDDERVKKLQHILSDYDIDADIVEGTDILLPGRLQI
                     AVGDLHAGFEMPMQKLVVITEKELFHKKVKKSQRKQKLSNAERIKSYSELKVGDYVVH
                     VNHGIGKFLGIETLEINGVHKDYLNIKYQGNDKLYVPIEQIDQVQKYVGSEGKDPKVY
                     KLGGNDWKKVKTKVEKSVQDIADDLIKLYAEREASKGYAYTPDTAEQQEFESSFPYQE
                     TEDQLRSIEEIKKDMERGRPMDRLLCGDVGYGKTEVAIRAAFKAIMDEKQVAILVPTT
                     ILAQQHYETIRERFQDYPINIGLLSRFRTRKQQNETIKGLKDGTVDIVIGTHRILSKD
                     VTYKDLGLLIIDEEQRFGVTHKEKIKQLKANVDVLTLTATPIPRTLHMSMLGVRDLSV
                     IETPPENRFPVQTYVVEYNPALMREAIERELARGGQVYFLYNRVEDIERKADEISMLV
                     PDARVTYAHGKMNESELESVMLSFLEGQHDVLVSTTIIETGVDIPNVNTLIVFDADRM
                     GLSQLYQLRGRVGRSNRVAYAYFAYKRDKVLSEVAEKRLQAIKEFTELGSGFKIAMRD
                     LSIRGAGNLLGAEQHGFIDSVGFDLYSQMLKDAIEQRRGTDGVENTVNVEIDLEVDAY
                     LPDAYISDSKQKIMMYKQFRGVSAIEDIEELQEEMIDRFGDYPQEVGYLLQIANIKVL
                     AMKEQIELIKQNKFEVTILFSEQASQNIDGGKLFMLGNSFGRMIGLGMEGSQLKIVMK
                     TNGLETSKWLTIAENLLKGLPDVKKEVINA"
     gene            4159341..4159877
                     /gene="spoVT"
                     /locus_tag="DJ46_4446"
     CDS             4159341..4159877
                     /gene="spoVT"
                     /locus_tag="DJ46_4446"
                     /note="spore_V_T: stage V sporulation protein T"
                     /codon_start=1
                     /transl_table=11
                     /product="stage V sporulation protein T"
                     /protein_id="AIK63487.1"
                     /translation="MKATGIVRRIDDLGRVVIPKEIRRTLRIREGDPLEIFVDRDGEV
                     ILKKYSPISELGDFAKEYAEALYDSLGHNVLVCDRDSIIAVSGVSKKEYLNKSVGDLI
                     EKTMEERKSVIMTDESDVSIIDGVTEKVHSYTVGPIVANGDPIGAVIIFSKEAIISEI
                     EHKAVNTAASFLAKQMEQ"
     gene            4160108..4161709
                     /locus_tag="DJ46_4447"
     CDS             4160108..4161709
                     /locus_tag="DJ46_4447"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide biosynthesis family protein"
                     /protein_id="AIK65123.1"
                     /translation="MESKKYQAFWRGAIILTIASFVTKVLSAFYRIPYQNIAGDIGFY
                     IYQQIYPFYGFCLILATYGFPIIISKMVAERLERGKKQEAEEIICVSFWFLLGIGFIG
                     FFTLFFGAEVIATAMGDIHLDKLLRVISFSFILMPFLSVARGYFQGFNNMVPTAVSQV
                     IEQTIRVSIIVFLSLFLIAHEFDLYTVGAGAMLGSIAGGLIGIIVLILYMRHDFRSIF
                     FKSVKRIKGKKKIIKILFWQGLAICVSNLVLIFIQMADSVSFYSLLIGAGEPAESAKV
                     LKGVYDRSIPLMQLGTVVTTSFSLSLIPIITAAKERGDLTFIREKVRLAMKITFVIGF
                     AAAIGLTCIIQPTNIMLFENSDGSDVLSILSLSILFSSLSITTASILQGLGQTLKPAI
                     FVVFGGCLKLVLNYILMPYFGAKGAAIATLVALIVISVLNSMLLMRAVSESLIDKRNM
                     LGIVISGFSMGFVLIMFMRVLQMSGLVMDTSHRGVATFEALLGVAIGGLAYMFLILKL
                     RVFTKAEIGTVMKKEKKEGSLKKSG"
     gene            4161722..4163182
                     /locus_tag="DJ46_4448"
     CDS             4161722..4163182
                     /locus_tag="DJ46_4448"
                     /note="mazG: MazG family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MazG family protein"
                     /protein_id="AIK65069.1"
                     /translation="MSGIITILGLGAGELDQLTMGVYRKIKEADHMFVRTKEHPVIEE
                     LEKEGIQYTAFDNVYEAHDTFEIVYETIANTLIEKAEGTEIIYAVPGHPLVAERTVQL
                     LLEKGEVANIEVRIEGGQSFLDPMFASLKIDPIEGFQLIDATSFERGQLELRQHLIFC
                     QVYDAFVASDVKLTLMEMLPDDYEVYIVTAAGTSFEQVKKVPLYMLDHETELNNLTSV
                     YVPPVQERASLYQQFDVLREIIADLRGPNGCPWDKKQTHQSLKKYLIEEAYEVLEAID
                     EEDDDHLVEELGDILLQVMLHAQIGEDEGWFSIDDIIRTLSEKMVRRHPHVFGNTDVD
                     NADEVIANWEEIKKQEKGFVKESVLDGVPKSLPQLLRAYEIQKKAGKVGFDWVDVQPM
                     IEKALEEWQEFQQEVTNMDEAKMLSEFGDLLFAFVNIARHYKIDPEEALHSTNEKFVG
                     RFLYMEAKVAEMNKEMQDLSLEQLDVLWEEAKQTER"
     gene            4163197..4163472
                     /locus_tag="DJ46_4449"
     CDS             4163197..4163472
                     /locus_tag="DJ46_4449"
                     /codon_start=1
                     /transl_table=11
                     /product="S4 domain protein"
                     /protein_id="AIK65373.1"
                     /translation="MRLDKFLKVSRLIKRRTLAKEVADQGRISINGQVAKASSDVKVA
                     DELTIRFGQKIVTVKINELKETTKKEDAANMYSLVREEKVKAEEGLF"
     gene            4163531..4163839
                     /gene="yabP"
                     /locus_tag="DJ46_4450"
     CDS             4163531..4163839
                     /gene="yabP"
                     /locus_tag="DJ46_4450"
                     /note="spore_yabP: sporulation protein YabP"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YabP"
                     /protein_id="AIK63291.1"
                     /translation="MNNGYSPMSSNQQNVSVEHDIIMRGRRVIDITGVKQVESFDSEE
                     FLLETVMGFLTIRGQNLQMKNLDVEKGVVSIKGKVHEMLYIDENQGEKTKGFFSKLFK
                     "
     gene            4163836..4164489
                     /gene="yabQ"
                     /locus_tag="DJ46_4451"
     CDS             4163836..4164489
                     /gene="yabQ"
                     /locus_tag="DJ46_4451"
                     /note="spore_yabQ: spore cortex biosynthesis protein YabQ"
                     /codon_start=1
                     /transl_table=11
                     /product="spore cortex biosynthesis protein YabQ"
                     /protein_id="AIK62171.1"
                     /translation="MSLTIQLYTMLSMIGMGAWIGASLDTYQRFLKRQERKRWLVFIH
                     DILFWIVQALFVFYVLLLVNEAELRIYVFLALLCGFAAYQSLLKAIYMRLLNFLIYIF
                     VQTTHFFVQIIKLLMIKPVIIIAQLFIAFILFLFRILLSIGHVLWKMVIWILLFIWKV
                     FFWPVRFIASLIWKLLPNRVKLFIMKHVGFLQYIAKLKGHIFQLWERIKKKLGGPRK"
     gene            4164486..4164845
                     /locus_tag="DJ46_4452"
     CDS             4164486..4164845
                     /locus_tag="DJ46_4452"
                     /codon_start=1
                     /transl_table=11
                     /product="septum formation initiator family protein"
                     /protein_id="AIK61947.1"
                     /translation="MRELRQRTIEKQSPNPVKEHIIQTDENRKRLYRRLAVFLVFAFT
                     IIASISVTFYQQNSSIKAKEAKVKDMKKELDSLTNKEKSLKDEVQKLNDEEYVLKIAR
                     RDYFFSGKGEIIFPVSK"
     gene            4164933..4165415
                     /locus_tag="DJ46_4453"
     CDS             4164933..4165415
                     /locus_tag="DJ46_4453"
                     /codon_start=1
                     /transl_table=11
                     /product="S1 RNA binding domain protein"
                     /protein_id="AIK61417.1"
                     /translation="MSIEVGSKLQGKVTGITNFGAFVELPEGLTGLVHISEVADNYVK
                     DINDHLKVGDQVEVKVINVEKDGKIGLSIKKAKEREKTEGDRPRGEYQRGGDQQRSGR
                     PQRNRSFNRDNRGGGNDRAPKETFEQKMARFLKDSEDRLTSLKRNTESKRGGRGARRG
                     "
     gene            4165576..4165649
                     /locus_tag="DJ46_4454"
     tRNA            4165576..4165649
                     /locus_tag="DJ46_4454"
                     /product="tRNA-Met"
     gene            4165663..4165734
                     /locus_tag="DJ46_4455"
     tRNA            4165663..4165734
                     /locus_tag="DJ46_4455"
                     /product="tRNA-Glu"
     gene            4165994..4168465
                     /gene="spoIIE"
                     /locus_tag="DJ46_4456"
     CDS             4165994..4168465
                     /gene="spoIIE"
                     /locus_tag="DJ46_4456"
                     /EC_number="3.1.3.16"
                     /note="spore_II_E: stage II sporulation protein E"
                     /codon_start=1
                     /transl_table=11
                     /product="stage II sporulation protein E"
                     /protein_id="AIK64521.1"
                     /translation="MPKAGRNTMNTSALAMNEGQLGGVKWTSKLRMKFEQVFFRWGFI
                     IVVIGFLLGRAYILTNILPFALPFFAAVYVMKRDKMPLAFLALMGGALSVSIDNLFFT
                     FASIFTFFIYNIFFSRFTRKTVGLVPFQVFISALTAHLVVVYFAQQTVTMYDLLVSTI
                     EAGLSFVLTMIFLQSVPLLVERKGKQQALETEEIVCLIILLASVLTGTTDWFVYDASI
                     QHIFTRYLVLVFAFIAGAATGSTVGVVTGLILSLANVSSLSQLSLLAFSGLLGGLLKE
                     GKRIGVSLGLLIGTSLITLYVDKQTNIVTTLIESGVAIAFFLLTPKLVMDRIAKFMPG
                     TQEHSQDQQQYLRRMRDVTANKINQFANVFAALSNSFSVYGYVEEEDKETEADLFLST
                     ITAKTCQTCFKKDQCWVVNFDKTYDYMKQIMSETEEGTLQHNRKLVREWDKHCVRGKK
                     VTDLVAGELDHFYEGQKLRKQMKENRRIVAEQLLGVSKVMEDFAKEIQRERENHQVQE
                     EQILQAFRDFGVEIEHVDIYCLDRGSIDIEMLIPVASNEHGECEKLVAPMLSDILKEN
                     IVVKHEEKSSYPNGHSLISFGSAKTYSLDTGLATAAKGGGFVSGDSYAMMDLSVGKYA
                     LAISDGMGNGQRAHMESKETVKLLQKILQSGIDEEIAIKSINSILSLRTTEEMFTTLD
                     LAMVDLRDASAKFLKIGSTPSFVKRANNILKIEASNLPMGIIEDVEVDVVGEQLKTGD
                     ILIMMSDGIFEGAQHVENHELWMKRKIKELQTEDPQEIADIIMEEVIRSGDGYINDDM
                     TIVVAKVKKNMPKWATIPIVGMQAQ"
     gene            4168699..4170129
                     /gene="tilS"
                     /locus_tag="DJ46_4457"
     CDS             4168699..4170129
                     /gene="tilS"
                     /locus_tag="DJ46_4457"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA(Ile)-lysidine synthase"
                     /protein_id="AIK62255.1"
                     /translation="MKDTFVEKVDDFVRQHDVLKERSTIVVGVSGGPDSLALLYYLLE
                     KRAAKQFEIVVAHVDHMFRGDESHEDLQFVQDLCKGLGVICETIRINVSQYQKQYGMN
                     AQVAARECRYAFLERIMKKYDARYVALGHHGDDQVETILMRLVRGSTPKGYAGIAVKR
                     PFHNGYLIRPLLGVTKEEIVNYCNELKIIPRIDPSNKKEVYTRNRLRKYVLPHLKEEN
                     PQVHEKFQKFSMQMQEDEAYLQELAFEKMNKVITKKSDKQISLSIPTFESMSMPLQRR
                     GIQLILNYLYEYKIPSSLSSIHIDKVIEFFKRTQPSGSLDFPGDLKIVRAYEECSFGF
                     KQEIVSPFLQDLSVPGTITLSNGDKLVTEVSEDIPSDMNETVFVAKYNDISYPIRIRS
                     RENGDRMSIQGMNGTKKIKAIFIEAKVPREKREEWPVVCDASGNIIWLPLLKRSAFAI
                     SKETAKKDKYMIIHYKSKESSGRIMK"
     gene            4170129..4170668
                     /gene="hpt"
                     /locus_tag="DJ46_4458"
     CDS             4170129..4170668
                     /gene="hpt"
                     /locus_tag="DJ46_4458"
                     /EC_number="2.4.2.8"
                     /note="HGPRTase: hypoxanthine phosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="hypoxanthine phosphoribosyltransferase"
                     /protein_id="AIK61882.1"
                     /translation="MNQDIEKVLISEEQIQEKVLELGAIIAEDYKNTVPLAIGVLKGA
                     MPFMADLLKRTDTYLEMDFMAVSSYGHSTVSTGEVKILKDLDTSVEGRDILIVEDIID
                     SGLTLSYLVDLFKYRKAKSVKIVTLLDKPTGRKVDLKADYVGFTVPHEFVVGYGLDYK
                     EQYRNLPYVGVLKPSVYSN"
     gene            4170754..4172655
                     /gene="ftsH"
                     /locus_tag="DJ46_4459"
     CDS             4170754..4172655
                     /gene="ftsH"
                     /locus_tag="DJ46_4459"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent zinc metalloprotease FtsH"
                     /protein_id="AIK64795.1"
                     /translation="MNRIFRNTIFYLLIFLVVIGIVSYFNGSTQKTTSVSYDKFITKL
                     EKGEVRNVQLQPKNGVFEVKGQFNNSSQGEQFVTYAPNTEELQKKINDKAQGAEVKYQ
                     PAEETSAWVTFFTSIIPFVIIFILFFFLLNQAQGGGSRVMNFGKSKAKLYNDEKKKVR
                     FRDVAGADEEKQELVEVVEFLKDPRKFAEVGARIPKGVLLVGPPGTGKTLLARAVAGE
                     AGVPFFSISGSDFVEMFVGVGASRVRDLFENAKKNAPCIIFIDEIDAVGRQRGAGLGG
                     GHDEREQTLNQLLVEMDGFGANEGIIIIAATNRPDILDPALLRPGRFDRQITVDRPDV
                     NGREAVLKVHARNKPLDENINLRAIATRTPGFSGADLENLLNEAALVAARQDKKKIDM
                     SDIDEATDRVIAGPAKKSRVISEKERNIVAFHEAGHTVIGVVLDEADVVHKVTIVPRG
                     QAGGYAVMLPKEDRYFMTKPELLDKITGLLGGRVAEEIVFGEVSTGAHNDFQRATGIA
                     RRMVTEFGMSDKLGPMQFGSSQGGQVFLGRDFHSEQNYSDAIAHEIDMEMQTIMKECY
                     ARAKQILTDNRDKLDLIAKTLLEVETLDAEQINHLCDYGRLPERPTSSADVKVNINMK
                     KDDEESEDK"
     gene            4172880..4173668
                     /gene="coaX"
                     /locus_tag="DJ46_4460"
     CDS             4172880..4173668
                     /gene="coaX"
                     /locus_tag="DJ46_4460"
                     /EC_number="2.7.1.33"
                     /codon_start=1
                     /transl_table=11
                     /product="type III pantothenate kinase"
                     /protein_id="AIK61476.1"
                     /translation="MIFVLDVGNTNAVLGVFEEGELRQHWRMETDRHKTEDEYGMLVK
                     QLLEHEGLSFEDVKGIIVSSVVPPIMFALERMCEKYFKIKPLVVGPGIKTGLNIKYEN
                     PREVGADRIVNAVAGIHLYGSPLIIVDFGTATTYCYINEEKHYMGGVITPGIMISAEA
                     LYSRAAKLPRIEITKPSSVVGKNTVSAMQSGILYGYVGQVEGIVKRMKEEAKQEPKVI
                     ATGGLAKLISEESNVIDVVDPFLTLKGLYMLYERNANLQHEKGE"
     gene            4173675..4174550
                     /gene="hslO"
                     /locus_tag="DJ46_4461"
     CDS             4173675..4174550
                     /gene="hslO"
                     /locus_tag="DJ46_4461"
                     /codon_start=1
                     /transl_table=11
                     /product="33 kDa chaperonin"
                     /protein_id="AIK64356.1"
                     /translation="MKDYLVKALAFDGEVRAYSVRTTNTVSEAQRRHDTWRTASAALG
                     RSLTAGTMMGAMLKGDQKLTIKVEGNGPIGPILVDAHANGDVRGYVTNPHVDFEGTEQ
                     GKLRVYQAVGTEGFVTVIKDIGMREPFIGQSPIVSGELGEDFTYYFAVSEQTPSSVGV
                     GVLVNGDDSILAAGGFILQIMPGAQEETISFIEERLQKIPPVSTLIEQGLSPEELLYA
                     VLGEDKVKVLETMDVQFNCTCSRERIESVLISLGKTELEQVREEEEETEVHCHFCNER
                     YKFSKEDITNLIENL"
     gene            4174655..4175578
                     /gene="cysK"
                     /locus_tag="DJ46_4462"
     CDS             4174655..4175578
                     /gene="cysK"
                     /locus_tag="DJ46_4462"
                     /EC_number="2.5.1.47"
                     /note="cysK: cysteine synthase A"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine synthase A"
                     /protein_id="AIK61608.1"
                     /translation="MRVAQSVSELIGKTPIVKLNRIVESDSADIYLKLEFMNPGSSVK
                     DRIALAMIEDAEKKGLLKEGDTIIEPTSGNTGIGLAMVAAAKGYKAILVMPETMSVER
                     RNLLRAYGAELVLTPGPEGMGGAIRQATELAKEHGYFIPQQFKNQSNPEIHRLTTGPE
                     IVEQMGDQLDAFIAGIGTGGTITGAGEVLKEAYKDIKIYAVEPADSPVLSGGKPGPHK
                     IQGIGAGFVPETLDVEVYDEIIQVKTEQAFEYARRVAKEEGILVGISSGAVIYAATEV
                     AKKLGKGKKVLVIIPSNGERYLSTPLYQFES"
     gene            4175799..4177196
                     /locus_tag="DJ46_4463"
     CDS             4175799..4177196
                     /locus_tag="DJ46_4463"
                     /note="anthranilate synthase component I, N terminal
                     region family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66220.1"
                     /translation="MQRRKSLALSIPYQLDFFKQYKFLSKDKPQHILLESGRGGRYNI
                     VGLNPVAVIRGKGEALHISESGKETIKQGNPLDLMQEYMERWKTDYNPEYPPFQGGAI
                     GYFSYDCIRYIEKLPSLAEDDINIPDIFFLLFDDVFVYDQKEKVLWIITHYVDKHEEA
                     KERLNEWKILWATEAPEVTIPFACPEKKNEAVAFTEESFMKAVECIQEYIGAGDVFQV
                     NLSTRQERTLQTHPLEIYTSLREINPSPYMGYLELGDFQIVSGSPELLIKKQGTEVST
                     RPIAGTRSRGANEQEDEELARELIENEKERAEHVMLVDLERNDLGRVCKYGTVEVDEF
                     MVIEKYSHVMHIVSNVRGEVEEDKDAFDLVKAVFPGGTITGAPKIRTMEIIEELEPVR
                     RGIYTGSIGWIGYSGDTELNIVIRTLLAKDGKAHVQAGAGIVIDSNPENEYKESLKKA
                     IALWRAKERSEETVR"
     gene            4177202..4177789
                     /locus_tag="DJ46_4464"
     CDS             4177202..4177789
                     /locus_tag="DJ46_4464"
                     /note="trpG_papA: glutamine amidotransferase of
                     anthranilate synthase/aminodeoxychorismate synthase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine amidotransferase of anthranilate
                     synthase/aminodeoxychorismate synthase family protein"
                     /protein_id="AIK61609.1"
                     /translation="MILMIDNYDSFTFNLVQFLGELGQELVVKRNDEVTISDIENMKP
                     DFLMISPGPCSPNEAGISMDVIRYFAGKIPIFGVCLGHQSIAQVFGGEVVRAERLMHG
                     KTSPMHHDGKTIFSDIPNPFTATRYHSLIVKKETLPDCLEVTSWTEEGEIMALRHTTL
                     PIEGVQFHPESIMTSHGKELLQNFIRKYSPSVTSC"
     gene            4177783..4178655
                     /locus_tag="DJ46_4465"
     CDS             4177783..4178655
                     /locus_tag="DJ46_4465"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class IV family protein"
                     /protein_id="AIK61076.1"
                     /translation="MLIYVNGQYVKSSEARISPYDHGYLYGLGVFETFRIYNGHPFLL
                     DDHYDRLIDALDTLQIKWTMTKDEVLLILKNLLIKNKLENAYVRFNVSAGIDEIGLQT
                     EMYEEPSVIVFIKPLAAPGEVAEKEGVVLKQVRNTPEGAARLKSHHYLNNILGKREIG
                     NVVNKEGIFLTETGYVAEGIVSNLFFVKGDILYTPSLETGILNGITRAFIIKVAEELG
                     IKVKEGFFTKDELLSADEVFVTNSIQEIVPLNRIEERDFPGKVGMVTKRFINLYEMQR
                     EKLWSRNELRRGDV"
     gene            4178657..4179490
                     /gene="folP"
                     /locus_tag="DJ46_4466"
     CDS             4178657..4179490
                     /gene="folP"
                     /locus_tag="DJ46_4466"
                     /EC_number="2.5.1.15"
                     /note="DHPS: dihydropteroate synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydropteroate synthase"
                     /protein_id="AIK65016.1"
                     /translation="MKWDYDLRCGEYTLNLNEKTLIMGILNVTPDSFSDGGSYNEVDA
                     AVRHAKEMRDEGAHIIDIGGESTRPGFAKVSVEEEIKRVVPMIQAVSKEVKLPISIDT
                     YKAEVAKQAIEAGAHIINDIWGAKAEPKIAEVAAHYDVPIILMHNRDNMNYRNLMADM
                     IADLYDSIKIAKDAGVRDENIILDPGIGFAKTPEQNLEAMRNLEQLNVLGYPVLLGTS
                     RKSFIGHVLDLPVEERLEGTGATVCLGIEKGCEFVRVHDVKEMSRMAKMMDAMIGKGV
                     K"
     gene            4179491..4179853
                     /gene="folB"
                     /locus_tag="DJ46_4467"
     CDS             4179491..4179853
                     /gene="folB"
                     /locus_tag="DJ46_4467"
                     /EC_number="4.1.2.25"
                     /note="folB: dihydroneopterin aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroneopterin aldolase"
                     /protein_id="AIK64949.1"
                     /translation="MDKIYIHDMEFYGYHGVFPEENKLGQRFKVDLTVELDLKRAGES
                     DDLEHSVNYGELFELCRKVVEDRTYKLVESIAENIATDILKQYESISRCTIKVIKPDP
                     PIPGHYRAVAVEITRERP"
     gene            4179850..4180365
                     /gene="folK"
                     /locus_tag="DJ46_4468"
     CDS             4179850..4180365
                     /gene="folK"
                     /locus_tag="DJ46_4468"
                     /EC_number="2.7.6.3"
                     /note="folK:
                     2-amino-4-hydroxy-6-hydroxymethyldihydropteridine
                     diphosphokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-amino-4-hydroxy-6-
                     hydroxymethyldihydropteridine diphosphokinase"
                     /protein_id="AIK64872.1"
                     /translation="MNNIAYIALGSNIGERYTYLTEAIQFLNKNPYIKVEDVSSVYET
                     EPVGYTDQSCFLNLVIKISTNLSPQELLKVTQKVENDLGRKREIRWGPRTIDLDILLY
                     NQENIEAENLIVPHPRMFERAFVIVPLLEINQDIKQNISRSQVEEMKRREGVTVWKQK
                     NGEDAFVLFEN"
     gene            4180317..4180520
                     /locus_tag="DJ46_4469"
     CDS             4180317..4180520
                     /locus_tag="DJ46_4469"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK61287.1"
                     /translation="MEAEKWGRRIRAFRKLKGYTQEGFAKELGVSVSVLGEVERGNRS
                     PSQDFVVEVAKALKVSIDELMPK"
     gene            4180544..4181542
                     /locus_tag="DJ46_4470"
     CDS             4180544..4181542
                     /locus_tag="DJ46_4470"
                     /note="nifR3_yhdG: TIM-barrel, nifR3 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="TIM-barrel, nifR3 family protein"
                     /protein_id="AIK61864.1"
                     /translation="MLKIANIEMKNPVVLAPMAGVCNSAFRLTVKEFGAGLVCAEMVS
                     DKAILLNNKRTLDMLYIDEREKPLSLQIFGGEKETLVDAAKYVDQYTTADIIDINMGC
                     PVPKIVKCDAGAKWLLDPNKIYEMVAAVVDAVEKPVTVKMRIGWDEDHIFAIENAKAV
                     ERAGGQVVAVHGRTRVQMYEGKADWDIIKQVKQAVNIPVIGNGDVATPQDAKRMLDEI
                     GVDGVMIGRAALGDPWMIYRTVKYLETGELMPEPTVREKIDVCMLHLDRLIDLKNESV
                     AVREMRKHAAWYLKGIRGNANVRNGINACNTREDLANVLGVFVEEVEAKQQTIHVG"
     gene            4181702..4183201
                     /gene="lysS"
                     /locus_tag="DJ46_4471"
     CDS             4181702..4183201
                     /gene="lysS"
                     /locus_tag="DJ46_4471"
                     /EC_number="6.1.1.6"
                     /note="lysS_bact: lysine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="lysine--tRNA ligase"
                     /protein_id="AIK62752.1"
                     /translation="MDNMNHEELNDQLLVRREKLHNLREQGIDPFGKRFERTNATNDL
                     LSLYGEFSKEELEEKEISVSIAGRIMTKRGKGKAGFAHIQDLHGQVQIYVRKDAVGDE
                     EYELFKTADLGDLVGIEGKVFKTNVGELSVKATGFTLLTKSLRPLPDKYHGLKDVEQR
                     YRQRYLDLITSMESRETFVTRSKIIREMRRYLDDNGYLEVETPMMHAIAGGASARPFI
                     THHNALDMELYMRIAIELHLKRLIVGGLEKVYEIGRVFRNEGVSTRHNPEFTMIELYE
                     AYADYKDIMKLTENMVAHIAKQVLGTTTIQYGDYEINLEPEWTRLHMVDAIKEHSGAD
                     FWNPMSVEEARELAKEHNVEIKDTMEVGHIINEFFEQKVEDKLIQPTFIYGHPVEISP
                     LAKKNDEDPRFTDRFELFIVAREHANAFTELNDPIDQKERFEAQLKEREQGNDEAHMM
                     DDDYIEALEYGMPPTGGLGIGIDRLVMLLTNAPSIRDVLLFPAMRHKQD"
     gene            4183582..4185121
                     /locus_tag="DJ46_4472"
     rRNA            4183582..4185121
                     /locus_tag="DJ46_4472"
                     /product="16S ribosomal RNA"
     gene            4185275..4188194
                     /locus_tag="DJ46_4473"
     rRNA            4185275..4188194
                     /locus_tag="DJ46_4473"
                     /product="23S ribosomal RNA"
     gene            4188246..4188360
                     /locus_tag="DJ46_4474"
     rRNA            4188246..4188360
                     /locus_tag="DJ46_4474"
                     /product="5S ribosomal RNA"
     gene            4188566..4189027
                     /gene="ctsR"
                     /locus_tag="DJ46_4475"
     CDS             4188566..4189027
                     /gene="ctsR"
                     /locus_tag="DJ46_4475"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator CtsR"
                     /protein_id="AIK65154.1"
                     /translation="MRNISDIIEQYLKQVIDLSNNNVIEIKRNEIADRFECVPSQINY
                     VINTRFTLERGFVVESKRGGGGYIRIIKVKLHDDIDIIDQMLHMIDHSVAQGNAESMI
                     IRLIEEGIITNREVKLMLSVLDRSVLSMDVPSRDELRARILCAMLRTLKYK"
     gene            4189201..4189749
                     /locus_tag="DJ46_4476"
     CDS             4189201..4189749
                     /locus_tag="DJ46_4476"
                     /codon_start=1
                     /transl_table=11
                     /product="uvrB/uvrC motif family protein"
                     /protein_id="AIK61248.1"
                     /translation="MTCQNCNIRPATLHYTKVINEKKAEVHLCEQCAEQSGYTSFFQS
                     SQSNFSFHDLFAGLLHGESTMFEEGKNGFSNTSILRCPDCKMTYEQFTKVGRFGCASC
                     YDTFKEHLKPLLKRLHGGHTDHCGKIPERIEGNIHLKKELDELKLILKQYVQKEEFEK
                     AAEVRDKIRNLENQLSEYREGE"
     gene            4189754..4190818
                     /locus_tag="DJ46_4477"
     CDS             4189754..4190818
                     /locus_tag="DJ46_4477"
                     /note="ATP:guanido phosphotransferase, C-terminal
                     catalytic domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64644.1"
                     /translation="MSLDKIMNEAISPWMKGDGPDSDIVLSSRIRLARNFKKYQFSTM
                     QNEEETKQIQELFKKEFINKTVEPFGEFELLKMNELTPLQRRVLVEKHLISPNLAGTE
                     YGACLLSESEHISVMLNEEDHIRIQCLFSGLQLSEALQSANQIDNWIEKEVEYAFDES
                     LGYITSCPTNVGTGLRASVMIHLPGLVLTKRISRIIQVIQKLGLVVRGIYGEGSEALG
                     NIFQVSNQMTLGKSEEDIIADLKSVIQQIIQQEKMARELIVQNSSIELEDKVYRSYGI
                     LANSRLIQSAEAANCLSDLRLGIDLGYIQGISRNILTELMVLTQPGILQQYAGGPLGP
                     EERDYRRATLIRERLRIEKN"
     gene            4190841..4193276
                     /gene="clpC"
                     /locus_tag="DJ46_4478"
     CDS             4190841..4193276
                     /gene="clpC"
                     /locus_tag="DJ46_4478"
                     /codon_start=1
                     /transl_table=11
                     /product="negative regulator of genetic competence
                     ClpC/MecB"
                     /protein_id="AIK66403.1"
                     /translation="MMFGRFTERAQKVLALSQEEAIRIGHNNIGTEHILLGLVREGEG
                     IAAKALIALGLSPEKVQKEVEALIGRGTEASQTVHYTPRAKKVIELSMDEARKLGHSY
                     VGTEHILLGLIREGEGVAARVLNNLGVSLNKARQQVLQLLGSNEASSGHQGGSSTNAN
                     TPTLDSLARDLTVVARENRLDPVIGRGKEIQRVIEVLSRRTKNNPVLIGEPGVGKTAI
                     AEGLAQQIVNNEVPETLRDKRVMTLDMGTVVAGTKYRGEFEDRLKKVMDEIRQAGNII
                     LFIDELHTLIGAGGAEGAIDASNILKPSLARGELQCIGATTLDEYRKYIEKDAALERR
                     FQPIHVDEPSLDESTQILKGLRDRYEAHHRVSITDDAIDAAVKLSDRYITDRFLPDKA
                     IDLIDEAASKVRLRSYTTPPNLKELEVKLEEIRKEKDAAVQSQEFEKAASLRDMEQRL
                     REKLEDTKRQWKEQQGKENSEVTVEDIANVVSTWTRIPVSKLAQTETDKLLNLESILH
                     DRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESMFGD
                     EDAMIRIDMSEYMEKHSTSRLVGSPPGYVGYEEGGQLTEKVRRKPYSVVLLDEVEKAH
                     PDVFNILLQVLEDGRLTDSKGRTVDFRNTIVIMTSNVGAEALKRNKHLGFNVQDESRD
                     YSDMKGKVMDELKKAFRPEFLNRIDEIIVFHMLEKKHIQEIVTLMVNQLVNRLKEQEI
                     ELHLTEGAISAIADKGFDREYGARPLRRAIQKHVEDRLSEELLKGAIEKGQKVIFDVE
                     GESFVIHSAEKVK"
     gene            4193373..4194749
                     /gene="radA"
                     /locus_tag="DJ46_4479"
     CDS             4193373..4194749
                     /gene="radA"
                     /locus_tag="DJ46_4479"
                     /note="sms: DNA repair protein RadA"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair protein RadA"
                     /protein_id="AIK62182.1"
                     /translation="MAKKKTKFTCQECGYQSPKYMGKCPGCGQWNTLVEEMEPVVSSR
                     RLNYANAIQTEVTKPRRLTEVETKSEARIETKFQEFNRVLGGGIVDGSLVLIGGDPGI
                     GKSTLLLQISSQLADSSYDVLYISGEESAKQIKLRADRLHVNGSNLFVVSETDLQRIA
                     THIEEMNPAFVVIDSIQTIHLPEVTSAPGSVAQVRECTAELMKLAKTKGIPIFIVGHV
                     TKEGAIAGPRMLEHMVDAVLYFEGDRHHTYRILRAVKNRFGSTNEMGIFEMKELGLAE
                     VLNPSEIFLEERPVGVAGSTVVASMEGTRPVLVEIQALISPTSFGNPRRMATGIDHNR
                     VSLIMAVLEKRTGLLLQNQDAYLKVAGGLKLDEPAIDLAVALSIASSFRDKSTAPTDA
                     VIGEVGLTGEIRRVSRIEQRVQEAAKLGFQRAIIPRKNLGGWTIPDGIEVVGVSNLGE
                     ALRLTLGG"
     gene            4194753..4195826
                     /locus_tag="DJ46_4480"
     CDS             4194753..4195826
                     /locus_tag="DJ46_4480"
                     /codon_start=1
                     /transl_table=11
                     /product="disA bacterial checkpoint controller linker
                     region family protein"
                     /protein_id="AIK61092.1"
                     /translation="MEENKQRVKSMINILQLVAPGTPLREGIDNVLRAQTGGLIVLGY
                     NEQIKSIVDGGFHINCAFSPASLYELAKMDGALILNETGSKILIANAQLVPESSIDSI
                     ETGMRHRTAERVAKQTGSLVVAISQRRNVITLYQGNLRYTLKDIGVILTKANQAIQTL
                     EKYKAVWNDGITNLGILEFEEVVTMSEVVHVLHSVEMVLRIKNEILSYIHELGTEGRL
                     IRLQLTELLADLEAEAALLIKDYYQEKTQDHHQILKKLQELANTQLLEDSDLVKLLGY
                     PGQTSLEESVTPRGYRITSKISRVPPLIIENLINRFKTLQGVCRATINELDDVEGIGE
                     VRAKKIREGLKRIQEHLYMSRHN"
     gene            4195987..4197096
                     /locus_tag="DJ46_4481"
     CDS             4195987..4197096
                     /locus_tag="DJ46_4481"
                     /codon_start=1
                     /transl_table=11
                     /product="PIN domain protein"
                     /protein_id="AIK63153.1"
                     /translation="MLKRIVQLFFLVIGGALGIYLIPKVINVLDIGAVPLLEGSYVRA
                     IIGAIILFLTTFWLVDYIVQLIKHIEEALVKAPVADVLFGTLGLISGLIVAYLILIPI
                     REFTIPVISTVLQVFFTLLLGYLGFQVGFKKRNELLGLFTLPQRGKKKNNNSENEEPE
                     NEVEESLAHWKILDTSVIIDGRIADICQTKFLEGTIVIPQFVLEELQHIADSSDALKR
                     NRGRRGLDILNRIQKEMPIPVEIYEGDFDDIQEVDSKLVKLAKITGGTVVTNDFNLNK
                     VSELQGVTVLNINDLANAIKPVVLPGEELSVYVVKDGKEQNQGVAYLDDGTMIVVEDG
                     REYVGSQLDVLVTSVLQTSAGRMIFAKRKLLEKAL"
     gene            4197113..4197793
                     /gene="ispD"
                     /locus_tag="DJ46_4482"
     CDS             4197113..4197793
                     /gene="ispD"
                     /locus_tag="DJ46_4482"
                     /EC_number="2.7.7.60"
                     /note="ispD: 2-C-methyl-D-erythritol 4-phosphate
                     cytidylyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-C-methyl-D-erythritol 4-phosphate
                     cytidylyltransferase"
                     /protein_id="AIK62718.1"
                     /translation="MYTLIIPAAGQGKRMGAGKNKLFLLINEVPIIVHTLRAFEKDKA
                     CKNIIMAINEEERPYFEELMQKYPVEKPVQFIQGGAERQDSVYNAIQHTTDVEYVLVH
                     DGARPFVTNKVIQDVLTAAEKYGASICAVPVKDTVKKVEQGVVVETVERSQLKAVQTP
                     QGFSVSLLLEAHRSAKQSCFLGTDDASLVERIGKQVGVVEGSYYNIKVTTPEDLLIAE
                     SFLHVQKK"
     gene            4197908..4198384
                     /gene="ispF"
                     /locus_tag="DJ46_4483"
     CDS             4197908..4198384
                     /gene="ispF"
                     /locus_tag="DJ46_4483"
                     /EC_number="4.6.1.12"
                     /note="ispF: 2-C-methyl-D-erythritol 2,4-cyclodiphosphate
                     synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="2-C-methyl-D-erythritol 2,4-cyclodiphosphate
                     synthase"
                     /protein_id="AIK64304.1"
                     /translation="MFRIGQGFDVHEFAEGRPLIIGGITIPHEKGLIGHSDADVLLHT
                     IADACLGAIAAGDIGKHFPDTDPAFKDADSAVLLQKVWEFVREQGYELGNLDCTIIAQ
                     KPKMAPHIESMRKRISELLETSIDNINVKATTTEKLGFTGREEGIASQAVVLLQKK"
     gene            4198474..4199931
                     /gene="gltX"
                     /locus_tag="DJ46_4484"
     CDS             4198474..4199931
                     /gene="gltX"
                     /locus_tag="DJ46_4484"
                     /EC_number="6.1.1.17"
                     /note="gltX_bact: glutamate--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate--tRNA ligase"
                     /protein_id="AIK63179.1"
                     /translation="MEKQVRVRYAPSPTGHLHIGNARTALFNYLFARHQDGKFIIRIE
                     DTDVKRNVAGGEESQLKYLKWLGMDWDEGVDVGGEFGPYRQTERLDIYKKLYEDLLER
                     GLAYKCYMTEEELEAEREGQIARGETPRYAGNHRDLTEAQVKEFEAEGRIPSIRFRVP
                     ADRDYTFKDIVKDEVAFHSNDFGDFVIVKKDGIPTYNFAVAVDDHLMEITHVLRGDDH
                     ISNTPKQMMIYEAFGWDIPQFGHMTLIVNESRKKLSKRDESIIQFIEQYKELGYLPEA
                     IFNFIALLGWSPVGEEEIFSQEEFIKMFDAARLSKSPALFDSQKLKWMNNQYMKKQDL
                     DTVVELSLPHLVKAGRIGETLSEQEQAWIRDVIALYHEQMSFGAEIVELSEMFFKDHV
                     DYEEEGQEVLKGEQVPEVLRAFAGQVEALEAMEPAAIKAAIKAVQKETGHKGKNLFMP
                     IRVATTGQTHGPELPNAIALLGKEKVLNRLQKVIG"
     gene            4200364..4201029
                     /gene="cysE"
                     /locus_tag="DJ46_4485"
     CDS             4200364..4201029
                     /gene="cysE"
                     /locus_tag="DJ46_4485"
                     /EC_number="2.3.1.30"
                     /note="cysE: serine O-acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="serine O-acetyltransferase"
                     /protein_id="AIK65764.1"
                     /translation="MFKRLREDIEVVFEQDPAARSYFEVILTYSGLHAVWAHRIAHAF
                     YKKNFFFIARWISQVSRFFTGIEIHPGATIGRRFFIDHGMGVVIGETCEIGDNVTIYQ
                     GVTLGGTGKEKGKRHPTIQDNVLIATGAKVLGSITVGENSKIGAGSVVLKEVPAHSTV
                     VGIPGRVVIQNGVKIGQELNHSDLPDPIFDKLKVMEVELDKLKKQLEVKVERKDKNDY
                     SHL"
     gene            4201010..4202407
                     /gene="cysS"
                     /locus_tag="DJ46_4486"
     CDS             4201010..4202407
                     /gene="cysS"
                     /locus_tag="DJ46_4486"
                     /EC_number="6.1.1.16"
                     /note="cysS: cysteine--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine--tRNA ligase"
                     /protein_id="AIK65414.1"
                     /translation="MTIHIYNTLTRQKEEFTPLEENKVKMYVCGPTVYNYIHIGNARP
                     PMVFDTVRRYLEYKGYDVQYVSNFTDVDDKLIKAANELGEDVPTIADRFVEAYFEDVT
                     ALGCKHATVHPRVTENMDIIIEFIQELVNKGYAYESEGDVYFRTKEFEGYGKLSHQPI
                     ADLRHGARIEVGEKKQDPLDFALWKAAKEGEIFWESPWGQGRPGWHIECSAMARKYLG
                     DTIDIHAGGQDLAFPHHENEIAQSEALTGKTFARYWMHNGYININNEKMSKSLGNFIL
                     VHDIIKQYDPQLIRFFMLSVHYRHPINFSEELLQSTNNGLERIKTAYGNLKHRMESST
                     DLTDHNEKWLADLEKFQTAFEEAMNDDFNTANAITELYNVANHANQYLLEEHTSTVVI
                     EAYVKQLETLFDILGLELAQEELLDEEIEALIQKRIEARKNRDFALSDQIRDDLKDRN
                     IILEDTAQGTRWKRG"
     gene            4202410..4202817
                     /locus_tag="DJ46_4487"
     CDS             4202410..4202817
                     /locus_tag="DJ46_4487"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66361.1"
                     /translation="MIDAKQLNSLALAYMGDAVYEQYIRYHLLQKGKVRPNQLHRLGT
                     SFVSAKAQAKVVYHLLETAFLTEEEEAVLRRGRNANSGTVPKNTDVQTYRHSTAFEAL
                     IGYHHLLNNRERLDEIVYKAIAVLEEKEGGTSS"
     gene            4202814..4203557
                     /locus_tag="DJ46_4488"
     CDS             4202814..4203557
                     /locus_tag="DJ46_4488"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA 2'-O ribose methyltransferase substrate
                     binding family protein"
                     /protein_id="AIK65686.1"
                     /translation="MSSEYIIGRNPVIEALRSGRDINKIWIAEGAAKGQVQIVLALAK
                     ENKIILQHAPKKKLDQLVEGNHQGVIAQVAAYQYAELEDLFKVAEKRNEDPFFLILDE
                     IEDPHNLGSIMRTADATGAHGIIIPKRRAVGLTASVAKASTGAIEYIPVARVTNLSRT
                     IDELKERGLWIAGTDAKGKTDYRNLDGKMPIGLVIGSEGKGMSRIIGEKCDFLITLPM
                     VGKVTSLNASVAASLLMYEVYRKRNEIGK"
     gene            4203561..4204073
                     /locus_tag="DJ46_4489"
     CDS             4203561..4204073
                     /locus_tag="DJ46_4489"
                     /codon_start=1
                     /transl_table=11
                     /product="yacP-like NYN domain protein"
                     /protein_id="AIK63845.1"
                     /translation="MNDILIVDGYNIIGAWGDLKKLRDVDLQSSRDALIDKMADYQGY
                     TGTKVMIVFDAYTVHGIEKKMKQSRVEVIFTRKNQTADEKIEQLAIELRNINTQIYVA
                     TSDYTEQWVIFAQGALRKSARELELEVQAMEQQVRRRTQDTKEKQPAMRKIFSKDITE
                     KLEKLRRGER"
     gene            4204141..4204797
                     /gene="sigH"
                     /locus_tag="DJ46_4490"
     CDS             4204141..4204797
                     /gene="sigH"
                     /locus_tag="DJ46_4490"
                     /note="spore_sigH: RNA polymerase sigma-H factor"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-H factor"
                     /protein_id="AIK65054.1"
                     /translation="MEAGFVSVGDVTFRDLEDEAIVELVRKGNTDALEYLIHKYKNFV
                     RAKSRSYFLVGADREDIVQEGMIGLFKAIRDYKEDKLSSFKAFAELCITRQIITAIKT
                     ATRQKHIPLNSYVSLDKPIYDEESDRTLLDVISEAKVTDPEEMIISQEEYTDIESKIS
                     ELLSDLERKVLSLYLDGRSYQEISEQLNRHVKSIDNALQRVKRKLERYMEMRESTTSN
                     "
     gene            4205108..4205287
                     /gene="secE"
                     /locus_tag="DJ46_4491"
     CDS             4205108..4205287
                     /gene="secE"
                     /locus_tag="DJ46_4491"
                     /note="secE_bact: preprotein translocase, SecE subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecE subunit"
                     /protein_id="AIK62882.1"
                     /translation="MRLTNFFGDVGREMKKVSWPKKDELLRSTATVIATVVFFAIFFA
                     VVDMGISSLIRLILG"
     gene            4205419..4205952
                     /gene="nusG"
                     /locus_tag="DJ46_4492"
     CDS             4205419..4205952
                     /gene="nusG"
                     /locus_tag="DJ46_4492"
                     /note="nusG: transcription termination/antitermination
                     factor NusG"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription termination/antitermination factor
                     NusG"
                     /protein_id="AIK62708.1"
                     /translation="MEKSWYVVHTYSGYENKVKANLEKRVESMGMQDKIFRVVVPEEV
                     EVEMKNGKEKLMKRKVFPGYVLVELIMTDDSWYVVRNTPGVTGFVGSSGSGSKPSPLL
                     EEEVVTIMKHMGMDNEVVDFDFELHETVRVNEGPFADYTGAIEEIDVEKKKVSVLVDM
                     FGRETPVELDFHQIEKL"
     gene            4206120..4206545
                     /gene="rplK"
                     /locus_tag="DJ46_4493"
     CDS             4206120..4206545
                     /gene="rplK"
                     /locus_tag="DJ46_4493"
                     /note="L11_bact: ribosomal protein L11"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L11"
                     /protein_id="AIK61635.1"
                     /translation="MAKKVIKMVKLQIPAGKANPAPPVGPALGQAGVNIMGFCKEFNA
                     RTADQAGLIIPVEITVFEDRSFTFITKTPPAAVLLKKVAGIESGSGEPNRNKVATVKR
                     DKVREIAETKMPDLNAASVEAAMRMVEGTARSMGIVIED"
     gene            4206723..4207415
                     /gene="rplA"
                     /locus_tag="DJ46_4494"
     CDS             4206723..4207415
                     /gene="rplA"
                     /locus_tag="DJ46_4494"
                     /note="rplA_bact: ribosomal protein L1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L1"
                     /protein_id="AIK61084.1"
                     /translation="MAKRGKKYVEAAKLVDRAAAYSATEAVELVKKTNTAKFDATVEA
                     AFRLGVDPKKADQQIRGAVVLPHGTGKVQRVLVFAKGEKAKEAEAAGADFVGDADYIG
                     KIQQGWFDFDVVVATPDMMGEVGKLGRVLGPKGLMPNPKTGTVTFDVTKAVNEIKAGK
                     VEYRVDKAGNIHVPIGKVSFEDAKLVENFRTIADTLQKVKPAAAKGTYMKNVTVASTM
                     GPGVRVDVSTLA"
     gene            4207648..4208148
                     /gene="rplJ"
                     /locus_tag="DJ46_4495"
     CDS             4207648..4208148
                     /gene="rplJ"
                     /locus_tag="DJ46_4495"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L10"
                     /protein_id="AIK65837.1"
                     /translation="MSKVIETKQQVVTEIADKLRASKSTIVVDYRGLTVSEATELRKQ
                     LREAGVEFKVYKNSLTRRAAESAEMAELNEFLTGPNAIAFSNEDVVAPAKVLNDFAKD
                     HEALEIKAGVIEGKLVTLDEVKAIATLPSREGLLSMLLSVLQAPIRNLALATKAVADQ
                     KEEQGA"
     gene            4208216..4208575
                     /gene="rplL"
                     /locus_tag="DJ46_4496"
     CDS             4208216..4208575
                     /gene="rplL"
                     /locus_tag="DJ46_4496"
                     /note="L12: ribosomal protein L7/L12"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L7/L12"
                     /protein_id="AIK63768.1"
                     /translation="MTKEQIIEAVKSMTVLELNDLVKAIEEEFGVTAAAPVAVAGGAG
                     EAAAEKTEFDVELTSAGAQKIKVIKVVREITGLGLKEAKELVDNTPKVIKEAAAKEEA
                     EEIKAKLEEVGAAVEVK"
     gene            4208650..4209249
                     /locus_tag="DJ46_4497"
     CDS             4208650..4209249
                     /locus_tag="DJ46_4497"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK64635.1"
                     /translation="MADHYFSNDPSSKSDRKRWEFTLRGSRFTFLSDRGVFSKNEVDF
                     GSRLLIEAFQVPDIKGDILDVGCGYGPIGLSLAKEFQDRKVHMVDVNERALELAKENA
                     ANNRIGNVHIFQSSVYENVDGMYAAILSNPPIRAGKDIVHEILEKAVEHLVPGGELWI
                     VIQKKQGAPSALKKLEEVFSEVEVVEKKKGYYIIKSKKR"
     gene            4209542..4213075
                     /gene="rpoB"
                     /locus_tag="DJ46_4498"
     CDS             4209542..4213075
                     /gene="rpoB"
                     /locus_tag="DJ46_4498"
                     /EC_number="2.7.7.6"
                     /note="rpoB: DNA-directed RNA polymerase, beta subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, beta subunit"
                     /protein_id="AIK64146.1"
                     /translation="MTGQLVQYGRHRQRRSYARISEVLELPNLIEIQTSSYQWFLDEG
                     LREMFQDISPIEDFTGNLSLEFIDYSLGEPKYSVDECKERDVTYAAPLRVKVRLINKE
                     TGEVKEQDVFMGDFPLMTETGTFVINGAERVIVSQLVRSPSVYYSGKVDKNGKRGFTA
                     TVIPNRGAWLEYETDAKDVVYVRIDRTRKLPVTVLLRALGFGSDQEITELLGDNEYLS
                     NTLEKDNTDSTEKALLEIYERLRPGEPPTVENAKSLLVSRFFDPKRYDLANVGRYKIN
                     KKLHIKNRLFNQRLAETLVDPETGEILAAEGTILDRRTLDRILPYLEKNIGFKTAKPM
                     GGVVEGDVELQSIKIYAPESEGERVINVIGNANITRDVKHITPGDILASISYFFNLLY
                     KVGDTDDIDHLGNRRLRSVGELLQNQFRIGLSRMERVVRERMSIQDTNAITPQALINI
                     RPVIAAIKEFFGSSQLSQFMDQTNPLAELTHKRRLSALGPGGLTRERAGFEVRDVHYS
                     HYGRMCPIETPEGPNIGLINSLSSFAKVNEFGFIETPYRRVDPETGLVTGHVDYLTAD
                     EEDNYVVAQANMKLSEEGEFLDEDIVARFRGENIVTNKERIDYMDVSPKQVVSAATAC
                     IPFLENDDSNRALMGANMQRQAVPLMNPESPIVGTGMEYVSAKDSGAAVICKHPGIVE
                     RVEAREVWVRRYVEVDGQTVKGDLDRYKMQKFIRSNQGTCYNQRPIVSVGNEVVKGEI
                     LADGPSMELGELALGRNVLVGFMTWDGYNYEDAIIMSERLVKDDVYTSIHIEEYESEA
                     RDTKLGPEEITRDIPNVGEDALRNLDERGIIRVGAEVKDGDLLVGKVTPKGVTELTAE
                     ERLLHAIFGEKAREVRDTSLRVPHGGGGIILDVKVFNREDGDELPPGVNQLVRAYIVQ
                     KRKISEGDKMAGRHGNKGVISRVLPEEDMPYLPDGTPIDIMLNPLGVPSRMNIGQVLE
                     LHLGMAARYLGIHIATPVFDGAREEDVWGTIEEAGMANDAKTILYDGRTGEPFDNRVS
                     VGVMYMIKLAHMVDDKLHARSTGPYSLVTQQPLGGKAQFGGQRFGEMEVWALEAYGAA
                     YTLQEILTVKSDDVIGRVKTYEAIVKGENVPEPGVPESFKVLIKELQSLGMDVKMMSS
                     DDTEIEMRDTEDDDDHQSADKLNVEVETTKE"
     gene            4213113..4216724
                     /gene="rpoC"
                     /locus_tag="DJ46_4499"
     CDS             4213113..4216724
                     /gene="rpoC"
                     /locus_tag="DJ46_4499"
                     /EC_number="2.7.7.6"
                     /note="rpoC_TIGR: DNA-directed RNA polymerase, beta'
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, beta' subunit"
                     /protein_id="AIK63942.1"
                     /translation="MIDVNNFEYMKIGLASPDKIRSWSYGEVKKPETINYRTLKPEKD
                     GLFCERIFGPQKDWECHCGKYKRVRYKGVVCDRCGVEVTRAKVRRERMGHIELAAPVS
                     HIWYFKGIPSRMGLVLDMSPRALEEVIYFASYVVTESGDTPLDKKQLLSEKEYRAYRD
                     RYGSTFQAAMGAEAIKKLLQDIDLDKEVDFLKEELKTAQGQRRTRAIKRLEVLEAFRN
                     SGNEPSWMILDVLPVIPPELRPMVQLDGGRFATSDLNDLYRRVINRNNRLKRLLDLGA
                     PSIIVQNEKRMLQEAVDALIDNGRRGRPVTGPGNRPLKSLSHMLKGKQGRFRQNLLGK
                     RVDYSGRSVIVVGPNLKMYQCGLPKEMALELFKPFVMKELVEKGLAHNIKSAKRKIER
                     VQPEVWDVLESVIKEHPVLLNRAPTLHRLGIQAFEPTLVEGRAIRLHPLVCTAYNADF
                     DGDQMAVHVPLSSEAQAEARLLMLAAQNILNPKDGKPVVTPSQDMVLGNYYLTLEREG
                     AIGEGMVFKDANEALLAYQNGYVHLHTRVAVAASAVNNVTFTEEQKNMLLLTTVGKLI
                     FNEILPESFPYINEPTNSNLEKETPAKYFVEKGANIKEIIASREEVAPFSKKILGNII
                     AEVFKRFKITETSRMLDRMKNLGFKYSTKAGITVGVSDILVLGEKDEILHEAQAKVDN
                     VIKQFRRGLITEEERYDRVISIWSNAKDVIQGKLMKSLNKRNPIFMMSDSGARGNASN
                     FTQLAGMRGLMANPSGRIIELPIKSSFREGLTVLEYFISTHGARKGLADTALKTADSG
                     YLTRRLVDVAQDVIVREDDCGTDRGLLIGAIKEGNEVIESLYDRLVGRFARKTVKHPE
                     TGEVLVAENQLITEDIAHIVENSGVETVNIRSAFTCNTRHGVCKKCYGRNLATGTDVE
                     VGEAVGIIAAQSIGEPGTQLTMRTFHTGGVAGDDITQGLPRIQEIFEARNPKGQAVIS
                     EIDGVIAAINDVKDRQEVVVQGEVEARTYAIPYGARLKVIPGQKISHGKELTEGSIDP
                     KELLKVTDITAVQEYLLREVQKVYRMQGVEIGDKHVEVMVRQMLRKVRVSDAGETDVL
                     PGTLLDIHQFTDANAKVLLQGKQPATARPVLLGITKASLETDSFLSAASFQETTRVLT
                     DAAIKGKRDELLGLKENVIIGKLVPAGTGMNRYRKVDLVKTTQDDMNVENDEVYVEQ"
     gene            4216838..4217086
                     /gene="rplGB"
                     /locus_tag="DJ46_4500"
     CDS             4216838..4217086
                     /gene="rplGB"
                     /locus_tag="DJ46_4500"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome-associated protein L7Ae-like protein"
                     /protein_id="AIK64005.1"
                     /translation="MSYQKVSNAENVVVGHKRTLEAIKNGIVKEVVIAEDADMRLTHV
                     IIRTALQHNIPITKVESVRKLGKVAGIQVGASAIGIIS"
     gene            4217201..4217623
                     /gene="rpsL"
                     /locus_tag="DJ46_4501"
     CDS             4217201..4217623
                     /gene="rpsL"
                     /locus_tag="DJ46_4501"
                     /note="rpsL_bact: ribosomal protein S12"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S12"
                     /protein_id="AIK62711.1"
                     /translation="MPTINQLVRNGRTDKVWKSKSPALNKGFNSLKKKSTDISAPQKR
                     GVCTRVGTMTPKKPNSALRKYARVRLTNGIEVTAYIPGIGHNLQEHSVVLIRGGRVKD
                     LPGVRYHIVRGALDTAGVDKRMQGRSKYGTKKPKAAKK"
     gene            4217653..4218123
                     /gene="rpsG"
                     /locus_tag="DJ46_4502"
     CDS             4217653..4218123
                     /gene="rpsG"
                     /locus_tag="DJ46_4502"
                     /note="rpsG_bact: ribosomal protein S7"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S7"
                     /protein_id="AIK64148.1"
                     /translation="MPRKGPVAKRDVLPDPMYNSKLVTRLINKMMVDGKKGKSQTILY
                     NAFDIVSERTGKEPMEVFEQALKNIMPVLEVRARRVGGANYQVPVEVRPERRTTLGLR
                     WLVNYARLRGEKTMEERLANEILDAANNAGASVKKREDTHKMAEANKAFAHYRW"
     gene            4218331..4220409
                     /gene="fusA"
                     /locus_tag="DJ46_4503"
     CDS             4218331..4220409
                     /gene="fusA"
                     /locus_tag="DJ46_4503"
                     /note="EF-G: translation elongation factor G"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor G"
                     /protein_id="AIK64591.1"
                     /translation="MAREFSLENTRNIGIMAHIDAGKTTATERILYYTGRIHKIGETH
                     EGASQMDWMEQEQERGITITSAATTAQWKGHRVNIIDTPGHVDFTVEVERSLRVLDGA
                     VAVLDAQSGVEPQTETVWRQATTYGVPRIVFVNKMDKIGADFLYSVGTIHDRLQANAH
                     PIQLPIGAEDEFNGIIDLVEECAYMYGNDLGTDIQRVEIPEEHKELAEEYRGKLIEAV
                     AELDEEMMMKYLEGEEITVEELKAGIRKATTSVEFFPVICGSAFKNKGVQILLDAVID
                     YLPSPLDVPAIKGIVPDTDEEVERKSSDEEPFAALAFKIMTDPYVGKLTFFRVYSGVL
                     NSGSYVKNSTKGKRERVGRILQMHANSREEISTVYAGDIAAAVGLKDTTTGDTLCDEK
                     SLVILESMEFPEPVISVAIEPKSKADQDKMGTALSKLSEEDPTFRAHTDQETGQTIIA
                     GMGELHLDIIVDRMRREFKVEANVGAPQVAYRETFRAAAKVEGKFARQSGGRGQFGHV
                     WIEFEPNEEGKGFEFENKIVGGVVPREYIPAVGAGLEDALKNGVLAGYPVVDIKAALV
                     DGSYHDVDSSEMAFKIAASMALKAAVSKCNPVILEPMMKVEVVIPEEYMGDIMGDVTS
                     RRGRVEGMEARGNAQVVRAMVPLSEMFGYATSLRSNTQGRGTFSMVFDHYEEVPKSVS
                     EEIIKKNKGE"
     gene            4220527..4221714
                     /gene="tuf"
                     /locus_tag="DJ46_4504"
     CDS             4220527..4221714
                     /gene="tuf"
                     /locus_tag="DJ46_4504"
                     /note="EF-Tu: translation elongation factor Tu"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor Tu"
                     /protein_id="AIK64657.1"
                     /translation="MAKAKFERSKPHVNIGTIGHVDHGKTTLTAAITTVLAKAGGAEA
                     RGYDQIDAAPEERERGITISTAHVEYETETRHYAHVDCPGHADYVKNMITGAAQMDGG
                     ILVVSAADGPMPQTREHILLSRQVGVPYIVVFLNKCDMVDDEELLELVEMEVRDLLSE
                     YGFPGDDIPVIKGSALKALQGEADWEAKIIELMAEVDAYIPTPERETDKPFLMPVEDV
                     FSITGRGTVATGRVERGIVKVGDVVEIIGLAEENASTTVTGVEMFRKLLDQAQAGDNI
                     GALLRGVAREDIQRGQVLAKSGSVKAHAKFKAEVFVLSKEEGGRHTPFFANYRPQFYF
                     RTTDVTGIIQLPEGTEMVMPGDNIEMTIELIAPIAIEEGTKFSIREGGRTVGYGVVAT
                     IVE"
     gene            4222113..4222421
                     /gene="rpsJ"
                     /locus_tag="DJ46_4505"
     CDS             4222113..4222421
                     /gene="rpsJ"
                     /locus_tag="DJ46_4505"
                     /note="rpsJ_bact: ribosomal protein S10"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S10"
                     /protein_id="AIK65085.1"
                     /translation="MAKEKIRIRLKAYDHRILDQSADKIVETAKRSGATVSGPIPLPT
                     EKTVYTILRAVHKYKDSREQFEMRTHKRLIDIVSPTPQTVDSLMRLDLPSGVDIEIKL
                     "
     gene            4222456..4223088
                     /gene="rplC"
                     /locus_tag="DJ46_4506"
     CDS             4222456..4223088
                     /gene="rplC"
                     /locus_tag="DJ46_4506"
                     /note="L3_bact: 50S ribosomal protein L3"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L3"
                     /protein_id="AIK65488.1"
                     /translation="MTKGILGRKIGMTQVFAENGELIPVTVIAANPNVVLQKKTTETD
                     GYNAIQLGFEDKREKLTNKPEQGHTAKASTTPKRFIREIRDADVDGLEVGQEVKVDVF
                     ATGEIVDVTGISKGKGFQGVIKRHGQSRGPMSHGSRYHRRPGSMGPVAPNRVFKGKKL
                     AGRMGGDQVTIQNLEIVQVDTERNLLLVKGNVPGAKKSLVVVQGAVKVSK"
     gene            4223114..4223737
                     /gene="rplD"
                     /locus_tag="DJ46_4507"
     CDS             4223114..4223737
                     /gene="rplD"
                     /locus_tag="DJ46_4507"
                     /note="rplD_bact: 50S ribosomal protein L4"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L4"
                     /protein_id="AIK62654.1"
                     /translation="MPKVTVYNQTGSQVGEIELAEAIFGIEPNEAVLFEAVMMQRASL
                     RQGTHKVKTRSEVRGGGRKPWRQKGTGRARQGSIRSPQWRGGGTVFGPTPRSYAYKLP
                     KKVRRLAIKSALATKVVENNIVVLEDLVLNAPKTKDMLAVLKGLTVEKKALIVTADAN
                     ESVELSARNIPGVTVITADGVNVLDVLHHDKLIMTKAAVEKVEEVLA"
     gene            4223737..4223889
                     /gene="rplW"
                     /locus_tag="DJ46_4508"
     CDS             4223737..4223889
                     /gene="rplW"
                     /locus_tag="DJ46_4508"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L23"
                     /protein_id="AIK66112.1"
                     /translation="MRDPRDIIKRPVITERSMEMMAEKNTRSMWTLNLIKQKLKMLLK
                     RSLVLK"
     gene            4224055..4224885
                     /gene="rplB"
                     /locus_tag="DJ46_4509"
     CDS             4224055..4224885
                     /gene="rplB"
                     /locus_tag="DJ46_4509"
                     /note="rplB_bact: ribosomal protein L2"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L2"
                     /protein_id="AIK64234.1"
                     /translation="MGIKKYNPTTNGRRNMTTNDFAEITTDRPEKSLLAPLSKKAGRN
                     NQGKITVRHQGGGHKRQYRIIDFKRNKDGIPGRVATIEYDPNRSANIALINYVDGEKR
                     YILAPKNLEVGMEIMSGAEADIKIGNALPLINIPVGTVVHNIELKPGRGGQLVRSAGT
                     SAQVLGKEGKYVLVRLTSGEVRLVLSACRATVGQVGNESHELIKIGKAGRSRWLGKRP
                     TVRGSVMNPVDHPHGGGEGRSPIGRKSPMSPWGKPTLGFKTRKKNKASDKFIVRRRKK
                     "
     gene            4224946..4225224
                     /gene="rpsS"
                     /locus_tag="DJ46_4510"
     CDS             4224946..4225224
                     /gene="rpsS"
                     /locus_tag="DJ46_4510"
                     /note="rpsS_bact: ribosomal protein S19"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S19"
                     /protein_id="AIK64828.1"
                     /translation="MARSLKKGPFVDDHLMSKIAKLNETEQKQVVKTWSRRSTIFPQF
                     IGHTIAVYDGRKHVPVYVTEDMVGHKLGEFAPTRTYKGHDADDKKTRR"
     gene            4225242..4225583
                     /gene="rplV"
                     /locus_tag="DJ46_4511"
     CDS             4225242..4225583
                     /gene="rplV"
                     /locus_tag="DJ46_4511"
                     /note="rplV_bact: ribosomal protein L22"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L22"
                     /protein_id="AIK65470.1"
                     /translation="MQAKAVARTVRIAPRKVRLVVDLIRGKQVGEAIAILNHTPKTAS
                     PVVEKVLKSAIANAEHNYEMDINSLVVEKVFVDEGPTLKRFRPRAMGRASQINKRTSH
                     ITVVVSEKKEG"
     gene            4225587..4226246
                     /gene="rpsC"
                     /locus_tag="DJ46_4512"
     CDS             4225587..4226246
                     /gene="rpsC"
                     /locus_tag="DJ46_4512"
                     /note="rpsC_bact: ribosomal protein S3"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S3"
                     /protein_id="AIK64152.1"
                     /translation="MGQKVNPIGLRVGVIRDWESRWFAEKDYATLLHEDIKIREYINV
                     RLKDSAVAKVEIERAANRVNVTIHTAKPGMVIGKGGTEVEALRKALNQLTGKRVHINI
                     LEVKRADLNAKLVGENIARQLENRVSFRRAQKQVIQRAMRAGAKGIKTQVSGRLGGAD
                     IARAESYSEGTVPLHTLRADIDYAAVEADTTYGKLGVKVWIYRGEVLPTKKKASEEGG
                     K"
     gene            4226248..4226682
                     /gene="rplP"
                     /locus_tag="DJ46_4513"
     CDS             4226248..4226682
                     /gene="rplP"
                     /locus_tag="DJ46_4513"
                     /note="rplP_bact: ribosomal protein L16"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L16"
                     /protein_id="AIK64909.1"
                     /translation="MLMPKRVKYRREHRGKMRGRAKGGTEIAFGEFGLQAQAASWITN
                     RQIEAARRAMTRYMKRGGKVWIKIFPSKPYTAKPLEVRMGSGKGAPEGWVAVVKPGKI
                     MFEIAGVSEEVAREALRLAAHKLPVKCKFVKREENGGESNEN"
     gene            4226672..4226872
                     /gene="rpmC"
                     /locus_tag="DJ46_4514"
     CDS             4226672..4226872
                     /gene="rpmC"
                     /locus_tag="DJ46_4514"
                     /note="L29: ribosomal protein L29"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L29"
                     /protein_id="AIK61462.1"
                     /translation="MKTNDIRELTTAEIETKVKALKEELFNLRFQLATGQLENPTRIR
                     EVRKAIARMKTVVREREIGINR"
     gene            4226893..4227156
                     /gene="rpsQ"
                     /locus_tag="DJ46_4515"
     CDS             4226893..4227156
                     /gene="rpsQ"
                     /locus_tag="DJ46_4515"
                     /note="S17_bact: 30S ribosomal protein S17"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S17"
                     /protein_id="AIK64176.1"
                     /translation="MSERNQRKVYTGRVVSDKMDKTITVLVETYKTHSLYGKRVKYSK
                     KYKAHDEQNQAKLGDIVKIMETRPLSATKRFRLVEIVEEAVII"
     gene            4227200..4227568
                     /gene="rplN"
                     /locus_tag="DJ46_4516"
     CDS             4227200..4227568
                     /gene="rplN"
                     /locus_tag="DJ46_4516"
                     /note="rplN_bact: ribosomal protein L14"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L14"
                     /protein_id="AIK65217.1"
                     /translation="MIQQESRLKVADNSGARELLTIKVLGGSGRKYANIGDIIVATVK
                     QATPGGVVKKGDVVKAVVVRTKSGARRPDGSYIKFDENAAVIIKDDKSPRGTRIFGPV
                     ARELRDSNFMKIVSLAPEVL"
     gene            4227607..4227918
                     /gene="rplX"
                     /locus_tag="DJ46_4517"
     CDS             4227607..4227918
                     /gene="rplX"
                     /locus_tag="DJ46_4517"
                     /note="rplX_bact: ribosomal protein L24"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L24"
                     /protein_id="AIK65206.1"
                     /translation="MHVKKGDKVQVITGKDKGKQGVILVAFPKQNRVIVEGVNIVKKH
                     SKPSQLNPQGGIITKEAPIHVSNVMILDPKTGEPTRVGFKVEDGKKVRIAKKSGELLD
                     K"
     gene            4227945..4228484
                     /gene="rplE"
                     /locus_tag="DJ46_4518"
     CDS             4227945..4228484
                     /gene="rplE"
                     /locus_tag="DJ46_4518"
                     /codon_start=1
                     /transl_table=11
                     /product="50S ribosomal protein L5"
                     /protein_id="AIK65117.1"
                     /translation="MNRLKEKFQKEITPALVSKFNYKSVMQVPKIEKIVINTGVGDAV
                     SNSKTLDNAVEELTQITGQKPVVTRAKKSIAGFRLREGMPIGAKVTLRGEQMYEFFDK
                     LVSVSLPRVRDFRGVSKKSFDGRGNYTLGVKEQLIFPEIDYDKVSKVRGMDIVIVTTA
                     KTDEEARELLTQFGMPFQK"
     gene            4228518..4228703
                     /gene="rpsN1"
                     /locus_tag="DJ46_4519"
     CDS             4228518..4228703
                     /gene="rpsN1"
                     /locus_tag="DJ46_4519"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S14"
                     /protein_id="AIK62734.1"
                     /translation="MAKKSMIAKQKRTPKFKVQEYTRCERCGRPHSVYRKFKLCRICF
                     RELAYKGQIPGVKKASW"
     gene            4228733..4229131
                     /gene="rpsH"
                     /locus_tag="DJ46_4520"
     CDS             4228733..4229131
                     /gene="rpsH"
                     /locus_tag="DJ46_4520"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S8"
                     /protein_id="AIK62581.1"
                     /translation="MVMTDPIADMLTRIRNANMVRHEKLEVPASKIKKEIAELLKREG
                     FIRDVEYIEDNKQGILRIFLKYGANNERVITGLKRISKPGLRVYAKADEVPRVLNGLG
                     IALVSTSKGVMTDKDARQLQTGGEVVAYVW"
     gene            4229164..4229703
                     /gene="rplF"
                     /locus_tag="DJ46_4521"
     CDS             4229164..4229703
                     /gene="rplF"
                     /locus_tag="DJ46_4521"
                     /note="L6_bact: ribosomal protein L6"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L6"
                     /protein_id="AIK65305.1"
                     /translation="MSRIGKKILEIPAGVTITVAEDNTVTVKGPKGELTRTFNADMLI
                     KIEENTLTVERPSEQKEHRALHGTTRALIGNMVEGVTEGFARGLELVGVGYRAQKQGD
                     KLVLSVGYSHPVEMTPEAGLEVEVPAPTKIVIKGIDKQRVGEFAANIRAVRAPEPYKG
                     KGIRYEGEVVRRKEGKTAK"
     gene            4229735..4230097
                     /gene="rplR"
                     /locus_tag="DJ46_4522"
     CDS             4229735..4230097
                     /gene="rplR"
                     /locus_tag="DJ46_4522"
                     /note="L18_bact: ribosomal protein L18"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L18"
                     /protein_id="AIK61423.1"
                     /translation="MITKADKNATRKKRHARVRAKLTGTAERPRLNVFRSNQHIYAQV
                     IDDVNGVTLVSASTLDKDLALNGTSNIEAATKVGESVAKRAVEKGVKEVVFDRGGYLY
                     HGRVKALAEAAREAGLQF"
     gene            4230119..4230619
                     /gene="rpsE"
                     /locus_tag="DJ46_4523"
     CDS             4230119..4230619
                     /gene="rpsE"
                     /locus_tag="DJ46_4523"
                     /note="rpsE_bact: ribosomal protein S5"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein S5"
                     /protein_id="AIK65736.1"
                     /translation="MHRIDPSKLELEERVVTINRVAKVVKGGRRFRFAALVVVGDKNG
                     HVGFGTGKAQEVPDAIRKAIEDAKKNLIAVPLVGTTIPHTINGHFGAGEVFLKPAAEG
                     TGVIAGGPVRAVLELAGVQDILSKSLGSNTPINMIRATVNGLSELKRAEDVAKLRGKS
                     VEELLG"
     gene            4230633..4230815
                     /gene="rpmD"
                     /locus_tag="DJ46_4524"
     CDS             4230633..4230815
                     /gene="rpmD"
                     /locus_tag="DJ46_4524"
                     /note="rpmD_bact: ribosomal protein L30"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L30"
                     /protein_id="AIK65654.1"
                     /translation="MAKKLEITLTRSVIGRPQDQRATVEALGLKKLNSTVVKEETPAI
                     LGMINKVSHLVTVKEA"
     gene            4230849..4231289
                     /gene="rplO"
                     /locus_tag="DJ46_4525"
     CDS             4230849..4231289
                     /gene="rplO"
                     /locus_tag="DJ46_4525"
                     /note="rplO_bact: ribosomal protein L15"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L15"
                     /protein_id="AIK62240.1"
                     /translation="MKLHELKPAEGSRKVRNRVGRGIGSGNGKTAGKGHKGQNARSGG
                     GVRLGFEGGQTPLFRRLPKRGFTNINRKEFAIVNLSTLNRFEDGTEVTPELLLETGVI
                     SKLNDGVKILASGAVEKKLTVKAHKFSSSAKEAIEAAGGSVEVI"
     gene            4231289..4232590
                     /gene="secY"
                     /locus_tag="DJ46_4526"
     CDS             4231289..4232590
                     /gene="secY"
                     /locus_tag="DJ46_4526"
                     /note="3a0501s007: preprotein translocase, SecY subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecY subunit"
                     /protein_id="AIK65817.1"
                     /translation="MFRTISNFMRVAEIRRKILFTLAMLIVFRIGTFIPVPFTNGDVL
                     KAQDQLNALGILNTFGGGALKNFSIFAMGIMPYITASIIVQLLQMDVVPKFSEWAKQG
                     EMGRRKLTQFTRYFTIVLAFIQGFGMSIGFNGMVGGQLILNPGWSTYLYIATVLTAGT
                     AFLMWLGEQITAKGVGNGISILIFGGIAAAIPSVISQVYQQQFQNIGDQLFMSIVKVA
                     LILLAVLAVIVGVIFIQQAVRKIPIQYAKRVTGGNGGYAGAQNTHLPLKVNSAGVIPV
                     IFAVSFLITPPTIAQFFPKHDVSQWIIANFNYSHPVGMIIYVALIVAFTYFYAFVQVN
                     PEQMSENLNKQGGYVPGIRPGKNTEQYLTKILYRLTFVGSIFLAAIAILPVIFTKLGN
                     LPPSAQIGGTSMLIVVGVALETMKQLESQLVKRHYKGFIKQ"
     gene            4232647..4233297
                     /gene="adk"
                     /locus_tag="DJ46_4527"
     CDS             4232647..4233297
                     /gene="adk"
                     /locus_tag="DJ46_4527"
                     /EC_number="2.7.4.3"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylate kinase"
                     /protein_id="AIK61586.1"
                     /translation="MNLILMGLPGAGKGTQAEQIVAKYNIPHISTGDMFRAAMKAETE
                     MGLQAKSFIDKGALVPDEVTIGIVRERLSQEDCVRGFLLDGFPRTVAQASALEEIMKD
                     LGKKIDYVLNINVDSGLLLKRLTGRRICKECGATYHLEFNAPAKADVCDKCGGELYQR
                     SDDNEETVANRLDVNIKQTKPLLDFYEELGYLQSINGEQDINKVFADIDVLIGGLA"
     gene            4233297..4234043
                     /gene="map"
                     /locus_tag="DJ46_4528"
     CDS             4233297..4234043
                     /gene="map"
                     /locus_tag="DJ46_4528"
                     /EC_number="3.4.11.18"
                     /note="met_pdase_I: methionine aminopeptidase, type I"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine aminopeptidase, type I"
                     /protein_id="AIK61065.1"
                     /translation="MIICKTPREIEIMREAGRIVALTHQELKQHITPGITTKELDQIA
                     EKTIQKYGATPSFKGYNGFPGSICASVNEELVHGIPGKRKLKEGDIISIDIGAKYNGY
                     HGDSAWTYPVGNISESVQKLLDVTEKSLYLGLEQVKPGERLSNISHAVQTHAEENGFS
                     IVREYVGHGIGQDLHEDPQIPHYGPPNRGPRLKPGMVICVEPMVNQGRRYVKTLSDDW
                     TVVTVDGKWCAHFEHTIALTEAGYEILTTL"
     gene            4234112..4234330
                     /gene="infA"
                     /locus_tag="DJ46_4529"
     CDS             4234112..4234330
                     /gene="infA"
                     /locus_tag="DJ46_4529"
                     /note="infA: translation initiation factor IF-1"
                     /codon_start=1
                     /transl_table=11
                     /product="translation initiation factor IF-1"
                     /protein_id="AIK65109.1"
                     /translation="MAKDDVIEVEGTVLETLPNAMFKVELENGHVVLAHVSGKIRMNF
                     IRILPGDKVTVELSPYDLNRGRITYRFK"
     gene            4234366..4234479
                     /gene="rpmJ"
                     /locus_tag="DJ46_4530"
     CDS             4234366..4234479
                     /gene="rpmJ"
                     /locus_tag="DJ46_4530"
                     /note="rpmJ_bact: ribosomal protein L36"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L36"
                     /protein_id="AIK65984.1"
                     /translation="MKVRPSVKPICEKCKVIRRRGKVMVICENPKHKQKQG"
     gene            4234501..4234866
                     /gene="rpsM"
                     /locus_tag="DJ46_4531"
     CDS             4234501..4234866
                     /gene="rpsM"
                     /locus_tag="DJ46_4531"
                     /note="bact_S13: 30S ribosomal protein S13"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S13"
                     /protein_id="AIK63297.1"
                     /translation="MARIAGVDIPRDKRVVISLTYVFGIGRTTAEKILAEAGISEETR
                     VRDLTEDELGRIRDIIDRIKVEGDLRREVSLNIKRLMEIGSYRGLRHRRGLPVRGQNS
                     KNNARTRKGPRRTVANKKK"
     gene            4234891..4235280
                     /gene="rpsK"
                     /locus_tag="DJ46_4532"
     CDS             4234891..4235280
                     /gene="rpsK"
                     /locus_tag="DJ46_4532"
                     /note="bact_S11: 30S ribosomal protein S11"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S11"
                     /protein_id="AIK61872.1"
                     /translation="MARKTNTRKKRVKKNIEAGVAHIRSTFNNTIVTLTDTHGNALSW
                     SSAGALGFRGSRKSTPFAAQMAAETAAKAAMEHGLKTLEVTVKGPGAGREAAIRALQA
                     AGLEVTAIRDVTPVPHNGCRPPKRRRV"
     gene            4235461..4236405
                     /gene="rpoA"
                     /locus_tag="DJ46_4533"
     CDS             4235461..4236405
                     /gene="rpoA"
                     /locus_tag="DJ46_4533"
                     /EC_number="2.7.7.6"
                     /note="rpoA: DNA-directed RNA polymerase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, alpha subunit"
                     /protein_id="AIK64226.1"
                     /translation="MIEIEKPKIETVELNEDAKYGKFVIEPLERGYGTTLGNSLRRIL
                     LSSLPGAAVTAIQIDGVLHEFSTVEGVVEDVTTIILNLKKLALKIYSEEEKTLEIDVQ
                     GEGIVTAADITHDSDVEILNPDLHIATLAKDAHFRVRLTAKRGRGYTPADANKSEDQP
                     IGVIPIDSIYTPVSRVTYQVEKTRVGQVANYDKLTLDVWTDGSIGPKEAISLGAKILT
                     EHLNIFVGLTDEAQNAEIMVEKEEDQKEKVLEMTIEELDLSVRSYNCLKRAGINTVQE
                     LANKTEEDMMKVRNLGRKSLEEVKHKLEELGLGLRKDD"
     gene            4236441..4236803
                     /gene="rplQ"
                     /locus_tag="DJ46_4534"
     CDS             4236441..4236803
                     /gene="rplQ"
                     /locus_tag="DJ46_4534"
                     /note="L17: ribosomal protein L17"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L17"
                     /protein_id="AIK61231.1"
                     /translation="MAYRKLGRTSAQRKAMLRDLATDLIINERIQTTETRAKELRSVV
                     EKMITLGKRGDLHARRQAAAFIRNEVANAETGQDALQKLFADVAPRYAERQGGYTRIA
                     KIGPRRGDAAPMVIIELV"
     gene            4236907..4237749
                     /locus_tag="DJ46_4535"
     CDS             4236907..4237749
                     /locus_tag="DJ46_4535"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65337.1"
                     /translation="MKKEKLRTENISFQYPGAATYALKDVSFSLFEGEWVSVIGQNGS
                     GKSTLAKLLNGLFLPEAGTITVNDTMILSEETVWDVRKQIGMVFQNPDNQFVGTTVQD
                     DVVFGLENIGMPREQMVERLNQALRLVRMEDFLNDEPHSLSGGQKQRVAIAGVLALQP
                     SILILDEATSMLDPQGRREVVETVRQLVNEKGITVLSITHDLEEAAQSDRVIILNKGE
                     ILEEGTPEQIFKSSHMLQEIGLDVPFSVKIAELLKRNEILLQNTHLTMESLVNELWRL
                     HSKK"
     gene            4237725..4238606
                     /locus_tag="DJ46_4536"
     CDS             4237725..4238606
                     /locus_tag="DJ46_4536"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66035.1"
                     /translation="MEITFQKVEHRYQYKTPFERRALYDVDVSFPSGGYYAIIGHTGS
                     GKSTMIQHLNGLLQPTNGTVQIGEHFISAGKKEKKLKPLRKKVGVVFQFPEHQLFEET
                     VEKDICFGPTNFGVSEEAAKQKAREAIELVGLEPELLARSPFELSGGQMRRVAIAGVL
                     AMEPEVLVLDEPTAGLDPKGQNELMEMFYKLHKEKGLTVILVTHNMEDAAKYAEQIVV
                     MHKGTVFLQGSAEEVFSHADELEKIGVDLPMSLKYKRAIEEKFGISIPKATLSLEDLT
                     HEVVQVLRKGGHESCSS"
     gene            4238594..4239388
                     /locus_tag="DJ46_4537"
     CDS             4238594..4239388
                     /locus_tag="DJ46_4537"
                     /codon_start=1
                     /transl_table=11
                     /product="cobalt transport family protein"
                     /protein_id="AIK66402.1"
                     /translation="MQQLIIGRYIPGNSLIHQLDPRTKLLIVFLYVFVVFLANNAISY
                     GFLFLYALIALFFAKVPIRYVLSGLKPILWIFLFTFFLHIFTNKEGEVLFQLGWFSIH
                     EKGLEQGIYISIRFFVIILMTTLLTLTTTPIEITDGLETLLKPLKRIKVPVHEIALMM
                     SISLRFIPTLMDETSKIMKAQSSRGIDFAGGPIKDRMKAIISLLVPLFISAFKRAEDL
                     AIAMEARGYQSGEGRTKFRQLRWKTSDTVTIISLLCLACILAWVRS"
     gene            4239403..4240146
                     /gene="truA"
                     /locus_tag="DJ46_4538"
     CDS             4239403..4240146
                     /gene="truA"
                     /locus_tag="DJ46_4538"
                     /EC_number="5.4.99.12"
                     /note="hisT_truA: tRNA pseudouridine(38-40) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine(38-40) synthase"
                     /protein_id="AIK61658.1"
                     /translation="MDRIKCTVAYDGMHFCGYQIQPQHRTVQQEIEKALQKLHKGELV
                     RVQASGRTDSTVHAKGQVIHFDTPLSLEEWQWSNALNTMLPDDIVITQVEKKTEEFHA
                     RYGVERKEYRYRVLVSKTADVFRRNYVYQYPYPLEVNSIRKAIPYFIGTHDFTSFCSA
                     KTDKKDKVRTIYEIELIEQDDELIFRFVGNGFLYNMVRIIVGTLLNVGQGKLDPDSIP
                     EILAKQNRQFAGKMAPGHGLYLWQVNYNN"
     gene            4240299..4240736
                     /gene="rplM"
                     /locus_tag="DJ46_4539"
     CDS             4240299..4240736
                     /gene="rplM"
                     /locus_tag="DJ46_4539"
                     /note="rplM_bact: ribosomal protein L13"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal protein L13"
                     /protein_id="AIK65081.1"
                     /translation="MRTTFMAKANEVERKWYVVDAEGQTLGRLASEVASILRGKNKPT
                     FTPHVDTGDHVIIINAEKIHLTGNKLNDKIYYRHTNHPGGLKQRTALEMRTNYPVQML
                     ELAIKGMLPKGRLGRQVSKKLNVYAGAEHPHQAQKPEVYELRG"
     gene            4240758..4241150
                     /gene="rpsI"
                     /locus_tag="DJ46_4540"
     CDS             4240758..4241150
                     /gene="rpsI"
                     /locus_tag="DJ46_4540"
                     /codon_start=1
                     /transl_table=11
                     /product="30S ribosomal protein S9"
                     /protein_id="AIK63821.1"
                     /translation="MAQVQYYGTGRRKSSVARVRLVSGEGRVIINGRDFENYIPFAAL
                     REVVKQPLVATETLGNYDVLVNVNGGGYTGQAGAIRHGISRALLKADPEYRLTLKRAG
                     LLTRDARMKERKKYGLKGARRAPQFSKR"
     gene            4241313..4241741
                     /locus_tag="DJ46_4541"
     CDS             4241313..4241741
                     /locus_tag="DJ46_4541"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65502.1"
                     /translation="MNVIVSLQEKQKEKQLKYERKMLRELSLKTLRSNIRDAFQMQEL
                     HRQYEDYCIELGIESYLLGARYSKFGYYGESFFDVKYRALEEEQQLTETLFQFLTSMT
                     MREIKLQDEELLFESCQQFIGLWWQEGYEKGERRYRLKLH"
     gene            4241808..4242521
                     /gene="cwlD"
                     /locus_tag="DJ46_4542"
     CDS             4241808..4242521
                     /gene="cwlD"
                     /locus_tag="DJ46_4542"
                     /EC_number="3.5.1.28"
                     /note="spore_cwlD: N-acetylmuramoyl-L-alanine amidase
                     CwlD"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase CwlD"
                     /protein_id="AIK61851.1"
                     /translation="MKRIRIISFALAAVILFFLVKQEFQIIKSWRAWNLPLSGKVIVL
                     DAGHGGPDGGAVGGKDIVEKDITLEITKKVQDYLQEQGALVILTREGDYDLAQKDTKS
                     YSRRKAEDLKKRVEIINKPDVDFFASIHLNALTSSGSKGAQTFYYRSSIENERAAKFI
                     QAELRTSLENTNRSAKTISHVYLLKYAKTPGALIEAGFLSNVNERYMLNSEKYQQKVA
                     AAVYRGILRYFTEKGNPPE"
     gene            4242666..4243730
                     /locus_tag="DJ46_4543"
     CDS             4242666..4243730
                     /locus_tag="DJ46_4543"
                     /codon_start=1
                     /transl_table=11
                     /product="cobQ/CobB/MinD/ParA nucleotide binding domain
                     protein"
                     /protein_id="AIK63914.1"
                     /translation="MVMKEQVVEALEGIVDPFLHKTLKETGAIKEVTVKPEKKHVSVK
                     IAIVKTGTAEQMQLQSGIVKLVKELGAATVGLRFAEFTEEELAQFAPEQEEQTESLLS
                     PNSKTTFLAVASGKGGVGKSTVSVNLAIALARLGKKVGIIDADIYGFSVPDMMGIEKR
                     PVVRGDKIIPVERLGVKVISMGFFVEDNAPVIWRGPMLGKMLNHFFTEVEWGDLDYLV
                     LDLPPGTGDVALDLHSMLPACKEIIVTTPHPTAAFVAARAGAMALRTEHSILGVVENM
                     AYFESKTTGEKEYVFGRGGGDKLATELQTEVLGRIPLQQPDWNKEDFAPSVYEDTHTT
                     GLIYRTIAETVIDKTAFAQK"
     gene            complement(4243787..4244404)
                     /locus_tag="DJ46_4544"
     CDS             complement(4243787..4244404)
                     /locus_tag="DJ46_4544"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore germination protein GerD"
                     /protein_id="AIK64758.1"
                     /translation="MKRMLLVLTSSFLFLVLVACAQEKEAKSELDYDQTKKMIVDILK
                     TDQGKKAIQDVLTDEKMKQALILDETVVKKTIEDAMVSDKGQQFWEKLFKDPEFSSKF
                     AKSMGKEQTALMKTLLKDPEYQAGVIEIMKNPEVEKMMLQTMKSKEYRQYLQQVLTET
                     AESPLFQAKMIDIISKGVQKAEKSGSDKKEAGGEGGSQEGKKEQQ"
     gene            4244544..4245155
                     /locus_tag="DJ46_4545"
     CDS             4244544..4245155
                     /locus_tag="DJ46_4545"
                     /codon_start=1
                     /transl_table=11
                     /product="kinB-signaling pathway activation in sporulation
                     family protein"
                     /protein_id="AIK63141.1"
                     /translation="MNSRKWVRLFFTTLFLGGISTVIIGFVLEWDKYAKFFQNFDGKE
                     ILAVSFWLMGVGFIFSVISQMGFFAYLTIHRFGLGMFRSSSLWNIVQLFFIAFVLFDF
                     VYLRSVLIANGEVSLGNNILVAGVLFMFGAIVAYIKSKETNKKAFVPALFFMVVVTIL
                     EWVPALRINDTDWLYLMVIPLLLCNAYQLLILHRLIGKTSKSA"
     gene            complement(4245260..4246024)
                     /gene="pdaB"
                     /locus_tag="DJ46_4546"
     CDS             complement(4245260..4246024)
                     /gene="pdaB"
                     /locus_tag="DJ46_4546"
                     /note="spore_ybaN_pdaB: polysaccharide deacetylase family
                     sporulation protein PdaB"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family sporulation
                     protein PdaB"
                     /protein_id="AIK66191.1"
                     /translation="MFFFFITSKRNFKHISLIVILSLFTAWLLFLKTYSHESAFSTAT
                     GPKVIYKGDTSKKQVAFTFDISWGDKKAIPILDTLKERDIKNATFFLSAAWAERHPDV
                     VERIIKDGHEIGSMGYNYTSYTSLETNEIRRDLLRAQDVFTKLGVKQIKLLRPPSGDF
                     NKATLKIAESLGYTVVHWSNNSNDWKNPGVNKIVSTVSNNLKGGDIVLLHASDSALQT
                     NKALPLLLQKLKSDGYEQISVSQLISNTSTKSKDVQ"
     gene            4246195..4246413
                     /locus_tag="DJ46_4547"
     CDS             4246195..4246413
                     /locus_tag="DJ46_4547"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63515.1"
                     /translation="MLGFMLTKEEKKEMEYILKRELEELLFDFEDERIHDVVKKAMEE
                     RYKIIFCLFRRVANAEDCIRYVRKRTFY"
     gene            4246645..4248185
                     /locus_tag="DJ46_4548"
     rRNA            4246645..4248185
                     /locus_tag="DJ46_4548"
                     /product="16S ribosomal RNA"
     gene            4248338..4251256
                     /locus_tag="DJ46_4550"
     rRNA            4248338..4251256
                     /locus_tag="DJ46_4550"
                     /product="23S ribosomal RNA"
     gene            4251345..4251459
                     /locus_tag="DJ46_4551"
     rRNA            4251345..4251459
                     /locus_tag="DJ46_4551"
                     /product="5S ribosomal RNA"
     gene            4251468..4251542
                     /locus_tag="DJ46_4552"
     tRNA            4251468..4251542
                     /locus_tag="DJ46_4552"
                     /product="tRNA-Asn"
     gene            4251547..4251619
                     /locus_tag="DJ46_4553"
     tRNA            4251547..4251619
                     /locus_tag="DJ46_4553"
                     /product="tRNA-Thr"
     gene            4251644..4251718
                     /locus_tag="DJ46_4554"
     tRNA            4251644..4251718
                     /locus_tag="DJ46_4554"
                     /product="tRNA-Glu"
     gene            4251724..4251799
                     /locus_tag="DJ46_4555"
     tRNA            4251724..4251799
                     /locus_tag="DJ46_4555"
                     /product="tRNA-Val"
     gene            4251817..4251900
                     /locus_tag="DJ46_4556"
     tRNA            4251817..4251900
                     /locus_tag="DJ46_4556"
                     /product="tRNA-Tyr"
     gene            4251966..4252040
                     /locus_tag="DJ46_4557"
     tRNA            4251966..4252040
                     /locus_tag="DJ46_4557"
                     /product="tRNA-Gln"
     gene            4252046..4252121
                     /locus_tag="DJ46_4558"
     tRNA            4252046..4252121
                     /locus_tag="DJ46_4558"
                     /product="tRNA-Lys"
     gene            4252127..4252198
                     /locus_tag="DJ46_4559"
     tRNA            4252127..4252198
                     /locus_tag="DJ46_4559"
                     /product="tRNA-Gly"
     gene            4252209..4252281
                     /locus_tag="DJ46_4560"
     tRNA            4252209..4252281
                     /locus_tag="DJ46_4560"
                     /product="tRNA-Ala"
     gene            4252396..4252605
                     /locus_tag="DJ46_4561"
     CDS             4252396..4252605
                     /locus_tag="DJ46_4561"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerate kinase family protein"
                     /protein_id="AIK66411.1"
                     /translation="MKVVIASDSYKESLKAIEVCEAIERGFEAIFPKAEYVKIPIGDG
                     GEGTVDSLVDAARGENYITSCNRAA"
     gene            4252550..4253542
                     /locus_tag="DJ46_4562"
     CDS             4252550..4253542
                     /locus_tag="DJ46_4562"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycerate kinase 2"
                     /protein_id="AIK62761.1"
                     /translation="MLMPQGGRIISLHVTGPLRERVQAFYGMSKDKKTAFIEMAAASG
                     LQHVPVKKRNPLVTTTKGTGELILHALDEGAEHIILGLGGSATNDGGAGMLSALGVRF
                     INGKGEVIDPFGGTLHSIVSIDFSQMDSRLKHIKIEAACDVDNPLVGIRGASFVFGRQ
                     KGADEEMMKELDENLKHYAHILKQYLYCDVSKIPGAGAAGGMGAAVIAVLKGNLRRGI
                     EIVLDYTNFDKHIEGADLIITGEGRIDEQTAYGKAPVGVAERAKHFHIPVIAIGGSVS
                     PNYTAVHEKGIDAVFSITPSPMTLEEAYKVAEENIEMTAKNIAAVWKIASEKHF"
     gene            4253752..4254645
                     /gene="rocF"
                     /locus_tag="DJ46_4563"
     CDS             4253752..4254645
                     /gene="rocF"
                     /locus_tag="DJ46_4563"
                     /EC_number="3.5.3.1"
                     /note="rocF_arginase: arginase"
                     /codon_start=1
                     /transl_table=11
                     /product="arginase"
                     /protein_id="AIK64401.1"
                     /translation="MKKEISVIGVPMDLGQMRRGVDMGPSAIRYAGVIERIEEIGYDV
                     KDMGDICIEREKEVDVNTSLRNLTQVATVCNELASKVDHIIEEGRFPLVLGGDHSIAI
                     GTLAGVAKHYKNLGVIWYDAHGDLNTEETSPSGNIHGMSLAASLGYGHPTLVDLYGAY
                     PKVKKENVVIIGARALDEGEKDFIRNEGIKVFTMHEIDRMGMTAVMEETIEYLSHTDG
                     VHLSLDLDGLDPHDAPGVGTPVIGGLSYRESHLAMEMLAEADIVTSAEFVEVNMILDE
                     RNRTATTAVALMGSLFGEKLK"
     gene            4254894..4255715
                     /locus_tag="DJ46_4564"
     CDS             4254894..4255715
                     /locus_tag="DJ46_4564"
                     /codon_start=1
                     /transl_table=11
                     /product="disA bacterial checkpoint controller
                     nucleotide-binding family protein"
                     /protein_id="AIK64508.1"
                     /translation="MPFEDTTILKYLSTALDIAVVWFIIYKLILIIRGTKAVQLLKGI
                     TVIIVVRMISIFLELRTLYWLTEQVLTWGFLAVIIIFQPELRRALEQLGRGSLFSRTG
                     THEDDEPEMVATAIAKATEYMGKRRIGALITLSKETGMGDYVETGIPLNANVSSELLI
                     NIFIPNTPLHDGAVIMQGSTIKAAACYLPLSESPFISKELGTRHRAAMGVSEVTDSIT
                     VVVSEETGQISLTKNGKLHRDLKTEQLKDMLLAEFSANEKTTSSSLWNWRRKRHG"
     gene            4255708..4257198
                     /locus_tag="DJ46_4565"
     CDS             4255708..4257198
                     /locus_tag="DJ46_4565"
                     /codon_start=1
                     /transl_table=11
                     /product="ybbR-like family protein"
                     /protein_id="AIK66394.1"
                     /translation="MDKLMENHWFLKGISLLLACMLFMSATLTEKNTTSGILPFANDA
                     KETLTNYAINVKYDEEKYIVSGIPAEGVKVKLEGPKAAVATAKAKKQFDIPVDLRDSE
                     KGTYEVSLKTNGLPDDVKGTVQPSTIKVTLHEKARKYVHVDLKLSNEDQMPAGAILEK
                     SSLKPDTVEVVGTKEEIESISSAKAYVDLKGVNKTVTKTPEVTLYNKEGKRLNVRTSP
                     SKISVTLNVATQATANNTEKTVPIAYTKKGSLPEGLAVTNISVEPREVTIAGPKDILD
                     NIQSIEGVEVDLSQLTESTTFDTSVLLPKGVTSAKPNQVKVSVGVQKTKQTKTRTIDG
                     ISIQKNGLSKDVTAQLLSPQDGKISVDISGETSIVDKIIANQITAVINLQNVSPGTKD
                     VAIQVSGPSNISIEPKQKSAKVTIVKKENPDKEVQGNGEQPNSNNNQDNQDNQTEKPK
                     NPEPEPNPDPYPEKEKEPEQNKDKETSQEPTVDNQKEPEKGANHNG"
     gene            4257191..4258537
                     /gene="glmM"
                     /locus_tag="DJ46_4566"
     CDS             4257191..4258537
                     /gene="glmM"
                     /locus_tag="DJ46_4566"
                     /EC_number="5.4.2.10"
                     /note="glmM: phosphoglucosamine mutase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucosamine mutase"
                     /protein_id="AIK62837.1"
                     /translation="MGKYFGTDGVRGVANKELTPELAFKIGRFGGYVLTKDTDRPKVI
                     IGRDTRISGHMLEGALVAGLLSTGAEVMRLGVISTPGVAYLTKALDAQAGVMISASHN
                     PVQDNGIKFFGSDGFKLTDEQEAEIEALLDKEVDELPRPTGTNLGQVSDYFEGGQKYL
                     QYIKQTVEEDFSGLHIALDCAHGATSSLAPYLFADLEADISTMGTSPNGMNINDGVGS
                     THPEVLAELVKEKGADIGLAFDGDGDRLIAVDEKGNIVDGDQIMFICAKYMKETGQLK
                     HNTVVSTVMSNLGFYKALEANGITSDKTAVGDRYVMEEMKRGGYNLGGEQSGHIILLD
                     YITTGDGMLSALQLVNIMKMTKKPLSELAGEMTKFPQLLVNVRVTDKKLALENEKIKE
                     IIRVVEEEMNGDGRILVRPSGTEPLIRVMAEAPTQEVCDAYVHRIVEVVKAEVGAE"
     gene            4259023..4260825
                     /gene="glmS"
                     /locus_tag="DJ46_4567"
     CDS             4259023..4260825
                     /gene="glmS"
                     /locus_tag="DJ46_4567"
                     /EC_number="2.6.1.16"
                     /note="glmS: glutamine-fructose-6-phosphate transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine-fructose-6-phosphate transaminase"
                     /protein_id="AIK64560.1"
                     /translation="MCGIVGFIGEQDAKEILLKGLEKLEYRGYDSAGIAVQAENGVVV
                     YKEKGRIAKLREIVDENVAASVGIGHTRWATHGVPSKVNAHPHQSTSKRFTLVHNGVI
                     ENYELVKKEYLQDVTFVSETDTEVIVQLMEQQVSTGLSVEEAFRNTLSLLHGSYAIGL
                     LDAENPNMIYVAKNKSPLLVGVGDNFNVVASDAMAMLQVTDQFIELMDKEIVIVMKES
                     ITIKNLQGETIERAPFTAELDASDIEKGTYPHFMLKEIDEQPLVIRNIIQKYQDENGE
                     IELDQDIRNAILDSDRIYIIACGTSYHAGLVGKQFIEKFAKMPVEVHVASEFSYNMPL
                     LTERPFFIYISQSGETADSRAVLVQTNEMGHKALTITNVPGSTLSREADYTLPLYAGP
                     EIAVASTKAYTAQLAVLSILAADIAKAKGEVLGFDLTHELGLVANAMIELCDQKEEMD
                     ALAKQFLATTRNCFFIGRSVDFYVGLEGALKLKEISYIQAEGFAGGELKHGTIALIEN
                     GTPVIALATQEHVNLGIRGNVKEVVARGANPCIISMKGLEMEGDSFVLPAVHEALAPL
                     VAVIPLQLISYYAALHRECDVDKPRNLAKSVTVE"
     gene            4261189..4261998
                     /locus_tag="DJ46_4568"
     CDS             4261189..4261998
                     /locus_tag="DJ46_4568"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK64265.1"
                     /translation="MSIVKNGTLQVIGASIYYEVRGSGPILLLIHGGGGDADKFHNIA
                     DHLAKWYTVVTYDRRGHSRSNLVNKNEDYHVHTHSEDAHRLLANLTKEPAYVFGSSSG
                     AVIGLDLCIRHPEQVQLLIPHEPVLLQLLSENELKQAINFLEDLKGNHQNEVMKLLSN
                     IDDSNSEPSKDMLTERLLGNSTYFTEYEIPGILSYTLNIDALKSLLKPASIQVRPAGG
                     SISRETFPYHCAFNLAEHLGTEFAEFPGHHVGYNTVHHKEFAERLHDVIEN"
     gene            4262405..4263136
                     /locus_tag="DJ46_4569"
     CDS             4262405..4263136
                     /locus_tag="DJ46_4569"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, gntR family protein"
                     /protein_id="AIK64454.1"
                     /translation="MTKSMEFLYPEKWLSKASTGDRVASELRMRIIAGVIESGTILSE
                     NKIAADFSVSRSPVREALKLLVSENIIRLERMGAVVIGLTEKEIEEIYDVRLLIETFI
                     FERLGKMDTNDLVRELNKIMEMMKIAIKYHDSDEFSYQDLLFHETIIRTIEHSYILMI
                     WNNLKPVMESLILLSMRTRFKEKYEDFERIIKNHELYIKAIESKDRALMIEALHQNFD
                     DVQGKVEDLWMSQQMLSKGVEQGHE"
     gene            4263129..4263659
                     /locus_tag="DJ46_4570"
     CDS             4263129..4263659
                     /locus_tag="DJ46_4570"
                     /codon_start=1
                     /transl_table=11
                     /product="ROK family protein"
                     /protein_id="AIK66003.1"
                     /translation="MSSYMLGIDIGTTSTKAVLFTEKGEVIQTENIGYPLRTPDISTA
                     EQDPEEIFQAVLQAISNITKQHSDKKPSFISFSSAMHSVIAMDENDQPLTPCITWADN
                     RSEAWAHKIKDELNGHAVYRRTGTPIHPMSPLSKITWIVNAHPEIAIRTKKYIGIKEY
                     IFKKFFDQYVVDHSIA"
     gene            4263663..4264664
                     /locus_tag="DJ46_4571"
     CDS             4263663..4264664
                     /locus_tag="DJ46_4571"
                     /note="FGGY family of carbohydrate kinase, N-terminal
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63129.1"
                     /translation="MGMMNLKTLDWDEEALKIAGITSAQLSKLVPTTKIFSNCNPDLA
                     QKIGIDSQTPFVIGASDGVLSNLGVNAIRKGEIAVTIGTSGAIRTIIDKPQTDKKGRI
                     FCYALTEKHWVIGGPVNNGGMVLRWIRDELASSEVETAKRLGIDPYDVLTKIAERVRP
                     GADGLLFHPYLAGERAPLWNPDVRGSFFGLTMSHKKEHMIRAALEGVIYNLYTVFLAL
                     TECMDGPVTRIQATGGFARSDVWRQMMSDIFASEVVVPKSYESSCLGACILGLYATGK
                     IDSFEIVSEMVGSTYKHTPKEEATKEYRQLLPIFINLSRALEDDYTRIANYQRNLIK"
     gene            4264784..4266130
                     /locus_tag="DJ46_4572"
     CDS             4264784..4266130
                     /locus_tag="DJ46_4572"
                     /note="gntP: transporter, gluconate:H+ symporter family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, gluconate:H+ symporter family
                     protein"
                     /protein_id="AIK66389.1"
                     /translation="MPLVIVAIGILALLLLIMRFKLNTFISLIIVSVGVALALGMPPE
                     KIFKTIEAGLGGTLGHLALVFGLGAMLGKLLSDSGGAQRIAMTLVKKFGEKNIQWAVV
                     TASFIIGIALFFEVGLVLLIPIVFAISRELKVSILYLGISMAAALSVTHGFLPPHPGP
                     TAIAGELHANIGEVLLYGFMIAVPTVVLAGPVFTKLAKKLVPEAFTKTGNIQSLGEQK
                     VFKLEETPGFGISVFTALLPVLLMAVATIITLLQKTMGFKDNSLLATIEFIGNADTAM
                     LISLLVAIYTMGLARNIPIKSVMESCTTAISNIGMMLLIIGGGGAFKQVLIDGGVGNY
                     VAELFKGTSLSPILLAWIIAAILRISLGSATVAALTTVGLVIPMLGQSDVNLALVVLA
                     TGAGSLIASHVNDAGFWMFKEYFGLSMKETFATWTLLETIVSVAGLGFTLLLSLFV"
     gene            4266395..4267804
                     /gene="gnd"
                     /locus_tag="DJ46_4573"
     CDS             4266395..4267804
                     /gene="gnd"
                     /locus_tag="DJ46_4573"
                     /EC_number="1.1.1.44"
                     /note="gnd: 6-phosphogluconate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phosphogluconate dehydrogenase"
                     /protein_id="AIK62521.1"
                     /translation="MENLQIGVVGVGVMGKSLALNFESKGYSVALYDISKEKVDETIE
                     ENRGKNLVGTHIVEEFVNSLESPRKILLMVNAGEITDKAIDSLVPHLDKGDILIDGGN
                     TYFVDTIRRNKRLAEEGINFIGAGVSGGEEGALKGPSIMPGGQKDAYEKVKDMLENIS
                     AKVNNEPCCSYIGPNGAGHYVKMVHNGIEYGDMQLICEAYFFLKQTLDLTAEEFHEIF
                     AEWNKGELNSYLIEITADIFKKKDEETGKPLVDVILDTAGQKGTGKWTSQSALDLGIS
                     LPIITESVFARCISALKEERVNASKVLSGPKDKTAIGVEKAELIEAVRQALYMSKICS
                     YAQGFTQLKAASEEYNWNLDFGSISMLWRGGCIIRAAFLQNIKEAYETNTDLPNLLLD
                     PYFKEIVESYQGGLRQIISMAVQQGIPIPAFSAAISYYDSYRTAKLPANLLQAQRDYF
                     GAHTYKRVDKEGTFHTKWI"
     gene            4268147..4270111
                     /locus_tag="DJ46_4574"
     CDS             4268147..4270111
                     /locus_tag="DJ46_4574"
                     /codon_start=1
                     /transl_table=11
                     /product="dienelactone hydrolase family protein"
                     /protein_id="AIK61560.1"
                     /translation="MKVSEKTYLSIEEIISLPTVSSTNISDDGKNVAFVKRTANWEDN
                     TYRNHVWIYEKDKGKSYPLTTGDIDSIHPLWSPDSKSIAYLSSGGDGDMKNQIFVKSL
                     DDYSKVKITDEKEGISNFKWDPTGKGFYYITQSKECEEIKKRKELYGDFQHVGKEHQN
                     NCLCYIEMEKVIQNDKEEREINGVYQLTGGKDFYIHGFDISDNGKKVVCMATPSLNDH
                     MNGDLYILDVEARELQQMNVDKLLGGSACFSPEGNKICYSASIREKEYYRNHIQESTL
                     EIYDMNTGEVIQPLTNFDSMVMPLQWTAKGILIRWQDKTNYFIGLLAEDGTVETLREK
                     VDGFIMDASITRDGNHITYNKAITNETFEIYLDDKKITNENSLFEGKLKSNREIISWR
                     SSDGLEIEGVLSTPVEFDANKKYPLLVVIHGGPAWASFPIFSNCFNEKYPIEQFVEKG
                     FIVLEPNYRGSSGYGNEFLKANYRKQGLADYDDVISGVDELVEKGMVDKDRVGVMGWS
                     NGGYISAFCSTFSSRFKAISVGGGITNWSTHYVNTDIPYFIRMYLGNTPWNDPDIYKR
                     TSPMTYIKSACTPTLIQHGEKDARIPITNAYELHQGLKDMEVDTELIIFKGMAYSSDQ
                     PGVHVAIMKQNLMWFSHYILGESMEDFSTI"
     gene            4270230..4270796
                     /locus_tag="DJ46_4575"
     CDS             4270230..4270796
                     /locus_tag="DJ46_4575"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62294.1"
                     /translation="MTENKNELSVEQREELLKVLQARFEKNMNRHEGLEWAKVETKLA
                     TNNEKLWTLNEMEVTGGEPDVVGYDEEKDEYTFYDCSKESPKGRRSLCYDLEALESRK
                     KHKPENNAIDVAAAMGIELLTEQQYRELQKLGDFDMKSSSWVQTPSDIRELGGALFCD
                     YRFGHVFVYHNGADSYYAARGFRGSLRV"
     gene            complement(4270868..4271374)
                     /locus_tag="DJ46_4576"
     CDS             complement(4270868..4271374)
                     /locus_tag="DJ46_4576"
                     /codon_start=1
                     /transl_table=11
                     /product="TQO small subunit DoxD family protein"
                     /protein_id="AIK61077.1"
                     /translation="MVINFLRTDKRAAFILLFLRLYIGYTWLAAGIGKVFGQSFDASG
                     FLKGAIAQASGDHPAVQSWWADFLQHFVLPNADLFSFLVQWGEILVGLGLILGGLTKT
                     AAFFGIIMNLAFLLSGTVSVNPNLLILTMFILVAGQNAGRIGLDGYVFPKLFRKNSHG
                     TYKLSKTA"
     gene            complement(4271615..4272529)
                     /locus_tag="DJ46_4577"
     CDS             complement(4271615..4272529)
                     /locus_tag="DJ46_4577"
                     /note="sigma factor regulator C-terminal family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63359.1"
                     /translation="MDTSLKNALKKAQRKQLLKIIITSILVVIILIPIIYKVGNYFAA
                     KGSMRLHEQLFLYNSIAEPNVQIDSQVTSSSSMFGGNITSNRSKNINGYVVKWNTLTS
                     PYNWFRSNIDYNEVIPGTHWGRSNTESYNYDKQTKNKVATFYNPAIKEYYDGVKNELS
                     AVSKMENYVAEVAISFDQPYTLKEIQTKIPDNLNIVWLYMVSPIRDESGGPAGMPVYG
                     FEPGTPLEESYKGFFDSLKQYNDGYDKDIQKFLKSNENKPFDQVKILGVMLTGKTENF
                     KALENQNFIRGASVGVTAQIVPYIKPEK"
     gene            complement(4272529..4273020)
                     /locus_tag="DJ46_4578"
     CDS             complement(4272529..4273020)
                     /locus_tag="DJ46_4578"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK63275.1"
                     /translation="MGKENILTSYLINLGEEVFKLLLAKGAIKEDAEDIIQNTFYKVY
                     TLLDDLTENNIRPWFFRVALNEYIDLKRKKEQQNIYLTEEIYSKLQYTDRELDAVLNK
                     DEIFYLLKDIKLEYKEAFFLKYYYDFTYEEIALILDIRVNSVKQKLHRARKTIHSTVG
                     GKP"
     gene            complement(4273161..4274123)
                     /locus_tag="DJ46_4579"
     CDS             complement(4273161..4274123)
                     /locus_tag="DJ46_4579"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63482.1"
                     /translation="MNSYTLVELNGFHTDFNIPFNRQTEGGVILVNYSVKNSSAKDIY
                     YMPALDISFTGAQKVYSNYKDLIPKEDQLPTKLAPTNDYLVKAGETISGYIAYPFGKD
                     DLAKISSLSTVSVTVPTAQANKGKFDAPIGSPGSFSLSLNKQGAEKVATDKAFYQDKA
                     TANNMGDKKMLKEKSSINNSQELGAVNVTLDGYQFTQFTPNSVEAPRFANFKNGIVLL
                     TVKFKLDNKDTQDVSLSPISSTLRVNDGTQYTINEGMLLNYDYNASVKTGTSGELLQV
                     FILDQEQYEKIWKEKSFEIELGPMRNKEAKDISQGKKAKFTLPK"
     gene            complement(4274120..4274461)
                     /locus_tag="DJ46_4580"
     CDS             complement(4274120..4274461)
                     /locus_tag="DJ46_4580"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipo domain protein"
                     /protein_id="AIK62839.1"
                     /translation="MSKKLLSLFSAVIVAAFVITGCGQSDTTNKEQKENAAKENKTEK
                     TDTTKENKPEEKNPKTRKLKIKRRKIPLLAPAIILNLFPTWKKKQAEKQKFFLKIRNH
                     KSINLKMFQYR"
     gene            4274901..4275002
                     /locus_tag="DJ46_4581"
     CDS             4274901..4275002
                     /locus_tag="DJ46_4581"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 3-ketoacyl-(Acyl-carrier-protein)
                     reductase"
                     /protein_id="AIK65068.1"
                     /translation="MMNQLKDKVAVVTGVSRLDGIGAAICKELAEAG"
     gene            4275042..4275677
                     /locus_tag="DJ46_4582"
     CDS             4275042..4275677
                     /locus_tag="DJ46_4582"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK64184.1"
                     /translation="MPWGVDQSEQIQLQEELLKNGVKVSSMELDLTQNDAPKELINKV
                     TEQLGYPHILINNAAYSTNNDFSNLTAEELDKHYMVNIRATTLLSSQFARGFDKKSGG
                     RIVNMTSGQFQGPMVGELAYATTKGAIDALTSSLSAEVAHLGITVNAINPGPTDTGWM
                     TEEIKQGLKPMFPFGRIGEPKDAARLIKFLVSEEAEWITGQVIHSEGGFKR"
     gene            complement(4275715..4276383)
                     /locus_tag="DJ46_4583"
     CDS             complement(4275715..4276383)
                     /locus_tag="DJ46_4583"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62394.1"
                     /translation="MENKSFLDEWGKVIWEATIQTFQMTSISLFISILIALPLGVTLV
                     LTRPGGQHENKIIYSILNTIINIIRSLPFIILLFFILPFTKFLMGTSIGVQGVIVPLV
                     VFTAPYIARLMETALLEVDRGVIEAYQAMGVSTIQIIWHVMVKEARPSLVLGLTIATI
                     GLIGATAMAGLVGAGGLGDLAYRFGHLRYEPEVMYATVFILIILVQGLQSLGNGIARR
                     LKKD"
     gene            complement(4276358..4277398)
                     /locus_tag="DJ46_4584"
     CDS             complement(4276358..4277398)
                     /locus_tag="DJ46_4584"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64263.1"
                     /translation="MIELKNVSKVFTTKKGNVEALKSTSLQVKKGEVFGIIGYSGAGK
                     STLIRCVNLLEKPTTGNIIVNEQDLTTLSTKELAKARQKIGMIFQGFNLLKTVTVYEN
                     IALPLRLAGVPKLEIEKRVEKYLRIVDLFNRKDAYPSELSGGQKQRVAIARALSHEPE
                     VLLSDEATSALDPETTDSILDLLLKINEEIGITILLITHEMNVIQRICDRVAVMEHGA
                     VVESGTVKDIFTNPQHVTTKKFVNSAFAAKIPAEVQKELQRTGEIVTLSFIGNSSGEP
                     ALAVATKRFQVYPNILSGNITQLKHEAYGKLVIHMQGEQNEINHALSFLQEQGIIVEG
                     GRTDYGKQVLFG"
     gene            complement(4277411..4278223)
                     /locus_tag="DJ46_4585"
     CDS             complement(4277411..4278223)
                     /locus_tag="DJ46_4585"
                     /codon_start=1
                     /transl_table=11
                     /product="NLPA lipofamily protein"
                     /protein_id="AIK62678.1"
                     /translation="MKKVLLSIVSGAVLLLGACSAGSDKEVKALDEKKITVGVTGGPH
                     EQIFEKVKEVAAKDGLEIDVKVFNDYVAPNVSLDEKSLDVNSYQTKSYLDVFKAERNM
                     KLTEVFSTVTFPMGVYSKSLKDVKDLKDGDAIAVPNDPTNELRALKLFEKAGVLKVDP
                     KATEKATAKDVIENPKNLKIVELEASQLPTQLSEVKAAAINTNFALGAKLSPAKDSIF
                     REGKDSPYVNWVVVRTENKDDAVVNKLKKAYQSKEVKEFIEKKFDGSVLPSW"
     gene            complement(4278503..4279411)
                     /locus_tag="DJ46_4586"
     CDS             complement(4278503..4279411)
                     /locus_tag="DJ46_4586"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK62329.1"
                     /translation="MKAIICTQYGPPNVLQLQNIEKPIPKKNEVLVKIHATSVSTGDC
                     RIRGFNSPLLFWIPMRLILGLRKPRNPILGVELAGEIEDIGTDVTQFKKGDQIFALTE
                     LNLGGYAEYTCVHESGLITLKPTNVTYEEAAVIPFGGTSALHFLRKSRIKKGQQVLIY
                     GASGSVGTAAIQLAKYFGATVTAVCSNSNFELVQSLGADKVIDYTKEDFTKRRERYDI
                     IFDAVGKHKKSLCKQVLAPNGKYVSVNGMMAKVSKEDMILLKKLTETEHLKPVIDRTY
                     RLEEIAEAHMYVEIGHKKGNVSITLK"
     gene            4279557..4280321
                     /locus_tag="DJ46_4587"
     CDS             4279557..4280321
                     /locus_tag="DJ46_4587"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62721.1"
                     /translation="MKKIIFVSSLVLAISLGVGCSNEKTAKTDEPKKESVQKEKELTA
                     KDVFKKTNEAFKNEEHVTMTYGVGVKAEGTEMDIVKAKMQLEPKTKNSRSEMNISGTD
                     VVVYTVDGKVAGEVKKPNTGEVITVPEEQLNAGGMKATQDIIDKLEVPEVVLDKMKLE
                     KSGDKYKLKFTLKGQETESMLTSMDETQKKMLQAQNAKIEEVDAEYIITKDFKYESAK
                     IDMIMSSNGKDKAHIITNAKYTSYEKFDPIQLPAAK"
     gene            4280433..4281869
                     /locus_tag="DJ46_4588"
     CDS             4280433..4281869
                     /locus_tag="DJ46_4588"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD binding domain protein"
                     /protein_id="AIK61823.1"
                     /translation="MKKGKIAVVTVAYTVLLATSVHTYKKQLDHPIMSDVGKLLPTKI
                     KRVESATDEHSLIKLVQDANVSGEKISIAGMQHSQGGQTYYPHGTMLDMKGYNKILEF
                     DPEKKRITVQSGVTWNDIQKKVNPYGLAVQVMQSQNIFTVGGSLSVNVHGRDIRHEAL
                     IDTVESFRLLMADGIVRNVSREENADLFPYVIGGYGLFGVILDVTLKLTNDELYETHT
                     KMLDYKEYTSYFKEKVKKDANVRMHLARISVAPNSFLREMYVTDYTLAQNQNMREEYS
                     ELKEETIIAAPKFLLGLSRYSDWGKNTFWDIQRSYFERTDGKYETRNNVMRSDSTFME
                     YENPNRTEVLQEYFVPIDSFTEYIDDLRNVLNEEEFNLLNITIRYVEKNENAVLSYAK
                     DDMFALVLLINQGRSENEIKKTEGVIQKMIDVTLKHNGSYYLPYYSYPTKEQLKRAYP
                     RIEEFLGKKKEADPKERFVNLFYREYTK"
     gene            4281866..4282399
                     /locus_tag="DJ46_4589"
     CDS             4281866..4282399
                     /locus_tag="DJ46_4589"
                     /codon_start=1
                     /transl_table=11
                     /product="lacY proton/sugar symporter family protein"
                     /protein_id="AIK65973.1"
                     /translation="MTYRRFVASQSIIMMAGSMVFPFYILLLRNVGNSFSQFGWAYGL
                     FALTSALVYPLVGKLSDRVGDQKLLIIYAWTMAILMLCFPIATEVWHVYILQILMGVL
                     GAVQRNTEKTSLARKVVQENAGYEIGKYHVWTSIGGAVAIIATGYLVDFFTIGTIFYI
                     ASILYVVSGVVLSSKKI"
     gene            4282478..4284199
                     /locus_tag="DJ46_4590"
     CDS             4282478..4284199
                     /locus_tag="DJ46_4590"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62354.1"
                     /translation="MKFLILAILTLFLIPWTRRSGSKLRAVDKKGDEKVVKGKKSSIL
                     VIPVLFWIGIAIYEYFWLIDDRADSILTHYSVAVAILIGLVLFSQDQIGKLEGTLKGL
                     LMFVLLASYGYFGYLHDIVISQTKYDSVVKIEKDISEPFTENDQPFTVPPKTAENKMK
                     KVFGDIPKVAYFELGELTPQMVNGEALYVAPIEVSGFFKARKAETIPGYVTMSGTNPD
                     AEAKLHLGYKMKYVPSMFFGNNLERVVRQAEPNLIFKGKPKFEVDDKGKPYYTMTYGE
                     FISGRSGFEIEGVVVVDAQTGEVKRYDKGKAPKFIDGVLNHETASTLNTYFGKYIHGF
                     WNTKFSQTDMKIPTEWGTKEGVTPIFGKDGTLYYFTDFTSPKEGVDSALGYSLIDART
                     GKLYYYNGKEVKGIMDGSAASEVVDNSFKREKWHGTMPVIYNVYGKPSWIVPVIDDGG
                     LVRAHTVIYASNAKIFATGSTQKEALENYKNALSGSGDSFRPTSSSKEAQKEGVVQRV
                     YKEKTGENTIVYVLLENEQKVFMIPAKKFPYAMFTEVGDPIQITYLDTGEAMSSVSKF
                     TNSNLNK"
     gene            4284381..4285577
                     /locus_tag="DJ46_4591"
     CDS             4284381..4285577
                     /locus_tag="DJ46_4591"
                     /note="efflux_Bcr_CflA: drug resistance transporter,
                     Bcr/CflA subfamily protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance transporter, Bcr/CflA subfamily
                     protein"
                     /protein_id="AIK62902.1"
                     /translation="MILVLGTLTAIGPLSIDMYLPSLPKLTDDLQTGASLAQLTLTAC
                     LLGLSVGQLFVGSISDIYGRRKPLIIALIIYVASSLLCAVAPSIWTLVLLRFLQGASG
                     SAGIVISRAMVRDMYSGSEMTKFFSLLMLVNGAAPILAPIIGGQLLQFTTWRGVFIVL
                     GAISVFMLISATFVLRETLPPEERETGGLSGTLATYGKLLKDRLFMGYALSQGLVTAA
                     MFAYISGSPFVLQNIYGASPQQFSLFFAINGIGIIIASQVTGRLAGKVNEKTLFVSGI
                     VIAAVGGLSLLLTILLGIGLIGVLCSLFLVVSSVGVVSTTGFSLAMRNQKQAAGTASA
                     LLGLLQFISGALVAPLVGIGGSNTALPMGIVIALCEIGAVLCYLFMARRSEKQFELQA
                     RQNLEV"
     gene            4285828..4286328
                     /locus_tag="DJ46_4592"
     CDS             4285828..4286328
                     /locus_tag="DJ46_4592"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62965.1"
                     /translation="MKKALGIAVMGSMILLAGCNGSKDTKEPKEKVEQSTEQTEEMKE
                     YRAVHEKYDLKMNKEINNALQLFEVAKEKGGKEITTATYKEDVQKVTTSMLEDIDHIR
                     KEIRVPKSKEQEHEVYVGFLNESEQAMKKLQKLAKEDSSLIRDIEINFATASTYYKRF
                     QAETKK"
     gene            complement(4286345..4286560)
                     /locus_tag="DJ46_4593"
     CDS             complement(4286345..4286560)
                     /locus_tag="DJ46_4593"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64959.1"
                     /translation="MDPLLLATIGLPLTIVILVIIGFYKLFIKKKSITSFYTPFDNIT
                     GQTISEFHEEQKVLVSEDEDGDGKKKK"
     gene            4286974..4287891
                     /locus_tag="DJ46_4594"
     CDS             4286974..4287891
                     /locus_tag="DJ46_4594"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63745.1"
                     /translation="MYVIKKLSVMVFTLWVITTVTFLIMHIIPGDPFSSDAKIFPEEV
                     IQNMRAKYHLDEPLWNQYVAYLDGVVHFDFGESVQSTGQGVSEIITTGFGPSAIIGLQ
                     ALIISLLVGIAAGTFAALYHGKVIDYSVSLLAILGISIPSFILAPLFIQVFAIQFELL
                     PVASWGTFEHTVLPSFALALGPIAVITRFVRSNMIEVLQSDYIKLARAKGIPIKKIII
                     RHALRNAIVPVLTFVGPLMAGLLTGTFVIEKIFSIPGLGKYFVDSIFNRDYPVIMGTT
                     IFYSALLILCIFITDIIHRIVDPRIRSIT"
     gene            4287908..4288912
                     /locus_tag="DJ46_4595"
     CDS             4287908..4288912
                     /locus_tag="DJ46_4595"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62706.1"
                     /translation="MGAYEINNQLLTNEEKKELTINKDQQKISRKKEVFRKFVSNPIA
                     VLGSVTLLLIIVFSLIGESLTPFTASEQVKKATNLPPSSEHWFGTDDLGRDIWARTWA
                     GGKISLTVGLVAAALDIGLGVLIGGFSGYVRGRNCLGTLIDEWIIRGIEVLYGIPYLL
                     IVILLLIVMKPGLFTIIIALALTGWIGMARLIRAQVLSLKQREFVIAAERLGTSHMKI
                     IYGHLIPNLTGIIIVNLSFTIPAAIFSESFLSFIGLGVQSPAASWGTMTNDALGTLLS
                     GEWWQLFFPAIMIALIMFAFNAIGDGLQDAIDPKIIKRNRKEKKHGASLIFRKRNISR
                     "
     gene            4288869..4289879
                     /locus_tag="DJ46_4596"
     CDS             4288869..4289879
                     /locus_tag="DJ46_4596"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66396.1"
                     /translation="MAQVLSLENVTLAVEKENSKQAIVKHVSFFINEGEIVALVGESG
                     SGKSVTAQSIIGLNQESIQFDDGNISFESKDLTNLQESEWNQIRGKDISFIFQDPLSS
                     LNPTMKVGRQITEVILQHEKKSKKEAKEIAINLLNDLGIHEAEKRFEQYPHQLSGGMR
                     QRICLAIAFACHPKLVIADEPTTALDVTIQKQIMGLLKERKEKQNTSILLITHDLALV
                     REVADRVVVMYGGRIVEKGTIQEVIGSPKHPYTKSLLQAIPNMDDAEKVLRAIEGTTP
                     SIETLNSFGCPFVNRCPVAIQECIHRFPERTTYSAEHSSHCWQHVLEHDRAKSKEKVN
                     VS"
     gene            4289876..4290649
                     /locus_tag="DJ46_4597"
     CDS             4289876..4290649
                     /locus_tag="DJ46_4597"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61256.1"
                     /translation="MTTDLITVKQVTKTYGSKNKEIAALKDISLAIPKGTTLGIIGES
                     GSGKTTLGKLIAGIESPTSGEIDYNGQVVHKLKAAHKRDFLQKVQFIFQDSTAALNPR
                     WKVRDSVTEGYISFGLGDKGLKDKVAGDALERVGLDRRYINRYPHEFSGGQRQRIAIA
                     RALLCEPEVLILDEPISALDVSLQIQIVHLLQKIQREQGYTYLFIAHDLPMVHYLCEK
                     VAVLYKGELVEFGNTDEVFRNPQHSYTKTLLASTPKISG"
     gene            4290663..4292273
                     /locus_tag="DJ46_4598"
     CDS             4290663..4292273
                     /locus_tag="DJ46_4598"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK63333.1"
                     /translation="MKKFLLFVIMTVLAITSVACGKKETQKASAGKGEGDRLVTNISS
                     DPYTLDAAISTDSTSGYVIGHLFSSLYTQDSDGKYQNELAEKEEVNADGTEYTIHLKK
                     DIKWSDGSPITANDFEFAWKRLLNPKTGSMNATEMYFIKGAEAYNTGKGEEGQVGIQV
                     VDPQTLKITLEHPVSSIKQKLASSLFIPLSKKSIDDNNKLKTNPKELITNGPFTLKEW
                     KHNQAITVQKNKEYYDKKVTLKEIEFRIIPDSKTAYQLYKSKELDLLSGLPQEMIEKE
                     KGNKEYKRVAGFSSYIYSFNVEKEPFTNAKVRKAFSLAVDRKFIVEKLYKNNAQEAYA
                     FVPEGAKTQGGRDFRKEKGDYVKFDPEEAKKLLEEGMKEQGWSTLPAVTLKFTTDTQH
                     KKVAEAMQEMFKKNLGVDIKLENKEWKSYIDTYKQSDFQLAYMGWGGSLLDPITKLDL
                     YAGDGLNNYAKWHNKEFDALVKEAEVEQNEDKRFDLLHKAEDIMFTDSPLIPIIFPSD
                     SYLQKESVSGLQYYVGSKPDLRYVKIKK"
     gene            complement(4292290..4292757)
                     /locus_tag="DJ46_4599"
     CDS             complement(4292290..4292757)
                     /locus_tag="DJ46_4599"
                     /codon_start=1
                     /transl_table=11
                     /product="yusW-like family protein"
                     /protein_id="AIK65520.1"
                     /translation="MRTLLSVLLALMLVPALTGCKAPAKEDTTSNKKTTEEAKNETPA
                     DLKLNFNEFSLDADYQDTKKDYEADYKNVAADKKMEAKIEDHKADVNLTGDEAITKLS
                     PLLQELKFDKGTPDQEVIDQVLNVFKLDKDYQKFELEVVFSDGTKKEYKREIK"
     gene            4292929..4293828
                     /locus_tag="DJ46_4600"
     CDS             4292929..4293828
                     /locus_tag="DJ46_4600"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK66276.1"
                     /translation="MHEEYKEMIKKAIEYIENHLHEELTTERVASHSAVSMYHFHRIF
                     QRYIGMSVTDYIRKRRLTHAAQVLVSTERAVIDIAMQYGFSSQEAFTRAFKRMFQLPP
                     KKYRKYFQSFYIEREGVSMQKGIPKGWILSGSHPAEYEMGLDYEVVHQGKVSAYIKAK
                     ENVTHGGFSTLMQMFRADKYVGKRLRFTAFVKSENVRDWAGLWMRVDGKETEPFAMDN
                     MQNRPIKNTNNWQSYSVVLDIKEGALGIAFGVLLSGEGCVWLDSIRFDEVDEKIPTTD
                     LAENFYETLLEEPVNLQFEEVEK"
     gene            4293847..4294038
                     /locus_tag="DJ46_4601"
     CDS             4293847..4294038
                     /locus_tag="DJ46_4601"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64915.1"
                     /translation="MLKYVKLISISLVISSCIMGINYLVSYIWSGHTPSLTWKTYLMF
                     LFIFMMSFSSMQKEGEEDY"
     gene            4294035..4294382
                     /locus_tag="DJ46_4602"
     CDS             4294035..4294382
                     /locus_tag="DJ46_4602"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62632.1"
                     /translation="MTIVFFAFLSLTQMFLTVFGNAGMIFNIISLSLQLVSSGVIVPH
                     EMLSKTYQTIGELFPATYAANGYYTIIFGGVSLERNIISLLVIVLVTQSVAVMTLAIK
                     GIVKGRSSVVKEA"
     gene            complement(4294427..4296067)
                     /locus_tag="DJ46_4603"
     CDS             complement(4294427..4296067)
                     /locus_tag="DJ46_4603"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK62928.1"
                     /translation="MKKKVVPVVASVLGASLLLTACGGNKDNASGAKANDKAPDKQAI
                     NLSFASEIPTMDVAKATDGESMNVMRNVFEGLYAMGEDNKPIPGVAESVDVSADKTKY
                     TFHLRDSKWSNGTPVTAKDFVFAWQRAVNPDTAAEYAFLFFDIKNAKQINQKQLPVDQ
                     LGIKAVDDKTLEVQLDRPVPYFLSLTTFSTFLPINEEYLKSQGDKYGLETNHLIYNGA
                     FTLDNWKHEQSFQLKKNPNYWDAKTVKLEEINFNVVKDKSTEVNLYDSGQIDRVALTA
                     EFVDKYKGDPNFKERAEVGIQFLRLNQKNETLKNQHARLAINGAMNKKAYVETILNNG
                     AVPAEGMIPAKFAKSPDGNDFRKENGNLVKDDVKTAKENWKKAKQELGTDKVTIELLT
                     SDNALAKKTGEYLKGELEKNLDGLTVNLKPQPRKQQLKLLLSGDYEIGIDGWGPDFAD
                     PITFLDLFTTDSAYNFDKYSNKEYDELIHKVKTDLAGDEKARFEAMKQAEKILLQDGA
                     VAPLYQQGRSYLQRSFIKGLVTTDFGGEFNYKWTEVAK"
     gene            complement(4296455..4298095)
                     /locus_tag="DJ46_4604"
     CDS             complement(4296455..4298095)
                     /locus_tag="DJ46_4604"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK64711.1"
                     /translation="MKKKFVPGIASVVGVSILLTGCGSYKNEASGANAKDEAPSKQVL
                     NLSSPTEIRTMDTARATDTDSGQVMRNVFEGLYNLGEGNKPIPGVAKSHEVSGDKTKY
                     TFHLRDSKWSNGTPVTAKDFVFAWQRAVDPATASEYAFLFFDIKNATKINNKELPADQ
                     LGVKAVDDHTFEVELERPVPYFISLTAFPTFLPINEEFFKAQGDKYALEDNTILYNGA
                     FTLSDWKHEQSFKFKKNPTYWDKDTVKLEEINFNVVKEKSTEVNLFESKQLDRIKLTS
                     DFVDKYKKYANFKERPNVGVQFLRMNQQNKVLQNVSARQAIDQTIDRKSFVNTLLNDG
                     STPTFGLVPKNFAKGPDGKDFRTINGDLTKVDTKSAQELWKKAKQELGSEKITLELLT
                     SDADLDKKTGEFLKGQLEKNLDGLTVNVKPQPRKQQVSLLLKGDYEIGIDGWSPDFAD
                     PITFLELFTTNNPYNLDHYSNKEFDKTIEKVKTTLAGDEKARWEALLASEKILFKDSV
                     IAPLYQKGESYLERSYVKGIVQVDFAGQLNFKWAQIEK"
     gene            complement(4298487..4299320)
                     /gene="yvgN"
                     /locus_tag="DJ46_4605"
     CDS             complement(4298487..4299320)
                     /gene="yvgN"
                     /locus_tag="DJ46_4605"
                     /EC_number="1.1.1.283"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxal reductase"
                     /protein_id="AIK61964.1"
                     /translation="MSLTSLKDYTTLHNGVKMPWFGLGVFKVEDGSQVIDSVKAAIKN
                     GYRSIDTAAIYQNEEGVGQAIRESGVSREELFITSKVWNSDQGYETTLQAFETTLEKL
                     GLEYLDLYLVHWPVKGKYTESWKALEKLYKDGRVRAIGVSNFHIHHLQDVFEIAEIKP
                     MVNQVEYHPRLAQEELHAFCKEHNIQLEAWSPLMQGQLLDNPTLQDIAKKYNKSTAQI
                     ILRWDLQNEVVTIPKSIKEHRIIENANIFDFELSSDDMKAIQALNEDHRVGPDPDNFN
                     F"
     gene            complement(4299388..4300125)
                     /gene="proC"
                     /locus_tag="DJ46_4606"
     CDS             complement(4299388..4300125)
                     /gene="proC"
                     /locus_tag="DJ46_4606"
                     /EC_number="1.5.1.2"
                     /note="proC: pyrroline-5-carboxylate reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrroline-5-carboxylate reductase"
                     /protein_id="AIK64362.1"
                     /translation="MLTKHRILFIGAGRMAEAIFSGLLKTSKEYIEEIIVSNRSNVEK
                     LDQLRARYNVSTTTDWKQHVTSVDTIVLAMPPSAHEELLAELSPLLSNQLVVTVAAGI
                     SPSYLEERLPGGTPVAWIMPNTAAEIGKSISLYTMGQFVNETHQETLQLLLRGIGTSQ
                     LCTEEEVHQLTAVTGSAPAFLYYFAESLIEATKSYGVDEATAKHLVIQMISGSASMLE
                     QTQDPANLREQVTTPGGSTAEGLKALY"
     gene            4300313..4300963
                     /gene="pnuC"
                     /locus_tag="DJ46_4607"
     CDS             4300313..4300963
                     /gene="pnuC"
                     /locus_tag="DJ46_4607"
                     /note="NMN_trans_PnuC: nicotinamide mononucleotide
                     transporter PnuC family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinamide mononucleotide transporter PnuC
                     family protein"
                     /protein_id="AIK63422.1"
                     /translation="MIRSPLFLLITSIICVLVGLYIQSSYIEIFASVMGIINVWLLAR
                     EKVSNFLFGMITVAVFLYIFITQGLYAMAVLAAFQFIFNVYGWYHWIARSGEEEVKAT
                     VRLDLKGWIFYIIFILVAWIGWGYYQVHYLESTSPYLDALNAVLGLVAQFMLSRKILE
                     NWHLWILYNVVSISIYISTGLYVMLILAVINLFICVAGLLEWKNNYKGQKHTNNYI"
     gene            complement(4301031..4301882)
                     /locus_tag="DJ46_4608"
     CDS             complement(4301031..4301882)
                     /locus_tag="DJ46_4608"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport family protein"
                     /protein_id="AIK63595.1"
                     /translation="MDILLALLPAIAWGNILLVSVKMGGGAYSQTVGMTIGALFFATI
                     MYVFTQPALTMTILIVGFISGLFWALGQVNQLKTVEKLGVSTTVTISTGMQLVATSIF
                     GVIAFREWTTTTTIILGTIAILLIVVGVVFTSLDDKENAQPPGQLKKGLLTLIVSTFG
                     YLVYVIIIRWYNIDGWSAILPQAVGMFVGAVVLTSKHKPFNKYAIRNALSGLLWGTGN
                     LFLLLSLPRVGVATSFPLSQTGIVISTFGAIVFLGEKKTKRQLIFIALGSVLIIGGAV
                     LLGMTKA"
     gene            complement(4302169..4302858)
                     /gene="modB"
                     /locus_tag="DJ46_4609"
     CDS             complement(4302169..4302858)
                     /gene="modB"
                     /locus_tag="DJ46_4609"
                     /note="modB_ABC: molybdate ABC transporter, permease
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdate ABC transporter, permease protein"
                     /protein_id="AIK64219.1"
                     /translation="MSFDIILSPIFLSLRVAACATIIVTILGTIIGRALARSSWRYKV
                     ILETIFLLPMVLPPTVIGFFLIIIFGNNSPIGMWIESIFQQSIMFTSTAAIIASTVVA
                     FPLMYQSAKTGFSIANVQIEESARDLGASEYQVFLHVTLPLAFPALLSGMILSFVRAL
                     GEFGATLMFAGNIPGKTQTIPTAIYMAIDASNMQLAWTLVVITISMSLLFLLCIQLIN
                     KRITNSSGSFF"
     gene            complement(4302864..4303118)
                     /gene="modA"
                     /locus_tag="DJ46_4610"
     CDS             complement(4302864..4303118)
                     /gene="modA"
                     /locus_tag="DJ46_4610"
                     /note="modA: molybdate ABC transporter, periplasmic
                     molybdate-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdate ABC transporter, periplasmic
                     molybdate-binding protein"
                     /protein_id="AIK63063.1"
                     /translation="MRQVLTYVETGNVDAGIVYKTDALISDKVKIGETAATTSHEPIH
                     YPLGVIKESKHKKEATSFYEYLQSKDAQSIFKKYGFTVLP"
     gene            complement(4303103..4303669)
                     /gene="modA"
                     /locus_tag="DJ46_4611"
     CDS             complement(4303103..4303669)
                     /gene="modA"
                     /locus_tag="DJ46_4611"
                     /note="modA: molybdate ABC transporter, periplasmic
                     molybdate-binding protein"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdate ABC transporter, periplasmic
                     molybdate-binding protein"
                     /protein_id="AIK62166.1"
                     /translation="MNKFTLRSIGALILSFLLIFSVACTSGDKKEKSTATEGKTVELT
                     ISAAASLQDALKEIETKYKEKEPNIKLSFNFGASGALQQQIEQGAPADLFFSAAEDKF
                     QTLVKKGFINEKEGKNLLGNELVLVVPKDSSLTKIQDLKDEKIKKSHLAHLNLYLREN
                     TQKLLSHMKIFGMTFKIKSYLQKMCAKC"
     gene            4303831..4304751
                     /locus_tag="DJ46_4612"
     CDS             4303831..4304751
                     /locus_tag="DJ46_4612"
                     /note="excise: DNA binding, excisionase family domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA binding, excisionase family domain protein"
                     /protein_id="AIK65061.1"
                     /translation="MDHHSYTTEEVAKRLKVSKLTVYDLIKKGELPSYRVGRQMRIDA
                     ADLEQYIKQMKTGKVQVTPVKNDSNSISNTCIISGQELTLDMLAKRIENRLPSSNILR
                     AYQGSLTSLVKMYQGEGSIVSLHLFDGETGTYNVPYVKRILVGQPCTMINLLSRNVGF
                     YVQKGNPKNIKTWADLSQSSIRFVNREKGSGIRVLVDEQLRIQNLNKERISGYEWEES
                     NHLGVATQVANEKADVGVGSEKFSQIVNVDFIPIMKEQYDLVILKNKENEELIEVVKD
                     ILQSEEFHNELKAIGGYDMTKTGQIIYEIK"
     gene            complement(4304967..4305068)
                     /locus_tag="DJ46_4613"
     CDS             complement(4304967..4305068)
                     /locus_tag="DJ46_4613"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62623.1"
                     /translation="MNNITFNKSDFIGLASGATLLTAFIYSLAQGLV"
     gene            complement(4305081..4305182)
                     /locus_tag="DJ46_4614"
     CDS             complement(4305081..4305182)
                     /locus_tag="DJ46_4614"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64317.1"
                     /translation="MMNKMKSNKFLNTMGMVLSALVDAKAVATTLNK"
     gene            complement(4305324..4306190)
                     /gene="gltR"
                     /locus_tag="DJ46_4615"
     CDS             complement(4305324..4306190)
                     /gene="gltR"
                     /locus_tag="DJ46_4615"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator gltR"
                     /protein_id="AIK63073.1"
                     /translation="MELRDLQIFQSVADQGSVSSAAKELNYVQSNVTARIKQLENELK
                     TPLFYRHKRGMTLTAEGRKMLVYVNKILQDVDELKQVFLDSETPSGILKIGTVETVST
                     LPTILSSYYKSYPNVDLSLQAGLTEELIREVLDHQLDGAFISGPIKHPLIEQYDVSTE
                     KLMLVTQNKTFHIEEFTTTPLLVFNQGCGYRSKLERWLKDEGLLPKRIMEFNILETLL
                     NSVALGLGITLVPQSAVHHLSKAGKVHCHAIPEKYGSISTVFIRRKDSYMTNSMRSFL
                     KTIEEHHHINML"
     gene            4306318..4307286
                     /locus_tag="DJ46_4616"
     CDS             4306318..4307286
                     /locus_tag="DJ46_4616"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK61363.1"
                     /translation="MRRGQMIIGALACLIASMSWGAMFPVADHALEYIDPFYFSLIRY
                     GAVAIMLIILLLMKEGKQAFRLEGRGKLLVFFGTMAFTVYNVLIFLGQMLMGKSGVMV
                     ASIMEALMPMISICILWGYKHVKPKKYMITSMLIAFIGAVFVITKGDMSFFLTLKDNM
                     FSLACIFVGVVGWVIYTMGGQTCSDWSTLRYSTLTCVFGTTVTGIITIIITAFGYVSV
                     PNMGTISIVKYDLLFMMTLPGIVALLAWNYGVKILSSINGILFINFVPITTLVIMMMQ
                     GYQITMFDIVGTLLVIAALIRNNVCQRKEENINKRILEKEQLRQAV"
     gene            4307308..4307448
                     /locus_tag="DJ46_4617"
     CDS             4307308..4307448
                     /locus_tag="DJ46_4617"
                     /codon_start=1
                     /transl_table=11
                     /product="yrzO-like family protein"
                     /protein_id="AIK62227.1"
                     /translation="MLESLLFFFAVGVACELAAINRNGRKKIKQQAEMIELLKELKER
                     NI"
     gene            complement(4307509..4307604)
                     /locus_tag="DJ46_4618"
     CDS             complement(4307509..4307604)
                     /locus_tag="DJ46_4618"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62138.1"
                     /translation="MQNITFNKLDLLGLASGSILLTAFIYTATLV"
     gene            4307816..4308421
                     /locus_tag="DJ46_4619"
     CDS             4307816..4308421
                     /locus_tag="DJ46_4619"
                     /codon_start=1
                     /transl_table=11
                     /product="acyltransferase family protein"
                     /protein_id="AIK61168.1"
                     /translation="MYKPITFSLKYIFKTAGKVEVQGREKLPEGGPYVVACTHTSFMD
                     VLMLATGMYPTEIHYMAKKELFEGKFKNWFFKNVNAFPVDRANPGPSTLKIPSRLLKE
                     GKVVGIFPSGTRSTEDVSLKAGAVTIAMRSNVPLIPAAYIGPSSVKELIKGKRAQLIF
                     GDPIQIDAEEQIDRKTAMKMMTDQLNEKFEGLKEALQSNQK"
     gene            complement(4308603..4308704)
                     /locus_tag="DJ46_4620"
     CDS             complement(4308603..4308704)
                     /locus_tag="DJ46_4620"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63221.1"
                     /translation="MMDKMKSNNFLNTMGMIFSTLIDAKAVASTLNK"
     gene            4308896..4309873
                     /locus_tag="DJ46_4621"
     CDS             4308896..4309873
                     /locus_tag="DJ46_4621"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AIK63267.1"
                     /translation="MANIKDIAKMAGVSVTTVSRVLNDHPYVSEEKRKAVIEIVEKLN
                     YSQNANAVHLSKGKTNIVGVILPYINHPSFDAMVGGMMEGALTHNYRVLLCQTNYNKK
                     EEMKSLHMLKTKQLDGLIICSRANDWEIIEPYASYGTIIACEDNDISNISSVYTNHSA
                     AFQLGMNHLIEKGYKKIGYCTGRKLGPSSQKRFDVYKQQLQSIDEEVNEEWIFTECFT
                     LEDGVRVAHKLKGMQNLPEALIVAGDEVAIGVMTEVGKLGIQVPEDLAIIGLDNQPIS
                     QVLQLTTIDQNLKEIGKTAFEMFYRHISDKSSKQEKVEIPYELVERSTV"
     gene            4310022..4310351
                     /locus_tag="DJ46_4622"
     CDS             4310022..4310351
                     /locus_tag="DJ46_4622"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK63912.1"
                     /translation="MNELLLSVKKYLENDENIVAFVIGIFEKDNFTLCYQHGIFVATT
                     RRLLFYGKFPYYPSTFKEYSYLHIDSIDFCPYFEFTCNHETVRAKCIQKGNVEQFVRT
                     VRTNMNN"
     gene            4310470..4311306
                     /locus_tag="DJ46_4623"
     CDS             4310470..4311306
                     /locus_tag="DJ46_4623"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64577.1"
                     /translation="MVNQRIKEITLITIGSLLFAIGINYFAIPNRLSEGGIIGLTVVT
                     YYLFDWSPGIVNFAINAILLAIGYKFFDKKTMVYTILGIVETSLFLYVTEHIEYHVNS
                     DTLLAALFAGLFVGIGLGCMFKAGGTSGGSAILAQLANQYLGWSVGKGVLIIDIVVIA
                     GSVFIIGQEKAMYTLVAVFIGAKVIDFIVEGMDTKTAVTIISNQPDLIREAITKNMTR
                     GVTVLEGRGGYTGKNKEVLYVVINKQELVKLKQVISRVDEDAFVVIHDVRDVLGGGFK
                     AS"
     gene            4311444..4311800
                     /locus_tag="DJ46_4624"
     CDS             4311444..4311800
                     /locus_tag="DJ46_4624"
                     /note="yxeA_fam: conserved hypothetical family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62807.1"
                     /translation="MKKKMITTIIAMLVIVVMLLPTKLGPVIDKYNPFYKTKEYYTVV
                     NTIGQHVGDEWYEYEFIAFDERGKEQKIKKTVKHMLKRDEMLKVYAKGRYGELIEEIE
                     AVNIPINAKSKLLSMR"
     gene            4312372..4312485
                     /locus_tag="DJ46_4625"
     CDS             4312372..4312485
                     /locus_tag="DJ46_4625"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62549.1"
                     /translation="MRKEEVVKFPIKDFCSYFTVAVVCIGLFDIITNLIVK"
     gene            4312544..4313308
                     /locus_tag="DJ46_4626"
     CDS             4312544..4313308
                     /locus_tag="DJ46_4626"
                     /codon_start=1
                     /transl_table=11
                     /product="tatD related DNase family protein"
                     /protein_id="AIK65983.1"
                     /translation="MKWIDSHIHVDQYKDEEKSRLLKDVENSKEIQGLIAVSMNYQSS
                     KEILSLAKRYSFVHPAVGFHPEQPIHKEECEKIYKLIEDHVEDIVAIGEVGLPYYLRK
                     EDEHIAINSYISVLQRFVELASKYDLPIVLHAVYEDADVVCDLLEKHKVSRAHFHWFK
                     GSETTMERMMRNGYYISITPDVLHKEKIRKIVSYYPLEYMMVETDGPWGFQEGVMTHP
                     GMIREVLKEISVIKNVAVDKVAETIYENTIQFYLKG"
     gene            complement(4313411..4315060)
                     /locus_tag="DJ46_4627"
     CDS             complement(4313411..4315060)
                     /locus_tag="DJ46_4627"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63780.1"
                     /translation="MKKWLLLLFSLLLLIPVPISAQKNENPKVLILYSSSDDQITSDT
                     QILNTQVGHFTNNITIKSIKQLAEITDKSSYTHVIYIGEKQEELPTETKEFLENFSGP
                     LLVLGQNIEKLSKRFSFITLKNEDINSDTIEYPTRKLKNTLEDERSIKILDTNGTILA
                     NALKGKNTYPLIVQQNNSYYVATPNLFDWMSHYIGEVLFSYFGQKPTNNKVEAYLRLE
                     DVHPAADINQLKEIAELLKEKKMPYMITVIPVYTDPETGKTLHLKDKPELVDLLRSMQ
                     DDGATIIMHGYTHQFYDSETGEGFEFWDVKTDQPIRQPKHEKPKTKDDFPNIEAYNTY
                     VKKGEEFEEKYTTDHIEKGIQELVDAKLYPVAFEAPHYTMSQKGYEILSRYFSTYVGQ
                     LQLSDTTWKSMHSPAYRSTPSFLNGMKLMPETVGFIEEDKPHAIAKMKANAVSVAKLS
                     DGVIGAFYHPYLGVKPLKEVLKDLESIPNIEWIDLQKETNEVKMKDIHITTNKDGIHV
                     EKPTSASDVMDYIKQYGFFLILGFLVIVFLLLLRRAKKLES"
     gene            4315311..4315844
                     /locus_tag="DJ46_4628"
     CDS             4315311..4315844
                     /locus_tag="DJ46_4628"
                     /codon_start=1
                     /transl_table=11
                     /product="transglycosylase SLT domain protein"
                     /protein_id="AIK64808.1"
                     /translation="MKKFFVGFLVVLGVYLYFQGKSEGMGKLVNETSYVDSEEAKQMK
                     QIIIEEAKKVNLPEWIPLTIAEHESRLNPRSVGDNGTSFGLFQLHRGGGLAPDHLTDD
                     ELKDPRTNAQIAMPHLMKGYKRGVQKGLTDFALLKYIANTSGWPGNLGPEWTDNNMKY
                     NVGLEDVYYRNKGIIKE"
     gene            complement(4315860..4316642)
                     /locus_tag="DJ46_4629"
     CDS             complement(4315860..4316642)
                     /locus_tag="DJ46_4629"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66197.1"
                     /translation="MDTQQLYFLNDIGKQKPESIRNRSAACPFCDRENLTDILATEGP
                     IIWLKNKFPTLKDTFQTVLIETDNCEDHIATYTEEHMRSLIRFSVKHWLDLQKNEEFK
                     SVILYKNHGPFSGGSLHHAHMQIIGMKYVNYLDNVEQDNFQGVIVQKNKNIELNISDR
                     PIIGFTEFNIIVKDIECIDEMANYIQQTVRYILTDFHKGCSSYNLFFYHVSGKIICKV
                     VPRFVVSPLYVGYKIPQVSTKLEDVKIQLAEYFTKRHDDPQK"
     gene            complement(4316777..4316899)
                     /locus_tag="DJ46_4630"
     CDS             complement(4316777..4316899)
                     /locus_tag="DJ46_4630"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61106.1"
                     /translation="MKKAIIVIASTAIALYTIKNRKKKHNKNDLYYPYTLLKKK"
     gene            4317585..4319465
                     /gene="ccmA"
                     /locus_tag="DJ46_4631"
     CDS             4317585..4319465
                     /gene="ccmA"
                     /locus_tag="DJ46_4631"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK62388.1"
                     /translation="MTICSVNNVTKSFGGNIIFENISLEIKNGERVGLVGRNGSGKTT
                     IFQLLTGMESLDAGAIHMKKGTRIGHVAQIPKFDESMTVYEVLSSAFKIEKELEREMR
                     TLEKDMAEEQESSVLQKLMERYGIIQEKFAFLGGYEIEANIMKVANGLQVTELFPRSF
                     LELSGGEQTKVSLAYMLLQKPDLLLLDEPTNHLDLFAVEWLEQFLKEYNGTVMVISHD
                     RYFLDEVVTKIFDLEDGEIHVYHTNYSRFVEEKEERLLQEFQAYQEQQKKIKKMKEAI
                     KRLREWANQANPPNEGLHKRARSMERALERMQKLKKPILERKQIGLQFEGQDRSGKDV
                     VVIKEVSKGFADHPLFNEVNLHVRFQERAAIVGRNGTGKTTLLKLLLEEIEPDAGEIR
                     IGSSVKIGYLSQHAYGNMKSDVLEAFREYVAVTEGEARHILAKFLFYGPAVFKKVTQL
                     SGGEKMRLRLAQLMYQDINFLILDEPTNHLDIESREVLEEALEQYNGTILAVSHDRYF
                     LNKLFEKTYWIDEHKLFEFAGNYAWARQKWEERLETQVIKQQRQGRKSIETAPVKKKE
                     ARNIEEIETELMHVEEDIYTLECTMEHVVDIKRLEQLYEEKTKKELLRAELYNELENI
                     VE"
     gene            complement(4319707..4319904)
                     /locus_tag="DJ46_4632"
     CDS             complement(4319707..4319904)
                     /locus_tag="DJ46_4632"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62376.1"
                     /translation="MDNLFQYVLHYVLLTIMIVGALLLFPFFPKFVLFLAFFIMLGVA
                     IIISTREDTTQKENRVQRVKL"
     gene            4320014..4320124
                     /locus_tag="DJ46_4633"
     CDS             4320014..4320124
                     /locus_tag="DJ46_4633"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61812.1"
                     /translation="MFNSKVVSAHHARIQGLQEDNYNGILLSLPKLKIEQ"
     gene            4320422..4322101
                     /locus_tag="DJ46_4634"
     CDS             4320422..4322101
                     /locus_tag="DJ46_4634"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK63022.1"
                     /translation="MLSACGGQEDTASTEPVKKQDLKDAKIESIPATDKKKSPEKANQ
                     RKDTFITAISKPGGVFLPYFQENGWDGNVTSVIFASLVTTDKQSKPIPDLAEKWDISA
                     DQLTYTFHLRKNLKFSDGSPLTADDVAFTLTLLHDKAYEGGLDIAQYAVKGGKEYKEG
                     KTTSIEGIQVVDPQTIKITTEKVNSQALTNLGGPVLSKAYYGKDYKQNTSLDYLKALY
                     GQPIAAGPYKFEKYVPGQEVRFVSNEHYYAGKPKIKNFIYKITSGDTGFQLFQTGELD
                     YSGFRANPENIDQLKGLEFANINLESSSDIAYIYVNNKKSYLKDKKVRQALTYGLDRK
                     KYVDTALQGYGSVANVPIAPVSWAYTEEGINKYPHDVEKAKKLLDEAGWKVGSDGVRE
                     KDGQKLKLTYYASNTGKTNDIFIPIAKESYKEIGVELNPELMDFNTMLSKVGKGDYDL
                     AAVSTPGISDPSEVVSEYLSTNPKSDTGYNNPKVDELIVKGIGTTDIEKRKAIYKELY
                     KELYKELSDDPPVILLNYRKLLYAHNARIKGIDPEKYDSISSNLPVLSIEQ"
     gene            4322210..4323166
                     /locus_tag="DJ46_4635"
     CDS             4322210..4323166
                     /locus_tag="DJ46_4635"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK65403.1"
                     /translation="MKTYIIRRFLQMIPTLFGTSIIIFFLFALLPGDYIDSNPKLTPE
                     RAQELRELYGLNKPIIERYFHWLVNALHGDFGFSLQYQEPVTSLLNKFIWNTFIVAVA
                     ALFFTWIIALIIGVISATKQHSWFDRLVTIGVFAAMSFPSFFIGLFLIKLLAVDLKLL
                     PIGGMIDIGSNSTGIAYILEVLRHMILPVFILTLLGVGSLTRYFRTGMLDVIRQDYIR
                     TARAKGLKERTVIYKHALKNAILPAITLLAFELPGLFSGAIIIEQIFNWPGIGSIQLE
                     ALNFRDYTVLMAFTMFLSCLTIMANFLADIVYAFVDPRIRLK"
     gene            4323179..4324102
                     /locus_tag="DJ46_4636"
     CDS             4323179..4324102
                     /locus_tag="DJ46_4636"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62667.1"
                     /translation="METITPIIEKKKERKKRNESSPWRQAYKKIKKNKMALCGLYVLI
                     FMFLFSFIGPIFSPYADGKVQVTQINKPPSLSHWLGTDQLGRDILTRLMQAGRISLTI
                     GLASMLLSVILGALLGAIAGFYRGVVDHLIMRVADVLMSIPGLPLLIIMGAILSEWKL
                     PSEYRLYVVMIILSLVGWPGLARLVRGQILTLREQAFMQAADVLGLKDSRKIIHHLIP
                     NVFPLLIVVATLGVAGSILSESALSYLGLGVVPPTPPWGNMISAANSLIDFQKRPWLW
                     IPPGFAIFITVVSINLLGDALRDALDPKMRR"
     gene            4324113..4325093
                     /locus_tag="DJ46_4637"
     CDS             4324113..4325093
                     /locus_tag="DJ46_4637"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66080.1"
                     /translation="MSKAVVELKDLQTHFQTEEGTVKAVNHVSFSVREGETVCVVGES
                     GCGKSVTALSIMGLIAESGSVVGGDILYEGKSLLGMKEKELRSLRGNDIAMIFQEPMT
                     SLNPVFTVGEQIVETLREHELLSKNEAYKKAIELIRKVGIARADEIVHSYPHELSGGM
                     LQRIMIAVALSCNPKLLIADEPTTALDVTIQAQILDLLRQIKREFKTSILLITHDLGV
                     VAEMADYVVVMYGGKVIEEAPVLEIFQNPKHPYTKGLLKSKPVMGKRIDKLYSIPGQV
                     PNLVGLDEFCYFSGRCEHCMEICKEEAPNLNVHDENHKVACWLYEERAGQ"
     gene            4325090..4326055
                     /locus_tag="DJ46_4638"
     CDS             4325090..4326055
                     /locus_tag="DJ46_4638"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61966.1"
                     /translation="MSEPLLEVKNLKTYFPIKGGIFSRTVGHVKAVDGVSFTIKKGEV
                     FGLVGESGSGKTTIGKTILRLVQKTEGEVKFKGHDVHSLSKEELRKHRPNMQLVFQDP
                     FSSLNPRMRIGEALGEPMLAHGLATKENVREKVTEVLELCGLAPYHIDRYPHEFSGGQ
                     RQRIVIARAMVLNPEFIVADEPVAALDVSIQAQIINLFSELQEKKGLSYLFISHDLSV
                     VEHLCTKIGIMYLGTIVETAPRDELFTNPLHPYTKALLSAVPIPDPTVKRERIILEGD
                     IPSPANPPSGCCFHTRCPFATDICKQTVPEFRNVGEEHFVACHHV"
     gene            complement(4326094..4326774)
                     /locus_tag="DJ46_4639"
     CDS             complement(4326094..4326774)
                     /locus_tag="DJ46_4639"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AIK64413.1"
                     /translation="MGAIVYVDGKVINSRCLQNDKVYKLAKLLESEGFPYKLYTNKGV
                     YSPYTWQDQVMQAFEENKHALDVTLEELERITEKQKKSNLITDFQKIEDVVNNPELEI
                     SKFFILTFNAGHRAQLLSMLQEDTDIMVTASAPTNLEIMDKNGHKGNGLKQMAAHFNI
                     PIEDTVAIGDNFNDVPMLEAAGLSVAMGNAEEDVKKLCDVVTLTNNEHGVAHAIEQFV
                     LKQTSSSK"
     gene            complement(4326737..4326967)
                     /locus_tag="DJ46_4640"
     CDS             complement(4326737..4326967)
                     /locus_tag="DJ46_4640"
                     /note="HAD-SF-IIB: HAD hydrolase, IIB family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IIB family protein"
                     /protein_id="AIK62332.1"
                     /translation="MKLIALDMDGTLLSSNLEISKENLQAIQTAKEAGHIVMICSGRA
                     KEDALKLLEEYKLSLPVGASNGGNCLCGWKSN"
     gene            4327418..4327525
                     /locus_tag="DJ46_4641"
     CDS             4327418..4327525
                     /locus_tag="DJ46_4641"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63580.1"
                     /translation="MKEQVLQVTKGDFVGSASGAVVLTALIVFLSSVLV"
     gene            4327566..4327673
                     /locus_tag="DJ46_4642"
     CDS             4327566..4327673
                     /locus_tag="DJ46_4642"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61613.1"
                     /translation="MKEQVLQVTKGDFVGSASGAVVLTALIVFLSSVLV"
     gene            4327718..4327825
                     /locus_tag="DJ46_4643"
     CDS             4327718..4327825
                     /locus_tag="DJ46_4643"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61843.1"
                     /translation="MKEQVLQVTKGDFVGSASGAVVLTALIVFLSSVLV"
     gene            4327870..4327977
                     /locus_tag="DJ46_4644"
     CDS             4327870..4327977
                     /locus_tag="DJ46_4644"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64414.1"
                     /translation="MKEQVLQVTKGDFVGSASGAVVLTALIVFLSSVLV"
     gene            4328020..4328130
                     /locus_tag="DJ46_4645"
     CDS             4328020..4328130
                     /locus_tag="DJ46_4645"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63571.1"
                     /translation="MNSEQVLQVTKTDLLGSLGGAVVLTSFILFLANVLV"
     gene            4328441..4329559
                     /gene="hppD"
                     /locus_tag="DJ46_4646"
     CDS             4328441..4329559
                     /gene="hppD"
                     /locus_tag="DJ46_4646"
                     /EC_number="1.13.11.27"
                     /note="4HPPD: 4-hydroxyphenylpyruvate dioxygenase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxyphenylpyruvate dioxygenase"
                     /protein_id="AIK64954.1"
                     /translation="MKQKSMDTLAAQMEDFFPVRDVDHLEFYVGNAKQSSYYLARAFG
                     FKIVAYSGLETGNREKVSYVLVQKNMRFVVSGALSSDNRIAEFVKTHGDGVKDVALLV
                     DDVDKAYSEAVKRGAVAIAPPVELTDENGTLKKAVIGTYGDTIHTLVERKNYKGTFMP
                     GFQKAEFDIPFEESGLIAVDHVVGNVEKMEEWVSYYENVMGFKQMIHFDDDDISTEYS
                     ALMSKVMTNGSRIKFPINEPADGKRKSQIQEYLEFYNGAGVQHLALLTNDIVKTVEAL
                     RANGVEFLDTPDTYYDELTARVGKIDEEIDKLKELKILVDRDDEGYLLQIFTKPIVDR
                     PTLFIEIIQRKGSRGFGEGNFKALFESIEREQERRGNL"
     gene            4329626..4330582
                     /locus_tag="DJ46_4647"
     CDS             4329626..4330582
                     /locus_tag="DJ46_4647"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarylacetoacetate (FAA) hydrolase family
                     protein"
                     /protein_id="AIK64936.1"
                     /translation="MKFVTFRLPSKEMRAGWLEGDKVIDMNLASDGKLPSSMFAFLEK
                     ADEYVEVLRNIKNPEKGIYSLEEVQLAAAIPNPSSIRDFYAFEQHVKTARGRRGLDVV
                     PEWYDIPVFYFTNHRAVIGPNDVVIGPKKSEKIDYELEIACVIGKEGRNISREQAEEY
                     IFGYCIMNDWSARDLQATEMKVGLGPAKGKDFATSLGAHLVTKEELDVYRNGDRYELE
                     MTAHVNGKLLSKGNFQDIYYTFAEMIERASEDVTLYPGDVIGSGTVGTGCILELGTEE
                     WLQDGDVVELTITGLGTLRNTVKKEKEAGDEHVLSSHGGATS"
     gene            4330548..4331720
                     /locus_tag="DJ46_4648"
     CDS             4330548..4331720
                     /locus_tag="DJ46_4648"
                     /codon_start=1
                     /transl_table=11
                     /product="homogentisate 1,2-dioxygenase family protein"
                     /protein_id="AIK64003.1"
                     /translation="MFYRHMGELPHKRHVQFRKKDGSLYREQVMGTKGFSGTQSILYH
                     HYMPTEVGHAALSHSCQLQYEEDVVLSHRHFRTKENKKSGDAVSGRNFILGNEDLLIG
                     VVTPTEKMNYFYRNGDGDEMLFVHYGTGKIETMFGTIHYRKGDYVTIPIGTIYRVIPD
                     EGETKFLVVEANSQITTPRRYRNEYGQLLEHSPFCERDIRGPEKLETYDEKGEFVVMT
                     KSRGYMHKHVLGHHPLDVVGWDGYLYPWVFNVEDFEPITGRIHQPPPVHQTFEGHNFV
                     ICSFVPRLYDYHPESIPAPYYHSNVNSDEVLYYVEGNFMSRKGVEEGSITLHPSGIPH
                     GPHPGKTEASIGKKETLELAVMIDTFRPLRIVKQAHETEDEKYMYSWIEEGSYTVK"
     gene            4331954..4333186
                     /locus_tag="DJ46_4649"
     CDS             4331954..4333186
                     /locus_tag="DJ46_4649"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK62646.1"
                     /translation="MKNTWRELREMDRNVWIRFIGETLNGIAMMMLMPFFALYLKDKV
                     DSLLQVGVIMALSPIAASFGSIIGGRIADIYGRKPIMIFSMTSNALLMLGFLFIEGFI
                     PYAILSVFLGLSNSLFHPAASAMVADVTAPEKRTEAYGLLRMGHNIGAAIGPIMGASV
                     VMLSKNLVFIIASSTMLFYALLVFVLIQETMPKSANKEEDNEKESGVVWKIVLRDKAL
                     MIYLLAGIIISMGFSQTEGMLPLHFDNEMKDIFGTNNPYPYLMALNGLLVVLFQFQIS
                     KWATDKPVGKTMLYGACLFGIGLFFIGWLPKWFGGLDTNATIILIMLLFVYAIYTLGE
                     MIMSPVQMTFVANLAPEHLRGTYMGAASLQWITGNAFGPLLGGVFIRSITWSLPIYNF
                     SYRMCSCRCCIYFFRSSR"
     gene            4333609..4334085
                     /locus_tag="DJ46_4650"
     CDS             4333609..4334085
                     /locus_tag="DJ46_4650"
                     /codon_start=1
                     /transl_table=11
                     /product="D-ala D-ala ligase family protein"
                     /protein_id="AIK66155.1"
                     /translation="MTKIKLGLLYGGKSAEHQVSLQTALAAIKALNQDKFEIHPIYIT
                     EQGQWIRGERIEGEVANVEVLKMSGAENAISPLSLSTEIIPSANAEENAIDVIFPLLH
                     GPNGEDGTVQGLLELMNIPYVGNGVLASAAGMDKVVMKNIFAEAGLKTSEICIIHS"
     gene            4334420..4334695
                     /locus_tag="DJ46_4651"
     CDS             4334420..4334695
                     /locus_tag="DJ46_4651"
                     /codon_start=1
                     /transl_table=11
                     /product="D-ala D-ala ligase family protein"
                     /protein_id="AIK61822.1"
                     /translation="MTEEESNVIKRDAIVAFQSLDGAGLTRADFFLTKDGEVYINEVN
                     TMPGFTPFSMFPLLWQHTGLPYPELIEELIRLAMERHEEKQKIKYTI"
     gene            4334756..4336132
                     /gene="murF"
                     /locus_tag="DJ46_4652"
     CDS             4334756..4336132
                     /gene="murF"
                     /locus_tag="DJ46_4652"
                     /EC_number="6.3.2.10"
                     /note="murF:
                     UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-alanine ligase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-
                     alanine ligase family protein"
                     /protein_id="AIK64677.1"
                     /translation="MINRTLKQVEQMINGTGLAEQYEGITIQGVSIDTRKIEKGNLYV
                     PIQGERFDGHAFVDKAVENGAVATLWVKDVANPPENLPVIFVEDTLSALQMLAKNYRD
                     QLDVKVIGVTGSNGKTSTKDIVTSLLATKFKVQKTEGNFNNHIGLPLTILNLEENTEV
                     AVLEMGMSSRGEIEFLSKLARPNAAIITNIGEAHLMDLGSREAIAEAKLEIVTGLQEG
                     GVFVYNGDEPLLTNRVPEMNLIAETVTFGDARANDYYPTTVTLQATGTHFKMNREENI
                     SFYLPVLGKHNVYNTLASMAIAKYFGVTWEEMKEGLVTLQMTGMRMEIVKTDSGLTII
                     NDAYNASPTAMEAAFHLMNGLDGFSKKIVVLGDMLELGDQEVQFHYEVGKLIDPAKIS
                     YVFTYGKLGAQIAEGAKINFPNERVKAYDNKEELVKELQAVVDTKDVVLVKASRGMKL
                     EEVITMLK"
     gene            4336437..4338023
                     /gene="cshA"
                     /locus_tag="DJ46_4653"
     CDS             4336437..4338023
                     /gene="cshA"
                     /locus_tag="DJ46_4653"
                     /EC_number="3.6.4.13"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD-box ATP-dependent RNA helicase CshA"
                     /protein_id="AIK64542.1"
                     /translation="MTTFRELGLSDSLLQSVESMGFEEATPIQAETIPHALQGKDIIG
                     QAQTGTGKTAAFGLPLLDKVDTHKESVQGIVIAPTRELAIQVGEELYKIGKHKRVRIL
                     PIYGGQDINRQIRALKKHPHIIVGTPGRILDHINRKTLRLQNVETVVLDEADEMLNMG
                     FIEDIEAILTDVPETHQTLLFSATMPDPIRRIAERFMTEPQHIKVKAKEVTMPNIQQF
                     YLEVQEKKKFDVLTRLLDIQSPELAIVFGRTKRRVDELSEALNLRGYAAEGIHGDLTQ
                     AKRMSVLRKFKEGSIEVLVATDVAARGLDISGVTHVYNFDIPQDPESYVHRIGRTGRA
                     GKKGIAMLFVTPRESGQLKNIERTTKRKMDRMDAPTLDEALEGQQRLIAEKLQSTIEN
                     ENLAYYKRIAEEMLEENDSVTVVAAALKMMTKEPDTTPIALTSEPPVVSRGGGSKKRG
                     GNGGGYRDGNRNRSRDGRGGDGRNRDRNRDGRNRDGNRDRNREGSRDGNRGRRGEGQG
                     RPGSSNGRGERKHHSRKPQA"
     gene            4338120..4339082
                     /gene="uvdE"
                     /locus_tag="DJ46_4655"
     CDS             4338120..4339082
                     /gene="uvdE"
                     /locus_tag="DJ46_4655"
                     /note="uvde: UV damage endonuclease UvdE"
                     /codon_start=1
                     /transl_table=11
                     /product="UV damage endonuclease UvdE"
                     /protein_id="AIK62757.1"
                     /translation="MLVRLGHVAMSVHLKNASPSQTMTYAQFQKIDDREAAIRKLERI
                     ANSNLENCLRLLKHNKGHDISFFRLSSKLIPLANHEELLEWNYIRPLKENLKVLGDYA
                     IRMNMRIDFHPDHFVVLNSPEENIFKQSVKTLQMHRKLLKGMGIEHKQRCVMHVGGGY
                     KDKELALERFIENWSNVPRGIQEMIMLENDDTTFTLEDTLYLGEKLDIPVVFDLHHHM
                     MNHDREDWHEDWARVVHTWESSLLPVKMHISSPREGKDPRAHADFIDVDTFLSFLKKI
                     KGSVPQIDCMIEAKMKDESLFQLMRDLSEQTDVEIIDGASFYIK"
     gene            complement(4339075..4339647)
                     /locus_tag="DJ46_4654"
     CDS             complement(4339075..4339647)
                     /locus_tag="DJ46_4654"
                     /codon_start=1
                     /transl_table=11
                     /product="rhomboid family protein"
                     /protein_id="AIK62701.1"
                     /translation="MLIPSARISLQPIAISLLLIQFIMIMLGDFFLFPMAAYHEYIAN
                     GEWWRLITSLFVHVDLQHFLSNSICLFVLGSSIEKQLGRFSFIIIFFLSGILGNIFSY
                     LIMPHEYIHAGASGGIFGLLGAQLFLLYSRYRSSNPKDIAIFSIMICILLLFTFFNPS
                     ANPISHLTGLVIGGICTPLLIKKLDGAELI"
     gene            4339740..4340099
                     /gene="acpS"
                     /locus_tag="DJ46_4656"
     CDS             4339740..4340099
                     /gene="acpS"
                     /locus_tag="DJ46_4656"
                     /EC_number="2.7.8.7"
                     /codon_start=1
                     /transl_table=11
                     /product="holo-[acyl-carrier-protein] synthase"
                     /protein_id="AIK62950.1"
                     /translation="MIVGIGIDIIELNRIEKMLDGKLKFMERILTENERNVAKGLKGS
                     RLTEFVAGRFAAKEAYSKAVGTGIGKEVSFLDIEVRNDDRGKPILITSTEHIVHLSIS
                     HSKEFAVAQVVLESSSS"
     gene            4340256..4341206
                     /locus_tag="DJ46_4657"
     CDS             4340256..4341206
                     /locus_tag="DJ46_4657"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64822.1"
                     /translation="MEKKQDDVVRDLEAKVKGLKSYQAEAKLSIKTGNEPQEYKVEIW
                     HKEPSFYRVNLQNAKKDQSQIILRNEEGVFVLTPALNKSFRFQSDWPQNSSQAYLYES
                     LVRDILQDKKNLTFEKTDKHYIFKTKTNYQHQNMLPRQEITLKKSDLTPVSVKLMDND
                     QNVLVKVDFSKVKFDAKFDKGAFDTKQNMSRAQVDVQTTAKEDKPFAILYPRDTPQGM
                     TLKDEKELKTDSGKRAILTYTGSKKSFTLIQEKAKVAEASSAISVSGELVDLGFTIGA
                     LTKDSLTWSHNGVEYMLVSKGLEPKELLMVARSVTEKQVK"
     gene            4341325..4342494
                     /gene="alr"
                     /locus_tag="DJ46_4658"
     CDS             4341325..4342494
                     /gene="alr"
                     /locus_tag="DJ46_4658"
                     /EC_number="5.1.1.1"
                     /note="alr: alanine racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine racemase"
                     /protein_id="AIK65324.1"
                     /translation="MEEAPFYRDTWVEVDLDAIYNNVTHIKEFIPSDVEIFAVVKGNA
                     YGHDYVPVAKIALEAGATRLAVAFLDEALVLRRAGITAPILVLGPSPPRDINVAAEND
                     VALTVFQKEWVDEAIKLWDGSSTMKYHINFDSGMGRIGIRERKELKGFLKSLEGAPFL
                     ELEGVYTHFATADEVETSYFDKQYNTFLEQLSWLKEFGVDPKFVHTANSAATLRFQGI
                     TFNAVRIGIAMYGLSPSVEIRPFLPFKLEPALSLHTKVAHIKQVIKGDGISYNVTYRT
                     KTEEWIATVAIGYADGWLRRLQGFEVLVNGKRVPIVGRVTMDQFMIHLPCEVPLGTKV
                     TLIGRQGDEYISATEVAEYSGTINYEIITTISFRVPRIFIRNGKVVEVINYLNDI"
     gene            4342804..4343091
                     /gene="ndoAI"
                     /locus_tag="DJ46_4659"
     CDS             4342804..4343091
                     /gene="ndoAI"
                     /locus_tag="DJ46_4659"
                     /codon_start=1
                     /transl_table=11
                     /product="antitoxin EndoAI"
                     /protein_id="AIK61459.1"
                     /translation="MSESSVTTEIVVRLPKQMVTELDGIGKQENKNRHELICQATQLL
                     LRQHKTKKRYQHESMRRGYIEMGKINLGIASEAFLAEYEAAHTVERLVSGG"
     gene            4343096..4343446
                     /gene="ndoA"
                     /locus_tag="DJ46_4660"
     CDS             4343096..4343446
                     /gene="ndoA"
                     /locus_tag="DJ46_4660"
                     /codon_start=1
                     /transl_table=11
                     /product="mRNA interferase EndoA"
                     /protein_id="AIK65271.1"
                     /translation="MIVKRGDVYFADLSPVVGSEQGGVRPVLVIQNDIGNRFSPTVIV
                     AAITAQIQKAKLPTHVEIDAKKYGFERDSVILLEQIRTIDKQRLTDKITHLDEVMMIR
                     VDEALQISLGLIDF"
     gene            4343514..4345682
                     /locus_tag="DJ46_4661"
     CDS             4343514..4345682
                     /locus_tag="DJ46_4661"
                     /codon_start=1
                     /transl_table=11
                     /product="S1 RNA binding domain protein"
                     /protein_id="AIK61516.1"
                     /translation="MEMVDNRQALMKMLVKELGFTEKQVRHVIQLTEEGNTVPFIARY
                     RKEWTGSLDEVQIRTILERWQYIMQLEDRKEEVLRLIDEKGKLTGELRQQILKATKLQ
                     EVEDLYRPYKEKRRTKATIAKEKGLEPLAEWLLLYTKEDPNQKAMEFINAEKEVQSAE
                     EALQGAQDIIAEIVSDEAAYRSWIRNVTFRKGVMSSVVKDEEKDEKNIYEMYYDYEEP
                     LQKVVPHRVLAMNRGEKEDILRVSVVPPVDEIVTFLYKKVIRDNDSKSAQYVKLAIED
                     GYKRLIQSSIEREIRKELTETAEEQAIHIFSENLRNLLLQPPMKGKVVLAVDPAYRTG
                     CKLAIVDDTGKVLYIDVIYPHPPVRKYEDAKAKVLSIIDKYQVEMIAIGNGTASRESE
                     EFIVDVLQNVKREVFYIIVNEAGASVYSASDLAREEFPDLQVEERSAVSIGRRLQDPL
                     AELVKIDPKSVGVGQYQHDVSQKRLNESLTFVVETAVNQVGVNVNTASVALLQYVSGL
                     SKTVAKNIVAKREEEGKFTKRTDLKKIPRLGAKTYEQCIGFLRILEGANPLDRTGIHP
                     EQYKNVELLLKSLGLSKDDVGQPQLQKSLEEVEISKLSEETGIGEPTLVDIIDALISP
                     ERDMRDELPKPLLKKGILKLEDLKRGMELEGTVRNVVDFGAFVDVGVKQDGLVHISKL
                     SKQYVKHPLDVVSVGQIVKVWVDDIDTKKGRVALSMLPIE"
     gene            4346052..4346510
                     /locus_tag="DJ46_4662"
     CDS             4346052..4346510
                     /locus_tag="DJ46_4662"
                     /codon_start=1
                     /transl_table=11
                     /product="sprT-like family protein"
                     /protein_id="AIK65498.1"
                     /translation="MDEQEIQRLVEEVSLQYFGMPFLHKAMFNSRLRTTGGRYLLNTH
                     NIELNYRYYEMYGKEELVGIVKHELCHYHLHITGRGYKHRDKDFRELLKAVDAPRFCK
                     RMVNAEKEKRVYVYECMECLLQYVRRRQINTKRYVCGKCKGKLNLIKKTS"
     gene            4346625..4346699
                     /locus_tag="DJ46_4663"
     tRNA            4346625..4346699
                     /locus_tag="DJ46_4663"
                     /product="tRNA-Asn"
     gene            4346703..4346793
                     /locus_tag="DJ46_4664"
     tRNA            4346703..4346793
                     /locus_tag="DJ46_4664"
                     /product="tRNA-Ser"
     gene            4346802..4346876
                     /locus_tag="DJ46_4665"
     tRNA            4346802..4346876
                     /locus_tag="DJ46_4665"
                     /product="tRNA-Glu"
     gene            4346881..4346956
                     /locus_tag="DJ46_4666"
     tRNA            4346881..4346956
                     /locus_tag="DJ46_4666"
                     /product="tRNA-Val"
     gene            4347003..4347078
                     /locus_tag="DJ46_4667"
     tRNA            4347003..4347078
                     /locus_tag="DJ46_4667"
                     /product="tRNA-Asp"
     gene            4347167..4347241
                     /locus_tag="DJ46_4668"
     tRNA            4347167..4347241
                     /locus_tag="DJ46_4668"
                     /product="tRNA-Gln"
     gene            4347247..4347319
                     /locus_tag="DJ46_4669"
     tRNA            4347247..4347319
                     /locus_tag="DJ46_4669"
                     /product="tRNA-Lys"
     gene            4347337..4347422
                     /locus_tag="DJ46_4670"
     tRNA            4347337..4347422
                     /locus_tag="DJ46_4670"
                     /product="tRNA-Leu"
     gene            4347518..4347594
                     /locus_tag="DJ46_4671"
     tRNA            4347518..4347594
                     /locus_tag="DJ46_4671"
                     /product="tRNA-Arg"
     gene            4347599..4347675
                     /locus_tag="DJ46_4672"
     tRNA            4347599..4347675
                     /locus_tag="DJ46_4672"
                     /product="tRNA-Pro"
     gene            4347677..4347747
                     /locus_tag="DJ46_4673"
     tRNA            4347677..4347747
                     /locus_tag="DJ46_4673"
                     /product="tRNA-Gly"
     gene            4347831..4349368
                     /locus_tag="DJ46_4674"
     rRNA            4347831..4349368
                     /locus_tag="DJ46_4674"
                     /product="16S ribosomal RNA"
     gene            4349506..4349582
                     /locus_tag="DJ46_4675"
     tRNA            4349506..4349582
                     /locus_tag="DJ46_4675"
                     /product="tRNA-Ile"
     gene            4349591..4349666
                     /locus_tag="DJ46_4676"
     tRNA            4349591..4349666
                     /locus_tag="DJ46_4676"
                     /product="tRNA-Ala"
     gene            4349749..4352668
                     /locus_tag="DJ46_4678"
     rRNA            4349749..4352668
                     /locus_tag="DJ46_4678"
                     /product="23S ribosomal RNA"
     gene            4352720..4352834
                     /locus_tag="DJ46_4679"
     rRNA            4352720..4352834
                     /locus_tag="DJ46_4679"
                     /product="5S ribosomal RNA"
     gene            4352846..4352922
                     /locus_tag="DJ46_4680"
     tRNA            4352846..4352922
                     /locus_tag="DJ46_4680"
                     /product="tRNA-Met"
     gene            4352926..4353001
                     /locus_tag="DJ46_4681"
     tRNA            4352926..4353001
                     /locus_tag="DJ46_4681"
                     /product="tRNA-Asp"
     gene            4353176..4353649
                     /locus_tag="DJ46_4682"
     CDS             4353176..4353649
                     /locus_tag="DJ46_4682"
                     /note="T6A_YjeE: tRNA threonylcarbamoyl adenosine
                     modification protein YjeE"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA threonylcarbamoyl adenosine modification
                     protein YjeE"
                     /protein_id="AIK63567.1"
                     /translation="MSKYEITTKSSEETQKLSEKLGELVRAQDVIILEGDLGAGKTTF
                     TKGLAKGLGVKRVVNSPTFNIIKEYKGRLPLYHMDVYRLAESEEDLGFDEYFYGEGIT
                     VVEWAHLIEAYLPNEKLQISLFHAGDDTRNIVLEPIGNRYIRLCEELLQDESTSN"
     gene            4353630..4354322
                     /gene="yeaZ"
                     /locus_tag="DJ46_4683"
     CDS             4353630..4354322
                     /gene="yeaZ"
                     /locus_tag="DJ46_4683"
                     /note="T6A_YeaZ: tRNA threonylcarbamoyl adenosine
                     modification protein YeaZ"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA threonylcarbamoyl adenosine modification
                     protein YeaZ"
                     /protein_id="AIK61757.1"
                     /translation="MKVLAIDTSNYVMGVSLIEEGNVIGEIITNLTKNHSVRLMPAVE
                     QLLKECGVKPKELTKIVVAAGPGSYTGVRIGVTAAKTLAWSLQIPIVGVSSLEVVAAN
                     GANFNGLISPLFDGRRGQIYTGLYTYEGEDLTSIEEDRIILIVDWLQMLKDKGKPVLF
                     IGNDVKLHKETIIEHLGDQAVFAPVTKNNPRPSELAFLGLQKEEQDVHSFVPSYLRLA
                     EAETKWLESQNK"
     gene            4354336..4354779
                     /gene="rimI"
                     /locus_tag="DJ46_4684"
     CDS             4354336..4354779
                     /gene="rimI"
                     /locus_tag="DJ46_4684"
                     /EC_number="2.3.1.128"
                     /note="rimI: ribosomal-protein-alanine acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal-protein-alanine acetyltransferase"
                     /protein_id="AIK61827.1"
                     /translation="MDMIFRKMELDDIAQIVAIEEASFSTPWTADAFHRELTMNEHAH
                     YVVLEKDGRVIGYCGLWIIIDESHITNIAILPEYRGLKLGDALLKEVISEAKTLGVKT
                     MTLEVRVSNEVAKQLYRKYGFQNGGIRKRYYADNQEDGLVMWVNI"
     gene            4354779..4355795
                     /locus_tag="DJ46_4685"
     CDS             4354779..4355795
                     /locus_tag="DJ46_4685"
                     /note="T6A_YgjD: tRNA threonylcarbamoyl adenosine
                     modification protein YgjD"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA threonylcarbamoyl adenosine modification
                     protein YgjD"
                     /protein_id="AIK65147.1"
                     /translation="MEKNTIILGIETSCDETAVAVVKNGTEIIANVVASQIESHKRFG
                     GVVPEIASRHHVEEITVVLEEALKEANITFDDIDAIAVTEGPGLVGALLIGVNAAKAV
                     AFAHDIPLVGVHHIAGHIYANRLVKEVQFPLLSLVVSGGHTELVYMKEHGSFEVIGET
                     RDDAAGEAYDKVARTLSMPYPGGPHIDRLAHEGKPTIDLPRAWLEPDSYDFSFSGLKS
                     AVINTVHNAKQRGIEIAPEDLAASFQESVIDVLVTKASRAADAYNVKQVLLAGGVAAN
                     KGLRARLETEFAQKENVELIIPPLSLCTDNAAMIAAAGTIAYEQGKRATLALNANPGL
                     DIEA"
     gene            complement(4356277..4358199)
                     /gene="ccmA"
                     /locus_tag="DJ46_4686"
     CDS             complement(4356277..4358199)
                     /gene="ccmA"
                     /locus_tag="DJ46_4686"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK64247.1"
                     /translation="MILLQVNALSKLYGAETILANIKLEVQTKDRIALVGRNGAGKST
                     LLKIIAGELSHDGGEIIKPKDVSMGYLAQNTGLETSLTIWDEMLTVFTHLQQMETKLR
                     RLEQEMGKEENFSNEATYERLLADYDQLQLDYKDQGGYQYEADIRSILSGLGFPVETH
                     QTTISTLSGGQKTRLALGKLLLTKPDLLILDEPTNHLDIETLTWLEQYLQGYPGAILI
                     VSHDRYFLDKLVTQVYEISNKESRRFVGNYSKYLDLKSALYEQEMKRYEKQQDEIAKL
                     EDFVQKNIARASTTKRAQSRRKQLDRMELLTRPLGDSKSASFHFDIEKQSGNDVLQVK
                     DATIGYDKDPIIEHVTMRLTRGDSVALVGPNGIGKSTLLKSIVNKLPLLHGDVSFGSN
                     VSVGYYDQEQANLTSSKRVLNELWDEYPLQPEKEIRTILGNFLFTGDDVLKPVSSLSG
                     GQKARLALAKLMMQKSNLLILDEPTNHLDLNSKEILENALIDYPGTLLFVSHDRYFIN
                     RVTTTVIELSTEGAQEYLGDYDYYVEKKNEMIERAELEQEDETPVQKTVAQEKLNYLE
                     EKERKKLERQRTRKIEELEQNIVQFEEEIATLEDQLCLPEIYADYEKASEITTKKQTL
                     QEQLDACMAEWEELHV"
     gene            4358387..4359016
                     /locus_tag="DJ46_4687"
     CDS             4358387..4359016
                     /locus_tag="DJ46_4687"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding family protein"
                     /protein_id="AIK62280.1"
                     /translation="MEQQKIPQATAKRLPLYYRFIQNLSLSGKQRVSSAELSEAVKVD
                     SATIRRDFSYFGALGKKGYGYNVNYLLSFFRETLDQDDITRVALIGVGNLGTAFLHYN
                     FTKNNNTKIEMAFDVSEEKVGTEIGGIPVYHLDELEERLSSDIQVAILTVPATVAQSV
                     ADRLAETNVHGILNFTPARLNVSDNIRIHHIDLAVELQTLVYFLKNYPQ"
     gene            complement(4359046..4359237)
                     /locus_tag="DJ46_4688"
     CDS             complement(4359046..4359237)
                     /locus_tag="DJ46_4688"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62153.1"
                     /translation="MRNSPLFMAALYFLLGCIFTHLAIRNVTDTIWNMWTILFAVMAT
                     IDFNLALRLILVKFTKKKQ"
     gene            complement(4359234..4359983)
                     /locus_tag="DJ46_4689"
     CDS             complement(4359234..4359983)
                     /locus_tag="DJ46_4689"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK63124.1"
                     /translation="MKKQYWWVIVTYILMQLSSIAGLPLLLKTGLYDNRGFTREEKFQ
                     LITGHWAIISFFIALCIVLWLLRTDIRDRHLDTKRSTVPATIGWIFIGFFLAFFSQSI
                     AGMIEMYVLGIKPGSENTARLMDIARTTPWFLIVISIIGPILEEIVFRKILFGTLYKK
                     FNFFIAAIISSLVFAAIHFDFTHLLVYTAMGLVFAFLYVKTKRIIVPIAAHVAMNTLV
                     AIAQVLVSNEQIQEMIKEAEKMQGFIGGFLV"
     gene            4360384..4360668
                     /gene="groS"
                     /locus_tag="DJ46_4690"
     CDS             4360384..4360668
                     /gene="groS"
                     /locus_tag="DJ46_4690"
                     /codon_start=1
                     /transl_table=11
                     /product="10 kDa chaperonin"
                     /protein_id="AIK65615.1"
                     /translation="MLKPLGDRVVIELVQAEEKTASGIVLPDTAKEKPQEGKVIAVGT
                     GRVLENGERVALEVAAGDLIIFSKYAGTEVKYEGTDYLILRESDILAVIG"
     gene            4360707..4362341
                     /gene="groL"
                     /locus_tag="DJ46_4691"
     CDS             4360707..4362341
                     /gene="groL"
                     /locus_tag="DJ46_4691"
                     /note="groEL: chaperonin GroL"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperonin GroL"
                     /protein_id="AIK63693.1"
                     /translation="MAKDIKFSEEARRSMLRGVDTLANAVKVTLGPKGRNVVLEKKFG
                     SPLITNDGVTIAKEIELEDAFENMGAKLVAEVASKTNDVAGDGTTTATVLAQAMIREG
                     LKNVTAGANPMGLRKGIEKAVVAAVEELKTISKPIEGKSSIAQVAAISAADEEVGQLI
                     AEAMERVGNDGVITLEESKGFTTELDVVEGMQFDRGYASPYMITDSDKMEAVLDNPYI
                     LITDKKISNIQEILPVLEQVVQQGKPLLIIAEDVEGEALATLVVNKLRGTFNVVAVKA
                     PGFGDRRKAMLEDIAILTGGEVITEELGRDLKSATVESLGRAGKVVVTKENTTVVEGV
                     GSTEQIEARIGQIRAQLEETTSEFDREKLQERLAKLVGGVAVIKVGAATETELKERKL
                     RIEDALNSTRAAVEEGIVAGGGTSLMNVYTKVASIVAEGDEATGINIVLRALEEPVRQ
                     IAINAGLEGSVVVERLKGEKVGVGFNAATGEWVNMLETGIVDPAKVTRSALQNAASVA
                     AMFLTTEAVVADKPEPNAPAMPDMGGMGMGGMGGMM"
     gene            4362739..4364286
                     /gene="guaA"
                     /locus_tag="DJ46_4692"
     CDS             4362739..4364286
                     /gene="guaA"
                     /locus_tag="DJ46_4692"
                     /EC_number="6.3.5.2"
                     /note="guaA_Nterm: GMP synthase (glutamine-hydrolyzing),
                     N-terminal domain"
                     /codon_start=1
                     /transl_table=11
                     /product="GMP synthase"
                     /protein_id="AIK64827.1"
                     /translation="MIILKKQHDTIIVLDFGSQYNQLIARRIREFGVYSELHPHTITA
                     EEIKAMNPKGIIFSGGPNSVYGEGALHCDEKIFDLGLPIFGICYGMQLMTQQFGGTVE
                     RANHREYGKAVLKVENESKLYANLPEEQVVWMSHGDLVTGLPEGFVVDATSESCPIAG
                     MSNEAKNLYGVQFHPEVRHSEHGNDLIKNFVFGVCGCSEGWNMENFIEVELEKIRETV
                     GDKKVLCALSGGVDSSVVAVLIHKAIGDQLTCIFVDHGLLRKGEAEGVMKTFSEGFHM
                     NVIKVDAKERFMNKLKGVEDPEQKRKIIGNEFIYVFDDEASKLEGMDFLAQGTLYTDI
                     VESGTATAQTIKSHHNVGGLPEDMQFKLIEPLNTLFKDEVRVLGSELGIPDEIVWRQP
                     FPGPGLGIRVLGEITEEKLEIVRESDAILREEIIKAGLDREIWQYFTALPGMRSVGVM
                     GDERTYDYTVGIRAVTSIDGMTADWARIPWDVLEKISVRIVNEVKHVNRIVYDVTSKP
                     PATIEWE"
     gene            4364671..4365996
                     /gene="pbuG"
                     /locus_tag="DJ46_4693"
     CDS             4364671..4365996
                     /gene="pbuG"
                     /locus_tag="DJ46_4693"
                     /codon_start=1
                     /transl_table=11
                     /product="guanine/hypoxanthine permease pbuG"
                     /protein_id="AIK63165.1"
                     /translation="MKRYFQFDELGTNYKTEFIAGLTTFLSMAYVLFVNPATLSLGNV
                     KGLPAGTGMDPGAVFVATALAAAIGSLIMGIFAKYPIALAPGMGINAFFAYTAVLTMG
                     IPWQTAIAGTLMSGIIFIILTASGIREKIINAIPSELKFAVAAGIGLFIAFLGFQNAG
                     IIVKNDAVLVGLGDLTKGTTLLAIFGVVTTIIFMIKKVNGAVFYGMILTAILGVATGL
                     IDTPKAVVGAIPSLEPTFGAALTHFGDIFTVQMGIVIITFFFIDFFDTAGTLVAVANQ
                     AGLMKNNKLPRAGKALFADAIATVIGAILGTSTTTSYIESSAGVAAGGRSGFTAVVTA
                     GFFLLALFFSPLLSVVTPAVTAPALIIVGILMVSSLGEIDWKKFEIAVPAFFTIISMP
                     LTYSIATGIAIGFIFYPITMVVSGRRKEIHPIMYVMGVLFVLYFIYVRK"
     gene            4366141..4366842
                     /locus_tag="DJ46_4694"
     CDS             4366141..4366842
                     /locus_tag="DJ46_4694"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62661.1"
                     /translation="MAHETILVVDDEKEIRNLITIYLKNEGYKVLQAGDGEEGLRLLE
                     ENEVHLVVLDIMMPKVDGIHMCMKIREEKEMPIIMLSAKTQDMDKILGLTTGADDYVT
                     KPFNPLELIARIKSQLRRYMKMNGFAIQNEDELEIGEMKINISTHKVIVEGEEVKLTP
                     REFSILELLARNPGMVFSAEQIYEKVWNERSFQSDNTVMVHIRKVREKIEENPRKPRY
                     IKTVWGVGYKIEKDI"
     gene            4366874..4368331
                     /locus_tag="DJ46_4695"
     CDS             4366874..4368331
                     /locus_tag="DJ46_4695"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK63832.1"
                     /translation="MIEKLVKGVRKSIRIQLITTFAACALLGVFFAKGAAPFFENANR
                     QATIDYRAGMEQINHEAQRAANSSVHENKLEAISNMIEMENQNLERGSRALKILVTDE
                     SGKVLYKTKQAQEEQIDLHNTIRNAASFAINYSNGRDVFENTRKEFIAFSPITIEDKN
                     LYMFVSGIPDGVVMYDTQEGPFPFLIGVLVFIFSFFYITKRKMKQIEAMAEGVKEIEK
                     GNLAYRIEKKGEDEIASLTENINNMAEELMNNIEKERKLEKQKNELITNVSHDLRTPL
                     TSIMGYLRLLRDSKYENKEQHDEYTRIAFAKSEQLKNLIEDLFEYTKLTNEQVVLEKQ
                     EVCVNELLEQLIEELVPQAEEHGLTFVKKFPEERAYAAIDSEKMVRVFDNLLMNAIKY
                     SKDDGEIKVSLQRQRWEIQIVIANHSEEFTREELASLFERFYKKDQSRSRVTEGSGLG
                     LAIAKSIVELQGGSIRAECKDGIIQFIVSLPIIER"
     gene            4368634..4370173
                     /locus_tag="DJ46_4696"
     rRNA            4368634..4370173
                     /locus_tag="DJ46_4696"
                     /product="16S ribosomal RNA"
     gene            4370327..4373246
                     /locus_tag="DJ46_4698"
     rRNA            4370327..4373246
                     /locus_tag="DJ46_4698"
                     /product="23S ribosomal RNA"
     gene            4373298..4373412
                     /locus_tag="DJ46_4699"
     rRNA            4373298..4373412
                     /locus_tag="DJ46_4699"
                     /product="5S ribosomal RNA"
     gene            complement(4373549..4374502)
                     /locus_tag="DJ46_4700"
     CDS             complement(4373549..4374502)
                     /locus_tag="DJ46_4700"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase WbsX family protein"
                     /protein_id="AIK64070.1"
                     /translation="MKIIAFYLPQFHQIKENDRWWGKGFTEWTNTKSARPLFSKHYQP
                     REPYQDFYYDLTDPSVRKWQAEIAKAHGIYGFCYYHYWFKGKRLLETPFNEVLKTGEP
                     DFPFCLSWANEPWTKTWDGLDSHILMPQNYGELSDWKEHFDYLLQAFQDERYIRIDDK
                     PLFIIYRPGHIPDCEQMLNYWNILAQENGLKGIYFVETLNSFPLPNIHGFDASIQFEP
                     FYTIAHDSSSDINKTIYESGKQINAWDYDKVWMYILKRSPSEKKTFPGAFVDWDNTAR
                     RKDLNSSIFLGSTPEKFTIYLSKQIYRTYSLYNSEFLFMNA"
     gene            complement(4374735..4375608)
                     /locus_tag="DJ46_4701"
                     /note="methyltransferase domain protein"
                     /pseudo
     gene            complement(4375635..4376357)
                     /locus_tag="DJ46_4703"
     CDS             complement(4375635..4376357)
                     /locus_tag="DJ46_4703"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK65679.1"
                     /translation="MEGNLKHNNGYCVICEKEATFIEHNDWLRDHYLCSTCHSIPRQR
                     ALVHVLNTLFPKWDSYHIHESSPGGITTQLLIKNCKNYTYSQYFKNYPLGQYFQGIRC
                     ENLENMTFQNESFDLFITQDVFEHVMEPEKAFKEIERVLKPGGAHVFTVPWYPTLPKT
                     LQRARNNKDGIEYMEEPIYHGNPIDEKGALVTFDWGQDMIEYIYTHANMYTIVYLQKD
                     RSLGLDAEFLHVFISKKHEHNF"
     gene            complement(4376661..4377455)
                     /locus_tag="DJ46_4704"
     CDS             complement(4376661..4377455)
                     /locus_tag="DJ46_4704"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfotransferase family protein"
                     /protein_id="AIK64567.1"
                     /translation="MKNINQKFLEYIILHKDRIPHFHKDFPLILFWSHRSGCTALANW
                     FFFQIGLFPEAKKYNDFIHYYEFWVYKNNPNYIQAVHSGLLEAKKHVCKLVRNPYTRA
                     VSSFLLLADNPYASPQWDSIRKCFYNDKHSKQGISFKQFLYYVQTLGSNSQVIDMHFS
                     QQYVQGEEAFIQSYIPLEDFNKQIPKTENEYGLIKSDLTKLTSSGHHRAHKMVYTGSY
                     AELSITDEAFPRFPTYASFYDKETMDLVTEIYAKDFEMYPYTKGIF"
     gene            4377718..4377951
                     /locus_tag="DJ46_4705"
     CDS             4377718..4377951
                     /locus_tag="DJ46_4705"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH(P)-binding family protein"
                     /protein_id="AIK62021.1"
                     /translation="MRKNNYLIVGGNSFIGINLALGLLKQGQNVKVFSRHINNFPQNI
                     ISEVEFIKGDLANVEDIYSFSECGYYYLFSCNV"
     gene            4378153..4378659
                     /locus_tag="DJ46_4706"
     CDS             4378153..4378659
                     /locus_tag="DJ46_4706"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD dependent epimerase/dehydratase family
                     protein"
                     /protein_id="AIK65209.1"
                     /translation="MSLENYLYFYKKKYGIDYVVCRYSNPYGKYQNPLKKVGAINCFL
                     YQHLSNERINIYGNPQEIIRDYIYIDDLVEITIQLSQLNRLKSCVYNIGSGKGLSLKR
                     IIVELEKLTERKVDFICYKQKQENVQKIILNIDRVRRECNWEPKVDFKSGIRLNKLWI
                     EEFLYSKK"
     gene            complement(4378700..4379473)
                     /locus_tag="DJ46_4707"
     CDS             complement(4378700..4379473)
                     /locus_tag="DJ46_4707"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase small domain protein"
                     /protein_id="AIK61671.1"
                     /translation="MKEFIETNKDLISQIAQNYNVNASIHPEDHIFQFLVTNPVFPSK
                     KEAIDYYFKDGRKSAETLLDLMTSFYPPVDTPIKLLEFASGYGCVTRHLLNLQTNLRI
                     TACDIHEEAITFLERTLHTSSILSHPEPEQIKLSSTYDIVFGLSFFSHMPDTTWFRWL
                     QTLYNAVSPGGLFIFTTHGYQSKKYFGFPDLNKQGYWFLPSSEQLDLDVHQYGQTIVS
                     PSYVCDKIKLLPYNPIIKKYTEGFWWEHQDLWVIQKEIK"
     gene            complement(4379541..4379975)
                     /locus_tag="DJ46_4708"
     CDS             complement(4379541..4379975)
                     /locus_tag="DJ46_4708"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase, group 1 family domain
                     protein"
                     /protein_id="AIK63789.1"
                     /translation="MANHYLDYTNDIDKEKWQSSYVRKGIDEIQDTLLIKNTIPNVSS
                     VVFKNIDIKTTAKQLEKFKIASDWFFYVSILKEGNIYFNPKPLNYHRRHKNSVTRAED
                     SYSHYSEVVQMQNFIKETFTIDDISKKKMYAYRKYLKAYLKV"
     gene            complement(4380141..4380884)
                     /locus_tag="DJ46_4709"
     CDS             complement(4380141..4380884)
                     /locus_tag="DJ46_4709"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferases group 1 family protein"
                     /protein_id="AIK64991.1"
                     /translation="MGVGFADHRKGIDLFSLIAYSVRKIHKNIHFIWVGKTDVHFLNT
                     LSQRYTAHFTLVEPTPDIGLYNAGADLYLLTSREDPFPNVVLEALDTKVPVIGFKNAG
                     GFGDVVTEQTGALVDYLNLPMMLEKIYEFIGDEDLRLQKGTFGQELIEKNFNFLHYIY
                     QLLNLLEHNYKKISVIVPNYNYEKYLSERVKSILNQTYPLYELIFLDDASTDNSVSIF
                     EKLLSNENKHHLKIQQIINDKNSGSVFKQ"
     gene            complement(4380899..4381471)
                     /locus_tag="DJ46_4710"
     CDS             complement(4380899..4381471)
                     /locus_tag="DJ46_4710"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase, group 1 family"
                     /protein_id="AIK66242.1"
                     /translation="MHVNKKIIYVSHDAHFHGAQLLSLHTIKALKENFHYSVAIISIR
                     TGILIHDFQKYGPVYCLEEDYPTENKVESLIKKLLSQDYTIAICSTVISGDIVALLAK
                     HNIKVISLIHELPHLIQQYSAEGKARKIAESAHKIVFPSQYVYEKFHTITQLDHQKCH
                     ILPQGLFNHNPYKNNIAKARNELRKNTTCL"
     gene            4381931..4383470
                     /locus_tag="DJ46_4711"
     rRNA            4381931..4383470
                     /locus_tag="DJ46_4711"
                     /product="16S ribosomal RNA"
     gene            4383621..4386543
                     /locus_tag="DJ46_4713"
     rRNA            4383621..4386543
                     /locus_tag="DJ46_4713"
                     /product="23S ribosomal RNA"
     gene            4386632..4386746
                     /locus_tag="DJ46_4714"
     rRNA            4386632..4386746
                     /locus_tag="DJ46_4714"
                     /product="5S ribosomal RNA"
     gene            complement(4387196..4387993)
                     /gene="uppP"
                     /locus_tag="DJ46_4715"
     CDS             complement(4387196..4387993)
                     /gene="uppP"
                     /locus_tag="DJ46_4715"
                     /EC_number="3.6.1.27"
                     /note="undec_PP_bacA: undecaprenyl-diphosphatase UppP"
                     /codon_start=1
                     /transl_table=11
                     /product="undecaprenyl-diphosphatase UppP"
                     /protein_id="AIK61149.1"
                     /translation="MSDIITAFILGIVEGLAEFLPISSTGHLILVGHLLGFEGERAKT
                     FEIVIQLGAILAIAILYHKRLVSLCNLKPLLRKEKKFNAFHVFLGVFPAVVAGLLLHD
                     VIKTYLFQPYTVVIGLVAGAILMIFAEVKKQEATSYSLDDLTYRQALTIGLFQCLAVY
                     PGFSRAGSTISGGLLAKVNYKTASEFSFLIALPVMVGATGLDLLKSWTYLSVDDIPMF
                     AVGFITSFIVAMLAVVTFLKLLEKIGLKPFAYYRILLAILFTVFVLL"
     gene            complement(4388011..4388748)
                     /locus_tag="DJ46_4716"
     CDS             complement(4388011..4388748)
                     /locus_tag="DJ46_4716"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK64748.1"
                     /translation="MVNLFYTELLKLKRSNMFLISIIGAGVAPFLVVVASYIHIKTKQ
                     PTPTIWFHQLFTEVNLYTTLVIGFPLYGVVVAYLFTREYAEDTLKNLLTIPVSRISFI
                     ISKFIILFLWIMMLTLVAWSLTLILGLLGNFPGFNTTLLLGSFLKFLICGGLLFLLSS
                     PIVLLTLVMKSYVPPIILTVIITMTNLMLVNSKHKDLFPWTATLDIANNELQPTYPPE
                     YSYIIIVTTAIFGFIATLFYFKRVDIH"
     gene            complement(4388741..4389670)
                     /locus_tag="DJ46_4717"
     CDS             complement(4388741..4389670)
                     /locus_tag="DJ46_4717"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65738.1"
                     /translation="MSPINTIIKTTNLTKVYGKQKSVDNLNINVQQGEIYGFIGRNGA
                     GKTTTIRMLLGLIKPTSGTIEIFGEDLFQNQKDILSRIGSIVEVPGFYENLTAKENLL
                     INAKIIGVYKKNAIEDTLEIVGLQHETKKLVGKYSLGMKQRLGIARALLHYPELLILD
                     EPTNGLDPIGIKEMRKLIHSLAQERNITILISSHILAEVEQLVDRIGIIHEGRLLEEV
                     SLDKLRKANRKYIEFQVNNENKAAMLLENQFQIFDYEVHDEGNIRIYSHFGQQGYINR
                     TFVLNDIEVLKMMISEDRLEDYFTKLVGGGTIG"
     gene            complement(4389739..4390752)
                     /locus_tag="DJ46_4718"
     CDS             complement(4389739..4390752)
                     /locus_tag="DJ46_4718"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK65832.1"
                     /translation="MKIDKILFLISLQLIIYGLLHIQMDPKVKISLFITLILITMYLF
                     FSRIQFIQNHKSIDTKLSRALKGNLQTRLFTSNDQSLHNIVFSINELITELEKVRIKA
                     NRSEESRKQLLSSISHDIRTPLTSIIGYIDALKDGVAASEIEKQEYLKILYMKSNNLK
                     HLVDEIFNMAKLDANEFPLKEEKLDFSEVTREVLIDFLPEISKHNIKLQVLMPESTCP
                     IIADHLSLMRIIGNLMKNAIYYGKDGKTIGVELLETDAAYELLIWDKGPGIPKHDLQN
                     VFERMYRSEQSRNSSFGGSGLGLSISKALVEKNGGHIWVESIPWERTTFGFSIPKHNT
                     FKK"
     gene            complement(4390742..4391455)
                     /locus_tag="DJ46_4719"
     CDS             complement(4390742..4391455)
                     /locus_tag="DJ46_4719"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK65489.1"
                     /translation="MKDIRILIADDDKEIRNLLKIYLERELYMVDTAIDGEVALQLFN
                     QNNYSIVILDLMMPKVDGIEVCRKLRDKTNVPILMLTAKDHEVDKILGLSIGADDYIT
                     KPFSIHEVVARVKALIRRFLVLGSNINVQEKTTLAFKGLTINLNTYTVHTNKEEISLT
                     GKELELLKFFTSNPGQVFTKTQLFRNVWDDNYIEDDNTVMVHIRKLRKKIEIDPSNPK
                     FIQTVWGIGYKFVGEKLED"
     gene            4391940..4393479
                     /locus_tag="DJ46_4720"
     rRNA            4391940..4393479
                     /locus_tag="DJ46_4720"
                     /product="16S ribosomal RNA"
     gene            4393633..4396553
                     /locus_tag="DJ46_4722"
     rRNA            4393633..4396553
                     /locus_tag="DJ46_4722"
                     /product="23S ribosomal RNA"
     gene            4396642..4396756
                     /locus_tag="DJ46_4723"
     rRNA            4396642..4396756
                     /locus_tag="DJ46_4723"
                     /product="5S ribosomal RNA"
     gene            4397455..4397940
                     /gene="purE"
                     /locus_tag="DJ46_4724"
     CDS             4397455..4397940
                     /gene="purE"
                     /locus_tag="DJ46_4724"
                     /EC_number="4.1.1.21"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazole carboxylase,
                     catalytic subunit"
                     /protein_id="AIK63208.1"
                     /translation="MKSLVGVIMGSTSDWETMKYACDILDELNIPYEKKVVSAHRTPD
                     YMFEYAETARERGLKVIIAGAGGAAHLPGMVAAKTNLPVIGVPVQSKALNGLDSLLSI
                     VQMPGGVPVATVAIGKAGSTNAGLLAAQILGSFHDDIHDALELRREAIEKDVREGSEL
                     V"
     gene            4397937..4399088
                     /gene="purK"
                     /locus_tag="DJ46_4725"
     CDS             4397937..4399088
                     /gene="purK"
                     /locus_tag="DJ46_4725"
                     /EC_number="4.1.1.21"
                     /note="purK: phosphoribosylaminoimidazole carboxylase,
                     ATPase subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazole carboxylase, ATPase
                     subunit"
                     /protein_id="AIK62066.1"
                     /translation="MTRIILPGKTIGIIGGGQLGRMMALAAKEMGYKIAVLDPTKNSP
                     CAQVADIEIVASYDDLKAIQHLAEISDVVTYEFENIDYRCLQWLEKHAYLPQGSQLLS
                     KTQNRFTEKNAIEKAGLPVATYRLVQNQEQLTEAIAELSYPSVLKTTTGGYDGKGQVV
                     LRSEADVDEARKLANAAECILEKWVPFEKEVSVIVIRSVSGETKVFPVAENIHVNNIL
                     HESIVPARITEELSQKAIAYAKVLADELELVGTLAVEMFATADGEIYINELAPRPHNS
                     GHYTQDACETSQFGQHIRAICNLPLGETNLLKPVVMVNILGEHIEGVLRQVNRLTGCY
                     LHLYGKEEAKAQRKMGHVNILNDNIEVALEKAKSLHIWDHQEQLLEGKR"
     gene            4399085..4400392
                     /gene="purB"
                     /locus_tag="DJ46_4726"
     CDS             4399085..4400392
                     /gene="purB"
                     /locus_tag="DJ46_4726"
                     /EC_number="4.3.2.2"
                     /note="purB: adenylosuccinate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylosuccinate lyase"
                     /protein_id="AIK63588.1"
                     /translation="MISRYTRPEMGAIWTEENKFKAWLEVEILACEAWAELGDIPKED
                     VKKIREHASFDIDRIYEIEKETRHDVVAFTRAVSETPALGEERKWVHYGLTSTDVVDT
                     ALSYILKQANEIILKDLENFVSILANKAKEHKYTIMMGRTHGVHAEPTTFGLKLGLWY
                     EEMKRNVERFKQAANTVRVGKLSGAVGTYANIDPFVEKYVCENLGLEAAPISTQTLQR
                     DRHAHYMSTLALIATSIEKMAVEIRGLQKSETREVEEAFAKGQKGSSAMPHKRNPIGS
                     ENMTGLARVIRGYMMTAYENVPLWHERDISHSSAERVILPDATIALNYMLNRFGNIVK
                     NLTVYPENMKRNMTRTYGLIYSQRVMLTLIDKGMVREEAYDIVQPKAMEAWETQVQFK
                     ELVEADERITSKLTQEEINECFNYEHHMQHVDTIFERLGLNEA"
     gene            4400481..4401200
                     /gene="purC"
                     /locus_tag="DJ46_4727"
     CDS             4400481..4401200
                     /gene="purC"
                     /locus_tag="DJ46_4727"
                     /EC_number="6.3.2.6"
                     /note="purC:
                     phosphoribosylaminoimidazolesuccinocarboxamide synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazolesuccinocarboxamide
                     synthase"
                     /protein_id="AIK63152.1"
                     /translation="MQKLELLYEGKAKRIYRTESADMVWVEYKDSATAFNGEKKETIT
                     GKGRLNNEITTLLFRKLQEVGIKTHFVEKLSETEQLVKKVSIIPLEVVTRNVIAGSLS
                     KRLGMEEGTVLAEPIVEFYFKDDDLGDPLVTEDHIRVLNVASPEQVSVLRDMALQINQ
                     VLIDHFASCRVRLVDFKLEFGVTDEGAIILADEISPDTCRLWDETSNEKFDKDVFRRD
                     LGNLTDAYEEILKRLGGISHV"
     gene            4401193..4401447
                     /gene="purS"
                     /locus_tag="DJ46_4728"
     CDS             4401193..4401447
                     /gene="purS"
                     /locus_tag="DJ46_4728"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylformylglycinamidine synthase, purS
                     protein"
                     /protein_id="AIK65782.1"
                     /translation="MYKVKVYVTLRESVLDPQGTAVKGALHSLSFTEVQDVRIGKYME
                     LTIDKSVSDLDAKVKEMCEKLLANVVMEDFRYEVEEVVAQ"
     gene            4401444..4402127
                     /gene="purQ"
                     /locus_tag="DJ46_4729"
     CDS             4401444..4402127
                     /gene="purQ"
                     /locus_tag="DJ46_4729"
                     /EC_number="6.3.5.3"
                     /note="FGAM_synth_I: phosphoribosylformylglycinamidine
                     synthase I"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylformylglycinamidine synthase I"
                     /protein_id="AIK65592.1"
                     /translation="MKFAVIVFPGSNCDVDMFHAIKDELGEEVDYVWHDTENLDEYDA
                     ILLPGGFSYGDYLRCGAISRFANAMKAVQKAAEQGKPILGVCNGFQILVESGLLPGAL
                     MRNENLKFMCRTVQLRVENNETMFTSQYEKDEVINIPIAHGEGNYYCDEETLKQLEEN
                     NQIAFRYVENPNGSVSDIAGIVNEKGNVLGMMPHPERAVDELLGGAEGLKVFQSILKQ
                     WRETYVVNA"
     gene            4402111..4404330
                     /gene="purL"
                     /locus_tag="DJ46_4730"
     CDS             4402111..4404330
                     /gene="purL"
                     /locus_tag="DJ46_4730"
                     /EC_number="6.3.5.3"
                     /note="FGAM_synth_II: phosphoribosylformylglycinamidine
                     synthase II"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylformylglycinamidine synthase II"
                     /protein_id="AIK61559.1"
                     /translation="MSLMLEPNPTQIKEERIYAEMGLTDEEFAMVEKILGRLPNYTET
                     GLFSVMWSEHCSYKNSKPVLRKFPTTGERVLQGPGEGAGIVDIGDNQAVVFKMESHNH
                     PSAIEPYQGAATGVGGIIRDVFSMGARPVALLNSLRFGELQSPRVKYLFEEVVAGIAG
                     YGNCIGIPTVGGEVQFDPCYEGNPLVNAMCVGLINHEDIKKGQAHGAGNTVMYVGAST
                     GRDGIHGATFASEELSESSEAKRPAVQVGDPFMEKLLIEACLELIQSDALVGIQDMGA
                     AGLTSSSAEMASKAGMGIEMYLDDVPQRETGMTPYEMMLSESQERMLIVVKKGREQEI
                     VDLFEKYGLAAVTMGKVTEDKMLRLFHKGEMVAEVPADALAEEAPIYHKPSKEAAYFA
                     EFQQMKMETPKVENYKETLFALLQQPTIASKEWVYDQYDYQVRTSTVVTPGSDAAVVR
                     VRGTEKGLAMTTDCNSRYIYLDPEVGGKIAVAEAARNIVCSGGEPLAITDCLNFGNPE
                     KPEIFWQIEKSVDGMSEACRTLQTPVIGGNVSMYNERSGEAVYPTPTVGMVGLVHDLK
                     HVTTQEFKQAGDLVYVIGETKAEFGGSELQKMLHGKIFGQSPSIDLDVELKRQKQVLA
                     AIQAGLVQSAHDVAEGGLAVAISESAIGANGLGATVKLDGEATAALFAESQSRFVITV
                     KRENKEAFEKAVEAIQVGEVTNTNEVTIHNEENEVLLTANVDEMRKAWKGAIPCLLK"
     gene            4404315..4405730
                     /gene="purF"
                     /locus_tag="DJ46_4731"
     CDS             4404315..4405730
                     /gene="purF"
                     /locus_tag="DJ46_4731"
                     /EC_number="2.4.2.14"
                     /note="purF: amidophosphoribosyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="amidophosphoribosyltransferase"
                     /protein_id="AIK63643.1"
                     /translation="MLAEIKGLNEECGVFGIWGHENAAQVSYYGLHSLQHRGQEGAGI
                     VVNNGEKIVGHKGLGLISEVFSRGELEGLNGKSAIGHVRYATAGGSEVANVQPLLFRF
                     SDHSMALAHNGNLINAKMLRRELEAEGSIFQTSSDTEVLLHLIKRSTKDSLIESVKEA
                     LNKVKGAFAYLLLTGNEMIVALDPNGFRPLSIGKMGDAYVVASETCAFDVVGATYIRD
                     VEPGELLIINDEGIHVDRFTNEVDHAICSMEYIYFARPDSNIAGINVHAARKNMGKRL
                     AAEAPIEADVVTGVPDSSISAAIGYAEATGIPYELGLIKNRYVGRTFIQPSQELREQG
                     VKMKLSAVRGVVEGKRVVMIDDSIVRGTTSKRIVRMLREAGATEVHVRIASPPLKYPC
                     FYGIDIQTRKELIAANHTVEEIREMIGADSLTFLSEDGLVDAIGRPYEGKYGGLCMAY
                     FNGDYPTALYDYEQELLESMK"
     gene            4405837..4406877
                     /gene="purM"
                     /locus_tag="DJ46_4732"
     CDS             4405837..4406877
                     /gene="purM"
                     /locus_tag="DJ46_4732"
                     /EC_number="6.3.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylformylglycinamidine cyclo-ligase"
                     /protein_id="AIK63757.1"
                     /translation="MANAYKQAGVDIEAGYEAVSRMKKHVQTTMRKEVLGGLGGFGGM
                     FDLSKFALEEPVLVSGTDGVGTKLMLAFMADKHDTIGIDAVAMCVNDIVVQGAEPLFF
                     LDYIACGKAEPSKIENIVKGISEGCRQAGCALIGGETAEMPGMYSTEEYDLAGFTVGI
                     VDKKKIVTGEKIEAGHVLIGLASSGIHSNGYSLVRKVLLEDGELSLDRIYGRLELPLG
                     EELLKPTKIYVKPILELLKNHEVYGMAHITGGGFIENIPRMLPEGIGAEIELGSWKIQ
                     PIFSLLQEVGKLEEKEMFNIFNMGIGMVVAVKEEDAKDIVRLLEEQGETARIIGRTVQ
                     GAGVTFNGGKAL"
     gene            4406874..4406975
                     /gene="purN"
                     /locus_tag="DJ46_4733"
     CDS             4406874..4406975
                     /gene="purN"
                     /locus_tag="DJ46_4733"
                     /EC_number="2.1.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylglycinamide formyltransferase"
                     /protein_id="AIK61954.1"
                     /translation="MSRLAVFASGSGSNFQSLVNAVEEKDWMQKLVY"
     gene            4406951..4407460
                     /gene="purN"
                     /locus_tag="DJ46_4734"
     CDS             4406951..4407460
                     /gene="purN"
                     /locus_tag="DJ46_4734"
                     /EC_number="2.1.2.2"
                     /note="purN: phosphoribosylglycinamide formyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylglycinamide formyltransferase"
                     /protein_id="AIK62849.1"
                     /translation="MDAEISLLVCDKPEARAVGRANYHHIPCFAFSAKAYESKEAFEK
                     EILNKLEEYEIDYVILAGYMRLIGPTLLEAYGGRIINIHPSLLPSFPGKDAVGQALEA
                     GVKVTGVTIHYVDAGMDTGPIIAQEAVVVSEGDTRESLQKKIQQVEHKLYVNTVNQIV
                     QSTKEPTVN"
     gene            4407485..4409020
                     /gene="purH"
                     /locus_tag="DJ46_4735"
     CDS             4407485..4409020
                     /gene="purH"
                     /locus_tag="DJ46_4735"
                     /EC_number="2.1.2.3"
                     /note="purH: phosphoribosylaminoimidazolecarboxamide
                     formyltransferase/IMP cyclohydrolase"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazolecarboxamide
                     formyltransferase/IMP cyclohydrolase"
                     /protein_id="AIK66239.1"
                     /translation="MKKRALVSVSDKTGVVEFVKGLLEQGIEVISTGGTKKLLEENGL
                     QVIGISEVTGFPEIMDGRVKTLHPNIHGGLLAVRDNETHVAQMNELGMEPIDFVVVNL
                     YPFKETIAKPDVTFADAIENIDIGGPTMIRSAAKNHKFVSVIVDPVDYDVVLAELKEN
                     GEVAEETKRKLAAKVFRHTAAYDALISNYLTEQMGEESPETLTVTFEKKQDLRYGENP
                     HQKATFYKAPFAATSSVAYAEQLHGKELSYNNINDADAALSIVKEFTEPAVVAVKHMN
                     PCGVGVGTDIHEAYTRAYEADPVSIFGGIIAANREIDKATAEKLHEIFLEIIIAPSFS
                     KEALEVLQSKKNLRLLTVNIEKATSASKKLTSVQGGLLVQEEDTLSLDESTISIPTKR
                     EPSEQEWKDLKLAWKVVKHVKSNAIVLAKDDMTIGVGAGQMNRVGSAKIAITQAGEKA
                     QGSALASDAFFPMPDTVEEAAKAGITAIIQPGGSIRDEDSIKVADTYGIAMVFTGVRH
                     FKH"
     gene            4409142..4410413
                     /locus_tag="DJ46_4736"
     CDS             4409142..4410413
                     /locus_tag="DJ46_4736"
                     /EC_number="6.3.4.13"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylglycinamide synthetase"
                     /protein_id="AIK63217.1"
                     /translation="MNVLVIGRGGREHALAWKFAQSEKVEKVYVAPGNEGMRDVATPI
                     DIDENDFDALVLFAKENHVELTFVGPEIPLMNGIVDRFKEEGLRVFGPNKAAAVIEGS
                     KAFTKELMKKYNIPTAAYETFTDYEEAVQYIEKVGAPIVIKADGLAAGKGVTVAMTLE
                     EALQAAKEMLQDVKFGEASKKVVIEEFLDGQEFSLMAFVNGTTVHPMVIAQDHKRAFD
                     GDKGPNTGGMGAYSPVPQISESAVQEAIETVLYPTAKAMIQENRSFTGILYAGLILTN
                     DGPKVIEFNARFGDPETEVVLPRLENDLVDVCNAVLDESELTLQWSDEAVIGVVLAAK
                     GYPEAYKKGDIIKGLDALQDVIVFHAGTAMKRGDFVTNGGRVLFVACKANSLQEAKDK
                     VYKEIGKIESDVLFYRSDIGYRAIGHEMTRS"
     gene            complement(4410449..4410613)
                     /locus_tag="DJ46_4737"
     CDS             complement(4410449..4410613)
                     /locus_tag="DJ46_4737"
                     /codon_start=1
                     /transl_table=11
                     /product="hicB family protein"
                     /protein_id="AIK61279.1"
                     /translation="MAKKKSFPLRIDPELHAVIEKWANDEFRSVNAHIEYLLREMAKQ
                     KGKLKKDKDA"
     gene            complement(4410630..4411475)
                     /locus_tag="DJ46_4738"
     CDS             complement(4410630..4411475)
                     /locus_tag="DJ46_4738"
                     /codon_start=1
                     /transl_table=11
                     /product="SPFH domain / Band 7 family protein"
                     /protein_id="AIK63290.1"
                     /translation="MKEKQVFYVNGFLGIIGILILAAIGVFFLIQEIFIGAALTIILA
                     AVLATGIGIVQPNQAKVITFFGNYLGTIRQNGLFLTIPFAFRQTVSLRVENFNSKKLK
                     VNDVDGNPIEIAAVIVYKVVDSAKAMFGVEHYDRFVEIQSETAIRHVATKYPYDNFQD
                     ETCITLRGNTEEISEELKRELEARLEIAGVEVLETRLTHLAYATEIAHAMLQRQQAKA
                     VLAARKEIVEGAVKMAKDSIHMLDEEGVLELDDERKANMVNNLLVAIVSDKGAQPVIN
                     TGSLY"
     gene            complement(4411685..4412062)
                     /locus_tag="DJ46_4739"
     CDS             complement(4411685..4412062)
                     /locus_tag="DJ46_4739"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61199.1"
                     /translation="MKQNIGTINALIRITLGLVLFGCSATKLVRKPWCTWSNILLWIG
                     AMKVAEGIVRFCPVVEMWKFGKYMNMGAFKMPSMNFAEKGHTKEEVNQTSNHDKPQSN
                     GSYDASDKEIESAIEDIILAKPL"
     gene            4412397..4413086
                     /locus_tag="DJ46_4740"
     CDS             4412397..4413086
                     /locus_tag="DJ46_4740"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycerol-1-phosphate prenyltransferase"
                     /protein_id="AIK65087.1"
                     /translation="MYDISGWKHVFKLDPNKELSDEHLEMICESGTDAVIVGGSDGVT
                     IDNVLHMLVSIRRYAVPCVLEVSDVEAITPGFDFYYIPSVLNSRKVEWVTGVHHEALK
                     EFGDIMDWDEIFMEGYCVLNPEAKVAQLTDAKCDVTEDDVIAYARLADKLLRLPIFYL
                     EYSGTYGDVELVKNVKAELKQAKLYYGGGISNAEQAKEMAQHADTVVVGNIIYDDIKA
                     ALKTVKAVKGE"
     gene            4413105..4415342
                     /gene="pcrA"
                     /locus_tag="DJ46_4741"
     CDS             4413105..4415342
                     /gene="pcrA"
                     /locus_tag="DJ46_4741"
                     /EC_number="3.6.4.12"
                     /note="pcrA: ATP-dependent DNA helicase PcrA"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase PcrA"
                     /protein_id="AIK66057.1"
                     /translation="MTDRLLNGLNPQQQKAVQTTNGPLLLMAGAGSGKTRVLTHRIAY
                     LLGEKGVAPWNVLAITFTNKAAREMRERIDTLVGPEAEDIWISTFHSMCVRILRRDID
                     HIGINRNFTILDSGDQLTVVKKIMKERNIDPKKFEPRSILAGISNAKNELLSADKYAK
                     KITIADPYEKLTSDVYTEYQKRLLKNNSLDFDDLIMTTIQLFERVPEVLEFYQRKFQY
                     IHVDEYQDTNKAQYLLVKHLAARFKNLCVVGDSDQSIYRWRGADISNILSFEKDYENA
                     QVILLEQNYRSSQNILNAANAVIERNTNRKPKKLWTDNEVGSKISYYRAATEKDEAYF
                     VAKKIRDDIQMGKRKYTDFAVLYRTNAQSRMVEEIFLKSNIPYKIVGGTKFYDRKEIK
                     DILAYLRLIGNPDDEISFARIINVPKRGIGATSIDKIINYGVQNGISLTAVFDEIEHV
                     GVSAKVTKAVKEFAGLLHNWVNMQEYLSVTELVEEVIEKTGYRDMLKNERTLEAEGRL
                     ENLDEFLSVTQTFESQSEDKSLVAFLTDLALVADIDRVDEDPTAGEEVILMTMHSAKG
                     LEFPVVFIVGLEEGIFPHTRSLMEEDEMQEERRLAYVGITRAEEELYLSNAQMRTLFG
                     RTSMNAASRFITEIPTELVESLNETAPKRETSFGAKGRVASSSKTTTTTRSRSAFARP
                     AAKTTGGEQIGWAVGDKASHQKWGVGTVISVKGEGDAKELDIAFPSPIGVKRLLAKFA
                     PVTKQ"
     gene            4415358..4417367
                     /gene="ligA"
                     /locus_tag="DJ46_4742"
     CDS             4415358..4417367
                     /gene="ligA"
                     /locus_tag="DJ46_4742"
                     /EC_number="6.5.1.2"
                     /note="dnlj: DNA ligase, NAD-dependent"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA ligase, NAD-dependent"
                     /protein_id="AIK63127.1"
                     /translation="MSKEIAKKRIEELRDLLNTFNYQYHVLDNPSVSDAEYDRNMQEL
                     IKLEAENPEFMSEDSPSIRVGGTVLDIFEKVTHKSPMLSLGNAFNEGDLRDFDRRVRQ
                     GIDDANVRYICELKIDGLAVSLHYEKGRFIQGATRGDGVTGEDITQNLKTIKAIPLRL
                     NEEVTLEARGEAYMPKRSFVKLNEEKEQNGEDVFANPRNAAAGSIRQLDPKIAAKRNL
                     SMFVYGLANVEEKTIPSHSESLDYLGELGFKTNPNRRTCETIEEVIAYVEEWQEKRPH
                     LDYEIDGIVIKVDDVALQESLGTTAKSPRWAIAYKFPAEEVVTRLTGIELSVGRTGVV
                     TPTAELEPVRVAGTIVRRASLHNEDLIREKDIRIGDYVVVKKAGDIIPEVVNVIFDKR
                     TGGEEEYHMPTHCPACESELVRLEEEVALRCINPTCPAQIREGLIHFVSRNAMNIDGL
                     GERVITQLFDADYIRTFADLYSLTKEQLLQLERFGEKSATNLVQAIENSKENSLERLL
                     FGLGIRHVGAKAARTFAEHFETMDALVKATEEELKAINEIGEKMAQSVVAYFDNEDVL
                     ELLQQFKEYGVNMTYKGIKIADLQNVESYFAGKTVVLTGKLEVMGRSEAKKKIEALGG
                     KVTGSVSKSTDLVVAGEAAGSKLAQAEKHNVEVWNEERFLQELNK"
     gene            4417384..4418577
                     /locus_tag="DJ46_4743"
     CDS             4417384..4418577
                     /locus_tag="DJ46_4743"
                     /codon_start=1
                     /transl_table=11
                     /product="camS sex pheromone cAM373 family protein"
                     /protein_id="AIK62810.1"
                     /translation="MKKIALAVLSLGLLVSGCSAGADKDEKVVEKSGKAKEQVIVPNY
                     SISDEYYKTTIPFEGGNARGLVVQGVSNRLDIDEFETGLMRIAKESFSTKDNVLKGGK
                     SLTTQYIQMLVKRKRTDAEQKELEDTLKKDAVKFPNIGLNPALGAGSESLEAKNKKNP
                     IYISNILEHDYYVNKDKKDERSGIVVGLAMNSVHYYEEEHGYPREVTISNEKMLAEGK
                     KMVPEILKVMHQQDPETKNLPITFAIYRQAPKSSLVPGNFVSYGNVEKGSETVEDWKQ
                     INEKYYLFPSEQAKTDNKREDLARVSNFKAKLSDYFQGDYTAVIGTGMYRDDELREIK
                     LDIPVQFNGKAEIIGFTQYVAGLVMEYFPNYMKVQVTIKSVERPEAIIIREAKQDEPY
                     VKILD"
     gene            4418673..4419443
                     /locus_tag="DJ46_4744"
     CDS             4418673..4419443
                     /locus_tag="DJ46_4744"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite exporter TauE/SafE family protein"
                     /protein_id="AIK62886.1"
                     /translation="MDELSFQVIILLIAFGFLAAFIDSVVGGGGLISLPALMFVGLPP
                     ASAIATNKLAATMGTFTSAIYFIRSGKVDFKIVGKLIPLTVIGAVAGALVVKFIPPDI
                     LRPLVLVMLVFIAIYIIAKKDWGSVSTYKKMTKRKTLIFFFVILMIGFYDGFFGPGTG
                     SFLIFAFLLIGLDFIQAAASGKLLNFVSNIVSLITFLFLDVIHFEYGIIMGLSMIFGA
                     YFGSKFAVQKGVGYVRALFLLVTILLISKNVLEYTHIL"
     gene            4419597..4421144
                     /gene="pruA"
                     /locus_tag="DJ46_4745"
     CDS             4419597..4421144
                     /gene="pruA"
                     /locus_tag="DJ46_4745"
                     /EC_number="1.2.1.88"
                     /note="D1pyr5carbox2: putative
                     delta-1-pyrroline-5-carboxylate dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="putative delta-1-pyrroline-5-carboxylate
                     dehydrogenase"
                     /protein_id="AIK61737.1"
                     /translation="MVVAYKHEPFTDFSVEANKLAFEEGLKKVESYLGQDYPLIIGGE
                     KITTEDKIVSVNPANKEELVGRVSKASRELAEKAMQVADETFQTWRKSKPEMRADILF
                     RAAAIVRRRKHEFSAILVKEAGKPWNEADADTAEAIDFMEYYGRQMLKLKDGIPVESR
                     PIEYNRFSYIPLGVGVIISPWNFPFAIMAGMTTAALVSGNTVLLKPASTTPVVAAKFM
                     EVLEEAGLPAGVVNFVPGNGSEVGDYLVDHPRTRFISFTGSRDVGIRIYERAAKVNPG
                     QIWLKRVIAEMGGKDTIVVDKEADLELAAKSIVASAFGFSGQKCSACSRAVIHEDVYD
                     HVLNRAVELTKELTVANPAVLGTNMGPVNDQAAFDKVMSYVAIGKEEGRILAGGEGDD
                     SKGWFIQPTIVADVAEDARLMKEEIFGPVVAFCKAKDFDHALAIANNTEYGLTGAVIS
                     NNRDHIEKAREDFHVGNLYFNRGCTGAIVGYQPFGGFNMSGTDSKAGGPDYLALHMQA
                     KTTSETL"
     gene            4421330..4421479
                     /locus_tag="DJ46_4746"
     CDS             4421330..4421479
                     /locus_tag="DJ46_4746"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65172.1"
                     /translation="MGKYQLDYKGQVAVAKFHEKQTPVKFDKKQQIEKLRAEYLKKKQ
                     KQTDK"
     gene            complement(4421711..4422274)
                     /locus_tag="DJ46_4747"
     CDS             complement(4421711..4422274)
                     /locus_tag="DJ46_4747"
                     /codon_start=1
                     /transl_table=11
                     /product="isochorismatase family protein"
                     /protein_id="AIK65905.1"
                     /translation="MKTALLLVDIQNDYFPHGKMELRNPAEASAYASQLLQLFRKKNE
                     PIFHIQHISIKEDATFFLPNTEGVHIHESVRPLREESVILKHYPNSFRETDLLKQLQR
                     LAIEHVVICGMMTHMCIDATVRAAFDFGLQCTVIHDACATKDLSFKNATIPAVYIHNT
                     ILASLNGVYANVMSTEEFLATKKHSLQ"
     gene            4422747..4423766
                     /locus_tag="DJ46_4748"
     CDS             4422747..4423766
                     /locus_tag="DJ46_4748"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64514.1"
                     /translation="MISFNNVSKVYESGGQSVHAVEDVTLSVEKGEIFGIIGFSGAGK
                     STLLRLVNMLERPTAGTISIDDKDITSLSTKELRKLRQRIGMIFQSFNLFNSRTVFGN
                     IAYPLKLAKVPKNEIKERVNELLKFVGLEDKANNYPEQLSGGQKQRVGIARALATSPD
                     ILICDEATSALDPETTTEILNLLKKVNREYNLTILLITHEMHVVKEICHRVAVMEKGK
                     VIEEGKLFDVFTQPKTTTTQNFVRSVINDHLPESVLAKIQNGGQIYRLTFTGEETGQP
                     VLSYIAKNYNVDVNVLYGNIIELQNVLFGNLLVELQGEQREIQKALQHLRLQVQLKEV
                     EAHAS"
     gene            4423756..4424421
                     /locus_tag="DJ46_4749"
     CDS             4423756..4424421
                     /locus_tag="DJ46_4749"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63703.1"
                     /translation="MRVDWSIFWPRILDATGDTLLMVIVTLIFATILGIPLGLLLYVT
                     RKGNFLENKWVFSILNIIINTIRPIPFIIFLVALSPLTRSVIGTTIGTAAAIFPMTLV
                     ASIGIARMVETNLVSVPKGVIEAAQAMGASPIRIVFEILVPEALAPLILGVTFMTVGL
                     IEFSAVAGLVGGGGLGDLAMTYGYQRFDTSVMFVTVVLLIILVQLAQNLGNYFAKVFL
                     RRS"
     gene            4424443..4425297
                     /locus_tag="DJ46_4750"
     CDS             4424443..4425297
                     /locus_tag="DJ46_4750"
                     /codon_start=1
                     /transl_table=11
                     /product="NMT1/THI5 like family protein"
                     /protein_id="AIK65155.1"
                     /translation="MKKILAFALSAIVGVSALSGCSSGDTGAGAKEKVVRVGVTGTDG
                     DAWEILKRKAEKEGIKIKLVEFSDYTTPNKALADGDIELNSFQHIAFLEQFKKEHKLD
                     ITAVGTTQIAPMGLYSEKHKKANEIPDGSEIAIPNDPTNQARALKLLDAAGLLKLKKD
                     FGLFGDPSGIAENPKKLKITPVIAQQTPRVLKDVAASVINNGVAGQAGLDPAKDPIFL
                     EDPKNENAKPYINIFAARTKDKDDPTLKKVIELYHSKEVTDAIKKETNDGSISVDLSL
                     DELEKIVK"
     gene            complement(4425464..4425931)
                     /locus_tag="DJ46_4751"
     CDS             complement(4425464..4425931)
                     /locus_tag="DJ46_4751"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62867.1"
                     /translation="MKRISTIIFWIIPLLFFIHNLEESFQMPQYLANQFSITFISSQH
                     FFIAISVLTLFVLVIIFLYQLNFLSSIYWIIFIQGAIFFNSVQHIILFFIYRSYNPGV
                     ISAVFIVIFSIFFFSSQKHLIHKKQFVITLVFSLFSYPIIIWITLLLASYFHS"
     gene            complement(4425993..4426184)
                     /locus_tag="DJ46_4752"
     CDS             complement(4425993..4426184)
                     /locus_tag="DJ46_4752"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65698.1"
                     /translation="MHEELLRKIIRTKIKVGMHILEELPAPIQQSAKQMLNILQEELS
                     SYPNEQGHHKNNLKNIIIE"
     gene            complement(4426177..4426806)
                     /locus_tag="DJ46_4753"
     CDS             complement(4426177..4426806)
                     /locus_tag="DJ46_4753"
                     /codon_start=1
                     /transl_table=11
                     /product="anion-transporting ATPase family protein"
                     /protein_id="AIK63709.1"
                     /translation="MDELTNTLEQLGEMRDILSNREVTSIRIVVNPEKMVIKEAQRSF
                     TYLNLYDYNVDAIMINRVIPNTVTDPYFQAWKDTQKKYKTLIQDSFDPLPIYEAPMFE
                     QEVVGLPMLERVGDALFKTEPCPTEVKFNGRTQYVKKDGDEYIFVLSIPFSNKSELTL
                     NQKGDELIIRAGSVKRNITLPKTLTHLSIQGAKFEEDVLNIRFGGVVHA"
     gene            complement(4426848..4427357)
                     /locus_tag="DJ46_4754"
     CDS             complement(4426848..4427357)
                     /locus_tag="DJ46_4754"
                     /note="GET3_arsA_TRC40: transport-energizing ATPase,
                     TRC40/GET3/ArsA family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transport-energizing ATPase, TRC40/GET3/ArsA
                     family protein"
                     /protein_id="AIK65730.1"
                     /translation="MMRIILYTGKGGVGKTSISAATAIQSAKQGLKTLVMSTDPAHSL
                     GDSFGVKLSSEPLEIRENLWAQEINTIYEMEKGWGKLQKYITLLFTSKAADDITTEEL
                     TMFPGMEDLISLLRVLDYYKQNTYDVIIIDCAPTGETLAMLSFPDMLGWWMEKLFPIK
                     RKVLKLFAL"
     gene            complement(4427434..4427916)
                     /locus_tag="DJ46_4755"
     CDS             complement(4427434..4427916)
                     /locus_tag="DJ46_4755"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillinase repressor family protein"
                     /protein_id="AIK63377.1"
                     /translation="MLQYEHFLDLLLDNAKKLFYPEEWVSLDLTLSKTEVFCLLWMER
                     NTDITMTKIADLLDIPMSTTTGVVNRLVKKGYIERYRDENDRRIVLIRLTENGVTLVQ
                     EVKQNAAHYFNLVTEALSEEEKAFLLQIFQKIMNHIATSQQKTEEKVSTPKMKNIPIE
                     "
     gene            4428148..4428330
                     /locus_tag="DJ46_4756"
     CDS             4428148..4428330
                     /locus_tag="DJ46_4756"
                     /codon_start=1
                     /transl_table=11
                     /product="yiaA/B two helix domain protein"
                     /protein_id="AIK62143.1"
                     /translation="MRRRNTQAFTFLAWTSFVCALSGMLIGIYTLDETLSVKGYYLIG
                     TLFLTMSCFVLQKNNS"
     gene            4428527..4428817
                     /gene="gatC"
                     /locus_tag="DJ46_4757"
     CDS             4428527..4428817
                     /gene="gatC"
                     /locus_tag="DJ46_4757"
                     /note="gatC: aspartyl/glutamyl-tRNA(Asn/Gln)
                     amidotransferase, C subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartyl/glutamyl-tRNA(Asn/Gln)
                     amidotransferase, C subunit"
                     /protein_id="AIK64488.1"
                     /translation="MSRISVENVKHVAHLARLAITDQEAEKFQKQLDAIVTFAEQLNE
                     LDTTDVKPTTHVLTMKNVMREDVPEKGLPVEEVLKNAPDHKDNQIRVPAVLE"
     gene            4428833..4430290
                     /gene="gatA"
                     /locus_tag="DJ46_4758"
     CDS             4428833..4430290
                     /gene="gatA"
                     /locus_tag="DJ46_4758"
                     /note="gatA: aspartyl/glutamyl-tRNA(Asn/Gln)
                     amidotransferase, A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartyl/glutamyl-tRNA(Asn/Gln)
                     amidotransferase, A subunit"
                     /protein_id="AIK61536.1"
                     /translation="MSLFDHSVSELHKKLNNKEISVTDLVEESYKRIADVEDNVKAFL
                     TLDEENARAKAKELDAKIGAEDNGLLFGMPIGVKDNIVTNGLRTTCASKILANFDPIY
                     DATVVQKLKAADTITIGKLNMDEFAMGSSNENSGFYATKNPWNLDYVPGGSSGGSAAA
                     VAAGEVLFSLGSDTGGSIRQPAAYCGVVGLKPTYGRVSRYGLVAFASSLDQIGPITRT
                     VEDNAYLLQAISGLDRMDATSANVEVGNYLAGLTGDVKGLRIAVPKEYLGEGVGEEAR
                     ESVLAALKVLEGMGATWEEVSLPHSKYALATYYLLSSSEASANLSRFDGVRYGVRSDN
                     VNNLMDLYKNTRSEGFGDEVKRRIMLGTFALSSGYYDAYYKKAQQVRTLIKNDFENVF
                     ANYDVIIGPTTPTPAFKVGEKVDDPMTMYANDILTIPVNLAGVPAISVPCGFGANNMP
                     LGLQIIGKHFDEATIYRVAHAFEQATDHHTKKASL"
     gene            4430305..4431732
                     /gene="gatB"
                     /locus_tag="DJ46_4759"
     CDS             4430305..4431732
                     /gene="gatB"
                     /locus_tag="DJ46_4759"
                     /note="gatB: aspartyl/glutamyl-tRNA(Asn/Gln)
                     amidotransferase, B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartyl/glutamyl-tRNA(Asn/Gln)
                     amidotransferase, B subunit"
                     /protein_id="AIK61325.1"
                     /translation="MNLETIIGLEVHVELKTNSKIFSASPTEFGAEPNTQTSVIDLGY
                     PGVLPTLNKEAVNFAMKAAMALNCEIATETKFDRKNYFYPDNPKAYQISQFDKPIGEN
                     GWIEIEVDGKKKRIGITRLHLEEDAGKSTHTADGSLVDYNRQGMPLIEIVSEPDMRTP
                     EEAYAYLEKLKSIIQYTGVSDCKMEEGSLRCDANISLRPVGQEKFGTKAELKNLNSFT
                     YVQKGLEHEQVRQEKELLSGGIIQQETRRYDEATKKTILMRVKEGSDDYRYFPEPDLV
                     ELYIDDAWKEEVRASIPELPDARKARYVAEIGLPAYDAHVLTLTKEMSDFFEAAIADG
                     ADAKLTSNWLMGEVLAYLNKQQKELKDVALTPAGLSKMVQLIEKGTISSKIAKKVFNE
                     LIEKGGDPEEIVKAKGLVQISDEGTLRKVVTEILDNNEQSIEDFKNGKDRAIGFLVGQ
                     IMKATKGQANPPLVNKILLEEINKR"
     gene            4432206..4433108
                     /gene="dagK"
                     /locus_tag="DJ46_4760"
     CDS             4432206..4433108
                     /gene="dagK"
                     /locus_tag="DJ46_4760"
                     /EC_number="2.7.1.107"
                     /codon_start=1
                     /transl_table=11
                     /product="diacylglycerol kinase"
                     /protein_id="AIK61800.1"
                     /translation="MKRARIIYNPTSGRELFKKSLPEVLQKLEQAGYEASCHATTGPG
                     DATVAARQAADRKFDVVIAAGGDGTLNEVVNGLVGHEHRPKFGIIPVGTTNDFARAIG
                     VPRSIEEAADIICEGKTVPLDLGRANDTYFINIAGGGRITELTYEVPSKLKTVLGQLA
                     YYLKGIEMLPSLHPTYVEIEYDGKLLQEEITMFLITNTRSVGGFEKVAPYASINDGLF
                     DLLVLKKGSIADLIKAATQAQRGEHINNPKVLYTQANRIKVHSPDKLMINLDGEYGGD
                     APMEFENIYHCLELFVPEHQEDAL"
     gene            4433248..4433991
                     /locus_tag="DJ46_4761"
     CDS             4433248..4433991
                     /locus_tag="DJ46_4761"
                     /note="HAD-SF-IA-v1: HAD hydrolase, IA, variant 1 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD hydrolase, IA, variant 1 family protein"
                     /protein_id="AIK63044.1"
                     /translation="MEKVKAILFDKDGTLMDFHSIWIKVAEELVAECINLYELPKSMQ
                     PTLLKEIGVEGVFVNPRSAIAAGTSLDVAKGLCKYITSSKEEEMHEWVSEKLFSLMYE
                     HRSYMKMTADLPRILQSLKDRGFILGVVTADDFAPTELFLKQYQLESFFDYVVASDTF
                     PAQKPDKRIVESFCDKFHLDACEVAVVGDTPTDLHLAKNGDCYAIGVLSGTGDRQTLE
                     PLADLVVQSVEDFISHSGEFIWERGKSNV"
     gene            4434146..4435510
                     /gene="gabT"
                     /locus_tag="DJ46_4762"
     CDS             4434146..4435510
                     /gene="gabT"
                     /locus_tag="DJ46_4762"
                     /EC_number="2.6.1.19"
                     /note="GABAtrnsam: 4-aminobutyrate transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="4-aminobutyrate transaminase"
                     /protein_id="AIK65326.1"
                     /translation="MNTKKFAKVNEQIPGPKAASLLERRQNIVPKGVSNGIPTFVQSA
                     NGALVTDVDGNQYIDFAGAIGTINVGHCHPAVKEALHKQVDQYIHTGFNVMMYEPYIE
                     LAEKLAALAPGSFDKQVLFLNSGAEAVENAVKIARKYTKRPGIIAFSKGFHGRTLMTM
                     TMTSKVKPYKFGFGPFAPEVYKAPFPYEYRCPEGLTEEQYDDFMIEEFKNFFISEVAP
                     ETIAAVVMEPVQGEGGFIVPSKKFAQEVRNICSEHGILFVADEIQTGFSRTGKYFAID
                     HYDVVPDLITVSKSLGAGVPISGVIGRKEIMNESAPGELGGTYAGSPLGCAAALAVLD
                     VIEKENLNDRAIELGKVVMNRFEEMKNKYNCIGDVRGLGAMCAFELVQDRKTKTPDKT
                     LTANLCTEANKRGLLLLSAGTYGNVIRVLMPLVITDEQLEEGLTIIEESLQICYEKAN
                     TARV"
     gene            4435623..4436990
                     /locus_tag="DJ46_4763"
     CDS             4435623..4436990
                     /locus_tag="DJ46_4763"
                     /codon_start=1
                     /transl_table=11
                     /product="sensory box protein"
                     /protein_id="AIK66306.1"
                     /translation="MVAEKERVLMDLQDVFEYAFDEIFVTDDKGIVVRVNSTCERHYQ
                     IAAKELVGKHVKELQKDGIFYPSATLEVIEKKRPIELVQTTKSGEYLHVRTRPVFDDE
                     GNLRRVISYSRDLTELYQLRQKVEEMDNQLKTYKKELRETYEHEGLIFKSIAMQKIIE
                     TIKKVSVVDSTVLVLGETGVGKSRLVRHLHEMSNRKNESFYEINCAALPTNLIESELF
                     GYSGGSFTGANREGKKGLLESAHKGTLFLDEIGEMPLEIQAKLLQVLQEKTFRPIGGR
                     ELKKVDVRIVAATNRDLSMMVKQGTFRKDLYYRLNVIPILIPPLRERTEDILPLIYHY
                     LQHFNEKYGRNVKLAPSTLQMFVGYPWEGNNREIENVIERIVITADDIVTIEDLPIAM
                     QESTVEQSGQSLYKMLEEVERNIILKAYKTYGSSYKVAEFLKISQSAATRKIKKLIEE
                     EENIG"
     gene            4436983..4438434
                     /locus_tag="DJ46_4764"
     CDS             4436983..4438434
                     /locus_tag="DJ46_4764"
                     /note="SSADH: succinate-semialdehyde dehydrogenase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate-semialdehyde dehydrogenase family
                     protein"
                     /protein_id="AIK65657.1"
                     /translation="MDKKATFVNVEKKAMYINGEWITLQEQIEVNNPATKEIFATVPK
                     GGVTEAKQAVDAAHEAFKSWSKLTAADRAAKLKKWFTLIDENKEEIAAIMTKEQGKPF
                     AEALGEVNYANSFVEWYAEEGKRVYGEMIPASHPNKRILVMKQPVGVMAAITPWNFPA
                     AMITRKVAPALAAGCTAVVKPASQTPLTALKLAELAHEADIPKGVINIVTGSAKAIAD
                     TWMEDGRVRKVSFTGSTEIGKELMASAAQTMKKVSLELGGHAPFIVMNDADLDKAVEA
                     VIGSKFRNAGQTCICTNRVFVQEEVYEAFVEKFEKAVGQLKVGDGFGDGTTVGPLIDE
                     NAVSKVQEHIEDAIQKGGTVLYGGQKVAELDGHFMQPTVIGLANDTMLCMNEETFGPV
                     APVAKFKTVEEVIERANHTPYGLAAYIFTKDISQAFQISEALEYGIIGLNDGLPSVAQ
                     APFGGFKESGIGREGGHFGIEEYLEIKYISLGL"
     gene            4438482..4438805
                     /locus_tag="DJ46_4765"
     CDS             4438482..4438805
                     /locus_tag="DJ46_4765"
                     /codon_start=1
                     /transl_table=11
                     /product="small Multidrug Resistance family protein"
                     /protein_id="AIK62156.1"
                     /translation="MVYWLLLLVTIIFEVAGTIAMKLSNGLTKLVPSVLIFVFYGICF
                     SVFAIVVKKIHLSIAYAIWSGVGTLLITIISVYFFKEHISLFQACCILFIVLGVIGLK
                     VSSAS"
     gene            complement(4438845..4440074)
                     /locus_tag="DJ46_4766"
     CDS             complement(4438845..4440074)
                     /locus_tag="DJ46_4766"
                     /codon_start=1
                     /transl_table=11
                     /product="aminopeptidase 2"
                     /protein_id="AIK61766.1"
                     /translation="MSFEQTLEKYAALAVNVGVNIQPGQTLSISAPLEAVQFVRLVTE
                     KAYKSGAKHVYVDWNDETLTRLKFDLAPEEAFAEFPSWKANAREELAKEGAAFMSIYA
                     ENPDLLKGVDSTRIATAHKVAGEAMKVYRDYVQADKVSWCVISVPTKEWAAKVFPDAA
                     PEEQEAKLWDAIFKATRADLENPVEAWKEHDKTLHTKVDYLNEKHYKALHYTGPGTDL
                     TIELPEKHVWAGAGSLNEKNVPFMANIPTEEVFTMPLKTGVNGQVSSTKPLAFAGNII
                     DNFTLTFENGRIVDYKAEVGEEALKHLVETDEGSHFLGEVALVPHDSPISNTNILFYN
                     TLFDENASCHLAIGSAYAFNLVGGKTMSKEELAENGANTSITHNDFMIGSAKLDIDGI
                     TADGRHEPIFRKGNWAF"
     gene            complement(4440191..4441273)
                     /locus_tag="DJ46_4767"
     CDS             complement(4440191..4441273)
                     /locus_tag="DJ46_4767"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AIK61318.1"
                     /translation="MRKYAAIALCTSAILAGCNTSNVSQEPNKERKVQETKKQAETVQ
                     EQGKISYNPITHESTNTTIHMTDIKDTLTEVQYKIWRTADGKETAKSLSSKEKEKQFS
                     LPFDTKEFEGKRGEFQIEAIGIKEDGKTIPLTKSAITFEQKVPVLMYHAIDDYHGQGI
                     KDLFVSPANFEAQMKYLKDNGYTLLTFERWGDINKVNKPIFVTFDDGMKNNMNAFHVL
                     QKLKDDTFKPVATEYMIVNNVDAEGSLSTSDIKEMVDSGIFSMQSHTATHADLPKITN
                     YEEELKESKEKLEKITGKPVIAVAYPFGHVDDKVVAETKKYYQFATTTKPGKFITKGE
                     PDELLKMKRVRIHHTTTVEQFASSIK"
     gene            complement(4441425..4442528)
                     /locus_tag="DJ46_4768"
     CDS             complement(4441425..4442528)
                     /locus_tag="DJ46_4768"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide deacetylase family protein"
                     /protein_id="AIK62778.1"
                     /translation="MKKYTYIALLSSAILVGCNTSSASDKQIQETTAKQAVEQKKAKA
                     VELPLTQGVITWDPYEYNAQNTTLYTKDLRDSFKEVRYNIWRTADGPESKQTFTSQEK
                     DRDFALPLHLKTFHLKRGEFQIETVGIKEDNTETNLVTSKITFQQHVPVLMYHAIEKF
                     PGPSDGDYGLYVPPEQFEKHMQYLKDNGYTMLTFERWNDINRVNKPIFITMDDGRKNN
                     MNALHILQKLKDDTFQPAATEFLTANEIDKPNRLSTDDIKQMMDSGIFSIQSHTANHT
                     MMAHSNNYDEELRGSKEKIEALTGKKVIALAYPVGSYNDPAVEETKKYYEFAVTTDHG
                     NHITKGMPNEQYLIKRHFVGPNTSMEKFISLIK"
     gene            complement(4442768..4443964)
                     /locus_tag="DJ46_4769"
     CDS             complement(4442768..4443964)
                     /locus_tag="DJ46_4769"
                     /codon_start=1
                     /transl_table=11
                     /product="na+ dependent nucleoside transporter family
                     protein"
                     /protein_id="AIK61061.1"
                     /translation="MQYVMSIIGILVVLGLCFALSNNKSKINFRAIAIMIGFQILIGW
                     FMFGTKIGQQIIIFISKVFNKLIKLGTTGVDFLFNGIQRDFVFFLNVLLIIVFFSALL
                     SIFSYLGVLPFIVRVVGGAISKVTGLPRVESFHAVNSVFFGSSEALIVIKNDLQHFNK
                     NRMFIICCSAMSSVSASVTASYVMMLDAKYVLAALPLNLFSSLIVCSLLTPVDTKKED
                     EVVQKFDRTVFGDSFIGAMINGALDGLKVAGIVAALMIAFIGVMEVVNYVISAASGAM
                     GHAVTLQQIFGYVLAPFAFLMGIPAQDIIPAGGIMGTKIVLNEFVAILDLKGVAATLS
                     PRTVGIVTVFLISFASISQIGAIVGTIRALSEKQGSIVSKFGWKMLFASTLASILSAT
                     IAGLFI"
     gene            4444390..4445766
                     /gene="rumA"
                     /locus_tag="DJ46_4770"
     CDS             4444390..4445766
                     /gene="rumA"
                     /locus_tag="DJ46_4770"
                     /note="rumA: 23S rRNA (uracil-5-)-methyltransferase RumA"
                     /codon_start=1
                     /transl_table=11
                     /product="23S rRNA (uracil-5-)-methyltransferase RumA"
                     /protein_id="AIK61247.1"
                     /translation="MSTKMTPPVEKNEFIDVVFEDLTHDGAGVAKVKGYPIFVKNGLP
                     GEEAQIKIVKVKKNFAFGRLMKLHTESPYRKDAECPVYNQCGGCQLQHLTYEGQLQAK
                     EKQVRDVMQRIGGLGDVPVHPVLGMKNPWVYRNKAQVPIGEREGGLVAGFYRQGTHDI
                     INMESCLIQAEENDTLIQEVKRICEKHGISAYNEERNKGTLRHVMARYGQVTGEIMLV
                     FITRTAELPNKKAIIEEIAAKFPEVKSIVQNVNPKRTNVIFGDKTTVLYGSEYIYDFI
                     GDIKFAISARSFYQVNPEQTKVLYDKTLEYAKLDGNETVIDAYCGIGSISLFLAQKAK
                     KVYGVEIVPEAIEDAKRNAALNNMTNAEFGVGEAEVVIPKWYKEGVIADTMVVDPPRK
                     GCDEALLNTIIDMKPKRVVYVSCNPATLARDLKVLEEGGYKTQEVQLVDMFPHTTHVE
                     CVAWLKLV"
     gene            4445863..4446852
                     /locus_tag="DJ46_4771"
     CDS             4445863..4446852
                     /locus_tag="DJ46_4771"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrouridine synthase family protein"
                     /protein_id="AIK64379.1"
                     /translation="MIDNFWRDLPRPFFVLAPMEDVTDVVFRHVVSEAGRPDVFFTEF
                     TNSDSYCHPEGMKSVRGRLIFTEDEQPMVAHIWGDNPEYFRQMSIGMAELGFKGIDIN
                     MGCPVPNVASRGKGSGLILRPDVAAELIQAAKAGGLPVSVKTRLGFKELSEWEDWLTH
                     IFKQDIANLSIHLRTREEMSQVDAHWELIPEIKKLRDRIAPNTLLTINGDIPDRKTGL
                     ELAEKYGIDGVMIGRGIFKNPFAFEKEPREHSSKEHLDLLRLQLDLQDQYAEVLPRSI
                     TGLHRFFKIYVKGFPGAAELRNQLMSTKSTDEVRALLNKFEESVNVVEGSETV"
     gene            4447128..4447682
                     /locus_tag="DJ46_4772"
     CDS             4447128..4447682
                     /locus_tag="DJ46_4772"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63335.1"
                     /translation="MKKKKKLSVMKFLIYMLIAIVVINWIYKTPEEKKADLEEKVASY
                     EEFESHCITYEDWNVDKGGNKNLNTLYNDPQECLEKELFIWRNDGTELTRGVAKLVFH
                     NTDYYFTEEELKDDIQTEAENKYKLLEEIQRECKSTLLGGFSYDYYTDGYDYIIEDTS
                     GEKSKMNEKIFNSLFEITKTYKNN"
     gene            4447955..4448473
                     /locus_tag="DJ46_4773"
     CDS             4447955..4448473
                     /locus_tag="DJ46_4773"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61486.1"
                     /translation="MAMSNNDILKRVRYALDIRDIDMVEIFKLGGIEVTKEDVVDMLT
                     KIKRAPQYEPENPDVEEDEYVKTCDMMMLEAFFNGFITLKRGKQDPKPGQPAPVQSKE
                     SANNLLLKKMKIALSLTSEDVLDILDSVGVKVTKGELGALLRKKGHKNYKECGDRYAR
                     NFIKGLAVKYRG"
     gene            4448568..4449275
                     /locus_tag="DJ46_4774"
     CDS             4448568..4449275
                     /locus_tag="DJ46_4774"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63766.1"
                     /translation="MIHTYLGETINFHITYKKKKSVRLFVDSYGNVEVQAPKGTPVEY
                     LIQLLEEKWDWIQTTRKEMAERARGPQEKDYDQGEGFLYLGNTYPIQISQDASIEQDN
                     AIFEGDKLHIYVKELKDEKIQQALKRFYYKQCKSLVGKSIKAHQSNFKTKPRSIRITD
                     SSRTWGTCDSNLQLTFNWKLAMAPQRVIDYVVVHEMCHMVHLNHDRSFWRLVGKIMPD
                     YKEMENWLALSSWKMTV"
     gene            complement(4449475..4450170)
                     /locus_tag="DJ46_4775"
     CDS             complement(4449475..4450170)
                     /locus_tag="DJ46_4775"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65216.1"
                     /translation="MTVLYEGRLKQNNERFHVTLLSLEYIEQILLLQNVVVEALEDKS
                     RLQPLSQEEFQYILEGNGMMIGAFIENELIAFRALLVPPIDDEHLGLDIGLPESELHR
                     VIYQEISNVHPNCRGNGMQKILATVIMDELQKEDSKYDYVCCTVAPFNIPSLKDKFAQ
                     GMKIAALKEKYGGSMRYVFVKELREDNERDWTDIKSIPMNNAGGQQALLSEGYRGYKM
                     EKVDEDFVVKFGR"
     gene            complement(4450185..4451294)
                     /locus_tag="DJ46_4776"
     CDS             complement(4450185..4451294)
                     /locus_tag="DJ46_4776"
                     /note="mandelate racemase / muconate lactonizing enzyme,
                     C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63212.1"
                     /translation="MKITAIHLYAIRLPLRDPFVISYGSYSDMPSIIVKMETDEGIIG
                     YGEGVADDHVTGESWESTFHILKHTLAPALIGQNPMNIEKIHDMMDNTIYGVPTAKAA
                     IDIACFDIMGKKLNQPVYQLIGGRYHEEFPITHVLSIADPEEMAEEAASMIQKGYQSF
                     KMKVGTNVKEDVKRIEAVRERVGNDIAIRVDVNQGWKNSANTLMALRSLGHLNIDWIE
                     QPVIADDIDAMAHIRSKTDLPLMIDEGLKGSREMRQIINLDAADKVNIKLMKCGGIYP
                     AVKLAHQAEMAGIECQVGSMVESSVASSAGFHVAFSKKIITSVELTGPLKFTKDIGNL
                     HYDVPFIRLNEKPGLGIEINEDTLRELTVFQDIVR"
     gene            4451387..4452658
                     /locus_tag="DJ46_4778"
     CDS             4451387..4452658
                     /locus_tag="DJ46_4778"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator domain
                     protein"
                     /protein_id="AIK61585.1"
                     /translation="MMIKIAVVGSKEFMETLLPIAHKLEEIEIDPYVYLHPAESSELL
                     KRLKPCDFIFFSGALPYYMAKEIREQLRIPSTYLQQDETTVASSILSVMYHQGIQPHK
                     ISIDLVDRSFIINVFHDIGIKESPQVFDYENMLWSKDEINRVIDFHVAKYQSGKAHLA
                     LTSIHAVYDELQKIGIPSERMIDLKQSIIHGLKDAKIKAELARSHSATVGACIISSLE
                     LRDGLLEQLDVISKELRGSFKTIDEMTFILYTTRGDIESIIKTNIINNLFASIEGMIA
                     IGFGYGKTVKEAEQNAKIAQGFAKNNPIDHCFYILTSDKELFGPFPKEQRVQSLKNDN
                     PELMKIAKETKLSPANLSKIIQFSQSHPSLKFTAADLSEYLQVTRRSTERLLKKLVDY
                     GYVHICGEEMPYQQGRPRAIYELNLPLSLSF"
     gene            complement(4452647..4454068)
                     /gene="nhaC"
                     /locus_tag="DJ46_4777"
     CDS             complement(4452647..4454068)
                     /gene="nhaC"
                     /locus_tag="DJ46_4777"
                     /note="antiport_nhaC: Na+/H+ antiporter NhaC"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+/H+ antiporter NhaC"
                     /protein_id="AIK65234.1"
                     /translation="MKKEIPFGVAMIPIIITVAVMMVTIVVLKQSPHVPLIIGTTVAS
                     IVAWRYGYKWNDIEEAMYKGIHLALPAIVIIILVGLTIGAWIGGGIVATMIYYGLNLL
                     TPSLFLVSITIICSIVALAIGSSWSTMGTIGVAGMGIGLSMGIPAPMVAGAIISGSYF
                     GDKMSPLSDTTNLAAGLTNTDLFTHIRHMLFTTIPGLIITLIVYAFLGRSFGANNIDA
                     KSIEQTLQVLQQNFVISPFLLIIPVVVMVLVAKKVPAIPAILVGIILGFLSQVFIQGG
                     SVSASVGALQAGFVIDTGNKLVDELFNRGGLDSMMNTVSMTIVAMTFGGVLEHTGILR
                     SIVNQILKLAKSAKGLIASTIASCFATNLTCSEQYISIVVPSRMYANAYTEKGLHSKN
                     LSRALEDGGTLTSVFVPWNTCGVFILATLGVGAFEYAPYAILNFIVPIISIIYGITGL
                     TITKLSDIEKAELLKKQNAQLEA"
     gene            4454348..4455463
                     /locus_tag="DJ46_4779"
     CDS             4454348..4455463
                     /locus_tag="DJ46_4779"
                     /note="amidohydrolases: amidohydrolase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK63710.1"
                     /translation="MKTLELQERLTEIFQHLHENPEVSWKEYETTAYITNFLKEEGIS
                     YKTFDDCPGVIAEIGNGNPVVAIRADMDALWQEVNGEFKANHSCGHDAHMTIVMGLIL
                     QLKNMRWKSGTVRFIFQPAEEKGNGALKMVEKGAVDDADFLFGVHLRPIEELSLKQAA
                     SSIRHGAAGFLEGTIHGEDAHGARPHQGINAIDVISMINIGLKNIWLRPQSSYSVKMT
                     RCQAGGDNLNIIPGNGHFSLDVRAENNTLLEELKKRIEHVIESAASMGSKTSYEWIDL
                     APGAEVSEEAERFMRKGILEVYGEDKCTGPLYTTGSDDFHYYTVKRPYLKAVMLGLGA
                     DLQPGLHHPYMKFDHSCIMDGVEILKQTVLKVLEDRG"
     gene            4455615..4456223
                     /locus_tag="DJ46_4780"
     CDS             4455615..4456223
                     /locus_tag="DJ46_4780"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK63050.1"
                     /translation="MNEQYYDAVLNIKTVGEQKGFNKSMHYHRYEPTPYSGLDELLNQ
                     YEIKRSDRVVDFGCGKGRLNFYMHHKCGASAVGIEMNEEFYKEALDNLDRYARKVRDS
                     KDKIRFECCLAQEYEINPCDNRFYFFNPFSVQVFMNVVNNILLSVEETGREVDIILYY
                     PSEDYIFFLENQTTFELKREVRLPGAYEKNGNERFLVYTLGL"
     gene            complement(4456268..4457794)
                     /gene="ahpF"
                     /locus_tag="DJ46_4781"
     CDS             complement(4456268..4457794)
                     /gene="ahpF"
                     /locus_tag="DJ46_4781"
                     /note="ahpF: alkyl hydroperoxide reductase subunit F"
                     /codon_start=1
                     /transl_table=11
                     /product="alkyl hydroperoxide reductase subunit F"
                     /protein_id="AIK63341.1"
                     /translation="MILDADIKTQLSQYLQLMENDILLKVSAGNDDVSKDMLALVDEL
                     ATMSSKITVEKVELERTPSFSVNRPGEDTGVVFAGIPLGHEFTSLVLALLQVSGRAPK
                     VEQKLIDQIKNIQGEYHFESYISLSCHNCPDVVQALNVMSVLNSGITHTMIDGAAFKE
                     EVESKDIMAVPTVFLNGESFGSGRMTLEEILAKMGNGPDASELSDKDPYDVLVVGGGP
                     AGASAAIYAARKGIRTGIVAERFGGQVMDTMGIENFISVKRTEGPKLVASLEEHVKEY
                     DIDVMNLQRAKRLEKKELIEVELENGAILKSKSVIVSTGARWRNVGVPGEAEFKNKGV
                     AYCPHCDGPLFTGKDVAVIGGGNSGIEAAIDLAGIVKHVTVLEFMPELKADAVLQERL
                     NSLPNVTVLKNVQTKEITGTDKVNGISYIDRETEEVHHVELQGVFVQIGLVPNTDWLG
                     ETVERVRGEIVTDKHGATNVPGVFAAGDCTNNPYKQIIISMGSGANAALGAFDYLIRN
                     "
     gene            complement(4457809..4458372)
                     /gene="ahpC"
                     /locus_tag="DJ46_4782"
     CDS             complement(4457809..4458372)
                     /gene="ahpC"
                     /locus_tag="DJ46_4782"
                     /EC_number="1.11.1.15"
                     /note="ahpC: peroxiredoxin"
                     /codon_start=1
                     /transl_table=11
                     /product="peroxiredoxin"
                     /protein_id="AIK63858.1"
                     /translation="MLLIGTEVKPFKANAYHNGEFIQVTDESLKGKWSVVCFYPADFT
                     FVCPTELEDLQNQYATLKELGVEVYSVSTDTHFTHKAWHDSSETIGKIEYIMIGDPTR
                     TITTNFNVLMEEEGLAARGTFIIDPDGVIQSMEINADGIGRDASILVNKIKAAQYVRN
                     NPGEVCPAKWQEGSATLKPSLDLVGKI"
     gene            4458963..4460192
                     /gene="mtnK"
                     /locus_tag="DJ46_4783"
     CDS             4458963..4460192
                     /gene="mtnK"
                     /locus_tag="DJ46_4783"
                     /EC_number="2.7.1.100"
                     /note="MTRK: 5-methylthioribose kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="5-methylthioribose kinase"
                     /protein_id="AIK65606.1"
                     /translation="MSKFTKYFLMEANDVIVYVKEKLCKFEHAKGLQCKEIGDGNLNY
                     VFRVWDEQKNISVIVKQAGDTARISDEFKLSTNRIRIESDVLQLEEELAPGLVPKVYL
                     FDSVMNCCVMEDLSDHTILRTALINHEIFPRLADDLTTFLVNTLLLTSDVVMNHKEKK
                     ELVKNYINPELCEITEDLVYAEPFTNHNKRNELFPLNEGWIREHIYSDKELRIEVAKL
                     KFSFMTNAQALIHGDLHTGSVFVKNDSTKVIDPEFAFYGPMGYDIGNVMANLMFAWVN
                     ADATMSAGAKKDTYMDWLQSTMVEVIDLFKKKFLDAWNIHVTEIMAKEEGFNEIYLQS
                     VLEDTAAVTGLELIRRIVGLAKVKDITCIENEEARARAERICLQVAKKFILRANQYKT
                     GTSFVETLKEQSMHYAK"
     gene            4460205..4461248
                     /gene="mtnA"
                     /locus_tag="DJ46_4784"
     CDS             4460205..4461248
                     /gene="mtnA"
                     /locus_tag="DJ46_4784"
                     /EC_number="5.3.1.23"
                     /note="salvage_mtnA: S-methyl-5-thioribose-1-phosphate
                     isomerase"
                     /codon_start=1
                     /transl_table=11
                     /product="S-methyl-5-thioribose-1-phosphate isomerase"
                     /protein_id="AIK61146.1"
                     /translation="MEEQLIPIQWKDDALVLLDQTLLPNEVVYESFNTAEGVWDAIQV
                     MKVRGAPAIGVSAAYGVYLGVKEFVESTEAEFIDEVKRVCAYLATSRPTAVNLFWALE
                     RMESVATDHTHLSITQLKDRLLEEAKEIHREDEEINRQIGEHALTLFHDGMGVLTHCN
                     AGALATTKYGTATAPMYLAKEKGWDLKIYSDETRPRLQGSTLTALELQRAGIDVTVIT
                     DNMAAMVMSQGKIDAVIVGCDRVAANGDVANKIGTLGVSILAKYYNIPFYVAAPTPTI
                     DLKTPTGKEIPIEERDASEVINRFGQYSAPKESKVYNPAFDVTPHENVTAIITEKGIV
                     KAPFTENLKKLFQ"
     gene            4461303..4461944
                     /locus_tag="DJ46_4785"
     CDS             4461303..4461944
                     /locus_tag="DJ46_4785"
                     /note="class II Aldolase and Adducin N-terminal domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62282.1"
                     /translation="MLLQKEREEIVAYGKKMISSGLTKGTGGNISIFNREQGLVAISP
                     SGLDYYETKPEDVVILNLDGEVVEGERKPSSELDMHLIYYRNREDINALVHTHSPYAK
                     TIASLGWELPAVSYLIAFAGPNVRCAPYETFGTKQLAEAAFEGMIDRRAVLLANHGLI
                     AGANHIKMAFTVAEEIEFCAQIYYQTKSIGEPKLLPEDEMENLAKKFEGYGQQ"
     gene            complement(4461985..4462992)
                     /locus_tag="DJ46_4786"
     CDS             complement(4461985..4462992)
                     /locus_tag="DJ46_4786"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK62234.1"
                     /translation="MIPSILRKQRLIILALLILTITTIVIGMGLGSASLSYDRLLPIL
                     MGQGTFKEEFVLYSLRLPRIIITLLAGMALALSGAILQGITRNDLAEPGILGINSGAG
                     VAVAIFFLYFPIDVGSFLYLLPVVGFIGAFLTAVLIYVFSYSKSSGLQPVRLTLTGIG
                     FAFALSGMMIVLISSADRMKVDFISKWIAGNIWGDDWIFIFAMLPWLIVLIPFVFYKA
                     NRLNILALNEPVAIGVGIEIEKERRYLLVAAVALAAAAVSVTGGISFIGLMAPHIAKS
                     LVGPRHQIFMPIALLIGGWLLLLADTIGRNIVEPNGIPAGIVVALIGAPYFMYLLLKK
                     A"
     gene            complement(4462989..4464029)
                     /locus_tag="DJ46_4787"
     CDS             complement(4462989..4464029)
                     /locus_tag="DJ46_4787"
                     /codon_start=1
                     /transl_table=11
                     /product="fecCD transport family protein"
                     /protein_id="AIK64049.1"
                     /translation="MKRKDVKRMTKEHDNTRSIAFTYKLILSIIAFFLIFMVAMVLGA
                     ADTSIKDVWLALTSSAKGDKISIIREIRLPREVAAIFVGAGLAVSGAIMQGLTRNPLA
                     EPGLLGLSGGANAALALTLAFNPSISYLYLTLACFIGAAVGAIMVFGIGMVKKGGLSP
                     LRIVLAGAAVSAFLLAISEGVGIYFKISQDVSLWTAGGVIGTTWSQLKVIIPVISISI
                     FIAILLAKKLTVLSFSEEVAIGLGQKIIVIKTILFIIIILLAGASVALVGNMAFIGLM
                     VPHMVRPIVGPDYRFVIPMSAIAGASFMLLADTIGRTINAPYETPVAAIVAIVGLPFF
                     LFIVRKGGKTFS"
     gene            complement(4464078..4464995)
                     /locus_tag="DJ46_4788"
     CDS             complement(4464078..4464995)
                     /locus_tag="DJ46_4788"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK66210.1"
                     /translation="MKKLFISLTVLFVLVMSACSNGSTDKKNDAKGSKSETITYQSEN
                     GKVEVPANPKRVVVLSSFAGNVMSLGVNLVGVDSWSKQNPRFDSKLKDVAEVSDENVE
                     KIAELNPDLIIGLSNIKNVDKLKKIAPTVTYTYGKVDYLTQHLEIGKLLNKEKEAKTW
                     VDDFKKRAQDAGKEIKAKIGEDATVSVVENFNKQLYVYGENWGRGTEILYQEMKLKMP
                     EKVKEKALKEGYYALSTEVLPEFAGDYLIVSKNKDTDNSFQETESYKNIPAVKNNRVY
                     EANMMEFYFNDPLTLDFQLDFFKKSFLGK"
     gene            4465328..4466377
                     /locus_tag="DJ46_4789"
     CDS             4465328..4466377
                     /locus_tag="DJ46_4789"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridine nucleotide-disulfide oxidoreductase
                     family protein"
                     /protein_id="AIK65096.1"
                     /translation="MNREELFDVTVIGGGPAGLYSAFYSGLREMKTKIIEFQPQLGGK
                     IHVYPEKMIWDIGGLLPVTGEKLIEQLVQQGLTFQPEVVLNTKIESIIRNKDGIFTLK
                     TSTGEEHFSKTVIVATGSGILNPQKLSIEGAERFEVSNLNYTVKSLKRFKNKTVIISG
                     GGNSAIDWANELEPIAKKVYLTYRKEELSGHEAQVKQLMNSSAECFFNTSITTLIAGD
                     NHEAIEYVELTNHETGEVSQLAIDEVIINHGYERDITLLENSELDVAIIDNYYIAGNA
                     NSESSVDGLYAAGDILKHEGKLHLIAGAFQDAGNAVNKAKQFIQPDASEYGMVSSHNE
                     VFKKRNRELIKQMMK"
     gene            complement(4466574..4466942)
                     /locus_tag="DJ46_4790"
     CDS             complement(4466574..4466942)
                     /locus_tag="DJ46_4790"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62160.1"
                     /translation="MATRHIITMLEKTLQVETENTISHLTTSLSDRILSQSAAIQENN
                     CYHTIGEWYKNHFLFQQDDFLWAKYVFYDAYCEEIKKQGHLTKRVRQILESLARMHGK
                     QYIASILNMPFPKKRAKGTA"
     gene            4467133..4467363
                     /locus_tag="DJ46_4791"
     CDS             4467133..4467363
                     /locus_tag="DJ46_4791"
                     /note="excise: DNA binding, excisionase family domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA binding, excisionase family domain protein"
                     /protein_id="AIK64484.1"
                     /translation="MYITVEEAAEYLNLPKSYIEELIQQKKIRALFDGEQYLLNKEQF
                     NTHLEQMEKYKQLVEEILNEPIPEDMDVKDED"
     gene            4467599..4468120
                     /locus_tag="DJ46_4792"
     CDS             4467599..4468120
                     /locus_tag="DJ46_4792"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66026.1"
                     /translation="MSLFHCDFLKDLIGSFVRVNRGGPESQRGTIISVCPDYFVLQNE
                     KGELYYYQLSHLKSITKSAKECGSSDCEWEDCACAEDFEALLESFKYRWVKINRGGPE
                     KVEGILQDVSCDFVTLIVKEEIILIAIKHIKSVNYNALACGESDESDDSSSKESSNNS
                     GRARAQRQSSRGR"
     gene            4468141..4468590
                     /locus_tag="DJ46_4793"
     CDS             4468141..4468590
                     /locus_tag="DJ46_4793"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore coat protein B"
                     /protein_id="AIK65763.1"
                     /translation="MENVLCCDQIKCLVGETVKVNLRGPESRVGELVSLGKDYLTLQL
                     PHGELVYYQLKHVKSLVKKVKESKCGDCYSSCFCSDEDTFLDILKDLKYKWVKINRGG
                     PECMDGLLSEVHHGCITLVNCDEVIYVINSHIKSVSQVVKCKKNEDE"
     gene            4468753..4469421
                     /locus_tag="DJ46_4794"
     CDS             4468753..4469421
                     /locus_tag="DJ46_4794"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64426.1"
                     /translation="MNELNKSIGENIYVKLIGEKRFKGVLIDVGNDIVVLYNGQDYVY
                     ISLYHVQYYKILRTYDEEISKPDVDSVIKRESPSISLRKVLSTSKGIFTEIYVAGNAP
                     IHGYVTSIMNDYIVFYSPVYKTVYISLKHLKWLIPYKENQVPYALNKNELPVNPLNIT
                     LARTFEEQLIKMSGKIMVFDLGEESNKIGKMAKIDEGHIEILKARDAKMYVNIQHVKS
                     VHCP"
     gene            4469658..4470923
                     /locus_tag="DJ46_4795"
     CDS             4469658..4470923
                     /locus_tag="DJ46_4795"
                     /codon_start=1
                     /transl_table=11
                     /product="saccharopine dehydrogenase family protein"
                     /protein_id="AIK64841.1"
                     /translation="MEQFPNSLSITLLGSAGGAAKAVLAILNQAIVNEKDPIYEVIKS
                     VTFHLVDIKQKDRTYYDELFPNLKDQLFLSEIDLQDVVTFKKHLKESSTSVVIDVSGA
                     DTIRVLSCCNELGICYINSALENEAVDQDDSLIGFQLTERYTRFEKEKEKFTNTKAII
                     GSGMNPGVVQWMVVELMKERPNEKPRACYIVEHDTSFLNDTALIKPHTLYASWAVERF
                     LDEAIWSYPMYMSHHRPLYFYEDVYASEYKVKLGEKEFYGCLMPHEEVLILGKNFNME
                     VGFLYRINEYTTNIIRQNLNKVEDLWNWNRKVFNPAEEEIAGEDLVGVLLVYENSEAY
                     MYNVMNSSQVFHKYKTNATYFQVGCGIYAGLCSLLFDEFKQGAYYVEELLLNTESKYG
                     EYLNLYMKDFVVGENDFTDGLLHDRVRWI"
     gene            4471060..4471161
                     /locus_tag="DJ46_4796"
     CDS             4471060..4471161
                     /locus_tag="DJ46_4796"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63204.1"
                     /translation="MNKFKSLIYEEREALKVFKKINGFVRETKANKL"
     gene            4471383..4471577
                     /locus_tag="DJ46_4797"
     CDS             4471383..4471577
                     /locus_tag="DJ46_4797"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine kinase-, DNA gyrase B-, and HSP90-like
                     ATPase family protein"
                     /protein_id="AIK63901.1"
                     /translation="MHLYIGMENEKLDKIGKAFYSTKQNGTGLRLAITYKIIEEYQGN
                     VAIQSSVEIGTKVEIFLMIV"
     gene            4471801..4472181
                     /locus_tag="DJ46_4798"
     CDS             4471801..4472181
                     /locus_tag="DJ46_4798"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63659.1"
                     /translation="MELTLNSTVCLHTIQFRKEQKNYIVKDTITGEKYEMPPLWIDAL
                     AMMRDGFLLGEIEEKLKEEYPAEEINMLAFTRQLLELELVEMVDGEEIACTKKKEKDY
                     LAWVRPRVEQFFLSLNKKYRSKGQ"
     gene            complement(4472210..4472842)
                     /locus_tag="DJ46_4799"
     CDS             complement(4472210..4472842)
                     /locus_tag="DJ46_4799"
                     /codon_start=1
                     /transl_table=11
                     /product="cyclase family protein"
                     /protein_id="AIK64325.1"
                     /translation="MKVIDLSQTFENNMSQFPGTPKINLEAITSVEETGYQVTDFHSV
                     VHVGTHCDAPAHFISGATTIDQLPLDQFVGEAVLIDVTHVQERKLRKEVLHNADIKEG
                     DIVIFHSNLSTKWNTEAYEQEAFYLSEELAEELVQLKVKSVGLDFISPDEVTTETSPI
                     HHILLGNNIYLIENLTNLDAIKTKRFFFSAAPLKIKDSDGAFARAFAVIF"
     gene            4473191..4474300
                     /locus_tag="DJ46_4800"
     CDS             4473191..4474300
                     /locus_tag="DJ46_4800"
                     /codon_start=1
                     /transl_table=11
                     /product="miro-like family protein"
                     /protein_id="AIK64274.1"
                     /translation="MTGNVLNYFAGGNTARGFHNLYEENLKGLNRLFILKGGPGTGKS
                     SLIKAIGRDWVEKGYDIEFLHCSSDNKSVDGVIIPKLKVGIVDGTSPHVIEPKMPGVV
                     EEYINLGGAWDSDKLREQKVEIERFVSEASKAFQAAYARFNEALIIHDEWEKIYIDNI
                     DFNKANELTDQLIQKLFADKGGKQSLVKHRFLGAATPKGAVDFVPNLTEGLLHRYFIK
                     GRPGSGKSTMLKKLAKAAEEKGFEVEVYHCGFDPNSLDMVIVRELGFAIFDSTAPHEY
                     FPSREGDEIIDMYALIVTPGTDEKYAEEIRHVSIQYKTKMNEAMSFLAKAKSVRDKLE
                     RIYIAAMDFSKVDAYKEEIQKEFERIAISVTEKNK"
     gene            4474423..4475205
                     /locus_tag="DJ46_4801"
     CDS             4474423..4475205
                     /locus_tag="DJ46_4801"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nucleotidyltransferase family protein"
                     /protein_id="AIK64198.1"
                     /translation="MREKIKLELERIEKEKDVKILFAVESGSRAWGFPSKDSDYDVRF
                     VYMHPVEWYLSIHDKRDVIEYPISDDLDISGWDIKKALQLFAKSNPALLEWIRSPIFY
                     SKNSNFPEQLQQMSEKNFDPKATIYHYLHMASKNYREFLQGENVKLKKYFYVLRPILA
                     CKWLEEKTTLPPVEFDRLITELLLERSVLDEIEQLLIKKKAGTELDVGLKIEVLNQFL
                     EEQIHYYQQYVKGIEKGSGIDIESLNTLFRDMLFEVYKKEHE"
     gene            complement(4475220..4476521)
                     /locus_tag="DJ46_4802"
     CDS             complement(4475220..4476521)
                     /locus_tag="DJ46_4802"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK65894.1"
                     /translation="MQPSAPPHLESTKTIFSNSITKLVVFICWLAILADGYDLGIYGA
                     VLPKLLEDNSWALSPAHAGTIASYALFGMFIGAILVGTITDLIGRKWTLICCLALFSI
                     TMGLAALAPSPELFGLWRFIGGIGLGGVIPTASALTVEYSPKKRQSFIYALMFTGYPL
                     GIVLGAILSMFMLEDFGWRIMFGIGMIPLLLIPFIIRYLPESIQFLLSRNRQEEVDKI
                     LNRFQIEFYAKDETHQAPSNIRKKNGFLTLFSKEYIKATLLFWITYIMGMFLIYGLNT
                     WLPQMMRQAGYPLGSSLSFLLMLNITAAIGALFAGAIADRIGAKIVISISYLMAAICI
                     GLLTIKPSVSIIYLLIGLAGIGSVGITQILNAYVTQYFPSHIRATSLGWGLGLGRVGA
                     IAGPILVGIIMTMQYDLAWNFYLFSFAGLLAAISVFFIPTK"
     gene            complement(4476665..4478191)
                     /locus_tag="DJ46_4803"
     CDS             complement(4476665..4478191)
                     /locus_tag="DJ46_4803"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxyacyl-CoA dehydrogenase, NAD binding
                     domain protein"
                     /protein_id="AIK65046.1"
                     /translation="MTSDTFPQFPSSYWIESTQIPTFPPLSENIKTKVAIIGAGITGI
                     TTAYLLAKEGIDVVLIDSGLILNGTTGHTTAKITAQHDLIYDELINHFGMEKAGLYYE
                     ANNHALQFINKTVQTYKIDCNFLNEDSYLYTTTDNGLRTLSKEYEAYQKLNIPCDFVQ
                     SLSIPIPVQSALVMKNQAQFHPLLYLKTLLEKFVEMGGKVYEQTTAIDVEKGDYPQVI
                     TKGGHRITCEYVVSCSHFPFYDATSFFFTRMYAERSYALAIKAKTDYPGGMYLSIDDP
                     KRSLRYTTNNGEKLILIGGESHKTGQGINTMLHYEALYSFAEATFGVDEVPYRWSAQD
                     LITLDKVPYIGHINESNPNIFVATGYRKWGMTTGTAAAHLLKDSILKVHSPYKELYTP
                     SRFHANPDIKTFLSQNIDVAKHLIEGKIETALRKPEDLEVGEGSVVHVNGKRAGAYKD
                     KEGKLHIVDTTCTHLGCEVEWNNGDCTWDCPCHGSRFSIEGDVIEGPADQPLKRVDNE
                     "
     gene            4478774..4479859
                     /locus_tag="DJ46_4804"
     CDS             4478774..4479859
                     /locus_tag="DJ46_4804"
                     /codon_start=1
                     /transl_table=11
                     /product="fatty acid desaturase family protein"
                     /protein_id="AIK65682.1"
                     /translation="MKELHTFGWYAARVSPHLPKKAFKPVPTRLFGGLAYLLVALAGL
                     ISIGVFELNVWANLGIAIVLGLCFASLGFLGHEILHGTVVRKAWLRDFLGAIAFMPLS
                     TGPKLWRKWHNATHHVHTQHEENDPDAWPTLEKLKKSKFLSWVYRMPLHVRSFFSFLS
                     LTIQFTLHSTRMFFHFIKEFKSSNQKSVWLQLLLPWTVWISLLFIMGPGKWLFAYVIP
                     LLIANFIVMAYIATNHRLNPIVPVNDPLANCLSVTVPRWVDVLHFNFSYHTEHHLFPA
                     MSSKYYPLVKEKIKEMWPERYHEMPMTKALAALWNTPRVYYQGSELVDPHREHFYGSL
                     GNGLDPHNISYREEHIEEEESIKKVNQ"
     gene            complement(4479912..4480604)
                     /locus_tag="DJ46_4805"
     CDS             complement(4479912..4480604)
                     /locus_tag="DJ46_4805"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AIK61501.1"
                     /translation="MFEIFMSTYPTLLKATIVTLQLTLTSLVLGSLIGLLFAFFRISN
                     NKVLNSIAHVYIAIIRGTPLIVQIAILYFGITSVVVFTPFWAGAIALAIHNGAYITEI
                     FRGSIQSVDRGQMEAARSLGMPYPLAMRRIVLPQAFRQSLPPLGNQFIIGLKDSSLVA
                     YVGMAELWGSGLSIAAGNFQQLDTYIIVGLYYLVLVLLFTYLVNLLEKRLQRKETNSV
                     QVSAKKKKEVSL"
     gene            complement(4480699..4481493)
                     /locus_tag="DJ46_4806"
     CDS             complement(4480699..4481493)
                     /locus_tag="DJ46_4806"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AIK62606.1"
                     /translation="MKRKLLTIVASITLCTSFILGACSKESATTSSNGKKEFRYAMSG
                     LYKPFNYKENDGKLVGFDVEIGEALAKKMNMKPTPITNPWETLIQGLKAKKYDVILGS
                     MAITEERLKAVNFSNPYYRSGAQIFVAKKNTSISSPEDLKGKKIGVVKASTFKDLVAK
                     HTDQITEYDSDITALMDLEPGRIDAVITDQMVGLRMIKEGKSNIKEAGKPLNLDEMGI
                     AIRKDDKEMVEKVNKALDEIIKDGTYEKISKKWFGRNILGEEENTK"
     gene            complement(4481615..4482337)
                     /gene="artP"
                     /locus_tag="DJ46_4807"
     CDS             complement(4481615..4482337)
                     /gene="artP"
                     /locus_tag="DJ46_4807"
                     /EC_number="3.6.3.21"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid ABC transporter"
                     /protein_id="AIK61192.1"
                     /translation="MIQVRNLVKSFGSLDVLKGIDLEVNEKEVVVLIGASGSGKSTLL
                     RCLNFLEMYDEGEIHLQGERIDPKHSNLNKVRENVGMVFQHFNLFPHMTSLENIIEAP
                     IHVKKLETANAKEIGNQLLQKVGLQDKADVTPHLLSGGQKQRIAIARALAMNPKIMLF
                     DEPTSALDPELVGEVLQVMKELAEEGMTMVIVTHEMNFARDVADRVIFMDDGKIVEDA
                     PPAQFFSTPSHERAKQFLRNVL"
     gene            complement(4482507..4484231)
                     /locus_tag="DJ46_4808"
     CDS             complement(4482507..4484231)
                     /locus_tag="DJ46_4808"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66343.1"
                     /translation="MLKILYLLNVINRLILLIAVPIISILIISVVNYMNLQQMHKQLQ
                     TVYVDRLQPIKWLGSIESSLYQEFSYVKELIITEDENRRTTILNKLNDTNKETEKLQA
                     QYENTYITGEEKKLLSQYKEKLENYKKHRAQMLDFIKENKLNQAYSFYLTTVEHNLSA
                     TVGALKNLSDYNEKLAEGLYNDSEHSYKQVISITIILFITCLVLCILISLFTAKSIIN
                     PINSLRSIMNTAGKGDLTIAVPKQYHHEFGHMFNSFDQMISNLQQIIKNVIQTSVQVK
                     SSTNHIVETATVSSSTMDNIANTMKQLSHHINDQSANIKDSSTAMDEIANGVQSIAES
                     STTISNLAISTSDKANVGTEIIENSISQMTTIHTVMDEIYKVVDQLVIRTQDIDKALQ
                     TITYISEQTNLLSLNAAIESARAGEHGKGFAVVSEEVRKLAEQSKQAATDITKLNLLV
                     QNDTKDVVNVMGKGQQEIQEGIHAVQNAKLAFHNIVNHINEVTDQIQDITASAEEMSA
                     SSEEINSALINISSISQNIVSETNHTSQSSQAQSVSIQDITNMSLQMQKLVDELEKSA
                     TQFKIKNL"
     gene            4484439..4485731
                     /locus_tag="DJ46_4809"
     CDS             4484439..4485731
                     /locus_tag="DJ46_4809"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AIK64017.1"
                     /translation="MEKERKAFSFGLRTQLMLFTTVLALITYSTSIFFIYVIYDYFQS
                     YVSQTAYNIIVMLLGVVWSGILAYGAAVFLIKPLRKLEEAARKAAEGDIREDVPLPKT
                     DDEIKSLSVAFNMMLGNLRGMVKNIDTTFSYTYNQVQQIRKQTGEATKQAQGVSETLA
                     EISSGAEQSAASIQAIVSAVDTTTSIASEVEEKAKQSDELSSEMVQALGHSTRVFTSL
                     IQGIQTLAKENEDSMQNVQKLEERMKQVEHIVSVVSEIASQTNLLALNASIEAARAGE
                     HGRGFAVVAEEVRKLADESDHSARNISQLLRNMQEEVQQVAMKMTEQVKIAKEEARRG
                     EATELILKEMSSSVMEVADATKQISSYMNEQVSHIHQTGAQTKAVAAIAEETSAGSQE
                     VACVTVQQSKNMVVIDQLLKDLEKQAADLKQTIERFSM"
     gene            4485968..4487632
                     /gene="gsj"
                     /locus_tag="DJ46_4810"
     CDS             4485968..4487632
                     /gene="gsj"
                     /locus_tag="DJ46_4810"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha-glucosidase"
                     /protein_id="AIK65012.1"
                     /translation="MNKTWWKEAVAYQIYPRSFMDSNGDGIGDLQGIIAKLDYLKDLG
                     IDVIWICPMYKSPNDDNGYDISDYQDIMDEFGTMEDFDALLDEVHKRDMKLIIDLVIN
                     HTSDEHPWFIESRSSKDNPKRDWYIWHDGKDGAEPNNWESIFNGSAWEYDEVTGQYYL
                     HLFSRKQPDLNWENKEVREVLYDTVNWWLDKGIDGFRVDAISHIKKEDGFKDMPNPKG
                     LKYVPSFDKHMNVDGIQPLLEELKENTFSKYDIMTVGEANGVKIEDAELWVGEEQGKF
                     NMVFQFEHLSLWDAEKKKDLDVVGLKKVLTKWQKGLENKGWNALYIENHDKPRIVSTW
                     GDDKQYWRESATALGAMYFFMHGTPFIYQGQEIGMTNVQFPNIEDYDDVAIKNLYREK
                     IAEGVSHQDMMEIIWASCRDNSRTPMHWDDEINAGFTTGTPWFGMNQNYKEINVAKQK
                     NEENSIFNFYKKMIALKKEHDVLNYGTYDLLLEDDPQIYAYTRTLNDEKIVVISNISK
                     EEAVYNEDLFALERKRLLLNNYEVAEHEQLTTITLKPYETRVYRIS"
     gene            4487803..4489440
                     /locus_tag="DJ46_4811"
     CDS             4487803..4489440
                     /locus_tag="DJ46_4811"
                     /EC_number="2.7.1.69"
                     /note="EIIB_glc: PTS system, glucose-like IIB component
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, glucose-like IIB component domain
                     protein"
                     /protein_id="AIK64396.1"
                     /translation="MKITSFDFWQKFGKALLVVVAVMPAVGLMISIGKLIGMSAGDIN
                     AVHTIARVMEDIGWAIITNLHILFAVAIGGSWAKDRAGGAFAALLAFVLTNRITGAIF
                     GVNAEMLADSKAKVSSVLAGDLIVKDYFTSVLGAPALNMGVFVGIITGFLGATLYNKY
                     YNYNKLPQALAFFNGKRFVPFVVIVWSTVTAIVLSLLWPFIQSGLNEFGRWIAASKDS
                     APVVAPFVYGTLERLLLPFGLHHMLTIPMNYTELGGTYTMLTGSKIGQVVAGQDPLWL
                     AWITDLNNLLANGDTKAYNDLLNNVVPARFKAGQVIGSTAALMGIAFAMFRNVDKEKR
                     AKYKPMFLSAALAVFLTGVTEPIEFMFMFIAPVLYVVYAITTGLAFALADLINLRVHA
                     FGFIELITRTPMMVNAGLTRDLINFVIVSLVFFGLNFTLFNFLIKKFNLPTPGRAGNY
                     IDNEDEASEGTGNVQEGSLATKVIDLLGGKENIADVDACMTRLRVTVKDLDVVAPEAQ
                     WKQNGALGLIVKDKGVQAVYGPKADVLKSDIQDMLGA"
     gene            4489445..4490236
                     /locus_tag="DJ46_4812"
     CDS             4489445..4490236
                     /locus_tag="DJ46_4812"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease/Exonuclease/phosphatase family
                     protein"
                     /protein_id="AIK63492.1"
                     /translation="MKLLTLNCHSWQEENQIEKIKYLAKVIQEEEYDVIALQEVSQSI
                     GAKNVCGNKKEDNFGLLLLEELKALHVKDYNITWDFSHIGYDVYEEGLAIITKHNVVK
                     EDTFFISENKDTTYWKTRKIVSATIAYNGKNITFYSCHLGWWNDEEELFKGQVNRLME
                     RVDSNELSFLMGDFNNNARLQGEGYEYMMQEGLYDTYELAIEKDEGTTVQGEIAGWDE
                     NKHNLRIDLILCNRSEKIRSSKVVFNGTNRKIISDHFGVEVQVDI"
     gene            4490542..4493367
                     /locus_tag="DJ46_4813"
     CDS             4490542..4493367
                     /locus_tag="DJ46_4813"
                     /note="pip_yhgE_Nterm: YhgE/Pip N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65943.1"
                     /translation="MKQIWRIYKTDLRNVAKHWAAIVIVVGLMILPSLYAWFNIKASW
                     DPYGNTKEVPIAVSNQDAGSNLRGKDINIGNEIVDSLKKNKNLGWKFVDEKQAIYGVE
                     RGDYYASITIPKDFSEKIATVLDENPQKPELDYYVNEKVNAIAPKITAKGASGITEEI
                     SKNFVKTANGEIFKIFNDLGIDLETNLPSIEKVKDLVFKLEAQFPEMNTLMDKALDDA
                     TRAEDLVKVAQKELPVVESVINDGQEALTNLDKFFANNDQTLQNAPGTIRNHLTAAKN
                     VMDKANAFTDFLMHPGIDFSGMKGLPEFPARPDLSKLNDEGYKNIARNINQTVNNVLN
                     SARAGTTYGKSVVNGLQNGQFDPEKAKQDLNAVSENLQGRTDSIAYLINVFTELQKSA
                     TTDFGQSFFQGRVDRLTKLKSGMENANNGIKDIVNVIGTGQEVKKDVTDVANQKLDAA
                     NGLIDQAEKDYNETFVADYKKAVSTVDQAKADANEAYDSVKNEYDKFKNGVEDAKANI
                     SNKGVTDLEWAKVSLNDLNGQLQATNNLIGDAIPVLESTNKVLADVNSGKNLNGGIAK
                     LNKIQNSVQKGIDATNKATTLINNGQKPTKEVVESINEATQNASAQLGDFLATYDSEI
                     VPNFNTAIERTKRMSKNTSQILKEADKKLPDVKKLLEDSSKGLVDGRKKLADIKAEMP
                     ATEKKIKELADKIRDFESEEDLKDIIRLLKNDVEKQSDYFANPVNLKENKLFAMPNYG
                     SAMSPFYTVLALWVGALLMVSLLTVEVHEEGANYKSHEIYFGRLLTFLTMGLSQAFIV
                     SMGDIFLLGTYVVDKFWFVLFSLFIGGVFVCIVYSLVSIFGNVGKSMAIILLVLQVAG
                     SGGTFPIQMTPAFFQAIYPFLPFTYAISAIRETVGGMLWDIVTRDLLVLSAFVVVMIV
                     AALLLKTPINKSSEKFVENAKGSKIIH"
     gene            complement(4493408..4495597)
                     /gene="topB"
                     /locus_tag="DJ46_4814"
     CDS             complement(4493408..4495597)
                     /gene="topB"
                     /locus_tag="DJ46_4814"
                     /EC_number="5.99.1.2"
                     /note="topB: DNA topoisomerase III family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase III family protein"
                     /protein_id="AIK61868.1"
                     /translation="MAKSVVIAEKPSVARDIARVLKCDKKGNGYLEGSKYIVTWALGH
                     LVTLADPESYDVKYKKWNLEDLPMLPERLKLTVIKQTGKQFNAVKSQLLRKDVNEIIV
                     ATDAGREGELVARWIIDKVRINKPIKRLWISSVTDKAIKDGFANLKPGKAYDNLYASA
                     VARSEADWYIGLNATRALTTRFNAQLNCGRVQTPTVAMIANREDEIKNFKAQTYYGIE
                     AQTTNQLKLTWQDANGNSRSFNKEKIDGIVKGLDKHNATVLEIDKKQKKSFSPGLYDL
                     TELQRDANKKFGYSAKETLNIMQKLYEQHKVLTYPRTDSRYISSDIVGTLPERLKACG
                     VGEYRPLAHKVLQKPIKANKSFVDDSKVSDHHAIIPTEGYVNFSAFTDKERKIYDLVV
                     KRFLAVLFPAFEYEQLTLRTKVGNETFIARGKTILHAGWKEVYENRFEDDDVTDDVKE
                     QLLPRIEKGDTLTVKLIMQTSGQTKAPARFNEATLLSAMENPTKYMDTQNKQLADTLK
                     STGGLGTVATRADIIDKLFNSFLIEKRGKDIHITSKGRQLLDLVPEELKSPTLTGEWE
                     QKLEAIAKGKLKKEVFISEMKNYTKEIVSEIKSSDKKYKHDNISTKSCPDCGKPMLEV
                     NGKKGKMLVCQDRECGHRKNVSRTTNARCPQCKKKLELRGEGAGQIFACKCGYREKLS
                     TFQERRKKESGNKADKRDVQKYMKQQKKEEEPLNNPFAEALKKLKFD"
     gene            4496006..4496812
                     /gene="thiM"
                     /locus_tag="DJ46_4815"
     CDS             4496006..4496812
                     /gene="thiM"
                     /locus_tag="DJ46_4815"
                     /EC_number="2.7.1.50"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxyethylthiazole kinase"
                     /protein_id="AIK64445.1"
                     /translation="MNTKEISKVVDLVRESNPLVHNITNVVVTNFTANGLLALGASPV
                     MAYAKEEVAEMASIAGALVLNMGTLRPDEVEAMLLAGKSANRNDVPVLFDPVGAGATS
                     YRTEVARHIPAEIELAIIRGNAAEIANVINEKWEIKGVDAGAGNGNVVSIAKQAADEL
                     NTVAVITGKEDVVTDGERTIVIRNGHSILTKITGTGCLLTSVIGAFVAVEKDYVKAAV
                     AALTFYGVAAELAAAKTVEKGPGSFQIEFLNQLANTTSGDIEKYGKIEVI"
     gene            4496829..4497488
                     /gene="thiE"
                     /locus_tag="DJ46_4816"
     CDS             4496829..4497488
                     /gene="thiE"
                     /locus_tag="DJ46_4816"
                     /EC_number="2.5.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine-phosphate pyrophosphorylase"
                     /protein_id="AIK61365.1"
                     /translation="MSRISKAEMSKLLSVYFIMGSNNCTKDPLQVLREALEGFITIFQ
                     FREKGEGALTGEERICFAKELQAICKEYGVPFIVNDDVELALELDADGVHVGQDDEGI
                     TSVREKMGDKIVGVSTHTIEEARWVIENGADYLGVGPIFPTSTKKDTKAVQGTKGLAH
                     FREQGITIPIVGIGGISIENTASVIEAGADGVSVISAISLAESAYESTKKLVEEVSRS
                     L"
     gene            complement(4497604..4498917)
                     /locus_tag="DJ46_4817"
     CDS             complement(4497604..4498917)
                     /locus_tag="DJ46_4817"
                     /note="dcu: transporter, anaerobic C4-dicarboxylate uptake
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, anaerobic C4-dicarboxylate uptake
                     family protein"
                     /protein_id="AIK65745.1"
                     /translation="MFWLQFLTLLLCIFIGARLGGVGLGVMGGVGMAILVFVFHLQPT
                     APPIDVMLMILAVITAAGALQAAGGMDYLVHLAEKALRKNPKRITFFAPIVTYLFTLC
                     AGTGHVAYSVLPVIAEVSRESGIRPERPMSIAVIASQQAITASPISAATVALLAMLAD
                     YKITLLDILKVSIPSTFIACMIAAFVASKMGKELNEDPEYLKRLKEGMIPKIEEKKEF
                     VGVKGAKLSVILFLVGTFLVVLLGSFEALRPGWIVDGKLARLSMPNTIEMVMLTIAAL
                     IIIFCKPNVESIVSGNVFKAGATAVVAIFGIAWMGDTFFNGNLNMIQGSIQHLVTSAP
                     WLFAIALFILSILLYSQAATVRALMPLGLSLGIPPALLIAMFPAVNGYFFIPNYGTIV
                     AAINFDRTGTTGIGKYVLNHSFMIPGLIATFTSIGIGMLLISIMF"
     gene            4499428..4501167
                     /locus_tag="DJ46_4818"
     CDS             4499428..4501167
                     /locus_tag="DJ46_4818"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AIK62829.1"
                     /translation="MKKYWHKLSFLQKNVLLTVLVILTLVGTMGALSFNMFQNSMMSI
                     FERHSFETGDTVLHKLDEEIVRDVTKDPVAQREKREKLTEKLDEATEELNSVGQTYIV
                     GAKKNEKGELLIVDLSTDLANVVEVRPGEYYKQLDLWMEAYDKVMSTKKANMTVVYED
                     LLGTWVTILEPIKDGEGNIVAIVAADVDASIVPSTKEKFIIQGLMFICISVLIATVIQ
                     FLIVRNALAPLRDLREGLRRVGEGDLNIKLEERSDDIGIINSYFNNTIEKFKGIIDKV
                     KQTAEQVSSSSQELSVSTKENSMAVQEIVSSMVELRAGAQLQETSVPQYLGIVYEVED
                     KMEEITNAAKQMEKVSEGIEHHSVKGNGVTKQAINQMNIIQNAVQDLSSIIYSLEVRS
                     KEISDIVTVITSISNQTNSLALHATIEASRAEETGEGFAVVADEVRKLAEQMEASAKD
                     IANLIRETQAGTEEAVVSIRKASKEVESGMKLVEMNGAFFEEISKSAQSVTNQVRVVS
                     SNSSDILQNSQNIVRVVNELSLIANTYTNSSSNVEESMKEQEMSVQDIAELASSLSWL
                     SQELQELIGEFKS"
     gene            4501431..4501751
                     /locus_tag="DJ46_4819"
     CDS             4501431..4501751
                     /locus_tag="DJ46_4819"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63345.1"
                     /translation="MSQQVTMSFSVVPQAKTKDVYSVVDKAIEVVQQSGVRYEVGAME
                     TTLEGELDVLLDVVKRAQQACVDAGAEEVITSIKIHYRPSTGVTIDEKVWKYRDEYAK
                     PEAI"
     gene            4501723..4502496
                     /locus_tag="DJ46_4820"
     CDS             4501723..4502496
                     /locus_tag="DJ46_4820"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK66117.1"
                     /translation="MNMQNQKQSKIITTIWLILLIAIWEGSVSLFKIEPWILPKPSAI
                     VQELIGMKDLLLPNTMQTLQEVIIGLFFAILIGTSIAILMDVIPLFRILINPLLVISQ
                     TIPIVVLAPLFIIWFGYGMLPKVMVVILVCFFPIALSILEGFQTVDKNMLKLLQTMKA
                     TKWQVYQKVKFPAVLPYFFSGLKIAVTYSVMGAIIGEWLGASEGLGVMLTRATKSFLT
                     ARVFGVAAIIVMVTLCLYFIVEFMARITAPWIYRKDGRK"
     gene            4502493..4503491
                     /locus_tag="DJ46_4821"
     CDS             4502493..4503491
                     /locus_tag="DJ46_4821"
                     /codon_start=1
                     /transl_table=11
                     /product="NMT1/THI5 like family protein"
                     /protein_id="AIK63977.1"
                     /translation="MKKGLKVMLAALLAVGVAGCNPAKKEESASKDQKVKVVLDWFPN
                     TNHTGLYVAQAKDYYKKQGLDVEIIQPGDNVTAEQMIASGKADFAISAQENVTLARVE
                     GIPVVSVGAIIQHNTSAFASLKKDNMTSPKDFEGKRYGGWGGPAEEATLKTIMDKHQA
                     DFNKVEKIILGQTDFFKSIGRDADFEWIYYGWDGIEAKRQGKELNTIMVKDLDPALDF
                     YSPVMITSEKHTKQDKDFVKKFMSATTEGYNFAIKEPKEAADILIKAVPDVNKDLVQE
                     SQKWLSTKYQDDAKAWGVQKEEVWTNYMNFLYDNKVIKKKIDVKDAFTNEFLPSEK"
     gene            4503488..4504237
                     /locus_tag="DJ46_4822"
     CDS             4503488..4504237
                     /locus_tag="DJ46_4822"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65064.1"
                     /translation="MRGLQIKDIVKSFDGNNVLANISASIREGEFVSFVGPSGCGKST
                     LLNMIANVENPTSGSVTYNDKHIQEQDVVSYMPQQDLLLPWRSALQNIVLPLEIEGKP
                     KKQRLTEGMEALKQFELDEYADHYPDELSGGMRQRISFLRTYLCEKPIMLLDEPFGKL
                     DAFTKMEVHSWLLNSWHQEKQTIVMVTHDLDEAILLSDRVFILSQRPASIVGEVQVKL
                     PRPRTMDMLTSIELKKDKEEILRVLAPYMKK"
     gene            4504625..4506169
                     /gene="ccmA"
                     /locus_tag="DJ46_4823"
     CDS             4504625..4506169
                     /gene="ccmA"
                     /locus_tag="DJ46_4823"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK61100.1"
                     /translation="MSILTVENLSHSYGEKTILYNACFRLLKGEHVGVVGGNGIGKST
                     LLRILTGELIHDDGNIEWFPHVKIGFLQQHMDLQEGMTIEGYLQSAFADLYAIECEML
                     KIAEEMNGAGEVEKLLVKYGELQTILESSNFYHIHAEVEEVAIGLGLFEIGLKKDVSK
                     LSGGQRTKLLLGKLLLEKADVLLLDEPTNYLDTAHIEWLQSYLRLYEKAYVIISHDEL
                     FLNSITNVIFHLEGGKVKRYVGNYEKFVQSYQVQKKQLQSAYVKQQKEISQLETFIQK
                     NKIRKAKQAKSREKVLEKMQRIEKIHPVPRSRFDFNVYEEPVSRILQAEKLRIGYSDP
                     LCPELNLQVKKGEKIAIIGHNGIGKTTMLKTLLGQIKPLSGSISVGERVNPAYFAQEE
                     FASETTPLEKVWAERPDMTKKEVRQALAKCGLKEEHVLKPIRLLSGGEQTKVRLCELI
                     VTRSNVLILDEPTNHLDIETKKSLQEALQQYKGTVLLVSHEPSFYEAWITKVWNIEEW
                     NAEQYE"
     gene            complement(4506630..4508654)
                     /gene="chiA1"
                     /locus_tag="DJ46_4824"
     CDS             complement(4506630..4508654)
                     /gene="chiA1"
                     /locus_tag="DJ46_4824"
                     /EC_number="3.2.1.14"
                     /codon_start=1
                     /transl_table=11
                     /product="chitinase A1"
                     /protein_id="AIK66041.1"
                     /translation="MKSKKFTLLLLSLLLFLPLFLTNFITPNVVLADSQKQDQKIVGY
                     FPSWGIYGRNYQVADIDASKLTHLNYAFADICWNGKHGNPSTHPDNPNKQTWNCKESG
                     VPLQNKEVPNGTLVLGEPWADVTKSYPGSGTTWEDCDKYARCGNFGELKRLKAKYPHL
                     KTIISVGGWTWSNRFSDMAADEKTRKVFADSTVDFLREYGFDGVDLDWEYPGVETIPG
                     GSYRPEDKQNFTLLLQDVRNALTKAGAEDGKQYLLTIASGASQRYADHTELKKISQIL
                     DWINIMTYDFHGGWEATSNHNAALYKDPNDPAADTKFYVDGAIDIYTNEGVPADKLVL
                     GVPFYGRGWKSCGKENNGQYQPCKPGSDGKLASKGTWDDYSTGDTGVYDYGDLAANYV
                     NKNGFVRGWNDVAKVPYLYNATTGTFISYDDNESMKYKTDYIKTKGLSGAMFWELSGD
                     CRTSPKYSCSGPKLLDTLVKELLGGPITQKDIEPPTNVKNIAVTNKNSNSVQLNWTAS
                     TDNVGVTEYEITAGEEKWSTTTNSIAIKNLKPNTEYTFSILAKDAAGNKSQPTSILVK
                     TDDANTTPPGGNSNATFSVTSNWGSGYNFSIVIKNSGTTPIKNWKLEFDYNGNLTQVW
                     DSKISSKINNHYVITNAGWNGEIPPGGSITIGGAGTGTPAELVNASISEN"
     gene            4509026..4509397
                     /locus_tag="DJ46_4825"
     CDS             4509026..4509397
                     /locus_tag="DJ46_4825"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61638.1"
                     /translation="MDVFLNIAEEKIRQAIRNGDLDNIPGKGKPLQLEDLSMVPPELR
                     MSYKILKNAGMIPPEMELQKDILKIEDLIACCYDEEERKKLQQELTAKTLRFQQVMEK
                     RKIKDSSAFRMYQDKVFHKLR"
     gene            4509408..4509722
                     /locus_tag="DJ46_4826"
     CDS             4509408..4509722
                     /locus_tag="DJ46_4826"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin family protein"
                     /protein_id="AIK64580.1"
                     /translation="MKKFETIEELATYIEEQQLVLLFIKTENCGVCDVMLRNVNYVLE
                     NYDYVEKIEILLQDMQEVAGRYAVFTGPTILLFHNGKEILRESRFISLENLERTIQLF
                     EE"
     gene            4509736..4509987
                     /locus_tag="DJ46_4827"
     CDS             4509736..4509987
                     /locus_tag="DJ46_4827"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62923.1"
                     /translation="MEFIIFILLFVVIGIIVTAVRSNKKKVNLMKQNNIHNSSNSSSP
                     LFFFAGSDNDSSHGGSHDCGGSFGGDSGGSCDGGGGGGD"
     gene            4510270..4510851
                     /locus_tag="DJ46_4828"
     CDS             4510270..4510851
                     /locus_tag="DJ46_4828"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK61021.1"
                     /translation="MRRSAEEIKKEIAYKAEILFSQKGYAATSMEEICEITERSKGSI
                     YYHFKSKEELFLFVVKQHTYDWLEKWNEKEKLYSTSTEKLYALAEYHVEDIQQPISNA
                     IEEFSMSQVVSKEILDEMLALTRESYVMFETLIEAGIQSGEFREDNTRDLMYIVNGLL
                     SGLGVLYYELDYKELKRIYKKAIDVLLKGMAAE"
     gene            4510918..4512150
                     /locus_tag="DJ46_4829"
     CDS             4510918..4512150
                     /locus_tag="DJ46_4829"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK61814.1"
                     /translation="MNALFKNRAFMLVMASDILQQFAIWIRNMALLYFIMERTNNDPV
                     SVSLLSVMEYAPIFIFSFIGGALADRWNPKRTMVAGDVLSVLSIIGIVLLLKLDYWQA
                     IFFATLISAIVGQFSQPSSSRIFKRYVKEEQVANAIAFNQTLQSLFMIFGPVVGSLVY
                     TQLGLFTSLYSLIILFLLSAIALSFLPKWVEQEQVARDSLKNDIKEGWKYVLHTKNLR
                     MITITFTIMGLAVGLTNPLEVFLVIERLGMEKEAVQYLAAADGIGMLIGGIVAAVFAS
                     KVNPKKMFVFGMSILAMSFLVEGLSTSFWITSFMRFGTGICLACVNIVVGTLMIQLVP
                     ENMVGRVNGTILPLFMGAMLIGTALAGGLKEMTSLVIVFCIAMALILLAIGPVLRMQI
                     KKEDVTTKEELTNSLASK"
     gene            4512264..4512458
                     /locus_tag="DJ46_4830"
     CDS             4512264..4512458
                     /locus_tag="DJ46_4830"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK61940.1"
                     /translation="MKNQIYELRTENNISQGALADKCKVSRQTINAIENNKYDPSLAL
                     AFRLAEVLGTTVDKLFLYKQ"
     gene            4512471..4512863
                     /locus_tag="DJ46_4831"
     CDS             4512471..4512863
                     /locus_tag="DJ46_4831"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65781.1"
                     /translation="MGKEKISLFVTILVAIGTLLYALYYWLTELQVNWYALFICSIAL
                     HYLFKSSASHSVEGETEENQDLEKHVLKTSANVTYYVLVVFIFGLFFASVGFNRWIDF
                     HNIPLLFALCAAIVVKPAVEFLIVRRYR"
     gene            complement(4512890..4514173)
                     /locus_tag="DJ46_4832"
     CDS             complement(4512890..4514173)
                     /locus_tag="DJ46_4832"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK61255.1"
                     /translation="MKKMSRQEKSWILYDWANSVYSLVITTALFPIYFKAAAKEAGLS
                     GATSTAYWGYANSFATLLISILAPILGTVADYKGFKKRFFTFFFGLGIVFTSMLAVVP
                     TSQWYLLLGCYMLALVGFAGANIFYDAFLVDVTSEDRMDRISTRGFALGYIGSTIPFI
                     GCIALIILAQKGTIPLSVGIASQISFAITALWWGLFTIPMLKNVEQTHYIERHPKPIA
                     MSFKRLADTFKNIKEYKTVFMFLIAYFFYIDGVDTIITMSTAYGTDLGISATNLLIIL
                     FVTQIVACPFALLYGKLSTTFTGKKMLYVGIIIYIIICIYAYFLKTTLDFWILAMLVA
                     TSQGGIQALSRSYFAKLVPKESANEFFGFYNIFGKFAAIMGPVLVGVTTQLTGKTNAG
                     VLSIIVLFIIGGFLLTRVPENNTSVTPPNPKTKTL"
     gene            complement(4514282..4515595)
                     /locus_tag="DJ46_4833"
     CDS             complement(4514282..4515595)
                     /locus_tag="DJ46_4833"
                     /codon_start=1
                     /transl_table=11
                     /product="type I phosphodiesterase / nucleotide
                     pyrophosphatase family protein"
                     /protein_id="AIK63671.1"
                     /translation="MDKALTNRVIILSFDCLSALDFPILQKLPHFQSLIKKGTVVEKV
                     EPIYPSVTYPSHSTIVTGNYPNKHGVVSNTLLQPGRESPDWHWYRKSIKGTTLYDEAH
                     KANLTTAALLWPVTGRANIDYNLPEIFPNRPWQNQVLVSLFSGSPLYQLDLNRRFGHI
                     RNGLSQPELDDFVLASAVHTIQTKKPNVMFVHFTDLDTQRHYHGFESKETIAAIHRHD
                     ERLGQIIQALKDSDLYEESTIIALGDHSALSENKAIQLNVLFHQKGLISVNSKGNLVD
                     WKVYCQSCDGSAYVYVKDKNDTDTIREVQLLLEELLQHKQNGIEFILHDEDAKECGAD
                     GNCLFMLEAREGYYFTENYTGDFIKEITEKDVTPSKKYTFGTHGYSPTKPNYETIFIA
                     AGKGIKSGVTIPYMRLIDESPTIARLLGLHLGETDGSIVEDLLQL"
     gene            4515749..4516042
                     /locus_tag="DJ46_4834"
     CDS             4515749..4516042
                     /locus_tag="DJ46_4834"
                     /codon_start=1
                     /transl_table=11
                     /product="yesK-like family protein"
                     /protein_id="AIK61379.1"
                     /translation="MDWLDGFGIFYIIGGITIILVFAISYLLKKRFPDKQFDIIFALS
                     LILLCLASFPVTMMVIGGWEGMGYGFIGFFVLLGTLIGMIAHQLVKISRKSYV"
     gene            4516390..4517916
                     /gene="proS"
                     /locus_tag="DJ46_4835"
     CDS             4516390..4517916
                     /gene="proS"
                     /locus_tag="DJ46_4835"
                     /EC_number="6.1.1.15"
                     /note="proS_fam_I: proline--tRNA ligase"
                     /codon_start=1
                     /transl_table=11
                     /product="proline--tRNA ligase"
                     /protein_id="AIK64589.1"
                     /translation="MAKEQVQAITKMEEDFAQWYTDIVKKAELVDYSSVKGCMILRPY
                     GYALWENMQKVMDEKLKATGHENVYMPMFIPESLLQKEKDHVEGFAPEVAWVTHGGDE
                     KLAERLCVRPTSETLFCEHFSKIVQSYNDLPKLYNQWCSVVRWEKTTRPFLRTTEFLW
                     QEGHTIHETAEESQAETLNILNLYASFCEDYLAIPVIKGQKTEKEKFAGAKATYTIES
                     LMHDGKALQTGTSHNFGTNFSEAFDIKFLDRNGKWQYVHQTSWGVSTRMIGGLIMVHS
                     DNNGLVMPPKVAPVQVVIVPIAQHKEGVLAKATELQGHIQKVARVKIDASNKTPGWKF
                     NEYEMKGIPIRLEVGPKDIEKNQVVLVRRDTKEKEFISMDQLEERIPALLEEIHNSLF
                     NKAKVFRDENTYSVTNFEEMKKLADEKQGFIKAMWCGELACEEKLKEEVASRCMPFEQ
                     EHLAEECVCCVNKWCIGEKRINALLDRKDEKDFGLHNKCNPKSFLVLQFVSCIFKMEG
                     "
     gene            complement(4517921..4518754)
                     /locus_tag="DJ46_4836"
     CDS             complement(4517921..4518754)
                     /locus_tag="DJ46_4836"
                     /note="LPXTG_anchor: LPXTG cell wall anchor domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LPXTG cell wall anchor domain protein"
                     /protein_id="AIK62921.1"
                     /translation="MTKIFILASTLSLSFFSGLNIGNAATENFSPITNAIVQNNDYFV
                     EGNSKDNNKPPGNGGSQDDSGSDGNGSDGSGSGDNGSGDNGSGGNGSGGNGSGENGSG
                     GNGSGSSGSGDNGSGGNGSGGNGSGENGSGGNGSGSSGSGENGSGGNGSGSSGSGENG
                     SGGNGSGGNGSGGNSSGGSGSGGSGSGDNSSGGSGSGGSGSGDNGSGGSGSQGGNRVK
                     GDSSSQGGNGSQGGNVKDNAKKQGDKLPNTATHYPASILMGLSTFLIGMLLFIRRKNA
                     K"
     gene            4518957..4519835
                     /locus_tag="DJ46_4837"
     CDS             4518957..4519835
                     /locus_tag="DJ46_4837"
                     /codon_start=1
                     /transl_table=11
                     /product="ROK family protein"
                     /protein_id="AIK63961.1"
                     /translation="MKEYIAFDIGGTQIKYGIVSETGIVLKHKTVPTEIHLGGEQIIQ
                     KLILLSKKLMSEHTISGIGISTAGIVDVNRGVVTGGADHIPGYSTIPIINRLQEVLKV
                     PVSIENDVNCAALGEKWNGIGREKENFIMLTLGTGIGGAIFIDRELYRGHSYSAGEWG
                     NMLIEGKTFEEVASISGLIHLVRNYKGKGNWNGKTIFELYDKGDREVTQAVEVFFKHL
                     AIGISNLAYIFNPETIIIGGGITDRGNQFLKEVKEEVGRYLNKEIYSDCEIELAQNGN
                     RAGMIGAIYHFLHHHK"
     gene            4519964..4520560
                     /gene="yceC"
                     /locus_tag="DJ46_4838"
     CDS             4519964..4520560
                     /gene="yceC"
                     /locus_tag="DJ46_4838"
                     /codon_start=1
                     /transl_table=11
                     /product="stress response protein SCP2"
                     /protein_id="AIK64854.1"
                     /translation="MPIILEKGQKIDLTKGQPKVAKLQVGLGWDPIGQSGGFLSSLFG
                     SKPNVDCDASVVMLEGDRFLNKNDLVYFGNKLSTCGSIIHSGDNLTGEGAGDDETIFV
                     ELHKVPSRINRLVFVVNIYDCVNRRQDFGMIRNAYIRIQNPQTGEELARYNLSDNYAG
                     KTTLIAGEMYRHGSEWKFSAVGEGTQDKNLSEIVSRYQ"
     gene            4520584..4521168
                     /gene="yceD"
                     /locus_tag="DJ46_4839"
     CDS             4520584..4521168
                     /gene="yceD"
                     /locus_tag="DJ46_4839"
                     /codon_start=1
                     /transl_table=11
                     /product="general stress protein 16U"
                     /protein_id="AIK63633.1"
                     /translation="MASISLKKGQKVDLTKTNPGLSKVLVGLGWDTNRYDGQNDFDLD
                     VSIFLVGANGKVSGAEDFVFYNNPKGANGAVEHLGDNRTGEGEGDDESIKVDLKNVPA
                     HIERICFTITIYDGEGRSQNFGQVSNSFVRILDEEKNAELIRYDLGEDFSIETAVVVG
                     ELYRHAGEWKFNAIGSGFQGGLASLCNNFGLDVE"
     gene            4521249..4521833
                     /gene="yceD"
                     /locus_tag="DJ46_4840"
     CDS             4521249..4521833
                     /gene="yceD"
                     /locus_tag="DJ46_4840"
                     /codon_start=1
                     /transl_table=11
                     /product="general stress protein 16U"
                     /protein_id="AIK66204.1"
                     /translation="MVIQLQKGQKIDLGKTSPGLTKAVIGLGWDIKSYDGGSDFDLDA
                     SAFLLDANGKCTKETDFIFYNNLQSPCGSVLHTGDNRTGEGEGEGDDEQLVVDLKKVP
                     ADVHRIAITVTIYDAEGRSQNFGQVGNAFVRLANEETNEEVLRFDLGEDFSIETAVVF
                     CELYRHNGQWKFNAVGSGFQGGLGALVRAYGLDA"
     gene            4521907..4522698
                     /locus_tag="DJ46_4841"
     CDS             4521907..4522698
                     /locus_tag="DJ46_4841"
                     /note="R_switched_YkoY: integral membrane, YkoY family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane, YkoY family protein"
                     /protein_id="AIK61722.1"
                     /translation="MSILQGILDTYAQFFDLDMWIKVLQDPVSWGLIGTLVVLEGLLS
                     ADNALVLAVMVKHLPEEKRKKALFYGLIGAYVFRFIAIGIGMFLIKLAWVKVLGALYL
                     AWLSVKYFIDKRKGNAEEEEAHGMNQNSILFRMFGVFWGTVAMVELMDIAFSVDSVLA
                     AFGVSNEVWILLLGGMLGILMMRGIAGVFLKLLERIPELETTAYILILIIAAKMLLSV
                     IHIEVSHTLFFIILVVAFGATFILHYVKNSGQAKEEVAATKNNHK"
     gene            4522808..4524439
                     /locus_tag="DJ46_4842"
     CDS             4522808..4524439
                     /locus_tag="DJ46_4842"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61664.1"
                     /translation="MFSRFTLQPYALKDESDLKHFETLLEKRPQYELTENEMKFSYIA
                     CRILGVPNDVDEYFNELFDYSEAKGIEVLHEQNLNKVIDSEKLRHIQEVFGLHQEAPN
                     GLTVNRLVAHLSGKQLLPKVDNPDLQHYIHTTFISVLKLYEKQHNQSLKTEGFRRFLI
                     DMIKLSENYVAKWFSTINYKKQMPRIIWYGDAQESRIYFLYFLIMLGCDVLYYHPEGK
                     DGFENIDEEARTFVVSHSSRISLEPFPDRRRERVATVAYQASKEIEQVLHHDNSLLYK
                     PWQFRSYTPVARTLKTTYDELFLITKEKAFVRPTFFVENKHIYIPSLFAKISGVSKND
                     KEYFQRLKAVTSFDNSLLINTFPFTKEQKANFQYHYRDALDRGGKLHPDLIMNSHWWP
                     HKRLPEGLQHGIAEAIIHTCESEMCKPIAKETKQDVALYVFAQLSQIPPNILEQLEKF
                     DYSQDVPKIVIFNNEKSGELTRSDAVLLLFLNQIGVDVFHFNPTGRNDIEPYIEAGAF
                     DSHWLEEVNFDFEFHGSSAYKNLSQTIKGLFRPFL"
     gene            4524458..4525540
                     /locus_tag="DJ46_4843"
     CDS             4524458..4525540
                     /locus_tag="DJ46_4843"
                     /codon_start=1
                     /transl_table=11
                     /product="toxic anion resistance family protein"
                     /protein_id="AIK63314.1"
                     /translation="MNNPVVLDSKTELNEQTAQDVRLQLRQDADVQRIYNAVDIKDQL
                     ELIELGKEPSMEISRFADQILHTMSLSKIEDSGELLKQLGKIMDRFDSKDFAEEKSGF
                     FSRMFKKADKMIEQIFSKYQTMGREIDKVYVEITKYQDEMKKSIGTLDGLYEQNLKYY
                     LDLEKYVVAGEMLLERLNTELVPMYEERVRNNDQLAGIELESLKNSVEILEQRIDDLE
                     KARMVALLTAPQIRMIQRGNNKLIGKINTAFITTIPIFKNGIIQAVNAKRQKLVADSM
                     AELDRRTNELLKKNAQNIATQSVEVARLSGSSSIKMETLEETWNIISRGMQETQQIEE
                     QNKREREESRKRMATLTENIKKELQG"
     gene            complement(4525576..4528242)
                     /locus_tag="DJ46_4844"
     CDS             complement(4525576..4528242)
                     /locus_tag="DJ46_4844"
                     /note="ATPase_P-type: HAD ATPase, P-type, IC family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="HAD ATPase, P-type, IC family protein"
                     /protein_id="AIK64695.1"
                     /translation="MSNWYSKTKDQTLIDLETNEQHGLTEEIVNERLTQYGANELATK
                     QKRSLWQRIFAQINDVLVYVLIIAALISAFVGEWADASIIALVVVLNAVIGVVQESKA
                     EQALEALKKMATPKAIVKRDGELKEIPSEHVVPGDIVMLDAGRYIPCDLRLIETANLK
                     VEESALTGESVPVDKDAIYHPSMQSDEQVPLGDQKNMAFMSTLVTYGRGVGVAVETGM
                     NSQIGKIATLLHEADDDMTPLQKSLAQVGKYLGFVAVAICIVMFLIGFLQGRDTLEMF
                     MTAISLAVAAIPEGLPAIVSIVLAIGVQRMIKQNVIIRKLPAVEALGSVTIICSDKTG
                     TLTQNKMTVTHFYSDNTYDQLERLNVNNDTQRLLLENMVLCNDASYNNESQTGDPTEI
                     ALLVAGSTFNMQKDHLEKIHERVNELPFDSDRKMMSTVHTYDESYYSMTKGAIDKLLP
                     LCTHIFKNGKIEGLTEDDKNQILEAAEVMSQEALRVLSFAFKQYNSSDVDIDHLEENL
                     IFIGLVGMIDPPRTEVKDSISECKKAGIRTVMITGDHKDTAFAIAKELGIAEEISEIM
                     IGTELDNISDTELANKINHLHVFARVSPEHKVKIVKALRAKGNIVSMTGDGVNDAPSL
                     KQADVGVAMGITGTDVAKGAADVVLTDDNFSSIVKAVEEGRNIYRNIKKSILFLLSCN
                     FGEIIALFLAILLGWATPLRPIHILWVNLITDTLPALSLGVDPEDPDVMKEKPRHAKE
                     SLFSGSVPFLIFNGFVIGLLTLIAFIAGAKFYTGDTNLFPLFPERIDEDALLHAQTMA
                     FVVLSFSQLVHSFNLRSRTKSIFSIGIFTNKYLVFSLLIGVLMQVCIISIPPLANIFG
                     VHALTMRDWGFVLLLSIIPLVVNEFIKLVKRN"
     gene            complement(4528434..4528658)
                     /locus_tag="DJ46_4845"
     CDS             complement(4528434..4528658)
                     /locus_tag="DJ46_4845"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65102.1"
                     /translation="MDLSVKSEENVEYMVEAIKEKLRMVNAGAMRAASFNEEMYEDLR
                     DIYEHVMKRETFSISEMQAITEELGTLIKK"
     gene            4528833..4529297
                     /gene="yfkJ"
                     /locus_tag="DJ46_4846"
     CDS             4528833..4529297
                     /gene="yfkJ"
                     /locus_tag="DJ46_4846"
                     /EC_number="3.1.3.48"
                     /codon_start=1
                     /transl_table=11
                     /product="low molecular weight
                     protein-tyrosine-phosphatase yfkJ"
                     /protein_id="AIK61082.1"
                     /translation="MVQVLFVCLGNICRSPMAEAIFRDLVVKEGLEEKIVIDSAGTGD
                     WHVGHPPHKGTQKILKENAVTFEGIKARQVEKEDLTKFDYIIAMDNKNIADLKSLGKT
                     GGYIGRLSDFVPDGGWTDVPDPYYTGNFQEVYDLVTEGCAKLLAFIRNEQGI"
     gene            4529351..4529833
                     /locus_tag="DJ46_4847"
     CDS             4529351..4529833
                     /locus_tag="DJ46_4847"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64955.1"
                     /translation="MAKKNNIARNIAIGVAAGVAVSMLKKENREKVKNTAEKAKTKMI
                     EIGENAKIKEKVQTVTDKGRELADLNVVKAKVAEIKKLTPSVVETLKETKEIFSKKKV
                     EPAEKPETIEIQAVSPKVDELKVEEEPVVAEDGGMKESRELFMKDSNVEEKKLKRTLS
                     "
     gene            4529872..4530741
                     /gene="yihY"
                     /locus_tag="DJ46_4848"
     CDS             4529872..4530741
                     /gene="yihY"
                     /locus_tag="DJ46_4848"
                     /note="yihY_not_rbn: YihY family inner membrane domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="YihY family inner membrane domain protein"
                     /protein_id="AIK64620.1"
                     /translation="MRKILEKVRRNRTYSFGKDLYDRTMRDDVAGLAAQLAYFFLLAI
                     FPGLVFLITLLGFIDLQTESVLNLLEPYVPEDAMSLIEVNVDKVVNEQNGGLLSFGLL
                     SMLWFASNGVNAVMNAFNRAYDVTETRSFIKTRALSIVFTLAIIFMIVFALIVPVFGQ
                     VIGAAVFKAIGLSDSFSYVWSITRLVASFFVLFALFSFLYTFAPDRKLKRREVISGAT
                     FATVGWIVVSYSFAYYVDKFANYANTYGGLGGIIILMLWFYLTGWVILLGGEINGLLH
                     HYRTGDNNSRNEK"
     gene            complement(4530926..4532851)
                     /locus_tag="DJ46_4849"
     CDS             complement(4530926..4532851)
                     /locus_tag="DJ46_4849"
                     /EC_number="3.6.3.4"
                     /note="ATPase-IB1_Cu: copper-translocating P-type ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="copper-translocating P-type ATPase"
                     /protein_id="AIK64167.1"
                     /translation="MNSEVKTLQVQKSISHPSLWDTLKKHYELIFAITSGIFILAGWL
                     FTKNDVMNVGITCYILAYIVGGYAKAKEGIEDTIEEKELNVEMLMLIAAIGAAMIGYW
                     AEGAILIFIFALSGAMESYTLSKSQKEISALLDLQPEEALRISNGTEERVPVGRLQIN
                     DIILIKPGERVPADGTIHSGETNIDEAAITGEPIPNEKKHGDEVFAGTVNLRGAIEVK
                     ITKPSDQTLFQKIIRLVQSAQSEKSPSQLFIEKFEGTYVKGVLLVVTLMMFVPHFLLD
                     WSWNETFYRAMILLVVASPCALVAAITPATLSAISNGARNGILFKGGIHLERLASVKA
                     IAFDKTGTLTEGKPTVTDVYVRENMTEKEVLSITAAIESHSTHPLAESIVKYAQHTYD
                     ITLKKPENVEDVTGFGLKGIFESKAYKIGKADFIGEETKTFHNGVSASLEKEGKTVVY
                     ISDEEGILGLIALKDTLRQETIAAIRELQSIGVEAIMITGDNEETAKAIASESNIKEY
                     YASCLPETKVETIKKLKEKYGTVAMVGDGINDAPALATASIGVAMGEGTDVALETADV
                     VLMKNELSRLSQAIRLSKRMNRIVKQNVIFSLAVIAMLICSNFLQFLALPFGVIGHEG
                     STILVILNGLRLLKGNN"
     gene            4533122..4534072
                     /locus_tag="DJ46_4850"
     CDS             4533122..4534072
                     /locus_tag="DJ46_4850"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK62935.1"
                     /translation="MKTEKFFTHPIGVFIAAIVATFLWGSAFPFIKLSYAELGIQPKE
                     VGEQILFAGYRFFLSGVMLLFFFKLLGKDMNFKKGTGKQLVQIGLFQTFLQYICFYIG
                     MSYSSGIEGAIISGTSSFFQIILAHFLYKDDALNMRKIIGVSIGFCGVVLVNVPSDGS
                     LSFHFGIGSLLLLSAAMLYSYGNILAKEGSKTLDVGYMTAYQMIFGSIGLLCIGALQV
                     GIMPFTFSVHAILMLIYLSFLSAAGFCIWNTIMKYNKVGKVSMYMFFIPVFGVLLSSM
                     ILGEAIHSFVLFGLACVAAGIIVVNRTPAKQKIEQEKQVA"
     gene            4534179..4534874
                     /locus_tag="DJ46_4851"
     CDS             4534179..4534874
                     /locus_tag="DJ46_4851"
                     /codon_start=1
                     /transl_table=11
                     /product="yhhN-like family protein"
                     /protein_id="AIK61447.1"
                     /translation="MRRTCYESTLYGVNWTNHSFFNWCNIRNRTDKKTTNNIPLPLAV
                     RLILSFSLTASAIWIWLQDPSVEYSTWVALGMTLSTVGDLFMAGLIPIGHRLIGGMIT
                     FALAHCFYVKAFLQTGISWNGFWIGLLVYGLFLIIGWFFFIRNEKQDKLFTIGALIYG
                     LWVGGMACFAFALYYENTGIWWIPAFGGLLFVISDFIIGVTDIGGRKLKYEPLWIWFT
                     YVAAQMCIVYVGL"
     gene            4535104..4535460
                     /gene="lepB"
                     /locus_tag="DJ46_4852"
     CDS             4535104..4535460
                     /gene="lepB"
                     /locus_tag="DJ46_4852"
                     /EC_number="3.4.21.89"
                     /note="sigpep_I_bact: signal peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I"
                     /protein_id="AIK64717.1"
                     /translation="MMQKKKRWREFFGTIAIACLLVFLAKIFVFFPTTVKGASMKPTL
                     QDGDKVIVNKLAKQFESYGREDIIVVKTDNFYVKRVIGLPGDVIEVRNDQLYVNHEVI
                     EEAYLQSNKKQAEKNL"
     gene            4535457..4535639
                     /gene="lepB"
                     /locus_tag="DJ46_4853"
     CDS             4535457..4535639
                     /gene="lepB"
                     /locus_tag="DJ46_4853"
                     /EC_number="3.4.21.89"
                     /note="sigpep_I_bact: signal peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I"
                     /protein_id="AIK62999.1"
                     /translation="MNLTEDFGPITVPKNKIFVMGDNRLISRDSRNGLGLIDKADVLG
                     ELAAIYYPFEHMKIIN"
     gene            complement(4535683..4538444)
                     /locus_tag="DJ46_4854"
                     /note="putative tetratricopeptide (TPR) repeat containing
                     protein"
                     /pseudo
     gene            4538919..4539509
                     /locus_tag="DJ46_4856"
     CDS             4538919..4539509
                     /locus_tag="DJ46_4856"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63384.1"
                     /translation="MEQHIGELIAHYGYFGIIIALAGGIVGLPIPDEFLLTFVGYNVS
                     KGVMSGTAAFLSGMAGAMLGITLSYILGLKLGLPVLKKYGPKIRIKEHHIEKTHILFE
                     KYGPFLLMIGYFIPGVRHLTAYFAGMSNLTIWRFCLYAYGGALIWISVFIGLGWKLGE
                     KWRFVEYSLHHYGIWILSISVVVTCVVWFYIKKNRE"
     gene            complement(4539518..4539946)
                     /locus_tag="DJ46_4857"
     CDS             complement(4539518..4539946)
                     /locus_tag="DJ46_4857"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK62126.1"
                     /translation="MSSWLLFALLSAIAAALVSIFGKIGLDGIDANVATTVRSIIMAL
                     FMVGVIIIQGKFQNIGDVLLNKKALLFITLSGVAGASSWLFYFLALKTGKVSQVAPVD
                     KLSVVFSIILAMIILGEKLNFMTGIGVVFITAGVLFIAFS"
     gene            complement(4540053..4540199)
                     /locus_tag="DJ46_4858"
     CDS             complement(4540053..4540199)
                     /locus_tag="DJ46_4858"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64236.1"
                     /translation="MKREERKNMIEFIEKKKGIERDELLFMTDDEVEHIYNVTYFLYE
                     EIAE"
     gene            complement(4540353..4540769)
                     /locus_tag="DJ46_4859"
     CDS             complement(4540353..4540769)
                     /locus_tag="DJ46_4859"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxamine 5'-phosphate oxidase family
                     protein"
                     /protein_id="AIK61550.1"
                     /translation="MHLKEKITTIIQGQRTGVLSTVRNDKPHSAFMMFFHEDFVLYVA
                     TDRQSKKITDIENNPNVHVLLGREGKKLDEDYIEVEGLASIEEDSTLKNKFWNNSLKR
                     WLLRPEDPNYVLIKINPDTIYYIDGAGTTEPEFLRL"
     gene            4540952..4542007
                     /gene="cax"
                     /locus_tag="DJ46_4860"
     CDS             4540952..4542007
                     /gene="cax"
                     /locus_tag="DJ46_4860"
                     /note="cax: calcium/proton exchanger"
                     /codon_start=1
                     /transl_table=11
                     /product="calcium/proton exchanger"
                     /protein_id="AIK62986.1"
                     /translation="MFNKIFLIVALIGVPLSVLGKTLHWPQTIMFAVYCITIIALAGF
                     MGRATESLAIVSGPRIGGLLNATFGNAVELIISIFALQAGLIEVVLASLTGSVLGNLL
                     LVGGLSFFIGGLKYKRQSFNVYDARHNSALLIFAVVVAFVIPEIFSMKMDAGKTYQLS
                     IGVSIIMIIMYLAALLFKLVTHRGVYQHKSDEVAHEEEPEWSKGKALLILAIATIAVA
                     YVSEALVHTFETVAKSFGWSELFIGVIIVAIVGNAAEHASAIIMAYKNKINIAVEIAV
                     GSTLQIAMFVAPVLVLLSMFFAQRMPLVFTIPELVSMITAVFLTIAISNDGDTNWFEG
                     GTLLAAYVIMGIGFYLL"
     gene            4542089..4542886
                     /locus_tag="DJ46_4861"
     CDS             4542089..4542886
                     /locus_tag="DJ46_4861"
                     /codon_start=1
                     /transl_table=11
                     /product="yfkD-like family protein"
                     /protein_id="AIK63457.1"
                     /translation="MKRVYSICLSTMVSFILLFPNMSFAKTTVETKMPSSVLNISKDN
                     TFPNDAQDLPRLQPSKFAQELLKTANIKIENPDLIRMFNETTISNAPLAVGYRAKIYL
                     GQWALHYESIDTSINWEYKQVNRNVYDNRGGDRLYPLRYKQETQKTVEGDLTADMKDA
                     TDVKKMMLLKALEKVQLPLSFKTTIGYGTGHERVYNISPSQLGYLYAYTPAVNEKGKV
                     TFGEVYLVLKGNQKRLVVKNITSQGIGAAIPIHDHLYFKFISSSHSQ"
     gene            complement(4542921..4544048)
                     /locus_tag="DJ46_4862"
     CDS             complement(4542921..4544048)
                     /locus_tag="DJ46_4862"
                     /codon_start=1
                     /transl_table=11
                     /product="radical SAM superfamily protein"
                     /protein_id="AIK62945.1"
                     /translation="MTISQKMKPITPSYDPWEAYMDLEEYGKLLLTNVEFTTTTLCNM
                     RCEHCAVGYTLQPKDPNPLPMDLLLKRLDEIPHLRSLSITGGEPMLSKKSVDNYVTPL
                     LKYAHERGVRTQINSNLTIDLARYEQIIPYLDVLHISHNWGTIDDFVEGGFAMMERKP
                     TYEQRAKLFERMITNSKALSDAGVLVSAETMLNKRTLPHIEHIHRQIVDEMGCKRHEV
                     HPMYPSDFASNLEILTKAEIRDAIEHLLEIRDENVWMLFGTLPFYACSDDERDIATFR
                     KLQESKNVTVRNDPDGRSRLNVNIFDGNIIVTDFGDVPLLGNIQTNTLQEAYEKWSAS
                     KTAKSLSCHCPTVKCLGPNVLVKNSYYPTEDFLSKTANITL"
     gene            4544262..4544444
                     /locus_tag="DJ46_4863"
     CDS             4544262..4544444
                     /locus_tag="DJ46_4863"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63812.1"
                     /translation="MGKAIQDKDTQLVYLKERLNMFIEVIDTIEPEEVELEDVDRLLA
                     MLDELELKCEQFKKDE"
     gene            4544651..4546171
                     /locus_tag="DJ46_4864"
     CDS             4544651..4546171
                     /locus_tag="DJ46_4864"
                     /note="ttdA_fumA_fumB: hydrolyase, tartrate alpha
                     subunit/fumarate, Fe-S type domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hydrolyase, tartrate alpha subunit/fumarate,
                     Fe-S type domain protein"
                     /protein_id="AIK64777.1"
                     /translation="MEKLQESMYQLIVETSTNLPKDVRRAIQQAKERENAGTRSAMAL
                     GTITNNIKMADDNISPICQDTGMPTFKIYTPVGVNQLKLKEAIYHALERATKDGKLRP
                     NSVDSLFGDNSGNNLGPGTPVIKFEQWEKDYIDARLILKGGGCENKNIQYSLPCELEG
                     LGRAGRDLEGIRKCLLHAVYQAQGQGCSAGVIGVGIGGDRTSGYELAKNQLFRTLDDV
                     NPIPELQQLEEYVLENANKLGIGTMGFGGETTLLGCKIGVYNRLPASFYVSVAYNCWA
                     YRRLGVTIHPETGEIMDWLYQEGDDTLQQEAQEKTEQREIVLQAPITEEQIRKLRVGD
                     VVTINGMMYTGRDAIHKHLMDNDCPVDLNGQVIYHCGPVVVKDENDNWQIKAAGPTTS
                     IREEPYQGDIMKKFGIRAVIGKGGMGAKTLAALEEHGGVYLNAIGGAAQYYAECIKEV
                     KDVDFLQFGIPEAMWHLRIEGFKAVVTMDSHGNSLHADVDKTSLEKLASFKEPVFK"
     gene            4546298..4547080
                     /gene="pdaA"
                     /locus_tag="DJ46_4865"
     CDS             4546298..4547080
                     /gene="pdaA"
                     /locus_tag="DJ46_4865"
                     /note="spore_pdaA: delta-lactam-biosynthetic
                     de-N-acetylase"
                     /codon_start=1
                     /transl_table=11
                     /product="delta-lactam-biosynthetic de-N-acetylase"
                     /protein_id="AIK65674.1"
                     /translation="MKHKWLYIGLIFSIMMALVPVSALAYTNTPHNWGIPRPKNETVP
                     DAGKLYTDLLQKNGGFYLGDTKKKDIYLTFDNGYENGYTGKILDVLKEKKVPATFFVT
                     GHYIKTQKDLLLRMKDEGHIIGNHSWSHPDFTAVNDEKLREELTSVTEEIKKVTGQKE
                     VKYVRPPRGVFSERTLALTKEMGYYNVFWSLAFLDWKVDEQRGWQYAHNNVMTMIHPG
                     SILLLHAISKDNAEALAKIIDDLREKGYHFKSLDDLVKSNQP"
     gene            4547140..4547328
                     /gene="alkA"
                     /locus_tag="DJ46_4866"
     CDS             4547140..4547328
                     /gene="alkA"
                     /locus_tag="DJ46_4866"
                     /EC_number="3.2.2.21"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-3-methyladenine glycosylase"
                     /protein_id="AIK65688.1"
                     /translation="MWSEHVTLEYPYHFEEVLKRLSFDPLNVIQLDEKVIYVPLCIDE
                     EQIVVRLQGIGTVQNPQF"
     gene            4547362..4548003
                     /locus_tag="DJ46_4867"
     CDS             4547362..4548003
                     /locus_tag="DJ46_4867"
                     /codon_start=1
                     /transl_table=11
                     /product="hhH-GPD superbase excision DNA repair family
                     protein"
                     /protein_id="AIK61031.1"
                     /translation="MKRMGAIFHWNEPFQDIQNHFLNTSLRPLFETYAYTPIILEFDY
                     FACLLRCIIHQQINLKFATVLTEQFVKRYGTEKNGVFFFPTPEIVANISIEELREQKF
                     SQRKAEYIVGLGQSIASGTLNLASIETRAEEEVSARLLPIRGIGTWTVQNFLMFGLGR
                     KNMFPKADIGIQRAVQGVFQLDDKPDDAFLEKVKQECEPYCSYAALYLWKSIE"
     gene            4548014..4549393
                     /gene="rumA"
                     /locus_tag="DJ46_4868"
     CDS             4548014..4549393
                     /gene="rumA"
                     /locus_tag="DJ46_4868"
                     /note="rumA: 23S rRNA (uracil-5-)-methyltransferase RumA"
                     /codon_start=1
                     /transl_table=11
                     /product="23S rRNA (uracil-5-)-methyltransferase RumA"
                     /protein_id="AIK64800.1"
                     /translation="MIQKQHESKLEVGQTFPVTIKRLGINGEGVGYFKRQVVFIPGAL
                     PGEEVVAETTKIQRGFAEAKVKKVRKASPHRVKAPCPVYEECGGCQLQHLDYKEQLNQ
                     KRDIVVQAFEKYMKNSMEEKIRPTLGMENPWHYRNKSQLQVGRKDEKVITGLYKQNSH
                     QLIDIAHCMIQHKATNEATKVVRRILEKLNVSIYNEKKQKGLVRTIVTRTAVQTGEVQ
                     VTLITTKEELPNKEQFIAEVQKQMPAVKSIMQNVNWRKTSVIFGDKTFKLAGKEVIQE
                     TLGDLSFELSARAFFQLNPEQTVVLYNEAKKAAALTGNEKIVDAYCGVGTIGLWLAND
                     AAEVRGMDVIPEAIADARKNAKRHGFTNTKYEAGKAEQWLPKWVKEGWRPDVIVVDPP
                     RTGCDDKLLETILKVKPKQVVYVSCNPSSLARDVQALMKSYEVEYVQPVDMFPHTAHV
                     ENVVKLTLK"
     gene            complement(4549454..4550578)
                     /locus_tag="DJ46_4869"
     CDS             complement(4549454..4550578)
                     /locus_tag="DJ46_4869"
                     /codon_start=1
                     /transl_table=11
                     /product="phage integrase family protein"
                     /protein_id="AIK65887.1"
                     /translation="MKGYFRKRGEKWSFTIDIGKDPITGKRKQKTASGFKTKKEAERA
                     CNELIHQFNTGSLVDDKNFTLSEYLQEWLENTAKQRVRETTFTNYKRAINSRIIPVLG
                     SHKLKDLKPLHGQRFVKSLIDEGLSPAYIEYIFIVLKGSLEDAVRWELLFKNPFQHVE
                     IPRPRKVVNSTWSIEETKKFLNRTKFENVIYYHLFLLALNTGMRRGEILGLKWKNFDL
                     NEGKISVTETLIYDENGFRFTEPKTHGSKRLISIDQNLCKEFKSYKAKQNEFKLLFGQ
                     SYEDNDLVFAKETGQPILPRTMTTTFNQFIKKADVPQIRFHDLRHTHATILLKLGINP
                     KIVSERLGHSSIKTTLDTYSHVTIDMQESAVLKLSEALKS"
     gene            4552173..4553348
                     /locus_tag="DJ46_4870"
     CDS             4552173..4553348
                     /locus_tag="DJ46_4870"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64285.1"
                     /translation="MWKVLNVLEGELYVAGIKKNKLADYWGVKPATVTKVFKGANDIS
                     FGYLSKTLILLKKSLISQAKIVNDYVTNTDPKPENLREAMEDLAIRGKFELLKAIIDQ
                     EIHSDVAENREFAEVYEIIFRRYHDGLNASAYFKLLRQKNKNVKTIEMEVLTEILLCQ
                     AQYQSGNYKTLYERLKSVSEKINEITNKFIKECLLLRYKEAIAVTSLQGGEVVESRSI
                     CRDILDELEWDDFFSLPKLNAYLKIGESLIFEPDNYDSAKFYLEKTLELLGNPSCKGL
                     EKKWKLVQQTLSFLKIHQQRDLNTLEFVHPSEKAYSMILEGDVLGAKKILLDLKEKNG
                     EWTDIQTAYYALTCEGEERESLLKKSLLMCQKSGNIHYSQLPKNILGFNLKKWYNYL"
     gene            4553345..4553512
                     /locus_tag="DJ46_4871"
     CDS             4553345..4553512
                     /locus_tag="DJ46_4871"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61629.1"
                     /translation="MKEEVEILKKILALLPILLVAGLFTFSADNQQTKDKQEASEPVV
                     QRMMTDPGGGW"
     gene            4553680..4553814
                     /locus_tag="DJ46_4872"
     CDS             4553680..4553814
                     /locus_tag="DJ46_4872"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61443.1"
                     /translation="MKKEQLARELMVKWVLENKETNSEEVLKEITSHTYTEEKLKEAN
                     "
     gene            complement(4553842..4554183)
                     /locus_tag="DJ46_4873"
     CDS             complement(4553842..4554183)
                     /locus_tag="DJ46_4873"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK66011.1"
                     /translation="MTFGEKLKQLRGKRTQGDVANLLNISRATYSHLENNRIEPSMTV
                     LNSIADLFCVSTDYLLGRSSDPRLTEEQDKTADEMARRFMELVADLPKEEQENAWKQA
                     AMYVNFTKNQK"
     gene            4554391..4554579
                     /locus_tag="DJ46_4874"
     CDS             4554391..4554579
                     /locus_tag="DJ46_4874"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65613.1"
                     /translation="MKFTQKQLAEKLGISTIYVRKIESGYIPRPDIMVKYQEVFDISV
                     KELFPDYFSAFNDKKFII"
     gene            4554597..4555328
                     /locus_tag="DJ46_4875"
     CDS             4554597..4555328
                     /locus_tag="DJ46_4875"
                     /note="phage_pRha: phage regulatory, Rha family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage regulatory, Rha family protein"
                     /protein_id="AIK64653.1"
                     /translation="MNQLQDLRHPVSEFVFTERNQVVTDSLTMAQMFGKEHKNVIRDI
                     EVQLEKLIEANETEWGQLNFEPTQYQHYQNKQWYPKFNLTEDAFAIVAMSYITPEAMK
                     MKIKFLQEFKRMKEHIQKVQQQPKSVEDAIIYSMTELKQIKSRQDHTEEEMNKMKLLV
                     DNELWLTEQHKGSVQRKVKQRVFELKKEGYDNASYQGIYGALKRHFGVAKYDKIPRKY
                     YQNAMRFIAGWYPPERPNTLDDYVS"
     gene            4555373..4555723
                     /locus_tag="DJ46_4876"
     CDS             4555373..4555723
                     /locus_tag="DJ46_4876"
                     /codon_start=1
                     /transl_table=11
                     /product="prophage CP4-57 regulatory family protein"
                     /protein_id="AIK62279.1"
                     /translation="MKNSTVQIALAVTKFSAQKGWSDEEFWEAIELLRFNKEDARQTA
                     IEKLDTIPVTYDNTNDYPIMLKVDHVAEVLGISQRKAYDIMDQKGFPLVKIGRKKVVP
                     RDAFFNWLERGVSA"
     gene            4555720..4555887
                     /locus_tag="DJ46_4877"
     CDS             4555720..4555887
                     /locus_tag="DJ46_4877"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65737.1"
                     /translation="MMEDTTSLVAFAMFIAFSILLLYITYEPIKRWAWSNVEQNKKTH
                     GSGSFKKKQLS"
     gene            4555917..4556102
                     /locus_tag="DJ46_4878"
     CDS             4555917..4556102
                     /locus_tag="DJ46_4878"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61166.1"
                     /translation="MDLIKYQVLLPNKFWDLAESKDELKKMIEQYFKNSYPHYKIKEI
                     IRSGESHIAICERKWLI"
     gene            4556099..4556971
                     /locus_tag="DJ46_4879"
     CDS             4556099..4556971
                     /locus_tag="DJ46_4879"
                     /note="dnaD_dom: DnaD domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DnaD domain protein"
                     /protein_id="AIK64407.1"
                     /translation="MNNVVLQIGQMNFRGNVIDHGWFKTLTLDNGKPNMVAISILGEV
                     VYWYKPTEVRDEHSNNVRYKQKFKADTLQKSYQQFADSFGFTKRQVKGACDYLKDRRL
                     VHIEFRTIFVNGTRCNNVMFIEPIPEEIQKISILYWENGTPPTLERKRVLQQNEPPSY
                     DKKEEPPTFKRKTNTENTTKNTTENVSSSSIFSFYENNFGILNSFIAENISQWVNDTS
                     EELVQAAMERALKQQKKWNYAEGILKQWVNNNVKTLKDVDALETEYQRNKGVKKRVGI
                     NRKSDDSDSEYIGL"
     gene            4556916..4557743
                     /locus_tag="DJ46_4880"
     CDS             4556916..4557743
                     /locus_tag="DJ46_4880"
                     /codon_start=1
                     /transl_table=11
                     /product="istB-like ATP binding family protein"
                     /protein_id="AIK64238.1"
                     /translation="MSESIGRVMTRIVNTSACSEETEGYTCEHCNKYIAAITVEVPQL
                     RIKNKILPTCECVVEREEAKIREAQNFAKKREIEKLFSISNLGERFSKSTFESFLDRN
                     GSETAYKVAVKYVKTFKEWNGESLMLWGEPGNGKTHLAAAIVNELSKKGYIVVFQSVP
                     ELLQRIRSTFNSENKENETQIMRALLECDLLILDDIGAEKTTEWVEEKLFNIIDGRYR
                     KELPTLYTSNLEPKELKNQVGKRSYDRMVETSLTVKNEAASYRREIAKQRLQRFIEA"
     gene            4557759..4557953
                     /locus_tag="DJ46_4881"
     CDS             4557759..4557953
                     /locus_tag="DJ46_4881"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64565.1"
                     /translation="MCVLCHDTGIIRKETYPGVIETNGCNCEVAKRQQAENDKRWQAW
                     LIKFESMKQELERSKQQKAS"
     gene            4557978..4558151
                     /locus_tag="DJ46_4882"
     CDS             4557978..4558151
                     /locus_tag="DJ46_4882"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65439.1"
                     /translation="MKPTKVEIDVTDNKIYVVKNGEVTPLNPPATGFGEQIITWQGGK
                     VDRVSTTITEKIK"
     gene            4558166..4558420
                     /locus_tag="DJ46_4883"
     CDS             4558166..4558420
                     /locus_tag="DJ46_4883"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65417.1"
                     /translation="MKQLTIDDVMGSFNYDAISTSEKFLNPSYEVHFYDKEERQKMDC
                     FDAKTETEAWNATIKEHGKGIQKIRITHSNRTRAEFLALD"
     gene            4558507..4558848
                     /locus_tag="DJ46_4884"
     CDS             4558507..4558848
                     /locus_tag="DJ46_4884"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64358.1"
                     /translation="MRMYRYGWELQEALTTPPRTYWHMGEGKHNKWLKLAEKNGVNSS
                     TFYSRVNNGWDPKDAASIPTRKQMDRKELVKIAESNGISVSTFRSRLSYGWDPMKAAT
                     TPAKSKNKNIS"
     gene            4558864..4559328
                     /locus_tag="DJ46_4885"
     CDS             4558864..4559328
                     /locus_tag="DJ46_4885"
                     /codon_start=1
                     /transl_table=11
                     /product="mazG nucleotide pyrophosphohydrolase domain
                     protein"
                     /protein_id="AIK64847.1"
                     /translation="MNIMENGVLEATKLISEARKEATVLQIASILSIGELNDYQEATL
                     RTWNNKTDFGGRVSNAALGLTGEAGEVADIVKKAIYHGHGFQPSHCPGEEDGNTYKLA
                     LELGDILYYLSIMAHELGYTLQDIAEMNIAKLAKRYPDGFSREASQARVDVK"
     gene            4559366..4559545
                     /locus_tag="DJ46_4886"
     CDS             4559366..4559545
                     /locus_tag="DJ46_4886"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62895.1"
                     /translation="MNMYVVTLSHYTDEAYFEIECVCPTKELAKEQVDKLQREKDPTH
                     SEWKYSWDIVKVISE"
     gene            4559594..4559878
                     /locus_tag="DJ46_4887"
     CDS             4559594..4559878
                     /locus_tag="DJ46_4887"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62401.1"
                     /translation="MNIKVDELKENEDGIKGGKITITNEAHTITIHSQHVDDAYYLAG
                     NLEDCANKIEVKQNCEKCCHCDGKGVGLDWGAMKFWECDVCDGTGELDSK"
     gene            4560078..4560677
                     /locus_tag="DJ46_4888"
     CDS             4560078..4560677
                     /locus_tag="DJ46_4888"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62470.1"
                     /translation="MEYIEKATKEIRENWFGDHVAEIQGEEGLQVIYWGKPGTGSYRA
                     KFVLSGYNVFVSGDIGEAVYNLTCPATLENIKGCNLGYFTGKLTAFCEERWNFDQDKA
                     KEELNEFWEEYEMNETKDGKEIYDDIVSAIDESSSMESYHFWVGNVYHNSSLESDTME
                     CIWDFGKRLPRRLIGYWLGLQMAIEQLEKNKPAAEAVTL"
     gene            4560715..4560885
                     /locus_tag="DJ46_4889"
     CDS             4560715..4560885
                     /locus_tag="DJ46_4889"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65201.1"
                     /translation="MAKTEKFSVVLELPRDIEVGSTVRQKGKILTITSIRKIECISSR
                     LILVSGNATVQK"
     gene            4560898..4561083
                     /locus_tag="DJ46_4890"
     CDS             4560898..4561083
                     /locus_tag="DJ46_4890"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64935.1"
                     /translation="MKRIGINDKCIGCGAEVDDPECECEWRTCSCCGYPDCFVYEEGR
                     YYHCKNCDHSTDPGHYM"
     gene            4561109..4561246
                     /locus_tag="DJ46_4891"
     CDS             4561109..4561246
                     /locus_tag="DJ46_4891"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61580.1"
                     /translation="MRERENWDVLCEECDKVIIIGVKTESGDHYCEACYDKLAYGNKD
                     K"
     gene            4561290..4561694
                     /locus_tag="DJ46_4892"
     CDS             4561290..4561694
                     /locus_tag="DJ46_4892"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63240.1"
                     /translation="MKTYEELVEKCKELVEKGWTPESVRECFEAYSEFGIDAIQSAMN
                     EALLNNGCSDNVLDYRPNLENLKALGLEEDYVFQALAYMGNASQFMSWANTVLALVDD
                     VPEQLKQDIKKVHSGIYEMQEKLREYKKEDDE"
     gene            4561694..4562140
                     /locus_tag="DJ46_4893"
     CDS             4561694..4562140
                     /locus_tag="DJ46_4893"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64250.1"
                     /translation="MEEILVQGNITEDLKRLGVKANRTYGDETTSYQVYEVSEEDFRK
                     LSDDAENMDTDDSHWKNGGWRWDTGSNQPIPTDKAEVNNQELVCWVETINDDEETYRN
                     DWYVDLLEYLDVGVGCTAFRNVCAVTKDLAKYNNMSMAELFKKYQG"
     gene            4562181..4562363
                     /locus_tag="DJ46_4894"
     CDS             4562181..4562363
                     /locus_tag="DJ46_4894"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61181.1"
                     /translation="MGTLVVNCGEYEFTRFESAVRTLEQEYGYEGEAWEMVVASGDLE
                     ILSDFLNSDGLNAEIE"
     gene            4562395..4562769
                     /locus_tag="DJ46_4895"
     CDS             4562395..4562769
                     /locus_tag="DJ46_4895"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61930.1"
                     /translation="MTVVSRSHRALKRKYRPIRKEFKKDILEATKNNRAFAMMIIETY
                     TASQHRTHIMKVWELLGIHHREAYKDYCDKLMGKHLTGRDEIMRSIYFADKVLYDKYH
                     RKLPECYAMGDALGIAYKVLKQ"
     gene            4562875..4563231
                     /locus_tag="DJ46_4896"
     CDS             4562875..4563231
                     /locus_tag="DJ46_4896"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63349.1"
                     /translation="MSKVIEGQEVYVSTSGGWVGKSEPNLRKYIVVRANKTSFYANPE
                     GVEDKSPYRFNQKDLSHNTGWGYHYQAYRTEKEYWDMIERGKEKAQLRKELKDTVDKM
                     SLIELRKLKEVLFVTK"
     gene            4563259..4563447
                     /locus_tag="DJ46_4897"
     CDS             4563259..4563447
                     /locus_tag="DJ46_4897"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61995.1"
                     /translation="MDKIYAFQIATTAGLLAMIVLNIITGQEVRSSSIVVAAVCCVGM
                     LKFNPLFREMIDKYRKRG"
     gene            4563452..4563574
                     /locus_tag="DJ46_4898"
     CDS             4563452..4563574
                     /locus_tag="DJ46_4898"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61975.1"
                     /translation="MKPLKKRKVRKAIARRAKAVEKHQVDKAWRNIFVRNGYLK"
     gene            4563690..4563860
                     /locus_tag="DJ46_4899"
     CDS             4563690..4563860
                     /locus_tag="DJ46_4899"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65226.1"
                     /translation="MKVLKDQLREWKKQSNQMKKKPKKKRKEKLSTRDIEGLMGIHGP
                     RYERRRGALRQK"
     gene            4563888..4564370
                     /locus_tag="DJ46_4900"
     CDS             4563888..4564370
                     /locus_tag="DJ46_4900"
                     /note="phage_arpU: phage transcriptional regulator, ArpU
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage transcriptional regulator, ArpU family
                     protein"
                     /protein_id="AIK64903.1"
                     /translation="MTKQLSFLPKIDRTATQEELEGVLESVRIHRQFGMMRKEMKVTP
                     SYEIREHGPTHTVGKPLEDVAIANIQQSKREEWLERMSVRIDQFLNRLGNGRAGSIQR
                     DIIYKRYLEEEDVCDYMVYNEIGMSERTYRRWKSKAFYKLAFALGLEVYETEETGGNE
                     "
     gene            4564370..4564912
                     /locus_tag="DJ46_4901"
                     /note="phage integrase family protein"
                     /pseudo
     gene            4565501..4565803
                     /locus_tag="DJ46_4903"
     CDS             4565501..4565803
                     /locus_tag="DJ46_4903"
                     /codon_start=1
                     /transl_table=11
                     /product="HNH endonuclease family protein"
                     /protein_id="AIK61507.1"
                     /translation="MAKEYAKKFYKSTVWKKCRDSYFKFRHGLCERCTDPGKIVHHKN
                     YITPENINDPEITLSFNNLELLCQDCHNREHHEKNSPVVEGVMFDENGDLIRREDI"
     gene            4565800..4565967
                     /locus_tag="DJ46_4904"
     CDS             4565800..4565967
                     /locus_tag="DJ46_4904"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK65890.1"
                     /translation="MNTFFHNTIGVNDAAILLKVSPGHIKNMCAEGKIIAKKIGKTWV
                     IDRSKLKGVRK"
     gene            4565964..4566110
                     /locus_tag="DJ46_4905"
     CDS             4565964..4566110
                     /locus_tag="DJ46_4905"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61983.1"
                     /translation="MSEENKFGCRNWVSPEANLAYEEKVPSKDVLEVKREVLKMKQSP
                     PIKK"
     gene            4566211..4566582
                     /locus_tag="DJ46_4906"
     CDS             4566211..4566582
                     /locus_tag="DJ46_4906"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63140.1"
                     /translation="MASKKELTKEERVNKEIRRLKRIYKELPKDTLMVVEGLIVEAAD
                     LRVRLEDIRKDLDENGYDEMFSQSENQEPYERERPAARRYIAMNKSYQTIMKQLGDYI
                     PKKPIENKEKDDGFDDFVTNR"
     gene            4566579..4568267
                     /locus_tag="DJ46_4907"
     CDS             4566579..4568267
                     /locus_tag="DJ46_4907"
                     /codon_start=1
                     /transl_table=11
                     /product="phage Terminase family protein"
                     /protein_id="AIK65086.1"
                     /translation="MRVQYPLSYNPIIEYYNKIESGEEIVGYKVKRIYKKLVDDIYDQ
                     DSIYEYNPKRANHAMEFIENFCKHSKGKWAGKPIDLELWQKAFIGSLFGFIHKIDGTR
                     KYREALLIVARKNGKSTLSSGICLYLQIADGEGGAEVYAVATKEKQAKIVWSEAKRMV
                     KKSPVLSKRIKALVKELNADFNDSTFQPVGSDSDTLDGLNVHGASLDEIHAWKDKNLY
                     DVIVDGTSAREQPLILMITTAGTVRESVYDMKYEEAERLLLSLDDEKEYTDPTFLPII
                     YELDSRKEWTDPKCWKKANPGLGTIKKIDNLQTKVNKAQANPLLVKNLLTKDFNVRET
                     SSEAWLTFEQLNNKQTFDVMELKPNYGIGGTDLSETTDLTAAKVIFMLPNDINVYVLQ
                     MYWLPEELLEQRSKEDKIPYDLWHEAGYLRTTPGNSIHPKFVTEWFLEIRDEYGIYLP
                     WIGYDRWSAKYWVEEMQGYFGKEAMVPVAQGKQTLSMPMKLLGADLEAKRIIYNNNPI
                     DKWCLSNTAIDIDKNLNIQPDKTNNQRRRIDGTAALLDAYVVLQEKKNDYLNMI"
     gene            4568505..4569503
                     /locus_tag="DJ46_4908"
     CDS             4568505..4569503
                     /locus_tag="DJ46_4908"
                     /codon_start=1
                     /transl_table=11
                     /product="phage portal family protein"
                     /protein_id="AIK61854.1"
                     /translation="MRFILEEPNPLMTSQMFQEKMTVQLELNHNAFAYIKRDELGFAT
                     ELYPIPCITVEVVEGIQGDIFLTFYFKNGKRMTVPYVDVIHLRKDFNEDDFFGEHPGQ
                     ALSSLMDIVTTTDQGIVKAIKNSAIIKWILKFKSVLKQEDIDMQVGNFVKNYLNIDNV
                     NGGAAATDPRYDLEQVKNEAFVPDSKQMQETTQRIYNFFNTNEKIIQSKYTEDEWNAY
                     YESEIEPLAMQLAGEFTRKLFSRRERGFGNKIIFEAASLQYASMSTKMNLVQMVDRGA
                     MTPNEWRSILSLGPIEGGDKPIRRLDTALVKDGNVIDKGGGKIGQDGNKGNSNTED"
     gene            4569460..4570041
                     /locus_tag="DJ46_4909"
     CDS             4569460..4570041
                     /locus_tag="DJ46_4909"
                     /note="proheadase_HK97: phage prohead protease, HK97
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage prohead protease, HK97 family"
                     /protein_id="AIK61522.1"
                     /translation="MDKTETREIVTQKIEIREDDNGNRTLIGYAVKWEKKSVVMGYYR
                     KFREQFKNGAFTETLQNDDQRFLWSHDTSKVLGRTKNNTLRLNEDAVGLRFELDLPDT
                     TLGNDTYKSIKRGDVDGVSFGFSMISEEIQEPDDDLMLRTVTKAKLLEVSAVAFPAYP
                     DSEVSARGYDPYKHFTEEKKRSEKRRRLYLQTL"
     gene            4570060..4571268
                     /locus_tag="DJ46_4910"
     CDS             4570060..4571268
                     /locus_tag="DJ46_4910"
                     /note="major_cap_HK97: phage major capsid protein, HK97
                     family"
                     /codon_start=1
                     /transl_table=11
                     /product="phage major capsid protein, HK97 family"
                     /protein_id="AIK64452.1"
                     /translation="MNKEQLLKRKSEIGELLSDETRSIDNLDTIETELRDINEQLAAI
                     EKREQLLNEARSINEGNAAGANKIETFNANLNLSNEKREIGTNTVEYRNAFMNYVLRG
                     EAIPAELRANAVTKTSDIGSVIPQTVLDKIIEKIEAVGMILPLITRTAIKGGVTVPTS
                     AVKPVATWVAESSGSDKQKKTTGSITFNYHKLRCAVAVSLEVETMSLAVFETTLINNI
                     VEAMTKAIEQAIVSGDGSGKPKGILAETPFEGQALDVAKINYKTLTDAEAALPLEYEA
                     SAIWTMTKKTFMEFSAMTDADGQPIARTNYGISGKPERILLGRPVVLCNYVDSFATAT
                     EGTAFAFLFNYKDYILNTNYQMGVKKYEDNETDDQVTKAIMIVDGKVVDKNSLVVLKK
                     LHQLNKGVIQ"
     gene            4571265..4571522
                     /locus_tag="DJ46_4911"
     CDS             4571265..4571522
                     /locus_tag="DJ46_4911"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62943.1"
                     /translation="MNHFVLNTFIDKETKVGYSKGDMYESNDSERIAFLIEKGFLKGN
                     KEIPTFPKHTGGGWYELSNGEKVQGKEEAMSAEQSLKDKES"
     gene            4571519..4571791
                     /locus_tag="DJ46_4912"
     CDS             4571519..4571791
                     /locus_tag="DJ46_4912"
                     /codon_start=1
                     /transl_table=11
                     /product="phage gp6-like head-tail connector family
                     protein"
                     /protein_id="AIK61865.1"
                     /translation="MILKDVKKTLRISHDALDDEINDSIEAARHDLMLSGVSSVKANN
                     DDDPLIKRAIKVYCKAEFVTEAKEAERFQASYNMLKNHLTLAGDYK"
     gene            4571788..4572087
                     /locus_tag="DJ46_4913"
     CDS             4571788..4572087
                     /locus_tag="DJ46_4913"
                     /codon_start=1
                     /transl_table=11
                     /product="phage head-tail joining family protein"
                     /protein_id="AIK63509.1"
                     /translation="MNDILFFPVVTTTKDDLGQIEVSEDFTRQVFCEKKSISQNEFFQ
                     AGQNGFKPKCVLIVYSLDYQEEQKVNYNNKTYSIYRTYERDDERIELYCEVKAGG"
     gene            4572080..4572436
                     /locus_tag="DJ46_4914"
     CDS             4572080..4572436
                     /locus_tag="DJ46_4914"
                     /codon_start=1
                     /transl_table=11
                     /product="bacteriophage HK97-gp10, tail-component family
                     protein"
                     /protein_id="AIK63222.1"
                     /translation="MASIDSLANDIARELQRYGKEVEEKLEVEKEEVANNLVSDLKEN
                     SPKNTGKYAKGWRKKKEGNGFIVHNALKPQLTHLLEKGHAQVNGGRVPAKVHIAPAEE
                     KAENEFLERVERAIQQ"
     gene            4572433..4572762
                     /locus_tag="DJ46_4915"
     CDS             4572433..4572762
                     /locus_tag="DJ46_4915"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminopeptidase"
                     /protein_id="AIK61490.1"
                     /translation="MTLSELKKILDATGYPVAYSHFTATIGNPVPKPPFICYLVTGSP
                     NMIADSKVHFKISDVNIELYTAKKDLVAEAKLEKVLDDNEIPYESSEIYIDSEKLFQK
                     IYETRLI"
     gene            4572763..4573332
                     /locus_tag="DJ46_4916"
     CDS             4572763..4573332
                     /locus_tag="DJ46_4916"
                     /note="maj_tail_phi13: phage major tail, phi13 family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage major tail, phi13 family protein"
                     /protein_id="AIK62011.1"
                     /translation="MENKVVFGLKKVHYSVITEDSSGKITYGTPAKLPGAVKMKLDPK
                     GEQSDFWADDSNYYTDSSNQGYEGTLNIANITEAFRTDVLGEILDEDDQVLTEVSNAK
                     IKRIALMFEFDGDVKATRHLLYNVSVSRPGFGSSTKSDKTEPNTTELKFVASQHPETL
                     NVKTSTKVTTPAGIYDAWYTKVYEKVVGA"
     gene            4573337..4573921
                     /locus_tag="DJ46_4917"
     CDS             4573337..4573921
                     /locus_tag="DJ46_4917"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64830.1"
                     /translation="MKKTIIIDEKAVLLKSTAGTAIRYKSQFRRDMFADILSLGVLSS
                     YISTDGDQSNIDLSQVDLSKLDFEVIYNLVWAFAKTANKEVPDPLTWLDTFGEFPIAE
                     IITEIQDLIKSTVQSKKITEDEQGQGSNDGKGGFSVDTFLALCYSCKLSKEDLEDMTI
                     GDCLDYIDEYVELRNPKKEKENTRTATQDDFNNF"
     gene            4573939..4577874
                     /locus_tag="DJ46_4918"
     CDS             4573939..4577874
                     /locus_tag="DJ46_4918"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prophage LambdaBa01, membrane protein"
                     /protein_id="AIK63903.1"
                     /translation="MVGRIKGITIEIGGETTGLQSALKDVNKRSSELSKELKDIERLL
                     KFNPGNVEALAQKQQLLTQQIENTTKKLDSLKSAQQQVQAQFESGAISEEQYRAFRRE
                     IEFTEGQLNGFKNSLAGLKAEQEKAASSTRQLETLFSATGKSVDDFADALGNRLVNAI
                     KNGTASSRQLEQAIEIVGREALGAEADIGKLQQALRSVDDGNSIQNIRNDLNQLSQEA
                     EEASESVKGLGVELENVLGGIVAGGGIQEVIGQALDMSELKTKIDITFDVPESSKRSV
                     EDAIRTVVAYGGDAEEALEGVRRQWSLNKDASDAANTEIIKGAANIASSYSQIDFTEL
                     IQETNEIGSELNISNKEALGLVNSLLKIGFPPEQLDIIAEYGAQLRRVGYTAQEVQSI
                     MASAAKEKSWNIDNLLDGLKEGRIRSVEMARGLSNSMKDAVRDAVDDTEKMSDAQISA
                     MQKGFAKQESALANSFSNQEKALSKSHSRRQNELAKSLDAEYNAVSKSYENQQKNLEK
                     KLSAEYDAASKNYDRQQKALEKSLDAEVKAFEKSSEQKIKLIDKEYMERMKLIDEEKY
                     NRLKAVDDQINSLDAKTAAEDKYFKDRENAEKRADLKVKISKAKNEEERQAAIKALRD
                     LEEKMRLDKIREERKSQIDRLKEEKDSIKEASDAKKEALKSEFDSRKERVKEQINNEK
                     EALKERQQEQKEAFQQNKQENLKAISESNKAQLDSLREVNQANLSALKENHNERKQAL
                     SERLSDEMDAVRESHRAELESFKEMNAEKLELAKNPPDSAAVQEIFAQLEGWGKAIAK
                     GGEEGKQAFVDMVKWLDQIEDADLKEAIGVELFGTMWEDQGQKIINTILQTEQKQADL
                     KQGIDDLQQSVSKTDASPMVKLKEAMNDLKQALEPILLIIADVVSAFAGFISAHPVLA
                     AAITAITVAIGILVGICAALAPVIFLATSGAITFAGVMAALTSPIALVVAAIAGLIAI
                     WVLFGDKIMAIYNEYFKPTIDQIVSIIVSTLKPVFEQGFAIIKDVVQDAFIIIQRVWN
                     EILSPVFSVITSIIKTVLLPAFKFVFSAIGSVVSDAFSGIKDMWNNVLKPILNGIIDF
                     ISGIFSGNWEKAWGGIVKIFSGVFEGIKSAAKAPINAVVSMLNGLIEGINSIEMPDWV
                     PFVGGSKPSIPRIPMLATGGHVLGDGSFIAGEAGPELFTKRGNRVSVTPLSSTEKSLG
                     ITGTMSRLIGDMSYSMASSMKELSGLKSVMSNVYGSMASSSQAMSRNASQRTAEGNSS
                     SNANKSDSYNFADMFRGSTFVVREEADVQKLAVELGKYIKASGRRVGQL"
     gene            4577871..4578680
                     /locus_tag="DJ46_4919"
     CDS             4577871..4578680
                     /locus_tag="DJ46_4919"
                     /codon_start=1
                     /transl_table=11
                     /product="phage tail family protein"
                     /protein_id="AIK64878.1"
                     /translation="MSLTLDGKPLKQLGLALLPGYQHPAAPPVRDYTVSIPGRPGAYY
                     FGSDIDPMEFNLPLIIKPQENRYELAAAIRKMVDTFIDPYGKPKEVKLIYDYEPDKYY
                     LARYSGSMSIERYFRMGKFELPMIAYDPYAYSIIDSTNGIKWGDPIPWMSDIPISAGD
                     NSYTINSPQNISLNNYGTLVVRPVINISGSAENLTLTLKGERFSLGTFTNSTFLLDAK
                     HYTAIKNGQNYLFQLKGDLEKLELIPGANVIKISGVNLNINITFEYRAKYI"
     gene            4578695..4582273
                     /locus_tag="DJ46_4920"
     CDS             4578695..4582273
                     /locus_tag="DJ46_4920"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61665.1"
                     /translation="MADAPKLTGEETIKQSYYKINMAIDNSNDALKTAKDSLTSPVSN
                     ARIDPKAVTKDKLGDDVDYQTTALGGAIIGDNVMWEKVAIFGPKSNMTEEFTDNNELE
                     FGKKLLKLTVTSTSNYKQLLNPGTSEHANAGVEIPVYAKRYKKISGALNYKINKATGE
                     TLIRAGITVRYTDGTIQKSTMFNLKADGKEYADVFEQDIDNTKTISSMYLYISGGDVN
                     DVIKISYVSFWMGKTNDNIFDKSLLLSKIGDVDSSVTIIKENNRINWFTDAKNIIQNK
                     PMIKQGNELESSGSFLQKGIKNLNVNNIMGTPFWFEFECNSDSATPYFRFELPELMKK
                     LHEIRQSGLKLSKVNATVELYFPYNLKHNVTYRLLSKKITGEWHFFPLKTITKNTGAQ
                     TITIQLNEDIDSVIDTLGDYLTVYVTFQSALNTQKVYLGWMDIWMDDDKQVLFSENFD
                     GRAILPGTVVEQSLEKSLQEKINGTTVSNNPKKQLRVAMTGSSITWGKGLLDDGFVRE
                     IDYYLRDYLSNTYLHSDPSLLFKGANSIITNEKFYKRTARKMTGTESSVSFSLVGDEL
                     SIVHGLERSNKGAAIIELYVDGQLYDTFSNYNTEPYGNTVVNAIGDGTTVKFDLGRAF
                     TYNHVVKVNGITLVGKINDAESGATFPNGHDYMIIRKYGQNPDTQETEVHHFLYLKNA
                     PAARANIEVTMSYGENIIYTKSTIGEITESIEGALESRYGDDEISFDPANPAALSSGL
                     DFRETDERSVKTWNFAEYKEREFMFKIKGYDPRANKTVSPYFILNFITNRMHYIMNAG
                     IGGWTAEKLYNDNGLRNYHYLMRFDPDILFVESGTNDDWDSANQFVATKTITDVTEAA
                     LRRYPTLWLKSSKYVAVDNYTIETAALTIEEVTRNSVKINGTNTDLSSVKKGDYLIIG
                     DYHFDEREVVTRIIDTWDIATRTATFKKPLKPQEILNIRKLSDLTGRTVMVKRIDGFI
                     SWLDKVVDGVRQYNEDVQIGLVSTGLCAFTTRLLLGYPDKIKELALQKECTFANAFDF
                     IKRFQYNQTRVGSAFLNSANNTTSSGSNEYNLVNASGVDINVAQKLRGIRNYSIKVDG
                     IERYGDGCYIDNAYGYYFKPATTSSNLTIDNWNNKVTTKIAADYVTTKLVFTKDIPPN
                     GAKIEVSFSTEKWSSDDCHMGSLGGIHMYKNSLIDAMQIMICKSIG"
     gene            4582339..4582500
                     /locus_tag="DJ46_4921"
     CDS             4582339..4582500
                     /locus_tag="DJ46_4921"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66347.1"
                     /translation="MHLFEVDRECTYKSVDYKVISVLDNDLLLVVPKEDLANEKFPLQ
                     TYVIPEQIE"
     gene            4582569..4584542
                     /locus_tag="DJ46_4922"
     CDS             4582569..4584542
                     /locus_tag="DJ46_4922"
                     /note="put_anti_recept: phage minor structural, N-terminal
                     region domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65490.1"
                     /translation="MKHIKLYDKQLQLKAYLENAFKIKYSPPLNELWTAGFSLPFTDP
                     KREEIETFDYVEIFDNGKRIGLFRIMDSEEEREVSQKIITYDCEHVLSTLMDSVLFGY
                     HERINLTTRENIEYLLSKQRIKHWKLGQCDFVKYFQYSWENEDTILGPIYSIAKPFDE
                     KFQWTWDDTSYPWTLNLVKYSDEITGELRYRKNMKGIKRKVEAKDVMTRIYPLGYGEG
                     VNQLNIKSVNNGLPYIDAPDFVRELQDGFDYIWVDRRFEDPKTLYASAKAMLLKACMP
                     KVTYEIDAIDYELIDPYKIEKYETGKLVRLYDEDFNISVDLRVMDRSKDDVTGNPLDV
                     KLVLENKVTDIGTIQADIEKRQKVNEVYSQGTTNIDSQPFQDNCDPDHPAIIRFQIPN
                     DVKNVNQLILTFETLRFRAYERAIKGGGAVVASTSAGGANVSSTSSGGGTVGSTSSGG
                     SSVQASSSGGGTVKASSSGGDHVHKMFHGGGIVPAEPSTIGLYTAFSDPGRNTSASFY
                     AKGTGSSFYTYGSSGNHTHDISIPNHTHSINIPNHTHSISIPNYTHDISIPNHTHDIT
                     LPDHTHEIEFGIFELYETPSKVTIEVDGNKLPFDSIRGQDINLIPYLAKDDEGKLQRG
                     RYVEIKITPNSLARINATVTGRLFIQSRSGGTY"
     gene            4584579..4585058
                     /locus_tag="DJ46_4923"
     CDS             4584579..4585058
                     /locus_tag="DJ46_4923"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65276.1"
                     /translation="MQTIEIHTQGGLKHKVQTEVYNAEALNTKLNDNDLITVLIGDFI
                     IQRIDVKRIIPLNMIDAEGAKRVEVHTNAGKVIEITTNDYDPIYLNEQLNNNNTITVV
                     IGDYIFSRIDVKQVVPVKEEPKEPEQPPVTEPEKPTEPVTPPGEGTEDDSITTTEQL"
     gene            4585153..4585392
                     /locus_tag="DJ46_4924"
     CDS             4585153..4585392
                     /locus_tag="DJ46_4924"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin XhlA family protein"
                     /protein_id="AIK65010.1"
                     /translation="MAELKHDDMKELLVGLTRVETKLDTLGNVKEVAIEAQQSAKSAH
                     LRVDRLDKLVFWLGTTVIGAVIVGAITALFKFAGK"
     gene            4585608..4586405
                     /locus_tag="DJ46_4925"
     CDS             4585608..4586405
                     /locus_tag="DJ46_4925"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl hydrolases 25 family protein"
                     /protein_id="AIK62048.1"
                     /translation="MGHIIDISKWNGDINWSIAKQHIDFIIARVQDGSNYVDPLYKGY
                     VQAMKQHGIPFGNYAFCRFVSIADAKKEAQDFWNRGDKSATVWVADVEVKTMNDMRAG
                     TQAFIDELYRLGAKKVGLYVGHHMYTPFGMANVKSDFVWIPRYGGNKPAYPCDIWQYT
                     ETGNVPGIGKCDLNSLIGNKSLSWFTESATQESVQAPTQNIIQSGAFSPYETPDVTGA
                     LTSLKMTAKFILKPDGLTYFISDPTSDAQLNAMKEYLDRKGWWYEVK"
     gene            complement(4586459..4586794)
                     /locus_tag="DJ46_4926"
     CDS             complement(4586459..4586794)
                     /locus_tag="DJ46_4926"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64707.1"
                     /translation="MSLDTVAALQRMQQLKQSEAASGEKLILKREDSKSEKTVLILCI
                     ILALPTIGISLLFLVLYGLIKERNRKTYLVKNVATGERFHVDKEDFKQYEKEFKAKEK
                     EVKKISDLQ"
     gene            4587174..4587911
                     /gene="truA"
                     /locus_tag="DJ46_4927"
     CDS             4587174..4587911
                     /gene="truA"
                     /locus_tag="DJ46_4927"
                     /EC_number="5.4.99.12"
                     /note="hisT_truA: tRNA pseudouridine(38-40) synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine(38-40) synthase"
                     /protein_id="AIK64745.1"
                     /translation="MNNYKLTIQYDGARFKGWQRLGNNDNTIQGKIESVISEMVGKET
                     EIIGCSRTDAGVHALNQVANFQSDEKLVEHKVKKYLNQYLPNDISITNVEEVHDRFHA
                     RYNSKAKTYLYKIWNEEHTNPFMRKYSMHVNKKLNVKSMKEAAKHLVGSHDFTAFSNA
                     KSKKKSMVREVYSLEVMEEAGFVQIRVSGNGFLHNMVRKIVGALIEVGLGQLAAEAIP
                     QILEAKQRNQINCLAEASGLYLENVEF"
     gene            complement(4587962..4588165)
                     /locus_tag="DJ46_4928"
     CDS             complement(4587962..4588165)
                     /locus_tag="DJ46_4928"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65584.1"
                     /translation="MSNDNKLNLLQYLYFFPAILCMMLFINTDTSSFPYAKLLATISG
                     SFAAIMLAAFWNLKIRMKREKSS"
     gene            complement(4588249..4589652)
                     /locus_tag="DJ46_4929"
     CDS             complement(4588249..4589652)
                     /locus_tag="DJ46_4929"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, Fis family protein"
                     /protein_id="AIK63001.1"
                     /translation="MRTEEINLKQIIEMNMLYETLLNELDIGIHIINEESKTIIYNRK
                     MMEIESMERSDVLYKSPLEVFAFEENKNSTLIEALKLGKTNKNIKQTYFNNKGQEITT
                     INDTFPIIENGKIKGAIEISKEMNHLKQTIKMDSFRKQNTKFTFDHIIGDSEAIQSTI
                     AEGKRVIRTSSSILLVGETGTGKELFAQSIHNESQRSTKPFISQNCAAIPDTLMESLL
                     FGTNRGAFTGAIDKAGLFEEANGGTLLLDEINSLSPALQAKLLRAIQEKTIRRIGGTQ
                     EKEIDVRIIATINEDPLEAITHNRLREDLYYRLSVVTLCLPPLRERKEDIPALVQHFI
                     EKYNIQFGLSVTDVDIHVREFLYAYDWPGNVRELEHIIEGSMNLVEDENIITAFHLPT
                     RFREQIKKEFNTQPFLTNNATDAPKTLKHTIAEMEKNYITQILKEYHGNISQAAKFLG
                     LSRQNLQYRIKKLHLHI"
     gene            4589926..4590180
                     /locus_tag="DJ46_4930"
     CDS             4589926..4590180
                     /locus_tag="DJ46_4930"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin-requiring enzyme family protein"
                     /protein_id="AIK65037.1"
                     /translation="MKTVIEGVYSPCYGKVEKLFVKESSYVYEWEKLALIETIDKQKV
                     EIKVGISGYIESLEVVEGQAIADQKLLITMRDDLLITGSD"
     gene            4590339..4591706
                     /locus_tag="DJ46_4931"
     CDS             4590339..4591706
                     /locus_tag="DJ46_4931"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK63660.1"
                     /translation="MIALGGVIGTGLFLGSGYTIHEAGPGGAIVAYLVGGFVMYLTML
                     CLGELAVAMPDAGSYQTYATKHISPAAGYVVGWMSWLNWSATIGIELIAVSILMKRWF
                     PDVPSWIWCVVFAVLLFAINALSSRSFAEVEFWFASIKVITIIAFIILGGAAMFGFLD
                     MKGNEPAPMFSSFTDYGGLFPNGLSAILITMIAVNFSFQGTELVGIAAGESENPEKTI
                     PKAINNTVWRILVFFVLSIFILAGLFPWQQAGVIESPFVVVFDKIGIPYAADIINFVI
                     ITAVLSVANSGLYATSRMLWSMSNQGMISPIFGKLSKNGVPIYALIVSTIVGCLSLLS
                     GIYAEDTVYLWLLSIAGFGAILVWASIALSNLLARRSYIKQGGDVKDLKFKTPLYPFV
                     PLLALVLNVTVIVGMAFIPEQRMALYCGIPFMIVCLLFYRATRNKAHKVEHIEKTDTT
                     EVDSL"
     gene            4591802..4593082
                     /locus_tag="DJ46_4932"
     CDS             4591802..4593082
                     /locus_tag="DJ46_4932"
                     /codon_start=1
                     /transl_table=11
                     /product="N-formyl-4-amino-5-aminomethyl-2-
                     methylpyrimidine deformylase"
                     /protein_id="AIK62760.1"
                     /translation="MNEEVSQLLEQIDLRKDELLELTKTLIRFETPAPPARNTNEAQE
                     FVAEFLRKRNFSVDKWDVYPNDPNVVGVKKGTESDTHKSLIINGHMDVAEVSADEAWE
                     TNPFEPFIKDGWLVGRGAADMKGGLAGALFAIQLLQEAGIELPGDVIFQSVIGEEVGE
                     AGTLQCCKRGYDADFAVVVDTSDLHMQGQGGVITGWITVKSPQTFHDATRRQMIHAGG
                     RLFGASAIEKMMKIVQSLQELERHWAVMKTYEGYPSGTTTINPAVIEGGRHAAFIADE
                     CRLWITVHFYPNETHEQIIKEIEEYIGKVAAADPWLSENPPQFKWGGESMIVDRGEIF
                     PSLEIDSEHAAVKTLSSVHESILSKNAILDMSATVTDGGWFSEFHIPAVIYGPGTLEE
                     AHSINEKVEIEQLIEFTKVITAFIYEWCHTKKID"
     gene            complement(4593177..4593830)
                     /locus_tag="DJ46_4933"
     CDS             complement(4593177..4593830)
                     /locus_tag="DJ46_4933"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK66275.1"
                     /translation="MPKDNPNERLSKLIKKLLKERALSMRQLGMLTSIDPATISRIMN
                     GKQPPKQKHLQKFAECLQVPPQLLFDEMYPDSPHINKEKTDMYTSLDTIQQTLQSSNL
                     FDFDYTTTRVKQELENYERYAQTTEGEKRIHESFASKLEQIDSAGPFIEQLTDMYQQF
                     CNETISKEERAVLGGALLYFILSTDIIPDYLFPIGYLDDAIAVELAKEKLIELKRKT"
     gene            4593960..4594571
                     /gene="ytaF"
                     /locus_tag="DJ46_4934"
     CDS             4593960..4594571
                     /gene="ytaF"
                     /locus_tag="DJ46_4934"
                     /note="spore_YtaF: putative sporulation protein YtaF"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sporulation protein YtaF"
                     /protein_id="AIK62490.1"
                     /translation="MSTAGLFSIFLIGIASNLDNAGVGIAYGIRKIRISWFNNFIIAF
                     LGFLFTLLAGFFGNWIALFISEFTANLIGAIVLGIIGVFILCQPFLGQKNTVGSKDGN
                     VLMGILRDPEKADFDGSKTISFSEAVVLGVALSINNIAGGFDAGVTNLNLWLTATISG
                     VFSFICISGFAYVGKRFLAEYLGKWATVIAGLLLIFIGIDQLL"
     gene            4594686..4594844
                     /locus_tag="DJ46_4935"
     CDS             4594686..4594844
                     /locus_tag="DJ46_4935"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62028.1"
                     /translation="MGRGKAFDHKKKGHDHQPPKGAFIHKDVNEHTLEEEELPVNIEA
                     YKNSLKKH"
     gene            complement(4594867..4595208)
                     /locus_tag="DJ46_4936"
     CDS             complement(4594867..4595208)
                     /locus_tag="DJ46_4936"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61313.1"
                     /translation="MKLIFQMGKQPVLEKTILLFILSIVESLKLKVVSLDEAHRYIFN
                     LEVLELLMDRNIDDQVLELIHFGMGLEDIHHVLPEELEHTIEELKWLCIQVLSEYSMH
                     EESEQLIEDIR"
     gene            complement(4595384..4596313)
                     /gene="glsA"
                     /locus_tag="DJ46_4937"
     CDS             complement(4595384..4596313)
                     /gene="glsA"
                     /locus_tag="DJ46_4937"
                     /EC_number="3.5.1.2"
                     /note="gln_ase: glutaminase A"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaminase A"
                     /protein_id="AIK62018.1"
                     /translation="MQCIETNNLQQLLEQVKPYTKKGKLATYIPELGNANPDDLGIAI
                     FHKETEYIHAGNSQTLFTLQSISKVITLALALLDRGEEYVFSKVGMEPTGDPFNSIIK
                     LETTSPSKPLNPMINAGALAITSMLAGKDNEEKMERILHFVREITDNPTINYSSKVAN
                     SELETAYLNRSLCYYMKQNGIIDCDIEELMDLYTRQCAVEVNCIDLARIGLIFAMDGY
                     DPYKKKQIIPKHITKICKTFMVTCGMYNESGEFAIRVGIPAKSGVAGGIFGCVKGEMG
                     IGIFGPALDANGNSIAGFKILELLSAQEGWSIF"
     gene            4596638..4598131
                     /gene="nagE"
                     /locus_tag="DJ46_4938"
     CDS             4596638..4598131
                     /gene="nagE"
                     /locus_tag="DJ46_4938"
                     /EC_number="2.7.1.69"
                     /note="PTS-II-BC-nag: PTS system,
                     N-acetylglucosamine-specific IIBC component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, N-acetylglucosamine-specific IIBC
                     component"
                     /protein_id="AIK63678.1"
                     /translation="MLQFLQRIGKALMLPIAVLPAAGLLLRLGQEDVFNIPVMAQAGA
                     AIFDNLALIFAIGVAIGLSVDGSGAAGLAGAIGYLVLQNTTNALSKTYSAAELNDKLK
                     SVQDLVGSVDPTKLADTMTKVSKAAALTPKINMAILGGIIAGVVAGLLYNKFHKIKLP
                     EWLGFFAGKRFVPIITSIVMLLLGLVFGQIWPTIQSGIDAVAHGIVNLGSIGAGLFGL
                     LNRLLIPIGLHHVMNTYFWFVLGDFTNAAGDIVHGDIARFFAKDPSAGMFMTGFFPVM
                     MFGLPAACFAMIAAAKPEKRKMVTGMLGGLALTSFLTGITEPIEFSFMFLSPVLYGIH
                     AVLTGLSLFITTTLGIHDGFSFSAGAIDYVLNFGIATKPLLLAGIGLIYAAIYFVVFY
                     FLIKKFDLKTPGREDEEEMAEGEEAPVAGSIGETYVAALGGKENLTVIDNCATRLRLQ
                     VKDAGQVNEAALKRAGAKGVMKLSNTSVQVIVGTNVESVADDMKKHV"
     gene            4598386..4599624
                     /locus_tag="DJ46_4939"
     CDS             4598386..4599624
                     /locus_tag="DJ46_4939"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-lactamase family protein"
                     /protein_id="AIK62423.1"
                     /translation="MDQEKNNANGKSRRPIVYIKRTIILVLLFSLVYFMYTKIVTHNK
                     KEEILKAAEMKKQEELKKKEEKKKQEAQKQKEQEEQVKQAQAAEQPAEGPPQEINENA
                     QLDQYLQNIGFSGTAVIVKNGKVLVNKGYGMANKEKQVPNNSETTFYIGSISKAFVAT
                     AIMQLKDQHKLNVEDTIAKYIPDFPQGNSIQLKHLLTHTSGIPEYEQGAEDISHEELI
                     KRIGKQKRIGSPGEKWKYSDSNYSILAYIAEKVSGQPLEEYIKQHIFAPAGMKHSGFG
                     RELEQTRFPSTGYKIVNNNMTTPNIPSMSQLYGCGDIYTSAHDLYLFNEALFSGKLIS
                     KESYDQMFTGGKKDYGFGWYVDPGSYSNHGVMPGWNCLNGFSKNGSVYVVLLSNIQNN
                     IKSFGKVNNDIYTMLRNIEV"
     gene            4599778..4600179
                     /locus_tag="DJ46_4940"
     CDS             4599778..4600179
                     /locus_tag="DJ46_4940"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62230.1"
                     /translation="MCLFGKYWKKLSRLFNRQLDYFLDNKLLPAVERLLFSQNFARFI
                     QRNSKQATEEFIESSKFQSIICNILKECNTSPFKEIAEQYLGKNVEITVTVGQLTGVI
                     VAVGDDFLILQEGIGTEVLLPFASIISIKEA"
     gene            4600196..4600390
                     /locus_tag="DJ46_4941"
     CDS             4600196..4600390
                     /locus_tag="DJ46_4941"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK61134.1"
                     /translation="MLFTDELRNHVGELVQVVTAVEIVSGVLLSVTDGAVSVRTSPSY
                     GPPEDVIVRIPVIAYVRLEG"
     gene            4600404..4601894
                     /locus_tag="DJ46_4942"
     CDS             4600404..4601894
                     /locus_tag="DJ46_4942"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK66302.1"
                     /translation="MKVSVVIPVHNEASTLSKVLAEVKKLEPYEIIIVDNGSTDGTKE
                     IALQHHCRVIYYNHSLGNDVGRAIGAREAKGEIVLFLDGDIVMKSEELYPFIKGIQQG
                     HQIVLNNLTWSVYLKVRPHYTTVGKYMLNRYLNKKEFVVGSLIAIPHAISREVIEKLG
                     WWNLADPALFQAMAMSRGVDISDMASVDVIYTNKVRPVHTGTSPDSPYPKATSRIMGD
                     HLRALQYITETYGKRGGFSEGNRDREFIGKYKPVVLKKEKAKYSAIIPVSEEKTTIRS
                     VIQEVKKAGVDEIIIVANGADIETIKQVNLENVIVVEVTKTLGNNVARAIGAMHATAE
                     ICLFVDGDYAIPAKKLVPFLRAIEDGSDMALNDLQCLLDIFHPADPISMGKYFVNLVA
                     KRPDLWNNSLTAVPHAIRKKVIEKIGYDSLIIPPLAQMKAILEGFSITTVEFVDVIKT
                     NRVRPEQHEFVNGRISAFDRIFGDQLEAIAYLLQHTDERGGFYRWR"
     gene            4601942..4602142
                     /locus_tag="DJ46_4943"
     CDS             4601942..4602142
                     /locus_tag="DJ46_4943"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose/GDP-mannose dehydrogenase family,
                     NAD binding domain protein"
                     /protein_id="AIK64075.1"
                     /translation="MNTSRKVAIIGLGYVGLPLAVHLAERGHTVLGLDKDTRKIESII
                     KGESYIPDVSSKALQSLLTKKN"
     gene            4602508..4603185
                     /locus_tag="DJ46_4944"
     CDS             4602508..4603185
                     /locus_tag="DJ46_4944"
                     /note="NDP-sugDHase: nucleotide sugar dehydrogenase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleotide sugar dehydrogenase family protein"
                     /protein_id="AIK66114.1"
                     /translation="MYSTIFDVVVPVSSPKVAEMCKLFENIQRLVNISLVNELNTLCE
                     SLGIDFYEALEAASTKPFGFTPYWPGPGIGGHCIPVDPLYFQWRIKKNGAMSQLIEAA
                     HVINEEMPEKMVQKVKGVVQPPATVLIVGIAYKKDVNDLRESPALPIIELLIKEGYEI
                     EYHDPYISSAKFGDKVYQSVSLNEQAVNQASCILILTDHSNIDWKLFKGIKRVVDTRG
                     IVKKVSK"
     gene            4603182..4604147
                     /locus_tag="DJ46_4945"
     CDS             4603182..4604147
                     /locus_tag="DJ46_4945"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AIK61703.1"
                     /translation="MSKKCLITGGAGFIGSHLAEELVGRGYNVTIVDNFYKGKNKYHD
                     ELMKEIRVIPISVLDKNSIYELVNQHDVVFHLAAILGVKTTMEKSIELIETNFDGTRN
                     ILQAALKGKKKVVFASTSEVYGKAKPPFSEEGDRLYGATSKIRWSYAICKTLEETLCL
                     GYALEGLPVTIVRYFNIYGPRAKDGPYAGVIPRFISAALQGEDILVYGDGEQTRCFTY
                     VSDAVEATIRAMDEKVNGEIINIGSENEKSIKEVAEVIKKLTDSSSKIVQVPFEEVYP
                     HGFEEIPNRRPDVTKLKDLVQFQAKVTWEDGLKETIKWFREEDNG"
     gene            4604140..4605684
                     /locus_tag="DJ46_4946"
     CDS             4604140..4605684
                     /locus_tag="DJ46_4946"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase 2 family protein"
                     /protein_id="AIK65614.1"
                     /translation="MAKSLSVIIPAWNEIDTISDVIQSVKGLNPLEIIVVANGCTDGT
                     ETVAEHLGCKVLRYTEKLGNDVGRAAGAKESIGDVLLFIDGDFAIQTSKLQLFLNPIL
                     YNQADVVLNNLDALFLKRQKPNSITVWRQILNSILEREELKIDSLLAVPHALTKEVVQ
                     SIGYECFVNPILAHLRLVQGKWRISRHCAIDVITPNKFRPTEHAAYGTDLSPSEKRMI
                     GDHIEAVAERIVGSDERGGYCDGNRKRDSVYHTLDFEDFYQGWGVTSNLYKGKQLSVI
                     IPVQDEEKTIGNVIEELRKIEPFEIIVVVNGSSDQTATIAKDKGATTIVYKEALGNDV
                     GRSLGTYFAKGEIVLFIDGDFVIPASELYPFAKAIADGTDVALNDLNHYLDLRVPLHL
                     VTAFKYALNLACDRKDLGVGSLIAVPNAFSRKCLKQIGYRSLLAPCVAQVKAILSGFE
                     VACVSRVEVDKMNRIRPSEHFAKIGHPPAVLRIIGDHIEGLEQLIGLTGSRGGFHDGN
                     RKRDIL"
     gene            4606024..4608273
                     /gene="pflB"
                     /locus_tag="DJ46_4947"
     CDS             4606024..4608273
                     /gene="pflB"
                     /locus_tag="DJ46_4947"
                     /EC_number="2.3.1.54"
                     /note="pyr_form_ly_1: formate acetyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="formate acetyltransferase"
                     /protein_id="AIK61195.1"
                     /translation="MTQVLENVKNAWENFKGEKWKAEIDVRDFILNNVNVYEGDESFL
                     AGATEATKQLWDQVMDLTTKERENGGVLDMDTKIVSSITSHEPGYLNKETEKVVGFQT
                     DKPFKRSLQPYGGIRMAEQACESYGYEMDKELSRIFRDWRKTHNQGVFDAYTPEMRAA
                     RKSGVITGLPDAYGRGRIIGDYRRVALYGVDHLIEAKKADLNLTGGVMSEDTMRLREE
                     LSEQIRALQELKQMAASHGFDISKPATNAQEAFQWLYFAYLAAIKEQNGAAMSLGRTS
                     TFLDIYIERDLANGTLTEEDVQEIVDHFIMKLRLVKFARTPDYNELFSGDPTWVTESI
                     GGMALDGRPLVTKNSFRFLHTLDNLGPAPEPNLTVLWSKQLPQNFKNYCAKMSIKTSA
                     IQYENDDIMRADYGDDYGIACCVSAMRIGKQMQFFGARANLAKALLYAINGGKDEKSK
                     AQVGPEYAPITSEVLDYEEVMHKFDMTMEWLAGLYLNTLNVIHYMHDKYSYERIEMAL
                     HDTNVLRTMATGIAGLSVVADSLSAIKYAKVKPIRDENGIAVDFEIEGDFPKYGNNDD
                     RVDEIAVNLVKTFMNKLRKHKTYRNSVHTMSILTITSNVVYGKKTGNTPDGRRTGEPF
                     APGANPMHGRDTKGALASLLSVAKLPYEDAQDGISNTFSIIPKALGKEDEVQVRNLVS
                     MLDGYAVKEGHHLNINVFNRETLMDAMEHPEKYPQLTIRVSGYAVNFIKLTREQQIDV
                     INRTMHESM"
     gene            4608343..4609074
                     /gene="pflA"
                     /locus_tag="DJ46_4948"
     CDS             4608343..4609074
                     /gene="pflA"
                     /locus_tag="DJ46_4948"
                     /EC_number="1.97.1.4"
                     /note="PFLA: pyruvate formate-lyase 1-activating enzyme"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate formate-lyase 1-activating enzyme"
                     /protein_id="AIK64394.1"
                     /translation="MVKGRIHSVESCGTVDGPGIRYVIFTQGCLLRCQYCHNADTWEI
                     GKGKEITVEEVMQDVTCYLPFIEASGGGITVSGGEPLLQLDFLIELFKKCKEIGIHTT
                     IDSSGGCYSEETEFQNKLDILMEYTDLVLLDLKHIDSKKHRKLTGKPNEHILQFARYL
                     SDKNKPIWVRHVLVPGVTDNEEDLQKLSSFIQSLSNVQKIEVLPYHKLGVYKWEALGH
                     KYPLANVEPPTEKNVEQARHILQAV"
     gene            4609487..4610653
                     /gene="ugtP"
                     /locus_tag="DJ46_4949"
     CDS             4609487..4610653
                     /gene="ugtP"
                     /locus_tag="DJ46_4949"
                     /codon_start=1
                     /transl_table=11
                     /product="processive diacylglycerol glucosyltransferase"
                     /protein_id="AIK63173.1"
                     /translation="MIKKPKVLILTAHYGNGHVQVAKTLEQTFRQKGIKDVIVCDLFG
                     ESHPVITDITKYLYLKSYTIGKELYRLFYYGVEKIYDKKIASWYANFGRKRLKLLLQA
                     EKPDIVITTFPIIAVPELKKQTGISIPVYNVLTDFCVHKIWIHREVDRYFVATDHVKK
                     VMVDIGVPAEQIVETGIPIRSSFELKINPDIIYNKYQLCKNKKILLIVAGAHGVLGSV
                     KELCQSFMSVPDLQVVVVCGKNEALKQDLVGVQETNPDALKVFGYVENIDELFRVTSC
                     MITKPGGITLSEAAALQVPVILYKPVPGQENENAMYFERKGAAVVIRDDSEVFAKTEA
                     LLQDDMKLLQMKEAMKSIYRPEPADHIVDTILAENHVEPNHIPIKSPALAQSFT"
     gene            complement(4611018..4611137)
                     /locus_tag="DJ46_4950"
     CDS             complement(4611018..4611137)
                     /locus_tag="DJ46_4950"
                     /codon_start=1
                     /transl_table=11
                     /product="yfhE-like family protein"
                     /protein_id="AIK65302.1"
                     /translation="MDKKKRDKTKNALSSTQEVLYQREFRKADRAAGYRSKSI"
     gene            complement(4611248..4611631)
                     /locus_tag="DJ46_4951"
     CDS             complement(4611248..4611631)
                     /locus_tag="DJ46_4951"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK62352.1"
                     /translation="MNGGNPIGTITLFDVQEKAGFLGTWLGKPYHGKGYNKLAKDSFF
                     SELFYELDIETIFMRIRKINIRSIKAAEKLQYVNLANETRKAVYDEINANEEVYNLYE
                     IPKDQYTLATMRDTTFQDAHHLKEA"
     gene            complement(4611618..4611806)
                     /locus_tag="DJ46_4952"
     CDS             complement(4611618..4611806)
                     /locus_tag="DJ46_4952"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ribosomal-protein-alanine
                     acetyltransferase"
                     /protein_id="AIK61643.1"
                     /translation="MLKKRDLHDSHVLYELMVDPAVFPFVRQKAYSYEEYLFLTKQTI
                     EAEERGELISRTILDEWG"
     gene            complement(4612048..4613178)
                     /locus_tag="DJ46_4953"
     CDS             complement(4612048..4613178)
                     /locus_tag="DJ46_4953"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK62688.1"
                     /translation="MKILLKQAMVYPITSQKFQGDVLVIGEKIAEVKPFIQPTQDMTV
                     IDARALHLLPGFIDVHTHLGLYDEGTGWAGNDANETSEVSTPHIRSLDGIHPLDIAFQ
                     DAVQNGITTVHVMPGSQNIIGGTTCVIKTAGTCIDHMIIQEPAGLKIAFGENPKKVHS
                     NGTKESITRMGIMGLLRESFYEAQHYGHEADFRMLPILKALRREIPVRIHAHRADDIS
                     SALRFATEFNLDLRIEHCTEGHFIIEELSKHNLKVSVGPTLTRRSKIELKNKTWDTYH
                     ILSKNGVEVSITTDHPYTPIQYLNLCAAVAVREGLDEKTALEGITIFPARNLRLEDRI
                     GSIEVGKDADLVLWTHHPFHYLAKPVLTMIDGKIIYKKNKKN"
     gene            complement(4613319..4614224)
                     /locus_tag="DJ46_4954"
     CDS             complement(4613319..4614224)
                     /locus_tag="DJ46_4954"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD dependent epimerase/dehydratase family
                     protein"
                     /protein_id="AIK65909.1"
                     /translation="MKIAISGGTGFIGTYLSTFFIQKGYTVYILTRKKTTETSHPNLQ
                     YVQWTPDLQTFPLSSIDVVINLAGESINSRWTKKQKKIILNSRIQTTKGLIKQLQALP
                     AKPHTFINASAIGYYGTSETESFTEQHVTPGNDFLANTVYSWEQEASKARSLGIRTIY
                     ARFGVILGPDGGALPKMLLPYQFYIGGTVGSGKQWLSWIHIDDVASMIDFIIHKKEID
                     GPLNITAPEPIRMKGFGETIATIMKKPHWLPVPSFMLHALLGEMSILVLEGQHVLPSK
                     AIEHGYQYTFPTIDHALQNILSHTM"
     gene            4614306..4615118
                     /gene="recX"
                     /locus_tag="DJ46_4955"
     CDS             4614306..4615118
                     /gene="recX"
                     /locus_tag="DJ46_4955"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory protein recX"
                     /protein_id="AIK61679.1"
                     /translation="MAVITKIEVQKRSKERFNIYIDKGQGEEYGFSVNEVILIKHGLQ
                     KGLEIDEIALGNILYNEEVQKAYLQAISYLSYQMRTKLEIEDFLRKKEVGQAIISEVV
                     SKLLHDRYINDKEYAILYTRTQSNVNRKGPTVIKRELLNKGVQDLIIMHSLQEYTKEK
                     QIENALILIEKKKKSYQKHSFLQMKLKLDEMLVRKGYSRDVIQICLEELKDEKDDEKQ
                     QEALHYHGNKYYEKYKKYDGWTFENKMKQALYRKGFSIDEIEIFLQMKREEG"
     gene            4615128..4615445
                     /locus_tag="DJ46_4956"
     CDS             4615128..4615445
                     /locus_tag="DJ46_4956"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63316.1"
                     /translation="MNMPKRYSEMTPYELREEIGVLKEQAIKAEQLGIVNEFDVLMRK
                     IAMARAYMTDINKFHIGETYELVEEPGILFEITYFNGVFAWGHKQNDNEEIGIPISLL
                     QEK"
     gene            complement(4615510..4615662)
                     /locus_tag="DJ46_4957"
     CDS             complement(4615510..4615662)
                     /locus_tag="DJ46_4957"
                     /codon_start=1
                     /transl_table=11
                     /product="ypzG-like family protein"
                     /protein_id="AIK63436.1"
                     /translation="MSYRDRLDSRSELFNHTWTRPKHAKAQVNGQTQQTQSLIILANE
                     CKKRQF"
     gene            complement(4615706..4615864)
                     /gene="sspK"
                     /locus_tag="DJ46_4958"
     CDS             complement(4615706..4615864)
                     /gene="sspK"
                     /locus_tag="DJ46_4958"
                     /note="SASP_sspK: small, acid-soluble spore protein K"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein K"
                     /protein_id="AIK64221.1"
                     /translation="MGKQAEFWSESKNNSKIDGQPKAKSRFASKRPNGTINTHPQERM
                     RAANQQEE"
     gene            4615986..4616252
                     /locus_tag="DJ46_4959"
     CDS             4615986..4616252
                     /locus_tag="DJ46_4959"
                     /codon_start=1
                     /transl_table=11
                     /product="WVELL family protein"
                     /protein_id="AIK62831.1"
                     /translation="MNDIYEALTKELLEKNDKLSYAQARAWVELLWEDFQTTYAKSGR
                     YQGEEMTEQVVRSWINNHGGRLHEMRTNNPKYSHLINQEDHLKH"
     gene            complement(4616277..4617257)
                     /locus_tag="DJ46_4960"
     CDS             complement(4616277..4617257)
                     /locus_tag="DJ46_4960"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63749.1"
                     /translation="MDTATHLVMGVTLGSLATLDPAIAQSDIGPQAVMLATIAGSNIP
                     DIDTVLKLRNNAKYIRNHRGITHSIPAVILWSFLISGISFAFFSDAPYLHLLLWSFIA
                     VFLHVFVDIFNAYGTQALRPFTKKWVALGIINTFDTVIFFIHILAIACMLVGSHKGYT
                     ALAAYILMIIYYIGRIIMHRNIRSVVHKRFKNVEKIIISPSYRFYHYHLAVVTADYYY
                     VARWHRGNIMIYDKFDRVPFPDNAIMRAAKQDENISAFLSFSPVYRWDIFDYDHYYEV
                     RFIDLRYRSKDYYPFVAIVQLDHNLNIISSYTGWIFSEEKLRKKLELLPH"
     gene            4617407..4618504
                     /gene="mutY"
                     /locus_tag="DJ46_4961"
     CDS             4617407..4618504
                     /gene="mutY"
                     /locus_tag="DJ46_4961"
                     /note="mutY: A/G-specific adenine glycosylase"
                     /codon_start=1
                     /transl_table=11
                     /product="A/G-specific adenine glycosylase"
                     /protein_id="AIK63472.1"
                     /translation="MTLEILNNFNIEQFQNDLIGWFEKEQRDLPWRKNKDPYRVWVSE
                     IMLQQTRVEAVKPYYANFMGKFPTLEALANADDEEVLKAWEGLGYYSRARNLHAAVKE
                     VKEVYGGIVPSDVKKIEKLKGVGPYTKGAILSIAYGIPEPAVDGNVVRVLSRILSVWD
                     DIAKPKTRKVFEEIVREIISAENPSYFNQGLMELGALICIPKNPACLLCPVREHCRGY
                     AEGVQKELPVKSKAKAPTMVPIVAGVLQTEDGRYVINKRPSTGLLANMWEFPNVELGE
                     GIRNQKEQLIDYMKEKFELSISIEEYAMNVQHTFTHRTWDIFVFYGKVTGDIVETDTL
                     KFVSKEAFEQLPFSKSHRTIYENCVEKITMQ"
     gene            complement(4618539..4618763)
                     /locus_tag="DJ46_4962"
     CDS             complement(4618539..4618763)
                     /locus_tag="DJ46_4962"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63393.1"
                     /translation="MYIGRDMTELTMVSKNEWKEDELAYFHHSLQQILPYLNAEGQSI
                     YKEIVIEIESRGGLQEGEASWTHGTKISYD"
     gene            4618889..4619176
                     /gene="sasP-B"
                     /locus_tag="DJ46_4963"
     CDS             4618889..4619176
                     /gene="sasP-B"
                     /locus_tag="DJ46_4963"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein gamma-type"
                     /protein_id="AIK62966.1"
                     /translation="MSKKQQGYNKATSGASIQSTNASYGTEFATETNVQAVKQANAQS
                     EAKKAQASGASIQSTNASYGTEFATETDVHAVKKQNAQSAAKQSQSSSSNQ"
     gene            4619365..4619625
                     /locus_tag="DJ46_4964"
     CDS             4619365..4619625
                     /locus_tag="DJ46_4964"
                     /codon_start=1
                     /transl_table=11
                     /product="ygaB-like family protein"
                     /protein_id="AIK65420.1"
                     /translation="MNDFDKLVGEQLETMDELLKLQAHLEKYQQIEMSEKDTCDKKEL
                     HFIRQEIYRTELALKLLHEKFEEQTNSVIQSFETEKMISNLG"
     gene            4619858..4620388
                     /locus_tag="DJ46_4965"
     CDS             4619858..4620388
                     /locus_tag="DJ46_4965"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64815.1"
                     /translation="MGFPKEGEKVQIHSYKHNGSIHRMWKETTILKGTQSLVIGANDR
                     TVVTESDGRTWITREPAICYFHENYWFNVIGMLREEGVYYYCNLSSPFAYDSEALKYI
                     DYDLDIKVYPDMTYTLLDEDEYEKHSQIMQYPPVIDTILKRNVAQLTQWIHQRKGPFA
                     PDFVDMWYERYLMYRN"
     gene            4620443..4622203
                     /locus_tag="DJ46_4966"
     CDS             4620443..4622203
                     /locus_tag="DJ46_4966"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK65129.1"
                     /translation="MQGIKRYLQFVKPYRWLIAITIMIGLVKFGIPLIMPWLLKYIID
                     DVIQGAGSLQDKTSQLVTAIGIAFFIFAVLRPPIEYYRQYFAQRIANTILYDLRKHIF
                     GHLQKLSLRYYSNTKTGEIISRVIHDVEQTKDFVITGLMNVWLDTATIAIAIIVMFSM
                     NIKLTFVALLILPIYVVAVKYFFGRLRKLTKERSQALATMQGYLHERIQGMQVTRSFA
                     LEEYEGKQFEKRNNEFLTKALTHTSWTARTFSAVNTLTDLGPLLVIGFAAYEVIQGQL
                     TLGTMVAFVGYMDSLYSPLRRLVNSSTTLTQSFASMDRVFELLDEKYDIVNVPSAVQT
                     KKLNGEVIFDNVSFRYNADEKEILHNLSLTMLPGEKVALVGASGGGKSSLASLIPRFY
                     DVSSGAVYVDGIDVRKYDMRNLRSHIGIVLQDNLLFSDTIGANILYGNPKATEEEVIA
                     AAKAAQIHDFIIELPDGYDTVVGERGVKLSGGQRQRVAIARVFLKNPSLLILDEATSA
                     LDLENERYIQEALQTLAADRTTIIIAHRLATITHVDTIIYIEDGEIKETGSHEELMKK
                     RGYYYNLYQLQHITETAPLA"
     gene            complement(4622217..4623305)
                     /locus_tag="DJ46_4967"
     CDS             complement(4622217..4623305)
                     /locus_tag="DJ46_4967"
                     /codon_start=1
                     /transl_table=11
                     /product="fusaric acid resistance family protein"
                     /protein_id="AIK61158.1"
                     /translation="MKLGARILKTGIAITLALFACILLNLPSPVFAGISAIFAVQPSV
                     YRSYLTALEQIQANVIGAVFAIAFATAFGHNPFIIGLTCILVIALTLQLRLENTISIA
                     LVTVIAIMEYQGEDFFSFALLRFATIMVGIIAASLVNLVFMPPKYETKLYHRIVDNTE
                     EIVKWIRMNSRQASDFTTLKTDIDRMKEKMIKLNHYYLLYKEERSYTKKVQFAKIRKL
                     VLFRQMLATTSRALSTLKSLHRTENELRYMPEEFQESIQNELDSLTHYHEQVLLKFIG
                     KAKKQQSVEMLDEVETGKQELIDIFMEYQNKDDEEAYKTWLHLFPLISAIINYSEEVE
                     HLDLLVDSFYTYHKPEAELKIDDKKEDE"
     gene            complement(4623566..4628002)
                     /locus_tag="DJ46_4968"
     CDS             complement(4623566..4628002)
                     /locus_tag="DJ46_4968"
                     /note="conserved region in glutamate synthase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61317.1"
                     /translation="MLNKTNTWTPSLFRDYKNAEHDACGIVSVMEKRKIPTKENIDLC
                     IQSLVKMNHRAGFINGEGDGIGIHIDVPKALWNEKLKSSGYNPTIVDHPHFIVGHFFL
                     NKNENIVDLKNHIRTQLNNENFAILFESDNVINSDALGPLGKQEEPLFWQVALIAENE
                     VVNIEQTLFSVTIKIEENEAIHVASLSRDHVVYKVLGAGDTLVAYYNDLQHPLIASTM
                     TLGHNRYSTNTLSNFFRVQPFSILGHNGEINTIAKLRDQAEMIHVPLTAGGSDSQDLN
                     RTLETLLVQYGYSLFEAMDILFPPIINEIKLYETHLQDLYTYIREAWGHFAQGPAGII
                     SRYKDEAVFSVDSLGLRPVWKVEIESSYIFSSEPGVVSPTEYVAEPKPLAPGEKVGLK
                     WNEQDELVLYEHDDYQTQVYNRFKKKVDVTNYHLHLSIPKTKEIPDACDSMQVETKQY
                     VAFGWDREHIQLLEQMATKGVEPIRSLGHDSPLAALDTDRRNIADFIKESVAVVTNPA
                     IDRDREVEHFSTRTILGERPSLLSDAKKPFVVEMLSPIILEGSVAQSIAQELHTITYE
                     QLIELFNTHSSIATISATFSQAETLQCALSRISSEAITAVNDGASLLLIDDADAHLNE
                     RLWIDPHLVTAKVHQVLSENKLRRNCSLVIRSGALRSLHDIVTLHGLGADSINPYLLF
                     ATVNDGTKTPITNLYNALNKGLEKVISTIGIHELRGYGRLYSSIGLHEEIANILQITN
                     FLGSNDLAFSLESLAEDAQMRADDYNDPKVRIRKSFHIFPRIWKAIGDVAKGNSYDDY
                     RDKLSELEENNPIAIRHLIQTKETKHVIPTEEVSISIQNHDLPFIISSMSFGSQNEIA
                     FRAYAEAADQLNMISLNGEGGEIKDMIGKYPHTRGQQVASGRFGVNAELLNSSNLIEI
                     KIGQGAKPGEGGHLPGSKVTAKIAEARNATIGSDLISPSNNHDIYSIEDLAQMITEIK
                     TANQLAKVAVKVPVVPNIGTIAVGIAKAGADFINISGFDGGTGAARIHALQHVGLPVE
                     IGVKAAHNALLEANMRHNVEIWADGGIRSVNDALKIMLLGANRIGFGTLSMIAIGCTT
                     CRGCHLDTCHVGIATQIESEAQAKEHGLRRFVPRELESAVAGLLHLFTTFGEELKRLT
                     GNLGYTNLQEIVGRSDLLEQVRGKNLLNLCNLLQTIEHPSVIKTEHVLEKQFEPIHSP
                     HSKELVGVGVEQRVMGGLESCYRVRSKLYEDTKLEPLTLKYTNGSIPGNGLGAYNSEN
                     LFIHVNGGAQDGIGKTSFGGGIYITKAKGKDGLYYNGSVGKGFGYGAQKGALYVQGNA
                     DARAGIRLSGADMIIGGRMTKPLREKEQGNIGAYSNIKGFAFEYMTNGRALVLGDPGP
                     WICAGMTGGVVYLRHDSSLGLTEQALKRRIAKGANVTLQPISKNGVRDVNELLLDYIR
                     VLNEHEQYEEVALLTPLLDDMQQQFFEIIPKKEQADPSISTE"
     gene            complement(4628202..4629500)
                     /gene="hemL"
                     /locus_tag="DJ46_4969"
     CDS             complement(4628202..4629500)
                     /gene="hemL"
                     /locus_tag="DJ46_4969"
                     /EC_number="5.4.3.8"
                     /note="hemL: glutamate-1-semialdehyde-2,1-aminomutase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-1-semialdehyde-2,1-aminomutase"
                     /protein_id="AIK61663.1"
                     /translation="MKFTKSEALHKEALEHIVGGVNSPSRSFKAVGGGAPIAMERGKG
                     AYFWDVDGNKYIDYLAAYGPIITGHAHPHITKAITTAAENGVLYGTPTALEVKFAKML
                     KEAMPALDKVRFVNSGTEAVMTTIRVARAYTGRTKIMKFAGCYHGHSDLVLVAAGSGP
                     STLGTPDSAGVPQSIAQEVITVPFNNVETLKEALDKWGHEVAAILVEPIVGNFGIVEP
                     KPGFLEKVNELVHEAGALVIYDEVITAFRFMYGGAQDLLGVTPDLTALGKVIGGGLPI
                     GAYGGKKEIMEQVAPLGPAYQAGTMAGNPASMASGIACLEVLQQEGLYEKLDELGAML
                     EKGILEQAAKHNIDITLNRLKGALTVYFTTNTIEDYDAAQDTDGEMFGKFFKLMLQEG
                     VNLAPSKYEAWFLTTEHTKEDIEYTIEAVGRAFAALADNK"
     gene            4629628..4630641
                     /locus_tag="DJ46_4970"
     CDS             4629628..4630641
                     /locus_tag="DJ46_4970"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64646.1"
                     /translation="MKSVIEVQGLRKEFTAYSSRPGLKGAFRDLLNRNYKIVPAVNDV
                     SFTVKQGEMVGYIGENGAGKSTTIKMLTGILTPTSGDILVNGMNPHKQREEFVRTIGV
                     VFGQRSQLWWDIAVQESFRLLKKVYGVSDAQYKEHMEHVIETLDIGPLLDKPVRKLSL
                     GQRMRCELAAALIHNPPLLFLDEPTIGLDVLVKLKIREFLKEMNERYKTTILLTTHDI
                     TDIEALCERVIMLDEGNIMYDGSLNNLRTQWGAEKEIHFQFVAPVSYQALSMVMPDSH
                     VVWSKAKEENAWIAKIPNEEVIISMLISKVVQAFQIKDLKINEVSTEEIIRNIYEEGI
                     KHG"
     gene            4630634..4631425
                     /locus_tag="DJ46_4971"
     CDS             4630634..4631425
                     /locus_tag="DJ46_4971"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK61128.1"
                     /translation="MGKYIEMIRIRFLMMLAYRTNYYSGILIYTINIGAYYFLWQAIY
                     SGKENIESLSISQMTTYIAIAWMARAFYFNNIDREIAMEIQEGRVAVELIRPYNYLGM
                     KVMQGLGEGIFRFAFFSIPGMVIVTLLFSLQITTNFQTWLYFFLSLIFSFIINTQINL
                     MTGMLTFFLFNNSGIMYAKRVVIDLFSGLLLPISFYPLWAQKAMVFLPFQAISYIPSM
                     IFSEGIQGSKLYEALLFQVIWAIVLIIPIVLMWRTARKRLIVQGG"
     gene            4631430..4632215
                     /locus_tag="DJ46_4972"
     CDS             4631430..4632215
                     /locus_tag="DJ46_4972"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK63007.1"
                     /translation="MIYIKLFLQYASQYIKTKLEYRGDFIVGLLSDLSLQAVNLIFIL
                     VVFGHTQALKGWSREEVIFIYGFFLVPFAIFSAFFNIWDFNDRYIIKGEMDRILTRPI
                     HSLFQIILERMELESLIGAITGMIVMGYAAVELQLSFYWYDFFLFLLMVGGGALVYGG
                     IFVTLASLGFWSDAKSSIMPLMYNIGNYGRYPVNIYNRVIRFILTFVLPFAFVGVYPA
                     AYFLRKTEWNSYAFATPLVGVICFTIAITLWNQGVKRYRGAGN"
     gene            4632288..4632692
                     /locus_tag="DJ46_4973"
     CDS             4632288..4632692
                     /locus_tag="DJ46_4973"
                     /codon_start=1
                     /transl_table=11
                     /product="ion channel family protein"
                     /protein_id="AIK61826.1"
                     /translation="MLWGFILLIVAIAILRSVQLLWSSYSDSTRFFSLYNLATLFLIY
                     TTVLIAFGLSYVVLEEMGFAVLKEEGESLNAHSFQLVEICLYFSAVTLLSVGYGDISP
                     IGIGRWIAIGEALIGYTLPFAFVMRSVIDNEK"
     gene            4632737..4633192
                     /locus_tag="DJ46_4974"
     CDS             4632737..4633192
                     /locus_tag="DJ46_4974"
                     /codon_start=1
                     /transl_table=11
                     /product="redoxin family protein"
                     /protein_id="AIK61715.1"
                     /translation="MVTVGEMAPEFTLEGSNGEQVRLADFRGKNVVLYFYPKDMTPGC
                     TTEACDFRDSYGLFQEKDTVILGVSPDPANRHLKFIEKHELPFTLLVDEDHKVAELYD
                     VWKLKKNFGKEYMGIERSTFLINKDGELVKEWRKVKVKGHIEDVLSYIN"
     gene            4633484..4633918
                     /gene="perR"
                     /locus_tag="DJ46_4975"
     CDS             4633484..4633918
                     /gene="perR"
                     /locus_tag="DJ46_4975"
                     /codon_start=1
                     /transl_table=11
                     /product="peroxide operon regulator"
                     /protein_id="AIK61993.1"
                     /translation="MTVVKEELKEALEMLKNTGVRITPQRHAILEYLVESMTHPTADD
                     IYKALEGKFPNMSVATVYNNLRVFKEVGLVKELTYGDASSRFDYVTSQHYHVICEKCG
                     KIVDFPYGGLEKLEEEAAKTTGFVINSHRLEIYGVCPECHKA"
     gene            complement(4634117..4634473)
                     /locus_tag="DJ46_4976"
     CDS             complement(4634117..4634473)
                     /locus_tag="DJ46_4976"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65113.1"
                     /translation="MSIKYSNKINKIRTFALSLVFIGLFIAYLGVFFRENIIIMTTFM
                     MVGFLAVIASTVVYFWIGMLSTKTVQIICPSCDKPTKMLGRVDACMHCNQPLTMDRDL
                     EGKEFDEKYNKKSYKS"
     gene            4634867..4636406
                     /locus_tag="DJ46_4977"
     rRNA            4634867..4636406
                     /locus_tag="DJ46_4977"
                     /product="16S ribosomal RNA"
     gene            4636560..4639480
                     /locus_tag="DJ46_4979"
     rRNA            4636560..4639480
                     /locus_tag="DJ46_4979"
                     /product="23S ribosomal RNA"
     gene            4639583..4639697
                     /locus_tag="DJ46_4980"
     rRNA            4639583..4639697
                     /locus_tag="DJ46_4980"
                     /product="5S ribosomal RNA"
     gene            4639705..4639779
                     /locus_tag="DJ46_4981"
     tRNA            4639705..4639779
                     /locus_tag="DJ46_4981"
                     /product="tRNA-Asn"
     gene            4639782..4639873
                     /locus_tag="DJ46_4982"
     tRNA            4639782..4639873
                     /locus_tag="DJ46_4982"
                     /product="tRNA-Ser"
     gene            4639891..4639965
                     /locus_tag="DJ46_4983"
     tRNA            4639891..4639965
                     /locus_tag="DJ46_4983"
                     /product="tRNA-Glu"
     gene            4639971..4640046
                     /locus_tag="DJ46_4984"
     tRNA            4639971..4640046
                     /locus_tag="DJ46_4984"
                     /product="tRNA-Val"
     gene            4640071..4640147
                     /locus_tag="DJ46_4986"
     tRNA            4640071..4640147
                     /locus_tag="DJ46_4986"
                     /product="tRNA-Met"
     gene            4640151..4640226
                     /locus_tag="DJ46_4987"
     tRNA            4640151..4640226
                     /locus_tag="DJ46_4987"
                     /product="tRNA-Asp"
     gene            4640236..4640311
                     /locus_tag="DJ46_4988"
     tRNA            4640236..4640311
                     /locus_tag="DJ46_4988"
                     /product="tRNA-Phe"
     gene            4640330..4640405
                     /locus_tag="DJ46_4989"
     tRNA            4640330..4640405
                     /locus_tag="DJ46_4989"
                     /product="tRNA-Thr"
     gene            4640416..4640499
                     /locus_tag="DJ46_4990"
     tRNA            4640416..4640499
                     /locus_tag="DJ46_4990"
                     /product="tRNA-Tyr"
     gene            4640507..4640580
                     /locus_tag="DJ46_4991"
     tRNA            4640507..4640580
                     /locus_tag="DJ46_4991"
                     /product="tRNA-Trp"
     gene            4640600..4640675
                     /locus_tag="DJ46_4992"
     tRNA            4640600..4640675
                     /locus_tag="DJ46_4992"
                     /product="tRNA-His"
     gene            4640739..4640813
                     /locus_tag="DJ46_4993"
     tRNA            4640739..4640813
                     /locus_tag="DJ46_4993"
                     /product="tRNA-Gln"
     gene            4640819..4640893
                     /locus_tag="DJ46_4994"
     tRNA            4640819..4640893
                     /locus_tag="DJ46_4994"
                     /product="tRNA-Gly"
     gene            4640908..4640978
                     /locus_tag="DJ46_4995"
     tRNA            4640908..4640978
                     /locus_tag="DJ46_4995"
                     /product="tRNA-Cys"
     gene            4640989..4641073
                     /locus_tag="DJ46_4996"
     tRNA            4640989..4641073
                     /locus_tag="DJ46_4996"
                     /product="tRNA-Leu"
     gene            complement(4641281..4641601)
                     /locus_tag="DJ46_4997"
     CDS             complement(4641281..4641601)
                     /locus_tag="DJ46_4997"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65971.1"
                     /translation="MTHSNEKKPHGLKGIGEKLNPTIYQVRFMKLDEPIQFESFPELK
                     KLGDWLSTSTHMWACHSTMYKYNKEEFKKRFLEITNLTVDHVLISTGGVGFNFMSPGW
                     RDSL"
     gene            4641954..4642673
                     /locus_tag="DJ46_4998"
     CDS             4641954..4642673
                     /locus_tag="DJ46_4998"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding regulatory, YebC/PmpR family
                     protein"
                     /protein_id="AIK64754.1"
                     /translation="MGRKWNNIKDKKASKDANTSRIYAKFGREIYVAAKQGEPDPESN
                     QALRVVLERAKTYNVPRTIIDRAVEKAKGGSEENYDELRYEGFGPNGAMVIVDTLTNN
                     VNRTAADVRAAFSKNSGNMGVNGSVAYMFDATAVIGLEGKTSDEVLEILMEADVDARD
                     ILEEEDAVIVYAEPDQFHAVQSALKDAGVEEFTVAELTMLAQNDVTLPEDAQAQFEKM
                     VDALEDLEDVQQVYHNVDLGE"
     gene            4642824..4643285
                     /locus_tag="DJ46_4999"
     CDS             4642824..4643285
                     /locus_tag="DJ46_4999"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK62488.1"
                     /translation="MEHKTPKHIVAVAGYLTNEKDEVLLAKVHWRADTWELPGGQVEE
                     GEALDQAVCREIKEETGLTVKPIGITGVYYNASMNILAVVFKVAYVSGEIKIQHEEIQ
                     EAKFVALNEENIDEYITRPHMKSRTLDAMRSSHFIPYETWEVQPYNLIGRL"
     gene            4643772..4644548
                     /locus_tag="DJ46_5000"
     CDS             4643772..4644548
                     /locus_tag="DJ46_5000"
                     /codon_start=1
                     /transl_table=11
                     /product="transglycosylase family protein"
                     /protein_id="AIK62675.1"
                     /translation="MKERVLSRVNYHQKVALNPMTKFFYKAIILLLLLSFTLLFIGNV
                     MIEQSDISKLHVPAKLEVPESLTHAFIATEDKRFYHHNGLDYIAIIRASVENIKAGGV
                     VQGGSTITQQLSKNAFLTNERTFSRKWKEIFYTKKIERTFTKDEILKLYVSNIYYGEG
                     AWGIEKAANLYFGKKVSQLTLAESAMMAAVVKAPAYYSPAQNYDKAVERRNVVLRLME
                     KEGYINHDEYMQAVSEKLVIRHDIKTERSMLNHAREKAVS"
     gene            4644757..4645389
                     /locus_tag="DJ46_5001"
     CDS             4644757..4645389
                     /locus_tag="DJ46_5001"
                     /codon_start=1
                     /transl_table=11
                     /product="DSBA-like thioredoxin domain protein"
                     /protein_id="AIK64999.1"
                     /translation="MALGIVFSIAVLIVIGTIVYSIINDKKDKGNEMFAYSTQQSLGK
                     DDAPVKVVEFGDFKCPACRTWDVTVLPRLKEEYIDKGKVQLYFINFPFIGKDSDLGAA
                     AGEAIYKQDQDSFWIFYDEIYQSQKKDTEEWITEELLLNIVKEKLPKIDVEQFKKDLH
                     SKEIKEKVRKDSDRAQKLKVQGAPSVYVNGNLANPDFDSLKKAIDKELKK"
     gene            4645504..4645577
                     /locus_tag="DJ46_5002"
     tRNA            4645504..4645577
                     /locus_tag="DJ46_5002"
                     /product="tRNA-Gly"
     gene            4645776..4646918
                     /gene="queG"
                     /locus_tag="DJ46_5003"
     CDS             4645776..4646918
                     /gene="queG"
                     /locus_tag="DJ46_5003"
                     /codon_start=1
                     /transl_table=11
                     /product="epoxyqueuosine reductase"
                     /protein_id="AIK61870.1"
                     /translation="MDFEQLKQDVIAYSKTIGIDKIGFASASPFEELKQRLIQQQQLN
                     YQSGFEEPDIEKRTNPQLLLSGAKSIIAIALAYPSKLKNAPLSKRGERRGIFCRASWG
                     QDYHLVLRDRLQKLEAYLIEKLPDIEVKSMVDTGELSDRAVSERAGIGWSGKNCSIIT
                     PEFGSYVYLGEMITNVPFPPDQPIEDQCGSCTKCIDICPTGALIQGGQLDSKKCIAFL
                     TQTKGFLPEEYRDKIGNRIYGCDTCQTVCPKNKGMDFHNHPEMEPDPELVKPLLTPLL
                     TISNRDFKEKYGIMSGSWRGKKPLQRNAILALAHFKEASAIPDLIGVMKDDPRPVLRG
                     TAAWALGKIGGDGVGEAIEKAMQREKDEEVLHEMNRGLELLAQKKE"
     gene            4646963..4647850
                     /locus_tag="DJ46_5004"
     CDS             4646963..4647850
                     /locus_tag="DJ46_5004"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amidase domain protein"
                     /protein_id="AIK63235.1"
                     /translation="MVVKINIEKQVQQFLAYVTEKRTNVDGIAEDLLQIAKRKRLLFQ
                     KRNADIVKATADVSFMRQLNNSNHQEIDYQIHFKYLIKHKELFYIEEEQLKRRVCLNN
                     SQVIGDYAIEAPEAVGMSETLEREVTKEKYGSYQYNRLEAVKYAERWWDDRNPVYRNF
                     PDNCTNFISQCLHTGEVPMNGYPNIRKGWWQRENQWSWSWAVAHSFYWYLSGATTGLR
                     AEAVERPEDLILGDVIAYDFEDDGRWNHTTIVVAKDADGMPLVNAHSANSRRRYWNYE
                     DSSKYTPQMKYKFFHIING"
     gene            4647909..4648397
                     /gene="trmL"
                     /locus_tag="DJ46_5005"
     CDS             4647909..4648397
                     /gene="trmL"
                     /locus_tag="DJ46_5005"
                     /EC_number="2.1.1.207"
                     /note="tRNA_yibK_trmL: tRNA
                     (cytidine(34)-2'-O)-methyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (cytidine(34)-2'-O)-methyltransferase"
                     /protein_id="AIK65867.1"
                     /translation="MGVHVVLYQPEIPANTGNIARTCAATGTELHLIRPLGFSTDDKM
                     LKRAGLDYWQHVKITYYDSIEEFYEKNKDGEFFYLTKYGEKAHTAFDYSKREKDYYFV
                     FGRETNGLPANVIEENFDHCLRIPMTDKVRSLNLSNTAAILIYEAFRQQNYPGLDLEI
                     VY"
     gene            4648525..4650594
                     /locus_tag="DJ46_5006"
     CDS             4648525..4650594
                     /locus_tag="DJ46_5006"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK63015.1"
                     /translation="MKEQYSNQNTFLSMIDMDLIRRGLLHAIQDLVFIVKVIDDETFK
                     YIYVNKLGMDYAKLSEECYGKTFAEVLPEDTAEILQVQYAKVASEAKAHTFCDVVSLP
                     KGELHYESSLNPVFDEEGVCQFIICITRDITAQIEEKMEIEEKQMLFKSLLEYNNDSI
                     ISIDSIGRITYANPATYEIFGYRFEELNNKFIFEFINKEYEKDFQIIFKEAMQGRAKQ
                     IVSKKYVHKEGYELYISLRTIPIIVNGEIVGVYIVTRDVTKQVLNEMRTEYLAYYDQL
                     TGLMNRISCTNKLNDFLNEKVAFAFIFIDLDEFHLINDTFGHKEGDKVLQKVTECLSS
                     FQIPDMHLFREHDDQFVMLIENITKERVEVFAKSIQKKISEHFVIEEEDVYLSASIGI
                     VMAPTDGEDEKILFQRVDAALEKAKEKGKGHYHFYGNGLDCEREKRFIIENQLHRAIE
                     KNEFFLYYQPQMNIETKKIASMEALIRWENKELGFVSPNQFIPLAERTGFIIKLDEWV
                     INEVCRQIREWLNKGYEVVPIAVNISARHFRSITLIEMITRALHKYNVSAHLLAIEVT
                     EGALIHKDISKRVLLQLKEQNLKIHLDDFGTGYSSLSYLKTYPIDTLKIDRSFMEGIH
                     VDERDTNITAAIIHLAHTLELDVIAEGVEKAEQIQFLKEKNVKFVQGYYYSRPLSKYD
                     VENVYYK"
     gene            complement(4650625..4650720)
                     /locus_tag="DJ46_5007"
     CDS             complement(4650625..4650720)
                     /locus_tag="DJ46_5007"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63597.1"
                     /translation="MKLLLILGVSLTFLTAIFTSGYNDKPGTHKK"
     gene            4650986..4652881
                     /locus_tag="DJ46_5008"
     CDS             4650986..4652881
                     /locus_tag="DJ46_5008"
                     /note="prkA serine kinase C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62958.1"
                     /translation="MDILKKIEQHREAEERLQWEGTFAEYLELVKERPWVAQTAHSRI
                     YNMIKDAGIEEVDGRRKYNFFSNQLFGLEDALERLVEEYFHPSAKRLDVRKRILLLMG
                     PVSGGKSTLVTMLKRGLETYSRTDRGAIFAIKGCPMHEDPLHLIPHHLRDDFFDEYGV
                     RIEGNLSPLNVMRLEQEYGSRIEDVVVERIFFSEDRRTGIGTFSPSDPKSQDIADLTG
                     SLDFSTIAEYGSESDPRAYRFDGELNKANRGMMEFQEMLKCDEKFLWHLLSLTQEGNF
                     KAGRFALISADELIVAHTNETEYRSFIANKKNEALHSRIIVMPVPYNLRVSEEEHIYE
                     KMIRESDVSDVHIAPHTLRVAAMFTILTRLKDPKRPDIDLIKKMRLYDGETVEGYNAI
                     DVEELQREYQDEGMKGIDPRYVINRISSTIIRKEVPSINALDVLRSLKDGLDQHPSIS
                     NEDRERYMNFISLARKEYDEIAKKEVQKAFVYSYEESAKTLMDNYLDNVEAYCNKSKL
                     RDPLTGEEMSPDEKLMRSIEEQIGISENAKKAFREEILIRISAYARKGKRFDYNSHER
                     LREAIQKKLFADLKDIVKITTSTKTPDENQLKKINDVVARLIDEHGYNSSSANELLRY
                     VGSLLNR"
     gene            4653327..4654502
                     /gene="yhbH"
                     /locus_tag="DJ46_5009"
     CDS             4653327..4654502
                     /gene="yhbH"
                     /locus_tag="DJ46_5009"
                     /note="spore_yhbH: sporulation protein YhbH"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein YhbH"
                     /protein_id="AIK63369.1"
                     /translation="MGEENQPNYTISQENWSLHRKGYDDQQRHQEKVQEAIKNNLPDL
                     VTEESIVMSNGKDVVKIPIRSLDEYKIRYNYDKNKHVGQGNGDSKVGDVVARDGSGGQ
                     KQKGPGKGQGAGDAAGEDYYEAEVSILELEQAFFKELELPNLKRKEMDENRIEHVEFN
                     DIRKTGLWGNIDKKRTMISAYKRNAMRGKASFHPIHQEDLKFRTWNEVLKPDSKAVVL
                     AMMDTSGSMGIWEKYMARSFFFWMTRFLRTKYETVDIEFIAHHTEAKVVPEEEFFSKG
                     ESGGTICSSVYKKALELIDNKYSPDRYNIYPFHFSDGDNLTSDNARCVKLVEELMKKC
                     NMFGYGEVNQYNRHSTLMSAYKNIKDENFRYYILKQKADVFHAMKSFFREESGEKMA"
     gene            4654664..4657876
                     /locus_tag="DJ46_5010"
     CDS             4654664..4657876
                     /locus_tag="DJ46_5010"
                     /note="LPXTG_anchor: LPXTG cell wall anchor domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LPXTG cell wall anchor domain protein"
                     /protein_id="AIK65965.1"
                     /translation="MLVAATLSLPFAVYATPILAATAATENMAVQSPKKHVFDAVIKA
                     YKDNSDEESYATVYIKDPKLTIENGKRIITATLKDSDFFDYLKVEDSKEPGVFHDVKV
                     LSEDKRKHGTKVIQFEVGELGKRYNMQMHILIPTLGYDKEFKIQFEVNMRTFVESDIE
                     EDEEEQIEDTQNIIRDKRLQQAINKNVLNRKDVNEPIFEEDLKEIKELNIYAGQGIES
                     LKGLEYMENLERITIQGSDVRNIAPISQLKRLKVVDLSFNKIENVEPLVNLEKLDILE
                     LQNNRIADVTPLSQLKKVRTINLSGNKISDIKPLYNVSSLRKLYVSNNKITDFTGIEQ
                     LNKLGTLGVGSNGLVNIEPISQMSGIVELNLEKNDIKDITSLSKLTGLQSLNLEENYV
                     SDVSSLSNLINLYELKLATNEIRDIRPIQELGKRIKIDAQRQKVFLDEAYMNEEVKIP
                     VYDVNGTALQNIEWKSEGGSITNGVIKWNSLGEKMYEFKMDAGESKIRFQGRVIQNIV
                     EKREESSNVIQDMKLRQYMNKHNFERKNVNTPITKEDLLTVKALKITDGKKEGITDFS
                     GLEFMTNVEELTLQNVNMKNAEFISSLRNLKSVDLSYNQIEDIKPLHSLEDLEKLNVS
                     DNGIKNVPELFKMQKLKTLDLSNNKLDNAALDGIHQLENLDALLVNNNEINNLDEISK
                     VSKLNKLEMMSNKVRDISPLASLKNLQWLNLSDNKIQDISTLSSMLDLLSLKLAGNEI
                     RDVRPVIQLAQWITVDIKNQKIVLEDGQMNQEIQIPIYDLEGEIFEDIELKSTDGIVT
                     DRGTVVWKTPGAKIYSFSLNGNYHGLSLLFSGTVTQNIVAKEEPKEPVEEVEGSKEEP
                     IKEAEGSKEEPKEPAKEVEGSKEEPKEPAKEVEGSKEEVKEPAKEVEGPKEEVKEPTK
                     EVEGPKEEVKEPTKEVEGPKEEVKEPMKEVEGSKEEVKGPTKEAEGSKEEVKEPTTEV
                     EGSKEVKEPGKEVEGSKDAINQSAVAQETNVNNQVGKEKVVENQNMKENKPAVTKQEE
                     SKKSLGATGGQENTSTLLSGLALVLSALSMFVFRKRLFKK"
     gene            4658031..4658897
                     /locus_tag="DJ46_5011"
     CDS             4658031..4658897
                     /locus_tag="DJ46_5011"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK62764.1"
                     /translation="MHVSSILKIEEVASFIASMNKDATQYVGYCGDEKEELLQTIIQD
                     FSHIGWEKSFVVTYENNKIIGVLGFDVDEVKKCADIWGPFIKAENWEEVALHMWKELI
                     EKVPFHIEKFYGFYHVENNNCARLMKKLHVKEQGRHSIFSLSHNTVEERSICNVEEAL
                     PKVFGQFVALHNYVFPNTYYEGNEIIGRLSDTNKLFVSMKNEKLEGYVYVEVNPEFQE
                     ANIEFIATAENSRRKGVGERLLQAAIQYIFSFQGMREIELCLNTNNDRAVKLYKKVGF
                     EEKACLQHYIIE"
     gene            complement(4659001..4660551)
                     /locus_tag="DJ46_5012"
     CDS             complement(4659001..4660551)
                     /locus_tag="DJ46_5012"
                     /note="bcct: transporter, betaine/carnitine/choline
                     transporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, betaine/carnitine/choline
                     transporter family protein"
                     /protein_id="AIK64223.1"
                     /translation="MIKKENSVFYISILLTTLFIIWGITPASWIQGYDLQSVTSSLNS
                     FILNKFGWFYSLLMTAMIILATYLAFSKYGSIRLGKDGEKPKYSYPSWLSMLFGAGMG
                     IGLLFYGIAEPISHFTDPLTGKAGTEESAKLAMQYSFFHWGLFPWALYAMVALTIAYF
                     TFRKQKGSTIGATVTPLFNRSKNSPIGKTVDILAVLATVFGIVPSVGIGAQQIAGGLS
                     YLFPSIHNTLLTQLVLIAIFAVLYLTSAQTGLDRGIKYLSNLNFSLTGILLVSFLLLG
                     PTVFIMKYFTSTLGSYIGALPSMGLNLGAFNEKSSSWIENWTIFYWGWWISWSPFVGT
                     FIARISKGRTIKEFIFGVVLVPTLICTFWFAVFGGTAIHMEMFQSLGVADEIAKNGTE
                     IGLFAVISHLPFSTFLTIIGLILVATFFVTSADSATFVVSMQTSNGSLSPKNSLKLIW
                     GLTIAIIAAILLQAGGLNALQIAAIIAALPFSIVVVLMVTSLFKELRKEDINSQTKEV
                     PKKIKKVM"
     gene            4660820..4663717
                     /locus_tag="DJ46_5013"
     CDS             4660820..4663717
                     /locus_tag="DJ46_5013"
                     /codon_start=1
                     /transl_table=11
                     /product="collagenase family protein"
                     /protein_id="AIK65193.1"
                     /translation="MNKKSKINKVMLSISTMALSLGAIQTHVSAEEKVPYNVLHSKPV
                     GIEKPVDEIGHVSKAEETLSFQERLKVGDFSQRPASITNKVTVKQVKESYSMADLNKM
                     NNQELVETLGSIKWHQITDLFQFNEDAKAFYKDKGKMQVVIDELAHRGSTFTKDDSKG
                     IQTFTEVLRSAFYLAFYNNELSELNERSFQDKCLPALKAIAKNPNFKLGTTEQDTVVS
                     AYGKLISNASSDVETVQYASNILKQYNDNFTTYVNDRMKGQAIYDIMQGIDYDIQSYL
                     IEARKEANETMWYGKVDGFINEINRIALLNEVTQENKWLVNNGIYFASRLGKFHSNPN
                     KGLEVVTQAMHMYPRLSEPYFVAVEQITTNYNGKDYSGNTVDLEKIRKEGKEQYLPKT
                     YTFDDGSIVFKTGDKVSEEKIKRLYWAAKEVKAQYHRVIGNDKALEPGNADDILTIVI
                     YNSPEEYQLNRQLYGYETNNGGIYIEETGTFFTYERTPEQSIYSLEELFRHEFTHYLQ
                     GRYEVPGLFGRGDMYQNERLTWFQEGNAEFFAGSTRTNNVVPRKSIISGLSSDPASRY
                     TAERTLFAKYGSWDFYNYSFALQSYLYTHQFETFDKIQDLIRANDVKNYDAYRENLSK
                     DLKLNEEYQEYMQHLIDNQDKYNVPEVADDYLAEHTPKSLTAVEKEITETLPMKDAKM
                     TKHSSQFFNTFTLEGTYTGSVTKGDSEDWNAMSKKVNEALEQLAQKEWSGYKTVTAYF
                     VNYGVNSSNQFEYDVVFHGIAKDDEENKAPTVNINGPYNGLVKEGIQFKSDGSKDEDG
                     KIVSYLWDFGDGSTSAEVNPVHVYESEGSYKVALIVKDDKGKESKSEITVTVKGGSLT
                     ESEPNNRPEEANRIGLNTTIKGSLIGGDHTDVYTFNVASAKNIDISVLNEYGIGMTWV
                     LHHESDMQNYAAYGQANGNHIEANFNAKPGKYYLYVYKYDNGDGTYELSVK"
     gene            4663964..4664512
                     /locus_tag="DJ46_5014"
     CDS             4663964..4664512
                     /locus_tag="DJ46_5014"
                     /note="nfeD-like C-terminal, partner-binding family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63371.1"
                     /translation="MVLFGYPLETIYLYGFIIATILTVIYIFFGDIFESIFSFGGGSV
                     SIVTLLLSFFAMLCGLSYIGEYLFSFNSILIFVAAFAISFIGVFIMKILILKPIAEAE
                     QNTVQRMDEFIGCKGEVITTIPTEGFGEVLISSQFGSNAIPAKTIGKKDISQGTEVII
                     EGVQDGVLLVQNIAYSLKKPKL"
     gene            4664525..4666105
                     /locus_tag="DJ46_5015"
     CDS             4664525..4666105
                     /locus_tag="DJ46_5015"
                     /codon_start=1
                     /transl_table=11
                     /product="SPFH domain / Band 7 family protein"
                     /protein_id="AIK65506.1"
                     /translation="MTIPLIIGGVLLAILILLILVFITKYRTVGPDEALIVTGNWLGG
                     GKNVVTTDDGKKIKIIRGGGTFVVPIMQRAEPLSLLNYKLEVGTRDTYTKQGVPVTVN
                     GVSIIKVGSTIEEVSTAAEQYLGKETEELKVEAKEVLEGHLRAILSSMTVEDAYSNRE
                     QFAQKVHEVASTDLKKMGLRIVSFTIKEIMDKNGYLDALGQPQIATVKRDATIANAER
                     EKEARIEKARAEKEAKEAEYQRDAQIAEAEKHKELKVQSYKREQEQARADADLSYELQ
                     QAKAQQGVTEEQMRVKIIEREKQIELEEKEIARREKQYDAEVKKKADADRYAVEQSAE
                     AEKVKQIKKADADQYKIEAEARARAEEVRVEGLAKAEIEKAQGQAKAEVQKAQGTAEA
                     DVIRLKGLAEAEAKQKIAEAFELYGQAAIMDMVLKMLPSYAKEVASPLSNIDKITVVD
                     TGGGGKNSGAGKIAGYATDLMATMQETLKASSGIDLKELLEGFAGKGAVQQLSSDKPV
                     VSVVEDEKKEVEKDKDKE"
     gene            4666342..4668318
                     /locus_tag="DJ46_5016"
     CDS             4666342..4668318
                     /locus_tag="DJ46_5016"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62435.1"
                     /translation="MLQGKLRRSSLKAKLLVSFVIVLILPSIVIGWTSYQQAKTNFNE
                     TILQSAEDNVKILNNVINKEIDSKKVDAVYFTKLFNGVSYGTDQLQNVQNKLEEYNKL
                     HPEIEAIYTGSSTGQFIQSPSIQMPDGYNPTERDWYKEAAKKSGEVVITAPYKSSTTG
                     NIVITIAKQNEDKSGVLGIDLIINDIVNTSKMVNIGKTGFVAIFDQSKHVIAHPTIKP
                     GDKIEEKVEKELYKQETGDFKFKLDGDDRNITFITNKQTGWKIAGIMPSKEIIEAANP
                     IFYKTLTVIGISLIIGGVLIYFIIASIISPLKQLVISSKKISEGDLTETITVHSKDEI
                     GQLGESFNEMAASLHHVISNINTSASHVAASSEELTASMKQTSEATEQITQAIEQVSS
                     GAEIQTKEVEEGATLLEEVTEGIQRVADSSSLVSTASMYTKKKAEDGGKLVEQTVNQM
                     QLIHESVSQSDKVIVLLDDKSKQIGAILEVIQHIAEQTNLLALNAAIEAARAGEQGRG
                     FAIVADEVRKLAEQSGQSSTEIGKLVKEIQFDIKETVSSMKLVGTEVQSGLVVANETK
                     QSFAEILKSTDDTVVQIDNMVDVAKQMTVDARQVSASINEIAATIEENAASVQNIAGS
                     SEEQLASVDEINAAAVHLSQMAEELQEMIGKFKV"
     gene            4668476..4670080
                     /locus_tag="DJ46_5017"
     CDS             4668476..4670080
                     /locus_tag="DJ46_5017"
                     /codon_start=1
                     /transl_table=11
                     /product="PAS fold family protein"
                     /protein_id="AIK66314.1"
                     /translation="MKFKKLKLQPRITLTISALILVVLMLTSYLFYYILSETVEEQIG
                     KRALHVAKTVAAIPEIKEAFQTENPASIIQPIAERIRMDTEADFIVVGNKEGIRYAHP
                     ERDKIGEAMIGGDNKGVLLEGKSYVSKATGSLGPSLRGKVPIRNQENEIIGVVSVGFS
                     MDDIHGAVEVYGKRVFWITIIGLLIGVIGSIYLAGSIKRMMFGMEPEEISSLYEEHST
                     VIQSVREGIIVIDQNGMISLVNQAAYDILALDEQRNIIGEFILDIIPNSTILDVLQTG
                     EEQFDRQLNIKGQAVIANRLPIKVKNKVTGVVSSLRLKSEMDQLTAELSQTKQYTEAL
                     RAQTHEYNNLLYTLSGLIQLELYEDALELIHKETAVYQDFVQFIMKRIQNPWLGGILI
                     GFYNRARELKIEFMLDRESSLDKLSPPIESNYVVSILGNLITNAFEAIERNEEHDKKV
                     RMFVTDIGEEIVIEVEDSGQGIHDEVITSIFYKGFSTKEGEKRGYGLAKVKELVEDLN
                     GSIAIEKGDLGGALFIIALPKERGDL"
     gene            4670080..4670772
                     /gene="citT"
                     /locus_tag="DJ46_5018"
     CDS             4670080..4670772
                     /gene="citT"
                     /locus_tag="DJ46_5018"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein CitT"
                     /protein_id="AIK66222.1"
                     /translation="MGEEIEVLIVEDDIRIADIHRRFTEKIEGFKVIGTATTGEQAKE
                     WLDLVKPQLVLLDVYLPDMQGTELVTYIRHHLHDIDIIMITAASETDVVRHALRGGVT
                     DYIVKPLMFDRFKASLENYQKKLVQLKKNNKLSIEQIEHLWSQRGVKGNEIEYAPKGI
                     DPLTLAKIKKHMLTVNEEGITAEVLSSMVGVSRSTARRYLEYLISGKKVHAELIYGSV
                     GRPERRYFLIPS"
     gene            complement(4670816..4672120)
                     /gene="citN"
                     /locus_tag="DJ46_5019"
     CDS             complement(4670816..4672120)
                     /gene="citN"
                     /locus_tag="DJ46_5019"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate transporter"
                     /protein_id="AIK65783.1"
                     /translation="MLALLGFAMVFVFMFLIMKKRMSALVALILIPITFALIGGFYAD
                     MGPMMLEGIQKLAPTGIMLMFAILYFGIMIDSGLFDPVISRILKFVKGDPLKIVVGTA
                     ILTIIVSLDGDGTTTYMITVSAMYPLYKRLGMNPLILAGVVMLGAGVTNLTPWGGPTA
                     RVMSALGLDASELFTPLIPGMIAGALWVVFVAYYLGKKERKRLGIMDVQYLKQMQTTD
                     EQAATVEAAVHKRPKLLWINFLLTATLLVCLILEVMPLPVLFTIAFAIAVMLNYPNLE
                     QQKERIASHAGNVLAVVSLVFAAGIFTGILSGTKMVDAMAKSVVTLIPDALGPQLPII
                     TALLSMPFTFFMSNDAFYFGVLPILTKAAATYGISAAEMGRASLLRQPVHLLSPLVAS
                     TYLLVGMAKVDFGEHQRFTLLWAVGTTMVMLITGILIGVIPI"
     gene            4672372..4672626
                     /locus_tag="DJ46_5020"
     CDS             4672372..4672626
                     /locus_tag="DJ46_5020"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66350.1"
                     /translation="MKTRMEEICSSYEGKVEEIFVNESSYVYEWEKLMMIRKNNGELE
                     KVAVGISGNIRLVNVVVGQQIHTDTLLVRLEDDLLITGCE"
     gene            4672761..4673264
                     /locus_tag="DJ46_5021"
     CDS             4672761..4673264
                     /locus_tag="DJ46_5021"
                     /codon_start=1
                     /transl_table=11
                     /product="nosL family protein"
                     /protein_id="AIK64030.1"
                     /translation="MRTKYVMFAICLFFVFTIVGCGKKQAEAVAIDEKHDKCDICQIG
                     VMDNQFATEIILENGKALKFDDIGCMYKWMEINPGEKTKEKFVRDYDSKDWISLEDAT
                     YVYDKTITTPMAYNVISFKNKKDAENFVSNYKGKVLSYKELAEHKWEMNKEMMGNQKK
                     GNHGGHH"
     gene            4673554..4674423
                     /locus_tag="DJ46_5022"
     CDS             4673554..4674423
                     /locus_tag="DJ46_5022"
                     /codon_start=1
                     /transl_table=11
                     /product="ankyrin repeat family protein"
                     /protein_id="AIK65554.1"
                     /translation="MYSRRVIVCDGGMVKKTLSFIGAVVVRKQKILLCMLLGLLMTVV
                     ACDKQEEPESKPVHVKNEKKQEKHKEKEESKEEKSINLMDKQLLLSATLGDTETAMKL
                     IQDGANINVEGDNGETPVLAATYQNHVETVKALIGAGANIEIKDEKQSNPLLYASREG
                     YTDIVKVLINAGVNTKETTKLGGTALISASERGHVEVVKELLEHTDIDVNYKNARGGT
                     ALVEAIVLGNGSENHKKVIQMLIDHGADVSMANKENITPLQFAEKRGFKDIANMLRAA
                     GANEVVEPQQPVE"
     gene            4674982..4675548
                     /locus_tag="DJ46_5023"
     CDS             4674982..4675548
                     /locus_tag="DJ46_5023"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate responsive antiterminator
                     family protein"
                     /protein_id="AIK64601.1"
                     /translation="MFKEPYIAMIKDWKGYNTYKKLPKTVFLMTGSMLELPERVYELQ
                     KHGHDVFLHCDFIQGLNTNTEEALSYIQDVIGAQGIISTKGSTIRNANKIGLKTIQRI
                     SIVDTLSLTKSIENCKTTKPNAVEIMPGIMPSIIKQLAEEIEFPIIAGGLIQTREDAE
                     IAIRSGASAISTSHYEVWIQEEKRSAIL"
     gene            4675545..4676642
                     /locus_tag="DJ46_5024"
     CDS             4675545..4676642
                     /locus_tag="DJ46_5024"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64807.1"
                     /translation="MIELKNVSKVYQNAEETAVKGVSVHIKKGEFFVLVGPSGCGKST
                     LLRMIAGLEEISSGDLIINERVANDLEPKDRNLSMVFQNYALYPHLSVEENILFGLKV
                     RKVQKEERQKRLMEAVEMVGLKEYVKMKPGQLSGGQRQRVALARAIVSQAPICLMDEP
                     LSNLDAKLRAQMRIEIREIQQRLGITMIYVTHDQIEAMTMGDRIMVLNKGSVQQVGTP
                     LDIYNKPANEFVASFIGSPSMNMNDGEVDEEKGVLHIGQLQIPLSIGQLKQLPAGTVR
                     VGMRPEHIALSEEGQEVTLQSVEVLGNESILNFVINGTTWSAKVIGQLLLNKGDKVKL
                     LFSEEKLCFFHQNTNERLKVVAEEELKVVAK"
     gene            4676642..4677574
                     /locus_tag="DJ46_5025"
     CDS             4676642..4677574
                     /locus_tag="DJ46_5025"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK61662.1"
                     /translation="MIEVSKLPVQTKVSKKKNLWGRTKDLRIGLLFLAPSILLFSIFL
                     FYPLFRTIYYSFYLTDIHGEANLFVGLENYQYLFSNPAFYKSIKSTLLFVLYTVPTSI
                     IFALFLALIANGKVRGIGLFRVLFSSTMGISVAASAVIWLFLFHPSVGLFNNILASMN
                     LPAIAWLTSPDWALFSVSVTTVWVNTGFAFLVILGGLQNIDTSLYESASIDGASYLYK
                     LRRVTLPMLSPTLFFIVTVTLISAFQSFGQIDILTHGGPNDATNLIVYSIYKEAFVNH
                     QFGTASAQAMVLFVFIFIATLLQFKFAERKVHYK"
     gene            4677571..4678392
                     /locus_tag="DJ46_5026"
     CDS             4677571..4678392
                     /locus_tag="DJ46_5026"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62044.1"
                     /translation="MIVKQWKQNFLLYMLLIISAVMVFFPVLYAFLISFMTPDDIQMR
                     RIFPTQFTFDNFINIFQKVPLFAYLYNSLVVSTVVMIGQLIVSSLAAYAFVFLQFKGR
                     NLIFFLFISTMLIPWEATMVPNFLTIQNFGWINSFAGMTVPFFATAFGIFLLRQHFMT
                     LPNELKEAAFIEGIGNVRFLFSVVIPYCKTSFITLGVYSFLTTWNMYLWPLLVTTDET
                     VRTVQIGVKQLQSQEVATDWGSVMAGVTVIVIPTLILLFLGQKQLQQGLTKGAIK"
     gene            4678414..4679790
                     /locus_tag="DJ46_5027"
     CDS             4678414..4679790
                     /locus_tag="DJ46_5027"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding family
                     protein"
                     /protein_id="AIK66164.1"
                     /translation="MSLVKKGAALLMVATMALSSAACSNSKTEGKPEAQAKVAPVEKN
                     GDKTVIRFWHAMGGKTQGVLDGLVADYNKSQNKYEIKAEFQGTYEESLTKFKTMSATK
                     EAPALVQSSEITTKYMIDSKKITPIDSWIKKDKYDTSKLEKAITNYYSVDGKMYSMPF
                     NSSTPVLIYNKDAFAKAGLDPEKAPKTYAELQEAAKKLTIKEGGNVKQYGFSMLNYGW
                     FFEELLATQGALYVDNENGRKDAAKKAVFNGKEGQKVFGMLDELNKAGALGKYGASWD
                     DIRAAFQSGQVAMYLDSSAGVRDLIDASKFNVGVSYIPYPEDSKQNGVVIGGASLWMT
                     NMVSEETQQGAWDFMKYLTKPDVQAKWHTATGYFSINPDAYNEPLVKEQYEKYPQLKV
                     TVDQLQATKQSPATQGALISVFPESRDAVVKALEAMYDGENSKEALDEAAKATDRAIS
                     ISARTSQK"
     gene            4680206..4680910
                     /locus_tag="DJ46_5028"
     CDS             4680206..4680910
                     /locus_tag="DJ46_5028"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK61019.1"
                     /translation="MKRILVISDIHGEIEKFEQLLEEAQYDAKQDQLILLGDYVDRGP
                     NARAVIEKVKELKEDGALVLKGNHEDMMIKALTTDEERSWNHWVKRNGGDKTLYSYGF
                     VEEDIMVNEKDFRKPILQSLVLEEHVKFIQKLDHYIETEEYIFVHAGVEPLKRVSECE
                     PYTLMWIRNEFHSEYSGEKVVVFGHTETKTLHGNDNCNVYFGNNRIIGIDGGAVYGGQ
                     LNCLELPSKKVYVVKS"
     gene            4681060..4681731
                     /locus_tag="DJ46_5029"
     CDS             4681060..4681731
                     /locus_tag="DJ46_5029"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62931.1"
                     /translation="MRLLVVEDNASLLESIVQILCDEFEVDTALNGEDGLFLALQNIY
                     DAILLDVMMPEMDGFEVIQKIRDEKIETPVLFLTARDSLEDRVKGLDFGGDDYIVKPF
                     QAPELKARIRALLRRSGSLTTKQTIRYKGIELFGKDKDVQVDGQSMKLTLKQYELLEY
                     LVQNSGKILMREQIFDRVWGFDSDTTVAIVEVYVHHLRKKLEPFGYQKDIQTVRGIGY
                     ILKEQ"
     gene            4681743..4682978
                     /locus_tag="DJ46_5030"
     CDS             4681743..4682978
                     /locus_tag="DJ46_5030"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK63543.1"
                     /translation="MFQKTRIRLTILNSLVFIILIGVLGSIIYSYTYKRIYSGVNESI
                     EKAVQHRKNADDKKLPKKIRGYPPIGDPRIMELTWLGNTVEIDIENGKRRFIFEDNLE
                     KFSPKKLGTLQDIEVQGRYFRIFAFQKDAKIVQIARDITAEKEMLHTLFLILVIGCSI
                     GSLCAIGIGFFLAGRALVPIQNSWEKQQQFVSDASHELRTPLAVIQSKTDILFQSPSA
                     TIEEKAMDISTISKECRRLSKLVANLLLLARSDSNQIEMDKKIFELDKLLEEIVEPYK
                     EIASYQEKEMILKVEHDISFMGDRERIHQMMVILLDNAMKYTNEGGHIQIDCTQTNSS
                     IRIRVKDDGIGVKGEDIPKLFDRFYQGDKARSASEGAGLGLSIANWIVEKHYGKISVE
                     SQWGEGTCFEVILPKNQRI"
     gene            4683185..4684006
                     /locus_tag="DJ46_5031"
     CDS             4683185..4684006
                     /locus_tag="DJ46_5031"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63096.1"
                     /translation="MKKKMMMVFTIGVMSLSILGGASPSETSKGKTDYKQRSKEQLNN
                     GKIHAVHTEEKAEKLGIETTGKEQITLEKEIHETEVGREAKQLGISIEGKDVGTLSEE
                     IYETKVEQEALKLGISIENTSIVNLINQINTIKINDEADKLGISTNGKEIEDIAEEIY
                     GTKVREEAGKLGISPKGKEIEVLAQEVYEQKVQEEAKEYHIDLYGKDIYQVLSEINEQ
                     KVLQMADELNMDKTNMNVQELAEKIKKDQPEKGKELNFVPVIRTDADAFYSYLTN"
     gene            4684050..4684766
                     /locus_tag="DJ46_5032"
     CDS             4684050..4684766
                     /locus_tag="DJ46_5032"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65121.1"
                     /translation="MALLGIAVWGIYTNGITKYVEKLTFFNIQSGKQVEFNRDEKVIL
                     SNVPFIQQLPELDRGCEVTSLAMMLQYAGITVDKMKLANEIKKVDFMNDGVRGNPNEG
                     FVGNIYTFSESGYGVYHGPLFQLAKKYLPNKAVDLTGKSIEELYKSVKAGQPVVIITN
                     ATFAPLDEDEFTTWETNNGDVSITYNEHCVVLIGYDQESVYIRDPLKDSLDVKVPREK
                     FEQAWVQMGSQAISYVKRSK"
     gene            4685020..4687002
                     /locus_tag="DJ46_5033"
     CDS             4685020..4687002
                     /locus_tag="DJ46_5033"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65009.1"
                     /translation="MQKIFNWVKCMSIKKKLIISFFLILTIPGLIIGGVSYQTAKTNF
                     EQQITGKAKENISILNTVISQNIEEKFVDAAYFADILTEDTYPNGQEEIVRTKLAQYI
                     KLHPEVEGIYIGTQTGKFIREPFIQMSDGYNPTDRDWYKEAHENKGKVIVTAPYQSAS
                     TKNMVVTIAKEVKDGKGVIGINLNLDNILKISKMINIGEKGYAVILDQNKQIVSHPSR
                     KPGAKVTDPWIKPIYEDKQRNVAYTEKDDKKNLIFATNEKTGWKVVGVMFDEEITQAA
                     NPVFYKTFIVIAIAIVFGSVLIYFITKSITRPLRKIADSAYKISKGDLTEKITIHSKD
                     DIGKLGNSFNEMSASLQDVITQISFSAEHVAASAEELTASVQQANDATDQITIAMEQV
                     SGGAESQSQGVEEGAATLQQVNTAIQDVNGSAESISISSLHARERAKEGEDLVEQTAT
                     QMQSISRSVSESDAIIKLLDEKSKQVGAISEAIQNIATQTNLLALNAAIEAARAGEQG
                     RGFAIVADEVRKLAEQSGESSGEIANLIAEIKADIEHTVKAMDNVNGEVQQGLDVVTK
                     TKVSFTEILSSTTHIVSQVNEMVETTKRIAGDANEVTNAIDEIAAAAEENTASMQSVA
                     ASTEEQVNSMEEISSASQNLAEMAEELQAMTSKFKV"
     gene            4687127..4688686
                     /locus_tag="DJ46_5034"
     CDS             4687127..4688686
                     /locus_tag="DJ46_5034"
                     /codon_start=1
                     /transl_table=11
                     /product="PAS fold family protein"
                     /protein_id="AIK62082.1"
                     /translation="MLVCTVVIFSLLVTDILISHNVERTTEDSQAEKAKTIAHIVAND
                     SIVIDGLIGKADTSAIQTYTNRILKNTGVQFIVVMDMNGIRKSHPNPQKIGHHFIGGD
                     EGPALKGKEHVSLAEGTLGISMRVFVPIFSETGEQLGAVAVGISADNVKERVKESRHI
                     IYIGVGVGVLVGIIGAILLARHIKKSLFGLEPHRIAKILEERNTMLQSVKEGIIAVDK
                     EARVTLINNEAKRLFKKSGLEEDFIGKDVELYMPNSRIKEVLQTGEVQLNEEQNIYGI
                     TIVTNRVPLYVKEEIVGAIATFRDKTEIRKLAEELTGIRLYAEALRAQSHEFMNKMHV
                     VLGLTHMKQYEELQKYISGMVSEHQYEIGGVMKRIKSPVFAGFLLGKLSYAREKNIKL
                     IISEDSYMPEIDDESITHELITIVGNLIDNALEAVTNCEKKRVEVKIQHEDILTITVQ
                     DTGKGIQEKEIEELFTKGYSTKGDNRGYGLYLVKESIQRINGEIHMHSLVGKGTTITI
                     EIPKGRDERQI"
     gene            4688683..4689390
                     /locus_tag="DJ46_5035"
     CDS             4688683..4689390
                     /locus_tag="DJ46_5035"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK64844.1"
                     /translation="MIKVLIVEDDPMVAMLNTHYLEQVGGFELVQAVNSIKSAIEVLE
                     ESRIDLVLLDIFMPEETGFELLMYIRNQEKEIDIMMISAVHDMGSIKKALQYGVVDYL
                     IKPFTFERFKEALTIYREKLTFMKEQQKISQSELDSLILQKEKREPTVTKELPKGLTK
                     QTLQLIWQKIESLNGRVFTTDEMAQLVGISRVSIRKYVMFLTDIGVLENEMMYQHVGR
                     PVSKLRCVDQKKIEFYV"
     gene            4689513..4690859
                     /locus_tag="DJ46_5036"
     CDS             4689513..4690859
                     /locus_tag="DJ46_5036"
                     /codon_start=1
                     /transl_table=11
                     /product="2-hydroxycarboxylate transporter family protein"
                     /protein_id="AIK62480.1"
                     /translation="MGIQKNVEAVSFSEGNEVQRESFASKIMNVKIGVIPLPLYVVLA
                     AIIYGASVYNKLPADMIGGFAVIMIMGIFLGDIGMRIPILKNIGGPAILSLFIPSLLV
                     FFNWMNPASMEAATMLMKKSNFLYLYISCLVVGSILGMNRKVLVQGFVRMFIPLVVGT
                     LASVAVGLLVGSLFGFEMKHTFFFIIVPIVSGGIGEGILPLSLAYSDILNESSATFVS
                     QLIPAAIIGNMFAIVSAGYMKRLGEKKPELSGNGVLVKTDNQAELLKEQNTEKPIDFS
                     LMGAGLLIACTFFIFGGFASKFIGIPGAIIMIFSAALVKYFKLMPAKMEQGAFHLYKF
                     ISKNLTWPLMVGLGLLYIPLKDVAAVLSVGYVVVCASVVLTMVASGFLVGKVMKMYPV
                     ESAIVTGCHSGLGGTGDVAILSASNRMELMPFAQISTRLGGAAMVVTATILLKMFS"
     gene            4690919..4692118
                     /locus_tag="DJ46_5037"
     CDS             4690919..4692118
                     /locus_tag="DJ46_5037"
                     /codon_start=1
                     /transl_table=11
                     /product="malic enzyme, NAD binding domain protein"
                     /protein_id="AIK62479.1"
                     /translation="MLANQINERSLLLHKELVGKIEITSKVEVNSADDLSLTYTPGVA
                     ESCKAIAADEETVYDYTARGNMVAVVSDGTAVLGLGNIGPKAAMPVMEGKSILFKKFA
                     NVDAFPLCLGTTDVDEIVTLVKNLEPTFAGINLEDIAAPRCFEIEKRLKEETNIPVFH
                     DDQHGTAIVVLAAVINALKVVSKQMDHVKIVINGAGSAGIAIGKLLLKAGAQHITLVS
                     LEGIVCEGEAWMNEAQIEVSKKTNREHVRGTLKEAIHQADIFIGVSAPNVLTKELVQM
                     MNEKAIVFAMANPIPEIFPEDALEAGAAVVGTGRSDYANQVNNVLAFPGIFRGALDVR
                     ATDITEEMKLAAAYGIANIITDEERNANYVIPNPLDKRVVPSVAEAVAKAAIDSGVAQ
                     IMKIPSY"
     gene            complement(4692414..4692938)
                     /locus_tag="DJ46_5038"
     CDS             complement(4692414..4692938)
                     /locus_tag="DJ46_5038"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63379.1"
                     /translation="MKKIGTMLLFSILIAGCTQAQPDLKKPKKEAIATSSTQVNAPSF
                     FHLSVLKDVNWEETPSFIQEKIPLKGIEEKIAMADSPIIANEKNEIMWYFLDPEMPTG
                     KLSIIALKQGSVTPTPLLFQQESSEPTWTTSNTIDSTTNELPLTMSLPSSGLWVLNIY
                     VNEKYYDQFVITAE"
     gene            complement(4693054..4693980)
                     /locus_tag="DJ46_5039"
     CDS             complement(4693054..4693980)
                     /locus_tag="DJ46_5039"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK64008.1"
                     /translation="MNNSRRIGLIMIITGATLWGLSGPMIQWLFQHTNVSSVDFLTIR
                     LLLAGIFILSFLLIKKQNIFQIWKHPRYSIQLIIFSILGMLGAQYAFIETVHISNAVT
                     ATLFQFLGPVLITMYVAFEQRKSPAPIQLLAIITALTGTYFIITNGSIENIVLSKEAI
                     IFGLLTAIGFAFYTLHPASLIKECGTIVVIGWGMLIGGIALLICNRSFEWTQLSQTFT
                     LKTFSMLILIIISGTLSFLLYIGSLKYLAATETSILSSIEPLVAAIVSIAWLNESFGA
                     YQLLGGLCIVLSVIFLTMPQKENEATFSTEQI"
     gene            4694101..4695501
                     /locus_tag="DJ46_5040"
     CDS             4694101..4695501
                     /locus_tag="DJ46_5040"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase class I and II family protein"
                     /protein_id="AIK61385.1"
                     /translation="MLELTPNLNMNSKKALYVQLYEYIKKEIKDGTISAFTKLPAKRK
                     LAGYLQVSKNTIEAAYEQLLAEGYIESISRKGYFVCEFEQMMDVEGSEAEVEEIPFRE
                     GNYTFDFTQTGVDTNTFPFTTYRKLINDVWQPHNNDLLFLGHPQGELSLREEIANYLY
                     ESRGVRCSASQIVLGAGTQILVKLLFQLLKGSNYAVENPGYHRKMVVFEQGEKKVQML
                     SLDRDGICMADLENSDANVVFVTPSHQFPYGMIMPITRRTQLLQWAKKEEDRYIIEDD
                     YDSEFRYSGRPIPALQGLDTDGKVIYMGTLSKALLPSLRMSYIVLPKNLIKKYQKEYL
                     FYTQSVSRMDQEVIRKFLNEGYWEKHIHKMRVVYRKKRDRLVFEIEKYFSNRVEVIGE
                     DSGLHILLKVHNGMREEELIKAAAKYSIKIYPFSTYYKDDTAPENVVLLGFAILSEEE
                     IAKAIQLLHKAWFTRK"
     gene            complement(4695535..4696047)
                     /locus_tag="DJ46_5041"
     CDS             complement(4695535..4696047)
                     /locus_tag="DJ46_5041"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK64736.1"
                     /translation="MDIHVLTKDEAEIYLELRVEGLKQNPEAFSSSYEDIINKECAIE
                     YKAQKLAQDENYTLGAFKDGKLIGVATLETKPYVKQEHKAKIGSVYVSPKARGLGAGK
                     ALIKECLELAKSLEVEQVMLDVVVGNDGAKKLYESLGFKTFGVQERSLKYNGQYWDEE
                     HMVLFLDENK"
     gene            complement(4696194..4697657)
                     /locus_tag="DJ46_5042"
     CDS             complement(4696194..4697657)
                     /locus_tag="DJ46_5042"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK65849.1"
                     /translation="MSKLSLKIGTYFLILALCIETIAFVSFYKSISKMRIEEETLALL
                     EKGNRYSNKITRRAKWSAHAQEKKNIERTEYNKNPNRPIYPDFDIADEAEHLVESESI
                     SNSDIAIIITDNNGKIISTSEPVTKAMQKQLTCKTEPIPKDGLIVEKNWKKSKFITTV
                     SPIHTTEFQGKLYMLLKTSFLENMLLKLMKQFLIISVLTIILTTISVFIFSRVITEPL
                     IKMKRATEKMSKLNKPIQLGIKRNDELGSLAKTIEDLSSELTYMKKERGEFLASVAHE
                     LLTPLTYMKGYAKVAKRDSLTKEEREEYLQIIEDETDSVTDLVQDLFMLVQLEQHQFV
                     IKKQKVLLRPFLERMVEKTKTTLTNKQMQLHVYCKDDLEVCIDERRMEQVMLNLLHNA
                     YQHSLENTTITIRVLAETNSFTISVQDEGEGIPEGDIPHIFDRFYRVDKSRTRATGGK
                     GIGLAVAKEIVELHNGSILVTSKLDVGTNFIIELPFE"
     gene            complement(4697723..4698394)
                     /locus_tag="DJ46_5043"
     CDS             complement(4697723..4698394)
                     /locus_tag="DJ46_5043"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64163.1"
                     /translation="MVKILLVDDEERMLRLLDLFLSPRGYFCMKATSGLEALKLIEQK
                     DFDIILLDVMMPNMDGWDTCYQIRQISNVPIIMLTARNQNYDMVKGLTMGADDYITKP
                     FDEHVLVARIEAILRRTKKDGFVSFNGIEWDKTKHTVTVYDEKISLTPIEFSLLGLFL
                     QNTNRAYSRDDLIEKIWGYETDIEYRTIDSHIRNIRDKLRKKGFPVENYLETVYKVGY
                     KWKSE"
     gene            4698724..4698846
                     /locus_tag="DJ46_5044"
     CDS             4698724..4698846
                     /locus_tag="DJ46_5044"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66258.1"
                     /translation="MNPKEEISKKEKQDRNTVVMCIAVSMVIIISCVNKIWGIL"
     gene            complement(4699228..4699734)
                     /locus_tag="DJ46_5045"
     CDS             complement(4699228..4699734)
                     /locus_tag="DJ46_5045"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK64501.1"
                     /translation="MEIRLLTTEDAEIYLKVCMEGLTKNPEAFSSSYEDVLKHEDPVA
                     AMAKRLSNPDKYTLGVFKDKDLIGIATLETKPFIKQEHKAKIGSVFVSPKARGLGAGR
                     ALIKAIIENADKLHVEQLMLDVVVGNDAAKKLYESLGFQTYGVQERSLKHNGQYWDEE
                     HMVLFLND"
     gene            complement(4699963..4700769)
                     /locus_tag="DJ46_5046"
     CDS             complement(4699963..4700769)
                     /locus_tag="DJ46_5046"
                     /note="fdhD_narQ: formate dehydrogenase family accessory
                     protein FdhD"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase family accessory protein
                     FdhD"
                     /protein_id="AIK64664.1"
                     /translation="MGPTQETYTIVRYHSGTFSKQIDEIVTESPITIKLNGEEYVTVV
                     CTPNYIEDMVIGFLISEGIISSYKDVGELWVQKDNGIVHVTSSKVNPLYQNLYNKRYI
                     TSCCGKGRQGFIFANDAAKAKNLHNIHVTITPEECFHLMNTLQQSSTTFRQTGGVHNT
                     ALCDRNNILLSRMDIGRHNALDKIYGHCLRNDISVKGKIIAFSGRISSEILLKVSKIG
                     CEIVLSKSAPTKLALQLAHDLGITVVGFIRNESCNIYTHPHRIDGYQSNN"
     gene            4701073..4704009
                     /locus_tag="DJ46_5047"
     CDS             4701073..4704009
                     /locus_tag="DJ46_5047"
                     /EC_number="1.2.1.2"
                     /note="fdh-alpha: formate dehydrogenase, alpha subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase, alpha subunit"
                     /protein_id="AIK61046.1"
                     /translation="MAEQTVRVTVDGKEFSASGEKTILQLFNESNLEHPQICHVPEVD
                     PIQTCDTCIVEVDGKLMRACSTQIENGMHIERQSQRAKEAQTEAMDRILENHLLYCTV
                     CDNNNGNCKVHNTVHMMGIEEQKYPYEPKVSACEVDMSHPFYRYDPNQCIACGQCVEV
                     CQNLQVNETISIDWSLDRPRVIWDHGVSINDSSCVSCGQCVTVCPCNALMEKSMLGEA
                     GFMTGLKPDVLDPMIDFVKDVEPGYSSILAVSEVEAAMRKTKVNKTKTVCTFCGVGCS
                     FEVWTKDRHILKVQPVSDAPVNGISTCVKGKFGWDFVNSEDRITKPLIRQGDMFVEAS
                     WEEALEVVASNMQHIKSAYGSDAFGFISSSKVTNEENYLMQKLARQIYGTNNVDNCSR
                     YCQSPATDGLFKTVGMGGDAGTVKDIAEAGLVIIVGANPTEGHPVLATRVKRAHKLHE
                     QKLIVADLRKHEMAERADLFIHPRQGTDYVWLAGITKYIIDQDWHDKKFIAENVKNFD
                     EYSKMVEKYTLDYTEKITGISKENLKEMARMVYEADGTCVLWGMGVTQNTGGSTTSAA
                     ISNLLLVTGNYRRPGAGAYPLRGHNNVQGACDMATLPNWLPGYQAVSDDTLRAKFEKA
                     YGTTIPKAPGLNNIAMLLAAEEGKLRGMYVMGEEMALVDSNANHVQHILANLDFLVVQ
                     DMFLSKTARFADVILPAAPSLEKEGTFTNTERRIQRLYEVLKPLGDSKPDWWILQKVA
                     RALGGDWNYESPSEIMDEIASLAPLYSQATYDRLEGWNSLCWGSHDGSDTPLLYVDGF
                     NFPDKLARLSLDEWIPPVVAPDEYDLLLNNGRMLEHFHEGNMTNKSAGILSKVSEVFV
                     EISPELAIERNVKDGGLVELASPFGKIKVQALITDRVTGKELYLPMHATINEEAINIL
                     TGTATDLYTCTPAYKQTMVKMRVLREKGNRPLPPSNPRDKNRNPQNGVEIEQKWQRKQ
                     YVSLVD"
     gene            4704022..4704504
                     /locus_tag="DJ46_5048"
                     /note="hypothetical protein"
                     /pseudo
     gene            4704661..4706532
                     /locus_tag="DJ46_5050"
     CDS             4704661..4706532
                     /locus_tag="DJ46_5050"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase
                     family protein"
                     /protein_id="AIK64533.1"
                     /translation="MQHRKRLSIPGVMGHSFQTVKFAFWNVLTFQLAYKLLAAIVFVP
                     LFGIIFNKLLYFGGYANATNDELLAFLKTPYGILAIVILSLLALFLIFTEFAVLIIIS
                     YFAHKRQKVRLRPILYKTVTYLPTLFTYCLPGFILYAVVLLPLLNMGYETALIPQIQI
                     PNFITGELFKTTMGQVGYYTFFAVVAYLNLRWIFVLPIVVLEQKPFRVAARKSAKLVK
                     ESFFKVLFFLVGFFISIGIVYVLFLGIYLLCLWGVYEFTNPKGTFALLAESTMSVFLT
                     STLYLFSFIVTPFYIMAITRLYLQKVPVEDVLLEEGLDYSKTKADKCFFQKHRWKFIG
                     VYIVGIITAGMVVAFIVTFITNTYKEPIIMAHRGYISKGVENTKEALQGAIDAKADYA
                     EIDVLQTKDGELAVIHDLKLKRLANANVHVSDLTMDELRQLTLSQDGFSGQISTLDEI
                     IKLAKGKIKLNIEVKLHGGEKDFVNKVLKTIKDNEFEKQCVIQTLHYPLIKEFKRANP
                     NIKVGYILYASRAHLKNVKADFYVAEEYMLNKKLVKEARKLNKPIYVWTVNDMESLKG
                     YYKLNVDGIITDYPEDARETIKMLKEQEEEESDLFDKITETTDDLFSKLFISYPAAS"
     gene            4706900..4708033
                     /gene="ald"
                     /locus_tag="DJ46_5051"
     CDS             4706900..4708033
                     /gene="ald"
                     /locus_tag="DJ46_5051"
                     /EC_number="1.4.1.1"
                     /note="alaDH: alanine dehydrogenase"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine dehydrogenase"
                     /protein_id="AIK64587.1"
                     /translation="MRIGVPAEIKNNENRVAMTPAGVVHLIRNNHEVFIQKGAGLGSG
                     FTDAQYVEAGAKIVDTAEEAWNMEMVMKVKEPIESEYKHFSEGLILFTYLHLAPEPEL
                     TKALIEKKVVSIAYETVQLENRSLPLLAPMSEVAGRMAAQIGAQFLEKNKGGKGILLA
                     GVPGVKRGKVTIIGGGQAGTNAAKIAVGLGADVTIIDLSAERLRQLDDIFGNQVKTLM
                     SNPYNIAEAVKESDLVIGAVLIPGAKAPKLVTEEMIKSMEPGSVVVDIAIDQGGIFET
                     TDRITTHDNPTYEKHGVVHYAVANMPGAVPRTSTLALTNVTVPYAVQIANKGYKEACL
                     GNSALLKGINTLDGYVTFEAVAEAHGVEYKGAKELLEAETVSC"
     gene            4708137..4709552
                     /locus_tag="DJ46_5052"
     CDS             4708137..4709552
                     /locus_tag="DJ46_5052"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK62312.1"
                     /translation="MANLFKKKSVTQLLGESKSKTLTKTLGAFDLTMLGIGAIIGTGV
                     LVLTGLVAARDAGPAVIFSFMIAAIVCGFAALCYAEVASTLPVSGSVYTYSYATIGEF
                     IAHLMGWTLLSVYVVTTAAVAGGWTGYFNNLVSGFGLEIPTELLKIPSQGGIVNLPAV
                     VITLVLTWLLSRGTKESKRVNNIMVLIKIGIVILFIAVGAFYVQPENWTPFAPYGISG
                     IFAGGAAVFFAFLGFDALATSAEEVKNPQRDLPIGIIASLVICTIIYVVVCLVMTGMV
                     SYKELDVPEAMAYVLEVVGQDKVAGVIAVGAVIGIMAVIFAYIYATTRVFFAMSRDGL
                     LPKSFAKINKKTEAPVFSTWLTGIGSALIAGFIDLKELSNLANIGALLTFAMVGVSVI
                     ILRKTHPNLKRGFMVPLVPTLPLISIACCLFLMFNLPLTTWIYFGIWLAIGVVVYFVY
                     SKKHSHLKDDGSSQDNLEQAN"
     gene            4709819..4710196
                     /locus_tag="DJ46_5053"
     CDS             4709819..4710196
                     /locus_tag="DJ46_5053"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK63623.1"
                     /translation="MAGNKVETPQETCSQTIIHEEVVDQVKQTIPTDESLSKVAELFK
                     VLGDRTRTRILHALFEAEMCVCDLAYLLGMTQSSISHQLRVLKQAKLVKNRKEGKVVY
                     YSLADQHVIHIFEQAFEHVNEEE"
     gene            4710221..4712587
                     /gene="cadA"
                     /locus_tag="DJ46_5054"
     CDS             4710221..4712587
                     /gene="cadA"
                     /locus_tag="DJ46_5054"
                     /EC_number="3.6.3.3"
                     /note="ATPase-IB2_Cd: cadmium-translocating P-type ATPase"
                     /codon_start=1
                     /transl_table=11
                     /product="cadmium-translocating P-type ATPase"
                     /protein_id="AIK66313.1"
                     /translation="MAEALVKKKLMLEGLDCANCAMKIEKGVGNIEGVNSCSVNFATK
                     TMVLETAQNKESEVVTEAKKLVTKLEPHIKVQEEKNTKVAKEVFILEGLDCANCAMKI
                     ENKVKEMPTVSAATVDFVSKKLRVEVANKRELEATVANITNVVQKLEPDVKVVREEKG
                     GHDHGHSHDHGEANVKKMVGRLVVGGILTAIAALAGLPQMITIPLFVLAYLLIGGDIV
                     WRAVRNITRGQVFDENFLMAIATLGAFAIQQYPEAVAVMLFYQVGELFQSIAVNRSRK
                     SITSLMDIRPDYANVKIGNETKQVSPEDVQIGDYIIVKPGEKVPLDGKVVEGTSMVDT
                     SALTGESVPREVEVGNDVLSGFVNQNGVLTIEVTKEFGESTVSKILDLVQNASSKKAP
                     TENFITKFARYYTPVVVITAAIMAFIPPLILEGATFSDWIYRALVFLVISCPCALVVS
                     IPLGFFGGIGGASKSGVLVKGSNYLEALNDVKYIVFDKTGTLTKGVFKVTKMEPSEGI
                     TNEELLEYAAFAEVYSNHPIAQSIRNAYRKSIDEKIIDDYNEISGHGTVVKVQGKEIF
                     AGNAKLMRKENITFKQPETVGTLVHVAVDGKYAGYIVISDEVKEDSKQAIQKLKELGI
                     KKTVMLTGDAKLVGEAVGKELGLDEVHAELLPQQKVEEIEKIDAAKHGKEKVAFVGDG
                     INDTPVLARADVGIAMGGLGSDAAIEAADIVIMTDEPSKIATAVNIAKRTRRIVWQNI
                     IFALGVKGLVLLLGAFGIATMWEAVFSDVGVTLLAVLNAMRVLRVKDL"
     gene            complement(4712791..4714254)
                     /locus_tag="DJ46_5055"
     CDS             complement(4712791..4714254)
                     /locus_tag="DJ46_5055"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinate phosphoribosyltransferase family
                     protein"
                     /protein_id="AIK62583.1"
                     /translation="MTYYKDDSYALHTDLYQINMAYTYWKDGIHNRRSVFDLYFRKLP
                     FENGYAVFAGLEKIVEYIENFSFTESDIAYLAELQFEEEFLHYLQNMKFTGTVRSMQE
                     GEVVFNNEPLLRVDAPLGEAQIIETALLNIVNYQTLIATKAARMKHAANNDELLEFGT
                     RRAHEFDAALWGTRAAFIGGFSSTSNVRAGKRFGIPVAGTHAHSFVQAYRDEYVAFKK
                     YAETHKKCVFLVDTYDTLKSGVPNAIRVAKEFGDRIDFYGIRLDSGDMAYLSKKARKL
                     LDEAGFTNTKIIASSDLDEYTIMHLKSQGAKINVWGVGTKLITSFEQPALGAVYKLVA
                     IEDTDGKLNDTIKISSNPEKITTPGLKRIYRIINRVNDHAEGDYIALDYEEPGKEERL
                     KMFHPVHTYISKFVTNFEARELHKDIFVNGERTYELPSILDIQKYNEQSLSLFWEEYM
                     RTLNPEEYPVDLSQECWDHKMNYIQTVREQVEKNIQK"
     gene            4714455..4715723
                     /locus_tag="DJ46_5056"
     CDS             4714455..4715723
                     /locus_tag="DJ46_5056"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK61096.1"
                     /translation="MQQTLEKIGKQVFYKRLQQKMTQEELCQGICSVSYLSKIENGKI
                     EASEEILQLLCTRLEIAVTDLRDVEEDVKGKLDEWLNALVHLDKPQVERIYEELQSEM
                     KHVLDFEIINYYKLLYTRYLIMKRDIATLEEELDRLKKVYKKYSPFQKLLYMYSRGLL
                     CCLQYRWKEGLDYLLKTEVMAKEQGYHETGLYYNIALVYTHLDIHHLAIHFVNIALEG
                     FRSEYKFRNIINCQILIAVSYTEKGQYEEALKMYESILRESASFADKDVLLAITLSNM
                     GSIYYKKGKYQQAKKYYLDSLQLQKQIDLNYLDTIYEMAVVCIKLEELEEAKALIDKG
                     IDAAKQEERFNAKLYLLLMLRYKYFEEAKDYKAFLENEAIPLYKSAGNKIELKKVYIE
                     LAEHFSSLSRFEESNRYYRLVIDLMNDKEE"
     gene            4715726..4715857
                     /locus_tag="DJ46_5057"
     CDS             4715726..4715857
                     /locus_tag="DJ46_5057"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63462.1"
                     /translation="MKKMVFGALAFIVTLTVAGGIHQYSSKPDIVGQEAKTVQQINS"
     gene            4716024..4717724
                     /gene="npr"
                     /locus_tag="DJ46_5058"
     CDS             4716024..4717724
                     /gene="npr"
                     /locus_tag="DJ46_5058"
                     /EC_number="3.4.24.28"
                     /codon_start=1
                     /transl_table=11
                     /product="bacillolysin"
                     /protein_id="AIK61888.1"
                     /translation="MKKKSLALVLATGMAVTTFGGTGSAFADSKNVLSTKKYNETVQS
                     PEFISGDLTEATGKKAESVVFDYLNAAKGDYKLGEKSAQDSFKVKQAKKDAVTDSTVL
                     RLQQVYEGVPVWGSTQVAHVSKDGSLKVLSGTVAPDLDKKEKLKNKNKIEGAKAIEIA
                     QKDLGVTPKYEVEPKADLYVYQNGEETTYAYVVNLNFLEPSPGNYYYFIEADSGKVLN
                     KYNKLDHVANEDKSPVKQEAPKQEAKPAVKPVTGTNAVGTGKGVLGDTKSLNTTLSAS
                     SYYLQDNTRGATIFTYDAKNRSTLPGTLWVDADNVFNAAYDAAAVDAHYYAGRTYDYY
                     KATFNRNSINDAGAPLKSTVHYGSRYNNAFWNGSQMVYGDGDGVTFTSLSGGIDVIGH
                     ELTHAVTEYSSDLIYQNESGALNEAISDVFGTLVEYYDNRNPDWEIGEDIYTPGKAGD
                     ALRSMSDPTKYGDPDHYSKRYTGTGDNGGVHTNSGIINKAAYLLANGGTHYGVTVNGI
                     GKDKVGAIYYRANTQYFTQSTTFSQARAGLVQAAADLYGASSAEVAAVKQSYSAVGVN
                     "
     gene            complement(4717787..4718335)
                     /locus_tag="DJ46_5059"
     CDS             complement(4717787..4718335)
                     /locus_tag="DJ46_5059"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65092.1"
                     /translation="MAETIQNFLTDYYSIAIPLSILINIIISLLGFIPSIFLTAINIQ
                     LFGVTNGTIISIAGEALGAIISFYIYRIGLQKFTHSKVNKYPKVERLLYVKGKEAFLL
                     VLSFRLIPFIPSSIVTLFAALGKMSLLSFSIASTIGKIPALLIEVYSAYHVINGTNEA
                     KWIVTIAGAIGLFYLWKKWRKK"
     gene            4718713..4719231
                     /locus_tag="DJ46_5060"
     CDS             4718713..4719231
                     /locus_tag="DJ46_5060"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63326.1"
                     /translation="MKRISSLFLSSLLALMLILSGCAGKEQKTEKQTGNQSTSVEKIS
                     DNILDEMEGPPKNGHTIERHVGKSEEDLKNRLKTDKVSAASTYYDKETATKAVKDSLK
                     QHDKEIQDWLKNSKEARLVLNTTHSFPVGKTVIKKNMNVKDKLVKTVTVLARDKSGDL
                     GYKIITSYPSDK"
     gene            4719247..4719519
                     /locus_tag="DJ46_5061"
     CDS             4719247..4719519
                     /locus_tag="DJ46_5061"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61723.1"
                     /translation="MYTTLQYFLKSYCTLSIHEDEIVGVMEEFIEQEDEEIVLKLRDE
                     LLYMKKKDAWEEACVLAARQGNRMWSLEETKDHLTTFLVLLQKKKA"
     gene            complement(4719568..4720830)
                     /locus_tag="DJ46_5062"
     CDS             complement(4719568..4720830)
                     /locus_tag="DJ46_5062"
                     /codon_start=1
                     /transl_table=11
                     /product="putative peptidoglycan binding domain protein"
                     /protein_id="AIK64323.1"
                     /translation="MKLSKILIGSAIAGGILLCVGGVSGYQYVSKLNNQLDTTALPNT
                     TFEGISLDGKNKKDIQAIINQKITELDQKSLTYIFQNDKQTYTWKDLGINYKEKDIID
                     KIFKEQEGNAINRYKMRKQAENGELKRDYKLTPQLNTTAYESFMKDKYNKTLKNPVNA
                     ELSIEGTTVNISQSQNGEKIDKGKLTDLTKQAITSGTSDITLPVTLLKPERSTEDIQK
                     MGIKEVIAEYSTPMAGRNGNQSFNVNKSANTLSGVIVAPDETFSFNGRVGVTDAAHGY
                     KSAAVYSQGKVIQSAGGGVCQVSSTLYSAALRADLGIVSRSNHSMPVNYLPLGQDAAV
                     ADYGPDLKFKNNTGNHIYIQAFSNGGSITTRIFGTNTGKNVEVSSQVISRTNDKITAV
                     TYKKVTQNGEVISNGQISKSVYKSAPKQ"
     gene            complement(4721065..4722078)
                     /locus_tag="DJ46_5063"
     CDS             complement(4721065..4722078)
                     /locus_tag="DJ46_5063"
                     /note="lytR_cpsA_psr: cell envelope-related function
                     transcriptional attenuator common domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell envelope-related function transcriptional
                     attenuator common domain protein"
                     /protein_id="AIK64253.1"
                     /translation="MKSDMNKDTRAKKGRSKKKRLLWFLLIPLLIIALGAGGYSFHIY
                     SKAKSILSNAYSELGRGDKSSKREKAVKPMTDNISILIMGVDESDIRDKNYGKATRTD
                     ALLLATINKNDKSVKLVSIPRDSRVYIKSREKYDKITHAHVFGGVDSTIDTVENFLDV
                     PVDYYVKFNFKSFIKIVDSLGGITVDVPVEFTEQNSKDEADAIHLKKGRQHLNGEEAL
                     ALARTRHIDSDYMRGQRQQLVLEAIAEKALSLNSINKIGGLLDAVDKDLKTNLTFDDM
                     MTIAKNSMGSNLKMDKLQVEGTDKYIGGIYYYVPNEKSVNNISTTLQEHLGVTNKNEH
                     KKL"
     gene            complement(4722342..4723520)
                     /locus_tag="DJ46_5064"
     CDS             complement(4722342..4723520)
                     /locus_tag="DJ46_5064"
                     /codon_start=1
                     /transl_table=11
                     /product="na+ dependent nucleoside transporter family
                     protein"
                     /protein_id="AIK61653.1"
                     /translation="MKFITFFLGLIVVFFLAYIASNNKKHIKFKPIFIMLLIQLILTY
                     LLLNTEIGLILIRVISSLFTKLLEYAADGINFVFGGLANKGEMPFFLTVLLPIVFISV
                     LIGILQHFKILPFFIHWIGYFLSKINGLGKLESYNAIASAIVGQSEVFITVKKQLAQI
                     PKHRLYTLCASAMSTVSMSIVGAYMTMIEPKYVVTALVLNLFSGFIIVLIINPYDVKD
                     DEDILEIKGEKQSFFEMLGEYILDGFRVAIVVGAMLIGFVALISCINDLFLIIFGITF
                     QQLIGYVFAPIAFLIGVPSSEIVAAGSIMATKLVTNEFVAMMDLSKISNSLSPRTVGI
                     ISVFLVSFANFSSIGIISGAVKGLNEEQGNVVARFGLKLLYGATLVSILSAIIVSIML
                     "
     gene            4723612..4723998
                     /locus_tag="DJ46_5065"
     CDS             4723612..4723998
                     /locus_tag="DJ46_5065"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK65743.1"
                     /translation="MNISRVHHVAIICSNYEVSKDFYTRILGFKAINEVYRKERDSYK
                     LDLCVGKEYQIELFSFPNPPKRPSFPEAAGLRHLAFAVTNIEEAVQDLSQCGVETEAI
                     RIDEITGKKFVFFQDPDGLPLELYEV"
     gene            4724106..4725191
                     /locus_tag="DJ46_5066"
     CDS             4724106..4725191
                     /locus_tag="DJ46_5066"
                     /codon_start=1
                     /transl_table=11
                     /product="CBS domain protein"
                     /protein_id="AIK65063.1"
                     /translation="MDILKLLMVAILIGLTAFFVAVEFAIIKVRSSRIDQLVSEKRRG
                     ALAAKKVTSNLDEYLSACQLGITITALGLGWLGEPTIKHLLEPLFLKLNLSPAIASTV
                     SFIIAFAVITFLHVVIGELAPKTFAIQRAEQVSLLLSKPLIYFYRIMYPFIWALNGSA
                     RLVTGLFGLHPASEHEVAHSEEELRLILSESYESGEINQREFKYVNNIFEFDNRVAKE
                     IMVPRTEVIGLYEDEPFETHIKIIAQEKYTRYPVFGEDKDEIIGMVNVKDLFIRYMDG
                     NRDEECSITPYTRPVIEVLENIPIHDLLLQMQRKHIPLAVLYDEYGGTAGIVTLEDIL
                     EEIVGEIRDEYDEDEHPPIEHISEGGH"
     gene            4725275..4726708
                     /gene="aspA"
                     /locus_tag="DJ46_5067"
     CDS             4725275..4726708
                     /gene="aspA"
                     /locus_tag="DJ46_5067"
                     /EC_number="4.3.1.1"
                     /note="aspA: aspartate ammonia-lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate ammonia-lyase"
                     /protein_id="AIK63579.1"
                     /translation="MIATKDIRIEKDFLGEKEVPSIAYYGVQTLRAVENFPITGYRIH
                     PSLITAMAIVKKAAALANMDTGYLAKDIGHEIAEAAQEIVDGKFHDQFIVDPIQGGAG
                     TSINMNTNEVIANRALERMGYEKGEYAKISPNTHVNMAQSTNDAFPTGIHIATLMRLE
                     ELLITMEELHAAFRAKAKEFDHVIKMGRTHLQDAVPIRLGQEFEAYSRVLARDIKRIK
                     QSRQHLYEVNMGATAVGTGLNANPTYIEQVVKHLRTFSGFPLVGAEHLVDATQNTDAY
                     TEVSAALKVCMMNMSKIANDLRIMASGPRVGLAEIQLPARQPGSSIMPGKVNPVMAEV
                     INQVAFQVIGNDHTICLASEAGQLELNVMEPVLVFNLIQSISIMNNGFRVFREYCIKG
                     ITANEELLKQYVEKSVGIITAVNPHIGYEAASRIAREAIETGKSVRELCLEHGVLTEE
                     ELDIILDPFEMTHPEIAGASLLKDKKM"
     gene            complement(4726748..4728367)
                     /locus_tag="DJ46_5068"
     CDS             complement(4726748..4728367)
                     /locus_tag="DJ46_5068"
                     /note="lctP: transporter, lactate permease family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, lactate permease family protein"
                     /protein_id="AIK62924.1"
                     /translation="MSTWTQIYDPLNNIWLSALIAALPIFCFIICLVGFKMKGYMAGL
                     YSVIVAIILAIFVYKMPTTAAVASAGFGVLSGFYPICTIVIAAIFLYKLTVKTEQFNV
                     IRDSISSITNDQRLQVLLIAYSFGAFLEGAAGFGVPVAITAALLVGMGFNPLKAAGIC
                     LVANIAGGAMGAMGIPVTVPAQLTGIDALTVGRQAVYILPFISIVLPFLLVSMVDGFK
                     GIKETWQGILVSGVSFAITQFVVTYFLGAELTNIFAAVVSMVALALFLRVWQPKSSAK
                     EEKQEEKESHTFNQILYAWSPFVFLTAFVTIFNLKPIKALFAPDGPLANLVFNIQFPG
                     LHNQVIKTAPITKADTPFAAIFKLDVFSSTTTAIVLAIIVSLIVYRVNGKMIKELMIE
                     TIKELKVPVYTICSVIALAYVENYSGMSSTLGLAFSSTGNAFPILSPILGWIGVFITG
                     SVVSSGSLFAPLQAVTADQLNIVPSTLVSLNVVGGTIAKMVSPQSVAVACAAVGLVGK
                     ESALFKTVMKYSLIFLAIISLLQLNAVFNIF"
     gene            4729204..4729491
                     /locus_tag="DJ46_5069"
     CDS             4729204..4729491
                     /locus_tag="DJ46_5069"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory, arsR family protein"
                     /protein_id="AIK65089.1"
                     /translation="MSQNQFECRISEEDVQMLRALAHPLRLRLVMELMQRGTCNVTQL
                     QEVLEIPQSTVSQHLTKLKQNKVVRFERRGLEVYYQIHNDKVSEVVKTLFS"
     gene            4729606..4729785
                     /locus_tag="DJ46_5070"
     CDS             4729606..4729785
                     /locus_tag="DJ46_5070"
                     /note="SASP_H: small acid-soluble spore, H-type family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="small acid-soluble spore, H-type family protein"
                     /protein_id="AIK63520.1"
                     /translation="MDVKRVKQILSSSSRIDVTYEGVPVWIESCDEQSGVAQVYDVSN
                     PGESVHVHVNALEEK"
     gene            complement(4729826..4731184)
                     /locus_tag="DJ46_5071"
     CDS             complement(4729826..4731184)
                     /locus_tag="DJ46_5071"
                     /note="yjdL_sub1_fam: amino acid/peptide transporter
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid/peptide transporter family protein"
                     /protein_id="AIK63452.1"
                     /translation="MDAALKLDKAGEQQSPKKHPPGLYLLFLTEMWERFSYYGMRGLL
                     VLYLTTAAVSGGLGFDKAFAVQLYGTFTAAVYFMPIIGGWLTDHYITRRHAITLGGII
                     MAIGNFVLFSMNTKTGLFLGLVLLVIGNGFFKPNISTLLGELYEENDSRRDSAFTIFY
                     MGINVGAFFAPLICGFLAEDFFKTSVDGVMVMGYKYGFLAACIGMIIGQIVFNLLAPR
                     YLGTAGTTVIGKKTKNQPAVEKKPLTKQEKNRTWAIVILTCFVVFFWAGFEQAGSSLT
                     LYTDKFVDRTIFGWEIPTSWFQSVNPAFIVLLAPFVSMLWLKLSKSKRGDLKIPTKMA
                     FGMILLGIGYLVLTLAVLKTGSSEADITVKANLLFIVITYMFHTIGELFLSPIGLSMV
                     SAIAPVKLASLLMGVWLAGKLASFTQSLGYLEVFASIGIIVIVLGLVLLLFSKKVASM
                     ME"
     gene            complement(4731566..4732531)
                     /locus_tag="DJ46_5072"
     CDS             complement(4731566..4732531)
                     /locus_tag="DJ46_5072"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding family protein"
                     /protein_id="AIK65233.1"
                     /translation="MNFMRKKSFTVFVFSLAFSLLLSACGKSNTKEESKEDTKKEMIP
                     VEHAMGKTEVPANPKRVVILTNEGTEALLELGVKPVGAVKSWTGDPWYPHIKDKMKDV
                     KVVGDEGQVNVETIASLKPDLIIGNKMRHEKVYEQLKAIAPTVFSETLRGEWKDNFKF
                     YAKALNKEKDGQKVLAAYDKRMKDLKAKLGDKVNQEISMVRFMPGDVRIYHGDTFSGV
                     ILKELGFKRPGDQNKNDFAERNVSKERISAMDGDVLFYFTFDKGNEKKGSELEKEYIN
                     DPLFKNLNAVKNGKAYKVDDVIWNTAGGVMAANLLLDDIEKRFVK"
     gene            4732704..4733708
                     /locus_tag="DJ46_5073"
     CDS             4732704..4733708
                     /locus_tag="DJ46_5073"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore transport system permease
                     protein yfiZ"
                     /protein_id="AIK62562.1"
                     /translation="MLLKTNRAKWIGLFVGIIAVITCIWGSIIFGYTNTSWKLALDAF
                     FHFNGSNEHIIIQNVRLPRALIAASVGASLAIAGCLMQTLTKNPLASPDFIGLNSGAA
                     FFIVVAIVIFSVTSLSAFTWIAFLGAAIAAVLVFASSSLGKEGTTPLKLTLAGVAISA
                     LFSSLTQGLLVLNEKALEEVLFWLAGSVQGRKLEILQSVFPYLLIGWIASIMMTGKVN
                     TLMMGEDVAKGLGQRTILMKSFVLLIIVLLSGGSVAVAGPIGFIGIVTPHFARFLVGV
                     DHRWRVPYSGLLGAILLILADIAARYVIMPQEVPVGVMTAFIGAPFFIYIARKRGLSK
                     "
     gene            4733705..4734763
                     /locus_tag="DJ46_5074"
     CDS             4733705..4734763
                     /locus_tag="DJ46_5074"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore transport system permease
                     protein yfhA"
                     /protein_id="AIK62378.1"
                     /translation="MKKYIPFRIGKGELSFLMYKRACLVLFSLLVVLIGLFFASAGMG
                     DMKIAPYDVWQAITGNGDAMSNMVVNKFRMPRILIAILVGIALAVAGCILQGLVRNPL
                     ASPDIIGITGGASVAVVLFLAIFSDKNNALTVSIHYMPLAAFIGATIVALFVYLFAWR
                     NDGLSPISLVLIGVGFWALTKAATTLFMLLAPIYQASQANVWITGTVYGSSWQNVMVL
                     APWVLILTVISFIAARHLNAQELGDDIAVGLGVPLTKSRIFMLLLSTALIGGAVAFAG
                     GIGFVGLMAPHISRRLVGSLYGALLPVAAIVGAILVLAADLIGRTVFTPLEIPAGVFT
                     SAIGAPYFIYLLYKSRNS"
     gene            4734776..4735597
                     /locus_tag="DJ46_5075"
     CDS             4734776..4735597
                     /locus_tag="DJ46_5075"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore transport system
                     ATP-binding protein YusV"
                     /protein_id="AIK62218.1"
                     /translation="MQKALETKRLTLSYGETIIIDELNLEIPKGEITIFIGSNGCGKS
                     TLLRSLARLLKPTTGDILLDNQAIQSMQTKQIARQMAILPQGPQAPEGLTVLQLVKQG
                     RYPYQTWLKQWSEKDEEMVQNALAATGMTEFAERDVHALSGGQRQRAWIAMTLAQDTD
                     IILLDEPTTYLDMTHQIEVLDLLFELNETEQRTIVMVLHDLNLACRYADNIVAIQDKQ
                     IYAQGKPEEVVDEKLVRDVFRMECQISTDPLFGTPLCIPHGKGRRVRKEVAHAMR"
     gene            complement(4735629..4736360)
                     /locus_tag="DJ46_5076"
     CDS             complement(4735629..4736360)
                     /locus_tag="DJ46_5076"
                     /codon_start=1
                     /transl_table=11
                     /product="methyltransferase domain protein"
                     /protein_id="AIK65311.1"
                     /translation="MAFTESDVYNNEAFFKQYMKRRYRENSPNELLEKPAFFQLIGDV
                     KGKKILDLGCGDAKFGKELLEKDCHSYTGIEGSQLMYEKAKKQLENKNGIVHFLNLKD
                     YTYPPATFDLVTSRLALHYIEHLPIIFQNVYETLKTNGTFTFSVQHPVITSSFESLQT
                     SGKRTSWLVDDYFKTGKRVEPWIDQEVIKYHRTTEEYFTLLQQAGFTITNLKEATPNQ
                     TYFQSAEEYERRLRIPLFLLFSCRK"
     gene            4736573..4737763
                     /locus_tag="DJ46_5077"
     CDS             4736573..4737763
                     /locus_tag="DJ46_5077"
                     /note="gly_Cac_T_rel: pyridoxal phosphate-dependent
                     acyltransferase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal phosphate-dependent acyltransferase
                     family protein"
                     /protein_id="AIK62595.1"
                     /translation="MSSKTLAKFLEENLEDLKSKGLYNVIDPLESSNGPIITIGGKEY
                     INLSSNNYLGLATDSRLQEAAIGAIHKYGVGAGAVRTINGTLDLHIKLEETIAKFKHT
                     EAAIAYQSGFNCNMAAISAVMDKNDAILSDELNHASIIDGSRLSKAKIIVYKHSDMED
                     LRQKAIAAKESGLYNKLMVITDGVFSMDGDVAKLPEIVEIAEELDLMTYVDDAHGSGV
                     LGKGAGTVKHFGLSDKVDFQIGTLSKAIGVIGGYVAGKQNLIDWLKVRSRPFLFSTAV
                     TPADAAACMRSIEILMESTELHDRLWENGRYLKQGLKELGFNIGESETPITPCIIGDE
                     VLTQEFSKRLNEEGVYAKSIVFPTVAKGTGRVRNMPTAAHTKEMLDEAIRKYEKVGKE
                     MGII"
     gene            4737808..4738761
                     /locus_tag="DJ46_5078"
     CDS             4737808..4738761
                     /locus_tag="DJ46_5078"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AIK64446.1"
                     /translation="MKKILVTGSLGQIGSELVMKLRDVYGASNVIATDIRETDSEVVT
                     SGPFETLDVTDGQKLHDIAKRNEVDTIIHLAALLSATAEKNPLFAWNLNMGGLVNALE
                     AARELNCKFFTPSSIGAFGPSTPKDNTPQDTIQRPTTMYGVNKVAGELLCDYYHQKFG
                     VDTRGVRFPGLISYVAPPGGGTTDYAVEIYYEAIKKGTYTSYIAEGTYMDMMYMPDAL
                     QAIISLMEADPSKLVHRNAFNITAMSFEPEQIAASIRKHIPTFTMDYAVDPARQTIAD
                     SWPNSIDATAAMKEWGFKAEYDLDKMTTDMLVKLKKSSQLS"
     gene            4738827..4739249
                     /locus_tag="DJ46_5079"
     CDS             4738827..4739249
                     /locus_tag="DJ46_5079"
                     /codon_start=1
                     /transl_table=11
                     /product="NUDIX domain protein"
                     /protein_id="AIK62444.1"
                     /translation="MQRVDVVYALIHDEETDKILMVHNVEQNVWSLPGGAVEKGETLE
                     EALVREVKEETGLTAVAGGLVAINEKFFEEPGNHALLFTFRAHVVKGELVAADEGEIS
                     AIEWVDRAIANERFPFYDGGFDSLLEVAIPYKFQPETK"
     gene            complement(4739289..4741169)
                     /locus_tag="DJ46_5080"
     CDS             complement(4739289..4741169)
                     /locus_tag="DJ46_5080"
                     /codon_start=1
                     /transl_table=11
                     /product="von Willebrand factor type A domain protein"
                     /protein_id="AIK63330.1"
                     /translation="MRQIFSDKKIDASLFLQMENLMYALLKEDDAYLEYGYKAYYDEI
                     EKKVVISHFWDDRKEEDTVIGLKSEVFLKALGNKHYSDMTLIRSYAIELQESPLKKFL
                     TQLFVLLEDLRVEEIVKNLRPGTKHVFKRRKEMYRNYFSSQNEINRVRNYHGDRLFCL
                     CYLSLTSDKYEMFNNEYFEQIEAILHETFQARNTEDIMYIVEKIRYRLEELLESDMLN
                     NYFGHAPLYLSVIADEKDSRPEKLTNDDTQIVDDENKNKMNESFSTWHRENKNNENEN
                     FLRFELESGTKTNMMGDTARESEDGDQALGSVQGTSQKSTQSNFDGADTEEARASHAS
                     SQNDGAYGKYNVGASHTFKEARKSTPDEKKDYQAIKSVVNKDVKELKKIIEKTIENKT
                     NANSDKYYGRLRKKFLRIYTEKQPRMFYKKGQESQELDVAFQLLVDCSGSMYNKMEET
                     KKSVVLFHEALKSLKIPHAISGFWEDASSAKPEDKPNVIHEVVTYKNSTLPNVGPEIM
                     QLREEEDNRDGYIIRIVSEKLAKRPEKHKFLLVFTDGEPSALDYQQDGILDTHEAVKL
                     ARKSGMEVIGIFIEEGEAKEATYQLMKNIYNHHFLVANHAEDLRLKIKPLLKKLLLKT
                     IE"
     gene            complement(4741173..4742066)
                     /locus_tag="DJ46_5081"
     CDS             complement(4741173..4742066)
                     /locus_tag="DJ46_5081"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma-54 interaction domain protein"
                     /protein_id="AIK65786.1"
                     /translation="MLEQFHIHADLKQQLSTIHEKNKQEAGENAHLIGTKIYKASDNS
                     IIEDAITALLLGKNILLKGPTGSGKTVLAETLSSLFQKPMHSINCSVDLDVEGILGYN
                     TLQTKDGASEVTFVNGPLMKAMKNGHFLYIDEINMAKPETLPLLHGALDYRKMITNPF
                     TQEVVYGDDEYRVIAAINEGYVGTSELNEALKNRFVIIEVPYIQGDTLKELLLAESKL
                     KDVATIEKFVAFASDLMPLARDGRVSEEAASIRGIIDACDLGVYIPVMRAIERSIIAK
                     LNDETEQMTVRELAESYFFEG"
     gene            complement(4742194..4743723)
                     /gene="cls"
                     /locus_tag="DJ46_5082"
     CDS             complement(4742194..4743723)
                     /gene="cls"
                     /locus_tag="DJ46_5082"
                     /note="bac_cardiolipin: cardiolipin synthase"
                     /codon_start=1
                     /transl_table=11
                     /product="cardiolipin synthase"
                     /protein_id="AIK63183.1"
                     /translation="MKKPIIQLLLIFTIVSIVPFLLNTSYISLYTFVGVLWSITIVGI
                     SFVIFIENRSPQSTLAWFLVLALLPVVGVLLYSIFGRSRWRRKKHLHRSEEQRKLFRE
                     ILEGRRLELSLKVPLSERSVHLTEVVQKFGGGPAADRTTTKLLTNGDQTFSEILQAIE
                     QAKHHIHIQYYIYKSDEIGTKVRDALIKKAKDGVIVRFLYDGLGSNTLRRRFLQPMKE
                     AGIEIVEFDPIFSAWLLETVNYRNHRKIVIVDGEIGFTGGLNVGDEYLGRSKKFPVWR
                     DSHLKVEGKALYKLQAIFLEDWLYASSGLNTYSWDPFMNRQYFPGKEISNAEGAVQIV
                     ASGPSSDDKSIRNTLLAVMGSAKKSIWIATPYFIPDQETLTLLRLSAISGIDVRILYP
                     GKSDSIISDQASQSYFTPLLKAGASIYSYKDGFMHAKILLVDDKIATIGTANMDVRSF
                     ELNYEIISVLYESETVHDIKRDFEDDFKHSTEIKWNAFQKRSIKKRILESFMRLISPL
                     L"
     gene            4743907..4744143
                     /locus_tag="DJ46_5083"
     CDS             4743907..4744143
                     /locus_tag="DJ46_5083"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65406.1"
                     /translation="MYGRPIGGFGHGGGFGHGGFHGGFGHSPFFGGGFFPGFVAGALL
                     SPGFGYGGYGYPYYSDYSYYTGYQQDPYYSYNTY"
     gene            4744174..4744512
                     /locus_tag="DJ46_5084"
     CDS             4744174..4744512
                     /locus_tag="DJ46_5084"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61694.1"
                     /translation="MNYIENNGLYYRNHHHGGHHHNGGHHHHGGHNHHDHHHHHGGGW
                     GWGGGSWGGGFFPGSFAGGVLGGLTAGALTGAAGGGYYPAPYPVTYPAPYPVPYPTPY
                     PGYQQTPYPY"
     gene            4744871..4746574
                     /locus_tag="DJ46_5085"
     CDS             4744871..4746574
                     /locus_tag="DJ46_5085"
                     /note="GGDEF: diguanylate cyclase domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase domain protein"
                     /protein_id="AIK62594.1"
                     /translation="MLEQRGHALYESSLRDLKLALDESSIVAITDRKGLITYVNDKFC
                     EISKYTREELIGKDHRILNSGYHPKTFFQMLWKRILSGKVWRGEIRNQAKDGTYYWVK
                     TTIVLFLNEKGEPYQFIAIRNDISSRKEAEQRLRLSESRYRELAYHDALTSLPNRLQL
                     ITTVNELIADKNEFGMIYFDLDRFKLVNDTLGHMIGDLLLSEVASRLHYVLGEKDVLA
                     RLGGDEFVLLTKNHKQDEMRQLATSVLSCFQAPFMLEGHEVYISASLGLCSYPQDGQD
                     VETLLKNSDLAMYSAKEQGRNAACFFTDELRAKINRRMKIEFALQKAIRDEELDVVLQ
                     PIIDLKTKKYTGIEALVRCTTEEGPISPSEFIPIAEESGLIIKLGDWVLEKSCRLFKT
                     LPEYEEGLKLSVNLSIQQLMQKRFIISVRSILRRTGFPANRLILEITESIAVRHFDYI
                     IATLQELRNMGILIALDDFGTGYSSLYYLKQLPLDIVKIDRNFIREFHYDHAQPERTI
                     VKSVIEIAHSLNLAVVAEGVETVEQESLLKSMGCDYVQGFYYAKPLSVAELKEKLIID
                     F"
     gene            complement(4746605..4748002)
                     /locus_tag="DJ46_5086"
     CDS             complement(4746605..4748002)
                     /locus_tag="DJ46_5086"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK61547.1"
                     /translation="METKKWGLWVLTAFVIGNMVGGGVFMLPANLAQVSGPMGSTLAW
                     SITGLGVFMIALVFGNLAIRKPELKAGPQSYAQAMFPSKKAGKVAGYSMAWGYWAANW
                     AATASVIISFAGYLSTFFPVLQSKQILFSTNGFSLELGKGLTFLVCSLMLWGIQYILS
                     QNIDRAGNMNLLATIAKIIGFTMFIVITLFIFNASNFGDGQTFMNEAGQSISLGGQIN
                     SAAIATLWAFIGIESAVMLSNRAKSQRDVKKATIFGLIIALLIYMSITLLTMGALSQD
                     ALKDSQKPLVDALNLAIGNKGAYIMALLALVSLFGSTVGWIVVSSEVPYQAAKNGLFP
                     KFFAKTNKKGSPSKSLFITNVMTQIFLFSTISGTVSEAYNFAIVVATLAYLIPYLVST
                     LYQFKLVITGETYDILPGSRIKDGIITTLAFVYSIWVIKTGTADLKTFFLGIGLFVLG
                     LILYPVLMKDSQKMN"
     gene            4748454..4749164
                     /gene="treR"
                     /locus_tag="DJ46_5087"
     CDS             4748454..4749164
                     /gene="treR"
                     /locus_tag="DJ46_5087"
                     /note="trehalos_R_Bsub: trehalose operon repressor"
                     /codon_start=1
                     /transl_table=11
                     /product="trehalose operon repressor"
                     /protein_id="AIK61018.1"
                     /translation="MMSKYEQIYTAISKSIDNKQLKEGCKIPSETELMKQYEASRGTV
                     RKAVDLLQERGYVQKIHGKGVFVLKRKNIEFNFGGIVSFQEENERLGRHCITEVVEIE
                     KIKATKEIAKLLNVKEKTEIDHIKRVRNIDGEKVILDINHFVSEHIPGLTSEIAAGSI
                     YKYIEKELGLHISYSQRVIEVQSCTEDDRKYLDLNGTDYVVVVKNFTHFYDGSQFEYT
                     ESRHRLDIFHFSDVARRK"
     gene            4749302..4750729
                     /gene="treP"
                     /locus_tag="DJ46_5088"
     CDS             4749302..4750729
                     /gene="treP"
                     /locus_tag="DJ46_5088"
                     /EC_number="2.7.1.69"
                     /note="PTS-IIBC-Tre: PTS system, trehalose-specific IIBC
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, trehalose-specific IIBC component"
                     /protein_id="AIK66064.1"
                     /translation="MGKDYRKTAEEVLQYIGGKDNIEQAAHCVTRLRIALKDESKIDN
                     DKLQSVSLVKGAFHNAGVFQIVIGPGDVDRVYAELITLAGMKEATVADVKDSGNQKLN
                     PAQKFVKVFSDVFMPILPAIVTAGLLMGINNLLGAKDLFFDGKNLLDVYPNLSGLWDL
                     INMMANTAFVFLPALVGWSATKRFGGSPILGIVMGLMLVHPALLNAWDYGKAATGLDG
                     QKIEYFNILGLFQIEKVGYQGQILPVLVAAFVLSKVEIFLKKHVPNAIQLLVVPITTI
                     VVTGVLALGIIGPVTRHIGDLLTAGLVGVYETVPVVGAVLFGALYAPLVITGMHHMFI
                     AIDLQLIAQHGGTFIWPMIALSNIAQGSAALAMFWISKNQNDKSMASTSAISAYFGIT
                     EPAMFGVNLRNKFPFYAAIIGSAVAAIFITLNGVLAPAIGIGGLPAFISIIPKSIPMF
                     IVGMVIAVVIPFTLTWLFAKRVKQK"
     gene            4750743..4752404
                     /gene="treC"
                     /locus_tag="DJ46_5089"
     CDS             4750743..4752404
                     /gene="treC"
                     /locus_tag="DJ46_5089"
                     /EC_number="3.2.1.93"
                     /note="trehalose_treC: alpha,alpha-phosphotrehalase"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha,alpha-phosphotrehalase"
                     /protein_id="AIK63144.1"
                     /translation="MKDWHKSVVYQIYPKSFNSYYNKETGDIKGVTEKLDYLKELGVD
                     YIWLTPIYQSPQNDNGYDVSDYYSIDPSYGTMEEFEELLEEAKARNIEIMLDIVVNHS
                     STEHKWFKEAKKDKNSPYRNYYIWRDEKNNWQSKFGGSAWKYDEKTKQYFLHLFDETQ
                     ADLNWENEKLREEVYDMMRFWLDKGVTGFRLDVINLISKDQQFLNDDGSTATSDGRKY
                     YTDGPRVHEYLQEMNRNVFEGKDVLTVGEMSSTTIDNCIKYSNPDRNELSMTFSFHHL
                     KVDYPNGDKWTKADFDFIKLKEIMSNWQIEMQKGGGWNALFWCNHDQPRIVSRFGNDE
                     KYRNESAKMLATAMHMLQGTPYIYQGEEIGMTNPNFESIEQYRDVESLNIYDIKLEEG
                     LSKEEIIGILKQKSRDNSRTPMQWNEDVNSGFTTSTPWISVAENFKEINVEKALEDKE
                     SVFYYYKKLIELRKTYDVITEGEYAILDENDSEIWAYTRTTESEVLLVINNFYGEEIT
                     YSVPAHVQLDGMKQEVLLSNYKDSSKDIAKLNLRPYESIVYRYTK"
     gene            complement(4752436..4753089)
                     /locus_tag="DJ46_5090"
     CDS             complement(4752436..4753089)
                     /locus_tag="DJ46_5090"
                     /note="spore_ger_x_C: germination, Ger(x)C family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="germination, Ger(x)C family protein"
                     /protein_id="AIK61891.1"
                     /translation="MKSLEDMSVFPKETLETAATKMLDPGKDFTLPSIKIKGREVITN
                     GLALFNNDKLTGHLPLKQSVLFVLLTGKMGTSARITQKLTSDESEKTSDYLTMEVSNR
                     KLKRDLKITTDKKGNVYAHIKLQLKVIALEAPRDNLYKMDERKKLNKELSKQLTKEAK
                     KITNKLQKANCDAFGIGRHLIAYHPDLWKKKKWNKDYAKVKFKPEVDVNILYSGVLK"
     gene            complement(4753302..4753559)
                     /locus_tag="DJ46_5091"
     CDS             complement(4753302..4753559)
                     /locus_tag="DJ46_5091"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore germination protein GerKC"
                     /protein_id="AIK62823.1"
                     /translation="MFKKRVKLLFILCTSAFLSGCWDQEPLREARLAYSIGSDITEEN
                     KLQQTIELVKSSSGEQASFENEIHSATGHNIRDTSDALKKM"
     gene            complement(4753540..4754646)
                     /locus_tag="DJ46_5092"
     CDS             complement(4753540..4754646)
                     /locus_tag="DJ46_5092"
                     /note="2A0309: spore germination family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination family protein"
                     /protein_id="AIK64370.1"
                     /translation="MTNTQSKISLVQFTFFVIQCQIGVGILSLPNRLHPIAKGGGWIS
                     ALIAGLAIQLIILLMWLFLKRFPDADMYESVCMLFGNKFGKLLGFAYVFYFTLIGMTV
                     MLNACNVIKVWVLQATPWYAILLLFTIACCYIAYNTFKVIVRFYVMASILILPMALLI
                     ALGFSRADFSYIFPITEAGWWNIIQASKETITAMYGFEIILIAFPKVNGSSVAKLKAI
                     SIANGFVTLFYTFTVWICFIVFSPKQIELIPEPVAYLLRSLHIGIIDRTDLLFIPIWM
                     ITVVASIASYYCAASIGIGHIFNLANHKKAVPIVGIIAFSVALFIDTPEELKVIATFT
                     DKFTYIFIVVLPLLFLLYSVIRNKKGEQYVQKKS"
     gene            complement(4754627..4756129)
                     /locus_tag="DJ46_5093"
     CDS             complement(4754627..4756129)
                     /locus_tag="DJ46_5093"
                     /codon_start=1
                     /transl_table=11
                     /product="GerA spore germination family protein"
                     /protein_id="AIK65799.1"
                     /translation="MTEQKEQQESTGQKHMFPSLPENINYIENKLCHSDDIKKLDLPF
                     QNGKGTILYIESLADPNLIHQLALEPLLTRSDLSLDKAFATLNMKKETNLNYGVQLLL
                     QGKSLYFHEHVDSFCIFETAISLKRDIAEPDNEGIVRGPHTGFVEDLATNLTSIRKLI
                     KSPNIVVKYFTLGEEMHTKVAIAYMQNIANDDLVTEVKRRLETIKTDALMPPGYIQEF
                     IEDTSFSPFPQQLNTERPDRVAANLMEGRVAIFSDGDPTALIVPVTLFAFYQSPDDYN
                     NRWIVGSFVRMIRLVSFLIAFLLPAIYIATVAFHPDVLPLELVYTIKASLEKVPLPPI
                     FEALLMELIFELLREAGIRLPSRVGQTIGIVGGLVIGDAIVKAGLVSYTMIIVVALTA
                     ISSFLVPSNDMSSAVRILRFPLMLLAALFGYVGISFGLIITFVHLCQLHSFHTPYLSP
                     VAPMRIKDMKDSFVRLPIWSFWERPHDPKPKKMQRQHVTREEEDGDKHAK"
     gene            4756279..4756965
                     /locus_tag="DJ46_5094"
     CDS             4756279..4756965
                     /locus_tag="DJ46_5094"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK65537.1"
                     /translation="MTLRHMWGWKEVLYLFMFVFVIVPVTVESLFYKYILEVIGNSLY
                     AGVLMGFIMAVIFTTVVYLFCIKRYKLSWKDIGIRKLSWKDILWTVGAVIFLIVASIA
                     VLVIMEKMGISFENSKTETVQNDKSIYSFCIAVIGAAIISPIYEEILYRGVFYTFFRN
                     RYGIWSGMFISSIIFTVVHIPTYNTLPVNFLSGVVFAWLYEKTNSILSAMIAHALFNF
                     IAVLLTFMSN"
     gene            4756989..4757960
                     /locus_tag="DJ46_5095"
     CDS             4756989..4757960
                     /locus_tag="DJ46_5095"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK65590.1"
                     /translation="MEIAVERVFTKEIVKRAASLFHVTVDEKPLGDFENYIFKAKGDR
                     GEDYVLRLTHSSHRSKQGVEAELDFLRYVAENGAKVAGPLYSTSRNLVEEIVAEDGTF
                     FFASLFTYAKGEQVKGEESPYWGDAYFEAWGKAIGQLHRLTMNYPKTNHRDTWEEDES
                     GIVNELEDDQVKKIATVLMDEIKALPVERETFGLMHGDIHPGNFHYDGKELTIFDFDD
                     AAYNYFIHDLAMVLYYSVLFTPWTAEEKTDFARKQLQVLRKGYEYEHRLADSWYESLP
                     LFLRLRDIGLYGTLQKKFKGKDMPDNFQKLSEELYERIISEEPIVNI"
     gene            4758118..4759578
                     /gene="agcS"
                     /locus_tag="DJ46_5096"
     CDS             4758118..4759578
                     /gene="agcS"
                     /locus_tag="DJ46_5096"
                     /note="agcS: amino acid carrier family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid carrier family protein"
                     /protein_id="AIK61492.1"
                     /translation="MEAFVNWLNNIVWSPALVYLCLGVGLYFSIRTRFLQVRHVGEMV
                     KLTFQGEKSEAGVSSFQALALSLSGRVGTGNIAGVATAVAFGGPGAVFWMWAVAFLGA
                     GSAYVESTLAQIYKTKHQGQFRGGPAYYIEKGLGVKWYALVFVAATILATGLLLPGVQ
                     ANSIAVSLETAFGINTTLSGALLVVVLALIIFGGVKRIVNVAQVVVPFMAVGYILVAC
                     VIVAMNIEKLPEAFMLIIRSAFALEAAFGGIIGLAISWGVKRGIYSNEAGQGTGPHAA
                     AAAEVSHPAKQGLVQAFSVYIDTLFVCSATAFMMIITGMYNVFDASGKNFIVNKLNGA
                     QPGPGYTQAAVESVFPGFGNGFVAISLLFFAFTTIMAYYYIAETNIAYLNRDKDRPWL
                     SMVLKFVFLGAVFYGCIKTAATAWALGDIGVEIMAWVNIIAILLLQKPALVALKDYEK
                     QKKEGKDPVFDPGPLGIKNADFWEHEYGKGKKEEVS"
     gene            4759715..4760443
                     /locus_tag="DJ46_5097"
     CDS             4759715..4760443
                     /locus_tag="DJ46_5097"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66346.1"
                     /translation="MIEFRNVNKYYGNFQVLKDINVQVKKGEVVVVVGPSGSGKSTLL
                     RCINQLESITDGELIVQNTEVHNAKTDMNELRRNIGMVFQHFYLYPHKTVLQNITLAP
                     IKVNKISKEEAEKTAMFYLEKVGIPEKANVYPHQLSGGQQQRVAIARGLAMQPEIMLF
                     DEPTSALDPEMIGEVLDVMKTLAKEGMTMVVVTHEMGFAREVADRILFMDDGKIIEDT
                     TPAQFFASPEQERARLFLSRVLNH"
     gene            4760456..4761286
                     /locus_tag="DJ46_5098"
     CDS             4760456..4761286
                     /locus_tag="DJ46_5098"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 3
                     family protein"
                     /protein_id="AIK62275.1"
                     /translation="MLKMKKLFTLIVFSCLFVLVVAGCGSKKDEAKETNTKQGGAVEQ
                     IKKRGKLVVGVKNDTNLFGLKNPSTGQVEGFDVDVAKALAKKILGDEKKLELKEVTSK
                     TRIPLLKNGDIDAIIATMTITEERKKEVDFSDVYFKAGQSLLVKKGSDIKSIDDVKKG
                     VKVLAVKGSTSTNNIRQKSPEATVLEFENYSEAFTALKAGKGDVLTTDNAILYGMAKQ
                     DSNYEVVGKIFTDEPYGIAVQKGADDLTKEINSLIKDMKANGEYDKLYEKWIGQKPEK
                     "
     gene            4761349..4762005
                     /locus_tag="DJ46_5099"
     CDS             4761349..4762005
                     /locus_tag="DJ46_5099"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AIK65961.1"
                     /translation="MPDFSILTNNIDMYLEGFKYTVMSSVIALIGSFILGVVLAIMRI
                     APIRILNWLGTAFVEFVRNIPLVLIAFIFYFALPVVGITLNGFVAGTVTLTVYTAAFI
                     AEVIRAGILSVAKGQMEAARSSGLTYTQAMYHVVLPQAMKIVIPPLGNQFLNLVKNSS
                     ILGIIAGADLMYQGDLISTKTFVTFDVYIFVGMFYLILTIPLSMLVRYLEKRLAKEAV
                     "
     gene            4762006..4762650
                     /locus_tag="DJ46_5100"
     CDS             4762006..4762650
                     /locus_tag="DJ46_5100"
                     /note="HEQRo_perm_3TM: amino ABC transporter, permease,
                     3-TM region, His/Glu/Gln/Arg/opine family domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino ABC transporter, permease, 3-TM region,
                     His/Glu/Gln/Arg/opine family domain protein"
                     /protein_id="AIK61357.1"
                     /translation="MDFKGALTGDHILFLLKGLLITLEVALVAIVLSFIIGSVIGILR
                     YMKIPVVSQVLGIIVEVIRNLPLLLIIFFTYFALPEAGLKLEIITAVIVALTIFEAAM
                     ISEIVRSGLLSIEKGQIEAARSSGLTYVQALWHIILPQALRRMVPPLVSQFISLLKDT
                     SLAVAISLPELMHNAQIISGQNVNYMIPTFIVVACMYFIVNYSLSILSRRLELR"
     gene            4762855..4764282
                     /locus_tag="DJ46_5101"
     CDS             4762855..4764282
                     /locus_tag="DJ46_5101"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK61543.1"
                     /translation="MQQTTNEKLHRTMKSRHLFMIALGGVIGTGFFLGSGYTINQAGP
                     GGAILSYLVGGFIMYLTMLCLGELTVAMPVSGSFQKYATKFIGPGTGFMIGWLYWLGW
                     AVTVGLELTSIGLMMKRWFPNVDVWVWCLVFGVILYASNAISAKSYAELEFWFSSIKV
                     ITILAFVVLGGSALLGFISYDGKEAAPLFSNFVSEGGLFPNGLAAVLLTMITVNFSFQ
                     GTELIGIAAGESENPEKTIPRAIRNTVWRIMLFFILTMTILVGLISWKEAGVIESPFV
                     VVFDKIGIPYAADIMNFVIITALLSVANSGLYAATRILWSLANEGMAPTSFQKVNKRG
                     IPITALVVTIAVAGLSLFTSFLAEDTVYMYLLSIAGLSAVSSWIIIALSQLRFRSQYI
                     KGGGKLEDLKYRTPLYPIVPILALITNSIVVISLAFIPEQRMALYCGIPFIIFCYIYY
                     YINKKRQKPMKVEMEKANETNNQTR"
     gene            4764257..4764634
                     /locus_tag="DJ46_5102"
     CDS             4764257..4764634
                     /locus_tag="DJ46_5102"
                     /codon_start=1
                     /transl_table=11
                     /product="osmC-like family protein"
                     /protein_id="AIK64896.1"
                     /translation="MKLTIKHDDIEADLSYGPLAIGKENGYSPLQLLVSSIAGCSAIV
                     FRTILEKKRIPYDTFTIETEIGRSEALSKPVESVHLHYKIKAQNITEEQLDKALQLAV
                     KNCTIVQSVKDSIKITETIELIK"
     gene            4764696..4765130
                     /locus_tag="DJ46_5103"
     CDS             4764696..4765130
                     /locus_tag="DJ46_5103"
                     /codon_start=1
                     /transl_table=11
                     /product="HIT domain protein"
                     /protein_id="AIK62338.1"
                     /translation="MECLGCRLAGGEEKIYKVYEDDYVTCFLDHEPFYTGHTLIVPKQ
                     HVVEVDELDDVVAKSIMDASKLITKAIKLLYKPDGVTVCQNGGIFNELTHYHMHVVPR
                     YKERSFAEFYMVQQGENKNYNFEETKNLLKEAIERILCTEKV"
     gene            4765307..4765864
                     /locus_tag="DJ46_5104"
     CDS             4765307..4765864
                     /locus_tag="DJ46_5104"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK64421.1"
                     /translation="MKVTDNDYEKMEELYELYEQKVYYVAYSILNNIQQAEDAVQETF
                     ITLYKNLEKLHNLNIQEFKRYILRVAKNKAIDSYRKNKRHETFLEEYERESIEAVDEN
                     IEEWEKRKMSEVQIDTLLKELNESNRQVFKYKVFYNLTYQEISSVMGIKEANVRKQFE
                     RARKRVQNMIGGIQHDEFKELQRNI"
     gene            4765830..4767263
                     /locus_tag="DJ46_5105"
     CDS             4765830..4767263
                     /locus_tag="DJ46_5105"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65642.1"
                     /translation="MTNSKNSKEIYEFAEKIALDDFDKIEEKHEFSHTYTRKKKLFME
                     EMKLKNRQPQKKRKRHRMLIAAACLLIGMPTTVFGAVKVYNMIVQKQNYEVNVSLTNK
                     DSKKSDQWYKLKVGKLPENMEAIDDSAMKYSFKDNYAKGGFSFILWRVGKDSNFKTLY
                     SKSYEEKEINGKKAVIVNKENGNNNLAFNREVFLFFEKEGIMLQSYIGNDVNEEQMVD
                     VLGNISLEPTSKEKASDITDYDKKYFSEESKPKKTKVIPLKKDSKRLFHIGQKVPVTI
                     SMDNSKIEYMIEKVEVFDSIKDFKQENFSELGLGILSENQALDQTGQLIPYRRDEYKF
                     GNGKDSIDKLVDSKLVHPKFVYLTTTVKNIGKKSTEEIYMHPSIKLLKSEGNAWNYAE
                     RDGIAEKNIMTGEVDYLEPHGDGKSFYNIGSIRPGETVKVNLGYFVDEDKLDSIFLDA
                     FRYSGSSGTENMNEKNRWWFDIRQQSK"
     gene            complement(4767297..4768250)
                     /locus_tag="DJ46_5106"
     CDS             complement(4767297..4768250)
                     /locus_tag="DJ46_5106"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator family protein"
                     /protein_id="AIK61219.1"
                     /translation="MSKAKRLLDILIFASAKKTFTAQEIADEFNISVRTVHRYIVDLS
                     DMGLPIYAEQGRNGGYKVLTNRVIPPILFTEEEAVSIFFAFQSLSYYRDLPFNTEINS
                     VTHKLYSSLQHDAKTKVDKIRSYIAFWNPKRTVNTPLLNEVLTAAIENKNLHFQYESK
                     SGIKTKHVHPIGVYAHDGLWYLPSYDFSRKKVLLYRVDRILSILSAEENESTFMNLEE
                     WFDSNSNVVHSPTQLHVLLTTEGVRQCKSVPYLEEFVVVNEDGTGYIHSTIDKGEINF
                     ITPLFYRLGKDTRVLEPKELIDGLRIRAKEILHMYEDEKSC"
     gene            4768357..4768878
                     /locus_tag="DJ46_5107"
     CDS             4768357..4768878
                     /locus_tag="DJ46_5107"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrofolate reductase family protein"
                     /protein_id="AIK61496.1"
                     /translation="MSREIVLFIAASLDGYIAKEDDDLEWLMETEGEGDNGYTEMYET
                     IDTIIMGKRTYDYVVEHMDIFPYVDKKCYVFSNSEKGSNEHAEFVNEDVVEFTKGLKA
                     QEGSKIWMVGGGSLLREFFKNNLIDEYVVTITPHILGSGVPLFQDKNPEIHLTLTDTK
                     RFGQFVNLYYKVK"
     gene            complement(4768892..4770283)
                     /locus_tag="DJ46_5108"
     CDS             complement(4768892..4770283)
                     /locus_tag="DJ46_5108"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK64048.1"
                     /translation="MKRISIQFGFYFLIVTLLIESVLFVLLYYSLVNTRVNEEMTALL
                     KRGNSHRDVLEKYYDEQTISHVALMESEAETTVVITNTNKEVLAKSNKINTTIKNHIS
                     SMQTRTNHDGAIIENHWKTSNYICTVSPIIVAGKHEGYVYMFLGTESIEKLVNGLTKQ
                     FIIAGAITFLLTVITIFLLSRLLTKPLLHMKHATEKMSKGDLSVSLTTTRNDEIGELS
                     SSIQTLANDLHYMKTERSEFLASVAHELRTPLTYVRGYADIALKETTSPEQRLRYLSI
                     IKDESDYITNLVQDLFSLAQMEQHNFSIQVKEVHLHTFLTRISEKVNAMYKERYITVS
                     FSCPPTLLVNLDEQRFEQVVVNILNNAYRHSKEHSQIHISVIEENKRISITMEDEGEG
                     IPPEDLPHIFERFYRVDKARSRATGGTGLGLSIVKEIVELHGGNITVTSEVDHGSCFT
                     ISLPSIKKHDYHQ"
     gene            complement(4770295..4770972)
                     /locus_tag="DJ46_5109"
     CDS             complement(4770295..4770972)
                     /locus_tag="DJ46_5109"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="AIK64109.1"
                     /translation="MIDILLVDDEPRMLELLTLYLTPIGYNCICARSGEEAISHIENQ
                     NFKFILLDIMMPKMDGWETCKKIRSFSNVPIIMVTARDQTIDVVQGLKLGADDYVTKP
                     FHEEELFARIEAVLRRTNQHAQIQYHGILWNEAKHSASVHNEELLLTPIEFSLLGLFL
                     RHVNYVLSRDQLIERIWGLNTNTEDRTVDSHIRNLRDKLRKVNFPIDNHLKTVYGVGY
                     RWIDIEH"
     gene            4771146..4772396
                     /locus_tag="DJ46_5110"
     CDS             4771146..4772396
                     /locus_tag="DJ46_5110"
                     /codon_start=1
                     /transl_table=11
                     /product="cell wall binding repeat 2 family protein"
                     /protein_id="AIK62142.1"
                     /translation="MKKATRILGVTIITAVGLAACGQTNNMDHTKHEPKKEKETEQKE
                     MKMNQEVTAPKEMNQGASNDLLTTSLKNVTRLNTNDSLQMAVLTSQTIWPATHKENQP
                     GAVILVPVNEWQLGIASADLIHHPNNGPILFIEKEKVPEMTLKEIKRLNPLGTKDGTQ
                     IMVMGDVGASILEQLKEYKVKQIKETDPATFAKDVDKEYADITGSYPNSVIIGSSEEE
                     GRLYTTPAVNWISHMPEPLLYTEKDKVPKATIEALKMRKDKANIYVLGPEKIISKEVE
                     KELSKYGKVTRISGETPVENSIAFAKFKDEKTKFGWGFKKPGHGMSFVSNKTPDLAVA
                     GAPFSHMGKHAPVILLEEGKASQPVYDFLATIQPKFKDDPTLGPYNHGFLLGSTSDIS
                     FETQGILDERLEIVQESGQGHGGH"
     gene            4772554..4774005
                     /locus_tag="DJ46_5111"
     CDS             4772554..4774005
                     /locus_tag="DJ46_5111"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate transporter family protein"
                     /protein_id="AIK61478.1"
                     /translation="MFQTIKNDWFSNVKGDVLSGIVVALALIPEAIAFSVIAGVDPTV
                     GLYAAFCIAVTISFVGGRTGMISAATGAMALLMVTLVKDHGLQYLFATTILTGIVQII
                     FGVFKLSSFMKFVPKSVMSGFLNALGILVFTAQLPQLKNATWQMYALVALGLAIIYVF
                     PRITTAVPSTLIAIIIVTSIALMSGLQLKTVGDMGSLPKELPFFSIPDVPFTLETLGI
                     ILPYAVMLAIIGLLESLLTASVLDDMTHTESNKHKEARGQGIANIVAGFFGGMAGCAM
                     IGQSVINIKSGGRGRLSTFVAGGFLIVLLFVLGDYVVHIPMAALVAVMIMVSIGTFDW
                     NSVATIHKVPKGNAFVMIVTVVVVLITHNLGLGVVIGTVISAVLFAFNMAKIHVKHLY
                     IENKKIYEIHGQLFFASTADFINNFSFNEDVKEIEMNFTHAHVWDDSAVASIDKVIMK
                     YEQSGVKVSITGLNERSAKLVTNLATYNKRIAS"
     gene            4774071..4774493
                     /locus_tag="DJ46_5112"
     CDS             4774071..4774493
                     /locus_tag="DJ46_5112"
                     /codon_start=1
                     /transl_table=11
                     /product="universal stress family protein"
                     /protein_id="AIK65760.1"
                     /translation="MYKQIILACDGSEHALRAAEHATHIAKFNEETNVEVVYVVDNRT
                     AKSDIIQGQTDLETVSASRKDKLKEIEGLLKKENISYKITILHGDPGDTIVQYVNTGD
                     IDLVIAGSRGLNTLQEMVLGSVSHKIAKRVKCPVMIIK"
     gene            4774711..4774827
                     /locus_tag="DJ46_5113"
     CDS             4774711..4774827
                     /locus_tag="DJ46_5113"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65932.1"
                     /translation="MKALQDLSYSQGVGLICLGGFAASVTLAVVIKIIHQIF"
     gene            complement(4774931..4776712)
                     /locus_tag="DJ46_5114"
     CDS             complement(4774931..4776712)
                     /locus_tag="DJ46_5114"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK65223.1"
                     /translation="MNKPKLYKVLSTLAASTLLLSACGGADSGSKKTNTKKVETNKFS
                     AAVKNDGKEIKDGSLTYGLVSNSPFAGVLSRVLYEVAPDSEIMDFFDEGLLASDKNWE
                     ITNDGAATYTISEDKKTITIKIKDNVKWHDGNPVTAEDLEYSYLIIGNSKYTGIRYDT
                     QMQMIEGMEEYHAGKADKISGIKVVDPKTISITYKEVNPSLKTGIWTYPTPKKYLGDV
                     PIEKLAESDKIRQNPIGFGPFKVKKIVPGESVEYERFDDYWAGKPKLKNVTLKVVNPS
                     IVSASLKKGDIDIASITADQYPNVSKLKNTQLVGKTALAYTYIGFKFGHMDKAKNEAV
                     MDNDKFKDVRLRQAMAYAIDREKLGEKVYHGLRVPANSPIPPSMPKYHNNNAGAYNLD
                     VDKAKKLLDEAGYKDKNGDGFREDPKGNEFKINFLASNGSETSEPLAKFYIQSWKDIG
                     LKVELVDGRLHEFNAMREMIKKDDPKVDIFSGAWNTGSDPDLSGLWGKNAGFNYQRWV
                     NDENTKLLDAGLSEKATDEKYRKEVYDKWQKLIHDEAPMIPIHYTFDLTGVNKRVKDF
                     DVNAEVNQITSHWKDVTVTSEKPEVEK"
     gene            complement(4776727..4777632)
                     /locus_tag="DJ46_5115"
     CDS             complement(4776727..4777632)
                     /locus_tag="DJ46_5115"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK61059.1"
                     /translation="MLANPEKQTEVIHYEKIPSGFSIMWREFRKDKLAMFSLFFLALI
                     LIAVYTTSFIMKQEDIVRVDLFAIYDPPSAEHWLGTDYGGRDIFGQLIIGTRNSFTVG
                     LAITLLSTLIGLTMGLIAGYFGGVVDNIIMRFIDFMMILPFLMIVIVFISLVPTFNIT
                     TFILIMTAFLWVGKARLIRSKVLTEKELDYVSASKTLGTPNWKIIFQQILPNLSSIII
                     VNITLNLAGNIGIESSLTYLGFGLPESTPSLGTLVSYATNPDVLQEKWWIWLPASIMI
                     LVLMLCINFIGQALKRAADARQRKG"
     gene            complement(4777651..4778619)
                     /locus_tag="DJ46_5116"
     CDS             complement(4777651..4778619)
                     /locus_tag="DJ46_5116"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK63628.1"
                     /translation="MWKFILRRILVMIPQLFVLSVLVFTLAKAMPGDALSGAELANPK
                     ADPKVIEEQREKLGLNDPIPTQYVRWISNAVQGDFGISYAHKIQVTDIIGERLGNTVL
                     LALLILILTYLIAIPLGVISGRWNDTWADRLITLYNFLGFGTPLFIFGLVMLFLFGFL
                     YPIFPTSGSVDPQVAAGSFDYYLSKLNHMILPALSGALIGTVGTVQYLRSEIIDTKHK
                     DFVRTVKAKGVPESKVYSRHILRNSFLPIAAFLGYEITGLVGGSIILENIFGYPGIGQ
                     LFFQSITQRDFSVVTALVLFTGFATLLGTLLSDIILSIVDPRIRID"
     gene            complement(4778634..4779560)
                     /locus_tag="DJ46_5117"
     CDS             complement(4778634..4779560)
                     /locus_tag="DJ46_5117"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK64938.1"
                     /translation="MALLKVEDLKVHFPIKGGVFGRTLDYVRAVDGVSFELQPGETYG
                     IVGESGSGKSTTGKAIMHLTKATGGSIHFNNRDLTKLSRSELREQRKDIQMIFQDPYS
                     SLNPKKRVMDIIAEPLRNFEKLSPDEERRAVQDYLDKVGLNPESIYKYPHEFSGGQRQ
                     RIGIARALTLKPKLIIADEPVSALDVSVQAQVLNFLQDLQSELGLTYLFISHDLGVIR
                     HMCDRIGVMYRGRIVEEATSAEIYNNPQHIYTKRLISAIPDIRPENREQQRKLRREVS
                     AEYEKSYENYFNENGRAYDLKPISPTHRVALP"
     gene            complement(4779547..4780566)
                     /locus_tag="DJ46_5118"
     CDS             complement(4779547..4780566)
                     /locus_tag="DJ46_5118"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64479.1"
                     /translation="MKNPLLRIENLQTSFRIQDQYHAAVDDVSLTVHENEIVAIVGES
                     GCGKSALALSIMRLHNEANTKLQGQLNYRDKDLLTMSAAEMNKVRGSNIGMIFQEPLT
                     ALDPLMTVGKQIEENLDYHTSLSKVEKKERTLELLHQVGIPKPELTYKQYPHELSGGM
                     RQRIVIAIAIACNPALIIADEPTTALDVTIQAQILDLLKSIQEQTKMGIILITHDLSV
                     VAETADRIVVMYAGQVVETGKVEEIFNNPLHPYTRSLLNSIPSAYAEKEKLHVIQGVV
                     PTLAKLPRTGCRFQARIPWIRPDQHEENPILHEVKPNHWVRCTCYKHFNFQDKKGDDV
                     THGTA"
     gene            complement(4780851..4782200)
                     /gene="glpT"
                     /locus_tag="DJ46_5119"
     CDS             complement(4780851..4782200)
                     /gene="glpT"
                     /locus_tag="DJ46_5119"
                     /note="glpT: glycerol-3-phosphate transporter"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate transporter"
                     /protein_id="AIK61244.1"
                     /translation="MFFTQFFKPAPHAERLPADRVDSEYRKLRLQVFLGIFIGYAGYY
                     FVRKNFSLAMPYLIEQGFSKGELGVILSAVSIAYGLSKFLMGIVSDRCNPRYFLAAGL
                     FLSGIINIIFGSFSFITTSIILMFVLQFLNGWVQGMGWPPCGRTMVHWFSISERGTKM
                     SIWNVAHNVGGALMPSLVTLGLYFFANDWKSIFYFPGILSILVGVYVLITMKDTPQSC
                     GLPSIEEHTGEYPPDEKIKDRERELSAKEILFKYVLNNKFLWYIAIANVFVYFVRYGV
                     VDWAPTYLVEEKSFTHSSSRTAYALYEWAGIPGTLLCGWMSDKLFKGRRAPAGILFMV
                     GVFIAVLVYWLNPPGNPMVDSIALVAIGFLIYGPVMLIGLHALDLAPKKAAGTAAGLT
                     GFFGYLGGAAFASAAMGFIVDAFGWDGGFILLLASCVLAMFFLALTLKTGSVKQKQA"
     gene            4782473..4782931
                     /locus_tag="DJ46_5120"
     CDS             4782473..4782931
                     /locus_tag="DJ46_5120"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK61697.1"
                     /translation="MPNDMTHIDKIQALAFSIGKKMQTELLEQMQATGLTPPQFYILK
                     ILDHYGASRATKLAKKMYVKPSAITVMIDRLIDQELVERYHDKDDRRVVIIELTKKGK
                     ARVEEAMVARNEHIAKYFSHLELQEREDLLRLFEKLETIICGTQEKKENN"
     gene            4782951..4784381
                     /locus_tag="DJ46_5121"
     CDS             4782951..4784381
                     /locus_tag="DJ46_5121"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK64945.1"
                     /translation="MEQQENINRKLLLIGLIIAMLFAALDGTIVGTAMPRIVGELGGL
                     SLMTWLTTAYMLTSTTVVPIAGKLADLLGRRNVYITGLVIFMVGSALCGMANGMTELI
                     IFRGIQGLGGGIMMPMAMIIIGDMFTGKERAKWQGIFGALYGLASVIGPQVGGWIVDA
                     VNWRWVFYINLPVGILATIFIAMGLKSHKQTGPIKIDIAGIFTMILGVVSLLLALTFG
                     GKDYAWDSWQIIGLFALALIGIVSFVIVETKAEEPILPMHFFKNRTFTLLNAIGFFMS
                     IGMFGAIMFVPFFMQGIVGVSAAESGTIMTPMMITMIVMSIIGGQLVLKVGVKPQIIT
                     GMLIMAGGFWLLTTMDMHTTKLTATSYMMVIGLGMGLVMPTLTLALQESFPKKDLGVV
                     TSSSQFFRQIGGTFGITILGSIMNNTSGTTLTKNLVPVLDTFPKEAGQMVTKFKDMIH
                     TDPQGLYSMLFSPEALKQMPEALYQF"
     gene            4784378..4784551
                     /locus_tag="DJ46_5122"
     CDS             4784378..4784551
                     /locus_tag="DJ46_5122"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65621.1"
                     /translation="MKNSLVDSLHTVFLTGLVFIVVGAIFTIFLQKIKLSDRKKDAEE
                     PAAEEKEQTVSYS"
     gene            4784689..4785660
                     /locus_tag="DJ46_5123"
     CDS             4784689..4785660
                     /locus_tag="DJ46_5123"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK64481.1"
                     /translation="MSTIKDVAKLAGVSVSTVSRVLNKNGYVHEDTLKKVERAIEMLD
                     YKPSTVARSLYNKKSRLIGLVVPNIVNPFFPEVARAVEDVAHKQGYTVVLCNSDESLE
                     KEKQYIDVLRQNNVDGFIVATNPQNSVNYMNLSVPVVAIDRMFNERIPAVYADNYAGS
                     QAATKLLIDKGCKRIAHIRGPRDVSTANERFEGFVDVITQNNLSYMIAESTFDPANSE
                     RVAVELLEEYPHIDGIVAGNDLIAIGIVKAALQKGISIPDDLQIIGFDGISLTEMMYP
                     SITTVAQPIYEMGKVATELLLEQMEGNVLEEKHYRLPIEIIERNTTK"
     gene            4785674..4786570
                     /gene="rbsK"
                     /locus_tag="DJ46_5124"
     CDS             4785674..4786570
                     /gene="rbsK"
                     /locus_tag="DJ46_5124"
                     /EC_number="2.7.1.15"
                     /note="D_ribokin_bact: ribokinase"
                     /codon_start=1
                     /transl_table=11
                     /product="ribokinase"
                     /protein_id="AIK64963.1"
                     /translation="MPNIAVVGSISMDLVAVSKKRPKAGETVIGEAFHTIPGGKGANQ
                     AVAAARLGANVAMVGAVGDDNYGTVVKRNLENERVFIDYVVPVTDAATGIAHIVLAEE
                     DNSIVVVQGANALVNESVVNRSKDLLIKADMVVLQLEIPLETVKYVLAICQEHKIPVM
                     LNPAPAQVLSEDILEKATYITPNEHECRIVLDDFTSPIEDLLAKYPNKLLMTEGSNGV
                     RFHNGTEIVHVPSIAVDVVDTTGAGDTFNGALAVALSEGETLQKAIRFANIAGGLSVT
                     KLGAQGGMPTRDRVREVQVIVG"
     gene            4786567..4786962
                     /gene="rbsD"
                     /locus_tag="DJ46_5125"
     CDS             4786567..4786962
                     /gene="rbsD"
                     /locus_tag="DJ46_5125"
                     /EC_number="5.5.1.n1"
                     /codon_start=1
                     /transl_table=11
                     /product="D-ribose pyranase"
                     /protein_id="AIK64627.1"
                     /translation="MKKHGVLNSEIAAVLASLGHTDTIVIADCGLPIPDGVKRIDLAV
                     EIGKPSFLDVLQVVADDMAIEKVTLAEEVINNNAEVNKEIELKLIEPAFEYVCHEQFK
                     EHTKKAKAIIRTGEATPYANVILHAGVIF"
     gene            4786981..4788465
                     /gene="ccmA"
                     /locus_tag="DJ46_5126"
     CDS             4786981..4788465
                     /gene="ccmA"
                     /locus_tag="DJ46_5126"
                     /EC_number="3.6.3.41"
                     /note="ccmA: heme ABC exporter, ATP-binding protein CcmA"
                     /codon_start=1
                     /transl_table=11
                     /product="heme ABC exporter, ATP-binding protein CcmA"
                     /protein_id="AIK63761.1"
                     /translation="MRIEMKNISKAFNGNPVLKNAQFMIETGEVHALMGENGAGKSTL
                     MKILTGVYKRDGGTITIDGQERTFKNAKEAEEYGIAFIHQELNILPNLTVAENMFLGK
                     ELMYGKTGILRTRQMNAIAQQQLAELGLHVKGAMLAGELSVGQQQIIEIAKALMTNAS
                     VIIMDEPTAALTDREIETLFTVINKLRKEGVSFVYISHRMEEIFSICDAITILRDGEY
                     VGKRSIPETSFDEVVSMMVGRSIGERYPERNSQIGDVIFEMRNGTKKGKFENVSFQVR
                     KGEILGVAGLMGAGRTDIMKAIFGYEPLDSGQIFINGQEVKIDSPIDAIRQRIAFITE
                     DRKSEGLVLDFSIRENLALPNLESLSKGSVLSNELEQQFTADMMKLLNVKASSGEQAV
                     KSLSGGNQQKVVIAKWLGIHPQLLILDEPTRGVDVGAKKEIYSIMNKLTEEGDAVIMV
                     SSELPEVLGMSDRVLVIHEGKVGGILEKDEASQESIMALATGGE"
     gene            4788468..4789403
                     /locus_tag="DJ46_5127"
     CDS             4788468..4789403
                     /locus_tag="DJ46_5127"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system /
                     permease component family protein"
                     /protein_id="AIK64522.1"
                     /translation="MAKKGNVLQQLGSLIGLALIIVVITALNPAFIEIPNLFNILRQV
                     SINALIAFGMTFVILTGGIDLSVGSILALSSALVAGMMASGMDPFLAMAVGLLAGLVM
                     GIVNGIIIAKGKVAPFIATLATMTIFRGLTLVYMDGRPITGLGDHLMFQMFGRGYFLG
                     IPVPAVTMMIAFAVLYFILKKTTFGRRTFAIGGNEEAAALSGINVTKIKVMIYGLSGI
                     LAAFAGIVLTSRLDSAQPTAGTSYELDAIAAVVLGGTSLSGGRGWIVGTFIGVLIIGV
                     LNNGLNLLGVSSFFQQVVKGLVILLAVLIDRRKEA"
     gene            4789418..4790344
                     /locus_tag="DJ46_5128"
     CDS             4789418..4790344
                     /locus_tag="DJ46_5128"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding s and sugar binding domain
                     of LacI family protein"
                     /protein_id="AIK64141.1"
                     /translation="MKKWLLILVACMMVITAGCSMEPPEWAKDSSDKGRNKTIKVGFS
                     VSTLNNPFFVTLKKGAEKKAKESGIELIAVDAQNDAAKQTNDVEDLIQKGVDVVVINP
                     TDSDAVASAVSAANAANVPVITVDRVANSGKVVSHIASNNIEGGQMASDYIRELVGEG
                     ANVAELEGIPGSSAARERGKGFHNVADKSLKVVAKQAADFDRAKGLSVMENILQANGD
                     IKAVFAHNDEMALGALEALKSAGKTDVVVVGFDATEDAVKAVNDGRMAATVAQKPELI
                     GEKAMQTAKEITQGKKVDKSIPIELELIKKNK"
     gene            4790379..4791026
                     /gene="fsa"
                     /locus_tag="DJ46_5129"
     CDS             4790379..4791026
                     /gene="fsa"
                     /locus_tag="DJ46_5129"
                     /note="fsa_talC_mipB: fructose-6-phosphate aldolase"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-6-phosphate aldolase"
                     /protein_id="AIK62117.1"
                     /translation="MKFFIDTANINEIKEANALGVLAGVTTNPSLVAKEGVDFHERIR
                     EICNVVEGPVSAEVISLEADKMIEEGKELAKIAPNVVVKVPMTTEGLKAVKAFSDLGI
                     RTNVTLVFSAVQALLAARAGATYVSPFLGRLDDIGHNGMDLIRQIAEIFAIHGIETEI
                     IAASVRHSVHVTDAALNGAHIATIPANVIASLVKHPLTDQGIEKFLADWEKTQEK"
     gene            4791343..4793742
                     /locus_tag="DJ46_5130"
     CDS             4791343..4793742
                     /locus_tag="DJ46_5130"
                     /note="M6dom_TIGR03296: M6 family metalloprotease domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="M6 family metalloprotease domain protein"
                     /protein_id="AIK62288.1"
                     /translation="MRRKAPLKVLSSLAIAAIIGCTSVMSAPLAYAETPAKEKENVST
                     TPIDYNLIQEDRLAEALKERGTINPASSKEETKKAVEKYIEKKQGDQANKEILPADTA
                     KEASDFVKKVKEKKMEEKEKVKKPEKNVSPEQKPEPNKKQLNGQVPTSKAKQAPYKGS
                     VRTDKVLVLLVEFSDYKHNNIDQTPGYMYSNDFSREHYQKMLFGNEPYTLFDGSKVKT
                     FKQYYEEQSGGSYTTDGYVTEWLTVPGKASDYGADGSSGHDNKGPKGARDLVKEALHA
                     AAEKGLDLSQFDQFDRYDTNSDGNQNEPDGVIDHLMVIHAGVGQEAGGGKLGDDAIWS
                     HRSKLAIDPVAIEGTKSKVDYFGGKVAAHDYTIEPEDGAVGVFAHEFGHDLGLPDEYD
                     TKYTGTGSPVEAWSLMSGGSWTGKIAGTEPTSFSPQNKDFLQKNMGGNWAKILEVDYD
                     KIKRGVGVPTYIDQSVTKSNRPGVVRVNLPGKSVETIKPEFGKHAYYSTRGDDMHTTL
                     ETPFFDLTKGTNAKFDYKANYELEAECDFVEVHAVTEDGTKTLIDRLGEKVVQGDKDT
                     TDGKWIDKSYDLSQFKGKKVKLQFDYITDPAVTYKGFAMDHVNVTVDGQVVFSDDAEG
                     QSKMNLNGFVVSDGTEKKAHYYYLEWRNYAGSDNGLKAGKGPVYNTGLVVWYADDSFK
                     DNWVGVHPGEGFLGVVDSHPEAFVGNLNGKPTYGNTGMQIADAAFSFDQTPAWSVNSL
                     TRGQFNYSGLQGVTTFDDSKVYSNNQIADAGRKVPKLGLKFQVVGQADDKSAGAVWIK
                     R"
     gene            4794061..4794402
                     /locus_tag="DJ46_5131"
     CDS             4794061..4794402
                     /locus_tag="DJ46_5131"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61095.1"
                     /translation="MKEVIECPQCEGNITAQHIMDLPHSFSFRCPHCKVKLKEMRITP
                     CLILVAICIIPLFIMIGESIKELLVKYFSIIDGVPTVLIFFLFCYPLYYLYEKYNAIL
                     FIKYGLLKVKS"
     gene            complement(4794440..4795612)
                     /locus_tag="DJ46_5132"
     CDS             complement(4794440..4795612)
                     /locus_tag="DJ46_5132"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK62856.1"
                     /translation="MKYFIYFIVIVAFLDTFSQLPIMSTFAQSLGGSPLIIGLVVGMY
                     SFANMIGNIIAGAAVDKFGAKKILYISMGLTSFIVLLYTVVQSGEQLLVVRFMHGFSD
                     GFLIPAAFTFLSKQTNAARQGKAMALSGAAVGTAAIVGPAFSGIMKATAGIEWVFITI
                     SILMVLGTIVSLFFLPNNVSRKDTSRTQMMNKEDMFELLKSEPLLQAYIGAFTLMFSQ
                     GIVTYMLPVKVEALALKASTTGMMLSAFGITAILFFLLPTNRIYDRFNRSKLMLIGIA
                     VMALALSLLGLFATKGMLFIVMMIYGIGFAILFPSINALLVENTTNDKRGKAFGLFYA
                     FFSLGVVAGSFTVGAIGASPSVSFVIGTAFLLTFAGMIYVRSKVKGRDKVKKTMIG"
     gene            4795838..4796890
                     /locus_tag="DJ46_5133"
     CDS             4795838..4796890
                     /locus_tag="DJ46_5133"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase family protein"
                     /protein_id="AIK62285.1"
                     /translation="MKALLWHNQRDVRVEEVPEPTVKPGAVKIKVKWCGICGTDLHEY
                     LAGPIFIPTEEHPLTHVKAPVILGHEFSGEVVEIGEGVTSHKVGDRVVVEPIYSCGKC
                     EACKHGHYNVCEQLVFHGLGGEGGGFSEYTVVPEDMVHHIPDEMTYEQGALVEPAAVA
                     VHAVRQSKLKEGEAVAVFGCGPIGLLVIQAAKAAGATPVIAVELSKERQELAKLAGAD
                     YVLNPATQDVLAEIRNLTNSLGVNVSFEVTGVEVVLRQAIESTSFEGQTVIVSVWEKD
                     ATITPNNLVLKEKEVVGILGYRHIFPAVIKLISSGQIQAEKLITKKITVDQVVEEGFE
                     ALVKDKTQVKILVSPK"
     gene            4797009..4797353
                     /locus_tag="DJ46_5134"
     CDS             4797009..4797353
                     /locus_tag="DJ46_5134"
                     /codon_start=1
                     /transl_table=11
                     /product="potassium channel protein"
                     /protein_id="AIK64006.1"
                     /translation="MLSFMLTLKRMLKACLRAWKDKEFQVLFVLTFLTLTSGTIFYST
                     VEGLRPLDALYFSVVTLTTVGDANFSPQTDFGKIFTILYIFIGIGLVFGFIHKLAVNV
                     QLPSILSNRKKE"
     gene            4797607..4798458
                     /gene="plc"
                     /locus_tag="DJ46_5135"
     CDS             4797607..4798458
                     /gene="plc"
                     /locus_tag="DJ46_5135"
                     /EC_number="3.1.4.3"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase C"
                     /protein_id="AIK63459.1"
                     /translation="MKKKVLALAAAITLVAPLQNVAFAHENDGGSKIKIVHRWSAEDK
                     HKEGVNSHLWIVNRAIDIMSRNTTLVKQDRVAQLNEWRTELENGIYAADYENPYYDNS
                     TFASHFYDPDNGKTYIPFAKQAKETGAKYFKLAGESYKNKDMKQAFFYLGLSLHYLGD
                     VNQPMHAANFTNLSYPQGFHSKYENFVDTIKDNHKVTDGNGYWNWKGTNPEDWIHGAA
                     VVAKQDYSGIVNDNTKDWFVKAAVSQEYADKWRAEVTPMTGKRLMDAQRVTAGYIQLW
                     FDTYGDR"
     gene            4798532..4799533
                     /gene="sph"
                     /locus_tag="DJ46_5136"
     CDS             4798532..4799533
                     /gene="sph"
                     /locus_tag="DJ46_5136"
                     /EC_number="3.1.4.12"
                     /note="sphingomy: sphingomyelin phosphodiesterase"
                     /codon_start=1
                     /transl_table=11
                     /product="sphingomyelin phosphodiesterase"
                     /protein_id="AIK65388.1"
                     /translation="MKGKLLKGVLSFGIGLGVLYGGSSAQADTSTDQNNTLKVMTHNV
                     YMLSTNLYPNWGQSERADLIGAADYIKNQDVVILNEVFDNSASDRLLGNLKKEYPNQT
                     AVLGRSNGNEWDKTLGSYSSATPEDGGVAIVSKWPIVEKVQYVFANGCGPDNLSNKGF
                     VYTKIKKNDRFVHVIGTHLQAEDSMCGKTSPASVRTNQLKEIQDFIKNKNIPNDEYVL
                     FGGDMNVNKINAENNSDSEYASMFKTLHASIPSYTGHTATWDATTNSIAKYNFPDSPA
                     EYLDYIIASKDHANPSFIENKVLQPKSPQWTVTSWLKKYTYNDYSDHYPVEATISMK"
     gene            4799641..4800813
                     /locus_tag="DJ46_5137"
     CDS             4799641..4800813
                     /locus_tag="DJ46_5137"
                     /note="alanine racemase, N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64888.1"
                     /translation="MDRGIFKEVPLPCAFLDEVALDRNIQSIIELSGNKKIRIASKSL
                     RSVPVMQRILAASDRFQGIMCFSPREALFLIEQGFNDLLLGYPAYDERALHEISLLTK
                     QGLIITCMVDCEDHIVYLEKIAEKSKGCFRVCLDIDMSSRFFKFHFGVKRSPVKDGQG
                     ALKIVKRLKESSFLILDGVMGYEAQIAGVGDHIPNQRVKSKVISYLKKKSVLEVKERR
                     GHIVKEIQNLGIELRFVNGGGTGSIKTTEQDHSVSEITIGSAFYAPKLFDYYKEVQFH
                     PAVGFALPVVRKPAPTIYTCLGGGYIASGAIGKDKEPEIWRPGGAKLLALEGAGEVQT
                     PIFYNGEERVEIGDSILFRHSKAGELCERFPFLYRVKEGEIVGEYSTYRGDGQCFL"
     gene            4800801..4802114
                     /locus_tag="DJ46_5138"
     CDS             4800801..4802114
                     /locus_tag="DJ46_5138"
                     /note="bact_FAD_ox: FAD-linked oxidoreductase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD-linked oxidoreductase family protein"
                     /protein_id="AIK65896.1"
                     /translation="MLSIKGQKWRNWTGNVEGTPHYTMYPESIQDVVEVIELARKKGK
                     KIRVVGSGHSFTPLVQTEEILVSLDEMKGIVNIDTEKMIAEVWAGTKLHELGKLLEEK
                     GYAQENLGDIDSQSIAGAISTGTHGTGITFGSLSTQVIEITAVLSTGETIVCSEMENV
                     EYWRAFQLSLGMLGIIVRIKLNIIRAYSLVYESEKQSLATVMNKLEEYKKNRHFEFFV
                     FPYSDEVQVKVTNETTGKKSDLKWHKLKVELLENKMFSLLSKGCKWFPSISKGVSRLS
                     AKAVPNTKIIGPSYEVFATSRAVPFYEMEYSVPSKYMQAVVEEISNLIEKKKYKVHFP
                     IECRYVKRDDIWLSPAYGRDSAYIAVHMYKGMKYAAYFGEVEKIFLKYEGRPHWGKMH
                     TLTYEKLQNIYPELHSFLKVRKLLDEAEMFSNPYTEKLFTIMKKS"
     gene            complement(4802122..4803273)
                     /locus_tag="DJ46_5139"
     CDS             complement(4802122..4803273)
                     /locus_tag="DJ46_5139"
                     /codon_start=1
                     /transl_table=11
                     /product="RDD family protein"
                     /protein_id="AIK61856.1"
                     /translation="MTAYLFPVKTAFILFPFLAMFLLIPFLIFNYRKYGYLNKWRSFI
                     LYSLLLYLLNAYFLVILPLPQTYDTCSLQPANTQHMQLSPFYFIQEISNHTSAILTKP
                     ATYFYLLKESAFLQVAFNVLLTVPFGIYLRYYFRRSFLQTICISFCLSLFFELTQVTG
                     LYGIYNCAYRLFDIDDLFLNTLGGVIGFIIAPIFMYFLPKANELDSHVDLETKPVGFV
                     RRFIAMQIDWIFLSIVVPVIKNKGNSFFVSNIQAYTNIYELIFITCSILIYFIIIPYF
                     TNGKTIGKALLRIYVKGKSDRITMKELFIRYGIFYFILGGINYILSSSSILNLKEPLV
                     LIVIVLFQLVINGLFIIHVLLHVFSRDKLLFYERISQTRNAIILKKADK"
     gene            4803446..4803649
                     /locus_tag="DJ46_5140"
     CDS             4803446..4803649
                     /locus_tag="DJ46_5140"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66409.1"
                     /translation="MRYELFSVSGNHITTFESAWRFQEGEQIFVHDDQTKRNFIIIRL
                     THDVFQQNKHVIRLYCQEKKVYA"
     gene            complement(4803707..4804519)
                     /locus_tag="DJ46_5141"
     CDS             complement(4803707..4804519)
                     /locus_tag="DJ46_5141"
                     /codon_start=1
                     /transl_table=11
                     /product="bacitracin resistance BacA family protein"
                     /protein_id="AIK63619.1"
                     /translation="MEQFYYILKYLILGLFQGLTEPIPISSSGHLVLAQHLLGLKIEG
                     FSFELLVNSASLLAVLLIYRNDLIRLTKNGLSYIFTRAEDAKSDFFFIIYLVIATIPA
                     GVIGVLFKDYIDQYLKGVKMVGISLLITAVGLWIIRNLRGRRNDGDLSMKDAIIVGLA
                     QACALIPGISRSGATIVAAMLLGMKQETALRFSFLLYIPVSLGGLLLSITDIAKDPNL
                     DTLFVPYIVAFIATFIMTYISLKWFMNIMAKGNLKYFSFYCIIVGVLTLIFL"
     gene            complement(4804652..4805596)
                     /locus_tag="DJ46_5142"
     CDS             complement(4804652..4805596)
                     /locus_tag="DJ46_5142"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis (MCP) signaling
                     domain protein"
                     /protein_id="AIK61527.1"
                     /translation="MFTQKKSLQHKIDQLENRIQELKAELKQKDIEQQETISSIHDRV
                     QNIVQEHKLVNNQHHTLQNLVQQLNSCFENVSTRTTHSNELNNEMLQKEQSLIQSIEE
                     IIDCSNEGKESVHRLLIVINKLGEQSQRTSNSMNHLSERSKEIEQIVEVIQNIAAQTN
                     LLALNASIEAARAGEHGKGFAVVANEVRKLAESTAESTKNIGNLTKKIQEEIEKAYDN
                     TKDNLHLVDEGVEMSADTNARIENILIMIQTLQNGATNVIKAIENQKSCNDDILREFA
                     NTQQMFQKLNTTIMNHIHDAEKVDVQLTKSLEETVVSH"
     gene            4805817..4807079
                     /locus_tag="DJ46_5143"
     CDS             4805817..4807079
                     /locus_tag="DJ46_5143"
                     /codon_start=1
                     /transl_table=11
                     /product="3D domain protein"
                     /protein_id="AIK64671.1"
                     /translation="MNYFKRISSLVLAGIIGLSSTVAVKAESNDEKLNNMQQQLQQND
                     AEMQKKEQEKQAVSKEIQGIENELHNLNNTIAKNKEDQAAIQRKIDETHKQIEQKKNE
                     IVVLEDKVLARKDIMRKRMVSVQNSSNTSLVVEVVVESKNFADFLQRMNAVSTILEAD
                     KEILRLQEQDLRQIEEDKKTIDEKEASLVVDKQKLAKAQAELQDNLKKRQANLQTVQA
                     KYNQVASQLNLAAEEKAKIESNMKAVQETIAREQEAARIAAEERAKAEAAAKAEQEAL
                     AKAQAEVAEKKKQEQASKPAEPVANNNSKVEPVQPSKPTAGGREIYVHATAYTADPAE
                     NGYGPGQQVYSAWGGYNLTANPGMKLIAVDPSVIPLGSRVYVEGYGEAIAADTGGAIK
                     GHKIDVLMPDKASSSKWGRKNVKLTILS"
     gene            4807192..4807410
                     /locus_tag="DJ46_5144"
     CDS             4807192..4807410
                     /locus_tag="DJ46_5144"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK64093.1"
                     /translation="MTILNRVKELRARFNFSQSVLAEKVGVTRQTIAAIEKGDYVPSL
                     LLALMICDVFQLKMEDVFVLNKEGEEDE"
     gene            4807403..4807876
                     /locus_tag="DJ46_5145"
     CDS             4807403..4807876
                     /locus_tag="DJ46_5145"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61121.1"
                     /translation="MNRLVFSYMLNVLLMVLAGWAFIELYYFTIEVANFIQTKRVPFE
                     VSVSLMPLGLLLIFGIVSTVLYKVQKKKYKELSYWMFPLLFPQEDEREKAITEKACRT
                     TFMSLWYVLPCAVGFLTLSPIVNLYVPAYPIYIAFSIFFIQMTIFHVSLYRNKIA"
     gene            4807993..4808625
                     /locus_tag="DJ46_5146"
     CDS             4807993..4808625
                     /locus_tag="DJ46_5146"
                     /note="sortase_fam: sortase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="sortase family protein"
                     /protein_id="AIK65416.1"
                     /translation="MNKQRIYSIVAILLFVVGGVLIGKPFYDGYQAEKKQTENVQAVQ
                     KMDYEKHETEFVDASKIDQPDLAEVANASLDKKQVIGRISIPSVSLELPVLKSSTEKN
                     LLSGAATVKENQVMGKGNYALAGHNMSKKGVLFSDIASLKKGDKIYLYDNENEYEYAV
                     TGVSEVTPDKWEVVEDHGKDEITLITCVSVKDNSKRYVVAGDLVGTKAKK"
     gene            complement(4808654..4810039)
                     /locus_tag="DJ46_5147"
     CDS             complement(4808654..4810039)
                     /locus_tag="DJ46_5147"
                     /note="yjdL_sub1_fam: amino acid/peptide transporter
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid/peptide transporter family protein"
                     /protein_id="AIK61469.1"
                     /translation="MESAIQLEKEQQRKKKHPPGLYLLFFTEMWERFSYYGLRGLLTL
                     YLTTALVSGGLGFSPAWALSIYGFYTGACYFTPMIGGYLTDRFLGRRKAITIGGITMA
                     IGNLTLFAMQNQVGLYLGLALIIIGNGFFKPNISTLVGELYEENDPKRDSAFTIFYMG
                     INVGSFLAPLVCGFLSENLFKTTVDGVVHYGFRYGFLAASIGMIIGQILFTTLSNRFL
                     GDIGKKPTRDLQTTDGQPSVGDTPLTKKEKQRTAVIVILTCFVVFFWAGFEQAGSSLT
                     LYTNKFVDRSVFGWEVPTSWFQSVNPLFIILLAPVISALWAKLATRKRGDLKIPTKMG
                     LGMILLGIGYIILVIATLKTGSDEHNITEKANLLFIVFTYLFHTLGELFLSPVGLSMV
                     SALAPVKLASLLMGVWLASSGIANILGGQLASFTTSLGYAEVFTVIGAVAIVLGCVLL
                     LISKKLVKWMD"
     gene            4810292..4811593
                     /gene="brnQ"
                     /locus_tag="DJ46_5148"
     CDS             4810292..4811593
                     /gene="brnQ"
                     /locus_tag="DJ46_5148"
                     /note="livcs: branched-chain amino acid transport system
                     II carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="AIK61979.1"
                     /translation="MKLLQKKEILLISLMLFSMFFGAGNLIFPPFLGYEAGEHVWISL
                     VGFIISATGLPILGVIAIAKAGSFQALAGRVHSSFAIIFPCIVYLFIGPGLGIPRAGS
                     LAFEMGPGQFFPEAGSIVLLCYTVIFFSIVYWLSLSPSKLMGLFGKVLTPLLLGMIAL
                     IFIKSMFTSVGSVKEAAGNYGQAPMFQGFLDGYLTMDALAALIFGIVIANALRAKGIE
                     DDKGLAKYMSIAGIGAGLLLSIIYVILGYVGSMSGSLGTFDNGAQVLAQVMTTLFGQG
                     GVVLLGLIFTIACLCVSIGLVTSCSQFFASAFPKVAYKFWAFILSFVSMILANLGLTQ
                     ILKVSVPILGFIYPVALTLIILGLFQKYIGKYAYVYAVTVGIVAVFSAIDIFNKNVML
                     NQWTSVLKYIPFYTEGVGWIVPAIIGACIGVIVSFVFNKKK"
     gene            4811729..4813450
                     /locus_tag="DJ46_5149"
     CDS             4811729..4813450
                     /locus_tag="DJ46_5149"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62960.1"
                     /translation="MKEDLNKKIEALETTIETMQEALFELKAKQREIEVENAQQHVSK
                     EKKEYIETVIEEKQKEEVVTIKEPVQEREVKQVDISAFKPEPFNIIKFCQTWLPRIFV
                     GIMLLGVIWLFKAGVDAGLLTPAIRIVFGIVLSMGFYYIGDIQIKRERQALGLVLAGG
                     SITGIVLTTFAAHYLYGFIPASIAFVCNIAWVILGIYIAKRYQSEYLTIFVAVGAFFV
                     PFLLNSTTPNPYIFFGYETILTLSLLWYALKNRYQYLYMISYAVAAIVLFVFFAVMSM
                     LVEDLQVQLTVVYGLIHLLLFWHMFTERSFIVEPRLAIFSANAVFFILAISKILEFTT
                     WGLMISALVHANMFVFEYRKNRHSTFTNLLFGFAMGAFSLAILYEYSLVNAAIVLLLQ
                     GFLGMVTSIKGKQQIKLYVSATVYAIGMIQTIFSPFDQFISAGFVAHLILIGTFYYCM
                     RQAKDVLASFGKYVYSIALYWFMVIVFITITRIGEVLSTDGSIISVSVSLLWMVYALF
                     AVWLGRNKHMNEILYAGLIVLVVTIGKLFLLDLPEVSMMIRAVLFLIVGSIGIVISRM
                     FFSKEEK"
     gene            complement(4813486..4815033)
                     /locus_tag="DJ46_5150"
     CDS             complement(4813486..4815033)
                     /locus_tag="DJ46_5150"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nucleic acid binding OB-fold
                     tRNA/helicase-type"
                     /protein_id="AIK61097.1"
                     /translation="MKNKKWITFSLATAITLSIGASFIPSTYAESSVDPAPEIAAKVV
                     NQNNGKKVLFDNTHGQTAGTADWVIDGGFSDFGNGIAQNGYHVKELRKSTPITYEDLK
                     DYNVFIVPEANIPYKKSEQDAMLQYVKNGGSIFFIADHYNADRNKNRWDSSEVFNGYR
                     RGAWDNPAKGMSNEEANSQAMQGVESSDWLSDNFGIRFRYNAIGDVAAKNIVSPEQSF
                     GITEGVSSVAMHAGSTLAITNPKLAKGLVYLPENPSKWNNAVDSGVYNGGGVAEGPYA
                     AIAKVGLGKAAFIGDSSPVEDATPKYVREDSGQTKKTYDGYKEENDAILLENIVNWLS
                     NKETFTSLDQVNGLQLDLPTTLQTFEQPSLSTEPQPEPWSAPNAGYQWFNTNTFKPGS
                     YGYNGAVTANDYVVTHPSILPNNEVFQMKIQVNNLLPNTTYDNYSLGIFTTGGTQVAK
                     VQNTNGTWPSTFGYSSAFSFTTNSLGSAEKIVNVQINPNTTGQATLRLRQNTTAKYSE
                     TVTINKK"
     gene            complement(4815215..4816606)
                     /locus_tag="DJ46_5151"
     CDS             complement(4815215..4816606)
                     /locus_tag="DJ46_5151"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK63346.1"
                     /translation="MQHSNKSGTLNRGLKERHITLMSLGSAIGVGLFLGSASAIKLAG
                     PSILLGYMIAGLVIFFIMRALGEMAIEQPVAGSFSKYAYDYLGPLAGYITGWNYWFLW
                     VVTCMAEITAAGIYMQYWFPDIPRWTWALLALLLMSAFNFLSVKVFGELEFWFALIKI
                     VTIICMIVVGAGIILFGFGNGGIATGISNLWSHGGWFPNGFSGLLLSMQMVLFAYLGV
                     ELIGVTAGEAQNPKKTLAKAIDNVFWRILLFYVGALFVMMAIYPWNELGEKGSPFVLT
                     FQQIGIAKAAGIINFVVLTAALSSCNGGLFSTGRMLYTLAQQKKAPERFGRLNKNGIP
                     SQGIVATAIVLLIGVILNYLVPAKVFTWLTSISTFGAIWTWGIILVAQIKFRKSLPTQ
                     NRQKLSYKMPLYPLSSYFSLAFLVLVLGIMAYSEDTRIALIVGPIWLIGLAIVYYMKG
                     FHKIDETPNSKIS"
     gene            4816887..4818179
                     /gene="pbuO"
                     /locus_tag="DJ46_5152"
     CDS             4816887..4818179
                     /gene="pbuO"
                     /locus_tag="DJ46_5152"
                     /codon_start=1
                     /transl_table=11
                     /product="guanine/hypoxanthine permease pbuO"
                     /protein_id="AIK61284.1"
                     /translation="MFQLQKYNTSVKQEFLAGITTFFTFAYILVINPKILSDAGVPFD
                     QAFTATIIATVVGTIGMAIFANYPIVIAPAMGMNAYFAYSVVQKAEGITYVIAFSAVF
                     VTGIIFLLLSFTSFRQKLILAIPDSLKHAIAGGIGLFIAFIGLRLFGIIVDHPSNLVT
                     IGDFHSPAVILTLIGLILAAVLMALRVSGALFISMIVTGVIAFFTGQLKFTDKIVAMP
                     HLPEGIIVSNPINAFSDVIEYGLYGVVFSFLLVLLFDTTGALLGLIKQAGLITDNTEK
                     RFGKAFIADAIGGTTGSIFGTSPTAATIESSAGIAAGGKTGLTGIVVVGLTIITAFFS
                     PVIASLSSVAAITAPSLIIVGSLMAQSIRDINWNEFEDALPAFLIFVGIPLTSSIANG
                     IAIGFLVYPVLKIVKGKGMEVHPLLYLFTILFGCHLFL"
     gene            4818311..4818511
                     /locus_tag="DJ46_5153"
     CDS             4818311..4818511
                     /locus_tag="DJ46_5153"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK62041.1"
                     /translation="MAVSKIKVARVQLDLTQQQLAEKVGVTRQTISLIEKGKYNPSLD
                     LCLKICYAVDKTLNDLFWEEKE"
     gene            4818516..4818944
                     /locus_tag="DJ46_5154"
     CDS             4818516..4818944
                     /locus_tag="DJ46_5154"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64091.1"
                     /translation="MKIVKDERLMIEGLKHIRLVFILQNIFILGIVFYRYVLQDAGYE
                     SVSDLLMVFMGGIVVINFLNLKNSVEVYEHTGGVSRSYFMKLLLVPVSIVIGILAICI
                     VVTPDISIKEISMTGLIMFACFLVPSLFIYIYMKKIKSED"
     gene            complement(4818982..4819419)
                     /locus_tag="DJ46_5155"
     CDS             complement(4818982..4819419)
                     /locus_tag="DJ46_5155"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="AIK64315.1"
                     /translation="MITVKNIDGSETYVLRQKILRSSQTLADCKYSSDYETDTFHLGA
                     FINDKLISIASFSKEMHPDLQAGMHYRLRGMATLPEFRNNHAGSSLIQKAEQILQERQ
                     ANILWCNGRVTVANYYKRLGFQEHGEIFEIEPIGLHKVLYKRI"
     gene            complement(4819434..4819655)
                     /locus_tag="DJ46_5156"
     CDS             complement(4819434..4819655)
                     /locus_tag="DJ46_5156"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66291.1"
                     /translation="MSIITLALLLLAEILVAIILIGVSIEICSYGWKKSNGIKYSCLL
                     LSLLLGTASILGLFAAPAYFFIQLTEKAL"
     gene            complement(4819745..4821574)
                     /locus_tag="DJ46_5157"
     CDS             complement(4819745..4821574)
                     /locus_tag="DJ46_5157"
                     /codon_start=1
                     /transl_table=11
                     /product="trkA-N domain protein"
                     /protein_id="AIK61927.1"
                     /translation="MEHHTSVLSLMVVVAIAFFVPLLLQRFKLKALPVVVAEIIAGIF
                     VGKSGFNIIEPDMWLQVLSTLGFIFLMFLSGLEIDFSIFKQKGKKNTTNEPNTFQAAS
                     VIFLFIFILSYALSLLFVWLGFVDNAMFMTLIISTISLGVVVPTLKENNLGKTAIGQI
                     ILLVAVIADLVTMILLAVFVGLNSESGQSMWLLLLLFGAGIVIYFVAKRFKNIPYLDS
                     LKAGSVQIDTRAVFALILILVGLSESVGAENILGAFLAGVLVSLLSPNEDMVEKLDSI
                     GYGFFIPIFFVMVGVNLEVWSIFKEPSSMLMIPILIVGLFISKLIPSLVLRKWYPRNI
                     VLGSAILLTSTLSLVIAAAQIGEKLGIISPSLSASLILSAVITCIFAPILFKKMFPKV
                     ETPKPKVSIIGASRITLPLSLDLKREDYDVTLYMMRQNKINDEEAKSHDFPIVKLDDI
                     TIASLTEQTAFHADRVVVATSDDEQNLLLAEHAKELGVEHVIASVEDPLLQEKATQEH
                     IAVFSTINSTRILLRALIDKPSLVRLITTANETVREVELRSNKYNGVALRRLPFLGDV
                     LVIQIYRGNKALIPHGDTRLQHGDTLLVTGSKEHIDTLKSILE"
     gene            complement(4821796..4822107)
                     /gene="qoxD"
                     /locus_tag="DJ46_5158"
     CDS             complement(4821796..4822107)
                     /gene="qoxD"
                     /locus_tag="DJ46_5158"
                     /note="qoxD: cytochrome aa3 quinol oxidase, subunit IV"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome aa3 quinol oxidase, subunit IV"
                     /protein_id="AIK61348.1"
                     /translation="MGQNNNQANGHAHSGFPWSHVFGFILSLALTFLALYVALYTNLP
                     LSTILTTIIVMAVAQALLQLIMFMHLKEGEGRVQILTMIYSFFVATATVGLTVWIFFS
                     M"
     gene            complement(4822108..4822710)
                     /gene="qoxC"
                     /locus_tag="DJ46_5159"
     CDS             complement(4822108..4822710)
                     /gene="qoxC"
                     /locus_tag="DJ46_5159"
                     /note="qoxC: cytochrome aa3 quinol oxidase, subunit III"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome aa3 quinol oxidase, subunit III"
                     /protein_id="AIK63440.1"
                     /translation="MAALDKSLPLEYQSEQSRLNILGFWIFLGAEIMLFATLFASYLV
                     LAGRTADGPTPAQLFELKTLLIQTLLLLTSSFTCGIVIHEMRKHNQKAMLGWFVLTLL
                     LGAGFLFFEIEEFIMYIGEGATIQTSAFLSGFFVLLGTHGAHVTGGIIWAICVIIQIL
                     KRGLTPVTARKVFIISLYWHFLDLVWVFIYTLVYLNGMVA"
     gene            complement(4822724..4824658)
                     /gene="qoxB"
                     /locus_tag="DJ46_5160"
     CDS             complement(4822724..4824658)
                     /gene="qoxB"
                     /locus_tag="DJ46_5160"
                     /note="qoxB: cytochrome aa3 quinol oxidase, subunit I"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome aa3 quinol oxidase, subunit I"
                     /protein_id="AIK61345.1"
                     /translation="MKLDEFFVTGDPIIYGADASIVLVTLAIIFVLTKYKKWKWLWDE
                     WLTTVDHKKIGAMYIISAVIMLFRGGMDGLMIRAQLTFPETTYLNAEHYNGIFTTHGT
                     VMILFMAMPFVMGLMNLVVPLQIGARDVAYPFLNALSFWLFFVGAMLFNIAFVIGGSP
                     DAGWTSYFPMAGTEFTSGVGNNYYAIALQISGLGTLMTGINFLVTILKMRTPGMTLMR
                     MPMFTWSILITTIIIIFAFPVLTVALALMTFDRLFDAHFFTMASGGMPMLWANLFWVW
                     GHPEVYIVILPAFGIFSEIISTFSRKRLFGYSAMVYSMVAISLLSFVVWLHHFFTMGA
                     GPAVNSFFSISTMAISIPTGVKIFNWLFTLYKGRIRFTVPMLWSLAFIPNFVVGGVTG
                     VMLGMAAADYQYHNSYFLIAHFHYVLIAGTVFAMLAGFTFWYPKMTGHMLNERLGKWT
                     FWIFMSGFNICFFPMYFLGLDGMTRRMYTYSESLGWGWLNQIASVGAVMMGIGFLLLC
                     YNVIWSARHGERDTTGDPWDGRTLEWATQSPVQHYNFAKLPEIKEADAFWYMKKRGET
                     VTPAAEDIKPIHMPSNSGVPIIASGFFGLAGFALVFSWFWLAAIGGIGILACLIYRSF
                     DYDEGYYISVDEIKKSEHVA"
     gene            complement(4824692..4825567)
                     /gene="qoxA"
                     /locus_tag="DJ46_5161"
     CDS             complement(4824692..4825567)
                     /gene="qoxA"
                     /locus_tag="DJ46_5161"
                     /note="QOXA: cytochrome aa3 quinol oxidase, subunit II"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome aa3 quinol oxidase, subunit II"
                     /protein_id="AIK65437.1"
                     /translation="MQLKKAFWKLASLLPLSLLLFLGGCDKKLAVLNPQGPVAKAQYD
                     LIVWSFLLMSLIIAIVFILFTVILIRYREKPENMDYEPPEQHGNTLLEIIWTLVPVII
                     VIALSIPTVKTTYASEEVPKESKHIKPVEIYVTSANWKWLFSYPEEKIETVNYLNIPA
                     GVPIQFKLTSVGPMNAFWVPELGGMKYTMDGMIMDLYLQADKPGSYLGRSANFSGEGF
                     THMEFEVEAKTKEKYDKWVKEVQQTAPKLTEDKYNEIVKPGVVGRMTFSSHHLSYVDP
                     KSLEYCDYNYYKNKK"
     gene            4826103..4826813
                     /locus_tag="DJ46_5162"
     CDS             4826103..4826813
                     /locus_tag="DJ46_5162"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase C39 family protein"
                     /protein_id="AIK64976.1"
                     /translation="MKKLKYLFVFGIIFAAVFFIGKDKIIQKAQVLRLDFLSEMKEAA
                     MIENVPFIKQLPELPRGCEVTSLAMLLQYKGVQVDKMQLASEIHRVPFEQDGLRGNPY
                     EGFVGNIYTKAEPGYGVYNKPIFNLAEKYVSEKVINLTDRDVNDLYKVISSGSPVWVI
                     INTTFKPLAESSFETWNTSSGEVKITYFEHSVVVVGYDQNFVYVNDPLKNNPRFAVPR
                     AEFEKAWEQMGKQAITIL"
     gene            4826946..4828121
                     /locus_tag="DJ46_5163"
     CDS             4826946..4828121
                     /locus_tag="DJ46_5163"
                     /note="amidohydrolases: amidohydrolase family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="amidohydrolase family protein"
                     /protein_id="AIK62099.1"
                     /translation="MDVAKELVLSKDQLVEWRRHFHKYPELSFQEEKTSQFVFDILRK
                     IPCLEVSRPTKYSVMARLIGKQSGKTIAVRADMDALPIHEENEFDFISAYPGVMHACG
                     HDGHIAILLGVVHKLVEAREKIKGEVRFLFQHAEENFPGGAEEMVAAGVMEGVDYIVG
                     AHLWASLEVGKVGVIYGPAMAAPDVFKITIEGKGGHAGIPHETVDSIAIGTQVVSQLQ
                     QIVSRLTNPLDSLVVSVTQFHAGTTHNVIPAQTEIEGTVRSLRHELREETEKRIEQIV
                     KHVTEAYGAKYTFSYEYGYRPVVNDYEVTEIIEQTALQLYGRERVTRLQPTMAGEDFS
                     AFLQKVPGTFFFIGAGSKEKGIIYPHHHPRFTIDEDALPIGVQVFVSSIMNFISKGE"
     gene            4828123..4828320
                     /locus_tag="DJ46_5164"
     CDS             4828123..4828320
                     /locus_tag="DJ46_5164"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61108.1"
                     /translation="MKKIHVLALIPVFCLVVGPVFANSVTPYILGMPFLLFWILLSVL
                     ITSLCMGIVYVFDPANKGDVK"
     gene            4828317..4829789
                     /locus_tag="DJ46_5165"
     CDS             4828317..4829789
                     /locus_tag="DJ46_5165"
                     /note="sodium:solute symporter family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="solute symporter family protein"
                     /protein_id="AIK65975.1"
                     /translation="MTALLIIILFLFLALFLGIRAQHGKDMNLEQWSVGGRGFGTIFV
                     FLLMAGEIYTTFTFLGGSGWAYSKGAPTFYILGYGALAYILSYFLLPPVWKYAKEHNL
                     VSQPDFFVKKYKSQALGLIVSIIGVISIIPYLVLQLKGLGIIVSEASYGRVSPVIAVW
                     IGAIVITIYVMVSGIHGSAWTAALKDIMILFIVMFLGIYLPYHYYGGFQPMFEAVEAA
                     KPGFLSLPDEGMSISWFVSTIILTALGFYMWPHTFASAFSAKNEKVFRKNAAIMPLYS
                     LVLLFVFFAGFAAILQVPGLKGGDVDLSLFRLALQTFDPWFIGIIGSAGVLTALVPGS
                     MLVMAASTLLAKNIYRTMVPSASDRQVAKVAKLFVPVVTLVAVLFTFKGGETIGALLL
                     MGYSIVTQLFPALVCSLFPRQTITKQGAIAGMGIGLLVVAYITLSGSTIATMFPGFPQ
                     YIKDLNVGIVALLMNMIVMFIVSGFTKNVSIKKDNIIVEK"
     gene            4829901..4831370
                     /locus_tag="DJ46_5166"
     CDS             4829901..4831370
                     /locus_tag="DJ46_5166"
                     /codon_start=1
                     /transl_table=11
                     /product="GerA spore germination family protein"
                     /protein_id="AIK66157.1"
                     /translation="MLELKGNLFEVMKKIRDELGSPNDLTIREVALAGSFTRCAVVFL
                     CGLTDKDNVYKYVVRTLQYEEIQKDEAVVQTLLDRFISIAEVGKKTTFPDIINAILAG
                     DTVILIDNIQTAIVINSRAWEKRSLESPVTEDLIRGPRIGLNEDINVNKMLIRRSLRD
                     PKLRFQSYIMGKRSQKEVTLVYIEDIINPYIVKELDRRLQSIVTDVVFETGTIEQLIQ
                     DNNLSPFPQFLNTERPDNIVASLAKGKAAILVDGSPFALIAPLVFVDIFQSVEDHYER
                     WVIGTLLRILRMGSGIVAILMPAMYVALVSYHQGLIPSKLAYSIAGAREGVPFPAYIE
                     TLMMALTMELIREAGIRLPKPMGQTIGIVGGLVIGEAAVNAGIVNPFLVIIIAVTAIA
                     TFSLPVYSITITFRILLFVFVLAATAFGLYGIILALIALAVHITNLTSVGVPYTTPIA
                     PAFYKDWKEEFIRMPKSMLKERPEYLQTKDSTVRPKERE"
     gene            4831371..4832495
                     /locus_tag="DJ46_5167"
     CDS             4831371..4832495
                     /locus_tag="DJ46_5167"
                     /note="2A0309: spore germination family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination family protein"
                     /protein_id="AIK65168.1"
                     /translation="MKPFEYGDEEIGSREIGFAVSSTIIGIGALSMPRDIANQTLFSD
                     GWIILLLGGLICAVLGWFVTRVAILFPKQNFVQYTSAHLTKPVAYTISMVLVLTFAAL
                     TAYESRMIAIISQTYLFSETPVQLLSFFFLLVVIYGIAGSRAALLRLNVMFLPIVLIA
                     IVLLSLLNINLMEINNLFPAFQTEVSQYAVGVKNSIFTFIGFEVALFYAVLLNDKTAK
                     KAPMAVAKAVIVNVLSYILIYVTCISVFTYMTTRGLTYPTIELGKEIEIGGGFLERFD
                     AIFFTTWIITIYNTTAMYYDVASLLFCAMFPKVKKHIFIFGSAPLIFMLNMLPGNLDT
                     LSSYGTYLAWIDMGFVVLAPLLVFIVYKIKRRNGRNETPS"
     gene            4832479..4833645
                     /locus_tag="DJ46_5168"
     CDS             4832479..4833645
                     /locus_tag="DJ46_5168"
                     /note="spore_ger_x_C: germination, Ger(x)C family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="germination, Ger(x)C family protein"
                     /protein_id="AIK61324.1"
                     /translation="MKHLLKIIMVIVLAGSISGCSELEEIEERGFVVGAAYDIVKKKK
                     SNPIMKGTYQMVLPSKLAQQGGQGDGDSENYINVSAKADSVFEQIRIIAKKISRTLFF
                     PHIQVIIFSDKLLANPYVLQNTLDVYFRDHEMRRNIRLFVSKKNAESILKQSAKPENL
                     PAQYIDMLAEHPPKNAQMIEAARIGEVQGKMIADRSFALPLLGLTKQGVQMEGAALIR
                     GKDNKCVGTLSGEQTLGMNYVIGKKIGGFFTVRKKNQLITYEIHKLRRKIQVSTENAT
                     KPKFDIHLSTEGILAELHFNEPKQVMNEKFLKKEISKEMKKRIEKSIQLVQKKYKVDV
                     LELGEVYKRHNYKEWKKISKNWDQGQNYFSNAEINVHVDPTIEHSGSALPKKVK"
     gene            complement(4833856..4835256)
                     /locus_tag="DJ46_5169"
     CDS             complement(4833856..4835256)
                     /locus_tag="DJ46_5169"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside recognition family protein"
                     /protein_id="AIK66149.1"
                     /translation="MESHSASKALPLDYIIQHAQTLSKEDIRDDIVGDIYRTSASICK
                     ESVQYTNTDKLYRSEKLDKIFTSPIWGFPIMLGILSIIFYLTIAGANVPSDMIAEFFG
                     WAEGYLTSWFHAAHAPEWLHGILILGLFRGIGAVISVMLPPMAIFFPMFALLENYGYL
                     PRVAFNMDRLFKRSGAHGKQSLTMAMGFGCNAAAIMSTRIIESPRERMLAILTNNFVP
                     CNGRWPMLILMASLFMAAGYTGSMQTLVTAGVVVGMVVIGIIMTLTVSWVLSKTALKG
                     VPTHYTLELPPYRKPKVWNTIVRATLDKSVYVLKRAVVVAAPAAALTWLLANIFIGDT
                     SLLMYFVNFLDPFAKMLGLDGFILAAFILGLPANEIVIPILLMSYLSTGALTEIDDFN
                     QIKNLFLENGWTWLTALNTMLFSLLHFPCGTTLVNIYKETKSAKWTFLSFAIPTVIAI
                     VVTFLSTQLVHWLGLV"
     gene            complement(4835234..4835956)
                     /locus_tag="DJ46_5170"
     CDS             complement(4835234..4835956)
                     /locus_tag="DJ46_5170"
                     /codon_start=1
                     /transl_table=11
                     /product="ethanolamine utilization - propanediol
                     utilization family protein"
                     /protein_id="AIK64704.1"
                     /translation="MSKHRIALAGNPNTGKSTLFNTLTGLKQHTGNWTGKTVLKAEGE
                     YEHNGSKYTLIDLPGTYSLYSNSADEEVARDYIIFEKPEVTVVVIDATAMERNLNLAL
                     QVMEMTSNVVICINLIDEAEKKGIVIDEKKLAKSLGVPVVKISARNRVGIGHLLNVIA
                     KVANKKLIPTPIKVTYSEKIENMIRELEPQIYKVFGDTYPARWIALRILDGDKNFLTA
                     LQKHHNEPLVREVVINGISLSQ"
     gene            complement(4835953..4836210)
                     /locus_tag="DJ46_5171"
     CDS             complement(4835953..4836210)
                     /locus_tag="DJ46_5171"
                     /codon_start=1
                     /transl_table=11
                     /product="feoA domain protein"
                     /protein_id="AIK61841.1"
                     /translation="MVSANTKPLSEFKTGEFVQIEKIQLEGTMKRRLLDLGFIPGATI
                     KVLQRSPLGDPVAYQVSNTTIALRKEESSLIFGVLIGDDFR"
     gene            4836723..4837622
                     /gene="pstS"
                     /locus_tag="DJ46_5172"
     CDS             4836723..4837622
                     /gene="pstS"
                     /locus_tag="DJ46_5172"
                     /note="ptsS_2: phosphate binding family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate binding family protein"
                     /protein_id="AIK61430.1"
                     /translation="MVMKKGIKFSLAALVVAGSLVGCGKAEETSGKDAKGSDNAKQEL
                     SGTIAAAGSTALQPLAEEAGKKFMEKNSNVSIQVQGGGSGTGINQVASGAVQIGNSDV
                     PSADKIKDADKAKELVDNKVAGIAFALVVNKDVKVDNLTVQQVQDIFTGKVTNWKEVG
                     GKDEKINVINRPASSGTRATFEKTIMKDAKINDGTGTTQDSNGAVEQAINSTPGSVSY
                     LAMSYMVGEKKGALQTVKIDGAEPKVENIASGKYPFWSYEYMVTKGEAKEATKAYIDY
                     VKGKDFEKQVEDMGYIPMSKLNK"
     gene            4837693..4838583
                     /gene="pstC"
                     /locus_tag="DJ46_5173"
     CDS             4837693..4838583
                     /gene="pstC"
                     /locus_tag="DJ46_5173"
                     /note="phosphate_pstC: phosphate ABC transporter, permease
                     protein PstC"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, permease protein
                     PstC"
                     /protein_id="AIK63646.1"
                     /translation="MKGKKQINYVKSEYIGRSLVTFCGIFIVLVTLAIIAFICGKGIQ
                     SFTQSGISFTEMLTSTKWSPNADEGTFGAVIFIVGSTVVSLGAVIISAPIAIALAIFM
                     NLISPKFGNKVLKPVLELLVGIPSVVYGLLGVTILVPLLRDSFGGVGFSLIAGIVVLS
                     IMILPTIASIASDAIRSVPFDYLEASYGLGSTKWQAISRVIVPAAKKGILTGVVLGLA
                     RAFGEALAVQMVIGNTIKLPEGIYSPTATLTGILTMDMTNTLNGTAWNNALWTLAMIL
                     LVISFLFILVIRAIGQRGER"
     gene            4838586..4839506
                     /gene="pstA"
                     /locus_tag="DJ46_5174"
     CDS             4838586..4839506
                     /gene="pstA"
                     /locus_tag="DJ46_5174"
                     /note="3a0107s02c: phosphate ABC transporter, permease
                     protein PstA"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate ABC transporter, permease protein
                     PstA"
                     /protein_id="AIK66284.1"
                     /translation="MNARTVNKVWTGIFYAIAALVVALLVFLVFEILQKGWGFWDPNF
                     LFGEPSNTRAGGGIGPQLFNSFYMLVITLIISIPLGLGAGIYLAEYAKQGRFLNFVRL
                     CIETMASLPSIVVGLFGLLVFVTMTGWGYTVMGGALALTILNLPGLTRVCENAISEVP
                     SNVKEASLGLGATKWQTITRIIIPSSLPQIITGVILAAGRIFGEAAALIYTAGLTSPI
                     LNSAADFSSPAHPLNPFRPAETLAVHIWKLNSEGIIPDAKLIATKSAAVLIIMVLLFN
                     VISRLVASILHKRFTGAKRKSKTTKKVKAA"
     gene            4839692..4840216
                     /locus_tag="DJ46_5175"
     CDS             4839692..4840216
                     /locus_tag="DJ46_5175"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AIK65076.1"
                     /translation="MFFLQMSGFPGSGKSTVSKYIGELTGAIIVDHDVLKSALLRSLE
                     VKGIESTIIGGLAYDAEWALIDSYLEQGHSVILDSPCLYEGMVGKGIKLSNKHGVKYK
                     YIECYLNDMEEINMRLQTRKRLVSQIEKVESEVAFKKWLDGGKRPLNSEYLIVNSSEP
                     LERYAEKMMDYMSR"
     gene            complement(4840260..4843304)
                     /locus_tag="DJ46_5176"
     CDS             complement(4840260..4843304)
                     /locus_tag="DJ46_5176"
                     /codon_start=1
                     /transl_table=11
                     /product="acrB/AcrD/AcrF family protein"
                     /protein_id="AIK61977.1"
                     /translation="MDRLTKFSLKNRAAVIIMVFLISILGVYSGSKLPMEFLPSIDNP
                     AVTVTTLSPGLDAEAMTKEVTDPLEKQFRNLEHIDNITSSTHEGLSRIDIAYTSKANM
                     KDATREVEKAINTIKLPKDATKPIVSQLNTTMIPLAQIAIQKQNGFSKADEKQIEKEI
                     VPQLESIDGVANVMFFGKSTSELSIILDPNQLKDKNVTTEQILKVLQGKETSTPAGAV
                     TVNKEEYNLRVIGDIKNVDDIKNITVAPHVKLQDVAQIELKQHYDTISHINGEEGTGL
                     IIMKEPSKNAVAIGKEIDKKIKDISKQYKDQFSIKLLASTHEQVENAVTSMGKEVILG
                     AIAATLIILIFLRNFRTTLIAVVSIPLSILLTLFLLHQSNITLNTLTLGGLAVAVGRL
                     VDDSIVVIENIFRRLQKEYFSKDIILDATKEVAVAITSSTLTTVAVFLPIGLVSGVIG
                     KLMLPMVLAVVYSILSSLIVALTVVPLMAFLLLKKIKHKKPSSSPRYVATLKWALSHK
                     FIILLTSFLLFAGSIAAYVLLPKANIKSEDDTMLSINMTFPADYALETQKQKAFDFEK
                     KLLSNSDVTDVILRMGSSAEDAQWGQTTKNNLASIFVVFKKGSDIDQYIKELKKEHNA
                     FEPAELDYIKTSYSSSGGGNNLQFNVTATNETNLKKAATIVETKLKNMDDLSKVKTNL
                     EDSKKEWQIHVDQTKAEQLGLTPELAAQQVAFLMKKSPIGEVSINNEKTTIMIEHKKE
                     SITKQEDILNTNILSPINGPIPLKDIATISEKQLQTEVFHKDGKETIQITAEASNEDL
                     SKVSAEVNKAITDLDLPSGAKVNIAGATESMQENFTDLFKIMGIAIGIVYLIMVITFG
                     QARAPFAILFSLPLAAVGGILGLIISGTPVDVNSLIGALMLIGIVVTNAIVLIERVQQ
                     NREHGMETREALLEAGSTRLRPIIMTAITTIVAMLPLLFGQSQAGSMVSKSLAVVVIG
                     GLAVSTVLTLVVVPVMYELLDKIGRKRRSRRKINTSTETPDI"
     gene            4844007..4845546
                     /locus_tag="DJ46_5177"
     rRNA            4844007..4845546
                     /locus_tag="DJ46_5177"
                     /product="16S ribosomal RNA"
     gene            4845701..4848621
                     /locus_tag="DJ46_5179"
     rRNA            4845701..4848621
                     /locus_tag="DJ46_5179"
                     /product="23S ribosomal RNA"
     gene            4848725..4848839
                     /locus_tag="DJ46_5180"
     rRNA            4848725..4848839
                     /locus_tag="DJ46_5180"
                     /product="5S ribosomal RNA"
     gene            4848844..4848919
                     /locus_tag="DJ46_5181"
     tRNA            4848844..4848919
                     /locus_tag="DJ46_5181"
                     /product="tRNA-Val"
     gene            4848928..4849011
                     /locus_tag="DJ46_5182"
     tRNA            4848928..4849011
                     /locus_tag="DJ46_5182"
                     /product="tRNA-Tyr"
     gene            4849023..4849097
                     /locus_tag="DJ46_5183"
     tRNA            4849023..4849097
                     /locus_tag="DJ46_5183"
                     /product="tRNA-Gln"
     gene            4849102..4849177
                     /locus_tag="DJ46_5184"
     tRNA            4849102..4849177
                     /locus_tag="DJ46_5184"
                     /product="tRNA-Lys"
     gene            4849192..4849272
                     /locus_tag="DJ46_5185"
     tRNA            4849192..4849272
                     /locus_tag="DJ46_5185"
                     /product="tRNA-Leu"
     gene            4849302..4849376
                     /locus_tag="DJ46_5186"
     tRNA            4849302..4849376
                     /locus_tag="DJ46_5186"
                     /product="tRNA-Gly"
     gene            4849393..4849481
                     /locus_tag="DJ46_5187"
     tRNA            4849393..4849481
                     /locus_tag="DJ46_5187"
                     /product="tRNA-Leu"
     gene            4849485..4849558
                     /locus_tag="DJ46_5188"
     tRNA            4849485..4849558
                     /locus_tag="DJ46_5188"
                     /product="tRNA-Arg"
     gene            4849569..4849642
                     /locus_tag="DJ46_5189"
     tRNA            4849569..4849642
                     /locus_tag="DJ46_5189"
                     /product="tRNA-Pro"
     gene            4849658..4849730
                     /locus_tag="DJ46_5190"
     tRNA            4849658..4849730
                     /locus_tag="DJ46_5190"
                     /product="tRNA-Ala"
     gene            4849898..4849990
                     /locus_tag="DJ46_5191"
     tRNA            4849898..4849990
                     /locus_tag="DJ46_5191"
                     /product="tRNA-Ser"
     gene            4850045..4850137
                     /locus_tag="DJ46_5192"
     tRNA            4850045..4850137
                     /locus_tag="DJ46_5192"
                     /product="tRNA-Ser"
     gene            4850158..4850234
                     /locus_tag="DJ46_5193"
     tRNA            4850158..4850234
                     /locus_tag="DJ46_5193"
                     /product="tRNA-Met"
     gene            4850239..4850314
                     /locus_tag="DJ46_5194"
     tRNA            4850239..4850314
                     /locus_tag="DJ46_5194"
                     /product="tRNA-Asp"
     gene            4850323..4850398
                     /locus_tag="DJ46_5195"
     tRNA            4850323..4850398
                     /locus_tag="DJ46_5195"
                     /product="tRNA-Phe"
     gene            4850408..4850480
                     /locus_tag="DJ46_5196"
     tRNA            4850408..4850480
                     /locus_tag="DJ46_5196"
                     /product="tRNA-Thr"
     gene            4850487..4850557
                     /locus_tag="DJ46_5197"
     tRNA            4850487..4850557
                     /locus_tag="DJ46_5197"
                     /product="tRNA-Trp"
     gene            4850568..4850644
                     /locus_tag="DJ46_5198"
     tRNA            4850568..4850644
                     /locus_tag="DJ46_5198"
                     /product="tRNA-Ile"
     gene            4850653..4850727
                     /locus_tag="DJ46_5199"
     tRNA            4850653..4850727
                     /locus_tag="DJ46_5199"
                     /product="tRNA-Asn"
     gene            4850729..4850800
                     /locus_tag="DJ46_5200"
     tRNA            4850729..4850800
                     /locus_tag="DJ46_5200"
                     /product="tRNA-Glu"
     gene            4850939..4851358
                     /locus_tag="DJ46_5201"
     CDS             4850939..4851358
                     /locus_tag="DJ46_5201"
                     /codon_start=1
                     /transl_table=11
                     /product="CBS domain protein"
                     /protein_id="AIK62462.1"
                     /translation="MTRVRDVMSTHIVQCTPLDNVYEAAVKMKEESIGLIPVVENEQV
                     VGLVTDRDLVVRGIAEKHPGSNKITNVMTTNIISVAPDDSLEKATELMAQHQIRRLPV
                     VESDQLVGMLALGDLAIRESADDQAGFALSEISEHTE"
     gene            4851653..4852804
                     /locus_tag="DJ46_5202"
     CDS             4851653..4852804
                     /locus_tag="DJ46_5202"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65105.1"
                     /translation="MKAVQRDPNWNLVTDTYIEPNNFAELFSLLVPCHPKGEGKERTI
                     LVWKEKEFYKEENLAAFIVYGMNKAKNLPQFHKDEIPTLVRILRLCQEIGWYEEANTF
                     MVNQGLAEFVHTSLEYETWDLLTQAVALNYLIIKYRIGELTDGDVEIWDRVKFNEKCI
                     TDCKHLLSHKEVLEFTFFYMCKRAKSLSKEQLNSDMMSLAMYCNTFVYDLYTYDLLRK
                     YRKCTDFLSYYGPSQAVLACQRAVLSQISDRLDPLKTTHVDDYLYVMKDMMEHMTIGI
                     MDRYDHFIGKLLSYVPFFEMIQVPQHAYYCEELLYICKGIAYKEEILRNYLFIQLHDC
                     LPSFFKLFLKNKRYATIHDILFYWCDDEQRMSLERKYNLSFIYEKYACG"
     gene            complement(4853033..4853365)
                     /locus_tag="DJ46_5203"
     CDS             complement(4853033..4853365)
                     /locus_tag="DJ46_5203"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63887.1"
                     /translation="MPRNIPLLIEYLAFLGLICCLIIYNTNTLFLSIIIAFVALEIMM
                     EAFQVQLKQKIAHIYNAIFLLSALITNIISNGFYLTTVFPVFFMAILLFIARYIHVPN
                     NKKHEQEA"
     gene            complement(4853371..4854531)
                     /locus_tag="DJ46_5204"
     CDS             complement(4853371..4854531)
                     /locus_tag="DJ46_5204"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M23 family protein"
                     /protein_id="AIK66027.1"
                     /translation="MNMKATALTATTVAIASLLPSMGETNVQTANAEQLSNVKTGYVK
                     VHQVALHTKDNANSSSIDTIRFNTKVNILETTNGWYKVSVNNKVGYVQKDSILLKNKL
                     QSNNQYIVNANALNVRSEPNLESSILDVLPNGKFVTIQEEQGEWYKILHNGKAGYVQK
                     AFVSNDSQPLVKGITVQNNTKYTVATPKLNVRSNASTSSALLGSLQNGTQLQVVETVG
                     TWYKIRFGTGYGYVAKHYVVQNQTQSQTQTAQPTSIPAVFKFPTQGRISSTFDMRWEQ
                     MHYGIDIAAQGNVSIQAAAAGKVVKSYYSASYGNVVFIAHQINGKLYTTVYAHMKDRT
                     VQAGDQVQAGQLVGHMGNTGHSYGQHLHFELHNGEWNFEKTNAVNPLPYLVR"
     gene            4855162..4855857
                     /gene="tenA"
                     /locus_tag="DJ46_5205"
     CDS             4855162..4855857
                     /gene="tenA"
                     /locus_tag="DJ46_5205"
                     /EC_number="3.5.99.2"
                     /note="salvage_TenA: thiaminase II"
                     /codon_start=1
                     /transl_table=11
                     /product="thiaminase II"
                     /protein_id="AIK64887.1"
                     /translation="MKFCDRLLETVQPVWEMSHNHPFVVGMGDGTLEKDKFQYYIIQD
                     YLYLLDYAKLYAIGVVKATNPQVMGKFAEQIDGILNGEMTIHKQYAKRLGISIEEIES
                     AKPSAKNLAYTNYMMSVSQNGTLAELIAALLPCMWSYWEIGKRLNDIPGARDHEFFGE
                     WIQGYSSEEYGNLCIWLIDLLNEMAVGKSEKELDRLEEIFLYSSRFEYLFWDMSYRKE
                     MWGFEEQEHTTVS"
     gene            4855826..4856575
                     /locus_tag="DJ46_5206"
     CDS             4855826..4856575
                     /locus_tag="DJ46_5206"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66227.1"
                     /translation="MRSKNILQFHNVSFHYDEKPIINELNASIQDKEFVSIIGPSGCG
                     KSTLFRLITGLEEASTGQIELTETKSHPVGYMPQKDMLLPWRTIIENAALPLECQGVQ
                     KKEAQIKAKELLQKFGLQGYETKYPKDLSGGMRQRVSFIRTLLTGGEILLLDEPFSAL
                     DALTKASLQEWLFEQWKEWEKTILFITHDVEEALFLSNRIFVVENQPITTLTERIVPL
                     DRNRTRKDLYKPEVLALKDELLSMLQRQVLV"
     gene            4856575..4857327
                     /locus_tag="DJ46_5207"
     CDS             4856575..4857327
                     /locus_tag="DJ46_5207"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK62536.1"
                     /translation="MSRLKELIPALTLSSILLTMWEVGARIVDEMYILPSPSAIVMKI
                     WKLKDILFTVHLPATLYVVLIGVVISVVLGVGLAMLMNASSWMERAFYPLLVASQTIP
                     ITALAPLFVLWFGYTIWSKVVVTVLITFFPIAVNTYDGLRSTKKEWEELLVTYGATKK
                     DVFLKLKLPSALPYFFSALKIAVPLSVIGAAIGEWLGAQAGLGYFSKRMMTQLDGAGV
                     FAPIVLLSLLAIFFVILISVLEKKFISWRKHS"
     gene            4857324..4858325
                     /locus_tag="DJ46_5208"
     CDS             4857324..4858325
                     /locus_tag="DJ46_5208"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis"
                     /protein_id="AIK61804.1"
                     /translation="MKFLKRIFVFTLLVAMIAGCSSNSASDKSKKEKEITVMLDWYPN
                     AVHSFIYAAIEKGYFKEEGVKVNIKFPSNPTDPLTLAAAGKVTVGLYYQPDVVMAKAN
                     EQIPVKSIGAVVRSPLNHVVSLKSAGIQSPKDLEGKTVGYFGTPLSEMYLKTMVKEAG
                     GNPDTVKVVDVGFDLVPALITKKVDAVTGAYINHEVPVMRHEGHEPAYFNPADYGVPN
                     YHELVFVTGDKTLKKDKEALQAFLRGAKKGYDFMKKNPDEALNILLNHQEKENFPLVP
                     EVEKESMKILLEKMETKDEPFLSDSKESWEKQNKWLKDKGMTKEIVPANELFENILK"
     gene            4858336..4858956
                     /gene="tenI"
                     /locus_tag="DJ46_5209"
     CDS             4858336..4858956
                     /gene="tenI"
                     /locus_tag="DJ46_5209"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory protein tenI"
                     /protein_id="AIK63259.1"
                     /translation="MKNELHVISNGHMSFEELVSVAMQIESEIDYLHIREREKSTKEL
                     YEGVESLLKKGFPASKLVINDRIDIAILLNIPRVQLGYRSTDVRSVKEKFSYLHVGYS
                     VHSLEEAIEAFKNGADSLVYGHVFPTECKKGVPARGLEEISDIARSLSIPIIAIGGIT
                     PENTKDILASEVSGIAVMSGIVSSSNPYSKAKSYKESIRKWAEKHV"
     gene            4858949..4860058
                     /gene="thiO"
                     /locus_tag="DJ46_5210"
     CDS             4858949..4860058
                     /gene="thiO"
                     /locus_tag="DJ46_5210"
                     /EC_number="1.4.3.19"
                     /note="thiamin_ThiO: glycine oxidase ThiO"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine oxidase ThiO"
                     /protein_id="AIK61116.1"
                     /translation="MCKKYDVAIIGGGVIGSSVAHFLAERGHKVAIVEKQQIASEASK
                     AAAGLLGVQAEWDEYDPLFDLARESRAIFPQLAEVLREKTGIDIGYEEKGIYRIAQNE
                     DEKERILHIMDWQQKTGEDSYFLTGDRLREQEPYLSESIIGAVYYPKDGHVIAPELTK
                     AFAHSAAISGADIYEQTEVFDIRIENKKVIGIVTSEGMISCEKVVIAGGSWSTKLLGY
                     FHREWGTYPVKGEVVAVKSRKQLLKAPIFQERFYIAPKRGGRYVIGATMKPHTFNKTV
                     QPESITSILERAYTILPALKEAEWESTWAGLRPQSNHEAPYMGEHEEIKGLYACTGHY
                     RNGILLSPVSGQYMADLIEGKQENHLLDSLLSKTV"
     gene            4860080..4860277
                     /gene="thiS"
                     /locus_tag="DJ46_5211"
     CDS             4860080..4860277
                     /gene="thiS"
                     /locus_tag="DJ46_5211"
                     /note="thiS: thiamine biosynthesis protein ThiS"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis protein ThiS"
                     /protein_id="AIK63149.1"
                     /translation="MKINGNQIEVPESVKTVAELLTHLELDNRIVVVERNKDILQKDD
                     HTDTSVFDGDQIEIVTFVGGG"
     gene            4860280..4861050
                     /gene="thiG"
                     /locus_tag="DJ46_5212"
     CDS             4860280..4861050
                     /gene="thiG"
                     /locus_tag="DJ46_5212"
                     /codon_start=1
                     /transl_table=11
                     /product="thiazole synthase"
                     /protein_id="AIK61258.1"
                     /translation="MLNIGPFSFHSRLLLGTGKFPDFDVQQKAIDVSEAEVLTFAVRR
                     MDIFDAKQPNLLEKLDVKKYKLLPNTAGAKNAEEAVRIAKLAKASGLCDMIKVEVIGD
                     DRTLLPDPVETLRASEMLLEEGFIVLPYTSDDVVLARKLQELGVHAIMPGASPIGSGL
                     GIVNPLNLSFIIEQATVPVIVDAGIGSPADAAFAMELGADGVLLNTAVSGAKDPIKMA
                     QAMKLSIEAGRLGFEAGRIARKRCATASSPLEGMSVVE"
     gene            4861043..4862062
                     /gene="thiF"
                     /locus_tag="DJ46_5213"
     CDS             4861043..4862062
                     /gene="thiF"
                     /locus_tag="DJ46_5213"
                     /EC_number="2.7.7.73"
                     /note="adenyl_thiF: thiazole biosynthesis
                     adenylyltransferase ThiF"
                     /codon_start=1
                     /transl_table=11
                     /product="thiazole biosynthesis adenylyltransferase ThiF"
                     /protein_id="AIK63169.1"
                     /translation="MNNRYSRQELFSPIGEEGQQKIRKKHVLIIGAGALGSANAEMFV
                     RAGVGTVTIVDRDYVDWSNLQRQQLYVESDVENNLPKAVAAKKRLEEINSEVRVKALV
                     QDVTAEELEELVTNVNVMIDATDNFETRFIVNDIAQKYSIPWIYGACVGSYGLSYTIL
                     PSKTPCLSCLLQSIPLGGATCDTAGIISPAVSLVVSHQVTEALKLLVEDYESLRDGLV
                     SFDVWKNEYSCMNVQKLRKHNCPSCGENALYPYLNKENTSKTAVLCGRNTVQIRPPYK
                     EEMDFERYKELLNDRVNDLNVNPYLLSFSVEEKRLVAFKDGRVLVHGTKDISEAKTVY
                     HRYFG"
     gene            4862078..4862890
                     /gene="thiD"
                     /locus_tag="DJ46_5214"
     CDS             4862078..4862890
                     /gene="thiD"
                     /locus_tag="DJ46_5214"
                     /EC_number="2.7.4.7"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxymethylpyrimidine/phosphomethylpyrimidine
                     kinase"
                     /protein_id="AIK61762.1"
                     /translation="MKVNKALTIAGSDSGGGAGIQADLKTFQELGVYGMTAITAITAQ
                     NTLGVQGVYPVSLEGITEQLNSIGTDLTPDAVKIGMLFSSEIIQIVAEYINKFGWNNI
                     VLDPVMIAKGGASLLQQEAVQALKEYLLPVATVITPNVPEAEVLTGLEIHNIEDSKEA
                     AKVLHELGAKYVLMKGGHAEYQGNEVIDLLFDGEKFIEFRSERIPSKQTHGSGCTFAS
                     AVTAGLAKGYSMEEAVQEAKRFISIAIEEPLHIGSGHGPTNHFAYKMNKAQV"
     gene            4863332..4863601
                     /locus_tag="DJ46_5215"
     CDS             4863332..4863601
                     /locus_tag="DJ46_5215"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK61787.1"
                     /translation="MRNCGFDWTYSCSKEQDFTSICECIKKVILLGDELPIVSFFTEH
                     IRFSFQAPITVVTRNKRYPARLYETIGAAFVVFTNCDNISFLFFE"
     gene            4863624..4863848
                     /locus_tag="DJ46_5216"
     CDS             4863624..4863848
                     /locus_tag="DJ46_5216"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65956.1"
                     /translation="MLLLGDIANRWAVSIERVQELVMLDPIFPKPYIILPSKDALYLK
                     TDVIEYEQLHAELSQVYIRGRNLRTFLRGE"
     gene            4864355..4864459
                     /locus_tag="DJ46_5217"
     CDS             4864355..4864459
                     /locus_tag="DJ46_5217"
                     /note="cognate_SipW: SipW-cognate class signal peptide
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="SipW-cognate class signal peptide domain
                     protein"
                     /protein_id="AIK61057.1"
                     /translation="MLDVVMIGIFVVLVASMVSLASWSDKVVKEGKQS"
     gene            4864556..4866223
                     /gene="kdpA"
                     /locus_tag="DJ46_5218"
     CDS             4864556..4866223
                     /gene="kdpA"
                     /locus_tag="DJ46_5218"
                     /EC_number="3.6.3.12"
                     /note="kdpA: K+-transporting ATPase, A subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="K+-transporting ATPase, A subunit"
                     /protein_id="AIK65949.1"
                     /translation="MIWVAVVITMLLFILVAKPTGIYLEKAFQGSKKLDKVFGPFEKL
                     IFKITGVKEYNQTWKQYALSLVLLNGFMIVVVYFIFRLQGVLPLNPAHIEGMEPTLAF
                     NTAISFMADTNLQHYSGENGLSYLSQLIGITFLMFAAPATTLALVMAFIRGLAGKELG
                     NFFIDFTRALTRVFLPIAFMAALVFVALGVPQTLDGAVTAQTIDGAKQSILRGPVASF
                     VAIKELGNNGGGFFGANSTHPFENPGQMSNILQMMLMMLLPTALPFTYGRMVGNKKQG
                     RILFVSLFMVFLLGFITITTSELNGNPALNAMGIEHVQGSTEGKEVRFGTVFSSLYAT
                     VTTAAETGAVNTMHDTLTPIGGLVPLVNMMLNTVYGGVGAGFVNIIMYAIIAVFISGL
                     MVGRTPEFLGKKIEGKEMKLIAVTILFHPLLILGFSALALSTSLGTDAISHSGFHGLT
                     QVVYEYTSSAANNGSGFEGLGDNTPFWNITTGLVMFLGRYFSLITMLAVAASLKEKTV
                     VPETVGTFRTDNGLFGGIFIGTIVIVGALTFFPMLVLGPIAEFLTLK"
     gene            4866237..4868327
                     /gene="kdpB"
                     /locus_tag="DJ46_5219"
     CDS             4866237..4868327
                     /gene="kdpB"
                     /locus_tag="DJ46_5219"
                     /EC_number="3.6.3.12"
                     /note="kdpB: K+-transporting ATPase, B subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="K+-transporting ATPase, B subunit"
                     /protein_id="AIK64151.1"
                     /translation="MRPVVVKEKRVNESHIHAVEDEVRQAKTMDRDIVKHAMKQSVAK
                     LNPKVMIKNPIMFVVEIGFVITFILSFLPSHSSSIPGWFNITVSLILLFTVLFANFAE
                     ALAEGRGKAQADSLKQSKKDVFANVVKENGEIVQVSATDLRKDDVVIVKQGEMIPSDG
                     EVIKGLASVDESAITGESAPVIKEAGGDFCSVTGGTMVVSDEITIVITSNPGKSFIDK
                     MISLVEGAARQKTPNEIALNTVLTSLTLIFLIVVVTLPIFTNYLGFQIDTAVLVALLV
                     CLIPTTIGGLLSAIGIAGMDRVTKFNVLAMSGKAVEAAGDINTIILDKTGTITFGNRM
                     AHTLLPVGNETIEQVGKWAAISSVLDETPEGRSVIEYVQAKSISYNRELAEQGEFIPF
                     KAETRMSGVDLQDGMKVRKGAVGSVIEWVRSQGGTIPKDVNQKADFISKEGGTPLVVA
                     VDNRIYGLIYLKDTVKPGMRERFEQLRQMGIKTVMCTGDNPLTAATIAKEAGVDEFVA
                     ECKPEDKIAVIKAEQDKGKLVAMTGDGTNDAPALAQADVGLAMNSGTTAAKEAANMID
                     LDSNPTKIIEVVGIGKQLLMTRGALTTFSIANDIAKYFAIIPAMFTLAIPQMEALNIM
                     KLTSPLSAILSALLFNAVIIPLLIPLAMKGIAYKPMSSNALLGRNLLIYGLGGVIVPF
                     IGIKVIDIIVGLFI"
     gene            4868344..4868925
                     /gene="kdpC"
                     /locus_tag="DJ46_5220"
     CDS             4868344..4868925
                     /gene="kdpC"
                     /locus_tag="DJ46_5220"
                     /EC_number="3.6.3.12"
                     /note="kdpC: K+-transporting ATPase, C subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="K+-transporting ATPase, C subunit"
                     /protein_id="AIK65372.1"
                     /translation="MAKKQSILSPIIRITFTFLVLCGLVYPLIVTGIAQAVMKDNADG
                     SLIYNDKNEVIGSKLIGQNFTDPRYFHGRVSSIEYKAEASGSNNYAPSNPDLEKRVEK
                     SIEEWKKQNPSVPVTEVPIDLVTNSGSGLDPDISPKAASVQVERISKLTNIPKETLDQ
                     LIKDQTEGAALGLFGETRVNVLKLNLGLQKIMK"
     gene            4868991..4870136
                     /locus_tag="DJ46_5221"
     CDS             4868991..4870136
                     /locus_tag="DJ46_5221"
                     /codon_start=1
                     /transl_table=11
                     /product="osmosensitive K+ channel His kinase sensor
                     domain protein"
                     /protein_id="AIK65482.1"
                     /translation="MYADDYKPTFQRRTPEEYLEYIRQQNRGKLKLYVGAAPGVGKSY
                     KMLYDAREMKKDGMDIVIGLIETHGRKETEEAIADLEKVPLKEIQYKGKVFYELDVEG
                     IIKRAPQVVVVDELAHSNVPGSKNKKRYMDVQELIDAGISVLSAFNIQHLESVHDIVA
                     QITNVKVRERIPDFILQKANEIQLVDATPEVLRKRLIDGKIYKEEKIQQSLQNFFTLN
                     NLGALRELSLREVADDMDEKISQTVIEPIGVKEKILVCVQYSSTAEKLIRRGWRMADR
                     LNAELYVLNVEREKIDSLSAGKKQTIEEWKSLTNQFDASFVLEEANGRKPADVIIEVA
                     KRLQVTQILLGQSARTRWDEIRKGSIVNEIMRETKYIDIHIVADQRA"
     gene            complement(4870161..4871342)
                     /locus_tag="DJ46_5222"
     CDS             complement(4870161..4871342)
                     /locus_tag="DJ46_5222"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK63554.1"
                     /translation="MKKSKLTFILYVVCMSALLGSFAQNIYTPILPMIQNSFHTSLYL
                     VNVTVSLFTFVLAIMQLIYGPLIDTKGRKSVLIPSLIISTIGSIGCAFSANIYLFLFF
                     RAVQAIGIAAIPVVAATIIGDLFEGKERGEAMSLYQMLLALAPAIGPLIGGYLGSING
                     HVSVFLFLSILGILLLTINISLLPETKPTVSQQPQSKKNHWFILKNKTGFSITLIGFI
                     QFCIYFCFLVFLPSISTNLFHLTASEIGLMFVPMSLSIMLGSYCFKLLQKRFTTKQAL
                     FITSFFNIICVTLFSFTYSINIPFIIIVTSLYGFSMGLSMPTHTTLLTEEFVQERATA
                     IGMYNFIRYLGMGTVPLVGGFLVFNQNYFWIFFLGAIMFLLIILYAMKMLRFPTTQKV
                     K"
     gene            4871483..4871944
                     /locus_tag="DJ46_5223"
     CDS             4871483..4871944
                     /locus_tag="DJ46_5223"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK64943.1"
                     /translation="MKHAMKQMEILSDIRTLLHKKEEHLKRQNEKFLYETGVSSMSLS
                     ELHVIECIGKNGLMNVTAITTEMGMTKGAISKICTKLFQKQFVEKMQMLDNQKEIFFR
                     LTESGNEIYKAHEKLHKQAEEKWLLLLDRYTKEEQDFIQRFVKDVSDHLEI"
     gene            4872073..4872927
                     /locus_tag="DJ46_5224"
     CDS             4872073..4872927
                     /locus_tag="DJ46_5224"
                     /codon_start=1
                     /transl_table=11
                     /product="patatin-like phospholipase family protein"
                     /protein_id="AIK64069.1"
                     /translation="MLENTGLVLEGGGMRGVYTGGILEYFMEQDLYFPYVIGVSAGAC
                     HAASYLSRQRNRNKTVNIDYASHPKYLSYKNLWRKRQLFDMDFIFHEIPEKHVPFDFE
                     TYFNSPERFLVGTTDCETGQSVYFEKEGTNDDALNLLQASSSLPFIAPVVNYRGKQLL
                     DGGISDPIPVRKAQEDGFKKSVVILTRNHGYAKKKSRFGWVAAKAYKKYPNLVNTMLN
                     RYEVYNETLHYIEKEEQAGNLFVIRPEVPLQVDRMEKDTAKLQSLYEQGYEDAKRQFA
                     DLKAFLQK"
     gene            4873055..4873258
                     /locus_tag="DJ46_5225"
     CDS             4873055..4873258
                     /locus_tag="DJ46_5225"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64230.1"
                     /translation="MENVYKGLRHTGYTMMLIFGGVFLLRWFIHDEMLLDQLIGCSVG
                     MVMVISSVFIQKYSKELQVEEKY"
     gene            complement(4873356..4874657)
                     /gene="pbuO"
                     /locus_tag="DJ46_5226"
     CDS             complement(4873356..4874657)
                     /gene="pbuO"
                     /locus_tag="DJ46_5226"
                     /codon_start=1
                     /transl_table=11
                     /product="guanine/hypoxanthine permease pbuO"
                     /protein_id="AIK66410.1"
                     /translation="MFNLSKHKTSIKTEIMAGIITFLTMAYIIVVNPVILGDAGVPFE
                     QAFTATIIAAVVGTLFMAIFTNLPIAIAPGMGLNAYFSYSVVKAHEGMTFAIAFSAVF
                     VAGMILILLSFTSFRTKLMEAIPENLKHAITAGIGLFIAFIGLRLTGIVTKNEANLVG
                     LGDLHSAPVLLALAGLGITIVLMSLNVNGALFIGMLLTGIIAFFTGQLTFSNGVTSMP
                     GLPEGIIVSNPITAVSDVINYGLYGVVFSFFLVTLFDTTGTLLGVAQQGGFMKDGKLP
                     KAGRALLSDSFSATIGSMFGTTPSTAYIESSAGVAAGGRTGLTTVTVAVLFALAAFFG
                     PLVSAVSGVSAITAPSLIIVGSLMMGSVRHIDWDAFDEAFPAFLVILSMPLTSSIATG
                     IALGFISYPLMKVAKGKFRAVHPLVYVFGILFAYQLIFLPH"
     gene            4874859..4875725
                     /locus_tag="DJ46_5227"
     CDS             4874859..4875725
                     /locus_tag="DJ46_5227"
                     /codon_start=1
                     /transl_table=11
                     /product="short chain dehydrogenase family protein"
                     /protein_id="AIK63172.1"
                     /translation="MPQQKNFVTMPAQHQNKQPGIESLMNPLPQFEDPNYKGSEKLKG
                     KNVLITGGDSGIGRAVSIAFAKEGANIAIAYLDEEGDANETKQYVEKEGVKCVLLPGD
                     LSDEQHCKDIVQETVRQLGSLNILVNNVAQQYPQQGLEYITAEQLEKTFRINIFSYFH
                     VTKAALSHLKQGDVIINTASIVAYEGNETLIDYSATKGAIVAFTRSLSQSLVQKGIRV
                     NGVAPGPIWTPLIPSSFDEKKVSQFGSNVPMQRPGQPYELAPAYVYLASSDSSYVTGQ
                     MIHVNGGVIVNG"
     gene            4875792..4876028
                     /locus_tag="DJ46_5228"
     CDS             4875792..4876028
                     /locus_tag="DJ46_5228"
                     /codon_start=1
                     /transl_table=11
                     /product="L,D-transpeptidase catalytic domain protein"
                     /protein_id="AIK64940.1"
                     /translation="MKKLYFVILLFFILPVSAFANTDHLILVNLTTNQLSFFENGNYT
                     KTFPVTTGRDRTPTPEGNFCIINKYKNKEYHRKK"
     gene            4876271..4876552
                     /locus_tag="DJ46_5229"
     CDS             4876271..4876552
                     /locus_tag="DJ46_5229"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63463.1"
                     /translation="MSWNGRKIEEEQIGILTLVDRVDIYWQEPNGQLTKVKTVLPNER
                     YAVYSKRKDGIYYIGNNLYIVDETGEKIRYEQIPSSILSNIYKRKYNVP"
     gene            4876657..4876908
                     /locus_tag="DJ46_5230"
     CDS             4876657..4876908
                     /locus_tag="DJ46_5230"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63024.1"
                     /translation="MKSEFAFKVFLVTTCLFIVCLYAFLVFSFYVPYVDLILFFGFIW
                     AFVKAREGEKSIYRRITLCGTAVLVILYFFIMHDFWRGM"
     gene            complement(4876919..4877860)
                     /locus_tag="DJ46_5231"
     CDS             complement(4876919..4877860)
                     /locus_tag="DJ46_5231"
                     /codon_start=1
                     /transl_table=11
                     /product="pfkB carbohydrate kinase family protein"
                     /protein_id="AIK65402.1"
                     /translation="MRNVFCIGELLIDFVCRNTNVSLVNGSNFEKKAGGAPANVAAAI
                     TKLGGHATFMGQVGNDPFGEFLEQTLQHAHVDTSMLIKDKQTTLAFVSIDQNGERDFT
                     FMRGADGEYHFNSIDLSKIKTNDLIHFGSATALLSSPLKDTYFQLLQHARESGQFISF
                     DPNYRNALITNTEQFIQDCLTFIKHAHFVKVSQEEAIMLSKESDLQQSALKLLNHGAK
                     AVAITLGKDGTLLATKDKQTIVPSISIQQVDTTGAGDAFVGAMLYQIAKSEQMFLHNF
                     EGLTTFISFANKVGALTCTNYGAISSLPSLTDVKAYE"
     gene            complement(4877857..4879332)
                     /locus_tag="DJ46_5232"
     CDS             complement(4877857..4879332)
                     /locus_tag="DJ46_5232"
                     /note="scrB_fam: sucrose-6-phosphate hydrolase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="sucrose-6-phosphate hydrolase family protein"
                     /protein_id="AIK65885.1"
                     /translation="MSKYKTILQSNKDELHSLYEIANQDSWKPIYHIHPPFGLMNDPN
                     GVSYYNDEYHVFYQWYPFGPIHGMKHWGHVKSKDLINWERMPVAIIPTESYESHGAYS
                     GSAIVKDDLLHLLYTGNIKNPDDSRDAKQCMATMDSQYTMTKYSNNPVIDIIPDGYTK
                     HVRDPKVWKHNDIYYMLLGAQRKNKTGTLLLYKSKDLYNWNFQGEITTNLKEFGFMWE
                     CPDYFQLSGKDVLLFSPQGIEKDREDFHNIYNVVYAIGHFDIKNLYFHIDSYYEADKG
                     FDFYAPQTLEDSTSRRLLFAWAGSSEITYPSDDYMWAHCLTLPRELTLEDNILKQKPV
                     SELTKLRTTKKEISGDITAGLNVLSTLDNEGSYELIVTLKTEDAKRFGLSLFHNEEEC
                     FPITFNREQGTISIDRGNFYHQFGGEYGFERCKKIDIQDTIELQIFVDKSIVEIFLYD
                     GSTVFTSRVFPRKDMKHHIAIFSDAKLNFTITQYKLKRGIV"
     gene            complement(4879350..4880726)
                     /locus_tag="DJ46_5233"
     CDS             complement(4879350..4880726)
                     /locus_tag="DJ46_5233"
                     /EC_number="2.7.1.69"
                     /note="PTS-II-BC-sucr: PTS system, sucrose-specific IIBC
                     component"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, sucrose-specific IIBC component"
                     /protein_id="AIK61054.1"
                     /translation="MNMKQIATQVLQNIGGKENIMRATHCATRLRLVLKDETKINASE
                     IENIDEVKGAFATTEQYQIIFGTGIVNKVYDEFSKLIGIAELDSTRSNDIPKKKMNPI
                     ARLAKTLSNIFVPIIPAIVASGLLMGLLGMLKAFKLVPGDHSLIQLLDMFSSAAFIIL
                     PILIGVSAAKEFGGNIFLGAVVGGILTHPSLTNPWTLSNAKPTVLHFLGMDIDMIGYQ
                     GTVLPILLCVYVMSTIEKELRKRVPNSLDLLVTPFLTIIITGFLSLIIIGPIGYKIGD
                     GITYLLNTIYQFAGPVAGLIFGGLYSTIVLTGLHHSFHAIEAGLLANKDIGVNFLLPI
                     WSMANVAQGGATLAVYFKTKNKKTKEIAIPAAASAFLGITEPAIFGVNLKLGKPFIAA
                     AIGGAIGGAYVVWMQVAANAYGLTGIPMLTIVAPLGMMNMIHYIIGFAIAVTTAFVAT
                     FILYKESK"
     gene            complement(4880855..4881841)
                     /locus_tag="DJ46_5234"
     CDS             complement(4880855..4881841)
                     /locus_tag="DJ46_5234"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK64871.1"
                     /translation="MTKTIADIAKLAGVAKSTVSRYLNGGYVSDKTKLKIESIIQETN
                     FSPNTFAQSLKAKTTNLIGVIIPRLDSFATMKTLIGIDNTLQENNYQMLVANANQTIE
                     TEIQAMENFIKQRVAGIILLTKTLTNKHQQIIANSNIPILFVGQEYKDQYCLVHDDYD
                     AAYELGAYVLSQGHRNIAYLGVEKDDISVGINRKNGFQKAIENLEPTCSVCYYETSFH
                     IEDAMKQVQHILDNNRPTLIVCATDNIALGAMKVIHSHSLSVPGDISVTGFGGYDISE
                     MVHPSLTTIAFDYEYAGKLAATSLSQLVENKTIPKILHSRYTLKIQESVDKI"
     gene            complement(4881959..4882174)
                     /locus_tag="DJ46_5235"
     CDS             complement(4881959..4882174)
                     /locus_tag="DJ46_5235"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61037.1"
                     /translation="MPEVRCSVSNCSFWGQGNFCQASAIIVQPDADESGQTENNSYTN
                     AVLTNETLESSVATSVETCCHTFKPRY"
     gene            complement(4882247..4882666)
                     /locus_tag="DJ46_5236"
     CDS             complement(4882247..4882666)
                     /locus_tag="DJ46_5236"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin family protein"
                     /protein_id="AIK65021.1"
                     /translation="MKKMLIFGGIIIVLFAAIFAVTQMEKKNASTDEKGYYSNKISLE
                     DLNKNIEDKKEQTISFYQTSCVHCQKVSPIVVPLAKDLNVDMKVIDIENLNEPWDKYN
                     IQGTPTIIHFKDGKEVSRISGEQSKDKFKEWFEQTKK"
     gene            complement(4882679..4883098)
                     /gene="bdbC"
                     /locus_tag="DJ46_5237"
     CDS             complement(4882679..4883098)
                     /gene="bdbC"
                     /locus_tag="DJ46_5237"
                     /codon_start=1
                     /transl_table=11
                     /product="disulfide bond formation protein C"
                     /protein_id="AIK63337.1"
                     /translation="MGREKKQEYALFTAWGASFIATLGSLYFSEIMKFEPCVLCWYQR
                     IFMYPFVLWLGIAVVKKDYRIASYSLPIASIGACISLYHYVIQKVAAFSAAGAACGRV
                     PCTGEYINWFGFVTIPFLALIGFITIAVCSFIVIKNK"
     gene            complement(4883264..4883512)
                     /locus_tag="DJ46_5238"
     CDS             complement(4883264..4883512)
                     /locus_tag="DJ46_5238"
                     /codon_start=1
                     /transl_table=11
                     /product="yhdB-like family protein"
                     /protein_id="AIK62881.1"
                     /translation="MQKYNDYDKALYYTYCCNWDKLLVLMVQTNDQLFSKRIEHFLHA
                     YQYSKELPEVDKQLQLLFQYIDHASQKSHVEEVEQIQM"
     gene            complement(4883630..4884139)
                     /locus_tag="DJ46_5239"
     CDS             complement(4883630..4884139)
                     /locus_tag="DJ46_5239"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65464.1"
                     /translation="MKKYVFSLLAVLSLILAGCGSSGTNEKKSSESKEEHDHASHTQQ
                     ADIQEKTKGVDTLPTFLDKLDPQMKDIYTVAGQNAELLDWIPCYCGCGESVGHKNNKN
                     CFIREIKKNGEVVWDSHATTCVNCLEIAVESASMKQKGKSTLEIRNYIDNKYKEGYGK
                     PTPTPMPKA"
     gene            complement(4884185..4885063)
                     /locus_tag="DJ46_5240"
     CDS             complement(4884185..4885063)
                     /locus_tag="DJ46_5240"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination family protein"
                     /protein_id="AIK64332.1"
                     /translation="MFRKMDWKNFSICFAAYLLLFCLTVLRTYIEVIQVWVFPTIKPW
                     KLTLLFLLVAYYIIRGGFRSVTGICFWGVIIPIFVLLFLVFPMKYAHVRNIFPILNHS
                     PLEILTSAKASALEFLGFEAILVFYPFIKKGKSLNKWAHGGIAFTTILYVILAIVSLM
                     YYSPGQLHHTIWPTLTMLKIIKVPFIQRFEYIIIFLWYLIILPNLCLTILSSCCISKK
                     SFHIPFKITLPLFIAAIFISSLFFTNREGINTLNTVLSQAGLYIVYAYIPILFVFHSL
                     RWHFKNRSKKSSPDTP"
     gene            complement(4885306..4886301)
                     /locus_tag="DJ46_5241"
     CDS             complement(4885306..4886301)
                     /locus_tag="DJ46_5241"
                     /note="spore_ger_x_C: germination, Ger(x)C family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="germination, Ger(x)C family protein"
                     /protein_id="AIK64009.1"
                     /translation="MIHVGGFDITKNKKFRGTILYPDYTKGVQSKPETQSTHAGTIET
                     ISSLLNAKSPHTIAVGQMRVVLFGKAFGEHGLGDVINNLQRDPNIGRDVQLALVDGSS
                     EELLKHVRTNGSLYLSELLEQNIKTETIPRTALNIFLYNFYSSGCDPFLPYIQVSEDK
                     SASIKGLAFLKKDKVAMYTDRKRSFLFKLLINPTKNGRYEVPIRQGKHKGVIATQNLS
                     GNSVCSLSSNGDIPKVNIHLKLNGLVKNAPSWLDLSKGKNVTYVKRHIEKMLEKDLNE
                     LIKQFQENKIDPIGIREEIRSHSRKWSMKQIQDMYPNVDIAVNVKINVVQSGIGE"
     gene            complement(4886385..4887890)
                     /locus_tag="DJ46_5242"
     CDS             complement(4886385..4887890)
                     /locus_tag="DJ46_5242"
                     /codon_start=1
                     /transl_table=11
                     /product="GerA spore germination family protein"
                     /protein_id="AIK65516.1"
                     /translation="MFHLSSKKKKQTFCSIPDFIHAMKKSSDFSSYNIIEDGTLCLFY
                     YKSTVESLIIKRFILAPIKNKLDEIQHIDDILNVVSIEDTLINPSIDDIREKLLGGYV
                     LLQLKKGSGQAAYALLRAESTVLGTRLVNDTENEYSVIGPKVGFVENVDINIHLLRRN
                     IVTEQLIFKEVSIGSMSKTKIVVAYIEGITNEQHINTAMQRLQDIDFDYPFDATLVEQ
                     LISDNSNSPFRVLLPTERLDRSVYALLNGGVVILTDGSPYALAGPATLLDFFVSPEDY
                     YLPWIAGSFLRLVRFFGAAFSLFSSAIYTAVLTYHYQMIPADLLGPIIYSRANVPFPP
                     VLEALFLEITIELLREAGARLPTKVGQTIGIVGGIVIGQASVEAALTSTILLIAVALS
                     ALASFTTPTVKMSSTIRILRFPLIILAGAFGGVGLIVGFVFILAHLIHLKSLGSPYLL
                     PLYPFRGLGTAEGLLRLPFSQTAERASFLRPKKKWRYDPNKAKEKRDGEEK"
     gene            complement(4888015..4888260)
                     /locus_tag="DJ46_5243"
     CDS             complement(4888015..4888260)
                     /locus_tag="DJ46_5243"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63680.1"
                     /translation="MQKSTPDGLKQKMKEYNIGLRQLTVLTIISQKSNTPLDDVLKMK
                     KDEMDMKQIAEKLNVKKEDIRAEMIKLVKSIKEKKTN"
     gene            complement(4888266..4888610)
                     /locus_tag="DJ46_5244"
     CDS             complement(4888266..4888610)
                     /locus_tag="DJ46_5244"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62201.1"
                     /translation="MYKKIVVSMTMAALLCGISTFPASAATPKEVTLHHHKPISEEEM
                     QSLEKLGYNKHEIWKAAHIAKMSKKEIKDVLAYYKQNNSWEKTAEHFGVDPSKLKKHH
                     MNKETKKHYCNN"
     gene            4888843..4889403
                     /locus_tag="DJ46_5245"
     CDS             4888843..4889403
                     /locus_tag="DJ46_5245"
                     /codon_start=1
                     /transl_table=11
                     /product="nitroreductase family protein"
                     /protein_id="AIK64011.1"
                     /translation="MTTYTSIANVIKERRSVRTFTDKAVDKELLIELLNDATWAPNHK
                     HREPWNCKLYIGEGRQKLVDAVLNSFTEEERAKRGKILSDRFLSTPAQIVVYINEDPR
                     QIQRDEDYAATCAFMQNFQLLAWERGLGCVWKSGGLNYNPLFIEGLGLTRGQRIVGIL
                     HLGYFDKSPEGKARTPITEKMEIIEG"
     gene            4889519..4890937
                     /locus_tag="DJ46_5246"
     CDS             4889519..4890937
                     /locus_tag="DJ46_5246"
                     /codon_start=1
                     /transl_table=11
                     /product="spoVR like family protein"
                     /protein_id="AIK64120.1"
                     /translation="MRASDDKALQYAIAEITEIATGFGLDFYPMRYEICPAEIIYTFG
                     AYGMPTRFSHWSFGKQFFRMKLQYDLGLSKIYELVINSDPCYAFLLDTNSLIQNKLIV
                     AHVLAHCDFFKNNIRFSNTKRDMVESMSATAEWVKAYEHKYGKEEVETFLDAVLAIQE
                     HIDPSLMRPKLAWSIDDLEEEEVEKKKASQYDDLWNLDNRNKKQERSNVRKKKKIPPQ
                     PEKDLLLFIEEYSRELEDWQRDILTMMREEMLYFWPQLETKIMNEGWASFWHQRILRE
                     MDLTSDEAIEFAKLNAGVVQPSKTSINPYYLGIKMFEDIEERYNNPTEEMKRRGVKPG
                     SGRDKIFEVREIEWDVSFLRNYLNKDLVMREDMYLFQRQGKEYKVIDKEWEHVRDQLV
                     NMRTNGGFPYLVVEDGDYLKNGELYIKHSYEGIELDLKYLEKVLPYLHQLWGRTVHME
                     SIVESKGVVFSYDGKMVHRKYV"
     gene            4891045..4892307
                     /locus_tag="DJ46_5247"
     CDS             4891045..4892307
                     /locus_tag="DJ46_5247"
                     /codon_start=1
                     /transl_table=11
                     /product="neutral/alkaline non-lysosomal ceramidase family
                     protein"
                     /protein_id="AIK63158.1"
                     /translation="MSKVGVCKVDITPPIGIDFVGYHRETGINNIEEHIYGTVFVFEK
                     DEMKIVFISIDNIGMLVEDTNMIREQVASELHVPFERITVVYTHTHSGPETVGDDPLV
                     QSYKTILVNNVVHGAVTANKNLKQCEVGWGVTTGDIGVNRRERTFDGRAKMGTNIEGV
                     VDKRIGMLAIRHAETKELSGIVVFCTAHPNVLKGDSDVLSADYPGMTREILEKIVNCP
                     VIIVQGAAGNVNAKYRGSREALKKMAYTLSGHVLTMLPTVTYSPIVNVRTVSSTMQMK
                     LKDIPEMNEIRSMAQLVEKQWGVNTDEWLTIVLEKYKQGIRQLRIDLEVQLFQINDGI
                     FSGIPMEPFSETALEMKESLQNELAFFGGYTNGYIGYLPTKEEFAYGGYEVELSPVVY
                     GPVTNLLMPLEENTAELVVKRVMGLYNT"
     gene            complement(4892429..4892899)
                     /locus_tag="DJ46_5248"
     CDS             complement(4892429..4892899)
                     /locus_tag="DJ46_5248"
                     /note="iron dependent repressor, N-terminal DNA binding
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63985.1"
                     /translation="MDQTFNELDLTSLLSLSFSTLITELHDKLSELGFEDIRPAHGFM
                     FKRILPNGATGIELAEYLGVSKQAVSKMVDSLENSGYVTRKTHPTDKRGKIIVLTERG
                     LAVMKAKEEIVAEIEQRWIENIGTERMQMLKEDLTTFVTKENTEKLSSNIRPVW"
     gene            4892997..4893581
                     /locus_tag="DJ46_5249"
     CDS             4892997..4893581
                     /locus_tag="DJ46_5249"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64743.1"
                     /translation="MVHIVKVRGSVFAPYALLEPIKDPATGRLFEYAGDAREFTPYAA
                     NAKRSRLEQEVNIDFYKREIFTYADACIVTVKITNPDGSTEYQKGEISTENIVCTNIV
                     WGEDEVSFEMRASASNPLNAAAPAADYLLAIRVNKSGTVHVEGVHDGFPCYEFYKQVD
                     FGPFESIYIHDFRETNDTPAALAGEMEYSFKTTV"
     gene            4893715..4894299
                     /locus_tag="DJ46_5250"
     CDS             4893715..4894299
                     /locus_tag="DJ46_5250"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63647.1"
                     /translation="MTNIIKIRASVFIPMSWTEAKMDMETGQVIQFEGDSREFTPHAV
                     NTMRSRVEQEVVVDFYKQEVFSYANTGITTEKVISPDGSVNKRTGKASTENIVCTDIV
                     WNSGGVQFKMSASASNPLNVYAPPVDYVLNVCVKKDGSIDVQGEHDGFPCFEFYKQVD
                     FGPFEKIYTHDFRETGDTAAALGGNMDYSFTKRL"
     gene            4894508..4896172
                     /gene="cdr"
                     /locus_tag="DJ46_5251"
     CDS             4894508..4896172
                     /gene="cdr"
                     /locus_tag="DJ46_5251"
                     /EC_number="1.8.1.14"
                     /note="coA_CoA_reduc: CoA-disulfide reductase"
                     /codon_start=1
                     /transl_table=11
                     /product="CoA-disulfide reductase"
                     /protein_id="AIK63930.1"
                     /translation="MSRKIVVVGGVAGGASVAARLRRLSEEDEIIMVERGEYISFANC
                     GLPYYIGGVITERQKLLVQTVERMSKRFNLDIRVLSEVVKINKEEKTITIKNVTTNET
                     YNEAYDVLILSPGAKPIVPSIPGIEEAKALFTLRNVPDTDRIKAYIDEKKPRHATVIG
                     GGFIGVEMVENLRERGIEVTLVEMANQVMPPIDYEMAAYVHEHMKNHDVELVFEDGVD
                     ALEENGAVVRLKSGSVIQTDMLILAIGVQPESSLAKGAGLALGVRGTIKVNEKFQTSD
                     PHIYAIGDAIEVKDFVTETETMIPLAWPANRQGRMLADIIHGHTDSLYKGTLGTSVAK
                     VFDLTVATTGLNEKILKRLNIPYEVVHVQANSHAGYYPNATPVLIKLIFNKDSGKIYG
                     AQTLGRDGVDKRMDVIATAIKANLTVLDLPDLELSYAPPYSSAKDPVNMVGYAASNIV
                     DGFVDTVQWHEIDRIVENGGYLIDVREPNELKQGMIKGSINIPLDELRDRLEEVPVDK
                     DIYITCQLGMRGYVAARMLMEKGYKVKNVDGGFKLYGTVLPERIVY"
     gene            4896358..4896621
                     /locus_tag="DJ46_5252"
     CDS             4896358..4896621
                     /locus_tag="DJ46_5252"
                     /codon_start=1
                     /transl_table=11
                     /product="metal-sensitive transcriptional repressor family
                     protein"
                     /protein_id="AIK61456.1"
                     /translation="MEYNQDMKNRLKRIEGQVRGVLRMMEEGKDCREVITQLTASRSA
                     LDRTIGLVVGTNLEQCLREQFESGNGSNEELIKEAVQLLVKSR"
     gene            4896710..4897270
                     /locus_tag="DJ46_5253"
     CDS             4896710..4897270
                     /locus_tag="DJ46_5253"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AIK66141.1"
                     /translation="MSIKVDMSLDCKGLACPMPIVKTKKAIEGLASGQVIEVKATDKG
                     STVDIKSWANKVGHQYIGTKHESDILMHYVRKAHEHEVNEVVKYPHTITNIELEEILV
                     SGEECTVLDVREAAEFAFGHIPSATSMPLGELESLVLDKTKQIYVVCRTGNRSDVACQ
                     MLKEKGYTNVKNVIPGMIEWQGNIEN"
     gene            4897309..4898439
                     /locus_tag="DJ46_5254"
     CDS             4897309..4898439
                     /locus_tag="DJ46_5254"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK63412.1"
                     /translation="MEVKSLQAKDVAEKVLFGELFILDVRNETDYEDWKIEGKQISSI
                     NKPYFDLLDGVDQIVSELPKDKDVLVVCAKEGSSIFVAEQLTEAGLENIYYLAGGMKA
                     WSEYVKPIKVGDLKNGGSMYQFNRLGKGCLSYMVVSNGEAAVIDAIRTVEAYEQFAKE
                     NGVTITNVMDTHLHADHISGGRKLAEKVGGTYWLPPKDAEEVVFSYEPLVEGSVITVG
                     GTKIEIDALYSPGHTIGSTSFIVDNSYLLSGDILFVDSIGRPDLAGKAEDWVSDLRNT
                     LYSRYKELSQSLIVLPAHYSKISEMDESGIVSAKLKDLFEHNAGLNIEDEGEFRKVVT
                     ENLPPQPNAYEEIRQTNMGKIHPSVDEEREMEIGPNRCAVHK"
     gene            4898471..4898701
                     /locus_tag="DJ46_5255"
     CDS             4898471..4898701
                     /locus_tag="DJ46_5255"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfurtransferase TusA family protein"
                     /protein_id="AIK62918.1"
                     /translation="MMNVKQVLDAKDLACPMPIVRTKRAMDTLQTGEVLEVQVTDKGS
                     VKDIPVWANKSGHDIVKHEEEGDVLKFWIKKA"
     gene            4898732..4898893
                     /locus_tag="DJ46_5256"
     CDS             4898732..4898893
                     /locus_tag="DJ46_5256"
                     /codon_start=1
                     /transl_table=11
                     /product="putative rhodanese-like domain protein"
                     /protein_id="AIK64475.1"
                     /translation="MNTILSTLFIVLAAWFVISRFLPVERCSKYKRKRIKKYSRKTGK
                     VLYRCSYSR"
     gene            4898910..4899092
                     /locus_tag="DJ46_5257"
     CDS             4898910..4899092
                     /locus_tag="DJ46_5257"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AIK63936.1"
                     /translation="MKGFQNIPLNDLASKTNQLDKNREVIVICQSGMRSKQAAKMLKK
                     LGFQHVINVSGGMNGL"
     gene            4899107..4899403
                     /locus_tag="DJ46_5258"
     CDS             4899107..4899403
                     /locus_tag="DJ46_5258"
                     /codon_start=1
                     /transl_table=11
                     /product="rhodanese-like domain protein"
                     /protein_id="AIK66037.1"
                     /translation="MKEMIAKELEEKLLRKEAVNIVDVREVEEVAEGKIPEACNIPLG
                     LLEFRMHELDKKKEYIIVCRSGGRSARAVQFLEGYGFRVINMVGGMLAWEGKVE"
     gene            4899464..4899943
                     /locus_tag="DJ46_5259"
     CDS             4899464..4899943
                     /locus_tag="DJ46_5259"
                     /codon_start=1
                     /transl_table=11
                     /product="dsrE/DsrF/DrsH-like family protein"
                     /protein_id="AIK63210.1"
                     /translation="MEQQKKTTIVLFSGDYDKAMAAYIIANGAAAYDQEVTIFHTFWG
                     LNALRKDEHVEVKKTFIEKVFGKMMPRGADKMGLSKMNFAGMGPKMIKGIMKKHNAMP
                     LPDLIDLAKEQGIKLVACQMTVDLLGLKEEEIMEGVEFAGVGAYLADASDGNVNLFI"
     gene            4899977..4900741
                     /locus_tag="DJ46_5260"
     CDS             4899977..4900741
                     /locus_tag="DJ46_5260"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite exporter TauE/SafE family protein"
                     /protein_id="AIK61196.1"
                     /translation="MSLVVLLFIIGFIGSFISGMVGIGGAIINYPMILYIPVLLGFTG
                     YTAHEVSGITAVQVFFATFAGAWAYRKSNDMDKTLVVYMGASILIGSFIGSFGANALE
                     EHTVNVVYAALATIAAIMMFVPKRNNGDELKYNKWLASLLAFIVGGASGIIGAGGSFL
                     LVPIMLVILKLPIRRTIATSIAITFISSVGITTGKVITGQVVVMPALIIAIASIFAAP
                     LGARVGKRINQKALQYMLSILIVGTAVKMWIDMISK"
     gene            complement(4900775..4901215)
                     /locus_tag="DJ46_5261"
     CDS             complement(4900775..4901215)
                     /locus_tag="DJ46_5261"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial sensory transduction regulator family
                     protein"
                     /protein_id="AIK61978.1"
                     /translation="MKAAVKHNISDFKDYLKSNDIYMEENIDENDGSVHFSVGLETEA
                     GAKIQLIAAFQNEHPTVDIYCFNVAHVPDATATNDILHVINELNTSYRFAKFTLNKQN
                     AIDISTSLAFSEPNFNPALVFEHTRMLYKLANDEYKNLMKVIWA"
     gene            complement(4901361..4902557)
                     /locus_tag="DJ46_5262"
     CDS             complement(4901361..4902557)
                     /locus_tag="DJ46_5262"
                     /note="lytR_cpsA_psr: cell envelope-related function
                     transcriptional attenuator common domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="cell envelope-related function transcriptional
                     attenuator common domain protein"
                     /protein_id="AIK62596.1"
                     /translation="MEQNPSLQENTRSKPKKSKKKIKIIISVILFFLIVGGGYTWFLV
                     NKASSAVRNAAHDLARGDKSDLRDKAVKPITNNVSVLVMGVDESDVRGKEYGEAIRTD
                     ALLLATFNKDSKTVKLLSIPRDTYTYIPVEKKKDKITHAHAYGSTKNGKDGGPQASID
                     AVEKLLNVPVDYFVKFNFKSFMKIVDDLGGIEVDVPVEFTEQDSNDNADAIHLKKGVQ
                     KLNSEEALALARTRHIDSDAMRGQRQQLVIEAILEKLTSVGSVTKVGNIIDDINGQFV
                     TNLTFDDMLSFYKYGADSSIEKLQIQGDDCYMEKGDDTCSKSAGGGRTYFYNPDKKEL
                     AKVTNDLRTHLGLPAYTKTDSDSKKTSTEKTKESKSENSSERESSNNESKNSNEDKET
                     SSNDNE"
     gene            4902871..4903869
                     /locus_tag="DJ46_5263"
     CDS             4902871..4903869
                     /locus_tag="DJ46_5263"
                     /note="oxido_YhdH: quinone oxidoreductase, YhdH/YhfP
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="quinone oxidoreductase, YhdH/YhfP family
                     protein"
                     /protein_id="AIK64540.1"
                     /translation="MNHTSFRAIVVNETESKQFVRNVVAREVSSLPEGDVFIQVHYSS
                     LNYKDALSATGNKGVTRIYPHTPGIDAAGVVVSSKDATIKAGDQVIVTGYDLGMNTSG
                     GFGEYIRVPASWIVPLPEEMSLKESMMYGTAGFTAALSVYKLIGAGITPSMGDVLVTG
                     ATGGVGSVAVSILSKLGFNVVGATGKMEEEEMLLRLGAKKVIHRAELNDESGRPMLQG
                     IYAGVIDTVGGHMLETALKTVKYGGCVTTCGNVAGQELQTTVYPFILRGISLLGIDSV
                     QCPVDVRRDVWTLLANEWGNKELRSYTEECILEELDEKFTLILQGRLKGRTVINMK"
     gene            complement(4903904..4905559)
                     /locus_tag="DJ46_5264"
     CDS             complement(4903904..4905559)
                     /locus_tag="DJ46_5264"
                     /codon_start=1
                     /transl_table=11
                     /product="na+/Pi-cotransporter family protein"
                     /protein_id="AIK62696.1"
                     /translation="MEYNVQDMIFQFIGGLGIFLFGIKYMGDGLQQAAGDRLRDILDR
                     FTTNPLMGVLAGMLVTVLIQSSSGTTALTVGLVSAGFMTLRQAIGVIMGANIGTTVTA
                     FIIGIKIGEYALPIMAVGAILLFFFKNKKVHSLGQVIFGFGMLFFGLELMSTGMKPLR
                     SLESFQELTVSMSDNPILGIVVGTVFTLIVQSSSATIGILQELFGQGAIDLQAALPVL
                     FGDNIGTTITAVLAAIGTSIAARRAALVHVIFNIVGTIIFTILLIPFTNLIQYFQTSL
                     NLNPEMTIAFAHGTFNVTNTIIQFPFIAVLAWIVTKIIRGEDAAIDFKPQHLNPIFIE
                     QSPAIALTEAQKEIIRMAEFSLHGLKEANQFLNTQDKKHVDMATQLEGAINNLDKKIT
                     EYLVLLSEKPLSPTDSEKHSVLAGVVGDIERVGDHVENLVELVDFQISNRVSLSNEAL
                     AELNEMLELTISTLQDAINALTNFDTELAQTVIAKERKIDQMERVLRKRHVLRLNERS
                     CSGDASIIYVDMVSNLERIGDHAVNIADGVLGEQGKINLKQSL"
     gene            complement(4905890..4907089)
                     /locus_tag="DJ46_5265"
     CDS             complement(4905890..4907089)
                     /locus_tag="DJ46_5265"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK65025.1"
                     /translation="MGEAILVKREPLWTKEFVALILANLCMFLGFQMLIPTLPVYVKE
                     IGGTSSNIGFVVGMFTVAALFVRPLTGNALQKFSKKIILMIGTAICLLAMGSYLFAST
                     VFLLLAVRILHGAGFGITTTTYGTVVSDLIPQARRGEGMGYFGLSGTIAMALGPLIGL
                     WLMQTYNFTILFLCALSCTIVSLILTKLLQIKKSPQPPKQTSGTFLDGFIERKALLPS
                     LLILCITLMYGGIGSFITLFATEVGIADISLFLFNALAIAVTRPFSGKLYDAKGHSFV
                     IIPGVIITFAGIILLSYTTTIPSLIIAAACYGSGFGAIQPALQAWMIDRVAPHRRGVA
                     TATFFSAFDLGIGAGAIIFGFIAHFTNYATVYRYSSLLLIAFLFIYITSVKKQKHGDK
                     NTEKAAG"
     gene            4907408..4908496
                     /locus_tag="DJ46_5266"
     CDS             4907408..4908496
                     /locus_tag="DJ46_5266"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63743.1"
                     /translation="MRRLGISIYPEHSTVEKDKEYLTLASKYGFNRVFTCLLSVDGEK
                     EKIIEEFKETISHANALGFQVLVDISPAVFEQLGISYNDLSFFHELGAYGIRLDVGFS
                     GLEESIMTYNPYGLKIEINMSNGTKYVDNIMSHRPNRENLIGCHNFYPHRYSGLSYNH
                     FITCSKQFKDYGMRTAAFISSFDATYGPWPVTEGLCTLEQHRELPMTTQAKHLFATEL
                     IDDVIIANAYAPEEELQALGALNKEKQTFDIELYDTTTELERIIVLDEPHFYRGDVSE
                     YMIRSTQSRVKYKKEEFKPHHTREIKRGDLLTDNEQYGQYKGELQIALKDMVNTGKTN
                     VVGRIVEEEIFLLDYLQAWDKFGFTLKR"
     gene            4908569..4910509
                     /locus_tag="DJ46_5267"
     CDS             4908569..4910509
                     /locus_tag="DJ46_5267"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Lactose/Cellobiose specific IIB
                     subunit"
                     /protein_id="AIK64089.1"
                     /translation="MTKVHQRLISILEEFLEEKSMLNRAFLASRLHVSTKTIQKDIKL
                     LNDILEENGAKIESQRGTGYELEIIQTKKFEEFCVSLFQKQTEKIPTSYEERIAYILQ
                     RILTTEGYVKLSQLAEEIYVSKSTVNLIMKDVTDICGRYQLQIEKRPYYGIRIVGEEF
                     HIRSCLSQYGLPRYDHTPFHEQFEQSDTYVSLPHIPLIRSVILKYIEGGTIYLSDIEI
                     DNLVIHIAIALKRCEDQHYMKGLNEEQAELIIKKEYAIAKQIVGDLEKELHLSFPEEE
                     VLYVTMHLLSTAVTSKDRYENVEELLGKDLYAFMQHILFKVAEERNLVFYYDEELLFG
                     FGVHLKTLLNRLKYKLNTRNPLLAEVKKNYPYAFEIAVLVGDIIGEYTGESIPESEIG
                     YIAIHFGGAMSRLQEQNQKKRCLLVCATGQGSAQLLKYKILSQFRDKLEIVGITGYYQ
                     LKVEDLYKEKIDCIISTIHIPSGLPVPIIKVNSIFDDKEIKSIGQQLFTHVNNSVQQY
                     MKEDLIFLNHSASTKEEVIQFLCEKAAEKNYVPEHFYDSVMERENTSPTAVGNLVAIP
                     HPMQLLSAETFLMFCTLEKAVDWGDKKVQVIILFSVKRNNNEDLQRLYDFLYDIMSSQ
                     STIEKLTHAEGIEDFQEVLLSI"
     gene            4910621..4910941
                     /locus_tag="DJ46_5268"
     CDS             4910621..4910941
                     /locus_tag="DJ46_5268"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, Lactose/Cellobiose specific IIA
                     subunit"
                     /protein_id="AIK61785.1"
                     /translation="MADMQTPFALILHGGNARSVALEAIAFARQGDFENASEKMTLAS
                     EEISAAHRIQTDLIQEEARGNHAEISLLLVHAQDHLMNAITVKELAEEFITLHKRMEE
                     KVIA"
     gene            4910943..4911248
                     /gene="licB"
                     /locus_tag="DJ46_5269"
     CDS             4910943..4911248
                     /gene="licB"
                     /locus_tag="DJ46_5269"
                     /EC_number="2.7.1.69"
                     /codon_start=1
                     /transl_table=11
                     /product="lichenan-specific phosphotransferase enzyme IIB
                     component"
                     /protein_id="AIK64702.1"
                     /translation="MYILLCCAAGMSTSMVVRKMQEEAKKQGKDYKIKAVDSELVKLE
                     IKNADVVLIGPQVKYLFPAVQFLAKSYDIPVAIIEQRDYGMCDGLKVLKQAEQLVLA"
     gene            4911331..4912641
                     /locus_tag="DJ46_5270"
     CDS             4911331..4912641
                     /locus_tag="DJ46_5270"
                     /EC_number="2.7.1.69"
                     /note="lacE: PTS system, lactose/cellobiose IIC component
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, lactose/cellobiose IIC component
                     family protein"
                     /protein_id="AIK63882.1"
                     /translation="MNGFMSFMEQKIMPTTQKIAGQRHLLAIRNGVISTLPLTIVGSF
                     FVIFLNLPIDAYMEWIAPFRHILDIPFRFTVGLMALYAAFGVGASLANFYQLNQLSAG
                     LLSVLAFLLASVEPIQITKAVPGVIDAGRYISVGTLSATSLFGAIVTALIAVEIYHFM
                     IKHNISIKLPDSVPPAVSNSFAALIPTLAVILLFWGIRYGLKFDVNTTITYLIAPLKS
                     VLVGNNLFGGLLTVFLIVFFWSFGIHGPAILGPIIRPMWDSAILENMEVFTATGNAHQ
                     LPNLFTEQFIQWFVWIGGSGSTLALVIMFMFSKSKFLKELGRLSFVPGLFNINEPIIF
                     GAPIVMNPILIIPFVITPLVTTTVSYFAVVSGMIPLMMAKLPFTMLAPIAAVISTDWT
                     IMAGVLVLVNFVISFVIYYPFFKMYEKQQLAGEEKEKCSEQLSS"
     gene            4912617..4912895
                     /locus_tag="DJ46_5271"
     CDS             4912617..4912895
                     /locus_tag="DJ46_5271"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64278.1"
                     /translation="MLGAIIILITFVAGQCIAHYSKWVQSKSLLVLLLASIVFIGCSM
                     GAYVMLSLQSPYVIIVPTILCATCLSAKYRFTSMALIQRVKEMQKHGA"
     gene            4912885..4913970
                     /locus_tag="DJ46_5272"
     CDS             4912885..4913970
                     /locus_tag="DJ46_5272"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62486.1"
                     /translation="MERKLGISLYPEHSTKEQDMAYISAAARHGFSRIFTCLLSVNRP
                     KEEIIAEFKEIINHAKDNNMEVILDVAPAVFDQLGISYSDLSFFAELGADGIRLDLGF
                     DGLTEAKMTNNPYGLKIELNVSNDIAYLENILSHQANKSALIGCHNFYPQKFTGLPYE
                     YFIRCSERFKKYGIRTAAFITSHAANIGPWDINDGLCTLEEHRNLPIEVQAKHLWATG
                     FIDDVIIGNAYASEEELEKLGNLNRYMLQLKVHFVDEVTEVEKRATLQELHVRRVDIT
                     EYMVRSTEVRKKYKDYDFPVRKSVRQERGQVVIGNNSFGKYKGELQIILKEMPIDERK
                     NIVGTIAEEELFLLDYVGAWTQFTCVE"
     gene            complement(4914240..4915400)
                     /locus_tag="DJ46_5273"
     CDS             complement(4914240..4915400)
                     /locus_tag="DJ46_5273"
                     /codon_start=1
                     /transl_table=11
                     /product="3D domain protein"
                     /protein_id="AIK65900.1"
                     /translation="MKKFMGIATAAVFGLGIFTTSAKAETIVTTDVLNVRENPTTESK
                     VVGKLLDGYKVNVLHTENGWSKVKLNSGKEAFISADYTKDTYYVTANVLNVRAGANTD
                     SEILGKLKQDDVIETTHQVENGWIQFEYNGKTAYVHVPYLTGKAPVKVQPVVKAEKTT
                     TVQDTAKAVATTKAREVAETQAKAKAEEATKAREVAEAQAAAKAREAAKAQEAAKAQA
                     EAKAQEAAEAQAAAKAQEAAKAREAAKAQAEAKAQEAAEAREAAKAQKPATQQPVAKE
                     TETSAPSSSRELRVVATAYTADPLENGYKAGDQVKSALGHNLTANPNMKLIAVDPSVI
                     PLGSKVWVEGYGVAIAGDTGGAIKGNKIDVLMPDKGTSSNWGRKTVTVKVLN"
     gene            complement(4915971..4917146)
                     /locus_tag="DJ46_5274"
     CDS             complement(4915971..4917146)
                     /locus_tag="DJ46_5274"
                     /codon_start=1
                     /transl_table=11
                     /product="ftsX-like permease family protein"
                     /protein_id="AIK61700.1"
                     /translation="MNTSENIRMALSSIFAHKMRSILTMLGIIIGISAIITIISMGDG
                     TNAKFKKELGQGKDNEVTIYYNNPDYGTDNAKITADMLNRLQTVPGVKDVYPDVSMKV
                     KASAGSKDVNLDLKGGTGAFMTDSKIKLVHGRELNDSELNQAIPAVILNEEAFNKLFS
                     GWESNQYTDIKGKPYKIVGVYETKNDFGMPMPEGYTSLENAPVISGVTEYDSVRLTMT
                     SPTERKSVEKQAVSVLNEMKAPKFEHKFEAQDLGEFTKQLDESIGMMKMVFGGIAAIS
                     LLVGGIGVMNIMLVSVTERTREIGIRKALGATRGKVLTQFLIESCILTGLGGFIGFML
                     GIFFAWIVSIFAGWPLVVSKELGLLAVGISMLIGIIFGLLPANKAAKLDPIECLRYE"
     gene            complement(4917149..4917823)
                     /locus_tag="DJ46_5275"
     CDS             complement(4917149..4917823)
                     /locus_tag="DJ46_5275"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK61322.1"
                     /translation="MINLKGITKSFQNGAESIQILHGIDVTLNQGEFTSIMGPSGSGK
                     STLMNIIGCLDKPTTGTYELAGQNISNMSKTELAHVRNKEIGFVFQNFMLLPRLSALQ
                     NVELPLIYAGVDKKERRERSLAALTKVGLADRATHLPNELSGGQKQRVAVARAIVNNP
                     KFILADEPTGALDTKTSTQIMDLFYELNKQGSTIIMITHDREIGEAAARQIVIRDGNI
                     VQDWRG"
     gene            complement(4917820..4918926)
                     /locus_tag="DJ46_5276"
     CDS             complement(4917820..4918926)
                     /locus_tag="DJ46_5276"
                     /note="RND_mfp: efflux transporter, RND family, MFP
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="efflux transporter, RND family, MFP subunit"
                     /protein_id="AIK65889.1"
                     /translation="MKKKNKVLITSVVAIGIAAGSYFAFAGGGGSEVAMAYSGYKVTE
                     KQIENAQKFGGEVIPNGIETISFDPTKGTYELAVKKGDEVKKGQLLFKYNDPAAKQGV
                     TEAEMQKKIAQKEVTLFQKQIDAAKQKLQKDKNAGLPAEALKASEIEVQQLESQLEMK
                     KFEVEKSDEMIKAAKERVNTLSVTSPADGVIDDIVKIADEKTGMSGITLRHAGPFKVK
                     GQLSEYELASMKVGQEVTVSSKTVAGKTWTGKVTEIGSTPLKSMDENKTVSNYQFTVT
                     LDNSEELQNGFHVYVTSKSGEATGTIVPKSSIVKKGDKNVVFVIKDGKAKEQAVTVEF
                     ETDSEAKVSGVKKGEQIISKPEKDLKDGMEVVVE"
     gene            4919137..4919871
                     /locus_tag="DJ46_5277"
     CDS             4919137..4919871
                     /locus_tag="DJ46_5277"
                     /codon_start=1
                     /transl_table=11
                     /product="integral membrane family protein"
                     /protein_id="AIK63921.1"
                     /translation="MEAYFSAHPLKPFIPYSRQHAIILFIMLVGIVFLYQYQDVLRQN
                     EWNITVRYAIAILFIGSEIGLHMWEWKAGIFELATSLPFELCTISLLLASIMIVTKSY
                     RIYEIVFFTGIIGASQAILTPNLQYAFPHFRFIEYFIAHILLIWAPLFMTWVEGYRPT
                     VQSIKRTMIFLNILIPIVSFVNYKTGGNYMFLAHKPETASLLDMLGPHPYYIISLELA
                     ALIGCFILYMPFAKREGHTHKESLGS"
     gene            4919960..4920661
                     /locus_tag="DJ46_5278"
     CDS             4919960..4920661
                     /locus_tag="DJ46_5278"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK65207.1"
                     /translation="MVKKVFLNGMEVTIQFLISILGIIMLGALPKLFYGFKLDVSKYI
                     QSLKEVFVNLMDISNLQYVRGKFLFPQLFVHYKETIIIFLAAFFISLFIAFCIVYVIM
                     SSSPRIQHRIKSFLIFLESIPDILLILVSQILVVWFFKQTGFLPFQIASIGGESIRGL
                     PILCLSIPTTIMFVKMVVLRFENELEKDYVLFAKAKGLGRFHILNRHILRNVLLSTLF
                     FAKTNIFLCYLIYIL"
     gene            4920827..4921831
                     /locus_tag="DJ46_5279"
     CDS             4920827..4921831
                     /locus_tag="DJ46_5279"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK61997.1"
                     /translation="MWTYIKRDKRFWISIGFLLLLVLLSIGNTLWNDGHIRQVTLQYD
                     ADENPQVPPFSPSLQFLLGTDRKGYDLLHLVIEGAKWTIGISILIAALRMVIGVFFGV
                     VLGAYIKRGFSKIESFFDSFTVIPTVMIAYFFLQFASTFGSGEETTTFFERASFQVVL
                     LVMLVMPVIALYVAKEVRKLRTEEFVDAARILGGSRRHIVIKHLFPHLYMTFILVFFQ
                     QFTQTLTILLHLGLLEIFFGGTVKFLGPIEEIESYTHEWSGLIGVYFRSLTVNPWIPL
                     VPITFFGLTIFSGNMIVKSIEEAMMKVRLGGELKKDVAEGEQSVVQSKEELFTFKHTM
                     "
     gene            complement(4921876..4923192)
                     /gene="brnQ"
                     /locus_tag="DJ46_5280"
     CDS             complement(4921876..4923192)
                     /gene="brnQ"
                     /locus_tag="DJ46_5280"
                     /note="livcs: branched-chain amino acid transport system
                     II carrier protein"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="AIK61791.1"
                     /translation="MRTTLKPAQILSISLLLFAVFFGAGNMIFPPLLGLSSGENMWIS
                     ITGFIITDVGLSLLAIVAVALAGGSFNTLASRVHPKFAAIFAIIIYLSIGPLFVIPRT
                     GSVSYEIGIAPLFPDQWYSMLIFSAIFFTVVYFLSLNPSKLVDHIGKILTPILLGIIA
                     IMATKAILSPGTFAEPVGDYKEIPFFKGFLEGFLTLDAIGALVLSTIVVNAIRQNGIP
                     EKKSIAKYTIICGSIAALFLTIVYFLLGYIGASNGNLGQFENGGQLLATVMYHFFGTS
                     GNVLLSIAIIFACLTTAIGVVSAFANYFATVLTNVSYKKLVLYVCIFSFIISNLGLSL
                     LIKITLPVLIILYPITIILIFVSFIDKYTKRKPSVYIGAMIAAFLISCIHALDNVGMI
                     PNFIANIVHTIPFYNLGIGWIIPAIIGGIIGYFIPQTEAEGEVSTK"
     gene            complement(4923411..4923980)
                     /locus_tag="DJ46_5281"
     CDS             complement(4923411..4923980)
                     /locus_tag="DJ46_5281"
                     /codon_start=1
                     /transl_table=11
                     /product="manganese containing catalase family protein"
                     /protein_id="AIK61842.1"
                     /translation="MWIYEKKLQYPVKVGTCNPALAKLLIEQYGGADGELAAALRYLN
                     QRYTIPDKVIGLLTDIGTEEFAHLEMIATMVYKLTKDATPEQMKAAGLDPHYVDHDSA
                     LHYHNAAGVPFTATYIQAKGDPIADLYEDIAAEEKARATYQWLINQSDDPDINDSLRF
                     LREREIVHSQRFREAVEILKEERDRKIYF"
     gene            complement(4923993..4924256)
                     /locus_tag="DJ46_5282"
     CDS             complement(4923993..4924256)
                     /locus_tag="DJ46_5282"
                     /codon_start=1
                     /transl_table=11
                     /product="cotJB family protein"
                     /protein_id="AIK65346.1"
                     /translation="MNQPLPEEYYRLLENLQELDFVLVELTLYLDTHPDDTAAINQFN
                     DFSYKRRVLKQQMEEKYGPLQQYGNSYSNAPWEWSKGPWPWQI"
     gene            complement(4924265..4924480)
                     /locus_tag="DJ46_5283"
     CDS             complement(4924265..4924480)
                     /locus_tag="DJ46_5283"
                     /codon_start=1
                     /transl_table=11
                     /product="spore coat associated JA family protein"
                     /protein_id="AIK62545.1"
                     /translation="MDKYMKSYVPYHSPQDPCPPIGKKYYSTPPNLYLGFQPPNLPQF
                     SPKEALQKGTLWPVFYDYYENPYKKGR"
     gene            4924581..4924934
                     /locus_tag="DJ46_5284"
     CDS             4924581..4924934
                     /locus_tag="DJ46_5284"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK64916.1"
                     /translation="MEQCIVLEVKNLKETLYFYEGILGIKPSLERPQLDVTGVWYDSD
                     SKRISFVMNRMLGGREKGVTDSCEVLTFTISNIEKLKKKLAFYEILYTENECAKSIVV
                     QDPDGYKLQVVEKDE"
     gene            4924949..4925728
                     /locus_tag="DJ46_5285"
     CDS             4924949..4925728
                     /locus_tag="DJ46_5285"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65071.1"
                     /translation="MERNYEESALFEHQFWLKVLSDHAQFLLDALAPKEKEDIKKATY
                     FVELFTNLLNKVRNVNLVAFSKEAEQAAKEIRMFKLNIIQKQLEGKITIHFTPTFINH
                     MVNEVEEYITVLEFLKKGEVPPVFHELHYHLVWLTDAAGHAGSISGGLDLVEKRLKEK
                     SEEFEKHFEQFYLKAVEMTGYLRTELHHFPALKKFTKDVSIELKLFSHFLHEVEELEL
                     SNEILSALSARMADHMAREECYYLLKLAQSSGLEMPKCNPL"
     gene            complement(4925746..4926558)
                     /locus_tag="DJ46_5286"
     CDS             complement(4925746..4926558)
                     /locus_tag="DJ46_5286"
                     /note="ku_bact: Ku protein"
                     /codon_start=1
                     /transl_table=11
                     /product="Ku protein"
                     /protein_id="AIK64908.1"
                     /translation="MHTVWKGALSLGLLNIGIKLYSAVDENDIKFLSLHKECLTPIKY
                     KKFAPDCTDEEVDDKDIVKAYEYAPHKYIIMDEKELSALQKAHEPRSIRIISFIQNNE
                     IDSVLYDRSYFIGPTPGHEKSYLLLKEALERTNKLGLIYISIRKKQHLAIIRNFEDGL
                     MLQTIHYPNEIRDITNIPNLPSNENYPIQKQELTAAINLIHHLTNPFEQELYTDEYKE
                     ALTELIENKIEEQEKTETISPAPNIINIMETLQASIEQAKIKRDNKTEKEAK"
     gene            4926911..4927192
                     /locus_tag="DJ46_5287"
     CDS             4926911..4927192
                     /locus_tag="DJ46_5287"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65934.1"
                     /translation="MKKLISRLRVVFHVRRFVPFLFDFFTSKEVSIKKKILSIAFLVG
                     YVAMPLDLIPDFLPFIGILDDIGIVLFILNRIVKMAPVQLQEKHNVNVG"
     gene            4927203..4927808
                     /locus_tag="DJ46_5288"
     CDS             4927203..4927808
                     /locus_tag="DJ46_5288"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63631.1"
                     /translation="MEQIILDIIEFLKQFSYFGVVLALTFEFIPAEVVLPMVGYWVYE
                     GDMNFWLAVLAGTLGGTTGPLTLYALGYYGGRPLLIKYGKYFFIKEEQIQKADDFFEK
                     YGPVVAFVGRFVPGVRTLISVPCGMAKMNIWKFSIYTFVAMFPLTTLYVYFGMKLGPH
                     WEKAADVVGQYMLPILLVVVIVVGGILIYKFMKKRNSTESI"
     gene            4927913..4928281
                     /locus_tag="DJ46_5289"
     CDS             4927913..4928281
                     /locus_tag="DJ46_5289"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65187.1"
                     /translation="MSCECSGTALTCCPDKNYVQDKVCSPWSATVVATAIDNVLYTNN
                     INQNVVGTGFVKYDVGPGPITVEALDSAGTVIDTQTLNPGTSIGFTYRRFDIIQVVLP
                     ATPAGTYQGEFCITTRYPLS"
     gene            4928302..4928646
                     /locus_tag="DJ46_5290"
     CDS             4928302..4928646
                     /locus_tag="DJ46_5290"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63014.1"
                     /translation="MGMRSSSLSCCSNKTLVQDQVCTDWSITGAGTQIVYTNNIAQEV
                     YGSGYVKYDVGTAPITVDFLVGATVVDTITVQPQSSGTFTVRYFTTVRITTTGTTVNQ
                     GEFCITVRYPIS"
     gene            4929484..4931943
                     /locus_tag="DJ46_5291"
     CDS             4929484..4931943
                     /locus_tag="DJ46_5291"
                     /codon_start=1
                     /transl_table=11
                     /product="fibronectin type III domain protein"
                     /protein_id="AIK64553.1"
                     /translation="MDRTALRKVKGLIGLLMVFVLAFVSFPWSTSVKAEEKKQEKVPS
                     EKKIVFPVVSDVHIKNSGTDDTFRWKRAIEQLNTLAPKQDAFVIVGDFTDTGSLQQYD
                     RFMQVYNENENKDAVRMNSLGNHDYWNGLSVEGAQKRFLEKTGMESIYYHKVVKGYHF
                     LVMSPENGTTHGYYSDKQINWLKEEMAKAQKDDPEKPIFVFLHQHIKETVYGSHEWGT
                     QDSAKINAVLKEYPQAITFSGHSHYPLDDPRSIHQKDFTSVGTSSISYMEVEGGKVQG
                     NIPPGASTLSQGLLVEVDDEEVTINRRDFHTNSWTGEPWKIKLPAKKETFTHVEDRDK
                     EKPSFSTDAKLSVSNVTENAATVTFPQALDNLLVHSYRVQARDKQTGEIKNKLLAFSE
                     FYRDPVPKDLTFTLAGLDGGKTYTLEVVAIDSFGNESAQPLTAEVTTKKDNIDPNVKV
                     PKADVFDVNFLDGTFKDNSSFGTKGDVKGNVSIAYDKALKTNVMKLNGQANTFGYLPF
                     SAAQKEKVANTFTLETVFSMNEIRGQGILQNTESGGIGFESTGSGNVELWAHIGGSYK
                     RVGVQLEANKTYHLTGTYNGSEVAIYVDGKKANSQPAKGKVSHPNVPFAFGADPDSNG
                     NGGIPLNGQIALARLYSKALSSSEVLAAYNEFSNRTKLEQVNALYEELGKVKEVLAGT
                     YEFGDKPGQYSKEAFQELEKSYNNAKQAFENVGSTGEQIVQTYNELKTANVTFVQSKV
                     VEQPKTPKEKLQINIESAKAVVKKAQDANVTDGSVKALSQKITVAETVVKDVKVKDAQ
                     VETMNRTLEYTISLVEKSINK"
     gene            4932023..4932226
                     /locus_tag="DJ46_5292"
     CDS             4932023..4932226
                     /locus_tag="DJ46_5292"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64397.1"
                     /translation="MEEKKLKRILEYVWIAVVLLVGYYFLKEKSIWVLFLMTFLLAGL
                     GTLFINFFFDSLNAWKKKKKGTK"
     gene            4932239..4932409
                     /locus_tag="DJ46_5293"
     CDS             4932239..4932409
                     /locus_tag="DJ46_5293"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63197.1"
                     /translation="MQKWKLIYQVIIFLLLVGIGVFKYATPIGNWASFTACIGIFFIL
                     QSLTKKYNSTER"
     gene            complement(4932438..4933841)
                     /locus_tag="DJ46_5294"
     CDS             complement(4932438..4933841)
                     /locus_tag="DJ46_5294"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK61276.1"
                     /translation="MKSLLRKKALSTESPRQLQRTLTALDLTFLGIGAVIGTGIFVLT
                     GIVAAKHSGPGIMLSFLIAAFTCACVAFCYAEFASSIPVSGSVYTYAYMTVGEVVAFI
                     VGWCLMLEYLLAVAAVAVGWSGYLQSLLQGFNIHLPAIIASAPGVGKGGLIDLPAVCI
                     LLIITVLLSFGIRESARINNIMVLIKLAVIIAFIVAGAKYVKPENWTPFIPFGYDGII
                     TGAATVFFAFLGFDAIATAAEETKKPQRDLPIGIIGSLLICTVLYMIVSFVLTGMVPY
                     TQLDVSDPVAFALHFVGEDTIAGLLAVGAMTGMTTVLLVVMYGQVRVSYAMSRDGLLP
                     KALARVNKRVKIPLLNTWITGVVAALLAGLLDLHVLANLVNIGTLTAFTFVCCAVLIL
                     RKTHPDLKRGFRTPFVPVLPVVAILCCLYLMINLSKTTWISFAIWLIVGLCFYFFYSR
                     KHSHLATEKTNDEQKKA"
     gene            4934117..4935244
                     /locus_tag="DJ46_5295"
     CDS             4934117..4935244
                     /locus_tag="DJ46_5295"
                     /note="2a37: transporter, monovalent cation:proton
                     antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transporter, monovalent cation:proton
                     antiporter-2 family protein"
                     /protein_id="AIK63139.1"
                     /translation="MLFYFELVVILLCTKLAGDISVRLGQPSVLGKLIVGIIIGPAVL
                     GIINSSELIDELSEIGVLLLMFMAGLETDLEELNRNLKSSFAVAAGGIIFPFIGGYVT
                     GLLFGLIQSHAIFLGLLLCATSVSITVQTLRDLGKMNTRESTTILGAAVFDDVIVVIL
                     LAFVMSFLGTQDVNITLVIVKKIIFFVSIVFIAWKVVPWIMKMLVPLRVTEALISAAL
                     IICFSFSYYSEMMGIAGIIGAFAAGIAISQTEYKHEVEHKIEPIAYAIFVPVFFVSIG
                     MEITFQGIGSQLWFIIIMTLIAIFTKLIGSGLGARLTGFNLQSSISIGAGMVSRGEVA
                     LIIAANGLAANLLAKENFTAIVIVVILTTIITPPLLKKYFV"
     gene            4935370..4935684
                     /locus_tag="DJ46_5296"
     CDS             4935370..4935684
                     /locus_tag="DJ46_5296"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61931.1"
                     /translation="MRITKGKIIGVIILLLLCIPFTAWKESKVKDFPVSIFSEEADGE
                     YDQKLKYTAFLPDVAIWMNGWEKKWTEGERTVYQKGNRIVNVFHPPGDDGFYLLEARE
                     NK"
     gene            4935714..4936577
                     /locus_tag="DJ46_5297"
     CDS             4935714..4936577
                     /locus_tag="DJ46_5297"
                     /codon_start=1
                     /transl_table=11
                     /product="SIS domain protein"
                     /protein_id="AIK61047.1"
                     /translation="MKASTLLFKIESNMDQFSPAEKKVAMYIMENAEIVPNLTTKEVS
                     TNAGASEASVVRFCKSIGIGSFKAFKIALVRELTIADYNINDFSVMNTEDGPYDLFNK
                     VTYVNKAAIEASVTAIDKKELEKAADRIVNADKIIFYGVGGSATPAMDGAYKFTRLGF
                     TAMMLSDFHMMLPLVTNLKEGDIFVAISTSGRTKDVLEMAQYAKRQGATVIAITKLDQ
                     SSPLYKEADIRLCMPDVEQDHRIASIASRMTQLNMIDALYVITFNRIGNKVLDQFMET
                     REEALRLRKLK"
     gene            4936733..4937617
                     /gene="murQ"
                     /locus_tag="DJ46_5298"
     CDS             4936733..4937617
                     /gene="murQ"
                     /locus_tag="DJ46_5298"
                     /EC_number="4.2.1.126"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramic acid 6-phosphate etherase"
                     /protein_id="AIK63148.1"
                     /translation="MLENLSTEHRNEKTMNLDEMNIKEVLQSMNEEDRTVALAVEKEI
                     EHIEKVVRVVIQSFEEEGRLIYIGAGTSGRLGILDAVECPPTFGTDDKMVQGFIAGGL
                     KAFTKAVEGAEDREELAEEDLKSIGLNEKDTVIGIAASGRTPYVIGGLKYANSVGAST
                     ASISCNKNAEISKYAKLNVEVETGAEILTGSTRLKAGTAQKLVLNMISTASMIGVGKV
                     YKNLMVDVQSTNEKLVERSKRIIVEATGVSYEVAAEHYEKAERNVKAAIVMVLLQCEY
                     GEALEKLKQAKGFVKKAL"
     gene            4937642..4939006
                     /locus_tag="DJ46_5299"
     CDS             4937642..4939006
                     /locus_tag="DJ46_5299"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase system, EIIB family protein"
                     /protein_id="AIK62538.1"
                     /translation="MKKEERMAKEISEQLGGVKNIRGIAHCMTRLRLTLHDESKVNMD
                     LLKKVEGVMGVIEDETLQVVVGPGTVNKVAAEMEGLTGLRIGEVADYHLEDLGQEMKS
                     EIKKKNNTPVKNFLRKIGSIFIPLIPGLVASGIINGVANFAKNAGADPNATWLQMLLL
                     IGGGIFTFLGILVGWNTAKEFGGTPVLGAIAGILIFNPAMANVKLFGEALVPGRGGLF
                     AVIFAAWLMVVVERQVRKAVPNAVDIIITPLITVLVVSIVTMLAIQPVAGFLSEGITN
                     GINGILNIGGAFAGAVLAGTFLPLVMVGLHHGLTPIHMEFINQTHVTPLLPVLAMAGA
                     GQVGAAIAIFVKTKNKRLRNVIKGALPVGFLGIGEPLLYGVTLPLGKPFLTACLGAAV
                     GGAFQAVMKTAALGIGVSGLSLIPLIADNKYLLYFLGLVVAYTFGFIFTYFFGFKEEM
                     AENI"
     gene            4939055..4940119
                     /locus_tag="DJ46_5300"
     CDS             4939055..4940119
                     /locus_tag="DJ46_5300"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66395.1"
                     /translation="MLGVSIYLSKERVKKQEEWLKVAKKNGFLSIFTSLHIPEDDPNT
                     YKELIQILGKQALENEMELMVDVSQKSLHHLGMTYENVEELVEWGITGLRMDYGITPK
                     EIARVSHKMKVALNASTITDSFWKELLSENIRVKNVEAWHNFYPRPETGLAKSFLQKQ
                     NEYLHECGIKTMAFIPGDGEKRGPLYEGLPTLEKHRYMRPLEAYLELVQGCGVDKVLI
                     GDISGRVESVQEIASASRGIIPLRYEPLIEKSEVLKMVEQVHTNRLDPARDVIRSVES
                     REEHKVILQPMNAIVRKKGSITIDNELYGRYAGEMQVAIHDLPADEKVNVVGMVVEED
                     ISLLPYVGAGKMFQLFCAIE"
     gene            4940280..4940684
                     /locus_tag="DJ46_5301"
     CDS             4940280..4940684
                     /locus_tag="DJ46_5301"
                     /codon_start=1
                     /transl_table=11
                     /product="doxX family protein"
                     /protein_id="AIK64458.1"
                     /translation="MNQYIGNLIIRIVLGVTFFAHGLAKFQSGIDNVAGWFTSIGLPG
                     GLAYGVATVELVGGILLIIGLGVRYVGLLFALILAGAIVKVNGAAGLLGDGKNPGYEL
                     DLALLSMGAYLFVVKAEGYVDRFLKEKVMKTK"
     gene            4940840..4941241
                     /locus_tag="DJ46_5302"
     CDS             4940840..4941241
                     /locus_tag="DJ46_5302"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63237.1"
                     /translation="MPKSNLEMIRSTYEGSASSNAKHLAEALSEIAEWTEAEGFPYGG
                     TYIGVEAIMENVFSRLGSEWDDYKASVNTYHEVNGKDVIIAEGIYSGVYKKTEKSFEA
                     EFVHVWQLENGKIVKFKQYVDSHLVREAMKS"
     gene            4941241..4941726
                     /locus_tag="DJ46_5303"
     CDS             4941241..4941726
                     /locus_tag="DJ46_5303"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65655.1"
                     /translation="MLFKWIVGICITSIVIISSIVGGKKLLAYVEKENKNIQTQQVAN
                     EKEKKVAEESPHVSEGEIISTMHKMVHQKVKSSEKWGFVEMTKKEISNVKRDIENSTG
                     FRYKMKLFSIINRWEKGDFSQTVEEHNFLWSLQGGDTGKATERLSPEEEKQYIKEMKN
                     K"
     gene            complement(4941762..4942673)
                     /locus_tag="DJ46_5304"
     CDS             complement(4941762..4942673)
                     /locus_tag="DJ46_5304"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK61590.1"
                     /translation="MPYFYVFLLLLTSLLWGGNFVVGKSLVDHASPMTLTSLRWIIAI
                     VCLLPMVWFKEKKIIPPRAAILPLILMGISGVALFNIFQFLALEKTSATNVGLISTLN
                     AISIALFSVLFLKEKVNTLQILSMILSFFGVILVLLKGNFALLFSLHFNSGDLWMIAA
                     VCIWGIYSVCSKWATKTTTPLMATLYSGIFGVILLLPFNIGSFTVTNINTSFITSLLY
                     TGLISTVLCMVFWNIGVQKLGATTSGIFLNFNPIFTAILAFLFLGEELTWIQIVGTMI
                     VMTGCYLFSHFKTVTVQPTGTLLRKHS"
     gene            4942877..4943371
                     /locus_tag="DJ46_5305"
     CDS             4942877..4943371
                     /locus_tag="DJ46_5305"
                     /codon_start=1
                     /transl_table=11
                     /product="asnC family protein"
                     /protein_id="AIK61813.1"
                     /translation="MESSVIKVLDDLDVQILDILQKESQVSNAELARRVNLSPAAMHA
                     RIKRLDGEGFIDKQVAILNQEKLGFDLLCFIFMSTNIHQSDKLEVLEKELEAMPEVLE
                     CHCLTGEYDYLLKVANRDRKELEQFIRKLNKLGITRIQTSLALREIKYSTVLPIRNEE
                     PSID"
     gene            4943500..4943955
                     /locus_tag="DJ46_5306"
     CDS             4943500..4943955
                     /locus_tag="DJ46_5306"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase family protein"
                     /protein_id="AIK61951.1"
                     /translation="MKICNAVTSDVKEIYSLIEVYAKEGVVLPRSLLSLYQYLQCLYV
                     VKEEGEIVGVAGLHVLGEDLAEVRSLVVSHIYAGKGIGRMLVNHVINEAAKIKVSRVI
                     SLTYETEFFQKCGFDFVNRDALPEKVWIDCRHCPKVDYCDEVAMIRYVG"
     gene            4944314..4944658
                     /locus_tag="DJ46_5307"
     CDS             4944314..4944658
                     /locus_tag="DJ46_5307"
                     /codon_start=1
                     /transl_table=11
                     /product="small Multidrug Resistance family protein"
                     /protein_id="AIK62933.1"
                     /translation="MKNKAWLYVILTCIFEVFWVFGFNTANTWWHWIIILGVIAVDFH
                     FLSKACEHLATGTVYAVFAGAGTVGTFLMDVFLFGGSFSVGKLFFIVMVVAGVIGLKL
                     ADNKEETVEGAA"
     gene            4944661..4944975
                     /gene="ykkD"
                     /locus_tag="DJ46_5308"
     CDS             4944661..4944975
                     /gene="ykkD"
                     /locus_tag="DJ46_5308"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance protein ykkD"
                     /protein_id="AIK65672.1"
                     /translation="MGWFFVFCAAISEIVGVIGLKMYSKDKTLANGALYIGGFATSFA
                     FLYTSFLFLQVSVAYAVWIGIGTAGAVLLNMFLFGESKSKARIISVALIVCGVTGLKA
                     LS"
     gene            4945105..4945683
                     /locus_tag="DJ46_5309"
     CDS             4945105..4945683
                     /locus_tag="DJ46_5309"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63657.1"
                     /translation="MMNKKEKIVYAAIEVFQEKGVEKTKISDIVKLAGIAQGTFYLYF
                     PSKLSVMPAIAEVMVEKMILAVKEKVQNDAPFSSKVTQVIDAVFHFIEEYREIQALMY
                     AGLASTEHIKEWEAVYEPLYMWLSEFLSEAKEAGEIRESVHAERTAKLFIALVESAAE
                     QVYLYDHKDDEQVELQKAEVLDFLTHALHIKK"
     gene            4945894..4947096
                     /locus_tag="DJ46_5310"
     CDS             4945894..4947096
                     /locus_tag="DJ46_5310"
                     /note="2_A_01_02: multidrug resistance family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance family protein"
                     /protein_id="AIK63605.1"
                     /translation="MKKPIKEQKMVLVILLSNIFIAFLGIGLIIPVMPSFMNDMHLTG
                     KTMGYLVAVFAMAQLIASPITGRWVDLYGRKKMIIIGLFIFGVSELLFGLGTDVWMLY
                     VARVLGGISAAFIMPGVTAYVADITSIQERPKAMGYLSAAISTGFIIGPGIGGFIAEY
                     GIRVPLFVAAAIAFIACVISIFILKEPLTKEELAEISSNTKESSFIGDLKKSLHPMYA
                     IAFIIVFVLAFGLSAYETVFSLFSDHKFGFTPKDIAAIITISSIFGVVVQVFMFGKLV
                     DMFGEKVLIQICLIVGAVLAFVSTVVFNYWIVLLVTCFIFLAFDLLRPALTTFLSKAA
                     GKEQGFVAGMNSTYTSLGNIAGPAMGGILFDMNIHYPYAFSGVVLIVGLAITFMWREK
                     QLAESFAK"
     gene            complement(4947130..4947468)
                     /locus_tag="DJ46_5311"
     CDS             complement(4947130..4947468)
                     /locus_tag="DJ46_5311"
                     /codon_start=1
                     /transl_table=11
                     /product="hxlR-like helix-turn-helix family protein"
                     /protein_id="AIK65519.1"
                     /translation="MNNIDPVELTKGLPGIPCPIAKTLDVIRTKWTFLIIRDLLIEGT
                     LRFSDLQKSMDGISPKTLSLRLKELESQGIITRKVYPEVPPRVEYTLTDKGKQLEGIF
                     IELKRFGLSL"
     gene            4947637..4948176
                     /locus_tag="DJ46_5312"
     CDS             4947637..4948176
                     /locus_tag="DJ46_5312"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoprotein, putative"
                     /protein_id="AIK61271.1"
                     /translation="MGVKKLFGFLSLFVICIVLVACGVEEKTEVQLLKEMPKAKTMTI
                     DPSLSKMEATEMVHAAQRFYAFWDTGKEELLSQTVTKDFFDNTLPKGRSQGIEGLKFA
                     AQNFRKVVPDIHCKIEDLLVVGDKVTARLSFSGTHNGKKINFFAIDILHVKDGKITED
                     WHLEDNLTLKQQLGLINEE"
     gene            4948196..4948744
                     /locus_tag="DJ46_5313"
     CDS             4948196..4948744
                     /locus_tag="DJ46_5313"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH-dependent FMN reductase family protein"
                     /protein_id="AIK62026.1"
                     /translation="MKNIFIINGHEKYGTKEGRLNKTLVDHMVTVLSENHQVKTTTIQ
                     DGYNIKEEQDKFLWADVVIYQTPIYWFSVPGLFKTYMDEVYEYGLFFKGADEYGTGGL
                     LTEKEYMFSTTWNAPENSFGDKTKFFEGESLESTLSHLHRVQKFLGMSPLKSFACYDV
                     VKNPDIEQYLLNLKDHLDEVIK"
     gene            complement(4948817..4950556)
                     /locus_tag="DJ46_5314"
     CDS             complement(4948817..4950556)
                     /locus_tag="DJ46_5314"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK61758.1"
                     /translation="MKIMDYYIRLRLHAQDQQHIRNSLQELADVLYCSTKNVKILLKK
                     MSEEQLISWTPGRGRGNKTEILFSHNFVEAIESYTDELLAQEKLKDVFLLLKEPLPPA
                     LQKKIENKLHHHFGYEPSNDMYDILKIPISRKIFPLDPAFVAVTTESHLTSQIFDTLV
                     VYNDVTEKMEPHIAHTWELSEDWLTWTFYLRKDIHFHNETILTSKDVQFSFERLKEVH
                     SPFEWLTEEIVQIETPSPLQIRFHLAKPNLFSLHYVSSIQLAILPRDVSIENHHYIGT
                     GPFKLAHYSEDNIVLEAFTHYFKERALLDRIEFWGIPDHVQIDADYELPNEEENERHD
                     IQIEEIGCIYAGFNFTKPGPHHDMYFRKAWRELYDVETILRSIEGRRTIAASSFFPER
                     SRQAFKRSYSLEKAKKYLKKSTYNGEAIHIYFFAFKDSANDAYFLKERCDGLGIQVEL
                     HPFLVSDYMNRSIDQHADIIFMGEVFASNHELAFLNVFKNKSCFVNRFMDQHYEKQIN
                     CLLDTFLLEENKEKRYELMYEIEEFLQAEHIILFNYHVLKRKTYPSSLKNVTIDSFGW
                     ANFAKLWIQPSMS"
     gene            4950662..4951918
                     /locus_tag="DJ46_5315"
     CDS             4950662..4951918
                     /locus_tag="DJ46_5315"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK61051.1"
                     /translation="MGFWSMHRNIKIRIITSFLTRTVSTMIFPFMAIYFSIKLGSAIA
                     GALLLINVMASLVIGLYGGYVGDRLGRKKVMIIGQSIQVISIACMGIANSDYVDSPWL
                     TFVFMLVNSLGSGLMNPATEAMLIDVSTPENRKVMYSINYWAINLSIAIGAIFGGLLF
                     ENYRLQLFIVLTLVAIITLYVMAVYMEEVYVARKTVEKKNVLKDMADSYKVVMKDRAF
                     LIFCAASICTLSLEFQINNYLGVRLQKEFETVHFFFGNGFTFDLTGIRMLSWISAENT
                     ILVVLCSALLIKMLKRFNDLKILYVGLFIYTIGFTILGTSNSLWILLIAGLFQTVGEM
                     MYVPVRQSIMADMVPNEARGSYMAINGMVFQVAKMNGALGVMLGSFIASWGMSALYFI
                     VGMSSILLFMKAIGKEKYERQISQIG"
     gene            complement(4951963..4952166)
                     /locus_tag="DJ46_5316"
     CDS             complement(4951963..4952166)
                     /locus_tag="DJ46_5316"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61968.1"
                     /translation="MNNTPPSTPPNPTETNNREVSLQTLRVIGLIVLISGYILVALSE
                     VGTLKNLLLQPNTTPNLAEVDPF"
     gene            complement(4952404..4952919)
                     /gene="yfkM"
                     /locus_tag="DJ46_5317"
     CDS             complement(4952404..4952919)
                     /gene="yfkM"
                     /locus_tag="DJ46_5317"
                     /codon_start=1
                     /transl_table=11
                     /product="general stress protein 18"
                     /protein_id="AIK65527.1"
                     /translation="MSKKIAILITDYFEDTEYTEPAEAFKQKGYELTTIEAEKGKTVH
                     GKQGKSEVVIDTGIDDVSPENFDALFIPGGFSPDILRADERFVRFSKAFMDAEKPVFA
                     ICHGPQLLITAQTLEGRDVTGYKSIEVDLKNAGGNFHDKEVVVCQNQLVTSRQPEDIP
                     AFIEESLRILR"
     gene            complement(4952943..4954940)
                     /locus_tag="DJ46_5318"
     CDS             complement(4952943..4954940)
                     /locus_tag="DJ46_5318"
                     /codon_start=1
                     /transl_table=11
                     /product="catalase family protein"
                     /protein_id="AIK64753.1"
                     /translation="MNKKMEQLKHHVTDNQRKHALTTNQGVKIAEDEFSLKMGLRGPT
                     LMEDFHFREKMTHFDHERIPERIVHARGVGAHGYFQLYESLEAYTKADFLTNPSKKTP
                     VFVRFSTVQGSKGSNDAVRDVRGFATKFYTDEGNYDLVGNNMPVFFIQDAIKFPDFVH
                     AVKPEPHNDIPQGASAHDTFWDFVAHNPESTHMVMWQMSDRAIPRSLRMMEGFGVHTF
                     RLINKEGKAHFVKFHWKPALGVHSLVWDEAQKIAGKNPDFHRQDLYEAIEKGDYPEWE
                     LGLQLIPEEDEHTFDFDILDPTKLWPEEEVPVKLVGKMTLNKNVDNFFAETEQVAFHP
                     GHVVPGIDFSNDPLLQGRLFSYTDTQLSRLGGPNFHQTPINQPVCPFHNNQRDGMHQM
                     QIHRGQTSYHPNGLNDNQPATVQAEQGGYEHYQEKIDGHKIRGRSKSFLNFYSQAKLF
                     YNSMSPIEKQHIKEAFCFEVGKCKSDMVKANVIALLNHVDRQLAQEVANIIGAPLPKE
                     NHEVNSDAKSPALSMSNTIFKADSKNVAIVLNGDPSVSLLSEWIQAFAQHRINYSIVD
                     NKIYQFNDSIKVTDTYTTTDSSLFDAVLVFSSESAIHPPVLEFAETTFKHFKPIAHVL
                     SNPHALDNSKIKLDGAGIYNLANTSIESFIEGIAQGRFWNR"
     gene            complement(4955133..4956332)
                     /locus_tag="DJ46_5319"
     CDS             complement(4955133..4956332)
                     /locus_tag="DJ46_5319"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial ABC transporter EcsB family protein"
                     /protein_id="AIK61881.1"
                     /translation="MSIESLWSSRFQQHMQNIITYFARMINGLLYSFIFISCVGAYYY
                     AQFLKTSPSKGISLLLITIVLTFIITRCPIRTFIQKPDAVYLLAIEEKLTSYFKKSLL
                     YNYIMQLFPLLFTFLILVPLALQSLQLTVPFLCTIFIVLMVTKAWNIYIHWMWRDRHE
                     KNIWLIIRITCNALLIYMLFYAANVLILGGLLLLLAFLLLYTNKQPTKRIPWDYIIEQ
                     EEKMNVRFYQFASIFTDVPQLNKQVNKRKWLTTWIEPLLHKKRATFFYLHTLAFLRGN
                     DYFGIYIRLGLIGAFALYFIPNIYVKGAITYIVLYMISMQLRSLWKYFSGNIIVALYP
                     IDTEKRMNQFLRLIFILLSIQLIIFSIVILIATGQFLHTLIIMIIGLLWIKFIIVPKT
                     KQRVSSF"
     gene            complement(4956393..4957742)
                     /locus_tag="DJ46_5320"
     CDS             complement(4956393..4957742)
                     /locus_tag="DJ46_5320"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease family protein"
                     /protein_id="AIK61628.1"
                     /translation="MVPSTLAQTASPLGVTLAWLTTGFGVLMLALVFGNLAIRRPDLT
                     TGPQSHAYALFSTPKKKKMAGFSMVWGYWVANWASNVAIITSFAGYLSLFFPIMKDTR
                     LLFSIGSFNVEVGKLITFTICSILLWGTHVILTNGVSGAGKLNFLATTTKVTGFLLFI
                     VVTLFAFEASKFGQWYTPMIDKSGVSHGLLSQVNLAALTTLWAFIGIESAVLLSNRAV
                     SPKTVKRATVAGLLITVAIYLGITILTMGVLHVDTLQASERPLADALNAAMGHGGGKL
                     MALLALTSLFGSILGWILLSSEVPYQAAKEGFFPSFFAKTNKKGSPIYSLRLTNIMSQ
                     VFLFSTLSGTIAEAYTFVITVSTLAYLIPYLVSPIFQLKLVATGETYKNEMRARITDG
                     IVAVIALCYALWVIKTGASDIKTFLLGIGLFVIGFAFYPLMNRDQKKNNEKKDGQVA"
     gene            4958346..4959176
                     /gene="murI"
                     /locus_tag="DJ46_5321"
     CDS             4958346..4959176
                     /gene="murI"
                     /locus_tag="DJ46_5321"
                     /EC_number="5.1.1.3"
                     /note="glut_race: glutamate racemase"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate racemase"
                     /protein_id="AIK63017.1"
                     /translation="MSVCHKHSVIGVLDSGVGGLTVASEIIRQLPKESICYIGDNERC
                     PYGPRSVEEVQSFVFEMVEFLKQFPLKALVVACNTAAAATLAALQEALSIPVIGVIHP
                     GARAAIKVTKKGKIGVIGTVGTIQSNMYEKALHELDTYLKVHSHACPTLATVVENRLE
                     DTAYVTQQVKQALLPLTKEDIDTLILGCTHYPLLESYIKKELGEDVTIISSAEETAIE
                     LSTILQHKGILADNLNPKHRFFTTGSVSSFEHIAERWLGYQISVDCVDLPVKNARICN
                     "
     gene            4959289..4960380
                     /locus_tag="DJ46_5322"
     CDS             4959289..4960380
                     /locus_tag="DJ46_5322"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65947.1"
                     /translation="MELSRSQLFALEYISKYAENEKREAKATINHILNMSNITDEMFE
                     EAVANLKSHARIALHFHPDRLDSNMRNIAEALLEQGRYKSQFETLLSNGSVSAYPGGE
                     RDLWEKRIFGGAYQLEGVTNDQRPKYGALNLMLHPEGPAPRFGSCYFLLSPKVSSRST
                     YTYLDSHQDPKEKGTYEEFDMILAALLEETFVRDFAIGEGNLTPTRFIHHLLANLERP
                     FIELVNKESARNLNHYIEAQIHGEISLKEDVEALVVDPSFKGTDVGRTLEEICMKYAI
                     DLYWHMGFVLMVDDVPMNFRGSKMPSLARRIARNNCIDANIIGSAVVDLKSNPLSWSD
                     RGTYEEVLQELKLLWHVLVRFGKPNRNLK"
     gene            complement(4960455..4961894)
                     /gene="gapN"
                     /locus_tag="DJ46_5323"
     CDS             complement(4960455..4961894)
                     /gene="gapN"
                     /locus_tag="DJ46_5323"
                     /EC_number="1.2.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="NADP-dependent glyceraldehyde-3-phosphate
                     dehydrogenase"
                     /protein_id="AIK65612.1"
                     /translation="MTTSNTYKFYLNGEWRESSSGETIEIPSPYLHEVIGQVQAITRG
                     EVDEAIASAKEAQKSWAEASLQDRAKYLYKWADELVNMQDEIADIIMKEVGKGYKDAK
                     KEVVRTADFIRYTIEEALHMHGESMMGDSFPGGTKSKLAIIQRAPLGVVLAIAPFNYP
                     VNLSAAKLAPALIMGNAVIFKPATQGAISGIKMVEALHKAGLPQGLVNVATGRGSVIG
                     DYLVEHEGINMVSFTGGTNTGKHLAKKASMIPLVLELGGKDPGIVREDADLQDAANHI
                     VSGAFSYSGQRCTAIKRVLVHENVADELVSLVKEQVAKLSVGSPEQDSTIVPLIDDKS
                     ADLVQGLVDDAVEKGATIVIGNKRERNLIYPTLIDHVTEEMKVAWEEPFGPILPIIRV
                     SSDEQAIEIANKSEFGLQASVFTKDINKAFAIANKIETGSVQINGRTERGPDHFPFIG
                     VKGSGMGAQGIRKSLESMTREKVTVLNLV"
     gene            4962485..4964245
                     /locus_tag="DJ46_5324"
     CDS             4962485..4964245
                     /locus_tag="DJ46_5324"
                     /codon_start=1
                     /transl_table=11
                     /product="putative multidrug resistance ABC transporter
                     ATP-binding/permease protein YheI"
                     /protein_id="AIK61470.1"
                     /translation="MFSVLLKLKWFFKEHWKRYSIAIGALLIVNIVEVIPPKVLGVTI
                     DNIKTGTLSNEAIIQSILILIGVTIVGYGLTFVWQHQLFGGAFVLEKTMRSKFMGHLL
                     KMTPTFYQKNRTGDLMARATNDLKAIAMTAGFGILTLVDSSLYMLTIVFMMGFTISWE
                     LTFAALIPLPIMAYAMNIYGKKLHERFTVAQDAFGDMNDKVLESIAGVRVIRAYVQEN
                     ADQERFHQLGDDVYEKNMKVARIDALFQPTVKMLVGLSYLIGLVYGAYLVFQSKVTLG
                     ELVSFNVYLGMMIWPMFAIGELINVMQRGNASLDRVNETLAYEPDVKDPKHPKLVQEP
                     DYIQFDDVTFSYPSSTETNLKKVSFTLKQGETLGVVGKTGSGKTTLVRQLLRQYPLGD
                     GDIAVSDVTLDKMTNENVLGWIGYVPQEHISFSKTARENILFGNREATEEELEKAIEI
                     AAFKKDLEFLPEGLETLVGEKGVSLSGGQKQRISIARAVIQNPEILILDDSLSAVDAR
                     TEAAIIENIRTERSGKTTIITTHRLSAVQHADWILVMDEGEVMEEGTHDQLIQKGGWY
                     AEQFERQQGESESADSGVKI"
     gene            4964242..4965492
                     /locus_tag="DJ46_5325"
     CDS             4964242..4965492
                     /locus_tag="DJ46_5325"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter transmembrane region family
                     protein"
                     /protein_id="AIK65924.1"
                     /translation="MSVSKRLFQYAMKVKGTIFAAMLMLFIFVIAELAGPFVAKTMID
                     DHIVGIEKPWYETEKSEEAVSYNGAFYKRSDRFEQGEKKGKEVRVMQVGFQYYFVPNK
                     VNAEGSRTVKGDMITVQNGKAVQVYKAKALTKEEVFAFYKPEINRLLLLGGGYFALLV
                     VVSLFAYGKQFFLQKAANKIIQIMREDVFSHIQTLPIRYFDHLPAGKIVSRVTNDTEA
                     IRDLYVTVLATFVSSIIYIIGIFAALFLLDVKLATLCLLIIPILIVWAILYRKYASVY
                     NHKMRSRLSDINGTVNESIQGMPIIQAFRQERETKKEFEELNGDYFKYQNKILNLNAA
                     TSHNLVAVLRNIAFTGVIWYFGGASLSATGVISLGILYAFVDYLTRLFSPITNMVNQL
                     ANLEQSRVASERVFELLEEKGERQ"
     gene            4965504..4966244
                     /locus_tag="DJ46_5326"
     CDS             4965504..4966244
                     /locus_tag="DJ46_5326"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK63872.1"
                     /translation="MPRLQGNVKFDNVSFSYNGKDEVLKNISFEAKQGETVALVGHTG
                     SGKSSIMNVLFQFYEFEKGKLTIDGHDVKEMPKQATREHMGIVLQDPFLFSGTVASNV
                     SLENENISKERIVKALRDVGAERFANNINEEITEKGSTLSTGERQLISFARALAFDPA
                     ILILDEATSSIDTETEAMIQQALEVVKKGRTTFIIAHRLSTIKSADQIIVLDRGTILE
                     KGSHDELMKKRGRYYDMYKTQMEGNQSA"
     gene            4966517..4967314
                     /gene="tcyA"
                     /locus_tag="DJ46_5327"
     CDS             4966517..4967314
                     /gene="tcyA"
                     /locus_tag="DJ46_5327"
                     /codon_start=1
                     /transl_table=11
                     /product="L-cystine-binding protein tcyA"
                     /protein_id="AIK64790.1"
                     /translation="MKKLFSVLAVTTLAIGIVAGCGKEEKKDTASQDALQKIKQSGEL
                     VIGTEGTYPPFTFHDSSNKLTGFDVELAEEVAKRLGVKPVFKETQWDSLLAGLDAKRF
                     DMVANEVGIREDRQKKYDFSKPYVSSSAALVIAKDKDKPATFADVKGLKGAQSLTSNY
                     ADIAKKNGAEIIGVEGFSQAAELLASGRVDFTINDKLSVLNYLETKKDAKIKIVDTEK
                     EASESGFLFRKGSTKLVQEVDKALEDMKKDGTYDKITKKWFGENVSK"
     gene            4967301..4967999
                     /gene="tcyB"
                     /locus_tag="DJ46_5328"
     CDS             4967301..4967999
                     /gene="tcyB"
                     /locus_tag="DJ46_5328"
                     /codon_start=1
                     /transl_table=11
                     /product="L-cystine transport system permease protein
                     tcyB"
                     /protein_id="AIK63357.1"
                     /translation="MYLSSALISDRLSTWIDIMQTSFMPMLKEAVFTTIPLTLITFII
                     GLILATLTALARISGSRILQWIARIYVSIIRGTPLLVQLFIIFYGLPTLNVEVEPYTA
                     AVIGFSLNVGAYASEIIRASILSIPKGQWEAAYTIGMTYPQALKRVILPQATRVSIPP
                     LSNTFISLVKDTSLASLILVTEMFRKAQEIAAMNYEFLIVYFEAGLIYWVICFLLSIV
                     QQMLEKRSERYTLK"
     gene            4968028..4968762
                     /gene="tcyC"
                     /locus_tag="DJ46_5329"
     CDS             4968028..4968762
                     /gene="tcyC"
                     /locus_tag="DJ46_5329"
                     /codon_start=1
                     /transl_table=11
                     /product="L-cystine import ATP-binding protein TcyC"
                     /protein_id="AIK64951.1"
                     /translation="MISIQHLQKSFGDNTVLKHIDLTVEKGEVVVIIGPSGSGKTTFL
                     RCLNVLETPNAGNIRIGDKELNFSQKVTKKDIVNLRTQTGMVFQHHNLFPHLTALQNV
                     MEGLVTVKKMGKEEAKKKANYFLEKVGLADKVDLYPFQLSGGQQQRVGIARALAMEPE
                     VLLFDELTSALDPELVQEVLKVMKELAKEGMTMVIVTHEMRFAHQIANRVIFMDGGVV
                     VEQGTPEDVFTNPKEERTKKFLQMLQ"
     gene            complement(4968814..4969017)
                     /gene="sasP-C"
                     /locus_tag="DJ46_5330"
     CDS             complement(4968814..4969017)
                     /gene="sasP-C"
                     /locus_tag="DJ46_5330"
                     /codon_start=1
                     /transl_table=11
                     /product="small, acid-soluble spore protein C"
                     /protein_id="AIK62833.1"
                     /translation="MANQNSSNQLVVPGATAAIDQMKYEIAQEFGVQLGADSTARANG
                     SVGGEITKRLVAMAEQSLGGFHK"
     gene            4969374..4969619
                     /locus_tag="DJ46_5331"
     CDS             4969374..4969619
                     /locus_tag="DJ46_5331"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61520.1"
                     /translation="MGICPLCNALELQTYSCQNCQSILQDYGKAVDYIDDYSAYMDQE
                     LLSAVDGLTHNNSNEYCNHIFYCGVCNVETEIVVKLV"
     gene            complement(4969636..4971096)
                     /gene="yheD"
                     /locus_tag="DJ46_5332"
     CDS             complement(4969636..4971096)
                     /gene="yheD"
                     /locus_tag="DJ46_5332"
                     /codon_start=1
                     /transl_table=11
                     /product="endospore coat-associated protein yheD"
                     /protein_id="AIK65532.1"
                     /translation="MKEHIYTLNISDENPNSITLPYIFSITPPITSLSFGLRHVASED
                     VKIHYSFTREIIIGKQIVKKLLLPHSTTIHAFTQNETIIFGPLIGIFTTGFNDDTSNP
                     LGNRSTSLGELLTPPFTLRPFVFVFGVQHIDWEDETIEGYFFQEEKWIKKKVPLPNVI
                     YDRLPNRKAENYKPIVRAKRKLEHDYAIPWFNPGFFNKWEVHQLLMKDESIMPLLPST
                     ETFQHFEQVERFLGTYKSIYMKPIHGSFGRNIHQLFYSQTENCYYCRYRENEENKLRK
                     YQSLETLLNHVLKGHDLKKFIVQQGISLLRFDGQPVDFRIHTNKNHFGQWMVSAIVAK
                     IAGKGSLTTHVNSGGDTKLLQELFPDSTKQIQIENKLKHTALQISYALDEQVTGNIGE
                     IGFDIGLDTQENPWLFEANSKPGRTVFQDAKLKEQSELTRQLFYEYAIYLTEHSLRDT
                     KEKMSQIKSENSSNNEHIPSPMIHSQIQKQKLPPHS"
     gene            complement(4971117..4972169)
                     /locus_tag="DJ46_5333"
     CDS             complement(4971117..4972169)
                     /locus_tag="DJ46_5333"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62353.1"
                     /translation="MVLGILTSQPHYEQTYYTEIAKRARLYHNVVAQFTPFGIDPKTD
                     LISGLIYDTDTGKWKEQTFPIPSYIYDRSSFNEETNVEKAKSIIRSLHTRPSTTFLNN
                     TLIDLSELHDVFLTNKKLSPYIPKFEIATIHNIFKLLLKTKDIIIRPTNAHSSESLYR
                     VVYKNKTFHIDTINDAYHISTPIKRTDEFISWYKSNIRSARYMTHTMLQPPNQLTYPL
                     HIRTILQKNKEHNWNVIGQFIQKSSFPNQLLLSAPEDSSLHAFSKIKYVLSSTGVQLL
                     QDALQDIINEVFQTLDASYSSLFELELSTIMDQKGAIWLMYVNTIPPYEHYIRHSDSL
                     AEKIYHGPLKFSRFTP"
     gene            4972295..4973440
                     /locus_tag="DJ46_5334"
     CDS             4972295..4973440
                     /locus_tag="DJ46_5334"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62974.1"
                     /translation="MIVMNIWLSMLTTTGLGAIIGGFTNHLAIKMLFRPHRPMYIGKF
                     QVPFTPGLIPKRRDELAVQLGKMVVEHLLTPEGIGKKLTNEEFQKGLIHWAQVEVDKV
                     ITNEQSLRHMLGKWDVAHVEKEATEKIEQVITEKIQAFLEEYYTYTWEQALPHSVHEK
                     IENAIPNVSAFILKRAIHFFESEEGKSRLSRMIDDFFASRGALLNLVGMFLGNVSVVD
                     RVQPEVIKFLGQDGTKQLLTDVLQKEWEKLKGRDVKELETFVEKEMIVSSILSAVKVE
                     ETVSKFLNQSVQQVCEPVRETIIEKVVPNAVTKGLKWGGENVESILNNLHLAEIVQQE
                     VSTFSTERLEDLVLSITKNELKMITYLGALLGGMIGIVQGLLLLFLK"
     gene            4973582..4973938
                     /locus_tag="DJ46_5335"
     CDS             4973582..4973938
                     /locus_tag="DJ46_5335"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65813.1"
                     /translation="MTKNIHDVAYELQKAIAENDDFKTLKESYAAVQADAASKNLFDE
                     FRTMQLSLQQKMMQGQEITEEDNQQAQEVVVRIQQDAKITKLMETEQRLNVVIGDVNK
                     IIMKPLEELYSAQQQV"
     gene            complement(4973977..4974573)
                     /locus_tag="DJ46_5336"
     CDS             complement(4973977..4974573)
                     /locus_tag="DJ46_5336"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63107.1"
                     /translation="MKKYTLYSLMLLTLLFLSACSNSAQPKEENDVQSIKDVTVKIPE
                     TIFTSSKKNETINEDEMKRSIKTYLDYSGELYENTVPLSSAMSDEKVTESDREKLQKL
                     IDLAQQNDANFHHFISNNTIPHDYKQPSKEIHDYISSSTALSVELEQELDKLAEDGNL
                     FKTDFSFTKRFEKVNGRKQKEIEKFLKEKKIETEYFKK"
     gene            complement(4974595..4975155)
                     /locus_tag="DJ46_5337"
     CDS             complement(4974595..4975155)
                     /locus_tag="DJ46_5337"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64602.1"
                     /translation="MNKSEFLSQLSSSLRNIPNSEKEYIISEYETHFISGKQDGKCEE
                     EIARKLGNPKTIAKELTVSYAITNADNKRSFKNMITALFSVMSLSVLNFAFIFVAFFV
                     LLFLLPFLLALIIATPLLIISPILLIGLGFFKGFHQISYSDVYNVFIAFCVGLLISVV
                     CYQMVKHLYVLLVKYLKWNIAILQRH"
     gene            4975560..4977248
                     /gene="alsS"
                     /locus_tag="DJ46_5338"
     CDS             4975560..4977248
                     /gene="alsS"
                     /locus_tag="DJ46_5338"
                     /EC_number="2.2.1.6"
                     /note="acolac_catab: acetolactate synthase, catabolic"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, catabolic"
                     /protein_id="AIK64728.1"
                     /translation="MSTGVKANDVKTKTKGADLVVDCLIKQGVTHVFGIPGAKIDSVF
                     DVLQERGPELIVCRHEQNAAFMAAAIGRLTGKPGVCLVTSGPGTSNLATGLVTANAES
                     DPVVALAGAVPRTDRLKRTHQSMDNAALFEPITKYSVEVEHPDNVPEALSNAFRSATS
                     TNPGATLVSLPQDVMTAETTVESIGALSKPQLGIAPTHDITYVVEKIKAAKLPVILLG
                     MRASTNEVTKAVRALIADTELPVVETYQAAGAISRELEDHFFGRVGLFRNQPGDILLE
                     EADLVISIGYDPIEYDPKFWNKLGDRTIIHLDDHQADIDHDYQPERELIGDIALTVNS
                     IAERLPKLVLSTKSEAVLERLRAKLSEQAEVPNRDSEGVTHPLQVIRTLRSLISDDTT
                     VTCDIGSHSIWMARCFRSYEPRRLLFSNGMQTLGVALPWAIAATLVEPGKKVVSVSGD
                     GGFLFSAMELETAVRLNSPIVHLVWRDGTYDMVAFQQMMKYGRTSATEFGDVDLVKYA
                     ESFGATGLRVNTPDELEGVLKSALAADGPVIIDIPIDYRDNIKLSEKLLPNQLN"
     gene            4977265..4978023
                     /gene="budA"
                     /locus_tag="DJ46_5339"
     CDS             4977265..4978023
                     /gene="budA"
                     /locus_tag="DJ46_5339"
                     /EC_number="4.1.1.5"
                     /note="acetolac_decarb: alpha-acetolactate decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha-acetolactate decarboxylase"
                     /protein_id="AIK61308.1"
                     /translation="MTVAQLIDIDAKRTKTNNEVYQTSTMLALLDGIYDGVISFEELK
                     ERGDFGIGTFDQLDGEMIAFDNEFYHLRSDGSAEKVEPEETTPFATVTFFEKEMSYTI
                     ERPMNREEVEALLHELMPSKNLFYAIRMDGTFREVRTRTVPRQEKPYTPLVEVTKSQP
                     IFSFENTEGTLAGFWTPDYAQGIGVAGFHLHYIDDERSGGGHVFDYVVENCTIQICQK
                     AHMHLALPETADFMAAELSRENLEDNIATAEGAE"
     gene            complement(4978060..4978416)
                     /locus_tag="DJ46_5340"
     CDS             complement(4978060..4978416)
                     /locus_tag="DJ46_5340"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62689.1"
                     /translation="MRGKPELKIESEKVYKTKKNPNGMFVARILQIPKEEDKLDFVLI
                     LQNIKTKNITYNKVLVTTDNDYYSFRLARGNIKWSSLYTVTVWDGLGHQLVEVSALTG
                     KKNYSISDEHCSTYRE"
     gene            complement(4978438..4979055)
                     /locus_tag="DJ46_5341"
     CDS             complement(4978438..4979055)
                     /locus_tag="DJ46_5341"
                     /note="3mg: DNA-3-methyladenine glycosylase family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-3-methyladenine glycosylase family protein"
                     /protein_id="AIK61053.1"
                     /translation="MQAPPSFYEGDTLEVAKKLLGQKLVHIVNGIKRSGIIVEVEAYK
                     GPDDKAAHSYGGRRTDRTEVMFGAPGHAYVYLIYGMYHCFNVITAPVGTPQGVLIRAL
                     EPVDGIEEIKLARYNKTDITKAQYKNLTNGPGKLCRALGITLEERGVSLQSDTLHIEL
                     VPEEKHISSQYKITAGPRINIDYAEEAVHYPWRFYYEGHPFVSKK"
     gene            4979196..4980068
                     /gene="yhaX"
                     /locus_tag="DJ46_5342"
     CDS             4979196..4980068
                     /gene="yhaX"
                     /locus_tag="DJ46_5342"
                     /codon_start=1
                     /transl_table=11
                     /product="stress response protein yhaX"
                     /protein_id="AIK65314.1"
                     /translation="MIYRLLALNIDGTLLYNNGKIAKGLRETIEFVKRKDVYVTLFTS
                     RNFQSAHKVAKALKLDSILVTHGGAFISATLDKPYVQRRLSEEKTFNIVQVLEHFDCN
                     VRISHERFSIGNRERNTPNLIARTVLSSADPLFYPVQFVDSLGDALRDHPVAAPKIDV
                     LFQTKGEKERGLNTLRKAFQHIEYVECDSKRIEILPQNVSKLRGLQLLGEHLNISLNE
                     MVAIGDSLEDLEVIENVGLGVAMGNAPVEVKQAADWITRSNSENGVEYMIKEHFRKQF
                     PLPFLKNHKNTPKR"
     gene            4980562..4983399
                     /locus_tag="DJ46_5343"
     CDS             4980562..4983399
                     /locus_tag="DJ46_5343"
                     /note="LPXTG_anchor: LPXTG cell wall anchor domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="LPXTG cell wall anchor domain protein"
                     /protein_id="AIK62513.1"
                     /translation="MRKSFNQKINKLSSSFIVVLLVCMNFLIHLPYKAEAATTELKGL
                     GDVSYYNAIIFGDHSATSADIEGAMAIQKNMNASSYTVLAAATGANNLAGATWVDEGY
                     PSLLLGGQFTKAGAGQVIIQDGTVAMTKDGDPDSAMKTSYDRISYKEQAEIDAKFKEF
                     RKDVDGVIGDASKLQTDKPKPNMSFGIGEDVNNPNIYVSSGQTGKKAFDVTDVFLPNV
                     ENKDFIVIYSDAEEVSFGSGAILYDTRNTGMATDLINTSQAYDPNSSFTELASKVIWV
                     FPNATKITTKGYGVVGSVFAPNAVVETKGGSINGQAYVGGLHQRDGFEVHNFKFNWPK
                     WKKPAAKKGNLQIKKVDENNENIVLKDAKFDVIDKENNVVDTVTTNEKGIAEVKDLPF
                     GDYFVKEISAPEGYIKIDAPVKVTIDNTNIIEFVIKNTKKLENGQLKLLKKDSESGQL
                     LPGAKFDVIDKDGKVVETIVTDDKGEALSKQLPVGSYTLKEVEAPKGYELSSSSVSVD
                     VEANKVVTVDVVNKKIPEKVTGQFEVVKVDANDKTKLLSGAEFEVYKDGKKVAELKTG
                     ESGKVMSPKLPLGEYTVKETKAPAGYKLSDKEWKVTIQNEKEVVKVEAENEKILGSLQ
                     IIKMDDKDQTKRLAGAEFTLKDVKGNVVKEGITTDKSGTVKVDGLVPGEYTLEETKAP
                     EGYKALEVTIEVNVVANEVVKQDVLNEKVKEEITGQLEITKVDANDINKKLAGAVFEI
                     WKDGTKIDTLTSDENGKAISKELDPGDYILKEVQAPEGYELSDKEIEFTISNQKFEVV
                     KLQITNKKETSKGPENPGEETEKPGEETEKPGEETEKPGEETEKPGEETEKPGEETEK
                     PGEETEKPGEETEKPGGETEKPGKETEKPGEGMENPDKEKENPTLPEKGQGTSHAQQL
                     PATGHDMNYLPFIGFALVLLGIRLRFMTKNN"
     gene            complement(4983457..4984503)
                     /locus_tag="DJ46_5344"
     CDS             complement(4983457..4984503)
                     /locus_tag="DJ46_5344"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase family
                     protein"
                     /protein_id="AIK65805.1"
                     /translation="MIVPKGNENIRPGYAMEPKYITIHETANTSKGANALNHAKYLDN
                     QARGNTDRSASWHFTVDDKEIYQHLPLNEVGWHAGNKTGNYESIGIEIAVNSDGNYTK
                     AVENAKKLAAYLMNELNISLDHVQKHQFWSGKNCPAFMIQRGQWDAFLKGTNAYYNEH
                     HKDVIPPPEVPHEKDDITGGWYEQDIRQLAARKIMFGDGNGSYWPNRLVTRAEFANLM
                     SRALNLPAGNAKFTDLNEAHPSLVDGINRAASAGIINGRGNNKFDPNATITRDEAVIM
                     IDRALEYNWIYRKEVKLPFTDQHLAYDKKALQNVYAYGIVKGNERNEFVPKGTATRAE
                     SAAFLNRMLKVIEA"
     gene            complement(4984500..4985195)
                     /gene="cwl"
                     /locus_tag="DJ46_5345"
     CDS             complement(4984500..4985195)
                     /gene="cwl"
                     /locus_tag="DJ46_5345"
                     /EC_number="3.5.1.28"
                     /note="n-acetylmuramoyl-L-alanine amidase, family 2,
                     N-terminal region"
                     /codon_start=1
                     /transl_table=11
                     /product="n-acetylmuramoyl-L-alanine amidase, family 2"
                     /protein_id="AIK62753.1"
                     /translation="MKKKFYNILALSLALQTFVAPTHSFAESIEKTAELSIDEQALKS
                     IEEHAKQHRHDEENDLEISGEYLLHLSTKLPLYDSNDLKTKTNIEIAEPVVKATKKKN
                     NAYYIQTTSGAGWVNKENNSLEVQEIHKLSNQKLIVSEETSIYSFPFQSFKEEMKLQP
                     QTVAPTEQAGNWFKIQMNGTEKWIYAPSATFEGTKATLFEKKFLWKIEAPHFSKHHLI
                     YLQITFMVLHLKK"
     gene            4985456..4986943
                     /gene="hemZ"
                     /locus_tag="DJ46_5346"
     CDS             4985456..4986943
                     /gene="hemZ"
                     /locus_tag="DJ46_5346"
                     /EC_number="1.3.99.22"
                     /note="rSAM_HemZ: coproporphyrinogen dehydrogenase HemZ"
                     /codon_start=1
                     /transl_table=11
                     /product="coproporphyrinogen dehydrogenase HemZ"
                     /protein_id="AIK64266.1"
                     /translation="MLISIKTLQDDRFLRPLQNISGLFFEDSTIGFEQEEANLIVDIH
                     IEENVKASARLTDVATGNVYEETFAKDLSAFTDEKERMKQVKHVVSYVYLSVLQQLTG
                     IEQSWGILTGVRPTKLLHKMLQNGMSKEEAHQELRESYLIHEEKIELLQRIVDCQLAV
                     VPDLYRLKEEVSIYIGIPFCPTKCAYCTFPAYAINGRQGSVDSFLGGLHYEVREIGKF
                     LKEKGVTVTTIYYGGGTPTSITAEEMDMLYEEMYEAFPDVKNVREVTVEAGRPDTITP
                     AKLEVLNKWNIDRISINPQSYHQETLKAIGRHHTVEETIEKYHLAREMGMNNINMDLI
                     IGLPGEGLDIFKHTLDETEKLMPESLTVHTLSFKRASEMTQNKRKYKVAGREEITAMM
                     HEAEEWTQKHNYVPYYLYRQKNILGNLENVGYAMPTQESIYNIVIMEEVQSIIGLGCG
                     ASSKFVHPKTGAITHFANPKDPKSYNDGFVKYTEDKLKILEELFA"
     gene            4987258..4988814
                     /locus_tag="DJ46_5347"
     CDS             4987258..4988814
                     /locus_tag="DJ46_5347"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK64232.1"
                     /translation="MYMTVGRIFDLSVGKYPNKEALVEPEKNIRWTYKQWDEQINKTA
                     HALLEEGVRKGDTVSVYLYNCREFVNVYLACAKIGAIFNPINFRLKAKEVSYILQDAF
                     SKVVVFEKAVESTVAIIERDFPNASFWYVEDDTPSYASSYHEKVNAASSKKIDIEINE
                     MDYCSMLYTSGTTGHPKGVLHRHREMAEHSMICTYFLKYNRDSVGLVVAPLYHCGELN
                     AGIIPRIQVGGKNVILHHFDTETVLHTIQEEKITTFFAAPTMWNMLLQKDLTQYDLTS
                     MKIGIYGGAAMAPALVKECKERLYIDLVQIYGMTEMGPVVAFLVEEDQITKAGSAGTP
                     CFSHEIRIVKPSEDAPAEPDDVLPPYEVGEIILRGPTMMAGYHNREEANVKSMYKGWY
                     HSGDLGYFDKDGYLFVADRVDDMVISGGVNIYPREIEDFLHSHPGILDVAVLGEPDEL
                     WGERVVAVVVKKDKNISEADLETYCKESDELADYKRPRHYLFVDELPRNASGKLQKFV
                     LRESLKGAKK"
     gene            complement(4988842..4989306)
                     /locus_tag="DJ46_5348"
     CDS             complement(4988842..4989306)
                     /locus_tag="DJ46_5348"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66211.1"
                     /translation="MLTFEEKLSIIESFPELERKNVSLKRVNFHFEESRLDKKNVVYH
                     LHPNGNGFVYASGIKGYKTDDKGMVNIREFSADELRSVIEQSIELLSQEEVVIPAEPA
                     KEEEWHNEDGHILTLISEDDMWNVYAGVNLDGTFNSYPEAAEYLDEEGFSRK"
     gene            4989495..4990973
                     /locus_tag="DJ46_5349"
     CDS             4989495..4990973
                     /locus_tag="DJ46_5349"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate transporter family protein"
                     /protein_id="AIK61945.1"
                     /translation="MFQKIAKECLAGFTVAIVALPLAIAFGIAATGTSEGALVGLYGA
                     IFAGLFAALFGGTPGQVTGPTGPITVIATGVIATHGLEASFIAFMMAGLFQILFGVCK
                     LGSYVRYIPYPVVSGFMNGIALIIILGEMKHVQNSFLLVVLTIIVMIVSGKWIKAIPS
                     SLVALVGVTALLPLFSSALEGLTVKLPVIGNLTLNKVIEKIGTIPEAMPTLHIPSLGG
                     TGIAELVLPALSIALLGSIDSLLTSVVMDNVTGTRHKSNKELVGQGIGNMVSGLFGGL
                     AGAGATVRSIVNIRSGGKTALSACMHSVILFIFIMGLGSVVQYIPLAVLSGILILTGI
                     GMFDWESMKKMHVAPKGDVIVMLVTMIVTVKFDLMIAVAFGILLSFLIYMVKCKERKV
                     SIVKEKEATYKIKGPLSFLTVDRVFYALQDVKSPVVLRMKDARYMDVSGAMALLNFIE
                     QSDKSGLSVTLEQVPVHIKKTLVTMASNEQKDKLLFAEVDVM"
     gene            4991307..4991570
                     /locus_tag="DJ46_5350"
     CDS             4991307..4991570
                     /locus_tag="DJ46_5350"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63283.1"
                     /translation="MNCLKNIKARNVVLTFIVLIGIVLLLKSLDFANNLTHSWVQSVG
                     GDVDTSTYNIMLNNYMNVFQISGGILLGIGAFLLLYSVLFYKE"
     gene            4991929..4992300
                     /locus_tag="DJ46_5351"
     CDS             4991929..4992300
                     /locus_tag="DJ46_5351"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63808.1"
                     /translation="MYKQLPHGVKIGITRSIVVSFEKYMKEIEWNEEKFDMQQFVEQW
                     KQYLYTKSTWINKVDDKLKGHPDFHQALAMKVNEKINELINEKPSEEQVEQLKRNKVK
                     HADEMCKLEAEYHIERLLVTK"
     gene            complement(4992402..4993283)
                     /locus_tag="DJ46_5352"
     CDS             complement(4992402..4993283)
                     /locus_tag="DJ46_5352"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63190.1"
                     /translation="MLSFLKKAKKNGKDTTVSSNQLFGQEETNTENKTVKPTLYFHPS
                     WGAVAQEQKYIYQFLHKELPRLEEYQISLSGIEIEKRDNGYDVAVFIRSTVPKPISFE
                     EVTLILLNKEKKLCARKTFNLSALGDIPSNVNMPFIFTFEQETITDAALSQTDWELAF
                     ELESKHTLDLDPSWEAQLPEASKEALRNFVDNLTPPNDGEINFLGLQAARKENGDLHT
                     TLLIRNGCKDNIQLEQLPLHIEDATGAVVVKGAFTLPNLEIKANTTKPWSFVFPASSI
                     LKEDMDLSSWKALVPQD"
     gene            complement(4993298..4995664)
                     /gene="secA"
                     /locus_tag="DJ46_5353"
     CDS             complement(4993298..4995664)
                     /gene="secA"
                     /locus_tag="DJ46_5353"
                     /note="secA: preprotein translocase, SecA subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="preprotein translocase, SecA subunit"
                     /protein_id="AIK65836.1"
                     /translation="MLNSVKKLLGDSQKRKLKKYEQLVQEINNLEEKLSDLSDEELRH
                     KTITFKDMLRDGKTVDDIKVEAFAVVREAAKRVLGLRHYDVQLIGGLVLLEGNIAEMP
                     TGEGKTLVSSLPTYVRALEGKGVHVITVNDYLAKRDKELIGQVHEFLGLKVGLNIPQI
                     DPSEKKLAYEADITYGIGTEFGFDYLRDNMAASKNEQVQRPYHFAIIDEIDSVLIDEA
                     KTPLIIAGKKSSSSDLHYLCAKVIKSFQDTLHYTYDAESKSASFTEDGITKIEDLFDI
                     DNLYDLEHQTLYHYMIQALRAHVAFQCDVDYIVHDEKILLVDIFTGRVMDGRSLSDGL
                     HQALEAKEGLEITEENQTQASITIQNFFRMYPALSGMTGTAKTEEKEFNRVYNMEVMP
                     IPTNRPIIREDKKDVVYVTADAKYKAVREDVLKHNKQGRPILIGTMSILQSETVARYL
                     DEANITYQLLNAKSAEQEADLIATAGQKGQITIATNMAGRGTDILLGEGVHELGGLHV
                     IGTERHESRRVDNQLKGRAGRQGDPGSSQFFLSLEDEMLKRFAQEEVEKLTKSLKTDE
                     TGLILTSKVHDFVNRTQLICEGSHFSMREYNLKLDDVINDQRNVIYKLRNNLLQEDTN
                     MIEIIIPMIDHAVEAISKQYLVEGMLPEEWDFASLTASLNEILSVENMPSLSANNVHS
                     PEDLQSVLKETLSLYKERVNELDSNTDLQQSLRYVALHFLDQNWVNHLDAMTHLKEGI
                     GLRQYQQEDPTRLYQKEALDIFLYTYGNFEKEMCRYVARHLGVPENVQ"
     gene            4995947..4997467
                     /locus_tag="DJ46_5354"
     CDS             4995947..4997467
                     /locus_tag="DJ46_5354"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide biosynthesis family protein"
                     /protein_id="AIK62805.1"
                     /translation="MNNKFVKGAAILTITTFLSKVLGSFFQIPLQNIAGDEVLGIFRL
                     VFPVYMIALTLSVAGVPLAISKLIAELHEKNDQDGIAKLFTSASIIGVIFGVLGFSVI
                     MIGSSMFANMLGGQDTRLPLIVTSFALLIAPYMAVYRGYFQGFGDMIPTGVSQVIEQF
                     IRVFFMLAIAFLFVYWNKESDVVAGGAMIGSCLGVITSLIYLRLKYVKSIYRYKSNTY
                     SLQDFKDNAKKILQVSIPIAIGALSMPVLNLVDSVTIPHMLHESTTTIQEQFGIYSRG
                     FAFTQLIVVFASAMVFPLIPLLTAALTKKDIALAKQTIERTNDLAHVLTTPITIWLMA
                     LTIPLNVGLFTDAKGSGMLAILIGSSYFTSLMVLSIGILQGINRSKQAAWIVVGASFV
                     KVILNIVLVSQFGITGAAYSTLIIYIMICIVNYIYIRKELAYSIHMGRFFAVIGVSSI
                     VGIGLYFTSTFINVVDSRIITIIYSGLAFCVALFIYGICALKLNWISKKQIPFLRK"
     gene            4997609..4998712
                     /gene="csaB"
                     /locus_tag="DJ46_5355"
     CDS             4997609..4998712
                     /gene="csaB"
                     /locus_tag="DJ46_5355"
                     /note="S_layer_CsaB: polysaccharide pyruvyl transferase
                     CsaB"
                     /codon_start=1
                     /transl_table=11
                     /product="polysaccharide pyruvyl transferase CsaB"
                     /protein_id="AIK65116.1"
                     /translation="MRLVLSGYYGFYNVGDEAILQSIIKALHEEDPTLELVVLSNDPD
                     YTRKMYGVEAVNRWDIRAIYKEIKRSNGLISGGGSLLQDKTSIKSILYYTGIMRIARF
                     LKKPYYIYAQGIGPITKRQNRLLVKWQVSKAEYISVRDEDSFLYLKEIGIKKDIELVP
                     DPVLACQPEGMKSEWLQKHSIQGKVIAVSVRYWDAKEDYMKKLADTLKQLKRDGYHIL
                     FVPMHGPFDQNASRDIINLMGEEAHMLPYKLDIHEKISILSECSLLIGMRLHALILSA
                     VANIPMVGISYDPKIDSFLQQVNQPIIGNVDGDWTAETLYNVATKQLEQKEYVQETLE
                     QRVEELREQISTASRYIISDLNSKEFKKRGMGS"
     gene            4999388..5001832
                     /gene="sap"
                     /locus_tag="DJ46_5356"
     CDS             4999388..5001832
                     /gene="sap"
                     /locus_tag="DJ46_5356"
                     /codon_start=1
                     /transl_table=11
                     /product="S-layer protein sap"
                     /protein_id="AIK65577.1"
                     /translation="MAKTNSYKKVIAGTMTAAMVAGVVSPVAAAGKTFPDVPADHWGI
                     DSINYLVEKGAVKGNDKGMFEPGKELTRAEAATMMAQILNLPIDKDAKPSFADSQGQW
                     YTPFIAAVEKAGVIKGTGNGFEPNGKIDRVSMASLLVEAYKLDTKVNGTPATKFKDLE
                     TLNWGKEKANILVELGISVGTGDQWEPKKTVTKAEAAQFIAKTDKQFGTEAAKVESAK
                     AVTTQKVEVKFSKAVEKLTKEDIKVTNKANNDKVLVKEVTLSEDKKSATVELYSNLAA
                     KQTYTVDVNKVGKTEVAVGSLEAKTIEMADQTVVADEPTALQFTVKDENGTEVVSPEG
                     IEFVTPAAEKINAKGEITLAKGTSTTVKAVYKKDGKVVAESKEVKVSAEGAAVASISN
                     WTVAEQNKADFTSKDFKQNNKVYEGDNAYVQVELKDQFNAVTTGKVEYESLNTEVAVV
                     DKATGKVTVLSAGKAPVKVTVKDSKGKELVSKTVEIEAFAQKAMKEIKLEKTNVALST
                     KDVTDLKVKAPVLDQYGKEFTAPVTVKVLDKDGKELKEQKLEAKYVNKELVLNAAGQE
                     AGNYTVVLTAKSGEKEAKATLALELKAPGAFSKFEVRGLEKELDKYVTEENQKNAMTV
                     SVLPVDANGLVLKGAEAAELKVTTTNKEGKEVDATDAQVTVQNNSVITVGQGAKAGET
                     YKVTVVLDGKLITTHSFKVVDTAPTAKGLAVEFTSTSLKEVAPNADLKAALLNILSVD
                     GVPATTAKATVSNVEFVSADTNVVAENGTVGAKGATSIYVKNLTVVKDGKEQKVEFDK
                     AVQVAVSIKEAKPATK"
     gene            5002554..5005142
                     /locus_tag="DJ46_5357"
     CDS             5002554..5005142
                     /locus_tag="DJ46_5357"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61779.1"
                     /translation="MAKTNSYKKVIAGTMTAAMVAGIVSPVAAAGKSFPDVPAGHWAE
                     GSINYLVDKGAITGKPDGTYGPTESIDRASAAVIFTKILNLPVDENAQPSFKDAKNIW
                     SSKYIAAVEKAGVVKGDGKENFYPEGKIDRASFASMLVSAYNLKDKVNGELVTTFEDL
                     LDHWGEEKANILINLGISVGTGGKWEPNKSVSRAEAAQFIALTDKKYGKKDNAQAYVT
                     DVKVSEPTKLTLTGTGLDKLSADDVTLEGDKAVAIEASTDGTSAVVTLGGKVAPNKDL
                     TVKVKNQSFVTKFVYEVKKLAVEKLTFDDDRAGQAIAFKLNDEKGNADVEYLNLANHD
                     VKFVANNLDGSPANIFEGGEATSTTGKLAVGIKQGDYKVEVQVTKRGGLTVSNTGIIT
                     VKNLDTPASAIKNVVFALDADNDGVVNYGSKLSGKDFALNSQNLVVGEKASLNKLVAT
                     IAGEDKVVDPGSISIKSSNHGIISVVNNYITAEAAGEATLTIKVGDVTKDVKFKVTTD
                     SRKLVSVKANPDKLQVVQNKTLPVTFVTTDQYGDPFGANTAAIKEVLPKTGVVAEGGL
                     DVVTTDSGSIGTKTIGVTGNDVGEGTVHFQNGNGATLGSLYVNVTEGNVAFKNFELVS
                     KVGQYGQSPDTKLDLNVSTTVEYQLSKYTSDRVYSDPENLEGYEVESKNLAVADAKIV
                     GNKVVVTGKTPGKVDIHLTKNGATAGKATVEIVQETIAIKSVNFKPVQTENFVEKKIN
                     IGTVLELEKSNLDDIVKGINLTKETQHKVRVVKSGAEQGKLYLDRNGDAVFNAGDVKL
                     GDVTVSQTSDSALPNFKADLYDTLTTKYTDKGTLVFKVLKDKDVITSEIGSQAVHVNV
                     LNNPNL"
     gene            complement(5005238..5006428)
                     /locus_tag="DJ46_5358"
     CDS             complement(5005238..5006428)
                     /locus_tag="DJ46_5358"
                     /codon_start=1
                     /transl_table=11
                     /product="DHHW family protein"
                     /protein_id="AIK61981.1"
                     /translation="MKKLGNLILFIGFLTIIFSFGILSLLKTDRDISPVENRPLAQKP
                     ALTKEALLTGSFFKDFETYTNDQLIGRDELIKNYTIAQINMGKSLINDIILTDDKWLL
                     KNPAWTTKYNEIDQSMPAINDLSQFSKEQNVEFYFALPPSKTNALSFKLPSHIHTYAQ
                     ENLNYFLTKLPADVKPIKLMEHLKKNYTNEEIQDMYFKTDHHWNMDGAFLGYQYIMNT
                     IGQQSSIYKGKEIKKEDYTRTCAQNKHLVGSFNNQLYQLIDATGEKLCYYTPKDGFNF
                     TSVTAKDVKGTIHQNLDEIYGVEKQKDTTSYAGYYTDDYPEIVIENNNAQNEVRALVL
                     KDSFANAIVPHLAQSFKHTSILDLRHYHEKDVYQYMKDNNINMVLFVYSDSNLSGDMF
                     KFKK"
     gene            complement(5006453..5007868)
                     /locus_tag="DJ46_5359"
     CDS             complement(5006453..5007868)
                     /locus_tag="DJ46_5359"
                     /codon_start=1
                     /transl_table=11
                     /product="MBOAT, membrane-bound O-acyltransferase family
                     protein"
                     /protein_id="AIK61764.1"
                     /translation="MVFSSSIFLFIFLPLVLFFYFIVRAELRNFVLLAFSLIFYAWGE
                     PRFVLLMLFSILLNYCFGLLVHHYDKRKNMKVTFLIMAVIGNILLLSYFKYISFFTDI
                     LNNVLHLSIHVEPIPLPIGISFYTFQAMSYVIDIYRKDGDVQKNPLNLALYISIFPQL
                     IAGPIVRYNIVAEQIKTRIHSFERFTEGIQIFVLGLAKKILIANQVGFVADKIFALPP
                     SEMSVGTAWIGIIAYTLQIYFDFSGYSDMAIGIGKMFGFDFPKNFNYPYISKSISEFW
                     RRWHITLGSWFRDYIYIPLGGNRVSKLANYRNLFIVWGLTGLWHGASWTFIAWGLYYG
                     FIISIEKAGFEKILNKLWKPLQHAYVLLIVMIGWVFFRADNFAYSFQYLKAMFGIDGQ
                     SFIDDNTMLYVHEYIIVFLIAFIAATPILKRMKNILELAPKTYMFTTQFVRPILLLTL
                     FMISVMYLINSTYNPFIYFRF"
     gene            5008095..5009552
                     /locus_tag="DJ46_5360"
     CDS             5008095..5009552
                     /locus_tag="DJ46_5360"
                     /codon_start=1
                     /transl_table=11
                     /product="MBOAT, membrane-bound O-acyltransferase family
                     protein"
                     /protein_id="AIK62036.1"
                     /translation="MLFNSFEFIFLFLPIAFLLYFLLNKFGQTTLAKAWLVAASLFFY
                     SYWNIKYLPLMLVSLIVNYFIGMKLVKHKSKLLLTVGLIFNIGMLSYFKYYDFFLQNV
                     NSLFGTHFTLLSLTLPLAISFYTFQKIAFLVDTYRGETEACHFLDYALFVTFFPQLIA
                     GPIVHHAQIMPQFADRSKKRWQSNYIVLGIFVFAIGIFKKVGIADVLSPVVREGFDVQ
                     QSLTFVEAWLSSLAFTFQLYFDFSGYSDMAIGIALMFNIKLPQNFNSPYKAVSIQDFW
                     HRWHMTLSQFLTKYVYISLGGNRKGITRTYVNIMIVFLISGLWHGAGWTFIFWGFLHG
                     LASVVHRLWNKAGGRMPDWAGWLVTFFFINITWVFFRATSMHDAVKVLKGMFGFNGFE
                     LANSVFPVFIIEKLQFLKEYGVSFTEAYHVSLLNTEIVAYIFGALCISFFLKNSIQLK
                     DSFRPTVWTALFTAILLVYSVLHLTSISEFLYFNF"
     gene            5009562..5010593
                     /locus_tag="DJ46_5361"
     CDS             5009562..5010593
                     /locus_tag="DJ46_5361"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65713.1"
                     /translation="MKNKQWLIFVFVCVFVPLAGVGIFNGYADSLWLFSHKNKWNDVQ
                     FGFNERQQKTNYITYRPFTYDGVILGSSRTTFINENDFTGLNAFNYAVSSTDPREYDA
                     YIEYAKERKGSELSSIVIGLDFLGTNKNREIGFEKPEVYINEAQSLLYPIKSYVSMDG
                     ITYSRNTIQNSIHHNKTIDVYNRDNIKSMREYTKEERDTQIAAQVDKFSREIYGGNYE
                     YQNMKEILGTVKSHNPNTKFYIFTTPVSEPLFRTMIQSGRWEDYKRWLHDAVDVFGEV
                     HHFMYLNSVTKNLDNYMDGHHFRPEVGKIIAHKVVNEEDRNVPKDFGIVITKDNIDEV
                     LEQIHASFQ"
     gene            complement(5010735..5012114)
                     /locus_tag="DJ46_5362"
     CDS             complement(5010735..5012114)
                     /locus_tag="DJ46_5362"
                     /codon_start=1
                     /transl_table=11
                     /product="O-antigen ligase like membrane family protein"
                     /protein_id="AIK62475.1"
                     /translation="MVTKLKQTANYFPHFLLLFIVFQPILDLLTSFSIYVLHMSATVG
                     IVVRFAFMLLALGYLLLHHKQQGAKKYILYLCLFGIVLAIGLVNNLMIKSPVSFGEEV
                     KFIMKSVYPIVLLFGYIIALKELKNNEFAFHKIITYFLYATLILSISIITAMATGTDF
                     PSYPNSKIGSRGWFFAGNDLSSIFAIMFPIVVLYSVHKTTSFSKVYYWIPTVLAMYAS
                     IMIGTKVGYGAIVITLGIALFFLFIEYMMHRKKEGKGFTYLVNTIVAAVVLGGLLVLT
                     PQTPIAKNMSIHLQIYEYKKSVQDEKDRKEGKVVKEEEHKQGELTDSEMKSLIYSDRD
                     KFLKVYKQYYKEAPLSQKLFGMGYAGNYTTKMKLVEMDFHDLFFAFGIVGFLMYLLPL
                     LYFGIKIFIRLITNFKKLFSVKHMLLASTLVLSLGIGFMSGHVLTAPAVSIFFVVILA
                     YLIVDLEIE"
     gene            5012416..5013204
                     /locus_tag="DJ46_5363"
     CDS             5012416..5013204
                     /locus_tag="DJ46_5363"
                     /codon_start=1
                     /transl_table=11
                     /product="enoyl-CoA hydratase/isomerase family protein"
                     /protein_id="AIK64670.1"
                     /translation="MEVTSKTESVIVKYEGHVATVMVNRPEVLNALDEPTLKELLQKL
                     KEVAESSAHIVVLCGNGRGFSAGGDIKSMLSSNDESKFDGIMNTISEVVVTLYTMPKL
                     VISAIHGPTAGLGLSIALTADYVMADISSIIAMNFIGIALIPDGGGHFFLQKRVGENM
                     TKQIIWEGKKLSATEALDIGLIDEVIGEDFQTAVKQKISEWSQKPIKAMIQTKQILCE
                     VNRSNLEQTLQLEKRGQYAMRQTADHKEGIAAFLEKRLPAFKGE"
     gene            5013454..5013759
                     /locus_tag="DJ46_5364"
     CDS             5013454..5013759
                     /locus_tag="DJ46_5364"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphoribosyl-ATP
                     pyrophosphohydrolase"
                     /protein_id="AIK64127.1"
                     /translation="MSAYNKLVRDRVPEKILMSGKTYTAQKLTGQAYIQALAKIGTEE
                     IREFASMKEREHALDSLADALEVIISLARAEGATIEDVERLRKQKEIEHGGFERGIY"
     gene            complement(5013798..5013977)
                     /locus_tag="DJ46_5365"
     CDS             complement(5013798..5013977)
                     /locus_tag="DJ46_5365"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63926.1"
                     /translation="MNISKKHVHIALIWFLASLLCLQVSYAVHTTTSITIGWVLTAIF
                     FIISLIATKKHSVNA"
     gene            5014104..5015153
                     /locus_tag="DJ46_5366"
     CDS             5014104..5015153
                     /locus_tag="DJ46_5366"
                     /codon_start=1
                     /transl_table=11
                     /product="M42 glutamyl aminopeptidase family protein"
                     /protein_id="AIK65752.1"
                     /translation="MAHHAKETMELIKELVSIPSPSGNTEKIIRFIENYVSEWNVETK
                     RNNKGALILTVKGKNDAQHRLLTAHVDTLGAMVKEIKPDGRLSLSMIGGFRWNSVEGE
                     YCEIETSSGKTYTGTILMHQTSVHVYKDAGEAKRDEKNIEVRIDERVFSADEVRELGI
                     EVGDFVSFDPRVQITESGYIKSRHLDDKVSVAILLKLIKRLQDENVTLPYTTHFLISN
                     NEEIGYGGNSNIPEETVEYLAVDMGALGDGQASDEYTVSICAKDSSGPYHYALRKHLV
                     ELAKTNNIEYKVDIYPYYGSDASAAIRAGFDVKHALIGAGIDSSHAFERTHESSIAHT
                     EALVYAYVLSEMIAE"
     gene            5015394..5016983
                     /locus_tag="DJ46_5367"
     CDS             5015394..5016983
                     /locus_tag="DJ46_5367"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64971.1"
                     /translation="MKYRAVAAGILAASLLSSPVSSFAAAKKFSDVPTWAQQSVDYLV
                     GKKALDGKPDGTFSPSEAVDRGSAAKILAVVLGLPVDPKAKPSFKDAQNHWAAPYIAA
                     VEKAGVINGDGTGKFNPSSQINRASMASMLVQAYSLDKKIIGELPTQFKDLEPHWGKK
                     QANILVALEISKGTGNGWNPEGTVTRAEAAQFIAMADQNKTSTSKRMYMNRNVITYHQ
                     PSLSSGITDVQHKPQMVEVTEQRADGWLKIVTSKGEKWTPLTEKTETINEEFTTYETA
                     SHSSKVLGTYNAQTVTVMEESGSWIRIRVGAGFQWVDKNQLNPVKQENFLEGKAIIID
                     PGHGGIDSGNVGYYEKESETVLDVSLRLKKIFEQKAPFTVMFTRTDNTRPGVNSTDSL
                     KKRVEFAQEHNGDIFVSIHANGSAEKNGQGTETLYYQSARAKVTNPHVEDSKLLAQKI
                     QDRLVAALGTKDRGVKHQDLYVTRENTMPAVLTELAFVDNKSDADKIATPKQRQAAAE
                     AIYQGILDYYEAKGNNVSSFR"
     gene            5017116..5018069
                     /locus_tag="DJ46_5368"
     CDS             5017116..5018069
                     /locus_tag="DJ46_5368"
                     /note="conserved hypothetical 95 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66087.1"
                     /translation="MNNHSKTPACIYTYAFREEERALCYLEMRSFFGMESHINILKSD
                     VKIDPSRSAFIKECVEVMYEGDDLESILKQVEQIDLAGASFKVIFVKINDLVGENKIE
                     YGERRLIERDLGMHIEGEADVRNPERVFGIVPLGGRWYFGHYVESEPVWYHHIKKPHS
                     YSTSLSTRVARSVANIAVPNPEGVRAIDPCCGIGTVVVEALSMGINIVGRDINPLVVL
                     GTRKNIAHFGLEGTVTKGPIEEITENYDVAIIDMPYDLFTHATPEDQLSILSSARRIA
                     KKVVVVTMETMDDMIHEAGFEITDRCTTKKGSFSRQILVCE"
     gene            complement(5018273..5018419)
                     /locus_tag="DJ46_5369"
     CDS             complement(5018273..5018419)
                     /locus_tag="DJ46_5369"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66162.1"
                     /translation="MYYGTKGWYVAELKKLGVRYHEGRKLESYRGHILRNLLLAQQEK
                     LKEQ"
     gene            5018652..5019647
                     /locus_tag="DJ46_5370"
     CDS             5018652..5019647
                     /locus_tag="DJ46_5370"
                     /EC_number="5.1.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="proline racemase"
                     /protein_id="AIK64311.1"
                     /translation="MKVSKVYTTIDAHVAGEPLRIITGGVPEIKGETQLERRWYCMEH
                     LDYLREVLMYEPRGHHGMYGCIITPPASAHADFGVLFMHNEGWSTMCGHGIIAVITVG
                     IETGMFETKQKFIIDSPAGEVIAYAKYNGSEVESVSFENVPSFVYKKDVPIKIDNYEF
                     QVDIAFGGAFYAVVDSKEFGLKVDFKDLSAIQQWGGKIKHYIESKMEVKHPLEEGLKG
                     IYGVIFSDDPKGEGATLRNVTIFADGQVDRSPCGTGTSARIATLFEKGILQKGEIFIH
                     ECITDGEFEGEVLSVTAVHTYEAVVPKVTGNAFITGFHQFVVDPRDDLNRGFLLG"
     gene            5019667..5020644
                     /locus_tag="DJ46_5371"
     CDS             5019667..5020644
                     /locus_tag="DJ46_5371"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate / quinate 5-dehydrogenase family
                     protein"
                     /protein_id="AIK62149.1"
                     /translation="MLVISAKEQRDLVNMNEVIAYAALALQEFSAERTITPIRTSLPF
                     ANEKNTALIMPSVAEGLEVLGLKVVTVVPHNKKIGKKTINGIVMLSDFQTGEPLALLE
                     GSYLTMIRTGALSGVATKYLARHNAKTLCIIGTGEQAKGIAEAVFAVRDIERVMLYNR
                     TEEKAYAFSQYIQKRFNTPTYVHKNANEAISEADIIVTTTNASTPVFSEKLQKGVHIN
                     AVGSFRPNMQELPSHAIANANKVVVESKEAALEETGDLQVPVREGLFEASDIHAELGQ
                     IISGEKAGRESDEEITVFKSVGLAVVDIIVAKYLYEKAVERGGGSRIEF"
     gene            5021030..5021260
                     /locus_tag="DJ46_5372"
     CDS             5021030..5021260
                     /locus_tag="DJ46_5372"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64563.1"
                     /translation="MNDRDYIYEELSDFLGGTFHQDMETQEKALHEFIEEAHKICIEN
                     TINYITAFLNSNLSTEKKKNSLNIIQIFIFLL"
     gene            5021999..5022670
                     /locus_tag="DJ46_5373"
     CDS             5021999..5022670
                     /locus_tag="DJ46_5373"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64885.1"
                     /translation="MKKSIDFNKKAFAHYMALYPVNEIRVHVIVLVLLGADVFVLLPA
                     FANPFRLLYVYIVTPPVIFLNLWAIWIAINPRKRQLQYTLFRGVYGTICSVGLLVITQ
                     KYAYEVLQLQTPIYFILSFGLYGFALYHFYKNHIEKLQEPRKKSKSSKGTGGVKVAAI
                     AAGLGQLIANIILSIATQQMGAIVFMCACTVFSFALFYMIIELHKYYYLRKHIEDGGK
                     IRIGF"
     gene            5023081..5023731
                     /locus_tag="DJ46_5374"
     CDS             5023081..5023731
                     /locus_tag="DJ46_5374"
                     /codon_start=1
                     /transl_table=11
                     /product="yip1 domain protein"
                     /protein_id="AIK65292.1"
                     /translation="METPENQFKRALNPWFSIWTKPRDTMKEIFISKPKNVFLLILLG
                     SFVQTLDRASSKNVADSISSPVSLISMVIFGTFVAFLIYYFLLPALFNWVAKKLGGQG
                     TFEKTRYSVAYSYIPYVYSLILVWVPSFFLFGIENFTSETPEMDSSITLTILFLIFAI
                     IDVVIGIWTIIISLKCLGEAHQFSAWKALLTVIVSFMIIILPLVIIVFLIVGVTTF"
     gene            complement(5024043..5024189)
                     /locus_tag="DJ46_5375"
     CDS             complement(5024043..5024189)
                     /locus_tag="DJ46_5375"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62826.1"
                     /translation="MKLNELNIEHDHFIETMEREDLYEFIDTAAQIAGLESEEDITEK
                     WREW"
     gene            5024699..5026285
                     /locus_tag="DJ46_5376"
     CDS             5024699..5026285
                     /locus_tag="DJ46_5376"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial extracellular solute-binding s, 5
                     Middle family protein"
                     /protein_id="AIK64435.1"
                     /translation="MKKKLFVLPFVLLLFIALAACSGEKDSKQAGTSKSGIPKDGGTL
                     TIGVSDNPETMNPLYANDRVSLTVQQALYAPLYHMEDGKKKFVLAESFTPSEDQLTWT
                     LKLKDNLKWHDGKKITSDDIAFTFQSILDEKQNSSSRENFVFKGKPLEVKKVDELTTQ
                     FVLPQVSASFEGVMNDFFPIPKHVFEGEADLAKSKKNLQPVGSGPFKFKEYKSDEYVA
                     LDRFDDYVGGKAKLDSIVYRVVKDRNTANVSLQNGQINMKMIEPQDFKKLDSTGNFSM
                     VTFPEGRLFYLSYNMNTDLMKKKEVRQAIAHALDKKEMINSAFVSSQFAEPANSILTP
                     DAMYYAKDIKEYKYDKKEAKDLLAKAGVKDKEKVRVMYVTNNKIMESLALYTQQKLQE
                     VGLEVELNALDASAASDKSLDKENKEYDITFGGYIMGPEPDSYKSLFLSNAEYNYARY
                     KNADFDKLWEEAAVETDKTKRAELYHKIQETAREDLPYLPIAYPKAVIAVDKKFDGLK
                     EAKAIPVTMFEDVSKIYEVK"
     gene            5026345..5027292
                     /locus_tag="DJ46_5377"
     CDS             5026345..5027292
                     /locus_tag="DJ46_5377"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK65431.1"
                     /translation="MYKVIAKRLLNAIPLLFVISIISFLLIKLAPGDPVRNFVTPNMS
                     PIDVERIRKSLGLDQPIYMQYILWLKNILTGNFGYSLQNHRPVLDLIVERLPATIGLM
                     GSSLLVSFVIAIPLGLFTGVKKNSIFDRIVNFISYVGISMLVFWFALLLIYLFSLKLN
                     LLPSMGMRTVGQDSVWDIVQHGILPCMVLAFQNISVYMRYIRSSTIQQLEDYVQIQYA
                     YGASKKTVLFNHVLRNVLIPIITIFGLSIPSLVGGAFITETVFSWPGLGSLGVNAIFR
                     FDYPIIMAITLLSSFMLILGNLIADILYGVVDPRIRMRG"
     gene            5027299..5028150
                     /locus_tag="DJ46_5378"
     CDS             5027299..5028150
                     /locus_tag="DJ46_5378"
                     /codon_start=1
                     /transl_table=11
                     /product="binding--dependent transport system inner
                     membrane component family protein"
                     /protein_id="AIK64658.1"
                     /translation="MNNRRFQTIKHSFTKNKFVAMGVIILAVLTVASIFAFVSPYDPS
                     KMSIPDRLQEPSVSHPFGTDDYGRDYLTRALYGGRVSLAVGFLAMVVSVTIGTAVGTI
                     SGYFGGKLDNFLMRVVEVLMSIPSFFLMLLLNAYLKPGITTLVLIIGLLTWMDTARIV
                     RAETLSVKEREYVLYAKVSGQKSLTIIVRHIIPNILSTIIIAATLTIATSILMESSLS
                     FLGLGIREPDSSWGSMLNNAQGYIGEAWYLTLFPGFLILLTVLSFNVIGEALKKAFAP
                     KGAGNEN"
     gene            5028177..5028617
                     /locus_tag="DJ46_5379"
     CDS             5028177..5028617
                     /locus_tag="DJ46_5379"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter family protein"
                     /protein_id="AIK66006.1"
                     /translation="MSEKLLEVKNLKTSFFIEIGEVEAVRGVTFRLNKGEVVGIVGES
                     GSGKSVMAKSVMSLVTSPGKVKEGEILFHNENILSKSEKELRSIRGNQISLISQDPMS
                     ALNPVVKIGKQMMEVIIRHQKVKKKEAEQIAINLLKQVGLSSPE"
     gene            5028678..5029169
                     /locus_tag="DJ46_5380"
     CDS             5028678..5029169
                     /locus_tag="DJ46_5380"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65287.1"
                     /translation="MAMSCNPDLLIADEPTTALDVTIQAQILDLMKNLKNETNMALLL
                     ITHDLGIVAQNCTRVIVMYGGLIMEEGPVLDIFQSPNHPYTKGLLNSLPKISNGVKER
                     LAPIQGVTPNLLHPPKGCPFAERCPHAMDICEKERPPYFEIGDGRRSMCWLNDRAVGD
                     SHA"
     gene            5029162..5030133
                     /locus_tag="DJ46_5381"
     CDS             5029162..5030133
                     /locus_tag="DJ46_5381"
                     /note="oligo_HPY: oligopeptide/dipeptide ABC transporter,
                     ATP-binding, C-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61565.1"
                     /translation="MHEENLIEVRNSKKYFPIKKGPFGRKTEQLKAVDDLSFTIKKGE
                     TFGLVGESGCGKSTTGRSIIRLHDVTSGNVLFDGKDIASLKESELKEYRKRMQIIFQD
                     PYASLNPAMNVFQIISEPMNIHGSYEKEEQKEIILDLLKKVGLKEEHLYRYPHEFSGG
                     QRQRISIARALSVKPDFILCDEPISALDVSVQAQVVNMLQDIQEETGVTYLFIAHDLS
                     MVRHISDRIGVMYLGNIVEIADSEDLYTKPAHPYTQALLSSMPEPDPTKTGKDRIILE
                     GEVPSPLNSPSGCKFRTRCKFATEKCAQEVPKMVEIAKGHEVACHLF"
     gene            5030773..5031402
                     /locus_tag="DJ46_5382"
     CDS             5030773..5031402
                     /locus_tag="DJ46_5382"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66382.1"
                     /translation="MLKKFTTCILGGALVFNLSGCGNTSDKTSSESKETNSKQEEKNV
                     QTTDEAKTKENTKQKNTEQTKEKSKIKEKEYAVNKDFHTPKFDVTVKRVVERDKVGKE
                     SIGFQKPEDGHVFIVVEAEGKNITSEPMKLAFLPSVDLVDENDNAYQSDVWAASSYDV
                     EKGETSSITKELKPGEVKRQNKVYVINKEKFDTGKWYVVVNNEYKEQIK"
     gene            5031572..5032144
                     /locus_tag="DJ46_5383"
     CDS             5031572..5032144
                     /locus_tag="DJ46_5383"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61531.1"
                     /translation="MKIWELKSSFDDYESFQLLNLEEDSKKYFEGKIDSAVKASDSWG
                     EIRIKCVEEGNQSDLPHFWGEVGTTMVSGKAKKFLESILGDNVEFLPLIHDVTGEVYY
                     IINVLNAIDAIDYEKAILKKLHSGLVIDFKKYAFLPNMVKNQTIFKVYLNEILHIPSV
                     FVSDEFRNTVLESDLKGFEFITVWDSEANM"
     gene            5032181..5032300
                     /locus_tag="DJ46_5384"
     CDS             5032181..5032300
                     /locus_tag="DJ46_5384"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63684.1"
                     /translation="MDAKVLEVLRMLNNYEGNEKEIFELIQAEVMVKFICGKI"
     gene            5032285..5032701
                     /locus_tag="DJ46_5385"
     CDS             5032285..5032701
                     /locus_tag="DJ46_5385"
                     /codon_start=1
                     /transl_table=11
                     /product="SMI1-KNR4 cell-wall family protein"
                     /protein_id="AIK62174.1"
                     /translation="MWKNLILEIEKIEKSFNDKLNTPATDSEVQKLRERMKESFNVDL
                     PSEYEEFLKNVNGLDFNGLVFYGVDSYLLDTERDESICGLIETNDIWYENEFQKEHLF
                     FGDSNIAWFCKSLSDGTYLELDKPSGTVMNTYNEHI"
     gene            5032769..5033227
                     /locus_tag="DJ46_5386"
     CDS             5032769..5033227
                     /locus_tag="DJ46_5386"
                     /codon_start=1
                     /transl_table=11
                     /product="SMI1-KNR4 cell-wall family protein"
                     /protein_id="AIK63441.1"
                     /translation="MFNFLKEYVVADRSVCSKQKPIFYPIYQDGIDEAESLLQMELPK
                     ELKRFYQEIGCGFLKSDKKTFFNRFMDPISVADFRLRQDIYEYNPNLDDVDDDESLVF
                     FEVTELNFLTIKFKEENELSQCPIYSEDEKIADSLEEFLIKMDENPDYYI"
     gene            complement(5033796..5035118)
                     /locus_tag="DJ46_5387"
     CDS             complement(5033796..5035118)
                     /locus_tag="DJ46_5387"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK61933.1"
                     /translation="MAQAKSNRVAGNIFKGSVGNLIEWYDWYVYSAFAVYFSAEFFPK
                     GDPTSQLLNTAAIFAVGFLMRPIGSLLMGRYADRHGRRAALTLSITVMASGSLIIACT
                     PSYESIGIMAPIILVLARLLQGLSLGGEYGTSATYLSEMASSGRRGFYSSFQYVTLVA
                     GQMVALGVQIVLQQLLSEPDMKAWGWRIPFIIGAMGAVAVLWLRRTMDESEQFANIKS
                     QKRESAGTVRTLMKHPKAVLTVVGLTLGGTVAFYTYTTYLQKFMVNTVGLPKEIVSWI
                     NFVALLIFVVLQPIAGLLSDKIGRRPLLMAFGILGTLLTAPIFFFMEKTTEPIVAFLL
                     MMVGLIIVTGYTSINAIVKAELFPTEIRALGVGLPYALTVAIFGGTAEFIALWLKSIG
                     MESLFYFYVAGCIAISFITYWRMDESSKTSQIEAELGGGDQLVNNKSS"
     gene            5035344..5036933
                     /gene="citS"
                     /locus_tag="DJ46_5388"
     CDS             5035344..5036933
                     /gene="citS"
                     /locus_tag="DJ46_5388"
                     /EC_number="2.7.13.3"
                     /codon_start=1
                     /transl_table=11
                     /product="sensor protein CitS"
                     /protein_id="AIK63182.1"
                     /translation="MKKSRKVSLQTKIVSLIIALILFVVLLLAGIFVYIQSVDTKRQV
                     EQLALQTAKSLSFMPAIKEAFQNNEHKNNIQSIAEQVREQAGADYVIVEDRYGVMYSH
                     SNSELIGTKNNNPYNYEALTFGGYYTLEGNGTSSPALMAKAPIIVHNGDYDQVVGVVT
                     VEFLIKGIESNILSRTKEIILFSLAVLLVGIVGGILLARSIRKDTLGLEPNEIAALYR
                     ERSAILLSIKEGIIAIDRNGFITMMNTSAEEMLHVNGDYMQQHISKVLPEFHMERVLE
                     NDQEIAFQDKVFILNMTPILENNNTVGVVCSFRDKTELQNLVNTISEVRKYSEDLRAQ
                     THEFTNKLFVLSGLLQLGHYREAIEFIQQESNIHQSQNHILFHQIHDAKVQAILLGKI
                     GTASEKKIDFHIEGDSALHPLPDHIKVSHLITILGNIIDNAFDAVSEREEKNVSFFVT
                     DIGHDIVFEVIDRGIGIPAEKITTIFQKGFSTKGNNRGYGLANVKEMVDVLEGTIEIQ
                     NERNGGAIFTIYLPKTLREST"
     gene            5036952..5037629
                     /gene="citT"
                     /locus_tag="DJ46_5389"
     CDS             5036952..5037629
                     /gene="citT"
                     /locus_tag="DJ46_5389"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein CitT"
                     /protein_id="AIK66299.1"
                     /translation="MLKVAIAEDDFRVAQIQEEFLLKIKDVKVMGKALNAKETMELLQ
                     REEIDLLLLDNYLPDGIGTDLLPQIHAEFPNVDVIMVTAANENHMLEKAIRNGVSNYL
                     IKPVTLEKFVRTIEDYKRKKQLLHNNNEVNQTLIDNFFGISQTQDIKNLPTGVDPLTL
                     QKVKGIIKGFEEGITIEEMGEQMGASRTTARRYLEYLVATNECTVEYTYGIIGRPERK
                     YRIGRGL"
     gene            5037626..5038603
                     /locus_tag="DJ46_5390"
     CDS             5037626..5038603
                     /locus_tag="DJ46_5390"
                     /codon_start=1
                     /transl_table=11
                     /product="tripartite tricarboxylate transporter receptor
                     family protein"
                     /protein_id="AIK65477.1"
                     /translation="MKKRLLLCIWIMTGVIAGCSSEKSQTNIVNIDEVEIVAPNVQGA
                     GWDLTARAMQKTLTEEKIFTKPITVTNKVGGSGDVGWKYTKQKGGHVLAINSSLLITN
                     NLLGHSKLTYKDFTPLATLASDWEVVVVSKDSTIDNANELMEQLKQNKKNFNIGVAPG
                     LGNDDHLSFVQVSKAFGINPAELQFFVYENKEKIINALTNKQISAATMTLSEAEKQYK
                     AGKIKILAVSAPKRLDRLLQIPTWKEQGINVIFQHWKGIMGPKNMTEEEVAYWDGVIK
                     RMVESDSWKGILRERGWNSYYKDSRETRGFLEESSGWYGGMVGGARVDK"
     gene            5038827..5040032
                     /locus_tag="DJ46_5391"
     CDS             5038827..5040032
                     /locus_tag="DJ46_5391"
                     /codon_start=1
                     /transl_table=11
                     /product="terD domain protein"
                     /protein_id="AIK64813.1"
                     /translation="MIHTLVRGQKIDVTNNHLEIRGLLVDLTWNAPMNMDVDASAFLV
                     GFNGKITKEEDFVFYGQPYSSCRSVQLNQNETNGSKQRFSIDFTHIKDEVQKIVFSIT
                     IHNAEEKKQALRDVSHIQLKISNAQSGLEIIHFPITYPFTDESAIIVGELYRHGGGWK
                     FNPIGAGYFGGLAALCTSFGIEIADDEKQTAPPIEKKIVPTPPPVQKAINAVKVELKK
                     KQSINIQKSKMVTATLEWETNKDLDLYCFYVTTNGEIGKVYYKNLGSSKISPYIVLDG
                     DSQEPGKETIRIYRPEALKYVLFAAYSAVGNGIGSFYSMKAKAVVDNHMGSVVTAPLL
                     EINDHAYWVCIAHIDFTNLNEMKISHVESYSKNHSEASPLLYENGKFRMDVGPIEFKN
                     EEDYQKYFK"
     gene            5040132..5042663
                     /locus_tag="DJ46_5392"
     CDS             5040132..5042663
                     /locus_tag="DJ46_5392"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain family protein"
                     /protein_id="AIK61790.1"
                     /translation="MLEQLIIELAKSMKQAEDINGDKNYLIINKDDEGLDVEVKISCG
                     QYEDEVSYFKVSFELLKNTLEKFMAMRTVKSENFGQTSECNAFLLAFFSQLPFVNVME
                     SGAITFKEFQTDNLPSEKYDKVMLFLEEIMNGTYNPSMLRQQTDENLYRMKSNARQDL
                     RLLGFLNESHEMNQLLLNEYVQSEDKNVYIAQLILKQEYFRHVLFILGLLEKYSKDEK
                     KEALVGLGMTIVQNSLGDNLMVESVAKRRTGNLLDWLEQVGLINDEWIPVEQYVKDDG
                     EKGGSMNSNLREKFLTVMNEYLQARTERFAGHKMGSVVRNEMTTEITRLPFIDHSQYV
                     VTGSVGQGNWAAVPWLAIMNKDITTSTQRGYYIVYLFSEDMERLYLTLAQGVTETTKE
                     EMQKIKEEIREQIHMSQKVKKDDDIFLGTSPKAKGYANSTAAYIAYDVNKMPSEKELV
                     EDLEEMLRYYEGFIAYKEEGTKYEMIYERKEVYLDQQSIIDHVSSYIQSKGFFYEKKD
                     LVNFFLSLKTKPFVILSGISGTGKTKIVQWFAESLGATEENGQFTLIPVRPDWSDSSD
                     LLGYVNLQGEFQERPLIKVLENADANPNRPYFVVLDEMNLARVEYYFSDFLSVIESRK
                     WKDGKIVTLPVLPESIANKHITIPSNVYIIGTVNMDETTHPLSKKVLDRANTIEFNTV
                     NLDYFNFLMDVEEKEAEIASNRSLETEYLHLKECFKDNEDLVRNISTILIEINKILES
                     VGAQVGYRIRDEICFYMAYNEQGKLFSFDEALDYQIYQKILPRLAGSDGRTEEVLKQL
                     YVLCANEEYDSGNNDASYAKYPRSANKLSHMLRRFEYDGFTSFWI"
     gene            5042638..5045082
                     /locus_tag="DJ46_5393"
     CDS             5042638..5045082
                     /locus_tag="DJ46_5393"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66214.1"
                     /translation="MVSPLSGSNNEIELVKIETEELSLTIKGNPYHEKYESLKEYHAM
                     NADEMMYFHVDGKVESVSVFDARLQRLDEGNEHPPIFFENRSYQLVVVPKNNKQLSFY
                     HEHPGFRKQVSSIQMGSLHVLMGNLSFPNEVGNTTFEIKDDQDTLLTVTFEVFPAKLD
                     YKDDYRALLDEVNDEIYNLAFHLLKRTYLGASAIYATNPSKSEFYRILNDSFERFMKS
                     ISHIKRQPHHTLMTRHQLVRGEKIRKLDSVGMNYLRKRPHLLQGENSIPTKGITAYKE
                     VSYDTLENRFVKWMIQRVVHKIEDLLKALEPKSRYTRGVTDEDLLERVKNMKYRMKNE
                     LNDPFWRGIGKLDRSVFSLVIQMVAGYRDAYQIFLMLSRGLTLRGQIFKMSVKDVARL
                     YEYWTYLKLGQILSKKYIPLHQDVIQVKQDGLYVTLDESKTAKRTFKHPETDEVIELY
                     FQKRNGRLPTVTQKPDTMLAIEKKGKNYQYQYIFDAKYRIDFAERSHYKRKYGTPGPM
                     EEDINTMHRYRDALVVEQEGPFERTAYGAYVLFPWNQEEAYENHPFYKSIEKVNIGGF
                     PFLPNATRLVEQFLDHLIEKSPEEIIREGILPRGTKEEWHSSLEEKVLVGSVKTEADY
                     ETYRKEGLYQLPVTQLKPGWQEAKYIALYAPKKWHGEKGGIQYVAKIKQIQMHQNDEY
                     IYFELESWKKLDHLIRPVGYGIQTYTITTMSLLKEVQELPELFMKSKEERTLWKTLRR
                     FTKQVKVELDHHNLDEASAIKSYYVQDVQIWVNYENGVVMVGRDGRVKEVPLELVIGR
                     GSVLFREVLEVLNVEE"
     gene            5045768..5046019
                     /locus_tag="DJ46_5394"
     CDS             5045768..5046019
                     /locus_tag="DJ46_5394"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63641.1"
                     /translation="MKQEVEIRGKRLLVMIAVLFIAIYIVLRKRKYEYFYDGISEYEN
                     RYKGNVPFLLFFVGLFQYCRQNEMSFSHMLQYVKEKLAE"
     gene            5046028..5046771
                     /locus_tag="DJ46_5395"
     CDS             5046028..5046771
                     /locus_tag="DJ46_5395"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK61861.1"
                     /translation="MAWMISEFASVGDVTVRTLRYYDKINLLKPSDYTEGGHRLYTKD
                     DLYVLQQIQSFKHLGFSLGEIQNIILQRNVETEDFLRQMHFQRELLLAEQERIAKVLS
                     HMDEMTKKFQKEERVDVALFSSFLQTFIWEKENKEWLEEHFSKDSVQSFYNNKELKEK
                     FDRRFMDVIGKLKKYKEEEKDPIHHEVQVTLKEFFNVIQEITNYLDIPQSDIEDIIQK
                     SNLPLSEFPALFTTEEENYIKEAMQQFNN"
     gene            5046825..5047151
                     /locus_tag="DJ46_5396"
     CDS             5046825..5047151
                     /locus_tag="DJ46_5396"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphoribosyl-ATP
                     pyrophosphohydrolase"
                     /protein_id="AIK61411.1"
                     /translation="MQTYNKLIRNKIPQIIKANGKTPTTKILPKDEYIKELCKKTEEE
                     LTEYLEATTKEYKLEELSDLLELINALAEHEDTTLEEINNIRKKKAEERGDFSDRVFL
                     IEVTAN"
     gene            5047352..5048212
                     /locus_tag="DJ46_5397"
     CDS             5047352..5048212
                     /locus_tag="DJ46_5397"
                     /note="dnaD_dom: DnaD domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="DnaD domain protein"
                     /protein_id="AIK62597.1"
                     /translation="MAVYRNVQVNFWQDDFVLDLTPEERYFYVYLLTCSKTTQCGIFP
                     FPKRLAEMETGYNRETVDKLVQRFVDYGKILYDAETRELFVLNWLRYNPVTNTNVEKC
                     VLRELKGEKNKEFVHMFLQKCVDEELSVPMLLAHFGMPSDLAVDDVELVCEGTEEEEG
                     IEEETGSRVFSFYEQHFGSLSPHTVEELSAWMEDLSEELVLKALQIAFENNKRTVAYV
                     KGILRGWHGKGFTKVSEVEADTASFRKKGSSASTGETEEFLARCEEWEKNAPSEEELQ
                     RFLAERGWRP"
     gene            5048209..5049495
                     /gene="dnaB"
                     /locus_tag="DJ46_5398"
     CDS             5048209..5049495
                     /gene="dnaB"
                     /locus_tag="DJ46_5398"
                     /EC_number="3.6.4.12"
                     /note="dnaB: replicative DNA helicase"
                     /codon_start=1
                     /transl_table=11
                     /product="replicative DNA helicase"
                     /protein_id="AIK61980.1"
                     /translation="MSIQNVEAEKTVLGSLLLDGELIKECRLTEQYFSMPVHKSIFQL
                     MRKMEGEGQPIDLVTFTSRVDPNFLKGIGGMEYFIGLMDGVPTTSNFSYYEGLVRGAW
                     KMYQAGVLGHKMGERLIAEKSEKIIGETITALCELEEKDCVCEFDLKDALVDLYEELH
                     QDAKEITGIETGYTSLNKMTCGLQEGDFVVLGARPSMGKTAFALNVGLHAAKSGAAVG
                     LFSLEMSSKQLLKRMASCVGEVSGGRLKNPKHRFAIEDWERVSKAFAEIGELPLEIYD
                     HAGVTVQDIWMQTRKLKRKHGDKKILIIVDYLQLITGDPKHKGNRFQEISEISRKLKL
                     LARELNVCVVALSQLSRSVESRQDKRPLLSDLRETGQIEQDADVIMLMYREDYYDKET
                     MQKEMTEIHVAKHRNGPVGSFKLRFMKEFGRFVEGG"
     gene            5049528..5049695
                     /locus_tag="DJ46_5399"
     CDS             5049528..5049695
                     /locus_tag="DJ46_5399"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64541.1"
                     /translation="MTKVGRLYEQEKQEEIDKALSAAGMLFKGMSIEEVAKKLDVTIE
                     KVKEWEKRLSR"
     gene            5049822..5050238
                     /locus_tag="DJ46_5400"
     CDS             5049822..5050238
                     /locus_tag="DJ46_5400"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63195.1"
                     /translation="MLKKLGILVLGSAVALSLVACGDSTKEASNEKKEEPKQEAKKEN
                     KENKESKKKITAADVEAIKVGDSLTGAGGEKYEDVVAKFGEPDNKAESQAGDIKMIIA
                     SWTKNVNGDLGANFNVTFTEKDGQKLATSKAQMGMK"
     gene            5050260..5050604
                     /locus_tag="DJ46_5401"
     CDS             5050260..5050604
                     /locus_tag="DJ46_5401"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66413.1"
                     /translation="MKRTTEFVLGLIGGIFGILCAFIALFIGGVASAMEAEGASNVIG
                     LGWAAVALSILGIVGSVMVKSKAKVGGGMMTIAAIGGFICISFIYILPAVLLLIGGLM
                     GIFRKEKVTVSA"
     gene            complement(5050939..5051724)
                     /locus_tag="DJ46_5402"
     CDS             complement(5050939..5051724)
                     /locus_tag="DJ46_5402"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar-specific transcriptional regulator TrmB
                     family protein"
                     /protein_id="AIK62572.1"
                     /translation="MDYIVQQLKKIGFNEYEAKSYVSLVKQGPVTAYQVSKDSGVPRA
                     RIYEILGNLVEKGIVMKEEINDTTRYSPLPVEIFLQKAQSEWQSTYEGISDSLKKLET
                     SEEKTDNRVITLKDNQTIISYCQTLIKKAEQRIVISMWDEMYEALKEELAEVADKVTV
                     QGITLHVENPIKNLEAHRITAYTETLSTEHWFILSIDSKEMIYGPSLEERNIAFYTDD
                     PVHIYLLEDYVWHDVLVNRLVRRSKDDLEQWITAERRSFFMGK"
     gene            5051835..5052602
                     /locus_tag="DJ46_5403"
     CDS             5051835..5052602
                     /locus_tag="DJ46_5403"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite exporter TauE/SafE family protein"
                     /protein_id="AIK63132.1"
                     /translation="MDFYLDPSVLMILIVFGFVAAFIDSVVGGGGLIALPALLFTGLN
                     PASAVATNKLASTMGSATSNIVFYRSGNLDLKSAFKLFPITFIGSIIGAWTVHLMNPE
                     VLKPLMLIMLGVIAIYTIFKKDWGSISTHKKLSGRHVIIFAFFIFVIGFYDGFLGPGT
                     GSFLMFSLLFIGYDFLKAAGTAKFLNLGSNVGALLMFMYVGQVNYVYGFIMGIAQIAG
                     GIAGSKFAIKKGSGYVRALFITVTCLLLAKNLYDYVQ"
     gene            5052955..5053110
                     /locus_tag="DJ46_5404"
     CDS             5052955..5053110
                     /locus_tag="DJ46_5404"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65774.1"
                     /translation="MDFLFDLVKEFVKATVREVSAYFLQNQLLDKDNKKTTPRRRKQK
                     GGFRKKK"
     gene            complement(5053282..5053857)
                     /locus_tag="DJ46_5405"
     CDS             complement(5053282..5053857)
                     /locus_tag="DJ46_5405"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK62777.1"
                     /translation="MNDNEKQIDLRIRRTHKLLWDSLFELMTQSKQKYSTITINQICE
                     RAMVHRTTFYKHFEDKDALLTFGFKRYSKIVAEIPLLDRLSKPFQVMEQFLHHEEIGK
                     ILETQMSDEQFNSRIQYLSHETRKQETEALNRLCKNHTMPNDLITEFYSGVINSLSSW
                     WFQNERKLPAAEMDKYFHQLINRDIFQFEKE"
     gene            5054000..5055460
                     /locus_tag="DJ46_5406"
     CDS             5054000..5055460
                     /locus_tag="DJ46_5406"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK66259.1"
                     /translation="MNMTTKSPASGKVDTSNMKHTPILIALLLGTMVALLNETLLGNA
                     LTVLMKEFDVTASTIQWLSTAYMLVVGVLVPITALLQQWLTTRQMFLIAMVTFLVGTL
                     IAGFAPTFSVLLVGRIVQAVATGLISPLLMNTILIICPPEKRGATMGLIALVMMSAPA
                     IGPTLSGVIVDSLNWRWLFYIVIPIVIISIMIGMKYIQNVSEITRPKVDYPSILLSTL
                     GFGGLVYSFSASGDLGWSDTKVYGALIVGLISLCIFIVRQLKIDNPILELRAFKVPMF
                     TLSVGLIVIVMMSLFSTMTLLPMFLQTVLLVTAFKSGIIMLPGSVISAIMGPIAGKLF
                     DKFSPKVIIVPGIVLVGIAMFLFKGITPDTSIVQIIVMHSVLMVGLMFVMTAQTYGLN
                     QLTPDLYPHGTALFNTLQQVAGAIGTAIFISKMSSGTTSYMESSANPMDPVEKLNGLT
                     SGFQGAFALGLVFIVVAFIVSLFLKEEKKGVLQNEN"
     gene            complement(5055502..5056029)
                     /locus_tag="DJ46_5407"
     CDS             complement(5055502..5056029)
                     /locus_tag="DJ46_5407"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease family protein"
                     /protein_id="AIK63042.1"
                     /translation="MKELKRYRFFFIFLLGLFILTFINQSLGWRALQLTGNSILDMLF
                     LLPPVLLFVGLLDQWVKKETLMKYMDKKSGIYGILFSLLLGGIAAGPLYVAFPIAALL
                     LKKGASIRYIVFFLGVWTTAKLPILVYEYSSFGATFTLIHIGFGLVFFYIMGIIFERF
                     YDQEELLRYDVMEEM"
     gene            complement(5056026..5056508)
                     /locus_tag="DJ46_5408"
     CDS             complement(5056026..5056508)
                     /locus_tag="DJ46_5408"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease family protein"
                     /protein_id="AIK62936.1"
                     /translation="MINGVILYTLAIILTGISFMKDRRKTKDALMKSWNMFRNLLPAM
                     LSIMLFVGLSLSILTPSFISSIIGEQSGFIGIVYSAILGSVALIPSFVVFPLGHTLVQ
                     HGAGLPQVAALMSTLMSVGITTLPMEQKIFGRSFAYARNAAALLMSLLFSYIIWMVMV
                     "
     gene            complement(5056501..5056842)
                     /locus_tag="DJ46_5409"
     CDS             complement(5056501..5056842)
                     /locus_tag="DJ46_5409"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK65617.1"
                     /translation="MKHTGRHTGAFLLLFLAEGDNYGGQLLQKCEEELPVNPIDSAIL
                     YRTLKKLENEGAIESYVSTDYQDKPRKMYKITSAGKEQLADFQMDIEEKMKNLSFFLG
                     KYKDLQEPDHD"
     gene            complement(5057043..5057168)
                     /locus_tag="DJ46_5410"
     CDS             complement(5057043..5057168)
                     /locus_tag="DJ46_5410"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64923.1"
                     /translation="MGYGGTCGGGCGFGGGFALLVVLFILLIIVGASCWGGGFGC"
     gene            5057368..5057634
                     /locus_tag="DJ46_5411"
     CDS             5057368..5057634
                     /locus_tag="DJ46_5411"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK66331.1"
                     /translation="MANSEMILRLLTDLKIEQQALKEQLEKIQTAVNTLEEKSAIVEE
                     KTKVIKEKPMIIEEKPAVAAAKQRAHSGRPTSFRAWRAAAQKNS"
     gene            complement(5057982..5059388)
                     /locus_tag="DJ46_5412"
     CDS             complement(5057982..5059388)
                     /locus_tag="DJ46_5412"
                     /codon_start=1
                     /transl_table=11
                     /product="platelet-activating factor acetylhydrolase,
                     isoform II family protein"
                     /protein_id="AIK66074.1"
                     /translation="MLEIIFVAVLLLSSITLIFIERGLTKKNVVILLINYAFLFATII
                     VIGANWRMIPTYFLLFVLTLQVFLKPKTTAVSKKLVMKVLKGLGIIVTAIAMFTLPLL
                     FPIITLPEPTGKYTVGTKAFHLIDKNRKETTVPNNHRNRELMIQVYYPAEKGSGNPST
                     YFENINELAEQLAVTNGAPYIVTTHLGLTKTHSYQDAKPLQAKEKFPLLLFGHGMGLY
                     GQQNTFQLEELASQGYVVIALNFTGYAATTIFPNGNRVDSIPIENTPTALNTIVQKWE
                     QDTTFVLNEVIEGNFDKSFKTITNLINYNKIGMFGHSFGGATSAQMLVKDTRIKAAID
                     MDGGLFGDPMPKDGPQKPFMLMNAEATIHFMKEAKNQKITGIQNELLEIVYLRNKTIE
                     KPGVYTVVIPKTNHTSFTDLAAFSPIINEPDEDVAANYTLINKLVTSFFDQNLKGINE
                     NHLEDIQKQYPELQLIKH"
     gene            complement(5059569..5059670)
                     /locus_tag="DJ46_5413"
     CDS             complement(5059569..5059670)
                     /locus_tag="DJ46_5413"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65645.1"
                     /translation="MEHNKNGMLALIVLFVGLAFFVFGMVYHLWGTV"
     gene            5059820..5060404
                     /locus_tag="DJ46_5414"
     CDS             5059820..5060404
                     /locus_tag="DJ46_5414"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63269.1"
                     /translation="MQETKQFPLISGNLSLDLVNTELVRRGQRYDLLITDEDVLEWLH
                     VIKVNLPFWNEKTLIGIQERMDQVTSSILEAREVLRKQFETIADQHEISNDFITYLEK
                     QVEKAPFTYKVIEQSLVPIPVGEIEDVLVSIIAFDALTLVAENKLIFLKRCSNPDCVL
                     LFIDKSGKRKWCSMKICGNRKKVAKFQDRKCEEV"
     gene            5060521..5061075
                     /locus_tag="DJ46_5415"
     CDS             5060521..5061075
                     /locus_tag="DJ46_5415"
                     /codon_start=1
                     /transl_table=11
                     /product="HPP family protein"
                     /protein_id="AIK61399.1"
                     /translation="MDNITAAKQKEAPPISVRYFAKMKGKGRSPLQVNIKDSLTGLLG
                     GFLTILTLTYLTSITSTELLMAPFGASCVLAFGVWNAPLSQPRNIIGGHLISTFIGLS
                     IYHLFGNEYWTIALAVGMSIAIMMLTRTTHPPAGADPIVVILEAYSWSYLVTPVLVGS
                     LVIVVIALFINNMSSKRSYPTFWI"
     gene            complement(5061430..5063313)
                     /locus_tag="DJ46_5416"
     CDS             complement(5061430..5063313)
                     /locus_tag="DJ46_5416"
                     /codon_start=1
                     /transl_table=11
                     /product="3-beta hydroxysteroid dehydrogenase/isomerase
                     family protein"
                     /protein_id="AIK62993.1"
                     /translation="MRTVFLTGGTGFIGKQLVKELAKEDVKILLLVRSKSKAIRIFQE
                     RGSLKKAFMHFIEGDLTKIDLGLSAEDKERVLKTDVIIHAGGPMDIQATSKEAASVFL
                     NGAKHINELAKSIHQLKGLQQFIHVVGYMSPFDDTNSKIAIDVFQEGNNYLKIKNPYE
                     RTKFLADLYIRQQASAVGYPLSVINPPTVVGSSKTGSTEQIAGLGLLVMSMRRGLMPV
                     IPGGKGYRLPLISNDELAKFIVQVFRLEQPTIQTYTLVEDKQHDQNIAELLSIMSESM
                     NMRAPKISVPMPFMKAIMNSGGSKITKIPSDGLTFITKQKFSNVSAKKIMGGDWFKKT
                     SVMKFFPAVVADLDYRMMYQNGRHNHLFKRTLCDNTTFYQLQGKGKPFILLHGLLSDG
                     EDLFPLAQELHEKTGQPVWILDLPGLGRSPFKREKNLLDIYLNVVKRLLEKATNGAHL
                     IGHSFGAFILLEALVQEYIDKKYSITLLQPPVAKKNAKSLNVPQFMNKWTLKLATTNL
                     IGRYLLSNGLFESMESIPEHYIEKISNSFTSPRILNTTVQLNSLLLKNDQGDFNEVTK
                     YNLHIIWGDYDRAYSAPSHLGKVDFVPYGHHFPLSHPSETATLVIKNSNTSRWECGIN
                     KSV"
     gene            complement(5063371..5063937)
                     /locus_tag="DJ46_5417"
     CDS             complement(5063371..5063937)
                     /locus_tag="DJ46_5417"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK62779.1"
                     /translation="MNQKRVIEVAATLFLEKGFAYTSMDELVRVSKVSKSNVYYHFSN
                     KEQLLEGVVDYWIEMYQSAIDDVLSQNQFLVENRIQLFLKQLSQGVQSREYKGGCPFI
                     TLYIQSPTQATQIKEKIGLFFTGLQEKVSLLLKQGVENGEFRNTIHIDEVASLFITNL
                     EGALFISETLKDATVITKTADHFFKLLR"
     gene            complement(5064355..5064621)
                     /locus_tag="DJ46_5418"
     CDS             complement(5064355..5064621)
                     /locus_tag="DJ46_5418"
                     /codon_start=1
                     /transl_table=11
                     /product="ymzC-like family protein"
                     /protein_id="AIK64891.1"
                     /translation="MEHPVARELRNIRICLIILIIVIAFWDREKPVEITDHSSNPMLN
                     TSNMTQVGDHTFAYKDESNQIKIFKFDPDTNEIKLIKEFYANEY"
     gene            5065002..5065358
                     /locus_tag="DJ46_5419"
     CDS             5065002..5065358
                     /locus_tag="DJ46_5419"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62640.1"
                     /translation="MGAWGTGLFDDDTTCDVKDQFIEYIEEGNSAEEATKLILEEYVD
                     EFDIEEELEEMSLVYIGLAAIQLEKGCLQEEVRNKAIALIERGADLELWEEADTEDYE
                     ERKRVLDEFKQQLING"
     gene            5065630..5066088
                     /locus_tag="DJ46_5420"
     CDS             5065630..5066088
                     /locus_tag="DJ46_5420"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK62739.1"
                     /translation="MTRTYKEIINEMNRAYNEFYILLFQELKDEYGLTGQQESMLFHI
                     HLNENTTANHIATTFNISKSAVSQVLSKLEKQKMISKQVNPNNKREYFLTLGPNGSKY
                     MEQLSELDDVLIEKYFSKIDIGALEQMTDTLKKINKVILEEKQKDLDCNE"
     gene            5066132..5066665
                     /gene="pssA"
                     /locus_tag="DJ46_5421"
     CDS             5066132..5066665
                     /gene="pssA"
                     /locus_tag="DJ46_5421"
                     /EC_number="2.7.8.8"
                     /note="pssA: CDP-diacylglycerol-serine
                     O-phosphatidyltransferase"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-diacylglycerol-serine
                     O-phosphatidyltransferase"
                     /protein_id="AIK63322.1"
                     /translation="MSYIPNMITIANFVCGLLAIHAVFVHDMYGAVMFIITGMVFDLF
                     DGMVARKLDSVSEIGGELDSFADLVTFGVAPSILAYSVALKDLQSIGMLCALAYSVCG
                     MLRLARFNTQQSKLPTFIGMPIPFAAICLLILCLLNNPVSVAFGTCILAYLMVSKIKF
                     PHFKKDISESLKSERWD"
     gene            5066689..5067060
                     /locus_tag="DJ46_5422"
     CDS             5066689..5067060
                     /locus_tag="DJ46_5422"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase I chain family protein"
                     /protein_id="AIK63093.1"
                     /translation="MIRMALRSFNIQMYCLLGVMLLGWWMTPFSAQFVGISIGLLVSM
                     YCAWILGRRIEKFGDSIVKKEKAPMLGMMNRFAAAILGAIIMYEIEHREYMWTFAAGI
                     MVGYFLVIINLGYYSMRDAEE"
     gene            5067353..5068006
                     /locus_tag="DJ46_5423"
     CDS             5067353..5068006
                     /locus_tag="DJ46_5423"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64931.1"
                     /translation="MNRKIWFVFTCFALLVSGYIVVQYFIMDGFQTGLVKAKLMYGSK
                     LSEFWYSMLFTHITTSIVALVIGPFTLSTKFRERNINRHRIAGRIYMVGILLGGISGL
                     YLSFYATGGLVAKLGFGLLSVFWLTSAYQALHRVKNKKMKDHRNWMIRNYSLTFAAVT
                     LRIWLPLFIVLFGIERFELSYAVIAWLAWVPNLIVAELFIRKRLNKGKYEGNEDLHF"
     gene            5068364..5069002
                     /locus_tag="DJ46_5424"
     CDS             5068364..5069002
                     /locus_tag="DJ46_5424"
                     /codon_start=1
                     /transl_table=11
                     /product="vanZ like family protein"
                     /protein_id="AIK64034.1"
                     /translation="MHTGVLMSYLYTYFFTIMFCILFQIGFYFKAKNNISIRHFLWVY
                     VFLFYLSLVYKVTQIATVWDISRYETWIRVNQINLTLFDTAGSTTYLLNILLFMPLGF
                     LLPTIWPQFRKIKNTVCAGFFFSLAIELNQLLNNRITDVDDLFTNTLGAIIGYVLYTA
                     LFKLILKREEKKLDKNSSLVIKYEAIFCLVCSFVGAMLIYYPALFGRPVILQ"
     gene            complement(5069102..5070100)
                     /gene="dhaK2"
                     /locus_tag="DJ46_5425"
     CDS             complement(5069102..5070100)
                     /gene="dhaK2"
                     /locus_tag="DJ46_5425"
                     /note="dhaK1b: putative dihydroxyacetone kinase DhaK1b
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dihydroxyacetone kinase DhaK1b subunit"
                     /protein_id="AIK65715.1"
                     /translation="MKKIMNDVQNIVQDMLHGFYFEHNDKVNYDETNNIIYVKDIEKL
                     KQDVAIISGGGSGHEPADIGYVGKGMLTAAVNGSIFTPPTVEQIVAATRLMPKEKSIL
                     FIIKNFKDDVANFVAAEQIAKEEGREIDHIIVNDDVSIEDDASFTKRRRGVAGTVFVQ
                     KILGAAALEGHSLEELTTLGCSVTENLHTLGVALSPANDPVKGQASFTLNEDEVFYGV
                     GIHGEKGYRKEALSSSEILAIELMNKLKSIYRWRKGDNFAILINGLGATPLMEQYIFA
                     NDIRRLCELEGLQITFVKVGTLLTSLDMKGVSLSLLKIEDWDWVKWLKADTRVGSW"
     gene            complement(5070120..5070686)
                     /locus_tag="DJ46_5426"
     CDS             complement(5070120..5070686)
                     /locus_tag="DJ46_5426"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK65694.1"
                     /translation="MTSSIISKKIIANSLKYLMETESFHKISVSDIMLHCQMRRQTFY
                     YHFKDKFELLGWIYREETKENIIDFLDYETWENIFDLLFDYFYENQKFYRNAFKVIEQ
                     NSFNHYLFEHTKNLYMKIIDELSVSCGFSLSDETKNTIASFYSHGFVGTIKDWIESKC
                     EVDPSIMSSLMKNMINNQLLLLLEQSAK"
     gene            5070865..5072616
                     /gene="dhaK"
                     /locus_tag="DJ46_5427"
     CDS             5070865..5072616
                     /gene="dhaK"
                     /locus_tag="DJ46_5427"
                     /note="dhaK1: dihydroxyacetone kinase, DhaK subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroxyacetone kinase, DhaK subunit"
                     /protein_id="AIK62268.1"
                     /translation="MKKIINKPETLVMEMCNGMVMAHPELELLKKYKVIKKKEMNENK
                     VTLISGGGSGHEPAHAGLVGKGMLDAAVCGDVFASPSQIQVYQAIKETASKKGTLLII
                     KNYSGDIMNFKNGAHLATEDGIEVDYVKVDDDIAVEDSLYTVGRRGVAGVILVHKIAG
                     AAAEAGMDLRAVKAIAEKAAANVRTIGLALTSCTVPASGSPTFTLAEDEMEYGVGIHG
                     EPGIKREKMLSADELANRMTNDLMKDLGVKDGEEIALLVNGFGGTPLQELYLFNNAVT
                     RELAARNIKINRVFVGNYMTSIDMAGMSLTVMKLDDELKTLLSKECNTPAFKVDGPVE
                     SVEYVNVLEETEEKEVSFELETAEEHAVIKNNVITLNNMIYLVDKMSDIIIKNEVPFC
                     ELDTHAGDGDFGMSVAKGFKQLKREWHSIVEQENVTIGSFLDGCSMIIMEHCGGASGP
                     IWGGAFRAASKAAGEKRELTVKEFAEMLQGALQGIQSIGERSFGRGAVVGDKTLVDAL
                     APCVDSWLASASNEEDMKTAFEKGAEAAVKGAEYTKEIVARMGRAGTVGERSLGYPDA
                     GAHALGVIFTEIAGSLK"
     gene            complement(5072670..5073332)
                     /locus_tag="DJ46_5428"
     CDS             complement(5072670..5073332)
                     /locus_tag="DJ46_5428"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH-dependent FMN reductase family protein"
                     /protein_id="AIK62981.1"
                     /translation="MNKTLIINAHPKVDDTSSVSIKVFKHFLESYKELISNNETIEQI
                     NLYDDVVPMIDKTVLSAWEKQGNGQELTREEQKVTERMSEILQQFKSANTYVIVLPLH
                     NFNIPSKLKDYMDNIMIARETFKYTETGSVGLLKDGRRMLVIQASGGIYTNDDWYTDV
                     EYSHKYLKAMFNFLGIEDYQIVRAQGTAVLDPTEVLQNAYKEVEEAASRLANKYIFSL
                     EE"
     gene            5073543..5074049
                     /locus_tag="DJ46_5429"
     CDS             5073543..5074049
                     /locus_tag="DJ46_5429"
                     /note="rrf2_super: Rrf2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="Rrf2 family protein"
                     /protein_id="AIK64551.1"
                     /translation="MQYSVGVEYALHCLVYLINTPSKESVGIKDLAEFQGLSETFLSK
                     VFGKLSKVGIVNSVPGVKGGYRLAKSPEDISFWDVIEAVEGPKPIFQCKNIVQNGLLY
                     RDEACNSCEPSNSSCTINLVMLEAEEHMREFLRKKTLAWLDKELDIVLPEKIRVNTRE
                     YFNQKNSN"
     gene            5074253..5074642
                     /locus_tag="DJ46_5430"
     CDS             5074253..5074642
                     /locus_tag="DJ46_5430"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61190.1"
                     /translation="MAHKSTGVFRVPISENGIIPTALNIMLNNDSRCHTSNVTVTVKR
                     SPNTSFPTQNELVEISRTFVSLERNRTTKIVLFTPEFQIEDFLDVTISGNKDDVKDIL
                     VYSFLADSAGHNLPSTVFRNAEYTFAC"
     gene            complement(5075267..5076100)
                     /locus_tag="DJ46_5431"
     CDS             complement(5075267..5076100)
                     /locus_tag="DJ46_5431"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK65628.1"
                     /translation="MTEGKRLKKPVVSFILLTNIIFWPLFLLVGITKLLHFPTWIFDV
                     MLCISAWSSTFAFMFLFKRIYPGQSFIQFVKGRFKNKLNYSIVLTVSMTQIIIFLMML
                     FLISTNSEANSIFNRTTWGVLLYYVVKTIVSGPLGEELGWRGFALMELQKKYSPLKSS
                     IIIGFWWGMWHLPIWFTTGFTGSNLIKYILFFMIAIISTTIIMTTFYNLNQNLIVPII
                     IHFFFNLFIGIINGQLIELIMYTAIFYLIVAILLIVINPKKVLYGNKIKKIVNKEQDS
                     I"
     gene            5076195..5076389
                     /locus_tag="DJ46_5432"
     CDS             5076195..5076389
                     /locus_tag="DJ46_5432"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63397.1"
                     /translation="MKILFSQLINDIGVDHEYGKLNGKLGGAELSVVAKDGYYHFRAK
                     ADLAKAEGEVKVPLPFTDWK"
     gene            5076648..5076929
                     /locus_tag="DJ46_5433"
     CDS             5076648..5076929
                     /locus_tag="DJ46_5433"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61755.1"
                     /translation="MILGISYFNIFCIVVIILFFFIFWRLHVWYNKKHNVPKVFQWFP
                     RKWGKRKVSEHLSQLNEKLEAEGKGIWVTIYAIDLYIVTIPCTVKKYKS"
     gene            5077484..5077687
                     /locus_tag="DJ46_5434"
     CDS             5077484..5077687
                     /locus_tag="DJ46_5434"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61578.1"
                     /translation="MMKGIKNIETKEPINMFLFIPCSTLLFDNIYQHFILGKDFTLEK
                     LLFELVFLFIFISFFYVISVYKK"
     gene            5077684..5078607
                     /locus_tag="DJ46_5435"
     CDS             5077684..5078607
                     /locus_tag="DJ46_5435"
                     /codon_start=1
                     /transl_table=11
                     /product="HD domain protein"
                     /protein_id="AIK63884.1"
                     /translation="MNKQMFTKYIFLGVSIIYLLAYDLMFIRDPGSSLHIPYLECFLV
                     ISAPLFLSIHYLLTVSICMVCRFLIAIYYFEINYPISLILLFLIIFVTSFFVFLSLKF
                     LVQKIKASYEKQMKETALSIMRIMELKDQYTKGHSERVANYATILAKETNEYDDNSLK
                     QFHFICLLHDIGKIGIPDEVLKKASSLTEEEYNLIKTHPQLGLEVFKNISLIKGSEDI
                     ILSHHERWDGKGYPQKLKGNQIPLCARIVAIADAFDAMTSSRAYRSALSPEEAYRRII
                     EGSGTQFDPSMVEVFKKVFPLWERMVPNSFR"
     gene            complement(5078758..5078868)
                     /locus_tag="DJ46_5436"
     CDS             complement(5078758..5078868)
                     /locus_tag="DJ46_5436"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64983.1"
                     /translation="MGYGGSCGEGCGFAGGFALLVVLFILLIIIGCSCFC"
     gene            5079272..5079553
                     /locus_tag="DJ46_5437"
     CDS             5079272..5079553
                     /locus_tag="DJ46_5437"
                     /codon_start=1
                     /transl_table=11
                     /product="hainantoxin F8-35.23 domain protein"
                     /protein_id="AIK63716.1"
                     /translation="MFKKLVVGLLATGIALTGGIGAASADTQKAVSSPKQATCSIPYE
                     YSNGKFKRTLYYSNGVYANSFTENVCGGTITWYLKHVQHGVAFYEGNLK"
     gene            complement(5080190..5080468)
                     /locus_tag="DJ46_5438"
     CDS             complement(5080190..5080468)
                     /locus_tag="DJ46_5438"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62794.1"
                     /translation="MLLLVQSGIIDTDQTLKGNMTMKRYFNFISLFLTVLVIINLTNI
                     HTKYQFFIGASIALCLTIISTNEIIKFLATSSLLVYGFAACTFLSIAY"
     gene            complement(5080829..5080993)
                     /locus_tag="DJ46_5439"
     CDS             complement(5080829..5080993)
                     /locus_tag="DJ46_5439"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK65399.1"
                     /translation="MPVTLELILFILIAISAIGYLIKEFQKTRKRTLGISLEFLVLFW
                     SIWRISTIVI"
     gene            5081845..5083578
                     /locus_tag="DJ46_5440"
     CDS             5081845..5083578
                     /locus_tag="DJ46_5440"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62321.1"
                     /translation="MYTKLLKSITSLSLIGGALLYTNGSDVRAAEASIFSDVPTSHWS
                     YPAIKDLSSKNIISGYGNGKFGFGDVATREQVAALIYRALLPNKQGGTFSNEGARYVL
                     KDGSTLNNPYRDIRAGSTLFPEEVLTLTKLGIFNGDGNGGFRPKDSVSRAEMAQIIKN
                     AFQVSAKQKHTFNDVPNGFWAEGAISAVQSNGIASGTGDGKFEPAKTVTREQYAQFLY
                     NALQYKKPAVAVQDTGDAALLAAFKDEVQKRINTYETNITLPYKTTNSNTKEVMNTLF
                     NAYKEVASKNEYTNNRSNVSYGLSGSPGNYTFTLKITYRETKEQTEYVMKQAKAIVSS
                     ITQVGMDDHEKVKAIHDYVVKHISYDTSYKAYTAYEALVNRSAVCQGYALLTYQLLKE
                     AGIENHFVVGTGDGQPHAWNLVKIENKWYHLDTTFDDPVPDEQGRVTYSYFNLSDEQI
                     ARNHEWNRGDYPQATTNYYSTLTNKIAAGSTKTPAYQQILKDTKLNYLGNEYIANNYN
                     EFKNKMQQRYNEKSPKIEILYKQSMDGALQDVKKVIGEIGYPQGANRVSYKAEPYNAK
                     EGYSLVTITFM"
     gene            5083719..5084033
                     /locus_tag="DJ46_5441"
     CDS             5083719..5084033
                     /locus_tag="DJ46_5441"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK65382.1"
                     /translation="MNRDKNLPLTETTYYVLLALLEPAHGYLIMQKVEELSNQQVKIA
                     AGTLYGAVENLLKQGLIESVKSEDKRRKVYVITERGKEVLHLDFMRMQHIIEVTKSLL
                     HV"
     gene            5084047..5084658
                     /locus_tag="DJ46_5442"
     CDS             5084047..5084658
                     /locus_tag="DJ46_5442"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63861.1"
                     /translation="MMWRLKFFLDFEKEEKWLEEMAWKGYQLESNTFGYTFRYTEPED
                     ATIRIDHRVFSRKSEFINYCTLFEDSGWEHIAGNWWSGTHYFKKVNEESEDDIFSDQM
                     SRAGKYKRLSKTFLELAMCSIPILILFMFNDTIHLGALANSKELYFTPGLWDKQGVSF
                     LWSFLFETPFALMRGLAWLFIPAAIVMYLVCSYKANRLYEERR"
     gene            complement(5085711..5086172)
                     /locus_tag="DJ46_5443"
     CDS             complement(5085711..5086172)
                     /locus_tag="DJ46_5443"
                     /codon_start=1
                     /transl_table=11
                     /product="putative group-specific protein"
                     /protein_id="AIK62063.1"
                     /translation="MKKIISICALTALSFTLIGCASTSATDKSPQAKQEHKQNAFQLN
                     SANITDIEILQTTNNTTSKSQTDNKEMIQSIVSAVQKGTPKTITLDQKKRKSAHSTIT
                     VTYKDDAKEEFLVWVDNKEQITIAKDKKKDKVEGVTVNIKNTKMMKDFFKM"
     gene            5086386..5086775
                     /gene="yflT"
                     /locus_tag="DJ46_5444"
     CDS             5086386..5086775
                     /gene="yflT"
                     /locus_tag="DJ46_5444"
                     /codon_start=1
                     /transl_table=11
                     /product="general stress protein 17M"
                     /protein_id="AIK63667.1"
                     /translation="METKYSKPFVYEFITEKEVMNAANDLVKKGIDQKDIYVLTHEKE
                     RTDRIADNADVNTIGIKEEGLGTSIINVFQNTGDQLRNKMQELGLNEEEANFYEEKLD
                     EGKILLFVKDLERVGEWLQERRCMYSI"
     gene            5086826..5087026
                     /locus_tag="DJ46_5445"
     CDS             5086826..5087026
                     /locus_tag="DJ46_5445"
                     /codon_start=1
                     /transl_table=11
                     /product="csbD-like family protein"
                     /protein_id="AIK64083.1"
                     /translation="MSESGLKEQITGKVEKTKGQVKEGIGEVTEDRKLKNEGKWDKTK
                     GTIKEKVGKVKQKISDGLDNKE"
     gene            5087102..5087353
                     /locus_tag="DJ46_5446"
     CDS             5087102..5087353
                     /locus_tag="DJ46_5446"
                     /codon_start=1
                     /transl_table=11
                     /product="transglycosylase associated family protein"
                     /protein_id="AIK62843.1"
                     /translation="MGLIITCIVGGLIGALAGMITGKDFPLGIVGNVIAGLIGSWVGS
                     ALFGHWGPEWGGIFILPALLGAIVFILIVTFFSRMLRKA"
     gene            complement(5087534..5087734)
                     /locus_tag="DJ46_5447"
     CDS             complement(5087534..5087734)
                     /locus_tag="DJ46_5447"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61718.1"
                     /translation="MEEHNFKKGDFVQFSYRHDHATKLVGSIINILTNTIVVDIGNNE
                     DVSHIEPRQVVRINNCEKATMV"
     gene            5087932..5088270
                     /gene="rsbV"
                     /locus_tag="DJ46_5448"
     CDS             5087932..5088270
                     /gene="rsbV"
                     /locus_tag="DJ46_5448"
                     /codon_start=1
                     /transl_table=11
                     /product="anti-sigma-B factor antagonist"
                     /protein_id="AIK62330.1"
                     /translation="MMNLGINILQNDVGYTVQLNGEIDAYTASDLKNKIMPIASEKEV
                     RIVVDFNKVDYMDSTGLGVFIALLKAVKKNDGKLEFIGVSKRLKRLFDITGLTEILNL
                     NSDFEKVERR"
     gene            5088277..5088759
                     /gene="rsbW"
                     /locus_tag="DJ46_5449"
     CDS             5088277..5088759
                     /gene="rsbW"
                     /locus_tag="DJ46_5449"
                     /EC_number="2.7.11.1"
                     /note="rsbW_low_gc: anti-sigma B factor"
                     /codon_start=1
                     /transl_table=11
                     /product="anti-sigma B factor"
                     /protein_id="AIK62984.1"
                     /translation="MMERFEKIEMKIPAKAEYVAIIRLTMAGVANRMGFAYDDIEDMK
                     IAISEACTNIVQHAYKEDVGEIAIVFGLYENRLEIMVADNGVSFDFNNLRSKVGPYDI
                     SKPVEHLPENGLGLYLINTLMDDIQIMHDEGMTVLMTKYIQREQVENDGNPISTYESY
                     "
     gene            5088722..5089498
                     /gene="sigB"
                     /locus_tag="DJ46_5450"
     CDS             5088722..5089498
                     /gene="sigB"
                     /locus_tag="DJ46_5450"
                     /note="sigma_B: RNA polymerase sigma-B factor"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-B factor"
                     /protein_id="AIK61415.1"
                     /translation="MMEIQSQPTNLTKEDVIKLIAEFQQNQCGEAQERLVDHYKNLVY
                     SIAYRYSKGGPMHEDIIQVGMLGLLGAIRRYDYSIGNAFEPFAIPTIVGEIKKYLRDK
                     TWGIHVPRRIKDLGGKIKLAIEELTDHLQRSPKIIEIADHLGLSEEEVLEIMDAKNNY
                     RVSSLDDVVENASDGSSVARIESVGEVEQGYEQTERRLVLKDIFNVLNETEKSVIHYI
                     FEENLNQKDTGERLGISQMHVSRIKRQAISKLKQAAFLDT"
     gene            5089568..5090008
                     /locus_tag="DJ46_5451"
     CDS             5089568..5090008
                     /locus_tag="DJ46_5451"
                     /codon_start=1
                     /transl_table=11
                     /product="rubrerythrin family protein"
                     /protein_id="AIK66303.1"
                     /translation="MSHDVKELIEGLNEDLAGEYSAIIMYNHNAATVSGIYRQVLKPF
                     FESEISDEQGHALYLAEKIKTLGGTPTTIPLRVKQAEDVREMLEYARQSEYETIKRYE
                     KRKEQAANLNMTELVVKLEDMIADETNHMEELDRLLNDKAMVLN"
     gene            5090184..5091326
                     /locus_tag="DJ46_5452"
     CDS             5090184..5091326
                     /locus_tag="DJ46_5452"
                     /codon_start=1
                     /transl_table=11
                     /product="stage II sporulation E family protein"
                     /protein_id="AIK62715.1"
                     /translation="MSILIVDDNPVNIFVIKKILKQAGYQDLVSLNSAQELFEYIHFG
                     KDSSRHNEIDLILLDIMMPEIDGLEVCRRLQKEEKFKDIPIIFVTALEDANKLAEALD
                     IGAMDYITKPINKVELLARMRVALCLKSELNWHKEQEENLRNELDLATQVQRNLLSSP
                     LREEHIKIEASYLPSFKLAGDMYYWYKIDENRYGIILLDVMGHGVSASLVCMFISSVL
                     RETIKCLIDPELVMKDLNKYMTLLHNENDNIPYYFTAIYLVVNTEDRTIEYVNAGHPS
                     GYVLVDETNVVELNRGSCAVGFFDEIKVEKTVIPFEKNAQIVLFTDGVLEAIANDEFE
                     AEEKLRTFTERKWGELEEEIEGFYKEEQKQAQSDDMCLIMIQTNAK"
     gene            complement(5091365..5092222)
                     /locus_tag="DJ46_5453"
     CDS             complement(5091365..5092222)
                     /locus_tag="DJ46_5453"
                     /codon_start=1
                     /transl_table=11
                     /product="cheR methyltransferase, all-alpha domain
                     protein"
                     /protein_id="AIK62665.1"
                     /translation="MENKYYNFDPSVDTDKRTNLEIDLLLEAVFKLSGFDFRQYARTS
                     IYRRICNRMQISNIPTISKLIEKVIHEEGVLEQLLNDFSINVTEMFRNPIFFKALREH
                     VIPELRKHPEIRIWHAGCATGEEVLSMSILLHEEGLSEKAVIYATDMNTDVLEKAKQG
                     ILPLNKMQTYTKNYLQAGGTQAFSNYYSTDSRFAYFNPSLLQNIIFAQHNLVTDQSFN
                     EFHIILCRNVLIYFTSKLQNQVQQLFYESLSHNGFLCLGNKETLRFSDIMPHYTQFNP
                     HEQIYQKIQ"
     gene            complement(5092239..5094929)
                     /locus_tag="DJ46_5454"
     CDS             complement(5092239..5094929)
                     /locus_tag="DJ46_5454"
                     /codon_start=1
                     /transl_table=11
                     /product="HAMP domain protein"
                     /protein_id="AIK65090.1"
                     /translation="MKSKAKFSIRYKIMAGYLVIILFLLISFIMLNNQISNLQKSRNF
                     IIDHDFKVLNLTNQVEKDLLTIENKAKGFITSNNANYLQSLNSAERDYEKHYHDLFSL
                     LEDNPSQQEKLKEINGNITNWMNKEIHPLIANHNSNKIQEIDTTEIQSLQSQLTDFRS
                     TEEQLTKKRAAQLDTKNNKLELWLYSLLFLLSCISIIVSLYISNSITKTIKNVIQAIK
                     SISSKEKITERIHVNTHDEIKDLAHTTNHLLDEISKREWLQTEIAELILMYQGVSSIE
                     MLGNKILSGIIQKTQTSCGAFYVREEYEETVYYVKKASFADQGFDIGKQSIKMGEGFI
                     GQSALEKKSFILRDIPEEFRYVTTGLLEIRPKNLLVIPVLFEDEVIAVMELVSVTDIS
                     DLHQDLIQQTVDNLGLTIHSIMGRMRIQTLLHESQAMTEELQVQSEELQTQAEELQMQ
                     AEELRTTNEQLESRTEEAEQKTADLQITKLELEEKASELLRSSKYKSEFLANMSHELR
                     TPLNSILLLSEMLKENHDNHLSDDEIELATVIHSSGKDLLTLINDILDLSKVEAGKLD
                     VIFEATNISDMAASMHQNFLHIAAQKNVEFTVEDSDTIPDLFYTDAKRIEQIIKNLLS
                     NAFKFTEKGSVSLHFDSIETSNLSHDMQSISKDWITISVKDTGIGIAKEQHQLIFEAF
                     QQADGATIRKYGGTGLGLSICKEFARLLGGWITLESHVGEGSTFTVYIPNLPNGLHDV
                     QLSNLEVAATVDEVIPAEVIEETIVLPEANNVFQEKTIMIVDDDHRNIFALQNALKKQ
                     HANIITAQNGLECLEILKNNTNIDLILMDIMMPNMDGYETMEHIRMNLGLHEIPIIAL
                     TAKAMPNDKEKCLSAGASDYISKPLNLHQLYSVMSVWLIK"
     gene            complement(5095135..5095386)
                     /locus_tag="DJ46_5455"
     CDS             complement(5095135..5095386)
                     /locus_tag="DJ46_5455"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63233.1"
                     /translation="MNAIHSTTILYNETPTITQIHHFYALMTTFQTNLFISKQGTLTS
                     IKNLSTLVSFFLTVKKKELVLFIFEGIDAKRALRTLFPS"
     gene            5095608..5095745
                     /locus_tag="DJ46_5456"
     CDS             5095608..5095745
                     /locus_tag="DJ46_5456"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62528.1"
                     /translation="MDKMITDITFDFIYLLSSSLVILLLLAFFVNGYVNKKISVYKNE
                     E"
     gene            5095785..5096315
                     /locus_tag="DJ46_5457"
     CDS             5095785..5096315
                     /locus_tag="DJ46_5457"
                     /codon_start=1
                     /transl_table=11
                     /product="heat induced stress YflT family protein"
                     /protein_id="AIK64424.1"
                     /translation="MNMDRKIVGVFPTIDDAALVINELKEKGYSADNISAIAKDQKEI
                     EHLEEKSGEKVNSETAHKADIFSATGLVAGGVAGGLGGLLTGLGVLAVSGMGPIVAAG
                     PIAAAIGGAGIGGGAGSLIGAFIGLGIPEEHAKKYEEYIYDGNILILVDVKLDDKLEI
                     YKIFDKHHAYNSDFFK"
     gene            5096454..5096657
                     /locus_tag="DJ46_5458"
     CDS             5096454..5096657
                     /locus_tag="DJ46_5458"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63669.1"
                     /translation="MIVKILKDSSNSFLCTVQNKNGDQYVKKWFRKHENNEELGRPTF
                     KEVERDWKENRESFMYPNVKALY"
     gene            5096800..5097111
                     /locus_tag="DJ46_5459"
     CDS             5096800..5097111
                     /locus_tag="DJ46_5459"
                     /codon_start=1
                     /transl_table=11
                     /product="heavy-metal-binding family protein"
                     /protein_id="AIK63277.1"
                     /translation="MIVTTTSGIQGKEIIEYIDIVNGEAIMGANIVRDLFASVRDVVG
                     GRAGSYESKLKEARDIAMDEMKELAKQKGANAIVGVDVDYEVVRDGMLMVAVSGTAVR
                     I"
     gene            complement(5097690..5097995)
                     /locus_tag="DJ46_5460"
     CDS             complement(5097690..5097995)
                     /locus_tag="DJ46_5460"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61743.1"
                     /translation="MWLISAIWPVILVGGIVVFVIKRLEHKYKHGKLGKKKLNEAQIL
                     LDSFIPIGMLIGCIIGLIFGMFFPDYSLLTMSLGSGIGYLLGFFAYEIYSKPGNNFS"
     gene            complement(5098113..5099105)
                     /locus_tag="DJ46_5461"
     CDS             complement(5098113..5099105)
                     /locus_tag="DJ46_5461"
                     /codon_start=1
                     /transl_table=11
                     /product="quinone oxidoreductase domain protein"
                     /protein_id="AIK66056.1"
                     /translation="MHGTCIQFHKFGNPKDVLQVEYKNIEPLKENEVLVRMLVRPINP
                     SDLIPITGAYAHRIPLPNIPGYEGVGIVEDVGAGVTRDLISKRVLPLRGEGTWQEYVK
                     TSADFVVPIPDSIDDFTAAQMYINPLTAWVTCTETLNLQSNDVLLVNACGSAIGHLFA
                     QLSQILNFRFIAVTRNNKHTEELLSLGAAYVIDTSTAPLYETVMELTNGLGADAAIDS
                     IGGPDGNELAFSLRPNGHFLTIGLLSGIQVNWAEIVTKAKVHANIFHLRHWNKEVSPY
                     KWQETFRHLIRLVENKQLRFMTVHSTYDLADVKAAVDVVQSAEKTKGKVFLTSY"
     gene            complement(5099237..5099377)
                     /locus_tag="DJ46_5462"
     CDS             complement(5099237..5099377)
                     /locus_tag="DJ46_5462"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62396.1"
                     /translation="MYFGSKGWYVKELKKLGIRTYEGKKLESYRTHVLSSLLERMKKA
                     SA"
     gene            5099532..5099894
                     /locus_tag="DJ46_5463"
     CDS             5099532..5099894
                     /locus_tag="DJ46_5463"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63370.1"
                     /translation="MIIEKHEIQIDQITSGKVNIFTFYRNRKQIDDQFLRLQEPSLTA
                     NYFFHFHFDAESLHLLQEEFPSVYPYDGSETIHDWTEKMKAELQHQIQTGKWNKRVRI
                     GNRILDVVFTWCDEDIVE"
     gene            complement(5099921..5100106)
                     /locus_tag="DJ46_5464"
     CDS             complement(5099921..5100106)
                     /locus_tag="DJ46_5464"
                     /codon_start=1
                     /transl_table=11
                     /product="yhzD-like family protein"
                     /protein_id="AIK62278.1"
                     /translation="MGVYVLTVFEKDGSKALDESFEAATEKEAKAKGESILQEKGLYE
                     KTHRCTSSAGKLVLFQR"
     gene            5100275..5101516
                     /locus_tag="DJ46_5465"
     CDS             5100275..5101516
                     /locus_tag="DJ46_5465"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK63097.1"
                     /translation="MKQVKFIHAADLHLDSPFKGMEMNVPQSVWERMKQSTFESFERI
                     IDKAIQERVDFVLLAGDLYDAETRSLRAQVFVREQMKRLSQYDIPVFIIHGNHDHLGG
                     SWAAIEFPENVHVFTEPYVEEKSFYKNGELLASIYGFSYLQQAVTDNMTAQYTKMSDA
                     PFHIGMLHGSVEGDAEHNRYAPFQIRELKEKQFDYWALGHIHKREILLEEPYIIYPGN
                     IQGRHRKETGEKGAYLIELTKQGSHCSFFHTADVVWDEIEVNIDGLETVDELMTSVST
                     AMNECRREEEGTQLTVVFTGQGPLSPYLRDEKRVEEIFHILAAGEERKDFVYTMKWKN
                     ETVSFAEIERLKEENHFVGSVLKELEAFTNMDGVLRSIWTSPIARNSIESFTEEEKKE
                     IQKEAENIILEQLFQQERDKK"
     gene            5101513..5102112
                     /locus_tag="DJ46_5466"
     CDS             5101513..5102112
                     /locus_tag="DJ46_5466"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AIK62547.1"
                     /translation="MRMEKLYIYGYGKLENVEIDLSMLTVLYGENEAGKSTIRSFMKS
                     ILFGFPTRGQRRYEPKEGGKYGGAITVQTEKYGRLKIERLPKTAAGEVTVYFEDGKTG
                     GEEILHDILTGMNESLFESVFSFDMHGLQNIHQLGEADIGNYLFSASAVGSDALLQLD
                     KKLEKEMDQRFKPSGRKPEINVSLQEMKKLEEKMKEWQG"
     gene            5102751..5103881
                     /locus_tag="DJ46_5467"
     CDS             5102751..5103881
                     /locus_tag="DJ46_5467"
                     /note="tspaseT_teng_C: transposase, IS605 OrfB family"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase, IS605 OrfB family"
                     /protein_id="AIK63273.1"
                     /translation="MILAKKVRLIPTPEQEQVLRNHAGAARFAYNYCKRMSDRYYKLF
                     GKSVSQLALQKRFTKIKKRKRYEWLNDINAQVPKQASKDFDKARKHSFKKYKNGYHTS
                     YKSKKDLIQGFYANYERLIIGKKVVHIQSIGEVKTSQQLPRNKKPFNPRVTFDGRHWW
                     ISVGFQEFFESQELTNESIGVDVGLKELFVASNGTKERNINKDAKVKKLLKRKKSAQR
                     DMSRRFKKGVKTQSAGYEKAKAEHLRLSRKIKNIRNNHIHQATAKLVKTKPMRIVVED
                     LSISNLLKNKKLSKAFLFQKLNFFFQCLSYKCEKYGVAYVKADKWFASSKICSCCGVK
                     YEHSVQPEGQWSLKIREWRCVPCNSHHDRDLNASINLSRWVK"
     gene            5104049..5106352
                     /locus_tag="DJ46_5468"
     CDS             5104049..5106352
                     /locus_tag="DJ46_5468"
                     /codon_start=1
                     /transl_table=11
                     /product="AAA domain protein"
                     /protein_id="AIK63964.1"
                     /translation="MEQLKESEEKLAFVRAEKESAEKRKQDYEILAALEPLVIEKRAH
                     EKVLEDESGQFPVNGMARYEAIKAKMEPLQLQVDSLYKKIETVQSEMESIQIDEEFLQ
                     KESYVEELRMQHMSYENARQEMRDVTGTITNIKEELAELEQQIGATFEKETVLSFDMS
                     LATKELITQAVQKARELETQKAQLDDRFKVAQEQLEEQEENIRQIQKQMLADEERNTL
                     VEKEKSFQDAAFIGMGAERMKRKYEEKAGAAMQKKKQWQRVCLLLLLINTGVLFTSLF
                     IDNRLLLFISVIVFVGIVLALVLYKDPSSGLQEELLTLQQSAGGRQSEEAMTVRYQLE
                     KDEEIRKLFERESYKLQQMERAYDKVVSSYEEWERETFRMSEQVNVYKKRYTFPEFYT
                     YAHILPAFERMEKMQQLYRELEKQGTRKSSLYEMISQFEHKLETVIGSAEYSKLHEAQ
                     SRMQNEKEKRQTCKQLKEKLAEWQEEYALMQEQLKQLLVERDSLWHIAHSTDEEMFLE
                     AGKLAEKREDAEKQVGRLLPQIDLLEQRLTSLSLAEHYEADGYDEKLKQEMTVMQNCL
                     TKEKELTERIAKHRMEIANLEEGSTYGDLLHEWEMKKAQVREQVKKWAAYAAAKTVLT
                     KTKQYYHKVHLPRILQKSEEYFVYLTGGRYSKIFSPSEAEPFIVERNDGMRFYSHELS
                     QATAEQLYLSLRFALAKTFEHDYPFIIDDSFVHFDAVRTNRTIELIKEIAKDRQVIFF
                     TCHAHLLAYFTEKQIIKLTHMRKENEL"
     gene            5106394..5107338
                     /locus_tag="DJ46_5469"
     CDS             5106394..5107338
                     /locus_tag="DJ46_5469"
                     /codon_start=1
                     /transl_table=11
                     /product="OB-fold nucleic acid binding domain protein"
                     /protein_id="AIK65945.1"
                     /translation="MKKKIAEYEVGEQVDVFLLIKTATKGIASNGKPFLTVILQDPSG
                     DIEAKLWDVSPEVEKQYVAETIVKVAGDILNYKGRIQLRVKQIRVANENEVTDISDFV
                     EKAPVKKEDMVEKITQYIFEMRNPNIQRLTRHLLNKHQNEFLDYPAATKNHHEFVSGL
                     AYHVVSMLDLAKAISNLYPSLDKDLLYAGVILHDLGKVIELSGPISTTYTLEGNLLGH
                     ISIMVNEIGKAADELQIDAEEVLILQHIVLSHHGKAEWGSPKPPLVKEAEILHYIDNL
                     DAKMNMMDRALGRTKPGEYTERVFALDNRSFYKPSFHN"
     gene            5107515..5108090
                     /locus_tag="DJ46_5470"
     CDS             5107515..5108090
                     /locus_tag="DJ46_5470"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK63156.1"
                     /translation="MGRKISFNKERALNKAMHLFWEKGYDATYISDLIETMGISRSTL
                     YDSFGDKDALFKLVLEQYKNYGSQKRNLLFSDTNTKESLKSFFYQHIEKCYSDDIPKG
                     CIITNSSLLIGQIDPSIEEILINDFNELEKAFKQVIEEGKKKGEISQEDDTELVAYSL
                     LSLNHSLNLMSMYKKEKKLAYNLVDKAIADL"
     gene            5108148..5109359
                     /locus_tag="DJ46_5471"
     CDS             5108148..5109359
                     /locus_tag="DJ46_5471"
                     /codon_start=1
                     /transl_table=11
                     /product="major Facilitator Superfamily protein"
                     /protein_id="AIK62185.1"
                     /translation="MTKKTNFLIFILAISCGSLVANIYYAQPIVQFIAKDLNIASDLS
                     GLLTTLTQIGYGLGLFFIVPTADLFKSKKIIGILIGLTIISLIGTLISTNGIVFLILT
                     TVIGIGACAAQMLVPLTMRIVPIEEMGKYVGKVMSGLLIGIMIARPLSIGITEWFGWR
                     MVFLFSLIILVAVLLLLIKFLPNYEVVSNSNMSYSNLIASMVKLLLHTSPLQQRAFYH
                     ACLFATFSLYWTVIPILLRSEPLHFSNNEIALFGFAAIAGALLTPTIGKIADKGYIFT
                     MTNVSMALVLLSIVLLFFVQDHSLFSVIVILISGISIDIGVAGNLLLGQKVIFSLNPE
                     IRNRLNGLYMTIFFLGGAFGSCIGSYTYYKFNSEVPLLIGAALPLIALFVHLIKNNAI
                     HLSKTKNKYMS"
     gene            5109776..5110720
                     /locus_tag="DJ46_5472"
     CDS             5109776..5110720
                     /locus_tag="DJ46_5472"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK66312.1"
                     /translation="MYEIKGHHHISMVTKNANENNHFYKNVLGLRRVKMTVNQDDPSM
                     YHLFYGDKTGSPGTELSFFEIPLVGKTYRGTNAITRIGLLVPSEDSLHYWKERFEKFD
                     VKHSEITTYANRPALQFEDAEGLRLVLLVSNGEKVEHWETWEKSEVPAEHQIQGMGSV
                     EMTVRRLDKMASTLTDMFGYTEVSRNEEEAIFQSIKGEAFGEIVVKYLDGPTEKPGRG
                     SIHHLAIRVKNDAELAYWEEQVIQRGFQSSGIIDRFYFKSLYFRESNGILFEIATDGP
                     GFTVDGDVEHLGEKLDLPPFLEDQRAEIEANLAPIEEK"
     gene            5110764..5111741
                     /locus_tag="DJ46_5473"
     CDS             5110764..5111741
                     /locus_tag="DJ46_5473"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase/Bleomycin resistance /Dioxygenase
                     superfamily protein"
                     /protein_id="AIK61141.1"
                     /translation="MNQLKGIHHVTAITSSAEKNYEFFTHILGMRLVKKTVNQDDIQT
                     YHLFFADDKGSAGTDMTFFDFPGIPKGVHGTNEISKTSFRVPTDAALAYWVKRFDRLE
                     VEHTGIKEQFGKKTLSFVDFDDQHYQLISDELDKGIESGTPWQKGPVPLEYAITGLGP
                     VFIRIANFSFFKEVLEKVLLFKEVAQEGEFYLFEVNEGGNGASVIVEHNTVLPEARQG
                     FGTVHHAAFRVEDRAVLEEWIERISSVGLPSSGYVDRHFFESLYARVAPQILFEFATD
                     GPGFMGDEPYETLGEKLSLPPFLEPKREEIEKLVRPIDTVRSTKEFIKE"
     gene            5111965..5113077
                     /locus_tag="DJ46_5474"
     CDS             5111965..5113077
                     /locus_tag="DJ46_5474"
                     /codon_start=1
                     /transl_table=11
                     /product="tetratricopeptide repeat family protein"
                     /protein_id="AIK65070.1"
                     /translation="MITSTTNEKLTQLLNEWYLEIRSRRISNAERLKQEIDFKFTKLK
                     KETGEGLQNQNLLLYYYLLEFRYNYLIDNLGLSQESFNKIDSFDQPTDNFLTYYYYFF
                     KAIHASELGNFHLAKEHYEKAESFLKYVPDQLEKAEFYYKLATFHYDTQQALVSIKHA
                     TKVKDMYLNHDGYELNVAFCDNILGLACMNLKEWELAEEHFTAAMDQFQKIGEEKFII
                     MVRHNLGWMYSTQNLSALAIRYLTEVVEKSPQHYKALYVKAKEHYKLKEHEIANKLIE
                     KGLKICRDSKIEGYQHHYEILNALNQGVKAEELEDIILRGITYFEREELYDYTQEYQE
                     KLAVKFYEENLWEEASKYFYFSKKAREKLFDKGALK"
     gene            5113074..5113205
                     /locus_tag="DJ46_5475"
     CDS             5113074..5113205
                     /locus_tag="DJ46_5475"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63117.1"
                     /translation="MKKMVIKLLGIVTVFTLTLGVYSSTNHQKSPTLMKAEHGDYGG"
     gene            5113436..5114308
                     /locus_tag="DJ46_5476"
     CDS             5113436..5114308
                     /locus_tag="DJ46_5476"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha/beta hydrolase fold family protein"
                     /protein_id="AIK63545.1"
                     /translation="MKRFKFYMISGIVLVLLIVCNFVDKPIAKVGEVKDTVMMKLNTK
                     ESMAQIDGQTIYFKKIGEGKPPLLMLHGFGGSSDGFSDIYPELARDHTIIAVDILGFG
                     RSSKPIDFEYSFPAQVNLYYKLMKKLGYDQFAVLGHSMGGEMSLNLAYLYPDAVTHLI
                     LADSTGIESFQQKESYEVPPLSTDLQTVTEITDYNKNEVKNSRDDKGHYDQLTKMRER
                     RIAMEADKIKVPTLIIWGRHDKSVSWKNGELYHGLFANSTFHIIEKGYHAPFRQEPIE
                     FMEYVQAFFAKNPQ"
     gene            5114389..5114589
                     /gene="yhaL"
                     /locus_tag="DJ46_5477"
     CDS             5114389..5114589
                     /gene="yhaL"
                     /locus_tag="DJ46_5477"
                     /codon_start=1
                     /transl_table=11
                     /product="sporulation protein yhaL"
                     /protein_id="AIK62457.1"
                     /translation="METLPWWVYLVIVGIVLSGYMVLYTSKKEQEMDNEFIEKEGEVY
                     MKRLAEEREKRNQDSDKDSVLL"
     gene            5114763..5115614
                     /locus_tag="DJ46_5478"
     CDS             5114763..5115614
                     /locus_tag="DJ46_5478"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61786.1"
                     /translation="MHRDETSLHPDTGVTSVMFVERSLNEIRFWSRIMKEHSLFLRLG
                     FRCEDTQLIEEANQFYRLFEHIEQIAHSYTNETDPEQIKRFNAEVQQAATNIWGFKRK
                     ILGLILTCKLPGQNNFPLLVDHTSREADYFRKRLMELNEGKLDALPDAIIKENVFFLR
                     IMADHAKFIGHLLDPSERKLVDTARNFSNDFDALMYQAIDLESMKPQSQTVPLLDQFL
                     DQNRVSVASLRDFKKTARDLIEQCKIKSIIHPLLADHVFREADRFLEIIDMYDVHLTN
                     IQSQPRY"
     gene            5115974..5116423
                     /locus_tag="DJ46_5479"
     CDS             5115974..5116423
                     /locus_tag="DJ46_5479"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix family protein"
                     /protein_id="AIK65863.1"
                     /translation="MIFSERLKEEREKRNWSQSDLAEKIHVSRQSVSKWETGKNYPSI
                     EIIIHLSDLFGITIDELLRSDEELTQKVIEDSKQLAYPKWKFFFDSLFMMGVFLFITK
                     IVVWILNKFAVANIAIIADAPYVMNFLPLILMVVGGMGSDKLKKIYK"
     gene            5116521..5117081
                     /locus_tag="DJ46_5480"
     CDS             5116521..5117081
                     /locus_tag="DJ46_5480"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate responsive antiterminator
                     family protein"
                     /protein_id="AIK66021.1"
                     /translation="MEFHEQKILPAVRQIKDLEKLLHSSYEYIVILDIHVGQLKSVIS
                     LAKQYCKKVFLHVDLIHGLQSDGHATEYLCQEFRPYGLLSTKASVIMKAKQKGVVAIQ
                     RIFLIDSSAMEKSCNLLEKTKPDYIEVLPGALTDVIAEVKERTGVPILAGGFIRTVDD
                     VERALNAGATAITTSKRELWKHYQKK"
     gene            5117310..5118125
                     /locus_tag="DJ46_5481"
     CDS             5117310..5118125
                     /locus_tag="DJ46_5481"
                     /note="MIP: MIP channel s family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="MIP channel s family protein"
                     /protein_id="AIK64231.1"
                     /translation="MSAFLGELIGTALLIVLGGGVCAGVSLKKSFAKDSGWIVITMGW
                     GLAVAVAAYVVGSISGAHLNPALTIGLAFKGAFPWGDVPGYIAAQMIGAIIGAVIVYL
                     HYLPHWKETEDPGTKLGVFATGPAIPNTFANLLSEMIGTFVLVFGILAIGANKFADGL
                     NPFIVGFLIVSIGLSLGGTTGYAINPARDLGPRIAHFFLPIAGKGGSNWKYAWIPVVG
                     PILGGSLAGLFHQVVFEGKQNAALIYVIIATVIVLAISYMTSKKVEAIQIVEK"
     gene            5118144..5119634
                     /gene="glpK"
                     /locus_tag="DJ46_5482"
     CDS             5118144..5119634
                     /gene="glpK"
                     /locus_tag="DJ46_5482"
                     /EC_number="2.7.1.30"
                     /note="glycerol_kin: glycerol kinase"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol kinase"
                     /protein_id="AIK65347.1"
                     /translation="MKKYILSLDQGTTSSRAILFNKKGEIVHSAQKEFTQHFPKPGWV
                     EHNAQEIWGSILAVIATCLSEADVKPEQIAGIGITNQRETAVVWDKTTGKPIYNAIVW
                     QSRQTAEICDELKEKGYSEMVREKTGLLIDAYFSGTKVKWILDNVEGAREKAENGDLL
                     FGTIDTWLVWKLSGGKAHVTDYSNASRTLMFNIHDLQWDDELLDMLTVPKSMLPEVRP
                     SSEVYGETIDYHFFGQNVPIAGVAGDQQAALFGQACFGEGMAKNTYGTGCFMLMNTGE
                     KAVASEHGLLTTIAWGIDGKVNYALEGSIFVAGSAIQWLRDGMRMFKDASESEVYASR
                     VESTDGVYVVPAFVGLGTPYWDSEVRGAMFGVTRGTTKEHFIRATLESLAYQTKDVLC
                     AMEADSGIELKTLRVDGGAVKNNFLMKFQSDILDVPVERPVINETTALGAAYLAGLAV
                     GYWKNQDEIKEQWHMDKRFEPTMEAETSEELYAGWKKAIEATKAFK"
     gene            5119768..5121450
                     /locus_tag="DJ46_5483"
     CDS             5119768..5121450
                     /locus_tag="DJ46_5483"
                     /codon_start=1
                     /transl_table=11
                     /product="FAD dependent oxidoreductase family protein"
                     /protein_id="AIK62680.1"
                     /translation="MKFSSKQRKDVLNGVNKQELDVIVIGGGITGSGIALDGATRGLS
                     TIVFEMQDFAAGTSSRSTKLVHGGLRYLKQLEVKMVAEVGKERAIVYENGPHVTTPEW
                     MLLPFHTGGTFGSFSTSIGLRVYDFLAGVKRSERRKMFNREETLKKEPLVKQEGLKGG
                     GYYVEYRTDDARLTIEVMKEAIEHGAKAVNYAKVDGFLYKDGKVCGVRVIDLLDGEVY
                     EVYGKKIVNAAGPWVDTLREKDNSKKGKVLQLSKGVHLVIDQKRFPLGQAIYFDTPDK
                     RMVFAIPRGGKTYVGTTDTFYDKDAAVPQMTTEDRTYIINAINYMFPSVKITEKDIES
                     SWAGVRPLIYEEGKSASEISRKDEIWTSESGLITIAGGKLTGYRKMAEMVVDYVTNLL
                     QKEGHSAYPKSSTKHMPISGGHVDGSKGLPAFIAKKAGEGTKYGLTTAQAEEFAKFYG
                     SNVDVLFDLAKKHKDEAKEYNMPLDVLIPLVYAMDYEMTAKPVDFFVRRRGAVFFNIH
                     WVYEWKEAVINYMAAKLGWSKEEQMKYTAELEKALTDAVIPVDQQEHAAALA"
     gene            complement(5121648..5121812)
                     /locus_tag="DJ46_5484"
     CDS             complement(5121648..5121812)
                     /locus_tag="DJ46_5484"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64621.1"
                     /translation="MIAMFVIKLVYGILTGAGVVIGRRYVGPWLISVYKKARTTLLRG
                     KGKGGSRLKR"
     gene            5122260..5122670
                     /locus_tag="DJ46_5485"
     CDS             5122260..5122670
                     /locus_tag="DJ46_5485"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61639.1"
                     /translation="MKNLITYDPAIQMAYLYVIPFTSEIEIESTEELEENPTLNLDID
                     QFDRIVGIEFFGENARKLKELTNKSKIYIKKTSNDNTYIYSFRLSQDTHLQKVLFHNI
                     VFYFSDKKYEEFIGFDIMKPSLYGNEILDSLSEC"
     gene            5122925..5123458
                     /locus_tag="DJ46_5486"
     CDS             5122925..5123458
                     /locus_tag="DJ46_5486"
                     /note="sigma70-ECF: RNA polymerase sigma factor, sigma-70
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, sigma-70 family
                     protein"
                     /protein_id="AIK62639.1"
                     /translation="MDELTVEAFEIEDKEDLIDEIMNKYGQEVLQLVYSYVNNKEVAE
                     DVTQDIFVKCYKSLHTYKGNSNLKTWLWRIAINHCKDYLKSWYNKKVIVTEDDFTYME
                     SQKESVEQIVIQNAEDSRLASAVMSLPIKYREVIYLFYYEELSIKEIATVIEVKENTI
                     KTRLKKAKELLKKGLEE"
     gene            5123463..5123870
                     /locus_tag="DJ46_5487"
     CDS             5123463..5123870
                     /locus_tag="DJ46_5487"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator PadR-like family
                     protein"
                     /protein_id="AIK63041.1"
                     /translation="MEDRLKGLRKSMENTTFKHLSFSDQHQKRVREKINQSSEKEEDI
                     LLAVLQLLMNEKTGYELVQLLRGRGIQTFEGNEGSLYTLLHRLEQNRFIQSSWDHEGA
                     KYYQLNDKGNKMLRKAEKNATKARFILKGLVQE"
     gene            5123878..5125128
                     /locus_tag="DJ46_5488"
     CDS             5123878..5125128
                     /locus_tag="DJ46_5488"
                     /codon_start=1
                     /transl_table=11
                     /product="cell cycle family protein"
                     /protein_id="AIK64505.1"
                     /translation="MNKKGERFLKEVTNHIKSKEAKDLVAAELDFHLKQTKNMWIGKG
                     LSEEIAEDKAVEQMGSPIKLGQELNKLHKPKVDWFLLILLVAAMGLGFLPIIALGHTN
                     DLLMNKIIFVTLGIATAIGMMLLDYRKLERLGWLFYTIGILILLAIKCFPTGYVIGEA
                     IIKIGPIKIDCLMTIPFFFLAWTSFFNNSRLKFMHLLMLYVFSLYLFSTTAILLHIFI
                     YITMVFVMLWWSKLGKKTAWLITILPILPLIIRDLFSWSAVKEYRIARILGFINPAHD
                     QWDLRLQEAMSSAGWFGTYGNIKSIPATHTDFVFASLTYYYGYVLALIIVFILSLFAV
                     RIMNIAYKINDGYGKLLLVGGVTLFIIHCICNVGMILGILPRFSISLPFISYGLVPTL
                     FHAFIMGIVLSVYRRKDIPARKSA"
     gene            complement(5125186..5125671)
                     /locus_tag="DJ46_5489"
     CDS             complement(5125186..5125671)
                     /locus_tag="DJ46_5489"
                     /codon_start=1
                     /transl_table=11
                     /product="marR family protein"
                     /protein_id="AIK63466.1"
                     /translation="MKSNNPAAIDIIHILMQSSNYVQREFQSQLSALDTPYHLTGPRL
                     RVLSTVSENGPIRMNALAAKLGVKARTVTDFVDALEQDKLLIRIPDPTDRRATLIQLT
                     ERAHSNMEKALAFQDKVADDILQNLTLEQREQFFELLLLLIKDKQIPDSCGEVENGKT
                     C"
     gene            5125956..5126321
                     /locus_tag="DJ46_5490"
     CDS             5125956..5126321
                     /locus_tag="DJ46_5490"
                     /codon_start=1
                     /transl_table=11
                     /product="doxX-like family protein"
                     /protein_id="AIK66296.1"
                     /translation="MTIVALVLQCLLIFAFFFSSVSKIAGAKMQVEAFAHLGLPQWFR
                     IATGWIALAGVVGLIFGFWNEVVLVLAALWIACIMLGAVLSHMRVKDPIGKIMPAAVL
                     MILALILAFIHFSAVTELL"
     gene            5126483..5127874
                     /locus_tag="DJ46_5491"
     CDS             5126483..5127874
                     /locus_tag="DJ46_5491"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar (and other) transporter family protein"
                     /protein_id="AIK62691.1"
                     /translation="MVDHSSQNADKLLGVLVVTLIFSVMNGTMFNVALPEIGKEFNLV
                     PSEVSWIMTSYMVVYAVGSIVMGKLADKYRLKDLLTYGLLIFALGSLLGLLATEYWVI
                     ILGRVIQAAGASVLPATAMIIPVRYFAPEKRGRALGTSAVGLALGNALGPVAAGLITS
                     FGSWRLMFVLSLLPLLTLPFFRKYLDNAKGKAGSIDILGGGLLAVSVAFFLLAITQMQ
                     VLLFLSGFATLAFFILRIRKAKEPFIKPILFKNKNFSIGLLLAFMTTAMSFSMTFMTP
                     QFLSAVNGLTPSNIGFVLVPAAIASAIMGRKGGRVADTRGNFALVFIASVFIFLAFSL
                     LSTFIGVSAFVIALILIFGNVGQTFMQISMSNTISQTLSKEETGVGMGLLSMINFISG
                     AMAMSVVGKLLDKGSTSLKLNPFVANEAANMYSNIFGVMSLLILFVVVLYRFQFGTGV
                     STLNMTSKGNKNL"
     gene            5127897..5129345
                     /locus_tag="DJ46_5492"
     CDS             5127897..5129345
                     /locus_tag="DJ46_5492"
                     /note="efflux_EmrB: drug resistance MFS transporter,
                     drug:H+ antiporter-2 family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance MFS transporter, drug:H+
                     antiporter-2 family protein"
                     /protein_id="AIK65350.1"
                     /translation="MNAQPASVSSQSKEFDNVKRLPILISMIIGAFFTILNETLLNVA
                     FPQLMIELNVTPSTLQWLSTGYMLVVAVLIPASALLVQWFTTRQVFIGAMVVFTFGTL
                     VSAIAPGFSILLMGRLLQAAGTGLMMPVLMNTILLLYPPEKRGAAMGSIGLVIMFAPA
                     IGPTLSGIILETLNWRWLFYIVLPFAIFSIVFAFIYLKNVSEPTKPKVDVLSILLSTI
                     GFGGIVYGFSSSGEGWDSFQVYGIILIGLVALLFFVLRQLKLKEPLLDLSAFKYPMFT
                     LTTILLTIMMMTMFSTMTLLPFLFQGALGLTVYATGLIMLPGSLLNGLLSPVSGKLFD
                     KFGPRALIIPGTLLLASVMWFFTQVTADTSKITFILLHVTMMVSISMIMMPAQTNGLN
                     QLPKRFYPHGTAILNTLSQVAGAVGVAFFISVMTSGQKKYLDASSNPTDPAQLTEAMV
                     SGVHNAFTIGFGLALLAVVVALFIKRSQTSES"
     gene            complement(5129514..5130077)
                     /locus_tag="DJ46_5493"
     CDS             complement(5129514..5130077)
                     /locus_tag="DJ46_5493"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62961.1"
                     /translation="MNHYFIAIYDGEFPTEKLHTILQSNPTFTDLNVRTLSISSPRPF
                     TLLVDEEHDALTIELTDKYHLLTKELQTLEQQEKYYYVYDYKIRKTIENPTQKCFPFA
                     QINISVTKFHQMIQKVKDLKRPVFAGYNIVSHDADILTIDVLLSSPLLDPNTSEKDAA
                     EYAYLQQLAESISRSELCTSIKASSLI"
     gene            complement(5130165..5132495)
                     /gene="helD"
                     /locus_tag="DJ46_5494"
     CDS             complement(5130165..5132495)
                     /gene="helD"
                     /locus_tag="DJ46_5494"
                     /EC_number="3.6.4.12"
                     /codon_start=1
                     /transl_table=11
                     /product="helicase IV"
                     /protein_id="AIK64998.1"
                     /translation="MNKKLDQEQKRLDTVIETITQQIDKLENETGRRRAEVINIRKHF
                     WDDVKVNTDTFDDYLETVINLRQQAQSLAVTQITHKHTFNRLAALRRMHKAPYFGRID
                     FKEEGESAAEQIYIGVATLTDASGENFLIYDWRAPISSVYYDYPPGPAEYSTPGGVIH
                     GNVEKKLQYIIQNGEIDSMFDTSLTIGDEILQQALGKGTNKHMQSIVATIQREQNEII
                     RHDEGRLLIVQGAAGSGKTSAALQRIAYLLYKYREWLKADQIILFSPNSMFNSYVSNV
                     LPELGEENMQQVTFQEYLNHRLSKSFDVEDPYEQLEYMLTETNSPAYKTRNASIRFKA
                     STQFFEMIRAYRQSLESSGMLFRGMKFRGKLIVSAKEITEQFYNTDSSLRFHSRIEKL
                     TDWLNKQIDAIEKAELKKPWVEEEIELLSKDEYQKAYKYLQKKGEFDDNSFQDFEKET
                     RVLGRMIVRKKLKPLRKGVQTLRFINFTGIYKQLFTDASWGTGEKLKEWDDICSLTVN
                     MLDEGKLYYEDATPFLLLKELIEGFQTNRSIKHVLVDEAQDYSPFQFEFLKRLFPAAR
                     MTVLGDFNQAIFAHASETVNFDTLTNLYGPDETNGINLTRSYRSTKPIIEFTRALVPE
                     GKNIHAFERDGEKPTVTKVANESELHERITAKVAELQKQNHNTIAIICKSAAESAAAY
                     EALSPIENIKLVKSNSAEYEQGIVVIPAYLAKGIEFDAVIIYDASKDVYNDESVRRLF
                     YTACTRAMHELQLYSVGEVSPFIVEADSESFELITP"
     gene            complement(5132874..5133737)
                     /gene="prsA1"
                     /locus_tag="DJ46_5495"
     CDS             complement(5132874..5133737)
                     /gene="prsA1"
                     /locus_tag="DJ46_5495"
                     /EC_number="5.2.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="foldase protein prsA 1"
                     /protein_id="AIK62406.1"
                     /translation="MKKAMLALAATSVIALSACGTSSSDKIVTSKAGDITKDEFYEQM
                     KTQAGKQVLNNMVMEKVLIKNYKVEDKEVDKKYDEMKKQYGDQFDTLLKQQGIKEETL
                     KTGVRAQLAQEKAIEKTITDKELKDNYKPEIKASHILVKDEATAKKVKEELGQGKSFE
                     ELAKQYSEDTGSKEKGGDLGFFGAGKMVKEFEDAAYKLKKDEVSEPVKSQFGYHIIKV
                     TDIKEPEKSFEQSKADIKKELVAKKSQDGEFMNDLMMKEIKKADVKVDDKDLKDLFEE
                     KKADAKKEEKK"
     gene            complement(5134163..5134357)
                     /locus_tag="DJ46_5496"
     CDS             complement(5134163..5134357)
                     /locus_tag="DJ46_5496"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK64899.1"
                     /translation="MTLITVVFVAFALLVIFYTNFMTHTLCERKQISASRQPGVFRVI
                     NVCITILLISSYIEIIFHGK"
     gene            5134476..5134811
                     /locus_tag="DJ46_5497"
     CDS             5134476..5134811
                     /locus_tag="DJ46_5497"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64098.1"
                     /translation="MDVVRRLEQAEYYVDLLFKMIDEEKCPFYSLIIKKKARKKDIER
                     ILNLCEILNEQYVVEKAEGLLLFDALLDQFEKALPHQLEVHETAEALAKQGLFKPLMN
                     EFLSMIAKK"
     gene            complement(5134817..5135374)
                     /gene="hpr"
                     /locus_tag="DJ46_5498"
     CDS             complement(5134817..5135374)
                     /gene="hpr"
                     /locus_tag="DJ46_5498"
                     /codon_start=1
                     /transl_table=11
                     /product="HTH-type transcriptional regulator hpr"
                     /protein_id="AIK61515.1"
                     /translation="MKSGEKDYSVKEAMIFSQRIAQLSKALWKCVEKDWQMWIKPYDL
                     NINEHHILTIAYHLKGASISEIAKFGVMHVSTAFNFSKKLEERGYLVFSKKEDDKRNT
                     YIEITDKGEELLLRLMEEYDPENNSVFNGALALRNFYGKFPENIELIAILRNIYGQDF
                     IDIFEKSLEDIEENFTESDQKLVKK"
     gene            complement(5135673..5136035)
                     /locus_tag="DJ46_5499"
     CDS             complement(5135673..5136035)
                     /locus_tag="DJ46_5499"
                     /codon_start=1
                     /transl_table=11
                     /product="ytxH-like family protein"
                     /protein_id="AIK62118.1"
                     /translation="MSKAKSFITGVICGGAVAGLAVLFSTPSSGKDMRGKLKEKGNDI
                     KKTLADITADTKLLKRQIVETASEGKEVFQELKDDMHDTLSNWKQDISQNKRHIEKEI
                     LDIQKSIEKLQEAVPEKA"
     gene            complement(5136213..5136647)
                     /gene="hit"
                     /locus_tag="DJ46_5500"
     CDS             complement(5136213..5136647)
                     /gene="hit"
                     /locus_tag="DJ46_5500"
                     /codon_start=1
                     /transl_table=11
                     /product="protein hit"
                     /protein_id="AIK64164.1"
                     /translation="MNHTADNCIFCKIIDGQILCSKVYEDEHVLAFLDISQVTKGHTL
                     VIPKVHKQDIFALTPEIASHIFSVVPKIANAIKAEFNPVGFNLLNNNGEKAGQTVFHF
                     HLHLIPRYGENDGFGAVWKSHQNEYTMENLQNIASTIANSVK"
     gene            5137219..5137950
                     /gene="ecsA"
                     /locus_tag="DJ46_5501"
     CDS             5137219..5137950
                     /gene="ecsA"
                     /locus_tag="DJ46_5501"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-type transporter ATP-binding protein EcsA"
                     /protein_id="AIK62054.1"
                     /translation="MRVENVTGGYTKRPVLKDVSFSVNKGELVGLIGLNGAGKSTTIK
                     HIIGLMEPKKGTVTINGKTIRDDMTAYRSSFSFIPETPVLYDELTLEEHLKLTAMAYG
                     VDEKQYEERVGQLLQEFRMKNRLKWFPSHFSKGMKQKVMIMSAFLVEPSLYIVDEPFV
                     GLDPLVIQSLLQMMDQMKKSGAGILMSTHILATAERYCDSFIILHQGEVRAKGTLSEL
                     QLQFNMPGATLDDIYIALTKEEDYE"
     gene            5137943..5139154
                     /locus_tag="DJ46_5502"
     CDS             5137943..5139154
                     /locus_tag="DJ46_5502"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial ABC transporter EcsB family protein"
                     /protein_id="AIK61125.1"
                     /translation="MNSTALWKERFRHFLQEVRTYSKYVFNDHLKFIFVFIIGAGAYY
                     YQQWLQTLTPSFPTALVMAVLLGLVLTAGSIQTLLKEADLVYLLPVEEKLKPYFTKAF
                     LFTFMIQLYIIAIVAAALAPLYFQQMKQTGAAYIWIVIAFVMVKAWNLFVAWEKSFLT
                     DQNIQRADWFIRFILNAVFVYFLVERTSVMFIGGIVLLMVLYLAIMHQMVKGKPLNWE
                     YLISEEGKKMMLLYRIANMFVDVPALKERVARRKWLDFILSMIGEKRTYLYLYTRTFL
                     RSGNYFGLYVRLLALGGVILYFIPFLYGRFIVSLIFLYLIGYQLLTLWKHHRMKIWLD
                     LYPVGGEEKKKDFLTLLNAILITGSIIFTIIFLLATKDFMMTGILLVVSIVFSIGFVY
                     QYGAKRIERLN"
     gene            5139168..5139875
                     /locus_tag="DJ46_5503"
     CDS             5139168..5139875
                     /locus_tag="DJ46_5503"
                     /codon_start=1
                     /transl_table=11
                     /product="ecsC family protein"
                     /protein_id="AIK64557.1"
                     /translation="MITYEEKVIKELEQWKATFMKDSSMMTRFSKKVQTKVQQLIPAK
                     VQKVLTETIRMMVQTISAGSNFIKPKLKETNWSLQRRDDEVRKKMDEYKKIAAAEGAG
                     TGAGGILLGLADFPLLLGIKIKFLFDAATLYGFDTSDKEERLFILHVFQLAFSSDEHR
                     KEIWKAIETWDTEEENHMDWEKFQTEYRDYIDLAKMLQLVPIIGAPVGAYANYQLLQR
                     LGEVTMNCYRMRLLNRN"
     gene            complement(5139916..5140059)
                     /locus_tag="DJ46_5504"
     CDS             complement(5139916..5140059)
                     /locus_tag="DJ46_5504"
                     /note="tiny_TM_bacill: conserved hypothetical family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66237.1"
                     /translation="MGLGGKGGSGGNGGGEVGQAGKSGFSLIIVLFVVLIIVGVSYIG
                     LGF"
     gene            5140215..5140796
                     /locus_tag="DJ46_5505"
     CDS             5140215..5140796
                     /locus_tag="DJ46_5505"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK64043.1"
                     /translation="MTKNLQTSQNIVEASFKLMAEHGIEKMSLSMIAKEVGISKPAIY
                     YHFSSKEALVDFLFEEIFSGYHFVSYFDKEQYTKENFVEKLIADGLHMLSEYEGQEGI
                     LRVINEFIVTAARNEKYQKRLFEIQEEFLNGFHELLKKGARLGVVSQHATEENAHTLA
                     LVIDNMSNYMLMGFQLKYKEIWIRNVKNVMKEE"
     gene            5140799..5140966
                     /locus_tag="DJ46_5506"
     CDS             5140799..5140966
                     /locus_tag="DJ46_5506"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK66207.1"
                     /translation="MKMQKNWWLGFLGFIGVYKIPGMIEAFQADGNWMKLIGFIWLLW
                     FGYFIPEKKED"
     gene            5141046..5141522
                     /locus_tag="DJ46_5507"
     CDS             5141046..5141522
                     /locus_tag="DJ46_5507"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK64598.1"
                     /translation="MDPLKNEIHPDMVKVWKVRAVIEEGIGILVMLAYLFLMIKFDWW
                     AWILYVMIGLTVVFAPFSYFLFPKLRQRYYSYQLNEEELEIQHGLFVVKRVLVPMIRV
                     QHVTIEQGPIMRKYGLAELHISTAATSHSIPGLTMYEAEMLKTKIAELAKVSDEDV"
     gene            5141515..5141859
                     /locus_tag="DJ46_5508"
     CDS             5141515..5141859
                     /locus_tag="DJ46_5508"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK63759.1"
                     /translation="MYKRQHPITMLLELKIRDFIPFIIFLLSLKGKFPFWYLVPVGFA
                     VITIVSAIVGWYYKVYWIENNVLHVKQGLFVKKESYLNKERVQTINTSSNVLYQMLGL
                     KKIQIETAGGGR"
     gene            5141834..5142967
                     /locus_tag="DJ46_5509"
     CDS             5141834..5142967
                     /locus_tag="DJ46_5509"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK62003.1"
                     /translation="MKQLAGGDDAEVSLAGITVEEATELIALLNEPTPEVKAEGTLDE
                     KAEHAIEKEIVTEEKQTTEYKLTWKEILLASVTSGQFGLLFSLIFFVYHQVEEYIPKW
                     IENSVKSYVMQHDIYGWIFMVAILLVLSWIISTIGYALKHGDFTVNRRNDEVRISQGL
                     LEKKELVLKLHRIQGITIKESILRQPFGYCAVQVEVIQSKGTNDEKEKVTLHPIIRKD
                     RVQQLLAHLQLPYELNTNIISLPKAALRRYLIDSFIFFAMIAIPLIGISIYFEKHFIM
                     WALIPLTILIFTLGYATFKTNGYSVNGEQITLVYRSVGKYTGLIRRRHVQSMEKTQSY
                     FQRRADLCTYKFSSASSSYKLEHTRVEDAERMQNWYKKRISEN"
     gene            5143072..5143506
                     /locus_tag="DJ46_5510"
     CDS             5143072..5143506
                     /locus_tag="DJ46_5510"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK62537.1"
                     /translation="MGKFLIPYSHSLLSLFISMTIIQIYDEKGIFEGELFSIFTNLFI
                     AMAQMLAATLIVGVPVVLVGCLLGEILFRCVILPIKLHFIPSLILYILLAISIVFCYE
                     VISDGVPTTYENTRIIKMMYFMGLTIICSITFLVSRTTYEGK"
     gene            5143516..5143782
                     /locus_tag="DJ46_5511"
     CDS             5143516..5143782
                     /locus_tag="DJ46_5511"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine-rich CPCC family protein"
                     /protein_id="AIK62461.1"
                     /translation="MKYTCPCCGYKTLEEEPPGTYEICNICFWEDDSVQFKEPDYEGG
                     ANEVSLRQAQENFIVFGACEKRCIELVRKPTSEDVKDASWKQIC"
     gene            5144492..5144863
                     /locus_tag="DJ46_5513"
     CDS             5144492..5144863
                     /locus_tag="DJ46_5513"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63877.1"
                     /translation="MEIIAAILVGIVALEHLFIMILEMFFMNSKVAKRAFKLPEHLEG
                     DRNVAIMFANQGLYNGFLAVGLIWGLILGLNSIGYMVQLFFVICVVVAALFGGFTSNK
                     SIIVKQGLPAILALIALLIVI"
     gene            complement(5144734..5145015)
                     /locus_tag="DJ46_5512"
     CDS             complement(5144734..5145015)
                     /locus_tag="DJ46_5512"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64058.1"
                     /translation="MKRYKVIIFACYTLLKLKDMKMKKYAILSYEPTERIAYFSKMNF
                     FIQTLWFYITIKRAINANIAGSPCFTIIDLLDVKPPKRAATTTHITKNN"
     gene            5145555..5146379
                     /locus_tag="DJ46_5514"
     CDS             5145555..5146379
                     /locus_tag="DJ46_5514"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="AIK64701.1"
                     /translation="MRKLLTVIGITFLILAGCSNGDFEKEIDAGKTALTNKEYKNALS
                     SFERALDEKKDDSGAIVLVEQTKIMMEAVKLKEEKKIEESIQSFEKVENMKDGNATLI
                     KQAKKERTALLAILEQKKKYSEQLTKSEELINKKNYAEAKETLNKLVLETKDNKNLEE
                     YNKKAVGLVTKIGEEEKTAKSKATAKAQKTSAVTSQKVVTEKNQDAFTFEKAKEYIKN
                     EYKENYDYTLENTQVENGKKYYQIRVRTTYKIEGAAGSGFTGVFKVFEDGTIVEMH"
     gene            complement(5146473..5146757)
                     /locus_tag="DJ46_5515"
     CDS             complement(5146473..5146757)
                     /locus_tag="DJ46_5515"
                     /codon_start=1
                     /transl_table=11
                     /product="pentapeptide repeats family protein"
                     /protein_id="AIK64545.1"
                     /translation="MNLATFGNSKLEKIIFNEASLNNADFFDCKLKKVEFDSCSLNEA
                     NFDQPSLKGIDISSSTFDTLTVSVNDLRGCKVSPYQAIQFASLLGLIIKD"
     gene            complement(5146729..5147088)
                     /locus_tag="DJ46_5516"
     CDS             complement(5146729..5147088)
                     /locus_tag="DJ46_5516"
                     /codon_start=1
                     /transl_table=11
                     /product="pentapeptide repeats family protein"
                     /protein_id="AIK62876.1"
                     /translation="MKIDRPKISPELSLKSFHDIFYEEDPTLEMCEIIDSTFENESVD
                     RVRLYSAVIKNCKFTNTDFSNIDITDVCFENCDLSNVNLSNSSVHRVEFKNSKLIGVN
                     FTESSLGNVEFSHIWKF"
     gene            5147366..5148169
                     /locus_tag="DJ46_5517"
     CDS             5147366..5148169
                     /locus_tag="DJ46_5517"
                     /codon_start=1
                     /transl_table=11
                     /product="merR regulatory family protein"
                     /protein_id="AIK65268.1"
                     /translation="MENLFSIGEVANMKGVTIKALRYYHQTGILIPVYIDTKTGYRYY
                     SVDQFVYIDIIKVCRALGTSTKELQQIFTEKNMDELLKFLALKREETEQKIKEMQAVI
                     HTIDKLDNSVQVAKKVLVHNQITRQYFEQRYIVTAPCKDVGNFKEFLYYSDVDKIIQE
                     RNLETTMEIGIAYSIHSKYRFEPKYAFSVLCKYDYTENEQNIDILPEGNYLTLAYKKN
                     NKEESMEKLKDYIEKNNVTIKNCIEVELLDEFFSTDSYSCQMQLLIEKE"
     gene            5148472..5148768
                     /locus_tag="DJ46_5518"
     CDS             5148472..5148768
                     /locus_tag="DJ46_5518"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62173.1"
                     /translation="MINFKPENLNQLLKVMLISANKSYDAIQEYECTGEAVIFRVDFE
                     YIDVSLMIVDMLGRSAARFNILPFAKPDTNEVDYIQFQVYSINEGNFKEVMDTM"
     gene            5148842..5149318
                     /locus_tag="DJ46_5519"
     CDS             5148842..5149318
                     /locus_tag="DJ46_5519"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK62790.1"
                     /translation="MQPLEREIHSNMLKVWRIHALIGAAVILAVVIAYFFFMINFNWW
                     GWLFGLLVTAAITFIPLNYFVFPNLRQRYYSYRLNEEEIEIQKGMFVVKRVLIPMIRV
                     QHVTIEQGPIMRKYNLAELHISTAATSHSIPGLTKEEAEQLKRQIGELAKVSDEDV"
     gene            5149311..5150729
                     /locus_tag="DJ46_5520"
     CDS             5149311..5150729
                     /locus_tag="DJ46_5520"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK66024.1"
                     /translation="MYKRQHPITILLGIRIAGLLPFIFLVLFRSDGQVEPWYFFHLIL
                     LALLFIMAIFSAIKWYFKVYWDENNILHIKHGVFVKKESYLNKERVQNISTSSNIIYQ
                     VLGLTKLNIEVAGGGTEPEVMLAGIREEEAKELIALLHKEKSTVSEEAPAEEGSKTVY
                     QLTTKEILAASITSGRFGLVFSMLVILYTEFNQFLPEWLINKVEAYVMDNGVYELIVM
                     AAILMAVSWVISTAGYALKYANFKIERNGNEVRIVQGLFDKKEFVLKLHRIQAITVKE
                     GILRQPFGYCSVEVEVIQSIEAAGNEVTLHPFMKKKDVQQLLAYLQLPYEMEEKIVPL
                     PRDALRRYVIMGWVTSAVLAVPIIGASIYFKQNIALFILIPLFIIFTLLAYARYTSSG
                     YMIRDNQLVMVYRGLAKYTGIMRRRHVQAVGYSQSYFQKKDELCTANVSVAGHRYKVK
                     HMQKEDALRIYNWYKEKGNTGV"
     gene            complement(5150882..5151385)
                     /locus_tag="DJ46_5521"
     CDS             complement(5150882..5151385)
                     /locus_tag="DJ46_5521"
                     /codon_start=1
                     /transl_table=11
                     /product="antibiotic biosynthesis monooxygenase family
                     protein"
                     /protein_id="AIK65279.1"
                     /translation="MKAIISYETPLEQAHFTAKNNEKDMFYKENTEESVEGSLKYDVL
                     DAVGEFKGQPGYIVCNNISVTDEGRPVFENRFKNRAGLIENEPGFQAIRVLRPLSNDT
                     YVILTMWETEQNFKDWTESRSFENAHKKRPAQAEGQAPSQAHPHAEQQKSIFSRPSFV
                     TTFDVLV"
     gene            5151513..5153630
                     /locus_tag="DJ46_5522"
     CDS             5151513..5153630
                     /locus_tag="DJ46_5522"
                     /note="PBP_1a_fam: penicillin-binding, 1A family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding, 1A family protein"
                     /protein_id="AIK62150.1"
                     /translation="MKKVKWTLLGGLATLVLAIVLYKLIVLAGGYMMDEKQLVFHSSS
                     RIVDQKGKEITKLYVENRDLVPIEQIPKYVQQAFVAVEDSRFYEHQGIDYPSIFRALY
                     KDTLAGEKVEGGSTITQQLAKNVFLTREKTFTRKLKEVAISLQLEQKYTKQQILEMYM
                     NHIYFGHGAYGIQAAAKLYFNKNVEDLTVEEGAMLAGLPKSPNGYSPYFSPEKSKERR
                     DLVLSLMHKQGYLTAEESVRYQGKTIALYKNLDENELAYMPYIDMVIDEAARLYGLSH
                     QEVLRGGYTFVVPMDEKIQKVAYNQFQDARNFPGKEEGAQGAFLLMDNRTGGIKAAIG
                     GRKYVPRGFNRVFAKRQPGSVLKPLIVYAPALETKKYNPYSLLTNERHSFEGYEPRNY
                     NREYSKEITMYDAILESANVPAVSLLNELGVEEGKQYLEKGNVHIADAGLSTALGGLK
                     NGVSTFDLVKMYRAFLANGDIIEPHVIDKVLNRHGAVIGESPKVETKIFSKQTAWYMT
                     KMLEGVVKEGTAKAGVYSGALAGKTGTTSLPNDDNGARDMWFVGYTPNLVGAVWIGYD
                     RIDKEHKLQGESASATKLFKKILTKANVEQKEQFRKPEGVETIGAPIRLRKIEDVKMK
                     LAFSPFGLFKAKLSWTPLPDERIMYRIYRVENGIHTHVGTVNGAGEYEEKFVNIFSKP
                     SFYVVPYNTQTNREGEKSKVAKP"
     gene            5153810..5154856
                     /gene="hemE"
                     /locus_tag="DJ46_5523"
     CDS             5153810..5154856
                     /gene="hemE"
                     /locus_tag="DJ46_5523"
                     /EC_number="4.1.1.37"
                     /note="hemE: uroporphyrinogen decarboxylase"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen decarboxylase"
                     /protein_id="AIK61810.1"
                     /translation="MVRTINETFLKACRGERTDYVPAWYMRQAGRSQPEYRKIKEKYS
                     LFEITHNPELCAYVTKLPVDQYNVDAAILYKDIMSPLPAIGVDVEIKSGIGPVIDNPI
                     RSLQDVEKLGEINPEDDVPYILDTIRLLTTEMLDVPLIGFSGAPFTLASYMIEGGPSR
                     NYHNTKAFMYAEPKAWFALIDKLADMVITYLKAQINAGAKAVQIFDSWVGTVNVADYR
                     VFIKPAMERIFAEVRTMGVPMIMHGVGAAHLVNEWHDLPLDVVGLDWRLPIEEARARG
                     VHKAVQGNMDPSFLLAPWSVIEEHVKGILDQGMKQPGYIFNLGHGVFPEVNPDTLKRL
                     TTFIHEYSKGQLAK"
     gene            5154871..5155806
                     /gene="hemH"
                     /locus_tag="DJ46_5524"
     CDS             5154871..5155806
                     /gene="hemH"
                     /locus_tag="DJ46_5524"
                     /EC_number="4.99.1.1"
                     /note="hemH: ferrochelatase"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrochelatase"
                     /protein_id="AIK64740.1"
                     /translation="MKKKIGLLVMAYGTPYKEEDIERYYTHIRRGRKPSPEMLEDLTE
                     RYRAIGGISPLATITLEQAKKLEKRLNEVQDEVEYHMYLGLKHIEPFIEDAVKEMHND
                     GIQDAIALVLAPHYSTFSVKSYVGRAQEEAEKLGNLTIHGIDSWYKEPKFIQYWVDAV
                     KSIYSGMSDAEREKAVLIVSAHSLPEKIIAMGDPYPDQLNETADYIARGAEVANYAVG
                     WQSAGNTPDPWIGPDVQDLTRELNEKYGYTSFVYAPVGFVAEHLEVLYDNDFECKVVT
                     DEIGAKYYRPEMPNASDAFIDCLTDVVVKKKESVM"
     gene            5155826..5157247
                     /gene="hemG"
                     /locus_tag="DJ46_5525"
     CDS             5155826..5157247
                     /gene="hemG"
                     /locus_tag="DJ46_5525"
                     /EC_number="1.3.3.4"
                     /note="proto_IX_ox: protoporphyrinogen oxidase"
                     /codon_start=1
                     /transl_table=11
                     /product="protoporphyrinogen oxidase"
                     /protein_id="AIK63279.1"
                     /translation="MRKKVVIIGGGITGLTTMYHLQKDIRDKNLPIDTLLIEASGKLG
                     GKIQTVRKDGFTIERGPDSFLARKESAARLVKELGLGDELVNNQAGQSFILVNNRLHK
                     MPSGSMMGIPTQITPFLFSGLFSPIGKLRAGFDLLMPRSKPVSDQSLGHFFRHRLGNE
                     VVENLIEPLLSGIYAGDIDEMSLMSTFPQMYQIEQKHRSISLGMRTLAPKAEKAEPKK
                     GIFQTVKTGLESIVESLELKMHEGTIIKGTRIEKVAKQGDGYAITLSNGKEIEADAVV
                     VASSHKVLPSMFAQYKQFRFFRNIPSTSVANVAMAFPKSAIQRDIDGTGFVVSRNSDY
                     TITACTWTHKKWPHTTPEGKTLLRCYVGRPGDEAVVEQTEEELVQLVLEDLRKTMDIT
                     EDPEFTVVSRWKEAMPQYTVGHNERMKKLTTFMEKELPGIYLAGSSYAGSGLPDCIDQ
                     GEKAAKRVLSHLEKVMNTELIAQ"
     gene            complement(5157287..5158639)
                     /locus_tag="DJ46_5526"
     CDS             complement(5157287..5158639)
                     /locus_tag="DJ46_5526"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65954.1"
                     /translation="MEVQTETYRAAMNGTLERHFSDMIAVIPTRITIEQLKQRLENIA
                     TKVDELKIVYSDETSLIVELHMDNKVIPYELHIDETDDPEEYKLYNRQDSTIVDRSFE
                     DAAYGTEIFTRTLFVGDVLNCFFQQLQFLWNLAPDLLFVIDSSAAMKVISRNYIEYHV
                     ENELLPDIPDLYVIHSVYEDDKEGEPTQYWFHTHGLLRAGVTEIELIIPNRISSYYGI
                     GDLFQTFANNAVENGQVPMNEPIVIAHSQQGSIHTVAVPWEKGLSYIGHKTSMDQLSS
                     IEDEEVKLQPISAQNTFLGGMDDRDEYHQSPSVLLFKFDTSEEYIESFFKEHEEATGL
                     MFYKTNSETARMAYNAKNTFGYFSNIFQIEQSNEEFRFLAKFGVSYEEGKSEHMWFEM
                     QHITEEFIQGILINEPYFIEDMSEGNSYHLDFDDLTEWVIYAGDAVIKPNNLYMFIGE
                     "
     gene            5158880..5161246
                     /locus_tag="DJ46_5527"
     CDS             5158880..5161246
                     /locus_tag="DJ46_5527"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease/Exonuclease/phosphatase family
                     protein"
                     /protein_id="AIK64729.1"
                     /translation="MAVKKLLSVFLSFILLLSFTGTLVQAEETTSMSVEKAIQVFKQQ
                     GKTKGTVEGYIVGYTQSPSKYTKDPAKFDDTNVAIADSPNETNPDKIMPVQLPKGDVR
                     AAVNVKDHPENIGKKVSLTGTLELYFSSPGLKSVTAHKFQGEEQNRVSDVVASPNGGE
                     VAKGTAVTLTTNTEGATIYYTLDGSNPTNKSVRYNGQIIVNENSVMKAIAEKEGLTSS
                     PISTFSFVIVNNEPVRIHDIQGKSHLSPYNGKKVYNVEGVVTALDKNGFYIEDNQPDN
                     DPATSEGMYVYKKDANVAVGDLIQVDGVVEEYVGPGYAERFETDLTTTEIKASRVAVI
                     AKDQPLPAPIVLGENGVKIPDQIIDNDAFGLFDPNEDAIDFYESVEGMRVTMPTPKII
                     APQKNGNLYVTVKNGGNKVVTKYGTPVLDENQLNPERLSVKVPRDYVAKVGDTFTGDI
                     IGVVGYDYGSFRIAPITELPSVVDGGFKQIGANIQPRLDKLTVATYNIENFSANKKET
                     TDEKVKALAYSIKYNLKMPDIIGVEEMQDNNGTVNDGTTDASLSAKRIIDAVLEIRGP
                     KYEYVEIAPNNNLDGGAPGANIRVGFFYNPSRVKLATVPKLLDKNVVRIGDENPLFES
                     TRKPLAAEFTFQGQNLVVVANHLNSKIGDATPFGKVQPLVLKSEEKRVQLAQEVNNFV
                     QGIQKKNTNAPVVVLGDMNDFEFAKPLKTLEGTILKNMLNTVPKENRYTYIHEGNAQV
                     LDHILVTNNIAPHTIVDPVHLNTNIMKEHGRVSDHDPVLAQIDLKKAS"
     gene            5161398..5161751
                     /locus_tag="DJ46_5529"
     CDS             5161398..5161751
                     /locus_tag="DJ46_5529"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63043.1"
                     /translation="MQAQLNGKLMNQLAIFFSTIVMLQFIADVTGFTQNLDITYNLIH
                     TAASYITFSLAVIFTLIGARRELSKYAIISLCLVVGIKAKGSLFYGDWLARRKRIVNK
                     PLISKIVRKLEVYYT"
     gene            complement(5161748..5162587)
                     /locus_tag="DJ46_5528"
     CDS             complement(5161748..5162587)
                     /locus_tag="DJ46_5528"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-2 transporter family protein"
                     /protein_id="AIK66023.1"
                     /translation="MMRALRLNIKQAFCNRVSLIIMFSGFVLICIYHYYYVIRYLGDA
                     ASGPISTDIKWIGFRDNEMDVYLLLMPIIASLPFSTSYNSDKSDGFKQFVSKGINLFS
                     YSITKYIVTFFCGGLLYTLPFILSLLFCKLTIPDGEMPAGSGIINVNGMFASLYEASP
                     IIYITVYIEINFLFAGLMALLGLAASAWSQKDYMSLLFPFAATSIPYVLLNTVFPTIG
                     GAPIHLYDPKQPLDGMSPYILTVQCAFFLFVSLLMYIRGVKRDRKKYRRRLQKRDRCR
                     KTF"
     gene            5162817..5163215
                     /gene="blaI"
                     /locus_tag="DJ46_5530"
     CDS             5162817..5163215
                     /gene="blaI"
                     /locus_tag="DJ46_5530"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillinase repressor"
                     /protein_id="AIK61895.1"
                     /translation="MTNQLPKISEAELEIMKVLWLKSPQTANEIIEELEDPMDWKPKT
                     IRTLINRLVQKEAVSYHQDKGRMYAYYPLVSQDNYLQVETKSLLKRFCGAAFKPLLVN
                     FLKEEKLSSEDINELKRLLDEKTEENKRKD"
     gene            5163221..5165119
                     /locus_tag="DJ46_5531"
     CDS             5163221..5165119
                     /locus_tag="DJ46_5531"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M48 family protein"
                     /protein_id="AIK62644.1"
                     /translation="MIDMLINVYLPHFFDWLIETSLMASILVGFILCIKILFRNKLTP
                     RWQYMLWIVLMIRLLLPWSPDSSYSIYSLLSYRSSVSEVIPKNMPSTESKMNIESDRK
                     VELESHAETVTKSGKPEVNVSTEQQITLSLYKIAMYVWLVGVFLLAVITFITNRRLYS
                     YIKKQPDITDEQVVTVFNRCKQSMKMKKAVSLRLAGKIASPTVFSFFRPKVLLSKKHM
                     KVLNEQQLQYVFYHELAHIKRNDVAVNWIMYSLILLNWFNPILWYAYFCMREDQELAC
                     DAYALTFIDKEEQIAYGHTIITLLEHYSYQAPSLANLSRNKRTMKRRIVMIKKFQKKS
                     YRLSLLGVIVIVAIASLSLFNVRATEGKEKQEDKVEQSKDAFQNAVDMLYGTEENAKK
                     EYHYSARVYEEKTDYLYLAEKALTKDEFQQYIKLSKKIINIQKKGAPRDSDYESTVFR
                     EERLSKADRDKLYALYDQAKPFDDKVYESLNYTVKEAQQHVDFQIKKPTYTIEGYNLK
                     DENVGYFIKRRPELIIELEYTNAKGNYTIYQSQVFGESKDPFSHQFVVPENIEQYELE
                     GNQIFYATDHSDSNLQGMKMIVPAKGKNSAYQVVIINHSLERQGEAVFDKNVNKEELE
                     KIMISMLK"
     gene            5165333..5165905
                     /locus_tag="DJ46_5532"
     CDS             5165333..5165905
                     /locus_tag="DJ46_5532"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, tetR family protein"
                     /protein_id="AIK65126.1"
                     /translation="MAIDRKRSIIEAATKYFSAFGYKATTMDQVAKLANVGKGTIYTF
                     FKNKEELFGEIISNLITEMKQVAENAIRSDVSFFENVHRALYSILEFRKEHQLMIKLI
                     QEERDMGTKEVQEVMQQVDVEIVSVIQSYLKIAIDKGEISKCDPEITAFIMLRLYVSL
                     IFDWEKNHEPLEKEKIAELFELYLLKGLSN"
     gene            5166120..5168729
                     /locus_tag="DJ46_5533"
     CDS             5166120..5168729
                     /locus_tag="DJ46_5533"
                     /note="pip_yhgE_Nterm: YhgE/Pip N-terminal domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65560.1"
                     /translation="MKGNQLLRKEFTQIIKSKKILIPIIAVLFVPILYAGMFLWAFWD
                     PYKQLDDLPVAVVNLDKGAVFDGKPIEVGKGLVDNLKDNTSFKWEFVSEKEAKKGMEG
                     RKYYMLVRIPDDFSSNATTLLKDEPKPLNLEYIPNESLNFLSSQIGGTAIEKIKGEVA
                     STLTKTYAEKMFDSIQDVSKGLADGAEGASKLHDGSSELHDGSSKVTDGLHTLQGKSG
                     EMKDGVQKLADGSNKLVDGSGKVTAGLNTLNSKSGIGKLQDGSGKVTDGLNTLNSKTG
                     EMQKGISELHDGSEKVTNGLSILVSKTGELKTGTTELSNGMEKLAGGQRQLEEGSQEI
                     QKGLQELNNKVQSSVAGLGEMQSKVPSILNTVNEKIDGAGANVNQLNELTQSTAGDAK
                     NATQDVANLQKQIESLPKEYQEQLQPFITNAVKSTATVQQKAAGVAGGTNKLNEEVKQ
                     LKGEISEKKSGMQSKMPNPEDVGNLTSGIKKLTNAQNEFVSKFHGLGEGLGNAKVGVD
                     RLKNGSGQLIDGVNQLFDGSGKVTEGLGTLSVGANQMAGGINQLADGSSQVTGGLGTL
                     SVGVTKLADGSDQVTTGIGTLNGGLNKMSTGSTQLIDGVNKLADGSGKVTDGLVKVND
                     GSGELAEKLGEGAEKTGEVKGTDKTYDMFASPVKVKTEKMAEVPNYGTGFTPYFLSLG
                     LFVGALLLSIVYPLRDTVGIPKSGFSWFISKFGVLLSVGVIQAVVADVILLFGLGVEV
                     QSIPYFILFSIVTSLAFIALIQCLVTAFGDAGRFIAIITLIIQLTTSAGTFPLELIPK
                     FLQPFNAWLPMTYSVSGLKAVVSSGDFNFMWQNIGILMIFIVVLSLGTIASLTWMHKR
                     QFKNIAENQSVEA"
     gene            5168873..5169088
                     /locus_tag="DJ46_5534"
     CDS             5168873..5169088
                     /locus_tag="DJ46_5534"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61283.1"
                     /translation="MMKGNLTYYFILNPLIIFLVYALSPILFHKEKYINMKDALGILV
                     VYYVLISGYCLMDVVSERMKKDSKDKQ"
     gene            5169125..5169430
                     /locus_tag="DJ46_5535"
     CDS             5169125..5169430
                     /locus_tag="DJ46_5535"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61994.1"
                     /translation="MTESEMKFRDATIRNFFDKEDRLKSIPGQKKKKLVLLEHLISKL
                     NAANQYTEKEMNTFIKQYHDDFCTIRREFIVHGFMDREANMYHINGREVWTKWEELK"
     gene            complement(5169457..5169810)
                     /locus_tag="DJ46_5536"
     CDS             complement(5169457..5169810)
                     /locus_tag="DJ46_5536"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial PH domain protein"
                     /protein_id="AIK62484.1"
                     /translation="MNPILTTAKQLLHKEETILSTLNCSLTGYMITYNVPYPGMLLTT
                     NRRLLFFSQYKNTLIAEFDYEKILSIETKRRIFDKKIIFYYEDEYITLGYITSSNIEE
                     FIDLLRRKCKISTNS"
     gene            5169944..5170447
                     /locus_tag="DJ46_5537"
     CDS             5169944..5170447
                     /locus_tag="DJ46_5537"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferase domain protein"
                     /protein_id="AIK61914.1"
                     /translation="MIRLAKETDAEAIMDIRKEIILSKTTTKFFIVSPKKLPNDTNAE
                     REKIRKSNEKGNLYIVYEIDNKVVGFLLFNRYELDRLRHAGTMGIKEAYCNQGIGTKL
                     IEFLIRWAKEQNGLEKICLGVVSVNDRAIKVYKRMGFVEEGRQRKQIKYEDGSYGDDV
                     LMGFYID"
     gene            5170685..5171662
                     /locus_tag="DJ46_5538"
     CDS             5170685..5171662
                     /locus_tag="DJ46_5538"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial regulatory s, lacI family protein"
                     /protein_id="AIK64561.1"
                     /translation="MSTIEDVAKLAGLSRTTVSRVINNHPYVSDEKKKRVQLAMKHLG
                     FVPNSAARRLRKQKTETIAVLVPRITNPFFSRFIEAIEIAASEHKYKLIICQTRYLPE
                     KEMEYLQLLSTKQVDGIILCSLENPWEDVEPYLQHGPIVLCNEYIEEANIPTVKFDHA
                     QGAYIAAKHVLEQGYRNLIFCRGNETKVVSQQRKMGFLRAITEKSRQVEAIDFLENAF
                     SWEDGKRIFHEVLKDKKNPTAILAGGDEVAAGIISEAKRHNWSIPDDLAVIGFDNQIL
                     SQITEPGITTIEQPIDEMARKVVDLMMDKIHTKNYRKKELYEFELELLV"
     gene            complement(5171738..5171866)
                     /locus_tag="DJ46_5539"
     CDS             complement(5171738..5171866)
                     /locus_tag="DJ46_5539"
                     /codon_start=1
                     /transl_table=11
                     /product="yhfH-like family protein"
                     /protein_id="AIK62068.1"
                     /translation="MIDQPMEFFRNLPTKTCAHCGKEIDEQHEAYHNKCDDCVHEE"
     gene            5172046..5172780
                     /locus_tag="DJ46_5540"
     CDS             5172046..5172780
                     /locus_tag="DJ46_5540"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="AIK65807.1"
                     /translation="MKMTVVGFWGGFPEAGEATSGYLFEHDGFRLLVDCGSGVLAQLQ
                     KYITPSDIDAVVLSHYHHDHVADIGVLQYARLITSATKGQLPELPIYGHTFDENGFHS
                     LTHEPHTKGIPYNPEETLQIGPFSISFLKTVHPVTCFAMRITAGNDIVVYSADSSYIP
                     EFIPFTKDADLFICECNMYAHQEAAKAGHMNSTEVASIAKDANVKELLLTHLPHTGNP
                     ADLVTEAKQIFSGHITLAHSGYVWNS"
     gene            5172790..5173779
                     /locus_tag="DJ46_5541"
     CDS             5172790..5173779
                     /locus_tag="DJ46_5541"
                     /note="lipoyltrans: lipoyltransferase and lipoate-ligase
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoyltransferase and lipoate-ligase family
                     protein"
                     /protein_id="AIK64056.1"
                     /translation="MLFIDNKGITDPRINLAIEEYCVKNLDINETYLLFYINEPSIII
                     GKNQNTVEEINADYVKEKGIHVVRRLSGGGAVYHDLGNLNFSFITKDDGDSFSNFKKF
                     TEPVTKALGKLGVNAELSGRNDILAEGRKISGNAQFSTKGRMFSHGTLLFDSEIDHVV
                     SALKVKMDKIQSKGIKSIRSRVANITEFLNEEMTTEEFRQLLLETIFEGETEIPTYEL
                     TEEDWKEIHKLSEERYRNWDWNYGKSPKFNLQHSHRFPVGQVDVRLEVKKGTVTECKI
                     YGDFFGSLDVHDIEERLTGVQFDKDAFTTALEGVDIARYFGNITTEDFLHLFF"
     gene            5174034..5174462
                     /locus_tag="DJ46_5542"
     CDS             5174034..5174462
                     /locus_tag="DJ46_5542"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61701.1"
                     /translation="MKRVMYVVLLLSFVIGMTACNDETSSSRTLLSIGKPAKDNVIYF
                     THTDNKRKIQEIQDMFQNKKWKRNETFSTVNKTPDVVFSIDEDNTGLPALYVTVYFHE
                     DGADVLNLYGEYTSFNKQELAMLREKMSAYYPKMIFGLVS"
     gene            5174624..5176156
                     /locus_tag="DJ46_5543"
     CDS             5174624..5176156
                     /locus_tag="DJ46_5543"
                     /codon_start=1
                     /transl_table=11
                     /product="AMP-binding enzyme family protein"
                     /protein_id="AIK65791.1"
                     /translation="MNLVQSLAETAKKKGDKPAYIFMDQSVSYDQLNKMVTRFSSNLA
                     EMGIGKGDNVALVVGNSPHFLVGLYGTMKAGATVIPVNPIYTADEMHYILQNGDVKTI
                     IVLDVLLPVIQSLTTRLPSLENIIICETSSDFNHTETEKMKTFTRMIGAGDLTYEGPE
                     LDEEDVAVILYTSGTTGKPKGAMLTHKNLYSNASDVASYLQYTADDRVVAALPMFHVF
                     CLTVAVNAPIVNGATILMLPKFSPKEVFRICRTYEPTIFAGVPTMYNYLYLFEEASAE
                     DVKTLRLCISGGASMPVALLQNFEKRFDVIVSEGYGLSEASPVTCFNPLDRPRKPGSI
                     GTNIWHVENKIVNELGEEVPVGAVGELIVRGPNVMKGYYNAPEDTAATLKDGWLYTGD
                     LAKMDEEGYFYIVDRKKDIVLVGGYNVYPREVEEVLYMHESVAEVVVIGVPDENLGEA
                     VRAYVVLKQTNVTEEELMHYCTLHLAKYKVPKSIEFLTELPKNTTGKLLRRALREKAM
                     QV"
     gene            5176269..5176520
                     /locus_tag="DJ46_5544"
     CDS             5176269..5176520
                     /locus_tag="DJ46_5544"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63511.1"
                     /translation="MEQKELRLRRVQYLICDIMDEMNAESEKNNLEILQQVIDHLSGA
                     IGDLVDPSSTYSIDYLERKVHTAHYLLFKNERKAYLCRK"
     gene            5176610..5177644
                     /locus_tag="DJ46_5545"
     CDS             5176610..5177644
                     /locus_tag="DJ46_5545"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63201.1"
                     /translation="MIKKKYMNAFVIAATLAVPFSSIMAPIAKAEAAVEMKAASKLAD
                     GTYDVILKTYKDKTNDTSVASTYLKNPKVTIQGDKKIVTLTVQDSSYFQYLRVEDTNK
                     VGTFHDVKVISEDKANNGTKVVQFEIDEFSKKYNMQMHILIPAIKYDHKYQVQFEIDA
                     SAIEQKPKFSDVPTWAQESVQYLVDKEAVHGKPDGTFAPAESIDRSSAAKILATVLRL
                     EIKKDAKPSFPDAQNHWATPYIAAVEKAGIVKGDEKGNFNPSGLINRASMASMLVNAY
                     KLERNENIKLPKEFADLNNHWGAKYANILIQEKISIGTDNGWAPNKAVSRAEAAQFIA
                     KADKLKKEMK"
     gene            5177970..5184644
                     /gene="wapA"
                     /locus_tag="DJ46_5546"
     CDS             5177970..5184644
                     /gene="wapA"
                     /locus_tag="DJ46_5546"
                     /codon_start=1
                     /transl_table=11
                     /product="wall-associated protein"
                     /protein_id="AIK65725.1"
                     /translation="MEAKKWYRYLIQLIVVALIVTSVPLNGLAETAPPFTPSPNSEQS
                     PETEKKEEKELPAPHPDQSKKDKAKAKANPTEIVEERTETEKVFDNNDGTYTKRVYTE
                     PIHIEKDGKLEEVSPKLVEAPNEKIITENTTLEPEFEKATQDGKYVQFKVKNHNIQYK
                     LISANGEKGELKPTPVTATHEKNTVWYKGIFPNIDLKSTTFNENVKEDFVLREYTGHH
                     IFTFALETDLTPSLQEDGSIDFQNEKKEKVFTLPKPYMNDSNVDQQSGEAVTSDAVRY
                     NIEKKDEETYTLTVTADPQWLQAPERKYPVYVDPSIQLKDFDNAYASSAYPTVNYSGG
                     KLWDAGQNAYTLKVGYYDGASGTNFAFIKPDVSNFKGANIESATFNAHTIWHYYTNQP
                     NGVWLDEVTGAWNEGSLNWNNKPGSNNIAHADVTRGQWARFNVTNTVKAWVEGTKQNN
                     GFKLHANGNGQNHWKKFIAAENGTNAPYLEVKYSYAKPNKPRVQTYSNGSGSSSGHFN
                     VQWDAVPGANGYKVAIFNGHEYEEIEVGNVTNWTTKDKKIFPTPEEIAQGRYWVHDDG
                     KGAEAPVNPGPIYKNAFLDKSPYGDYSSARGYWIRIIATYPTGEDSPLSDEAIVYIPL
                     EQVKKPDGSAYINATDQTTGYVTLKWDAVPEAAGYKVWIYNGKDYEAFDVGNKTNWTT
                     QNEKIWPTKDEIAKGQYLLHHDKKGVELAVDPSPVYKNSGGIYAGAKNYWFRVTAYSK
                     VGHAESEISHEFVPRFSQDSGFIGMFDYWASIPVLNGKVNATNGNFIMSEKDITLSGR
                     GPDVSVERTYNSQSKKVGLFGTGWSSGLEERVWADGNGNLLLISTDGANITFTRTGDN
                     KYQAPTGIYLEIKQVSGGYEIKDKDQTVTFYKSGDAQGRIEYTKDKYGNTTTYEYDGA
                     SRLSKVKNASGKELVLQYDGNNKKAARVIGPDNKTITFNYDGDLLVSSTTPEGKVYKY
                     GYDNGVLTSIYDPQHTDAKPYKTSYAYENDRLVKVTDPLGKATTLAYNTGSKEVTLTN
                     PKGRKTVYTYNDAGNPVKTVEDVGRLNLTTSYEYNANNLVKTTTPKNQTETATYDGNG
                     NVTSVTDEMGTEKFEYNKDNGIIKATDNEDRKTTVAYVGANTEVSQTDQGANTSSVIH
                     HDQYGNPIETSKELSAGGNLIQNPSFEMNGTEKWVKVDTNNSGSISKDATPAPGGLGG
                     ESSLKITTKATNNDWGYIAAIQEVTLEPNTTYTLSGMVKTDLVNGAAFFNVQSLNENG
                     AGIDGGWHDTRHNKVQGTSDWVNRQVTFKTTEQTRKVKIYLQVENGGSATSGSAWFDK
                     IQLEKGEVSSSFNPVLNSSFEENWPDGFVPQWVRSCSQHCERNDVSDDSFTGHSSIVM
                     ERSEYGPNDIGYRNRVILNQKKAETVTLTAMSKSENVVNDAPDKLSKDYAVLAETYYQ
                     DGTVVNYYTSFPSGTNDWNRSAAVIPAKKPIQKIEIFLLFRKNNKGKVWFDDIRLLEG
                     NALIKNEYDNDGNVVATYDEEGQKNTFTYDASGNKKSETDEKGNTKLYDYNKDNLLTK
                     VTLKNGTSVNYRYDHNGNTTEKSVMFGGKTQTHKYEYDVDNKNTVYIDALNRRIENTY
                     DENANKIKTKMPNGSILESVYDTADRVVGEKRNGKDSFTFERDQNGQVTKVKDLVNGV
                     ERTKTYDKADRVTSATDSRGGKIDWAYHDKANSKTEKLKEQTVTQGGYTNKVSYDYNT
                     LDQNIRVTDGSQTYRFDYDDQGNVRTYTAGNGSGSTFNYDQANKIKDLVVGTSNSILL
                     SERYEYDQSGNRTKIKHEGAGGKVTETNFVYDPINQLLNEVLPNGTTKSYTYDGFGNR
                     TSVKVIENGKETKSIAATFNEGNQLVKFGNESLTYDVNGNRTSDGKYKYTWNEDDQIV
                     AITKQGENNAFATYKYDEDNRRIEKNVNGQVTRYFYDGDSINPLYETDGNGTVLRQYV
                     YSADGARLAMKAQGQTLYYHYNPRGDVVAMTNQDKEVVATYEYDAWGNVLTSDTKGIA
                     ADNPFGYAGYMYDKEIGMYYLIARYYNPEHGVFLSVDPDPGDEDDPVTMNGYTYADNN
                     PVMMTDPDGKWAWLVPVVIAGAMVAARFGAKYAIRYGAKYGKKAVKSGWDYGKKVAKS
                     GWNKGKSIAQKIPRIHKVGRIKGDNDKGKGYWGVIYSTTKKTGKRTYSSFEFHTPHNG
                     HGYHLQKNKYSKYQGKWNRGKATWRQTIWKAKNW"
     gene            5184652..5185131
                     /locus_tag="DJ46_5547"
     CDS             5184652..5185131
                     /locus_tag="DJ46_5547"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63754.1"
                     /translation="MMDRYVKKEKHSLIISTNDAYNKEEGVYETIDNVINQVLNILKL
                     KYNLYIYYLEGYNKKSKENEKYVALKGIFTRDIVIFEPLELSILNDGYISERFVVGDI
                     EIEQKLESIMKNSYRSIVEIEEYLCQNCEVVCKIFDSAYIEIQTKDYSIIEEIKNEI"
     gene            5185175..5185513
                     /locus_tag="DJ46_5548"
     CDS             5185175..5185513
                     /locus_tag="DJ46_5548"
                     /codon_start=1
                     /transl_table=11
                     /product="regulator of ribonuclease activity B family
                     protein"
                     /protein_id="AIK64996.1"
                     /translation="MKFPKDEDGQVLNMLYKQVIDFNKKHIMDFFIAIPDQGNGEKII
                     SRLQEQGLNCELDYNEEFENCNCTCSKEMYLAYEDIVEMSTLSEEFGGYTDGWGHLSK
                     NEFVYDNMLN"
     gene            5185584..5186321
                     /locus_tag="DJ46_5549"
     CDS             5185584..5186321
                     /locus_tag="DJ46_5549"
                     /note="rhs_assc_core: RHS repeat-associated core domain
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RHS repeat-associated core domain protein"
                     /protein_id="AIK63473.1"
                     /translation="MGSGIRRTNDYHCNLRGDVVTITNQDKEVVATYEYDAWGNVVKS
                     DTKGIAVDNPFGYAGYMYDKEIGMYYLIARYYNPEHGVFLSVDPDPGDEDDPVTMNGY
                     TYGDNNPVMMINPDGHLAWFIPVAVHEARIAAPHVGRFVGKQLAKRAITQPLKYKNTK
                     AVAGKIIGYTKHGFNQAISRNNGLGVSPKAILHTVKSGKMVIQKDRGTIKYTSKQAVV
                     VLNKRGKIVTTFARGTKYTRKGKNKRE"
     gene            5186314..5186559
                     /locus_tag="DJ46_5550"
     CDS             5186314..5186559
                     /locus_tag="DJ46_5550"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66195.1"
                     /translation="MSKFNSDVQGVLQGILKEKQPELLWIVNCRDFSILEIETIHELR
                     DILADELIEKGFDEQDNINDFGRDLEKLIDVFGDLLP"
     gene            5187095..5187950
                     /locus_tag="DJ46_5551"
                     /note="PD-(D/E)XK nuclease transposase family protein"
                     /pseudo
     gene            complement(5188787..5188981)
                     /locus_tag="DJ46_5553"
     CDS             complement(5188787..5188981)
                     /locus_tag="DJ46_5553"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65705.1"
                     /translation="MGEIEKKLNTNTNTSVNKNIDKHIVLKFLGTAVMGILESYVLDE
                     IDSDVAFVATQVGELMKRNI"
     gene            5189053..5189319
                     /locus_tag="DJ46_5554"
     CDS             5189053..5189319
                     /locus_tag="DJ46_5554"
                     /EC_number="3.1.1.45"
                     /codon_start=1
                     /transl_table=11
                     /product="carboxymethylenebutenolidase domain protein"
                     /protein_id="AIK65486.1"
                     /translation="MFFEVFKPYDRSFYLADTLLTQPLQIIVGSKQGAFGSYKDGHEL
                     YEKAASEKKDLLVVEGASHYDLYDQPEPVKIAVEKLTSFYNDNL"
     gene            5189466..5189702
                     /locus_tag="DJ46_5555"
     CDS             5189466..5189702
                     /locus_tag="DJ46_5555"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK63123.1"
                     /translation="MKNLRYLNIFTILIIYTLLMFYIGWNGWVWLHAVFGWESWGYYA
                     FIVGSILYAYILVQVFKFLPFLRTIGSIWFAVIQ"
     gene            5189709..5190572
                     /locus_tag="DJ46_5556"
     CDS             5189709..5190572
                     /locus_tag="DJ46_5556"
                     /codon_start=1
                     /transl_table=11
                     /product="calcineurin-like phosphoesterase family protein"
                     /protein_id="AIK65827.1"
                     /translation="MLLPLANITVFLLQFSVEKEAAIIWTGAAVLAAFIFIFAYGVFN
                     AYSPVVRKYEVHIPKKVEGRKSLRIAMASDMHFGKLSGVSHLKRLVRHVNEMEPDIIL
                     LPGDIIDDHPGVFIQKNMGHIMKQMTAPLGVYGVLGNHEYYGRAVPEFLQEMDKIDIR
                     ILLDEVITIEDAFYLVGRRDKTERDRQSFENLMSTVDKTMPVIAMDHQPFELKQAADA
                     GVDLLLSGHTHRGQMAPNHIVTRRMYELDWGYVQKGAFHAIVSSGFGFWGPPLRLGSR
                     SEIVRVEVTFE"
     gene            5190788..5191765
                     /locus_tag="DJ46_5557"
     CDS             5190788..5191765
                     /locus_tag="DJ46_5557"
                     /codon_start=1
                     /transl_table=11
                     /product="HD domain protein"
                     /protein_id="AIK66420.1"
                     /translation="MIISDVLYGEFKVDPVVEELILSKSVQRLKGIHQTGASYLVNKE
                     WNVTRFDHSVGVMLLVKKLGGSVEEQIAGLLHDVSHTAFSHVIDYVFDNRNESYHEEI
                     FSSVVKNSEIPAILAKYGYNYEDILLDDSKWTLLERSAPELCADRVDYTLRDMYTYGY
                     ISLEEAHSFLEDVIEVNGKMVLQNIEMAEWFTETYYKEVIDFFMQPMNSYGNDMLAKT
                     LKLALHKKVIHADDFLLEDDELILKLQQCSDSEVHALLSKVHPNVKVKEDKNDYDLYQ
                     KNKVRLIDPPLLCEGEVVPSSVVSENIRQMSDSAYEQAVRGMYVKVVSD"
     gene            complement(5191805..5192923)
                     /locus_tag="DJ46_5558"
     CDS             complement(5191805..5192923)
                     /locus_tag="DJ46_5558"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-finger family protein"
                     /protein_id="AIK64303.1"
                     /translation="MGCTAFKKLWERYENGTLTHNEQELLENHIETCEECEAYLDQLL
                     SKSEPIKKKLPPQKLKVPFWKIKWKQRWQTVSFVLAVCIAIYFVGHFSSSLYFYNMKK
                     LVEVDEIPALALEATIPNSRSAGGSTKIKPFFRTENEMNLVKTVGKKEMPIGTVTTRS
                     FLSSVTDTNQSWANKPYSKKLSFVHPKIKQDDHLKEISKKVWSTLGKIHEGTVAEVAI
                     SFDKPYTLQELESILYSAFEAQEMPPTPLWYALDTGQERIDEEDFILHDGEVIGFSEH
                     INLPDNEAKRPKTKEDEVIEMMRILSTHKETVSKTTRTSEKELNLDKRYEYVKDNGVK
                     VYGIVITGPSKELLKLQNSPHVRYATLGDIEVWNWFNQ"
     gene            complement(5192929..5193414)
                     /locus_tag="DJ46_5559"
     CDS             complement(5192929..5193414)
                     /locus_tag="DJ46_5559"
                     /note="sigM_subfam: RNA polymerase sigma factor, SigM
                     family protein"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor, SigM family
                     protein"
                     /protein_id="AIK63430.1"
                     /translation="MKRKQSLEEIYSEHMQDLFRYLLSLTGDSHFAEDLMQETFYRML
                     VHIDYYKGEEIRPWLFTIAYNAFIDWYRKEKRYKTTTITEFHLPNVPSTEHSYFIKHE
                     IASWLDRLSSLPLERRNVLLLRDYYGFSYKEIAVMTGLSLAKVKIELHRGRKEMKSIK
                     E"
     gene            5193552..5194442
                     /locus_tag="DJ46_5560"
     CDS             5193552..5194442
                     /locus_tag="DJ46_5560"
                     /codon_start=1
                     /transl_table=11
                     /product="helix-turn-helix domain protein"
                     /protein_id="AIK61863.1"
                     /translation="MESYETQIQRSIDYIEEDVMEKQTLRNLARIAGFSESHFHRVFQ
                     ALVGDTVMEYVRKRRLARAAYQLSHTDEKIIDIAFEHGFQSHETFTRAFKKLFQMTPS
                     EYRKQEIETPMYYSVNVKQRKLNPYLGGIQMEYRIVNKPEFLMAGYELKTTSKEGKNH
                     QDIPAFWQEYLQKDLGTTIPNRKDTSQWVELGLCTDFNLETGDFTYIIGMEVTDFENV
                     PNEIAKRTFPAATYAVFTRRKFLMKKWYRLFTKHGMQYSQSGSRIQDTNIAALMSLSY
                     TMSVPMQIKVSSLKLNFGYR"
     gene            5194513..5194878
                     /locus_tag="DJ46_5561"
     CDS             5194513..5194878
                     /locus_tag="DJ46_5561"
                     /codon_start=1
                     /transl_table=11
                     /product="glyoxalase-like domain protein"
                     /protein_id="AIK61221.1"
                     /translation="MFQKLECVSIHTKDIEKSVSFYKEMGMEQNWVIERELEEGAIWT
                     LIGLKFPDEKSSELVISNHPDINCIEVEVLVEDVQQTYESLKDNKDVKWIREPFPTES
                     GHVAVMEAPDENVFVLVGK"
     gene            5195061..5195222
                     /locus_tag="DJ46_5562"
     CDS             5195061..5195222
                     /locus_tag="DJ46_5562"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65675.1"
                     /translation="MEFLLQILLEITKTIAREGIVMGFKKLTAKKRKKKATRLPAKRG
                     KSSFCANKL"
     gene            complement(5195600..5197342)
                     /locus_tag="DJ46_5563"
     CDS             complement(5195600..5197342)
                     /locus_tag="DJ46_5563"
                     /codon_start=1
                     /transl_table=11
                     /product="his Kinase A domain protein"
                     /protein_id="AIK63325.1"
                     /translation="MNFNKRLIIQFILQHVFVLVTLLIAVVAAFTYLIFLVTSTSYEP
                     NIPDADNFMIARYISSEDGNISLKSEVKDLIKEKNDWIQVVEENGKVLYHFNTPSDVP
                     TSYTKASLFSYIQNHIENPYTFTYWEIELEEKNVLVIYGGMLKSNALLKTIQKAHPSV
                     STDSFTLTEEEQQLLSKEKATLQIFNSKGDEVFSYPNGKKKTFSVIQAALNEREPWNH
                     KENTSSFYDTNSNHLLVVTAKNEHYYPDDEIDDVFTKKFLIGCGLILLIVFVYLVILS
                     IWYGNKFGKPLLHAMRWLKNIAGGKYEEPVSKKGKPIRFRKSGKEKWSFRLFSDVTNS
                     LEHLSITLKKNDAMRQVLQQTREEWITGLTHDLKTPLSSIYGYALLLESKQYNWTDRD
                     IQQFGSVMKEKSQYMTTLIDDLSLTYQLKNNSLPAQHVNIEMNQFVQKVLLQFINNPT
                     LQNQNIEFVPSSNKIQYFIEEKWFQRIIENLLVNAVKHNNETTNVIVKLSQNATSFTL
                     SISDNGKGMDDKTKELLFERYYRGTNTEESNIGTGLGLAITKQLVHAHNGAISIDSEL
                     GKGTTIILVFPFCS"
     gene            complement(5197352..5198056)
                     /locus_tag="DJ46_5564"
     CDS             complement(5197352..5198056)
                     /locus_tag="DJ46_5564"
                     /note="transcriptional regulatory, C terminal family
                     protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63112.1"
                     /translation="MYEANILLVDDETAILQLLTTILEKEGFSHITTATSAEMALSLT
                     QQNDYDLIILDVMLPGQSGFDICPIIRQKTDCPIFFLTAKTSDLDKISGFSHGADDYI
                     TKPFNPLEVVARMKAQLRRHMKQVMPHEQKAHSSSFGRFEIDRYSAELTVNGRVVECS
                     AQLFQLLLFFCENPNYVFSKEEIYEKVWEAPAYNGDDNTVMVHIRKLREKIEQDPSKP
                     EYIKTVRGLGYKFITK"
     gene            5198198..5199046
                     /locus_tag="DJ46_5565"
     CDS             5198198..5199046
                     /locus_tag="DJ46_5565"
                     /codon_start=1
                     /transl_table=11
                     /product="CAAX protease self-immunity family protein"
                     /protein_id="AIK65573.1"
                     /translation="MNPFQTMRARYFLIVFTLLTLVARASNELIEHTFHMQNSTFINI
                     LIFYILPMTWIFFEYRKYRVSFSLFINKNETFNLVQVLYITIMLCVFSYGYLILYMYS
                     FAWITPAFIMNALREPIIDSTGGYVYQVIMVVFIAPIIGEFVFRGFLLQRFAAKWGTS
                     IAIIVVAILFALLHVDFLGAVVFSVVLSIVYIRTNSLLMPIAIHMLNNAFVISLSFLI
                     NKEEIMSFADFSNYTTFFPGLIIFITGLNLVLIFLFVNRKYWSKEMPAIYVEQENSFS
                     DVVGSK"
     gene            5199061..5199393
                     /locus_tag="DJ46_5566"
     CDS             5199061..5199393
                     /locus_tag="DJ46_5566"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK61504.1"
                     /translation="MKDIIDATSVTDMCDRNVCHWLQPVVDTIVFPEYYLFSSTHVKE
                     NIISLLIVLGGLLIFGLIVEEMMKRIFRKNEEKYMWVQKIFEKVIVAFLLFYSMKTII
                     YFIALKHH"
     gene            5199425..5199724
                     /locus_tag="DJ46_5567"
     CDS             5199425..5199724
                     /locus_tag="DJ46_5567"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK64937.1"
                     /translation="MNETISSNKFFYLIVLSIVLITTVNVILRWEEAYFFMYLALHLL
                     GILCISGGVVAEKKSEESVNYMCVTGLILLLAVQGIMKYSSFSLQDFSLLMDVLP"
     gene            5199736..5199924
                     /locus_tag="DJ46_5568"
     CDS             5199736..5199924
                     /locus_tag="DJ46_5568"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61392.1"
                     /translation="MLSKKQIGYVLVLVGFFTLIVTTLFFQDYEYIRYIKGAGLICWV
                     VSIFLIPDYEPNKVSKGR"
     gene            5200059..5201327
                     /locus_tag="DJ46_5569"
     CDS             5200059..5201327
                     /locus_tag="DJ46_5569"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase M48 family protein"
                     /protein_id="AIK61921.1"
                     /translation="MRKVIGWSLFLYVGFALFIYWYLFGWSHELIPDMYKGTSADPET
                     FMNARELTLSQDYSRVKNLLYFLATPLEWIILLFVLVLGVSKKFEKWSKETTKISVLQ
                     VAIYFFYLSLLTTVLALPMQWISRKVSVDYGISTQSTQSWIKDHVIGFWESYATMLIV
                     VAVLLWLIRKFPKRWWLAGWALSVPFTIFLTFIQPVVIDPLYNDFSTLKNKELETKIL
                     AIADKADIPAKHVYEVNMSEKTNALNAYVTGIGPNARIVMWDTTLKQLKDKEILFIMA
                     HEMGHYVMKHIYWGVASYVLLSFIGMYLISRIINMCIRKWGDTLQVSKAACFSILPLF
                     FLISSVLSFASQPATNYVSRIEERAADQYALDMTKDGKSGVKTFQYLSKTSLSQVNPP
                     ALVKFFLYTHPPIFERIHAFEQYEKQSKKK"
     gene            5201464..5203191
                     /locus_tag="DJ46_5570"
     CDS             5201464..5203191
                     /locus_tag="DJ46_5570"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66179.1"
                     /translation="MYFLQNLKVKYKLLSLISLAVLGMVIMSYVAIQSINKIKQNTEV
                     VVDDYQYSTILLEGMLRTQNSLEYNLLELITTSQNEGTNKEEIIDNIEKDLKKYDSLL
                     KEYDDGFNLSKQEDELFQEMKKSLPIYMGTYKKLFEKAKVKNESQMVNEFQKELKPRG
                     VELAGYAVDLESYVSNLADQVFNDSQKMIDRSVITFIILVVVTTIVICIVSYSISRLI
                     VAPLQTVSRMMERAKNGDLTVHGEYNAKDELGVLVSDFNEMITGLRTNMKEVDNNIQL
                     LFQHADGVVSASEVSSSAAEKITMDIEEVANGAESQMQAMEQTAGAMEELTQGMQSIV
                     NTSSSVNELSAQSALDAESGNKLMKQMIQQMNIIQNSVHSGVKQVETMKEQSEEIVKI
                     IDVMQGIASQINLLALNAAIEAARAGESGRGFAIVADEVRKLAEQSSNSAKQIEKLIT
                     QVMGTTSHTVHMMERVDNEVQAGTQVVMDTEKVFGKITEKVHQVSEQIQTVSMSTDEI
                     AASSEEISASAEDMAQISQRSSDRTDRVKESIQQQEKSVQEISVSIEHMHNAAGKLKQ
                     IVAQFTLQK"
     gene            5203404..5204312
                     /locus_tag="DJ46_5571"
     CDS             5203404..5204312
                     /locus_tag="DJ46_5571"
                     /codon_start=1
                     /transl_table=11
                     /product="eamA-like transporter family protein"
                     /protein_id="AIK64594.1"
                     /translation="MFNKKSMPAIKMILSMSIFGSIGFFSVQTGLPSFELVFVRCICA
                     TIFLALCWLVTGQYKTEKWNKKEVIQILACGIFLVFNWVFLFKAFEVMSITIAISVYH
                     LAPIIVLMIGSIVFKERLTMFAVLSIVICFIGTVLVAGVDGNVSLEKLMSSGMVWALL
                     AALFYAFTTLLGKGIRHTSAYAMTFLQTFLGIFLLLPFVDFGKFQGLTEMNWMMITAT
                     GLIHTGFVYYLFFDSLRDLSTRMISVLVFLDPAVAILLDTVFTGFRPTSMQVVGIILI
                     FVGMAFTFRKTKGEKIVVEEKMYSEL"
     gene            5204390..5205061
                     /locus_tag="DJ46_5572"
     CDS             5204390..5205061
                     /locus_tag="DJ46_5572"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK66048.1"
                     /translation="MREMKKLVKIATSLTLMGGIFVSANGVSANTDVTQKSSPNIMIE
                     FDDVTTDHWAYDEITNLVYHRIMYGYGNGKFGTEDNITREQAAAVLHRALGLKRSVFD
                     ANPYGDISGKSTMFPYEILHLTNLGIFKGDENGNFRPKDTLTRAELAQILTKAYELKA
                     KSPHTFTDIPEKHWARDAISALQSNKVAVGTGDGKFEPEMLVTRGQFAKFLQRSIDNS
                     PGKME"
     gene            5205473..5206132
                     /locus_tag="DJ46_5573"
     CDS             5205473..5206132
                     /locus_tag="DJ46_5573"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65338.1"
                     /translation="MKKNMLRIMATVTIMGGLFVSTNVPNVKAEEYPEMIVFDDVPVN
                     HWAYDDIMDVVYNKVMLGYGNGKFGVGDNVTREQVAAVLYRTLNLKKEGPLKNPYKDI
                     SERATFFLDEILVLTKHGIFEGDEKGNFRPAAPVTRAETAQILTKAFTFEVKKNHTFK
                     DVPNNHWAKNAISALQSNHVIVGTGNGKFEPNKVVTREQYATFLNKAVFYFPVKDENY
                     E"
     gene            5206472..5207128
                     /locus_tag="DJ46_5574"
     CDS             5206472..5207128
                     /locus_tag="DJ46_5574"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62183.1"
                     /translation="MKKKILKVATALTIMGGVAFSAEGATAKAELAAKPQQASQAIFK
                     DVPAGHWSYEAIQTLAEQEIMLGYGNGVFGFGHNVTREQVAALIYRALDLDEEFGEDE
                     ELESPYNDIVDDNSTMFPFEVLAVTELGIFTGDEKGNFRPKDTLTRAEMAQVLTRAFG
                     LQVQGLAGFKDVPKGHWAENAINAVGSNGISVGDGNGNFAPNMKVTREQYAQFLFRAL
                     "
     gene            5207311..5208900
                     /gene="aceB"
                     /locus_tag="DJ46_5575"
     CDS             5207311..5208900
                     /gene="aceB"
                     /locus_tag="DJ46_5575"
                     /EC_number="2.3.3.9"
                     /note="malate_syn_A: malate synthase A"
                     /codon_start=1
                     /transl_table=11
                     /product="malate synthase A"
                     /protein_id="AIK61030.1"
                     /translation="MSTQTSRVTLVGEMLPAYNEILTPEALSFLKELHENFNERRIEL
                     LQKRMKKQQKIDAGEFPKFLEETKRIREADWTIAKLPKDLEDRRVEITGPVDRKMVIN
                     ALNSGAHLFMADFEDSNSPTWENEIEGQINLRDAVKGTISHKNENGKEYRLNSKTAVL
                     IVRPRGWHLEEKHMQVDGKNMSGSLVDFGLYFFHNAKALLEKGSGPYFYLPKMESYLE
                     ARLWNDVFVFAQKYIGIPNGTIKATVLLETIHASFEMDEILYELKDHSAGLNCGRWDY
                     IFSFLKAFRNHNEFLLPDRAQVTMTAPFMRAYSLKVIQTCHRRNAPAIGGMAAQIPIK
                     NNPEANEAAFEKVRADKEREALDGHDGTWVAHPGLVPVAMEVFNHIMKTPNQIFRKRE
                     EIHVTEKDLLEVPVGTITEEGLRMNISVGIQYIASWLSGRGAAPIYNLMEDAATAEIS
                     RAQVWQWIRHEGGKLNDGRNITLELMEELKEEELAKIEREIGKEAFKKGRFQEATTLF
                     TNLVRNDEFVPFLTLPGYEIL"
     gene            5208924..5210201
                     /gene="aceA"
                     /locus_tag="DJ46_5576"
     CDS             5208924..5210201
                     /gene="aceA"
                     /locus_tag="DJ46_5576"
                     /EC_number="4.1.3.1"
                     /note="isocit_lyase: isocitrate lyase"
                     /codon_start=1
                     /transl_table=11
                     /product="isocitrate lyase"
                     /protein_id="AIK61009.1"
                     /translation="MKNERIEKLQESWELDTRWKGITRPYSAEDVIRLRGSIDIEHTL
                     ARRGAEKLWASLHTEDYINALGALTGNQAMQQVKAGLKAIYLSGWQVAADANLSGHMY
                     PDQSLYPANSVPAVVKRINQTLQRADQIQHMEGSGDTDYFVPIVADAEAGFGGQLNVF
                     ELMKGMIEAGASGVHFEDQLSSEKKCGHLGGKVLLPTQTAVRNLISARLAADVMGVPT
                     IIVARTDADAADLITSDIDPVDKAFITGERTPEGFYRTKAGLDQAIARGLAYAPYADL
                     VWCETSEPNLEDAKRFADAIHKEHPGKLLAYNCSPSFNWKQKLDEKTIASFQKEIASY
                     GYKFQFVTLAGFHSLNYGMFELARGYKERGMAAYSELQQAEFAAEKHGYSATRHQREV
                     GTGYFDEVAQVITGGTSSTTALKGSTEEAQFTK"
     gene            complement(5210375..5211163)
                     /locus_tag="DJ46_5577"
     CDS             complement(5210375..5211163)
                     /locus_tag="DJ46_5577"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme family protein"
                     /protein_id="AIK65329.1"
                     /translation="MSYTNEEKLTGGNVSNVYRSKNTVRRELKPGSAKIHKVLQHLEN
                     KGFHYASKFLGIDEKNREILSFIEGKAGNYPLKEYMRSNDVLKEIAKMLRLYHDAVSD
                     FPLLDDWKPMDHTPNNIEVLCHNDFAIYNIIFNDEKPVGIIDFDVAAPGPRIWDIAYT
                     LYTCVPLSRVYYTKSGEAIHYESAQHADSIKERVKLFVQSYGKSMDEDYLGMVLLRLE
                     ALCTYMKRKANEGDVNFKRMIDEGHLEHYEKDMQFIREHRAEWI"
     gene            5211515..5211718
                     /gene="cspA"
                     /locus_tag="DJ46_5578"
     CDS             5211515..5211718
                     /gene="cspA"
                     /locus_tag="DJ46_5578"
                     /codon_start=1
                     /transl_table=11
                     /product="major cold shock protein CspA"
                     /protein_id="AIK61789.1"
                     /translation="MAVTGQVKWFNNEKGFGFIEVPGENDVFVHFSAIETDGFKSLEE
                     GQKVSFEIEEGNRGPQAKNVIKL"
     gene            5211820..5212095
                     /locus_tag="DJ46_5579"
     CDS             5211820..5212095
                     /locus_tag="DJ46_5579"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62951.1"
                     /translation="MIEKYTNEVILDVRRGDKEDLHNTIEEIKAYAKMYEHDKVTLIN
                     LKKSHSSVLDEERYIVLLQIERDKENLGRKYEYEEEKIVGFFEDEEE"
     gene            complement(5212121..5212306)
                     /locus_tag="DJ46_5580"
     CDS             complement(5212121..5212306)
                     /locus_tag="DJ46_5580"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chromosome segregation ATPase"
                     /protein_id="AIK62747.1"
                     /translation="MEEKEIQPTIQMKNSSIVIVKNSASIIFGLFFILLFFARPFCKS
                     KCSECKKREKKKVEKEE"
     gene            5212588..5213169
                     /locus_tag="DJ46_5581"
     CDS             5212588..5213169
                     /locus_tag="DJ46_5581"
                     /codon_start=1
                     /transl_table=11
                     /product="comK family protein"
                     /protein_id="AIK66196.1"
                     /translation="MENKVERYVENYVVNKNTMALLPVILSEKKIVTRVVEVQDSFFV
                     FQKPLDIIERSCRKHGSSFLGRKEGTKELTHITHKAPIAISPTDQLYFFPTYSYSRKE
                     CAWLSHFYIESNKELKDGNLIIRFINGFAVKLEISKTSFENQQNRTAKLRTEYEDRRK
                     KQGNPCFKEVDKNEESRLKPAYESVYFVKEEEV"
     gene            5213443..5214036
                     /locus_tag="DJ46_5582"
     CDS             5213443..5214036
                     /locus_tag="DJ46_5582"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65112.1"
                     /translation="MDFQTIKEYFSPENMDHIVESYKAFGPLLGIGLPMIEALIPALP
                     LIVFVLANAVAFGFWLGFLYSWLGSVMGALLVFFIIRHFGRSRFFSFVNKHEKVRKAM
                     GWIERKGFAPIFVIFCFPFTPSALINVVAGLSRISVKQFGLALAFGKLVMIFILTYIG
                     HDLMSFIHNPVKSVIVAIGIFILWYVGKKIEVKLELH"
     gene            5214093..5214656
                     /gene="lepB"
                     /locus_tag="DJ46_5583"
     CDS             5214093..5214656
                     /gene="lepB"
                     /locus_tag="DJ46_5583"
                     /EC_number="3.4.21.89"
                     /note="sigpep_I_bact: signal peptidase I"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I"
                     /protein_id="AIK63479.1"
                     /translation="MKKTLKKEGIEWIRTILIGVLLAVFFRTFFFSTYVVEGKSMMPT
                     LQDGNMLVVNKVSYHVGDLNRFDVVVFHANKKEDYVKRIIGLPGDHIEYKHDKLYVNG
                     QFVDEPYLETYKKEIDGRQLTGDFKLEELTKEKSVPPGYIFVVGDNRLGSWDSRHFGF
                     VKADTVVGKVDLRYWPIQDVQTNFSKG"
     gene            5214773..5218288
                     /gene="addB"
                     /locus_tag="DJ46_5584"
     CDS             5214773..5218288
                     /gene="addB"
                     /locus_tag="DJ46_5584"
                     /note="addB_Gpos: helicase-exonuclease AddAB, AddB
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="helicase-exonuclease AddAB, AddB subunit"
                     /protein_id="AIK63362.1"
                     /translation="MSLRFVIGRAGSGKSTLCLHEVQEELKQRPRGETILYLVPEQMT
                     FQTQQALIGSEDVRGSIRAQVFSFSRLAWKVLQEVGGASRLHIDEAGVHMLLRKIVES
                     RKDGLSVFQKAAEQNGFFEHLGSMIAEFKRYNVTPSNVYEMWQQLDAHSSSAEQKLLA
                     NKVYDLQLLYDDFERALIGKYLDSEDYLQLLVEKLPQSEYVKGAEVYIDGFHSFSPQE
                     LEIVRQLMICGARVTITLTIDEKTLAQPVNELDLFYETTLTYEKIKQVAREEKIEIEK
                     TIPLMEQPRFHSPALAHLEMHYEARPNEKFHGEASVTIHTAANLRAEVEGVAREIRRL
                     VAEENYRYRDIAVLLRNGESYYDVMRTLFTDYNIPHFIDEKRPMSHHPLVECIRSALE
                     IISGNWRYDAVFRCVKTELLYPLDVRKETMREEMDEFENYCLAYGVQGKRWTSEDPWM
                     YRRYRSLDDTNGMITDSEREMEEKINRLRDVVRTPVIRMQKRLKRAGTVMQMCEAVYL
                     FLEELDVPKKLEALRIRAEENGDFLFATDHEQVWEEVMSLLDTFVEMLGEEKMSLSMF
                     TDVMSTGLEALQFANIPPSLDQVLIANIDRSRLSNVKATFVIGVNEGVIPAAPMDEGM
                     LSDEERDVLSAAGIELAPTTRQTLLEEQFVMYQMVTRATEKLYISCPLADEEGKTLLA
                     SSFIKKIKRMFPDVKDTFITNDVNDLSRLEQISYVATPEVTLSYVMQQLQTWKRYGFE
                     GNLDFWWDVYNFYVTSDEWKQKSSRVLSSLFYRNRAQKLSTAVSRDLYGDKIKGSVSR
                     MELFNRCAYAHFAQHGLSLRERDIFKLDAPDIGELFHAALKRIADRLLRENRTWADLS
                     IKECEHLSAVVIEEIAPLLQRQILLSSNRHFYLKQKLQQIIFRTSIILREHAKSSGFV
                     PVDLEVPFGMGGTGSLPPMEFSLPNGVKMEVVGRIDRVDKAEDENGTFLRIIDYKSSS
                     KALDLTEVYYGLALQMLTYLDVVTSNAQTWMKKGGTASPAGVLYFHIHNPIVEVKGDA
                     SEAEIEKEILKKFKMKGLVLGDADVVRLMDNKLSTGSSDIISAGLKKDGSFSARSSIA
                     SEQEFNVLQKYVHHTFENIGKDITEGVIDIAPYKKGNKAACTFCNFKSVCQFDESLED
                     NQFRTLKDMKDSEAMEKIREEVGGE"
     gene            5218285..5222010
                     /gene="addA"
                     /locus_tag="DJ46_5585"
     CDS             5218285..5222010
                     /gene="addA"
                     /locus_tag="DJ46_5585"
                     /note="addA_Gpos: helicase-exonuclease AddAB, AddA
                     subunit"
                     /codon_start=1
                     /transl_table=11
                     /product="helicase-exonuclease AddAB, AddA subunit"
                     /protein_id="AIK62874.1"
                     /translation="MMENWPKKPEGSQWTDDQWKAVVATGRDILVAAAAGSGKTAVLV
                     ERIIKKIINEENPVDVDRLLVVTFTNAAAQEMKNRIGEALEKVLIDEPGSQHVRKQLS
                     LLNKASISTIHSFCLQVIRGYYYMLDVDPRFRIANQTENELLKEEVLDDILEEEYGIE
                     DNTIFFELVDRYTSDRSDDDLQRMILALHTESRAHPNPEKWLDKLVEAYDVEGKTIED
                     LVYASYLLEDVKFQLETAEQHIRKATELAMLPDGPAPRIETLQADLALLGTLSAAARE
                     SWTSVYEAMQNVSWQTLKRIKKSDYNEDIVKQVDSLRNKAKDEVKKLQEELFSRRPES
                     FLRDFQDMHPVLEKLVQLVKVFTERFQAMKRDKGMVDFTDLEHFCLQILSEQSEDGEM
                     KPSAVALQYRNKFAEVLVDEYQDTNFVQESIIKFVTKDSESEGNLFMVGDVKQSIYRF
                     RLAEPGLFLGKYKRFTQEGLGGGMKIDLAKNFRSRHEVLAGTNFIFKQIMGEEVGEID
                     YDADAELKLGASYPEGEDVAAELLCIQQTEEEVIDGEEGAEVEKAQLEARLMAQRIKA
                     MVDSGYEVYDRKTDSMRPVKYRDFVILLRSMPWAPQIMEELKLQGIPVYADLATGYFE
                     ATEVNIMMNVFRVIDNPMQDIPLAAVLRSPIVGLNDEELATLRAHGKKGSFYEVMSSF
                     LKGAPLEEEKELHDKLEWFYNLLQGWREFARQQSLSDLIWKVYGETGYYDFVGGLPAG
                     KQRQANLRVLYDRARQYEATSFRGLFRFLRFIERILERGDDMGTARALGEQEDVVRIM
                     TIHKSKGLEFPVVFVAGLGRRFNTQDLMKRFLLHKDFGFGSQFIDPRKRIKYTTLSQL
                     AIKRKMKMELIAEEMRVLYVALTRAKEKLILIGTVKDATKEMEKWLDAREHSEWLLPD
                     HVRAGASCYLDWIAPSLYRHRDSEMLLELGQGSIPDEIYGYDTSWKVEVVDGNTLLAP
                     EPVQEEKQELLEALREKKAVPLESERKEEVYDRLMWKYGYGEATSHRAKQSVTEIKRN
                     YQSEEGSDNAFIKKLRAPIQTRPRFMEKKGLTYAERGTAVHAVMQHVDLKKPITVEIL
                     QEQIAGMVNKELLTFEQAEEIAIEKVISFFDSDLGKRVLAAKSVEREVPFTMMLAAEE
                     AYQDWQGESGESILVQGVIDCMIEEEDGITLIDFKTDTIEGKFPGGFEQAKPILETRY
                     KVQLSLYAKALEKSLQHPVKEKCLYFFDGNHVIKVEE"
     gene            5222023..5222310
                     /locus_tag="DJ46_5586"
     CDS             5222023..5222310
                     /locus_tag="DJ46_5586"
                     /note="bacterial RNA polymerase, alpha chain C terminal
                     domain protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK62214.1"
                     /translation="MAAEKTLRTCEKGHEYYKSSDCPTCPTCEKERTPQEGFLSLLSA
                     PARRALEHHGIHTVEELSKYSEKEILKLHGMGPASLPKLRKALEESGLSFK"
     gene            complement(5222348..5222563)
                     /locus_tag="DJ46_5587"
     CDS             complement(5222348..5222563)
                     /locus_tag="DJ46_5587"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination gerPA/gerPF family protein"
                     /protein_id="AIK66230.1"
                     /translation="MPSVVGNLVVQNSNGSFNLGDFYNVSPKENTKAYNGSGASNVGF
                     VVNTFNGVSATNTFDSDVADQDQIGTA"
     gene            complement(5222606..5222992)
                     /locus_tag="DJ46_5588"
     CDS             complement(5222606..5222992)
                     /locus_tag="DJ46_5588"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore germination protein gerPE"
                     /protein_id="AIK66097.1"
                     /translation="MLHHVSVVQNVSIISLGITAVFQVGDANQMELKSRALAVHREIP
                     CYIKDEGRLDAFEIFTDEYITIPKRTTDVKLNIVNECPFIEVNNVELRTLLNSGCFQI
                     GNVDYVFNNSRIMQIRQYITDEPSVQ"
     gene            complement(5223008..5223202)
                     /locus_tag="DJ46_5589"
     CDS             complement(5223008..5223202)
                     /locus_tag="DJ46_5589"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore germination protein gerPD"
                     /protein_id="AIK62941.1"
                     /translation="MNLNVVNREFKVGQIKMNGVSSSALFLIGDANFLILSSILDTPF
                     ETVTEGPFVPLVTDVPPTPG"
     gene            complement(5223209..5223823)
                     /locus_tag="DJ46_5590"
     CDS             complement(5223209..5223823)
                     /locus_tag="DJ46_5590"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore germination protein gerPC"
                     /protein_id="AIK62529.1"
                     /translation="MNQDIYTYLHQLQQALQVQQATILNLEDQVRQLQEELNELKNRP
                     SSSIGKVEYKFDQLKVENLNGTLNIGLNPFSTKEQQIEDFQVDTETLKVNPETDTNPD
                     FYQGILQEMHRYLDEEAYNRILHFEKEERTPLDEMYRQMMVDDIKKQMEHRLPYYLSQ
                     AQSYEGTSTDPDYLRDIIIQAMKHDIDKAFLSFIQHIPGNFRKE"
     gene            complement(5223890..5224096)
                     /locus_tag="DJ46_5591"
     CDS             complement(5223890..5224096)
                     /locus_tag="DJ46_5591"
                     /codon_start=1
                     /transl_table=11
                     /product="spore germination GerPB family protein"
                     /protein_id="AIK61403.1"
                     /translation="MNFYVNQSIIINSIKIDSITTSSVFQIGTAGSIKSLSKFSNTGG
                     FTEPLRPLQAKGQIISIKPSTSSS"
     gene            complement(5224111..5224332)
                     /locus_tag="DJ46_5592"
     CDS             complement(5224111..5224332)
                     /locus_tag="DJ46_5592"
                     /codon_start=1
                     /transl_table=11
                     /product="putative spore germination protein gerPA"
                     /protein_id="AIK66273.1"
                     /translation="MPAMVGHIRIVNIGSSGIFHIGDVFAIRPISYSRAFAGAGSFNV
                     GDNVSVYNYQSATTVNDSDVVDQAIIGST"
     gene            5224855..5225754
                     /locus_tag="DJ46_5593"
     CDS             5224855..5225754
                     /locus_tag="DJ46_5593"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarylacetoacetate (FAA) hydrolase family
                     protein"
                     /protein_id="AIK63918.1"
                     /translation="MRLVTAKKEEKVFVGIVDEEEEKVLHLREAQRQKGEKVTIPITM
                     LECIERGTECFEKICDIVNWAKENGGTAYYPLTEVKILAPIPRPRKNILCVGKNYREH
                     AIEMGGVESIPENIMIFTKAPTTVIGMDEKINSHPHATNELDYEGELAIVIGKRGKQI
                     KKEKALEHVFGYTIINDITARDIQRKHKQFFLGKSFDTFCPMGPYLIHKSMISTPNAL
                     HIETIVNGEVRQTSNTNKMIFSIEEIISTISKGMTLEPGDIIATGTPAGVGKGFTPPK
                     FLHAGDEVVITVEGIGTLRNVVK"
     gene            complement(5225790..5226074)
                     /locus_tag="DJ46_5594"
     CDS             complement(5225790..5226074)
                     /locus_tag="DJ46_5594"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="AIK61068.1"
                     /translation="MLLKYGKHINYLATILISITFIGFLLSTTLLSHYSTPHTFMLLK
                     ISFWAAVFLTAIGFGRERSSLAVILIGICTLILIGLYIVAILDFFNIPQP"
     gene            complement(5226180..5227370)
                     /gene="rocD"
                     /locus_tag="DJ46_5595"
     CDS             complement(5226180..5227370)
                     /gene="rocD"
                     /locus_tag="DJ46_5595"
                     /EC_number="2.6.1.13"
                     /note="orn_aminotrans: ornithine--oxo-acid transaminase"
                     /codon_start=1
                     /transl_table=11
                     /product="ornithine--oxo-acid transaminase"
                     /protein_id="AIK63477.1"
                     /translation="MIQTKDIIELTDTYGANNYHPLPIVISKAEGVWVEDPEGNRYMD
                     LLSAYSAVNQGHRHPKIINALIDQANRVTLTSRAFHSDQLGPWYEKVAKLTNKEMVLP
                     MNTGAEAVETAIKTARRWAYDVKKVEANRAEIIVCEDNFHGRTMGAVSMSSNEEYKRG
                     FGPMLPGIIVIPYGDLEALKAAITPNTAAFILEPIQGEAGINIPPAGFLKEALEVCKK
                     ENVLFVADEIQTGLGRTGKVFACDWDNVTPDMYILGKALGGGVFPISCAAANRDILGV
                     FEPGSHGSTFGGNPLACAVSIAALEVLEEEKLTERSLQLGEKLVGQLKEIDNPMITEV
                     RGKGLFIGIELNEPARPYCEQLKAAGLLCKETHENVIRIAPPLVISEEDLEWAFQKIK
                     AVLS"
     gene            5227521..5227886
                     /locus_tag="DJ46_5596"
     CDS             5227521..5227886
                     /locus_tag="DJ46_5596"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK63917.1"
                     /translation="MVHMHITAWALGLILFFVAYSLYSAGRKGKGVHMGLRLMYIIII
                     VTGFMLYMGIMKTATSNMHMWYGLKMIAGILVIGGMEMVLVKMSKNKATGAVWGLFIV
                     ALVAVFYLGLKLPIGWQVF"
     gene            complement(5227945..5228499)
                     /locus_tag="DJ46_5597"
     CDS             complement(5227945..5228499)
                     /locus_tag="DJ46_5597"
                     /note="conserved hypothetical protein"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="AIK65444.1"
                     /translation="MIQRKHILYNQPRAHTVGNVEYINNEWIFFDDENEEAFLLEEIA
                     EDGFEILYNNNWLPARFYEQDVLQIADEQHHLQNGEMIRIRKKLLLSYKEWLEELPDS
                     VFTLLTELLQSLHYSLYDCMYCHNYLSFLPKEETCEGVNILLFDNEEMICSLQHHFVR
                     HSSSNKNMFRFTKVNGEELHIDAT"
ORIGIN      
        1 ttattacaag atgcgattac aaggcagctc gtttctgatg taccattatg cactttttta
       61 tcaggcggtg tagattcaag cgctataaca gcaattgctg cgaaagaata cgaaaaatcg
      121 ggaaaaggtc aattacacac gtattcggtt gattacgaag ataatgacaa atactttaaa
      181 gcaaatgcgt ttcagccaaa ttcagatgca ccatttattc atttgatgac tgagacgttt
      241 caaacgatcc atcatcgttg cgtcatttca aatgaacaat tagcgcagta tttaacagaa
      301 gcagtactcg ttcgtgattt gcctggtatg gcagatattg attcgtcatt attatggttt
      361 tgtcgtgaaa ttaaacaaga ttttgtcgtt ggtttatctg gggaatgtgc agatgaaata
      421 tttggtggtt atccatggtt ttatagagaa gatgatttac aatcgagtgc atttccgtgg
      481 atgcgttcta cagaagcgcg tgaacaattg ctaaagaaag aatggagaaa taaattaaat
      541 ttacaacaat atgtacagca gcgctatgaa gaatccattc aagaagttcc tattttagat
      601 ggggaaagtc cgctagaagc aaaaagacgc caattatttt atttaaatat ggtatggttt
      661 atgacaacat tattagacag aaaagaccgc atgagtatgg gggcaagctt agaagtgcgc
      721 gttccatttg cagatcaccg acttgtcgaa tatgcgtgga atattccttg ggaaatgaaa
      781 atgtataaaa accgcgaaaa aggtctattg cgtaaagcgt tagaagggtt acttccaaat
      841 gacatcttat atagaaagaa gagcccgtat ccaaaaacac ataatccgca ctatacgaaa
      901 gcagtaacag tatggataca agatttatta acggataaag gctcaatttt acacgagcta
      961 tttgataaag aacagctgag tggattaatt gagtcaggcg gcagtgcatt ccaaacgcca
     1021 tggtatggtc aattaatgac tgggccacag cttttagctc atttagcaca aattcatgtt
     1081 tggtttaaag aatatggagt aaatattaaa gaataggaga aaagcgactt actttataag
     1141 taagtcgctt tttattaaat aaattttcat ataaaattca aaatcatatt agaaaaaata
     1201 cttatttaga ataattatct ttacgtactt attattagtt gttataattg gaaacaaatg
     1261 ttcttgaaaa agattctcat ttataaaatt gaggtgttat atagatgaaa aagaaaaaaa
     1321 taggtttact cgtaatggcg tatggaacgc cggattcatt agatgaagta gaggcatatt
     1381 atacacatat tcgtcatggg cgtaagccat ccgaagaagc gctccaagat ttaattgggc
     1441 gctataaagc aattggcgga atttcaccgc ttgcaaaaat tacgaaagag caagcgcata
     1501 aattaacaga ctcaatgaat aatatgttta cagagtatga atttaattgt tacttaggct
     1561 taaaacatac tgctccgttt atagaagatg cagtagaaga gatgaagcgc gatggaattg
     1621 agcaagcgat tagtatcgta ttagcgccgc attattctac ctttagcatt aaggcatata
     1681 acgagcgtgc aattcgtctt tcggaggaaa taggtggtcc tgttattaag ccgattgacc
     1741 aatggtacga tgaaccgaag tttatttcgt attgggcaga tcaaataaaa gaaacattta
     1801 caaaaattga agataaagag aaagcggtcg taattttttc agcgcatagt ttaccagaaa
     1861 aaattattgc agcaggtgac ccttatgtgg agcaattgca acatacagcg gatttaatcg
     1921 cagcagctgc aaacatccaa aactatacaa ttggttggca aagtgccgga aatacacctg
     1981 atccatggat tggaccggat gtgcaagatt taacgagaga tttatttgaa gagtatagat
     2041 atgaatcttt catatattgc ccagtcggtt ttgtggcaga gcatttagaa gttttatatg
     2101 acaacgatta cgagtgtaaa gttgtgacgg atgaattaaa tgctgcgtat tttagaccaa
     2161 atatgccgaa tgcgcaatct acatttattg attgtttagc tacaattgtt tccagaaaaa
     2221 tgaaagaaat agttgacaaa gaactaattt tgaataataa ttaatttata ataattttaa
     2281 ataaataata attactacga aagaaagagg aggatccccc tagatgaatc caaataatcg
     2341 cttaacaaca aaccaaggtg ctccggtcgg agataaccaa aattctcgta cagctggtcg
     2401 ccgcggacca gtattattag aagactatca tttagtagaa aaactagctc actttgatcg
     2461 tgaacgtatt ccagagcgtg ttgtgcatgc acgtggtgca ggtgctcacg gtgtattcgt
     2521 aacgaaaaac agcatgaaga aatatacgaa agcagcattt ttacaaaatg aaggaactga
     2581 aacacctgtg tttgttcgtt tttcaacggt tattcatggt caaggttctc ctgaaacagc
     2641 acgtgatcca cgcggtttcg ctgttaaatt ttatacagaa gaaggaaatt acgatattgt
     2701 aggtaaccat ttaccagtct tcttcattcg tgatgcaatt aaattccctg atatggtgca
     2761 ttctttaaaa ccagcacctg atacaaatat tcaaacacca gatcgttact gggatttcat
     2821 gacgttaagt ccagaatcta cacatatgat gacatgggta ttttctgatt acggtacacc
     2881 agcaagctat cgtgaaatgg aaggtttcgg tgtacattca ttcaaatgga ttaatgcaga
     2941 aggtaaaatc gtctacatta aatatcattg gaaaccacag caaggtgtac gtaacttaag
     3001 tgcaaaagaa gtgcaagaag tacaaggaaa ggacttcaac catgcaactc gtgacttgtt
     3061 cgatgcaatc gaaaaaggaa attacccgaa atgggattta cacgtacaag taatgcaatt
     3121 agaggaaaca gattctttag atttcgatcc gttagatccg acgaaagttt ggccagaaga
     3181 tcgtttccca ttaatggaag tagggacaat gacgttaaat cgtaacccga aaaacttctt
     3241 cgcggaagta gaacaagtag cgttctctcc aagtgcaact gtaaatggta ttgaaccatc
     3301 tgaagataaa ttattacaag gtcgtttatt ctcttatcca gatacacagc gttaccgcct
     3361 tggtgcaaac tacttacaaa ttcctgtaaa ctgcccatac gcagctgttc ataaccaaca
     3421 acgtgatggt gcgatgcaaa tcaatcaaaa cccatctaca attaactacg aaccgagccg
     3481 tcatgctgaa aatccagttg aagacccagc ttaccgcgat tcaactatga aagtagaagg
     3541 ctacgtatct cgtgaaaaaa ttgacaaacc aaatgatttc aaacaagcag gtgagcgtta
     3601 ccgttcattc tctaaagaag agcaagacaa cttaattgca aacttaacaa gtgacttaaa
     3661 agacgtaaat gaacgtacga aattactagc tgtatgtaac ttcttccgtg cagatcaaga
     3721 gtacggtatg cgtttagcgc aagcattaaa cgttgatatt acgcaatatg taggaaatgc
     3781 tccgaaataa ataggaaaag acgactgtta tgaaacggtc gtcttttttt agtgtaaagt
     3841 tacaagcggg tattcttcat tttctttatg tcggaatttg gtggtaaatc gatatatcgt
     3901 gtcgaaacgt cgatatattg aaataatcgc tgatatattt gaaaaatcgt cgatatatcc
     3961 gaagaatcgc tgatatattt acaggaatac cgcttagggt atgccgtgcc gacaaatgca
     4021 aaaaaagaga tgcaatctac tatcaataga ttgcatctct ttttttagtt cactcgctca
     4081 gtatactcat aagctttctc tccatgcatc gaaatatcaa gtcccatatg ttcctcgtgc
     4141 tcatcgaccc ggacagggag gaagaagttg attgctttaa taatggcgta cgtcattata
     4201 attgtgaatg catatgttgc gccgattgct acaaattgtt taaacagcaa cgcggcgttt
     4261 ccgtaaaata atccgttagc gccatcgccg tttacggtag tagttgcaaa tagtcctgtc
     4321 gcaataccgc cccaagttcc gccgatgccg tgacatccga atgcatcgag tgtatcgtcg
     4381 tatccgaatt ttgtttttaa gaaaaagact gctccgaagc ataatacgcc gccaatcgct
     4441 ccgataagaa gagcggagaa aggtgtaacg aacccgcaag ctggtgtaat agcgactaga
     4501 ccggaaacgg cgccacaagc agctcccatc gcagttggtt ttgattgaaa gaaccactct
     4561 gaaagcatcc aagttaatgc ggaggcagca gcggctatat tcgtattaat aaatgcagtt
     4621 aaagctacat catttaaaga taatgcgctt ccgacgttaa aaccgaacca accgaaccat
     4681 agcagcccag cgcctagcat cgtaaatggt aaatgatgag gagaagtacc gtttatgttt
     4741 tttcgttttc caaggaaaat agctaatacg aggccagcca caccagatgt aatatgaacg
     4801 acattaccgc cagcgaagtc taacgcgcca agttctctta gccatccgcc aacgccccat
     4861 acccaatgag cgacaggatt gtaaacgatc gttgtccata gaaggatgaa aataaggaaa
     4921 gctgaaaatc gcattctttc ggcaaatgca cctgaaatta aagcaggagt taaaatagcg
     4981 aacatgagtt gaaacatcat aaataaattg tgaggaatag tagatgaata gtctggattt
     5041 ggtgcgtagg taactccatt taaaccgaac caatcgagtg tgccgataag tccgtgccaa
     5101 tctggtccga atgataaaga ataaccaatt acaatccatt gaatcgaaac gatagccatc
     5161 gcgctataac tatgcattgt cgtactgagt acgtttttac tgcgaaccat acctccataa
     5221 aaaagtgcca atcctggtgt cattaacatg accattactg tcgctacaaa cataaaaacc
     5281 gtatctccca tattcatttt ctctcctcct gtaatgttag aaaaaataac atcaatttgt
     5341 tatgtttcat atcatattcg aagtgaaaag aaaaatcaac taaaaattca gaaaaattca
     5401 tgtgttatgt cagaaaatct aacatgtatt aatttaataa gaatgaaatc aacgtatgcg
     5461 attcgttcgg ataattggta taatattctt acaattaaaa acgtggggga tgcgtgtggg
     5521 gaaaatacat actaggaaac tattcatttg tttttgttta gctgtcgttt tgtttgtacc
     5581 aatacataca tttgcagacg aaaaaagaga gtggcgagat gaagttatat attccattat
     5641 gattgatcgt ttcaataatg gggaaccgaa aaatgacaaa cagttagaag ttggtaattt
     5701 agaaggatat cagggcggag atataagagg cattataaaa agactggatt acataaaaga
     5761 aataggattt accactgtta tgctttcgcc gctgtttgaa agtgtaaaat acgatggagt
     5821 agacgtgcgc aattttcaga aggtaaatga acatttcgga acagaaaatg atgtaaaaga
     5881 acttgtgcaa gaagctcata caaaaggaat gaaagttata cttcaatttc cgcttggaga
     5941 aaacgaacaa caagtaatcg actcgatgaa atggtgggtc aaagaagttg atttagatgc
     6001 aagttatgta atgcatagtg aaaaaaagtc tcctgctttt tgggatgatg tgcaaaaaga
     6061 tatgcaagtg ataaaaaaag attttcgagt tatgacaaaa gaagatagtg aatacaacga
     6121 aaaaatagta gaatcgtttt ctaaagcgga cgtatcggta aaatctttat atgatgtgag
     6181 taaaaaagac gaggaattca ttacattttt agataatcaa gatacaaaaa gatttgctcg
     6241 tattgcaaag gaaaatatga attatccgcc atcgcgtttg aaactagctc ttacatattt
     6301 attgacatca ccaggcattc cgaattttta ttacgggact gaaattgcat tagatggagg
     6361 ggatactcca gataatagac gattaatgga tttcaaatcg gatgaaaagt ttatgcagca
     6421 tataacaaaa cttggtgaac ttagacaaat gagaccatct ttacgacgcg gtacatttga
     6481 actcttatac gataaaaatg gaatgagtgt actaaaacga aagtataaag gtgaagtcac
     6541 attagtagcg attaataata cgaaagagac gcaaaaagtt gctttacctg caagtacgat
     6601 tggtgaaaaa caagagttaa gaggattgtt agaagatgaa attataagag aagaaaatgg
     6661 aaagttttat ctcgttttaa agcgtgaaga atcaaatgtg tataaagtta atagagaaac
     6721 aggtgtgaat tggttattta tctccttaat agttggtgtg aacgtattat ttattacttt
     6781 tttaattgcg gttaaaaaga gacggaaatg agtgacgatt ttctttagta gctcgtcttc
     6841 agtttaaggt aaggcgttgc tcttaagatc aggttaaaga gaagactttc tccttaacct
     6901 gtttttctgt gaagtaagac tcgcgcctcg aaatgcatct gagcaaagaa gtgaaaagaa
     6961 catatagaag aaacaataat tgcaactata ctaattttac attacattaa aagatgaaaa
     7021 ataattttat actcattaag ggttatattt gaggagagaa aatggaattt tacgatttgg
     7081 gtattaccat taaagaactt agaattaaaa aaaatatatc acaatccgaa ttatgtcatg
     7141 gaatatgttc acaaagtcaa attagcaaga ttgaaaaagg tgtgatttat ccatctagca
     7201 tattgttata tcaattatca gaaaggcttg gtattgatcc aaataatata tttgcactaa
     7261 ctcaaaacaa aaaaattaaa tatatagaaa atgtaaaatg cataatgaaa gactgtataa
     7321 gacaacatca atataaagag ctttatgaaa tagtaacaaa agaaaaaaac ttaaataatt
     7381 ttcgaatgaa agaagataaa caatttctaa tatggcatga agcaattgct atatatcgtg
     7441 tgaataactt aataaaaaca gctttaactc ttttgaataa tgcattaaaa ataactgtaa
     7501 cgaatattga ttttttaaca gagagagaaa tagatattat gcagacaatg gctatatttc
     7561 atgcagaaaa taaagaatat aaagagagta ttaatatatt aaaaagatgt ttaaataatt
     7621 ttgataagtt agattttcct agagataaag aaattaaatt aaaaattatt tataatttag
     7681 caaaatgttt aaattacaca tatcaatacg aagaagcaaa aaaatacatt gataagggta
     7741 tcaaattagc tattaatcta aatactttat acttattggg tgaactatac tatgaaaaag
     7801 gttcgaattt attaaagctt gaacaatcta ataaagaaga agttgctgat aacatgaaaa
     7861 cagcgttatt tatatttgaa ttaacaaaaa acgaaaaaaa attacaaata attaaagaag
     7921 ggtatttcga aaaacataat tgctaaataa ctacttatag tacaataaaa cctacaggaa
     7981 aagttcctgt aggttttaca cttataaacc tcttaatatt ttttataaac ttgattctaa
     8041 aatattatta cttaatatga attttttaat gaaagtttac ttaacgtact ttctattttg
     8101 aaatctgcat ccttattaac actttatact tcttttcctt ccatattaaa gttaagatgg
     8161 ttcaagtaag aggaaggcaa cttaaagtgt gtttttttat gagctttatc atcaactatt
     8221 tagtgtttct ttaaattatt acataacgta gtttttttgt accaagcttt gtgaatgcaa
     8281 ttagatttat catttagtgt agttatatta ttagaacatc ctgtcatatt tagagagagt
     8341 atagccaata aaaaacataa tattaacttc ttcaaataac cacttctaac tcttttataa
     8401 ttaacttttt ttacggaata agatccttat taattttaca ttacattgaa gggtggaaaa
     8461 tattcttatg ctcataaatt gttacgcttg agtaggagag ggattttggt ttgggattca
     8521 attgataaag aaagtgcttc aagttgaagg gaaatgttct aaggtgtctt ttccttattt
     8581 ttaaaaggac atgctcaatt ccatgtataa aaaaattcta caatgagacc tagcctaacg
     8641 acgcggtcac ctgtaagata ttcgcatgaa taaacactgt tcactcagca attttcaccg
     8701 caaatacctt cttgtcctcg tcatattgtt tctacccgct aaaaagaaaa acatcctctg
     8761 tgcagaggat gtttttcttt ttagcggtag ttaataaatt gtacgtcaat cggtaaatca
     8821 gcgctacgaa ctgctgcgat aactgcttgt aagtcatcgc ggctttttgc tgtaacacgt
     8881 acttgatcat cttgtacttg tgtttttact tttaatttca tttctttaat gatgttgtta
     8941 atttttttcg cgttatcttt atcgatacct tgttgaagtg ttgcgcgttg gcgaacagtg
     9001 ttaccagctg ccgcttcaac ttttccgtaa tctaagttct taattggaac gttacgtttt
     9061 acaagtttag aaattagaac gtcttttact tgctctaatt tgaactcgtc gtcagaagtt
     9121 aaaacaagta cttctttttc aagtttaata tcacttttac ttcctttaaa gtcatatcga
     9181 ttttggattt cttttaatgc agtattaatt gcgtttgtta cttcaggtaa ttctactttc
     9241 gaaacgatgt caaaagaact atcttttgcc atagttagca cctccaaata aatttctaat
     9301 ctttttatgt attgtacata ctaaagtata gctgaaaacg agcttagact taagtgtttt
     9361 cgtacttata atgatgtaac ctcattttat tatagtgaat tttgggcaat tggacaaata
     9421 aaggaaaaat cgtgttataa ttaacttttg tttggaatga taaaaagata aaaaagttaa
     9481 ttttatatat atagaaggga attaaaaaaa tatgtattta caaataggat cgattgaaca
     9541 ggtaactgtt ttacgcgaaa cggaaattgg atatatggtt ggaaatgaag aagaagaaat
     9601 tttcctacat aaaaatgaag tagctggaga aattgaagaa ggcgatacga ttgatgtatt
     9661 cttatacctt gatcaccaaa atcgtatttc ggcaacaatg aaggagccaa ttattacaac
     9721 atatgattgg aactgggtaa aggttgtaga agttattcct agtttaggtg tgtttgttga
     9781 tattggtgta tcaaaagata tactaattcc agctgatgaa ttcccaattt atatgccagt
     9841 atggccagaa gttggagatg aattatattg tacgttaaaa ttaacgaatc gtgatcgttt
     9901 aattgctctt ccggcaagag atagtgatat gcaagaaatc gttgtagagg cgacgccatc
     9961 tatgcgtaat aaaaatgtaa atggacgtgt gtatcgttca cttcaagttg gttcattcgt
    10021 attaacagat gagcatttcc gtgcattttt acaccataca gaaagaaaag aacaagtccg
    10081 catcggccag cgcgtaacag gtcgtattat tgacgtaaaa gatgacggta caattaacat
    10141 ttcgcttctt cctcgtaaag aagaaggaat ggaagatgat gctgcagtga tttatgcata
    10201 tatggaagaa cgaggcggag caatgccgtt ttgggataag agctacccag aagacattaa
    10261 agaacgtttc aatatgagta aagctgcatt taagcgtgcg cttggtaagt tgatgaaaga
    10321 agaaaaagtt taccaagaag aaggttggac ttactttaag aaataaagtg gatggaaaag
    10381 aactaccttt tctctaagtt tattagagga aagatagttc tttttgcgtt cagtataaaa
    10441 tgaagggagg aatagagaat tatggggaga ggggaattta aaagaatata gaaaggatag
    10501 atgaaatcta taaataacgt tataagtata gaattaagga ggtatgaagg tgcaatacaa
    10561 tgtgctagaa caattaataa agagcctctc agcattattc cctgaaaaag aacgcgaaat
    10621 agtagcagtt gatttacatg atatatatga gagcgctgaa aggtttgaaa aaatacttga
    10681 aaatattatg gactcgcaac actctaaaga agacttaata gatgcgctga ttgaagtgga
    10741 gatagaatta gatcacatca attggcatta taaaagcttg aagaaaaagt tgaaaatatt
    10801 gatgaaagat taaaaaagca caaccttatc tgaaaaaata aggttgtgct tttttaattt
    10861 ccttgcggag aaacaatagt aaacgtatct tccaactcac tatcgtttat tttaatattt
    10921 gcttttttta attcactttg taataatttt ttaccaaata taggatcagc agtacgttct
    10981 tcctctaagt ttttgcgaat agagtttttt acctcatcgt aaggttttag atctttttta
    11041 ccagttagtt taataatgtg ataaccattt ggtgattgga caggatcact aatttgacca
    11101 atttttagtt tgtaggcagc tgtttcaaat tcaggtgtca ttgcacctga atggaagtat
    11161 ccgaggtctc cgcctttctc ttttgatagt aggtcttgcg attcttgttt tgctagttct
    11221 tcaaatgaag caccagtatc taattttttc tttatttctt ttgcttcatt ttcgtcactt
    11281 actaaaatgt ggctcgcttt aatttctggt ttgtagtggt ctttcacgtc tttttctgta
    11341 acactttgtt taattgcttt attcatagaa agtttgaact taatttgatt tttaaaatca
    11401 gcttcatctt ttaaaccgtt gtttttcaac acgtttttga attgatctcc gtattgactt
    11461 ttcgcttttt gtacttcttt atctacatca tcgtcagata ctttatattt tttcgtgata
    11521 acgtcttgcg ctatcatttc gtataacatg tcttttccgt aacgatcttt caactgtttt
    11581 tcgaagtcgc tcttcgtaat ggttgagtct gttgccgtag cgactgtagc cgagctattt
    11641 ttttgcccgc aagcagctag cattaatata cttattagtg cagtaataat gaaaatatgt
    11701 tttcctctca tgctaacacc tcatccgaat atgttatcgc tattgtagaa tatagaagtg
    11761 aacatgaagt gaatttttaa tgttttttcc tgtaaaatgt aaaaaagtac accaacaatt
    11821 ttgctggtgt acgatgaaat caaaggtgat cggtcttttt agaataagca cgcttacctt
    11881 gctctatatt cttttgttct tgctcatttt tttgcgcgcg ctttgcattg ttatcgcgtg
    11941 cttttttgtc gttatcactc gtatgtggca tatgtatcaa ctccatttct aaacgttgta
    12001 cgtttatcat ttcctttttc gtaaagacta tgtatagcag tgtattcctg aataataagg
    12061 gtggattgga aatggatttg aagttgaatt ataccgaact tataaagaag ttaatcgttg
    12121 taatcatcgc aggtttgtta aacgcgattg gaatgaattt atttttaacg ccagcgaaag
    12181 tgtacgcgag tggctttgct ggattgtctc aattgttatc gcaaatatta ggtgattttt
    12241 tatcaattca tatatcaacg ggggtattgt ttagtttgtt taatattcct gtcgttattt
    12301 tagcgtggaa aaaggttgga aaggctttta ctttctttag ttttctttgc gttatattta
    12361 tgactttgtt tttagaaatt atcccagttc gggctgtttc gaacgatatc atattaaatg
    12421 cgatttttgg cgggcttatt tcggcaattg gggtagggat tgcattgaag tggggggctt
    12481 ctacaggtgg tttagatatt atcgccatga ttttatcaaa gattaaagac aagcctgtcg
    12541 gtacgtattt tttcttcttt aatgcactga ttattatcgc cgctggttat gtgtatggat
    12601 gggaaaaagc attatatact ttggtgactt tgtatgtttc aatgcgaatc atcgatgcga
    12661 ttcatacgcg tcatgtaaag attacggcgt taatcgttac gaagaatggg gcggatgtac
    12721 gaaaggcgat tcactcacgc ttagtgaggg ggattacaac tataccggca actggtgctt
    12781 atacgaatga aaataaggaa atgttaatga ttgttattac tcgttacgaa ctgtatgaat
    12841 tagagagggt tattaaacaa gtggacccag gtgcatttac aaatgtactg caaacggttg
    12901 gggtatttgg attgtttcga aaagattaaa gaggaccaaa gttggtcctc ttttttaatg
    12961 taaattcgta atagtttgca attgttcctg catttcacgt agctgaactt tttcagcagt
    13021 tgaagaattt gcgtaagcgg attgcaaagc attttttgct ctatatacga gatcttgttg
    13081 ctcgacgccg ctcgaacaag atacggcatt tgcaacagca tctctagctt gttgaaatag
    13141 taagttcccc atttagaccc ctccaaaaga agagttactt ctcgcttttt ctgcctcagc
    13201 taatgtacct ctgtacggga atcttgcatc atgcttcata acagcatcgg ctccttgttg
    13261 gataaaacgt tttgatttgt tctttttacc cattcgaaaa acccccttta tttagctgaa
    13321 aacaatcgac gcgctgactt gtgcgtctaa tcatagtatg agcgtttggc gagaaactat
    13381 aagcagggaa tttttagatt acaacccaag aacctcttct aaatatagtg caataccatc
    13441 ttcttcgttc gttagcgtcg tatggtttgc gagtgatttt aattcaggaa tggcatttcc
    13501 cattgcgatg ccgtgaccag caaattcaat catttcaaag tcgttatctt catcaccgaa
    13561 agcgataatt cgctcttgtg gaatgttgta atggctagaa attttttgta gtccaacagc
    13621 tttatttaat ccgcttttta caatttcaat aattggccaa ggtgcgcccc attttctatg
    13681 gtcgattact tcagcgtgca tatcagttaa atgttgacgt attgcactgg aatgctcgtc
    13741 atgtgcgtca attaataagc aagttggatg atcgtttaaa atatttaata agtctcctgt
    13801 aaaaatattt ggagaaccga attcgaaaat atgtttttta tcttcatcaa tttcacgaac
    13861 atacacatcg tccattactt cagcgtatat attttttacg ccaaaatcaa agcaagctcg
    13921 gacaatttct tgcgctgttg ctagctcaag aggagagtga tgtgtacccc actttgaatc
    13981 aagagggtga tgtacgtaag cgccattaaa gtttacgatt ggtgtattta gaccaagttc
    14041 tttatagtaa tcataactag cgcggaatgg acgtcctgtt gaaataacga caatatgtcc
    14101 ttgttccttt gcttttgcaa ttgtatgttt cgttcgagtg gaaattattt tgttgtctgt
    14161 taataaagtg ccgtctaagt ctagtgcgat taaatgttgt ttgttcataa tttcacctct
    14221 tataatattt ttttgttttt atctgtattt ccgtttttta tatgcagaaa taagaggtta
    14281 gactgggtga gaccaccaaa gatggaaagt tcactatata tccatcttac gtcgcaaagt
    14341 gctgcggtgt ctactatttc tcgctggaaa ttaagaaaag tcaacatctt tttagaaagt
    14401 tcaaacaatg tttctttcat tatgtacaaa ttgtgaaaag ggttacgttg ctcgtatgat
    14461 gaggcttata atgaacatgt aatcttctcg tatatgtttg actctccttt gaaactggcc
    14521 tatagtaggt tggtttcttt ttttctacaa ataggaacga aatccctgct ttaagcttgt
    14581 gtcattcatg tatatgtaca agaacgaaat gtagtacttg tttcctaaac atgacagaaa
    14641 agctttcttt taaaatggat atactaatga ggcaaagacg tcatggaagg agaatggaaa
    14701 tgggacaaaa tcgcaggttt cgttctggac aaaaagcgcc gaatgatggc atttacgtgg
    14761 aaattggtga aacgggaagt atggtgaaag atccgcaaat ggtgaaacta actgctggtg
    14821 acaagtttcc agataacacg aatcataacc gtcagtggac gtataaaaga aaaccgtaac
    14881 aggagccgca atcgttattg cggctttttt tcattacgca ttataatttc atttaccgca
    14941 ttgttttgaa ccgcatcaat gcatgttctg ttttcttttt ctaataataa gtttgaaaat
    15001 acataagcaa aattattgta taaaaaagtc agttggcgta taatcaaatc aaaggtcaaa
    15061 gaaagtcaaa catttggagg actgtaaaga tggacttaaa tcaaatgaca acaaaaacac
    15121 aagaggcgat tatgagtgcc caatctttag cggtatctca tcaccatcaa gaagtagata
    15181 ctgttcatct cttgtttaca ttattagaag agcaggatgg gctagcagta cgtatttttc
    15241 aaaaaatgaa tgtcgatata gaagcattaa aacaaggcgt agaaaattta attaagaaaa
    15301 agccttccgt aacgggaagc ggtgcagaag caggtaaatt atatataaca ggtgccctgc
    15361 aacaactgct tgtaagagca ggaaaagaag cagagaaatt gcaagatgat tacatttcag
    15421 tggaacatgt attacttgct tttactgaag aaaaaggcga tataagccaa ttatttacaa
    15481 gatttcatat tacgaaagac aacttattac agtctttaat gacagttcgg gggaatcaaa
    15541 gagtgactag ccaaaatcca gaagcaactt atgaagcgtt agaaaaatat ggtcgtgatt
    15601 tagtggcgga agtgaaagca gggaaaattg accctgttat cggccgcgat agtgaaattc
    15661 gccgcgtaat ccgcattctt tcacgtaaaa cgaaaaataa ccctgtttta attggtgagc
    15721 caggtgttgg taaaacagca atcgttgaag ggttagcaca gcgtattgtg aagaaggatg
    15781 tacctgaagg attaaaagat agaacaatct ttgcgttaga tatgagtgcg cttgtagctg
    15841 gtgcgaaatt ccgtggtgag ttcgaagagc gtttgcaagc tgtattaaat gaaattaaaa
    15901 agagtgaagg tcgcatttta ctattcattg atgaacttca cacaatcgtc ggcgctggaa
    15961 aaacagaagg tgcgatggat gcagggaata tgttaaaacc gatgcttgcg cgtggtgaac
    16021 tgcattgtat tggggcgaca accctagatg aatatcgtaa atatattgag aaagatccag
    16081 cactagaaag acgtttccaa caagtattag cagaagaacc aactgttgaa gatacaattt
    16141 ctattttacg tggtttaaaa gagcgttttg aaatttatca cggtgtaaat attcatgacc
    16201 gcgcaattgt agcagcatca gttttatcag atcgatatat ttcagatcgt ttcttaccgg
    16261 ataaagcaat tgatcttgtt gacgaagcgt gcgcaacaat tcgtacagaa attgattcta
    16321 tgccgacaga attagatgaa gtaacgcgcc gcattatgca gctagaaatt gaagaagcgg
    16381 ctcttggaaa agagaaggac tttggtagcc aagaacgcct caaaacattg caacgtgaat
    16441 tatcggattt aaaagaagtg gcaagtagca tgagagcgaa atgggagaaa gaaaaagaag
    16501 atattcacaa agttcgtgac ttacgtgaac atttagagcg tctgcgccgt gaattagaag
    16561 aagcagaagg taattacgat ttaaatagag cagcggaact tcgccacgga aaaattcctg
    16621 caattgaaaa agagttaaaa gaagcagaag aaatgggcgc aaataataaa caagaaaatc
    16681 gtttattacg tgaggaagta agtgaagaag agattgctga tattgtttca cgctggactg
    16741 gtattcctgt cgcaaaactc gttgaaggtg aacgtgagaa attattacgc ttagagcaaa
    16801 ttttatcaga acgtgttatc ggacaagagg aagcggtaag cttagtatca gatgcagttc
    16861 ttcgtgcgcg cgctggtatt aaagacccga accgtccaat tggttccttc atcttcttag
    16921 gaccgactgg tgttggtaaa acagagcttg ccaaaacgtt agcacagtct ttatttgata
    16981 gtgaagagca aatgattcgt atcgatatgt ctgagtatat ggagaaacac gctgtgtcac
    17041 gcttaattgg tgcccctcct ggatatgttg gatatgaaga gggcggtcaa ttaacagaag
    17101 cagtaagacg taaaccgtat tccgttattt tattagacga aatcgaaaaa gcgcatccag
    17161 aagtattcaa tattttatta caaatgttag atgacggacg cattacagat tcgcaaggtc
    17221 gtacagtgga ctttaaaaat acagttatta ttatgacttc aaatattgga tctgctcatt
    17281 tattagatgg attagaagaa gatggctcca ttaaagaaga atcaagagaa cttgtaatgg
    17341 gacaattgag aggacatttc cgaccagagt tcttaaaccg cgtcgacgaa attattttat
    17401 tcaaacctct tacaacgaat gaaattaaag gtattgttga taaaattgta aaagaattac
    17461 aaggtcgttt agctgaccgt catattacgg taaaattaac agaagcagcg aaagaatttg
    17521 ttgtagaagc tggctttgat ccgatgtacg gagctcgtcc attaaaacga tatgtacagc
    17581 gtcaagttga aacgaaatta gcgagagaat taattgcagg tacgattact gacaatagtc
    17641 atgtagtggt tgatgtagaa aataacgaat tagtcgttca tgtgaaataa aaaaagagtt
    17701 cggataaaat ccggactctt tttttagtgc tgttctactg gctcgtttgg aattgcagct
    17761 gaaattgcta gtactaatac cgcaagaaca actgagaaaa tagacgcttg gttaaaatcg
    17821 tatgtaccgc cagtcataga gccgattacg tagctcatca tatgtacaag caagaacgac
    17881 caaattaatg cccaaatgaa acgcatattt tacacctcta ttcgttcaat ctgtccttat
    17941 tgtaacacaa ttgaaaaaag aatatagaaa aatatttgta gattttgcaa cgcaaatttg
    18001 cattccgttc atacattata aaagagtact tttatacgtt tagaaaataa ggcgggggaa
    18061 aaatgagtat tacggaacgt ttttttactt agaaaaagaa ccatgcgtta tttatttacc
    18121 ggagaagcca aatggatttt ctgtcatgct tcttggggat tacaactact ttattgagaa
    18181 tggtacaagt ttatggacac aacatgcggg tagatcttat tttttacacg gccttattga
    18241 ggaaggctat acggtatttt cttctaattt atacggaaga cattggggaa acgatcaatc
    18301 tgttcgtcta gcaaaacgcc tatatgacgt tgttttgaga aaagagacat taaatgcaaa
    18361 aatgcacatt atggcagatg gtatgggggc acttgtagcg cttgaaatga tgaacaaata
    18421 ccctgaatgt atacgttctg tcattatgtt aaatccgtgt ttagatttac cagaatatgt
    18481 ggagtttgag aaagagcata agttttttta taagagactc ttgaaggaat taagtttggc
    18541 gtatgattcc aaagaagaag aattagaagc aaaaataaat aagaaatcat ttacgcttct
    18601 tccgtcttgt gtacctgtta aaatttttgt atcaacacaa gaaaaaagag gaagaaaaca
    18661 gttgttacgt aaatacgaga aaatgaggca attgaatcaa tgtgatactt ctgttttatt
    18721 ccatctgcaa gatgtgaaat ataaaatggt taggcaaacg actgatttct ttaaaaaata
    18781 tgaagaagaa ttgtgaagct cccatataca taaatgagga gctatttgtt tcaaggagaa
    18841 agggtgggtg gtatggaacg cgtgctaatt ataggtgcac ttacgtttgt aggttatcac
    18901 cttgtgaata aaatgattgc agaagaagta gaagtatatg gtcttgattt tgatgaattt
    18961 gatagtatga caaaaattaa tgaagagaag ttattgttaa ttgggcgaaa tgcgttattt
    19021 acgtattatt caataagaga tgaagacgga tggagatccg tagaggaaga gaaatttgat
    19081 gccgtttact tttgtctgta tgagcctaac caacaaagtg gctttcgaaa tgaaagagtt
    19141 atattacagt atttaaagcg aatcataaga ctgtgtgaag aacataaagt gaagttaaat
    19201 ctaatttctt ctattgaagt aggaaacgca gatgagtccg aaaataagcg tttatttgcg
    19261 aaagtggaag aaggattgaa aaaaggagag gtacaatata gtgtatttcg agttcctaca
    19321 ttatatgggc catggcaacc atcttttatg atgtatcatc agctcatttt atcagagcta
    19381 ggtgagaaag agtgccatta tgccagcgag gaaaacggaa gtgatctact gtacgttgaa
    19441 gatgtatgtg aatacttatg ggaaaatgga atgaacgagg agcaactcgg catatataat
    19501 ttacttagtg gtaaaaagtc attatggaaa aagggtatga accttttacg tgcagatgat
    19561 aaagtgaata aagagaatgc ggaagaaaga gatggggcgg ccgaggatat ttcgataaaa
    19621 agaaatactc cgttagaata cggtttaaat aaacaattgg cacatatgaa aaaatataaa
    19681 gagttatacg aaggatagcg agcgtgttac actatgtatg tgaaagtttt aatggagagg
    19741 aagaacgtaa tatgaatgag aaaagcatgc aatttttaca aatcgcaatg aagcatttac
    19801 cagaagcaaa ggccatttta gatgataatg gaattgcact tgatatggag aaagctcaac
    19861 cagtattaga gttattgatg aaagttatga acgaagcata tgagcttggg aaagcagatc
    19921 aagaataaaa agcatttttt agatggaaga gaggcccgaa ccgtggatag aagcggtcag
    19981 ggcctttttt gttctcggct gggggaaaaa cagagatatg aagaggggaa gggaaaagta
    20041 gtgaggagaa ctttctagtt tagaaggaaa gcagatcaag aataaaaagc atttatttag
    20101 atggaagaga ggcccgaacc gtggatagaa gcggttcggg cctttttata tttcgaaaga
    20161 aacagggaaa ggtatgtttc tgtttctttt cataaacaat aaggtgaata atgcgctcgc
    20221 tttatgtttt agctgaaata tattctagac aaaaatacat ttatgtttta aaattagtac
    20281 caagtcataa taattgatat aaaacggagg gctgcgatgt gaacgtgggc attttaggga
    20341 tcggaagata tgtgccggaa aaagtagtca caaatcacga tttagaaaaa ataatggata
    20401 catccgatga atggattcgt acgagaacag gtattgcgga aagacgcatt gccgatgata
    20461 caatagatac ttcatatatg gccgtagagg cttctaaaaa agcacttgaa gatgcaggga
    20521 ttagcggaga ggatatcgat cttattttag tagcaacagt aacgccagat cgtgcttttc
    20581 cagcagtagc ttgtgttatt caagaagcaa ttggcgcaaa acatgcagct gcaatggatt
    20641 taagtgcagc gtgtgctggt tttatgtacg gaatgattac agcgcagcaa tttattcaaa
    20701 cgggaactta taaaaatgta ctagtagttg gtagtgataa gctatctaaa attgtagact
    20761 ggaacgatcg aaatacagca gtactatttg gagacggagc cggtgcgatc gtaatgggag
    20821 ctgtttcaga aggtaaaggc gttctatctt tcgaattagg agcggacgga agtggcggta
    20881 agcatcttta tcaagacgag tatgttatga tgaatggcag agaagtcttt aaatttgctg
    20941 ttcgtcaact tggggattct tgtcttcgcg ttttagataa agctggtctt acgaaagaag
    21001 atgtggattt cttagtaccg catcaagcga acattcgtat tatggaatct gcaagagaga
    21061 gattaaattt accacaagaa aaaatgagta tgacaattga gaagttcggt aatacatcag
    21121 cttcttccat tccgattgca atggtagagg aattgcaaaa tggacgtatt caagatggtg
    21181 atttaattat acttgttggt tttggcggcg gattaacatg gggagcagtc gctcttcgtt
    21241 ggggtaaata aggactgaga gaaaaaaagg agtgtatttt gtatggaaaa aaagagggtc
    21301 gtaattacag gactaggagc tgttacaccg gtcggtacag atgttgaaac agcgtgggaa
    21361 aacattaaaa agggtgtatc tggaatcgga cgacttacaa gaattgatcc ggaactattt
    21421 ccagcaaaag tagcagcaga aattaacgac tttgaagtcg agaaatatat tgataaaaaa
    21481 gaagcgcgcc gtatggatcg ctttacacaa tatgcagtag cagcagcgaa aatggcagtt
    21541 gcagatgcaa agcttgagat tacagaagaa aacggacctc gaattggtgt atggattggt
    21601 tctggtattg gcggtatgga aacatacgaa gaacaattta aaatttttac tgagaaaggc
    21661 ccgcgccgcg tgagcccatt cttcgtaccg atgatgattc cagatatggc agcaggccaa
    21721 gtatcaatcg caacaggagc aaaaggaatt aacacttgtt ctgtaacggc ttgtgcatct
    21781 ggtgcaaact caattggtga tgcatttaaa gcgattcagc gtggggatgc tgatgcaatg
    21841 attacgggcg gggcagaggc accgttaaca agtatggcat tcgcaggatt tagctcagcg
    21901 aaagcattaa cattcaatga agacccagca acagcttgcc gtccatttga taaaaaccgt
    21961 agcggtttcg taatgggtga aggttcaggt attttaattc ttgaagaatt agagcacgca
    22021 ttagctcgtg gtgctcatat ttatgcggaa atcgctggtt acggtgcaac tggtgatgca
    22081 ttccatatta caatgcctgc tcctggcggt gaaggcggcg tgcgcgcaat gcgtcaagct
    22141 ttagcggatg caggtctaca gccagaagat attgattaca ttaatgcgca tggtacaagt
    22201 acggatgcga atgaaaagta tgaaacgatg gcaattaaag aaacgttcgg tgagcacgcg
    22261 tataaggtag cgatcagctc aacgaaatca atgacaggtc acttattagg agcagcaggt
    22321 gctgttgaag cgatcttctc tattaaatca attacagatg gagtaattcc tccaacaatt
    22381 aactatgaaa caccagatcc agaatgtgac ttagattacg taccaaataa cgcgagacat
    22441 caagaagtaa acgcagtgtt aagtaattca ttaggattcg gtggtcataa cgcagtatta
    22501 gtatttaaat cgtataaata atagataaaa taaggagttt tttcgcaata tattgcgaaa
    22561 aaactcctta tttattttta cgcctttttc tccttttgca tatacataag aaaaaggagg
    22621 gataaagatg gggattgttg aaactgctga atggttacat ctatattatg gacggccaga
    22681 aaagctgtgt gagaagttta cgaaatatat cccgctgcca aaagaaaggt tgtatcgctt
    22741 tttaatttct aaaggtatgt atcgccctgt tatgcgagga gaacgagaaa ttaaagagtt
    22801 agagaaaaag gaagtttgga aagagttacg tgcggagtat gagaaactga aaaattggtt
    22861 aaaaggtccg gatgtccctg tctttatttt attatcagac tcctataatc gaacggtaca
    22921 agaagagtat aacggcaggg ctggattatc tatgcgccac gttattttct tattcgtatg
    22981 tggacggaat tcggtggaag aattaaaagt gctgttggcg catgaatatc atcacatatg
    23041 caggttacat caaattgaga cgaaagaaac agaatataca ttacttgata cgatgattat
    23101 ggaaggatta gctgagcaag cggtaacgga aagatattca gaaaaaaaca atgcaccgtg
    23161 gacgacgtat ctttcaaagg aagaggctat atattattgg aaaaatgttg tacatgaaag
    23221 aataagtata aagcgaggaa caagggagca cgacatctta ttaaatggat tgcactctta
    23281 tccgaaattg cttggctatg cgcttggatt tcatattgtc aaagattgtg taactttgca
    23341 aggagaagat acactttctt tattgcctat agatgcgaaa gaaatattaa ataaagccaa
    23401 tacatttcat atataaaaaa acaggagctc tctttcctgt ttttttagta ttaatagaag
    23461 aaaaaataat aattagaata tatttcctta ggtggaataa agttaagaaa aattgaacat
    23521 aatgatggat acaaacagta gtgaagtgag gggtagtgaa tgttatatct acatgatgta
    23581 tgggtaaatt ggtttgaagg tgaagaaaat gggtataacg tttgtcattt ttacgaatgg
    23641 cggaaagatg atacgattga gctattagat caagtgccat tattaaaagt agattccaca
    23701 ttatatcatt acatcgagaa cgaattgtta gagcttccgc aaaaattgtt ggaagacgta
    23761 catcataagg cttatattcg taaaaatcat gaacgtttgc agcaagagta ttgctttgta
    23821 gttacagatg gaaaaggaat tattgcgatc gatacaattg gttacaatgt accgattcga
    23881 aaaagtagac ttataccgcg ccaagagcag atggtatatg agatggtaga aaacgtacaa
    23941 gcagaaaagt atgagttcca agtagaagaa atggaaaaag aacatcatat tttatcacca
    24001 tcgcctttcg ttatgaatgg cttaactcgt aaagaaagac agcttaaaca attattattt
    24061 atggcgttag atcaattaca tacaacgaaa aacacagcag aaattcgcta ttggttcaca
    24121 gagtgggatc catcagcata cggaatggtt caacatatgg aatttgaaga tatttgggct
    24181 aagctgtatg atgaagcgaa aacaggttgg tctgagaagc acgaacaatt atgcgagcgt
    24241 ctcgtaaaag gacagccatt ttttgaaaag ttatgggaaa tggaaaacga gcaaaaggta
    24301 aattaaaaaa ccgccgattg gcggtttttt taatttgttg tagtctagct ccagcggcaa
    24361 gctcttcgtg tctaagaacc ttccgcataa gaaggcaaaa agcgcctttt atgcgaaaga
    24421 accttagcca gtcagagctg aacgagccgc ctccgcttta tatgaaatcc agctccagca
    24481 gcaagaatgt tcggtggctt cgcgccttcc tgcgaggcaa aaagcgcctc tacgtcagga
    24541 gctccatccc cctcacattc taagcaagcc gcctccgctt tatatgaaat ccagctccag
    24601 cagcaagaat gttcggtggc ttcgcgcctt cctgcgaggc aaaaagcgcc tctacgtcag
    24661 gagctccatc cccctcacat tctaagcaag ccgcttccgc tttatatgtt acctacgttt
    24721 tctacttaac cccattgcgt tttctacttt gcgtagttgt ttgaatgcaa cgcggtttgc
    24781 tttttcggca cctttgtcta gaatttcgtc tagttctggt gagttgatta gttcgttata
    24841 tttgtcttgg attgggcgga tcgcttctac gactacttgt gccagatcgc ctttaaagtc
    24901 gccgtatcct tttccttcgt acattgcttc aatttcttca actgtttttc cagagaatga
    24961 agagtagatt gttaataagt tagagatgcc aggtttgttt tctttatcaa atttcacgat
    25021 accttcagaa tcagttacag cactcttaat tttcttttca attgtttttg gttcgtcaag
    25081 catgctgatc attgattttg gattcggatc agatttactc atttttttcg taggctctgt
    25141 tagtgacata acgcgagctc ctacttttgg aatgcggatt tcaggaattg tgaatacttc
    25201 acggaagcgt ttgttgaaac gctctgctag gtcacgtgtt aattccatat gttgcttttg
    25261 gtcatcacca acaggcacga tctcagtgtt gtaaagtaaa atatcagcag ccattaatgg
    25321 tgggtaagtt agtaatccag ctggaactga atctctacct gatgctttat ctttatattg
    25381 cgtcatacgc tctaattctc caacgtaagc aacggattgc ataatccatc ctagttgagc
    25441 gtgtgctggt acttctgact gtacaaataa agtagctttt tcaggatcga taccgcatgc
    25501 tacataaagt gcagcaagac tgcggatgtt tttacgaagt tgtaccggat cttgaggtac
    25561 tgtaattgca tgttggttta caatacagaa ataacagtcg tgttcgttct gtagctctgt
    25621 aaattgcttc atagctccta aatagtttcc aagtgtaatc gttccactcg gctgaatacc
    25681 agaaaagata actgacataa gtaattcctc ctaaaattga atgcgtgaca gggaagagaa
    25741 agcaaacaaa aaagcccatt catcccaaaa aactataggg acgaatggac cgcggtacca
    25801 ccctaattat ttcactactg tgaaatctct ctaatccata gtaacgtttg gatataacgc
    25861 caaagcctac tactttcggt tcggtttgga gctcaaaagc ccattccata ctgtacaatt
    25921 acttgttcac accagccaca agctctctga aattgcctca atatgtactc ttctttatca
    25981 tcgcatacat ataaatttat ttattgttac ctgagctctt taaatatgaa agaactaaag
    26041 ttttataaca aaatgttttg ctgattatta tatcatatgg gatagtgttt gcaaactaca
    26101 tcaaaatagt aaagctaatg aaggtcgaga acaacccaag aacgataccg gtaatgcaaa
    26161 ttggatacgt ccatttgaat gaatatgttt tataaatacg ttctttctta tcgataggtt
    26221 cctctacttc ttcaattaaa gagtcgattt ttttattcgt accaaatact ctttggaagg
    26281 cgtaaattgt tacattaaaa aatccatttt gaaatatgaa taaaaaaccg cctataagaa
    26341 taaaaaatag tgctatatag aacgagatgt tgacaaaatt caacaaaaac tgcgatgaaa
    26401 caaggaatgc accaatacta gaagcaatta tcgctatgaa aattagtata caagtatgaa
    26461 aaaaaacttt attcaaaatg ttcccctccg tcaaaatatt actagaatta ttatactata
    26521 aaagctataa tatgtactag aattaatttt ttgaaaatta tacgcaatta aaggtctgat
    26581 tgcaagatga tggtagcaat gttaacgtat ccctttacaa aaaaataaaa atataaacat
    26641 tttattaaaa attttaacaa aaaaacaaaa aactatattc acaattgtta tattatatgt
    26701 ataatgaaaa ttgtagaaac ttggagatta ttctttcaat tctacttttt tacaagtgag
    26761 ggtacaggaa gtgcaattag gggaggcaac acaacatgaa gaaaaagata ccgttattac
    26821 ttgcatcgac gttgactgtc agtatgttag gagcttgtag ttaccaaaaa gaggataata
    26881 aagcaggcgc aaaagaaaaa tcctcaaaca agcaagtgct aaatctaact gaaacagctg
    26941 aaattccaac tatggatacg acgttatcaa cagatgcaac atcttctaac atcatgaata
    27001 acacaatgga agggttatat cgtctgggga aagaggataa acttgttcca ggtgtcgcta
    27061 aatcttatga gaaatcagag gatggcaaaa agtatgtgtt taagttacgt gaagatgcga
    27121 aatggtctaa tggtgaaccg gtaacagcga aagacttcgt ttattcttgg cgaagagctg
    27181 tagattcaaa cacgggtgcc aagtttgctt acatactatt tgatgttaaa aatgcggaga
    27241 aagttaacaa aaaagaatta ccagttgaag aacttggtgt aaaggcaatt gatgatcata
    27301 cacttgaagt ggaattagat aaccctgttc cttattttgt aagtttaaca gtctatccaa
    27361 cattgtatcc tttgaatgag aagtttgtaa cagaacaagg agcaaaattt ggattagaat
    27421 ccaatacgac actttataat ggtccattcg tattaaatga atggaagcat gaacaaagtt
    27481 tccaacttaa gaagaatcca tcgtattggg aaaataaaga agtaaaactt gaggaaataa
    27541 acttcaatat tgttaaggat cgttcaactg ctataaattt atatgaaaca aaagcaattg
    27601 atcgtgtagt cttaacatca gagtttgtag ataaatacaa atcagatgct gactttaaaa
    27661 cgattaagaa accatctaca caatttattc gcttaaatga aaagaataaa tttttagcaa
    27721 ataaaaatat ccgaaaagca attgcaatgt cctttgaacg tgaaaacatt ggaaaagtga
    27781 tcttaaacga tggttcagag ggtatatacg gttttgttcc gaaaggctta gcaaaaggtc
    27841 cgaatggaaa agacttccgt gaagaaaacg gaaagcttat aaaagaggac atgaaagaag
    27901 cacaaaaata ctgggaagct ggtaaaaaag aacttggtgt agacaaagta gagttagagc
    27961 tattaaactt tgatactgat gatgctaaaa aaattggaga gtatttaaaa ggccaatttg
    28021 aaaagaattt accaggttta acagttccaa caaaaatgca gccatttgca caaaaattaa
    28081 aactggaagc aagtggagat tatgcaatgt catatgcggg atggagtcca gattatatgg
    28141 atccaatgtc attccttgaa atgtatacga caggtaatgc gcaaaacaaa gtacattacg
    28201 caaacccagc gtatgatgat ttaattaaaa aagcaaaaac agaagttgat gtacaagctc
    28261 gctgggatgc attattacaa gcggaaaaac aactgcttga agatgcagcg attgctccgg
    28321 tatatcaacc tggaaaagca tatttacaac gtggctcaat tactggccta ttagaacata
    28381 aatatggcgg agaatttagc tataagtggg ttgaacttaa aaactaaaaa tggtttccat
    28441 catgaataag ggtatatgcc tatgatgggc atgtactctt attttaaaaa aataaaagta
    28501 agaatatttt aaactatctt attgcttttg agaaaaacgg ggaggtgctt gactatggga
    28561 cgttatgtat taaaacgttt cgtgtacatg gctttgacat tatttttaat tactacgttg
    28621 actttctttt tgatgaaatt acttccaggt tctccgctta aaaatcagga gaagttatca
    28681 ccggcacaaa aagaaatcat tcttgaaaaa tatggtttaa atgatccagt accagttcaa
    28741 tatgcgcgtt acttaggtaa cttagcaaaa ggtgatttag gggtatcatt ccaatatgat
    28801 aaccgtccag taacagatat gattgtggat cgcattggac catcagcaca acttggttta
    28861 caagcgatta tattaggaac atttatcggt ttaattttag gaatcgttgc ggcacttcgt
    28921 aacaatacgt gggtcgacta tggagcgaca attatctccg tactcgggat gtcggtacca
    28981 tcgttcgtat tcgccgcatt actacaatat ttcgtagggg taaaacttgg atggttccca
    29041 gtagcattct ggaaaggacc agagtttaca gtaatgccta caatcgcttt atcgatggca
    29101 gttatcgcaa caatcgcacg tttcgctcgt gcagagttaa ttgaagttat gcaagctgac
    29161 tacattttaa cagcgaaagc gaaaggaatt agccaaggtg ttatcattat taaacacgca
    29221 cttcgtaacg cgttaattcc agttgtaaca attttaggac caatggttgc agggttaatt
    29281 acaggtacat tagttattga gcaaatttat gctgtaccag gactagggga gcagttcgtt
    29341 aaatctatta cagtgaatga ctatacagtt attatgggaa ctacaatttt ctatagtgca
    29401 atcttcatct tagttatttt cattgtcgat attttatatg gaattattga tcctcgaatt
    29461 cgtttagcgg gagggaaaaa atgatgaaag atgtacaaaa attatctcca gatttatttc
    29521 aacaagccaa tcaaaataat gtggataatg aagtcattgc ccgtccaagc ttaacgtttt
    29581 ggcaagatgt aagaagacgt ttgttccaac ataaaggagc aatgttcggt ttagttttat
    29641 taacgcttat tatcttacta gcaattttag gaccgatggt aagtaagcac tcgtataaag
    29701 agcaagattt aggacgtgcg aaattaccac cgaaaattcc agttattgaa aatgttcatt
    29761 ggttaccatt tgacggtaca gatcaatacg gtgttgacca atatgaaaaa cgtgatatta
    29821 aagagtattt ctggtttggt acagatgatc ttggccgcga tttatggaca agaacatggg
    29881 aaggtacgcg cgtatcatta tatatcgctc ttttagcagc agcaattgac ttagtaattg
    29941 gggttgcata tggaggtatt tcagcattct atggcggtag agtagataac attatgcaac
    30001 gtattatgga gattattaac ggtattccat acttaatcat cgttatttta atggtaatca
    30061 ttatgggatc tggtatatgg tcaattacac tcgcaatggc aattacaggt tggataggga
    30121 tgtcgcgtat cgttcgtgga caaatcctaa aattaaaaaa tcaagaatac gtattagcat
    30181 ctcgtacatt aggtgcaaca aatacacaat taattgtaaa acacttaatc ccgaacgtaa
    30241 tgggaccaat tatcgtaatg acaatgttta caatcccaac agcggtgttt ggtgaggcgt
    30301 tcttaagctt catcggttta ggtattcagc caccattcgc gtcacttggt tctcttgtaa
    30361 atgacggtta taaatcaatt caaacgtatc cgcatatgat gttcatccct gcggttgtta
    30421 tcagtatatt aatcttagcg tttaacttaa tggcagacgg attacgcgac gcgttagatc
    30481 caaaaatgcg taagtaaaag aggggagagg caaagatgaa aacattgtta gaggtaaaag
    30541 atttacaagt ctcctttgat acacatgcag gtgaagtaca agctgtccgc ggcgttactt
    30601 ttgatttgaa aaaaggagaa acattagcga ttgtaggaga atctggttct gggaaatcag
    30661 ttacttctaa agcgttaatg ggattaattc cgaatcctcc tggacgcatt aaaaatggtg
    30721 aaatcgtatt tgaaggtcgt gacttaacga aattaacaga aaaagaaatg cagcaagtac
    30781 gtggtaaaga tatcgcgatg attttccaag atccaatgac atcattaaac ccaacgatga
    30841 caattggaaa tcaaattatg gaaggtctga ttaaacacca agggatgagt aaagcagatg
    30901 cacgtaaagt tgctttagaa ttaatcgatc ttgtaggtat tccaaatcca gaagctcgct
    30961 taaagcaata tccgcaccaa ttctctggtg gtatgagaca gcgtgtagtt attgcgatgg
    31021 cattagcttg taacccgaaa ttattgattg ccgatgagcc gacaaccgcg ctagacgtta
    31081 caattcaggc gcaaatttta gagcttatga aggacattca gcaaaaaaca gaagcagcaa
    31141 tcattttcat tacgcatgac ttaggtgtag tggcaaacgt tgcggaccgc gtagcagtta
    31201 tgtacgctgg taaagttgtt gaaatcggaa ctgtagatga aattttctac aatccgaaac
    31261 atccgtatac ttggggctta atcgcatcta tgccaagttt agatggttca gaggaagagt
    31321 tatacgcaat tcctggaacg cctccagatt tattgaagcc gccaaaggga gatgcttttg
    31381 caccacgtaa cccgcaggca ctgaaaattg attttgaaat ggacccacct ttatttaaag
    31441 taagtgatac acactatgcg gcaacttggt tacttcatga gcaagctcca gaagtaagac
    31501 cgccggcagt cgttgaaaaa cgcattcttc aaatgaaagc aggtgaacaa catgactaaa
    31561 caacgtgaga aattaattga agtaaaaaat gtaaagcaac acttcgacgt gagtggtggt
    31621 gttgtcaaag cggttaacga tatttcattt gatatttacc gcggagaaac atttggtctt
    31681 gtaggagaat cgggttgtgg taaatcaaca actggaagaa cgattattcg tttatatgat
    31741 gcaactgctg gtgaagtgtt gttcgacggt gaaaatgtac atggtaaaaa atcacgcgca
    31801 gaactgaaga aattcaatcg taaaatgcaa atgattttcc aagatccata tgcatcatta
    31861 aaccctcgta tgacagtagg ggatattatt gcagaaggta tcgatattca cggactagca
    31921 aaaaacaaaa aagagcgtat ggaccgtgtt catgaattat taaacacagt tggcttaaat
    31981 aaagagcacg caaaccgttt cccgcatgaa ttctcaggtg gacaacgtca gcgtatcggt
    32041 atcgctcgtg cacttgctgt agaacctgaa tttatcattg ccgatgagcc aatctcagca
    32101 cttgacgtat caattcaggc gcaagttgta aacttactga aaaagttaca aaaagaaaaa
    32161 ggtttaacat acttattcat tgcccatgat ttatcaatgg taaaatacat tagtgaccgc
    32221 attggtgtaa tgtaccgtgg tcaaatcgtt gaattaacaa caagtgatga gttatatgcg
    32281 aatccaattc atccatatac taaatcacta ttatcagcga ttccacttcc agatccagat
    32341 tatgagcgta atcgtaaacg tatcgtatac gatccatctc agcataatta tggtagtgaa
    32401 gaaccgacaa tgcgtgaaat tcgcccagga cattttgtac tatgttctga agcggagtat
    32461 aagaaatata aagagattta tcaataataa aaaaggccat tcttctatta ttactgaaga
    32521 atggcttttt tctactatat aaaagagttg tcaatatttc tccgtaagtc gatatattta
    32581 aagaatcgca aatataagtt tcctatacga atgactacac cttaattaaa cgagtattat
    32641 tgcgcctgca cagaaacaat ctcctcttgt tcttcaggtt taacaagtgc ataacgctcc
    32701 cacgctctac ttttccagcg gaagaacata ataatggcgc gcgtccattc atcaatagca
    32761 attgctagcc aaataccaac gagtcccata tctaaatgga aggcgaaaaa ataaccgagt
    32821 ggtaaactca ttaacaccat agagaatgcg ccgattaaaa ctgggtactt tgcatcacca
    32881 gctgcgcgaa gtgaattgat gatgacgatg ttcatcgtac gccctgtttc aagtagtaca
    32941 cttagtaaaa ggacgcttgc acctaacgca ataatgtgcg gattatctgt aaatagtccc
    33001 attaattgtg tgcggaatgt aataacgaga gcaaccatac ataaagtgac accaatcgcc
    33061 cactttacac ttttccatac gcgttcatac gcttcatctt tttcaccacc gccaacgagg
    33121 cgtccgataa taattgcagt tcccataccg attgcaatag cgaataaata agtgaacata
    33181 gaaatgttcg tagcgtattg tctagccgct aacgattccg ttcctaaata tgttgcatag
    33241 tataagaaga caatttggca agcttgatac ataacctgct caaatgcaga tggaatcccg
    33301 atttttaaaa tttttccgat atattctttt gataaggtga agtagtattg taatttcaca
    33361 cggtactcca taacgcggta cagtaaccag aagaaaacga taagcgcgat tagcctgctg
    33421 acagcagaag aaatggcagc cccttgtaca ccgagttctg ggaaaccaaa tttcccgaaa
    33481 atgagtacgt agtttccagc gatatgaata atgttcattc caagtgaaat aaacatcgct
    33541 tgctttgtga agccatgtac acggataatt gcggctaatg aattaataat agcttgaagg
    33601 aaaatagctc ccccgacgat agataaatag ctttgtgcat acataagtac atcgccttgt
    33661 aagttcattg ccatcatcat atgttttgag aataaaagaa aaccagcgct tataacgagt
    33721 ccgaccacta aatttaatgt gacggctaaa gctgatattt ttgatgcttc cataaaacgt
    33781 ttggaaccga ggtattgaga tacgacgata gcagcgccgt tcccgatcac ttctagtacc
    33841 aaaatagcga tatggagata ttgattcgct gcaccaaccc cagatacagc atcgtctgat
    33901 aatgcactta acatgaaagt atcagcgatc cccattaaca taaatagaaa aacttctaga
    33961 aaaataggcc atgttaatag gaataaactt aatttctcag taggcccgtt ttttgcctga
    34021 attgctgtca tgtccgtccc ctctttaccg atatctattt ttagcaaggt gtatcgtaac
    34081 atactttctt aacctttgca ctcattttaa cctacattac atatctttat tatgaaggga
    34141 gtgctatttt atgataaaaa gagaaggata attatgcata aagtattatg aaatataaat
    34201 ttcgcttttc tctgataatt tagaaaaata taaaaataac tatttttaac actttagtaa
    34261 gagaaactag caatatgaaa cgtttacaaa ggtttaaatt gtaacagaaa attttaataa
    34321 aataggaata taaatataca aaaaatatat ttgtgtgtat aatatgaatt gttagaacat
    34381 atatatattt ctttttgttt gaaaatgaaa gggctaacat ttttgtggag ggtggaagta
    34441 tgaaaaaaaa gattccagtt tttgtagtat caacagtagc aatgagcatg atgttagggg
    34501 catgtagcta ccaaaaagat gagccgcaag cgaacgcaaa aggggatagc gggaaaagcg
    34561 gtgcgaagca agttattaat ctaacggaag tgtctgaaat tccgacaatg gatacgacac
    34621 ttgcctcgga tgctgcttct tcaaaagtta tgaataatac aatggaaggg ctatatcgac
    34681 ttgggaaagg cgataagtta gttccaggtg tagcgaaatc tcatacgaaa tctgaagatg
    34741 gtaaaaaata tacatttaaa ttgcgtgaag acgctaaatg gtcgaatggt gatcctgtaa
    34801 cagcaaaaga ttttgtatat gcatggcaaa gagctgttaa ccctgatacg gcagcgaaat
    34861 caggatatat tatgcttgat gtgaaaaatg cagagaaaat taataaaagg gagctatcac
    34921 cggatcaatt aggtgtaaaa gcgatagatg attatacatt tgaagttgaa ttggataatc
    34981 cagttccata ttttcttgat ttaacggtgt acccactatt tttcccatta aatgagaagt
    35041 atatgaaaga acagggagaa aaatttggtt tagaagcaaa tacaactttg tataacggtc
    35101 catttgtatt aaatgaatgg aaacatgaac aaagtttcca attaaagaaa aatccaagct
    35161 attgggatca aaaagaagta aaattagaag aagttaattt taatgttgta aaagatacag
    35221 gagcagctgt taatttgtat aatacgagtg cgattgacag agtcggttta tcagctgagt
    35281 tagttgataa gtataaagga caacaagact ttaaaacaat taatgatcca actgtattct
    35341 tcttacgttt taatcaaaaa aatccagctt tagctaacaa aaatattcgt aaggctattt
    35401 ctagtgcata cgatcgagat ggtattggtg aggttatttt aaacaacggt tctaagggag
    35461 cttacggttt agtaccatct gattttgtta agggaccaga taagcaagat ttcagaaaag
    35521 aaaatgggaa actttcaaaa gtcgatgtga aggaagctaa aaaattctgg gaagctggaa
    35581 agaaagaatt aggtaaagat aaaatagaaa tagaattttt aaactttgat aatgaagaat
    35641 ctaagaaaat tggtgagtat gtaaagggag aattagaaaa gaatttacca ggtctaacag
    35701 taacaattaa gatgcaacca tttgcacaaa aattaaaact tgaagatagt ggacagtttg
    35761 atatttcatt tactggatgg ggacctgatt tccctgatgc aatcacattc cttgatatgt
    35821 ttataacaga tggttcacaa aataaaatgg gttattctaa tgctgagtat gatagcctta
    35881 ttaaaaaggc aaagcaagaa ggttcagatg taaaaggacg ttggaatgac ctgttaaaag
    35941 cggaaaaaat cttatttgag gatgcagcaa ttgcaccagt attccaacgt ggtagatcta
    36001 tattagaaag agaaacaatt aaagatgtat atatccacaa atatggcggc gaattaagct
    36061 ttaagtgggc atctgtagaa aaataaaaaa gcaggctaac cgcctgcttt ttttaatacg
    36121 tacgtttctt ataaatacct ttcccgccga cctcgttcca gccggattgc acatccaaac
    36181 ttttattaac aaacttcatc ttttcttttc cgccaaagag tttttcacca atgctatttg
    36241 taatgacacc aatcaatgct gttattccga tgatgagggt agcaacagtg acaaaatcaa
    36301 taaaaaaagc aatcatttgc aaattccccc tttgcatgtc tgtattttta ttgtatgaga
    36361 taaaagataa aaaagaaaga aatgtcagaa aaataatgga tttattttag aaatcgtata
    36421 gacatgaatg agaatgtttg ttaaaataag aacaaacgtt ctcttggatt ctcacttata
    36481 tagtcttaca tttcttaatt gatttatcaa gaaaaggtaa gaaaacgtta tgggaaaata
    36541 actatatatc atatgaaaaa tctatgaaaa gcaagcttta agaggattga gggttattgt
    36601 taaagaacag ctaatgtaag tacaagcatg ttacatagca gtggaatgca cagaagagtt
    36661 ttctcaatta gaaggaaatt tactgtatat ttcttgcaaa atctattgta taatgattat
    36721 agaagttact tattaaaagt aattgttgtt tactaaaagt tgttgcttac atgaaatgca
    36781 attttttact ttgttttaag acaaggtatc gtgaaaaatt gctgaattta gaaatttaaa
    36841 ctgtaattag tacagaattt gtactcttta aggagagtga gctttgtatg gtaacattat
    36901 atagttctcc aagctgtacg tcttgtagaa aggcgaaatt atggctagag gaaaatcata
    36961 ttccttatac agaacgtaat attttctcag atccattaac gattgaggaa attaaagaga
    37021 ttttacgtat gacagaaagc ggaacggatg agattatttc tactcgttca aaagttttcc
    37081 aagaattaaa tgtaaactta gagtctttac cacttcaaga tttatataag atgattcgtg
    37141 actatccagg gattttacgt cgtccaatta tgattgacga gaaacgcctt caagtaggtt
    37201 acaatgaaga cgaaatccgc cgtttcttac cacgtacagt aagaacgttc caattgcgtg
    37261 aagcacagcg tcttgtaaat taattataat aatatgaaaa ccttctacct attatatagt
    37321 agaaggtttt ttttaatgct tcacattgcg taatcgaact tgttgtacga taaagccgat
    37381 gcataaaata gtgaaaatga acaaataggg aatgcctgca gtgaaacttg gattgttatg
    37441 aaaaaaggtt gcaagtctgt cttcatgtgt gaccattttg cctgctgtat aagcgagaat
    37501 tgctgccccg caataaatga ggaatggaaa gcgttccata agcattaaaa tgagtttgct
    37561 gccccaaata ataatcggga tagaaatgag caagccgatt attacgagtg aaaatcttcc
    37621 gtgagctgcc cctgcaatgg caataacgtt gtcaaatccc ataacaaggt ccgcaaatac
    37681 aattgtacgc acagcttgaa ataaagttgt ttttccttga atagaagaaa gatcattgct
    37741 attatcagtt agtaaattta ctgcaatcaa tgtaagtaaa acgcccccaa taagttgcag
    37801 aaatggaatg tcgagtaaat agacagctag tatagtaagg ataattctta gtacgattgc
    37861 taaaagagtg ccgatcaaaa tggctttatt tcgttttgat tcaggtaaat ttcggctagc
    37921 tagtgcgata acaattgcgt tgtcaccacc taatacaaca tcgataccga caatcattag
    37981 tacagatgtt aaaaactcta agtccattcg tctgcctcca tttatgatgt tttaataagc
    38041 gaactatatg tatgtggtga atcttctcta ataaaagttt cactttatta cagtgtacgg
    38101 gggaaggtgg aaatgtatgt ccaaattttt taggagtgag aaatcgctat aatgatatat
    38161 ttgtgtagat ggtcgattaa agataggcat ataactattt ttgtaaaata aatcgatttt
    38221 atttccattc tggagaatct tatcataaaa tgagagtaca agaatctatt gatttgtcat
    38281 atgagtgggg aatcccttca taacaattct aagcaggaag ggagagttgt attttggata
    38341 ttgaaagaat taatgatcat acgatgaagt tttttattac gtacattgat atagaggaca
    38401 gaggctttaa tcgtgaggaa atttggtatg accgcgaaag aagcgaagag ctcttttggg
    38461 aaatgatgga cgaagctcgt gatcatgacg atttctttat tgatgggccg ttatggattc
    38521 aagtgcaagc agtcgataaa gggattgaag tacttgtaac gaaagcagaa ctttcaaagg
    38581 atggacaaaa gctagaacta ccaataggtg tagataaaat tatagacatt cctctagatg
    38641 aaggcattga atcattattc cagcaagaat tagtggaaga ggtagaagaa caagcaggaa
    38701 caaactttaa cgaagatggt acgtttggct ttttaattaa gtttaatgat tttgaagatg
    38761 tcatttcatt aagtcatcgt cttatctttg aagatataaa agatgagctg tattcatttg
    38821 aggaccgcta ttatgtatat gtggaattcg atgaagtgct acatgatgag gaagaaattg
    38881 atcgcatttt aagtattgtt ttagaatacg gagaagaatc aactttaaca attcatcgtg
    38941 taagtgagta tgggaaacaa attgtgaaag agcatgcgct tgaaacaatt cgcaataatt
    39001 ttcctgctaa aacgtaggcc gatttctgta gtatgaaatc ggctttttat atgaagaata
    39061 ggaaagcttt cttagtaagg aggtaagaga tgaaaaatac gttaaagttg attttctttg
    39121 ttttactatt gttcgcatta tttgtttcat tacgtatgtt tattgatgtg gcattttatt
    39181 cggatgtaat tgggataaaa gatgtttcaa ttttaggtat tattagtatt ttatttacgg
    39241 tatctgcatt tttaattggc tgcgttattt tcttagagaa ccgtcatccg tcaaaaacac
    39301 ttacatggct cattgtgtta ggtatttttc cggtatttgg attcttcgct tatttattat
    39361 tcggacaaaa ctttcgtagg aagagaatgt tccaaaagaa ggcgttgctc gatgaacaag
    39421 cgtttttaca atataagggg catgaagatt acgaagaacg gattttgcgc aatcataagc
    39481 atcaagagct gttatttcgt ttagcggatc gcttaggcgc tttaaatatt tcatttcaaa
    39541 ctgaaacgag aacattaaca aatggagatg aaacgtttca ggccatttta gatggattaa
    39601 aacgagcgaa acatcacatt catatggaat attacattgt gcgtgatgat aagcttggaa
    39661 cagaaattaa agatatttta atacaaaaat caaaagaggg cgtagtcgtt cgttttttat
    39721 atgatgcggt gggaagtttt aaattatcaa aatcgtatat tgaagaatta aacgatgcag
    39781 gtgtcgaaat gattccgttc ttccctgtgc gctttccgat tttaaacgat aagattaatt
    39841 atcgaaacca ccgaaaaatc gttattattg atggaaatga agggtttgta ggtggattaa
    39901 atattggtga tgaatattta gggaaggata agtacttcgg cttttggcga gacacacatt
    39961 tatatttgcg tggtgaagct gtacaaagtt tgcaacttat tttccttcaa gattggtttt
    40021 atatgactgg tgaggctgtg ctagcccctg aatatttaca agcgaaagca gttgagggag
    40081 agcattgggg aggcgtgcag ctcgttgcag gtgggccgga taataaatgg gaaacaatca
    40141 aacatttata ttttgctatg attgcttctg cgcggaaatc catttggatt gcaacgccgt
    40201 atttcattcc ggatgatgat attttatccg cattaaaggt agctgcgctt gctggtatcg
    40261 atgttcgttt gttaatgccg agtaagcctg ataagcgcac tgtcttttac gcatcgagat
    40321 cgtatttccc agagctttta gatgcagggg taaagatata tgaatacgaa aaaggttttc
    40381 tccatagtaa agttgtcatt gtcgattctg atttagcttc aattgggaca gcgaatatgg
    40441 atatgagaag ttttcatttg aactttgaag taaatgcctt tttatatgat acagatagca
    40501 ttcgaaaact tgttcaagat tttaaagacg atttagaaga atcaagtgaa attcatgtcg
    40561 atcgttttca taaaaggcgt cttcatagac gaattgttga atcaacgtac cggttattat
    40621 cacctttatt ataaaaagag atgtccgaaa ttgggacatc tctttttttt aaaggaattt
    40681 gtaataaatt gtagaatata aggagctgaa agggtgtgat tccgatattt atcgcaaaaa
    40741 gagaaaatgg agaaaaaatt catctactcg atcatcatga tgaagagctt ttacaccata
    40801 tgcgtaaaag ggaaagtttc ttttgcatag cttgcgggaa ggaagtacta atgagattag
    40861 gaaaacaaaa aaggtggcat tttgctcata agaaagtaga ttcatgttta gccttttatg
    40921 aagcagaatc tacatatcat atgtacggta aagaattgtt atatcggtgg ttcaaacgcc
    40981 aaaatgttca tgtagagata gagcattatc tgccagagat tcagcaacga ccggatattt
    41041 ttatagagag agcagggaga aaaattgcga ttgaatatca atgcgcaaat ctttccatag
    41101 aacagctctg caaacgaacc tattcgtatt ggcaagctgg tatacaggtc atttggatta
    41161 ttggtggaaa tcaattgaaa aagcactctg catactggat gaaattctcc tcaattatgg
    41221 ctttctcctt acaatcttat cctcagccac ttcttatttt cttctgttcg aaacaaaaat
    41281 catttatgaa atgcacgttt atcacttcat tttctacaag cattgctttc tcacatatta
    41341 tatatttacc aattgaaacg actacttttg aaatgctctt ttctcctgtt cctttccaaa
    41401 gggaagtatt aaaacgagaa tggaagaggc gaaaggacta ttttcgtcaa aacgctttgc
    41461 ccatcttgaa ttataatcat aagtcactat tacgcctctt ataccaatgt aaatgtaacc
    41521 cagcaaattt tccttctgaa attggtgtgc cactcccgtc ctcatttgct tttcagacaa
    41581 attcatttat atggcaagct tttctatata tgaagtgtat aggtgagctt gcggtagggg
    41641 attgtatttc cctcaagtac gtgtgtggtt atataaaaaa gtatacgaaa aggcgtatgc
    41701 tcccgtactt ttcacagcat atatggaaag tggcagttac tgaatatatg acatttttat
    41761 gttatgcagg tgtgttgtat aaggtaggga tgtatacgta ccgaaaaata agggatgctg
    41821 ttccgttaaa aacaggggga gaaattataa agcatgatga aatatgttta gcgcatgcgc
    41881 tatctttatt tgaggcaaaa tttaacatga gaggaggaaa aggggatata ataaagactg
    41941 atcgtgaagg aattacataa gagaaatcga attgtatgta agtagagata tttaaaggag
    42001 ggcttaaagg atgtctgaac aaaatacagc aaaaacatta ccagatcgta acgagattga
    42061 agaatcaagt acgtggagat tggaagatat tttccaaacg gatacagagt gggaaaaaga
    42121 attccaagct attaaagagc tattaccgaa gttaactgaa tttaaaggga aactcggtga
    42181 ctctgcgaac aatttacttg aagcattgca atatgaagat gaaatttcaa tgcgattagg
    42241 taagttatat acatatgcac atatgcgtta cgatcaagat acaacaaact ctgtgtatca
    42301 agcgttaaat gaccgcgcga caaatttata ttcacaagta tctagtagca cagcatatat
    42361 tgtgcctgaa attttatcga tttcagaaga tacactgcaa acattcttaa aagaaaatag
    42421 agacttaagt gtatatgaac atgcattaga agaaattacg cgccaacgtc cgcacgtatt
    42481 atctgaagcg gaagaggctt tattagcaga agcatctgaa gtaatgagta cgtcaagtaa
    42541 tacatttggt atgttgaata atgcggattt gaaattccca tctattaaag gtgaggatgg
    42601 agaagaagta gagattacac atggtcgtta cattcagttt ttagaaagtg atgatcgtcg
    42661 tgtgcgcgaa gatgcattta aagctgtata tgaaacgtat ggaaaatata agaatacatt
    42721 tgcaagtacg ttaagcggag ctgtgaagcg taataatttt aatgcgcgcg ttcgtaaata
    42781 cgactctgca cgtcaagcgg cattaagtaa taataatatt cctgaagcag tgtacgatca
    42841 acttattgaa tctgtaaatg ataatttaca cttgttacat cgttacattg atattcgtaa
    42901 gcgtgcacta gggcttgatg agcttcatat gtatgattta tatacaccgc ttgtaccaga
    42961 agtgaaaatg aacgtgaagt atgaagaagc gcaagacatg ttattaaaat ctttacatgt
    43021 acttggtgat gagtatgttg atattttaaa agaagcatat gaaaatcgtt gggtagatgt
    43081 gtatgagaat aaaggaaaac gaagcggagc atattcatct ggtgcatatg gaacaaatcc
    43141 ttatatttta atgaactggc atgataatgt aaataattta tttacacttg ctcatgaatt
    43201 tggtcattct gtgcatagtt actatacaag aaaaacgcag ccgcacgtat acggtgacta
    43261 ttcaatcttt gttgcggaag tagcatcaac ctgtaatgag gcgttgctaa acgattactt
    43321 attaaaaacg acagaagata agaaagaacg actatactta ttaaatcatt atttagaagg
    43381 attccgtggt actgtattcc gtcaaacgat gttcgcagag tttgagcata ttattcataa
    43441 gaaagtacaa gagggacatg cggttacgcc agacatgtta acggagatct actatgattt
    43501 aaataagaaa tatttcggtg atgctttagt aattgatgaa gaaattggtt tagagtggtc
    43561 acgtattccg cacttctact acaactatta cgtataccaa tacgcaacag gatttagtgc
    43621 agcaactgct ctatctaaac aaattttaga agaagggcaa ccagcagtag aacgctatat
    43681 taatgagttc ttaaaggcag gaagttcgga ttatccaatt gaagtgctga aaaaagctgg
    43741 agtagatatg gcatctccag aaccggtaaa agaagcattg caagtgtttg aagagaaatt
    43801 aaatgaatta gaagcattat tatttgaaga gaagtaacaa aaagacgagg gatttccctc
    43861 gtctttttgt ttacatgtta ttttgtcgat atttgtcgaa aaaataagac ggattttctt
    43921 tcttgtttct aaattagaag gcagttttac agtttattaa aaccctttaa atcgtttttt
    43981 atggttgaaa tacgagaggg cgatgacaat gactccgaat aaaagaggaa aggcaatcat
    44041 tttaggaaaa gcttgtagta gagagaggat gtacaagaaa aaagaaacga tgacagctag
    44101 aatgataagt aaaatatatg tttttttcat acagaacacc tccaaaatag cttttttata
    44161 gcttattcaa aaatgaaaac gtttagaatg tgacaaaagt gtgaaattcg acaaaaaggg
    44221 ttgtcatctg acgtcgaatc ttgtaatata ataagcgtga acgaattcac atacaaacat
    44281 ataccccttt gtttgaacgt gaaaatttct cccatcccct ttaatatttt tataagccgt
    44341 aaagaaaaag acctggtgtt tacaccaggt ctttttcttt tgctatccat ttccaataac
    44401 gctcacattt tacgtcaatc atttgtactt ttcgtttcag ttgtaatttt tttaattcac
    44461 gctcaatttc ttgcttcgag cagtcatata taaatgctac ttcttttgaa gatataaatt
    44521 gcgtcgcttc tagtaatact tctaaagatg gtaatggttc tggctcaatt tcacatttta
    44581 caagttcttt taataattgt acgtacacat cataggaata agttccagcg attttaatac
    44641 cttcttcatc tgaattcgca tgaaaaaata cgagagaagg tatttcggta atatgcatct
    44701 catttgtgaa tttcaagtca cattggaaag ctttttttgc gctagcggaa tataggtctt
    44761 ttttaaattc ttctacatca atatcgctat cttttgcgca tgcaagtaat aattcgcagt
    44821 cgggatttga tacattttca aggaaaatgt attcttggag ttttcgcaaa aacttcgaac
    44881 ctgcttttcg accctgcaac tccgctgcct taattgccat cgaaactaaa tatggtgttg
    44941 atgatgcctc ttgcatatgt accttcccat catatgaaaa accgtgtaaa cttgtcgtct
    45001 tttcccacac aaatcgaata ttagcaggtt tattccattt gtgtgaggaa gcgttcgttc
    45061 cgtccacttt tcctgttacg atatgacgaa tagaaaagta tttcccgtat tcaagccata
    45121 gtttaataat aaagggctca atttcccagc aatctttaca aagtggatca ataaataaat
    45181 atgcttctac agacttatac tcacatgcgg aaggagatgg catattaata tgctttgctt
    45241 cctgtttatc cattatattt cacctgtttc atttggagta ttaaccatat gctgagcagt
    45301 taatgctaaa cgttcaaaaa cgaactctct tatatgaccg tgcactcctg tgtcatccat
    45361 tgcttgctcc atgcatgata gccaagcctc tgctcgtttt ggagtaatct caaacgggag
    45421 atggcgtgct cttaacatag gatgaccgtg ttcttcagtg tacaaattag gaccacctaa
    45481 atattgtgtt aaaaattgtt tctgcttcct agctgtttct gttaaatcat ccgggaagat
    45541 gggagatagg tcagggtgct tactgacata ggaataaaat gtgtctacta atatttcaat
    45601 gcattgttca ccgccaattg cttcaaatgg tgtcatcggt tgcttgctca tccttttaaa
    45661 ctcctttttc catgaaatgt atatctattg tagcaatgga atgttaggga gggcaaataa
    45721 acagccttca taacgttctt tgcttattct acagttgtaa aagaatcttt tccttttcaa
    45781 aaagtgagat gtatccacta gtagaacgta ttcactagtg gaattttcac tttagcgtgc
    45841 tttgttttgt ttggcaagga aaaagcgttt tactttgtta tttgtatgac ggataggtat
    45901 gttatgctgc tttaataaat gaataaaggc agcttttcct gtttcttcat cttgcacttc
    45961 aaattcaatt tcataatcat cgtgattgta atagaaacta tgatcaaaga caagcgttcc
    46021 gccttcaaat aacgtttcag ctctttcagt tgttaaacta cccatataag ttagagcaga
    46081 aacaggaatt tgtagtttgc atagttgatt cattacagcc cctgaaataa ttacgtttgt
    46141 ctccatcatc atttttgctt cgttttctgt tacaacttga tgtgtttccg acaagccgac
    46201 ttctgcaggt tgtttcaatg ttaatgtata agtttctcct ttatgacgaa tacgaagtgc
    46261 agagccagct tcctttaatg agaagttcgg tgtttcaaaa tagtgattca cttgtttcgt
    46321 aaatacctca atagaaaatg atttacataa tgcatggaat tcttcttctg taacaatatt
    46381 tttaaattca atttcaattt cttgtgtcat tgtatgcgcg ctccttttga aaaataattc
    46441 tttacacatt atcgcttttt cacaaatttg gttcaatgtt ttatttgttt gcgtccatgt
    46501 tatgatacaa taatactgtt aagtaagaca ggaagttgag atggaggagt tagagcatgc
    46561 aaaataaaat ccaagttaag agcgtagaaa agagagagaa tgctcttatt ttttgtgcgg
    46621 aaaatagtga aatagaggta aaggggttaa gtgcgcgtaa tcacgtactt gtagactcag
    46681 acaatttatc atttttatat atcttagaaa acgaatcatc tttcatttat gtaagtattc
    46741 cgcacacatg ctgggaagcg atgaataacg atgtggttat gtttgttcgc gtgaatgaca
    46801 ttgaaatgga attagaagga ttaaaagaag aagtagaata tttagttgaa aatattgaag
    46861 gtaatgcaaa ttacggagaa gaactagtaa ctgctgtaga aaaagtattt ctataagcaa
    46921 atggattgat tttggtggtg gttgaaatga atcgaaattg ggaagaattt ttagcacctt
    46981 accatcaagc ggtggcagag ctgaaagtga aactaaaagg aatgcgtact caatttgcaa
    47041 tgttaacaga gcattctcca attgagtttg taacagggag ggtaaagtcg gttgcaagca
    47101 ttattgataa agcggagaag agaaatgtac cgttagaccg actgagagaa gatatgcaag
    47161 acatcgcagg tcttcgaatg atgtgtcaat ttgttgatga gattaagcct gttgtagaat
    47221 atcttagaaa acgaaatgac tttgaaatcg tggaagagcg tgattatgtc acgcaaaaga
    47281 aagatagtgg ttatcgttct tatcacgttg ttattagtta tcctgttcaa acaattcaag
    47341 gagaacaaaa agtgttggta gaaatccaaa tacgtacgtt agcaatgaac ttttgggcaa
    47401 caattgagca ttctttaaat tataaatata gtggacgttt tcctgaagat attaaaatac
    47461 gcttgcaacg tgcagcagaa gcagcatttt tattggatga agaaatgtct tctattcgtc
    47521 ttgaaattca agaagcacag aaagcttttt caagaaagca agaaacgaaa gattctgaat
    47581 cataaactaa agggtgttgg gcgatgaaat ttacaattat gtcaaaggga gatcaatcat
    47641 cagatacact ggcaagcacg atgaaagaat acttgctaga ttttggattt ataatggatg
    47701 aacaggaacc cgatattgta atttctgttg ggggagatgg aacgctttta tatgcgtttc
    47761 atcgttatta taatcgattg gatgaaacag catttgttgg tgtacataca gggcatttag
    47821 gtttctacgc agattggtta ccgacagaag tagaaaaatt agtaattgca attgctaaaa
    47881 caccattcca agtggtggaa tatccacttt tagaagtgat tattcgctat atgaatggga
    47941 gtaaagagtc acagtattta gcgatgaatg aagcgactgt gaaaagtgca gaaggtacat
    48001 tagtaacaga agtagaaata cgcggagagt actttgaaac gttccgcggg gatggccttt
    48061 gtatttctac tccttcggga agtactgcgt ataataaggc gcttggcgga gcaattattc
    48121 acccttctat tgaagcgatt caaattgcag aaatggcatc gattaataac cgtgtgtttc
    48181 gtacggtagg ttcgccactc gtattgccga aacatcatac atgtgtgttg aagccgactg
    48241 caggaatgaa cttacaaatt acggtggacc atttaacgat ggttcatcaa gatgtgaaat
    48301 caattcagta tcgcgtggca aacgagaaag tacgatttgt tcgtttccgt ccatttccgt
    48361 tctggaaacg agttcgtgac tcgtttgttg cagataaata gaaagggttt atatatttga
    48421 acagatttac attgaaatgg gatatagaat cggctgaaga aggaacttta gttagagaat
    48481 ttttaaaaac aaaagggatc tccaaagctg cattaacgga tataaagttt cacggcggag
    48541 ctattgaagt aaatggccaa catgcgagtg ttcgtcatca gttgcaagtt ggtgaagaat
    48601 tacgtatctt ttttccagtg gaggaaagaa gtgaagggat gattgcagaa gatattcctt
    48661 tatgtattgt atatgaagat gatgcagttc ttgtcataaa caaagaggcg aacatgtcaa
    48721 cgattccgtc tagagaacat ccgtccggaa gtgttgcgaa tgcgctttta tctcattatg
    48781 ataagcaata tcttccaagt acagtgcaca tcgtaacgag gttagatcgt gatacttcag
    48841 ggcttatgct tattgcaaaa aatcgtttcg tgcatcatct tttatcgaaa cagcatcaac
    48901 aaaaagctgt gaaaagaacg tatgaagcga tcgttcacgg tgagatggta gaacgagaag
    48961 gaacgattga cgcaccgatt ggacgaaaat cggatagcat tattgagcgc accgtttgtg
    49021 aggaggggca aagagccgtt actcatttta gagtgattga tagtgccaat cataagacgc
    49081 atgtatcgct tgagcttgat acaggaagaa cgcatcaaat tcgtgtgcat ctggcacata
    49141 taggacaccc gctgcttggc gataatttat atggtggaaa aagggatgaa atgaaacgac
    49201 aagcacttca cagtacatct ttgacgtttt atcaccctat tttagagaag gaaatgtctt
    49261 tcgctgcaat gattccaagt gatatgcaag aggtattaag acagacttaa aaagggaaca
    49321 aaattcttat gtaatgaaga attttgttcc cttttttctt agcggaataa tattaaaatt
    49381 tgattatcac ccgtgcgctt tataacgaaa aaaccacttt cggattttgt agcaatgcca
    49441 ttgtcatttg gacgacaata tccatgtgtt tcgcaagtgc cgtcatcacg tactaacatt
    49501 tgtccaatta atccgacagg aagccactcg gtacgatctt tccttgctat atatttgcaa
    49561 gctggatccc attctgtatt taaaagtggt tgtatgtctt gcgattccgt acgtacatat
    49621 tgacgttttc cgaagctatc tgttttgtag cgtttttgcc aacttagagc accgctattt
    49681 cctataaggg ccggggtagc actagatatt cctaagatga atgaatcgtt tgaagtagcg
    49741 attcgaatct tttcttcgct actaaatgta acgaaataac ctacatcaat aagagtattg
    49801 tctactgctt caaacatttg tgcaaaatca gttccgcttg cattataaga agcgccatca
    49861 atgtacattt ctccattatg agcaagccac tttgcaccga tattatgatc ggtttcattt
    49921 gtgccgtttg caataaacca agaataagat tcttctgctg taccgaagcg ccccataata
    49981 tggctacctg caaagtgagc tgttgatgta tgattacctt ccgcatgaga agagaatccg
    50041 ttagcgatag tcgcggttcc ttctgcatgt gctgcttcgc ctaaagcgat tgtatgttta
    50101 ccttccgcat gagaataaga gccacctgct gtcgtttcac ttccttcact atgggaacta
    50161 tgtccagttg ctttcgtttt tgatccttcg gcatgagaga aagaaccttt tgcatgtgta
    50221 agaagccctt ctgcatgtga agctgtaccc tctgcattag agtgaagccc ctctgcatgt
    50281 gcataacgcc ctcctttttt tacttttgta ttttcaggtg tagggggttg aattatgata
    50341 gtcttttctg tttgtttatc acctgatggt gctaatgctt cttttatttt ttttacttga
    50401 tttataatag cagctggaat ttctgattcc gcttttttat ttattgctac agggatattt
    50461 tcttctgtct tcttctctgt ttgctcagaa ggcacaatct gttcagtatg agtagagaga
    50521 ggtttatttt tttgctgcct ctttgttttt cgattatcaa tgatgcggct cattacagca
    50581 ttttctaaag agacatattt tggtcgagct ttgtttttta gggatgcctc ttgtccttcc
    50641 agttcttcta aagctgcagc tcgaatgcta caccagttgt taattccgta cataggcaga
    50701 taaaaaggcg ggcattttct tttttgttta gaagattttt tcttcattct gtcacctcct
    50761 gcgacagtat atgccgtgtc attaaaaaaa gacgcacttt attgcatctt ttttaatgac
    50821 tttacccagt ttttatatga gaggcgccta aatgatacgg taatccttcg taagtattac
    50881 atatgggtta tgaaattggg cgaaatttct cagggacaaa aggcagggag gaaggaacgg
    50941 aaacggtctc catttctgga taacgtagcg cagttagtct gccaccaaat acagcgccag
    51001 tatcaatatt gactgtatga tttacaaagc gaggttcttt cacgggtgta tgtccatata
    51061 caatccaagt tgttccttta tactccttcg cccagtcgcg gcggacaggt gagccgtcag
    51121 catgtttttc tcctgtaata tcgccatata atacaaaggt ttgtactttt ttatcttgtc
    51181 ttcctatgta atcttgccga atgccggcgt gacacacgag taaccttttc tcatcgagta
    51241 tgtgatataa aggggattgc tcgtaaagtg tgatgaattt ttcttttatc atgttttgtt
    51301 tatgagaagg aagtgcctca tattcagcga cagttgtttc aagtccgtga gcgattgtta
    51361 cattacgccc aaggaaaaat cggtatagtt tattacagtg atttcccgga gcgtagtaag
    51421 ctactttttt atgtatgaca agttcccata caatttcaat catacgtaat gaatgagggc
    51481 cgcgatctgt aatatcacca acaaatgcaa gtttgcgttg atcagggtga accggtagac
    51541 cgctactcca gttataccct agcttctctg ttaaattttg aaactcttgt aagcatccat
    51601 gtatatctcc tataatgtca tatttcatat ttaaacctcc atcatatttt tcattagtat
    51661 atctaaaaaa ggatagagat aaaaatatac ggtttttgtg ccttagttaa acataaagat
    51721 tttcgttctt gagcggacgt ttaaaacaaa tccaatcgct atcatatatg tgagtaagga
    51781 acttcctccg tagctcataa ggggtaatgt gattcctgta ataggtagta gtccgattgt
    51841 catcccgata ttttgaaata cttgaaaagt aaacattccg attgtaccag cgcagatgta
    51901 actaccgaaa gggtcattac tttctatagc gatatggatc atgcggaaaa taagtaggaa
    51961 aaaattgcaa taatgacgct tgcgcctaaa aatccgaatt gctcagcgac attagtgaaa
    52021 ataaaatctg tatgtggttc tggaaagtat acttgtccat tttcccaacc ttttccttgc
    52081 atttctcctg atccagtagc taagaaagct tgtcttaatt gatagccttg cgcatcatat
    52141 ttgtatggtg ctaaccagcc gtagaaacgg tttagttgat attcttgtaa aatgtgtgtt
    52201 ttaaagaatt ttgtatgagt aaaaaaaata tacgttaatg taacggcagt tacaaaaata
    52261 ccggaaacta atccgaaaat aaaacgccaa cgtataccag aaactagtat cattgctgca
    52321 agcatagctg aaattaccat tgtgtttcct aaatcaggtt cctttgcaat aagtagtagg
    52381 ggcggcaaac ttgttgcgca tatttttccg agtaataaaa aatcatcgtg tattgttcgg
    52441 taaaaatatt tctcattgtg atttgctata attcgtccgg tgacgataat taaaaacaat
    52501 ttcataattt cagaaggctg gaaatttccg atgcctggga gcctgtacca agcggtcgca
    52561 cctttaattg taatggtacc tggtacttga agttctagcc caattagtag taccaatgca
    52621 aagctatata aataccaagc aattttttga taacgatcga aatcgataat cataataaca
    52681 ccaatggcta tgaatccaat gaagtaccac tggatttgct ttaatacaaa attcacattt
    52741 tgcaaaaatg gtggtaaaga ggcttgtgca cttgcaattg caaagcaact aacagtccca
    52801 atggcaaata agatgcatag taatacgtag tctatttgat attgagaatt tggatctttc
    52861 aatgtatgta ttcctttcta tcgcctagta aatatatgga ttatgtcatg aaaaaaataa
    52921 tatacaagca gactatgcat acatttattc cactatttgc gggaagtcat acatcacaag
    52981 gaaggaattc ccccttgtga tggattatat tgcatggagt tcttttgtaa ctatattcaa
    53041 acaatgagaa aggcgagtat gtgtatcggt cgttggaatg agttctggat atagctgata
    53101 aaatgttgta gcatttttat accattcgca agcttttaac agactcgttt tgtaatagtc
    53161 aatgtcttgt agaaaaccat atttttttga atgtaaaacg agatgtgaaa aatcttcgca
    53221 accttcaagg tatttgtgat gtacttgctg tcccgtatga aggcggaaag aacttaaagg
    53281 ttccgtgata tagatcgcat cacctttgga aagtaaactg atccaagaag ccatatccac
    53341 actacaatta taatttctac catttaaagt accgaaaggt tctgttaata ggcgttttcg
    53401 aaagagtaca gtcgtaggtt caccaataat attttgccct agtataagca tacggtttcc
    53461 aaaatctttc ccatttagta gagtatcttc atcatataat tttttcatgg aggggtgttg
    53521 ttcaattata tctccatcat cattgatcca agtacgataa gatgtaataa gtgcgagatt
    53581 ttgatctaag tctttttgga aataaaacat cattttttca attttattat tataaaatat
    53641 atcatcgtcc attaagaaat ttatgtactc tccatttgac tgttctaaaa gcataagggc
    53701 gttatgaaat tgtcctaaag tagaggggtt tcgaatgtac gttatatgtt tatgcttatg
    53761 taaataatct ctgtagatta atttttctgt ttcattattt gtgctatcgt ctcctacaat
    53821 aatttcaata tttgaatacg tttgtgctaa tgcactttct agagcaattt taaaataatg
    53881 tggccgatta taggtaggaa taaggatgga aacgagaggt acatttttta tattttccat
    53941 atataactac ctttcagaaa ttttctgtgt aagaataata tcttgataac ttgtgtgttc
    54001 agttctgcca caccatgaac cataatgggg aggagtctgc atttctagcc catatttatt
    54061 taatagagta cgaatatctt cctcaggata ggcaactgcg aaattcggga tatctttatt
    54121 tagaacataa caattgtcaa tttgatggta aaaacctaac ggacttagtc ctgcatttaa
    54181 gtaataggaa gattcaggat taattaaaaa gaaagtaata aaacatctcc catctttttt
    54241 cagaactcgt gcaatctcgc gtacgtaatg ttctaattct ttcggaagga gatgggtaaa
    54301 tacagacgtt aaaaaaataa aatcgaatga ttcatcttca tatggaaact tgtattggga
    54361 agcatcttct tttccatcgg gattgtagaa ttggttatat atatcgacat gttcaaaatg
    54421 gaaattgtta cggcgtgttg aaatgttatt tttgcaccat gtaatcccct tattaaataa
    54481 gtcaaatcca taataagtac catcatcgct taaatagttc attaatggaa ccgccatccg
    54541 gccgatacca cagcctacat ctaacactgt ttcatttgat tttaaattgc caatttcaat
    54601 aaaatactgc ataaactctt ttccaacttc ttcaaaatga ccacctacat attgaacaag
    54661 ttctggaggt gggattaatg tgattttttt cttattttcg ttccaaaaat tcacaccttt
    54721 cttatagtaa agtaggaaat ttctacttta tattgagggg agctttgctt ttattcatta
    54781 caagattggt tttcatgaat tagtagtata atagtacccc tcaattaaat aattttttat
    54841 tctattcttt tctccaaaaa ataccgaaat catcgatttg agtcatagga gtttttatgt
    54901 ttctttcact tctgaaatct gttacagcct ctgcgcatgt tatcagtcca taatcatcaa
    54961 taataataaa gccacctatt gaaactttat cgtataaatt tacaagacta tccatcgttg
    55021 attcatacat atcaccatca aggcgagcaa ttgcaatttt ttctatcggt gctgaaggca
    55081 atgtatcttt aaaccaaccc tttaaaaatt tcacctgatc atttaataaa tcgtattttc
    55141 taaagttttc ttgcactgtt tctaaagaaa ctcgtaagta atcgaatgtg tgcaaataat
    55201 caccgtaatc ttttgggtat tgttctaagt taggtgcggg cagaccttcg aacgaatcag
    55261 caacccatac agtacgatcc gtaatattgt ttgcttgtaa aaacccattc ataaaaatgc
    55321 atgatcctac gcgccataca ccagtttcaa taaaatcgcc ttctatattt tccttgacta
    55381 cagtttccat cgcttcttgt aattgattca tacgttttcg accaaccata ctgtgtgcag
    55441 ctcttggcca atccttacca ccttggcgct cattgtttga aacgttaggg ttaacgattt
    55501 ttaaattgtg attttctaca tactgcttaa gaaataaagg aagtgggacc gtaactggtt
    55561 catatgatag ttctttagat atatgtaacg aagcaggtaa gtatggttcg tattccaacc
    55621 atatttcaaa taaaatggtt ttctttaaga gctcaagata aagctggaca gctgatttat
    55681 tttccatata agtgcctcct acggaatgtc atacaacatt atgactatgt agaaaaggaa
    55741 gatttaatga ttgaatttaa aaatgaaaaa gcagtaaaac tgatatcagt tttactgcta
    55801 agtaaaaaat taagcaactt tttcaataat aatggatgca ctcgtgccaa gagctagtga
    55861 tagtccaagc cctgtaacaa ttacttcaac taatgatgga gttgtcgtaa tttgcgtaat
    55921 tgcttgaata acgataggtg ctccgagtga aatcaaactt gatccagtac ctggtacagg
    55981 tactccattc acttggattg taagacctcc taatacactt gctgttgcag tattagcgat
    56041 aacagtaatt ttatagaatc cagtttcact aattacgaaa gtatcagcat ctaattgaga
    56101 aattgctgta ccaaactgag atccaacagt attaaatggt actggatcat taattcctaa
    56161 atctaaagaa atcccaccgg agttaaatgc atatagtcct gctggaagtc ctagtccgga
    56221 tggcccagtc ggcccagtcg gtccagtcag tccggtagca ccagttggcc cagttggtcc
    56281 agttggtcca gttggcccag ttggtccagt agtaccagtg tctccagttg gcccagttgg
    56341 tccagttggc ccagtcggcc cagtcggtcc agtcggccca gttggtccgg taggaagggt
    56401 aaatggtggt atcggtggta atgtaggtcc tacaagatta gggtcaaatg cactagctga
    56461 taaagattca tcggggttta atccatttga ataattatta tttgacataa attcacctcc
    56521 ataaagcgtt cattatatag tagatgcaaa accgaaagaa aatgacacgg acatttgaat
    56581 tattgaaaag aaatcttaaa ctacttgaac aatttaaaaa aatggaaagt ttagtatatg
    56641 tataacatat gattgatttg gaagagggtg attatgttga acaagcaagg aattacaatt
    56701 agtttatgta tgattgttcg agatgaggag aagacaatag cccgttgttt agactcagtt
    56761 gaaaaaattg tggatgaaat tatagtggtt gatacaggtt ccatcgatcg aacgaaagaa
    56821 atcgtagaga aatacacttc taacatatat gatttccagt ggattgatga ttttgcagca
    56881 gcaagaaatt tttctttttc aaaagcgacg caagagtata tattgtggct agatgcagat
    56941 gacgtattat tagaagatgc tcaagaagca ttgaaactgt taaaaagaga attggatcct
    57001 aaaattgatg ctgtttcgat gccttatcat cttgcaatgg attctaacgg gaaaccttta
    57061 tattgtacaa aaagaaatcg acttgtaaag cgtgaaaaac aatttcaatg gtttggaaag
    57121 gtccatgaat atttagctat ttctggtgaa acttttagta gtaatgttgc tattacacat
    57181 aaaaaagaaa aaaaggtaac aaatcgtaat ttgaaaattt ttcaagatgc tgtagcagct
    57241 ggagaagaat tgagtccgag agatttattt tattacgcaa atgaatgtat ggataaccaa
    57301 aaatatgatg atgcagttct tctatatgaa acatttctta atcaagacga aggatggtat
    57361 gaagagaaaa tttatgcgtg tggtaaatta ggagattgct atgcaaagct tggattatgg
    57421 gaaaaggcag ttgaatcttg tgtgaagtcg tttcggtatg ctattcctag aggagagaat
    57481 tgtacaagaa taggatatat atatatggaa caacaaaaat ataatgaagc gatattttgg
    57541 tttaaacttg caacggaagt accaatggct acggagagtc catttcacag tccagctagc
    57601 tacacatggc ttccctattt acaaatgtgc atttgttata gcaagttagg agaacaagac
    57661 aaggcttatt attacaacga attagcagct tcttacgttc caaataatgc tgcaattgaa
    57721 tataaccgca aatattttcg gagcattttt gatcaacaaa aaaatcgtta taggttgttt
    57781 tttttagaaa tagcttatca agattctaac tctaatagat tgactatata gtaaagtatc
    57841 ggtaatgtaa ccagcaatgg ttatatttat agacttcata tgaggtttat atttcaaatt
    57901 caatttgcat aaggagtgtg tgaaatgaat tccccaaaaa attctttata tgaagaaaaa
    57961 tctggtcatt attataatgc agtgaatccg aatttattaa agcatataaa aaaggaatgg
    58021 aaagaagttc ttgatatcgg ttgctcgagc ggtgcgttgg gagcagcaat aaaagaaaat
    58081 ggcacacgtg tatcaggaat cgaggcattc ccagaggcag cagaacaagc aaaagaaaaa
    58141 ttagatcatg ttgttttagg tgatatagaa acaatggaga tgccatatga ggaagagcaa
    58201 tttgattgtg ttatatttgg tgacgtatta gagcatttat ttgatccatg ggctgtaata
    58261 gaaaaagtaa aaccgtatat aaagcataat ggtgtaattt tggctagtat accgaacgtt
    58321 gctcacatct cagtattagc tcccttactt gctggaaatt ggtcgtatac agaatatggt
    58381 ttattagata aaacgcatat tcgttttttt acatttaatg aaatgcttcg aatgttttta
    58441 aaagcaggat attctattag taaagtagat cgtgtatata ttgatcataa aatgtatgaa
    58501 ccgttaattg aggagttata tggagtttgt aaaaaatatc gtcttggaag tggcttcatg
    58561 gctgaaacgg tagtatttca gtatattatt gaagcagaaa aatcatcgtt atgagcgctg
    58621 ctgagaaaac gatattattt gttacatgta taaatgattc gaaaatgtat gcacagtgtg
    58681 tacgacatat attgagattg gcagtgccac caggatatgt tgtacagttt atgccaattc
    58741 ggaatgcgaa aagtatgacg agcggatata atcaagcgat ttcgcatcca gcgaaatata
    58801 aagtgtatat acaccaagat gttttcatta tgaatgtagc atttttacat ggactactgc
    58861 aattatttaa cgaacatgaa catcttggga tgataggaat gattggagca caatatgttc
    58921 ctccaaacgg ggtatggaac gaaggaaaag gagttgttgg aaaggtaatt ggttatatga
    58981 atgatttgtt ttatatggca agtcaagaac agccgtacca tgagtcaaaa acatttatgc
    59041 ctgtggaatg tattgatggt ttattgatgg caacgcaata cgatattccg tggcgagaag
    59101 acttgtttga tgggtttgac tattatgatg tgtcccaatc atttgaattt agaaaagctg
    59161 gctatacagt tggggttcct gtacagcgtg atgcttggtg cattcactat catattgatg
    59221 tgaatatgac caactatgaa aagtatagaa agatctttgt ggagcactat atgtcagatg
    59281 taaatcaaga cgaatagagg ggctacaaaa tgaaagatca tacaatatta gtcgttgttt
    59341 gtataaacaa tgaagagtta tttgaacagt gcgagagaca aataagaaac ctttttgttc
    59401 cccctggtta tgttgtacaa atttttccga tacgagatgc gaaaagtatg gcaagtgcat
    59461 ataaccgagc actttcatat cccgcgaagt ataaggttta tatacatcaa gatacttttc
    59521 ttattaatcg tgagatgttt tatacactta tttctctttt taaagataac gaaaaacttg
    59581 gtttaattgg agtagctggt gctcagtttt taccgagcaa tgggatatgg tgggaaggga
    59641 aaaatttagt agggaaagtg attgagtata gaagacagaa ttaccaacta ttaaatttag
    59701 atcaactctt ttatgggaat caatcattta tgtcagttca ggaaattgat ggattattaa
    59761 tggccacaca gtatgatatc ccgtggcgag aagacttatt tcaaggattc cacttttatg
    59821 atgtgtcgca gtctttagag tttcaaaagg caggttattt aattggtatc cctaatcaag
    59881 caaatttatg gtgtattcac tacaacgggg atgagtttga tgcggataca tatgagaagt
    59941 accggaaagt gtttgtagaa cattacaaag atatattatc tccatcataa aggagagatg
    60001 caaagtgaaa gggattattt tagcaggtgg tactggatcg agattatatc caataacgaa
    60061 agtaacgaat aaacatttac ttcctgttgg tcggtatccg atgatttatc atgcggtata
    60121 taagttaaaa caatgtgata ttacagatat tatgattatt acaggtaaag agcatatggg
    60181 ggatgttgtt agctttttag ggagcggtca agagtttggc gtgtccttta cgtatcgtgt
    60241 gcaagataaa gctggcggaa ttgcacaagc attagggctt tgtgaagatt ttgttgggaa
    60301 tgatcgcatg gtagttatat taggtgataa tattttttca gatgatattc gtccgtatgt
    60361 tgaagagttt acaaatcaaa aagaaggtgc gaaagtactg ctgcaatctg tagatgatcc
    60421 ggagagattt ggcgtagcaa atattcaaaa ccgcaaaata attgaaattg aagaaaagcc
    60481 gaaagagccg aaaagttcct atgcagttac aggaatttac ttgtatgatt cgaaagtctt
    60541 ttcttatata aaagaattaa aaccttccgc aaggggagaa cttgaaatta cagatatcaa
    60601 taattggtat ttaaagcgag gggtacttac ttataatgaa atgagcggtt ggtggactga
    60661 tgcgggaact catgtttctc ttcaaagagc gaatgcgtta gcacgggata taaactttgg
    60721 taaacagttt aacggagaat aggtgagaat atgaaagtta tagaaacaaa ctttaccgac
    60781 gcaaaattgt tggaaccgag gttatttgga gatgatcgtg gcttttttac tgaaagttat
    60841 aataagaagg tgctagaaac attaggggtt acgcattcat ttgtacagga taatgtctcg
    60901 tattcagcgg aagcgggaac gattcgcgga ttacattttc aaaaaaatcc gaaagcacaa
    60961 acgaaactta ttcaagttat gcaaggagca atctatgacg ttatcgtaga tttgagaaag
    61021 gattcaccaa cgtttaaaca gtggagagga tatattttaa gtgcggataa tcatcggcaa
    61081 ttattagtgc caaaaggatt tgcacatggt ttttgtacac ttgtcccgca tacgattgtt
    61141 atgtataaag tagatgagta ttatagtgcc gatcatgact caggggtact ttggaacgat
    61201 aaagaattag caattccatg gccggtaaca agtcctattt tgtctgataa agatcgaata
    61261 ttaccattac ttcaggaatg tgaagatagc ttttgagtag gagagttgtt atatgaatat
    61321 attagtaacg ggtggggccg gatttattgg aagcaatttt gtacattata tgttacaaag
    61381 ctatgaaaca tataaaatta ttaattttga tgcattaaca tatagtggaa acttaaataa
    61441 tgtaaagtct attcaagatc atccgaatta ctattttgta aaaggggaaa ttcaaaatgg
    61501 agagctgctg gagcatgtta ttaaggaacg tgatgtgcaa gtaatcgtca atttcgcagc
    61561 tgaatcacat gtggatcgta gtattgaaaa tccaatccct ttttatgata caaatgtaat
    61621 tgggacggtc accttactag aattagtaaa aaagtatccg catattaaac ttgtgcaagt
    61681 atcaacggat gaggtgtatg gctcgttagg aaaaacagga cgatttaccg aggaaacacc
    61741 gttagctcca aatagtccat attcttcaag caaagcgagc gccgatatga tagctttagc
    61801 ttattataaa acatatcaat taccagttat agtaacgcgt tgttccaata actatgggcc
    61861 gtatcaatac cctgaaaaat taatcccgtt aatggttacg aatgcgctcg aaggaaaaaa
    61921 attaccgtta tatggcgatg gattgaatgt aagagattgg ttacatgtaa cagatcattg
    61981 tagtgcgatt gacgttgttc tgcataaggg acgtgtagga gaagtatata atataggcgg
    62041 aaataatgaa aaaacaaatg tagaagttgt ggaacaaatt attactctct taggaaaaac
    62101 aaaaaaagat attgaatatg tgacagaccg tttaggacac gaccgtcgtt atgcgattaa
    62161 cgcagagaaa atgaagaatg aatttgattg ggaaccaaag tatacgtttg agcaaggatt
    62221 gcaagaaacg gtgcaatggt atgagaagaa tgaggaatgg tggaaaccat taaaaaagta
    62281 aggggcatat aaatgaaaga gcgggttatc ataacaggag caaatggtca attaggaaag
    62341 caactacaag aagagttaaa tcctgaagaa tatgacatat atccatttga taaaaagttg
    62401 ttagatataa caaatatatc ccaagtgcag caagtggtac aagaaataag gccacatatc
    62461 attattcatt gtgcagcgta tacgaaggtt gatcaagctg agaaagagcg agatcttgct
    62521 tatgtaataa atgcaatagg ggctcgaaat gtagcggttg cttcacaatt agttggggcg
    62581 aagttagttt atattagtac ggattatgta tttcaaggcg acagaccgga ggggtacgat
    62641 gaatttcata atccggcacc gatcaatata tacggggctt ctaaatatgc gggagagcag
    62701 ttcgtcaaag agttacataa taaatacttt atcgttcgta catcgtggtt atatggtaag
    62761 tatggaaata attttgtgaa aacgatgata cgattaggga aagaaagaga agaaatatct
    62821 gttgtagcgg atcaaatcgg ttctcctacg tatgtggcgg atttaaatgt gatgattaat
    62881 aagctcattc atacttcttt atacggtacg tatcacgtat ccaatacagg atcatgttct
    62941 tggtttgaat ttgcaaagaa aatattttcg tatgcaaata tgaaggtgaa tgtgttacct
    63001 gtttcaaccg aagaatttgg ggctgcagca gcaaggccga aatattctat tttccaacat
    63061 aacatgctac gattaaatgg ttttttgcaa atgccttctt gggaagaagg attagagcgt
    63121 ttttttatag aaaccaaaag tcattaacaa ttttaagtta atgacttttt tgtttgcctt
    63181 taagaggttt tatgttacta taattatagt atcaggtact aataacaagt ataagtattt
    63241 ctgggaggat atatcatgga actattacaa gggaaaacat ttgttgttat gggcgttgcg
    63301 aaccaaagaa gtattgcatg gggaattgct cgctctttgc ataatgcagg tgcaaaatta
    63361 atcttcacat atgcaggaga acgtttagag agaaatgttc gtgaattagc ggatacatta
    63421 gaaggacaag aatcacttgt attaccttgt gatgtaacaa atgatgaaga acttacagct
    63481 tgttttgaaa caattaagca agaagttggt acaattcacg gtgttgcaca ctgtattgct
    63541 tttgcaaatc gtgacgactt aaaaggtgaa tttgtagata cttctcgcga tggattttta
    63601 cttgcacaaa atattagtgc attctcttta acagctgtag caagagaagc gaagaaagta
    63661 atgacagaag gcggaaatat tttaacgtta acatatcttg gcggcgagcg cgttgtgaaa
    63721 aactataacg ttatgggtgt tgcgaaagct tcattagaag cgagcgtgaa atatttagct
    63781 aacgatttag gccaacacgg cattcgcgtt aacgctattt ctgcaggtcc aattcgtacg
    63841 ttatctgcca aaggtgtagg cgactttaac tcaatcttaa gagaaattga ggagcgcgca
    63901 ccacttcgtc gtacaacaac gcaagaagaa gttggggata cagcagtatt cttattcagt
    63961 gatttagcac gcggcgtaac aggagaaaac attcacgttg attcagggta tcatatctta
    64021 ggataaatat aatattaatt ttaaaggaca atctctacat gttgagattg tcctttttat
    64081 ttgttcttag aaagaacgat ttttaacgaa agttcttacc acgttatgaa tataagtata
    64141 atagtacacg atttattcag ctacgtatgg aagtgggagg gacgagtgtg aagaataaaa
    64201 ataaaagttc aacagttgga aaaccgttgt tatatattgc gcaagtaagt ttggaacttg
    64261 ctgcaccgaa aataaaaaga attattttaa caaactttga aaatgaggat cgaaaagagg
    64321 aaagtaatag aaacgaaaat gttgtaagta gtgctgtgga agaggtaata gaacaagaag
    64381 agcaacaaca agaacaagaa caagaagaac aagtagaaga aaaaacagaa gaagaggaac
    64441 aagtacaaga gcagcaggag ccagtgagaa ctgtcccgta taataaatca tttaaggata
    64501 tgaataatga agagaagatt cattttttat taaatcgccc tcattatatt ccgaaagtaa
    64561 ggtgcagaat aaaaacagct acaatctcat atgttggatc aatcatctcg tatcgtaatg
    64621 gaattgtagc cattatgccg ccaaatagta tgagagatat taggttatct atagaggaga
    64681 taaaatcgat tgatatggcc ggcttttaaa tatgtaaagg tggtagaaac cttctaccac
    64741 cccaatagtt ttttagttta cttcacttat tagatagtaa cgtcgcgtaa gcattgaatc
    64801 gcacagaaac agcttaaatc tacagtaata caagtagatg tcgatactag tcttgcattt
    64861 ggtacagcta aaaacgtaca aattgggtca tcagtaggtg gtacaggaga gctatcacct
    64921 aatactacac ttaatacacg tagtacagca cagctatcat catctacact ttccacacgg
    64981 aaaattggag atcggcagct agtaaggttt gcagaaggtg caaatgcttc aaaaggtgcg
    65041 ccagcttttg tgtataaaat aaaagggcgt gtatttgcta ctgatgcagt attgtgtgcg
    65101 cctaaaaatg gaatttcaca accagatcca catgttgttg tagaacaatc ttgtaattca
    65161 ttgatgaatt ttacaacgtc aactacacaa tgagaagagc catggtgttt attttcgtta
    65221 caactcatta atgtcactcc ttatcttctt gtttgtattt acattaataa gatattggag
    65281 ttgaggagat ttggtcacaa tctcaagacc ttttttttaa ataggcgaaa gaggataagg
    65341 gaaggtggaa ttatgctgtt tacaagctgg cttttatttt ttattttcgc gttagctgct
    65401 tttaggctca ctcgtttaat tgtttatgat aaaattacag gctttttgcg aagaccattt
    65461 attgatgaat tagaaattac agagccggat ggaagtgtat caacttttac aaaagtaaag
    65521 ggtaaaggat taagaaagtg gattggcgaa ttattaagct gttattggtg tacaggtgta
    65581 tgggttagtg cttttttatt agttttatat aattggattc cgatcgttgc agagccgtta
    65641 cttgcattat tagctattgc aggagcagca gcaatcattg aaacgattac aggatatttt
    65701 atgggagaat aatatatttt cataatacga gaaaaagcgg agtttaaaag aatgagggaa
    65761 cggaaataaa gagttgttca tatagtaaat agacagaatt gacagtagag gagatgtttg
    65821 ctgtgagcaa taatccaagg caaaattcat atgacctgca gcaatggtat cacatgcagc
    65881 aacaacacca agcacaacaa caggcatatc aagaacaatt acagcaacaa ggatttgtga
    65941 agaaaaaggg atgtaattgt gggaaaaaga agagcacaat aaaacattat gaagaatgaa
    66001 acactcatgt tactgtgagt gttttttatt atacatataa aaaagcggta tttctgtatt
    66061 agaaataccg ctttttacta gctaatttgt gcaactgtta atgctgctgc acggatgtct
    66121 acagttccaa tcaattcaac tggtacgatt ctgattaagt caccagggtt taagttaata
    66181 agaataacac cgctggatac gtctacttca ccagtaccaa taacgttaga acgaaccgct
    66241 gtacctgatc caggaataat gttagctggt gtacctaatg ataagaagaa acgaccagct
    66301 tctggtgcaa caggtgagtt atcaagacta attgttaatg tataactgat ttgataaata
    66361 ccagctcgta gaattcgaat gccatctccg acacttactg tatcatttat tacaggaaca
    66421 gtaatatttg ggtttggact tacgctaggt aatagtagtg gtgtaaataa tgaagcgaac
    66481 tgaggtgcag acgcgttgaa agcaaaaccg aaggcaggta gtgtactagc tggttttgcc
    66541 tcgcaatcaa ttttagtaaa ttcgcaatca gaagagaaca tgtttttcac tcctttatct
    66601 gtttctactt tcagttaatg aaaaggacag gttctatgtt ctagacaagt tcccaatttt
    66661 aagaaattta cataataata ctcgttaagc atggattggg tggcagataa ttctgccacc
    66721 caatccatgc ttagctcatt atttagtttt aaatcgtaac atcacgcaag cattgaatcg
    66781 cacagaagca acttaaatca acagtaagac aagtgttagt cgatattaat cttgcatttg
    66841 gtacagctag gaatgtacag attggatcgt cggtaggtgg tacaggagaa gtatcaccta
    66901 atactacact taatacacgc aatacagcgc aatcatcatc atctatactc tcgacacgga
    66961 aaattggaga tcggcagcta gtaaggtttg cagaaggtgc aaatgcttca aaaggtgcgc
    67021 cagcttttgt gtataaaata aaaggacgcg tatttgctac ggatgcgcta ttatgtgctc
    67081 ctaaaaaggg aacttcgcaa ccagatccgc atgttgtagt tgcgcattct tgtaattcat
    67141 gtataaaacg aacgacattt gatacacagt tgaaatcaca atcatggtga tgatggtctt
    67201 cgttacaatt gcagctcatt atgttcactc cttctcgtga gttctgacat acactactac
    67261 aatatgaacg ggatatggtt gatattacgt taattcttac gataaaagca gggaatttat
    67321 atagtaggga tgtacataat acaatataaa aaaagacatc cttatttagt ggatgtcttt
    67381 tcaggtaaat cttttcgcac agtgtataaa aaacgagata tatctaattt ttttcctcta
    67441 aaaaattgcg gagaggaaat gtaaagttct tctttcgccc gtgtaattgc gacataaagt
    67501 agtcggcgtt cttcttctaa agcttcagaa gtctctgtaa cacggtcgtt agcatctttt
    67561 aaagaagaag tgtggggcag aataccatcg ctcgctccaa gtaaaaagac gcatggaaat
    67621 tcaagacctt ttgcgttatg aatagacata agcgaaacag catctttttg cggcattgtt
    67681 tttaatgctt ccatttcttt ttgcccttga atggcttcat caataaattg taaataagct
    67741 ggaatgtcgg tgaaacgatt tgccgactcc attaattctt ctaacatttc ttcttgtata
    67801 tctttatgca tcgtaaagga agaacgatcg ttactttgta agtactctaa atactttcct
    67861 ttaccatgaa taatttcttt taaagctttt ttcggttcta attcttttat aaatttaata
    67921 aaatcgatac gctcatttac ctttttcact tgaaaaggtt ttaagcttgg atttaataat
    67981 aagaaatgaa gaagagaagg aaaacgacct tcaccatatt tccattgttc acgttcaata
    68041 aatgaaatac aatcatcacg cccgatatac atcgttggta atatatttga aagtgattct
    68101 aatcgaaacg gctcaattac gagtcgtaaa tggtctaata caggcttaat taaagaatgt
    68161 tcataaaatg actgacttgc gccgtgctta atgaacggga ttttatgaat ggtaagctga
    68221 tcaagtaacg aacggcttac agaatgtgtg cgatatagta aacaaaaatc tttatagttt
    68281 cgttcaccgc tatctacctt ttcttgaatg agctgcaaaa tttggtttgc ttcatcaaga
    68341 gtcgtagccg gccttgcgta aaaaggttgt acaccttctt cgcgtacaga atatagctct
    68401 ttatcaaaac gctcttgatt tagtttgata acttcatttc caagtccgac aataaaagga
    68461 ttggatcgat aattcgtatt aagggcaata atcgtagtgt tatcaaattc ttttgggaaa
    68521 gataaaataa tttggtgact tgctcctcgc cagccatata ttgcctgatc gtcatcacct
    68581 gcgataaaca aattatttct tggcgaagct aacaatttta caatttcata ttgtgcatac
    68641 gatgtatctt ggaactcatc tacttcaata tagtgaaaac gttgttgtaa ttgggtaagc
    68701 aaaggagcat tattttctaa catataatat gtttctaata agatgtcatc gaaatcgata
    68761 tagttatatc gttgtttcac ttcttcaaaa cgctcgtata cttctttaaa ttcttgttca
    68821 acaggtgttt ttgcttttac atctttcggg cgattcaact tgtttttctc aagtgaaatc
    68881 atcgcgagca tcgtttcagc atcataagcg tcttttaaac gcaattcttt taaaattttc
    68941 tttatcataa tttgtttatg tttttcgttt gctaaaattt gctgattata tccttgacta
    69001 cgaagcaatt ttaaaaagac agagtgaaac gtaccggcaa caacatagct acttgccgca
    69061 tgattcatac ccggtaaatt cgctacgcga tttcggattt cttcagccgc tttttgtgta
    69121 aatgtaagta ataaaatatt tcgcggatga acttgtttta catttactaa ataacctacg
    69181 cgagttgtta aaacagatgt ttttccactt ccggcaccag ccaatgtaag aacaggacct
    69241 tctgtcgttc gtacggcttc taattgtttt tcgtttaaaa atacattttg ctgttcgaga
    69301 gcgcggaaat acgccgcatc tgcatcttct tccataatta aatgggtaga tgttttcgga
    69361 atatgatatg ttgcacgtgg aatatcagcg tgcgttaatg atttttgtga aaatttttct
    69421 tgtgtcatac attcaccttc aaaactatag catcaacatt taactttagc ggaagaaaaa
    69481 gaaaatagca atgtaaaaaa caggagggga tacctcctgt tttcaaatta caattctttt
    69541 atcataacga tgtgaggaat atttgcttcc ataaatacat cagaattcgt tacatatcca
    69601 agtttcttat agaaatcttc agcatgtgtt tgggcatgca gctttaattt tgatagcgag
    69661 ttttccttcg catatgcttc aagtgcatcc ataacaattt ttccaatgcc ttttttacga
    69721 tgggaagcta gtacgcaaat gcgttccatt tttccaattc catcaatggt gcgaaaacgc
    69781 ccagcaccaa cgggaacatc attatcatat ataacaacgt gtatggaagt ttcttcaaac
    69841 tcatcatact cttcttcagc agaaacttgc tgttccttca caaatacttg cttacgtaca
    69901 gagaatgcat ctcttagttg ttcgtccgtt tgtacgatct gtgcatgcaa attagttgtt
    69961 cccctttcca aggcggaatg tttcgtgtac agtccatgtt ccattttcta attgatatag
    70021 taggtggaaa cggtcaattg gttgttcgta atagaaatct ttcatacgta atcgacctag
    70081 tacatcagca tgctctgcat ctgataagcc ttgcccaatt gttaaatgag gtacaaaagc
    70141 gtattcgcgt tcttgtgtaa agaatccgct atgcatttcc tcatttaaga aagtaagttc
    70201 aggtgttttt tctactttaa aataaataac attattaaca ggtgcgaatg aaccaacttt
    70261 tccaacatga agggtgaaag ggttcgtttt acttgcgatt gtatgtaact tgtttacaat
    70321 cgattctaat tgttcatctt gcgtctcaaa gggtgttttc aatgtaatat gtggcggaac
    70381 taatgcgtag tgtggatcat aacgtttacg caatccgttc gctttatctt gaatcatttt
    70441 agatggaaaa attacaatgc ctaatttcat gttccaattc ctccctttgt aagtctagtt
    70501 agattttgag aaaataactc tcttaatcta ttatatcaaa ttattctgaa tactgctctc
    70561 tattatttca ttgatagcat atgagagaaa gctttcggta aatcagtttg ccaatatttc
    70621 cacgtatgat tgccttcaaa ctcttcgtaa tgcgtgatga aatttctatc tgtcagaagg
    70681 gtattaagct cacggttcgg ccctacgaaa tcagatactt gtccatcagt gcgctttaca
    70741 gctgtttctt ctgtcccaat aacgtgataa agctctagcg cctccggatt tttgaagtct
    70801 tttgctaagt tcattactgt ttcatccaca aatggtgatt gcataacgac tttaccgaat
    70861 gtatgcggat acataagtgc agtcatgaag gaaactgttc cgccgagaga atcaccaatt
    70921 agcacacgac cttttcccat ttggtacgtt ggataatttt catcgatata tggtgcaagt
    70981 tcatgagcaa ggaaacgaat atacgcagcg ttttttactt catttgggaa atatttttct
    71041 ttacgatcgt gtacattttt atatggaata ccgacaataa ttgtacggtc aatttcttca
    71101 gtttcacgaa ggcgctcaat tacacggtgt gctttcccaa gctgaaaata atctctgcca
    71161 tcttgtgcaa tgacaactgt atgtttgtgc agtggtgtgt aatttaccgg taagtaaacg
    71221 agaagtgtaa catcttcttg aagtgatgca ctataaaatg aaatttcttc aattctccca
    71281 attgtttgat tcatgtagat ccccctaaat aaaaatttac tgtaatgatt gtaagagcga
    71341 cgcttgtagt gaaaaagaaa gaaatattca ctaataggtg ctttcatttc tattttacca
    71401 taatggtacg aagaatctaa aaaattagta tttaagttag ggaagaaaac ggatataatg
    71461 aagtgggatt tttgacaggt gagaggggag acggaatttg aaacaagaaa ggtcaatcgc
    71521 actaccatta gctatttcta ttatagccat ttcattcgca gcagtttttg taaagatgtc
    71581 ctcagcacca tcttccatat taagtatgta tcgcttatgg attattgtac ttataatgct
    71641 gcctatcgtt tggaaaaaac gggaagagtt cagtaagatt caaataaaag attggggatt
    71701 tttaattgga tctggtttct ttttagcact tcattttctt ttatggtttg aatctttaaa
    71761 gcatacaaca gttgcaagtt cgacaattat tttagcgctt caaccaatcg tatctttagt
    71821 gggcggtttt ttcttattta aagaaagaac aacatactca gccattgcga caatgggaat
    71881 tgcgatatta ggtgtagtgt gtattggttg gggagattta ggactaagtg aacaagcaat
    71941 ttatggagat atattatcct ttttaagtgt aatagcagta gttggttatt tatttatcgg
    72001 ccaaacgaca gtaaagaaag tatcacactg gatttacagc tttacagttt ttgcattcgc
    72061 aggtattttt atgggaatgt ataatatagt actgcaagtg ccttttacag gttatacgaa
    72121 gtgggattgg accgtttttc ttttacttgc tgttgtgccg acagtgtcac atgtcattaa
    72181 taattggtta ttaaactacg taaatgcaac aacaatatcg atgagtattt taggggaacc
    72241 agttggagca tctatactag cattcttctt acttggggaa agattaaatg caatgcaaat
    72301 gatcggtagc atgctcgtct tatttggtgt gtctgttttc ttattgcagc aagaaaaacg
    72361 aacagcaaaa gatgtggtga acgaaccagt atatacgcag gaattataat agtagaggag
    72421 aaaagagaag ttgtgatact tctctttttg ttttatcccg gtatttgtgg gagttctact
    72481 gcctctaaaa tgccggggtg gtgagaacga attatcgtat cattttatag aaatttagat
    72541 aaagaagggg gagggaaatg gaatttccat caaaaaagga tgcatggtta tacccaatct
    72601 tgtttattgt tgtaggtgcc tgctttgctc caatatttgc aggaagagaa tattttctgt
    72661 tatttttcac aatcccatta gctatattat ttatgtggag ttggttttca acaaaatata
    72721 ttgtcggaga agaaaccatt actattagat caggtttcgt taaaaagcgc atatttatac
    72781 gagacataaa acaaatttca aatacgaaaa atccaatagc agcttatgca ttgtcatttg
    72841 atcgacttga aattgtttac ggcgcacatc aaacagaaat catttctcct aaagataaag
    72901 agcaatttat taatcatgta aaaaataaaa atccacacat tgaaataaag taaaagagtg
    72961 gctacgaggc cactctttta ctttgggttt gtcatataag gttgtacgtg aatgatacat
    73021 agatcacgga actttccttc agcagttgta acaattacga ctgccctacc tgcacttttt
    73081 ccagtaatcg ttaccgtgtc accttttgga tacagtgtga taacatcagc attcatattc
    73141 gtccaaataa gttctttatt cgttgcttgc attggcaaaa cggaagctga taactcagtg
    73201 ctttggccag ttcttacttt taacttattt ttctccatat gaacaccgat gactgaaata
    73261 acagaaggag caattgaaat tttaggtgga ttaggttgta tgttcaaaca agacgcagaa
    73321 gtattggtga taggtgaaaa ttttcgtgtt tgttgttgct ggaaagctgc taacatgttg
    73381 gagtcccctt tctgtataag tgctgatagt actactataa aggagtagtg ttacgtttaa
    73441 tttaacgaaa cataaagaaa ttgttaaatt tgagcagaag attgtcgaac attgataaat
    73501 tgcaaattta attagttctt accaatcggg cagttatttc ccacctaact ccttcgtatt
    73561 cgccgaattt tgaggtgtga gtcttattgc caacaaatag cgggataaaa agaaagctct
    73621 gctatcataa cagcagagct tttcctttat agattatcac tatgttgttt ttcgaaattc
    73681 tcaaattgct cttcaatttc ttttgaaggc tgtgttagta aactaacaat tacgattact
    73741 agtaaactaa tagtgaaacc agggatcatt tcatataaga attcttttaa gaatttgaat
    73801 tgagtccaaa taatgactgt agcggcacca gaaatcatac cagcaagtgc gccccacttc
    73861 gtcatacgtt tccaatataa gcttaataaa atagcaggtc cgaatgaaga gccaaatcca
    73921 gcccaagcgt atccaacaag agctaaaatc gtatcatttt gtttaaacgc taatgcacat
    73981 ccaactaatg ctataacaag tacagccata cggccgacaa atacaagctc tttatcagaa
    74041 gcagaacgtt taaagaaagt acgatataag tcttcagtta tggcactaga agtaacgagt
    74101 aactgagatg agattgtact cataattgct gctaaaatag cggctaataa aaatccagta
    74161 ataagcggat ggaataaaat ctttcctagt tcaaggaaaa ttgtctctgg attggatagc
    74221 tttaatcctt tgtctgagta gtatgcaata ccgataagac cagtaaacat agctccaaca
    74281 acagagaaaa tcatccagct cataccaatt cgtcttgcac ttttaatttc ttttacagaa
    74341 gaaattgcca taaatcgtac gataatatgt ggttgtccaa cataaccaag gccccatgcg
    74401 aataatgaaa taatacctaa tacagaagtg cctttaaaaa tgtctaataa tgttggatca
    74461 attgatttaa ttgtgctaaa tgctggacca agcccattta cattcataat tgtaacggta
    74521 ggaacaagaa taagagcaat taccataatg attccttgca cgaagtctgt ccaacttact
    74581 gctaagaaac caccaaataa cgtgtaagct acaacaacgc ctgcaacaat gaataatcca
    74641 acatggtagt tcataccaaa tgaattttca aataatacag cgcctgaaac taatcctgaa
    74701 gctacataaa aagtaaagaa aatcataata acaagtccgg atactaagcg tagcatatgg
    74761 gatttgtctt ggaagcgatg ttccaaaaat tctgggatag taatagagtt gtttgcaatt
    74821 tcagagtagg tacgtaagcg aggagcaaca tatagccagt ttgcgtatgc gcctagtgtt
    74881 aggccgatcg caatccaact actacttaat ccaacgctaa acattgcacc gggtaagccc
    74941 attaaaagcc aaccactcat atcggatgct ccagcactta atgctgttac tgcggggcct
    75001 agtgtacgcc cgccaagcat ataatctgtt aagttggacg ttcgtttata ggcgaaatag
    75061 ccaattacta acatcccgag catgtaaata gagatagaag ttaaagttaa catctgcgta
    75121 ctcatgtagt tccccttcct tttgtcatgt cttttgatgc gttatgcata tttataatct
    75181 atcatgatta ttctgaaaaa tccatataga aatatgaatt ttcagaaatg taagcgtttt
    75241 tcgatgtcat tttacttttt taatatataa tattcataca aaaaacctta tttttaatag
    75301 agtatttatt atatttacat aaaaagaggt tgttttgtca atataatatt gaaaggagag
    75361 aaaaataaaa ttttttaaaa agtattgact tgtgaaaaaa gttaggtcta taatgagtgc
    75421 aacttaaaaa aatgcaagcg ttgatgaaga agagtacaca tgatgaacat gtcagagagc
    75481 tgatggttgg tgcgaatcag tatggaattg atgtggaatg ggcttcggag cttccaaacc
    75541 gaaacgaaag aagtaggctt tggcgacatg atctcatcga tacaagagac acgtattgtt
    75601 tttgatacgg taaagtgcgt tacgttcgta acgaattaag gtggcaccac gggagtaccc
    75661 gtcctttcta taggatgagt actccctttt tgtgtataaa aaattaaata gatgaaatcg
    75721 tttaagtaag aagagtacgt atattggaga cgttacagag agccggggat aggtgggagc
    75781 ccggtgcggt gctatatacg gaatgggctt acgagaggta tgctgaacaa ttattttcag
    75841 taggcaaccc gggttccgcc gttacaagga taaggtatat attttgtacc tgaataaagc
    75901 gggatgcttt tgcgtccaac atgaggtggt accacggtaa atttatcgtc ctctacatat
    75961 tttcgatatg tagaggactt ttttattttt caggatgagg tgaaaggcat gatgacaaaa
    76021 gaggaattta taaaacagaa agaacaaaga aaaacatttt tggtaatcgc tgaagaagaa
    76081 ggagatagca ttacgccaat ttctttatat agacgtatga aaggtaaaaa gaaattttta
    76141 ttagaaagct cacagcttca tcaagataaa gggcgttatt cttacttagg ttgtaatcca
    76201 tatggtgaag tgaaaagcgt tggtacggaa gtggaacgaa cgatttacgg cagggcagaa
    76261 aagttgcaaa gtaacgtact acaagtgtta gaagaaataa tcgcaccatc acaagtagac
    76321 agtccatttc cattttgcgg aggagcagtt ggatacattg gctatgacgt cattcggcaa
    76381 tatgaaaaca ttggagcaga tttacatgat ccattgaata ttccagaagt acacctttta
    76441 ctgtaccgtg agtttatcgt gtatgaccac ttacgccaaa agttgtcgtt tgtatatgta
    76501 tgcagggaag atgattcagc agattatgaa gaagtatacg aaaggctgcg agtatacaaa
    76561 gaggaagtgc tacagggaga agaagcggaa gtaactgaaa taagatcaac attatcattc
    76621 acttcttcta taacggaaag agaattttgc gtgatggtag aaacggcgaa agaacacatc
    76681 ggggccgggg acatatttca agttgtatta tctcagcgtt tgcaaagcga atgtattgga
    76741 gatccattcg cgttatatcg aaaacttcga attgccaatc catcaccata tatgttttat
    76801 atcgattttc aagattatgt tgtactcggt tcttcgccag aaagtttgtt atcagtaagg
    76861 gaggataaag tgatgacgaa tccaattgct ggtacgaggc cgagagggaa aacgaaggag
    76921 gaagatacgg agattgaaaa agaactgtta gaaaatgaga aagagcgagc ggagcatatg
    76981 atgcttgtag atcttgggcg aaatgatatt ggtagagtga gtgaaatcgg ctcagttacg
    77041 atagataaat atatgaaagt agaaaaatat tctcacgtta tgcacattgt atctgaagtt
    77101 tacggaacat tgcgaaaaca aatgagcgga tttgatgcat tagcgtactg tttaccagcg
    77161 gggacggtat caggtgctcc gaaaattaga gcgatggaaa ttataaatga gctagagaat
    77221 gaaaaaagaa atgtgtacgc cggtgcagtt ggatacgtta gtttttcagg gaatcttgat
    77281 atggcgctcg ccattcgaac aatggttgta aaggatgaaa aagcatacgt tcaggcagga
    77341 gcgggtattg tttacgattc agatccagta gctgaatatg aagaaacatt aaataaagcg
    77401 agagcgctat tggaggtaat gaaatgattg tactgatcga taattatgat tcattcacat
    77461 ataacttgta tcaactatta ggcgaatacg aagaagaaat tgttgtcgta agaaatgatc
    77521 aaataacgat agaacaatta gaagaaatga acccaaaagg aattgtgctt tcgccaggac
    77581 caggaaaacc agaggaggct ggtatttgta ttgaagtaat tcgtcatttt tataagaacg
    77641 ttcccatatt aggtatttgc cttggtcatc aagcaattat atcagcattt ggaggagaga
    77701 ttgtaagagc agagcgcatt aaacacggaa aaacatcgcg tgcgaaacat aacggaacgt
    77761 caatcttttc gtatgtgacg cagccgctaa cagcgatgcg ctaccattct cttgttgccg
    77821 cacaaacgag cttgccacaa tgttttgaca tattagcgac agcgatggac gatggagaaa
    77881 taatggcagt tcgtcacaat tattatccgc tcttcggatt acagtttcat ccggaatcaa
    77941 tcgcgacaga agaaggggga aagttaatac gtgccttttt aggcgaagtg aaagaggagg
    78001 aaagagtatg aataactatc ttcgtaaatt agtggaggga caacatttaa cagaagagga
    78061 aatgtataaa gcggggcttc ttttattaaa tgaaaacata ttggaaagtg aaattgcagc
    78121 tttcttagtt ttactgaaag cgaaaggtga aactgcagaa gaaatatacg gtctcgttcg
    78181 agctcttcgc gaaaaggcat taccgttttc gaatcatata caaggcgcga tggacaattg
    78241 cgggacaggt ggtgacggtg cccaaacgtt taatattagc acaacatccg catttgtact
    78301 ggcaggagct ggcgtaaagg ttgcaaaaca tggtaatcgt gctgtttcta gtaaaacagg
    78361 aagtgcagat ttattagaag aactcggtgt aaacattagt agtacgccaa acgaaattga
    78421 ttatttatta gagcatgtcg gaatcgcatt tttattcgca ccagcgatgc atccagcatt
    78481 aaagcgcatt atgaaaataa gaaaagaatt aaacgttccg acgatcttta acttaattgg
    78541 accgttaaca aatccggtga atttagaaac acaatttgtc ggcatttata aacgagatat
    78601 gttactacca gttgcgcaag tactacagaa actaggaaga aaacaagcac ttgtcgtaaa
    78661 cggaagtggg tttttagatg aagcatcatt gcaaggagaa aatcatgttg tcattttaaa
    78721 agataatgaa atagtagaaa cgagtattga acctgagaaa tatggattct caatagtgaa
    78781 aaacgaagag attagaggcg ggaattcgaa agaaaatgca aagattacgc tcggagtatt
    78841 aagcggagaa aaaagtgttt accgtgatac tgttttattc aatgcaggac ttgccctttt
    78901 cgcaaatgga aaagcaaaga cgattgaaga aggaataaca ctcgcagcac atagcattga
    78961 ctctggaaaa gcattagcga aactaaactt attaattgca gcaagtaacg aagaattaga
    79021 aagggtgaat taaagtgggg acgattttag acaaaattgt aaatcaaaag aaaaaggaag
    79081 ttgcggcatt atatgaaaca tatacaccag taaaagaaaa aagaaaaacg cgctcacttg
    79141 taaaggctct agagcaattt actgtcatcg cagaagtaaa gcgagcatca ccatcaaaag
    79201 gagatattaa tttacacgtt gatgtacgaa aacaagtgaa gacatatgaa gaatgcggcg
    79261 ctggtgcagt ttctgtttta acagacggtc aattttttaa agggtcattt tatgatttac
    79321 aaacggcaag agaagaaagt agcattccgc ttttatgtaa agatttcata atcgataaga
    79381 ttcaaattga tagagcgtat gaagctggtg cagatattat tttactaatc gtagcggcgt
    79441 taacgaaaga gaaattaaaa gagttgtata gctacgtact agaaaaagga ttagaagcga
    79501 ttgttgaagt tcatgatgaa caggaattag aaattgcaat tcaattaaat ccgcacgtta
    79561 tcggtattaa caaccgtaat ttaaaaacat tcgaagtcga tttaagtcaa acagaaaagc
    79621 ttggaaaacg attaaatgag gagaaattac tttggattag tgagagcggg attcattcaa
    79681 aagaagacat aatccgcgtt aaacgagctg gggcaaaagg tgtattagtt ggagaagcgc
    79741 ttatgacatc gtcttctatt catacctttt ttgaagattg taaggtgaac atatgaaagt
    79801 gaaaatttgc ggtatcactg atatggaaac agcaaaacgt gcttgcgaat acggagctga
    79861 tgcacttgga tttgtttttg cagaaagtaa gcggaaaatt actccagggc tagcgaaaga
    79921 aatcattcag gaacttccag ccaacgtgtt aaaaatcggt gttttcgtaa atgaatcagt
    79981 agaagtaatc cagaaaatta cagggaattg cggattaaca catgtacaac tacatggggg
    80041 tgaagacaat catcaaatca gaagattgaa tattccgtct ataaagtcgc tcggagtaac
    80101 ttcagagagt gatatgaaaa acgctcaagg gtatgaaacg gactatatat tatttgatag
    80161 cccgaaggaa aagtttcatg gaggaaatgg aaagacattt ccttgggagt tacttgcgca
    80221 tatgccaaaa gaattacgag agaaaacgat attagctggt ggattaaaca ctcttaatat
    80281 agaagaagca attcgaactg ttcggccata tatggttgat gtgagcagcg gagtagagac
    80341 agaaggaaag aaagatgtag agaaaataaa acaatttatt ataaaagcga aggagtgttc
    80401 taaatgaact acgcatatcc agatgaaaaa ggtcactacg gtatatacgg aggacgatac
    80461 gttccagaaa cgttaatgca atctgtatta gaactagaag aagcatataa agaggcgatg
    80521 gaagatgaag catttcaaaa ggaattaaat cattatttaa aaacgtatgt cggaagagaa
    80581 acaccgcttt atttcgctga gaatatgacg gagtattgcg gaggtgcaaa gatttattta
    80641 aaacgtgaag atttgaacca tacaggagct cataaaatta acaatacaat tggtcaggca
    80701 cttcttgcgg tgcgaatggg caagaaaaaa gttgtcgctg aaacaggggc tggacaacac
    80761 ggtgttgcaa cagctacggt atgtgccctt ctcggtttag agtgcgtcat ctttatggga
    80821 gaagaagatg tgagacgtca aaaattaaat gtgtttcgaa tggaattact cggagcgaaa
    80881 gtagaaagtg tagcggcagg tagcggtaca ttaaaagatg cggtaaacga ggcgcttcgt
    80941 tactgggttt cacacgtgca tgatacgcac tacattatgg gatctgttct cggaccgcat
    81001 ccattcccgc aaattgtccg tgatttccaa agtgtaattg ggaatgagac gaaaaaacaa
    81061 tatgaagcgt tagaaggaaa gttaccagaa gcagtcgttg cttgcattgg tggtgggagt
    81121 aacgcaatgg gaatgtttta tccgtttgta catgatgaag aagttgctct ttacggcgta
    81181 gaagcagctg gaaaaggtgt tcatacagaa aagcatgcag caactttaac gaaaggaagc
    81241 gtcggcgttt tacacggatc gatgatgtat cttctgcaaa atgaagaagg acaaattcaa
    81301 gaagcgcact ctatttcagc aggacttgat tacccaggtg ttggtccaga acatagcttg
    81361 ctaaaagata ttggccgcgt ttcttatcat tccattactg atgatgaggc gttagaagcg
    81421 tttcagttat taacgaaaaa agaagggatt atcccggcgt tagaaagctc gcatgctgtc
    81481 gcatacgcat taaaattagc gccgcaaatg aaggaagatg aaggacttgt catttgttta
    81541 tccggccgtg gtgataaaga tgtagagagt ataaaacgtt acatggaaga ggtgtaaaaa
    81601 atgggagtag aaagaattaa agcagcattt gaaaatggta agaaagcatt tattccgtac
    81661 gtaatgggcg gagatggtgg ccttgaaata ttaaaagaaa gaattcgttt tctagacgaa
    81721 gcgggagcaa gcatcgttga aattggtatc ccgttttcag acccagtcgc agatggccca
    81781 acgattcaaa gagcagggaa acgagcgcta gatagcggtg taacagtaaa aggcattttt
    81841 caagcattaa tagaggtaag gaaagaagtg caaattccgt ttgtactcat gacatattta
    81901 aatccagtac ttgcattcgg gaaagaacga tttatcgaga actgtatgga agcaggtgta
    81961 gacggcatca tcgttccaga cttaccgtat gaagaacaag acattattgc tccgttactt
    82021 cgagaggcaa acattgcgct cattccactt gttactgtta cgagcccaat tgagcgaatc
    82081 aaaaaaatta cgagtgaatc agaaggattt gtctacgccg ttacagtagc gggcgtaaca
    82141 ggagtacgtc aaaattttaa agatgagatt catagttact tagaaaaagt gaaatcgcat
    82201 acacatttac cggtagtggc agggttcggt atttcaacaa aggaacatgt ggaagaaatg
    82261 gttacaatat gtgatggtgt tgtcgttgga agtaaagtga ttgagctatt agaaaatgaa
    82321 aaacgagaag aaatatgtga attcatacag gcaacaaaac aaaaagaaga ggcgtaagtc
    82381 tcttcttttt gttttgtgta ataaatgtta aaatatacag aaaatacata taatttagag
    82441 ggtgagaaag catgctaaga cgaaaactac tatatctact tttaactgta ccactatacg
    82501 cttggctcat tagcatgacg aaaatagaat tgatggcttt atttttagga tatgtattca
    82561 tcttttccaa cttaaatcgc attcaagagc aatctatttt agaaatatgt atattttcga
    82621 ttagtataga attatttagt atcgtttcga ttatattgtt aaatgaatta ttccgatgga
    82681 tccattcatt tgaattaatg aaatttggga atgttgtatt gcaagtaata tgtgcttata
    82741 ttgtgtttgt tgtgttagac aaaatagtcg gccagcagac agtttttcag gataatagaa
    82801 aatgggagtg atccaaaaaa gagccaaacg gctctttttt gaaactgttg taaaaacaat
    82861 tgaaaattat gacatctgtt atataatagt taaaaattgt attttaaacg aaatgagatg
    82921 ataacatggc catattgttg gcacttatcc caattatgat gattttcatt tgtttatttt
    82981 tatttaaaca aacgtcatta agatcctcgt taatttctta tgcggtatgt gttggaatcg
    83041 ttttactctc gccaacgttt caattaggga taagtgaaac tgtgcacgca acgattaaag
    83101 ggtggttaat ttgttttatt gtcgggtacg ttttattttt cggtattttt ttatttcacc
    83161 tcatgaacaa aagggggtac atcgaccaag tagcacgttt tctagaagaa gttacccatg
    83221 atcgtttatt acaaatgctg cttatgtgtt ttggtatttg cccactaatt gaatcggtaa
    83281 gtggattcgg aattggcttt atggttgcag cacctatttt tctttcatta gattataaac
    83341 cgtttcaagc tgtactgctc tcttttatcg gcttactagc tagttcatgg ggcgcaatgg
    83401 caactggtac gattatcggt tcccagctca tcaatatgcc gcttacaaca ctcggtacaa
    83461 atacagcgct attaagtatc ccgatgtttg cttatttcgt cattctttct ttacacgttg
    83521 ttggcggctg gcaagcggtt attgaaaagt ggaaggaagg attcggtttc tttctattat
    83581 tttctctcgg aatctatctt tctaacgcat acgtaagcgt ggaactagca ggtatattaa
    83641 gttctatcgt taccattaca tttggctttc ttatcattaa agtaaaagga aaaagtgggc
    83701 aaaatctaat gacagaacat gctgcggcaa cggaaagaga agtatctatt ataaaaatta
    83761 ttagccctta tatattctta accgtttgta ttttactttc tcgcctcgta ccagcattgc
    83821 atgatgtatt tagatcatat gcggttcttg atttaaaatc atattcttac aaattagaaa
    83881 tgctgtattc accaggattt tggctcggta tgacttgttt atttactatt attttcttcc
    83941 gcattccatc tcatattatg aaacaatcac tcttacaaac gataaaacaa tggatcccgt
    84001 tcgctattac aacgacaatg tttattgcta tttcagaact aatgggcgca tctggcatgc
    84061 attcattatt agcaaaaaca gctggtgaca catttggaac atttttcgtt ttcgttgctc
    84121 cattcatcgg tggtatcggt ggctttttaa caggtagcaa tgcaggatca aatgcgatgt
    84181 tcataaaact acaaatgcaa accgcacaaa acgtagcgct cccgtggcaa tacgtcacaa
    84241 cactgcaaaa caccgcatcg tcagtagcga caatcgcttg cccgtcacgg attacactag
    84301 gtgcgtattt atgtaacatc ctgtatcgtg aaaatgaact attaaagaag acgacattaa
    84361 tgatttttgg tgcggtatta cttatagtag tggaagttat tttctggtat atgttgagaa
    84421 attaaaaatt ctcctatatt taggaggatt ttttttgtta ctggataatg ctttaaatta
    84481 tgaaaagctg ctactaaatg aataggagat gaaatgtatg gccctaaaaa actacggcgt
    84541 gttaaaaggt acagctatac aatcaaagat gggaaaaggg aaaacacctc attatcaagt
    84601 tcatttacaa ggcgaagcag aagtagatta tcgcattgca attaacgtaa agtcgcaaag
    84661 ttatccgtca gaagtgttat attttgcgag tgacaatatt cggtcagagg cgattcatat
    84721 tttaccgacg ttaccatttg gttttacaga aataaaaaat aatgaaccga aagtagcttt
    84781 agactacgta agaggtaatg tatttgattc gaaacaaatg attcctttac ctgctgaaaa
    84841 agcaggagta gacaatgatt taaatgaaaa aatagaacgt tatataaaac gagcaataga
    84901 agaaaaagca attatttatg cgtttggtga aagatgggga cccgaagaaa atatacccga
    84961 ttcttacttt catttcgaac caggaaacgg gatacacgat attcacatga atcaaggaaa
    85021 tgtagagaaa tggaaaggtg ataatggtat atggcaagat ggaggaatac ttattcaatt
    85081 tgaaaaggaa gaagaatggg tcggtatctt tcttgctttc caatcacagt catggtgtac
    85141 cgatgaagag ggacatgctc gtgtgccggt tgagcattgt gattataaga ggaataattg
    85201 agaagaagag ggcgttcaaa aagaacgccc tcctcttatt ttataaaaac caaaactaac
    85261 aagtgtagaa atacaagaga acagcagtgc cacactagaa aacgcaatga ggtacatatt
    85321 atacttcatc aattttccaa ttagttggtt gctatcatac tgaaacagtc ccgctatgat
    85381 gttgaataaa aataacacga taaacatgac gatgacaccg tctattgatc ctttaatgtc
    85441 tggtttactt aaagcgatat gggcagaaat acaaatggcg ataaataaaa atagccaaaa
    85501 ggaaggattc aataagttac ctattgtaaa taagcttttc aataatacga aagtcgataa
    85561 gagcatgttt tgcaacattt ctaaattaat agaagtagta gcgattgttt tttcgagagc
    85621 ggtattaaat aagaaatatg aatctggtac gaaatagcgc attaaaagga ttaatgcggt
    85681 aataccagaa ataataggcc cgatgccgat aaagaagttc ccaattcgtt gatatacact
    85741 tttttgattg tattgatgtt gtacgtagcc taaagcgccc tgacttgtat ctgttgggaa
    85801 aaactgcgtt gctacaattt tatgacgaaa tagtacacac ataatggcat gtccaagttc
    85861 gtgaatcgga acaccgatcc aagctgttaa aaggaagcct tttcttccaa aagctctcga
    85921 ccaatacatt cgtgtgagag attctaaata gcctaataga aatccaatta caatgataac
    85981 gccaattaag gaaaataatt ggattacgct tgtaaggagt atttgaaaaa ttgagtttac
    86041 caattccatt gccagtcatc caatctgtta gaaacattat ttattctgtt tcataatagc
    86101 attttttttc aagattgcta gcacatatat tttctttcgg aaggaggatt tcagaatctt
    86161 tttcttgtag tcatgtttta tgtacaaagt catatattga atttgtaaca ccctatatgg
    86221 tatctgctta aggggggaat gcgagaatga aatgtctggc gtgtcataca gaaaatgcaa
    86281 cagaggcaaa gttttgcggg aattgtggac attcgttgac ggagggggca gtagcgagta
    86341 gttcacagga agaaggtgag caacaagtac gcgtagaaca agcgaaggaa actcgtccga
    86401 atgaaacggt agagaaagcg aagcgatttg cgagtgggta ttttcagttt tttaaacatg
    86461 ctttcaaagc accaacagcg attatgaaaa gcggcaaggt tgaagtacga aatggaattg
    86521 taagtcttgt tcttatttgt tttttaggag catgtatttt ttatagaatg atgagtgctg
    86581 gggcagcact tacgagaaca ttagcgccag atttatctac tccttctttc tttggagact
    86641 ctataacggt ctttttattt ttactaattt taactttatt tgtcggattt attatttttg
    86701 taagtggaaa gatgatgaaa tcttcatttt catttcttga agtattcggt gtgtggggaa
    86761 cgatagcgac gccagctatt gctatattag ttctttcttt tctgtttagc tttttattaa
    86821 tctttttctt accaatctta ttagggctgg ctacaacgta tatgtcaatt agtataattg
    86881 tcgctatagt aaagctagat aacggcggat tagaccttat ttatacactt cttatcgcaa
    86941 atgttttaat tggaattgca acattcattg tactgtggtc ttacattagc acgataattc
    87001 aaacctttac acagggattc actggcttct aacgaaaagg tggttgaatg tatgtacaaa
    87061 gtatggaact tagtttgaag atggtttgca attttatcaa aaccttggta tgtaatataa
    87121 tggcttcatc tttcctgata gtgatatccg aaaattaacg agtggggact taacatattt
    87181 atcgaaagaa taattgaaaa tagagagaaa cgaaatatac gcaaggcata gacatatttt
    87241 tcaaaacagt ctcggtatag agaaaatccg tattagacag gaaagctaac ggctattgaa
    87301 tcttataatg tggaactcat taaataaaga gaatagaaca cgtgaaaaag gtacagtgcg
    87361 taactgtacc ttttttatgg ttatttatct gaaccaggat cccttgagaa aaagatgtga
    87421 aagagaaatg tgactttact ggatcctcct gatgtactag cttgtatatg tgataaagga
    87481 ccagacgtta atgctgcctc ggaatggggt ggtacgacta ttttgagcgc atgatctgat
    87541 tctggtgaag cagtaacagt aattgtatca tcagagaagt ttataatttt aacagaaccg
    87601 actggaaaga tggacttgcc agcatgtgat gctgaagcga attgggtagc tttccaaata
    87661 tcttgcgcaa atgtatcatc gttagatagc caagcacgag cgctatatat tgttgcatta
    87721 atggaaaatt cttggtcaag tgagacggcg ggtttcggtt cttttggttc ttgcggttca
    87781 tctggaagat gggcgagaag gccggcgcac atatatttca cctactttca atagtaactg
    87841 ttatagcata ttaaacatgt tgtttataag gcacgacggt tacctattca cgtataggtt
    87901 tgtgcactaa atttgaagat gaaattctct ttctttacaa tagaagtagg tgttatttct
    87961 ataaaatatg gaaaacgtaa agagtatgta aaaaagaagg agtggtaaag tgaactatgt
    88021 cattattggc ggagatgcag ctggtatgag tgcagctatg caaattgtta gaaacgatga
    88081 aaatgcaaat gttgtgacgc tagaaaaagg tgaaatttat tcgtatgcgc agtgtgggtt
    88141 accgtatgtc attagtggtg ctatcgcttc aacggaaaag ttaatcgcgc gtaatgtaaa
    88201 gacgtttcgt gataaatacg gaattgatgc gaaagtacga catgaagtaa cgaaagtaga
    88261 tacggaaaag aaaatagtat acgcagagca tacgaagacg aaagatgttt ttgaattttc
    88321 gtatgaccgt ttattaattg cgaccggagt acgtcctgtt atgccagaat gggaagggcg
    88381 agatttacaa ggcgttcatc ttttaaaaac aatcccagat gctgagcgca tattaaaaac
    88441 actagaaacg aataaagttg aggatgtaac tattattggc ggtggtgcaa ttgggctgga
    88501 aatggcagaa acattcgtcg aacttggtaa gaaagtaaga atgattgagc gaaatgatca
    88561 tatcggtacg atttatgatg gggatatggc ggagtatata tataaagagg cagataaaca
    88621 tcatattgaa attttaacga atgaaaatgt aaaagcgttt aaagggaatg aacgagtaga
    88681 agcagttgaa acggataaag gtacgtataa agcggatctt gttttagtat ctgtcggagt
    88741 gaagccgaat actgattttc ttgaaggaac gaatatacgt acaaatcata aaggggcaat
    88801 cgaggtaaat gcatatatgc aaacgaatgt gcaagacgta tatgcagctg gtgattgtgc
    88861 gacacattat cacgtgataa aagaaattca tgatcatatt ccaattggaa caactgcaaa
    88921 taaacaaggg cgacttgctg gactgaatat gctagataaa cgaagagctt ttaaaggaac
    88981 gttaggtaca ggcattatta aatttatgaa tttgacgctc gcaagaacag gcttaaatga
    89041 aaaagaagca aaaggactac atatcccgta taaaacagtc aaagtagatt cgactaatat
    89101 ggcgggctat tatccaaatg cgaaaccact ttacttgaaa ttactatacc gttctgacac
    89161 gaaacaatta ttaggtggac aagtaattgg agaagaaggt gtagataaac ggattgatgt
    89221 aatcgcaatg gcactcttca ataaaatgag cattcacgat ttagaagatg tggacttaag
    89281 ttatgcacca ccatataaca gcgtttggga tccaattcag caagcggcaa ggcgagcgga
    89341 atagcacttt ttaagtgcta tttttttcgt taaagggtaa tcatcatttt tgtagaatga
    89401 agagggttgg gaaatagtta catataggga aggggatcat taaaaatgtt tataacactt
    89461 caagcggttc aagaatcaga aaaagagata ttacgtaatt tgtacgcact atatcttcat
    89521 gacctctcta cattcactcc acatataacg attggggcaa atggattttt tgaattcgaa
    89581 gatttgcata tgttttgggt aaatgatgga attactccgt attttattaa aggtgataat
    89641 gatattgtag gatttttatt gctactggaa cgtccattct taaagaagga aaatgacttt
    89701 agtattcatg acattttcat attgaatcaa tacaagggga aaggaatcgg taaacaagtt
    89761 attaagaatg tactaaaaga gaaacgaggg caatatttcg ttatcgaact tgtgaaaaat
    89821 gtaccagctg tttctttttg gaagaaagta tatagggagc taaacatcga atttgatgag
    89881 aaaatacagt taatcgacga tgaagaatgc ctcgtgcaaa tgtttaaaat acaatgagat
    89941 tggtgctcct agtatattac tttgaaattt aactttattt tgaatatacc gttcaccctt
    90001 gaaaacatag tacgtatcgc ttatattgtc atatagtatt tagtttttaa acaaagcaat
    90061 gaacgaacca gggggcacag tatggcaatt aacatgaaaa caatcgaaga atggattgct
    90121 gaatcaaacg caagacatga agaagacttt ggaaacgttg ttgaagagat gaaagaagta
    90181 tgcattggac ttgataatgc gacattaatt tatacgaaaa acgtattttg tttcggtaag
    90241 aaagtagaag tattgttctt cttccaagac catgtcgtga tcggacaaga aaaaaacgaa
    90301 tatgttgaga ttgaaaaatt aaagtatgat gccattacac atagtaactt aaaaacaaac
    90361 gataaaaata caacgttaga attaaagttt gctaacggac aatctatcaa tttagatagt
    90421 ttaaatgata actacggtac gaaaaactgg ttatttgcga gacaaattaa gagtattttt
    90481 aaattaatct agtaaaaaaa gcacgccgat gagcggcgtg cttctaatta cgtaaatccc
    90541 cttttaacca attccgcgct cgatacgctc caacaggaat ttgaataagt gacgtttcat
    90601 ttccagcatc tatcccgtat aactgatcac atgaatttgt atcaaaacta agtaacggat
    90661 gcccgcccat ccccattgcg gtcgctgcaa aaacgagttt gtgaacgagt atacctgctt
    90721 ccatttgatg aatacggtac cctctatagc ctaatgcatt tgtatagtaa tctttctttc
    90781 cgactacatg taagcaaagt ggtacttgaa aaaggtttat gttatccatc gtcatactag
    90841 attgaagggg ataacgaagg tctccgtacc gaattggctg gatggaatga gttttactgt
    90901 tataagcgta agcaccgttt tttatatctt ttacgttata gaaacatcca tataatgaga
    90961 cgcgcgcatt ttcatttaca tacgtaccat caaggtcgtt ggaataaggg aaggagagac
    91021 tcgcttcttg tagtaaagta gcgagctcgg ccgcatccca tttcgttaaa ataaagtcag
    91081 catcagggga ataccgtttt ctgcaaagtt gtaagaaatc ataagataaa cgctctactt
    91141 tcggcagttg tacagcatgc gcatgatgtt gatagtactc ttcatgagct agtgtttgga
    91201 actgtgctgt cgattcaatc atagaggctt catttatttt tgttatcatc ggatattcat
    91261 ttacatattt tgagcgaacg aaatgttcat gtgctaaagg cggaatttgt tgtaacaact
    91321 catgagaagt aactgtttta atttcacggt aatcattgtg aaaccaatta aattgcggtt
    91381 ctgtactgaa aggaacgaca gcatacacgc tttcttctcc ttctgacagt ccgagtaaat
    91441 gattaattgc acggtctaga aattgaaaat atacgccatt tgtgtagccg aattgtttgg
    91501 cacattcaag taattggccg atgagaacac cactatctaa tccttgaaga cgatatgaaa
    91561 aattattgta tttaaagaag tttttccaaa acatggtgga tacgaatgca gcaccaaaac
    91621 aagattgtat gttacaacga ttgccgagtg cttctgtaat ataagaatcg aaatttcctt
    91681 cgcgaagtaa gataagtcgg tgatgcgcgg cgtcgtaatg gtaaatgccg tctggataat
    91741 cgtcaatttt taaatatata tacaattcat ttggatataa agcgccgccg gaagggatag
    91801 atcttcgaaa taaaattttc tcgctattta gctgacataa ctgggttaaa ccaaatgaac
    91861 accaaagata atgaccaatt tcatctaaag taggtgtagt agaagagtta ggtaaagata
    91921 atgggatttc taaagagaga gggataatag gtaagtttcg atataattta taaggaagcg
    91981 gtgcatcttc ccagtctatt tcatgatttg gcataatttc atcgatagag aaatggagat
    92041 gatgtaaaaa agtatctagt tgcatgaaat cccctccttt actatggaaa cgggtgcgga
    92101 tgtggattta attgttcagt cgttaaaggt tcgtctgtat atccaagtgt catcggtacg
    92161 gtatacactc gatctagccc tgtaagtcga gtgagatggt gaccaaatgt catcggtagc
    92221 atacctggaa taatgacttt tacacaatgt aatccgtttt tttctataag aggtactgtt
    92281 tgatcgacaa ctattacttc aagtccagat tgccctagac ggtttaaaag ttgatgaaga
    92341 tcggatgtta aatctagatc aactgattgt aatgcattca tttcttggaa cgtttgcacc
    92401 ggggcatccc cgcgtaaaag aaagtgaaga cgttcttctg cttctttcaa tccatacagc
    92461 atactatggt cttccatttt atttacgaga taagggtctt gtaagcagtt ttcatagtac
    92521 tctctttttt cctcaagttc atcatctgtt ataagtaaca tgcctgctat ttcgtgaatg
    92581 gcactcttta aagcacggac tggatccaaa tgagagcctc cagcacaaac gacattcatt
    92641 ccattttcac gcgtattttt tgcaattacc cataagctcg ggatgccgtg ttccatcgtt
    92701 gcgttaaatg catgtaattc ataaccagta atcgtgtata gccgctgaat cattaattgt
    92761 aattctgtat catgtgctga actaagatca aggcggggaa gaggtaattc agcataccaa
    92821 gtgagcaaaa aggcgtcacg ctctacaatt tctaaaatgc cgtgaaaaat tgcttcttct
    92881 aaactaccac caatggcaca tccatttgat gtttcatata cgcaagcatc tcgatgaccg
    92941 aggctataat aagcgattga ttcaggaact aaaattggcc ggttttgtga tagtgaatat
    93001 ccccataccc agttttgttc atagtcagga tcaaacggtt taaatggaaa accatcacga
    93061 ttataatgtt catttgtatg tacaccgagc gtaaggggat tcagcgcgtg gttctctaca
    93121 tcatgaaaac taccatacac atttgtcttt ttccctcgag gtgacatacc acaatatcgt
    93181 tctaaacctt ctaaaatagc agttgtttca ctgattgcaa atgaatgagt tcgccctgca
    93241 accccttcat ttccaaacat taatggcatg tttataataa cgtcagcaaa tggtaataaa
    93301 gaatgctgca tttttccatt caacataccg actcggtaat ctaaatagtc tttcgttaaa
    93361 aatgtgttta gttcatgaat ggaacgacag cgatatgttg catcacttgt ttttaagctc
    93421 ggttgtaatg aaatcgctgc tgcatctgcc gtgtcatcag gtaaattact acatacaggg
    93481 cagattggat ctggaagaaa agaatgccgc gtacattgca gtgtttgtaa gtttagtaaa
    93541 atgagttcat tttctaaaga aggatgatta tgagttaata ttttctctgt ttctgcgcaa
    93601 atcagatggc acatttgcag aatgccattt tgggtggcac gtacatcacg cctcgttacg
    93661 ttttcttctt ttaccgcata ttttcgttgt aattcccaca tttctttttg atcaaatcca
    93721 gcgataaagc gtcgtccatc ggcacaatga gtacatccgg ctgcaggagg gtgaatataa
    93781 ggcccgataa tcccttcacc aaatgaagta aaaccacgta gccacggaat atgatttgac
    93841 cggaaagtta gctcagcgtc atgatgaata gtagaagggg agccgtcgtg taatacgaga
    93901 gcgaggtcga tattttcagg gagttcgtct gcaattgtat gttggcgaat gatggaatat
    93961 tgtttgtata attgatcatg tacatagtct gcaagaatgc catcccctat aagtaatata
    94021 ttttgagtca tagaccgtcc tcctttgcaa ttaatacccc gtacacacca tctaagtttt
    94081 ctttcaaaaa tgattcaatt gccaaatcaa acacgaatgg ataaaaatga tgttcttcta
    94141 aatgttgcaa ggcaagctgt acagattgcg tacttggaat ttcttcttct gcttgtattt
    94201 ctaacctaaa agaatccgtg tcatataaaa taatagagga ttctggcaag atattagctc
    94261 tgtatggagt ctcttcattt tgaatatgaa gaagggatag ttgtagggcg cttcgtaacg
    94321 ctaacgttgt attaatatta gatgcgccgt accatcgatc atttataccg acccaaacga
    94381 ctggaaagct gagaatctct tcacttactg ctattttagg tgcttcatga atggtagcga
    94441 gggcatcgta ataaaatcta caatttttat catgaatgtc cgttaagtcg accgtcgtaa
    94501 tttcttctag catatgtgat tgtcgttcat acaatttatt atttaaatgt tgttgtagtg
    94561 cccgatatac accctctgtc atcgtttctc cagcgccaat accgatatca ttatgttcag
    94621 ggataaggcg gtgcataatt tctgctacgt atgtttcgat tcctactaaa ccagcttctc
    94681 ggcgcgcttc gttatgagtt aaaccactgc aagttataag aggcaggagg gaagctggac
    94741 catctgatag aggtgtagct acttgaatat ggcattgtga taacggtaat tgatgtaaat
    94801 cttgttcatc ccatacatgg aatataccag tttctttaga agttaatgaa tcgaaaaaac
    94861 ggaataaatc agttgaggta tgttggttag accgatgctc aagtttttca gaaaggtttt
    94921 ctatcgtatc aattgtaaaa ctttcatcag tggcgagagg atgttttata aaaggatgcc
    94981 atgttccttc aagtgtttca taatttaata aaaagaattg tggattcttt tctcgatgtg
    95041 aatcatcagc aacatgttta aataattcaa aaacgattat atttgctagc attgcggatg
    95101 taataggaga gaaggcggct gatgaatttt cattttgtaa agtcgtttca tgtagccgat
    95161 gccatgcgga ctcccagcat tcttcacgat tagttgttac gacaggacca gctaaaccaa
    95221 ctgttgataa acagacagca ggtatgaagt tctttcctat ttccttgcaa atcgcatgaa
    95281 ctgctcttag tccttcgata tctccgtttt gcgaaacgta taaaacccag tcgaaaggct
    95341 cgaacacttc atgcagggga cgatcaattg ttgtatctat ttcttgaaca agtacagcat
    95401 catctacttc atgcgcaagt tctactagct cgtgaatacg gtcgtaattc gtttcttcat
    95461 aatctgtcac aaggtaatga aaggtaggta atccggattc taataaagaa gaaactaagg
    95521 aagtgagcat atctccagag ccgattataa gtacatttgc attgcggtac gtttcgaatt
    95581 ttaaagcgcc tgaatgagaa tctgcttcta gaaattcaat ttgcgaagca tatctatcaa
    95641 gtaacgcact gtttaattca tgaggtgcat cttgacttac atcacggaca aacccatttg
    95701 tatataaaat ctctccaatt tcaaatacac gattttgata ggggagaggg agaccatccg
    95761 ttatttctgc taaagaataa ttaccgttaa acattggcat taatttttca atccagttat
    95821 aaattccgtc accgtccata cgaaatgaac tggcgttatt tcgaaaatag acacccccgt
    95881 ttgagtcggg gaggaagaaa gtatctttat ttgcttttag ttttgcatgt gctggaaggt
    95941 tactcatttt aatcctcctt acgttttagg catacattat taccttatgt catgcgattt
    96001 gtcccgtatg aatgcaataa aaaaagctgt agaatgatat attctacagc ctgtaataga
    96061 ttatgaatct atcaaccttc taataataat gattttggat cttcaagcat atctttaaca
    96121 gcaacaagga agctaactgc ttctttacca tcaacaatac ggtgatcgta agataaagcg
    96181 atgtacatca ttgggcggtt ttccatacgt tcgttatcga ttgcaactgg acgtacttgg
    96241 attttgtgca ttcctaaaat accaacttgt gggctgttta ggatcggtgt tgacattaga
    96301 gaaccgaaca caccaccgtt tgtaattgta aatgtaccac cttgtagttc ttttaatgaa
    96361 agtttgttat cacgtgcttt tttacctaat tcacgaattt cgctttcgat ttcagcgaag
    96421 tttaattggt tcgcatcgcg tacaactgga acaactaatc catctggagc tgctactgca
    96481 ataccgatat catagaattt tttaatgata agctcgtcgc cttgaatttc agcatttaat
    96541 aatgggaatt gttttaatgc tgcaacaact gcttttgtga agaatgacat gaaaccaaga
    96601 cgtacatcat gttttttctc gaaagcatct ttacgctctt tacgtaattc catgattgca
    96661 gtcatatcaa cttcgttaaa tgttgttaac attgcagatg tttgttgaac ttctacaaga
    96721 cgttttgcaa ttgtttgacg gcggcgggac attttcacgc gctcaactgg tttttcgaat
    96781 tcagtttttg caactggagc aggagctgga ctttttggag cagctggtgc ttcttttggt
    96841 gctgcagcat gagcttgtac atcgtgtggt ctcacacggc caagtggatc tgtgctacgt
    96901 acgtcgttta agtcgattcc taattcacga gccatttttc tagcagctgg tgatgcgata
    96961 ggacggtttg tatttggtaa accttgtaga gttgcagttt gttcagcact tggtgccgca
    97021 gcttttggtg cttcagctgt ttcttgtttc gattgctcag ccggtgcagg tgtacttact
    97081 gcaactggtg ctccgtttgc gtctaaaatt gcgatagttg cgccaacttc aactgtatcc
    97141 ccaggttcgc ctagtaactt cgatacaata cctgaatctt ctgcaatgat ttctacattg
    97201 actttatcag tttcaagctc aacaacgctg ccacctttct caactttgtc gcctacgttg
    97261 agaagccatt gtgagatagt tccttcagta atagattctg caagctcagg tactttaatt
    97321 tcgatcattt taaatgtcct ccccttattt gcctaacggt gtgttttttc ttcttttgtc
    97381 ttcggtaatc tccatttgtt ttagcctgac cttgggcaga atatctgccc aaagaacaag
    97441 ctagaaatct ttattgttac tttttagttg ctgaaaactt caatttctag tttatcttga
    97501 cggaagttat actttacatc taaagcgtgt gaaacaatca gttcttgctc agctttgtga
    97561 gcgaatggat cgccgccaga tgggctagag cgatctggac gtccgatgta acctgttttc
    97621 actttatctc cagctagttc gaacagaatt ggagccatgt aatgccatgc gcccatatta
    97681 cgaggctctt cttgaaccca aataatttct tctaagtttt taaagcgttt aataatagat
    97741 tgaactttct cagcagggaa tgggtacaac tgttcaatac gaacgatatg aatttcatct
    97801 aagttgtact catgcctacc agactcgatt tctgctgcta agtcaatcgc cattttacct
    97861 gtacttaaaa caagacgttt tactttgttt ggttttgtac caaggttttc ttgttctaaa
    97921 gcaggttgga aacgtccttc gcttaactga ttagcagttg aaagcgtaag tgggtgacgt
    97981 aataaacttt tcggcgtcat caatactaat ggtcgaacag cttctgttcc taagatagat
    98041 gcttgacgac gcaggatatg gaagtattgt gccgcgctcg ttaagtttgc aactgtccag
    98101 ttgttctcag cagctaactg taagaaacgt tcaggacgcg cactagagtg ctctggtcct
    98161 tgaccttcat aaccgtgtgg taatagaaga actaaaccag atttttgacc ccattttgct
    98221 cttccagctg aaacatattg atcaaataat gcttgcgcag tatttgagaa gtcaccatat
    98281 tgcgcttccc acataacaag cgtttccgga gcgaatacgt tataaccata ctcgtaacca
    98341 acaacagcag cttctgataa cggactgtta tgaacagaga atgaagcgtt gatatttggt
    98401 aagcgatgta atggtgaata tgtttcattt gtgtcagtat catgtaatac gatgtgacgg
    98461 tgcgcgaatg taccacgctg tgaatcttga ccagttaaac gaattggcgt accttcttgt
    98521 aaaatagaag cgaatgctaa tgactcagca agtgcccatt caattttacc gttctcttca
    98581 agagcatctt tacggcgctc aagaattttc ttcactttcg gatatacgtt aaagccttct
    98641 ggccaagata gtagaccttc attaattgca cgaagtgagt caagctcaac accagtatca
    98701 attggctgaa taccttttgc aacaacatct ggcactttaa cgtgaattgt tgcatcgctc
    98761 gtatcagctg gcggtacttg tgcatagtca gattttaatt gctcttgcgt aaattgtgta
    98821 attgtttcaa tttcatctgc atttagaaca ccagcagctt gtaattgatc tgcataaatt
    98881 gctcttacag ttgggtgatt tttaatcttt ttgtacactt gtggttgtgt aactgctgga
    98941 tcatccattt cgttatgacc gtagcggcgg taaccaatta aatcgattag gaaatctttt
    99001 ttgaacagca tgcgatattg aatcgcaagg ttagcagcag caagacaagc ttctggatca
    99061 tcagcgttca cgtgaacaat cggaatatcg aaaccttttg caaggtcact tgaatatttc
    99121 gtagaacgag agtcatagct atcagtcgta aaaccaactg cattgtttgc gataacatga
    99181 attgttccgc ccgtttgata cgcgttcaat ctgcttaagt tcaatgtctc agatacaata
    99241 ccttgaccag ggaatgcagc atcaccatga actaaaatta cgaatgattt tgaagtatct
    99301 tgttctggaa gaccagattt tttacggttt tcttgagccg cacgtgcgaa accttccaca
    99361 acgggattaa cgaactcaag gtgacttggg ttatttgcta atgtaacgcg agtgctaact
    99421 tcttcgttac taacgacttg ttctctacct aaatggtatt tcacgtcgcc agtccagcca
    99481 gaatttgcca ctgcgccttc tatttttgca tgtttgaact cagcaaacat gtgactatat
    99541 ggtttttcta atacgtgagc aagtacgctt agacgaccgc ggtgagccat accaatcatg
    99601 acatcttcta cgccgttttt agctccttct agcacaattt catctagaac aggtacaagc
    99661 atatcaacgc cctcgataga gaaacgcttt tgcccaacga atgttttatg caagaattgc
    99721 tcgaaacctt caacagctgt taaacgtttt aaaagagcag ttcgtttttt atttgatagt
    99781 ggttgacgca atgaatttga ttccaccatt tgatgcaacc acgcgcgttc ttcactatct
    99841 tgtatatgag aaaattcata agctaaagat tgtgtataca cttcttttaa tctatgaatt
    99901 acatcaagtg cagtgtgaat accttctggt gcatcttgcc atactgtttt cgctggaatc
    99961 gctttcaaat cagcatcgct cagttcgttc attgctttct caagaagaga ttgtccattt
   100021 gcagcatcct ccatcggatt gatgtgagcc aacgtatgcc cgaaagaacg aatctgttca
   100081 acaagttgaa cgactttaag aatcttttca atgttacctg tgttttgagg agaaaaatgt
   100141 gttgctgtgt tgtcccctgt tacgacatca tcttgaaacg aaggagctcc aaaaatttca
   100201 aaaagctctt gtaattccgg atcaacagaa cctgctccag ttacgtaaag atcatactgt
   100261 tcaataacat aaccaaggtt cggaccgtgg aacttggccc aagggtttgt cgttgtattc
   100321 ttcctcgtca tttgtttaaa cctcccaatg catataatcc tttttccata caaaaaggtg
   100381 cattttgctc ttttcaataa ttgatgaacc aataatcaat gtaaatgttt ttctttactc
   100441 ttatgttatt acaataattt acataatacc aaacactatt acttatctgt tttgtaaaaa
   100501 aacattcaca ataacttatc acccaagtta atctttcatg ttataaagta attttacaga
   100561 aaaatagggt ggatatattt ggtataccta tacgaataac taaaattgtt gcatgtaaat
   100621 ataagtataa tagttagaat gtttcgataa aaataagttc gaattatgta tattgaaata
   100681 ataagcgctt tcattgatat tatacaacaa tataacggaa tatagtataa aaaataaaaa
   100741 attatgaatt tatcgtaaac tttatttaga tagtgttaaa tattgaaagg aaagtgaagg
   100801 atttctacaa aaaaagttgc taaacataaa aaatgcttca taaacagtta gtttctataa
   100861 atatgccgaa aaacaccgta aaaccaataa cacattttgc ggaataaagg gataaatgaa
   100921 atattttaaa aggataaaac aaatatggag atattaaatt ttaaaaaaag agaggtggag
   100981 atatagtaac ggttagttcc attgttccat gtttcgcttt aaaatagacg tgccgaaatt
   101041 gaaaaagttt cttctatata aatagagtga aacaaactaa agtatatgta aagggaactt
   101101 gacgtaaagg ttactttaca tatatactcg gtgtaaggga ggagggagaa atttccttgg
   101161 aaaataaaat ggtcgaatac cgaaaaaaat ttggactatc tcaagaaaaa ttggctgaga
   101221 aacttggcgt ttccagacaa accatcattt caattgaaaa aggaaaatac gatccatcac
   101281 ttccgttagc atttgaaata gcaaaaacat ttcagacaac gatagaacat gtatttattt
   101341 atgaaggaaa agaaggggag gagtaaagat gaactattca caaaagtact tcgtaattat
   101401 ggggattatt tttctattta tgagtggatt tatgatacta acaggtataa tgacgcattc
   101461 tgcaccgcca gctataacgt atccattgct tgggatgatg attatgagtt tttgcctaag
   101521 ttacctgcac ccacaattta aagaaaaaga cgaacgaatg aaactcattc gttataaagg
   101581 aatgttcgtg accttttttg cattaacagc atattatctt cttttctcta tcggcttaaa
   101641 cttaaaaata cttacactat ctgctactga actattgaat atacttatgg cacttacgat
   101701 gagtaccgtc tttatctcat ttgttgtttt tgcaaaaaga tattaagatg gaaaagagaa
   101761 aggaagatta acatatgcaa atgatgtatg cttttggcat tgggcttgta ttatttttag
   101821 ccgtattctt atttattcgt aaagacgtgc aaggtgggac gttaacgaaa agaggctttt
   101881 ataaaatgat cggctgttta gttgttatgt ttatagcaat tatcgtaatg atcgttttaa
   101941 taaatcggtc actatagaat gtaaaaatgt aaccttactt gagtaaggtt tttctttata
   102001 gtttaaaatc cgaaaattcc cattaaatcc atttaccaca tataatggat attatataat
   102061 ttaataaaat gatggatagg gagaatagta tatgaataaa aaaactatct tctttttatt
   102121 aacatgtcta ctacttgtag ctagtactac ttatataata tgtaacaaac gagaacaagt
   102181 gccacctatg ttagtatggg agggtcaaga atattatgtt acgaatgaac ctgccaaagc
   102241 agaagaagtc gggcaaaggc taggagaagt aacaaagaaa attgaaacaa gtgaaaaacc
   102301 tattaaaaat agtgagtcca acatagtaca ggaaaaaaca gaagtattca caatgataga
   102361 agaggaaaaa ggtcctcact cacctttaat cataaaggag cctgatggtg aagaatatag
   102421 aattgtgagg gcaatgttaa aagtattata aagtgaaaag gagattccta tgcagacagt
   102481 aacttcatat ccatgatcgt taagaaaaat gtttgttttt ttcctttgct tcattcttcc
   102541 accaatcggc gccatttata ttttgaggaa tagagaagca ctacaaaaga gagacttcat
   102601 tttatacgta ttatttgctg ctattaatat atcgctttgg ttgtcactta tgatttttga
   102661 tcggggcgtg tggctggtgt cggggcatta tgtgcttgga gcaattgtga ttgttttttc
   102721 gaatataaat aagagataac ctagcaatct taaagttgct gggttttatt ttgctattta
   102781 taatgaagaa acatataaat caatatgtaa agaaggaatg gtatagtata gataaaagta
   102841 acgtctgaac ggctagaaca gactgcaaag acagtaagta acatcagggg attgttagaa
   102901 tatttacata atggcctata caatcaaatt aagaatatcg ctacacaatg gaatggagcg
   102961 agtagagaac aattttatca gagatttaat aaagtaaaac caaaaatgtt tactgtttta
   103021 atagaagcta aaaactacaa tgttatgata tctagtggta gacgttcatt aataaatatt
   103081 gtagtaaaac agtttgaaga tagattgaaa catttgcccg aaggttcaca tcagactgtc
   103141 gtgatagatg tgagaggacc agatgaaacg ggagaaatat tgaagcaaat aagagaagaa
   103201 ataaatcaaa gaacatttgg acaggcagaa attattatta aaaagataaa aaaagtaggt
   103261 tatattacag agttagcacg aatgcataag ttataatttc aaagtgccgt aagggtaatc
   103321 ctgaggagaa aaaagatttc gaagttttaa gagtatataa aatatttata gttgcaataa
   103381 ctctattgtg gtaaaatatt ctatatataa atttaaaagg ggaaaggctt atggatttaa
   103441 taaaaattac tccagagcgt ttggagcagt ctgctaagtt ggtacaagat ataagacaaa
   103501 ctttagacaa tatgcacaaa gatctttata atcaaacaga atacatagcg tctcagtgga
   103561 caggtgcaac aagtcaaaat ttctatcaaa tgtttaatga agctaaacca aagatttttg
   103621 aagttaataa tctattggat aaaatttcag aaaaactcaa acattctgct aagaaattcc
   103681 gcgaagcaga ccaaacggat tatatgttag caaaagcaaa atctcaaaat gatgtggagt
   103741 atttgcaagg gaaagcagaa tacaaagaag gagaccgatt tggtggaacg cttgagggag
   103801 cagtggtgga agcaaagaat agtgtaggga caaatgggga atttacaatg aaagccttat
   103861 ctggaaaagt agatgtaaat attccttatt cttttgatgc tgctaaagat gatttatttg
   103921 aagggaatat tattggtaca aagatggagg gttcagtttt agagaacgaa tatagcacaa
   103981 aagttcctat acttacccct acaggcttcg agatgaagga tattaaaatt actcaaaagt
   104041 ttggtgaagg aaactttgcg tatggtgtgg acgaatatac actaaaaaat gcagcagaag
   104101 ttactacaaa taagtatgaa gtagagatgg aactctttca tattccagaa tttgttcctc
   104161 ttataggaga taaagatgtc gtcgtaaaag gtgaattggg tttggggaca cttggttatg
   104221 actttaaatt aggaaaagaa acgggattat atgttggaga tggttatgga ttaggtggta
   104281 ccattaaatt tgaggattaa gagaggggca tattaatatg caaccattta aggctggaaa
   104341 atatattaca tatgttgcaa ttgctatatt acttgtagtt gctattacgt ctccttatga
   104401 attacctaaa aaagttggct ttattatagg tgttcttatt ttaggagctt gtgcacttgg
   104461 tactaataaa atgtacgaac ggatgtatag taaattttaa aaaaaataat gtataacata
   104521 agagggggaa taaataaatg aaacttttac caatcggaac agtagtgaaa ctagaaggtg
   104581 tagaacctgt cattatgata attggaagaa tgattgtatc agcagataaa cgtgattttg
   104641 attatgtggg tgttccttac ccagttggct atctaggtga tgaaaaagtg ttatgtttta
   104701 atcacgataa aattgtagag gaaatgcata gagggtatat gactgagagt gaattggttc
   104761 tacgtgaaaa attagtagaa ttgtaaaaaa agaaacgtaa atcttaaaga aatgatagga
   104821 gaaacaaaat ggggaagata atgagaatca ttgtaatcat tggcatcctt attcctccag
   104881 cgttgctgtg gagtgcacct gatattcctc taaatgttaa acttctgttt acaggtttac
   104941 aactaactgt aggattcatc gcagtagtag tgttagaggt aatatttaga aatcggaaaa
   105001 agaagagggc caaatagata taaattgtat agaatgacag atgaaaatat tggtagctaa
   105061 tcttctcaat aaaagaaatt aacagaagca gggagaaatc cttgctttat ttttgtatag
   105121 aattattaag tagagtatcg ttaaattagg atacctgagg gggataggga tctgagttaa
   105181 agaaatagta gtcttaagag ttatctcact gatttcaacg agtgtaaaaa ctataatttt
   105241 aattactata caatcttaag tagcattttc ttttcagtcc tttctcagct ttatggaaac
   105301 aaaaagagga ctccccctga gccagctagt ttactgacta gaagtagtcc tctgttaact
   105361 tgtggtgtct gatggaggcc tccacagttt tagcttgtga gaataccctc tcaatccttg
   105421 atactattag gttttatgat cccggagagg ctcgaactca cgacctccac cctgtcaagg
   105481 tggcgctctc cctgctgagc tacgggatct tcaaaatgct tatgtaacag aatctttaat
   105541 cattatgtta aagcaattat acataattaa ctgaaatttt acaatatttt tatagtaatc
   105601 ttttgaaagg aaagaatttg ggatcaagtt agtagtgtat taaggaatat ataagtagag
   105661 aatgtaatga aaagtgggtt caaatagagc ggttatatta tttttttcga taccaattca
   105721 aagggctttc atcactcaaa tgaacaagaa aagggaataa gaagtgtaaa ggtaagctta
   105781 aaagttctgg catagcgttt acggttttct ttgataaata ttgccttccg aaacaatacg
   105841 gacaatcttt ttcaaatgcc atgagtatcg accatacatc ttttactttc cattttgttt
   105901 tacaatacgt acaacgcgcc atgaaattcc tcctcgttat agttgctacc taatatattc
   105961 cattccattg taataaagtc tagtgtattt ggtgtggtaa aatgtgattt gtttgtgaaa
   106021 agataataaa gctattacat tgcatcacct aaaacaagca taaccccgtt atgaatttag
   106081 gacgggggtg tgcttgctta attttgaata tagtgtactg cattataaat ttaaggttta
   106141 tgcaatgatc gtgcccgatc ggtgagggct aattaaagtt ctactttatg tctggttgtt
   106201 tacacgttgc ccatatagct tcgcgttaag tttgggagaa caatttttcc attcttactg
   106261 tatttttcga atagctctga taggagaaaa ataaagtttt tatactgttc gtcattttct
   106321 ttcggagcat aagatgctga taaattcctt cctaaaaagc tttcataatc aaaaagtaaa
   106381 tcattttgat attctttaaa ctcatacttt ccatctttaa agaagctgtt aaatacttct
   106441 ggagtttcat caattccgcc gctaaagcct ttaaaggttg ggcaggtttt ctggcaaatt
   106501 tctgcgttct ctttaataag tggactagtt acatctctac tattccaaac aagagcaaca
   106561 tttgctttct gttttaaaat tcgttggcat tcgattttga aagcctcttt atcaaaccaa
   106621 tgaaatgctt gggcaacagt cactaaatct acactatttt ctttcaaagt ggtattttca
   106681 gcagttgctt ttatagattg aaaacgagga tatcgtttta acgattgttc ggccattttt
   106741 ctcatgtcat catttggctc aactccaata acatgtaaac cactgtcaag cagctggcgg
   106801 ctaaatatcc ctgtacctga accaatatcg gccacaatct gattctcatt tagttcgtta
   106861 gctgaaagca aatactcaat atattcattg ggataactag gtcgatattt cgcatatata
   106921 tcggccttgt cagtaaaatt ttctgttgtt ttcaccgtac taccttcttt ccagcaatat
   106981 tatgtataga aataggaacc aaatagtaat ttccgcatca gtctctaagt ctacaacgta
   107041 aaagttcatc taaatggagc tgccttagtg ctcttattca aattatacta ttttgcgtga
   107101 tatcttccaa aagaccatga ttttttattc atctaaatgg tttaattgtt gaataatatg
   107161 accatttgta tatggaatga gaggtatgta ggataagcga tttccatttt caatatctaa
   107221 attggccaat atatcctttt tacaatttac ttaaaatcat gtataacaga gatacaagat
   107281 tattttataa atattcaaaa gtaaagggag aattatcgta atggtaagga aaacgttcaa
   107341 gatgcgcgta tctaaaaata gaacgatttc aattaatggc tcaattcttg atgtggatgt
   107401 tacacatgat gagtttttgc aagagtttgt tgagtgggtc gattctaaag gttggtcgtt
   107461 tatggggatg accgatgaga ttacacctga ggaagctagt caaaatttaa tagattcatt
   107521 gattgatgag aaggataaga aagaataatt ctttcttatt ttttattgta tatttatgtt
   107581 cttcatcgta aaagtatgat atagtaaaaa acagtgaatg ttcttccaat ttaatacaaa
   107641 ttacatatag attggtagat gcagttttta agctgtgaga gtatagtgaa aagggagagt
   107701 catatggtaa attttaagaa aatttcggct tttattaccg ttattggttt attttttttg
   107761 acacctatga cgttacgtgc tgagacgaat attggggtga acccagaaca agtggcacca
   107821 ccacctaagg aagggccaaa tgtttttagt cagtttgcaa ctacaattga tgcgaaaact
   107881 ggagatattt tgtatgataa aaacgcacat caccgtgcat ttccggctag tatgacgaaa
   107941 gtgttaacgg cgattttact tatggaacat acgaagccag aggatcaatt tacattttca
   108001 caattagcat tagatcaaga gaagagtaat tatcaaattg agtttcaacc tggtgagacg
   108061 attaatagaa atactgcact tatgatttta atggtgctta gtgcaaatga tgtgtcgtat
   108121 gcgattgcgg agcgtattgg cggaagtgtt gagaatttcg ctaatatgat gaatgagaga
   108181 gcgaagcaat taggcgctac cgacagtcat tttgtaacac caaacggatt gcatgatccg
   108241 aatcattata ctacgccata tgatatggct atgattacga gaggtgtgca aaagtatcct
   108301 gaaattttac aagcgatgaa tacgaaaaga acaacagtta cgacatctag gcagacggtg
   108361 tctattttta ataaatctac ttattttgaa aatccattta gtattggtgg taagacaggt
   108421 tttacaaatg aagcgcgcaa tacactcgtt ttattaaatg agaaggatgg aaatcgtatt
   108481 ataaacgtag taatggcttc tcaaagacct gaaatttatg aagatttaaa gcagatggcg
   108541 gactattctt tcggtcaatt tgtgaagcaa actgtactgg ataaacatag ttggcatcaa
   108601 aagacaacgt atttaaataa agatattgat agtgagcttg aaaaaagtgc agaactaatg
   108661 cttaagaaag atgaagtgaa aaatgtgaag acgacgttcc gggcggcttc attagataaa
   108721 gattctttat atcataaagg aattcatcgt ggtgaagtag ttggtgcagt tgatattacg
   108781 aaaaataatc aaacaattgc gacggtaaat gttctttcta aagaagacgt tacttttgcg
   108841 atgcctaaaa aagatacgat cgagcctgaa gtaaacgaat caaacgtgaa aataataagc
   108901 attggaatag gtgctgccat attatttgga gccattttat ttgtagtgct acgccgaaat
   108961 acaaaaggaa tgaaatcaga agaaaaataa attactagtt taaaaggact gtgaagagac
   109021 ttcttcacag tccttttttt atattaaaaa taactaataa ttgtaaattt tcttattgca
   109081 tttctaatgt gttcgttata ttatttagtt gtgttctcgt taaagaacga aactgaatat
   109141 tgcatacttc aaataatata aaacaacgga gagggagaga aacgatgaaa ttaatttgga
   109201 aggtgattag caacgttatc tcatttgttt tatttgcgtt aatggtttgc ttagcttttg
   109261 tagttatttc ttcaaaagcg agcggtggtg atccaacggt gatgggatat caatttaaga
   109321 gcgttctttc aggatcgatg gaaccaacat ttttaacagg atcaatcatt gcgatagagc
   109381 cgacgaaaga tggttctaaa tatcaaaaag gtgatgttat tacttttaaa gagaaagatg
   109441 aaaaaattat cactcaccgt attatcggtg taaaagatac aaatggaaaa gtaatgtatg
   109501 aaacaaaagg agacaacaac aacgggccag atttagaacc ggtacttgcg gagaatgtta
   109561 ttgggaaata tgcagatatt acagttcctt atgcagggta tgcattaaat tatgcgaatt
   109621 caaaagcggg agcagctttg cttcttatta ttccaggagt ctttttacta ggttattccg
   109681 ctattactat ttttagtgcg attcgtagca ttgatggaga aaagaaagag aaaaaagtag
   109741 aacaatccgt ctagtttgtt tggttatact ttccgattag gaagttgaca aatatataga
   109801 ttaaggggat atggacatga ctttaaagaa aaaattagga atgggtatcg catcagcagt
   109861 attaggggct gcattagttg gcggaggaac atttgcattt ttcagtgata aagaagtgtc
   109921 aaacaataca tttgcgactg gtacgcttga tttagcatta aatccatcaa cagttgttaa
   109981 tgtatcgaat ttaaaacctg gtgatacagt tgaaaaagaa tttaaattag aaaataaagg
   110041 gacattagat attaaaaaag tactactaaa aacagattac aatgtagaag atgtgaagaa
   110101 agataataaa gatgattttg gtaaacatat taaagtaaca ttcttaaaaa atgtagacaa
   110161 gcatgaaaca atcgtaaaag aaacagcgct tgataaattg aagggtgaca cacttactgc
   110221 ggtaaataac gatttagctg cttggttctg ggatgaaaaa ggtatttcag caggtaaatc
   110281 tgataaattc aaagtgaaat ttgaattcgt tgataataaa aaagatcaaa atgaattcca
   110341 aggcgataag ttacaattaa cttggacgtt tgatgcacag caaggcgatg gtgaaacaaa
   110401 ataataagga caacaaaaag agactatcaa aaacgatagt ctctttttct gctaaaagtg
   110461 aaatgtaaaa agaaacataa tttttatatc attttgtaat tcactttatt ataataaaga
   110521 tatagttctt gataaagaac gagttgttcg ataggagaga ttaaaatgct gaagccacct
   110581 cgtaaattca aaaagatgct tatattgcca tgtttgtgtt ctattacttt ttatttaggc
   110641 tctcaaatga tgacttatac agaagcagct ttcattcatg aaacgaaagt agcggctact
   110701 atttctacag caagtatttt tccaaaaaca gttgatcaat taatagaaca agctaagcag
   110761 cataaggaag ttattttgca tgagtataaa gagatgaaat caaaattaaa tgttagatcc
   110821 actcaggaga tagaacaggc gcttgttata tggaagcaag gacgtgagaa gatagctgct
   110881 gagagagaat cgttacaaaa agtatataaa tcaatagaag aaccttataa tcaagtacaa
   110941 gaagagttaa aaggaaatac aactgaatcg aataagcaag tattctcgta tgtgaatgct
   111001 ggcttccata tagtaaaaga aaactgtcag tatgttgata aagaagtgaa tttacaggcg
   111061 atcgataaac aaattcaaga ttttgagaag ttactagtag atgaaacagc aaaacaagtg
   111121 agtgaggctg agaagcaaaa ggaactagaa gagaagaaac aagaggaagt aaagaaacta
   111181 gaagagaaga aacaagaaga agcaaaaaaa ctagaagaga agaaacaaga ggaagcgaaa
   111241 aaattagaag agaagaagaa acaagaggaa gcaaaaaatc aagaagagag taagaaacaa
   111301 gaagaacaaa aaaataaaga tagcaagtaa attatagtaa cgttccaagc agatagagat
   111361 tataaaacaa aaaggagaga gagcactatc actcaccttc ttttcgtgtc ttgcttattt
   111421 tatttagcca ataagaggta gttagataga cgaagtttat taattagtga agataggtca
   111481 aaaatcaaaa attttttctt tatttttcaa taatttactg aaatttctaa ataatattga
   111541 gaaataaaaa taactgaaag tattaataaa tatgtgttgt atttatatag gtatgttcgt
   111601 tataatgaac ataaggtttt taaaaaagaa caaatattag ctaagctaat atagctttag
   111661 ttatatctct tattttaaat aagagatagt aataaaaaat ataaaaaaca gctaggggga
   111721 attgattgtg agtctgaaaa agaaattagg tatgggagtt gcatcagcag cattggggtt
   111781 atctttaatt ggtggaggaa catttgctta ctttagcgat aaagaagtat cgaacaatac
   111841 atttgcagct gggacgttag atcttacatt agaccctaaa acgcttgtag atattaaaga
   111901 tttaaaacca ggggattctg ttaagaaaga gttcttatta aagaatagcg gttcattaac
   111961 aattaaagac gttaaactag caacaaagta tactgtgaaa gatgtaaaag gtgataatgc
   112021 tggtgaagac tttggtaagc acgttaaagt gaaattcctt tggaactggg ataaacaaag
   112081 tgagcctgta tatgaaacaa ctttagcaga cttacaaaaa actgatccag atcttttagc
   112141 tcaagacatt tttgctcctg agtgggggga aaagggtgga ttagaagctg gtaccgagga
   112201 ttatttatgg gtacaatttg aatttgtaga tgatggaaaa gaccaaaata tcttccaagg
   112261 tgattcattg aatttagaat ggacattcaa tgctaaccaa gaagctggag aagaaaaata
   112321 ataaaaaaag cgggtatccc ccgctttttt ttataaagaa aaaagaagtg cggtttgtaa
   112381 gcacttcttt ctattattat ttttgatttt gcttccattt tgtaaattca agaaattcac
   112441 gaaattgttc tttggagaca ccagagttca ttgcatcttt gacgagctgt gtccattcgg
   112501 agtctaggtt agcttccttt gttgtttcat catgaagtaa agtatcaact ggaatttgta
   112561 gaactgctgc gatcttttca agaaactgaa tggaagggtt cttttgtaaa tttcgttcta
   112621 tagaactaat gtaagattta gcaacgccag ctttttcggc aagttcagtt aatgaaatac
   112681 ctttttgtaa acgaaggcgt tttatacgtt ctccaatcat atttgcgcac ctttctatca
   112741 atatgtagtt gtcttatgat gtcattatta taacataaac ttcgttaaaa agaacaaacc
   112801 tattgagcct ggctggatgg cttcatacgt ttgaaaaaat gttcgatatc ttgcaaggcg
   112861 atcccagcgt ctagagcttc aagtattaaa tcaatccatt cttgatccaa tgcgtcagtc
   112921 ttatctttgt acaaatgtaa ttcctcccta attatcaatc ataactgctg ctacagaata
   112981 cgtgataata caatcggatt ttgtattttt atgtagtgaa ttatcaaata ttttgtagat
   113041 aaaacaaaga taaaatcccc attaaactcc ctctatggcg attataaagt ttctgacaaa
   113101 tattttcaat attttcagaa aacattgttg aattgtgata tactcgtatg ctaactatgg
   113161 aatttttaca aatatattaa aaacattaca taatatgact aaatattgaa aaaatattga
   113221 atttttaata aaattcaatt tgtaatacat attatttatt aggggaggaa ataagggatg
   113281 aacaagaaac cgttcaaagt tttatcatca atcgctttga cagctgtatt aggcctttca
   113341 ttcggagcgg gtggccagtc tgtatatgct gaaacgcctg tgaataagac agctacgagt
   113401 ccagttgatg atcatttaat tccggaagaa cgtttagcag atgcgctaaa aaaacgtggg
   113461 gtaattgatt cgaaggcttc agagaaagaa acaaagaaag ctgtcgaaaa atatgtagag
   113521 aataaaaagg gtgaaaatcc tgggaaagaa gtaacaaatg gggacccact tacgaaagaa
   113581 gcatctgact ttgtaaagaa agtgaaagat gcgaaagcag atacgaaaga aaagttagat
   113641 aaacctgcaa caggaacacc tgcagcgaca ggaccagtta gaggtggtct aaatggtaaa
   113701 gtaccaacat ctccagcgaa gcaaaaagcg tacaatggtg atgtacgtaa agataaagta
   113761 cttgttttac ttgtagagta cgctgacttt aaacataaca atattgataa agagcctggt
   113821 tatatgtatt cggaagactt taacaaagaa cattatgaaa aaatgttatt cggtgacgag
   113881 ccattcacat tagatgatgg aagtaaaatc gaaacgttta aacaatatta cgaagagcaa
   113941 tctggtggta gttatacagt agatggaaca gttacaaaat ggttaacagt tcctggtaaa
   114001 gctgctgatt acggtgcaga tgctgctact ggtcatgata ataaaggacc aaaaggacca
   114061 cgtgatttag taaaagatgc attaaaagct gctgtagata gcggtcttga tttatcagaa
   114121 tttgatcaat ttgaccaata tgatgtaaat ggtgatggaa ataaaaatca accagatggt
   114181 ttaattgacc acttaatgat tattcatgca ggagttggac aagaagctgg tggtggtaaa
   114241 ttaggtgacg atgcaatttg gtcacatcgc tggacagttg gaccaaaacc attcccaatt
   114301 gaaggcacgc aagcgaaagt tccatattgg ggtggaaaga tggcagcgtt tgactacaca
   114361 attgaaccag aagatggcgc ggtcggtgta ttcgcacatg aatatggtca tgatttaggt
   114421 ttaccagatg agtatgatac acaatatagc ggtcatggtg aaccagttca agcttggtct
   114481 attatgagcg gcggaagctg ggcaggtaaa atcgccggaa cgacgccaac aagtttctca
   114541 ccacaaaata aagagttttt ccaaaaaaca attggtggta actgggcaaa tatcgtagaa
   114601 gtagattacg agaaattaaa taaaggtatc ggtctagcaa catatttaga ccaaagtgtt
   114661 acaaaaacga accgtccagg tatgattcgt gttaacttac cggataaaga tataaaaaca
   114721 attgatccag cattcggaaa acagtattac tacagtacaa aaggtgacga tcttcatacg
   114781 aagttggaaa caccactgtt cgatttaacg aatgcaacga ctgcgaaatt tgattttaaa
   114841 tcattatatg aaattgaagc agagtatgac ttccttgaag tacacgctgt aacagaagat
   114901 ggtcaacaaa cgttaatcga aagacttggt gagaaagcaa ataatggaaa tgcagattcg
   114961 acaaatggaa aatggattga taaatcatat gatttaagcc aattcaaagg taagaaagta
   115021 aaattaacat ttgattacat tactgatggt ggtttagcat taaacggttt cctacttgat
   115081 aatgcttcat taacagtaga tggtaaagta gtattctctg atgatgcaga agggacacca
   115141 caattcaaat tagatggttt tgctgtttct aacggaacag agaagaagag ccataactac
   115201 tatgttgagt ggagaaacta tgctggttct gataacgcat tgaaatttgc tcgcggccca
   115261 gaatataaca ctggtatggt tgtatggtat gcagattcag cttacacaga taactgggtt
   115321 ggtgtacatc caggacacgg tttccttggt gtagtcgatt ctcacccaga agcaattgta
   115381 ggaactttaa atggtaagcc gacagttgaa agtagtacac gattccaaat cgctgatgcg
   115441 gcgttctcat tcgataaaac gccagcttgg aaagttgtat ctccaacgcg tggaacgtat
   115501 acgtataatg gcttagcggg tgtaccgaag tttgatgatt cgaaaacgta tattaatcaa
   115561 cagattccag atgcaggacg tattttacca aatcttggcc tgaagtttga agtagtagga
   115621 caagctgatg ataattctgc aggtgctgtt cgcttatatc gctaatacag taaaactacc
   115681 gaaagattct ctttcggtag tttttttgtg agcaatgaat tttatataaa agaagaaatt
   115741 atatataatg taactttacg aatgaaaatt agttacatat aaagtctata taaataatga
   115801 aagaattgga taaaaatagt gggggaaggt gaatgaatga gcgtttcttc tattgtaaat
   115861 aaacaaaagg catattttta taatggccat acgagaagtg tagaagtgag aaagaataat
   115921 ttgaagaagc tttatgaagg cattcagcgc tttgaagaag aaatatttca ggcattgaaa
   115981 ttagatttaa ataaatcagt tcacgagtca tttacaacgg aagttggata tgtattaaaa
   116041 gaaatttcct ttcaattgaa acatatgtca tcgtggagta aaccgaagcg tgttcgaaca
   116101 gcactcactc attttggatc aaaggggaaa gtagtgcccg aaccgtacgg tgtgacactt
   116161 attattgcac cgtggaacta tccgtttcaa ttagcaattg caccgcttgt aggagctttg
   116221 gcagctggaa atacaatcgt tttaaagcca tcagagctaa ccccaaacgt ttctaaagtg
   116281 attacgagaa tgttagcaga attattccaa gaagagcttg tagcggtagt agaaggtggc
   116341 gttgaagaga gtacggcttt gctgaaggaa ccatttgatt atatcttctt tacaggtagt
   116401 gtgggggttg ggaaggttgt catggaagca gctgcgaaac agctgacgcc gcttacgtta
   116461 gaacttggcg gaaagagccc atgtattgta cataaagatg caaaagtaga tgtaacagcg
   116521 agacgaattg tgtggggcaa gtttttaaat gcagggcaaa cgtgtgtagc acctgattat
   116581 ctgtatgtgc atgcttctgt gaaagagcag ttaatcgagg cattgcgaca cgaaattgcg
   116641 gagcagtatg ggaacgagcc tttgcaaaat gaaaattacg tacgcattgt aagtgagcgg
   116701 cattttgaac gattatgccg gtttttacaa gatggtcaag tcgcaatcgg cggtaactat
   116761 aagcgagata cattacatat tgaaccgaca gtagtgaagg atattacatg gcaagatgct
   116821 gtcatggaag atgaaatttt tggtccgatt ttaccaatta tagagtacga aaacatagaa
   116881 gaggtaattg acacaattca gcaacatccg aaaccgttag cgttatatgt attctctgaa
   116941 gataaagaaa tgcaaaagaa agtaacgagt aatatttcgt atggcggagg ctgtgtgaat
   117001 gatgttgttt atcatcttgc aaccccatat ttaccttttg gaggcgtcgg aagtagtgga
   117061 ttagggagtt accatgggga agaaagtttt cggacttttt cacattataa aagcatttta
   117121 gcccaatcta cggcattcga tatgaaaatt cgttactctt ctacaaaaag tgctttaaaa
   117181 ttcatacgaa agttgttaaa atgatgatgg tgtttatcag taggcgtagc cgtatgataa
   117241 tagccccttc gcaatggaag gggtttttct gttcgacatt atgtatcagg cgaaaatgaa
   117301 tcaaacatac tacataaaga atagaagtga acgtttgcta aataaccatt tttgtttgga
   117361 tcgaaacaaa aaatagtcta tagaacataa atatttattc atgaatataa aaattaaaat
   117421 ttaaggtaga ttggacggga aaatgaaaaa gattattaaa gttgaagcag tagaaaaaca
   117481 ttttggaaat caagtgatta tcccaccgct ttctttagat attaaagaag gggaattttt
   117541 aacgatttta gggccgagtg gttgcgggaa aacgacgtta cttcgtatga tcgcaggatt
   117601 tgaaacgcca actaaaggga atcttttatt agatgatgaa aagattaacg atttgccacc
   117661 atataagcgt catatgaacc tagtgttcca acattatgcg ctattcccac acatgaatgt
   117721 ggagaaaaat atttgtttcg gtatgaaaat gcagaaagta ccggtagcag agcagaaaga
   117781 gcgtgctgaa gaggcaatgc gtttaacgca gttacttgag ttccgtaatc gtaaacctgc
   117841 gaagctttct ggtggacagc agcagcgtgt agcaattgcg agagcaattg taaataaccc
   117901 gcgtgtatta ttactagatg agccacttgg ggcgttagac tttaagttaa gaaaagactt
   117961 gcaacgtgaa ttgaaaaact tacaacgtaa tttaggaatt acgttcatat acgtaacgca
   118021 cgatcaagaa gaagcgatga gcatgagtga tcgtatcgtt gttatgaata aaggccatat
   118081 tgaacaaatc ggaacaccga aagaaattta taataagccg aaaacgttat tcgttgcgac
   118141 atttatcggt gaaaataata ttgtgaaaaa cggggaaggc tatgtagcaa ttcgccctga
   118201 aaatgtaaaa gtgcgttcgg ttgaagagcc gattttaaaa gaatatcacc ttggacatat
   118261 tgaagacatt gagtttgttg gaaatatgga aaagctttat gtacgtgatg agaaaacatc
   118321 agaattacta atggcatatc aaactgctga agaagcagcg cagtggagca ttggagataa
   118381 tgtatacgta ggctgggagc aagaggacga ggtgacctta aattgaaaaa agggaaatta
   118441 ctcgcactac ctacagtcgc atggctgtta atcttcttcc taattccctt tctgtttgta
   118501 ttggcatttg ccttcatgca gcgtggggcg tatggaacag tggaaatgca atttacatta
   118561 gaaaacatag cacgagtatt tgacccatta tatatgggga cgttatggga aacagtgaaa
   118621 attgcggtta ttactacagt aatatgttta ctgatcggtt atccatttgc atatacaatt
   118681 acaattgttg atcgcaaata tcgttccatt cttttattat tggcaacgat cccgttttgg
   118741 attaacttcc ttgttcgttc atacgcatgg attgttattt tacgttcaca aggtcttgtg
   118801 aacacgtttt tattaaagct cggtattatt agtgaacctc taaatttact atataataca
   118861 ccttctgtaa tactcggaat ggtatattct ttattaccat ttatgatttt accagtgtat
   118921 gcagcgattg agcagcttga taagcgtaag ctagaagcag cttatgattt aggggcaaca
   118981 ccagtaaagg cattttggaa tgttacagta ccaatgacga tgtcagggat tgctactggt
   119041 tctattttag tgtttgtttc ttctatcgga atgtttgttg tatcagacgt tatgggtgga
   119101 tcgaaagtag cattaatcgg aaacgtaatt caaaatcaat tcttaggagc gcgtgattgg
   119161 ccgtttggat ctgcgttatc tatgattgtt gttctattct ctgttctgtt aatttactta
   119221 tattatcgtg caacgaaagt atataaatat gatgggaacg gaggggaata ggcaaagatg
   119281 aagaagtttt tagtttctta ttcttggtta attttattgt tcttgtattt tccaatgatg
   119341 gttttaatgg tgtattcctt caatgattct cgcattaatg cggaatggga aggattcaca
   119401 ttccattggt atacagattt atttcaaaaa caagatgtta ttgatgcgtt tgtaaatagt
   119461 atgacgattg caattgtaac gacgattgta acgacagttc ttggtgtgat tttcgcgatt
   119521 gcattacatc gttataaata tcgttatgaa ggggcgatta acggtcttgt atatttaccg
   119581 attttaattc ctgatatttt aatgggatta tctttactta tcttatttag tcaattaggt
   119641 atggaacttg gtaaaacaac aattattatt gcacacatta catttagtat ttcatttgtt
   119701 gtcgttattt tagcagcacg tctatctggt atgggacgtg atttagaaga ggctgcgaat
   119761 gatttaggag caacgccgtg gcaaacgttt cgttatgtaa cgttcccagc aattgcacca
   119821 ggagttattt cagctgcatt attaacattc acattatcaa ttgatgattt tgtaattagt
   119881 ttcttcgtat caggaccagg atcaacaaca ttgccattat acatttacag tatggttaag
   119941 cgcggagtat caccagaaat taatgcactt tctacaattt taattgtggc tatcgtagga
   120001 ttaatggttc tatctgaaat cttccgtaac aaaggtgcag atggtgaaga aaactctgga
   120061 ggacaccttc ctttataata cgaacgatat agaaagtacg agggggtaat aaaccgatga
   120121 aattaacgaa gagattagct ggcgcagcaa ttagctttag ccttgttgct ggttgtggtg
   120181 aaaagaaaga agagttaaac atttatagct gggctgacaa ttttgatgag caagtgctaa
   120241 gagattttga aaagaaatat aacgtgaaaa ttaactatga taagtatgca agtaatgaag
   120301 aaatgcttgc gaaattacaa gctggtggcg cgaagtatga tttaattcag ccgtctgact
   120361 acatggttaa aacaatggca aaaatggatt tattagcgcc gttagataaa aagaatatcc
   120421 caaatatcga aaacatggtt tctaatttca aaacacctgc gtttgatcca gagaataaat
   120481 attctttagt atacacttgg ggtgtaactg ggattgcata caataaaaag tatgtgaaag
   120541 aagcacctac aagttggact gacttatgga atgagaaata taaagggcat gtaactttat
   120601 taaatgattc tcgtgaagta ttaggtatgg gtcttaagaa aaacggcttc tcaaacagta
   120661 cgaaagatga tgcacagtta aagacagcag caactgattt acagaagcta cttccaaact
   120721 tattagcatt tgatacagat aatattaaac aaaagttcat tacagaagat gcttggatcg
   120781 gaacagtttg gtctggagat gcagcattta tcgcaaaaga taataaagat gtagagtacg
   120841 ttgtaccaaa agaaggcggc acaatttggg ctgatacgtt agcaattcca aaaggtgcga
   120901 aaaataaaga gcttgcagag aagtttatga actacttatt agatgaaaaa gtaagtgtga
   120961 aaaactacga gtcaattgga tacagtaatc caaatgaaaa agcgcatcct cttcatagta
   121021 aagaatatcg tgaaaaccat atgattttct taacgaaaga agaattagat cgtacagaat
   121081 ggcttgttga tgtagatgat aagttaaaag attatgatcg ttactggaca gagttaaaaa
   121141 caaaaggtaa ataagtaagg aaatgcggtt tctaaagtag aaatcgcatt ttttcatagt
   121201 aggaggaaat cgtttgaaga agaagttgca tcaatatgag gtaatgtgta tcggtttatt
   121261 acttgctgta tttggcattg ttgcttggcg agtacatgct ggtggcgtta cagtgatgga
   121321 tacatatatc agaggattag taaaaggatt acaaacagaa ggttcgcttg catttttctc
   121381 acactataca aaattagggt ctgccattgg gattgtaacg gtgctcgtta taagtttact
   121441 tgttttttgg aaaaaaagtt attatgctgc gatgatcgtg tatccaatgg gcattttaac
   121501 aacacatctt gtgaataaag ggataaaaga aattgtgaaa agggatcgtc cgtcgttaaa
   121561 tgaagcattt gatgcgctcg gctatagttt tcctagtggg catgcaatgt tatctattat
   121621 gacattcggg tttctcgctt atatcattgc agcaaatttg aagagtgtga ccggaaaatt
   121681 tgtgataacg cttttcatgg gaatagtaat cgtatcgatt ggattaagta gagtcatttt
   121741 aaatgtacat tatccaactg atattttagc aggctactgc gtaggtggta ttctattaat
   121801 tatcgtaatt tattgccatc gtttatttac tgagaagctt ggtcttcata aagagagata
   121861 gaaaaacgtc tagaaaaact attattatag tttttctaga cgttttttgt ttgcaggaag
   121921 atgtgataca gtataagtga taattgaatg atgtaaagta ggtgaaaatg tgtgaagaca
   121981 aatgtacata aagttgataa gtgggggaag ttaggagttt ttttgtatca gtttcgttat
   122041 acagtaattg tagcattact attggttgcg atagcgctcg gtattttcgc tccaaagcta
   122101 ccgggagtat taggtggtga tggctttcaa acggaagggg actatcaaaa aacgaaagaa
   122161 attttagata aagattttaa gaggtctcaa gatacacttc tactcgtttt tgaaaaaaat
   122221 aaaggtgttt cacacgagga atttcagaag caagtggaga caattgtaaa aaatgtacaa
   122281 gagaaagaga catatgaatc tttccatcac ccagtgcaaa ataaagaaat gttacaagat
   122341 gatatcggct atgcgacaat tttattttcc gggaaaacaa ataaggaacg aatggaaaag
   122401 acattacaat ttgctgataa aatcgaaaag gaaagtaatg caacattaaa agtaacgcct
   122461 acaggatttc cgaaaattaa caaagagatt aatgaaagaa cgcaaaatga tttaaaagta
   122521 gcagagatga ttggcttacc aattgcattc ctcgtattac tattttcatt tggtagcctt
   122581 ttggcatcaa ttttaccaat tgtaaatggg gcacttagtg ttattagtac gatgggcata
   122641 ttatatttta taggtagcga taaggagcta tctatctttg tgttaaatgt tgcaccgatg
   122701 atcggacttg cgctatctat tgattttgcg ctattatttg taaatcgctt tcgagaggaa
   122761 gttgcaaagc gaacggtaaa agaagcgata gcaattacat atcagacagc agggcgggca
   122821 atcgtatttt caggattatg tgtattcgtt ggcttatccg gtttgttttt ctttaagatt
   122881 gattatattc agtctgtcgc aattagcgga atgattgttg tgattatgag tattgtattc
   122941 tcgctcacac ttcttccagc gctattatcg ttaatcggta aacgaatatt aaaaaagaat
   123001 caagtagcac atacgccggc aaaggcgtgg cgtacatttg cacaatttgt catgaaacat
   123061 ccaatcgcga tgattattgt tgttacaaca tttattgtga tttgcttatt gccattacgt
   123121 acagccaatt tgcagttccc tgacgtggaa gctctaccta aacaaagtga tacaagaatt
   123181 gcatatgaga agtacgaaga ggcatttaat gaaactgcaa aaacacatgc tgatgttacg
   123241 ttagtcgtag agacgaaaaa agatatgaaa gaaacagaaa gtttacaaag ggtagaagaa
   123301 gtcgttcaaa agttaaaaga tgataagaaa gtatatgaag taagaagttt atacgacagt
   123361 ttaaatggaa tgaaatcaga gcaagtggcg gggatgttac agtcgccaga agctgctaaa
   123421 atagctccgg tatttgaatc gtatacgaaa ggaaataaga caacaatcga agtcttttta
   123481 gatacaaaac cacgtacaga aattgcgaaa cagtgggtgc gtgattttaa acaaaattat
   123541 aaagaaacga acgttacgta ttatctaggc ggcatgacga cgttccaaca agagttggaa
   123601 gatgaaatta aagataaagt tgcaattggt atgtctgtta tatttggatc gaccttcgtt
   123661 atattattat ttgcattccg atctatactc attccgatta aggcgattat tatgaatgta
   123721 cttagtttaa gcgcaacaat tggaattgtt gtttggttat ttgaaggtgg tcattttggt
   123781 ttagaagcaa gtcctgtttt atttgtctta ccaatcttca ttttcggcct cgtatttggg
   123841 cttagcatgg attatgaagt ctttcttatt tcgcgtattc atgaactgta tgaagaaaca
   123901 ggagataatg atcaagcgac gttagaagga cttgtgtcaa caagtagaat tattacgtct
   123961 gccgctttaa ttatgattgt tgtaactggt gcgtttgctt ttactgatat tttaccagta
   124021 cgacaaatgg ggcttggcgt tgcattagcg atattccttg atgcaacaat tattcgtctt
   124081 atgctcgtac caagtttaat gaaattgttt ggagactgga actggtggtt accatttcga
   124141 aagaaaagag aaaaatcatc ataaaaaata ctcatctata agatgagtat tttttatgaa
   124201 tagcaagacc tacattttgc aaatagtatg tgataagaac attacatata agtaggtgaa
   124261 ggcaatgttt cgttatttta aatttaagct aaatgataca gtacagtttg cagaaaacga
   124321 tgggcatatg tatcgcattg tcggttatcg gttagaaaaa ggattttatc caaaagacga
   124381 atggactcat attatttatg aattgcttag agattttgat gggtatacga tggatgcgga
   124441 agaagaggaa cttgtaaagg tcattcaagt agaggatgag tattacaaaa tacaagaagt
   124501 atcgggctat cgttatccgg taaaaatgaa gcaaaaacaa caagtgatga aagtagaaaa
   124561 gatggatgac ttattagata cgtataacga ttataagagg ttggcggatt tctttaaaga
   124621 tttatcatat gaacaaaaag cggaagaagt gttgcaggaa atgagaaggc gtagagcgtg
   124681 aggggcagtc tattataaga ctgtcctcta tttttggcgg tgcatcaaag tgtattttcc
   124741 gttacaatga gagaatcaat agaaataagg tgatacagta tggaaacgaa gaagaagggc
   124801 gaatggtgcg aaatgactgt gccagcgaaa tggaatggta taagcattga gtcgttatta
   124861 aaaatagaat gggaaatacc gaaaaaattg ttacatcagc ttcgtatgga aaaaggtgtt
   124921 actgttaacg gagaacagag aagatggaat gagcttttaa aagaaggcga taagttacaa
   124981 gttcatatgt ttatggagga agaatacgat gtagagcctg aatatggtga attagatgta
   125041 gtatatgaag acgatcatgt actcattgta aataagcctg agaagatgga tacgcatcct
   125101 gctgaaaaag gcgggatggg aacacttgca aatcttgttg cctttcatta tcaaatgaaa
   125161 ggtttagaga cgaaggtgcg acatattcat cggttagata aagatacgac aggtggtgtc
   125221 gtatttgcta agcatagaat cgctggtgca attatggatc gtttattaat ggaacgaaaa
   125281 attaaaagaa catatgcggc tcttgtagaa ggcaaagtga aaaaaaagca aggaacaatt
   125341 gacgcggcta tcggaagaga tcgccatcat gcgacgagac gacgtgtttc tccaaaggga
   125401 gatcaagcaa tcacatatta taaagtagag gagtatttta aaaaacaaaa tgttacgttc
   125461 gtaacgttac aattggaaac tggtagaacc catcaaattc gtgttcatat gagctataat
   125521 ggtaatccgt tagttgggga tgtattatat ggtggacaaa cgaaatatat gtctaggcaa
   125581 gcgttacatg cgatgaagat aaacttttta catccaatta caaaagaaga gattgaagtt
   125641 gatataccat ttcctacaaa attaaatgat acaatgaaag aatttcaaag agtgaatgcg
   125701 taaagtgtaa gtttaaagtt gagaaaagta gatttttgca ggaatttctc taaaagaagc
   125761 gaagccgtta agagaaaaga ggggtgagaa tcacttgatc aaatataaat atatactagg
   125821 aatatttttc gcttgtcttt taattactct atgcctctat ccatatttac cgaatcagat
   125881 ggctgtacat tggaacgaaa atggtgagcc gaatgagttt atgagtaaac aagttgttgt
   125941 agcatttatt ccttgtctta ttattttctt acatggattg atgtatatta tttcacataa
   126001 tatatataag tttaatgaag acgagcatgt cattataagt ggatttctaa agacgattac
   126061 tttatttatg ttatttatcc atatgctcat tctctttatt aattttggaa gcatgatatc
   126121 ctttcaaaca ggactaacaa ttgggattag tatgtttctt tttatgctta gtaaggcgtt
   126181 taaaaaagtg cagagtacgg aaaaagatcc aatcaaatta aaaaagatct gtttagtaag
   126241 taggcggatt tttcaagtga tggcatgcag tatattgttt tcattgtttt tgaacttgaa
   126301 atggggattt tatgtattac ttagcgtaat aagtggtggt tctattttgt ttatgttcta
   126361 cgctctatac tcatacataa tagaaagtta tgaaacataa aaaagagtct tctcattatg
   126421 agaagactct tttaatctat ttacttcgta ataaattgtt gtgtccagta gttaccgctt
   126481 tctacatagc caacaccgat gtgagtgaag ccattattta agatgtttgc acggtgtcca
   126541 gcactgttca tccaagcttg tactacttct tcaggtgtac gttggccttg agcgatgttt
   126601 tcacctgcag atgtataaga aataccaaat ttcttcatca tgtcaaacgg agacccgtat
   126661 gtagggctgt tatgatcaaa gtagttattt ttttgcatat cttcagattt aatgcgtgct
   126721 actttgctta attcagtgtc gatttttaaa gctggtaaac cttgttttgc acgctcagcg
   126781 tttgttaatt caacaacacg ttgttcgaac tcgcttaaag attttgcttc ttcagcaggt
   126841 ttttgctcag ctggtttttg ttcagcaggt ttttgagtat tattgttttc agcaggcttt
   126901 tgagcttctg gtttttgaac ttcttcagca ggcttttgct cggcaggttt ttgctcaaca
   126961 ggcttttgag tttctggctt agctgttggt tgctcagtta caacattttc agtaggttgt
   127021 tgaccaggaa tgaagcagtt tggttggaag tttccttgtt gccattgtgc taatgattca
   127081 actcccatag attgtaagaa tgcttgtaat tcttgttggc tcatttgctt catcatcact
   127141 tttgaatgct gaatattttg aacctttacg ttagatggtt gtactgttgc agcttgtgca
   127201 tctaaagaag atactcctaa agtaagagcc gttgcagcag ctacagataa taaaacacgc
   127261 tttttcatga tgtgtgtccc cctatataaa gttttaattt gttttcacac gatttgtttt
   127321 tgacagcctg tctgactgac aaattcatcg tagcatacaa tttgcgagaa aaaagatgga
   127381 aaaatattca tagactttaa aattacctaa tttatcctaa gtgaagaaaa ggaaagaaat
   127441 aagagaaacg tagagtataa aaggaatttt cagcattttt atacctcatt ttaagagggg
   127501 gattttggat aaagttacct aaacagaaaa tgaagaatcc tattgtatca atggtttgag
   127561 cgtttttttg aggaatatac tggattgatt tttacaaaac tgtaatgttt ctgttgttct
   127621 tttttataat aaagtaacat atttttaatg ttgtagcgga caaaaaagcg gctatctctt
   127681 tacatagacg aaggagatag ccgttttcct attattacgt atgttacgag ttattacgag
   127741 ttggtttcaa tcgcttctaa taataaatca acaatgtgaa ttcctctcat tttatgagaa
   127801 agaccctctc gttcaatgcc taatttcatt tgtaataaac aacctggatt cgcagtaaca
   127861 atggttgttg cgtctgtttc atgcacacgg tccattttgt aatctagaaa ttccattgat
   127921 agttctgaat gaacaatgtt ataaatacca gcagaaccac agcagcgatc agcgtctttc
   127981 atttcacggt atgttgcccc ttgaattgct tctagtaaca tacgaggttc tgaagatgtt
   128041 cgcatgacat tgcgtaaatg acaagagtct tgatacgtaa taatttgcgg cgtgagtcgt
   128101 aagtcattac gtttatggaa atctagttct actagaatag cagtaatatc tttaattttg
   128161 gaaacaaact gttttgcacg tccagcccac tgtgggtcat cttttaaaag ataatcgtag
   128221 tctacgaggt aagctccgca accaccagca ttcgtaataa tatagtcaat gtttaaatct
   128281 tcgaatgctt ttatattgcg tttcgctaat tcttttgctc cacttttctc accagcatgc
   128341 ccatgtaatg ccccgcagca actttgcgtt ttcggaataa cgatatcaca accagctaac
   128401 tgaagtagtt tcatcgttgc gttatttgtt tctaaaaaca tcgtatccat taaacaacct
   128461 gtgaagaatg caacttgttt cttctttgta ctttcagcag gtaaaaatgt aggacgatct
   128521 ttcattgctt tcattttagg gacttttggt aaaacgagat ccatcgttgc aagtgtttca
   128581 gggaataact tcataattcc cgttttatgt gttatcgttt gtaaaccaga acgctgataa
   128641 aacccaatta atccggttaa tgttctcatt cgattttgat gcgggaatag ctcttcaaaa
   128701 acgactttac gaacggctct cactggcatc gagaactttt tgttttgatt tataatatca
   128761 cgagcttctt ctaataaatg gccataattc acaccagatg gacaaacagg ttcacaagcg
   128821 cggcagccaa ggcaaacgtt taatgtgttt tcaacatctt catctggctc aattaaaccg
   128881 tcaacgaccg ctttcattaa tgcaatacgt ccgcgcgggg aatgtgattc tttatatcca
   128941 gattgaatgt aagtagggca agttggtaaa cagaaaccgc atcgcataca gtttagtagt
   129001 tcatcttcac ttaatcgttc tttaaattct ttttgaatgt tttctttatt taatgttgtc
   129061 atcgctcaac caccactctt ttacgagtgt ccttcgcgaa catctttcct ggattcataa
   129121 tgttatttgg atcgaaggcg tgtttaattc cttgcatagc ggtaatacct tctttaccta
   129181 acttcatttc taaatacgga gctttcatcg caccaacacc atgttcacca gtgattgtgc
   129241 caccaagttc gattgctttc gcaaatattt cagcaaaagc ttgttcagct cggtgcattt
   129301 cttcttcgtt gcgagcatct gtcatacaag ttgggtgtag gttgccatcg ccaacatgcc
   129361 caaacgtaca aataggaata ttatattttt tggcaatggc attaatagct tcaaccatcg
   129421 gagcaatctg tgagcgtggt accgttgcat cttctaatat tgtagtaggc tttaatcttg
   129481 ccagtgctga cagtgcacta cggcgagctg ttcgaagcgc atctgcttcc gcttcatctt
   129541 ttgcgacgcg aacatcaact gcattcatgg aacgacaaac gttagccatc ttttcaatat
   129601 ctcgattaac aacttcaggc ggaccgtctt gttcaattaa taaaattgct tttacatcag
   129661 ttggtaaacc gatttgtgcg aactcttcta ctacttcaat tgtcggttgg tctaaaaact
   129721 caagtgtcgc tggaatgatt ttatttgcaa taatagaaga aacagcacgt gcagcttcgt
   129781 taatatcttc atatagtgca agcatcgttt tcttcgtttc aggcataggg acaagtttta
   129841 atattgcttc tgttacgacg ccaagagtcc cttcagaacc gataaataaa cgagttaaat
   129901 cgtaaccagc tacatctttt gctaatttac caccagtacg aataatatca ccatttggta
   129961 agacaagttc aagccccatc acataatcac gtgttacgcc atattttaat ccacgtaatc
   130021 cacctgagtt ttcattaatg ttaccgccaa ttgtagaaat tttcattgag cttggatctg
   130081 gtggataaaa taaacctttt tcttccaccg ctttaataat atcaagcgta ataacaccag
   130141 cttgtacagt aattgttaaa ttttcttcat caatttctaa aatgttattc atatggcgga
   130201 agataaggac gataccacct tcaagtggac atgttcctgc gcaaaggttc gtcccggaac
   130261 cacgaacata tacagggatt ttgtgagtgt tacatacttt taatacttca gctatttcat
   130321 ttgtattacg aggagcaatg actgcatcag gcattgcttg gaagtttgga gtggcatcat
   130381 aactatacgt taaacgcccc atattggatg tatctacatt atcttcgcca acaatggata
   130441 cgaatgaatc aataatttgt ttttctaaca ttggaaatcc ccctcaaact gttaacgtaa
   130501 tgagtcataa taaaaaacgt tgtcacagtg ctttcattat aatgataaaa aagtcggggg
   130561 attctttcta tatataatca tctaaagatt aatctatttt atcattcttt tttgtgtgat
   130621 tatctaataa gaggagcgag aagtataaaa tgtttaagtc tttgaattgt ttcggatcaa
   130681 gtcctgtata ctcctcaatc tttttaagtc tgtaatgcaa tgtgttaatg tgtatatgta
   130741 attgctccgc tgtttgttta taggattggt tataatcgat aaataaacgt aaagtgtgca
   130801 taagctcagg cgatgatagt aagtttttga tggtgcgctt tagaaactgt tctctcgttt
   130861 ccgcagaaat atcttgtaag cacatttcta aacgtaaatc gtcattaaat acaatctttt
   130921 tcgttgcaag tgatacggaa agagcttgta atgcttgttc gtacgataaa ttcatattgc
   130981 ttggcgtaac ggattgtcca atcccgatat ataaaggaat agaaaataaa gtttcacagt
   131041 cttgttttaa tcgttttaaa aattgatatg tttgctcttt agagctcatc gctgtaaata
   131101 aaatgaatcg atcatttccc cagcgaacaa atagatgctc ctttgttaat agattgcgta
   131161 cgtgttgcca aatcttacgc tgaagcatcg tgtcattttg atcgatagag aacaaaataa
   131221 gttgtttctt cttatataaa tcaataccaa gtgttttggc acgatcgaga aagcttggag
   131281 accagtctgt attttggagc caatcaaaga caaatgcttc ataagaacgg tgttcaagtt
   131341 ctagctgttc taaaaagtag ttttcgtgaa tgagtagttc ggtcatttta cgtaatattt
   131401 ctccgtattg ggaaatgttt tcaggttcac ctgtaattcc aatgacacca attacttcgt
   131461 catggaatag taaagggaga ttcatacccg cctttacgcc atgcaaacgt cgttcatctt
   131521 cttttgtaat aatgacagtt ttcttttgtt tcgcacagcg gagtgcgcct tcatgaaatt
   131581 gaccgattct ttctatatct gtacttgcga taataacgcc ttgtatatta atgataataa
   131641 tattttcttt aattagtctg cgtacttctc gtacaatttt attcgctaaa tcaggaaaaa
   131701 gcataattgg cacacctcaa attctatttg ttgtacatta tatatgtaaa tgaagtagga
   131761 aagggaaatt tcacactttc cacacattta tttgttattt tacaattata acgaaatcat
   131821 ccgaagatgg agggaatctt ttgagaaagt ctgtttttct tatttgtttt ttatttctat
   131881 tagtagggtg tcaaggaagt tcatatacac cgattgctaa agataaaagt gttattataa
   131941 caacgaatat aaaagaaggc agtattagtt ttgtcgataa acaaactaaa aagttaatta
   132001 cgacatggga acttaacgag ccgatggcag gaaccctact acttccaaat ggtgaagaca
   132061 tacttgtata tggtaagcag ttagagtaca tgtatgtata ttcactagtc gaaggaagac
   132121 aagtggagaa atataaaact ggaaaaggta ttgtaaatgt aatcgtatct gaagataaaa
   132181 aacaattatt tgctgctgat caaactgctc aaaaggtaag gttctttacg attaagggaa
   132241 aagagacagg gaatgtttcg acaggaaaag gaccgataac gatggtagag tacgataacc
   132301 agttatctgt attaaacttt tatgatacga agctaacgac aattgataca aagaaaaaag
   132361 aagtgataca atcttttatg attcccccag cgtcaacggg agcaacaatt agtccagatg
   132421 ggaaagaaat atggattggc ggacatggtg atggaaatca ggtgaatgag aaagtattag
   132481 tgtattcttt gcagagcgga gaaatggtac gttctttaca cgctccgttt atgcctgtga
   132541 atattacgaa ggataataag tacgtatatg cattaagtca cggttcgaat acgcttagaa
   132601 agtttgatgt tagcacgtat aaagaggtgg cttctgtaga agtaggatcg aacccatttg
   132661 catttttgaa gagcggagca gaaggatatg tagccagcta tgatagtgat gaagtgtgcg
   132721 ttatggatat gaagaatttg aaaataaaac aaacaattaa agtcggaaaa ggaccgtttc
   132781 aactcataga gagagaaggg aaggacaatg agtaaatata gggtgctagt tgtagatgat
   132841 gaaagtgata tgaggcaact tgttggaatg tacttagata atttcgggta cgagtgggga
   132901 gaagctgaaa atggaaaaga ggctctaaaa aaattagaaa cggaccatta tgatttcgtt
   132961 gtactagata ttatgatgcc agagatggat ggactttcag tttgtaaaga aattagaaaa
   133021 acgtcagatg taccaattat atttttaaca gcaaaaggtg aagagtggaa tagggtgaat
   133081 ggcttacgta tgggagcaga tgattatatt gtaaagccat ttagtcctgg ggaattaatt
   133141 gctcgtatgg aagcggtatt aagacgttat acaaaacaag agcaacaaga ggagattcag
   133201 tttggaccga tccttattaa tgaaaaaagt agaaagattg aggccgatgg tgagccgatt
   133261 tctcttacag taaaagagtt tgatttactc tattttcttt gccaacatac gggacaagta
   133321 tttagccggg aacaattgct ggaaaaggta tggggatatg attatgccgg aagtacaaga
   133381 acagtagata cgcacgtgaa aacgatgcgt ttgaagcttg gagaaggtgg aaactacatt
   133441 caaactgttt ggggtgtagg ctataaattt gaggtgtaac gtatgtttac gatggtacag
   133501 aagctttggt tgacagtagt atgtgcagta tttgtaacag tttcctttct ttactttgta
   133561 tctttatatt cgtatgaaaa actatatgtt gataatttaa aagattcatt agtaatggaa
   133621 gggaagcgtc ttgctgcgca atacgataag agcgaaggaa tatcaacttt tgaagagaaa
   133681 gtaagagcgt ttgatcaaat atctagttca gatgtacttt tcgtgtctaa tccacgtgat
   133741 ttaagtgcat gtttaccatt tgatgtgcac catcattctc ttataagtga aggggatagg
   133801 caagctttat tagatggaaa aactgtgaca aagatagggt atgaggaaca ttttgaacgt
   133861 aatattatgg gggttgtcat tcctgtttta gaaaataaaa aattagttgg cattgtatat
   133921 tcttatattc ctttaaaaag tataaaagac ttaatatatg atatgggcct tattttagca
   133981 ccgttagcac ttgctattac tttactgaca atatggattg gtagaaaaat tattattgct
   134041 attacgagac cactttcgca aatggaacga gttgccaatc atttggctac gggagatttc
   134101 tcagaacgaa ttacaatttc ttctgaagat gaaattggac gattaggaaa agcatttaat
   134161 aaaatggcaa attctttaga gacagaagac gtaaagcgta aggagttttt agctaacgtt
   134221 tcgcatgaac taagaacacc acttagttat ataaaagggt atagcgaggc tattttagat
   134281 ggtgtagcga agggaccgca gcaagaaaaa gtgacacagc tcattcataa agaagcagat
   134341 cgtatgcaac gtctcgttca tgatttatta gatttagcac aattagaagg ggaacatttt
   134401 ccgttacaga aacaacctat tgttttttca caactaattg aagatgtgct agatacgtat
   134461 gagattaagt ttatagaaaa gaaaattcgt atttcaacaa atttaaatcc agaaatcatt
   134521 gtaatgattg atgaggatcg tatgcaacaa gtgcttcata acgtgttaga taatgcgata
   134581 cggtatacaa atcaaaacgg ggatattatg ataacgctca ggcagataga tgattactgt
   134641 gaattgagca taaaagatac aggaatcggt attgatacgg agcatttaga aaaccttggc
   134701 gaacgttttt acagagtcga taaagcgaga agtcgtcaac atggtggaac aggtttaggc
   134761 ctggcaattg taagacaaat tgttcatata catgatggac agtggcaaat tgaaagcgaa
   134821 aaagggaatg gaacgacggt tagtattaaa ttgaaagtac agaatgagga gagcatgttc
   134881 taatttttag agcatgctct ttatattgaa gacaatagtt atacgtaaag atataaatta
   134941 atatgtaata aatatcgaaa ttttgacgat tttatgaaca aaacatttgt acttcttacc
   135001 aattcgttct aaaatagtta tgatgcaaag tttttataaa tcgtttcaat tgttgtttgg
   135061 aagatactga ggtgatttaa ctggagtaca aatctattaa accgaaaaag atttacgaag
   135121 aagtatctga agctatttta acaatgatta aaaatggtac gttaaaacct ggtgacaaac
   135181 tacttcctgt acatcaatta gctgagcagt ttcaagttgg cagatctgct gttcgtgaag
   135241 cgctaagtgc gctaagagcg atgggcttaa ttgagatgaa acaaggagaa ggtacatatg
   135301 tgaagaattt cgattcttct tcattaacaa aatcattaaa caatagatta ttaatgaaga
   135361 aagaagatat tttgaattta ttagaagtac gaaaggtgct tgaagtgggg gcagttcgag
   135421 cagctgcggc aaaacgtacg gaagctaatt tgcaaaatat gaagcattgg ttagatgaaa
   135481 tggcaaagag cattggagat gaaaaagctg gtgaaaaagc agattttcag ttccatatgg
   135541 gaattgcaga gtcttcgcat aataacattt tacttgaact catgaatcat gtttcagaga
   135601 tgattgctga aacgattggt gaatcaagac gcattatttt atatggtgaa caaacaacat
   135661 cagaacgact tatagaagag catcaagtta tatatgatgc agtgttaaag caagatgtag
   135721 aattagcgca gcaagcaatg ctagatcatt taacaaatgt agaacatatt gtcacaggta
   135781 gaaacgatat aaattcgtaa tttaatcttt taaaaatcta attttctgat aaaatagaga
   135841 gagattaagt aagcgttttc tttagaagag ggagaggata ggccatggtt gagtctactc
   135901 ttctttcctt agtcatctga tgaccatatg tttgttggtg gagttgtaaa aagggggagt
   135961 aataattatg aaagttactt tatttgttac ttgtttagtc gatatgtttg aaacaaacgt
   136021 cggcaaagca acagttgagg tgttggagcg tttaggttgt gaaattgaat ttccagaagc
   136081 gcaagtttgt tgcgggcaac ctgcttataa tagtggccat gtagaagcag caaaagaagc
   136141 gatgaaacat atgattgaaa ctttcgaaga tgcagaatat atcgttacgc catctggttc
   136201 ttgtgcgaca atgtttcatg agtatccgca tgtttttaaa gatgatccga aatgggctaa
   136261 acgtgcacaa aaagttgctg ataaaacata tgaatttaca caatttattg tagatgtttt
   136321 aaaggttacg gatgttggtg caagtttacc aggaattgct actattcata aatcttgtca
   136381 tatgacacgt atgcttggag taacagaggc accagggatt ttattgtcaa atgtaaaagg
   136441 tttaactgtg agagagttac caaatgtgca aaattgttgc gggtttgggg gaacgttttc
   136501 agtgaagatg actccaattt ctgagcaaat ggtagatgaa aaggtagata gtgcaatgga
   136561 aacaggtgct gattatttaa tcggtgcaga ttgtgggtgt ttgttaaaca ttggcggacg
   136621 tattgagcgt ttaggaaaag aaataaaagt aatgcatatt gctgaggtac tgaatagtcg
   136681 ctcatgaagg gggaacataa gctatgtcta tgaaaatcag tgagaaaaaa tttaatgatc
   136741 gcgttggcga tggaattcaa gattcgttta tgcggggagc agtatcttct gcacaaacgc
   136801 gtttatatac gaatcgctta aaagcagcgg acgaattagg aaactgggaa gagtggcgtg
   136861 aactaggtga agaaattcgt caacatacgt tagaaaatct tgattattac ttaatgcagt
   136921 taagtgaaaa tgtatcaaaa agaggcgggc atgtgtactt tgcgaaaacg aaagaggaag
   136981 cagcaaagta tattcaagac gttgcaaaaa agaagcaggc aaaaaaagta gtaaaatcaa
   137041 agtcgatggt aacagaagaa attagtatga accacgcgct tgaagaaatt ggttgtgaag
   137101 tgttagaaag tgacttagga gagtatattt tgcaagtaga taacgatcca ccttcacata
   137161 ttattgcgcc tgcacttcat aaaaatagaa cgcaaattcg tgacgtattt aaagaaaagc
   137221 ttggctatga aaattctgat gacccatatg aaatgacaaa gtttgttcgt aaacaactgc
   137281 gtgaaaaatt tatggatgca gaaattggtg tgacaggttg taacttcgct gttgcaaata
   137341 cgggttcact ttgtttagta acgaatgaag gtaatgccga tcttgtcatg tcgattccga
   137401 aaacacaaat tgcagtaatg ggtatggaac gtatggttcc gacaatggaa gaattagatg
   137461 ttttagttgg tttactatgt cgtagtgcag taggtcaaaa gttaacaagt tatgtaacgg
   137521 tagcgggacc aattcaagaa gaggaagtag atggcccaga agaattccac ttagttgtgg
   137581 ttgataatgg tcgttctcaa attctcggat ctgaattccg tcaagtattg caatgtattc
   137641 gttgtgctgc ttgtgttaac gtatgccctg tatatcgcca tgtcggtgga cattcatatg
   137701 gttctatata ctcaggacca attggtgcgg tattaacacc acttttaggt ggatatgatg
   137761 attacaaaga gcttccttat gcctctagtt tatgtggagc gtgtacagaa gcttgtccag
   137821 taaaaattcc attgcatgat ttattattaa aacatcgtca agttatcgtt gagcaagaag
   137881 gacgtgctcc acttgcagaa aagttagcaa tgaaaatgtt tagtatgggc gcatcttcag
   137941 cagctttata taaaatggga tcaaaaatgg caccagcagc aatgagtcca tttacatctg
   138001 gtaaccgtgt atcaaaaggt gttgggccac ttaaaaactg gacagatatt cgtgaattcc
   138061 cggcgccaag taaagaacga ttccgtgatt ggtataaaga tcataagaaa ggcggggaca
   138121 aataatgaca ggattaattc aaaaccgtga ctcctttcta gataatattg caaaggaact
   138181 tggacgtaca cgtaaaacgg atggtgtaga acgcccagta tggaaaaata atgtgaataa
   138241 agaaacgtta aaagattatt cacaagaaga attgttagaa gtatttaaaa atcaatgtac
   138301 aaacattcat acaactgttg tggaaacgac aaacgaccgt ttacgtgaag atattcaaaa
   138361 agtaatcgtt gaaaatggcg ggggacctat tatgttatcg gcagatgaac gttttgattc
   138421 ttatgggttg acttctttat ttaaagaaga gcttccaaag caaaatgttg aagtgaatgt
   138481 atgggatcca gagaaaaaag aagagaatat gcgtatcgca gaaagagcaa atatcggaat
   138541 tgcatttagt gactatactt tagctgaatc tggtacgatc gttgtacaaa gtcataaagg
   138601 acaaggtcgt tctttacact ttttacctac tgtatacttt gctattattc cacgtgaaac
   138661 acttgtgcct cgtattacac aagcagttca ggatatgaac acacgtgtag aaaatggcga
   138721 agaggtggca tcttgtatta actttatcac agggcctagt aactcggcag atattgaaat
   138781 gaaccttgtt gttggagtac atggaccatt aaaagcagta tattttatcg tataaaagag
   138841 gggaaagcag gccagaaaat ggcctgcttt tttaatagaa tagagataat atgaagtaga
   138901 agttctctcc tttttttgct atgttcttct ggaaaggaga ggaagggatg ttcacttatg
   138961 tatatgcatt gttagttggg atggtgtttg gttccttttt tatgttaatt gcgatgagaa
   139021 ttccgctagg tgagtctatc attatcccgc gttcacattg tcattattgt aagtatgtac
   139081 tcaagccaaa agaattaatt ccaatcattt ctttttgtat acaaagggga cgttgtacga
   139141 attgtaagag gaaaatttca attttgtacg taatatttga acttgtaacc ggaataatat
   139201 gtcttcttac tgtatatatg attggggtgg aacgagagct tatcatcatt ttatcacttt
   139261 tctcgttact tctcattatt tcagttacag attacatata tatgttaatc cctaatcgta
   139321 ttttagcttg gttctcttgt ttacttattt tagaatgtgt ttttgtaccg ttagtcactt
   139381 ggacagagag tatagttggg agtggcgtta tattcatttt gttatactgc atgcaaaaga
   139441 tatatccaga agggcttggt ggaggggata taaaactact ttcgttactt ggatttattg
   139501 cgggactgaa aggggttttt atgattttat ttttatcatc tttctttagt ctttgtttct
   139561 ttggagctgg tctcgtatta aaacgtatga aaatgaggac tcaaataccg tttggccctt
   139621 ttattagcct tggggcaatt tgttacatgt tggtcacgta tgcaaaatag agaggggata
   139681 gaaaatgaat gtatatatgg atgatcaaag aagttgtccg tacgggtatg tgctcgcaac
   139741 tacagtagaa tgtgccctgc aaatggttcg ggattatgat gtgaatatgc tatcccttga
   139801 ttttaatatg gggtggggag aaaaagtgga ttagattttg tagaagcttt ttgtaaagag
   139861 ggtttatatg taaatgaaat tcaccttcat acgaatgatg tcatcggtat gcataagatg
   139921 aaacagagaa ttaataaggg gaaggaagaa ggagagatta atccgaatct tgttgttaaa
   139981 tatgttggga gctaaaaact ccaaagtaaa actttggagt tttaatgttt catatgcgct
   140041 tgcagaggaa taatttcttc ttgttgagct gctactaatt cagtgtcttc ttgtttcacg
   140101 tcaggtactt tctttgttaa gtagtggtat accataccga caaatactga cccaccaata
   140161 atgttaccga ttgtaactgg aattaagtta tgaatagcac ctgcaaaaga aattgtctca
   140221 ggatgcggtg aaactaaaga tagagcaaac agtgataagt ttgcgatgct atgctcgtaa
   140281 ccagataaga aaaatgtgaa aacgagtagc atcatgatca ttatttttgc tgtatcccct
   140341 ttaacttggg aaggtaagaa gcaggcaaga catacaagcc agttacataa aattgcttta
   140401 aagaataatt gcattgtagg tgtattcatt tttccctcaa cgactttatt cattaaatga
   140461 ccgtgatcga ttgcttcgaa aatgccagtt gcgtaaaata gtaaggcaaa gaataaagca
   140521 cccgctaagt tacctgcata acaagcaacc cagttacgaa gtgtatcaga tattgttgtt
   140581 tcttttctta atgttgctac agtgaagtac attgtgtttc cagtaaacaa ttcagcacca
   140641 ccatatataa taagtacgag agcaattccg aaaaacatag aagcagctaa ataagttgct
   140701 ggtgaatctg caatgtgaaa aaagttacct aatttaaagc atagaacaat aataaaaccg
   140761 atataaatac ccgcaagtgc tgcacgaatg aaatattgca tcgggtttgc atctagtatt
   140821 tgttttttgc ttttagccag tttgacaaca taatccaatc cttgttctag catgagtaat
   140881 acgctccttt agtacatcat ctataaatac tccttatatg aataaagtac atggattctg
   140941 tcatagtttc aataagtttg tgcaatgttt cacaaaaagg acatacatac atcgagaaaa
   141001 cgcttacaaa aaatagtata atagaatttt ttctggacat agagagggga caaggaaaaa
   141061 agaaaaagcg ctgtaattac agcgcttttt cgtctaaatt cttttcgact tttgtttcta
   141121 cttctttcga gaagaaccaa ccaccaactg cgattccaac taatacaatc cagaatgtaa
   141181 gcttccatgg tgtagattct gggaatgaat gtggaattac atttaatgca gggtgtgcca
   141241 acgtataaac tgctagtttc acaccaaccc aacctacaat taagaatgct gcagtttcaa
   141301 gtcctggttt acgttttaag aattgtacga aagcagttgc tgcaaatcgc ataatgatta
   141361 atccgataag tccacctaca aagataacga cgaattgtcc agtatcaaga ctaccaattg
   141421 tacctaatcc tgtttttggt aaagtcattg ctaatgcaac agcagctaaa atagagtcaa
   141481 ctgcgaaggc gatatctgca acttcaactt taaatacagt ccaccaaaag ttctcttgtt
   141541 ttttctttgc ttctttttct tctgtttctt catccgtatt ctttttaaca tacgttttaa
   141601 ataaatgatt accagcgata aacataagat aaattgcacc gattgcttgc acttgccata
   141661 catcgactag gaacgaaatc ataaataacg atccgaatcg gaaaacaaat gctcccgcta
   141721 atccgtaaaa taatgctttt ttacgttttt cttctggtaa atgttttacc ataattgcaa
   141781 gaacaagcgc gttatcagcc gctaaaatcc cctctagtgc aattaggatg agtaataccc
   141841 aaccatactc caataataat gatacatcca tgtacattct cctctcattt ctataagtac
   141901 taaataagtg aagaatttcc ccactattta gtttccccat actcctgcct attaactttg
   141961 gaagaatttg gcaatgaatg caaaaaagac ctctgccgtt aataggcaaa ggtcttgcta
   142021 gacatatgta atgaaaatgc caacaaagcc ggaagaacta agttctacgt aatgacgact
   142081 ttgtttccaa gaaatattct tggacgctac tcccctttgg agatatgcta ttgtactctc
   142141 attatatgga taatttatac ggttgtcaac ctgttaaaat gtcttcattc ggatatttta
   142201 tttttcggtt ctttttacgt gcaaatgaaa aagccaatgt taaaggtccc atcttcccaa
   142261 agaacatcat aaagataata atagcttttc cgattatagt taagtgtggt gtgaaattca
   142321 tactgagacc aacggtccca aatgctgaaa atacttcgaa agcactcatc aatagaggaa
   142381 cacgctcagt aatacttaaa attaaaatag caaaaaaata aatgaaatag aaataatagc
   142441 gatggtcaat gatttgacaa tgagagtatc tttaatggat tttttaaaca cgacaatatc
   142501 atcttgttct tgtaaaaatt taaatacccc aaaaaacatg attaaaaatg ttgtcaactt
   142561 aatcccacca ccagttgaag cactcccagc gccaataaac ataaggagca tcattaatag
   142621 tagggaaggc tttgataagg cagaaatatc aactgtatta aacccggcag tgcgagttga
   142681 aactgcctgg aaataagcag ccattccctc ttcaaagggg gtaaatcctc tcatagaaag
   142741 ggaattgtgg aactcgaata taaaaataaa aacagtcgca ataatattga cgattagagt
   142801 agaagagagc ataagttttg agtgtaatgt aaggttttta aaatttttct ttttctttat
   142861 atctacgatt actgtaaaac caatcccgcc taaaataatg agggaggaaa taacgacatt
   142921 gacaagaatg ctatgagaat gggacattaa attatcgctc catacagaaa aaccagcatt
   142981 gttaaaagca gagattgaat gaaaaaagct ataatagagc cctttagcaa tcccatattt
   143041 cggtatccat tcaaaagaaa gaatcaaagt agcgatacat tcaactgtaa aagagaataa
   143101 aaataatgct ttggcaagac gaatgacacc gcctatattc gtttgattta acgcttgttg
   143161 cagtaaaatt cggttttgaa gaccaatttt tctacctagc ataatcgcaa ttaaaacggc
   143221 aaagctcata atgccaagtc cacccacttg tataagtgtt aaaatgacac attggccaaa
   143281 taaggtaaat actttcccag tgtccacaac accaagccct gtaaccgtac aagcagaaac
   143341 ggttgtaaat aaagcatcaa gccatgaaat agacgtcgtt gtagcaattg gcaactttaa
   143401 taagcatgtg ccgataattg ataacataat aaaagacaaa gtaagaacac ggggaggact
   143461 catgcgaata ttaatccgtt tcatgttata tatcgttcct ttcagtttgc tcttactagt
   143521 atgtgaaaaa gtacgattat gtatgttaaa aatagaaaga ggcagagaat atctgcctct
   143581 aagccatatg ttatagtgtt atccacgtaa ttgttgttga gctaaagcga caagacgttt
   143641 tgttacttca ccgccaactg atccgttaga acgagatgct gtattagatc ctaagcttac
   143701 gccgaattct tgtgcaattt catatttaaa ttgttcaagt gcttgttcag caccaggaac
   143761 tagtaatttg tttgttttta ccatgttgat acacatcctt atgagtagtc cagttcagct
   143821 aagtacgtat ctgaactggt accgttattt tatgtggaac cgacgtactc atacgcggaa
   143881 gtaatcggtg tgattagaag ttattggata gaaaaaagag tagcaaattt gctactcttt
   143941 ttttagtatt gtcgctgtac cttcaacgac aatatcatcc gattgattat atatatttgt
   144001 ttgcaacgtg atgatttttt tatcgtcacg ttttttgatg acttctgcca caacgcgaag
   144061 tgtatcgccg attttgacag gagcgcggaa tgaaacgttt tgggatagat aaatcgtatt
   144121 tttacctggg agtttcgttc caaggatggt agaaataaaa ctcgaaacga gcataccatg
   144181 agcaatacgt tctttaaaca ttgtcgtttt tgcaaaagag tctaaaatat gaataggatt
   144241 cacatctcca gtcaattttg caaaattgat aacgtcctca tccgtaatcg tttttgtaag
   144301 tgatgcttga tcaccgactt gaatctcatc ataacgaagc tccggaacag tttgtgcttc
   144361 ttgaaatgga ttcattttgt cctccttctt ttccatatcg aaaaatgcta gccatcttga
   144421 tgtagtagga ggaagaaaga gttttgtttg tgctgcagtg agctcccaca tttttcttac
   144481 ttgatggaag taaatagatt ttttgagttt tcctcgaact tttttgcgag ttccaactgc
   144541 tttaacttga actcttccaa aaaaccttct aactgttttt gagcctcttc acgttgtaat
   144601 tgttgttgtt caataaattg ttttgttgtt tcttcaaatt ggccgcttgt ttgagtaaga
   144661 atagacaaag atgttttcgt aggagaaaca gtaagctgat gcatatgagc ggaaagttcc
   144721 ttccatttct cttgccactc attaatttga tcatttaagg agtttccagt taattgcttc
   144781 acgtaatctg tatattgatt attgaactga gcagtgaatt gttgcagttc tttttctagt
   144841 tcatctactc ctgatgttaa tttatgcaaa gcatcttgtt gttgttttaa tgtttctaaa
   144901 gtaagttgct ctaattgttt cccagctgaa gagaaaaggg aaagtgattg agaccagttt
   144961 ttccaaaatg catcgactaa ttcgtatggt ttagtttcca ttgtttgacc cccaaatgtt
   145021 tttttacata ttgtgaacgc agattactct gctgtatcac caggtgaaga tgaagaatct
   145081 ttttcatcct tttctggaga agtagaaaat ggaaagaatg cattggtgta taacgtgaaa
   145141 aacgtccgca acatattttg ataatgttca aaagaagtcg cacatgttgt taaatattgc
   145201 tctccatatt cagttaaaga ataaattctt ttggctggcc ctccgtcgct tgtatcccaa
   145261 gtagaagaaa taaggttttc tttttctaat ttgcgtagtg ttctgtacac attaccttgg
   145321 tcaacagaag agaagccgat atccattagc atttgaataa gtttgtaacc atgaagactc
   145381 cagtctttaa gacagagaag taagaaggga actaagaagt tttttggcat ggagtttggt
   145441 tgttttgctt gggtgttctc caaactttcg cgttgttctg gttcattatg tagcatgatt
   145501 gtgcatcacc tcatgaatca gttagatgga attttttgct tataagtgca atttacacct
   145561 atctgttttt aaagtcaata catttgttag aaaatagaaa aaaataaaat atagacttga
   145621 agttttattc agaatattag aaaataatga ataggttgaa ttgtttcaaa aacgaaaaag
   145681 ggagtgtagg taaagtgatt gatcaaaaat tcgatccact acaagcatgg aaaaatgctt
   145741 atgaacaaac cgaaacattt tggggaaaag cgctcaatga aacaattaaa acagaagaat
   145801 attctgcttg gatgggcagc gttctagatt tgaatttgtt ttatcaaaaa gcattaaatg
   145861 atacgacaaa aaattattta gagcaggtga atgtgcctac gaaagaggat atcgctagag
   145921 tggctacgct tgttattaac ttagaaaata aagtggataa cattgaggag tttctagaag
   145981 agaaggtaga gtcagtagga caagctccta cattaaagcg tgatgttacg aaagtaaaac
   146041 aagatcttcg cacattagaa acgaaggttg atcaaatttt agaattgcta gaaaagcaaa
   146101 atacagtact agcgaaacta caagaacctg taaaggaaga agtaaaacct acgaataagc
   146161 cagaaaataa aaagtgataa tagcgcttgt ttataacaga taaaagagag agagaatctc
   146221 ttttctatgt ataaacagcg aaacataatt atatagggac tccatagtat gagtaccaaa
   146281 atgattcata atagtcgttc acaaattcat ttaaggggga aaagaaatgg ttcaattaaa
   146341 tggaaaagta gcaatcgtaa caggtggggc aaaagggatt ggtaaagcga ttacagtagc
   146401 gctagcacaa gagggagcaa aagttgttat taactataac agcagcaaag aagcagctga
   146461 aaacttagta aatgaactag gaaaagaagg acatgacgtt tatgcagttc aagcagatgt
   146521 ttctaaagta gaagatgcaa accgacttgt agaagaagca gtgaatcatt ttggtaaagt
   146581 tgatattctt gttaataatg ctggtattac aagagatcgt acatttaaaa agttaaatcg
   146641 tgaagattgg gaacgcgtaa ttgacgtgaa cttaagcagt gtgtttaata cgacaagcgc
   146701 ggtacttcca tacataacgg aagcagaaga aggtagaatt attagcattt cttctattat
   146761 tggtcaagcg ggtggatttg gacaaacaaa ctactcagca gcaaaagcag gtatgctagg
   146821 atttacaaaa tcattagcat tagagcttgc aaaaacaaat gtaactgtaa acgctatttg
   146881 cccaggattt attgatactg aaatggtagc agaagtacca gaagaagtac gtcaaaaaat
   146941 cgttgcaaaa atcccgaaaa aacgttttgg tcaagcagat gaaattgcaa aaggtgtagt
   147001 atacctatgc cgtgacggtg cttatattac aggtcagcaa ttaaacatta acggcggatt
   147061 atatatgtaa tgaagtaaga aaaaagtgca tatccatagc aggaatgcac ttcttttttt
   147121 agaaggaaat cgaccaaaaa ggagatagaa aaatgactac attcgcaaca gaatgggaaa
   147181 agcaattaga gctataccca gaagagtatc gaaaagcata ccgccgagtg aaaagggcga
   147241 gtgaaatttt attacgtgaa ccagagccgc aagtcggatt aacgccgaaa gaggttattt
   147301 ggacgaagaa taagacgaag ctttatcgct acattccaaa acaagaaaaa acacaaagag
   147361 ttccaattct attaatatat gctcttatta ataaaccata tattatggac ttaactcctg
   147421 gaaatagttt agtggaatat ctagtggacc gtggttttga tgtgtatatg cttgattggg
   147481 gcacatttgg tttagaagat agtcatttga aatttgatga tttcgtgttt gattatattg
   147541 caaaagcagt gaaaaaagta atgcgaactg caaaatcgga cgagatttct ttacttggtt
   147601 attgcatggg tggaacgtta acttctattt atgcggcact tcatccgcac atgccaattc
   147661 gcaacttaat ctttatgaca agtccttttg atttctctga aacaggatta tatggtcctt
   147721 tactagatga aaaatatttt aacttagata aagcagttga tacatttggc aatattccgc
   147781 cagaaatgat tgatttcgga aacaaaatgt taaaaccaat tacaaacttt gttggtccat
   147841 acgttgcttt agtagatcgt tcagagaatg agcgtttcgt tgaaagctgg aggttagttc
   147901 aaaagtgggt tggcgatggc attccgttcc cgggtgaatc atacagacag tggattcgtg
   147961 atttttatca aaataataaa ctcgttaagg gtgaactcgt tattcgcgga caaaaggtag
   148021 accttgcaaa tattaaggcg aatgtcttaa atatttccgg gaaacgtgat catatcgctc
   148081 tgccatgcca agtagaagca ttgctagatc atatttctag cacagataaa caatatgtat
   148141 gtttaccgac agggcatatg tctatcgttt acggcggaac agctgtaaaa caaacgtatc
   148201 cgacgattgg agattggctt gacgagcgtt caaagtaaaa atgaaaaatc caactagcgt
   148261 tgtgttagtt ggattttttt atggaaaata acaaaacata gaaaggagaa atttatattg
   148321 taggagtata attatgaacc ttataagtgg taagttgttt tggaatagag gagtttctgt
   148381 accttgttat ccaccgttag aaaatgatat gatatgtgat gtgcttgtag tcggaagtgg
   148441 cgaagcaggt gcccatatag cgtatttttt agcgaaaatt ggcatgagtg tgatgcttat
   148501 tgaaaaaaga gaaattgcat gtggtagtac atttgcaaat gtaggtttat tacagttttt
   148561 tcatgataaa tcgttaacct cacttattca tacatttggt gaagaaaaag gggtacgagc
   148621 atataagctt tgttacgaag cgttacgaac aatggagaaa gttgtaccga ctctcgatat
   148681 tgatccccag tttattccac gaaatagttt atattatgca agtaaaagtg aagatgtctc
   148741 atctttacaa gaggagtaca atacgttaca gaaatatgga cttcctgttg agtattttac
   148801 agaagttgat attaaggaac gttattcctt tacaaaacaa gcggcattat atacacatgg
   148861 tgatgctgag gtaaatccgt atttattagc gcatagtctt ttgcataaag caaatcaaat
   148921 gggtgctatt atacatgaac atacagaggt catacatata aaaaaacgtc aaaatgattt
   148981 aatttgttat acgaaaacag gaaatcaaat tgtagcaaag aatattatta tggcgacggg
   149041 ctatgaagcg ctttttggga agaaagaaaa aaatacaaca gtagagacat cttatgcagt
   149101 tgtgacaaat gaaatagatc agtttgaagg ctggcatgag cgatcattga tttgggaaac
   149161 agcacgtccc tacttatatt ttcggacgta taaaaaccgc attatggtag gcggattaga
   149221 tgaagcgatg caaattcaat cgattggtga tacgaaacta ttgcataagc gtgatatcct
   149281 tattaacatt gtaagagaga tgttccccca gtataagaat atacaagcag agtattattg
   149341 ggcagcagca tttggcagta gtcatgatgg tcttcctatt ttaaaagaag acaaaaagat
   149401 acataattta ttttacgcat tactgcacgg aggtaatgga actgtgtatg gaatggtatt
   149461 tgcaaaaata tttgagcagt tatttacaaa taaagaaagg gaagattttt ctttatttaa
   149521 tcgatagaaa aaaggtagcg aagtgatgga atgagagata taaaaaagtt tttacaaaaa
   149581 ttgcgtcccg tacaactcat tgttttattt tatttattag cagtagttgt atcggtaata
   149641 ttacttagtt taccgtttgt gacgaagtct ggtgtgaaat ggacatttat tgatgctcta
   149701 tttacatcgg ttagtgtggt aagtgttacg ggactgtctg ttgttacaat ttcagataca
   149761 tttactacgg caggaattat tattttagcc cttattttgc aattaggcgg cttaggaatt
   149821 atggcgcttg gtacattcgt ttggattata acgggaaaaa agattggttt gcagagaaga
   149881 agactcatta tggcagacca taatcaaggg aacttatcag gccttgtaga attgatgcgt
   149941 tctattttaa ttgtaattat ttcgatagaa cttattggag caatattatt aggcacaaga
   150001 ttcctacttt attttccaac ttggcaagaa gcttattttc acggtttctt tgcggctgtt
   150061 agtgcaacta cgaacggtgg atttgattta acaggacaat cgctaattcc gtataaaaaa
   150121 gattacattg ttcaaatgat tcatatgtta ctgattattt taggcgcgat tggtttccca
   150181 gtactaatgg aagtgaaaca attccttagt aaaaggggac aacaattatt tcgtttttca
   150241 ttatttacaa aattgacgac aacaacattt tttgcactcg ttgttgttgg tacaattatg
   150301 atttttttac tggagagaaa tcatttttta gtaggaaagt catggcatga aactgtattt
   150361 tatacattat tccaatctgt gacgacgcga agcggtggac tcgctacaat ggatatactt
   150421 gaattatcac aaccgacgct tttatttatg agtatattaa tgtttatagg agcatctcca
   150481 agttcggttg ggggcggaat acgtacaaca acatttgctg ttagtatatt atcgctatac
   150541 acttttgcaa gaggcggtag aacagttaga gtcttcaaac gccaaataca cgaagaggat
   150601 gtactgaaag catctgtcgt tatgacgatg gggattttat tatgtgccac agcactattt
   150661 attttatcta ttacagagaa tgtaccgctt atgagcttaa tcgttgaagt gtgttctgcc
   150721 ttcgggacga caggactatc gacaggtatt acgccagatt taacaactgt tggtaaactt
   150781 gtacttattg tacttatgtt tatcggtcgc gttggtattt taacgtttat actagctagt
   150841 ggcggaagag aacagccacc tcgctataaa tatccgaaag agcggattat tattggatag
   150901 tatgaaacca ttctacctat gttaggtaga atggtttttt agtcgttaat gccaaattgc
   150961 ggatgcataa aagcttcctt tttattatct gattcgtttt ttagcaactc ttgattttct
   151021 tctgaaatcc acccaatatc atttgtagga tggatccact catcgccagc cataatggca
   151081 ggatctactt catcactcca attgtgaagc ggattgttct cggaattata tttactgtcc
   151141 ccaattacaa catcatattg atttacgaaa ggttgttgca tcgtttttcc tgttccttta
   151201 aaagatggaa aattcatttg atgcgggagc gtttcgtcta aaattggtga ttgaatcttt
   151261 tcttttttct tcaaaatcat cgctcctttt tataatgatt tcttcatacg tagtatttcc
   151321 atcgaacgcc tcttatgtac ttgttaacac ttgccagtaa taattatttt aagttgtttc
   151381 aaactagagt agaaagtgat ttcttgagag caggtgaatg tattggtaaa aagaaaagtg
   151441 aaacaaaatg cggcaatcaa caataataaa actccgaaag aaagcttacc agatgcagaa
   151501 tttgcattag agtatgaagg agaaaatagc gcgaagtatg caaatcgtaa ttcaaaaaaa
   151561 ggtaaacaaa aatgaggcgt tttttacaaa cgcctcattt ttttgtggga ttataaaggt
   151621 ttttttaatt atttgtaaat ttagtgttca ttattagcag aaaaatgcga aaaaacatag
   151681 aagtagcaac gtattacaca aaaacaaaca acaaacaaaa gattaatgtt ggtttaatac
   151741 tgcttttaca ctagttgttt atattggagt tgtacataag atttgtaaaa ggagagagag
   151801 acagtgaaaa aaacaatctt taaagctgta gcaactggaa tggtattttc gttattaatg
   151861 gggtgtggtg caaagaaaga agaaagtgct ggggcaaaag taaaagatga taaattatct
   151921 ggatcattaa ctgtttacac agcgattgaa gaagaacttg taccaattta tcttgattct
   151981 tttaaaaaga aatacccaga tgtgaagctg aacattgttc gtgattcaac tggagttatt
   152041 acagcgaaat tactagctga aggaaaaaat acacaagcag atgttgtatg gggaactgca
   152101 gcatcaagtc tattagcttt agataaaaaa gatatgttaa aaggatactc tccaaaagga
   152161 gcggatcgcg ttctaccaca atttaaagat gataaacaac cagaaaaatg ggttggaaat
   152221 actgcattta tgacggggat tgctataaat aaagaagaat taaagaagaa aaatttaccg
   152281 atgccagaat catacgaaga cttaacgaaa ccagaatata aaggaacgct tgttatgcca
   152341 catccggctt cttctggaac aggattttta acagtttccg catggttaca aattatgggt
   152401 gaagataaag gctgggatta catgaagaaa cttcatgata atatggcaac ttatacgcat
   152461 tcaggctcaa aaccagcgaa attagcaggt gcaggtgaat atccagttgg cgtatcgatg
   152521 gtttatagtg ctttgaaaga gaaacaaaaa ggtgcaccag ttgaagttgt attgccgaaa
   152581 gaaggattag gttgggaagt agaagcgaac gcacttatta aaaaagataa tgcaaaaaat
   152641 gaaaaattag cgcaagcatt tttagattgg gcaattactg atgatgtaat gaagttatac
   152701 ttcgagaaaa atggatttgc aacaattaaa aatgattata aacttccaga tggattccct
   152761 aaagatgtga cggaaaagtt atacaaaaag aatgacttta agtgggcagc agaaaatcgc
   152821 gacaaaattt tagaaaaatg ggaaaaagag tttggtcaaa aagcagaacc gaaaaagtaa
   152881 gtgagtagga gagagaaaaa atgagcgaat atttatcaat tcaacacatt caaaaacagt
   152941 ttgatgcatt tacagcgtta aaggatattt cttttactgt gaaaaaaatg agtttgtatg
   153001 tttattaggt ccaagtggct gtgggaaaac aacattgctt cgaattttag cagggctaga
   153061 agaggcgaca acaggtagta tagctgtgaa tggaaaagat attacagcat tacctcctgg
   153121 aaagaggaat ttcggaatgg tatttcaatc atatgcatta tttccgaatt taacagcact
   153181 tgaaaacatt gaatacggct taaaggcaaa aaagtatgga aaagcagaag taaaagagaa
   153241 ggcgctatcg gcgctagaac tagttgattt actgaatgtt aaaagataaa tatcctgctc
   153301 aaatgtctgg tggacaacag cagcgagtag cacttgcacg tgcactcgct ctgtctccgg
   153361 atattttgtt actagatgag ccgttatctg ctttagatgc aaaagtacgt gaaaagttac
   153421 gtagagaaat gcgtgatttg caagaaaaag taggagtaac aactattatg gtcacgcatg
   153481 atcaagaaga ggcattaacg atggctgata aaattgttgt aatgaatcat gcggaaatta
   153541 tgcagattgg cacaccagag gagatttacc aaagaccagc aaatccgttt gtggcagatt
   153601 ttattggttc tattaatttc ttttcgaaaa ataacgaaga acatgcaatt cgtccggagc
   153661 atgtaacagt cgtacaaaat aatggtatga aaacaattgt agagagcatg gagtttcgtg
   153721 ggtctgtata ccggacagaa gtgcgagtta tagatgagaa aacacaccta tataatgaga
   153781 aaatcgttgt agatatattg gcatcagaag tagaaaaaac agccattagg aaaggaaagc
   153841 caattcaaat ctctttctca gaaaatcata tgttgtcata tggaaagaag gttgttgtat
   153901 agatggagat gttagaagat ttaaaggtag aaaatacgaa aaaaagatta agagacgtat
   153961 cggtaaagaa gagtggatac aaagactatt aattattggt atgatccttg cctttttgat
   154021 tatgcttgta ttgccgctat tacaactatt tacacaagct ttttatgata aagatggagc
   154081 tttcattggt gttgcgaatt tcagtaaata tttcacaaca ccaacgctag ttcaatcatt
   154141 acaaaatacg gtatgggttt cgggtgcgac aacaattatt gcagtgacac tcgctttcgc
   154201 ttacgcctat gcgatcgctc gtacgaatgt atttggaaag cgtgtatttc aatacatcgc
   154261 gttgttacca ttattcgcgc caacgatgat gcatggtatc gcacttacat atttatttgg
   154321 taatcaagga ttagtaacga aagggatgtt tggcttattt gaaggtatac aaatcccttt
   154381 atatggacca gtaggaattg taatggctga agtcatgtat acatttccgc aagcatttct
   154441 tatattatta attgctttcc aaggttctga ttatcgttta tatgaagctt ctaatatgtt
   154501 gggggcgagt aaaataaagc aatttttcac tgttacttta cctagtgtaa agtacggatt
   154561 aattagtgcg atgttcgttg tgtttacact cagtttcact gattttggcg caccaaaaat
   154621 tgttggtggg caatataatg tacttgctac cgacgtatat aagcaagtaa tcggacaaca
   154681 aaatatgccg atgggtgcaa ctgtcggaat gattttatta attccagcta tatttgcatt
   154741 tgcagttgat cgcattacgc aaagaaagca ggcgaatttc ttatcttcca aagcagtgcc
   154801 atatagaata acggctaata agaaaagaga tgtagtctca ttcatatatt gtagtgtaat
   154861 tacacttatg attgttcttt tatttgtggc agttggtatt gctgcaagtg tgaaagtatg
   154921 gccatataat atgagtttta catttgagca ttttaatttt tcgagtttaa caggagatgg
   154981 acttgaagca tttaaaaata gtgtaattgt ctcagcagtt acagcagtta ttggggcaat
   155041 tttaacattt atgttcgcat atgcgattga gaaaatagat cagctaaagt ttttccgaaa
   155101 aacaggctac tttttctcga ttgtaccttt agcaatccca ggtctagtac ttggattggg
   155161 atatgtcttt ttctttagtc aaccaacgat tcaaatattt ggactttcag taacgaatcc
   155221 gtttcattct ttatacggaa caattgctgt gctagtacta gtaaacatca ttcattttta
   155281 ttcggtaaca ttcgttaccg caacgactgc tttaaagaaa ttagaccgag agtttgagct
   155341 tgtttcgcag tcgatgggca ttccgtttta taaaacattc tttagagtaa cagtaccgat
   155401 gtgtttacca gcaattttag aaatggtgat gtactatttc gtcaattcga tggtaactgt
   155461 gtcagcggtt gtattcttat acgcagctga ttttaaacta gctgccgtat caatcgtaaa
   155521 tatggatgat gcaggaaatg tagcgccagc agctgcaatg agtgtactta ttgttgttac
   155581 aaatattgta gtgagagttg tatatgaatg gggaacgaaa gcacttcgta accgaacttc
   155641 acaatggcaa aaaagataaa taagaagggt gatggattgt atgaaaatag aagcagttat
   155701 ttttgattgg gcaggtacga cagttgatta cggatgtttt gcaccactgg aagtatttat
   155761 ggagattttt cataaacgag gtgtgggaat tacagcagaa gaagcccgta agccaatggg
   155821 attattaaaa attgatcatg taagggcact tacagagatg cctcgtattg cgaatgaatg
   155881 gaatcgtatt ttcggacaat taccaacaga aacagacatt caggagatgt atgaagaatt
   155941 tgaagagatt ctcttcgcta ttttaccgcg ctatgcgtcg ccaattcatg gagtaaaaga
   156001 agtgattgct tctttacgtg aacgaggaat taaaattggt tcaacgactg gttatacgag
   156061 agaaatgatg gacattgtag caaaagaagc agcactacaa ggatataaac ctgattttct
   156121 tgtaacgcca gatgatgttc ctgcggggcg tccatatccg tggatgtgtt ataaaaatgc
   156181 gatggaactt ggtgtatatc ccatgaatca tatgataaaa attggagaca cggtatcaga
   156241 tatgaaagag ggaagaaatg ctggtatgtg gacagttggt gtaattcttg gcagtagcga
   156301 actcggttta agtgaagaag aagtggagaa tatggatcca gcagaacttc gtgaaaaaat
   156361 agaagtagtt cgcaatcgtt tcgttgaaaa tggagcgcac tttacgattg aaacgatgca
   156421 ggaacttgaa agtgtaatgg aacgtatcga gaaacaagaa cttattattt cataaaaggg
   156481 gcatgggatc atgactgaaa atcattactt attattaacg ccaggaccat taacgacaac
   156541 aaagacggta aaagaagtta tgttatacga ttggtgtacg tgggatgttg aatataacac
   156601 gatggtacaa aaagtaagag ctaaacttgt atcgttagca acgaaggaag aagagaaata
   156661 tacaacagta ttaatgcaag gaagcggtac gttttcagtg gaagcagtaa tcggttctgt
   156721 cattccaaaa aacggaaagc ttcttgtttg tacaaatggt gcatacggta aacgaattgt
   156781 acaaatggca gagatgttac atatagatgt ggtggtcagt caaacagaag agtgggagcc
   156841 tactaatatt gtagaagtag aaaagatatt acaacaagat aaagagatta cacatattgc
   156901 agttgttcat tgtgaaacaa caacaggtat tatcaatcca attgtagacg tatgtaaatt
   156961 agggaagcaa tacggaaaag taacactagt tgatgcaatg agtagttttg gtggtattga
   157021 aatagatatt gctgagttgc aaattgactt tctaattagt agtgcgaata aatgtattca
   157081 aggagttcca gggttcggat ttgttattgc acagcgtgat gaattattga aatgtaaagg
   157141 gcaggcacgt tcattatctt tagatttata cgatcagtgg gaaacgatgg aaaatcaaaa
   157201 tgggaaatgg cgttttacgt cacctacaca tgttgtacac gctttttatc aagcattact
   157261 tgaattagaa aaagaaggcg gagtaagagc acgttacaat cgatattaca acaatcaaaa
   157321 actattagtg aatagaatgg gggaaattgg ttttaagcca ctcgtaaatg aaaaatatca
   157381 atctcctatt attacatctt ttatttatcc ggaagggaac ttcgaatttc aacagttata
   157441 taatgagtta aaacgctacg gatttgttat ttatcctggg aaaatttcga aagtagatac
   157501 gttccgcatt ggaaatattg gtgatgtaca tgaggaagac ataaatcgtt tagtagatag
   157561 tattgctaaa ggggttgtta taggttgaaa gtattttgct taggtggagc aggtaaaatt
   157621 tgtcgtgaag caattttaga tttagtccaa ttttcatctt ttgaaacgat tacggtagct
   157681 gattttaatg aagaagagag ccttaaaata gtagaatggc tcaacgatcc tcgcgttaat
   157741 tttgtgaaag tagatgtaac gaatcatgag gatacggttg caaaaatgaa gggctatgac
   157801 attgtaatgg atggtacgac aattaagtta aatggattgt ctactcgatg tattgcagaa
   157861 gcaggttgtc acggtgtgaa cttaaatgga tttggtgaag aaaatgattc gcattctata
   157921 tttgttcaaa acggaaaaac atgtttacct ggatttggta tgacgccagg tgtaacgcaa
   157981 atgatggcga tgcatgcagc gaatcagtta catacggtag aatcagttcg tgtcagtcac
   158041 ggttcatatc gtccaattgc tttttctgca tccattacag aaacaacgac atatgaatat
   158101 gatccacatt tgccatcgcg tacagtgtat gaaaatggcg agtttaagca agtacctccg
   158161 tttgcacgtc cgagagaaat tgaattaccg gcgccttatg gtaaggcaac gcagtatatc
   158221 ataccgcatt ctgaaacaat tacgttagca aaagcattag aaaataaagg cgtcaaacta
   158281 atagagacga gaggaacttg gccaaagcaa aatatgcagc tcgtacgtgc tttatatgat
   158341 tatggtatat tgcgtaatga tcaagttgaa ataaatgggg aagcaatcgg cattatggat
   158401 tgtgtctcga agtatttatt gcaatcgaaa gaaggacaag aaacagaggt ttacggttat
   158461 gcacttcatg tagaagtaat aggtatgaaa aataatgaga aacaaaggca cgtattgtat
   158521 catacacacc cgttatctga tggttctgtt gaaggatggg aaaaattaag agcatatacg
   158581 agaaacgtcg gtataccatt tgggattgct acagagttaa tcgcaaaagg ggatgtaaat
   158641 aaagttggtg ttgtgacacc tgaggaagct tttgtaaatc cacaagttat ttttgatgaa
   158701 ttaaaaaagc gtggtattca tattcatgaa gaaatttcta cttacaaaga aagttataac
   158761 tttgtataag taaggcaatg tatgaggtag aaatcaatgg ggtgaggtta tgtctgtagt
   158821 aggtgaagaa agaaagcgaa ccattcttga gaaggtagag tttaaaggga aagtaaaagt
   158881 ttcagaatta gcgagagagt ttgctgtatc aacggagacg attcgccgtt atttagaaga
   158941 attggatcgt gaaaagaagt tgaagaaagt gtatggtgga gccgtccaac ttccgggagc
   159001 tgggatagag gcaccaatgt tagagcgaga gatgctgcat atagaagaga agaagagaat
   159061 tgggtataaa gcagcaacgt ttgtggaaga tggagatgtg attgcaattg atgacggaag
   159121 tacaccactt caaatggtac cctatcttgt tcatcgtaaa aatttaacga ttgtaacaag
   159181 ttcatttcca gtagcgacac aattaatttc ttctattaat aaaaagatgt ttcacggtga
   159241 agttttattt attggtggga aagtatctcc aaagcattca cgcgtatcag gatctatttc
   159301 gcagcaagtc atccagcaat tccattttca taaagcattt gtttcgattg atggattatt
   159361 acctagtttt ggagtttcta gttttgaatt ggaaaaggcg aaactgtcag aagcgatgat
   159421 gaaattagcg gaaaaaacat atattctatg tgatcataca aaggtaggcg taaaagggaa
   159481 ttatcgaata gcagcattct cccgtattca gcatgttatt tgtgataaaa aaatgcccta
   159541 tagttttgaa gaggaagtta aaaagcataa tattcaatgg acaatttgtt aaatacattg
   159601 aatttccacc tgattttaag gtgggagttt tactgcttac aaatagaggg ataaaagatt
   159661 tgtatgtatg caaaaaaagt ggacacattt tcgcatctct ttcatataat ttaccaatac
   159721 aaaaaaagtt ggtcgaagga aagaagggaa agtatgtcag aacggatata taataaactt
   159781 gtattgtatg caaatatttt gcaaaaaatt ggtgttatta atgaaaaaga aaaaagtgaa
   159841 attctgcata cgataagtaa aaaggccctc tgaataaagg gcctttttat tttttatctt
   159901 cggaaatata aatttaatgt aatattctca ttgacaatga taatgatatt cattaccatt
   159961 tatttgtagt taattgataa gtgttatcaa ttatatatga taggggatat tattttgaaa
   160021 aaaaatatat gaaggcgtta gtagtagcga caacattagc aattccattt gctgcatact
   160081 ctactccagc attagcagca ataaaaattg aagcaaacca atcggtagca gcgagtgatc
   160141 gcacgtatga tactgagatt aaaatatata aagatcaaaa agatgagcca tctatggttt
   160201 ctcaatatat aaaagatcct aaagtggcga ttgtagctgg gaaaaaattg taactgtaac
   160261 gatgcaagat agtgattatt ttcaatatct tagaatagaa gatagaaatc aaccaggtgt
   160321 atttcatgat gtgaaagttt tgtcagaaga taagaggaag aatgggacga aagtaattca
   160381 atttgaaatt ggtgaatttg agaagaagca taatatgcaa atgcacatac ttattccagc
   160441 tattggatac gatcataaat atcaagttca atttgaaatt aaagatccaa ctgtaggtga
   160501 caaagaaaca gagaaaccag atgataacac taattcaggc aatacggaaa cggataaacc
   160561 agttgataat caaaatatga taacagataa caagttaagg gaacttgtta ataaaaaagt
   160621 atttaataga aaagatgtaa atacacccga ttacgaaaga agagttatta caagtaaaga
   160681 atttgttttt aaatacgaat gagattcttg attatagtgc attaaaatat atgccaaatt
   160741 tgaaatcttt aacagttgcg aatgcgaaga taaaagatcc gtcgttcttt gcgaacttaa
   160801 agcaattaaa tcatttagct ttgcgtggta atgaattttc agatgtaaca ccacttgtta
   160861 agatggatca tttagattct cttgatttaa gtaataataa aattacaaac gttgcaccac
   160921 taattgaaat gaaaaatgta aaaagtttat atttatcagg taaccaaata gaagatgtaa
   160981 cagcattagc gaaaatggaa caactagatt atttgaattt agcgaataat aaaattacga
   161041 atgttgctcc attaagcgcg ttaaaaaatg taacatactt gactttagct ggtaatcaaa
   161101 ttgaagatat taaaccgtta tattcattac ctttaacaga cttagtatta acacgtaata
   161161 aagttaaaga tttatccggc attgagcaaa tgaagcaatt agaagaattg tggatcggga
   161221 aaaatgaaat aaaagatgtt actcctctaa gtaagatgac acagttaaaa caattacacc
   161281 tacctaacaa tgagttaaag gatattacgc cattatcaag tctagtaaac ttacaaaaac
   161341 ttgatttaga agcaaattat atttcagact taacaccggc tagtaatttg aaaaagttag
   161401 tattcttaag ttttgttgca aatgaaattc gtgatgttcg accagtgata gaactaagta
   161461 aaacagccta catcaatgtt caaaatcaaa aagtattttt agaggaaaca gaagtaaata
   161521 aagaagtaaa agtacctata tacgaaaaag acggtaaaat ctctacaaaa attcgtttga
   161581 agggcgaagg tggtacgtat agtaacgatg cagttaagtg gagtacacca ggtgagaaag
   161641 tatatgaatt tggtgtgaaa gatccatttg cggatacagg aatcttcttt acgggatctg
   161701 tcattcaaaa tgtggtagaa agcaaagcgg ataacacttc taaagaagac aatacttcta
   161761 aagaagatgc aaaagtagaa gtagtggaat ttaaagatgt accaaaagga cattggtcag
   161821 aagaagcaat tcattattta gcgaaagaaa atattttcaa gggatatgga aatggacaat
   161881 ttggatttgg ggatagtatt actcgcggac aagttgcgtc tttagtacaa aggtacttga
   161941 aattagaaaa taaagtagag cagaaagaga gatttacaga tacgaaagga catatgtttg
   162001 agcaagatat tgctacagtt gcgcaagctg gaattatgca aggagatggt actggggagt
   162061 ttcgtccaga tggagtatta actcgatacg aaatgtctgt agtattatat aaagtatttc
   162121 agttaaaaga agatggaaat aataaagtga actttaaaga tgtaccaact ggtcattggg
   162181 cagaagggta tgtgaaagcg ttagtggata ataacatatc aaaaggtgat ggaaaagaac
   162241 gctttttagg tgatgatttt gtaacacgtg aacaatatgc acagttttta tataacgcaa
   162301 taacgaaata aaagatgaga aaatacgtta ttctttcatt gggaaagaat aacgtatttt
   162361 ttatgtataa aatgaactag tcaatataca ggagtataga catatgaatg gcccatttta
   162421 aagaagagat gtgaaactat attgacaaaa aagcattctc atgtgataat tcaattaaat
   162481 ttttagaata atcaaaaata ttccttttac ataaaaagga ttcgaacatt atatgaatat
   162541 tacgccgggg gtgacgaaat gttatttttt ttaaagaaat ggaatgaatt aaaagatgtg
   162601 aaatctgaac tagcacttcg tgattggttt tatggtacaa aaattagttt atcactctgt
   162661 acgtcaaaag agccgttaac ttttttagta aacgttgagg gaagggataa agggttattt
   162721 tcagaagaag attttattgt tgtaaactgt atgtgtgaac cagtatttga aaatgaagaa
   162781 aaaccagctg tggaatcatt tatgcatgcg gatatttata aaaaaagtcg tgcagaatgt
   162841 attttacaag tacagactgt agatagtcat ttaatatcag agttgtacgg agaagaaggg
   162901 gaagtaacat tcgataaacg tagcgtggaa cgtgtttttg gaaaagaagg tataacagaa
   162961 atgacgattc ccattgtaga agatgaaaaa aattcgctga tttgttagaa aataatgtgc
   163021 cgaattttat tgaaggtgga ggagtagttc tcgttcataa ttatggcatg attgtgtggg
   163081 ggaaaacgcc agaagaagcg aaaaaatggc tagagggtat agaatattta atgaactatc
   163141 atgtgaaatt gttaatgata aaaggtgcaa agagctctgt tatatgaaat gtttgtcatg
   163201 tcgttacaag tcaataaaca aatgaaagcg ttttaaaaat aattttactc ataaaatata
   163261 ggtctcctta ttatatatag attacatgtt gacatgtaag gaggaacata ttttgcgagt
   163321 taaatatcat tttctgccaa aaccacaagt aacattttgc aaaatgaacg attcaggtga
   163381 aaaggctctg caaattatga ataaaacggg atttcgagca atccctgtat tagcagaaga
   163441 tgaaaagaaa ttcatgggga ttatttataa agtagatctt ctagaaaaga agtgtaatgg
   163501 cggattagag gaattaagta cagaacatat gctggaagat tccgctgcat ttatttttga
   163561 aaaggactct ttttttagag cattttatgt tattcgtcgt cttccatttt tagctgtact
   163621 aaatgattat aatgaatttg ttggcatctt aacgcattcc aatatatttg atgttattga
   163681 agattcgttt ggtatgcgga caggtggtta tatattaaca attgcaacac aagattgtaa
   163741 gggaacgatt aaagaacttg ggacattgtt gaaagcattt catatcggtg gactatttac
   163801 gctagataac ggcgatcaat atatacgccg cgttattgta aatataacag atgagttaaa
   163861 tgaaaaaaga ttaaagcaat taatcgaaaa aatagagaaa aaaggattca gggtgagtca
   163921 tgtagattat atttaagatg aaaaggaaag ggagctattt gctatatgca aatggctccc
   163981 ttttttagtt tgagttataa atcttatttc gaaacaggag gtggagataa tgctaaatca
   164041 gataaaaaaa taaaatctgc gtgttcacga attttaggaa tagaagtttc tataacacgt
   164101 gatgtaattt cacctggagg gccaacatgt ccaatagcca ccataatcgg tttttcttga
   164161 agttttttta tgagtaattg ggcttgtttt gaaatatgtg ccgcagtata cacatcatca
   164221 aaaaataatt gattttcaat aattggcacc cctaattctt tcccaatttt tgggacgaca
   164281 cttttagggt ttgttttgct atctaaataa aataagccgt gttttttaca agctgcaagt
   164341 ataagtcgta caattctttc gtctgcagtc acttttgatc ccatatgatt attcatccca
   164401 attgcatgtg gtacttcttg aattgcttgt tcgagtcgat tgtttatttc ttcgtcgctt
   164461 aaatcagttg taattgcttt tggtccaagc cactcttttt tacctttaat gggttccatt
   164521 ggcatatgta taataacttc gtgtcctttc ttatgagccg ctatcgcatc ttcctttgtg
   164581 gaaggaagaa aaggcataac agcaacagtt aggggaatag gaagtgataa cattttatca
   164641 gtccccttca tattattgcc gaagtcatca atgacaatag ctactttgtt tgtatgggcc
   164701 tttgcttgaa caggaaacaa gaaagatggt aagaacatag tcaaaataag caatgcaatc
   164761 gtatatttgc gcatataact atttcctttc tatattatca atcatcatta tggtttgcgt
   164821 ttttatataa attaaacaaa aaatgtcgaa gaaaagtata tggaaaatag agaatccgct
   164881 atttaattgg tgtttgtaaa aaaagaagat gaaaaaattg tctattattg cgaatgtatt
   164941 tacaaagata gaataatttg taataattct caaagtgagg gtaaagaatt gtaaattaca
   165001 gggagaaaat gttaaatttt ctgattcttc aaattcaaat atgattaagt agttaacagt
   165061 ccaatggaga agtgaagtag agagcatgga agtataataa gggggatata tgaatgttta
   165121 ctgtaaaaag gaagtacaca ttagaaaagc tttcacgtga tattcatatg aaacgtgaag
   165181 agatgattca attaggttta acgagtgggt taaatagtat ggagacgatt caagttagtc
   165241 aagaattgga caagcttatt ttacagtacc agtgttataa agaaaaacaa acaccaaaat
   165301 ggttatcaat tataaaggca cctatttttc aaattgggta tgaagggaaa tcaagtaatt
   165361 tttggcgaat gcttgtggct ggttttatga aataagtata attacccttt tgggataagg
   165421 ataattatac tatgtgtaat ggaatttcgg catgaactgt cgttccttcg ttttctatac
   165481 tgtcaataaa aaggtgccca ttatacatct ctacaattcg tttacatatg acaagtccaa
   165541 gacctgttcc agtatcttta ttagtaaaga acggatgaaa gaggtgtttt tgaatatgtt
   165601 ttggaatccc ttttccagta tctataattt gcaattgtgc gtgtgtttca ttgcttgtta
   165661 cggaaatagt tagtgtatca ccagaagtca tagcttcaat tgcatttttt gtaatgttta
   165721 aaaccacttg tttcatatgg tcttttgagc accggatatg aacagggtgg tctggcaaat
   165781 gtaaatggaa tacaatgtta tgtagattcg cctcagattg aataattaat gctacctcat
   165841 ttagaatggt tctcacatca tatgtttgtt caatggttgc agttggcttt ccaagaataa
   165901 gaaattcact tacaatttca ttaattcgtt ttatctcttg ttcgatgatg gaaaaataga
   165961 actgatcttg ttcatcttta tatttctctt ttaatagagc gacgagccct ttaattccgg
   166021 taagtggatt acggatttcg tgggctgtac tagctgcaaa agttccaact aattcaattt
   166081 tttgtagttc attttgttgt ctttccagtt ttgtttgtcg ttttaacaac atatattgag
   166141 cgagtaaaaa taaaattgac attaaaaata aagtagctat acattctacg gcaacccact
   166201 gatttaaagt tttttgatga ataggtaaag gagaaacaga gaccttccaa tctaatcttt
   166261 ggagtggagt agtaagcata ttagaatgcg catcacttgt ttcattatta tcatcggtta
   166321 gaaaaactac atcatactta tcagttactt caaaatggta ttgcggttta atggcattta
   166381 aggatgatga aatgtagtca aagcgtaaac ttgctaacaa taagcctgag agctccttct
   166441 gtttattgaa aatgggagaa gcaatcataa tagcttgatg gccaagaaca cgatctgtaa
   166501 tgacggatga tacagttgtt ttcttagttt gtaatgcgtt ttgaatatat ttacgatctg
   166561 agacatcaac aggtggccgg tcgccttctg atgcaattgt aatgatacct tctggtgtag
   166621 tgtaatatag accagaaaaa cgtgcatcgt ttccatcagt atcatgtaca atttctttca
   166681 ttccattaat atttccagtc tcggttccta cgacctttga gagcatttct aaggcagaaa
   166741 ttgcttcgcc aagatggtga tctaaatagt ctctatataa aaagagcacc gtatgagcaa
   166801 ttcgtttgtt ttcctgtttc attttatacg aatgatatga ataaaatgta gcaccaatac
   166861 cgatcattgg taggataaca agcaatatat ataaaactat gttgtggaat ttgaatttca
   166921 aatttggaac tccttctttt ttattatcat tatatataaa ctatgttaaa attgtcatgt
   166981 ttttattcaa gaatcattca taatatattt tgggagaggt aatgaatgag tgaatgctca
   167041 ttcggaattt atatggagta ctagtttgtt ctttttatta ctgagaattt aagtgaaggg
   167101 ttgaaagttg tatgacatca aataatgaac gagaagatat ttctcaatct ttaaaagtat
   167161 ttattgcatt atctcgtgta catcgttctg ttatggatac tacaaataaa tctatacaaa
   167221 gtaacgggtt aaatccaact gagtttgctg tattagaact gctatatcat aaaggcggcc
   167281 aaccacttca gcaaattggt gagcgtattt taatagctag tggtagcatt acatatgttg
   167341 tggataagct agagaaaaag ggactagtaa aaagaattcc gtgcccaaat gacagacgtg
   167401 ttatttatgc acaattaact gagtctggag agacctttat tgcttctatt tttccagggc
   167461 atgagcaagt tatacatcag tcttttgaaa tgttaacgaa agaggaaaag gatgaattac
   167521 ttgatctatt aaaaaagatt ggaaagtacg aaaaataata gtatattcca aaggagcttt
   167581 ggatacagaa atccaaggct tttttattta catggaatta tgacggtata tgccgtattt
   167641 tgctgaagaa taagaggaga tttgtaagta agtattgaat tatagtaagg atgcatataa
   167701 tggagaggag gctcgttcat gtcatttaaa gactatgaat ataaaaggcc aaatattgaa
   167761 gaattaaaag agaagtttac agttgcttta gagaagtttg ataacgcaaa aactgtagaa
   167821 gaacaaaaac aagtcattca ttcaattaac gaaattcgta acgattttgg tacaatgggg
   167881 aatctttgtt atattcgtca ttctgttgat acgacagatg ctttctataa ggaagagcaa
   167941 gatttctttg atgaattctc tccagttgta caagggtatg gtacaaagta ttataatgcg
   168001 ttaattcatt ctccattccg tgaagaatta gaagcgtatt atggaaagca attatttgct
   168061 cttgcggagt gtgatttaaa aacatattct gatgaagtcg tgaaggattt acaattagag
   168121 aataaattgt cttcacaata tacacaatta ttagcatctg caaaaattga ttttgcagga
   168181 gaagaaagaa cgttatcaca gcttattcca tttatgcaag ggaaagagag aagtgaacgt
   168241 aaagcagcaa gtgaggcgta ttacggattt ttagctgaga atgaagaaga gttagatcgc
   168301 atttatgacg agcttgttaa agtaagaaca aaaatcgcta aatctttagg tttcaaaaac
   168361 tttgttgaac ttggatatgc aagaatgtac cgtacagatt ataatgcgga aatggtggcg
   168421 aattatcgtc agcaagtgct agattatatc gttcccgtca caacggaatt aagaaaacga
   168481 caacaagcac gtatcggtgt agagaagtta gcgtattacg acgaaaactt tgaatttcca
   168541 acaggtaacc caactccaaa aggagatgcg gattggattg ttaatcatgg gaaaacgatg
   168601 tataaagagt tatcggctga aacagatgaa ttcttcaatt ttatgttaga taatgattta
   168661 ttagacttag ttgcgaaaaa aggaaaagct ggcggtggat attgtacata tattgagaat
   168721 tataaagcgc catttatttt ctcaaacttt aacggaacat ctggcgatat tgacgtatta
   168781 acacatgaag cgggccacgc tttccaagta tatgaaagtc gtaaatttga aattccagaa
   168841 tataattggc caacatatga ggcatgtgaa attcactcta tgagtatgga attctttaca
   168901 tggccatgga tgaagctatt ctttgaagaa gatgcagata aatattactt ctctcactta
   168961 agttcagcac ttctgttttt accgtatggt gtatctgttg atgaatatca acattatgta
   169021 tatgaaaatc ctgaagcgtc accagaagag cgtaagacag catggcgtaa tatagagaaa
   169081 aagtatttgc cacatcgtga ttatgaagat aatgattatt tagagcgcgg tggattctgg
   169141 caacgtcaag ggcatattta tagctcgccg ttctactata ttgactacac gttagcacaa
   169201 atttgcgcac tgcaattttg gaaacgtgca agagataata gacaagaggc gtgggaagat
   169261 tatgtgaatc tgtgccaaca aggtggaagt aaatcattct tggaattagt agaagttgca
   169321 aatttaacat caccatttgc tgaaggctgt gtgaaaagtg ttattacaga aattgaagca
   169381 tggctacacg caattgacga cacaaaattg taaaaaacat gcgctttttt tcacatgttt
   169441 aacatcgaca taatgagaaa atgatgagat aataaaagaa aattcagaat actaaagagg
   169501 tgtttctaat aaggagcacc tcttttcacc aacaaaaggg gggaaagaag tatgcttcaa
   169561 tctaatatgg atgtgagttt agaaagtttg gtgagctcat tacagtctac ccgaagcacg
   169621 ctattatcag aaattgaaat gttaaatgat acagaagtga atgtaaaacc acgccgtgat
   169681 aaatggagta ttattcaaat tttgcatcac ttgcatttag ttgaacaatc tgtcacgtct
   169741 gcccttgtat atgccttaca aaaaaatgaa agaaacacga ctccatttaa agatctccaa
   169801 cttacgctgg atcgcacaca taaacgagaa gctcctcagc aaatgaaacc aacagaaacg
   169861 ctaatgaaaa aacagcaagg aattcaatta ctagaacatt cacgacaaga actattacac
   169921 gcgcttcata gcgttataga tgaaaaagac ctatttgaaa atggattaaa gcatcctgtt
   169981 tttaatgatc tgaatttata tcagtgggtt caatttcttg atttgcacga acaaagacat
   170041 cttacgcagt taaaagaggc gaaacacgca atcttacagc gataagttag acggaagtgg
   170101 gagaccactt cttttttcat acgtgcatag ttttctttct tattttggaa tactacatgg
   170161 agaaagataa gaaggagttg aaaaagtatg tccaagaaaa agaaagaaga agagcgagct
   170221 tggaaagcac gtaaagaaaa tcaaaaacca catggcaaag tgaaagcttt tgctgaatta
   170281 gttgaaggaa cagaaaaaac gtgatgagta tttcatcacg ttttttgtat gagtggaaaa
   170341 gttaataaga aggttgtacc tgtacctttt tcgcttataa tatcaatttt tccattcata
   170401 gcttgaacaa cactgaatac gaccatcatt ccaaggccag cacctttttc ttttgttgag
   170461 tagaaagggg atccaaggcg ttttacttgt tcttgatcca taccaactcc tgtatctttt
   170521 atatataact gaatatgctt atgatcagga actaatgtga aataaagatc accgcctttt
   170581 ggcatagcct caatgcagtt ttttaaaata tttaacaagc attgatttag tttttgtttt
   170641 tctcccgcga taaaaaaaga agtgctttgc tttatataat gtgtacgcac atttgttaaa
   170701 ttagcaagcg gtgtaattaa cgataatgcg tgcagcagct cttcttctaa ctgtaatctt
   170761 tgttcttttt caatacttgg ttttgcaaag gttaaataat ctgtaagaac gtggtttgct
   170821 tgttcgattc cgttgatggc tatgtcgata tataattttc gctcctgctc agtgcatgta
   170881 tctgattgta aaagttgcaa aaatcctttc gttgaagtta acggattgcg aatttcatga
   170941 gagatagacg ctgccatttc accaattaaa tgaaattttt cagcattcat aagttcgttt
   171001 tggagtcgaa cttgagtttg taatatatgt agtaaatata aaataagaat cgtacccagt
   171061 atcgtacata actcatacac aataatatgt ggtatataat cagccttgtt tgtaaccttg
   171121 gaaaggaaga aaggtatcca actaaatccg tatatgagac tgtagataat agcaagtgtt
   171181 atttttatac gattagaagt tcgattgaaa aatttgtatg taaataatag gacaataaat
   171241 agaaggatag aaccgataag tgatgggaaa acacctattc ctcctaataa gaagcggtat
   171301 atatttaata caactaatat agatccacca gcaataggac ctccggttaa tgtaccgaca
   171361 attaatacga tatgacgcat atcaaattga aatccgtaaa ttgtttttgc tgcgaaagtt
   171421 atacatagta tagtaacgag gcaacataat acaataaata ttgctgaatt taatttagga
   171481 gaacgtttcc ctttttgatt ccaaaataaa tggtatacga gcattgtaac aaggatgaat
   171541 aatatattta aaaagagata aataataaag gatttcagtg ggacgcctcc tctcttctta
   171601 cattaaatta atcatactat aaaatgaaag aaatgaaatg aaaaatagcg gaaaaatcag
   171661 aaattttttc tggtagtata caatatgtta caataagctt tgtcaatgaa agaaggaatt
   171721 ccgtgcaatg cacgggagag gttcgcgaac tccctctata aaaaactatg gaaacaacaa
   171781 tatctttagg tattgttttg tttttttatt gtgacagttc aagaacgttc tttcttctta
   171841 ttcgtagtag agaaggagaa tgagtgaaat gaaaaaagaa aaggcagttg ttgtttttag
   171901 tggaggacaa gatagtacga catgtttatt ttgggcaata gagcagtttg cagaagtaga
   171961 ggctgtaacg tttaattaca atcaacgtca taagctagaa attgattgtg cagtggaaat
   172021 tgcaaaagag ctaggaatta aacatacggt actagatatg agtctattaa atcaacttgc
   172081 tccaaatgcg ttaacgagaa cggatatgga gattacacat gaagaaggtg aattaccatc
   172141 gacgtttgta gatggacgaa atttactatt cttatcattt gctgctgtat tagcaaaaca
   172201 agttggagca cgtcatattg taacgggtgt atgtgaaact gattttagtg gttatccaga
   172261 ttgccgtgac gtgtttgtga aatcgttaaa cgttacttta aatttatcga tggattatcc
   172321 gtttgtgatt catacaccac ttatgtggat tgataaagcg gaaacatgga aattatcaga
   172381 tgaacttgga gcattcgagt ttgttagaga gaaaacatta acatgttata acggaatcat
   172441 tggtgatggt tgcggtgaat gtccagcatg tcaacttcgt aaagcaggat tagatacgta
   172501 tctacaagaa cgcgaaggag cgagtaacta atggataatt tctttggatt tcgcatcgta
   172561 gaaaatttgc aaaaaatgga caaggatatt caacgtaaac agctcaaata tcataataaa
   172621 agagtaatgg tcagcaagga atttacattt gatgcagcgc accatttaca ctgttatgaa
   172681 gggaaatgta aaaacttaca tggtcacaca tataaagtag tatttggaat tagtggatat
   172741 gtaaatgaaa taggtcttgc aattgacttt ggagatataa aagaaatttg gaagaatgag
   172801 atagaaattt atttagatca tcgttattta aacgaaacgt taccagcgat gaatacaaca
   172861 gctgaaaata tggtcgtttg gatttatgaa aagatggcag aagcgttaac aaaagataat
   172921 cgtgcgaacg aatataaagg agctcgtgtt gagtttgttc gtctgtttga gactccaact
   172981 agttatgcgg aagtaagacg ggagtggatg ctcgatgagt aaaatcccag tcttagaaat
   173041 atttggtccg actattcaag gtgaaggaat ggttgtagga caaaagacga tgtttatccg
   173101 tacagctggc tgtgattata gctgtgcttg gtgtgattct gcttttacgt gggatggatc
   173161 ggctaaagat caaattaggc agatgacagc agaagacgtt tggaatgagc ttgtagaaat
   173221 tggtggtgaa aatttttctc atgttacgat ttcaggtgga aatccggtat tgctgaaaaa
   173281 tattgaattt cttctttcta tattaaaaga gaatggaatg cgaacagcaa tcgaaacgca
   173341 agggagtaaa tggcaagatt ggttacttca aattgatgag ataacgattt ctccgaagcc
   173401 accaagctcg acaatgaata ctgattttca gaagttagat gatgtaattc agaaactagc
   173461 aggaaaagat attagtttaa aggtagtagt atttgacgat tatgacttcg agtatgcagt
   173521 taagatgcac gaacgttatc cagatgtgcc atttttctta caagtaggga atgatgatac
   173581 aaaaactgtg gatgatgcga tgttgattaa aaagttatta gataagtatg agtggctgat
   173641 tgaaaaagca gttaaccgta aagaaatgaa taatgcaaaa gtattgccgc agcttcatgc
   173701 gttagtatgg ggaaataaac gcggagtata atgagaaggg atgtttaaaa tggcaggaag
   173761 attagatgaa gatttaaaag atgtaacatt attaggaaat caaaatacaa aatatttatt
   173821 tgaatacagt ccagaaattt tagaggtatt tgataacaat catccaaacc gtgattattt
   173881 tgttaaattt aattgtcctg aatttacaag cttatgtccg aaaacaggcc aaccggattt
   173941 tgcaacaatt tatattagct acattccaga acaaagaatg gtagagagta aatctctaaa
   174001 gctatattta tttagtttcc gcaatcacgg tgattttcac gaagattgca tgaacgttat
   174061 tatgaatgat ttaattaaat taatggatcc acgttacatt gaggtatggg ggaaattcac
   174121 accacgtgga gggatttcaa ttgatcctta ctgcaactac ggtcgtccag gaacgaaata
   174181 tgaacaaatg gcagactacc gcatgatgaa ccatgatcta tatccagaaa caattgacaa
   174241 ccgttaatat ataatagaaa gaaaggatct gtatgttata cagatccttt ctttctatta
   174301 tattatgcat tttgattaat gacagtatag tttttatgac taacaactgt aagaggttcc
   174361 atatctagtt ctctaaaatt ctccataatt gttatatcca caataacaga gttttgattt
   174421 tctttttgaa cacggccttg cattccacct ttaaattcaa tgatatctcc agtttctgcg
   174481 atctgcataa gcaactctcc ttgttacagt ttttccaaaa aagaataatt tgggattttt
   174541 tatttccctt tattttgaac tatgtttcct attttgtaaa tgttttcaaa gtaaaaattc
   174601 gaaaaatatt cactttttgt aagaaaatat gtagaaaagt catgtttttt gaaaaaaaga
   174661 aaggtttaaa tgcgtgcatc tttatatagg ggtataataa aaaatacaat aacctactaa
   174721 agtaggagca attagaggcg gtaaaatgat gtttcaattt gtggggagta ttatagcatt
   174781 aactttattt gtattttctt atatgcattt aaaaaagatt cgtcatcatg aaacgactac
   174841 atattttgat gggatggatg ggatatatga tggggtcaca catgagagtg gcggggatat
   174901 gtaaagttgt ataactttct ttttttgcgt ggtatgatat gtaaaaatag tacataatag
   174961 agttcgtaag tgatgaatgg agagtggaaa gaatgaagat ttcttttatt cgtcatggtc
   175021 gcttagagcg tactatagaa ccaatgacgg ttacatcctt tcatgaatgg atgaaaggat
   175081 atgacttaca tattataaca gaaaaagcat ctataccatt ggaaacaagg gaagcggttg
   175141 aagcagcaaa attgattgta acgagtgatc aaaggtgtgc tgtacagtca gcagctgaat
   175201 taatggattc tttatcgttt atacaaaatt ctctctttag agaagcggca gttcccacga
   175261 gcttttatgc tccgaaatgg ataaaatgca aacctaacgt atggatattt atcggacgaa
   175321 cattatggat acttggttac cataaagatg ttgagtccta taaggaagta agagagaggg
   175381 caagacaagc ggccgactta ttacatcgtt acgctctcgt acatggaagt attgctcttg
   175441 taggtcataa ttatgtgaat ggaatgattg gtgccgaact gagagcgatg ggatggtctg
   175501 gttctcctat tttgcacaga gagccatggg gatgtacaac atatacgttt catgaggcga
   175561 tgaatggaaa tgtattaaat acgaatttaa cataaaagca cacgatttat atagatcgtg
   175621 tgctttcttt ttaagaaata gaaattttga tgttcaatgg ttttacgaga tgtgcataag
   175681 gttcgcctac aagcataacg atttgatctt ttttataacc tagtttttcg tatagtgaat
   175741 aggcacgttt gttttctaaa ttaacaagta acgcgatttt ttcatgctcc ttttcagttg
   175801 cataaatttc agcagcttca attaatttag aaccaattcc ttttccgcca tatacacttg
   175861 aaacggataa agtatcaatg taatattcat caagttcagc ttctttttct aacgtaattg
   175921 attcatcttt atgtaattct cttaagtgat gtacaattgg tgcatcaagc attgttgctt
   175981 cactaccgtg ataagcgaca ataactccaa ctgccccccg tcttgctcat atacaaaaca
   176041 gttttcatag cttagtcgat ttttctcttt tgagaaccat gtttcaagtc ctagtaatac
   176101 ttctgcctca actgtgctac ctgtgatttt ttcagcaatt tcgtgcagag cgttatacaa
   176161 taaaggtgct accagtttcg catctgtctt ttttgctttc cgaatcatag tatccctcct
   176221 agttctattc atatattgta gcatagcggt gtgaaacttt gcataattga atgtcgaaat
   176281 gtttgatata gagaagtagc tatgttagta tatgatattt agtggacata tactaaagag
   176341 atatcttttg aaaaataatg aaaatgaaat gaaggtatag catctggata attttacagt
   176401 tgttgaccta tagaatataa gataaaataa aatattgcat agaggtgaaa tacatggata
   176461 aagaattagc aaatacaatt ttggatcagc tgaaaaatgg tgaaataaag gagtatgttg
   176521 ttacgaaaga tgtattttat acgttcagag aagttttagt aaatcgagaa gattttaaac
   176581 atttcattgg taacgcacag cgcggcggac aggtcattta tacatattca gaaacgccac
   176641 gttcgtaact agaagaatat aggggaggag acttatgggc gattttaaac aaagcatatt
   176701 accgcattgg gattatatgt ggaaagatag agcgggcaac cgatttatgg ggatggtcat
   176761 gtatccagag aaaagaaagt gttccacaaa aatgcttcag aaaataaaaa gagcatatga
   176821 agaggctgta gaaattaaag taactgtaca agttcaacat acgtatcagt acatagaagg
   176881 aatgattgta tactttgatg aagaagctcc tgtatgtaca atgattgata aagatgaaaa
   176941 tccgcatcat atatttgtaa aagatatttt gcgtattgag cactctgaat aatcttttca
   177001 taaataagtt gaatttccat aataataatc tttttctata atagctatct tttagtatgt
   177061 aacgcgaacc gaaactatat gtataatatt taataaagta aaattgataa atgtaatcgt
   177121 tttttagaac agattatcgt ttcatgtctg ttcttttttg cgtgatgctg gagaaataaa
   177181 ttcctccagc atttgccgtt ttatgacaaa atatattggt aactttttta aaaataaggt
   177241 taaattcgtt gacaactttt ttgaaaagca ctttattgac atgagtttta gaatgttgtt
   177301 tcatagtcat tgtattgaaa aaaatcgacg gtcttgtcga aaagtaaaag ttaaaaaaag
   177361 aaagaattta tacatatatc ttgtgtctta ttttgaaacg taatacaata tatagagaaa
   177421 tcaagaaaca acatacagag agtatagatt gaaaagggag ggtcggaaat gttagttgca
   177481 tatgattcta tgacaggaaa cgtaaagcgt ttcatccaca aattaaatat gccggccgtt
   177541 caaattggtg aagatctagt aatagatgaa gactttattt taattacgta tacaacaggt
   177601 tttggcaatg taccagaacg tgttttagaa tttttagagc gcaataatga aaaattaaaa
   177661 ggcgtatctg caagcggcaa tcgtaactgg ggagacatgt tcggtgcaag tgctgacaaa
   177721 atttctgcta aatatgaagt gcctattgta tcaaaatttg agttatcagg aacaaataac
   177781 gatgtagaat attttaagga aagggtgcgg gagattgcga cacattgaac tgaataatga
   177841 aatcacgcaa atgcaggacg gtttttatca gcttcataaa gataaagagg cattagaagt
   177901 ctttatggaa gaagctagag agaataccgt tcattttaat agcgtggcag agcgaatgga
   177961 gtatatgaaa gaacatgatt actattacaa cgttctggac gagtataact tggaggaagt
   178021 agaagaggta tataacatcg cttatggtga aaacttcgag ttccaatctt atatggcagc
   178081 atctaagttt tacaaagatt atgcgttaaa aacaaatgat caaaaacaat acttagaaag
   178141 ctatgaagat cgtgtagcaa ttgtgtcatt atacttagga cgcggtgatg ttgccaaggc
   178201 aaaacaattc gcaagcatga ttgtcaaaca aaactaccaa ccagcaacac caaccttttt
   178261 aaatgcggga agaagcagaa gaggagaaat ggtgtcttgt ttcttgttag agatggatga
   178321 tagcttaaat tcaatcggct ttaacattaa tactgcaatg caattatcaa aaatcggcgg
   178381 aggagtagct ttaaacttat ctaagctacg cgcacgtggt gagcaaatta aaggtatcga
   178441 caacgctgca agtggtgtag tacctgttat gaagttactt gaagattcgt tttcatatgc
   178501 gaatcagctt ggccaacgaa aaggtgctgg cgcagtatac ttgaacattt tccattggga
   178561 tattattgaa ttcctggatt aattggtagt ccctctacac agtaatgtgt atgagaaaac
   178621 cttgtgaacc taaccaatag ggtgtcgcat tagcggctaa cggtatcagt tgaataaggg
   178681 gtaaaagaaa aagaacccgc gaagaagctg actaagagag cctacggtcc atgcaagtgg
   178741 atagcaggta ataccgtgcc aagcttgaaa gaaatattac ttgggtgaag tggaatctta
   178801 tattcaccgg aggcgagatt ccatgaactg tggaatttat ttgataatta ataaggaaaa
   178861 caggaagttt tatattggta gttctaataa ttttaaagtg cgatttaaaa ctcatagaaa
   178921 tcaattgaat gctaatcagc atcatagtaa acatttacaa gcagcctgga atttatatgg
   178981 tgagaataaa tttgagttta aagggataat tgaattacca aatgataagg acattcttca
   179041 taagatagag caaagtttat taagtcaata ttatgggaaa cagtattgct acaatggaca
   179101 tcctatcgct agaggtgggg cgctgagtgg ggaaaagaac catatgtatg ggaaaaccca
   179161 ctcaaaggaa gtaaaaaaat ttctttctga aattaatact gggcctaata attattggta
   179221 tgataaacct caacatctgg agaatatgag atctaagatt actaaacgat ttcatggtag
   179281 aaaacatact gatgaaacaa aagaaaaaat gtctagatct cgtaaaggta aaaagcatac
   179341 aaaagaaaca tgtatgaaga taagtaaagc tcaaaaaaat caatataatt caggtagaga
   179401 aaaacaaaaa aagccaattg ttataaatga catttactat gagtctttag cagaagccgg
   179461 acgagcgttt aatgtacctg ctaatacgat aaaatataga gtactatcca ataactttcc
   179521 taattatcaa tactttcaag aaggtgtaga gactatcgaa cgcgcgtcat tagacgaaag
   179581 ctagtagagt aggctggaaa taggtaccag tcgaagtgca aggcaaccag ttacaggttg
   179641 atgatatagt ccaaccttca tagaaatatg aagacgagtt gaccaaaaaa ataaatgccg
   179701 atgagaagag ccgtattcag tctctatcaa tcggaattat cgttccaagt aagttctttg
   179761 agcttgctga gaaaaacgaa cctttccatg ttttcgcgcc ttatactgta tataaagaat
   179821 acggaaagca tttagatgac attgatatcg atgaaatgta cgatgaatta atgagcaatc
   179881 caaaagtgaa gaagaagccg ctagatatta gtgcgcgtga tatgcttatt aaaattgcta
   179941 tgattcagct tgagtctggt tatccgtact taatgtttaa atcaaatgca aataaccaac
   180001 atccattgaa ggacattgga actgtgaaga tgtccaactt gtgtacagaa atcttccagc
   180061 tacaagaaac ttctgaaatt aacgattacg gtacagatga cattattcgt cgtgatatta
   180121 actgtaactt aggatcgtta aatatcgtaa atgtaatgga aaataaagaa attcgtgaag
   180181 cagttcatgc gggaatggaa gctttaacag ctgtttctga tatgacgatc attccgaatg
   180241 caccaactgt gaaaaaagca aatgatgagc ttcattcagt tgggcttggc gcaatgaact
   180301 tacacggata tttagcaaaa aataaaatcg cttatgaaag tgaagaagcg aaagagttcg
   180361 ctcgtacatt ctttatgatg ttaaattact actctattga gaaaagtatg gaaatcgcta
   180421 aagaaaaagg cgaaacattt aaagacttcg ataaatctga ttatgcgaat gggacatact
   180481 ttgaaaagta tgaaacgaca gattacagcc cagtaactga aaaagttcag caattatttg
   180541 aaggaattca tattccaaca aaagaagatt ggacaagttt aaaagagcaa gtgcagaaga
   180601 atggtttata caactcatat cgtcttgcta tcgctccgac acaatcaatc agttacgttc
   180661 aaaatgcaac ttcaagcgta atgcctatcg taagtcaaat cgaatcaaga acgtatgcga
   180721 atgcgacaac atattatcca atgccgtatt tatcaaaaga tacgttctgg tactataaat
   180781 cttcttacga tatgaatcag tttaaattaa ttgatttaat cgcagaaatt caagaacata
   180841 ttgaccaagg aattagtaca attctttacg ttaatagtga tatttcaaca cgtgaattag
   180901 cacgttacta catctatgca cataaaaaag gcttaaagag tctgtattat acgagaacac
   180961 gtaaattaag cgtggaagag tgtgtggctt gtactgttta atataaaaag tgagacatga
   181021 tgagcacggt tttctgaacc ctgctcatgc tcagttatga atttttcatg tttatttaga
   181081 gaaggggcga ttgaatgcgt gcggtaaact ggaacaaaaa agaagatgat tttagtttaa
   181141 tgttttggaa gcaaaacatc gctcagtttt ggacagaaga agaaatcgcg gtgtcttctg
   181201 acaaaaatac ttgggtgcaa ttatcaaaag aagagcaaat tgcttataag cgtgtattag
   181261 gtggtttaac acttttagat acgaaacaag gcggcgaagg gatgccactt gtacttgttc
   181321 atcttgaaaa tttacaagca aaaagcgtat tagctttcat gggtgctatg gaagaagtac
   181381 atgcgaagag ttatagtcat attttcacaa cgttagctac tgaagaagaa atcgatgaga
   181441 tttttgactg ggtagatact catccgttac ttgagaaaaa ggctggtatt attacaagtt
   181501 actatcgtcg tttattaaaa cctgaagtga cgaaaaaaga gttatacatg gcaatggtag
   181561 caagtgtgtt cttagaaagt tacttattct atagtggatt cttctatcca ctttacttag
   181621 ctggtcaagg aaaacttacg gcgagtggtg agattattaa cttaataatt cgtgatgagt
   181681 caattcacgg cgtattcgtc ggtattttag cacaacaaat cttcgcagaa ctttctgcag
   181741 aagatcaaca agaagtgcaa aaagaaacgc aagagttatt aatggaacta tatgaaatcg
   181801 aaatggcata cacagaagaa atttacactt ctatcggtct tgtagaagat gtaaatcgct
   181861 tcgttcgtta caatgcgaat aaaggactta tgaacttagg acttgagccg aagtttgaag
   181921 aagaagaaat taacccaatc gttttaaatg gtttacgtac agatacgaaa aaccatgatt
   181981 tcttctctgt aaaaggaaat ggttacgtaa aagcaacgaa cgttgaaaag ttatctgatg
   182041 atgacttcgt gtttaatttt taatatatga tcataaagaa aagctgtctt attcattgat
   182101 aagacagctt ttctttatga ttttgtttac ataacactat tattttcata taacgatttc
   182161 tgtttgaaag attctatcca gctaacggat agaatctttt tgtaagtaaa tgggtattta
   182221 caatcctttt gtatcggtgt attatttaac tagtacacaa atacaaaagg agggaagaaa
   182281 tgaaaataga gttttctcca aatacaccaa tttacattca ggtaatggaa tacataaaaa
   182341 aagaaatcgt aacaggacat ttattgcctg gtgataaaat tccttctgta cgtgaattag
   182401 cgagtgaatt acaagtaaat ccaaatacga ttcagcgtac atttcaagag ctagaacgag
   182461 atggagtggt tgtaacgcgt agaggaatgg gacgatatgt aacgaatgaa ggggagaaaa
   182521 ttatggagct acgaaaagag atggcgaaag aattacttca ctcttttata gatggaatgg
   182581 acaatttagg tttttcagaa gaagaaattc ttacaattct tcgttcttca ttacatgaga
   182641 aaagggagga gagcgaatga cagagctatt aaaaatagaa aacttatgga agaggtacgg
   182701 attgaaagct gtgatccgtg aattaaacat agagattact gaagggaaaa ttatagggct
   182761 tgttggagat aacgggagcg ggaaaacgac gttattgaaa atgattgcag gcttacagca
   182821 tccttctgaa ggaagtatta caatcgctgg taaaaaggta ggattagaaa cgaaagaaat
   182881 tgtttctttt atgtcggata aaccagtatt tgatgattgg atgactgtaa aagattcctt
   182941 atttttctat agagattttt ataaagactt tgatattcaa aaagcggtag atacaatcgc
   183001 cgaatttaaa ataccgctag aagaaagaat tacagcttta tcaaaaggta tggttgaaaa
   183061 actacaaatt attttaacgt tttctcggaa agcgaagtta tacgtattag atgaaccgct
   183121 tggcgggatt gatctcgttt ctagggaaca cgtactggaa cttattttac agttttatcg
   183181 cgaagattgt accattttaa ttgcaacgca tttaattgga gaagtggaaa acatttttga
   183241 cgaagtaatc tttttaaaag atggtgaaag tgtacttcat gaaaatgtag aggagttacg
   183301 ctttcagcga ggaaaagctg ttacagattt gtttaaggag gtgtttagta gatgaaggcc
   183361 agtttaatat atatgtacaa tgcgaataaa aaacaaattt ttatttcgtt attgtcattc
   183421 atatttattg tagctgtcgc ttttgtaagt atggggaatt atattaaaca agaatcagga
   183481 gaagtaaggc aaatgattat tattgcttta gtattcttag tttatatgat ttttgcagta
   183541 ttagtatttc tgcaggcgat atctgcgttc gggaaaatga ccgaaagtac attatttcga
   183601 ttaacaccga tatctggtaa aaaaattatt ttagcaatat tgtcatatgc ggcaattagc
   183661 tttatgtgtt ttgaagtaat aggtactatg tttgtctata gtatttcgat gaaagtaata
   183721 aaaggtacag aactctatgg aatgttattt acggaaagta caattgagct agatatagta
   183781 aaacaattat ttagtagtgt gttatatgta tttaatttat caagtatatt gttagtttta
   183841 ctttttacag tagctggtgt gaaagtattt tctttgaaaa agaaaaaaat ggagtatgta
   183901 attattttct tcttattttt actagtaacg aaagtaatca atctgatata tgaaatgctg
   183961 ggccgacttg cgcctacacc tacttttatt aaaaaatcag tttatataga tgaatcagtg
   184021 gatataaatc tcatactata tccagaaagt cttatgaatt tatatagtat tactttttca
   184081 atcagtatat ttgttttact tgtttatata acaggtcgca taatcgataa aaaactagaa
   184141 gtttaaagga ggaatcgaca ttgggaaacg tagtagtaaa gttagagaat gttcgaaaaa
   184201 agattggtgg aacggaaatt attcgcggtt tatcatttga agttcgtgaa ggggaagtgt
   184261 acgggttcct tggaccgaat ggtagtggta aaacgacaac aattcgtatg atgacaggtc
   184321 ttatttcaat gacagagggc gatattacaa tttgtggcca tagtatccgc acggagcgtg
   184381 aaaaggcgtt agagcaaatt ggagcaattg tagaaaatcc tgaactatat gattatatga
   184441 caggaatgca aaacttaaag cattttgcga acatggcaat tacaccaatt agtaaagagc
   184501 gcattgctga aattgtaaag cttgttgagt tagagcatgc gattcataaa aaagtgaaaa
   184561 catattcact tggtatgaaa cagcgtttag gaattgcaca ggcattactt catcagccga
   184621 aaatcttaat tttagatgag ccgacaaatg gattagatcc agctggtatt cgccaaattc
   184681 gtgattattt acaacgtcta gcgaaagaag agaatattgc tgtaatcgta tcaagtcact
   184741 tattaagtga aattgaactc atgtgtgatc gcgtcgttat tattaagcaa ggtgagtttg
   184801 tacaagagta taacttacat gaacaagcaa aacatgatga gacagtagtt gtagcgtttg
   184861 aagtagatca agtacagaaa gcaaatgaaa tcgttcaagg taaggcgcaa ggaaatgtca
   184921 ttgtagtatc tgtaacgaaa gaagaaattc cacaacttgt aaagaaactt gtgaataatg
   184981 atgtgcttgt atacggagtt accgttcaaa ataaaacgtt agaggatgag ttcttagcga
   185041 ttacaggggg agtgaaagcg taatgttgaa attaattcaa aatgaatttt taaagttgca
   185101 tgcgaaaaaa ggtatgtata ttttaattgg tgttattgca gtattggaga ttttgggagt
   185161 tttagcgatg atgaaatggg gagacggaac tgaatttaaa ggatcctatt tagattttgc
   185221 aagttcagag attggtttaa ttactttgtt tgcaacgata tttggaatta cgattgcttc
   185281 tcgtatgatt acggatgagt tccaaaaagg tacaattaag cagttattaa tccgtccaag
   185341 aaaacgaatg acagttttat tctctaaata tattacagtg ttacttacta taatatttat
   185401 catatttgct agcacgttaa ttgcaatgat tattggtgga attgtaatgg acggtagtaa
   185461 aacagaatta acgataggaa tcgtaatgaa atctacttta tatcaagtac tttcaccgct
   185521 cttctttgcg acgcttgcat ttttcttagc aaacgtattt agaaaatctg tattaccatt
   185581 aattattacg atgttcctgt tcttcttaca aggagcaatt aatatggtat taatgatgtt
   185641 tgcaaaaggc gtagcgaagt ttatagtatt cttccatttg gatttaagag cttacgatgg
   185701 caataaatta attagtggcg gagtagaacc tacattcaca gaatttacgt ttacaacttc
   185761 gttattactt gtgattacgt atattgttgt attacttata gcatcaagtg cattattcca
   185821 aaaacgtgac gtattataat aaaagaaatc cccgtttgta aaaacgggga tttttattac
   185881 ataacttgct caggtagtgc aacttgaaga gcagtaatat agtattttaa gagatatgtt
   185941 gtttgaaagt aattgagaaa aataggaaga gtttcaacta tattcatatt ataatttagt
   186001 tatccgacca tttactttta ctatctttgg aggtgttcta tatgcattat gcattttcac
   186061 gtataaggct acgtagcttt tttggatgga tgattatagg gttgttcctt acaatgatcc
   186121 cattaagtct agcaaatgtt tctgagaata tgatggaggt tatttcacaa ataactgtgt
   186181 tttttgtatt tccgttattt tggttatacg taaaaacaaa taaaaataat attgtattta
   186241 acagtttttt tgacaagcca ggacgtttaa cgtggggatt aattgtgtta gcaacgataa
   186301 tgggaatgat tttttccgtt ggtatatctc atattcaatt ttacatatta gcacatacgt
   186361 taccgaattt cttagttact atgttagaag acggaactgt tattaatacg agtaacatat
   186421 atatgacgat atttactttc atttcagcat gtgtattagc acctattatg gaagaggtta
   186481 tttttagagg tttcttttta cagcgaatgg cttataaatg ggggattaaa aaagctgtca
   186541 ttatatcttc acttattttt ggtctaggac attttgatgt tattggtgcg tttatgtttg
   186601 gtgttgtgat gtgtctttta tacataaaga cgaaaaatat atggacgaat attgcggtac
   186661 acgctttaaa taatttcatt gcaacaagta tgcaatttat cggtggagaa gagagtagcg
   186721 caatttcaat tcctgaatta caagcacaaa gtaatttatg gatcggtatc ggtcttacag
   186781 tggttggatt actttggtta attccttacg tctggaaaca atggcgcaca gtaaaagaag
   186841 tgggtgtgcc accagtgcgc tttataaatg aggaaaaagt agtgagggca ccagaaggaa
   186901 atgaagtgta tagtcaagtg attgtaacag atagattgat ggctgtagag ttaccagatg
   186961 aggctgtaaa taagctccgg ttagaagaaa atgattatgt aacagtatct gtagaagaag
   187021 ataaaatcgt tataaagaaa gcgcatgata gataagtaaa aagtagctcc ttaggagcta
   187081 ctttttaatt tgtaataatt tctacacgaa aattattgcc gttctttaca tatttaatat
   187141 ctgtaacagt gcggactgtt tttaaaatct caactttttc accaattcga gggatagtcg
   187201 gaacattgtc ccaaatgcca agcaagtcat ctaattgcgc cgttttttca taaaaccaga
   187261 ttttcaatgt aaagcccctt tctcgaactt tatgtatttt aatacataat atattatttt
   187321 tattcttatt gtaaggggtt tttatatatt ttatgaataa aaattaatta atcttctgga
   187381 aagatatgtt cgatatcagg agtaagagat atttctgata atacgatatg agaaacagtc
   187441 gtcgcgtatg aagaaacatc attaataaat tcttcaagtt caacaagtga aggaacagag
   187501 atttttacaa tgtagcataa acttcctgtt actcggtaac aaaaacttgc agatggatag
   187561 gactgaataa actgttgcat acgtgttgta tcaccatttt ttaaagtgat ttctaaaata
   187621 caatctaaaa caagtcctgc ttttttataa tcgatatcga ttgtgtactt ttgaaccacg
   187681 ccttcacttt cgagtttacg aacacgttct gcagtagacg gagcagataa gtttactcgt
   187741 tttgccaatt cgcgcatgga aaggcgacta tcattatata attcatttaa aatttttcga
   187801 tcaacacgat ctagttgcat gtgtaaatat acctccagta aaatgataat ttttgtaaag
   187861 gaaaaatata aattaagatt catatgaaat gtaaagagaa ctttatttat tttacaataa
   187921 aactgaaagg aataggaggt aaaataatgg agagaatttc attatcaaac gtaggagata
   187981 caaagtttca aaaattatta ggccataatc cggaaatatt acattcgtgg agtacattag
   188041 aaaatacact gtacaataaa ggaactcttt cagcagagtt aaaggaacaa gtgagaagaa
   188101 cattagcgta cgggaatgaa tgtccatact gtatggcaaa gggaagacct gatcatatgc
   188161 aaaaggtaga agaaataagt gtagccgtta cttttgcaca tacttttgtt tatgataagc
   188221 aagcgataga tgatactatg tttcatgtat tgaaacaata ctggacggaa aaagaaattg
   188281 tagagctttg cgcttatatt tgttttatta ctgcgtcaca acaacttggt tttctatttc
   188341 aattgcagcc gaatgaagga ggaaaggatg aataatcaaa tagcacttat tctaattgat
   188401 gtacaaaagg cgtttcaatt accatactgg ggtgagagaa ataatctttt tgctgaagaa
   188461 aatatgagaa ttttgttagc agaatggaga aaaaggaaac gaccagtttt tcatattcaa
   188521 catgtaaata aagaaaatga tcagtcaatg ttttatgagg gagcagaaac ggttaacttt
   188581 aaagaagaag tgaaaccatt gtcaggtgaa gtggttattc agaaaaccgt taacagcgcg
   188641 ttcattggaa caaatttaga agagcaatta agagaaaaca aatgtaatgc agtagtgatt
   188701 gtaggattaa cgacaaatca ctgtgtggag actacgacac gaatggcagg taatttagga
   188761 tttacaacgt atttagtgcg tgatgcgacg gctactttta atcgtaaagg tctagatggt
   188821 aaagagtata gtgcagaaga tattcacaat atgacacttg taaatttaca tgaagagttt
   188881 gctacgattg tgacgacaaa agaagcatta aaattatttt aagaaaataa ttgcgaatta
   188941 tgtagaaaaa aataagaata tttcgtataa tttaagtaca atcattttga aaataggggt
   189001 ggcatcatat ggagcaaatt ccggtaaaga gaatagaaga agtacttgtt gtagcagggg
   189061 atgacaaaca aaagcaaaag gaattttatg aattgctctt atctactgag ttttatgttg
   189121 ctggctcact agaagcagag gaaggggcga cagaagggat acttcgtttg cgtcatttcc
   189181 aaggagatgg tagatggatc gttccgttct ttacacaaat ggaatttgta aaagatgtgt
   189241 tgccagaagg aacgcccctt attacgatac gtgggaaaga attatttggt agcattgaga
   189301 aagatgccac agccgtatta aatgtcggta ctgatataag taaaacattt attcccgaag
   189361 aaattgcaga tatcgcatct ggacgaattt ttaactatta taaataaaag gaaaagcgta
   189421 atcgcttttc ctttttaatt tgaacacggg gtggctacgc cagaagaaat agagagtgtt
   189481 ttattatgtg tacttattgt agctgtagct ccaagaggaa ttccaatgtt tgggcttata
   189541 tgtccaatcg gtaaaccgaa taggacaggt atatgatacg gtgcgaaata ttcatatagt
   189601 atcgtttgca atgattgaga tggtttagaa ggagtacagt cgtgacagct tgtaaaaata
   189661 acaccactgc attcattgaa ctttccagat aagagtagtt gatttaacat acgatcaacg
   189721 cgatacggtt cttccccaat gtcttcaagt aataaaagtt tattggctgt atgtacctcg
   189781 tagtgtgagc caattatgct cgttagcact gctaaattcc ctccaactaa ttgacctgta
   189841 attgtacggg aagagctagg tacgatacat tctgacgcag ataaaatggt tgaatacgga
   189901 tgaaatagtt ggttgaaaga agataaagaa agagaatcta tacctttccc taattcttca
   189961 accattgggc catgaaaagt aataagcttt gcataacgtg aaaaggcagt atgtaaagct
   190021 gtaatatcgc tatatcccca aaagattttt ggatttttcc gaatgatttc atattgaatg
   190081 tgagggagga gacgagcgct accgtaacca cctcgtgcac agaaaacggc ctttacttca
   190141 tgatttgaaa atgcttcatg tatatcatca agccggactt gatcccttcc agctaaatat
   190201 ccatatttct cataaacact cttcccgatt actacagata aacccatttc ttgtaatgcc
   190261 tttacacctt ttaatacatt ttcaattgtt ggtgggccgg acggtgcaat aatcattact
   190321 gtatcacctt gttgtaatac atttggatat atcattgttt tcagcctcct tctctttcaa
   190381 tatattcgct tgagaggaag ttcaaccctt gtaaaagaag ggaaaagctt gtcaaataaa
   190441 gaagatataa ggggaatagg agggaaaatg atgtttacaa gtcgagtcat agatacatta
   190501 caaattaagt atcccattat tcaagcaggt atggcgggtg cgattacgac gccaaaactt
   190561 gttgcagctg taagtaatag cggaggatta ggtactcttg gagcaggcta tatgagccca
   190621 gaacaaattc gtgaagcaat ttatacaata agggagctaa cagataagcc cttcggtgtt
   190681 aatttacttt taacgaaaga ggtacagata gaagaagaga agataaactt gggaaaggga
   190741 ttacttagcg gagtgaatag agaattcggt atagaggaag aagagcagtt aaagcttcca
   190801 aaaagttata aagaacaatt ccaagtgtta ttagaagaaa aagtaccagt cgttagcttt
   190861 gcgtttcaaa cgttagaaaa agaagagata aatgatttga aaagaagtgg aataaaagtc
   190921 atcggcacag ctactcatgt ggcagaggcg aaagtgcttg ctgaattagg agtagacatt
   190981 attgtcggtc aaggtagcga ggcaggaggg catagaggaa cgtttatcgg gaaagaacag
   191041 gacgctatga ttggtacgtt tgcattaatt ccgcagctag tagcagcagt tccgcatatc
   191101 ccgattgttg cagtaggtgg tgtaatgaac ggacaagggc ttgttgctgc atttacactg
   191161 ggggcagaag ctgttcaaat gggatcagcc tttttaacga gtgaagaaag tattacgcat
   191221 gatgtgtata aagaagcagt tttacatagt acagatacga gcacaactgt aactcgggcg
   191281 ttttccggga aatatgcacg cggtattcgt aatgaattta tagagaagca tgaagggaaa
   191341 gaagaagggc ttccgatgta tccggtgcaa aatgtattaa cttctaaaat acgccaagaa
   191401 gcagcaaaac aaaataatgg agaatatatg tcactttggg cgggacaagc gtcgtcatta
   191461 gcacgaatag aatcagctca gcatgtagtg gagcgagtta tggaagaagc aaataacgta
   191521 atcgaacaat tacagaatgt atatagaaaa agaccacttg aataattcaa gcggtctttt
   191581 cattagtttg ctttataaaa ttgttggatg gcctcatcga tataaaccca gcctttccaa
   191641 cctaagtgca tatgatcttt taagaagtat ttatcatact catgatttga gaagtcggca
   191701 attggatagc cagctttctc aatttgctca tgaactttct tataatacaa ttcgcgtcgt
   191761 tctttcggga agccagcgta atcgtaccaa ggccctttta caggaacaga gatgaagagt
   191821 ggttttgcac cagattgttt taataaatca agtacaattt gtaaatcttc atattctggc
   191881 gattgatcat aagaatcatt ttttaagtag ccttcacgtt gctttaattt ctttttgatt
   191941 ttgctattaa agtaaccatc ttcgatacca tattcgttag atctagattc tgctgcacct
   192001 gtttgatctg catgtttacg agcttcatcc cagttcattt gttttaatga aggatcaagt
   192061 ttttctttgt gcggtttaat attaaacatt gctgtaaata aatctttacg atctaaaatg
   192121 ttacggtaaa tataagcgaa aggtttagca gcaagtgctt ttactttata cttcgtatca
   192181 tcgtaggcga taccttcaag cgaaattttt aataaagttt ctttcttaac gatttcaaag
   192241 tttaataaac gttttgcaat ttgctttttc atttcaggtt ttacatcatc gttaaaaatg
   192301 aagtggtaac cttgttgctt tgaaaagtta ggtgcaaagt gcgtttcatc aataccttgt
   192361 ggtacaaacc attgcggaga aagaacgaat accattttct tatctttcaa ttgatccatt
   192421 gtagatgcaa agtttaacac atgtacaagg tcttgtgttc caccgcgtcc aagtaggaat
   192481 ggtgtgaatc cttcaggttt tactttgaaa taattcgatg gatggaaagc atccatacgt
   192541 gcgaattccg atgaaccgta catcggaagg tatttcgggt ctgctaacat cttttgctgt
   192601 aaaatcatac tttgaatctt ttcttctttt aaagaagttg cagcttgttc tactttctcg
   192661 tcacttaaaa gcgggagtag aaagcgcgtc ggaataagta ggaatacagc aaaaagggcc
   192721 aatgctaaaa gcatcggacc aaattttgct ttgttcatcg gatttcttcc aacttcttaa
   192781 taaccatgtt tggagtagcc cactcgtcac gatcaaaatc agaaatagaa acttcaatat
   192841 ctaaacgctc ttggaattca actaataaag atactacagc gaaagaatca agaatacctt
   192901 cttcaaataa ttgaacatct aagttttctt ttacaatatc gttttcacat acttcttcta
   192961 aaatatctaa tacttgctct ttaaattctg ccatttttaa aatctccttt atatccgaaa
   193021 tatattatat gtgcaacttc ttaatggtat aagaagggtg cattaaaagt atctgttaag
   193081 gtgtccagag aaaattagga aaccgaaaca tacaacgtgg aacgtaatta cgatcgcaag
   193141 gacgtgtgta aatttattgt ttggccaaaa cttatgcttt ttgttttttc gttcgaaaat
   193201 atcaaataga ataaacaatg cggcatgata taggccataa ataacatact gcgcaacagc
   193261 gcttccttgg atgtgccaaa ttcccataat gaagaagttt aaaaatgcac cgatatacga
   193321 aatagtgtaa cggttcttaa ttaacttttt cttcgttgca aaaaagacga aacgcatgta
   193381 aataaaatca cggaaccaga atgataaact catgtgccaa cggttccaaa agtctttaat
   193441 attacgacta aggaatggct tattaaagtt ttctggagtt ttaattccca tcatataact
   193501 gataccaatt acgaacgcac tataacctgc aaagtcaaag aataactgca tgctagtagc
   193561 gtacataaaa atcacattag ataaaagtgt atcttgattg gcgaatactg cctttacaag
   193621 atatgttgtt atcaggtgag caattataaa cttatacaga aaaccttgga aaatacggtt
   193681 aagccctgta tatagtaaat tttgatactc ctcagcacta ggtggctttt gaatatcttt
   193741 ttggaatcta cgataacgat cgataggtcc acttgaaatc gcagggaaga ataaaacgaa
   193801 ttcccagaaa ttaaagaagg aaagttcttt aattaaatta tcacgaactt caaagaccat
   193861 ttgtacagct ctaaatgtta cgtaagacat acctgcgaaa acaataaaat gcaattcagg
   193921 tacaaatggt gcaatttttg ccaaaataag tggcaaaatc gataaaataa cagctataca
   193981 aaacatgaat gtactattgt tttgttttct taaaagtaaa tagcctttaa ttagggcata
   194041 ttgccaaata ataaatgcag ctaacataat cgcttgcttc ggtttatccg agaagataat
   194101 agcaatcatg actaatgtta aaacggcatt atatttacgc aacattttac cttttaatcc
   194161 agctatgata gtaggtatta ataaaatgcc cactatagcg aaaaaataaa atgatccata
   194221 tgcggtcatg ctgtaacctc actcaataat tttttgcgat ctacctttcc atttggtgtc
   194281 attggaatag aagattgata catgaattta cgtggaatca tgtagtttgg taatcgctca
   194341 ttgagttctt ttttgattgc agatgttaat ttgaattctt tttcaaatga atgttctcca
   194401 ggaacaacaa ccgctaataa ataatcgtat ttctcacctt ttttaattgg aacgataact
   194461 gctccttcta cgtaagaaca cgcacgaaga tgatgctcaa tttcttctaa ttccattcga
   194521 taaccatgca gcttaatttg gaaatcaaga cgaccattat agaatagaag accattttca
   194581 acatagccag catcgcctgt tttataggcg cgctcaccgt caatcatagt aaatgctttt
   194641 tctgttaatt cagggcttcc taaatatcca acgcttacgc ttggaccgac aattacgatt
   194701 tcaccttttt caccatcagg tgcaatcgtg ccatcttctt tcataataag aaggcgacaa
   194761 tctgatttac agtagccaac tggaagtgat ttgtattgat caagcacttc ttctgtaacg
   194821 tgaatacctg ttacagcgac agtagcttct gttggaccat acgtattcat aattgttgct
   194881 ttcgggaaac gctcaattaa ttttctagct acttcatttg gtaatacttc accgcagaat
   194941 aagaatgttt tcatgtttgg tagcatactc tcagagaaag atgcttccat taaacacatc
   195001 tctgcgaaag atggtgttga agtccatact tgtatatccg attgctctaa agaagcaaac
   195061 aagtcttttg gacgtgcaat catatcttta tcgattgccc aaagtgtacc acctgttact
   195121 aatgatgggt aaatatccat gacagataaa tcgaatgaga aaggtgcttg gtttaagaat
   195181 acttgccctg tttgtaagtt gaagtcttct acagcccatt gtgtaaagct tacaaggcag
   195241 ttataagtaa tctgaacccc tttcggatta cctgtgcttc ctgatgtgta aataatgtag
   195301 aagttctcat caccttttac cgcatgttca ggatttggag tgttcccttt atgagtaaag
   195361 aaaatatctt ttaagttgtc ttcacttaca atgcgaactg gtaaatcagt tacagttact
   195421 gctgctgata aaagtaattt cgcaccagaa ttttcagcga tacgttgtac acgatcagct
   195481 gggatagata aatctacagg aatataagca tgtccagctt ttacacatcc taaaaagtta
   195541 ataatcattt caggttgcat atggccatac accataattg gtgaacgatc atctggatac
   195601 tcagaagaaa tccaatgtgc taacgcatca gaatcttcct ttaattgttt gtacgtaatt
   195661 ttcgcatctc gccaaacaaa agcagtttga tcaggcgttt caatagccca cttttcaatt
   195721 tgttctaata acttcataac gttcccaccc taaaattcgt tgtaaataaa tgtacttgtg
   195781 tttgtatcat ggaatccata caaccaaagt aatgcaaata aaattgcaag gtaataaacc
   195841 gtctttgcaa cccattgtgt gagtggtcga gaccatatct cttttaatct ttccatgtct
   195901 ttccctctct taatgaaata atagctcttt gtaggtatca tgtcctacat tattgtgaaa
   195961 aaaacaaact tccacatttt aggtaaaaat aagtcaaaag gctcttttct gatattagca
   196021 ctaaatacta aaaaagaaaa tccctaactt agcaattata ttacattcag catgaatttg
   196081 taatgggttt gacatgtaaa taggaagcgg attgtatgaa tacataaaag tggactataa
   196141 gaatacgaaa aaatagagta tttgttttta gtaatcactc gagacagagt aaagtttaca
   196201 atttctatct cttttgaaaa ggaggaaatt atcatgaata gagtgtggaa gagtttaatt
   196261 gcggaagaaa atatcgtgaa atggagaaga cattttcata agtatccgga attatcgttt
   196321 catgagaaag aaacttcaca atttatatat gatacattat gcacattttc ttcttttgaa
   196381 gtaacgagac cgacgaagta tagtgtacta gcaattaaaa gaggaacgga acaagggaaa
   196441 gtagttgcga ttcgagctga tatagatgct ctgccaattc aagaggagac aagtaaatct
   196501 tatacgtctg tgaataaagg gataatgcat gcatgtgggc atgatgctca cgccgctatt
   196561 ttgttgagta cagcagaggt attatcaaat ataaaggaag attttgcagg ggagattcgt
   196621 ctattttttc agcacgcaga agaggtatat cctggcggag gacaagaaat ggttgaggca
   196681 ggcgtgatgg acggtgttga ttatgtaata ggtttacatg ttatgtcagg acttgagagc
   196741 gggaagatag gaattgcgta tgggccgatg atggcggcac cagacgtatt tacagttgaa
   196801 attcaaggga aaggaggaca tgcggcgagg ccagaagaaa cgatagaccc tattgctatc
   196861 ggagcacaga ttattacaaa tctacaacat attgtatcaa gaaatacaag tgctttcatg
   196921 caaagagtcg tttcagttac gcagtttcat gggggaatgg ctgataatat tattcctagt
   196981 gtagcaactt taatgggcac tgttcgttca tttaatcaag tattaagggt ggaagcagaa
   197041 gagaaaattg aaaaaatcgt gaaaggtatt acaaaagcac atggaggggc gtatacatat
   197101 acgtatcgat atggatataa tccagtgatt aatgatgaat atattacgaa agtagtagaa
   197161 gaaagtgcaa tacatttgtt tgggaatgag cgtgttgtga agcttgaacc ttctatggga
   197221 ggagaagatt tttcagcata tttaagaaaa gcacctggtt gttttattaa actaggaacc
   197281 ggtaatgaaa agataaatac ttgctatccg catcatcatc caaaatttga tgtagatgaa
   197341 tcagcgctaa ttaatggagt ggaattattt ttagagacag cgataagatt actaaaatca
   197401 tagagaaata taaaaaaagg caactgcgct ctatcgcagt tgcttttatt tctttccgtc
   197461 agagagggct gagaaagaac tatgctcatt tatagtatat gaatagctaa cggacaagct
   197521 tgtacatttt aatcattttt ttaaaaatag ttgttgacat tgataatcaa tgtcaattaa
   197581 tctaaatata gttgaaattg ataattatta tcaataagat ggatgcgaca tgttaatgag
   197641 aaaaaatttt caccttctgc ggaggggatt aaaagataaa aataaagata ttgatcagca
   197701 tatggaatgg caacgaaatg taattcggtc tgaatatgta gatgagaaga agagcattca
   197761 aacagaaaaa gagatacaaa gtaaagggag aggttcagtt gagtaagtta gtaatgattt
   197821 ttgcgagtat gagtggaaat acagaggaaa tggctgatca tattgccggc gtgattcgtg
   197881 aaacagaaaa tgaaattgaa gttattgata ttatggattc accagaagct tctatattag
   197941 aacagtatga tggaattatt ttaggtgcat acacttgggg agatggtgac cttcctgatg
   198001 atttcttaga tttttatgac gcaatggatt ctattgattt aactggaaaa aaagcggcag
   198061 tattcggatc atgtgattca gcttatccaa aatacggcgt ggcggttgac attttaatag
   198121 aaaagctaca agaacgcggt gcagcagttg tgttagaagg actaaaagta gaattaacgc
   198181 cagaagatga agatgtagaa aaatgtttac agtttggagc tgaatttgta aaacaccttt
   198241 cttaatggca gaagggagat gaagagtaag tgcatgagaa aatcgcgatc aaaacgatga
   198301 cagattatca tttgtatgat tttatgcgtt gcccgcataa attttatttt cgtcatataa
   198361 aaagaagaga accttcttcg tttgaatggc aacaaatcgc acaaatgatt gtgaatcaaa
   198421 ttattaacga atattacaca ctacctgcgg gccaacagac gaaaattgta cttttactat
   198481 taatagaaaa gtattggaaa aaagtaagga ttaatatgtt tgcttcgaag acggagtatt
   198541 atattgtgtt agcaaagcta acagatcact tattacagtt tgttgaaaga gatgatagtc
   198601 agacactgcc gttattttta tatgaaaaat ttcaaacata tatgaaagag ttaggtgtgc
   198661 acatgtcatt gacactagaa gttggtgagt ggagtactga gtcgtttgta attaaaaagt
   198721 atgttgtcga tgcggatgag gaaatgcttg ctctttgtca aaagttaatg acagtattta
   198781 gttataaagc tttcggcatt cttccaggga aaattgaagt tattaattta atagaaggaa
   198841 ctaagtatga gtacattccg aaacaagaag atataacaac tggaatggct gatttatcta
   198901 gaatgaaaga aatgttgcag caacctgagc actacacaga gcgtcatttt cgttctgagt
   198961 gtataagttg tgcatttcgt agcgaatgcc aaggggaaga agtaaagaaa gaagcaaagc
   199021 agaagaaaaa tattgtacat taaaggatgc aaatttgcat cctttttttg ttgttgacat
   199081 gaaaagcttt tcatcattta ccgtatattt gtagcagatt ttaataaagg gaggaataat
   199141 caatgaaaga tgaaacgaaa gtatttcaat ggttaaaaga acaaaatgct ccttttggga
   199201 ttcaactgca aattttacaa gcatttcaac tatataaagt cattattgaa atggataaaa
   199261 agttaatgat gtatgaggag agggaatata gggagagaat gtaatctcat ccctgcagta
   199321 ttactttcag ttgttctata cttgctagaa attcaagttc attctttgtt tcaaagttat
   199381 aaatcatgtt atgtagtaaa ggactgtact gataaaaact cgtgatgcgg tgaatgagta
   199441 atgggtcatg gtgtgaagta agtgtactat attgttcata tactgatgta gtaaattcat
   199501 gtccgaaatc ataatatagc ccagcaaaat caaaggcagg atctccaatt tgagcatcac
   199561 caaaatcgat aatccctgaa atgattttat tttgtttatc aaataaaata tgatgatgtg
   199621 taaagtcagc gtgaatgatt gcatttggaa atgccgatgt agctatacag gcaaaaaaat
   199681 tctcgaataa acggtttaag gttgatttct ggaacgaagt tagactgtta gtaacatact
   199741 catttaattt agtttgtagc tctttccagt aggtaagtgt tttttcggta gggaacccta
   199801 acgctgtaac actttttaga ggaatgctat gtagagccgc aaggaaagta gctaattgtg
   199861 taataattat ttttcgttct ttttcatcta agttcgcaac tatttctgtt tttaatggtt
   199921 caccatgaat gagagtatag taactacaaa gaggaacttc atcagattca tttttataaa
   199981 ttaggtgata ttgtggaact tcgatttctt gtagtgattg agtgagaatt gtgcacagtt
   200041 ctttttctaa cggaattcgc attgcatatt cctgttttcg cgggaaacga aacaatagtt
   200101 catcatttac aataaccgct acattatccc atccttcttc attttgttta tatgagtgta
   200161 tagaaagatt aggcaaagct tcttttatat attgtttgta agagtccata cttgttcctc
   200221 gtttctgatt taagttattc tactttacga tatcagaatt ttctttctat atgttaaaat
   200281 atacctatca ttatggagaa gggtgagagt attatgaaga aaagaatagt aatcatttct
   200341 ctatgtatcg tttttgggat gttttggtca tataaagaag aagtttttgc tagctataaa
   200401 ccaattgatc agtacggatt aaataaggaa ttaaagaaca aaagtataga aactttaact
   200461 cataatgaaa tgaaaaaggt aggagaacat tttgtgatcg agcaactatc agtttttgag
   200521 tttactaata aagaagatgt gaaacgaaaa ggtgaagaac tatttttaaa tagagggtat
   200581 gaacaattaa tgaaaaatta ttatccaaat cgctttcagg atttagagta taaatttaca
   200641 aacgaggaga tacgtgaagt gacggatgaa agttttctct atcaaactgt agcgtacgtg
   200701 acgggtattg aaaatggtaa gagaagcgaa atgaaattga attatgaaat gaaaattgta
   200761 aaggttaatc atacatttaa ggtgttagaa caaaaacagt atgtacaata aagtgaaata
   200821 tgaatcagta tcataaatag cgggataaaa aaatccccca gttctttgag ggattctaaa
   200881 gattttcatt ttgttgacca atttcttttt gagcaatata taaattccct tgctcaactt
   200941 gtttttgagt aagaacagaa tcacctgcat accctttttc tgttttcaca gttctttttg
   201001 aacgattgga atcttgtttc ttcatataat aaatcacctt ccatcaaaaa taaacgaaaa
   201061 tgataagcac aagcaataca gcagcaaaaa tggtaatacc cattaaaaac gaagtgtttt
   201121 tatatttagg tggcttatgt acatcttgcc gatatccagg tgaaatttca ggggcgaatt
   201181 cttcgtcgaa tgattgcttt ttttcttttt cgtccatatg tatccacctt tctttttcat
   201241 tatgttatac gttacaagaa aaaatatgca taaagaaaac aaccgctata ttatgagcgg
   201301 ctgttttgcg ttgtatattt tctctgaact tgaaagagac ggatgaggag gaaggttgct
   201361 ccaaatgcta gaccgataat aagaccaatc caatatcctt ttgctgccca gtcagtataa
   201421 gttgctaata tgtaaccgag agggagacct attacccaat aggcgattaa tgtcataatt
   201481 aaggcgacat ttacatcttt ataaccacgt agtgcccctt gtacaggagt tgcaattgca
   201541 tctgaaattt gaaataaaat cgcaaatata agaaattctt ttgctaaatg atgaacttgt
   201601 atatctgtcg tataaataga agcaatttca tcatcaaaga agtaaagaag aatggaatac
   201661 aatagggcga atgccagtgc taatccaatc ccgataaatc catactgttt tgcgttatta
   201721 tatcgtttcg ctccaacttc aaatccaaca gcgatggtca ttgccattgc taaacttaaa
   201781 ggagtcatat atagcaagga agcgaagttc atagctgcct gatgagctgc aattgttgtc
   201841 gtactaaaat tactcatcat aagtgttacc gcagcaaaaa tactcgtttc aaaaaagata
   201901 gcaaatccga tagggacgcc aagttttaag aattctttcc aactcgaaag ggaaggacga
   201961 tataattgtt taaagatatt gaaagatgca aaaggctctt tcgtacgaat aatcataacg
   202021 gtaataatta aaatgcacca ataggttgct gcagaagcaa ttgctgctcc gacaccaccg
   202081 agttttggaa aaccgaagtt accgaaaatt aatacataat ttaatactac gttgattggt
   202141 aatgatagta atgtaatgat catcgttgtg cgagtttttc ctaatgcatc aataaatccg
   202201 cgtaaaactg tgtaagtaaa taaagggata attccaattg cgataatact taaaaattgt
   202261 gccgcaatac gttctacagg ttcttctaat cgcatgccat ttaaaatagg tgtaacagta
   202321 aataaaccta taaggataac gacgaagcta gcacaaattg ctaaataaac tgcttgtatg
   202381 ataacgtgag gaacatcctc ttttttctta gatccaacga gttgtgcaac aattggagtc
   202441 gtagccatca aaattcctgt taatcccgta ctaactggaa tccatatact tgttccgata
   202501 gcaacacctg ctaaatcaat agggcttgca tgtcctgaca tggtcgtatc gaaaaaactc
   202561 attgcaaata atgacatttg cgtcacgaaa atcgggaaaa atagtaatac aaattgcttt
   202621 aatttttgtg agaatgaatt agtttctttc ataaaatccc ctttccgcta aaaaaaccaa
   202681 actcttacta tcatacaatt taatcaaaaa atagaaaaga aatacgcgca tacagcatgt
   202741 aaattcaata aaaaaaggat gcactttaaa aggggataag gtattatgat aaggtgtgaa
   202801 aaattacata tttgttatta aggaggcact acttgtggct gattggttaa ttggtataat
   202861 catgggtgct gttgaagggt taacagagtt tttaccagta tcatcaacag ggcatatgat
   202921 tttaacagga catctaattg gatttgacga cgatagagcg aaagttttcg aagttgttat
   202981 tcaattggga tcgattttag cagttgttgt tatattttgg aaacgtttat ggtctttagt
   203041 aggtataggg aaagtaacag atggaccatc gttaaattta ttacatatta ttatcgggat
   203101 gattccagcc ggcgtacttg gcgtattgtt ccatagtgcg attaaagaag ttttatttgg
   203161 gccaggccca gttgttatta gcttagtggc tggtggtatt ttaatgattg ttgctgagaa
   203221 gttttcgaaa ccaagtacag caagaacatt agatgaaatc acatataaac aagcatttac
   203281 aatcggaatg ttccaatgtt tagcgctttg gccaggcttt tctcgttctg gttctacaat
   203341 aagtggtggt ttattagctc gcgtatcaca tacagcggca gctgaatata catttatttt
   203401 agcagtacca atgatggtag ctgcaagtgg cttagattta attaaaagct gggatatatt
   203461 aagtacggct gatataccgt tatttgcaac aggatttatt accgcattcg ttgttgcgat
   203521 gcttgcaatt gtttcattct taaaattact atctcgtgta aaactaacac cgttcgctta
   203581 ctaccgtttc attttagctg cggtattcta tttcttcatt atgtaataaa aaaactgccg
   203641 ggttcggcag tttttttatt ttactacttt ttctatcatg ctttccatta catgttccca
   203701 tagagaagta tcatcagcta atgtagcacg gaaattagcg tacatttctt tttgtttctc
   203761 ttcgaatgtt ggatcttctt tttcaggcaa tgtagcacgc attgaagtta ctaactcctg
   203821 tacttttgga gcgcgtggtc cccaaacggc ttgttcattt ccatctttat caatgaaaat
   203881 aaagattgga atcgcacgtg ctgttccgtt tgttaaatat tgatccatta attctaagtt
   203941 ttcatcgcga attaataatg acatatcaat atttgcaact tcagaaattc gtttcataac
   204001 aggtacgcat aaaagagcat cgccacacca atcagctgtt aatacgataa cacgccagcc
   204061 atcattttga cgttcttcta atacaggaag taattcattt ggaattaaaa agttattgta
   204121 aatgtgcagt agctcgtact gatttacttt catttcattc acatatgtat caaaggacat
   204181 acctttatca gcccattgtt gtaagttcat aagtaacacc tctttagtat gatttatttt
   204241 cattgtacca atttttatat agaaaagctt gtattcttac tctttcttgt cacttaataa
   204301 tttgcttaat aggaaaagga ataatacgat acataattca gcaagattgg acagttgtac
   204361 gctctctatc caatcatcgg caatatgaat gacgaaccaa tctagcgtaa tttcaatgat
   204421 tgcgaaaaga gtaatagaaa gccaattggg catgtttttt gtcattggat atagaatgac
   204481 cttgaagaaa atgaagaaaa agaatgtaat accgtctaag aaagtgatta ataaaaaaaa
   204541 tagaagtaaa gcagtgcgcg aactataccc tataccagtt atatgaaaga ttcctacata
   204601 tacaaaaaat ataaatgcaa aaactataat gagaaaaaga ataacaaaac caataattaa
   204661 agtcttatct tttagattaa gattagaaaa tttgtcttct tcgttcacta ttccaactcc
   204721 tttttctgga aattaaattt tattgtatca tgaaatatat attaaaaaac tacgaattat
   204781 agggaaataa ggtgacaaaa agtaagattt catgtaaaat tattaataag gtttttattt
   204841 aactaaatga aataaaaggg gctgtcaaag ttgtctcaaa attgagagca attaatggaa
   204901 gaactatcga caaatgtttt tgctatgttc cgcacgttgc gtaatgatat tggaaaaata
   204961 tttggtggtt atataccgtg gaatgagttc atcgtcctta gaatattgaa tcgtacgaat
   205021 aaagaaatgg tatcacgtgt agcgaatgag ttaaatgtgt cgaatagtca tattacagct
   205081 gttacagaaa aattaattaa taaaggtttt gtcactcgtt cacgttccac ttcagatcgc
   205141 cgcgttgtat atttagagat tacagaacaa gggaaagatt tagttgcgaa aatggaaggt
   205201 gcgaaaaaac aatatttaca agaaagattt tctacgcttt cagaagaaga aatgaatata
   205261 atgatatcta tttctaaaaa gcttatttaa gtcattacaa gtaagaaaac gcttacgtaa
   205321 tgaaagagga gaccttcctt atatgaggaa ggtctccttt cgtatgtaaa agattataaa
   205381 aaagaaaata tgtaacatac tactaataaa ggaagggggc agaaatatga caaatcgaaa
   205441 tggtagtaaa gggagcggaa accaaggctc accgaaatca ggacaatttc agcaagagtt
   205501 tagtgcagaa tttgaaactg gtgatgataa caaaggaaaa gaatatcgtt cgaaaaaggg
   205561 aagtaaatca aaaaaggagt gaatcatttc actccttttt tgatttaaga tgcggcagat
   205621 tgatccgtat tatatttttc ttctgatttt gcgacaatca ttgcgcaaat tgcatcacca
   205681 gaaatattta cagctgttct tgacatatct agaatacggt caataccgat aattaaggca
   205741 ataccttcta ccggtaggtt tacttgattt aaaaccatcg taagcattac aagcccaaca
   205801 cctggtacac cagcagtgcc gatactagct agtacagcag ttaatacgac gacagctaat
   205861 tgtgtcactg taagttcaac gccatacact tgagcgataa atacagttgc tacaccttgc
   205921 ataatagcag taccatccat attaattgtt gcacctagtg gttgtacaaa agagctaatt
   205981 gcttttggaa ctccaagctt ctcttgtgcg gttttcattg caaatggaag agatgcatta
   206041 gagctcgatg tactaaatcc aattgccatt accggtccga aatgtttaaa gaaacgtaca
   206101 atactttctt ttgctaatac ttttaataag ccgccatata cgaagacacc gtgaataatg
   206161 agtaccaaca taacgacaat catatacttg aacatcgcag cgacgcctgc aagacccatt
   206221 ttaccaacgg atgaagcgag caagccaaat gttccgattg gagccaattt cataacgaga
   206281 ttaacgagat acatcattaa ttcgttgccc tgttcaagta atgaatggat accttgaact
   206341 cgttttccta aaatagctat accgagtccg attaatacgg cgaaggcaat aatttgtaac
   206401 atgtttccat cagccatcgc ttttgctgga ttatctggta cgatatttag caatgtatca
   206461 acaaaagatg tttcggtttt tgccccctca tatttaagcc cttcggtttt aaagttaccg
   206521 ccagatcctg gttttataat aagtgcaaat gtaacagcaa tagagatggc aacagctgtt
   206581 gttacgagga agaatgaaat tgattttaaa ccgattcttc caagttgctt cggatctcca
   206641 agaccagcag ctccaagcac gatagaaata aacacgacag gaacaactag cattttaatg
   206701 agtcgaataa acaattgacc aagtggattg aacacatatt gatttaatgg atcaaaaatg
   206761 gatggagcag ctaaatttaa agtgagtccg acaactaaac cgagaaataa tgcaagtaag
   206821 attgcttttg tttgtttcaa taaaatcccc ccttattttt tgtgaaataa ttttctacat
   206881 taattgtacc gaaaaaatac ctattttgac aatgttttct gaatattttg tataaaaatg
   206941 tgtattttca tgtagagagg attacatttt gtatttgaaa cacaaaatag gccatcacac
   207001 atgatggcct agggaagggg acaatttatg tcaatttaat tagggatgga agttgttcaa
   207061 gacactgggg aatgtcttat aaattaggga ggaacaactt cgatacatac actataaaag
   207121 atagatgtga cccccgtgtg aacatagagt gaaagagaga gggagtttta aatagaaggt
   207181 agagtaaaca aaaaataaga ccatcacaca ggatggccga aggaagggga caatttatgt
   207241 caatttaatt agggatggaa gctattcaaa gacactgggg aatgtcttat aaattaggga
   207301 ggaatagctt cgatacatac actataaaag atagatgtgg cctcagtgtg aacatagagt
   207361 gaaagagaga gggagtttta aatagaagat agaggaaaca aaaaataaga ccatcacaca
   207421 ggatggccga aggaagggga caatttatgt caatttaatt agggatggaa gttgttcaag
   207481 acactgggga atgtcttata aattagggag gaacaacttc aatacgtata ctataaaaga
   207541 tagatgtgac ccttatgtga acatagggtg aaaggtatga ggatttaaga aataatacat
   207601 gtaaaatgat tgttacgaga gttgtagagt aagaataaat ataatagaaa ttgtcttatc
   207661 gtaaaatgaa gtgaagttcg agtataaata aaagttgaaa actatgaaaa aaaggattat
   207721 gctcaactat attataagaa tatgaggttt atctgactat ttgaaggctc ttaaaagcct
   207781 ttatttatga aggaaaagct gcactttatt aagggagtta gtgaatatgg aagtaacaaa
   207841 aagacaaagg ctgtataatc gttttatacg attaaatcca ccacaaatat tagcattagg
   207901 ttttttctgc ttaattgtgg ttggcggttt gttattaaag ttaccattcg caacgaaggt
   207961 acatattagt tgggtagatg ctttctttac ggcaacgtca gcagcaactg taacgggatt
   208021 gggagtagta gatactgcaa gtacgtttac gatgtttggt gaaattgtta ttatgttttt
   208081 aattcaaaca ggtggtctag gtcttatgac gattgccatt ttaattgttt gggtattagg
   208141 taaaaaaatt ggtttacgcc atcgcttatt aattggagag gcttttaatc agacaaatat
   208201 aggtggtctc gtaaaattag taaaacgtgt ctttatattt tcaatttgta ttgagtttat
   208261 tggagttatc tttttatcgt ttcgctttat tccagagttt ggttttggaa aaggtataca
   208321 ctatagtatt tttcacgtaa ttgcatctta taataatgct ggatttgctc tatggccgga
   208381 taatttaacg aggtatgtag gcgatcctat tattaatatt gggatttgct ctttaatcgt
   208441 aataggtggt ctcggattta ccgtattaat tgatatatgg tatagccgta gttttcgaaa
   208501 attatcactg cattcaaaaa tcatgattgt tggaacagta gcgctaaatg taatagcgat
   208561 gattgtgatt tttatattgg agtataataa tgtgaagacg ttagggaatt tacctttaaa
   208621 tgaaaaatta tgggcttctt tcttccaagg tattactcct cgtactgcag gatttaatac
   208681 agttgactac ggaggtatgg aagaatcatc tatattattt acgatggttt taatgtttat
   208741 tggtgcagga agtgtatcaa caggtggagg gattaaatta acaacgtttg ttattttagt
   208801 tacatctgtc ctttctttct ttagaaagaa agaggaaatt gttttattcc agcgcacaat
   208861 caaaatgtcg acagtaacga gagctttagc catagctgtt gccagtcaaa ttctcatttt
   208921 tgcagcagta tttgtattaa tgcttacaga aaacttcagt tttattcagt tactatttga
   208981 aacaatttca gcatttggaa cagtagggtt aacgatgggg attactgcga agttatcagc
   209041 gtttggaaaa tgtattatta tgtttgttat gttttgtgga ttaatcggac cgttaacact
   209101 tgttttttct ttagcacgac cagcaaaaca aaaaattaaa tatccatcag aagatgtatt
   209161 tacaggataa ggtatctcgc ataagcgaga tacctttttc tttttaaaaa agggagaata
   209221 ataaaccgat aagtgctact cgaaataaaa ttgcaatgag tgctgcaatt ccgccgacaa
   209281 tcgcagcgat accaccagtt acagtagctc cgcgattata agcgtaaata cccagtagta
   209341 cagaaacaag accaaataat gttgggaagg taaatagtga taggatagat aaggcaagag
   209401 cgatgaagcc agcagttgat ccagcggcag acgatcttac atcatcttta tgatctttct
   209461 catcgtaatc ataatcaatg cgctgtggtg cgacttcggc tgcatattct tctttatagt
   209521 cactatctat tctatctctt tttttatact catcaaattt ctcagtcaaa gtcatgactc
   209581 ctttcataac aaggttcaat agtagtatgt atctcttttt catttttatc ccgctttcat
   209641 gggcagtaag accccaacct caaaattcag tgaaagcaaa gaagataggt gggggatgaa
   209701 gaacccccca ctgattaaag ttttacttta tccgagtatg tacagggagt aatatccatc
   209761 tagaaggagg aaattgtttt tttgaaatag gaaaagttag tatgacttcc tctattttgg
   209821 aaagtataaa aaagaataat gaggaaaggg tgcaatacat aatggaacat ccaattgaaa
   209881 atttaatgaa aacagcaatg acaaatttaa aagagatggt agatgtaaat acgattgttg
   209941 gaagtccagt ttcaacagct gacggaaatg tagtattaac agtatcacaa gttgcttttg
   210001 gttttggtgc cggcggaagt gattttaaag gtgattttat ttccgaaaaa catagtaacg
   210061 gacaaggaca gcataaagag aagaagcaaa gtcatccgtt tggaggtgga agcggggctg
   210121 gggtttccgt tagcccggtt gcttttttag tagttggttc taacggtgta caagtattac
   210181 acctcaatag tagtacacat ttaattgaga aggctttaaa tactgtacca ggtactgtag
   210241 ataaatttgt aaatagtcgt caaaagtgaa cttgcatttt ttaggaatta tgatatatta
   210301 gaaaaagtgt gctttatgat gatcggaata attgaattgt aaatatatat gatgtgtgga
   210361 ataagggaga ggaatttatg attaatatca aaaacttagt agttggctta tgtatgttag
   210421 taagcggctt tgtagtatat gtagtaaaag aaaaagctcc attctaaaac agacaaaccg
   210481 ttactgtctg tttttaattt gcaaaaaatg ttgacgagtt gttgtattgg tgttataatt
   210541 ttatttcttg tctcggttac agctagtgta aagtaaataa atcttataaa tataatacaa
   210601 aaagtttgcg aaagatcggg tagttttacc aacaactttt gtgaacaaac cctataaatt
   210661 ataattgtag gctttatagg tatactagtg aatcaaggag cggtcagtgg aaccgtaatg
   210721 atgagagaga ggtagggctt tcatccagta tatgttactt tcccgttagg tgaatataaa
   210781 aaagaggact ccttttcaaa aggagtcctc tttcattttt taagtgcggc tctcaacttg
   210841 ctgacaaata tcatctgttg ttaaaccgtg agctgtaatt accgatcctt taattgatgc
   210901 atctgcaatc cccatcatat tggaatcttg cccagttacc acacaacaat cgcaaccttg
   210961 tgcatcctgt tctgaattaa gggtaacaac ttcatgtcct tgttgcttaa gagcttgctg
   211021 aacatctgtt aatgagtttt caacgccgat tctagcctta attctcacct cctaccatct
   211081 atttgctagt atgctcaagt acatcacata tatttatgca aagaagatag gaagcatata
   211141 tttcttttgc tatttatgga tagtttaaat aaagtttcac tttatttagt cgttatatac
   211201 acccgtaagc atttgactta cgaattgatc gtttagagta tcttgggcgg aagaagtatt
   211261 tgaatgaatg tcgattgaag caatgaaatt gttatgttct ttattatttg gttctacctc
   211321 tacataatta tcaaatttac aaaaaccttt cgtatccatt agatcaaata gttgaagcat
   211381 ctctactacc tcttgtctcg ttccttcaat ttgtacacac gccatattga tttcctcctt
   211441 cattttgaca aattgttttt taaaaatagg attatgattc cgaaatgaaa aatatgaatg
   211501 ttatttttag acagcgttat ttttattatt ttcccccttt ttcagcaaaa gtcgttgtat
   211561 attcccgaat ttataaaaac ggacgtccgt ttattgaata caatagattc gtatcaattg
   211621 atgaaaatcc ttcttttaaa caaatatttt ttttagcgga aattggtgaa aaaattttta
   211681 gactttttgt aaacgttaac aatgttgtta aatcaatata attaaagatg tacgtacgaa
   211741 taaaaattat aaattttcta aaaattcact tgatttattt agaaaggaga gtaaactagg
   211801 aaacaataaa aaattcatag aacataggag gcgctttcca gtgaacgagc aatggatttt
   211861 cttaaatgga gaatttgttc caaaagacga ggcaaaagta tcagtatatg atcatggtta
   211921 tttatatggc gatggagtat ttgaaggaat tagagtttat agcggtaatg ttttccgttt
   211981 gagagagcat cttgtccggt tatatgaatc agcaaaatcc atcatgttag aaattccata
   212041 ttctttagat gaaataacga atattgttgt tgagacgatc cgacaaaata aattatctaa
   212101 tggatacatt cgcctagttg tatcgagagg agcaggaaat cttgggttag atcctgattc
   212161 ttgtacgaaa ccgaatgtag tagtaattgc agagcaacta tctttattcc cgcaagagta
   212221 ttatgaaaaa gggattccag ttgtaacagt tgcaacgcgc cgaaaccgtc cagatgtatt
   212281 gtcgcctcaa gtaaaatctt taaattactt aaacaatatt ttagttcgca tcgaagcgaa
   212341 attggctgga gtacaagaag cgcttatgtt aaatgatcaa ggatacgtag ctgaaggctc
   212401 aggagataac gtgtttattg taaaaggaaa taaattaatt acaccaccaa gttctgctgg
   212461 agcgttagaa ggtattacac gaaacgctat tttagaaatc ggtgaaaaac ttggatatga
   212521 cgttagagaa gagttattta caagacatga tgtatatgta gctgatgaag tatttttaac
   212581 aggaacggct gcggaagtaa ttgctgttac gacagtagat ggtagaacga tcggtttagg
   212641 gcaaacaggt ccacatacga atcgtttatt agaagaattc cgaaagttag ttatagaaga
   212701 tggagagaaa atttacgaag aaaataaagt tggataacaa ctttttataa cataagaaag
   212761 cgttgagagg gaggagtagt tgattgtgaa gcctcacaga gagtcggtgg ttgctggaaa
   212821 ccgatggttc acgtcgacga acatcgccct tgagtgctaa gctgaagcgt ttgtctaggc
   212881 ttagacggta gctccgttat tagctagact catttatggg tcactgaggc aagagtattc
   212941 ttgcaaagaa gggtggtacc gcgaaatctt tcgtcccttc agcacatagc tggagtgtgg
   213001 acgtaggatt tttttattga taaaagtttt taaaaggggg cttatgagaa caatgtcttc
   213061 aaaaacggaa gagaaactgg caaccggtgc acagctattg ttagaagcgc tagaaaagga
   213121 aggagtagaa gtgatttttg gttatcctgg tggtgcagtt ttacctcttt atgatgcgct
   213181 ctatgactgt gaaattccgc atattttaac aaggcatgaa caaggagcta ttcacgccgc
   213241 ggaagggtat gccagaatta ctggcaatcc aggggttgtc attgcaacga gtggaccagg
   213301 tgctacgaat gtaattactg gtctagcaga tgcgatgatt gattcattgc cacttgttgt
   213361 atttacaggg caagtagcaa caacgttaat tggaagcgat gctttccaag aagcggatat
   213421 tatggggctt acgatgccag tgacaaaaca taactatcaa gtgcgaaagg cttcagattt
   213481 acctcgaatt attaaagaag catttcatat tgctagaaca ggaagaccag gcccagtcgt
   213541 cattgacctt ccgaaagata tggtagtaga gcaaggcgaa cgatgtagtg atgtgcaaat
   213601 ggatttacca ggatacaacc ctaattatga accgaatcta ctgcaaataa acaaattatt
   213661 acaagcaatt caggttgcaa acaagccatt aattttagct ggagcaggtg tattgcatgc
   213721 gaaagcttca aaagaattaa caagttttgc tcgtaaatat gaaattcctg ttgtgcatac
   213781 attacttggt cttggtgggt ttccaccaga tgatgaacta tttctaggga tgggaggaat
   213841 gcatggttct tacacagcta atatggcgtt atatgaatgc aacttactca ttaatatagg
   213901 cgctagattc gatgatcgtc ttactggaaa tttagcttat tttgcgaaag aggcgactgt
   213961 cgcgcatatc gatattgatc cagcagaaat cggaaaaaat gtaccgactg aaattcctat
   214021 tgttgcaagt gctaagcaag cgctccaagt attgcttcaa ccagaaggaa ggaaagaaaa
   214081 tcatcatgag tggatctctt tattaaagaa tagaaaagaa aagtatccat tctcttataa
   214141 acgaaattct gaaagtatta agcctcaata tgcaattgat atgttatatg aaattacgaa
   214201 gggagaagcg attgtaacaa cagatgtggg gcaacatcaa atgtgggcag cccaatatta
   214261 tccgctcaaa actccagata aatgggtaac ttcaggagga ctaggaacga tgggatttgg
   214321 atttccggca gcaattggtg cacaaattgc aaagcctgat gaactagtta ttgcaattgt
   214381 cggtgatgct ggatttcaaa tgactctgca agaattaagt gtgttaaaag aacactcttt
   214441 acctgttaaa gtatttattt taaataatga agctttagga atggtaagac aatggcaaga
   214501 tgaattttat aaccaaagat attcgcactc tttactatcg tgtcaaccag atttcgttgc
   214561 tcttgcgaat gcgtatggca taaaaggggt tcgcatagat gatccacttc ttgcgaagaa
   214621 acaattgcag catgcaattg aattacaaga accagtcgta attgattgcc gtgtacttca
   214681 atcagaaaag gtaatgccga tggttgcgcc agggaaaggt gttcaccaaa tggagggagt
   214741 ggaaaaaagg tgaagagaat tgttacagca acagttcgaa atcaaagtgg tgtgttaaac
   214801 cgaattacag gtgttatgac acgaagacat tttaatattg aaagtatttc agtaggtcat
   214861 acggaatcat cggacatatc gcggatgacg attgttgtac acgttgaaaa tgaacagcaa
   214921 gtagagcagt taattaaaca acttcataag caaattgatg ttttgaaagt atcagatatt
   214981 acagaagaag cgatgattgc aagagaactc gcacttatta aagtagcaac atcagtagca
   215041 agagcagaat tatacagttt aattgaaccg tttcgagccg ctgtaataga tgttgggaag
   215101 gattccatag ttgtgcaagt aacaggtacg caggaaaaag tagaagcatt aattgaatta
   215161 cttcgtccat acggtttgaa agaaattgca agaacagggg taacagcctt tacgcgtagc
   215221 atgaaaaagc aagataagca agtaatgtta attcaataat catttaaata tagggggaaa
   215281 tgaaaatggc aaaagtttat tatgaaaaag atgtaacggt aaatgtatta aaggaaaaga
   215341 aagtagcaat cattggatat ggctcgcaag gtcatgcaca tgcgcaaaat ttacgtgata
   215401 acggatttga tgtagtagta ggtttaagaa aagggaagtc ttgggataaa gcgaaagaag
   215461 atggattttc tgtatataca gtagcggaag cagcaaaaca ggctgatgta gtaatgattt
   215521 tgctaccgga tgaactgcaa ccagaagtat atgaagagga aattgcgcca aatttacagg
   215581 caggaaattc tctcgttttt gcacacggat ttaatgttca ctttgatcaa gtgaaaccac
   215641 cagtgaatgt agatgtattt ctagtagcac caaaaggtcc aggacatctt gtgcgtcgta
   215701 cgtttagtga gggcggagct gttcctgcat tatttgcagt atatcaagat gcaacaggag
   215761 ttgcgactga aaaggcactt tcttatgctg atggaattgg agcgacgaga gctggtgtat
   215821 tagaaacgac atttaaagaa gaaacggaaa cagatttatt tggagagcaa gcagtacttt
   215881 gcggcggagt aactgcgcta gtcaaagctg gatttgaaac gttagttgat gccggatatc
   215941 agccggaact tgcatatttt gaatgtttac atgaactgaa acttattgtt gaccttatgt
   216001 atgaaggtgg acttgaaaat atgagatatt cagtttcaga tacagcgcag tggggcgact
   216061 tcgtatcagg accacgtgtt gtaacagaag atacgaagaa agcgatgggt acagtgctag
   216121 cagaaattca agatggtaca tttgcaagag gttggattgc agagcataaa gcaggaaaac
   216181 caaattttta tgcgacaaat gaaaaagaga atgaacatga aatcgaagta gttggacgta
   216241 aattacgtgg aatgatgcct ttcgtacagc cgcgagtaaa ggcaggggtc aaataatatg
   216301 aagcaaattt tgttcatgga tacgacgcta cgtgatggcg aacaatcacc aggagtaaat
   216361 ttaaatgaac aagagaaatt gcaaattgca aggcaattag agagactagg gattcatgtc
   216421 atggaagctg gctttgcagc agcttccgaa ggggattttc aatcggtaaa gcgcatcgca
   216481 aatacaattc aaaatgctac agttatgagt ttagcaagag cgaaagaaag tgatattcga
   216541 agagcatatg aagctgtgaa aggtgcggta tctcctcgtt tacacgtatt tttagctacg
   216601 agtgatattc atatgaagta taaactttgt atgtcaaaag aagatgtatt agatagtatt
   216661 tatcgatcgg ttacacttgg gaaatcgtta tttccgacag tacaattttc agcagaagat
   216721 gcaacaagaa cagcaagaga ttttttagct gaagcggtag aagttgcgat tcgtgcagga
   216781 gcgaatgtaa ttaatattcc agatacagtt gggtatacga atccagaaga atattatgct
   216841 ctttttaaat atttacaaga atccgttcct tcatatgaaa aagcaatttt ctcttgtcat
   216901 tgtcatgatg atcttgggat ggcggtagca aattcattag ctgcagttga aggcggagcg
   216961 ttgcaagtag aaggaacaat taatgggatt ggagaaagag cagggaatgc ggcgttagaa
   217021 gaggttgcag ttgctcttca tattaggaaa gatttctata aagcagagcc ttctatgacg
   217081 ctaaaagaaa ttaaagcgac aagtacatta gtaagcagat taacgggtat ggttgtatcg
   217141 aaaaataaag cgattgttgg agcaaatgca ttcgctcatg aatcaggcat tcatcaagat
   217201 ggtgtattaa aagaagtgac aacatatgaa attattgaac cagcgctagt aggcgaatct
   217261 caaaatctat ttgtacttgg aaaacattct gggcgtcacg cgtttacaga aaaaatgaaa
   217321 gaacttggct atgaatttac aaacgacgag cgggatgcag tatttgaagc atttaaaaaa
   217381 ttagctgatc gtaagaagga aattactgag gaagatttac gagcacttat gcttggtgaa
   217441 gcagcatttg cggctcagca atataacatt acgcaattgc aagtacattt cgtatcaaat
   217501 agtacacaat gtgcgacagt tgtactaaaa gatgaggaag gaaatgtatt cgaagatgca
   217561 gctactggct ctggtagtat tgaagcgatt tataatgcaa tccaaagaat tttaggattg
   217621 gaatgtgaat tggcggatta tcgcatacaa tctattacac aaggtcaaga tgcactggct
   217681 catgttcatg ttgaattaaa agaaggagca catcaagtat caggttttgg tgttgcacaa
   217741 gacgtattgg aagcgtcggc aagagcatat gtccacgcag cggggaaatt gaaatctttt
   217801 atccagcttg tgaaataagt gtttgatagg tgagaggagc tattctcgcc tatcaaatta
   217861 aagttctgaa aattcggtta aaaggagtgt tgaaattgga aaaacgtatc gtttgtttag
   217921 ctggtgatgg tgttggccca gaagttatgg aaagtgcgaa ggaagtattg catatggtag
   217981 agaggctata tggacatcat tttcatttgc aagatgagca ttttggtggt gttgctatcg
   218041 atttaacggg gcaaccatta ccacaacgaa cacttgcagc ttgtttagca agtgatgcgg
   218101 ttttactagg cgcagttggt ggaccaaggt gggatggtgc gaaagaaagg ccagagaaag
   218161 gattattagc tttaagaaaa gggcttggtg tatttgcgaa cgtccgccct gtcacggtag
   218221 aaagtgcaac ggcacattta tcgccattga aaaaggctga tgaaattgat ttcgttgtcg
   218281 ttcgtgaatt aacaggtggg atttattttt cttatccgaa agaacgaacg gacgaagtag
   218341 caacagatac acttacgtat catcgccatg aaattgaacg tatcgtttct tgcgcctttc
   218401 aattagcgag taagcggaag aaaaaagtaa catctattga taaggcgaat gttttagaat
   218461 ctagtaaact atggagaatt gtaacagaag aagtagcact tcgttatcca gatgttgaac
   218521 tagaacatat tttagtagat gcggccgcta tggagctaat tcggaatcca ggacggtttg
   218581 atgtaattgt aacagaaaat ttatttgggg atattttaag tgacgaagct tccgtattag
   218641 ctggatcatt agggatgctt ccgtcagcaa gtcacgcgga aaagggacct tccttatatg
   218701 agcctattca cggatcggca ccggatattg ccgggaaaaa taaggcgaat ccaattgcta
   218761 tgatgcgctc tgttgccatg atgcttgggc aatcgttcgg attaacgagg gaagggtgtg
   218821 caattgaaga agcgatttca gcagtcctta aatcaggaaa atgtacagca gatatcgggg
   218881 ggactgaaac gacaacttca tttacaaagg cagttatgca agaaatggaa gaacaagcgc
   218941 tagtagggag aggaagataa tggggaaaag gttgctagat aagctttggg aaagacacgt
   219001 agttacgacc aacgaaaatg gattggattt attatatatc gatctgcatc ttgttcatga
   219061 agtaacgtca ccgcaagcct ttgaaggctt gcggcttaca aatcgaacgg tacgcagacc
   219121 agatttaaca ttcgcaacga tggatcataa tattccaacg aaagatgttt ggaatattac
   219181 cgatcgcatt gcgaagcagc aactagatac gcttcgggaa aattgtaaac aatttcaggt
   219241 gccgttagcg gatatcgggg atgaagagca agggatcgtt catgttatcg gaccagaact
   219301 tgggctcacg cagccaggaa aaacaattgt ttgtggtgat agtcatacag caacgcacgg
   219361 tgcgtttggc gcgctagcat ttggcattgg tacgagtgaa gtggaacatg tattggcaac
   219421 gcaaacgttg tggcaaagaa aaccgaaagc gatgggaatt gagttaaaag gaaaattaca
   219481 gaaaggcgtt tacgcaaaag atattatttt gcatctcctt tcaaagtacg gtgtagcagt
   219541 tggaactgga tacgtaatgg aattttacgg agagacgatt gggaccatgg agatggaaga
   219601 gagaatgacg ctttgtaata tggcgattga aggaggagca aaagcgggta ttatcgcacc
   219661 agatgaaaaa acatttgctt atgtaaaagg acgtaaatat gcaccgagag actatgaaac
   219721 tttcgagaag aaatggtttg aactgtatac agatgcagat gcaatttatg atttacatat
   219781 ttcgatagat gttacggatt tagcgccgta tgttacgtgg ggaacgaacc cgagtatggg
   219841 agttcgtatt gatgagaaat tgccagaaaa gcatgatgta aatgacgaaa gagcattctc
   219901 ttatatggga ttaatccctg gacaaagtac gtatgacatt ccagttcagc atgtcttcat
   219961 tggatcttgt acaaattcta gattatctga tttagaaatt gctgcatctg ttgtgaaagg
   220021 gagaaaggta aaagaaggtg tgcgagcact cgttgtacct ggatcgaaaa gagtaaggga
   220081 tgcggcgatg caaaaaggac tacatcacat atttgaagaa gctggatttg aatggagaga
   220141 acctggatgt tccatgtgtc ttggaatgaa tccagatcaa gtacctgaag gagagcattg
   220201 tgcttcaact tcaaatcgta attttgaagg aagacaagga aaaggagcac gaacgcattt
   220261 agttagccca gcaatggcgg cagcagctgc gttatatggt cattttgttg atattagaaa
   220321 ggagagttat gatggagcca tttcgtattc ataaaggtac tgccgcagta ctaatgaatg
   220381 ataacattga tacggatcaa attattccga agcaatattt aaagagaatt gaaagaactg
   220441 ggtttggaaa gtttttattt gatgagtggc gatatgataa tgagcgacac gaaaacccta
   220501 atttcccact aaatgcacca gatagaaaag gagcaagtat attaattaca ggtaataatt
   220561 ttggatgtgg ttcttcaaga gaacatgcac cttgggcact tgctgattat ggtttccgcg
   220621 taattatcgc cggaggattt gcagatattt tttatatgaa ttgtatgaaa aatggtatgt
   220681 taccaattgt aatggataaa gaaatgcgag agaagcttgt caaaacggat gcgagagaac
   220741 aaatagaagt agatttagag aatgaagtca ttacaacgag tacccacaga ttccatttta
   220801 caatcgagaa aatgtggaaa gagaaattat taaatggttt agatgaaatt agtattacaa
   220861 tgcaatatga acaagaaata aaagagtatg aaagaaggat agctgcatat tgagatataa
   220921 cggaatgttt aaaatgtatt tacattcaga attatgtgtt atatactatg taaaaattag
   220981 aggagaaagg gagtaagtat tatgaaaaca atgcaatcta ttgaaatgct tacacaacta
   221041 catcatcata cgtaaagccc ttgaacctaa cgtgaaaacg tgtaggtgca agggttattc
   221101 ccgttgtacc tacacgctac gaaagagcct tgtaggtata ttttatctac aaggctcttt
   221161 ttattttcgg tttaggtgca tgaaataagc atacattaga aagggaaagg tgtgagaatt
   221221 tagatgacaa aatggaaacg ggcaaaccca aatggaacga gagattattt attcgaagaa
   221281 tgtacgttaa ttgaagaagt ggagcaaaaa ttaaggcgta cttttttaga gagaggttat
   221341 gaagaaataa ggacaccaac aattgaattt tatgatgtgt tcgcctttca aagcaggccg
   221401 atagatgaag aaaagatgta taaatttttt gatgaaaagg ggcggattat cgtattgcgt
   221461 ccagatatga caattccttt agcgagagtg gtgggaacgc agaggtgtga tacgccactt
   221521 aaagtgacgt atagcggaaa tgtatttcga gcgaatgagt ctcttgctgg aaaatataat
   221581 gagattgtac aaagtggtat tgaagttatc ggtattgata atgtaagagc tgaaattgaa
   221641 tgtgttataa gcgtcattca atcacttcaa aagttaaggg tgcaatcttt tacaatagag
   221701 attgggcaag tacagttata taaatgtatt gtcaaaaagc tctccattca tgaggaagaa
   221761 gagaaatttc ttagaacata tattgaaagt aaaaattatg cctctttatc caattttatt
   221821 agagataaga aattagatcg atgtgatgaa acagtaaagt tactggagaa attaccgagg
   221881 ttatttggga atttagaagt gattgaggaa gcagaaaaac tcgcctcaag taatgaaatg
   221941 aaaatggcta ttacaagagt aaaggaaata tatgaagcaa ttgaaaaact aggctatgga
   222001 tcttacatat caattgattt aggaacgatt caacatttgg actattatac aggtgttatt
   222061 ttcaaagggt atatatatga aattggagaa gaaattgtta gtggaggaag atatgatgag
   222121 ttaattggaa attttggaga aatgttaccg gctgttggac tcgcggtgca agttaatcaa
   222181 attgtaaagg cgctgcaaga gcagcaagag ccatatgaac gaaagagaat agatattatg
   222241 attcattacg agttaaatag attagcagaa gcggaacgat tacgaaattt acttcaaaag
   222301 gacgggaaaa aagtagcgct atctttattc tctaatttaa atgatacttt tcaatttgct
   222361 agaaaaaatc aaatcgtaac ggtcgttgag gcaaagagtg aatcattagt ggaatatgtg
   222421 tggaaagaga aatgggtcgt ccagaaagaa ggggaaactt catgcgtaac attcaaattg
   222481 cgttaacgaa agggagatta gaaaaacatg tgattccgct ctttgagcag attggaattg
   222541 attgttcaga gctcaaaaat aaaggaagaa aacttgtctt tcaaagtaaa aatacggata
   222601 tctcatttat tttagtgaaa gcagtagatg ttgctactta tgtagaacat ggagtagcag
   222661 atatcggagt cgttggaaaa gatattttaa tggaaaacga gaaagatatt tatgaaatgt
   222721 tagatttagg agtaggcgtg tgtaagtttt gtgtcgcttc tattcctacg tataatccga
   222781 agagctaccg gaagaaatgc attgcgacga aatatccaca tattacttct aactattttc
   222841 ataataaagg agaggatgta gaaattatta aaatagaagg ttctgtagaa attgctccta
   222901 ttcttggatt ggcagatgcg attgttgata ttgttgaaac aggaaaaaca ttacaagaaa
   222961 atggactcat tgtatttgag gaaatgtatt ctatatctgc tcgaatgatt gtaaataagg
   223021 ctgccttaaa aactaaaaaa gacgaaatat tcagtattat aaatatgatg gagcaagaaa
   223081 ttttgtcagg aaaatagggg gacttgtaat ggagatagtt tgtgaggatt ttcaaaaggc
   223141 gttaacgaaa ataaaactgt tacgagaaaa cgctaatata atagaagaaa ctgttcaaag
   223201 aagtgtcagg gaaatcgttc agaatgtaag agagagtaga gatgaggcgt tatctttcta
   223261 tacaaaaaag tttgatggtg tagagattaa agatgttcgt gtaagtgaag aagaaataaa
   223321 acaagcgagt atgtttgtag agagttcatt tttagaagcg ttacaagagg cgaagaaaaa
   223381 cattatttcg taccatgaaa agcaaaaaag acaatcgatg tttgattgca cgagtaaagg
   223441 catcataagg ggacaaatca ttcggccgtt agaaaatata ggggtatatg tgccaggcgg
   223501 aactgcttcg tatccttcgt cagtattaat gaatgtattg ccagcaaagc tcgcgggtgt
   223561 gaaaaagatt gtaatggtaa caccgccaag agcaggagga attgatccgc atattttagt
   223621 tgctgcaagc cttgcaggag tagatgaaat ttatatgata ggtggcgcgc aagcaattgc
   223681 tgctttagca tacgggacgg aatcgattcc aaaagtagat aaaatagttg gaccaggaaa
   223741 tttgtacgtc gctctagcga aacgagaagt atacggaata gtaaatatcg atatgattgc
   223801 tggaccgtca gaaatagtag ttattgctga tgaaactggc aatgcaaaat atattgctgc
   223861 agatttatta tcacaagcag aacatgatga gagagcgaca gcaatttgta ttacaacgaa
   223921 tatagaatta gcaaaagaag tagaaaaaga gatagaaagg cagttagaaa cattaccaag
   223981 aagcgaaatt gcacgtgaat caataaatag aaatggagcc atttttatcg ttccttctat
   224041 agatgaggca ctacagttat cgaatgaaat cgccccggaa catttagagt tacatataaa
   224101 agaaccgatg aatgctctag cttatgtgaa acatgcagga tctatctttc ttggaccgta
   224161 tgcaccagaa ccgctcggtg attatttagc gggaccgaat catgtattac cgacaagtgg
   224221 aacggcaagg tttttctcgc cgttatcagt cgatgatttc gtgaaaaaat caagttttct
   224281 atcttatacg gagggagcat taagagatgt aaaacatcat attgtagaac ttgccaataa
   224341 agaagggcta catgcgcatg cgagagcaat tcaaataaga tttggggagg aagaataatg
   224401 cgggagtcta gtcaaatacg tgagacgaca gaaacaaaaa taaaattaag tttgcagctt
   224461 gatgaaggaa agaacgtttc tgtacaaacg ggagttggtt tttttgatca tatgctaact
   224521 ttatttgcaa ggcatggaag attcggtttg caagtggagg cggaaggcga tgtattcgtt
   224581 gatgcgcatc atacagttga agatgttggg attgtactcg gaaattgttt aaaagaagca
   224641 ttgcaaaata aagaggggat taaccgttac ggctcggcat atgtgccgat ggacgaatct
   224701 ttaggctttg tcgcaattga tattagtggg cgctcatata ttgtatttca aggagaatta
   224761 acgaatccga aacttgggga ttttgataca gaactaacag aagaattttt tagagcagtt
   224821 gctcatgccg ccaatattac attacatgct cgcattttat atggaagcaa tacacatcac
   224881 aaaattgaag cattatttaa agcgtttggt agagcgctta gagaagcagt cgaaagaaat
   224941 gcccacatta ctggtgtaaa ttcaacgaaa gggatgttgt aattgattgc cattatagat
   225001 tatggaatgg gaaatattcg tagtgtagaa caagcattaa aatacattgg agcagcgtac
   225061 atcgtaacga gtgataaaga agagattttt agaagtgatg gagtgatttt accaggagta
   225121 ggtgcatttc caaaagctat ggatatattg gaagaaaaag atttagttcg tatgttacaa
   225181 gaaattgggc gttcaagaaa accacttcta ggcatttgct taggaatgca gcttttattt
   225241 gaaaaaagtg aggaactcca agattgtaac ggattaagtt tattgccagg tgttattcga
   225301 aagttaaaag ttccttataa aattcctcat atgggatgga atgagttaaa gaaagaagga
   225361 gaaatagcgc tttggaatgg agtagaggac ggttctttcg tatattatgt ccactcttat
   225421 tacgcagatt gtccaaatga aattgtgtat ggaataagtg attatggagt gaaagtacct
   225481 ggttttgtag caaaaggaaa tatatatggt gcgcagtttc atcctgaaaa aagtggtgac
   225541 attggcatgc aaatgttgaa aaattttaaa ggagtggtag aaacatggaa atcttcccag
   225601 ctatcgattt aaaagaaggg cgatgcgtga gactgtatca aggcgagttt agtaaagaaa
   225661 cagtaatgaa tgaggacccg gttgcgcaag cgattatatt tgaaaaattt ggggcgaaaa
   225721 ggttgcacat tgttgattta gatggagcag ttgctggcga gtcattaaac ttgtccgtca
   225781 ttgaaaggat ttgcaaggca gtacgtattc ctgtgcaagt tggaggagga attcgatcac
   225841 ttgtagcggt agagaagtta ttttcagtag gggtagataa agtgatttta ggaacagctg
   225901 ctctttatga taagacattt ttagaagaag cagttcttct atataaagaa aaaatcatcg
   225961 ttggaattga tgcgaaaaat ggtttcgtag caacgagagg ttggcttgat gtgtctgaaa
   226021 tttcttacat tgatttagca aagcaaatgg agaagatagg tgttcaaacg attgtattta
   226081 cagacatttc gaaagacggg acacttgcag ggccgaatat agagcaattg gagttactac
   226141 aaaaaagcgt tgctattcgt cttattgctt ctggaggagt tgcatctata caagatgtga
   226201 aaaagttaaa tgatatgaac atatacggcg tcataattgg taaggctctt tacgagaaaa
   226261 cgattgattt agaagaagtg gtagaggtaa caaagttatg ttagcgaaac gtattattcc
   226321 atgtctagat gtgaaagaag ggcgagtcgt aaagggggta aattttatag ggttacaaga
   226381 tgtcggtgat cctgttgaaa tagcagcttt atataatgat gcgggagcag atgaaatagt
   226441 atttttagat attacggcaa cgcatgaagg acgaaaaaca attatagatg ttgtagaaaa
   226501 aacggcttca aaagtattta ttcctcttac agttggcgga ggaatttcaa gtgtgaaaga
   226561 tatgtacaat ttactaagag cgggagcaga taaagtttca attaactcag cagcagtgcg
   226621 aaatccaaaa ttaatcgaag aaggggcaca gcactttggt tcacaatgta ttgtcgtagc
   226681 aattgatgct agaaaagtag cagaaggtaa gtggaatgta tatgtgaacg gcggaagagt
   226741 tgatacggga atggatgcaa ttgggtgggc aaagcgcgtt gttatgcttg gtgccggcga
   226801 aattttgtta acgagtatgg atgcagatgg aacgaaaaac ggatatgacc ttcgtttaac
   226861 agaagaaatt tcaaaaagtg tttccatacc agtcattgcg tcgggtggat gtggtcatgc
   226921 tgatcacatt atagaagtgt ttcaaaagac aacagtagat gcagcgttag cggcatcaat
   226981 ctttcattac ggtgaggcga caatagggga cgtaaagaga aaattaagaa atgcaaacgt
   227041 cgaggtgcgg ttatgaaacc taacttttca aaaggactat taccggcagt tgtaattgaa
   227101 gaaggtacaa aagaagtttt aatgctagct tatatgaatg aagaagcata tgaaaaaacg
   227161 ctaaaaacga aaagaacatg gttttattct cgctcaagaa ggtcgttatg gaataaaggg
   227221 gaaacatccg gacatgtcca acatgtgcaa tcgctttatt tagattgtga tcaagatgca
   227281 atcgttgttt tcgtaaaaca agtaggacct gcttgccata cgggagaaaa aacgtgtttt
   227341 cattacaaaa ttatataggg ggatacatat ggaaaatacc ttcaaattac tattcgaaac
   227401 aattgaagaa cgaaagagaa atccacttcc tgaatcatat acaaattact tgttttcaaa
   227461 aggagaagat aaaattttaa agaaaattgg tgaggaatgc acggaagtaa ttatcgcatc
   227521 taaaaataat gataaagaag agctggtgaa agaaatggtt gatgtattgt atcactgctt
   227581 cgtgttatta gccgaaaaaa atataccatt agaagatatt atggaggaag tgacagaaag
   227641 aaatgggaag ctttcgagag taggggacag aagagaaata gatacattat agggggaata
   227701 ggtatgaaag tggattatca cattcattta gaagaaggac catattcaat agggtggcta
   227761 gctaaaataa atgaagcact gcaacattat gaaccgctta aagaagcaaa acattctatg
   227821 gagtggcttg tgaaaacaca agaacggctg caaagacgtg tgaaagaagg gccgtttaca
   227881 acgaaatgga ttgatttata tttagaagaa gctgtgcgaa aaggtataaa agaagttggg
   227941 attgtcgatc atttataccg tttttatgaa gcgaaagaat actatgaaag atatgttgat
   228001 attagtgatt cgagacttgg tcgtttacag aaggaatggt tagatcaagt aagggtagcg
   228061 tcactacatg attttacaaa ggcaattgaa gaggcgaaag aacgatggag taaaagaggt
   228121 gttacgctta aacttgggat tgaagcggat tactttattg gtggtgaaca agaattacaa
   228181 tctttactcg cattaggaga ctttgattat gtaattggtt ctgttcattt tttaaatggc
   228241 tggggatttg ataatccaga tatgaaagaa tatttcaggg aacatgattt atacgcttta
   228301 tatgatacgt ttttcaaaac ggttgagtgc gcagttcgtt ctgagttatt tgatattatt
   228361 gctcatcttg acaacataaa agtatttaat tatcggttag atgagaatga acaactttct
   228421 tattacaagg aaattgcgcg tgcattagta gaaacaaata cggcaacgga aataaatgcg
   228481 ggtttgtatt atcgttatcc tgtgcgtgaa atgtgcccga gtccgctcta tttacaagta
   228541 ttagctaaac acgaagttcc gattacactt tcttcagatg ctcattatcc aaacgattta
   228601 ggaaaatatg tggaagagaa tgtaaaaacg ttacgtaatc ataatatttc tcacttagct
   228661 acatttacga aacgagtcag aacgatgaga ttactagaag aagtaacaat ttcaaaatga
   228721 tcacgatttt ttgatgaaaa ccgttctttt tgttcaaaat aagaaagaat aaaaaggagg
   228781 gtaagaaatg gcgaaacaac aaaataaaca aaatgtacaa ggtgtacagc aacaatcgta
   228841 tacttctgaa acaacgaata ctgctcagtc agttattgag gagcaaatta gcgatacagt
   228901 tgcagaagga acaattgatg tgaaactcgg aaaagcatcg caagaaaaag cgtaaaaaga
   228961 ggggagactt gcatctcctc ttttttcatg gaaaagtgtc gatttttaaa actataatca
   229021 aattccttgg tttttatatg tggatttctt acaatgaaag ataagagata tcctattttg
   229081 tatagaagag gtgttagtat agtggcaaaa atattagtag caggaaaaat tcccgaaatc
   229141 ggattagaac tattaaaaga tcatgatgtg gaaatgtatg ataaagagga gttaatttct
   229201 ttagatgaat taacagagcg tgtaaaagac aaagatgcat tgctaagcct actttctaca
   229261 aaggtgacaa aagaagtgat tgatgcggca cctagtttga agattgttgc aaactacggt
   229321 gctggttacg ataatattga ttacacgtat gctggagaaa aagggattgc ggtaacgaat
   229381 acaccgaaag tatcaacgga agcgacagca gaattaacat ttgcacttct tttagcagct
   229441 gcacgtagaa ttcctgaagg tgatacgcta tgtcgtacaa cgggatttaa cggatgggca
   229501 ccgttatttt tcttaggccg agaagtacat ggtaaaacaa ttggaattat tggccttgga
   229561 gaaatcggaa aggcagttgc aaaacgtgcg aaagcatttg gaatgaatat tttatataca
   229621 ggaccaaatc gaaaacctga agctgaaagt gaactggaag caacatatgt aacattggaa
   229681 gagttattac aaacagcaga ctttattaca attaactgtg cgtataatcc gaaattgcat
   229741 catatgattg atgaagagca gtttaaaatg atgaagaaaa cagcgtatat tgtaaatgct
   229801 tcacgtggac caattatgca cgaagcggca cttgctcatg cgttaaaaac gaatgaaatt
   229861 gaaggagcag ctcttgacgt gtttgaattt gagccgaaaa ttactgaaga gttaaaagga
   229921 ttaaagaatg tagtacttgc tcctcacgta ggaaatgcaa catttgaaac gcgtgatgcg
   229981 atggctgaaa tggcagtaag aaatatttta gctgtattaa agggtgaaga acctgtaaca
   230041 cctgtaaatc aaaaagtatt cgttacaaaa taaaaagaaa ccttccagtt ccggaaggtt
   230101 tctttttatt tttctttatt tgctcttttt gatggtcttt gtctaaggaa ttgagatagc
   230161 atgtacaaaa tatatagtgg aatagcaatg aataagaaaa cagaaaaatt accgaaccct
   230221 gtttgataca ttgtgataat gattccaact aaaaatagtg taataatgat gctatatcgt
   230281 ggaattggta catcttttaa acttgggata cgaatacggc tcaccattaa aaatgcgaac
   230341 gttacaaata ctgtaataag aacgattttt ggaatggtat gtgaaaataa tgttaagaaa
   230401 gcaacaagcc ctcccgctgc tgtaatcggt accccagtga aatatttcat tgaagtagaa
   230461 gatggtgtta cattaaatcg tgctaaacga tatgctccga aaagagggaa tagccccgct
   230521 atgtatagtc cgatgattcc ataattagag aaagatgtgt aatacataag aacagcaggt
   230581 gctgcaccaa atgttacgac atccgcaagc gagtcaagct cttttcccat ttgtgaatca
   230641 acacgtaata aacgagcaac acgcccatca agactatcta acatcatccc gataagtact
   230701 aaaatagcag ctgatttata atatcctaaa gatgcatagc cgattgacaa gaatccacta
   230761 tataaatttc cgagcgtaaa taagtttgga atagctgctc tatacaaaat ctgatccctt
   230821 gctttctgta ataaattctt aattagtgta tgaaagttta cttattttat cataccataa
   230881 atttattcct catacgaaaa aaattcccaa tttgtgaaag atttcataga agaatgattt
   230941 gaaaaacaag taaaaaaaga agcaactttt ataaagttgc ttcttttact attcaaattt
   231001 cgttgtcatc gttccggttt tatactgatt cgtaggatcg aaacgtaata aatctccata
   231061 aatgagtttg tcggagagtt ttaattcagt ttttgctttt tcaatattag gttgacataa
   231121 tgagatgtct gcttcttcgc ccgtacttct tttatagcac atgttttttg tataaacata
   231181 atcttccgaa acgaagctac catcacgcat taccataagt ggatcttctt ctttaataaa
   231241 taggtcagtt ccaaattcaa ctgatttatt tgttttaata ccaagtaaat gaagtagcgt
   231301 tggtttaata tcaatttgac cagacacttt agaaatgact tttccttctt gaccaggtac
   231361 atgaataatg agagggacgc gttgtaattg catagaatca aatggtgtaa tagcgtcttt
   231421 cccaaggaac tgagccatag ctgcgttatg gttttcagaa ataccgtaat gatctccgta
   231481 aatgacaata acagagttgt catacagtcc ttctgctttt aattgtttaa taaattgttt
   231541 aagagcttca tccgtataac gaacggttgg gaagtaacgg tttacaacgc cactttccga
   231601 attaaactca tcaacatatt gatcttctgg atttagaaga aatggaaaat gatttgttaa
   231661 agtaatgaat tttgtataga acggctgtgg taaagatttt aactttggaa tagattgttc
   231721 aaagaactcc ttatctttta atccccaacc gactgacatt tgttctgtgc ctacgtaatc
   231781 atttaaatta aagtaacgat catatccaag tgcaggatac attacatccc gattccaaaa
   231841 cgctttatca tttgaatgga agacagcaga agaatatccg tattttttta attgttctgg
   231901 tgtagctgta tattcatttg ttgcgtgagt aaagaataca gaaccgcggt ctaacggata
   231961 aagtgaattt tcaacgataa attcagcatc agaagtttta ccttgtcctg tttgatgata
   232021 gaagttatcg aaataaaaac tatctttaat aaattcgttt aaaaatggag taatttcttt
   232081 tccatttatt tttttattaa taacaaaact ttgcgtagat tccattgaaa tcaaaatgac
   232141 atttttacct tttgcagctc caaataagtt cttatcaact tgcttatctt ttgagtctgt
   232201 atagttttta atttcagaga acccgtcccc acttgcaaat acacgttcag ctgaagattt
   232261 tgattgcagt gtaatatcaa atagatgata tgtgtataaa cctaaatttt tcacgacagt
   232321 ttgacgatcg aatgagcgtg agaacatttg tggtttataa ataacagaaa caacaatttg
   232381 tagtgctaat agagctgtta cactgctaaa gaaagttcgc ttctcagagc gagaaagcgg
   232441 cgtcttgtca caaaatgccg ggaatttacg tgaaagaaac attaaaataa tcgcatctgc
   232501 aaataaaagt aatgttttgt acgtaaagag ttcttttata cttgtcccta aatcagccat
   232561 attatttgtt tgaaataaca ccgggaacgt aacgaaatcg ttataaaatc cataaaacat
   232621 tgcatttcca aataaaatga atgatagtat aaaactaatc ccaactataa tgcggtttcg
   232681 gtgtttagat gcaaataaag caaaaccgaa aaataaaagt aacgcagcta gtggattcat
   232741 aaaaagcata aattcttcaa agaaattatc aattttaata tcaaatgcta gcttgtacac
   232801 aatatatgtt tttatccata gtaaaacgac tgcaacgagt gcaaatcgca gttttggaaa
   232861 cagacgttgt agcataatat actcctctcc taaaaagcat gacagttctt gtgagccgat
   232921 ttgattagcg cctcatttta tatatacgaa cagtcctttg ttattatgtt tattatacta
   232981 tgagtatcat tatacgaaaa taaaagagag ttgtggactt ttttataata attgagtaga
   233041 aaaaggacag taggagacaa taaaatggag tttctatgta tgattattat cgtgcgcaga
   233101 aagaattgtg taacaatacg gaggttataa tgcgaaaatt attatatttt atagtatgca
   233161 gtagtgttat actttttgct tcaccgagtg tgtcggtagc tcaatatgag gcacctctta
   233221 tggaagatgc cctttattct gtattattcc cgaaaataaa taaagcgatt gaaaaacaat
   233281 atgggagctt gaagccgtat caatgtccta aaattattag tttaaaaaaa gtgtatagcg
   233341 gtacatattt atttcaagcg agtattgaag tgacaaagta tgaacgagtc gctgggaaaa
   233401 ttgctccacc atttgagaag gtaacaatta catttaataa cgacgaaggc gaatgggaag
   233461 tgacgaaggt tttagtaaag cgcttaccaa atgatacgaa actaaactgc aaaaaataat
   233521 ataaaaaatt gtttgacaaa taaaatggtc ctttggtatt gttaatagca acaattagat
   233581 gtttgaaaat taaatagact tacctcatct actctcaaag gtagaggccg cgataggaaa
   233641 gagtaagcta tgggagattt aatggaatct gtgatcatag gttgaaaggg actattgccg
   233701 aaatataaga ataaccatct tattcatata ttgggactgc attgaataaa tgtagtactg
   233761 tcataagatt tattttatgg agagctattt ggagatgttg atgcggtttc ttattttgag
   233821 gagataacaa ctcgtttatt ttttcaatat atatttttcc taataagaaa cgcgtgtgaa
   233881 cattgttccg cgcgtttttt gtctatctaa aagcgtgctg caatgaatag aggattgggg
   233941 ttatgagttt tagaggaaat aagggaggaa ttcaaatgta tttacacggc acaagccgaa
   234001 tcaatgggca aggacactta gaaattggag ggtgcgatac gacgcagcta gcaaaacaat
   234061 acggaacacc gctttatgta tacgatgaag agtcaattcg aggaaagtgc cgcgcatttc
   234121 atcgtgcttt taaagaaagt gggttctctt atcaagtagc atatgcaagc aaggcgttct
   234181 tgtgcatgga gatgtgccga gtagctcgtg aagagaatat gtcattagac gttgtttctg
   234241 gaggggaatt atatactgcg cttcaagcag gatttccggc atcacgcatt cattttcacg
   234301 gcaataataa aacagaagaa gaaatcgtga tggctcttca ggcgaatatt ggttgttttg
   234361 ttgtagataa tttcttggaa ttagaaattt tgcatgattt agcagtgcaa catgggaaat
   234421 ttgtgaacat attaattcgt gtaacacctg gagtagaggc gcacacacat gaatatatta
   234481 caacaggtca agatgattcg aaatttggat ttggcgtgtc aaatggtcaa gcgatgcagg
   234541 cgattgagct tgctttacaa aaatcaaatt ataacgtgtt agggattcat tcacatatcg
   234601 gatcacaaat atttgaaacg gctggctttg tgcgagcgat tgaagttctt catcaatttt
   234661 tagaagaagt gagagagcga acaaactatg tagtaaaagt gctaaatgtg ggcggaggat
   234721 ttggaatacg ctacacagag tcagatacac cattaactct tgagacatac gtgcgagctg
   234781 taacaagtgc agtgagagaa caatttacag tatgtaatta tccattgcca gaaatatggg
   234841 ttgagccagg tcgtagcatt gtaggggatg ctggaacgac actttataca gtcggatctg
   234901 tgaaagacat tcctggtatt cggaaatatg tatcagtgga tggtggaatg actgataatt
   234961 taagacctgc tttatataac gctcgttatg aagcaatgtt agcaaatcga gggaatgatg
   235021 agaatgagga gactgtttcg attgcaggca aatgttgtga gagcggagat atgttaattt
   235081 gggatattac tttaccgaaa gttgcttctg ccgatttact agcgatttct tgtacagggg
   235141 catacgggta ctcgatggcg aataattata atcggattcg tagaccagct gtcgtcttcg
   235201 tgaaaggtgg tacatcacaa attgttgtag agcgcgaaac atatgaaaat attattggga
   235261 acgatcgcat acgtattaaa gaacttgttt aagagaggaa aaggagttgt tcggatgggc
   235321 aattcctttt ttgtaaaata aaataattaa aatatatcgg aaaactagga ttgaaaaaat
   235381 cagaattgtg ataaaataca aatacaaagc ttatcaagag aagcggaggg aactggcccg
   235441 gcgaagctcg gcaacctgct tatagaaagc aaggtgctaa atccagcaaa atggaatcca
   235501 ttttgaaaga taaggtaaaa tatattaccg aacagtcttt tcgaaatggg aaagattttt
   235561 tttatgaata aaaagggggg ctgttcgcgt gagcgtacgg gaacattttg aggaagtgtc
   235621 tgagagaatt caagcgatgc ttgctgatat gaaatatggt tcaattacaa ttgttgtaca
   235681 agatggaaaa gtcattcaac tagagaaaag tgaaaaagta cgtttaaagt aaaaagcgct
   235741 gactagaaaa actagaggcg gttttaacct atttcattag gttaaaaccg tctttttgct
   235801 tttacagggg gaaaaaacat gttgacgtat gaaacgtggg aagaaaatga aacgaaaggc
   235861 gcgctatcag tattaagttg ggcgtataaa gaatataaaa gtgaaattgt atacgcatgt
   235921 agcttcggag tggaagggat ggtactactg gatcttatta accaagtaaa tccatctgct
   235981 aaagttgtat ttttggatac aaacgtacat tttcaagaaa cgtatgaatt aattcaaaaa
   236041 gtgcgggaac gatttccttc attgaatatt atagaaaaac agccaaaact tacacttgat
   236101 gaacaagaca aattgcatgg tgacaagcta tgggaaagca atcctaatct ctgttgtaag
   236161 attagaaaaa ttttaccgtt agaagaatca ttagcgaatg aaaaagcgtg gatatcaggg
   236221 ttgaggagag aacaatcaga aacgcgtaag catacaaagt ttataaatca agatcatcgt
   236281 tttcaatcta ttaaagtttg tccgctcatt cattggacgt ggaaagaagt atggcgatat
   236341 gtatacaagc atagcttgcc gtataactca ttacatgata ttggatatcc aagtattggg
   236401 tgtgagaagt gtacgttgcc tgtaggagag ggtggcgatt cgagagatgg tagatgggct
   236461 gggaaagtga aaactgaatg tggtcttcat tatcaataag atgaatcttg aaataaaaca
   236521 aagaggagat atagaaaatg agtacagtaa acgaattggt aaaccttgta gacgagacat
   236581 atgacatatc acaaattgaa aaagaaattg ggctagataa cattgcgtta agtgatttag
   236641 aactattagc gacaggggga tatagctcgc ttactggttt tttaggaaag aaagattatg
   236701 attcagttgt agaaacgctt cgtttagata atgggagcgt ttggagtata ccaattacat
   236761 taccagtaac agaagaagtg gcaaagagtc taaaatctgg agaggaagta aagtttgtta
   236821 acggtggaaa tgtatatggt gtcattcaaa tagaagatat ttttgtgcct gataaggaaa
   236881 aagaagcgtt actagtatat aaaacgacgg atgaggctca tccgggagtg aaaaaattat
   236941 atgaacgacc gaacgtttat gtcggtgggg ctattgttct tacgaaacgc tttgaaaata
   237001 atccgtttcc ttcttatcat ttagacccaa ttgaaacgag agaagaattt aaaaaacgtg
   237061 gttggaaaac agtagtagga tttcaaacga ggaacccggt gcatcgtgcc catgaataca
   237121 ttcaaaaatc tgctcttgaa attgtagatg gactcttttt aaatccgctc gttggggaaa
   237181 caaaatcgga cgatattcca gctgatgtaa ggatggaaag ctatgaagta ttacttcaaa
   237241 actattatcc gaaagatcgt gtctttttaa gtgtatttcc tgcggcaatg cgttacgcag
   237301 gaccgaggga agcaatattc catgcattag ttagaaagaa ttttggatgt acccacttta
   237361 tcgtagggcg cgatcatgct ggggtaggag attattatgg aacttatgaa gcgcaagaaa
   237421 tttttacaaa ctttacagtg gaagagttag ggattacacc gttatttttt gagcatagtt
   237481 tttactgtac gaaatgtgaa gcaatggctt cgacaaaaac atgcccgcac ggaaaagaag
   237541 atcatgttat tttatcgggt acgaaagtaa gagaactatt acgaaacggt gagattccac
   237601 caagtacatt tagtcgtaaa gaggtagtag aggtactaat taaaggtttg aaaaaagaag
   237661 tagtaacaga atagggagag aatgagatgg atacgaatat tacttggcat acagcttctg
   237721 tttcaaaaga tgagagaaga gtgaagaatg ggcatcatag ttttgtaatt tggtttactg
   237781 gtttatcagc ttcgggtaaa tctacagtag cgaacgcggt tgctcgtaaa ctatttgaaa
   237841 agaatattgg aaactatgta cttgatggag ataatatacg ccacggttta aataaagact
   237901 tagggttctc tgaaagtgat cgtatggaaa atataagacg gattggcgag gtggcgaagc
   237961 tatttgtaga tcaaggagcc gttgttctta cagcgtttat ttcaccgttt cgagtcgacc
   238021 gaaaacaagt tagggatcta ttagctgtag atgaatttat agaagtgttt gtaaaatgtc
   238081 caattgaaga gtgtgagaaa cgtgatccga aagggcttta taaaaaagca agaaaaggtg
   238141 atattaaaga gtttacaggt atcgattcac cgtatgagga accagagaaa gcggaattaa
   238201 ttgtagaaac gcataagtat tctattgaag aatgtgcaga acaaatcgtg aagtacttac
   238261 aagagcgtag tttgatatag ggggataaaa aatgagttat gaaaaagtat gggctaacaa
   238321 tgaaaaatta aatcaaactg agaaaaataa attaaaaaaa gatggattgg aaatctttaa
   238381 tgatattcct tactatgcag agaatggctt cgaatctatt ccgaaagaag agtgggacgc
   238441 attcaaatgg gcagggttgt atttacaaag accgaaagaa gctggttatt ttatgatgcg
   238501 cgtaaatatt ccttctggga ttattacgaa tgcacaggca gaagtgcttg cttctatcgc
   238561 tgaggattat ggacgtgacg taatcgatat tacgacaaga caggcgattc agtttcattg
   238621 gttagaaatt catcaaattc cagatatttt taaaagatta gcaagagttg ggttatcttc
   238681 agctggagcg tgtggtgata taacgcgtaa tattacagga aatccacttg ctggtattga
   238741 tgcaaatgaa ttatttgata caacgcatat tgtgaaagag gtatatgact acttccaaca
   238801 taatgaagag ttttctaact taccacgtaa atttaaaatg tctattagtt ctaacattta
   238861 taacgcagca aatgcagaga ttaactgtgt tgcatttaca cctgctaaga aagagataga
   238921 tggtgagaaa aaagttggtt ttcatataaa agtaggtggt gggttatcag ctcgtccata
   238981 tttagctgat gaattagatg tattcgtttt accagaagaa gtgaaggcgg tagcgattgc
   239041 gattgctacg atattccgtg attttggata tcgcgaaaaa cgtcatttag ctcgtttgaa
   239101 atttcttgtt gcagactggg gagcagagaa gtttaaagag aaactaatag agtatacagg
   239161 accattacaa agtaaagggg aaagtgctct caaaggctgg aatgcgggat acttttatgg
   239221 tgtccaagat caaaaacaag agggactaaa atatgtaggt tttaatgtgc cggtagggcg
   239281 cctacatgca gaagaaatgt ttgagattgc aagaattgca aaacaatatg gaaatggaca
   239341 aattcgtaca tgtaattcgc aaaacttcat tattccgaat gttccgccgg aaaatgtaac
   239401 gggcttacta actgagccgt tgtttgaagc gatatcagcg aatccgaaat cgtttattgg
   239461 tcacgcggtt tcttgtactg gtattgaata ttgtaatctt gctttagtag aaacgaaaga
   239521 aagattacga aaaattgccg aatacttaga tacacaaatt gcactcgatg ttccggttcg
   239581 tattcatatg gtaggatgtc cgaattcgtg tggtcaacgt caaattgcgg acattggatt
   239641 acaaggtgtg aaaatgaaaa cgaaggaaaa agggattgtt gaagcatttg aaatatatgt
   239701 aggtggaacg ttgttagatg gtggtgctta taatcaaaag ttaaaaggaa aaatagatgg
   239761 tgaggatcta cctgatgtac tcgcatcatt tataagttat ttcaaagaaa ataaattacc
   239821 ggctgaaacg ttttatgatt ttgtaggccg cgttggtgta gagacattac aaatagcgtt
   239881 aaataacgtg ttagaagaag taatagcgtc ttaggagggg caatatggat ttatatcgat
   239941 ttgaagctgt attagagaat agtattgttc caattgttgt tgttgttgct gaaagtgaag
   240001 aaaaggcatt taagatggcg gagattgagc ttgaaaaaca ttttttaccg ttaccagagg
   240061 taaaggagat tgctttattt gaaaaaaaga agattcgaaa aagcgcggcc tttgttattc
   240121 atgagtaagg aacattgaaa tatgaagaaa tgaaaacttc cattcatata taaggatgga
   240181 agtttcactt taatagtaga aatgaggaga aatgatggga aaagtatata tcgttggggc
   240241 gggccctggg gatccagatt taattactgt gaaaggattg aaatgtattg agaaggcaga
   240301 tgttattttg tacgaccgtc ttgtaaataa agaattgctt tcctatgcaa agcctgaagc
   240361 ggatttaatt tattgcggaa aactaccaaa ttatcacacg atgaagcaag agacaattaa
   240421 cacgtttctt attaaatatg cgaaaaaagg aaaaattgta acgagactta agggtgggga
   240481 tccatttgta tttggtagag ggggagaaga ggccgaagcg ttagcaaagc aaggtgtacc
   240541 atttgaaatt gttcctggta tttcagctgg aatagctgca ccagcttatg cgggtattcc
   240601 agtgacacat cgtgatgcaa gtgcaagctt tgctattgtg acagggcatc gaaaagaaga
   240661 tgctgcagag gaagtgaaat ggggaaattt agcgaaaggt gtagagactt tagcagtata
   240721 tatgggggtt agcaatttac cctatatatg tgaacaactg atgaagcatg gaaaagataa
   240781 aagtacgcct gccgctatta ttgagcgggg aactacatct atgcagcgca cagttgttgg
   240841 gacgttaggg acaattgtag atgttgcgaa aaaagaacaa attcaaaatc cgagcatgat
   240901 tgtaattgga gaagtcgtcc gttttagaga aaaaatccat tggtttgaaa agcagacaga
   240961 aagtacgtat caagtaagtg gagtgttata aaatgaaagc catcttatat atatgtcatg
   241021 gaagtcgctt gaaagcagct aaagaagaag cggttgcatt tattacgtca tgtatgaacc
   241081 gtgtagaggt aagtattcaa gaaatttgtt ttttagagtt agcgagtcca actattgatg
   241141 aagggttccg tacatgtgtg aagcgtggtg ctacagagat tatcgttatt ccagtttttt
   241201 tattagcagc aggtcatgta aaaaaagata ttccgtttga attggaaaag ttaaataatc
   241261 aatatccaag tattaaagtg acctatggta atccatttgg cgtatcagaa gcacttataa
   241321 aatcagtgta tagcggaagt ggcattgaac aggaaaataa gaatgaagtg acgttacttc
   241381 tcgttgcaag agggagcagt gatcctgaag tattaagaga tataaactgg attgcttctt
   241441 tatttcaaaa ggaagagaag attaagaaag tagaagtttg ttacttagcg gctgccgagc
   241501 cgaaatttga ggagaagtta aaggaagttg tagaacgaaa agaaaagaat atcgttgtgc
   241561 tgccttactt gttatttaca ggtttactta tgaaacatat tgaaaaagaa gtgcgccaat
   241621 atgagctaga tgagataaaa ataagtccgt atttaggaaa gaatgaagcg tttcagtata
   241681 tgttaattca gaaaacgaag aaattattga agggagatca atatgtatcc acttacagtg
   241741 cgagttgaga agaaacgtgt tgttgtcatt ggtggaggga aagttgcggg atttaaaatt
   241801 attcctttgc taaaacaagg tgcagatata gttgtggtaa gtcctgaatt ggatgcgaat
   241861 ttagtgaaac ttgtagaaga aaagaaaatt cgttggtatc aaagagaata tgaaaaaagt
   241921 gatattaatg gtgctttttt agttgtagcc gcgagtagtg atgccgtatt gaacgaaaag
   241981 gttgctgaag atacggcaga aaatcagctg gtaaatgtta ttacgaatcc ggaaagtgga
   242041 aatgttcatt ttccggcggc gtttcatcgt gggctactta atatagctgt ttctaccggg
   242101 ggagcgagtc cgaaacttgc aaaaaaaatt cgagatgata tcgcaaataa atatgatgag
   242161 gcgtatgaat catatcttga ttttttatac gaagttagaa taaaggtgaa agaattacaa
   242221 atagagaaaa gagagagaaa tatattgttg caagaggtat tgaagtcaat atatgttcaa
   242281 aatgaacaaa aaagagaatt gtttttacaa gaattagaga gaagagttca tataggatga
   242341 tgaataaatt gtactttaca actataagaa tataatttat aatcacaagt aacttcaata
   242401 gatgaaatcg atgagcaaga agagtatgta tatttgatac gttcagagag ctgggggaag
   242461 gtgtgagccc ggtacgataa aatatacaga atgggcttgc gagaggtatg ttgaacattg
   242521 tagtaggcaa cccgggttcc gccgttaaaa ggatagagta tcggagtttt tcctgtactt
   242581 gaacaagtgg gatttatcaa tccaattgag gtggtaccac ggtattaaca ttacatatat
   242641 cgtcctctac atgcatattt gcgtgtaggg gactttttta ttttctaaag gaggtgtgcg
   242701 agtatgaaat gaaagtgtat aattaataaa agtttaaata ttcagaaaag gggaatttat
   242761 gatgaaagaa acacagcaat ggacgtcgaa aataggattt gtactcgcag cagccggagc
   242821 cgcagtaggt cttggtgcga tatggaaatt tccatatgtt gcaggtaatg gcgggggagg
   242881 cgcattcttc cttgtatttt tactattaac tttatttata ggtatgccgc ttctattagc
   242941 tgaatttgtt attggacgta gtacgcaaaa agaggcagtt acagcgtata aagtattggt
   243001 gccaaatagc aagttatatc cttggattgg tcgtatggga gttgttactt gttttagtgt
   243061 actatctttt tatagtgttg taggtggatg gattttactg tatttatact atagtattac
   243121 aggaagcttc tggaatggtg ttgttgatta cggaaaattg tttaatgaaa cgatttcaaa
   243181 tccgctaagt gcgattggag cacaatttat ctttatgctt tgtacgattt ttgttgtaag
   243241 taaaggtgta gagaaaggga tagaaaaagc aagtaagtat atgatgccgc tattatttat
   243301 tttatttatt gcgatcattg ttcgtgcatt aacacttgat ggtgcttttg caggagtaga
   243361 gttcttttta aaacctgatt tttcaaaact aacagcagat acggttttat acgcgatggg
   243421 acaatctttc ttctcgctca cagtaggtgc ctcagtaatg gtaacgtata gttcgtattt
   243481 gaagaaagaa gaacatttag cgaaatcagc aacatctatt gtaagtttaa ctgtttttat
   243541 tacagtactt gcaggattag caattttccc ggcgattttc gcattaggcg ttaagccgac
   243601 tgaaggacca ggactactgt ttatcgtcct tccagcagta tttgcgaaaa taccatttgg
   243661 acaatttttc ttcattatgt ttttagtttt attcttcttt gcaacattaa catctgcgat
   243721 ttccatgctt gaaattgtag tagcatctgt tgcgaaagat aatgagaaaa aacgtccgtc
   243781 agcatcatta ttaatcggta ttcttatttt tgcagtcgga attccgtcag cattatcgtt
   243841 tggcattatg agtgatgtga aaatatttgg gaagacattc tttgatttcg tcgattttgt
   243901 ggtaagtaat gtattattgc cactcggagt actagccatt tcgctattcg taccaaataa
   243961 aatgagtaaa gaaatgttaa tgaaagaatt agaagttacg gaaacgaaag gaaaaacatt
   244021 atttaatatt tggttcttct tgcttcgtta tgttattcca gtaactgtaa ttattgtatt
   244081 tttaaatgcg ataggcgtat ttaaaatgtt tgcataataa aaagacggag aaagctccgt
   244141 ctttttatta tgtggtaggt gtatttaatg agtgattata tgctttataa gctgtgatga
   244201 ttgcaaggaa taatctgatt aaaaataacg ctgaatcgcc aaatgtaaat ttctctagct
   244261 tcttctattt ttcgctgtaa ttgtgtattt atatgattcc cccgtaaaat ataggtagtt
   244321 agttgtagtc tatattttcc gggggaaata aaaaactcgg tatgcaccga gttttttcta
   244381 taatccgata taaggagatg gatcaactgc gtttgtcttg ccgacgttcc attctccaag
   244441 gtgaagttcg aagtgtaaat gctgtccgta tgattgacca gtgttcccca taaatccaag
   244501 ttgtgttcct tgttttacag tttgtccatt tgatacagaa cggctactca tatgagcata
   244561 tactgttgtg tatgtttttc cgttaatacg gtgagataag tacacaacat ttccataact
   244621 agaagataat tctgagcgaa taacaacgcc atctgcagcg gcaataatcg gaacggttcc
   244681 tgaagctgcg atatcgattc ctttatggtt atctatagaa cgcacgccaa acccagaagt
   244741 ttttgatccg gctgctggtt taataaagcc gccaatattt gtatcgtgtg gtgttggagc
   244801 tgcttgagct ttttgagcag atgtagtagc ttgtttacga gcttcttctg ccttacgggc
   244861 ttcttctgca cgtttttctt cttcaattgc tttttgaaca gcttgacgct gattttctaa
   244921 aataccttta gattcttcta atccttcaat ctctgaatct acttttgcta ctttcgtatg
   244981 tagatcgcta ataaaggttt gctgctgttg ctgattcgtt tgcaactctt gttgtttgtg
   245041 aactaatttc tgttcagctt cttttaattc ttgctctttt ttctcaaccg cctctttttc
   245101 tttcgttaca gcattttggt cagttgtttg ttttttcacg atatcggtat cgttgtttaa
   245161 aattaaactt acagagtaca tattatcaac aagatcagcg atgtttgtag aagttgttaa
   245221 tacctctgta ataatatttg tgcgaggttt ttcttgcata gattgcaaac gttgcttaat
   245281 aacttcctgg cgtgtatcta tgtttgtttg taattgctct atatgtttct ttttttcagc
   245341 gattacttgt tgtgttttac taatttcttt ttttgtatcg tttaattcag cctcgttttt
   245401 attaatagaa gtagttaaat cgtcgatttt cttttgtaat tcttgaattt ccttttctat
   245461 ttgttctttc tcggctgatt tattttgtaa gtcattttgt tttccttcta attcagattg
   245521 aatattagat aatttatctt gattcgtttc agcgtatgcg ggtgatagta atggagaaac
   245581 aaaaattgtt cctgctgcta aaacgctgaa cgctgcaaat ttctttttca tggttgtctg
   245641 gctcctttcc ctatgaatgt tatatatcat aagaagaaga gtgtctatcg ttgtaaccat
   245701 aatgtaaaga aaattttata aaattgctaa gttttgtcgg aatttatcat ctttcgacga
   245761 taaatttcac tgttgatgca ttttttatat ttgtgtaaca aggatttatt tttagatttt
   245821 tttgtaaaat aaaggaaaaa cgattttatt ttatgtagtg aaatattagc taagaatcaa
   245881 taaaatactg gtgaggaatc gttctcatgt taggttttct aacatgggtt ttatttttgt
   245941 caagaaaatt atttgcgttc gggaaaagtt attttgttgt cagattttaa attttgattt
   246001 atgattttta acagggacaa aatgtagtga attgtcgaat aatatgtaat actcttaatt
   246061 tcaagtttta tagaaataga atgaaaggta gagtgacaca tcgaagaggg ggttacaaca
   246121 agtatgaaaa gaataggact tgcatggcaa atattaatag gacttgcgct tggtattgca
   246181 gttggggcga ttttctttga taatccagcg gttgtgaaat atttacaacc aattggtgat
   246241 attttcatcc gattaattaa aatgatcgtt gtaccgattg ttgtagcaag tattgttgtt
   246301 ggggttgctg gtgttggtga tgttaaaaaa ttaggccgac taggcggaaa aacaattatt
   246361 tactttgaaa ttattacaac aattgcaatt attgtcggtc tattaattgc gaatattttc
   246421 caaccaggaa aaggcgtaaa tatggagcag ttaacaaaga cagacatttc gaaatataca
   246481 catacgacag agcaagtaca aagtcattca tttgcagata catttgtaaa tattgttcca
   246541 acgaacatta tgaagtcatt agctgacgga gatatgcttg ctattatctt cttctcagta
   246601 ttatttggtt taggtgtagc agcaattggt gaaagaggaa gaccggttct tcaatttttc
   246661 caaggtgtag ctgatgcaat gttttacgta acgaaccaag ttatgaaatt tgcaccattt
   246721 ggtgtgttcg cattgattgg tgttacagta tctacattcg gtttagcttc attaattccg
   246781 ttagggaaat tattaattgt agtatacggg gcaatgattt tcttcgttgt agttgtctta
   246841 ggacttacag cgaaaatatt tggaattaac attttccaat tctttaaaat tttaaaagac
   246901 gaactgatct tagcgtattc aacagcaagt tcagaaacag ttttaccgaa aattatggag
   246961 aaaatggaga agttcggttg tccgaaagca attacatctt tcgttattcc gacaggttat
   247021 tcatttaact tagatggatc aactttatat caagcaattg cagctatttt cttagcgcaa
   247081 atgtacggta ttgatttatc tattacagaa caaattacat tattacttgt attaatggtt
   247141 acatcaaaag gtatcgcagg tgtaccgggc gtatcattcg ttgtattatt agcgacactt
   247201 ggtacagtag gtattccagc tgaaggctta gccttcatcg ccggtattga ccgtatttta
   247261 gatatggctc gtacagcagt taacgttgta ggtaactctt tagcagctgt agttatgtct
   247321 aagtgggaag gtcaatatga cgctgaaaaa ggacaagctt atttgaaaga aatttctaat
   247381 aagcaagcag cttaattata atttgaaaaa agctctcaca taatatgtga gggcttttct
   247441 atatagaagg gaagcggacg taatgaaacg taaatatggt gacggttctt cgtggaagcg
   247501 actaatagaa aggaattata cggttaagca gatagaagag ggaatgctag gaatactgga
   247561 aataaaaaag gtgagagaac ctagttataa agaatatgat ggtaaggaac tttgtattgc
   247621 ttgtaatcag tatacgtgga ttcagtattt catagatggg aaaaactttg cgattaccgc
   247681 tatgttagat aatcagaaaa cattagtgca atattatatc gatgtggcga aagaatatga
   247741 aatagacgac cgtggtttac cgtattttga tgatttatat ttagatgtag tattattacc
   247801 gaatggtaaa atgtatgtat tggatgaaga tgagttagag gatgcttata aaagtggcga
   247861 tgttacaaaa gaagagtatg agttagcttg gtacactaca aagtggatta tagctgcaat
   247921 aaaaaatagt gaattttatt ggatttcaat attggaagaa gaaatcaaaa agttaaaatg
   247981 attattgtat tcaaattttt gtataattac caaaaaaatc tatacaaaaa ataattgact
   248041 tttgttttgt aagcgagtaa agttagggaa gaaattatta ttaaaaaata aatatgaaac
   248101 cttcttataa agagaggcgg agggactggc cctacgatgc ctcggcagcg gactcgattt
   248161 tagagtgctg tgccaaatcc agcaagcatg tgcttgaaag atgagaagag cgtttcttat
   248221 agatgtataa gacctcttct cgttggaaga ggtcttttgt tattcattag aaaaaaggtt
   248281 gaaactaggg agagatggta ctttgaaaga aacgagagga aatggtttgg ctttattacc
   248341 acttgggata tttttggcgc tatttatagg ttctggaatt attacaggtg atttctataa
   248401 attgccgata cttgtagcaa tttcaattgc tgtaggagtt gctttagcga tgaatcgtaa
   248461 agaaagcttt catgtcaaag tagaaagatt tgctaaaggt gcaggaaacc cagatattat
   248521 gattatggtt ctaatctttg tacttgcagg agcattttct gaaacggcaa aagggatggg
   248581 cggcgttgat tctacagtta acttagcgtt atcaatttta ccgcaaggat ttattatagc
   248641 tgggattttt gttatagggg catttatttc attagcaatg ggaacttcaa tgggaacaat
   248701 tgccgcatta gcaccgattg ctgtaggtat tagtgggcaa actgatatct ccattgcgct
   248761 tgccatggct accgttgttg gcggggcgat gtttggtgat aatttatcat ttatttcaga
   248821 tacaacaatc gcagctgtac gttcacaagg aacagaaatg aaagataagt ttaaaacgaa
   248881 ctttttaatt gtattaccag cggctattat tacaattgta ctattagtaa ttcttacttt
   248941 aggaagcgac acgcaagtta aagcgcatag ctttgacttg ataaagattt taccgtatgc
   249001 aggagtactt attacagcgc tacttggttg gaatgtactg attgtattaa ctggtggaac
   249061 tgtactatct ggggttatcg gtcttttaga tggaagttac acgttagaga gcttctttaa
   249121 aagtgtaacc actggaatgg gcggcatgat ggagttagta ttactcgcta ttttaattgg
   249181 cggtatggtt gaattaatcc aatataatgg tggtattcaa tatttaatga atcttttaac
   249241 gcgtaacatt cgttctaaaa aaggagcaga gttcggtatc gctggtttag tagggatgac
   249301 gaatatgtgt acagcaaata atacgatttc tattatcttt acaggcccac ttgcaaaaaa
   249361 cattgcagat caatatgaaa ttgatcctcg taaatcagcg agtgtattag atcttttctc
   249421 atgctgtgtg caaggattaa ttccgtatgg tgcacaaatg ttaacagcag caggatttgc
   249481 ggcgttatct ccaattgaat tgttaccata tgcgttttat ccgatcttag ttggagtatg
   249541 tggaatcatt tctatattaa ttggtttccc gaggttttct aaagtaacgg aaaagaaaga
   249601 gtatcataaa acagcataat gaaaatgaag tttattaaaa gtaacgaaag ccgttcagag
   249661 aatgttctct gtgcggcttt ttttgtgcga taaaagagtg aataatctca tgctacctta
   249721 tgtttttaca aaaggctgaa tgcaactcgg tcttaagtct gagttgaaaa cggttcttaa
   249781 gctcgttatg gaaaaaagaa aaaatagtta agataagagt atcaaatcga agggaggcaa
   249841 gcacaagatg aaacaatttc tagcgtttat cgcggctggt attttagctt taattgctct
   249901 tggcagtctt gctggtatta taggattcgc aattggagca ggagttgtgt actggagcta
   249961 taaatcattt gtgcgagcac aatcattttt tggaaagtta gcttggggta ttgttggttt
   250021 aatcggcttg tccatcgccc tttctcattc cccagcatta atcggtattg ccgcattagt
   250081 agttttatac tacggatacc gtgagtggaa aaaagaaaaa gatgtagttg ttgattctgc
   250141 tccagaaagt tctaaaccat atagcaactt tgaagatgag tggaacaagt taatgaaaaa
   250201 ctaataaaaa ataaatcaaa tcaaatttat aaagtagaag agaggaagat tataatgaaa
   250261 caatctttat tcggacgtgt acgcgatgca attttagcag attttcataa tgtattagat
   250321 gagaaagaaa gaaaaaaacc aattgctatg ttaaaccaat atttacgcga tagtgagcgt
   250381 gaaataacaa aaattgagaa gttaattcag cgtcataaaa cattaaaatc gaactttgct
   250441 cgtgaacttg agcaagctcg ttatttcgta aataaaagat caaagcaagc gcttatcgct
   250501 caagaagcag gcgaattaca actacatgag cgtgcattag aagaagtagc ttactatgaa
   250561 gggcaagtaa ctcgattaga agaaatgtat gcaggtgttg tagagcaaat tgatgagtta
   250621 gagcgtcgtc tttctgaaat gaaaaataaa ttaaaagaaa tgcacgcaaa acgtatggaa
   250681 ttaatggcac gtgaaaatat ggcacatgca aatcgtcgta tgaatactgc gatgcataaa
   250741 atggatgaaa ataatccatt cttacgcttt gaagaaattg aagagcatat tcgtgactta
   250801 gaaactcgta tgaatgatga gcatgaacgt gacacatttg atatgaaaat tgcaaaactt
   250861 gagcgtgaaa tgaaagaaaa gaacgatgta tcgttaacga aagagttaac aaaataatag
   250921 tagtatatta taaaacaggc ttatgatata gtgataggag aaaaggtgtt ggaaagcaat
   250981 gccttttctt ctatgtatat gtgacaagaa ggggggagct gaaatgaaga agcatttttc
   251041 aaaaacacaa ttaatgggga tgctcctcat catatttgga ttcggtcttt ttcttgatat
   251101 gatacttgga cattttgaac caggtggtct tatttttgca tttattatgc ttatgtttgg
   251161 aaggcattat cgtaaaaaga atcgttatgt acggggaaat gtatttttat ttgttggtgg
   251221 tatcgtattt ttattcttct tattttcatc agcagcattt gttcttgtcg tatttgcttg
   251281 tttagcttta attggttatc aattgattca acaaggacat aagcaaaagg caatgaaggt
   251341 tgaaattaaa gaaaaaggga ttatagacga agagaagcaa atatatcgta cagaaccata
   251401 tttaaaaaac atgtttgtag gtaatgtacg aatgatggat catatttatg aacttgagga
   251461 tattaatgtt caatatggtg cttgtgatgt ggaaatagat ttaacaactg ctatgattcc
   251521 tgaaggggag acggtaattg ttattcgggg tgtcgttggt aatattcgtt tatatgtgcc
   251581 atatgatatt gaactgtctt taaatcattc tgttattgtc ggacgtgtgc tcttgccagg
   251641 tcatgaggag acagggttta accgtaatgt tacatttaga acagagcagt ataaagaggc
   251701 tcctcgtcgt attaaaatta tttcttcgct tgtcgtaggc gatacggaag tgaggaaagt
   251761 ataatgaaga aacaaaaaaa tatttcgtgc atgtatattc gttattctat gttgtcctca
   251821 gttagtatcg cactcatttg tacaattgta tatgtatgga aaagcgagca acaagtgtat
   251881 gatttattat ggaaggaatc catcgcttct gttccaattg gcttgtttat tatgactaca
   251941 agtttactta tcgggggaat tgtaggatat gcaatcggtt actatataga gcagcgtata
   252001 caagggttaa atacgtttct atttgaagtg gagcgaggga attttccgag cgatgtttcg
   252061 tttactgcag atgatgaatt tcatgaagtg gaacgaaaag taatcgtttt ggctcgtcga
   252121 ttagaggagc aagctggact ctttcaaaaa gtaacgaatg aacgagctca ttggaatgaa
   252181 gagatgagac aagaagcgat ttcccaagaa aggcatcgat tggcgaggga gctgcatgat
   252241 tctgtaagtc agcagctttt tgcaatgtcg atgatgatgt cggctattaa tgaacaagta
   252301 gctgaaattc cagaaacgac gaaaaagcag ttgcagcttg ttgaaaatat ggttgtaaat
   252361 gcacaatcag agatgagagc attgcttctt catttacgcc cagtgcagtt agaaggtaag
   252421 aaactaacag agggtataga agaattatta acagaactgt ctagaaagca acatatgaaa
   252481 attgaatggt taattgaacc gattcaatta aaaaaaggtg tagaagatca cttattccgc
   252541 attgtacaag aggcgctgtc taatacttta cggcatgcga aagcaaagaa aacggaagta
   252601 cgtttacgca aaattgagca atatgcaata ttgaaaatta ttgatgatgg tgtaggtttt
   252661 aaagtaggag tgaataaggc tggttcttac ggattaagat caatgcaaga gcgagttcat
   252721 gaaattggtg gtacattaaa agtgcttagt tttccaaata aaggtacaca aatagaagta
   252781 aaagtaccga ttatgattga gagaggggga gaatcatgat aaaagtatta ctagtggatg
   252841 atcatgaaat ggttcgaatg ggtgtatcag catatttatc aacgcagcca gatattgaag
   252901 tagttggaga agctgaaaat ggaagaaaag gttcagagtt agcactgcaa ttaagaccgg
   252961 atattatttt aatggatctt gtcatggacg agatggatgg tgttgaagca acacgtgcta
   253021 ttattcaaga atggccagaa gcaaaaattg tagttgtaac gagcttttta gatgatgaga
   253081 aattgtaccc tgttattgag gccggagcga ccagttattt attaaaaaca tcaagagcga
   253141 gtgatatagc agacgctgta cgggctactt atgatggaga aacggtatta gagccaaaag
   253201 ttactggtaa aatgatgtct cgtatgcgtc agaagaaaga acagcctttg catgaggagt
   253261 taacagaaag agagtctgaa attttgttat taattgcaga ggggaaaagt aatcaagaga
   253321 ttgcagatga attgtttatt gctcttaaaa cagtaaagac acatgtgagt aatatattaa
   253381 ataaactaaa tgtaagtgac cggacacagg cggttattta tgcgtttagg catcaattga
   253441 cgaaatgata cagtgaaact ttaatcagtg gggagctatt cccactgatt attagtttgc
   253501 accgaatctt tttattgacg ctaatatatg taagcgttat cattaagttg ttaacagtac
   253561 atacaaaggg gagaatgtat atgttagttc aaacgatatt tggcatggat aaatcaaaaa
   253621 aattagggga ttatgtgaac gcattacaag cgctttgtga acaatataat gttgaaacag
   253681 ataaaattgc aattgttgag gcgacagaag agtactattt atttttagta aagcaagaag
   253741 attgctacga cgttgtcaaa gtagaaacag tggatacaaa tatcgactat tatacgaaag
   253801 tgtataaaat aagcagtttt aatcatactg cttatcaaaa gtaaaaaact cccttttggg
   253861 agttttttta ggatgctttt acttcacgag attcggttag taaaggaact tttttcgcac
   253921 cgcttagttt agcgattgta aggccgataa gagctccggt taatgcaggt actagccagc
   253981 ctattccttc attatataaa gggataaatt caaaatatga tgtgataaat gaaactgaaa
   254041 tacccccttg ttttaatcca tcaaatacgc tcactatagc tgctccaatt aaagcaccta
   254101 cataaacaga acgatatccc ccgaagtatt tatgcagtaa cgatagtaga acaagtacga
   254161 ttgcaattgg atatacaaca agtagaattg gaacagagat ggcaatgatt tttgttaaac
   254221 ctaagttagc aactagtaac cctaaagcac aaatgatact tgcaaatgtt ttgtatgaaa
   254281 atttagtcaa taatgttgag aaatattgac tacatgcaga tacgagtcca acacatgtcg
   254341 ttaagcaagc gagtgtaacg attagagcta gtagaagtaa gccgtatggc ccgaataatt
   254401 gttgtacgat aacagtaagt aactgtccgc cattttttgc atatccgagc gagacgctag
   254461 ttgtaccgag ccagccaagc gcaccatata caagtacgag accagtagcg gcaataagcc
   254521 ctgcttttgc tgttgcgatg gcaatggatt tacgatcatt cacaccttta gagcgaatag
   254581 catttacaac gataattcca aatgcaagtg ctgaaatggt atccatcgtt aagtatcctt
   254641 ccataaatcc tttgaagatc gggaaagttt gatactcttg catcgctgga cctgattgcc
   254701 cgagtggtgt aaatacactt ttaacaaaca ataagaaaat agagagtaat aaaataggtg
   254761 ttaatatatt tccaatgcga tctacaagtt tagatggatt caagctcagc caaaatacga
   254821 tagcaaagaa tatgattgta tatacaaata gcactaggct gctagaacgg attgtttctg
   254881 gtaagaaaga acttacgccc atttcataag cgacatttgc aacgcgtgga atacccatag
   254941 aaggaccaat ggcaatgtat acaactaccg taaagaatat tccgaataat gggtgaacat
   255001 gacttgcaag ttgttgcata ccatttcctg ataaagaaat tgcgataaca gttagtagtg
   255061 gtaaaccgac tcctgttagt aaaaatccaa tcattgctgg ccaaaagttt tcacctgcat
   255121 tttgtccaag catgggaggg aaaattaaat tacctgcccc aaaaaataaa gaaaatagca
   255181 taagacccgt gaaaaaaata tgtttttttg atacagtgtt cattgttttt cctccttttt
   255241 tacattcatt tgtaagaaca caaaaaactc gtccctaaag aaagggacga gttatattta
   255301 cccgcgatac caccctaatt tatacatgta gaaatgagtc tatatgtata cggctctgca
   255361 acgtacaaca tgatacgtgt tccttgtaac gggggacagc cggtaagaac ttactgcaac
   255421 attcggttct acttctcgga gatgattttc ggctacgcac tgaacgttgg ctttcagcaa
   255481 atcgccaact ctctggggga cagttctata acgtactcgt tctcgtcaat gaatttttat
   255541 tcaagtattc tgacagtatt gttacatgtt tttttttgaa agtcaatatt tttttgaaaa
   255601 agatatattt atatgaggaa ttatttgagg taatattctt ttttttttga agtaaagggg
   255661 gatgtaaaat gggagtgaaa atttgtagag aattgtaaag tttgcggaga aagttgatat
   255721 ttataggagt aaagaaggga ttatttgaat ttacagagaa taatacaaca atccacttga
   255781 tggaaagaac aaaccaaaag aggtgactgg aatgcttgcg atgggagtat tattcggcat
   255841 tattgctata attggtttta tgtggttata ttattcgcgt tcgtttaaac aagcagaagt
   255901 tttactcttt caaaaaggta gtttgttgac aaatcagtct agatatttag tatgtccgaa
   255961 gtgtggaagt gcacaggcca gaagtggagg atatcaagag tgttgcaaaa ttagattatg
   256021 aaagaaggaa gcctcacaaa ataatgtgag gcttccttcc ttacaatttc atggcgctcc
   256081 aaatggtcca ccgatccctt tcgataatag gagagacgtt ttgtaaggca gtctgtactt
   256141 gttgtagaag ttgagaaagt tcataatctg ttaattcgta tagaatggat cgacctgttc
   256201 ggggggataa atcttgcaat aatgcttcta cagaatcatg tatttttcgt acttcccatt
   256261 gtgtttgagt agggaacacg tgaagaaaat atttttgtaa ttctttttgt attgtggtgg
   256321 tttttggtcg tctttttgat tctatttcga taagtttcgg aaatatagag aaaaaatatc
   256381 cacgaatgtg ttcagggctt ccaggaattg tacaatcttc aatggttcgg tcttgtacaa
   256441 taagtacacc gtttttcttt aatatacgag aagcttcacg tagaaatgta ggaatgtctt
   256501 gcaaatgatg aataaccgca cgcgaaataa caatgtcgaa tgtatcatta ggatatgggg
   256561 tactatgtgc atcaccgtga atgaatgaaa tatttgaaaa tccactacaa ttttcttttg
   256621 cggcctgtaa tatttctttt gaaaaatcaa gcccaacaac actttttgct cccataagag
   256681 caagttcttt cgtataaatc ccgccaccac agccaatatc aattatttgc ttgttttgta
   256741 tatttgtaat accttttatc atttctcccc aagaaatatg ggcatttcgc tgtgcgtatg
   256801 tgtatttatt atttgcatcg tgaaaattaa tgggcatgaa acagacctcc tttcaatgct
   256861 tagtatagcg tattttatag tgtgtcacgt ttttgttttt tatatgaaga ttataagagt
   256921 ttcttattgt aaaaggagga ttaaggtgaa aaggaaatat gtagtgctgt tatttgctat
   256981 gttattagca tcttgtagtc aagttgagca aaaaaagaaa caaaaaaagt ggaagagacg
   257041 gtgaatgaag tgaaagaaat aatagaggta accgttatac aaaaaaaaga taaagagaaa
   257101 aagttacagg aatctgaagc taatgtagta atagacatta tcgataaagc tgagaaacaa
   257161 gaaataacag gtagcttcgg tgaacctgaa tatgaaatac aaattagtag agatgggaaa
   257221 aaggaaacat attatgcatg gctaagagga gaagacagaa aaggatggat acaacataag
   257281 aaagctatgt atatgctgaa taaaaaagat acagaaaagc ttttggctat atttctaaat
   257341 gtatcaaaac aaaaagaaga tgagatacag gtaggtcctt taacggaagt aacgaaaaaa
   257401 gatttgcaga ttaccgcgtt ccatattaaa gcaggcaatc aaaaagtgaa ttatacggta
   257461 cggtatacga tttcacagtc attatacaac aagttagaga aggaacaaga atactatttg
   257521 caggtcattt ttccagaaaa agttcaaaaa ttaattggag caaaagagag tgaaaaaatc
   257581 ttaggagaaa aggtaaagga aggatataaa cagtatgaat tgcatgctac tgttccgata
   257641 caaggtgctt cagaatcaca attaaagtca ttagaaacat attatgaaaa ttatgatttg
   257701 aaaatattaa atagtaaaca agaaaaaata ggtgtttttc aaaatattat tcaaattgtg
   257761 aaagagtatg gtgaaaaaat gaatttacaa agataaagtg aaattttaat tagcccatgc
   257821 gaatcaggat gaatgtaaat tctgtatgac ctttcctagg aaatgataat agagaggggg
   257881 cccctctcta ttactttgct tttgcagatg gctcattcat tgattttcgt gtaataagaa
   257941 aagaaatcat aagagcggaa aggatgataa gggcaataaa tatatgattg ggcaacaaat
   258001 ctaataataa tacgtaacta acggtataaa aaataagagt tgaagctaaa aacgatagaa
   258061 cgcctattat gagagattgt aagttcattt gtatacacct ccttttattt atatttttgg
   258121 ctaaaaatgg attatataaa cattatttct aacaatagaa aaaatatgtc ataatagaga
   258181 aaagagtaag ctttgatgaa tgtatatgat tcattaatga aagataaagg agaggaatat
   258241 gaaaaataat caaaaaggat tatggggaat tattgttgca ataggactat ttttactttc
   258301 taagttaaag tgggtatttg caatttttaa attagcaaag ttttcaacag tatttagtat
   258361 gtttctatca cttggtgcat acgcagttat atatggttgg aagtttgggg tagcgctcat
   258421 ttatttgttg tttattcatg aaatgggtca tttatgggct gcgaaaagaa aaggtatacc
   258481 gacatcacca gcaatattta ttccatttat gggcgctctt attgggatga aagagatgcc
   258541 aaaaaatgca aaagatgaag catatattgc ctatatgggt cctcttttcg gattactttc
   258601 atttttaccg gctattccac tttacatgat aacgaaagag ccgttttggg cgctcattat
   258661 tttacttgga agcatgatta atttctttaa tttaattcca gtttccccgt tagatggagg
   258721 aagaattatt tcagttgtaa gtacgaaaat ttggggagcg gggcttgttt tattacttgg
   258781 ttattcaatt tattttaaaa gtattttggg aggatttatt gttattatcg gctgtatgga
   258841 attgtataga gtaataaaaa gagatgagcc aattaaggaa ttaggatata gaattgatgg
   258901 aatgaaagaa tatattgcaa ggcttgaaga ggagttaaaa gaaactggtg ctgtgcatcg
   258961 aaatatatat atgatgcaac atgaaataaa tgtattaagg caaaaagaaa gagagaaaga
   259021 attaaaaaca ggagaatttc aaaagattga agtgttagag tatttgttac cgaagtttga
   259081 gccactggat tacgtcccat atgaagatga aaaagaaaca cataccattc atataagaga
   259141 agcatttgaa atgtcagaaa gaaaattaga ggaatgggat gcggaaaaga gacaacagga
   259201 aaactattat aaagtggata caaaaacgaa atggacggta tttgcttgtt atatcggatt
   259261 aatggctata cttggttacg cagcttatga aggatatatt gttttacaag aacatttgcc
   259321 aacgagaaat gtataaaaga atattgtcga aatgatagga agaatttata caggaattat
   259381 atttctacga gagaatgtta caagtatagt catatattgt aatatcttta gtagagaagg
   259441 agttctgtat atgaagaaat tgttaaatgt attcgtgatt attatcgtaa tgatcattgc
   259501 gagctatagt cttatgaaag tattattaca ttatgcgaat aagcccgctg gggtaagtac
   259561 aacagctgaa atagaagatg tgcaagaaga gacaaaagta ctagatttta ttcgtatgac
   259621 acatgaaagt tataataatt tcttaaatta tggtaaagca gagaattata cagaagggga
   259681 ctggaaccaa tttaaacaat ggtttcaaca acaagaatca tcgttaaaaa atatacatac
   259741 agacataaag aatgaaaaaa taaaacgtga tgtaaataga agctatgaaa ttgcaaaaaa
   259801 aggtgtggag ctccaaaata ttgagtatgt agtgtatgca catcgcgtat accatgattt
   259861 agatattatt gtaaataaat atagaggtga aacgaacatc tgggggtata cagaatttgg
   259921 agatgggaaa gatataaggg taattgaaca agcgatacag tctaaataat aagcgagcta
   259981 gcattctagt tggcttattt tcttttgtaa gtgcaatgtt catatatttt tcacaaaaac
   260041 accgtgttaa tagtgattaa aatcacaatc tgtattatac aattcagtta aactaaaaac
   260101 agttaaggaa atagaggagt gggatacaat gttaagcgaa aaaacaattg aaatcgtaaa
   260161 gtcaacagta ccattattac aggaaaaagg cgttgaaatt acaacgagat tttatgaaat
   260221 tttattttcg gaacatccgg agttattgaa tattttcaac catacaaatc agaaaaaggg
   260281 aagacaacaa caagcgttag cgaatgctgt ttatgcagct gcaacgtaca ttgataattt
   260341 agaagctatt attccagttg taaaacaaat tggtcataag catagaagtt taggtattaa
   260401 agcagagcat tatccgattg taggtacatg tttattacgt gcaattaaag aggtcgcagg
   260461 tgcaccggat gaagtattaa acgcatgggg agaagcgtat ggtgtcattg ctgatgcatt
   260521 cattagcatt gaagcagaga tgtatgaaga agcggcacat aaagaaggtg gatggaaaga
   260581 tttccgtaac tttgtggttg ttaaaaaagt gaaggaaagc gatgttatca cgtcattgta
   260641 tttaaaacct gaagatggag ggaaagtttc ttcattcatt ccaggacaat atgtaacggt
   260701 tcaaataaat atcgaaggtg aaacatatac acataatcgt caatatagct tatcagatgc
   260761 tcctggaaaa gaatattatc gtattagtgt caagaaagaa aaaggtgtag atacaccgga
   260821 tggtaaagta tctaattact tacatgatca tgtaaaagaa ggtgatatgt taccagtaag
   260881 tgcaccagca ggagatttcg tattaaatat ggattcaact ttaccagttg tcttaattag
   260941 tggtggagta ggtattacac caatgatgag tatgctaaat acgttaattg aacaagattc
   261001 aaaacgtaat gtatgttttg ttcatgcagc gataaatagt aatacacatg caatgaaaga
   261061 acacgttgag gcagtagata atgaatacga acaagttaaa gcatatactt gttattctgc
   261121 accaactgaa aaagatttag aaatgaagaa ctttgataaa gaaggttttg tggaaagaga
   261181 atggttacaa actattattc cgacaactga agcagagttt tatttctgtg gtccagtacc
   261241 atttatgaaa catataaatg ctgtactaac tgatttaggt gtgaaacaag aacatattca
   261301 ttatgaattt ttcggcccag cagcaagctt acaataaatt gagctttaat aagcaaaaaa
   261361 aaacgaggtg ttatttcacc tcgtttttta tttgttctcg taatagtcga tttactgttt
   261421 cgcggcgtat accgatcagt tgaccaattt cagtttgcgt taatatttca tatataggaa
   261481 tgtcacctaa atatagtgtg aaccattctt gtaagcgatg aagacgttct ttcggagaga
   261541 cggttgtcaa ttgatcgata cgctgctgca tcattcttaa ttttgattgt aattgcatag
   261601 cgatatttgc atatgatgca ggatttgctt gaagttgatc ataccattca ttactcatta
   261661 taggttcaac ttctgttttc attaaagcaa ttgctgtacc gtgatattcc ttcggtgaga
   261721 ttaaagaatg gtgaggtatc gtttctcctg gaacgataat attgaataga aatggtgttc
   261781 catcttcttc taaccttact acttttaata aacctgtttt tataaaatat aaaggaccgt
   261841 cctcaccttg acggaatagt acatctcctt tgtgtaaaat caatgttagc cccccattta
   261901 agcatttcta tttcttttat tttagcgtat atgtataaag ataatatgct ttacaacaga
   261961 aatttcattg acgaaatata tgctattaca gtagtatact atttagtgtg taatagtact
   262021 agcaatgaat acgctgtagg gggtttagta tattgttaga tgcgataaaa atgacggata
   262081 tgagaattcc agcgaatgct atcattcatg tagaagagat gaaaggtgga gtcgtgttat
   262141 ccgttgaagt agacggccaa attatttata cgatggctta tgatgaagaa acagatagtt
   262201 atgctgaatt atatgatcga aacgataaga gggcgtgcca agtacatgaa gattttatgg
   262261 gatggtcact tcttcattaa aaaagatgtc aatatgacat ctttttttat taaaccgata
   262321 gaatatacaa agaaatgaaa tataaggata aaatttgtaa taaatgattt tgcattgtta
   262381 gcactttgta actgcaactg aattattttt tcgctatcat aaagataaca gtcgcagtta
   262441 taggagtggt caacttgaag aaagtacata tttccaatta tatgttatta agtgtttgtt
   262501 taattttatt cgttttatta ggaagttttt tatattcatg cgtataagaa aaacgcattc
   262561 taaaaggaac gcgttataaa aaagaagtaa tgattaatct agtaccaaga ataattaatg
   262621 tgatacgtaa taaattaatt acggctttac cacttaattt tgtattaata taagccccga
   262681 tttttccacc gatccatgcg cccggaataa gaattaatgc gtaaatccag ctaacatttc
   262741 caagggagat gtgagttgca gaacttacaa ttgctgatag aaatacgata aacatcgaag
   262801 ttgctacagc aatatgtgct gggaatgcaa aaagtaacat cattgctgga acgagtaagg
   262861 caccgccacc aattccaaat aatccagata taaaaccaac tataaaggcg ataaagatag
   262921 cgagaagcgg tgggaattga tagtgtacag tgtttccttc gttatctgta aaagaacgtt
   262981 taattacagt catatttgat aaagaaagag gctttaattt gtctcgtaat ataagaagaa
   263041 tggagacgaa aataaggaaa atcccaaaat ataaagaaaa tgtatcttgg tttaaaaatt
   263101 tatttgccca tgagccgata ataccaccag ggccactccc gataaataaa ataagtccac
   263161 ttttgtaatc tactcgttta tgcttcatat aagtaagggt ggaagatagt cccgtaaaaa
   263221 cgactgttac cattgaagtt cctactgcaa gttgtggtga caggctatgt aatccgatta
   263281 ataacggaac aataataatt cccccaccaa gaccgactag actcccgact gtcccggcga
   263341 ttagcccgat gaaaagtaac atgatgtatt ccaaaattga caactcctct atataactta
   263401 tccaccaatt attatacacg ctttttcatg agaaaaagct ttgttcacaa aaaagtcgtc
   263461 ttcctagaaa aataaggaag acgacttttt attaaaagat taagtgtaat aaagagtaaa
   263521 ataaagcagc taatgaagct gaaataggaa gtgtgataac ccaagtaatt aacatgcgtt
   263581 ttgcagttcc ccattttaca ccttttacac gatgagaagc accaacccct aaaatagaag
   263641 aggagataac gtgcgtcgta ctaactggta agtgaataaa tgttgccccg aaaataacaa
   263701 gagatgatga taaatcagca gctacaccat ttacaggacg aattttcatg atttgtccac
   263761 cgacagtttt aataattttc catccaccga cagaagtacc aagacccatt gcaattgcac
   263821 aagataattg tacccagaac gggatgtcgc tcgaagtatg atagttatta gccataagag
   263881 ccatcgtaat gattcccatt gctttttgcg catcattcgt accatgtgta taagcctgta
   263941 atgcagcagt gaaaatctgg aatatacgga aattcttatt cgttttcgtt aagttaaagt
   264001 ttttaaatac tactttaaaa atactgtata cggtataacc aataacgaaa gcgataattg
   264061 gtgaaatgat taaagcttca ataattttaa tgaatccttt aagatttagc gagctaatcc
   264121 cagcggcagc aattgctgca cctgcgattg agccgataat tgcatgcgaa gaactacttg
   264181 gaataccgta gtaccaagta attaagttcc aagctattgc tgcaagcaaa gcagctaaaa
   264241 ttacaagaga accattttgt aaggcgaatg gatcaacgat atcttttgta atcgtttttg
   264301 ctacacctgt aaatgtcatt gcacctaaaa agttcataat agccgccata acaatggcat
   264361 gtctaggctt tagagctttc gttgaaacag ccgttgcaat agcgtttgct gtatcgtgaa
   264421 aaccattgat aaagtcaaaa gctaaagcgc aaatgactac taaaacggtc agtatcaaga
   264481 gtgtatccat gatcaaactc cttacgcgtt cttcataata attgtttcta atacgtttgc
   264541 aacgctttgg cagctatccg ctacttcttc aagctcttcg taaatctctt tgtattgaat
   264601 gatcttaatc ggatcttttt cacgagagaa taagtgctta atcgcgtgac ggcgaatatc
   264661 atcacattgt gattcgtaat ccttaatctt aatcgcattt gtacgaatgt cgactaattt
   264721 tttgttagac attaattcaa cagagtttgc aatttcaatc gcacattgat taattgcttc
   264781 tacgaattta atcatgtatt catcagcttc tgtaatagaa tacatttcga atagaccagc
   264841 actatgatct aatccgtcta atacatcatc catactcatt gcaagctgta ggatgtcctc
   264901 acgttcaata ggagtaataa acgctttgtt tagctccata atgatttcgt gaataaatga
   264961 gtcgcctttt gactcataat ctttcatgcg catagaaaac tcttttaaat cgctagcatt
   265021 tttaatttta tactccacga aaaactgcgc gccttctttt aaattttcgg aaacattcat
   265081 taacatttca gaaaatttat ctttttttga tttaaagacc attattagtt acccccacaa
   265141 aagtaatata tgtaaaatat attggctagt caatcctaac aaaaaactgt cgttttttaa
   265201 aacattttat cgaaaagttt acaaaaactt aacataactc tcgttgttgt attaataata
   265261 ttaataatca agattgaata tcttacttgt agaatgtcct tttcgtgcaa aaagtatgaa
   265321 tgggaaagaa aagctttaca ctacaggaaa gactacgtta ttataataaa tttaaaagga
   265381 ggtataatct tccttttaaa aagaagagtg taaacaaaca aaggaagtga acgaatgaaa
   265441 ttgaagaaca ctcacttaaa aaaatgcagg agtggttcaa caagagaaag aagcttcgta
   265501 atttattaat tatattagga agtttactcg ctactctatt tattgctata aatataataa
   265561 tttccattca agacatatct gaattaaagc aagctgttcc gcaaccgact ttaatttatg
   265621 atgcaaataa tgaagttgcg actaaattag cttcttctaa aacagaaggt gtgaaaagaa
   265681 aagatattcc tgatattatg gttcaagcaa ttgttgcagt agaagataag gaatttttta
   265741 accatcacgg tatttattat agtggaatta taagtgcgat ttttaaaaat attacagcag
   265801 gagaagttgt agcaggggga agtacaatta cacaacaact tgcgaaaaat gtatttctga
   265861 cacaagaccg cacatactct cgaaaaataa aggaatattt tttaacaaaa aaaatagagc
   265921 gtacgtatac gaaagatgaa atcattgaaa tgtatatgaa ccaaatttat tttggtgaag
   265981 gtgcttgggg tataaaaagg gcagctaaat cttattttga taaagatgta aaagatttaa
   266041 caatttcaga agctgcaacg attgcaggct tgattaaagc accatctgcg tattcacctt
   266101 ataaaaactt taacaagtca attgaaagac gtaatgtcgt attaagttta atgaaagagc
   266161 aagggtatat ttctgacgaa cagtataata aagaaaaaga gagcgggctt gtgttaaaac
   266221 gtggcgttga tgataaatac aagggaaaat actctcaata tgtagactat attgttagag
   266281 aagcgatgga caagtacgaa ttaacacaaa atgaaatttt agcaggtggt tatcgtattt
   266341 atacagagct tgatccgaaa aaacaacagg ctgtagaaga cgttgtgaat aatgatagtt
   266401 atttcaaaga tagtggctca gaccaactta tgcaaacggg tgtagttctt atgaatccaa
   266461 caacaggtgg tgtaccagct ctagtaggag gcagagggcc ttatcagttt ttacagttta
   266521 accatgcaac acaattaaaa agacaacctg gttcaacgct aaagcctttg gctgtatatg
   266581 taccagcgtt agaacaagga tatgaagtat acgatatatt aaaagatgaa ccatttaaca
   266641 ttaaagaata taaaccacaa aatagcgatc atacttttca cggtgatgtg acaatgtatg
   266701 aagctgtggc aaaatcgtat aatgtttcgg ctgtgtggct attagaacaa attggattag
   266761 ataaaggatt gaaatcttta gagcgatttg gtattccatt agtaccagaa gatcgtacgt
   266821 atccgattgc tttaggcggt atgcatgtgg ggacatctcc atttgtaatg gctcaagcat
   266881 acagtacatt tgcaaatgac ggtgtccaag tggaagctca tgcaattaga gagatacaaa
   266941 atgctgaagg tgaaacgatt ggaaagtggt ataagaaaga gacacgagtg acgagcgaga
   267001 aaatttctca aaagatgaca tatttattaa agggtgttgt cgaaaaggga acaggcgaaa
   267061 aggcgaaagt tactaatgtt gatacagcag gtaagacagg aactactcaa attgtaaatg
   267121 gcccgagcac cggtgcaaag gattcatggt ttgttggata cacaccagat ttggtaggtg
   267181 cgatttgggt aggatatgat aaaacagata gcgatcatta tgttccaggt ggtagtcaaa
   267241 ttacgacgac aatgttccgg gatattatga aaaaagcgaa cgcaaatcca gctcaaaaag
   267301 cattccagtt atcactcata tctgaggctg attataaaaa acaattgact acaatagaag
   267361 aggaaaaacg aagaaaagaa gaagaacaac aacgaaaaca agagcagcaa gagtggcttg
   267421 ataaagtgaa agaatggatt ccttcatttt ggtaaaagaa agaggcgaat aaagaaattc
   267481 gcctcttttt tgtatgaaaa caaaatgaaa ttttaattgg tagagatttt tgtctatctt
   267541 aattagctat taattcatat gagatatatg aaattactcg ttaagtataa tgttcgtact
   267601 gccaaaagat tcggaatcgt atgtgatgat tattttgcct ttactaatag gttcgtaagg
   267661 taattcttct tcataattac cgttattttc attgtggata gaaagtgtaa tttcatcgat
   267721 ctttttattt gtatactgat ctttaatcgt ttcagcaatc tggagcaacg cctcggaact
   267781 agaggctttt gtaataagca ttccttttat aacttttttt cattctttgt ggcattggaa
   267841 taagggatgt tgctttgttt cgtatataga agtttgtatg gagtagtttt tttctctgct
   267901 tttgatatag tggaatattt tagagttaaa aaaatcctac atataaaata atgcatacca
   267961 taagtgcaaa ccaaatgcgt attagtgaca taactctcat tttcatccct ctttcatatc
   268021 tttgacttca ctatttatca tacaaaataa ggattaagat agagtaaatt tgaggtaaag
   268081 aaacgtaaag aaggagcact tatcctccca aataagtgct cctttctata taaagagaga
   268141 tttaatgcac ggttaaacga tacatattat tataaatata ctttttaagc gaaaattagt
   268201 aaattcggaa tacagatagt gttgctgttg tatcgcctgt gttaggaata gaaatagtgt
   268261 ttgctgtagg ttgtacagaa attgttgtac cagcttctaa agtaacgatt gtagagaacg
   268321 atacagcact accgataacg ttagttgaga aattacgagt aggtggttga ccattgaatg
   268381 aaataccgaa tccaaatggt gaagatcctg ggaaagttgt agacgctgag aaactaatat
   268441 catatacgcc tgtttctaaa attgttaaag tatctgcagt gtcattaaaa ttaatgttat
   268501 ttatttcgaa aacttgatta aattggatgt ttgttccagg ggatattgtt tgagcattgg
   268561 agtttccgat tgccgcaatc gttacaggaa ttggtgtacc cgctggtcct tgagcacctt
   268621 gcgcaccagt agcgcctccg cctccaaggc aacctgatcc gtattgaact agaatagttt
   268681 ggatctctgt tatgagtcta actagtttgt caatcgtaca acaatctact ttgaataact
   268741 tagcgatata caataaataa ttaagcaagc tttgtagctc aacgtataat gctccgcatg
   268801 agaaaggtgt tgttcttaaa atagttaata aattagcaat gatagaattt ccaatttgtt
   268861 tttgtgctgg ggataaatct aagcaattga ggaacttttg taagttattg agcgcagcta
   268921 tcaagttatt gatattagtt tgagaagggt tctgaaagac agcttgaata gcttggccaa
   268981 gagcttgaag aagtctaacg aattctgtaa gttcggactt agagatgtta atatgactac
   269041 aagctcttac ttcgcaacaa tcattaccat aaaatacttt tcctttattt ttattgttca
   269101 tcttttcatt cctttctttc atagaatcaa tagtcattac tatatattaa aatgaaattt
   269161 atactgaatt cgtaatggac aaactaccat ttctaaaaaa ataagaaatt gtcccactta
   269221 gcaaaaagta agtaaggtat agaatgtaaa gaagagaagt tcaacataaa aaactgcatg
   269281 tcaattgttg aaggattaac aattgacatg cagtttttta tatgtattaa tttaatcttt
   269341 caagggctgt tttaggtaag attggaattg aaatagtaaa agtagtacca tcttcattac
   269401 tagtcatttt taatgtacca ttatgatttt ggataatttt tttcgttact gacaagccca
   269461 aacctgtgcc ggaatctttt gttgagaaga atggatcaaa gatatattct tgaatcgctg
   269521 gtggaatacc agtcccatta tcagtgaaag taatacgaac aaaattatca aggcggtaac
   269581 tagtgatttg tatagaaagt tttttttctc cttgagcatc gacagcgttc tggaataagt
   269641 ttaaaaaaac ttgtacaagt tcatggcgat caatatgaac taaaatatca tctaattcag
   269701 tagaaaaatt ataatcaatt gaaatgttat gtaaaaagac ttcactagct agtaactgtt
   269761 gaatatactc acgtaaaaat gtattaatgg gaaagggttc tcttgtaaat tcgcgtgttt
   269821 ttgaaataga taaaaatttt gtaatgatac tatttgcgcg atctaattca ggaataagta
   269881 agtttttaaa tagttcttta ttagatggag aaacattttc ttgtaaaaat tgtaaatatc
   269941 ctcgtacggt tgtaagaggg ttacgtactt catgtgcaat accagctgcg attcgccctg
   270001 ctaacgaaaa tttttctgca tcacgttctg tgtttaaata atgaaaaaca ctaataaccc
   270061 taaaaatctc tccgttataa tcacgaataa ttcggttatt taaaatgcca tagtttttgt
   270121 ctaagacttc ttcattatat atttctgtgc ctgttcttaa tgtttctaga gctttaattt
   270181 tttcttcagg caattttagt aattgttgaa ttggttttcc aattatatca tttcgtacta
   270241 caccaaaatc atctgctgca gcctgattac ataaagttat atttccttta ttatcaacaa
   270301 aggttacatg atgtgaaaaa gcatcaaaaa tatgaataaa gtatgtttca agttgtttaa
   270361 ataaaaataa tgaatcgcaa gtaagttgaa agtcagcctc tttattctct ttttgtatgt
   270421 tttgaatgga atgagtcgat ctcgttttct ttatttgtaa accaatatgt ggatttttat
   270481 atgtgaaatg atgtggtaat tgatttacaa gttcttcata aaaacgcact ttattctcta
   270541 gttcttctat tcgtttttca tgagatataa tatcatcgtt tggaagcata aataaataac
   270601 ccctcaattt aaaaattctt ccatctagta tatcatattt ttatatgaat actcttaaag
   270661 atgggactac ttaatgaaat tgattggtca aagtgttcag aaagtgggta gaatggatag
   270721 aaagtgaagt gaaaaaggga ggaatatatt tgcttttcat tggagtaaca gggtggggag
   270781 atcatgattc tttatatata gacccctatg aaaatagaaa taaattacga acatatagtg
   270841 agtattttcc tatagtagaa gtggacagtt cgttttatgc gatgcaacct gaacgaaatt
   270901 atacaaaatg ggcaatggaa acaccgaaag atttttcttt tatcgtaaaa gcatatcaag
   270961 gaatgacagg acatatgaaa ggagagattc ctttttctac gttcgatgag atgtttgatg
   271021 tatataaaca atctattctt cctttaattg aagctagtaa attaaaaacg attttatttc
   271081 aatatccacc atggtttgat tgtaaaaaga agaatgtaga ttttctccga tatacgaaag
   271141 aaaaaatgga aggtttgccg tgtgcgatag aatttcgaaa tcaaacatgg ttttatccag
   271201 aaatgagaga taagacgtta cagtttctag agcaggagaa atggattcat acaatttgtg
   271261 atgagccaca ggcagggatg gggtcagtac cgctcgtatt agaagtaacg agtgcagaga
   271321 tggtgttaat acgcttccat ggccggaatg ttcatggctg gcttgataaa ggagaaaatt
   271381 ggagagcggt tcgttgctta tatcgctata acaataaaga attagaagaa tgggtagaaa
   271441 gactagaaca attaaaaaag aagacaaagg acatatatgt actatttaac aataattcag
   271501 gcggagatgc agctgataat gcgaaacagc ttatgaaaat gatgaacatt acatatggtg
   271561 agccaaagcc tgagcaatta aatttgtttg agtgataata aacaagaaag gcactgtaca
   271621 aacaggggga atgtacagtg cctttctata tgaaaaagag gggtaacaat gttactgagc
   271681 gtttggttga ttcatcaatt gttggcttcg taataaatga taatggttat cattatcatt
   271741 gtcaatagtt ttcctaaaaa taaataaaaa actttttagg agataggagc gatagggaga
   271801 tctctaatag aagtttggct gaagtaatga gttgtttcga ggtaaatttc tagcaaactc
   271861 ctgataacgt ataaaaaaga acagcaatta atgctgttct tttccagtga tgaattgttg
   271921 taaatcaaaa ggagttatcg cttggataaa ttcttttgag ataagtgttt gaacaagagt
   271981 gctctcagaa atagaagcac ctgttttctt ttcataagct tgttttaata aatcaagttt
   272041 ttcagccgtt tctttcggta attcaattgt taaagtgttc ataatttctc ccccttacta
   272101 ttagagtacc actacaatat aggagagaca agaaaagaga atgtgaaaca taaaaaaggt
   272161 taccatttat aaatggtaac cttttttatg tataagagtt attaagcaat accgacatac
   272221 tttaaagttt ttgatggagt actatgatca aagaagtgtt gtaaaaatgc gatatcaaca
   272281 cctgatttgt atgcataata tccccaagtt tttcgaagtg tatgtgagct aatcccttct
   272341 aatccaactt cttttgcagc tttgtttaaa atgtaccacg catgttgtct cgtaatagat
   272401 tttgttcctt tttgagactt taataatggt tcattacgtt tccaagtttt acgttctttc
   272461 atgtagtctt cgattgcgtg ctgtaagtct tcatttacag cgaaccattt atgttttttt
   272521 actttttcat tgtaaaataa aatggaatgg cgaacatttt cattttcatc gattacatca
   272581 ctaactttta attgtaagat ttcacttact tttaagccag aatttacagc taatacgaat
   272641 aataagccat cacgtttcga agattgtaaa agtatatttt tgatagtttc taattgtttt
   272701 tcattttgaa taggttgtcc tgcttgtttc atttcacgca ctctcctctt ttatatgtgt
   272761 aaaggaaagg attaacttgt ttctaactat aaagggagag tgtgaatttc atgtgaactc
   272821 ctagtgaaat taagacaaat tatttgactt cttttacttt ttgtaaatta aagtagaata
   272881 caacactatt agtcgtatta tatacaccat actcggcatg gtggaggtct aaaatatttt
   272941 taacaataga taaaccgaga ccagtaccac cagtatgacg gctacgagat gcatctaaac
   273001 ggtagaagcg atcccaaatt ttttcaagac tttcttctgg gataggattt cctgtgtttt
   273061 cgatttcgat ttttactgta tcttccattg ttataacgga gacttgtatt ttttctcctt
   273121 ctggcgtata gcgaatcgca ttgctaagta agttcacaac cacttgctca atacgactac
   273181 gattcgcttt cacaaatata gacgagttta catctatgtt cacttgtaaa tgcttttctt
   273241 ccatgctaaa taataacttt gtatagactt gttgaattaa ttcaccgatg gagaatgtcg
   273301 tcatatctag tttgtacgta cctgattcta attttgctaa ttctaacatt tcaacaataa
   273361 gtctgttcat attttctgtt tcttctaaaa taacatctgt gtaatacgtc gtatctttac
   273421 taacaccatc tttaattcct tcagcgaaac ttctaattac actgagtggt gtttttaatt
   273481 cgtgtgatac accagaaatg aattcttttc gcgttttctc taattgacgt tcacgttcaa
   273541 tatcttgttg tagttttgtg tttgcaacat ttaaccgatc gattcggtct tttaagttta
   273601 cagataacgt attaatacta ccggaaagtc cgccaatttc atcgtctgct gttacaggta
   273661 atttctcgct aaaatcaaaa ttggccattt tctttgtaac gcgattaatt ttaattaatg
   273721 gtttcacaat gatttttgag tagtagaagg ataacaaaat aattacgaga aatacgatga
   273781 ttaaggcata aacataataa tctttcaaaa cgagcatcgc ttcattaaca ggttgtaagg
   273841 atgctatcgc aaaagcatat tctgtaatct ctccattttt tataataggt tttacaaaga
   273901 tactattctt tatattctcc ccgctatcta ttatataagt gtttaattgc tgcgagttag
   273961 cagtgccatt tctaataagc tctgcaaaat attgaacggc ttgtaatgtt tcaatatcat
   274021 ttgcaagacg aacctcggct ttcgatggaa gctgtagctt agatatagta ccagtaaact
   274081 caatttgagt aacagttttg tatcggtttg taagtctatt tttagaaggg ttaccactaa
   274141 tagatgaaaa atctgaattg gtatattcgt tttgccaacg attataattt gttgtcaatt
   274201 ttattggtgt tattgtgttg ttttgtagca aaccgacgac gtttatcaca tcgtcttttt
   274261 tcaatcctaa gttttcgaat ttcttatatt cttcgggtgt taaaagatta ttaagcggaa
   274321 tggaatatgt ttcatgattt ttaggattaa atacttcaat gtagtaattg ttgtcgcttt
   274381 taataatgcc attcgtattt aaaaattgca tgtcagcatt tgttttatca tggaattctt
   274441 gttttaattt tctaacttcc tcaggatttt tttcgctttt ttcataatta gctacgaatt
   274501 tttcaaaagc agtttgaacg gtttttactt ttttattgat ataaaatttt tctaaaaata
   274561 gagattgccc taggaaaaaa aggaggaata tgattgtaaa taatgttgat gttaatagaa
   274621 atagtttaaa gacgatactt ctgtttttca ctgcgtcacc tcttgtgaga aatactgtaa
   274681 atgattactt tattataaca aacgttacaa aaaagtagag gagaaaatct gtctcatccg
   274741 aaagtagttt ttaataaaaa gtcacataaa aagaactcga cagacgtatg acgagttctt
   274801 taatgtatta ttgttgaatt gctgcatcta aagcgatttc aatcatttcg ttaaatgtag
   274861 tttgacgctc ttcagatgtt gtttcttcac cagtgaaaat gtgatcgctt actgttaata
   274921 cagataacgc atttacaccg tatttcgctg ctaatgtgta aagagcagtt gtttccattt
   274981 ctactgctag tacaccgtaa tctccaagtt ttttaaccat gtccatgctt tcacggtaaa
   275041 atacatctgc tgttaaaaca ttaccaacac gaacgtgtaa gcctttttca gttccagcat
   275101 cgtaagcttt ctttaaaaga tcgaagtttg cagctggtgc aaaatcaaaa cctgggaatg
   275161 ttaaacgatt catattagaa tccgtacaag ctgtcattgc aataataacg tcacgtactt
   275221 ttacatcttt ttgaatagca ccgcaagttc caacgcgaat taaattttta actccgtagc
   275281 tttggattaa ctcgttaaca taaatagaaa tagaaggaac acccatacct gtaccttgaa
   275341 cagatacacg ttttccttta taagttccag tgaatcctaa cattccacga acgttattat
   275401 agcaagtaac gtcctctaaa aatgtttcag caatatattt tgcacgtaat ggatcaccag
   275461 gtaatagaat agattcagca atttcgcctt gttttgcttc aatatgtaca ctcatgaaaa
   275521 gtcctcctta taatgtattg atagaaatca atatcatttg cattatacac tacgaatcct
   275581 tttaattaaa atctttttat ccttttcggc aagaagactc catctgattt gtgttacggg
   275641 tgaaacccaa caattcaggt ggagatgaat tgccgtcagt caataaggct gaactctttt
   275701 gtttcgctta taacaatttt cccaggggga atgtttgttt ctttttgtct tacaatatgt
   275761 cggaaataag gagggaatat atcttaagat aacgaaattg gataattata atcgttttgt
   275821 tacttgcacc aaaaggaatg aataagttaa ttctttaaga aaggtggtga aaacaatggc
   275881 taaaaagaaa gcagtgaaag tattacggaa acaaaagaaa agagaaacgc tgcgacgttt
   275941 cacgcagaag caaaatatcg gacgagcttg cctgactgca caagaatttc gtttacttca
   276001 gcgcatgtca catagttcaa aggcattgcg aaatgttggg ttgtacacga tgaaacaaag
   276061 ttatttgaac tacaataaaa tggctactgt aaaagaagtg gacactgcca tgcaagccga
   276121 tatgaactac tggggtattc aatcaaactc tgttcaagcg attcgtagag ccttgtttac
   276181 agaagtgaag agctttttta aagcattgga acagtggaag aaaaatcctg agaagttcac
   276241 aggtcgtccg aagtttccaa attattctca ttccaccgac aaacgaatta ttgaaatcta
   276301 tcaagttcca aaagtggatg agaacgggtt ttggatgatt ccgatgagtg ttgcattcag
   276361 aaaaaaattc ggttccatta aaatacgtat gcctaaaaac ttaagaaata aaaacatctc
   276421 ctacattgag attgtaccga agcaaaaagg tcggttcttt gaggtgcatt acacatatga
   276481 aatgcacgtt tctcaaatga agaaacaacc catgactacg agtaacgctt taggttgcga
   276541 tttaggtgta gacagattag taagttgcgt gaccaataca ggtgatgcct tcttaattga
   276601 tggaaaaaaa ctaaaatcca ttaaccagta cttcaacaaa acgatacgta atctacaaca
   276661 aaaaaatgtg gaaaatggac tttcaaaacg aattgtaacg aacaaaatcg ctgcactttg
   276721 gcataaacga gaacgacaaa tacatggtta cattgcacaa acggtaggtt tgttgttcaa
   276781 aaaagtgaaa gaattcgata tagatacgat tgttgtaggg tataacgctg gttggaaaca
   276841 aaactctcat atggggaaaa agaataatca aaagtttgtt caaatcccgt tccataaact
   276901 gattgcagca attgagaata aatgtataaa agaaggtatc cgatttttca aacaagaaga
   276961 aagctatact tcaaaagcca gtttcctaga caaagatccg gttccagttt ggtctaagga
   277021 tgataggacg cagtatcgct ttagcggcaa acgaattact cgtggtctgt atcaaagtaa
   277081 agcaggaaca tgtattcatg cggatattaa tggtgcgctg aatacattgc aaaaatcaca
   277141 agttgtagaa ttggatggca atctcaaagt aaaaacgccg attctattag aagtgcaaaa
   277201 acggaaggct gttgcttcgc gcatagctta gtgggtgtgt caaccatcca tgtgtacccg
   277261 acttgtcggg gcttgtagta cacgccagat tcatctgagt ggtggcttct ttcataagga
   277321 agaactgctc tttttcgaaa gggtggtgca agtgggaaaa cgatcgttcg ttgccagtac
   277381 caaccaaaaa catacttggg gtgttaccat aaggtagcat ggatgctaga gcgtcaactg
   277441 tctagcgata gatgaaaaga cctagtgttc taactcaagc ccccactgaa atgttttatc
   277501 tcagtggggg tagttgacta tttgtaatat gtgcaaaaca gaaggatttc ataaattatc
   277561 atctagaata tatatgtaag aagttttgta tgaatagaga ctataaaaac ggtaggtgat
   277621 gttttgaaaa atcttgtcat tggactcgtt gctttgctat ttgttgtagt aggcggattt
   277681 tacataaaaa agtatcaaga aactacagag actgtaggtg atgttcagga agtaaaatgg
   277741 gatgtatcaa atggaaaagg aaatgagaaa gcagatattg tgtttcaatt attaaataat
   277801 aaaagtagcg aagtgcgtgg tgtgaatgat caaattcggg cagttattgt agacggacaa
   277861 ttaaaacatg tacaacaaac gaaacctaca tttgcaggaa atggatcata taaagtatct
   277921 tctaaaatag cgaaagatga aggctataca atatttttat atgaagacaa aaataagtct
   277981 gtgcaatcat ttgcgaagaa agattttggg aaagaaatag acgagaaaaa taagaaaaaa
   278041 gtaaaatttc caatcgatag tgtacttaca aaaaaaatag gggagtatga agtttctctt
   278101 ttatttggtg cattgcatcc gaatgagcca gtgacgttaa catttcaatt tcaagcgaaa
   278161 aagggtgaga aattgaaact acatgcagag agaggagaag tggaggcgct ctatatcgtg
   278221 gatgaaacga gagaaaactt tttatatgca atccctgttg atacagatga gcaattacaa
   278281 tatcgcatta catttcctgc tgaaggaacg tataaaatat ggggagattt ctatataaat
   278341 ggaaagaaat atgaaaaaga attcattgta caagttcaaa aaagaaaaaa cagctaacta
   278401 tttagctgtt ttttcttttt cctattaatt ttgttacaga gagcattgta attggtaaag
   278461 aatgattctt tctaaatgct aaatatttac cgctccatgc tggtttatat ttttctttaa
   278521 aatgtcgtaa cccgctgaaa ctatatgtat aacgaacatt attaaagatg gcagcggcaa
   278581 ctcgttcaga ccagaaagat tgtgtcgata aacctacatt tgaaagtggc gccatgccaa
   278641 tattaaagga gtggtattca ttttcttttg cccactggaa taggtggatg aaaatggcat
   278701 ccataatgcc gctaggtgca tctggataat accgcattaa atcaacagac aatgatccgt
   278761 cttgatatac tggcataaaa gttgtaaatg cgatgatttt tccatctgca tcagataatg
   278821 tagcgatagg tgctcggcta atatattcat gatcaaagta tccgagtgag aaacttttct
   278881 ctttttttcc accgagccac gcatctgaaa cttttcgtaa ttcttcaaat aattcgtttg
   278941 agaacggtgg ctggtgaata gagaatgtat agccctctcg ttcaaaacgg ttgaaagttg
   279001 ctcgcatacc ggcgcgtttt tttcctgtta ttgtaaatgt gttcaaatca acgacagctt
   279061 cttcaccaag cttaaagaag ttgtaaccga aatcatgata taaactcatc catttacttt
   279121 cgatttggta gaatacacaa atgtatccaa atcgatcagc ctcagctaaa aactcctgta
   279181 acacagtacg gtaggaggaa ggatctccaa ttggatcacc tagcacaaca agacgttttc
   279241 cagttataga gaagagaagg agcgctttcc catcgctact gaagaagaat tgtttatcac
   279301 ctaaaaatcc taaatgacta agtacatttc cgccatgttc atctaaaaag ttttgcaatc
   279361 ttttatcatt agctggttgc ccgggaaatt catttcgata acgattagca atgagtgagc
   279421 caatcagtaa aaatgtagga acgaaaaagg cagcagctaa tgcacttcgt ttcacttgcg
   279481 taatattacg aacgacaaaa tcaggtttaa aagcttcttt tgcacctgca aataaaatac
   279541 ctaagttttt atataaatat aaagttataa gtaagaatat aaaaactttt acgatatcag
   279601 aaagtgagac ttccattttc tcgcgtacaa atcttttacg aagcatatat aatacagcga
   279661 gtacgattaa taaaataaac gtttcttcaa tatcaatccc ttttagcgta ttaaagacgg
   279721 ctgctccgat taaagaaata atcgtcatat agtaagaacg ctttgttcca taatatatgc
   279781 ctcgtgaaag gatcaggagg agaataccaa atgttagtga taagctaaaa gaaaattgaa
   279841 taagatgttt tggagctaga atatgtaagg cgtgtgctct gtttatactt gttggtagaa
   279901 tggtcgataa aataaccatt agtccagcaa atactgttaa agcagcagag gcccatgaac
   279961 ctagttttcc tagaaaatca cgctgcaaag tccatataac accagttgtt tctaatgcag
   280021 gcgcaataaa aggcttatct tcaaactttt taatggccac acctgtcatt tcaaaagctg
   280081 caaaaataag accaaggcag aacggtaaaa tgtaatagac aaggcgatat aataacatag
   280141 caggtagtaa tacgcctgta tcaatgccgt attgtccaag tccagttaaa aagacaagat
   280201 caaatgaacc cagtccacca ggaacaagac taacaacgcc agctaaagca gcaattacat
   280261 acacacctaa aaacttttga aattcgatat cgatcccaaa taatattaat atgacgtaca
   280321 taacaatacc agcagatacc cactcaacta atgaaactaa tgagtataaa acagttggat
   280381 ttttctcttc ttctccttca tcttgtcctt ccgcttgctt cgtttttcta ttttttagtt
   280441 tagagaagcc aatgtatata gggacgaaaa gagcgaagaa gataagaaca ggccatagcc
   280501 acggtttttc atgcaaaata aaacttgtgt ctaatattcc gataagaccg aggaacgaaa
   280561 gaatagctag tccgttaata aaagcggttg tcatccaagc gatactttta ataagtttgc
   280621 cattttcttt tatgtatgga cgatacagca ttgtgcgtac acctgctcca acgagaccac
   280681 caaatccaat aaatccattt aaggtattag caatccatga gatacgaaaa atcttttgga
   280741 ctggtatatc agcttttaaa taacgaagca taacatagtc ataaaagaac attgtggata
   280801 cggcaaatgc accaagtgta attgctaaaa agactcctcc ggttggaatg tttttaattg
   280861 tattgattgc ttctaaaaaa gaaatgcctg ctaattcttt ttttgcttga aagaatacaa
   280921 ttgttaatac aacaaatggg aagataattt tcccgatttg taagaaacgt ttccatgaaa
   280981 acgacataaa tacaactctc cttgtataag aaaactgaga caataatatt attatgacaa
   281041 acttcaagaa aaataaaaag gtaaattcct gtataaggaa gctatttttt ataaggatta
   281101 tatttgaaag agtatttcgt ttgtcagaaa attaagttaa aataaattga aagaaggaag
   281161 agaggggaag taaatgatta taataggtta tgcgggatat gagttagaga aagcaaaacc
   281221 taatacatca gaagattttt ttaatagatc tgaagtgaca tatatattaa ataataaaga
   281281 aagaactttt tctgttttat atgttcgata ttttgaagaa gttttacaag gaattactct
   281341 ttttgaagga aatacagtat gtaaagtaga agaacaagac atacatttac gggatattgt
   281401 agcgatatgc tgtttactaa aagagaacga gctccgtacg caaaaacgtt tgtatttaaa
   281461 taatatagaa gaatttcaac aatattttga taaagaaacg ctgttgaaag tacaagaaat
   281521 attggctgaa ttacataaaa ataaaagagt agaaatatcg tgaaatggca aaggagagag
   281581 gaaaatgtct aatttgatgg ttgagaatca aacagaacaa gtttctatat ttttagaaga
   281641 tgctattact ttgataacca attatgtgaa ttatcatacg ttaccttctt tactagaaga
   281701 aactccagca ggaaacgagc aatattataa aggactatta gcatcaatga gacgtcttct
   281761 tgttttttgt gaagaagggc atgatgcatg ttttgttttg ttaaatagcc agccatttcg
   281821 aaagacagca gctgaaaaaa ccttatataa gatttaccat caagtaattg cagaattttt
   281881 ctcaccaaaa agtgattatt ggtatgaaaa tagtcgatct gcttatacag ggaaaaactg
   281941 cattgtgttt caacaaacac cacctgcatc tgtagaggaa gtaatgaaga gcttagaggg
   282001 taaattccaa ttgatgcgtg aagaattaga atattatgag acggattatc aaacaaagat
   282061 gttacacaaa tattaactgc gaaaaagaag ctgaggggac ttagcttctt ttccttttgt
   282121 acagttatat aagagatttc ctttgaatat atttaagggg atagcattaa ggaggtgtaa
   282181 catgagtcag caaggtgtat ttacagatta ctttcatgaa gtagaaagct ggtgtgaaag
   282241 tgttcttcac gtattagata gccgtgcaat ggaagtgtat gatgtccata tgcttgctta
   282301 taaaattcaa acgttattag atcgtatgaa agaacatgag tacgacacag atgcagagtt
   282361 tatgtatgaa ataagtgatg atgtagaaca tattcagcat catttgcaag aagtatttgt
   282421 acagggagaa gaggaatatg aactatgtga aagaggggat agtgaacgag ctgttccaat
   282481 tggaggacat acactcccac cattaccgta tccgtataac gccttagaac catatatttc
   282541 tagagaaatt atgatgttac accatgataa acatcatcgt agttacgtag aaggattaaa
   282601 taaagcggag aagatgatgg aagaagcgag aaaaacaaat caatttgatt taattaagca
   282661 ttgggaaagg gaagctgctt ttcatggatc tggtcattac ctgcacacaa tattttggaa
   282721 taacatgaaa aaaggtggag gcggaagtcc aagaggggct ctttcacacc ggattgaaca
   282781 agattttgga agtttcttac gttttcaaaa acattttaca gaagcagctt ctaaagtgga
   282841 aggatcaggc tgggcaattc tcgtttgggt gccacgatct ggaaggttag aaattttgca
   282901 gagtacactt catcaattat ttacacaatg ggatacgata ccactccttg tattagacgt
   282961 gtgggaacat gcgtattatt tacaatacca aaatcgtaaa gatgaatata taaaaaattg
   283021 gtggaatgtt gtaaattggc ctgatgtcga aaaaagattt gaaagtgcaa aacaaattga
   283081 atggacaccg tattagacgc aggttttctg cgtctttttt attggaagga gaaggagatt
   283141 tcgttcatat tttaaaaggc caagcataca cttgtacaaa aagtgccaaa aggacgtggg
   283201 ggggaaatat gagacgaatt tgtgtaatca taacgcttct tattatttat gcaagcgtta
   283261 tgccaattcc tacatatgca aagatgaaca gcaatgtcag tgctcgtaat gctgtattaa
   283321 tggaacaaca ttctggacgt gtattatacg gaaaagcaga acatgagccg caaaaaattg
   283381 ctagtataac aaaaattatg acagccttat tagctgctga atcaggaaag atgaaagaaa
   283441 gggtattagt aagtaatgaa gcggtcaggg tcgaaggatc tgcaatttat ttaaagcctg
   283501 ggcaaaaagt gaagctagag gatttagtat acggacttat gcttagatct ggtaatgacg
   283561 cagcacaagt aattgctgaa aatgtaggag ggagtataga agggttcgta tatttaatga
   283621 atgaaaaggc gaaacagatt ggaatgaaag atactcactt ttcaaaccca catggtttgg
   283681 atggagatgg atctcattat tcgtcggcct atgacatggc acttttaacg agatatgcaa
   283741 tggggaacga gacttttaag gaaatttttg gaacaaaaac gtataaatca gattcgtggg
   283801 attatccgtg gaaaaacaaa cataaacttg tgacgtcgta ttatgaattt gcaacagggg
   283861 gaaaaacagg tttcacgaag aaagcaggaa gaacgcttgt tacaacagca tcaaaagatg
   283921 gactagatct aattgtcgta actttgagcg cttctagtga ttgggatgat catatgaatt
   283981 tatttgataa aggttttgac cgtttcgaac aaacaaaagt tttaggacaa ggagcacttg
   284041 ctgaaataac cgaaaagaaa tacgccaatc atgtttacac gaaaaatagt ttttcagtac
   284101 ctttaactga agaggaaaaa aagagcgtag tattaaaagt tgaactagat aaaagtgcaa
   284161 agcttgtgga tggagtaaag gttggaaaga cagacgttta tgttggcaat gagaaagttg
   284221 gagaacggaa tttattttat agtaaacgaa agttagtagc tacaaccggg atgtactgga
   284281 ataatgtgaa agaaattttt tcttacatga taggtgttgg tagcgatggt taatctcgta
   284341 tgggtagcga tggcagtcat agggattgta tatgcgatga taaatggaac gatggaagca
   284401 ataaataaag ctgtatttga tggagcgaaa gatgcagtaa caatttgtat aggactgatt
   284461 agtgttttag tattttggct cggcttaatg aaaattgcag aggaagctgg gttgttaaaa
   284521 aagttagtgg cactttttat gccgatagta aaaaggttgt ttccagaaat accgaaggat
   284581 catccgtcaa tgggatttat tttatcaaat atgatggcga atttttttgg attaggtaat
   284641 gcagcgaccc ctcttggcat taaagcgatg gaacaattga aagagttaaa tggagggaag
   284701 gattcggcga gtcgttctat ggtaacgttt ttagcattaa atacatcagc gattacttta
   284761 attcctacga ccgtcatttc gattcgaatg acgtatgaat cagcaaatcc caccgaaatc
   284821 gttggggtaa cattcattgc acaagtactc tctatgatcg gagcgatttg gattgaccgc
   284881 tatttttacc gaagaaggag taggaagggg cggaaaaaat gagcattgtc aatacgatat
   284941 cattatgggt aatcccttgt gtcattggtt ttatcctttt atatggaacg ataaagaaag
   285001 ttccgacgta tgaatcgttc gttgaaggag gaaaagaagg gattcaaatt gcaatttcca
   285061 ttttaccgtt tatggttgga atgctcgtat ctatttctat atttcgagct tcaggtgcat
   285121 tagatgcaat gatatcagtg atgaagccga tgttagattt aattcatgtc ccagcagaaa
   285181 ttgttccact agcacttata cgtcctattt cgggctctgc tggtttaagt attacgaccg
   285241 atttaattgc gacgtatgga ccagactcgt tcattgggcg attggcttct acgatgcaag
   285301 ggagtacaga tacgactttt tatattttaa cagtatactt cggagctgtt ggaattagaa
   285361 aaatgggaga tgcattaaaa gtaggacttt ttgccgattt aatcggaatt atttgttcga
   285421 ttgtgtttgt ttctttaatg tttaagtaat actattcatt ttttatgcta tttcgcttat
   285481 aatacgtata cgaccactat taaggtgttg cttaatagtg gtttttttat gcggtatttt
   285541 tgacaaaata atgaactttt attgtgagca atatgaaaaa tatggacaat aataaaaggt
   285601 aaaaacatgg tttgaccttt atatgtttat tatcatcgct atgttgttta agtaagatgg
   285661 agcgaaaagc cgtcaagtgt atgcggttgc caagtctttc taatgtaagg taagataaat
   285721 tcgaggtgaa aaaaagaaat gaaacgatta caaaaagtga ttgcgcaagc aggtattgca
   285781 tcgagaagaa aggctgagga attaattcag caaggaaaag tgaaagttaa cggaaaaata
   285841 gtgaaggagt taggaacgaa agtaactcct caagataaag tagaagtaaa taacatccct
   285901 cttgaaaaag aagaacctgt ttatttttta ctatataaac caactggcgt aatttcaagt
   285961 gtatcagatg ataaaggaag aagtgttgta acagactttt tcccagaaat tacacaacgt
   286021 ttattcccaa tcggacgttt agattatgat acgtctggcg tattattaat gacaaacgac
   286081 ggggacttcg caaacgtatt aatgcaccct agatataaag ttgaaaaaac atatgttgca
   286141 aaaataaaag ggcctctaac aggtgaaaaa atccgcatgt tagaacgtgg tgtgacgtta
   286201 gaagacggaa aaacagcacc agcgcgtgtg aagattattt cttgggacaa gcgtaaagaa
   286261 atggcgattg tacaactaac aattcatgaa ggacgtaacc gtcaagtacg tcgtatgttt
   286321 gaagctttag actgtaaagt agtgaaacta aagcgtgaac gctacgcctt tttagaagtg
   286381 ggtagcttgc gacctggtga tgcaagagaa ttgacaccac atgaggtgaa acaattacgt
   286441 gcattggctt ccacaaagcc tcgctaatcg atattgtgaa actttcacca gtggaatgtt
   286501 ccgctggtga tttattaaaa aatacatata ttcatcactc gtcgaagaga ggggaaacaa
   286561 tatgaagaaa aatcgcttat tatttcgcgt tatcattctg ctcattttaa gcggtgctgt
   286621 aggatttaca ctttatcaag gattctttgc tgataaagag aaaatgcaaa ttggaaaaga
   286681 agcgcctaac tttgttgtga cggatttaga aggaaagaaa attgaactaa aagatttaaa
   286741 gggaaaaggt gtatttttaa atttttgggg tacgtggtgt aaaccttgtg agaaagaaat
   286801 gccttatatg aatgaactat acccaaagta taaagaaaaa ggcgttgaaa ttattgcgtt
   286861 agatgcagat gagacggaca tcgcagtaaa gaattttgtg aaccaatacg gtttgaaatt
   286921 tccagttgcc attgataaag gacaaaaaat tataggaaca tacggagtag gaccattacc
   286981 aacaagcttc ttgattgata aagatggaaa agtagtggag caaattatag gtgaacaaac
   287041 gaaagaacag ttagaaggat atttaaagaa aattactccg taataaagaa agcctttaca
   287101 taagaggtgc gtgtctatag tgcctctggt ttaaaaattc tgagtattgc ggtaacttga
   287161 ggttagaata tacaatagta catatagata caggggcggt gagagtgttg aaagaaatta
   287221 aatgtgaatg tggacatgtg aatccgatag gaaccgtttt ttgtgaagct tgtgggaaac
   287281 catttgaaag caatgaaaat ataaaactat tggatatgcg ctatgagggg agtgctcgga
   287341 gatctctcac gcaaacaaaa acgatagtcg ataaaatttg gagctttttt tcttctgtaa
   287401 aagtgggtgt atggctaatt gtaatcactt tagcggcatc ggcgatagga actatttttc
   287461 cacaagaaat gtacataacc ccaggaattg caccagctga atattataaa caagaatatg
   287521 ggtttttagg acaattatac tatcaattag gatttaataa tttatacggt tcatggtggt
   287581 atatgatttt gattgcttct atcggtattt cacttgtgat atgtagttta gaccgcgtta
   287641 ttccacttta taaagcttta aaaaaacaag gggttaaaag acaccctagc tttttaaaga
   287701 gacaaagatt atacggcact ggtgcaccgc aagatggtga cctggaaaga gtgcaaaaga
   287761 atttaaagaa agtgaactat aatgtgaaag tggaagacgg aaacatttta gcggaaaagg
   287821 gacgtttctc acgttggggt ccatatgtaa atcatatcgg tcttatcatc tttttattcg
   287881 gtgcgatgct tcgtttttta ccaagtatgt acgtagacga agcgctttgg ttacgtgatg
   287941 gtgaaacgaa agaaatacca ggaacggatg ggcaatacta tttaaaaaat gagaagttta
   288001 taaaggaagt ttatgataaa agtaaggata aagaagtttt tgatgaagca attgaccgtg
   288061 taggcgataa aatgattgcg aaaaacttcc aaacgaatgc catattgtat aaagcaatag
   288121 gtgaaaatat agcaggagaa aaaccgaaat tagaaaaagt aaaagaagcg gaaattcgag
   288181 tgaatgaacc gttgaaattt gatcaatttg cagtgtatca agtggattac aaagaaagtg
   288241 aatttaaaag tatgtccttt aacttgcaaa ataaagaaaa taatcaaaaa tggggaccga
   288301 ttaaagtcga tttaacgaat cctatagaaa aatatgattt aggaaatggt tattctttag
   288361 aactattaaa ctatttccca gatttttatt ttgatgagaa tggaagacca aatacaaaaa
   288421 cgaaattacc aaacaatcca gcattcgtat ttaaaatgtt tacacctgaa acaccagatg
   288481 gtgaagtgag ttttgttggt atacagcaaa atatagaagc tgatgggaat aacaaatata
   288541 aaatgtcctt tgcaggtgtg gaaatgcaaa atgcaacagc acttactgta aggaaagatt
   288601 taacgctttg gattctcggt attggaggat ttatatttat ggttggtgtg attcaaggta
   288661 tgtattggaa tcatcgccgt atttggatac aacgcgttaa tgatgaatgg tggattgcag
   288721 gacatacgaa taaaaattgg ttcggtttaa agaaagatat tgaaagagta ctagaaggta
   288781 cagcaattcc gcaaccaaat gataaagtag tcgataaaaa aattagttaa ggtggggaaa
   288841 tgatatggtg caaataagta gtaactttct ctttaccgca tttattttat atttaattgc
   288901 aactctattt ttcgggggag caattaaaga aaagggtcat aaatgggcaa atgtaggaat
   288961 aacgattaca attttagggt ttattgcaca aacagtttat tttgtaacaa ggtggatcgc
   289021 atcaggtcat gcgccagtaa gtaacttttt tgaatttggt acgtttttcg gtatgatgct
   289081 tgtaggagca tttattgtta tgtattttat gtaccgcgta agtataattg ggctctttgc
   289141 attaccagtt gcgcttttat taattgccta cgcgagtatg tttccgaggg aaatatcacc
   289201 gcttattcca tctttaaaaa gtaattggtt acatattcac gtgacgactg cagcagcagg
   289261 acaagcaatc ttagcgatta gttttattac gggcgttatg tatctattga aaaatgtaga
   289321 tcaatcaacg agaagcaaac gtacattttg gttagaaacg gtcgtgttca cgcttgtttg
   289381 tacagttggg tttattggag tgacaacggt attttctagt atgaaatatg aagcgaagtt
   289441 tcaatgggtt gataaaaatg aacaacaagt ggaaatgaag tacaatcttc cggctttagt
   289501 agggccgcat gaagggaagt tgctgacaga aaataaatta gagccgacag ttgaagttcc
   289561 agcgattgta aatgcgaaaa aattaaatac tgttatttgg tcagtgttag ttggaacgtt
   289621 actgtatatc gtattaaggc taattttacg taaacgagta tcagcggcac ttcagccgtt
   289681 agtgaaaaat acgaacagcg atttgttaga tgaaattgga tatcgttcta ttgcaattgg
   289741 attcccagtt ttcacgttag gtgcattaat tttcgccatg atttgggctc aaatagcatg
   289801 gacacgcttt tggggatggg atccgaaaga ggtttgggcg cttattactt ggctctttta
   289861 tgctgcggca ttacatttac gtttatcaaa aggatggcac ggagataagt cagcgtggtt
   289921 agcggtaatt ggttttgcaa tcattatgtt taactttatt gtagtaaact taattatcgc
   289981 gggtttacat tcatacgcat agagaaataa aataggagag tgtatgtcac tttcctattt
   290041 tatttttgtc aacttttctt cttttttgag aaaaacatga caaagtagca gttgattttg
   290101 taaaatgatg tcgaggacat tatatactgt tcaaaaaaaa tacatagttt tggaaaaaaa
   290161 ttgaacaaac tttattattc ttgtgaagca tagtatggaa agtgaaacat ttagaggatt
   290221 gcttaaataa acgagaatag cgcaacataa tagtatagaa gggtaggtgt gaaccgttgt
   290281 ggtaaaagta cgcaacgggt agaaatggaa aatgaatcaa gaattttaat tgtagacgat
   290341 gaggatcgta ttcgtcgttt gttgaaaatg tatttagaaa gagaacaata cacaattgaa
   290401 gaagcagaca atggtgatac agctttagaa atggcgttgc aaaatgatta tgatttaatc
   290461 ctattagatc ttatgatgcc tggtaaagat ggtattgaag tatgtaaagg ggttcgtgag
   290521 aagaaagcaa cgccaattat tatgttgaca gcaaaaggtg aagaagtaaa tcgagtacaa
   290581 gggtttgagg taggaactga tgattatatt gtgaaaccat ttagcccacg tgaagtagtg
   290641 cttcgagtga aagcggtctt acgccgttct gtaccaacaa cattctttac acaagataca
   290701 acgacaaaag atgttactgt gttccctcat ttaacaattg ataatgatgc acaccgtgtt
   290761 acagcagatg ggaatgaagt gaatttaaca ccgaaagagt acgaattact attattctta
   290821 gcgaaagcgc ctgataaggt atttgatcgt gagcaattgt taaaagaagt atggcaatat
   290881 gaattcttcg gagatttacg tacagttgat acgcatgtaa agcgtttacg tgagaagtta
   290941 agcaaaaaat caccagatgc tgcgaagatg attgttaccg tttggggcgt aggttataag
   291001 tttgaggttg tgaacgactg atgctttgga gaagtgtagt agggaagtta tggatgacca
   291061 tattacttct cgtttcgttc gtgcttggat ttgttgcgat tttactttcg cagtttttta
   291121 gaacatatta tgttgatatg agtgaagcta ggcttcaaaa agttgcaaca agtgtttcag
   291181 agttaattga agaaggtgcc gatgtaaaaa cgattgagaa catcgcgtac aaattttctg
   291241 atccactttc aaggattatt attgtagaag agggtaagga aatctcttct tcaccgaaac
   291301 aagaagggtt agttactcta acaatagatg atttaaaaga agataaagaa ttagctgctg
   291361 tttttacgga caaaaaagaa attaaaaata aagttagaaa agcgtctaat agtaggaaga
   291421 ataaaaacac cgaaaatgat attatgattg tcggaaaacc agtacagtca aaaaatgaaa
   291481 gtgcagtgtt tgtatatgaa tctttacaag tgccgataca aggtatggaa agaacgactg
   291541 attttatatt cttatcagca gggattgcga ttatattaac aactttcttt gcattcttct
   291601 tatctactcg aattacagca ccacttcgta aaatgcgtga ggttgctttt gaggtgtcgc
   291661 gtgggaagtt tgatgcgaaa gctcctatgg tatctcagga cgagattggt gagcttgcaa
   291721 cggccttaaa tcaaatggga aaacagttga agtttaatat gaatgctctg cagcaagaga
   291781 aagaacagtt agctagtatt ttaagtagta tggcagatgg ggttattaca ttaaatcaag
   291841 aaggtgaagt cgttgtaatc aatccgccgg ctgaacattt cttacaagtt tggcaagaag
   291901 aaaaagagat agagctcagt aagaaactgc cttctgaact tgttgaacta ttccatctcg
   291961 ttgtagaaag cgaacaacaa caagtggttg gaattaattt acaaaaaggt aactatgtgg
   292021 ttcttatgac gccgctttac aatcaaacga aaattcgcgg ggctgtagct gtattgcgtg
   292081 atatgacgga agaacgccgt cttgagaaga tgcgtcaaga ctttattgcg aacgtatcac
   292141 atgaacttcg tacaccgatg gtcatgcttc aagggtatag tgaagcaatt ttagatgata
   292201 ttgtgcaaac gaaagaagaa attaatgagt ttgttcaaat catttatgat gaatccgttc
   292261 gtttaggtaa acttgtaaat gaattattag atttagcgcg catggaaagt ggtaatgtag
   292321 agttacatat aggtgaagtt gatattcatc cttttgttga aaaaataggt cgtaaattcc
   292381 aagggattgc gaaggataaa gaagtcgcgt taacagttga tttcaaagat tcaattgagc
   292441 agtacccgtt tgatgcagat cgtatggaac aagtattgac gaatttaatt gataacgcaa
   292501 tacgtcatac gaacgcagga ggacatgtaa cgcttgtaat tgatacgaaa aataatggtc
   292561 ttatttttga agtgcaagat tcaggcgccg gtattccaga agaagatatt ccatttttat
   292621 ttgatcgttt ctataaagct gataaagcaa gaacacgtgg gaaaaagggt ggaacaggac
   292681 tcgggcttgc gattgcgaaa aatattgttc aaggccatgg tggtaaaatt tctgtatcaa
   292741 gtgttgttgg agaaggaact acattctctg tatatttacc gaatcgtata atttagatat
   292801 acgtttttaa agttgataat gaataaagtt ctgctgtttt tttatttttt tgtaaactca
   292861 attaaataaa gaatggtaga acttttttct atcttggtcg aattaaaaat aacaagagag
   292921 gtgctgtgaa gaaatgaaat tatatacaaa aacaggagat aaaggaacga caagtgtaat
   292981 aggtggcagg gttgataaag atgatatccg tgtggaagcg tatggaacaa tagacgaggc
   293041 aaattctcat attggatatg cgatgactaa gcttcaaggt ggggctttta tagatattta
   293101 caatgagctc gaaaatattc aacatgaact atttgattgt ggaggagact tggcaatagt
   293161 ggaacaaaaa attccttata aagtgacaat tgagatggtt gaaagtttag aaagaaagat
   293221 tgatttatat atagaagaag ccccgccact agaacgcttt attttgccag gtggtagcga
   293281 ggcggcggct actattcata ttgcacgtac tgttgtaagg agagcagaac gctctatagt
   293341 atcattgcaa aaagaagtga aaataaatga agttgtatta aagtatgtaa atagattatc
   293401 tgattatttg tttgcgatag ctcgagtaat aaatgcgcga ttacaagtga aagatgtgga
   293461 gtataaccgt agtgcattag tttttcgtga taaaaaagag aaggaagtgg agtaattcac
   293521 tttctttttt tgtatacttt tttctgtaat ataccaaaat agagaaggta tggtggtaat
   293581 tagaaaacgg aggatgtata tgaaagtttt aaaatgcggt gtcatgttat tgagtatact
   293641 gtttgtatct caattacatg tttatgcaga agaaaatcga tggacatggc ctgttgaagg
   293701 tcagataagt gattattttg ggacaaggca tggaaaacac tatggtattg atgtagctgc
   293761 gccgattgga acgcctgtgg tagctatcca agatggtaag gtaacgaggt cttattattc
   293821 aagtagttat ggaaatgttg tatttattaa acacggagaa tatgaggctg tatatgcaca
   293881 tttaaataag agatatgtga atcaaggaga ttatatttcc aaaggagaaa aaattggaga
   293941 agtagggaac acgggagaat cgcgaggtgc gcacttacat ctagaacttc atcaaggaag
   294001 atggacgatg gcgaaaaaga atgcgatgaa cccattgctt gttttaagtg aacaaagaaa
   294061 tgaagttgtt tcttcgtcat tatatgtcgt acaaaaagga gatactttag ttagtattgc
   294121 acggaaattt agtatgacac ttaaggaaat taaagaaaaa aatggattgc agcaagagct
   294181 aatttatcct aatcaacaat tatatgttaa gtaaaggaaa cgcctcaaaa attaaacttt
   294241 gaacaaattt atgttcttct taaataagat tcaatgtaaa tgaaattata tgggcgcttt
   294301 tgctagaact attgagtgaa tcagagcatc tatatctaaa agaaaaccgt cccaaaattt
   294361 attttgggac ggcttctttt accaaaaaat aaagacacat ataaatccag aaatagctaa
   294421 atagctatat aagtaaaaaa cttttgttct tgttttctct tttgttcgaa acagtacgat
   294481 agtcggttca attaaaccga ttgtcaaaca aagtaggcca agaagcatac aaccaatcga
   294541 aatagaatac agggcgattt gtggtgcttg aaatggaatc atccatttta ataaaaatgc
   294601 aataagtgca gtgtaacaaa tactaccgat gtatttattc agtggtgtat tagaacgaaa
   294661 accaggaagt ttttttaaga aagagcggga aacaacttct gtttgtaaag atgtatgctc
   294721 ttcaataatt ttttgagctt cttttccttt ttgaaaaaga gataagatcc aatttcgctc
   294781 accctgaaaa ataaattgag aagttgtcaa atagtgatca atcttcactt tattccaact
   294841 cttccacgga tgacgctcac acaattttaa tttactttct gtttttttat catactgata
   294901 aatactgatg ccatcttcat cgaaagtagc atagtatgtc tcgtttgaga atgtgcctaa
   294961 atcaattggg cagtagaaaa gtaattcttt ttttaagtaa aagtattctt ttcttaagtt
   295021 ttttttcatt gcttctcgaa tagaatgtct cttgtctttt ttcatgacat ttcctccata
   295081 actcagaaaa tgttcttatc ttaacaattc aatatcttat cacttttaat tatatatgac
   295141 taggtaattc aaaagagaaa tgccgaataa taaaaaatat ggattgtatt gtaaaatatc
   295201 tcgcaattta tttgttttta cgaaaaataa ataactaatt ttaaataagt tacaattttt
   295261 tagtttacaa tgctatgagg ttgttgtata atgaagggga aaatagaata tcggtctatc
   295321 ttcggggcag ggtgaaaatc ccgaccggcg gtgatgaact atttatgatt ttgttctaag
   295381 cccgcgagcc gttaaggcag gatttggtgt gattccaaag ccgacagtat agtctggatg
   295441 ggagaagatg gaggttcaag cgttcaaaaa agatatggat ttgaacgtct gtttgatgtg
   295501 ccttaaattc tccctttgtg taaaacacaa agggtttttt cgttctatga aaaataggca
   295561 tagcagaacc tttccacttt ccatgagatg atcgatggaa aaggagagag aaagatgaaa
   295621 caaaaaaaca gtgtagtgca gatggtgagt gtagcgatgc taagtagtat tgcatattta
   295681 ctaatgatgt tggatttccc gttcccaggg cttccgccat ttttgaaaat tgattttagt
   295741 gatgtaccag ctctaattgc agcaattatc tttggaccag tagcaggagt cattgtagag
   295801 gcgataaaga acattttaca ttacgggatt caaggaagtt taacgggagt accagttgga
   295861 gaaattgcaa actttattgc aggatgttta tttattggac cagcagcttt cttatttaga
   295921 aagtatcgta ctgtgaagag tttaactaca ggattaatgc tagggacaat tacaatggca
   295981 cttattatga gtgtattaaa ctacatcatc atattcccgg cttacacttg gtttttaaat
   296041 tcaccggcta tgtctagcga agctataaga acaacggttg taacggcgat cttaccattt
   296101 aatttaatta aagggattgt tgtaacaatt gtatttgtag cattattctc acgcctgaaa
   296161 gtatgggtgt ttgcaaaaat gaaaaatgca taatatatac taaaaccatt agtagtgtga
   296221 aactactaat ggttttttat taagtaaaat aaagtttaga tacaaaaaat gcccctcatc
   296281 aatatgaggg gcattttttg aagttaataa aagactattc gaattttaaa gcgtctccgt
   296341 cgaatgattc gtcagcaact ttaattgagt cagttggaca gccttcgaat gcatccatca
   296401 tatcttcaat taatacatct ggaatttcaa cgataccttg gttatcatct aatgttacaa
   296461 atgcaatacc ttcatcatca tagtcataaa tgtctggtgc agcagcgcca caagcaccac
   296521 atgcaataca agtatcttta tcaacgattg tatattttgc catctttttt ccctcctgat
   296581 aatatgtatg tgaaaagctc gccataaaaa ttataacctt attgtaaaac ggtttgtaaa
   296641 acttttcaac ataaaattat aatgataatg cttatcaatt agagtgtcaa cttatttttg
   296701 aattatgtca taagattttc aaaatacgta aatatgattt cgtttgatac aatagaatat
   296761 atacaagtat atagttctta tataataagt ttaatgagcg acagtagata gtgtaattgt
   296821 actgaaaaga atgaagttaa gattggaagg tggaagcggt catgcaaata caatatactt
   296881 tgttgcattg tttaaaacaa ttgaatggtg aaagaaccgt ttcttctatt tattatttac
   296941 taaagggcaa acgttcttcg caaactttac aagatggaaa tatgttccga atttcttttt
   297001 tgttcggaat atataaatca ttaaatagaa atgactatga tggtgaagtt gcaaagttgt
   297061 tgcaagcgga ttttattcaa gaaatacatg aaaatacata tgtgttaaca cctacgggta
   297121 aaatgcagtt acataaatgg gaggaagttt atgcttttcc ggcgcatttg catggtttac
   297181 attatggtga attaggtgaa acattttgga aaagattatc attaattatt caaatcatat
   297241 caaatttaca acagaataat acgaggttta ttccaattca gcaagataca gaaataatga
   297301 tgtgggtgaa acgttttcta acaggaaggc catataagag aagtgagttg gcgagaaaac
   297361 tatggacgga agtacataat cttttagaaa agagtaatgc gatagaagcg acgattgtaa
   297421 catatcgatt aacaggttat gaacgcattg gttgtacatt gcaacaatta gcagaaatta
   297481 cgaaacaaga tatattcagg gtgtattttt tattttgggg tacaatacat ttctttatac
   297541 aagaagttcg tgataaagaa aatgaatttc cactattagc tgaaattata tcttatccaa
   297601 atgagagagc tgaattattt agtttatcca cgaaaaaaac atataatttt tggagacaag
   297661 gacgttcttt agaagaaata gcgacgattc ggaatttaaa ggttgcaacg atagaagatc
   297721 attttgttga aattgctttg cgagaaaaag atttttctat tgaaatgttt atggaaaaag
   297781 aaaagataga caaagtaata aaagtaattg aagcattgca aacgcggaag ttacgtgttt
   297841 tgaaacaagc ggttggagaa gatatctctt attttgaagt tcgtcttgta ttagcgcgga
   297901 tggagggtgt aaatgaaact tgaagaatat ttatataagt ggtttggata ttctgaattt
   297961 cgtccaggtc aaaaaggagt aattacagat ttattagaag gaaaagatgt gatagcaatg
   298021 cttccgactg gaagagggaa atctatgtgc tatcagtttc cggggcttat gcgagaagga
   298081 accgtgcttg ttgtatcacc gttattatct ttaatggaag atcaagtgac acaattaaag
   298141 tatgttgtga aagaccgagt gatagcattt aatagttttc ggacattaaa tgaaaaaaga
   298201 gaagcgatga aaaaattatc ttcatataaa tttatttttg tttcaccaga gatgttgcag
   298261 tcggagttat taattaggga attgaagaaa attcatattt cattatttgt tgttgatgag
   298321 gctcattgta tttctcaatg gggttatgat tttagaccgg actataaaaa acttaatgta
   298381 gttattgaaa atattggttc tcctacagta ttagcattga cagccacagc gacaaaaggg
   298441 gtactgcagg atatcgcaga tagtttaaat ttaaagggtg ccgcggaaca tgtatactct
   298501 attgatcgtc ctaatattgc aatggatgtg caatttgtag agacgataga agaaaagaaa
   298561 gaggcgcttt tagagcaggt gatgtattta caagggccgg ggattgttta ttgctcaagt
   298621 agggcgtgga cagaaagatt aacggaatac ttgagaggga aaggtgttac tggtgtagct
   298681 ttttatcatg gtggtatgga acatgaagag cgtatgttaa ttcaacagca gtttatgaac
   298741 aatcaattgc aacttgtaat atgcacaagt gcatttggta tgggggtaaa taaggcgaat
   298801 acgcgatata ttattcattt tcattatcca actaatatag cttcttactt acaagaaatc
   298861 ggaagagctg gaagagatgg cgaaccgagt atagctattt tattatgtag tccgttggat
   298921 catgatttac caatttcaat cattgaggat gaactgccaa gtaagtcaca aatacaattt
   298981 ttattttctt tactacaaga aagaatgttt caaacgaaag aattaccaat agaagatgta
   299041 gaagaaattt gttataatgc agcaagattt aatgagcaat attggcgttt cgttcgttat
   299101 catctcgaac aggttggaat tatacaacaa cgaagattat tattagaagg tttgtcagat
   299161 gaaatcatga accgattaat agctgaagta gaaataaggt tgcgtaataa atatagtgag
   299221 ctagaaaata tgaagtcatg gatacaagtt aaagggtgta gacgtgaata tgtgctgcaa
   299281 cagttcggtt ataggaaaga gcaagagtta atgaattgct gcgattattg cggtattacc
   299341 aaagaagatt ataaaaaaag acgagcgcaa caatcggatt tcgactataa ttgggaaaca
   299401 gagttacaaa agcttttcgg cctagaaaag atggaggaat gatgaacatt caaaggcata
   299461 atgttgaaga tatgagtccg caggaaataa ggctgaatct atatataaca cagttaatta
   299521 ttatcggtat tggctgttta ctggcatata tattatttca agatgcaaaa gaagtcttta
   299581 atttatggaa atgggaacca gtatctatac ttattatagg tggtttgtta gcgattggta
   299641 ttgtgttatt agattatgtt gcaatgcgag tgtttccaga gtcttggttt gatgatggtg
   299701 gtattaacga taagatgttt cgaggaatgt ccgttctgca cttactcgtt attacgttct
   299761 tgattggttt tgcagaagaa tttttattta gaggtgtagt acagactcat tttggaattg
   299821 taattgcgag cttcgtattt gcagtgttac atattcgtta tataacaaag ccatttttgt
   299881 tttgtttcgt ctgtttcatt agttttgtct ttggttatgt atttgaatgg acaggaaatt
   299941 tgtttataac aatctttgca cactttcttg ttgattttat aatgggactc caattaagaa
   300001 aataaatgga aggtggtggt gaacaacatg aggaaacgaa ttcctgattt tgaagaggaa
   300061 ttagaagttg agcgagtgga agaaaaagaa agtttaccgc cgcgtagtga aattcataga
   300121 aataaagaga aaaaacaaaa gtttaaaata aatcacattt tcgtccgggt tttaacattt
   300181 ctattcattc tgctgccgat tagtattttg tggtacacgg ataaatatat tcaggtgaag
   300241 ggcgatagta ataatgctgg aaaaagtgcg tttgaagtaa tcttctttga ttcagctaaa
   300301 tctgagtcgc agaaacattc tgaaaaagta ataacgcata ctgtgaaaga gggagaaact
   300361 ttagaaagta tagcgaagca atatttttca gatggaaatg gaattgaagt aattaaaaag
   300421 tataataact tgcaggaaga tgaagtgagt gcaggtcaag aattaaaaat tccgataaaa
   300481 gataagtcca caaagcaaga aagctagcga gttaagcgat cacagtttgt tataaaagcc
   300541 taggattatc tttatgagga gggagtcaaa aatatgatat ggattatatt attcagtact
   300601 ttcataggca tggggatttt attacttttt gtgatgtata aagaagcgat gcgtaatacg
   300661 gtgttggaac atactttagt atttaaagaa tttccgaaaa gttttcaaaa agtaaatgtg
   300721 ttttttattt ctgatattca tagaagggtc atttcaaatt tgttaattga acaagtaaaa
   300781 ggaaaagtag atctcgtaat tatcggagga gatttagcag agaaaggtgt ctctttatca
   300841 aaaatctctg cgaatattca aaagttaaga gagataggtc ctgtatattt tgtgtgggga
   300901 aacaatgatt atgagataga atatcatgaa ttagatgcgt tattattaga aaataacgta
   300961 aaagttttag ataatacaag agtggtattt gagtctgaat taggagagaa aatttgtttg
   301021 ctcggtatag atgatgttgg attgcaccgt gatcgtctag atttggcatt ggcggattgt
   301081 aaagaagatg gttttcgtat cctagttagt cacaaccctg atataataaa aaaatgtctg
   301141 gaaatgaaca gatttcactt gtgttaagtg gacatacgca tggagggcag attcgattat
   301201 tcccatctaa aaaatattta aaaggtggcg tatataagca ttcaaatata actctttttg
   301261 ttagtaatgg gtatggaaca acgttgattc cacttcgctt ccgagcacct gctcaaacac
   301321 atattattac gttatgcgga gggaaatgat gccaactcta aacggaaaat ataacataaa
   301381 agctgtttca aaaataattg gagttcaacc aagtacgctt cgtgcatggg aaagaagata
   301441 tcaaatgatt gccccaaagc ggaatcatgc ggggcatcga ttatatacag aagagcatat
   301501 tcaaattttg aaatggttaa tggacaaggt ttcttccggc atgatgattg gacaagcagt
   301561 tcaattatta gaagggaatc gtttgcagaa tagtgttcaa aatgaaatac attacgatag
   301621 agaagttgtt ttagtggacg atttactaca agctttgtta aaatttgatg aaattacaac
   301681 ttctgcattg ttaaacgagg cttttagtat ttatgcaaca gaaaaagtta tcgcaagtat
   301741 tgttcttcaa gtgtccaata aattgttaac gttaaaaaat aataatgaag ttacaatggt
   301801 gcaattccaa tatgtcttat catttttaca aacgcgtcta gggatgatat atcataatgc
   301861 atcatcgttt tcttctatac acaaagttgt tgtgttagaa agtaatatgt tgaaagggtt
   301921 tgttttctca acgtatttac gattaaaagg atatgaggtg atatatatta gggcaagctt
   301981 agcggaagat agtattacgt tagctgttga gcaaataaga cctaaatatg tagtaatctc
   302041 ttttgatgac ggacgagaac tgaagaacgc aatgagctac ttgaatttgt tgcaagaaaa
   302101 aagtgaaaac ctttctgttg gggttatagg agaaataggt gctggagatc agttgaacat
   302161 tcaaacaagc ctaattggtg atacgaaaga agaatgggat gattggttaa aaatgttaga
   302221 atagttgttc gaaaagaacc atctattttc tatttcatat aataaaaatt atattcattg
   302281 gttgcgtagg gagggtatga gatgaggctg gaacgattaa attacaataa gataaaaatt
   302341 ttcttaacat ttgatgattt atctgaacga ggattaacga aagaagattt gtggagaaat
   302401 gcaccgaaag tacagcaatt atttcgtgat atgatgcaag aagcaaataa agaattggga
   302461 tttgaagcgg atggcccgat tgcagttgaa gtattttctc tacaagcgca aggaatggtc
   302521 gtaattgtaa cgaaagaaca tcaagaagcg gatacagatg atgagttccg tgacgagttt
   302581 attgaaatgc aagtgactct agatgaaagc gagcatatcc tttatgagtt tgctacacta
   302641 gatgacgtaa ttaacctgtc gaatcgttta tataaccttg atgtaactgg cggaaaatta
   302701 tatacgtggg atgggcgttt ctatctttgg atggaagaag aggagcaaat acaattactg
   302761 aaggcagatt ttatagctat tttagcggaa tatggtaatc cgtctacagc aactatttat
   302821 cgtctaatgg agtatggtaa agaattaatg gcttctcaag caattgaaca aatacacaat
   302881 tactttgtga aaaaacaaaa ccttagctaa tataacatag ctaaggtttt gttttttatt
   302941 ttacttaaat gtatcttttt aaagtgctgt atttaagtga aataaaaaat atttaaatat
   303001 ttaagtattt tacttttcta aaagcaataa aaggactata atgatagtga aaacgcttgc
   303061 aaaaagaaaa tactttgtat atatttgtta gcgttttcta ttgcattcca aatttaacgg
   303121 tgtatactag gcaatgaagg tttactaaac aagtgaaatt acagggggtt tacttactat
   303181 ggtagccgaa aagggaactc aaacaaaaac acaacaacaa agggaacaac attttgaact
   303241 attgaattca acacaaattg ttattagtga agcgttagaa aaattgggtt atccaaacga
   303301 agtatatgaa ttattaaaag agccaattcg tatgatgaca gtgaaaatac cagttcgtat
   303361 ggatgacggg actgttaaaa tatttacagg atatcgtgca caacataatg atgctgttgg
   303421 tccaacgaaa ggtggaattc gcttccatcc gaatgtaaca gaaaatgaag tgaaagcact
   303481 ttcaatttgg atgagtttaa aatgtggtat tgttgattta ccatatggcg gaggtaaagg
   303541 tggaattatc tgtgacccgc gtgaaatgtc attccgtgag ttagaaagat taagccgcgg
   303601 ttatgtacga gcaattagcc aaatcgtagg accgacgaaa gatattccag ctccagatgt
   303661 attcacaaac tctcaaatta tggcatggat gatggatgag tatagccgta ttgacgaatt
   303721 taattcacca ggatttatta caggtaagcc acttgtatta ggtggatcac atggacgtga
   303781 aacagcaaca gcgaaaggtg ttacaatttg tattcgcgaa gctgcaaaaa aacgcgacat
   303841 tgatattaaa ggtgcacgcg ttgttgttca aggattcggt aatgctggta gcttcttagc
   303901 taaatttatg catgatgcag gtgcgaaagt tattgcaatc tcagatgctt acggcgcgtt
   303961 acatgatcca aacggattag atattgatta tttattagac cgtcgtgata gcttcggtac
   304021 agtaacaaaa ctatttaata atacaatttc aaacaaagaa ttgttagaac ttgattgcga
   304081 cattttagtt ccagctgcaa ttgagaacca aattacagaa gaaaatgcta atgatattaa
   304141 agcgaaaatc gttgttgaag ctgcaaatgg tccaacaaca ttagaagcaa ctaaaatttt
   304201 aacagatcgc ggaattttac ttgttccaga cgtattagca agtgctggtg gggtaacagt
   304261 atcttacttt gagtgggtac aaaataacca aggttactac tggactgaag aagaagtaga
   304321 acaacgttta gaaaaagtaa tggtaagatc atttgattct atttatgaaa cagcacaagt
   304381 tcgtaaagtg aacatgcgtt tagcggcgta tatggtcggt gttcgtaaaa tggctgaagc
   304441 aagtcgcttc agaggctggg tataatatta tattgtgaga aaacgtgatt cctttcgaga
   304501 ggatcacgtt tttttgttga agtattagag tgaggtgttg tgtatggaaa ataaaatgat
   304561 ggaacgagta gaacaattag aagaaaaggt taagaggtta gagggagaac ttgcaagaac
   304621 gacgaaagcc aaaaagacaa gtattgttcg ggtgttcggg gaagggctac tgtttttaat
   304681 atttggtgcg gttgtagtag ggccaattat cgcctttgta atcacgattc ttactggatt
   304741 tgccgaaaaa taaaataaaa acaaaaagaa cgcttgttct gtgcgaacaa acgtgctata
   304801 atctccttag ataaacaaaa cggaaatgat tttaaggaga gataaatgat gaaaatgaca
   304861 gtagaccaaa gatttatgat gccagcggat gttgtagaac gagtggaagt gttaagaaac
   304921 aaacaaagta agcgcggcac attattacaa tcagtaaata aatttttcgg tttagatacg
   304981 aaagaagatt gtgtttggtt ttacggtttt tatggagttg ctgtaagtat tttattattt
   305041 atggtgttca catcaaatat ttttgatttt ctcttcgcgt aagaaatatg ctataaggac
   305101 attgctaccg aatacatata taaagaagta aggtaatctt ctgaagcggg agttggtagt
   305161 aatggcgatg tttcctatag agcgtaacta tattggatat ggaagttcac ggtcgggaat
   305221 tcctctttct aaagtaaggt ttattgtaag ccatgatacg gggaatcctg gtagcaatgc
   305281 gattgggaat cgggattatt ttaatgagat acaaccgaaa gcttcggcac atacatttat
   305341 agatgacaaa acaatactag aaattattcc tataaatgaa gttgcttatc atgttcgata
   305401 tggtgtgccg acagataatg acttatatgg gtatgatgcc aataaggctg ctattggagt
   305461 ggagctttgt tatggcggtg atgttaattt ttgggaagca tatacccgtt ttacttggta
   305521 tcatgcgtat ttatgtcaaa acttcggctt gaatccgaaa aaagatatcg tatcacataa
   305581 aacacttgat ccagccagaa agattgatcc tgaaaatgtt ttagggaaat aaggtattaa
   305641 atttcagcag tttttagcag atgtctatcg gatgtacgtt tcgtttagat gacaaatata
   305701 tgaaaaatga atacaataaa gataggtgcc tactgctgta agtaggtttt ttcttgtttt
   305761 tataaatagt gtattggtag aagactagga gtgaaccgag tatgcagaaa gaaacagcta
   305821 tcataattgg aggcggtccg tgcggattag cagcagcaat ttcgttgcaa aaggtaggga
   305881 taaatccgtt agtaattgaa aaaggaaaca ttgtaaatgc gatttataat tatccaactc
   305941 atcaaacatt tttctcttct agtgaaaaat tagaaattgg tgatgtagct tttattacag
   306001 aaaatcgtaa gcctgttcga aatcaagcgc ttgcgtatta tcgtgaagta gtaaagcgta
   306061 aatctgtacg tgtaaatgct tttgaacgag tggagaaagt tcaaaaagat ggagaagttt
   306121 ttcaggttga aacgacaaag cgtgacggaa gtaaagaaat atatatagcg aaatatattg
   306181 ttgtagcaac tgaatattac gacaatccaa attatatgaa tgttccaggt gaggaattga
   306241 agaaagtagc tcattatttt aaagaggggc atccttattt tgaccgagat gtagtagtta
   306301 taggtggaaa aaactcgagt gtagatgccg cgttagaact tgttaaagcc ggtgcacgtg
   306361 taacggtact atatcgcgga agtgagtatt caccaagtat aaagccgtgg attttgccgg
   306421 agtttgaggc attagtacga aacggtacaa ttcaaatgca tttcggggct catgtgaaag
   306481 aaattactga acatacatta acgtatacag ttgatggtga ggcaaataca atccaaaatg
   306541 attttgtgtt tgcgatgact ggttaccatc ctgatcatag tttcttaaca aagatgggtg
   306601 ttcggattga tgaagcgaca ggacgtccaa tttatgcaga ggatacgatg gaaacgaacg
   306661 ctgcaaatat tttcattgca ggtgtaattg ctgctggaaa taatgcaaat gaaatattta
   306721 ttgagaacgg tcgatttcat ggagatgcaa ttgcgcaaac cattgcgaca agagaaatat
   306781 aaaaagaagc tgtcgaaata aacttcgaca gcttcttttt taatcgtgca taaacatatt
   306841 ttggattgct tcatgagaag ttgtattctc taatgcaact aataatttaa tacgtgcttt
   306901 ttgagcattt aaaccgtatg tgaatacaat acccatatct tttaattgtt tgccgccgcc
   306961 ttcatatgaa tatacatctt gaacgatgcc gttgaaacag cgagaaacta atacgacagg
   307021 aattcctttg tttattaatc gttctagact aggaagtgtt cttggaggta aattaccttg
   307081 tccgagtgct tcaataacaa tcccgtctac tggaaggttt tcaattgctg ctaacaatgt
   307141 atcgtccatg cctgcgtatg cttttagaac gactacgttt ttagaaacct tatttactga
   307201 atatgtttcg tgatgtacta aagcatggtg gaatacaaca ccgcgttttg ttaccatacc
   307261 aattggtcca tactgtggac tttggaatgt tgctacattg cttgtatgtg ttttcgttac
   307321 gtttgtagcg caatgaattt cgtcgtttaa tacgactaaa acaccttttt ctgcggcttc
   307381 actactgcta gcgactttta cagctgataa gaagttatat agaccatcag cacctaattc
   307441 attactagat cgcattgcac ctgttacaac gatcggaata gttgcttgta ctgttaaatc
   307501 taagaaatag gctgtttctt ctaatgtatc cgtaccatgc gtaatgacta cgccatgaat
   307561 gttgtcttgt tttactcttt catcaatgat gacttgtaat tgtaacattt cgcttggtgt
   307621 catatgagga gatggtagat ggaacacatc ttcaacgatt aaatcaacat cgccttctaa
   307681 atcaggaatg aattttaaaa gaggattttt ttcacctggt tgtacgaccc cagtttcttt
   307741 atcttcctcc attgcaattg ttccacctgt gtgtaaaact aggattcttt tcaatgctta
   307801 tacccctttc aagtaaaaaa tacatttaga acataacatg ttttgagtaa attcgacaat
   307861 ggaaatgtat aaaagtatgc ctcgaaaatg acaataaaat gaactgctat atgtacgatg
   307921 tataaaataa taaaatgaaa tgtgaaaata tagtataaga gggagcaatt acggtgaaaa
   307981 agatggagag aatttttatt cgtatattaa taatacaatt tatttgtctt tgtgttgtac
   308041 aattattatt tatacataaa tcatcggtga aatatttatc taaaattgtt tattatgaag
   308101 gtgttatggt aaaaaacaaa acgaaaatct tacaggtgaa taggtagttt tcattttctt
   308161 ctatgaagga ttatgctaca ataattgagg atttaatgac gtgaagcaaa tgagaagaag
   308221 caggagaata cctgcttttc gttttgtttt ataagtgaaa aaatgaggtg ttacgatgga
   308281 taaaagaatt tcaattgcta tagatggtcc agcagctgct ggaaaaagta cagttgcgaa
   308341 agttgtagcg aagaagcttt cttacgttta tattgataca ggcgcaatgt atcgtacgat
   308401 tacatacgca gcccttgagc aaaaagtgga tattgaaaat gaagagcagc taatggaagt
   308461 tgtaaagaat gtgaaaatcg agtttcagca aggagaaaat acacaacttg tatttttaaa
   308521 tggacaagat gtttctgaag taattcgtac acctgaggta acgaatcgag tatctattgt
   308581 ggcgaaacat cgccttgttc gtgaagagat ggtacgccgt caacaagagt tagcggaaaa
   308641 aggcggcgtt gtaatggatg gtcgtgatat tggtacacat gtgttaccag atgctgaagt
   308701 gaagatcttt atgcttgctt ctgttgaaga aagagcagaa agaagacatt tagaaaatat
   308761 gaataaaggt ttcgattcta atttagagca gttaaaagaa gaaattgctc agcgtgataa
   308821 attagattca gaacgcgaag tttctcctct aaaaaaagct gatgatgcat tggaattaga
   308881 tacaacttct ttatcaattg aagaagttgt ccaaaaaatt atgggtattg ttttgggagt
   308941 gtttgcgaaa taaagaaagg gggtagcctc tttctttttt gtttatataa aaatgtaaag
   309001 gatacgtgaa ttgtgagtct ctttccttga caaatgaccg gatttataag aagttagtta
   309061 aagaggaata aaactgtcag aatatattcg ctattatatt tcaaaacata ctttcttcaa
   309121 catgattttg ctgtatacta tttatatagg tttaatatat tttctagtga aatgtatgaa
   309181 gcttaagtat gtgatgataa attcttaaac atgcaaatga aaacaattgt tttcatttcg
   309241 tatatacata aaaaatgctt tgtcaattct gtagggaggt atttccatgg tagagaaaat
   309301 gaatgaagaa gttatggatt caaaagaatt acaagttggt gacgttgtta caggttctgt
   309361 aacgaaagtt gaagagaaac aagtgcttgt aaacgttgga tacaaaacag atggcgtaat
   309421 tccaattagt gagttagcta acgttcatat tgaaaaagca agcgatgttg tagaattaga
   309481 tcaaacacta gaattaaagg ttattaaatt agaagagaat gatcttgtat tatctaaacg
   309541 tgctgttgat gcagaaaaag catgggtaga attacaagag aaatttaatt ctggtcatgt
   309601 atttgatgtt actgtaaaag atatcgtgaa tggtggatta gttgtggacc ttggtgttcg
   309661 tggttttatc ccggcttcac ttgtagaagt acattatgta gaagatttta ctgactataa
   309721 aggcaaaacg ttagccgtga aaattgttga attagaccgc gaaaaaaatc gtgtaatcct
   309781 ttcacataaa gcggtagtag aattagaact agattctaag aagaaagaag cgatttcttc
   309841 attaaaagaa ggagacgttg ttgaaggaac agtgcaacga ctaactgact tcggcgcttt
   309901 cgttaacgtt gggggtgtgg acggtttagt tcatatttca caaatttcgc acgaacgtgt
   309961 agagcaacct tctgaagtat tagagcaagg tcaaaaggta aaagtaaagg tattatctgt
   310021 tgatgctgac acacaacgta tttctttatc aattaaagca gctcagccgg gaccttggga
   310081 aaatgttggt ggcgaagtaa aagctggaga tattcgtgaa ggagtagtaa agcgtcttgt
   310141 tacattcggt gcattcgttg aaattttacc gggcgttgaa ggtcttgtgc atgtatctca
   310201 aattgcaaat cgtcatgtga agaatccaaa tgaagtattg gaaatgggac aagaagtaaa
   310261 agtgaaagtg cttgaagtgc atgtagcaga aaaacgtatt tctttaagta taaaagaagc
   310321 gcttgaggaa aataatgtaa ctgaagatta cagtcagtat gaaccaaatg ctgattctgc
   310381 tactttccaa ttaagtgata ttattggtga acaactgaaa aaattaaaga aataaagagg
   310441 ggtacaagtg gtaagggcaa aacgtaaatt agatcatatt gaatacgctc tttctactgg
   310501 tcagtctcgt acgcatggct ttcatgatat tgaatttgtg catcaaagct tgccaaattc
   310561 aagttatgaa acaataacat gtgaaacaaa aatcggcgaa ctttcactaa gttcgccgat
   310621 ttttatcaat gcgatgactg gtggtggagg agagaaaacg ttacatatta atgagcaatt
   310681 agcatatgta gcgaaacatc ataaccttgc tatggctgta ggttcgcaaa tggcggcgtt
   310741 aaaagatgaa agtgaagctg cttcttataa gattattaga aaggtaaatc caaatggtat
   310801 tttctttgct aatttaggta gtgaggcaac tgttgaacag gcagagcgtg ctgttgatat
   310861 ggttggagcg aatgcattgc aaattcattt aaatgtcata caggagttaa cgatgccaga
   310921 aggagaccgt gactttactg gtgtacttca gcgtattgag gaaattgttt taaatagtaa
   310981 agttcctgtc attgtaaaag aagttggatt tgggatgagt aaggaaacaa tgcaacagtt
   311041 agcgagcgta ggtgtaacgg caattgatat tggcggacaa ggtggtacga attttgctgc
   311101 tgttgaaaat gaaagaagac agcgaatgct ttcttatttt aataactggg gcatacaaac
   311161 agctacctcg attattgaag caacctctac aaataataac ctctctttta ttgcatctgg
   311221 gggtatacaa acagcgcttg acgtagcgaa agcaatcgca ttaggggcga atacaactgc
   311281 gtttgctgga tactttttac gcattttaat ggaagatggt atcgagaagt tggtggacga
   311341 aattgacctt ttacatacag atttgaaatt tattatgaca gctctcggtg caaagacgat
   311401 agaagagtta cagtccgtac ctcttgttat aaagggtgaa acgtatcatt ggttaacgca
   311461 gcgtggcatt gatacgacgc attatagtag aagataaaaa atcaaccgtt tggttggttt
   311521 ttttgtattc tattcgtttt agtaatataa ggttagggat ggagttgata gtctataaat
   311581 attttataat atgtatataa aaacattata ttgtaaaagt tgcgactgag aatgtggata
   311641 gtttactact gagttattga agaaagttta attttgccaa aggaaaaggg agaggaacaa
   311701 aaataatttg tagaaagatt cttatgtgaa atattatttt gatataagta aaaattatga
   311761 ggaatatgta aaagacggtt tcgtacaata tcgaaaccgt ctttttgtat tcattagtgc
   311821 tgattctgct tacgagcttg ctctggtgta tccagtccag ttgcacccgg atattgtagt
   311881 gattggtcgc ggtcagattc aacccggcgt gattctctta gttttctttc ttgacgatct
   311941 ttacccataa tgaatagcac ctccttatta aaagtgttgc tgttatcgga aaaaactatg
   312001 cgtgaagaaa gtggattaac tttcataaaa agttcccata atggaaaaca taggaggtga
   312061 aatgatggaa gggagtactt tttattttgt agcttggata gggtggattg tcgtaacttt
   312121 ttttatgaaa aaggaatcta ttcggtggaa gataagcgct tgtatattga tttttattat
   312181 ttgctctccg ttacatgtaa cgattgcttc attcacggta tcaataaatg cacttttact
   312241 ttctgttgtt gcttttatag gaatcgcact atattctatt tggaaaaaat tatatagctt
   312301 actttcggca cttattatcg caatgttata tacaagtttt catttgttag aagtatatga
   312361 tccaatttgg attgtggtgg acaggttgtt tttgttaagt agtgctcttg tgtatgccgc
   312421 cgttttatta catgaggatc gcatactacg attatgttct ctttatatag gaatgttaca
   312481 gggagaattg tttgtgacaa ttatttttcg gaaactgcat tttccttatg attacggaag
   312541 tttagcattt ttagatagcg tcgccgtttc tacatttttt atggcaattt tgttttggat
   312601 tgcgaaagca tcagtatata tggaacagtt caagagaaaa acacgtaaaa gaaaggcgag
   312661 ggtaatacat gattgaatat acaccggcca ttttatgtgg cgtaatagcg gggacagtaa
   312721 cgagagtatt aatgctccgg acagatacgc ggcaatatcc gacgaggctc cacgggaaaa
   312781 ttattcacat tgcgatggga ttaattgcag cggctttagg agcaatcgcg attccatcca
   312841 ttttgaaaaa agatttttct gccattacgt ttcttacgtt agcagcgaca cagtttcgtg
   312901 atgtgcgtaa catggaaagg aatacacttc aacaattaga tggatatgag cttgtaccgc
   312961 gtgggaatac atatattgaa ggaattgcat tagtttttga aagtcgcaac tatttggcga
   313021 tgttaacgtc gtttgcaacg acatttgcgt atataggatt tcgttcatgg attgccggag
   313081 taattatggc cataatcgca ttttttatcg cgaaaacttt aatgtctggt aagaggttac
   313141 atgatcttgt tgatatcgag catgttccac ttcgttttga aggagcgggg ctatatattg
   313201 ataatattta cattatgaat attggattgc cagcaagaca agaagaaatt atgaaatatg
   313261 gtatgggttt tattttaagg ccaaaatcaa ttgatgcgat ggtgacaatc tccaacttag
   313321 gacaacgaca ggctatttta catgatgttt ctgttgcttt agggatttat agagattctg
   313381 gtacgccggc acttgtacca ttagcaaagc gtgatttaga ggatggtagg gttggaatct
   313441 ttgtcttgcc acaagatcaa gatgcggaga aagcgatagg tgtcataggg aacgtgccga
   313501 cgttagaaag tgctgttcat atgtcatcag aagccccgaa aggaagggga gataagagat
   313561 gatgttagaa agtgtaattc ttgcagttat tacaacgacc ccggagaagt ttgctggtgg
   313621 tgcccctcta tttacttgtg aatcgacaga ggaattagaa tttgttgcaa ataatttaga
   313681 ggcaattcta gacggcattg cgcatcgctt acaagagaat gtatatatta ttgtgaaaca
   313741 ttagcaacgt gtgttataat gtgaggtgtt ttgatacgct gagaaatatt ctggaatgca
   313801 aaacccttct tgcacaaaga agggtttttt acataataaa cagaagcaag ttgaaaggat
   313861 gaaagtatat gccgaaacca gtaatagcaa tagtaggccg cccgaacgta gggaaatcta
   313921 ctattttcaa tagaattgtt ggagagagag tttcaatcgt agaagatatt ccaggtgtaa
   313981 cgcgcgatcg tatttatagc gctggagaat ggttaaatca tgaatttaac attattgata
   314041 caggtggaat tgatattgga gacgagccat ttttgacaca aattcgtcaa caagctgaag
   314101 tagcaattga tgaagcagat gttatcattt ttatgacaaa tggtcgtgac ggtgtaacag
   314161 cagcggatga agaagttgca aaaatattat atcgttcaaa taaaccagtt gtacttgcag
   314221 taaataaagt ggacaatccg gaaatgcgca gtgacattta tgatttctat gcattaggat
   314281 ttggcgagcc attcccaatc tcaggtacac acggattagg attaggtgac ttattagatg
   314341 aagctgcaca gcattttcca aagattgaag aagacggata tgatgaagat acaattcgtt
   314401 tctctttaat tggccgtcca aatgtaggga aatcatcact tgtaaatgct cttcttggtc
   314461 aagagcgtgt aattgttagt aatgtagcag gaacaactcg tgatgctgtc gatacaccat
   314521 atagtaaaga tggaaaagat tatgtaatta tcgatacagc tggtatgcgt aaaaaaggga
   314581 aagtgtatga aagtacagaa aagtatagtg tacttcgtgc actaagagcg attgaacgtt
   314641 ctgacgttgt tttagtcgtt ttagacggtg aagaaggaat tattgaacaa gataaaaaaa
   314701 tcgctggata cgctcatgat tcaggacgag ctgtcgtgat cgttgtaaac aaatgggacg
   314761 cagtgaaaaa agatgagaaa acaatgaaag catttgaaga aaacattcgt gctcatttcc
   314821 aatttttaga gtacgcaccg attgtattct tatctgcaaa aacgagaaaa cgtacacaaa
   314881 cgttaatacc ggttatcgat gaggtaaatg aaagccatag tatccgtatt caaacgaatg
   314941 tattaaatga tgtaattatg gatgcggtag cgatgaatcc aacgccaacg cataacggta
   315001 gtcgtctgaa gattttctat gcaacacaag ttgcggtaaa accaccaaca tttgttgtgt
   315061 ttgtaaacga tccagaacta ttgcacttct catatgagcg cttcttaaaa aatcgtttac
   315121 gtgaatcatt cggctttgta ggaacgccga ttcacattat cgctagagca agagactaat
   315181 ggagaggatg tgattttatg acaaaaatca cagtagttgg agcaggtagc tggggaacag
   315241 cgttagcgat ggtattagct gacaatgggc atgatgtacg tatttgggga aatcgttctg
   315301 aacttatgga tgagattaat acaaaacatg agaatagtcg atatctccca ggaattacat
   315361 tgccaagcac aatcgtagcc tactcttctt tagaagaagc attagtagat gtaaatgtag
   315421 tacttattgt agtaccaacg aaagcgtata gagaagtact gcaagatatg aagaaatatg
   315481 tagcaggccc gactacttgg attcatgcaa gtaaaggaat tgaacctggt acgtcaaaac
   315541 gtatttcgga agtgattgag gaagaaattc cagaggactt gattaaagat gttgttgtat
   315601 tgtctggacc gagtcatgct gaagaagtag ggttgcgtca agcgacaact gttacgtctg
   315661 cagcaaagcg tatggaagcg gctgaggaag tacaagattt gtttatgaat agttacttcc
   315721 gtgtatacac aaatccagat atcgttggag ttgaacttgg tggtgcgtta aaaaatatta
   315781 tcgcattagc tgctgggata actgatggtc ttggattagg tgataatgca aaaggggcat
   315841 tgatgacacg tggtttaacg gagattgctc gtttaggaag aaaaatgggc ggaaatccgt
   315901 taacgtttgc tggactaact ggtatgggtg acttaattgt aacttgtaca agtgttcata
   315961 gccgaaattg gcgcgctgga aatatgcttg gaaaaggaca ctctttagaa gaagtgttag
   316021 aaagcatggg tatggttgtc gaaggtgtaa gaacaacgaa agctgctcat gaattggcag
   316081 aaaaaatgga agtagaaatg ccgattacag ctgctttata tgatgtgcta ttcaatggga
   316141 ataatgtaaa agatgcagta ggctcattaa tggggcgtgt tcgaaaacac gaagtggaag
   316201 ctatacctga cttactttaa agaaaagcga cagaagtgca tttgtacttc tgtcgttttt
   316261 tatttttttt gggtcttttc accatttttt tatttttgca taggatgaag agtaacttga
   316321 ggagagggtg aaaagaatgg ataataacat ttttaataac attgaaaaag aagcgaaagt
   316381 gaataaagaa gatattttta aattagcatc atctgtacaa aatgcgaatt tacgtgatga
   316441 gactgtgctt cgtcaattga ttcatcaagt ggctcttatg gcaggacgtg aagtgccgaa
   316501 agaacaagag gatcaaattg ttaaagcgat tatcaacaat aatatgccag cagattttgg
   316561 ctcgttaagc aaaatgttta aaaaataaaa tatgagaaac aaagagtttg tagagtgcat
   316621 atgatagcca tgaaagtatg ggaatagagc tgttttgggc atatttggtc aaccgaagcg
   316681 agagatacac tcgcttcggt tttatttgta tctagatagg tggaaaatgc tgaaaaacct
   316741 attaattaaa gttacatatt cgcaatttgg agtaaaatgt tcttttttta tttgtttaaa
   316801 gattttaatt tgttaaaata gtataaaaat agattaataa aaaggggtgt gtatatgtcg
   316861 gaagggctta taaaaatgtg gtttgcttta ggggcgattg gatttatgtt ttttgcagta
   316921 agttttattt tgctaagcag gtataaaata aagaataaat ttttgaaagg gattacagca
   316981 ttggtagcgt acacccttat gattgtgtca ggaattgtta tttttcttgt tgtatttagt
   317041 ggacctgtac agcagtaaag agaatggtct cggaaatgtt acatacgaag taagttatat
   317101 tagtatgaaa aggtgattac tagtgaaaaa agtccatatt attttaatat tttgttgtat
   317161 gagcatttta acagggtgtc tgtatccgaa agaaaatatg aaacaaaatg ctgttcctta
   317221 tgaagatcag ctacaggtcg ttcaaaaagc tgttgtgaca tttaaggagc aaaatgatgg
   317281 aatattgcca attaagacgc gggatatgaa tacgcctatt tatcaaaaat atccaatcga
   317341 ttttcaaaag gtttctccgc gttacataca agaagcacca gggaatgcct atgaaagcgg
   317401 gggagtatat caatacgtat taatagacgt tgaaacaaac ccgacagtaa agctaattga
   317461 tgttaggatg gctgaacaaa ttcaggaatt atcattaaag cttaggatgt atcgagatga
   317521 acatcaatat ccacctttta aaaaggtaat ttcagatggt gtatatgaat tagatttcaa
   317581 aaaacttgga tataaagatg taccgcaagt gacaagtccg tattctggta aaggccttcc
   317641 ttttgtaatt aatgagaagg gagaaattta tgttgattat agaatcgact tatatgaagc
   317701 gttgaaaaaa aatgaagggc aattaaagga gggggaagat attcgaaata tactttcgaa
   317761 agattctccg tttgtacctg cgtattcttt accatatacg gtaaagaatg gagaaccaat
   317821 ttttttaaaa tcataagtca tgaacctttc ttttagtgaa taagttctag aagaaaggtt
   317881 ttttatgtta cacaacttgc gatgcaaaca aaaggtattt tttaatagtc atatgaaatt
   317941 ggacaaaatt atatgatata ttgtccgaac ttctagaata ccattatatt atatcagata
   318001 ttataggcaa cgttagagaa ggtattagtt gacgataaac gtggaattat tcccaaaaat
   318061 attgagggag ggaatcactt ggaaaaggta gatattttta aagatattgc ggaacgcaca
   318121 ggcggtgata tttattttgg agttgtagga gctgttcgaa cagggaaatc aacattcatt
   318181 aaaaaattta tggaacttgt agttattcct aatattgaaa atgagtctga ccgtcaaagg
   318241 gcgcaggatg aactacctca aagtgctgct ggccgtacaa ttatgacgac ggaaccgaaa
   318301 tttgttccaa accaagcggt ttctatcgaa gtagatgaag gtcttgaagt gaatattcga
   318361 ttagtagatt gtgtcggata tacagttcca ggagcaaaag gctatgaaga tgagaatggc
   318421 ccgcgcatga ttaatactcc ttggtatgaa gaaccaattc cattccatga agctgcagaa
   318481 atcggaacac gtaaagtaat tcaggaacat tcaacaattg gtgttgtaat tacaacagat
   318541 ggaacgattg gtgaaatccc aagaagagat tatatagagg cagaagaacg cgtagtaaat
   318601 gagttaaaag aagtcggaaa acctttcatt atgatcatca acactgtaca gccgtatcat
   318661 ccagatacag agcaattgcg ccaaagttta tctgaagaat atgatatccc agtcattgcc
   318721 atgagtgttg aaagtttaag agagacagat gtgtacaatg tacttcgaga ggcgttattt
   318781 gagttccctg ttttagaagt aaatgtgaac cttccgagct gggtaatggt gctaaatgaa
   318841 ggacactggt tacgccaaag ttatcaagaa gccgttcaag agactgtcaa ggatataaaa
   318901 cgtcttcgtg atgtagaccg tgtcgtatgg cagtttagtc agtatgaatt tattgatcga
   318961 gcgagcttag ctggcattga tatggggcaa ggtgtagcag agattgattt atatgcacca
   319021 gatgaattgt atgatcaaat tttaaaagaa gtagtagggg tagagattcg aggaaaagat
   319081 catttattga agcttatgct cgatttatct catgcgaaaa tagaatatga tcaagtggcg
   319141 gatgccctgc gtatggtaaa acaaacagga tatggtgtag cagcgcctgc gttagctgac
   319201 atgagcctag atgagccaga aattattcgt cacggttcaa ggtttggtgt aaaattaaaa
   319261 gctgtagccc catctattca tatgattaaa gttgatgtgg agtccacgtt tgagccaatc
   319321 attggtacgg aaaaacaaag tgaagaacta gttcgttact taatgcaaga ttttgaagat
   319381 gacccattat caatttggaa ttcagatata tttggacgtt cgctgagctc tattgttcgg
   319441 gaaggcattc aagcgaaact atctttaatg ccagaaaatg cgagatataa attaaaagaa
   319501 acgctagaaa gaattattaa tgaaggatct ggcggattaa ttgcgattat attataagaa
   319561 aaaatccctc tcatcgtaga gggatttttt taattttcac atatagaata gggaaataaa
   319621 cagtcattat ctaatatatt gttgtaaatt gtcaagtttc atcagatttt cacattttaa
   319681 gagtaacaat ttccttaaaa atattgaatt ataaaggaga atcgtataat ataggcgttg
   319741 ataatgattt atctacatct ttgtagtata gaatttgcaa aaattgccta caaatgaaag
   319801 taagactcat tttatgatca ttatacagtc ttatctttgg gaggaggtga atggcatgaa
   319861 caagacagat ttaatcaatg ctgttgcaga agcaagttcc ctttctaaaa aggacgcaac
   319921 aaaagcagta gacgctgttt ttgattctat cttagaagct ttaaaacaag gtgataaagt
   319981 acaactgatc ggattcggta acttcgaagt tcgtgagcgt gcggctcgta aaggtcgtaa
   320041 cccacaaaca ggtgaggaga ttgaaatcgc tgcaagtaaa gtacctgcat tcaaacctgg
   320101 taaagcgtta aaagatgcgg ttaaataatc cttacatatt aacagggaag aagagtttcc
   320161 tttttggaaa ctcttctttt tgcttttaaa aacataaata tgctagaatg tgttcgtatc
   320221 acttttaggt tttcgggagg gctagcggat ggcaaaagtt aatttagaac aaattgaaca
   320281 tgcagtacgc cttattttag aggcaattgg agatgaccct aatcgagagg gagtacttga
   320341 tacaccaaag cgtgttgcaa aaatgtacgc agaagtgttc tcaggtatgc atgaagatcc
   320401 gaaagaacat ttacacaaag tgttcggaga agatcatgag gagcttgtac tagtaaaaga
   320461 tataccgttt tattcgatgt gtgagcatca tttagttcca ttctatggag ttgctcacgt
   320521 tgcatatatt ccgcaaggcg gaaaagtgac agggttaagt aaattagctc gtactgtaga
   320581 tacaattgca cgtcgtccac aactgcaaga acgtattaca tcaacagtag cgaactctat
   320641 tatggaagta ctagagccgc atggtgtaat ggtagtagta gaagcggaac atatgtgtat
   320701 gacgatgcgc ggtgtgaaaa agccaggtgc aaaaacagta acaacagcag tgcgtggtgt
   320761 gctagaaaat gatgctgcag cacgtagtga aattttatct tttattaaaa cgaagtaaag
   320821 aaaagtggga aactgctttt cttttttttt ttttgtaaat aaatgatata gttttagcga
   320881 ggcacagtga gaatagaaag attacttaaa agaatagaag aggttatgta gttcggtaga
   320941 agtttggaaa gagtagccaa gttttggtta tagaaaatag agtgtatgtg ttataataag
   321001 ttttatgaat tagaaaacaa gggtgatttt tgtgtgtgac atctacggag ggtatgcggg
   321061 tataagagag aaattgatgg tgaaattacg ccatccttat tttataaact atattgaaga
   321121 accatttatt gatgaagaga aaatcgcatt gttatatggt gctttaaaag gtgcaaattt
   321181 acatatagaa caaattgagc attatgtagt gacgattatg cttgtgcaaa ttgcgcttga
   321241 tacacatgaa agagtatcaa ataaagcagg ggaagaagca aacgaatcgc ataagcatcg
   321301 ccagttaaca gtgcttgctg gtgattacta tagcgggtta tattattact tattgtctat
   321361 gaatcgtgat attgttttaa ttcgtgcgct tgctgaagga attaaagaaa ttaatgaaca
   321421 caaaataatg ttatatcaaa aagcgcataa aacggtggat gacataatgg aaagtgtagt
   321481 aatgattgag tctgcactgt tgcaaaaaac atgtgatcat tttcagttag cgcattggaa
   321541 gccgtttata acgtatgtac taggaaaaaa tcgtctccaa aaagaatgtg aactacatgt
   321601 taataaacaa cattcacctg tttttcaagc tgttcaaggg attgtgaacg ataaagcaga
   321661 tgcagaaaca gttatgaatg gatggatgat gaaacttgga aagaaagaaa atcaattttt
   321721 agaaaatcac acagatataa gcgaaataaa ctctgtgtta agagatacat cgaagacata
   321781 agcaatttta cattggaaga aggtacgagc atgcaacaat caaaagaaga aagagtacat
   321841 gatgtatttg agaaaatctc tgataaatac gatgtgatga attctgtaat tagttttcaa
   321901 agacataaag cgtggcgcaa agagacgatg cgcattatgg atgtaaaacc aggtagtaaa
   321961 gcgcttgatg tatgttgcgg gacagcggac tggacaattg cgctagctgg agcggtgggt
   322021 gaacagggca aggttgttgg tttagacttc agtgaaaata tgttatctgt tggtaagcaa
   322081 aaggtagagg cgttacaatt aaaacaagta gaacttctac acgggaatgc aatggaactt
   322141 ccatttgaag ataacacgtt tgattatgta acgattggat ttggtttacg taatgtaccg
   322201 gattatatgc acgtattaaa agaaatgacg cgtgtagtaa aaccaggtgg aaaagtaatt
   322261 tgtttagaaa catctcaacc aacaatgatt ggttttcgac aaggttatat tttatacttt
   322321 aaatatatca tgccgttatt tggaaagtta tttgcgaaaa gttataaaga atattcatgg
   322381 ctacaagaat ctgctagtac attcccaggt atgaaagaat tggctaatat gttcgaaaaa
   322441 gctggacttg aacgtgtgca agtgaagcca tttacttttg gggtagcagc gatgcattta
   322501 ggcatgaaac cagaatcaaa atagaaaaaa gaagttttag gttaaggtga acaatatgaa
   322561 gttacaactt atgtactctt ttttacgatc ggatattaat gtgatagaaa aagaattaaa
   322621 aaagacagtt gcttctgaac agccattagt agaagaggcg gcattacaac ttattgaagc
   322681 tggtgggaag cgaattcgtc ctgtatttgt gttgcttgcg gggaaatttg gagattataa
   322741 gttagatgca attaagcatg tagctgttgc gttagaactt attcatatgg cttctcttgt
   322801 tcacgatgat gttattgatg ctgcgttttt acgacgtggt agtgcaactg tgaatgcgaa
   322861 atggggagat cgtattgcaa tgtatacagg ggactattta ttcgctaagt ctcttgaatg
   322921 tataacgaat attgaaattc cagaggcgca tcaggcgcta tcgcatacca ttttagaagt
   322981 ttgtaaaggt gaaatcgaac aaataaaaga taagtataac tatgaccaaa atttaagaac
   323041 atatttaaga agaataaagc gaaaaaccgc tttattaatt gctgcaagtt gccaactagg
   323101 agcgattgct gctggcgcta atcgtgatac ggtaagtcgt ctgttttggt atggctattt
   323161 cgtagggatg tcgtatcaaa ttattgatga cattttagac ttcgtttcta cagaagagaa
   323221 acttggaaaa cctgctggtg gtgatttatt gcaaggaaac attacgcttc ctgccctata
   323281 tgctatggaa gatccaatcc tttgtaagaa aatcagatct gtacatgaaa atacaacagc
   323341 ggacgaaatg aaagaaatta ttgaagctgt aaagaatagt gctgctattg ataaagcatt
   323401 tgcgtttagt gaacgttatt tacataaagc attagaaatg ataaaaccac tcccacgtgg
   323461 acaagcgaag tatgcattac aaaatgtagc aaagtatatt ggaaaacgaa aattttagtg
   323521 ttttttctaa aaaataaaat aatctctcta tttcaaaact attgcacaat tgtgataagg
   323581 gtgttaatat gtgtgtgggg atatacaatt acatacataa ttcagaagtg gagagatttt
   323641 ttatggaaaa aacatttcta atggttaaac cagacggtgt acaacgtgcc ttcattgggg
   323701 aaattgtagc tcgttttgag aagaagggct ttcaattagt tggtgcaaaa ttaatgcaag
   323761 tcactccaga aatcgctgga caacactatg ctgagcacac agaaaaacct ttctttggtg
   323821 aattagtaga ctttattaca tctggtcctg tattcgcaat ggtatggcaa ggtgaaggtg
   323881 tagtagatac agctcgtaac atgatgggta aaacaagacc acatgaagca gctcctggaa
   323941 caattcgtgg agatttcggt gtaactgttg cgaaaaacat tatccatggt tctgattcgt
   324001 tagaaagtgc agagcgcgag attggtattt tctttaagga agaagaatta gttgactact
   324061 caaaattaat gaatgaatgg atttactaat tattttgaaa taatttgtaa acgctttaat
   324121 cactgtgata atagtagaaa gtgcaaggag aataggggta ttcttcttgc acttttttta
   324181 tttctattag ttacgaagtt agagctgtta tgatatattg atatgtaaag taaaggccta
   324241 tcggagaata agcgaatggc tgatgtatga ataactcttt catattttta gagtaatgaa
   324301 agataaaatt attgcttaat atagctagat aaatacatat acgaaaagag gaataacgta
   324361 tgcgatatat tacagctggt gaatctcatg gtccacaact tacaacgatt atagaaggtg
   324421 ttccagccgg actaccatta gtggcggatg atataaatga agagttagct agaaggcaaa
   324481 agggatatgg gcgtggtaga cgcatgcaaa ttgaaacaga tcaagtacaa attgtgagtg
   324541 gtgttagaca tggagaaaca ttaggttctc caattgcact tgttgttgaa aaccgtgatt
   324601 ttgcacattg gacaaaaatt atgggtgcgg agccgttaac ggaacaagaa gaaaaagaaa
   324661 tgaaaaggaa agtaacaaaa ccaagacctg gacatgctga tttaaatggt gcgattaaat
   324721 atggtcatag agatatgaga aatgtactgg aacgttcttc agctcgcgaa acgacagtgc
   324781 gtgttgctgc tggtgcggtt gctaaaaaag tgttagcgga acttggtatt acagtagcgg
   324841 gccatgtaat tgaaattggt ggtgttgagg ctaaagagac tacgtatcgt tcaattgaag
   324901 aattaaaaag tattacagaa gcatcacctg tacgctgttt agatgaagag gctggtaatc
   324961 aaatgataaa agcaattgat gatgcgaaat caaatggtga ttcaatcggt ggcatcgtgg
   325021 aagtaattgt ggaaggaatg ccaattggag taggcagcta tgtgcattat gatcgaaaac
   325081 tagatgcaaa attagcagcc gcaataatga gcattaatgc ctttaaaggg gtcgagattg
   325141 gaattggttt tgaagcagcg catagaccag gaagtgaagt tcatgatgaa attctttgga
   325201 acgaagagca tggatataca agaagaacaa ataacgcggg tggtttagaa ggcggtatga
   325261 cgactggaat gccaattgtt gtgcgcggag tgatgaaacc gatacctaca ctatataaac
   325321 ctcttcaaag tgtcgatatt gatacgaaag agccttttac agcaagtatt gagcgttcag
   325381 atagttgtgc tgttccagca gctagtgtcg ttgcggaagc ggttgtagct tgggaattag
   325441 cgacagcttt aatagaacaa ttcggattag atcgtatgga ccttattcgt gaaaatattg
   325501 agaaacataa tgaatatgcg aggggatttt aatgggaaac atacatattc aaacgaaatc
   325561 aaaagaatat gatgtatatg taggaaaaga atcgttgtca catttgacaa caatcgttca
   325621 aaacatgcag ccatctgtat caaatattat gatcatttca gatgaagctg ttgcatcttt
   325681 acatttacag acagttgtag acgcgttgca aatagatcaa aaagtatttt cattcgttgt
   325741 accgagtggt gaaaaagaga agtcctttga aaatttctat gcggctcata cgtcagctct
   325801 tgaaaataaa ttagatagaa attctttaat tattgcactt ggaggtggga tgattggaga
   325861 tttagctggt tttgttgctg cgtcgtttat gcgtggaatt cgctttgttc aagttccgac
   325921 gactttatta gctcacgata gcgcggtagg tgggaaagta gcaatcaatc atccgttagg
   325981 taaaaatatg ataggtgcat tccatcaacc ggaagcagtt gtatatcata cgccattttt
   326041 acagtctctt cctgaaaaag agtggcgctc aggttatgca gaagtgataa aacatgctct
   326101 aattggtgat gtaaagctat atcattggct aaaagaagaa gtgcaaacat tagcagatct
   326161 tcgtgatgag aaattaatcc atatattaat gaaggcaatt cctgtaaagg caaacattgt
   326221 agcacaagat gaaacagaaa aaggtgtacg tgctcatttg aactttggac atacgttagg
   326281 ccatgctctt gaaaaagaac taggatatgg aaatattact cacggtgacg gagtagcggt
   326341 tggaatgtta tttgctatat tcttaagtga acaagtgtat aaggtgaatc ttgcttatga
   326401 agagatgaag cagtggttct tgaattacgg ctatccaaaa atgccaagtg atttaagtgt
   326461 agaacgcctc gtcgggttga tgaaacaaga taagaaagcg aatgcaggga caattcatat
   326521 ggtacttatg caggaatatg gggtagtgaa tgtcgtatct attcctgatg agactgttca
   326581 tattgcgtta gaggcatttc aaaaggatat ggttgaaaaa taaatgataa agagtagcca
   326641 tgaagtgctt attttgaggt gttttcgtaa tagtgacggt taggataaaa gattacagta
   326701 aagggctaaa attgtattgt aatcgaattc aataaaatga ctgggggaag aaaaatgaga
   326761 gtgaaagagc aattgttaac tttgagagca tatgtacctg ggaaaaatat tgaagaagtc
   326821 aaaagggaat atgggttatc gaaaattgtg aaattggcat cgaacgaaaa tccgttcggt
   326881 tgctcagcac gcgtaacaga agcattaact tctttagcga gtcaatacgc tctttatcca
   326941 gatggacatg cctttgaact tcgaacacaa gtagcaaaac atttaggtgt taaagcggaa
   327001 caactgttat ttggtagtgg attagatgaa gtcattcaaa tgattagtcg tgcgttacta
   327061 cacgagggaa caaatgttgt aatggcgaat ccaacattct cgcaatacca tcaccatgct
   327121 gttattgaag gagcagaagt tcgtgaagta tcacttaaag atggcattca cgatttagat
   327181 gcgatgttac agcaagtaga tgatcaaacg aagattgtat ggatttgtaa cccgaataat
   327241 ccgacaggta catatgtaga aaaacaaaaa ttactttcat ttttagaatc agttcctaag
   327301 tcagcgcttg ttattatgga cgaagcatat tatgaatatg cgggagcaga agactatccg
   327361 caaacattac cacttcttga aaagtatgaa aatcttatgg tattacgtac gttttcaaaa
   327421 gcatatggtc tagctgcttt ccgtatcgga tatgcagttg gtaatacgga gttaatcggg
   327481 cagttagaag tagcgaggtt accatttaat acatcgactg tagcgcaatc tgtagcactt
   327541 gctgcattag aagatcaagc atttttacaa gaatgtgtga aaaagaatga agaaggatta
   327601 catcaatatt acgcattttg taaggaatat aacgtattct attatccatc tcaaacaaat
   327661 ttcattttct taaaactcgg tattcctggt aatgaagctt tcgaacgatt aatgaaaaaa
   327721 ggatatattg ttcgttctgg tgctgcattt ggtatcgatg atggcattcg tattactgtc
   327781 ggtttgaaag aagaaaatga tgaaattata gagttactga aagaacttgt aaatgagcaa
   327841 gtacagaaag aggaaacata ttcttaagag attgtgaagg ctcctattag aggagtcttt
   327901 tttatcgcat taaaaaagtt gaagtttggt aattaagttg ttctgtaaat cacgatttgt
   327961 atggctcgat aattagtggg agaagttatt tgcacggtca taaaagaaat cggtacaata
   328021 gaagaagata agaaggtatc ggtatcatat ccgaaccttt tgaacaatta actactctgt
   328081 aagaagaagc atgcacattc taaaggttgc gttctaacaa tgagttgctt atgataaatg
   328141 aacagaaaag aatatttttt agaattaaag gagacgttta tgcaaaagtt tgaacaagct
   328201 gtttcatata ttgaaaatgg tgaagcggaa aaaggattac aattgttaaa agaacaatta
   328261 aaaattgcga atgatgaaga gaagtatgat atcgctcgtt actatcatac actgggattt
   328321 acggatgaag cgttatctat tacagaagac ttacgtttat tgtatccaga agaaagtgaa
   328381 ttcactgtat ttttagcaga attatatatt gatctagaca aagaagatga agcgattgaa
   328441 gtgcttcatg atattccaga aaatgatgat ttatatgttc aatcgttatt actagttgcg
   328501 gatttattcc aaatgcaagg ttttgatgat gtagcagaac aaaaactatt aaaggcgaaa
   328561 gaaatgatgc ctgacgaacc tgtcattacg tttggattag cagagttata tagtagtaaa
   328621 ggtgaagaac aaaaggcaat cacttattat gagtcgctat tatcggaaca taaagtaatg
   328681 ggtggtgttg tcattgcact acgccttgga gaaacgttaa gtgcgattgg aaattgggaa
   328741 gaggcgattt cttactacga agcaggttta gaagaacaaa aagatatcca ctcattgttt
   328801 ggatatgcct tcacattata tcaaggtgaa gaataccaaa gagcaattgg tgcttggcaa
   328861 gaactaaaag aattagatcc tgagtatgca tctctttaca tgtatttagc gaaaagctat
   328921 gaaaaagaag gaatgcttca agaaagctat gaaacacttc atgaaggaat taaagtagat
   328981 gaactttctg taccatttta tgtagaatta gcgaacattg cagcgaaatt agggaaaata
   329041 gcggaagcag aggaagtgct tcaaaaagcg cttgagttag atccaggaca tttaggtgca
   329101 acattaaaat atgcatatat cttaaaggaa caagaaaagt atgaagagct aattgccgtt
   329161 gtagagcgtg ctatcgatag tggagaacca gatacacaac tactttggga tcttgcgttt
   329221 gcaaaaaaac aattagaaat gtattctgat gcattaaaac actatgaaag tgcatatact
   329281 tcttttaaga atcatccaga cttcttggaa gagtacggtt atttcttatt ggaggaaggt
   329341 atgcaaaaag aggcgaaaga agtatttact cagttaatac aactagaccc gacacaaatt
   329401 catattgaag aattgttata taatttagag gatttttcat aagttggaag gaaactgaat
   329461 actgcttctt gaatctaaaa agaaaagaga aagacagagg agggacttaa ttgctatgaa
   329521 tacccctgtt tctgtaaacg agaagaagga ttttgtaaaa tggtttttga ataattacca
   329581 actgaaacag cgtgaatgtg tatggatttt gaattattta atgagtcacg accaattgat
   329641 gcataaagtc cacttcgtag agcatgcaaa atattgtccg cgtggcttag taatgtccgc
   329701 gaattgtgta aaagacacac cgtttcactt ttttaaacaa aatgttatga caacagatgc
   329761 tgaaaaatcg tttcatgata ttcgcttaaa tcgagatgag gatatttata ttcaactcaa
   329821 ttttaaatca tcgtttcaaa atgccaatta cgtagctgta ttagaagaaa acccgtattt
   329881 accaaagcac attgaagtaa atgaaaaaga tcgtttactt gcagaaagat ttttagaaga
   329941 aagtgtattt tcttttagaa gagaacgtct tttgaaacaa attgatgaag cgctggataa
   330001 gcaagataag gaagcgtttc ataggttaac agcggagtta aagatgttat agaattcatt
   330061 tggattcata aaattttaca aatttcagac tttttcaaga aaaactacct taatataggt
   330121 agtttttctt tttttacctc ttttagtatg gtttaatata tataaagtga aagttctgtc
   330181 atttataggt ggggagggaa gacatttgaa atggattgta aaagatgtgg aacagtttga
   330241 gcaagcaaga gaatatgtag atacaggtgt tataccactt ttatcaattt cggcagcgaa
   330301 agaaatgaaa acggtagtag aacaaggtga atttattgaa ttgttgagta tggagttgga
   330361 aagagaatat aaaggaagag tccttttact acctgcattt acgtatttag tagaaagtca
   330421 aaaaaatgaa aaaggtcgtt tgcaagaatg gacaaatcat ttacaaaagc aaggttttaa
   330481 gcatattgct tatgttacaa gtgatttttc atggaaagaa gatatgcaag aattacaggg
   330541 ggatttattt tggtttcctt cgttagcgtt agaacaattt agtgatcaag cgaaaagaga
   330601 agtgattcat gcacatataa aaaatgtaat ggtgatgcta gaagaaaaat ggggaaggta
   330661 ataataaaca gaaagttctt attattatga gtagtatgat attgacctgt gcatgagcgt
   330721 attatatcat gatagtgtcc tagtttttat tttttatata atttatcacg aggggacaat
   330781 ttctgataga ggggggaaat tttcgtgagc gagaaagaac atcgtgtgtc aagaagacag
   330841 tttttaaatt atacccttac aggggtagga ggctttatgg cggcgggtat tttaatgccg
   330901 atgacgcgat ttgcgcttga tccggtgtta agaaaagaag cgggaacgga tatggttgct
   330961 gttgcacaag taaaggatat tacaacagag ccgaaacgtt tcgactttaa ggtgaagcag
   331021 gttgatggtt ggtacaagtc cgaagagcca aaatcagctt gggttcataa agatgaaagc
   331081 ggagacattg ttgcgttctc tccagtatgt aaacatttag gatgtacagt gaactggaat
   331141 tcggacaaat cacatccgaa tcaattcttt tgtccatgtc acgggggtcg ttatacaaaa
   331201 gacgggatga acattaaagg cacgccgccc cttgcaccac ttgatgtata cgaatctaaa
   331261 gtgaaagacg ggacgctgta tttaggtaaa gcgaagccaa gagggggtgc aaagtagatg
   331321 ctaaataaaa tttatgattg ggtagatgaa aggttagata ttacaccaat atggcgtgat
   331381 atcgctgatc atgaagtacc tgagcatgta aacccggcac atcacttctc tgcattcgtt
   331441 tattgttttg gaggacttac ctttttcgtt actgtaattc aaattttatc tggaatgttt
   331501 ttgacgatgt attatgtgcc tgatattaaa aatgcttggg aatcagttta ttatttacaa
   331561 aatgaggttg cgtacggaca aattgttcgt ggtatgcatc actggggtgc tagtctcgtc
   331621 attgtaatga tgtttttaca tacacttagg gttttcttcc agggtgcgta taaaaagcct
   331681 cgtgagttaa actggattgt tggtgttctt attttctttg ttatgttagg tcttggcttt
   331741 accggatatt tattaccgtg ggatatgaaa gcgttatttg caacaaaagt agggattcaa
   331801 attgcagagc aaacgccgct cattggtcct tatattaaaa cattactcgc tggtcattcc
   331861 gaaattgttg gcgctcaaac attaactcgc ttctttgcta ttcacgtctt cttcttacca
   331921 gcagcacttc taggtttaat ggccttccac ttcatcatga ttcgcaaaca aggtatttcc
   331981 ggtccactat aagagattgc taaattaaag gggaaagaac taaaggaggg agattatgca
   332041 tcgcggcaaa gggatgaagt ttgtaggaga ttctcgggta ccagtagctc ggaagcctaa
   332101 tattccaaaa gactattctg aatacccagg aaaaacagaa gcattttggc cgaacttctt
   332161 gttaaaagaa tggatggtag gtgcagtttt tttaatcggt tatttatgtt taacagtggc
   332221 acatccgtca ccacttgaga gaatggcgga tccaactgat gccggatata taccacttcc
   332281 agattggtat ttcttattct tgtatcagtt attaaagtat tcttatgctt ctggctcatt
   332341 tactgtaatt ggagcgttta ttatgccagg gattgccttt ggcgcattac tattagctcc
   332401 atttcttgat cgaggtccag aaagacgccc attgaagcgt cctgtagcaa caggatttat
   332461 gcttttatca gttgcatcga ttatcttttt aacttgggaa tctgtagcgc accacgactg
   332521 ggaagctgca aaaaaacaag gagcaattgt aaaaacagca ccagttgata aaaatgatga
   332581 tggttataag ttaatgcaaa aaaatacttg tttaacatgt catggtgaca atttacaggg
   332641 cggggcagca gcaccggcac tgcaaaactt aactttaaag ccagaagaaa ttgctaaaat
   332701 agcgaaagat ggaaaaggtg cgatgccaaa aggtatattt aaaggtacgg atgaggagct
   332761 gaagaagctt tcggaattca ttgcaaagta taataaaaag taatagggag ctgactacaa
   332821 aatttgtagt cagcttttta ttttaatgaa agaaagttta ctatataata gagtagagtt
   332881 ggaggaaaga ataaaaggtg ttggacatac agtttggttt atttgtatgc aatgttaagg
   332941 caacgctccg tattgttatt tttattagtt gttaacatat taggtacaat ttacggattt
   333001 atatggtatg gaaatcaatt aaaagaaact tctcctatat tttggccgtt tgtaccagat
   333061 agccctatgg cgagtctctt ttttgtcttt gttttaattg cttttttaat caagagaaac
   333121 tggggattaa tagaggcgct agcgattgtt actttaataa aatatggaat atgggctgtt
   333181 gttgtaaatg gggttatgat ctatgtaaaa ggtcctattg gttttatcgg gtatatgtta
   333241 atgctttcgc attttgcgat ggcagtacaa gcagtgctat atgcaccgtt ttaccgtata
   333301 aaaaaatggc attttgcggt agcagctata tggacattac ataatgatgc aattgattat
   333361 ttattttggc aaatgccgag atatggaatt atgcatttgt ttgtaggaga aattggttat
   333421 tttacgtttt ggctaagtat tacagtgcta tgtattacat attattatta ttattattgc
   333481 ttacgtgaga accgaaaaca attttcttta tgatagttag aatatgtagg gggagaaaat
   333541 gaagaaaaat aagagtggta caaaaatatt ggatcgattg attacgatag ttgtttcata
   333601 tagcatagca ttttctatat ttgcactcgc aacaacggcg gttgtatacg gaaaatggct
   333661 atattatttt gaaattgatt ttttaaacat tccagattta gcggatatga cgaaaggtga
   333721 cattaaaaga aattataatg tgctgatcac atatttatct ccattttatg acggagcatt
   333781 acatttgcca acactagata tgtctacaaa tggccgtatt cattttgtag atgtgaaaaa
   333841 cattttagta aagattcaat atgtaatgta tgcaacaatt atgattgcaa tgataggcgg
   333901 catgtatttg ttaaaaaaga aaaatgaaaa gtttttacta catggatcta ttttaacaat
   333961 catttttccg atagcgttaa tgttaccgat tgctattaat tttgaaaaga gttttgtgat
   334021 attccataaa cttttattca gtaatgatta ttgggttttt gatcctgaga aggatccgat
   334081 tatattaatg ctaccagaag aattctttat gcatgctgcg tgtgctattt tattattcat
   334141 tttatttggt agcatacttt gttacagttt gtatagatac tttttaaaaa agaaaaggat
   334201 gtcaaataaa aaattctctg cttaaagaga atttttttgt ttgtaaaacg ataatatatt
   334261 tttcggtcca gttctgttct attcttgtcc acattaacat attttgtact agtagttata
   334321 ggggggaccg tgatgaagag aacattaatt ggactgattg catttctaat tatcatgttt
   334381 ccgttacgta tatatgctga ggagtggagt gaactaacag ggttgttaga tgactcatta
   334441 caattagtga agcgtaatga agatgaaaaa gcagtacaag tactacaaca tttctcggag
   334501 cagtttgtaa taaaggggaa tgaaaagaag caggaagtaa cgccagatca agttagagtt
   334561 atttctttag cttacgatag ggcgaaacaa tctctcgcag aagaagatgt aaggaaacaa
   334621 gttaaaattg ataatgtgtt agccctgcag ctcgctgtcg atgcacaagt atcgaaatat
   334681 caaccacttt ggatggaaag agaaggaaaa gtaatggatg ccttttctca aatggaaaaa
   334741 gcgatgaaaa aagaagatac gggacagttt caacaaacgt taaacacatt tttacatgaa
   334801 tttaatatta tttatccaag cttaatgatt gccttgccag aaaatgaagt gcagcgtgta
   334861 aatgcccatt tatcttattt ggatgaattt cgtaacgtta tgttaaaaac aaaaggcggg
   334921 caaatgcaat taggaatcat taaaggggat ttgcaaaaaa tatttcatac agtaaaaaaa
   334981 gatgaaattg caccttctct catttggttt atgacgatta ctggaggtct tattttattc
   335041 acattaactt atgttggatg gagaaagtat aaaggagaga gagaaaaaag aaaaagtaat
   335101 gtccattcta agaatagata atgtaataaa taaagatacg gattgtaagt tttattcatt
   335161 gacaatggtg gcagaagaaa atagaatgag aagtactata cttaaaactt caatggaggt
   335221 tcagagattc atgatgtttt atttaattta cttcgcgatc attttgatca taccgttgta
   335281 tgcacagtca aaagtacgta gtgcctatag caagtattca caagtttatt caacatcggg
   335341 tatgacagga gcggaagtgg ctcggaaaat tttagatgag aatggattat ataacgtagc
   335401 tgtagaagaa acaccaggtc atttatcaga ccattatgat ccaactgcca aaacagttcg
   335461 attatcaaca gataactatt acggtcattc agttgctggt acagcagttg cagcacacga
   335521 agtaggacac gcaattcaag atgcaaaaga ttataacttt atgcgtattc gtcattcgtt
   335581 agtgccagtt gcaaactttg gttcgaatat ttcttggata tttattatga ttggtgcctt
   335641 tgcatctatg gctaacttat tgttattagg tattatctta atggcagcag gtgttgtatt
   335701 ccaacttgtt acattaccag ttgagtttga cgcatccaag cgtgcaatgc aacaaattga
   335761 agcgttaggt atcgtatcaa cagatgaata tgggcaagct cgtaaagtat taaatgctgc
   335821 agctttaaca tatgtagcag ctgcagctgt agcggtattt gaattattac gtctcgtatt
   335881 aatgtatact ggtatgcaac gtagtgacga ataaagacta tcaattttga tagtcttttt
   335941 ttgttgtttg gattgaatta tataatgtat tacaaataga aataatagaa gtaatgcgga
   336001 aaggcggtgg gggaaatgaa atatccagat catttagtaa aacaggtgaa agagcgtagt
   336061 gctccttatc aattagaagg ttttttaagt ggacaaggtc ctgaaaatcc gaaatttatg
   336121 ttgttaggag aagcgcctgg tgaaacagaa attcataatg ggattccgtt tagcgggagg
   336181 gcgggaaaac aattaatggg gtttttagaa cgtattcacg ttacaaggga agaagtatat
   336241 attacgagcg ctgttcggag tagaccttat aagtggcgag agaaaaaaga acgaagtggt
   336301 tctattatac aaaaaaagta taatagaacg ccaaatcaag gagaaatagt tgcccatgca
   336361 cctttgttag attatgaatt agagaaacta aatccgaagc taatcgtcac gcttggcaat
   336421 ataggtcttc aacgtttaac aggaaaagat aaaaaaatca cagatgtaca cgggcaatta
   336481 ttaaaacagc ccattcaaaa attaaaggat atgcaaagtg cagaatttat atggtcagag
   336541 aaagaatatc atatttttcc gaccttccat cctgcttcca ttttttataa tcggagctta
   336601 ttggagctta tttatgagga tttagagaaa cttaagcaat atgtaataaa aaactagaaa
   336661 agctaaaaag cttttctagt tatgtttatg tatgtaatgg atttttattt tcatccaacg
   336721 taaaaccttc accaactaca tcatgtacgt cacttactgc aacaaatgca tgaggatcta
   336781 cagaagtaat aatatttttt aatttcacga tttcattttt agcaacaacg caatacaata
   336841 cgttccgttc cacttttgta tatgatccaa cagcttttaa aaaggttgct ccgcgctcca
   336901 tctcagataa aattttagca gcaatttcat cgtttttatc tgagataata gttgctcctt
   336961 ttgctgcata ggctccttct tgcataaaat caatgacctt cgccccgata aaaacagcaa
   337021 ctaacgtata cataccctcg cgatatgata aataggtaag gatagagacg ataatgacga
   337081 tagcatcaaa cataaacatc gttttcccca tactccagcc aacatattta tgagcgagtc
   337141 tcgcaataat atctacaccg ccagtagttc cgccgtattt aaatatgatc ccgagaccga
   337201 taccaataaa tgccccagca aataaagctg cgagtgtcat atcattttgt aagtttaaat
   337261 gtaagttgag aacttcgtaa cgctgaaaaa tccatagaaa taaagatacg ctaaaggtac
   337321 cgattagtgt atagataaac gttgttcttc caagtaattt ccaaccaatg aaaaatatag
   337381 ggatatttaa aattaagttt gaataagaag gatcaaactt aaatagaaaa tacaataata
   337441 gtgtaatacc ggtaaatcca ccttctgcaa ggtgattttc aatattgata ttcacaatac
   337501 cgaaagaaaa aatagcggaa ccgattaaaa taaaaatgat atttcgaatc ttcaaatttg
   337561 atgtcatata gaaatccccc taattatgta aatggcattg ctccgctgaa acggtaaaac
   337621 ataatgataa gtaatttcta gttgctagtg aaaatagtga aggctataaa aatcgattga
   337681 ttctgtttga ttttttgcca aaaaggcaaa agaagtttca ctttaccccg ttccaacggc
   337741 tggtaggaga taaagctctg aagaaaggca aaccagccgt aggaacccga ttggtgcggg
   337801 ctaatctttt gccaaaaacg caaaagaagt ttcactttat tataatcttt cccaaaaagg
   337861 gtcgcaaata ggtgtttggc ggggaataat atttgtcaaa tcgcgatgaa ttggctaaca
   337921 tgaaagagga aggattagag gtgaattgta tggaagcgaa aacgatgaag gatatgcaga
   337981 aagaagttga tgcatatatt ggtcagttta aagaaggtta tttcagtcca cttgcaatga
   338041 tggctcgttt aacggaagaa atgggggagc ttgcaagaga ggttaatcat tattatggtg
   338101 agaaaccgaa gaaaacaact gaaaaagaac gtagtattga agaagagctt ggagatgtat
   338161 tatttgttat gatttgtatg gcaaatagtt taaatattga tttagaaaca gcacataaca
   338221 ttgtaatgaa taaatttaat actcgcgata aagatcgctg gacacgtatt gatgagggag
   338281 agaaagaata atgaaagaaa tgaaagtaat tatcgctgga ccaagaggac gtatgggaca
   338341 tgaagcagtt cttcttatgg aaagaacgga acattttaat ttagtagcag cagtggatta
   338401 taagcatggt ggagagaaaa tctctgattt accgggaatg ccagcgctag atgcaactat
   338461 ttacgcagat ttacatactt gtttagagga agtagaagca gatgtgttgt tagatttaac
   338521 aacgccagaa gttgggaaac aacacgttac actagcagtt gagcgtggac ttcgttctgt
   338581 tattggtaca actgggttta cagaagaaga gctaaaacaa ttaaccgaga ctgcgaaaga
   338641 aaaagcagta ggaacaatta tcgctccaaa ctttgcaatt ggtgcagttc tgatgatgaa
   338701 attctcacaa atggcagcga aatatttcca agatgttgaa gtaattgaat tgcatcatga
   338761 tcaaaaacta gatgcaccat ctggtacagc ggtaaaaaca gtagaattga ttcgtcaaaa
   338821 tcgtgaatca aagcagcaag gtcatccaaa tgaagtagag caactagaag gggctcgtgg
   338881 tgcaaatgta gatggcattc atattcatag tgtgcgctta ccaggactta ttgcacatca
   338941 agaagtaatg tttggtggag acggacaaat gttaacagtt cgtcatgatt cattcaatcg
   339001 tgcatcattt atgtctggtg taaaactatc aattgagaca gtaatgaatc tagatcatct
   339061 tgtgtacggt ttagaaaata ttatcgacta aaggagagac aatggatgaa aattgcctta
   339121 atcgcacatg acaaaaagaa agaagacatg gtttcgtttg catacgcata taaaccaatt
   339181 tttgaacaac atgaattatt tgcaacagga acgacaggac ttcgtattat ggaagcgacc
   339241 ggcttagttg taacaagata tcaatctggt cctcttggcg gcgatcaaga aattggtgca
   339301 atgattgcaa aaaatgattt agacatggta attttcttcc gcgatccatt aacagcacaa
   339361 ccgcatgaac cggatgtgaa tgcattgctt cgtttatgtg atgtatatgc aattccactt
   339421 gcaacgaata tggcaagtgc tgaaatgtta atgcacgcat tagagcgagg agatttagat
   339481 taccgcaagt taagaaaatg aggggaacaa ttatgagtgg attacatata ttagcgtttg
   339541 gtgcccatgc cgatgatgtt gaaatcggca tggcgggtac cattgctaaa tatacgaagc
   339601 aagggtatga agtaggtatt tgtgatttaa cagaagctga tctttcttct aacggaacga
   339661 tagagttgag aaaagaagaa gcaaaggcgg cagctcgtat aatgggagta aaaacgagat
   339721 taaatttagc gatgccagac cgtggtttgt atatgaaaga agagtatata cgtgaaattg
   339781 taaaggtaat tcgtacatat aaaccaaaac tagtttttgc gccgtattat gaagatcgtc
   339841 atccagatca tgcaaattgt gcaaaacttg tggaagaagc tattttttca gcgggaattc
   339901 gcaaatatat gccagaggtt ccaccacatc gtgtggagtc tttttatcat tatatgatta
   339961 atggttttca taaaccgaat ttttgtatag atattagtga atacgtatcg caaaaagtgg
   340021 aggcattaga agcgtatgaa agtcagtttt caacagggag tgatggtgtg aaaacgccgt
   340081 taacagaagg ttacgttgaa actgtagtcg ctcgtgagaa aatgtttgga aaagaagttg
   340141 gagtcttata tgccgaagga tttatgagta agaaaccggt tttattacat gctgatttaa
   340201 tagggggatg taaatgaaat taaaaatagg tattacatgt tatccttctg taggtggttc
   340261 tggagttgtt ggaacagaat taggaaagca attagcggaa cgcgggcatg aaattcattt
   340321 tattacatcg ggtttaccat tccggttaaa taaagtgtat ccaaacattt attttcatga
   340381 agtgacggta aatcaatact ctgtatttca atatccacca tacgatttag cgttagcgag
   340441 taaaatggca gaggttgcac aaagagaaaa cctagacatt ttacatgtgc attacgcaat
   340501 accacatgcc atttgtgctt atttagcaaa acaaatgatt ggagagcgta ttaaaattgt
   340561 tacaaccttg catggaacag atattactgt gttaggatcc gacccttcgc taaataattt
   340621 aattcgtttt ggtattgagc aatctgatgt tgtgacggct gtctcgcatt cattaattaa
   340681 cgaaacgcat gagcttgtaa aaccaaataa agacattcaa acggtataca actttataga
   340741 cgaacgtgta tatttcaaac gtgatatgac ccaattaaag aaagaatatg gtataagtga
   340801 gagtgaaaag atactcattc acatttcaaa cttccgtaaa gtgaaacgtg tgcaagatgt
   340861 tgtgcaggca tttgctaaaa ttgttacaga agtagatgcg aagttgcttc ttgttggaga
   340921 tggaccagaa ttttgcacga ttttacagtt agtgaaaaat ttacatattg aagatcgcgt
   340981 cttattctta gggaagcaag ataatgttgc agaactactt gcgatgagtg atttaatgtt
   341041 gcttttatca gagaaggaga gttttggtct tgttttatta gaagcgatgg cgtgtggtgt
   341101 accttgtatc ggaacaaggg ttggaggtat tccagaagtc attcaacatg gtgatacagg
   341161 atatttatgt gaagttggcg atacaacagg agtggcagat caagccattc agctattaaa
   341221 ggatgaagaa cttcaccgta atatgggaga gcgagcaaga gaaagtgttt acgagcagtt
   341281 tcgctctgaa aaaatcgtct cacaatatga aacgatttac tatgatgtac taagggatga
   341341 caaaaatgga aagatttaaa aaagctagtt ctattattga gactttaaag cagcaaggac
   341401 atgaggctta ctttgtcggt ggaagcgtaa gagaccttat tatcgatagg ccgattggag
   341461 atattgatat tgcgacatct gctttacccg aagaagtgat ggctatattt ccaagacatg
   341521 ttcctgttgg tcttgaacat ggaactgtaa ttgtagtaga aaatggtgag ccttatgagg
   341581 taaccacttt tcgaacagag agtgaatatg aagattttcg aagacctagt agtgttcaat
   341641 ttgttcgttc attagaagag gatttaaaac gtcgtgattt cacaatgaat gcaattgcca
   341701 tgacagaaga aggcgaaatg gtcgatttat ttgcaggaca ggaagcgatt caaaagagag
   341761 aaattgtgac agtgggaaat gctgcggatc gttttcaaga agatgccctg cgaatgatgc
   341821 gtggtattcg gttcgtaagt acgttaggtt tttctttaga gacgaaaacg aaacaagcaa
   341881 ttgaaacata tggacatttg ctggaacata tagcaattga gagaattaca gtggagtttg
   341941 aaaaactgtt aactggcaca tattgcgtga agggtctcaa agaattagtg gaaacgaaac
   342001 tattttctca tctgccatat ctacaaatgt cagaagagag attattaaaa gctacgcagt
   342061 ataactggga ttcttttgaa acagacattg aggcatgggc gtttttctta tattgtattg
   342121 gagaagaaca tccatctgtc tttttacgtc aatggaagtt ttcaaataaa aaaataaaag
   342181 atatcgtcgc agttttatta acaatccgta agagaaagga gaaggattgg gatacagtcc
   342241 ttctttataa aacgggaatt catatagctg aaatggcaga aagagtatat gaagcgatga
   342301 ttgaaagcta tgatcataca tctgttgaac gggtacaaac gttgtttcaa gcattaccaa
   342361 ttaaaagtcg acaagagatg gatgtgactg ggaatgattt gttaaactgg gcaagtaaaa
   342421 agcccggtcc atgggttgct gaaatgattc aaaagattga ggaagcaatc gtacaaggaa
   342481 acgtagttaa tgagaaagag tgtataaggg agtggctgca agaatgcaat ctactataag
   342541 aaagcagtta ttgcaagttt tttctgaggc ggatggagag tttgtatctg gccaaacgat
   342601 tagtgataaa cttggttgct cgagaaccgc tgtatggaaa catatggagg accttcggaa
   342661 tgagggctac gaacttgaag cagtgcgtcg attaggttat cgaattgcaa gtaagccaga
   342721 caaagtgact gcgaatgaaa tacagttagg gttacaaacg aaacatattg gtagaacagt
   342781 gtattttgaa gagtctgttg aatcaacgca gcatattgca gcaaagcttg cttatgaagg
   342841 tgcagaagaa ggaacaattg ttgtggcaga agaacaaaca gcgggtagag gtcgtttaag
   342901 cagaaaatgg cactctccaa aaggaacggg aatttggatg agtattattt tacgtccgtc
   342961 aattccagtt catcatgcac cacaacttac tttgttagcc gctgttagcg ttgcgcaagc
   343021 aattgaaaaa tgcacaggtg taaacgtagg aataaaatgg ccgaatgata ttttaattca
   343081 aggaaaaaag gctgtaggta tattaacaga aatgcaggct gatcctgata aaattaatgc
   343141 tgtcattatg ggtattggta ttaatgcgaa tcaaaagcaa gaacattttg atgaggaaat
   343201 tcagcatatt gctacttctt tagcgattga atctggtaag ccaattgttc gtgcagagct
   343261 tatgcaacaa atctttttac aactagaaaa attatatgaa gagtatttac aaaatggttt
   343321 ctctgttatt aaaattcttt gggaaagtta cgctgtaagc atcgggaaag aaattaacgc
   343381 tcgaacgatg agagagacga ttacgggtgt agcaaaagga attacagagg atggtgtatt
   343441 gctcctagaa gaccatgaag gaaaagtaca tcatattcat tctgcggata tcgaaattaa
   343501 gtaaaagaag ttcctctttt ggaacttctt ttttatttcc atattaataa aatcttttaa
   343561 tatttaagtt ttattttaaa agatcgtcca gttgagtttg cttcttattt gacgattact
   343621 ttaccttcca ttcctttgag gagatggtat cgacatatta attcatatgt accggcactt
   343681 ttaggtttca cggtaatgtt tttttctttt cctgactcga cgacgacgtc aataccgagt
   343741 tttttgattg taaaggtatg ctcactctta cctttatttt tcaacagtaa tgttgttgat
   343801 tcgttaattg gaatcgtgat gacgtttgga ttaaagtaat catcgtttag ctcaacttca
   343861 atcactttcg ctgacgcaat aggttgtgcc aagtcgttaa ctgaggcaaa tacattgagg
   343921 gaatttaaag ttgttattac cacaagcatc acaagaaaac cgatgaatcg aaataaccat
   343981 ttgtttatag acattcgcaa ttctcctttt gtaagtatat ttcctcaatt aacctgcatc
   344041 attattttat gagttatacc atgtatttaa aaagtttatc tttctatgat tggatcgttt
   344101 acttataaat ttcacatacc gtaataagaa taaaaattat tttttcgaaa aaatgtagta
   344161 attccttttt ggagtttgct ataattagtt cgaatgtggg cagtatcaga gcgaactgca
   344221 ccatgattcg aagcaatacg aaaaataata acttggattc tgccttgatc caataacgga
   344281 ctgggacaga gggatgaata atgccgacta acacacaacc cttctgccct tttatggcca
   344341 gaggggtttt ttatatgatt tcggccatct cctctctcct gtataaagga ggagtagttt
   344401 ttgaaaacaa aaacagattt tttgaaaatg aaagagcaag gtgagccgat tacaatgcta
   344461 acggcgtatg attatccttc tgctaaatta gcagaagaag ctgaagttga tatgattcta
   344521 gttggagatt ctctcgggat ggttgtgctc ggctacgatt caacagtacc agtaacagta
   344581 gaggatatga ttcatcatac aaaagctgta cgccgcggag cgaaagagac gtttattgta
   344641 actgatatgc catttatgtc gtatcatgtg tcactgcaag atacgatggt gaatgcacgc
   344701 cgcatcgttc aagagagtgg tgcccatgca ctgaaggtag aaggtgcggg agaagtgata
   344761 tcgactattc actatttgac gaatgcggga attcctgtcg tggcgcactt aggtttaact
   344821 cctcaatctg taggagtgct aggtggatat aaagtacaag gaaaagacgc tgaaagtgca
   344881 aaaaaattaa tagaagatgc gaagaaatgt gaggaagctg gtgcaattgc actcgtgtta
   344941 gagtgtgtgc caatgcagtt agcagaactt atttcagagc aattaacaat tccaacaatc
   345001 gggattggcg caggacaaaa agtagatggg caagtgcttg tttatcatga tcttatctca
   345061 tatggggtaa atcgtgttcc gaaatttgtg aagcaatata cgtccgttca agaagaaatt
   345121 gtacgcggga tttctcaata tgttgctgaa gtaaagacaa ggcaatttcc tgaagaaaaa
   345181 cattcgttca caatgaaaga ggaagaatgc ttagcgttat acggaggaaa acaatcatga
   345241 aaatcgtaac gacagtacaa gagatgcagc acattacaaa agaactgcgt gcaagtggaa
   345301 aaagtattgg ttttgtccca acgatggggt atttacatga aggtcatgcg actttattac
   345361 gtaaggcaag agaagaaaat gaaattgtag ttttaagcgt gtttgtaaat ccactacagt
   345421 ttggaccgaa tgaagattta gatcgatatc ctcgtgatat tgatagagat gaaaatgtag
   345481 caaaagaaaa cggtgtagat tatttatttt atccgagtgt agaagaaatg tatccagcag
   345541 aacaaacgac aacggtagaa gttgtgaagc gtaccgatgt attatgcggt aaacaaagac
   345601 caggtcattt cgctggtgtt gcgactgtac tcatgaaact atttaacatt acattgccaa
   345661 cacgcgcgta tttcggtatg aaagatgcac agcaagttgc tgtcattgaa ggatttgtcg
   345721 ctgattttaa tattccggtt ataatcgtac cggtggatat tgtaagggaa gaagatggat
   345781 tagcgaaaag ttctcgtaac gtgtatttat cacaaaaaga gcgtaaagag gctcctcatt
   345841 tataccgcag tctatgtatg gcaaaagaaa gaattgaggc aggagaacgg aatgcagaaa
   345901 ttattacaac tcttgtaaaa gaatatattg agacgtatac gaaaggcact gtagattatg
   345961 cggatttata tgcctaccct tcactacaag tagtggatca aattgaaggg cgaatcattt
   346021 tagcaattgc agttaaattt gaaaatgtac gattaattga caatataaca ttaacggtta
   346081 aataaggggg agcatctatg tttcgcacaa tgatgagagc gaagttacat cgcgcaacag
   346141 taacagaagc aaatttaaat tatgtaggta gtattacaat tgatgaagat ttaatggatg
   346201 cagtaaatat tgtagaaaat gaaaaagttc aaattgtaaa taataataat ggtgctcgct
   346261 tagagacata tgttattaaa ggcgaacgag gtagcggtgt tgtttgttta aatggtgcag
   346321 ctgcaaggct tgtacagcca ggagataaag ttattattat ttgctacggt ttagtggcag
   346381 aagaaaatat tcataaacaa gagccgaaaa ttgcagtatt agatgatgat aatcaaatta
   346441 ttgaaatgtt aggtgctgaa aaagcgggta cgatattata agtaaggtgg ctatctctat
   346501 tatggagata gcttttttgt gcatcttttc attaagatga gataaaacgt ggtatagtaa
   346561 cattatataa ttttctgttt gataggtaag aaattgaggt gttacatata tgagtaagcg
   346621 ttatgtcgtt gtggatttag agacgacagg gaactcctgg aaggatggga aagataaaat
   346681 tacccaaatt gcagctgttg tagtggaaga tggagagata ttagagattt tttcatcttt
   346741 tattaatccg aagagagaga ttccgccatt tattacagag ttaacaggga ttgatgagag
   346801 tatggttaag caagccccgt tatttgaaga tgtagccccg atggttgttg agctattaca
   346861 aggtgcagct ttcgttgccc ataacgttca ctttgattgg aattttttaa cggaagaatt
   346921 aaggcaggct ggatatacag aaatacattg tccaaaagtt gatacagttg agttggcgca
   346981 aattcttttg ccaacggctg atagttataa attacgtgat ttagctaaac aacacgaact
   347041 agagcacgat caaccgcatc gtgcggatag tgatgctctt gctacagcag aattattttt
   347101 acaattttta aatgaaattg aaaagttacc acttgttacc ttgcaatcgc tttatgaatt
   347161 gagcgatgtt tttcaaagtg atattgcgga tgtgctttct gaaaatattt taaagaaaat
   347221 gatgcatggc aaaaaagtgg cagaggagta tgaagtgtat cgaaatattg cgcttcgaaa
   347281 acgaaattat tctttaaatc tcagtgaaac atgttcctct aaatttgatg cttttttgca
   347341 taagacaatt gataaacttg cattgaatat gccaaagttt gaaaaaagag aaagccaaca
   347401 aattatgatg aaggaaatat atacagcact aagagattct aggttctcct taatcgaagc
   347461 aggaacaggt acagggaaga ctcttgcgta tttgcttcca agtatttatt ttgcaaagaa
   347521 aaaagaagaa cctgtcatca taagtaccca aaccgtacaa ctacaacaac aaatactaga
   347581 aaaagaaatt ccattattac agaaaataat gccattttca tttgaaatag ctcttttgaa
   347641 aggaagaaag cattatcttt gcctacataa atttgaatat gctttgcaag aggaagagaa
   347701 aaattatgat atggcgctca caaaggcaaa aattttagta tggttattgc aaacggaaac
   347761 tggcgatcgg gatgaattaa atatccctga gggcggaaag ttactttgga accgtatttg
   347821 tagtgatgta catagtccgg gcgggatgca aagcaactgg tttagtcgtt gtttttatca
   347881 acgggcaaag aataaagcgt tatttgcaga tatcgttatt acaaatcatg cgttattatt
   347941 tcaagatttt tcaagtgaag aaccattgct tgcttcatgt gaacatatta tttttgatga
   348001 agctcatcat attgaggaag cggcaagtag aacattaggt gaacagttct cctgtatgta
   348061 tttccagtta gtcttatctc gtcttggtac gctagaaaca gatgatgtac tttctaaagt
   348121 atataaaatg atgaaaaaat cagaacaagc ctctcgttcg actttccgga tggtgagtca
   348181 tagtttgaag gaattgaaat ttgatgcgga tgagctattc caaatgttac gtgcgttcat
   348241 ctttaaacaa acaaagcagg aacaagggat aagcaatatg ccactcattt atcgatataa
   348301 cacagaagta gagaaaggta agttatggga tagcattacc gagttaacaa atcgttttgt
   348361 atatgatata agaaaattat tgactatact tcagaagcaa gttgatatat tgcaaagtaa
   348421 aatagaatgg gaaatgcatg ttgttactgg tgaatttatg catttaattg agttgttgag
   348481 aaagatggca caagctttac aattactcat tttagaaaaa aattcatatg tgacatggat
   348541 ggagactgaa acgaagggaa ccattcattc aactgtttta tatgggcaac ctgttcatat
   348601 tgctgaaagg tttgctgatg aatttttaac agagaaaaag agtgttattt tcacatcagc
   348661 aacgctaaca gtaaacgatt catttgccta tataaaagag gagctaggtt tacatgattt
   348721 tgctcctaat acattacagg ttccatcacc attccgtttt gaagaacaga tgaaattaat
   348781 ggtttcaacg gatgtgcctt ttattaagaa agcaagtaat gaagaatata ttgaatctgt
   348841 gtcagcacat attgcaaaaa tagcgaaagc tacaaaaggt agaatgctcg ttttattcac
   348901 ctcatatgaa atgttgaaag aagcgtatac gaatttaaaa aatgatgagg aattagaagg
   348961 gtatttatta ttaacacaaa gtgtgaataa taagagccga agtcgtctta ttcgtaagtt
   349021 tcaagagttc gacaaatcaa ttttgttagg aacaagtagt ttttgggaag gaatcgatat
   349081 accgggagat gcacttagtt gtcttgttat tgtccggctt ccctttacgc ctccttatca
   349141 accgatgata gaagcaaaag gagagtggtt aaaaaatcaa ggagaggacg tatttgctaa
   349201 gttagcactt ccacaagcaa tactgcgttt caaacaagga tttggtcgtc tcattagaac
   349261 aagtacagat accggaacag tatttgtatt agaccgtcgt ttgacaagct cttcttatgg
   349321 aaaatatttt ttacaatcaa ttccaactgt cccgctctat gaaggtcctt tagaagaatt
   349381 gttagaacaa gtaaaggaac ggccaactga ataaaattgg aagaaaaata cgcctgaagt
   349441 acatttaatc ttcaggcgta aaaaatgtgg gtaggaggaa ttttattttt cttacttctt
   349501 gtatacaaaa tgtcttggtt ttcgacttga aacctttttt tgctgtacat gtcctgctat
   349561 aatagatggg tgatgaagca ggggttgtaa agaatgtact cttattgtaa ccgcattgcg
   349621 ttcttctata attagaaatt tttgtgtaac ggaggagttt tttcatggat aagaaaatcg
   349681 aagtcctatc aacgacgcgt attaaatatt cgtctgactt gtataaaatt gttgatagct
   349741 tgaatcgtac gttaaaagag caggacctca tgttcggatt agcattagac gaaaaagata
   349801 aagaaacagc tgtatttacg atttacagaa cgtagtgata aaatgaaaaa gtggatcttt
   349861 acaatcatta tcgtaatcgt tgctagcgga atatatgggg cgtatgttta taataaagca
   349921 atggaaaaga aacttcctaa agaggcaaaa tctgtagaaa ttgcaaaaga aaaagcaaag
   349981 cttacaaaag taaaatctgt ggattattat aacggagaat cttcatatac agtcgtgcaa
   350041 ggtaccgatg aaaatggaga acaacttatc gtttgggtgc ctgagaaaaa aggggaaaca
   350101 atagtaagga aaaagagcga aggtatttct gaaaaagatg ctttacaaag aacgattgaa
   350161 caagtcggag atgaaagtaa agagcccaaa agtaagccta aagaaatttt aaaagtaaaa
   350221 ttaggcgttg aaaataatat accactatgg gaagttacat atattgatga tgacaatcgt
   350281 tatagttact acaatcttgc atttcaagat ggtcagtttt taaaacgata tagcattgaa
   350341 aaatagatgt agggggaact acaaatgaaa ttagcaaagc gagtagctgc tttaacacca
   350401 tctgcaactt tagaaattac agcaaaggca caagcattaa aagcagaagg tcatgatgta
   350461 attggattag gagcaggaga gcctgacttt aatacgccag aacatattat ggatgctgca
   350521 cataaagcga tgttagaagg acatacgaag tatacaccaa caggtggatt acaagcgtta
   350581 aaacaagaga ttgtgaagaa gtttactcgc gatcaaggaa ttgcgtatga tccgtccgaa
   350641 attattgtat gtaacggtgc aaagcatgca ttatatacat tattccaggt gttacttgat
   350701 gaaggagatg aagttatcat cccaacgcct tactgggtaa gttatcctga gcaagtaaaa
   350761 ctcgctggag gtaagccagt ttatgtagaa ggtctggaag gcaatgagta caaaattaca
   350821 gcagagcagc tgcgtgaggc aattacagag aaaacgaaag cagttattat taattcaccg
   350881 agcaatccaa caggaatgat ttacagcaaa gaagaattac aacagcttgg agaagtatgt
   350941 ttagaacatg atatcttaat cgtttcagat gaaatttatg aaaaattaat ttatggtgga
   351001 gcagaatata cttcaattgc ccagctttct aatgcattaa aagaacaaac acttattatt
   351061 aatggtgtat ctaaatctca ttctatgaca ggatggcgta ttggatatgc agcaggaaat
   351121 aagcagctta ttaaagcgat gacgaactta gcgagtcata gtacgtcaaa ccctacttca
   351181 atcgctcaat acggcgcaat cgcggcatat gcaggctcac aagaacctgt tgaaacaatg
   351241 cgtcaagcat ttgaagaaag attaaacatt atttatgata aattaattca aatccctggc
   351301 tttacttgca ttaaaccaca aggtgcattt tatttattcc cgaatgtaaa agaagctgta
   351361 gcgttatcag gatacgaaac ggttgatgaa tgggcaaaag ctttattaga agaggaaaaa
   351421 gtggctcttg taccaggtac aggatttggt gcaccaaata acgttcgttt atcatatgcg
   351481 acatctcttg aacaagtaga gaaagcatta gaacgcattc atacgtttat gaaaagtaaa
   351541 gtgcaagctt aattctatat gttattaatg caatgcaaaa aaccttccta cataataggg
   351601 aggttttttt gacgaattgt ggcaaaaaga aatgacgaaa ggtgtgttat actagagagc
   351661 gaggtgtttg gtgatgaaaa agaaaatgat gttacagtgg tttgaacagg gaagcatcgc
   351721 aattccaaaa ttacttatga tgcattataa aaaattaggg ttaaatgaaa cagaatttat
   351781 ggttgtactt catgtacata catttttaga atcgggcaat tcgtttccga ctccgtcaga
   351841 gatttcagaa cggatgacga ttactgaaat gaaatgtatg gaagtcattc agacattgat
   351901 tcaaaaaggt tttttatcac tagaaggtgg acaaaaatca gaagcgatga tgtgtgaaag
   351961 ttattcttta caaccgctat gggaaaaaat attgcatttc ttaatgaatg aatcaataga
   352021 ggaagaacaa aaagaaataa agcaactgca agtaaattta tatacagtat ttgaaaaaga
   352081 atttggaaga ccactttctc catttgaatg tgaaacgttg ggaatgtggg aagatcaaga
   352141 tcaacatcat ccgaatttaa ttcaagcagc cctcagggaa gctgtaatga gtggtaagct
   352201 taatttccga tatattgatc gtattttatt tgagtggaaa aagaatggta ttaaaacagt
   352261 agatcaagct caaaaccaag gacggaaatt tagagcaaat caacaacgaa cgcagcaaac
   352321 gacaaaacaa gagacgaaat ttactggaaa agtgcctttt tataattggt tggagcagta
   352381 gtgtaggagg aagtatatgt taaataaaac gcaaattcgc tattgtttag atacaatggc
   352441 ggatatgtac ccagaagcac attgtgaatt aattcatgat aatccatttg aactagtaat
   352501 cgcggtagca ttatctgcgc aatgtacaga tgcacttgta aataaagtga cgaaaaattt
   352561 atttcaaaaa tataaaacac cagaagatta tttaagtgtt tctctagaag aattacaaca
   352621 agatatacgt tctattggat tgtatagaaa taaagcaaaa aatattcaaa aattgtgcag
   352681 aatgttatta gatgattaca atggggaagt gccgaaagat cgagatgagc ttacgaagtt
   352741 accaggtgta ggtcggaaaa cagcaaacgt agttgtttcg gtagcgtttg gtattccggc
   352801 aattgctgtg gatacgcatg tagagagagt gagtaaacgg ttagcgattt gtagatggaa
   352861 agattcagtg ttagaagtag aaaagacatt aatgaagaaa attccgatgg atgaatggag
   352921 cgttacacat caccgtatga ttttctttgg acgttatcac tgcaaggcac agcgaccaca
   352981 atgcgaagag tgccctttac tagaagtatg ccgagaagga aagaagcgaa tgaaggggaa
   353041 ataaaggatg gagcgagtta tagaaatacc gagagaattt cggtgcttac cattttttaa
   353101 agaaagtgta aattcgattg cgtattatgc agaacagtct ttcgaagaaa caatacaaaa
   353161 gacttatttt atatatgata ttgaaaaaca atatgagcca tggaatgaaa ttgaaaacag
   353221 tattccggta atgttgaatg tatggaaaaa taagcatggg gacattgcta ctttatttcg
   353281 aaacagaaag aaacaagaag ctgaaggtcc gatgattctt tttgcagcac atttattatc
   353341 aattgtatat tggctaaatg agcaacctgt tcatagtttg aataaaatag aagattttac
   353401 gagtgaattg gaagtgcaac cagttaattt tatagagcga tattcgttca ttataaagaa
   353461 accgaataat tatcattctt atattcagtt agcacagttg tatattgaaa tagaaaagct
   353521 atatgtaaag aaaatgataa caaaaaagaa gtcctgttct cgttaagaga aaggacttct
   353581 ttttttgtat taagactctg ttgtaacaaa atttccgtct gcgtgaggtg tatttcctcc
   353641 ggtattttgt tgttgttctt gctgctgttg ctcttgttgt tttttagctt cttcttcagc
   353701 tttttttcta gcttcctctt cagctttctt ttgagcctct tcttgctgtt tcttagcttc
   353761 ttcttcagct ttttttctag cttcctcttc agctttcttt tgagcttctt cttgctgttt
   353821 acgttgttgt tcttgttgtt tcttagcttc ttcttcagct tttttagtag cttcttcttg
   353881 ttttagttta tcttcattgg cctttttctg agcttcctca tcagcttttt tcttagcttc
   353941 ttcttcagcc ttcttcttag cttcttcctc ggctttcttc gcgtctggag ttccgccagg
   354001 cgcagtgaag gatgctccaa ctgcagggct tgttccagta ccttttttcg ctactacaga
   354061 gaagctgtaa gtaacgcctg gtttaatacc accaagagta gctgttgtac cttttactga
   354121 taaactacca cttgaaccgt cagttgcttt atagcttgct gcatacgcat caacttctgt
   354181 tggtccagac cagtttagtg taactgtgct agcgccatcg aaagtgacat taagaccact
   354241 aggtgcatct actttaattt gtttaattgc atctttcttc gcacctttta catataactc
   354301 tccgtttatt tcttgtacag aagaagggcg ttcgaaacga gttttatctg tagcgaattt
   354361 gctcatcatt acttggaaca tttgctgtgc aattctagta taacgatcac taatgtagtt
   354421 ttctgggcca tttttttcgt acccagtcca tactgccatt gtatattgcg gtgtatatcc
   354481 agcgaaccag ctatctctgt ttgcatcagc tggaatacca tattctttta taacgtctgc
   354541 atcaaagttt tgtgttcctg ttttaccggc aacatcaaca cctgaaacgt atgctgttgg
   354601 accagtaccg ccagaaccag gttttacgac atcacgaaga acgtcagtca ccatgtaagc
   354661 tgtgtagtct tgcatcgcac gttgttcttt cggtttaaaa cttttctttt tcccatctgg
   354721 gaaggtaact tcttttacga agtgcggttt attgtagttc ccaccattac caaaggctgc
   354781 atatgcaccc gctaattgta atggtgaact atcgttacta ccaattgctg ttgattcaaa
   354841 tgttttgcca tctttaaatg tcatacctaa accttcagca aacgcttgtg acttaggaag
   354901 accaaccgct tgggctgttt ttaaagctgg gatgtttaat gactttttca aagcttcacg
   354961 tagtgaaacg tcacctttgt aactatttgt tgcatttcgt atctttttac cattggaata
   355021 cgtatactct gagtcattta attgatggta tgtagaccat tgtaaatttt caattgctgg
   355081 gccgtagtca aaaattggtt tcattgttga accgacttgg cgttttaaat cggtggccat
   355141 attatgacct ttgaaagtag acttacttcc tttacgccca gctccaattg ctcgaacttc
   355201 accagattgt gtatccataa atacgaatga tccttggaat tgatcgtttg gatacttaat
   355261 aagattgcca tccataattt tttcagcata atcttgagca tcttgatcaa gtgttgtatg
   355321 aatcgttaaa ccatctgaac caatatttac atcaggatat tctttttcaa cttcttttac
   355381 aaccgcatct agaaatgctt gatacttcat ctcagttatt tctgaagacg gttgaagacc
   355441 ctctgttact gggatcttaa ctgcgttatt catttcttct tttgttatat aaccatgtcg
   355501 attcattaat gacaatacga cattacgacg atttgttgct cgttcaacat tttccttttt
   355561 cgttggatcg taaatgtttg gaccttgggg taaaccagcg agcatagcag cttcatgtaa
   355621 ttgcaagtct ttcaaatctt taccataata tttttgcgct gctgtcgcaa tcccatatga
   355681 acggttacct aaattaatct tatttaagta catttctaaa atctcatgtt tagagtattg
   355741 ttgctctaat ttgtaagata agtaccattc ttgtactttt ctctttgcag ttttgtccat
   355801 cgttagaaaa tagtttttga ctacttgttg tgtaatcgta ctaccacctt gagatccgaa
   355861 acctccagtg acattttcca taactgcttt tgtagttcgt ttaaaatcaa ttccattatg
   355921 atcgtagaaa cgtgagtcct cagttgcaag gaatgcattt tcaactactt ttggaatttg
   355981 atcatacgta acgtgggttc gtttttcagc accgtattca tagaaaaagt tcccgtcttt
   356041 atcaagaaac tttgttgata aaggattgac aagttttgat ttgtctaatt ttggagcgtc
   356101 cttcaccata acaaagaaag cggaaacgcc agctacaaga ccaacgatac caagaagtag
   356161 acaacctata aggaattttt taaaaaagga gccttttttc tttggttttt tttctttatt
   356221 tgtttcttgc ttttgatttt ttacatgatt tcgttctgta cgagaacgat aattatctga
   356281 cattatactt tctcctacct ttcattctct ccccaaaagt cgaaaaaaga gccttagtga
   356341 tgactctatc acgaaaaata aaccgtgtct agtacacgga tataatcaat ccgagggtga
   356401 taaccgcatg ataataaaga tccatgctct actatttctt ctttcgtaat cgattttcgt
   356461 ccaccagtat tttgacgatt ccaaaatgta ataatatgtt ttgcatctaa taaataaagt
   356521 tcatcaaaaa gtgtaaattt aataataaca aatgcaattc cattatgagc aattacttgc
   356581 ttcatatgtt caatttgatg aaggtggaag ttttgaagtg gaaagctggt tttatttttt
   356641 gtttctttcg cttcaaaatc gatgtatttc cctttatata caccgttgta atctgttgta
   356701 gaaggttgtt taaaatacgc ctcttttacc actgcagcac ttcgagcggg gtaatctact
   356761 tttacaattt gaagaggtgt aggtttttta tgtacacatg caatattatg ggttaagtaa
   356821 tattcatttg tttcattcaa ttcctcttca agggacatac ctctgttact ataagtatgt
   356881 tttttaattg gtgttttatg aggttgtgaa gcttgattgt accgttttcc atttgggtaa
   356941 cgaatggtca tagtgtgtcc actcccaact tgctaagaat tacttacaaa ggtgattata
   357001 acaaaaaatg aaaaaagatg tgaccttttt gaagaaaggt gtgatgactt attcatgttt
   357061 acatggaatg attatgaaaa aattaaacaa tatcgtaaac gtgcggtctg tacagaagaa
   357121 gaaaaagcaa cggtttacaa cattaagaag gaaatagaaa tagctaatat ggataacatt
   357181 tctcgaacgc agtcttatca agactattat gtaagaaata gtgaaattag gtgggctttt
   357241 ttagcgagta tggtctcgag aaatgcgggg tggaatatga ctgatttaaa agggaggtat
   357301 tatgccactg ttttacctca aacagtaaaa aaacatttgt ttttgactta tgaagaagcg
   357361 aattggatta tttttttaga tgcatttcct cagctgttgt tatatgaaga aagtaagagg
   357421 aggcaggtgc cgttattcca tttgttacaa tattttaatg tgtcaatttt tatggaaaaa
   357481 gaatggatat atttttggga gaaaaaagat ataaataggc ttatgacagc gcttattata
   357541 aatgaacaaa ataaaattca aaaaccaatt attgagaata catattttaa aaaacatgta
   357601 tttcatacag cactttttaa attgcaagaa atgcttcatg ttagtgctgt tatttttcca
   357661 accgttgaag ggaagatgta tggtttttca gtttatcaat ttgaaacgtt gcaaaagcgt
   357721 gtagaactag ggaagaaatt agcagcgtta ctatttcatc cgaattataa aagcttattc
   357781 cataggtttg cattgcaaac tgttcacaca gggtcaaggg cagattatga acagtacata
   357841 agagaagcta gaaaatcttg tacgccaact cttagagaag tttatcctgc tgttgcacat
   357901 aaggaaataa gtatgagaga ttggttttgt agagatatgg aaataaatga actattttca
   357961 cgagaagagt ataagggtga agttgatata acagaatggt ataaaagaaa gagggagcaa
   358021 atttattttg cttctatcat aaatcgtttt gttaagagga tggatgagtt cgtgatataa
   358081 taaaaaagaa gtcccgcctt catttatgaa gacgggactt cttaatgtga agtaatcctg
   358141 ctatgcgtgc taaacattta atctcaaaat gtaatgcata caagagatta aggaagtttc
   358201 actttacccc gcattaacgg gcagtaagac cccacctaaa ttcagcgaaa gcaaagaatt
   358261 taggtggggg atcaactgcc cgtaaatgcc cgattggttc aactaataat cattgggggg
   358321 tcacccccaa tgattaaagt ttcactttat gtagcaggga agtttggacc atctaatttt
   358381 ggatttccag ttttgggttt attttgtttg ttttgttttt tctttttttc gtttttgttc
   358441 tttgccattt tcatgcacct cctttttgta ttgttaccat ttctataaat gacatacaaa
   358501 atgatttctt tgacgaataa caactagttt tgtcatgtgg gcaggagtga agaatcattc
   358561 ggcgaaatta catgacaaag gaaaagcaaa gaaggaggcg ttttgtatat ggcgatggtt
   358621 cagaaggaag atgtaatgaa aacaatggat caaatgttaa gttctctcga tttgctggaa
   358681 atgaatatag ggattagaac gaatcatgca ttaaaggata agagtgaaaa aatatgcaac
   358741 aagatagaaa taacagaaat gcacattgag catatggaaa ataaattagt gcatcacgaa
   358801 gaaaaaggga attgggtgaa ggcatttcaa aacgtcgtag tgagtgcata ataaggtggg
   358861 aataaaatga agtatgaagc attaatacag tcttcggaaa aacttatgca acataataat
   358921 gaagcaaatg tgaaaaaaag agaaatgatt gaatacgatt tttataagga tatgaaaccg
   358981 tttgtagata tggtagatga ggaattaaaa gtgtggaaag aattggctta tgaatggatt
   359041 aaggaagaaa aaccgaagta tatacatgta cagcaaattg atcaagtgta tgataattta
   359101 caaacaaatg tgctacaatg ttttgtaaat aaaggtaaag gtaagcgatt ctttgaaacg
   359161 catcaagcca tttcgtatac tttgcaaaat ataattgagc aatgtaagta acaagagggg
   359221 gaaccctctt gtttttttat gcttctgtca ttgttgtagg ttttgttgca ccgtttattt
   359281 ctaattcttt tattactgtt cggtaatctg aaatgcatat ttttccttcg agataccaat
   359341 gtctcgcaaa gtccaacaat tcatttacat tttctgtgta ataccccttt ttttgagaaa
   359401 acgcttgttt taaatcccct aataccatgt tgattcctcc cccatgagaa tcttcttctt
   359461 tattatcata gcatggaagg gttttctttt ttaatttttt aaaaatttaa acttccgaca
   359521 aaaatagaca catactccgt cacacaaatt attttacaag tacatattat atatgtagaa
   359581 acttatgtga aggaggagag aatgcatgtt tcaacaatct aacgtatatc agcaatctaa
   359641 tccatatgca cagcaaaata tgtaccaata taatacggat acatatttac gttataatat
   359701 gtatcctttc gaacctcatt atggaaatca aaattattac caaccatttg aagtgtcgtt
   359761 tatgaatcaa cagcaacaac cacagcaacc gtatatgaat caacaaccgc aaccttatat
   359821 gaattcacaa tactatatgc caccaccatc tccctatggc aatcaacaag cgatgtttta
   359881 tccaccaaaa caaccgtacc cgacacaaaa taaacaaaag caacagcagc aaccaagtca
   359941 attttctagt tttgtttccc aatttaaaaa ttcagatggt aactatgatg taaataaaat
   360001 gatgaataca gctggacaaa tgatgaatgc gatgaatcaa gtgacaggta ttgtaaagca
   360061 agtgggaggc ttttttggta agtaatgtcg aaggtttgtc tataaaaagc attggataga
   360121 aaatcaagga ctagacaaat ttccttagaa taaatgggta tatataacaa gcggcttacc
   360181 ctcttttctc atactgtaaa gtgtaatcag atttttttat gagagaggag agaaaaacta
   360241 tgcatcattg tcatccttgc tttggagggc ataagcctac aggacctatt tgtacaactg
   360301 ctcctgtcat tcatccgacg aaacaatgcg taacacattc tttttcaaca acggtggtgc
   360361 cacacatttt cccgacgcat acaacacatg tacatcatca acaaattaaa aatcaaaact
   360421 tcttcccgca aacaaattca aatgtaaatg ttgtagaccc aatcgatcca ggattcggcg
   360481 gatgtggacc atgtggccat ggtcatcacc accaccacgg tcatcaaata tccccattcg
   360541 gaccaggacc gaatgtatca ccgtttggac caggaccaaa tgtatcgcca tttttaccaa
   360601 acaatgtatc accagtaggt ccgaatattg gaccaaacgt tggtggaata tttaaaaagt
   360661 aaatgatatg ttagaactag cgaaatgcta gttctttttt gtaattggag tgttgatatg
   360721 aaagttattg cagtaacagg ctataagcca tttgaacttg gaatatttaa aaatgatcat
   360781 ccaggagtag aatgtataaa aaaggcgctg cgtcgtaaat taactgcttt tgtagaaggt
   360841 ggtttagagt gggttataat aagtggccag ttaggtgtag aattatggac tgctgaagtt
   360901 gtttttgaaa tacaagtaga atatccagat ttaaaattag cggtatttac tccattttta
   360961 gaacaagaag aaggttggaa ggaagataac cgtgaatatt acgaatttat tctctctcaa
   361021 gcagaccatg ttgatagtat cacaaaacgg aagtacgaaa gcccagagca atttaaatta
   361081 aaaaatcaaa tttttattga aaaaagtgat gcacttttag ctgtatatga tgaagaaaaa
   361141 ccagggagtc ctaaatatat tgtagaagcg gcaaagaaaa aaggagaaat agaaaattat
   361201 cacagttatt tcattctttt ttccgattta caagatataa tagaagagga acagtggaat
   361261 aatgctgagt aatatgtaat atagtactcg tatatatgat tgacaaaaag cattgtttct
   361321 gaaaaaattt agttaatgaa agttttggca aaaatttgag gtgaagaaaa tgatttcgga
   361381 taaaattaaa ttaacggcga aagatatttt agaaaaagaa tttaaaacag gtatgagagg
   361441 ttatcaacaa gaagaagtag acaagtttct tgatatgatc attaaagatt atgaagcttt
   361501 tcacaaggaa tttgagcaat taaagcaaca aaatgctcgt ttaaagcgtg aactagaaga
   361561 gcaaaagcta gcagcaacgc aagttccaca acaaccagtt gtacaaacac cagttgcaca
   361621 accagtatat aacaacacga atacggacat tttaaaacgt ctatcgaatt tagaaaaagc
   361681 tgtatttgga agtaagttat acgaataatt tctggtgata aaaaggttaa agcattttac
   361741 atagaaaaaa acattgcaaa atctttttgt ttccactata ctaatggatg tcataacgtt
   361801 tgggtaatcg ctgcaacgcc aacgttgtag aggaaagtcc atgctcgcac ggcctgagat
   361861 ggctgtagtg ttcgtgccta gccaattcat aagctagggt attctggctg taaggctggt
   361921 ttaacggcag ggaaaaaacc taagtccttt cggatatggt ttgactacct ttaaagtgcc
   361981 acagtgacga agtccttgaa gaaatgatag gagtggaacg aggtaaaccc cacgagcgag
   362041 aaacccaaat aatggtaggg gaatcttttc caaggaaatg aacgatggga aaggacaggt
   362101 tgtataacct gtagatagat gattgccacc ggagtacgag gcgtgggccg tttgcagtac
   362161 aaaggaacag aacatggctt acagaacgtt atgaaccaac tatgaaataa ctcagctctc
   362221 ctttgttaga ggagggcttt ttatttgtat gaagttataa attatgagtt aaaatggtta
   362281 atgagaaaat tcttcgtaaa atgtaatgat taataggata aatggctatt aattattgtt
   362341 tgaatataca taagaggtga atgcaaatgg gaaaagttac tttaatcgca acagcggcaa
   362401 tgggtattga agctttagtt gcccgagaag ttcgtgacct tggttatgaa tgccaagtag
   362461 aaaacagcaa agtaacattt gaagcagatg aaaaggcgat ttgtcgcacg aatttatggt
   362521 tacgtactgc ggaccgtgtg aaaattaaag ttggcgaatt taaagcgaca acatttgatg
   362581 agctgtttga gaaaacgaaa gcattaaact ggggagatta tattccagag aacggtgagt
   362641 tccctgttat tggtaaatct ttaaaatctg agttattcag tgtttcggat tgccaacgta
   362701 tcgttaagaa ggctgttgtt gaaaaattaa aaacaacata taaacgtaca acttggtttg
   362761 aagaagatgg cccgttattc cgtattgaga ttgcaatgct caaggatatt gcaacattaa
   362821 caattgatgc gagcggtgtt ggacttcata aacgtggata ccgcgtggat caaggagaag
   362881 ctcctttaaa agaaacatta gctgcgtctt taattaaatt aacaaactgg aagccagatc
   362941 gtcctttcgt ggatcctttc tgcggatcag gtacaattcc gattgaagca gcattaattg
   363001 gacaaaatat tgcaccagga tttaaccgtg gctttgcatc ggatgaatgg ggctgggttg
   363061 gtaaacaaaa ctggcgtgaa gctcgtcaag aagctgaaga cttagcgaac tatgatcaac
   363121 cattgcaaat cattggatca gatattgatc atcgtatgat tcgagttgct caagataacg
   363181 cagaagaagt tggtttaggt gatttaatta catttaaaca aatgcaagta aaagatttca
   363241 caacaaaaga ggattatggc tatgttgtaa cgaatcctcc atacggagaa cgtttaagtg
   363301 aaaaagcact tgttgaacaa ttgtataaag aaatgggaca agtattccgt ccattagata
   363361 catggtcggc gtatgtatta acaagttacg aagcatttga gaagtgctac ggaaaagatg
   363421 catcgaagaa acgtaaactg tttaacggat ttattcgtac agattactac caatacttcg
   363481 gaaaacgtcc acctcgtaat tcatagtata aaactactcc agcgcgcata tactggctat
   363541 tatgtaatgc gtaaaggagg aactaatatg gatagtttcc aattatcaat gattcaaaag
   363601 gctattcacc gtacgtatga tgagattgga aaagaattgg atagccaagg tgcgattgta
   363661 gatgaaatac aaaaagcgca agaagaatat ttgtcagccc tttcacatga aacggcgatt
   363721 gataaacgtt atttaaagtc attaatatag aagaaaattt tcctttttcg aaaggaaaat
   363781 tttttttcgt gtatttctat gtattgcaac aggggaaagt ggctgcacct atatgagtag
   363841 cagttgctat atcttttata gaaaaacttt ttggttggag gctaaggatg tttactgaga
   363901 agagattacc atttgaagta ggaaaacaag ataattttta tgataagttg aatgagtgga
   363961 ttggagatgt gttttacgac atccttccgg aaaaaggctt tgaagagcgt gatgaacaaa
   364021 tttttatggc gtttcaatta gagcgtgctt tccaagaaaa gaaagttatg ttcgcagaag
   364081 cgggtgtagg aaacgggaaa acaattgtat atcttctata tgcaatttgc tatgcccgtt
   364141 atactgggaa accagcgatt atcgcttgtg cagatgaaac gttaattgag cagcttgtaa
   364201 aagaagaagg ggacattgct aaattatctg aggcattagg cttatcggta gatgtaagac
   364261 ttgcgaaatc aatggataat tatttatgtt tacgtaaact tgaagatgtt atgagtggac
   364321 gagctccaga agtaattgaa gatgtatact acgaattacc gcagtttgta tttgaccacg
   364381 gtacgatgca aaactttact cactatggtg accgaaaaga atttccgctt ttaaatgatg
   364441 aggaatggtc aaaagtaaat tgggattact tccaagattg cttcacttgt gattctcgtc
   364501 atcgttgcgg gcaaactcta tcacgtgaac attatcgtaa agcggcagat ttaattattt
   364561 gttctcaaga tttctatatg gatcatattt ggacgtacga tgctcgtaag cgtgaagggc
   364621 aaattccgtt attaccagaa agcagttgtg ttgtattcga tgaaggacat cttgtagaat
   364681 atgcagctca aaaagcttta acatatcgtt taaagcaaac gatgatggag caacttttaa
   364741 cgagattatt acaaaatgat attcgcgagg agtttgcgca tttagtagaa gaaacaattt
   364801 ggcaaacaga gcgattcttt gatgtgttac aagagaataa aaaagaaatt gctggttctg
   364861 atcgtttaga aattactgtg acagaaaaag taacggctga agcgaagcga ctttatgcaa
   364921 aaattggtga agtcggggac gcattagtat ttgaaagtga aatgcataca gtaaacacgt
   364981 atgacttaaa tatcgttgat gaacatttag atgtattaga acattcactt cgcctattca
   365041 tgcacgagaa aaatgtaatt acatggggtg aagaaggtga tggagccttt acattagtaa
   365101 ttatgccgcg tgcagttgaa gaagtattac aagagaaagt attctcaaag aaaattccgt
   365161 atattttctc ttctgctaca ttatctaaca acgattcatt ctcatttaca gcaaatagcc
   365221 taggggtaaa agattacttg tcattctcag ttgcctcacc gtttgattat gaggagcaaa
   365281 tggcagtaaa cttactatct catacgaaag aaaacgaatg ggaaagaaag tgtcaatata
   365341 cacttgaaaa tatacaaaaa acaaatggac gtacacttgt attattccgt acaacgcaag
   365401 aacttgcagc gtttaaagag tatgtaagta aagaacaaat gtcagttcca ttcctatatg
   365461 aaggggacca agaaattagt cagcttgttt ctcgtttcca aaatgaagaa gaaactgtac
   365521 tttgtgctgt tcatttatgg gaaggtttag atattcctgg ttcatcatta tcacatgtta
   365581 ttatttggtc attaccattc cctccaaacg atcctgtgtt tgaagcgaag cgtaaacatg
   365641 tgaatgatcc attctgggat gtagatgtac cgtatatgat tttacgtctt cgtcaaggaa
   365701 tcggacgttt aattcgtacg agcgacgata aaggggctat atcaatcttc ttatctgata
   365761 ctgaagatga gaaagtggta gaagcggtga aaaacgtact accagtagaa ggtaaagaat
   365821 tataaggaga aagcttggcg cttgccaagc tttttttcta ttatatataa aaggaattta
   365881 gattttcgtg tcgaattaag tttgaggtag aaaaaggagg tttttataca atgacagtag
   365941 ctacatatga agtagaaaaa caatttttaa catatgtaaa gaagatacaa aattacggag
   366001 aagcgttaag cttaatgttt tgggacttga gaacaggagc gcctaaaaaa ggtgtagatc
   366061 agcgttcaga agtaattggc atgctttcat cagaagtatt tgccatgtcg acttcagatg
   366121 agatggggaa ctatttaaca gagcttgaag ctttaataag tgaagacaaa ctttctgaaa
   366181 cgacgaagaa aatggttgaa gagtgtcgta aagaatatga tagaaataag aaaattccac
   366241 aagcggaata cgaagcgtat gtgaaattag aagcgaaagc ggaaagtgtg tgggaagaag
   366301 ctcgcgaaaa atctgatttc gaaatgttcc gtccgtattt agaacaaata gttgaattta
   366361 aaaagaagtt cattacatat tggggttacg aaacatataa atataataca ttattagata
   366421 tgtatgagcc gggtattacg gtagaagtgt tagatcacgt atttggtcaa cttcgtgagc
   366481 gtatcgttcc gctcgtaaaa gaaatatcag agtcgcaaaa aagattaaag acaagtgctt
   366541 tatcagaaca tttttcaaaa gaaaaacaaa aaaactttac attagagcta ttaaagcaat
   366601 taaattatga ctttgaagca ggtcgtcttg atgaaacagt acatccattt gagatcacat
   366661 taaatagagg ggatgttcgt attacgacac gctatgacga aaaagatttc cgtatggctg
   366721 tgtttggaac aattcatgaa tgtggtcatg ctgtatatga acaaaatatt gcagagaaat
   366781 ttgaaggtac accgctatgt agtggaacat ctatgggtat tcatgagtca caatcattat
   366841 tctttgagaa ctttatcggt cgtaataaat cattctggaa gaaaaattat gatttattaa
   366901 aagagtatag cgatggtcaa ttcaatgata tatcagtaga tgagttttat gatgcaataa
   366961 atgaatcgaa gccttcattt attcgcatag aagcagatga gcttacatat ccgcttcacg
   367021 ttatggttcg ttatgaactt gagaaagagt tatttgatgg cacattacaa gtgaaggatt
   367081 taccagcggc ttggaacgat aaaatggaag catatttagg aattcgtccg gctaacgatg
   367141 cacaaggcgt gttacaagat gttcactggg ctggtggttc atttggatac ttcccatctt
   367201 atgcgcttgg ttatatgtat gcagcgcaat ttaagcaaag aatggtaaaa gacattccga
   367261 actttgatgc attattagaa gaaggaaacg taacgccaat tcgtgaatgg ttaacagaaa
   367321 acattcacca atacggtaaa acgaaaaagc cacttgaaat tttagaagat gtaacaggtg
   367381 aaggattgaa tgcaaattac ttagcggatt atttagaagc gaagtataga gagatttacg
   367441 agttataaaa aagggctgct tacttgcagc tcttttttta aggggatggg agaatggact
   367501 atacatatac agtaatgaca caagaagaag cagaagaaat tgcatacaat tggcattatg
   367561 aagggaaata ttccttttac gatatagagg cagatgaaga agatttagcc gaatttttac
   367621 atgatgagag tagaggggat catacatttt ctgtgaagga aaatggcact ctcattggtt
   367681 attttactgt ttgtaaaata actgatggaa cggttgatat aggtcttgga ataagaccta
   367741 atataactgg gaatggattt ggtttacagt tcataaatgc tatactagct tttagtaaag
   367801 aaaaatatgg atgtaattat ataacactat cagtagctac atttaataaa agagcgatta
   367861 aagtatataa aagggcaggg tttgaagcag ttggaacgtt tatacagaaa acaaatggta
   367921 gttgttttga gtttttgaaa atgaattaca tatgtaaaaa taactaaaaa acagaagaga
   367981 gttcttctgt tttttagttt aatgtttttt tagcaactgt attaacattc agttgctagc
   368041 atgtgtatag ctgcttcatg catgtctttc aaacctgata cttgagcgta ttcagcaaca
   368101 gtgatgctac ttgttgttag aagttcgata atatgttcgt ccattcttga ccaagtttta
   368161 ccgccagcgt tgtcataaga gtgaattaac tttgttaatc catctttccc aaagagtaga
   368221 taatgcgatg tgaaatctat agatacatca cctatcccta cttctgtcca atcaattaaa
   368281 ccagttacat tatttttctt atcaatcaga atatgacctg gatgtatatc cccatgcttt
   368341 actcccacgt gagatggcca aaaagaatct tcagctagcc atgcttgcca acgatcccat
   368401 aagttttgat taatatggta ttgttccttc actcgattca tcctttgttt catagaagtt
   368461 cttaattcat tagcagtaag aatttcaaca cctatattat taaatttttg ctgagataat
   368521 gaatgtacat tcgctagaac ttttcctaat gaaatatagt attcggttgg tacattcttt
   368581 tcattaaagt tccatacata tttttgttgt tctatatcga tagtagcagc aggaaagcca
   368641 cttagttgtt tataagcaat tagttcttca gaaaatatag accaattagg aacttggaat
   368701 gctgcatgtt ttttcataat ttctaacgct tctttttctc gtagggcatg tctcatggat
   368761 tctggtctac gaggaattct tagtatccat ttatctccgt tttgttctgt aacgtgcgct
   368821 acttgaaagt caacgccaga ttcattgatt tctattgaat cttctaagat atttagtcct
   368881 tttttatttg ctaattgttt cactttaagt gtagtcattt ttatttcctc caattgttta
   368941 ttttgatttt aatgctgtta tacgttttct gttactaatc atcctaaata catcaatatg
   369001 attaaagaaa tgtaatcata aaaaaaccac agacgggctt ctgtctgtgg ttaagagtaa
   369061 acgaggatat aaggaataaa cgtctctctt tgtatgaaaa atatacgaaa aaaagacaga
   369121 tgtatatctg cctttctcca tgtggaaagt gtactcttcc gttgaagatt attaaaaatg
   369181 tgcagactaa tcccgtttac tctgctttat gaaaacagag cctttgaaca tattaagtta
   369241 cttattgttc aaagtttgct gacgtagtct tcctgcgtgc atcatcttta acaatcctcc
   369301 ttttaatagt atagtaagaa tatactttgt ttatacgtaa acatcaacta aaaatactag
   369361 atgtaatatt aattgaaagt gttggaagag tatgtgtatg attgaaattt agtagcaaat
   369421 agtaggtcta gcaaggaagg tagagataag catgattaca attaaaacga aaaatgaaat
   369481 agatttaatg catgaatctg gaaagttact tgcttcatgt catagagaaa ttgcaaagat
   369541 aatgaaacca ggtattacaa caaaaggaat taatacgttt gtggaaacgt atttagaaaa
   369601 acatggtgca acgtccgagc agaaaggtta caacggatat ccttatgcgg tatgtgcatc
   369661 tgtaaacgat gaaatgtgtc atgggtttcc gaatgagatt cctttaaacg agggtgatat
   369721 tgtaacaatt gatatggtag taaacttaaa tggtggtctt tcagattctg cttggacata
   369781 tatagttgga aatgtttctg atgaagcaga aagactattg ttagtagctg aaaatgcttt
   369841 gtataaagga attgatcagg cggtgatcgg taatcgtgta ggagacattg gctatgcaat
   369901 tgagagttat gtagcaaatg aaggtttttc tgtcgcgaga gacttcactg gacatgggat
   369961 tggtaaaaag attcatgaag aaccagcaat ttttcatttt gggaagcaag gtcaagggcc
   370021 agagctacaa gaagggatgg taattacgat tgagccgatt gtcaatgtag gtatgcgata
   370081 ttgtaaagta gatttaaatg gatggactgc aagaacgatg gatgggaaat tatcagctca
   370141 atatgagcat acaattgtga ttacaaaaga tgggccaatc attttaacga agttgtaatt
   370201 tggaatgaaa gagtttacaa aactcgaacg aaaatgatgt ttttataaaa tttgtacgtg
   370261 ttttatgaat aaaagctttt caaagtataa aaagtgcgtt ataatccttc tataaaataa
   370321 atagttagct acactcatat aatcgcgggg atatggcctg caagtttcta ccgaagtacc
   370381 gtaaatactt tgactatgag tgaggacgaa tatatttgct tgtttagcat tcttttttgc
   370441 gaaactccaa aagcgcgtct ctcacttgta acgagtggtg gcggcttttg gagttttttt
   370501 attgcataag agggggaaca aacatgaaag tattacaaga aaagattttg aacgaaggaa
   370561 aggttttatc tggtgatgta ttaaaggtag atgcattttt aaatcaccaa attgatccag
   370621 tacttatgca agaaatcgga aaagaatttg ctaaacgttt taaagaagag aacattacaa
   370681 aaatcgtgac gattgaatct tcagggattg caccagcagt tatggctgca ttagagcttg
   370741 gtgtaaaagt aatctttgct agaaagcgta aatcgttaac gttacaagat aatatgtatg
   370801 ttgcaaacgt atattcattt acaaaacaag aaacgaatga aatttcgtta tctcgaaatc
   370861 atattgatga aagtgatcgc gttttaatta ttgatgactt tttagcaaac ggtcaggctg
   370921 ctttaggttt aatgagccta gtagagcaag ctggagcaag tattgcagga attggtattg
   370981 ttattgaaaa agcatttcaa gatggaggaa agaagcttcg tgaacaagga attcgtgttg
   371041 agtcactagc agaaattgca tcacttgata ataacgcagt tacatttgta cagcaagaaa
   371101 ctgcggaggt gaaataaacg atgaagcaac atccatttaa aatcgcatcg cttggtatgc
   371161 agcatatgct tgctatgtat gctggcgcaa ttatcgttcc gcttattgtg ggcggcggac
   371221 ttggtttaaa tcaaaaagag ttaacatatt tagtctcaat tgatttatta atgtgcggcg
   371281 ttgcgacaat tttacaagca ttatcaaatc gctttttcgg tattggactc ccagttgtac
   371341 taggttgtac atttacagcc gttgggccga tgattgcaat cggaaaacaa tacggcgtgt
   371401 cttctattta tggagcaatt attgctgcgg ggttattcgt tgttattttt gcgaaattat
   371461 ttggaaagct tgtaaaactg tttcctcctg ttgtaacagg atctgtcgtt accgtaattg
   371521 gagttacact tgttccagca gcaattaatg atatggctgg aggagtagga agtaaggatt
   371581 tcggtagtct tgaaaattta gcattagcat ttggtgtgtt actatttatt atcattatgt
   371641 atcgtttctt cgacgggttt attcgttcaa tctctatttt actaggtctt ttattcggta
   371701 caattgttgc agcatttatg gggaaagtaa gcttgcaagc ggttggagaa gcagattggt
   371761 tccatggtat tcagccattt tacttcggta caccaacgtt tgaattaacg ccaattatta
   371821 cgatgattct agttgcttgc gtagggattg tagaagcaac aggtgtatac tttgcattat
   371881 ctgatatttg caataaaaag attggtgaaa aagaattaac aaaaggttat cgtgcagaag
   371941 ggttagcaat ggtgttaggt ggtattttca acgccttccc atatacaaca tactctcaaa
   372001 acgtagggct tgttcaatta actggagtaa gaaatcgcgt gattatttat acttgtggtg
   372061 gtatgttaat cgctcttgga ttcattccaa aaatcgcagc gattacaaca attattccga
   372121 aatcggtact tggcggtgcg atgttagcga tgttcggtat ggtaatggca tatggtatta
   372181 aaatgttaag tagcgttgat tttggaagac aagaaaactt attaatcgtt gcatgttctg
   372241 ttggaatcgg gctaggagtt actgtcgttc ctacattatt ctcacaactt ccagaaagca
   372301 ttcgtatttt aacagataac ggaatcgtac ttggaagtgc gtcagcagta cttttaaata
   372361 tcgtatttaa tatggtgccg cagcgtaaag tgaaagtaaa ggatgaacca gttccgatgc
   372421 aaagtgcggt aagagaagcg taaaattgat aaaaggttca aatcgtatgc gatttgaacc
   372481 ttttattttt gtatttcaaa accgattcgt tactgttatg agaccttgct tttcttttta
   372541 agtggcatca ttttcccgta cgtaccaaga tgccaaatgt actcaagtgg cccgtattga
   372601 taacgtgaca gccaccagcg gctaataaag atttgtaacg tgtagaaacc gacgcaaaat
   372661 agtggtccta cccataatgg agctggataa taacttttaa gcaatagacc aaatacaagt
   372721 aacgtaacaa ttgtatgtga aatgtagttt gttaatgcca ttcgaccaac gtactggaag
   372781 ggacgtaata atgtttgcca tttttctttt tgtaataaac gcataagagt gaaaatatag
   372841 aagatgaata atgtttttcc gctaaacatt gcaagccctt gcatataaag tggttcatat
   372901 gacgatgttg ataagaaata acgaaccata aagaaccaaa acggtaatgt taaaacaaac
   372961 ataatgattt gccatttttt tagctttgga tctaactctt tcgtgcggcg gaaaatgtct
   373021 tttttaccgg catataaacc gagtaaaaat agcccaactg tttctgggag cattgataca
   373081 tttagtccaa ttccattagc ataaaaagca tggaaacgat tttgtatttg tgacacccag
   373141 tcttcaagtg gcatgattgg taaggataac ccaagttcct cctttggcat gaaggcaata
   373201 ccaatagtag cgattagcat aagaaattga aaaatactta ataaaacgat tgcccatatt
   373261 aaaatagtac gaggttttct cttataaaat aaaaataaga aaaatccagc gattgcataa
   373321 ctatgtaaaa tgtctccgtc ccataaaaga acgtaatgta agaaaccaaa taataataaa
   373381 ataagtaaac gacgaacaaa taaagttttt ggtcgatctg tttttgcttc agcacgagtc
   373441 ataaagatgt aaaagcctag gccgaataaa aatgaaaaga tagtataaaa ctttgtttga
   373501 atgaacatat cgtaaaatag acggatatag ctatctagcc cctcgtaaac tcctgaaaga
   373561 tcacgtgagt caatcccagc gataatgggc cagttaacaa gaaaaatacc tagtacagct
   373621 attcctctaa taatatcgat ggagtgtatc ctctcgcctt gtgaaatatt ttgtgtcatt
   373681 attttcctcc ttgttaagta attccctttt attatacaaa atgtaagatg gagggtatag
   373741 ggtagatttc cattttttaa ctattaagtt atgtaagatg agatataata agagtgcaca
   373801 acaagtttta acctttttca aaacaggcag tgaagctcct tcttataagg ggctttcttt
   373861 atgaaaagtg ttgataatga ttctctttaa tgataaaatg tattcaaaag tgataatcat
   373921 tatcaaaaaa ggttggtgca tgagtatggt atatgcatta gtagcaggta cagtcgctgt
   373981 atatgcagtt attgcaaagt atgttttaaa tggagtagga acagcaaaat gagtgatatt
   374041 acataaaatc cctttcattt gtaaaaagaa tgaaagggat tttttatttt taatgagaat
   374101 atgctgaaaa tttagtatga tagtaaagtg aaacggtaat caatgagagg atgtatctcc
   374161 tgttgattat gagctcgcaa ctagcgggga gaagtatata catcttggat aaaggggaac
   374221 aaggggatga caaacatagt acagacaaac ggtatgaaaa aacttgtttg tttttatgaa
   374281 gagtggcaaa aacacggcga tgcagagaat agcttaaagt tgtttgaagt gattcaaaaa
   374341 tataaacgag agcagcttat gatagcattc tgcggtcact tctcagcagg gaaatctacg
   374401 atgatgaatc atctatataa agcgcagttg ttaccgacaa gtccaattcc gacaagcgct
   374461 aacgtcgtta aaattgaaaa ggggtctgat cgtgttgttg taacgattaa atctggagag
   374521 cagtacgaat atgacggtgc atattcagca gaagaattaa aacaaatttg taaagatggc
   374581 gatgaggtaa ttggtgttca tatttatcgg aatgatgctc caattcctga aggtgttatg
   374641 ttagttgata caccaggaat tgattcaaca gatgatgccc atcaactagc gacagaatca
   374701 acgctgcatc tagcagacgt aattttttat atgatggatt ataatcacgt ccaatcggaa
   374761 gtgaatttac aatttgttaa agaattgaaa caacgtaata aaacggttta tctcgttgta
   374821 aatcaaatag ataaacataa agaaaatgaa ttatcgtttg cggattatag agatagtgta
   374881 aaacaatcgt tctctaactg ggatattgaa gtagatggag tttattatac atcattacga
   374941 atgatgaacc atccacataa tgaaattgaa aacctagaaa cgttaattac ttctattatg
   375001 aaagaaaaag agcagtatgt aagagatgga atggagcgag aaacagaata tttaatggga
   375061 gaacatgtct cgtttattct ttctgaaaat gaaaaagctc ttttgaaata tgaggaagag
   375121 ttagcatcac cgctttctat ttcagagata gttgaaaaga aagaagggct aactgaaacg
   375181 aaacatcgag aggctagtaa agagtctcat gtgagaaacg aatttataaa aggcttacaa
   375241 gctatattag ataacgcgta tttaatgccg tttgaaatga gagaattggc aaatgcgtac
   375301 ttagaaacga aattaacaaa atttaaagtt ggtttgctat ttgcgaaagg aaagactgag
   375361 caagaaaaac agagacgttt agatgctttt tattcagctt tacaaaagac ggttgaaacg
   375421 caactggatt ttcatgtgaa agaatttatt gttgccttct taaaagaaga agggttgttt
   375481 acagaggaaa ttgggaaaga catatatgct ctagagattg ccttcggacc agaaatgtta
   375541 gccgaagtaa ttaaacaagg tgcaggtttc acaggtgatt acttacttct ttatacagcg
   375601 gatgtagcga atgaactgaa gaaacgttat tttacaaaag cacaacaaat ttttgataaa
   375661 agtgcagtcg ttttaaagaa aaaggtaaag gaagcagttg ctcgtattga agaagagatt
   375721 gaaacatata cgatgttgca aacggcaaaa gaaacaaaat tgcaatacag taacaatttg
   375781 gagacgtatg aaagttattt acaaaatgtt tggcatgagc gtgttgctac gccagaaggg
   375841 ttgcaaatag aagagatatt gcaaagtgaa aaacaaattg ttagtgagaa attcacatta
   375901 caagcgcagg aagttgtaaa tgataacgta gcggctcatg aggaagagat aaaaggaacg
   375961 gcagctttaa atattcagcg tatattagag aaagtgaagg aagctgaaac gatattagag
   376021 ccattgccag cgctaaaaca tgtacaacaa gagataatag aaaaaaggcg ccgtgtggaa
   376081 acgaaacaat ttacagtagc gttattcgga gcttttagtg ctgggaaatc atcatttgcc
   376141 aatgcattgc ttggtgagaa ggtacttcct gtatcaccaa atccgacgac ggcaacgatt
   376201 aatcaaattt tgccggttac agaggaaaaa ccacacggaa cagtaatggt tcaatttaaa
   376261 tcaaagcaag ccttattaga agatatgaaa gctgtttata agctgtttca ttatgagatt
   376321 actacgttag atgaagcgtt agcacaaatt gataaagtta tgaaatatcc ttcaccaact
   376381 gggaagcaaa aaacaacatt tagcttttta cgagcggtac aaaaaggata tgatacggtt
   376441 tctacgcatt taggtgagca agtacaagtt acattagaag agttttctga ttatgtagcg
   376501 aatgaagaaa aatcatgttt tgttgagtat atggagctat attatgattg tgctttaaca
   376561 aggcaagggg tagcgcttgt agacacacct ggagcggatt ctattaacgc ccgccataca
   376621 gacgttgcgt tccagtatat taaaaacgca gatgctattt tatttgtaac gtattataat
   376681 cacgtgtttt ctcgtgctga ccgtgaattt ttaattcagc ttggtcgtgt aaaggatact
   376741 tttgctcttg ataaaatgtt cttcttaatt aatgcggccg atttagcaga gtctgaagaa
   376801 gaacttgaaa tggtaaaagg ttatatcgca gaccagctac tgcaatacgg tattagaaat
   376861 ccacgtttat ttgcaatttc aagtttatgt gcgcttgaag agaaacaagg aaaaaatatt
   376921 ggaaaagaga agtacggtat tttacaaaac tctgggattg ctaagttgga ggaatcattt
   376981 acatccttta tgatgaggga tttaatgctc gtatctgttc atgctttata tggtgcactg
   377041 caaggggcag gtcacctgtt agtaaatatg ataaatggtg caaagcaggg gaatgaagag
   377101 aaagagaagc aaacgaaaaa atatgaagca gagcgtgatc aactacttca tattatttca
   377161 tcatatagtg tgcttgctga agaacaggcg atgcaaaatg aagtgaaaga attgctttat
   377221 tacgtacaac aacgactatt cctacgttat aacgatgtgt ttactgaatt tattaatccg
   377281 gcatcgcttc gaacggacgg aaatgtgaaa gtgcagttgc agcagtgtgt tatggaatta
   377341 gtagcattta ttcagcatga tttattacaa gaaatgcgtg caacatcatt acgtcttgag
   377401 aaatggatag acgaaacgat gaagcgtgct aagaatgaaa ttgtggtgag ctgtaaagta
   377461 gaaaatgaat caatttctat gaatggaaca gtggaatatg aatataaaga tattacacat
   377521 aaagaaccgt tcccttcagt tgaaataaaa gatttcaaaa aagcactggc acactttaaa
   377581 aatgagaaaa gcttttttga aaagaatgac aaagctttta tgcaagaaga cgctaaatct
   377641 gtattagaac ctctcgtatc aaactatgta gctgatgaaa aagatttatt tattcatcat
   377701 tataagcaag agtgggattt aaaatgggac ttattccaaa aagtgatgca gcaagatgtg
   377761 atgaattatt atgaaagtgt attatttgca ttggctgcaa cgattgatgt atcactgtat
   377821 gaacaaagta aagaacaatt gcaaaagcaa ttagtagaga ttgaaaaaga aatttatgtg
   377881 atgtagtcgt tatgaaaaaa agattcgttc aattttcttt tgtagtaccg tatctaaaga
   377941 tttgacaaac ccagcaaatt catcggtaga aatcatatga gtaagaacga gtcgtctgcc
   378001 gtctggtgtt tcaccgcata agacgaatga agaaaattca tatgttttgt tttctactac
   378061 taattttgga taggcatatg tgtcgctctt ctttttcttt ccatcaatag agatgacgtt
   378121 gcattttttc tcattgttgt ccatggtgaa tccctccttt ctattactta tggtagacaa
   378181 ggagggttta gaacaataga gaagggggaa ttttttatga atgttgtaat agaacgtatt
   378241 tcgaaagaag ctgtacaaaa acctttatta ttgcttgctg atccaagtga agggcagatt
   378301 gatacatatg tacaaagagg gaaaacatat gtagctaagc aagagggaag agttattggt
   378361 gtatatgttc ttttggaaac aagaccgaag acgatggaaa ttatgaatat tgcggttgta
   378421 gagcatttgc aagggaaagg tattggaaag aaattattag agcatgcggt agaaactgct
   378481 aaagaacatg gtatgtcaaa acttgaagtt ggtacaggta attctagtgt ctcacaactt
   378541 gctttatatc aaaaatgtgg atttcgtatt ttttctattg attttgatta cttttcgaag
   378601 cattatgaag aagagattat tgaaaatggg attgtatgcc gtgatatgat tcggcttgca
   378661 atggaattga atgagaacgt ataacttatt tagggggaag agaagatgga agtacataaa
   378721 gcaattacag cacattctcg taaacaaaat gaaagtgtaa aagcatgttt acaattagat
   378781 gcgcagcgtg aagcagctat tgaagctgcc gtatcacttg cgtcaaatgg gaaagaattt
   378841 tcggttgatg tcattaatgt tgtaacgaag caaattaatg ctcttgcaaa aaatggtgtt
   378901 accttgcagc gtaaatatgt tacaaaagaa atggttatgg agtatgtaag tcgtttgaaa
   378961 gagaaagaag gtcgttaaag atgatagtta cagtcgaatg gttacgtgag catatagaag
   379021 atgagaacgt ccgtataatc gattgtcgtt ttgatttagc gaatcctaat tggggtagag
   379081 aaaagtatga ggaagaacat attccttatg cattatattt tgatttgaat gtagatttat
   379141 caagtcctgt aacagaacat ggtggccgcc atccgttgcc aaatgttgag gagtttgcag
   379201 acaagctttc gcaagctggt attgatgaac atatgacagt aattgcatat gacagtgaag
   379261 cgggtgcaaa tgcttctcgt ctttggtggt tattaaacta tgtaggacat gagaaagtat
   379321 atatattaga tggcggattt ccagcttgga aagagaatgg actaccgata acaccggaaa
   379381 ttcctgttgt tatacgaaag acattcaaag caaatataca agatcatatg cttgtaacga
   379441 tggaaacggt tagagagaac atcgatgcag gtaaagatgt tacattaatt gattccagag
   379501 agccaaaacg ttatgctggt gtagaggaac ttgttgatcc aaaagcagga catattccaa
   379561 cggcagtaaa ctatttttgg aaggatggta tgctacaatc aggacaattt aagaatgaag
   379621 ctcagcaaca agaacgattc caaaatcttt cgaaagataa ggaaacaatt gtatattgcg
   379681 gttctggtgt tacagcatgt ccaaatatcg ttgcattgaa attagctgga ttccaaaatg
   379741 ttaaattgta tgcaggtagc tggagtgatt ggatttctta tccagaaaat caaattgcaa
   379801 aagaagaaga ttaatcactt gcatgcaaaa ataatttgta ttaaaataag gtcacaagca
   379861 agagattgct caaaaaactt tgtattttac acattggaaa caatgtgata atataacgac
   379921 aagtaaataa cacatcctgc ggtgtacgta acttatttat gtctaaaacc gatgttagtt
   379981 atacggaagc tcaatattta gtgaccatca tcaagccttc cttgtggagg aagatgtacg
   380041 gtaactgtga gggcatccac ctgcgagtag cgggtttttg gacatttacg aggagcggca
   380101 cgtgcggggg tcttatttca actaacatta tataaaattc ctacggtgta cgtagcatat
   380161 gcatgtctta aaccaataag tttaatatgg aagttcaata tttaaatgta gctaacatgc
   380221 catcttttta agaaggaagt tacaaacatt tgtgagagca tccacctgtg agagcaggtt
   380281 tatggacatc tagagagaac ggcatatgtg gggctatata aaaaccttac gttttatacg
   380341 taaggttttt ttgttgcgta aatatattca tgttatcccg ctttaatggg cagtaagacc
   380401 ctcacctcaa aattcagcga aagcaaagaa gttaggtggg ggctgataat cagtgaggga
   380461 tgaagaaacc accccactga ttaaagtttc actttatctc gattcacctg taaagtttcc
   380521 ataataaata tagcattttc tatcttcatc aatttctctt gaatctaaag taaactccat
   380581 atgcatgccg tcgtgctgaa tatatataat atctgaatga agagatggca aaatctcctc
   380641 atagttccaa acatctttac tatttattat gcttgaactc gtttcactta gttctctaac
   380701 ttcaaaaccg atgtgggagt atatcgggtc tgaagggtca tttgcaaact cttctttttg
   380761 aatatatata actgctgttc cgtctggatc tacagaagtt gcagtaacaa catatgtatt
   380821 tttatctttt ataaaatatt cacaagtcat gcgtgcgata atttcagcat tagaaatatt
   380881 tgtgtaattc cataaagcag gatacttttt cgtttcatca ttaagtcgat attctaagcg
   380941 cattttatcc ctcttcttcc tttttcttct actttatcat gctatcctat ataataggaa
   381001 tagaatttat aaaggggagt gcgaaggtga caaaaacgaa atggctagta ggtggtgtcg
   381061 taacgtcttt aatgactggc actttatttg gctgtgcgca agatcttccc ccaaaaccga
   381121 atgataaaag ttgttcagat tgggattggg atgatgaact tggggtatgg cagtgtgatg
   381181 agagtagctc aagttatcgt gggcattact tctatggtgg aacatactat cgaaataaat
   381241 ccacttttaa aaattcatcg gcgtttaaat cttatcaatc gtctgcggaa tttaaaggtg
   381301 gaattggaag cggttcaaag ggaggatttg ggggctaaaa tatgtcgcaa tacataaggg
   381361 attgaaaaga tttttattcg aaatatccga atttttggtc ggatttatat gaatgtgagt
   381421 atagtttgtt tcatgttttc tctataacaa atgagactat gaaacaatta aagttagcaa
   381481 ctgaacgaat ggggaaaata ttttttaaga ctgctagact tctgcgtaat ttaaatgatg
   381541 accagcttct tgaacttggg tttcctcctg cgagcttatc gttcattaga ataaaaggat
   381601 tatatcctga atctgttatt tcacggtttg atttcgtttt aacagatgat aaccaaatta
   381661 aaatgcttga atttaatagt gatacaccaa cttttattat ggaatgcttt caaatgaatg
   381721 ggaaagtttg cgagcaacta ggctatgatg atccaaattc ggatcaagaa cgattactat
   381781 cttctggtat tacaaaagcc gtaatggaag cgacacaggg aatagacaac ccaaatgttg
   381841 tttttacagc acatcatgaa catattgagg attggaatac gactatgtat ttgagtcagt
   381901 tatgccatgt tgaaaataaa gtagtgccaa tgtcagaact tagaattaca aaagatgctt
   381961 tagtggatag ggatggagtg caaattgatg tgttatatcg ccaaacatat ccaatagaag
   382021 atttaattga ggatcaagat cctgaaacag gagatttggt aggtgtggaa ctgttgcaac
   382081 ttgtaaaagc cggaaagctt tttataatca atccattgtc agcattttta cttcagccca
   382141 aatcagttca gtgtcttatt tgggggttag cagaagaaga ggctttttat acaaatgagg
   382201 aacaacagtg gattaaagaa tatatgttac ctacatattt agaaccggat ttgtttttag
   382261 gaaaaggttc tttcgttcaa aaaccttcat ttggtagaga aggagacacg atcaccattc
   382321 gcgataagga cgaacatatt atgattcaaa atgcacacca aacgtataaa gcgtcgctgc
   382381 cgatatttca aaagtataca gaacttccag tcgtatcttt ggaaacagaa aaaggggtgg
   382441 aggaattgtc gtatgtgttt ggttcatttt taattgctgg aaaagcgagt agtatcggta
   382501 ttcgtgcggg ggaaaaaatt acggggaatg aatcgtacta tttaccggta ggtataaaaa
   382561 aggaggaaag tatatgatta attttttatt atatttagca gtaacacttg gccttttatg
   382621 cattggtctt ctcctaatgg aagtgacaac gaaagtaaaa gaatttaagc taatggccca
   382681 aggaaataag gcggtaagct atgtacttgg agggcgatta cttggtttag ctattgtttt
   382741 atattcgaca gcagctaatt ccatttcact ttttgatatg gtttcgtggg gagcggttgg
   382801 gattttggct caaattatcg tcttttattt agctgagtgg cttacaccac gctttaatat
   382861 aaacaaaagt cttgaagaag ataatcaagc agtcggtctt tttcttatgt ttttatcgct
   382921 ttcaattggg atcgtaattg ctggttgtat aacttattaa aagccttacg tttaaacgta
   382981 aggtttttat ttttactaat tttgaaatgg gtgctttatt catttgatgc gtcgaaagag
   383041 aaataatatg tatatgagag ggagttgttg taataaggaa aagattccat tcaaagtgtt
   383101 gacatctatt ttaaataaga gtaacatttt ctatgtaata aaaataagtc tctgttaggt
   383161 gaggctcctg tatagagaaa tgctactgcc caaaaatgtc gagagacgcc aatgggtcaa
   383221 caggaatgat cgaattaagg tttttcttaa cgtagctggt aatgtaccta tgctatacag
   383281 tgctaaaact cggcgaggga gaggtccgta gatttctaat tgtattagga atcgtttatt
   383341 tgtgtatgtc atggccttta ctcttttcag agtaaaggtc tttttgttac aaagctatgc
   383401 gtaatttcat agtataaact ataaaatgaa acgaggaggt gaggagcatg tcaaattctg
   383461 actcggttcc gttacccata tacttcaaat caaaaatata tgatgtaggc aggaaacgac
   383521 ttgttcctcc ctttatattt atcatcatgt agcgtttata tgtatgttta agcgctagac
   383581 actttcacag gaaagtggat aaattgagaa acaaagcgtt tcttcctatg ttgtaaagga
   383641 ggagacgata atatgttata tgcaaacaaa actgtgggta acacgtcata taaattaagt
   383701 aaaaaatcaa tgaaagaaca aacattgctt caaaaaaata aagatttatt aattgaaatc
   383761 gcaacgagag atgtaaaatc tgtatttgcg tattttaaaa caacaagaga cggattatct
   383821 atgaaagagg cacaaaaacg cattcaagta tacggccgaa atgaattaac ttcaaaaaga
   383881 gctcgtattg cggaagtgat gatgaagcta agtgaaatga taccaggttt ttcaaaacaa
   383941 catgtgcgtg atggattaca atgtgagaag attactgtgt ctcgagtaga atgttctagt
   384001 gtaacaggtg taaacggtga attaaaaatg atgaatttgc cagtacaaga gcttgttcct
   384061 ggagatatga ttttcctttc agaaggtgat acagtaccag cagatgtacg tatcatttat
   384121 gcaaatgatt tattagtaaa tgaatctgcg ctaacaggaa acgatgcgaa tattgagaaa
   384181 tttgaaagct gctatcacct tgagcgcaaa cgttttatgc ctttaaaaag aatgaaagac
   384241 tataatccac ttgaacttga aaacgtatgt ttcaaaggga cgtatattgt tgggggaaat
   384301 gcgaaggctg tagtagtttc gactgggaaa aatacgtatt cagggattct tcatacttgt
   384361 tgtagtagaa cgtcttaatg tgtaaatgat gcgaaatata caaaaacaat gtataataga
   384421 caaagttgaa aaaacgtaga atggtaatct atttatataa ccttacgtaa tgacgtgggg
   384481 ttattatttt tttggtagga gaggaattat gaaaaaagta ttattagttg atggtatggc
   384541 actattattt cgtgcttttt atgcaacaag tgtctatgga cagtttatga aacgacaaga
   384601 tggtacccct acaaacggga ttcatggtta tatgaaacat ttattaacag caatgcaagc
   384661 aattgaaccg actcatatcg taacatgctg ggatatgggt agtacgacat ttagaacaga
   384721 atcgttctca aattataaag cgaatcgtgc agcgccgcct gaagaattaa ttccgcaatt
   384781 tgatttagta caagaaatga ctgcgaaatt atccgtgcca gtcatcggta tgaaagggta
   384841 tgaagcggat gattgtatcg gtacgcttgc gaaacaatat tgtaatgaag cggaagttta
   384901 tattttaaca ggtgatacgg atttacttca gcttgttgat aaaaatgtta cagttatgct
   384961 tctgcgcaaa ggaatgggaa attatgagta ttacacacca gagaaaatta tggaagaaaa
   385021 aggtgtagaa ccgtggcaaa tcgtgcatgc gaaagctttc atgggagata cgagcgataa
   385081 ttatccaggt gtaaaaggta tcggtgaaaa aacagcatat aagcttattc aagaacatgg
   385141 tacagtagca actgtactag aaaatgtggc atcattaacg aaagcgcaac gtacgaagat
   385201 tgaaagtgat ttagagaatt taaatatttc attacaatta gcgcaaattc attgtgaagt
   385261 tccaatttca tgttcactag aagaaggatt acacacaata gatgaagaaa aactacgatt
   385321 cgtttgtgaa gaaatgaatt ggggaagacc tgaaatgtta atcaatatgc tgtaaatagt
   385381 ttggaaagaa ggatgttgca taagtcgaac ttagactagg tgacaccttc ttttttattt
   385441 tgaaaaaaga attttagtag atgaaagtat atggaatgca gcttaaaata tataaatatt
   385501 tcgacaaggt aaattgatat aagatgatgc aaatggcgat ttatgtaatt gaatgaaacg
   385561 attataaaat ggttttagga gtctcttttt tgagtgttca caaagttgtc agaaaataaa
   385621 cggaattttc atatgaagtt caaatggaat tcacaacaat caattattat aagaacaacc
   385681 agataattct ttatctttta tataaatcat cccccaagga ggacaatgaa aatgagaaaa
   385741 aaagtgagaa aatcttttaa acaattatta attgaaaata aacaatcact attaaataat
   385801 aaagaaaata tgaaagaaat tgaggaacga attgagaaac gacatgtagc atatagtggt
   385861 gctagtaatt aaataaaata aaataaaaaa gatagcctat aaaggctatc ttttttattt
   385921 tatattggga aaaatgctat tcctatcttt aatcttgtaa atatacaaga tatttttata
   385981 gtgcttttct agcaatattt ttcatttttc gaggttgaaa ttggtatata ccaattaaag
   386041 ggattaacta ttcataatat taaaaaatgt tacaatacat taaaaattac gctataaatc
   386101 attttaatat gaaaaattgg aatgaaaaga aaggagagga atatgaataa tggtgtcgct
   386161 ttgaaatgat tattatcatt tcattaggag ttgatataaa gcgatgaata ggtatgaaga
   386221 actggattca attagaggga tttcttcatt agtagtaatg attggccatc atttaatgat
   386281 tttttcagta tttcaaaatt acagttatga agataataaa ccatttgtta tgtatctatt
   386341 aaaagaaaca cctgctcgtc ttgtttttag tagtggtaac gaatctgtta ttatcttttt
   386401 tgttttgagt ggatttgttt tgtatgaatc tattcaaaaa aattatgata gctataggtc
   386461 attccttgta aagcgtatat gcagaattta tattccatat atcgtagcga tacttatagc
   386521 tattttatgc caaactacaa tgagtgaata tggaatttct catttaagtg aatggtttaa
   386581 tcgctcatgg acgattgaaa gttctttaag cctaatcgtg cagcatatat tattggttgg
   386641 gaaatataat acagatgcat ataacggcgt aatttggtca cttgttcatg aaatgcgaat
   386701 atcaatcatt ttcccgttag ttttgatggt ttgtttacga aaaacgttga gggattcgtt
   386761 attgacattg tttagtttta gtatatgctc tgttgcgata ttatttttat ttcgctcaag
   386821 tttaacatta acaagctata tgttaacacc acattacacg gtgctatttt tactaggagc
   386881 actagttgcg aagtataaaa ataatgtaat agttttttat agtaatcgta ctaaaaatga
   386941 gaaaattgca tggtttttat tagcgatttt actttatatg tatgaagggc ttatcggaga
   387001 aattaaagtg ctcaataatt ttatattgcg agactacgta gtagcgataa gtgcatgttt
   387061 atttgtcata ttaagtctat cagtatcaac tttttcatcg ttgttgcgta ataaatactt
   387121 gttatatttg gggaagattt cttacagtct ttatttatac catatcatat cgttattttc
   387181 ccttatatac atgcttcatg aaatattgcc gttgcctatt attttaattt tttcactcgt
   387241 tttttcgttt atacttgcga tgctttcgta tatatttgta gaaaaatttg cattcagagt
   387301 cggaaagtat gtaacaaagc aagcgaatag aaagaagaaa gggttatctg taaagaatga
   387361 tgtgcagaat atgaatcaga caaaggcggt gaaataattg aagcaagaaa ttagtatgaa
   387421 ggattttcaa cagttattga aaagaaggat agtaacaatt attttgacga tgtgctgttt
   387481 aactgtttct ctaattctta tctctatgta cgtattaaag ccttcatatc aatattcaac
   387541 acaaattctc gttgggaatt tagatgagtt taataaggaa aattcaacaa ataaaacaca
   387601 ggaaaataag caactggtaa catcttatgt tgatatatta aaaagtccac tcattatttc
   387661 aacagtgaaa aaaactttga aattagagca atcaagtcat gaactagtac aaaaaatttc
   387721 agtggtgaat atggacaact cacaaattgt tactgttaca gcaaaagatt cggatcctat
   387781 aatcgtaaaa gaaattgtaa agtcattggc agaacaatct caaaaaagct ttcaacagta
   387841 tacgaatgtg cagggggtaa aaatattaac tgatcctgag ttacaggaaa aagctgaaaa
   387901 gttgtttccg aaatttcaac ttatcattcc tatctctgta attgttagtt tttttgttgg
   387961 gataggttta gcagtatttc gagattattt tgatgaacgt atatacgtgg aacaggattt
   388021 agagaagata acaacagttc ctgtaattgg tcacataaat atggaaccga aaagaaaaaa
   388081 ggaatctaca gaagttgatc cgcaatcagc tatatatcga ggtgaacatg tcgatgttta
   388141 aaacaaagaa acagcttcta tttaatccgc atgatgctct aatgaaagag cagttttata
   388201 ctgtgtatca cgagttgaaa aaaacaggaa aacaagtatt cacagttatt tcaacgaagg
   388261 atagaggcgt tgttgctcag cttatagtaa atatagggct agtgtttgca gaaatgaaaa
   388321 aaaggtgtta cttatcgatg tgaatttttc tgatcctaaa ctacatctac tattacaaag
   388381 taatcatacg aaaacagtga atgatataat aagcgatttc acctgtagtt atgaatcttt
   388441 ttctagtaat ttatctaaat acttatattg tattcctgcc aaaaaaacag tacacaccgg
   388501 aacgacttta gtttctatgg atgaatttga tcgtgcaatt gcgaagtgga gagaagattt
   388561 tgattatatt ttttttgtat tcttctgaag tatttgagct tcctgctacg cacattagtg
   388621 cagggaaatg cgatggagtg atcttagcag tcaaaaagcg aaaagattcc ctacgtaccg
   388681 tgcaaaaagc aataactgat ataaaaaaga aagaatgtga attaatgggt atagttttat
   388741 attcttgaat gtgggggtaa cgaactatga ttcgtgaaac aaatcaagcc aagttgtatg
   388801 cgattccagc tccagaaaag aacagtattt tgaatcgaag tataaagcgc ttgtttgata
   388861 ttatattttc actcatattg ttactagtaa cgctaccaat aatgttgttc ttttgtatta
   388921 tgattgcttt cgaaacggca ggagctccaa tctattttca agaacgttta ggtattaatg
   388981 ggaagaaatt taatgtattt aaattaaggt cgatggtaaa agaggctgaa ataaatggac
   389041 cacaatgggc agatgaaaat gattcaagaa ttactaaagt tggatcattt ataagaaaaa
   389101 cgagaattga tgagttaccg caacttttaa atattttaaa aggtgatatg tcttttgtgg
   389161 gacctagacc agagagagag tatttttata aacaatttga tacgtatatt ccagaattca
   389221 aagaccgctt aatcgtgaaa ccagggttaa caggatgggc acaaataaat ggagggtata
   389281 atcttgatgc aaaagaaaaa ttgaagttgg acatggagta tattgaaatg aaaacgatca
   389341 ggatggatat tcgtatttta tgtaaaactg ttttaattgt attgaacggt aatggtgcaa
   389401 gataaatata tgtaagtagg ctaggttgct tgcaaaggag agcaggtatg ggtaaatcta
   389461 ttttaaataa tattatccat ctattttata gcacgatttt agctaatctt cttcaggctg
   389521 taagtttaat tgctttagca aattttttta atgcacaaca ttatggaatg tttagtgttg
   389581 ccatagcagt gacgtttatt atgttatttt tcacagattt aggacttact aacacgtttc
   389641 ttcgagaagg ggcaaaagat ggagtagact tagggaagat tttatcgtcg tatataaaaa
   389701 taaggatgat cctacttatt tttatttcta taatcggtta tattgctatt cattatatgt
   389761 atgcggatag aaatgtaatt tacatgatga taaacgtaat gtttttcatg ttaataggat
   389821 taattttcca aaatataggg attacctact ttcagttgat ggaacgaatg aagtatatag
   389881 cacttattaa agttgtatca gcgtcagttg ttatcatcat tacatgtttt tgtattttcg
   389941 gagagttacc ggtgtatgta acagctcgtt tatatgcttt tgggtatatg atcggtggtt
   390001 tgttcagcat atatatcatg agaaaaaaga cgaaaatgaa tatgaaagtc gtaattcata
   390061 aagcattatt ttggcaatta actcctttta ttattagcgg ttttttaata atgagcaccc
   390121 cgcaattagc gcctatctta cttaactata cattgccact aagtatggtc ggtgtttttg
   390181 cagtggcgta ccggatgcca gcagctttat atcaagtgcc aggggtaatt gcaggtgcgt
   390241 tttacccagt gctttttaag cattataatc aaaaaaattt agaagagcat acgaaattaa
   390301 acttacttca aataaaatca atggcgattg tgggaatctg tatgacaatc ggtttatatt
   390361 atttagcacc atactttatt tctatatttt ttcatgagga atggagcaat gcagtagagc
   390421 cactccaaat attatccttt ctcattgtgc tgcaaagttt aaatattgct atagctgacg
   390481 gcttaacaac gagtggacgt caaaataaaa gaacggttgt gcaatgtata gcattagtga
   390541 taggtgggat tatgctttat agctttagta gtattggtgg agtgatagga gcggcttatg
   390601 ctatggtttt atttgaaatt gtagctttag ttgggtatat agcagtaagt gtagtgagga
   390661 agaaaattgt attccaaatt gtcatacctt atacaagtta ttttggcgta acttttattg
   390721 gggtgcaata tatgttgcat acatatcatt tcattgcgct cgttctgaat acgttaatcg
   390781 tagtagttgg tatattccta tatgattatg agctgaaaaa acttcttctt tcgtttataa
   390841 caaaaacacg caaaaaggat tatattacga aacaggggat atagcatatg gaaaataata
   390901 tgaaaatatc gatgaaatgg atcatgcttc taatattatt tgtcatgtta agtaaataca
   390961 atatatatat tggattttcg ttgaagatct atatgatttt tttagtcata tatttttgtt
   391021 taacaattaa aaacttccat attcaaaagc tatattttca tgaagttgta tttttactat
   391081 tttatttcat ctattgtttg agtggaattc tttctatata tttacatgct agcattcgta
   391141 tgatttttgg tgtgttactt gttttaggtt gttattttat aatgagaaat ttattaggaa
   391201 atgttgaaat agcaacactt gaatcatcta ttgtttatgt aggatttata tttaatattg
   391261 taagcttaat actttatata gttggtttac agcactttgg gttatacggt ggagaagaaa
   391321 gagaaatttt tgctggacta ttagttgata gaggatatcc aagattaatt ggtttgctag
   391381 atgatcctaa catttttatt ttttataata caatattttt tatgtattat atgacaaatt
   391441 tacataatat gacgaacatt ttaggattga ttttatgtgt tacgacaagt ttattaactt
   391501 tttcaagggg aggaatatta gcgcttgtgc ttgtcatttt tgtatatgta tgtacttcta
   391561 gttttgcaaa aaaaataaaa ataatgatga gtttactatt gtttagtgta gtaattttta
   391621 gtttatcgaa tagtgtaatg ggtggccaat tggatgatat attgaataaa cgaatttctg
   391681 atttttcgca tgataatgga agtggcagat ttacattatg ggaagctgct tttaaatatt
   391741 atttaactaa tccatatatc ggaatcggtg cgtttaattt ttcaaattat tatgagtttc
   391801 aatttaatga aaaattatat gtgcacaata catttttaga aattttatct gaatcgggta
   391861 caattggttt tcttttatat agcgcttttt tatttgtatt aatgttcaag ttaatgcagt
   391921 atactttgtt tcgtgaaaaa ccgtatcttt tattgactat ggttgcattt ttatttcaga
   391981 tgatgtcatt gtcactcatt attaacgaag cgttcttttt atttttagca attgttgtga
   392041 agtacatttc aatatatgaa ggaaggggaa agatagatgg taaaatgtct atcagcacat
   392101 aataaggcgc ctcatgtttc tgtaataaca ccttcttata atagtatacg atttataggt
   392161 gagacgattg tatctgtaca aaatcaatca tatgaaaatt gggagatgat tatcgttgat
   392221 gacgcttcaa ctgacgaatc tgttacaaaa attaaagaga taatagaagg agactcgcgt
   392281 attaggttag tatcattaaa agaaaatatt ggtgctgcta aggctcggaa tatagcaatt
   392341 caagaggcga gaggaaggta tattgccttt ttagatagtg atgatatatg gttaccgcat
   392401 aaattgaaga cacaattgtt atttatggaa gaaatgaatg tgtccttttc atatgcatct
   392461 tatagtttaa ttgatgaaaa cggtaatgaa ctaaatcgaa aagtgaatgt accgaaatct
   392521 gttgactatc attgtttggc agggaataca attatcggat gtttaacagt gataattgat
   392581 cgtgaaagaa ttccgcatat tgaaatgcct agtgtacagc cggaagatac ggcgttatgg
   392641 ctgaaattat tacatgaagg gcatgaagcg aaagggatac agcaagtatt agcaaagtat
   392701 cgaattgtag caaattcggt ttccagaaat aaaattaaag cagcttttcg gtattggaaa
   392761 ttattaagag accaaaaatg tcttaatgca gtgcaaatct tttactattt tagtaagtat
   392821 gcttatcatg cctatagaaa aaataaaatc aatgtagttg ggaagacgca attatgaata
   392881 tattgttgat gacagataaa ttgataacag gcggagctga aagttatttc tgtaaattgg
   392941 aaagtaattt gcgttatgag gattttaagg tttatacagc tgcaggtgat ggagagctat
   393001 atgaatctct tactagaaaa gaaaatttta tgttacttag ccgatggaat catttgagaa
   393061 atatttatta cttacgaaac gaaatttgta aacgaaagat agaacttatt catgccaata
   393121 gtttacgaat ggtcttatat gcttttctac ttcaaaagtt tatgaaaaaa aagatgaaaa
   393181 ttgtgtatac gaagcataat gtaacgatat tagagaagaa aatgccaact ctttttcgtt
   393241 attttatgaa taaatatgtg aacaatatta ttacagtaag tgagtttgaa aaaaataact
   393301 tactttcaat gcatgtagct gaagagaaag taaagacaat ttataacggt gtggatatag
   393361 aaaagttttt attccagcag aaaaagaaag aatctattta taaaataggg atattagcta
   393421 gactatccaa ggagaaaaac catcaactat ttgtaaaaat tgcaaatgtg ttgaaaaaaa
   393481 gagatgattt tttgttttat attgctggtg atgggccaga gaaagaatct attatgaacg
   393541 aaatagaaaa gtatggattg caacaaaggg taacaatgtt agggaatatt tcagatccgc
   393601 ataggtttat aggaaatatg gatgccttac ttttattatc ttttcgtgaa gtgtttccaa
   393661 tggtagtaat tgaagcaatg gctacaggga caccaattgt ttcaatagat gttggcggaa
   393721 taaatgaagc ggtaataaat ggagaatcag gtgttttgat acatgaatat tgcgaatctg
   393781 aatttgcaag tgtacttgag gaactacagg ggaatgaaga aaaggtgaat gatattagac
   393841 tgaaagcacg agagaaagca gagaggtatt tctcgttaac taaaatgata gaagaaacga
   393901 aaggtatata tgaattaaac aaatgaccgt acaggtcgtt tgttttttta ttatagaaac
   393961 ttttaagaga aaactcacat attatatgaa aaaggtaata tgaggagtga atttattttg
   394021 tcagaatata tttcttccca agaagattgt gcaccagaaa atagcgttca tattgattgc
   394081 tttggagcag taccgaactc aggaaatgat agctcattag caattcagca agctataaat
   394141 tattgtgtag cgaatcgaat ttcgacggtt agaattacag gggtaaatac gtataaaatt
   394201 gtaaagccaa ttattattaa atcaaacgta agattagagt tagatcctac tgtaacgcta
   394261 caaatcgatg gagattttaa tgtgtttgaa ctgcaacaaa atgcatctat aacaggtggt
   394321 acagttcaag tcataaatcc agtgtttcaa tctgctgtta tttatgtttc cggttcacaa
   394381 caaatagaag ttcctaatca ctctcttata tcaaatataa atataataaa tgcaacgtcg
   394441 tcatataaag gtaaggctat acacttttat tgtcaaaaag catgggatta tattagtttc
   394501 tttcaagtta actttattca aattaaaaac tttcaaactg caatacattt aaagacagaa
   394561 tatatagatg atatcaatac accttgctgg attaacgcaa atgtattcca atctatattt
   394621 attgatggat gtcagtatgg gatagaagtt gatggaaaca gtgatttacc aaatgaaagt
   394681 tcaggaaata cgtttcatga tattcaagtg caatgtagac agcaaacgaa aaaagtaatt
   394741 cgttgtaccg gcgcctataa tacatttgat tgtatgattt gggatacgta ccggatgagt
   394801 agtgaacaga ttgtcattga attttcttct aattcgcatc gtaactacct tttttcaaat
   394861 ttactttcta caactattgt agataaaggg caatacaatg tttgtaagtc tacctatgaa
   394921 gaatctcttc gaattcagtt accgattacg ttaaataaac cacatttaat agggaatcaa
   394981 gatgatattt tagtaaacgc tcagcagaag tatactgtta agcaagtaag tgggaaatta
   395041 ccgtacgggg ggaacctcgc aaattgtttt aatttaatag atgaacaaag tgtaaactat
   395101 attgatgttc cagatagtaa tccagttgtg attgaactag atttcacgaa aaatccaatc
   395161 aaaatgttaa attgttttgg aatgtatttt gggtggggag agagcccgaa gaaaattaaa
   395221 gttgaatatg cattaagtgc aactggaaat tgggttgttg cgtcggatgt tccattaaat
   395281 gtaggcgata caattatatc gaatatgaag gcgagtcagt tatataaagt tagaattaca
   395341 ttaagtggtt attctcaaga tcataagcgt tttcggatta atcgtatgtt tgcaagatcg
   395401 tcgatggaaa atgggaatgc ttggttagcg acaactggtg gaagaatgtt tggagatatt
   395461 gaaatagagg caagtaaagg tataattatg aagactgcta gtggagtgaa atggaaagtt
   395521 actatgaatg aagctggcca acttattacg actaaaataa cttgagacga tgcctaagtg
   395581 tatatccttg gacgagttat tgggtaggac gataaaggta atgaaaaaga gattgtaatt
   395641 tggtttcaac caaactacaa tctctttttg tttcatttaa cgccaccaaa tccaagtcca
   395701 aaggtaattt cctacattcc gtggagtaat gcgtacaaaa cgttccccgt caaagaagca
   395761 atttaaattt ggaactattt catcttggtt ttctggaaca aagatgacga tgttttcgtt
   395821 acttgtaaca gtttctgtaa ttggtgggtc ggtaggcgag acttgaagtt gtaatgaaat
   395881 attggccgta tttttaaatt cattattaac aggtggactt attacttgta ctgtgaataa
   395941 gacgataatt gtttcgtttg gttccaaatt agtagcgact aggaaaccga tattcggatt
   396001 cgctagtgga gagcgttctt cgttaatgaa gacagtgccg tttataaatt gtaaacctac
   396061 tggaatagta tcctgtaaag aaatatttga gagtgaaatc tcggaagtat tcgtaatacg
   396121 caccgtataa tcaaaatatt gatttaaata agctgaggtg acggaagcgt tcttcactac
   396181 tgtcgcagtt acaaattgaa ctggtatacg aacgatattt gaattaacaa taaaagtaat
   396241 aattgggtcc tggggtgtca attggaaggt ggctgtgacg gtagcagaat taataattgt
   396301 actgtttgaa ggaatagaag ttacgagcac tttaaatgtt agtattgcta ctgcatctgc
   396361 aggtaaagat ccgatattca tacttgtgtc tggacggaca tttggaaccg gagtaccgtt
   396421 aagcgtaaca ctgttttcta taaatgttgt accagctgga atggtatcta taacggcagt
   396481 acttactgtt gggattggag aatcattaaa tatctctaac gtgaaagtaa gaatatctcc
   396541 taaaacgaca atagatttgt cagccgtttt ttcaatatga accattggat caatgattgt
   396601 cgttgtaaca gtatttgttt gctttgtgac gatatctatt tgccttgtaa ttgtaatagg
   396661 tggttcgatt agaccgacaa taggcgtata gaaaatagta gcatcgttat tgattgtaga
   396721 ttgaagagta gaagaagata ttgtcacttg gaatgtaata ataacagagt cattaggagc
   396781 aagagttcct aacgtaatac cattttcagg attcgcatta ggctgattga ttccgttaat
   396841 cgtaacacta ccaataacga atgttgtatc tacaggtgcc atgtctacta gaagaagatc
   396901 ttcaatagtg atattaccat tattagtaat cgtaatggta tacgttaaag tttgaccagg
   396961 taaggcactc gtgaaatcaa cagcttttat cgcaatgaca ttatcatttt ggacggttgt
   397021 tgtgactgta tttgttgtcg tcgtatttgt aacaggtacg ttatttggat tgactatata
   397081 gttaaaagta gagattgctt ggttggtgag ttcgtttcgt attggaatag aagtcacagt
   397141 tacttggaat gaagcgatag cgtctccatc tacaattata gtaccaattg gtatgccatt
   397201 tgctggattt actcccggaa gagtttctcc gtttacaata acgctatttt ctataaatgt
   397261 agtaccttga ggaatcatat cttgaatgat tacatcattt gctgcaacat taccagtttg
   397321 attgagtgta atcgtatacg ttaacgtatc accgaccatt gcaaatgcaa ggtcaacagc
   397381 tttattacta ttcaaattcg catgattaat ttctgttaaa gcagctgatg aaataatagt
   397441 tttggtaata ggtggttgat ctcctaccgt gtattcatat tcaattgtac ttgtgttaga
   397501 gattggattt gtttgaggta tcgaagtaac ccgtacttgg aatagaacag ttgctgtcgt
   397561 attaggcaga atgttatcaa ttggtatccc actaagtgga ttgtcatttg gacgagtgtt
   397621 tccattcaca ataacactat tctctataaa gtttgtattt gctgggatga tatctgtaac
   397681 gataatgttt tccacttgta tattcccatt gtttgtgatg gaaattgtgt aagggataat
   397741 ggtttgtagg tcagcatatt ggataggtgt tgtttttact gcgattatat tagcagaaat
   397801 aacttcagtg aaagtaatgt tactagtcga tatttgttct tctccattta ttgtataacg
   397861 agaagttgct tgattttgaa catggccgct agttggaagc gctacgacag taacagaaaa
   397921 tgtgactggg atagaaatgt taggagcaat cgttcctacc aatataccgg tacttggatt
   397981 ggcattaagc tgcggaatgt tatttactaa aacgctaccg tctataaagg ttgttccacc
   398041 aggaatattg tctgtaaata caacggcagt ggcatccgta ttccctgtat ttgttaaagt
   398101 tgttgtataa gttaaaacat caccaattgt tacagaagtc aaatcaacag ttttaagtga
   398161 aacgatatca gcatcattaa tttgaacgaa agtagtattg gaagtagtcg atttttgaat
   398221 tggtgcaaag tcagggttga aaataaagtc gtagacgatg tttgcggtat taggtgttgg
   398281 gtttgcaaca ggtaaattcg taaccgaaac ttggaatgtt attgtagcca cttgacctga
   398341 tgcgatattc gggatggaaa agccgatatt cggatctgct gcaggaagta cggtattgtt
   398401 aactattaca cttcccggga taaatattga tccatcctct atcgtatctg taaaaaagat
   398461 ggagttagtt gtagtggatc cattattttg aatgagtact gtatattcaa tagtttcatc
   398521 aatattagct aatactgtat tagcggattt tgtagcgaaa agaatagctt caataaattg
   398581 tatatttgta ctgttggaag ctgtcgtttc tgaaattggt ggtaagcttt ggtctggctg
   398641 atattcatag tggatgacgg cgatattatt catgttattt tgagaaggta tcgagtctac
   398701 atttacttgg aatgtaacga taattgtatt gtttggaagg ataatattaa gggagattcc
   398761 ggtacttgga ttttcgttag gtcttggtat gccatctaca agaatgctat ctggaacgaa
   398821 tgtggtgcca gcagcgattg cgtcaattag gagagtattt gtaataggta ctgtaccagc
   398881 atttgtaact gcgatggtat atgtgataat ttgaccgatg cgtgtaatgg atctgttagc
   398941 agatttaatt gcactaacat ttgctgtacg gacttccgtg tttactgtat ttgataatga
   399001 tctacgctga ataattggag aactagggtc aatttggtat tcatatgaag tgtctgagat
   399061 gttaatgact gtattgtctt caggtatatt tgtaagttgt acttggaatg aaatagtgac
   399121 tgtttcatct ggttgtatcg tgccgagagt tactccattt tcaggattcg taccaggctg
   399181 aatgacatta tttattgata agctatcttc aatgaatatt gtcccttctg gaatgttgtc
   399241 aatgaacacc gtattgttag ctggaaccgt tccgatattt tgtagtgtat ttgtgtaggt
   399301 aataaattgc ccgatggaga cgaaagttac atctgcgctt ttaacggaaa taatattcgc
   399361 attttgaagt gatgttgtaa caatgttaga atttgcagag cgattcactg gtggagctgt
   399421 aggaatactt acatattggt aagttactga agattgattt acaatttcgg tttcagtagg
   399481 tggattattt gtttgtactt gaaatagtat tgttttggaa ctgtttggtg gaatcgttcc
   399541 aattggtatt ccgttttcgg gatttgcatc aggctgaagt acaccgttaa ttgtgacact
   399601 gtcgagaacg aatgtagtcc caactggaat cgaatctgta aaaataatat ttattgcgtc
   399661 aacattgccg ctatttttca cttcagaaat ataaagtata gttccgccaa tatctacagt
   399721 tattggattg gacgtttttg taattgttaa ttgtgcttgc acgaaatttg taatgacaat
   399781 attacttgta gatgtttcag taataggcgg ttgccctgga tctggttgaa ttgtatatgt
   399841 tgtattagat tgatttgtaa tcgattgttg cgagaatgga tcgttaataa gaacttggaa
   399901 agcaataagg tgagtagcgt ttgctgctag gttaggcaaa gtaacaccta catttggatt
   399961 tgcacccagt atagctgttc cgttaagtgt aaaactattt tctacgaatg tagtcccttc
   400021 tggaatcgta tctgaaaata tgagatttgt agctggaata tttccggtat tttctagtgt
   400081 tatcgtgtag gttaaaatgt cgccagttgt tgcttgttgt gcattgacgg cttttaaaga
   400141 aagaacattc gcatctgaaa tttgtgtgaa agctggattc gaagtaattg ttcgagagac
   400201 gataggagca gttggatccg caataaaagt atagtcaata cgggctatat tagaaattgg
   400261 attcacgctt ggaatagatt gaacgataac ttggaatgtg acggtgacga tttctgacgg
   400321 cgcaatggag tttaatggta ttcctacgtt tggatcggca cctggaattg agatgctatt
   400381 aatggtcacg ctatttggaa tcaatgcagt tccttctggg accaaatctg ttaaagtaac
   400441 tgtatttgca gttgtattcc cgttgttttg aatgacgaca gtgtaagtga ttgtaccgtc
   400501 agtagattgt acgatggaat ctgtattttt aattacagat agcgatgcat caacgacagc
   400561 tgtagtaact gtattagatg aagatgttgc tgtaactgga ggttgacttg gatcgacaat
   400621 atatgtgtaa cttgtaagtg cttgatttat aattgctcct tgcggcggaa tagagtttgc
   400681 aagaaattgg aacgtaattg tagcagaatt acctggtgcg ataataccaa ctggaatacc
   400741 gagagttgga cttgcatctg gaagtgaaat cccgttaagc gtgacactat ttggaacaaa
   400801 taatgcccct tcaggaacac cgttaatgag taataccgag tttgcaggga agtttccagt
   400861 gtttgttaat gttgcagtgt acgtaattat atctccaata gatacgattg ttcgatctgc
   400921 ttctaaaagc gttgtaacag tagcgttatt aatttgtgta gaagcactat tagaagttac
   400981 tgtgcctgta acaggaggag cggccggatc aacgatgaat gcgaattgaa tagatgcaac
   401041 gtttgtaatt gggttggaag gaggagtaga tgtaactatg acttggaaag taacggttaa
   401101 ggaactaccc gcgctaacgg tcccgatatt aacgccgcta tttggatttg cacctggaat
   401161 ggtatttcca tttacagcaa aactattttc aacaaaggtc gttcctcctg gaatgaggtc
   401221 tgagaaattt acattcgtag cgtttgtatt gccgctattt tgtattaaaa ctgtataagt
   401281 gattgtgtct ccaatattcg caaaggctgt actagcagtt tttacagctg aaagtattgc
   401341 tgaatgaata gcagtaacga agacgttcgt ttccacattg ccaggctgag cctgtaatgc
   401401 attgcctacg ttatattgga agttaacaaa tgctaagttt tggagttcag gtgtgaatgt
   401461 tggtggattg cttacgattt gaacttggaa tatgattgtt acagtttgat ttggaatgat
   401521 cgtatttatg ccaatcccgc tggtgataga agcggatggt aatggagtgc catcaacaat
   401581 aacggatcct gcaacaaatt gtgtccacga tggtatcggg tctgagaaaa taacgttatt
   401641 ggcagggata tttccaatat tcgtaatcgt agttgtatac gtaattgtat caccaatcgt
   401701 tgcaaaagct ttatcaccga ttttagtagt agttaaaata gcactttcaa ttgttgttgt
   401761 aacactattt gaagtaatgt tttttgaaac aggaggatta gctggattaa cgatatgctg
   401821 aaagctaacg ctagcttgat tagtaattgg attaatagcc gggatttcat ttgaagtaat
   401881 atgaaattct acaatggcag attcgtttgg cgcgatatca ccaattggga cgcctgtaat
   401941 gatgtttgca ttttcgataa tagttccatt aagtgtaaaa ctatttggtt caaaggaagt
   402001 tccgtctgga ataacatcgg taaaaataac attcgttgca ttaacatttc cgctatttgt
   402061 aattgtaacg gagtagacaa tatcttgccc gatatctacc gtaaatacat ttgtgctttt
   402121 ttgtgcagta agaatagcac tattaatttg tgttgtcgtt gtattagatt gattggaagt
   402181 tgtaataggt gactggtctg gatcaacaat gtaacgataa gttgtaagag ctgaattaga
   402241 aataggattg ttgattggta gggttgtaac ggtagcttgg aatgtgacaa ttgccgcagt
   402301 accaccgtta attgaaccga tatttacacc agtagataaa tcagcattta gaatggtttg
   402361 cccattaact gtgaaactgt ttggaacaaa agttaaatta ctatcaagcg tatcgataac
   402421 tgtaacatca gttgcagtca cattccctgt attcgggagg ttaagtgtaa atgttattgt
   402481 attaccaaca tccgcaaaag taagatctgt tgtttttgta cttataatat ttgcgttgtt
   402541 tatttgaaga agcgtagtgt tggaagtagc cgcacttaat actgggggat taacaggatc
   402601 aacagtaaac tcatatgttg ttgatgctgt atttggtgct ggattaatag ggggaatgct
   402661 gttcactgta acttgaaaga cgatactata tatttcatta ggcggaagtg ttgcaagtaa
   402721 tacacctgta tttggattcg cgtcaggttg taaaacacca tcgacagtta atgtgttagg
   402781 aacaaatgtg actccatttg gtaatacatc tgtgaataca atattagttg catctgtatt
   402841 tcctatattc gaaatagaag tagtgtaaaa agcagtttgc ccgatatttg caaaggataa
   402901 actttcattt ttcgccatgg ataatatggc ttctttaatt tgcgttgaaa caggattgct
   402961 aattgaagtt tctgcatcag gcggtgagac taattggtac gatgttgatg agaaatttac
   403021 aatggggttt tccgtgggta atgacgttac agtaacttgg aaagaaactg ttactgtagt
   403081 cccagctgtt atagatccga tatttacacc gttcactgga tttgcgccac tttgaggaat
   403141 tccattaata gaaaatgtgt ctgcaataaa tgctgttccg ctcggtacgg tatctgtgaa
   403201 tataacattt tgcgcagatg agtttccatt gtttgttaaa gcgacagtat aagtgagtgt
   403261 gtctccaata cgactaaagg atttatcgac ttgttttaat gaaagaatgg tagctgtatt
   403321 aatcgtagtg aacactgtgt ttgaagtaac ggtccttgaa acaatagggg cattaggatc
   403381 agcgataaat gtgtaagaag cagtagcgga attggcaata ggattttgaa caggtgtaga
   403441 agtagcggta acttgaaatg ctatagatat tgagctgtta ggagcaattg ctccaattgt
   403501 tatacctgta ttaggattga gcccgatttg cgtgatgcca tctattgtaa cgctatcagt
   403561 aataaacgtt gttccatttg gtataagatc agtgaaagtg atattagtag catttgtatt
   403621 accggtattt gtcaaaagta tcgtataggt aatggtatca cctagtgtta caagtgtttg
   403681 atcgacggat tttaccatcg taatgatagc atctaataca gggtttgtaa cgatattcgt
   403741 tgaagtagaa gttgtaacag gagttccgtt tggatcgaca gtatacgaat ataaaatggt
   403801 atcattcccc ataattgaac ttgaagaggg aacggaaaga acatttactt ggaaagtaac
   403861 agttactgtt tcaccaggag caatatttgg tatgtttact ccaagtgctg gttgcacacc
   403921 agattgctga accccattta ttgtgactga gtttggtata aaggtagtgt tagctggaat
   403981 tgcactcgtg aactttatat tcgctgctgc cgtatttcct gtatttgtaa tagtagttgt
   404041 atacgtaatt gtatcaccga cagaaataac ggatttatca gcactttttg tagtcgttaa
   404101 tatagcactc ttaatagttg tcgaaacagt attagataga ttcgtttgtg atacggaagg
   404161 ttggcttgga tcgaccacat gtgcaaattg tacagaacta aagttcgaaa ttggatttat
   404221 acttggaata tttgtaacaa gtgcgtttat cacaatagta gccgtactac caggatttat
   404281 atttccaatt tgaatcccgg tagctggatt tccaatttgc tgtgtaccag aatcgtttgt
   404341 aagtgttcca gaaataaaag ttattccttc aggtaaaaca tccgtgaaaa ttatattttg
   404401 tgaagtgaca tttccagggt tacttaatga aattgaataa gaaagtgtat ccccgatcgt
   404461 tacgaaagtt ttatctacag atttaacaag tgcgatttcc ccagaattta tttgtgttga
   404521 aacaggattg gatgtcgtac ttcttgaagc gagtggtaaa ttaggtcctg tcataaattg
   404581 gtaattaata gaagcgccat ttacaaccgg tgaatttggc cccccaggtc caattgtgaa
   404641 aattggattt ggaatgctaa ctacttgtac gcggaaggta atgtttataa aatctcctgc
   404701 aataatatcc ccaattggta ttccgtttgc tggatttact ccaggtaata aaatcccgcc
   404761 tactcgaacg ctatcttcta taaatactgt atgatttgga atcggatctg taaaaatgat
   404821 attcgtagca gttgtattcc ctatattttc taataaaaca gtgtacgtta aaaatgaatt
   404881 tccaggtgcg acgtcagaga atagtcgatc cacacttttc gttgcttgaa taatcgcttc
   404941 gttaatttga attaaagttg gattgcttgt agctatttct gtcaccggtg gctgggtagg
   405001 gtcaacgatg atagagtatg ttgtgctaga ttggttcaat gttggattta tagctggtat
   405061 tgaaccaacg atagcttgaa agctaattgt tatcgttcct ccaactggaa ttgagtctaa
   405121 aggaacacca gtatcaggcc taaatccaag ttgtgggatg gtattaattt gtacgctatc
   405181 aggaacgaat gacagttcag ctggtaatat atcgataaaa acaggtgtgt ttgcagtagt
   405241 atttccacta ttagtgagag tcgttgtata cgtaattgta tctccaacag cggcaaatgc
   405301 actgctagca gttttcgtgg cgataacgga agcagagttt acttgtgtaa aagttttatt
   405361 ggattgaacg gttcgtgaaa caggcggttc atttatatca acaataaatc tatattgaag
   405421 cgatgattgg ttcggaattg gattaggatt tggaagagtt gtaatgttta cttgaaaact
   405481 aagtgtaacc gatgcatttg cattcaagtt accaatattg atactgtttt gtggatttgt
   405541 attcgggacc gttacaccgt ttattttaaa actatttggg acaaaggtag taccatttgg
   405601 aattgaatct gtaaaaacaa tgttattcgc ggtagtattt cctgtgtttg taacaactga
   405661 ggtgaatgta atcgtatctc caattgtagc gaaagttgta ctagcatttt tatttattac
   405721 taaggtagcg tcaacgatag gtgtaactgt cgtgtttgta acggtacttc caacagctgg
   405781 cgtttcagtt ggattcactg tatattcgta gtttacaaga gcattattcg ttaaagtgcc
   405841 actaggtgga atagcaagga ttttcacttg gaatgtaata aatgtagttc cttctggtga
   405901 aatatcgtct aaatgaatac ctagtgaagg atctaatcca ggttgagata cgttatttat
   405961 cgtaacggaa tttgggatga aggatgcacc tggtccaagt ccatctgtta aaactgtagc
   406021 actagcagga atattccctg tgttcgtaac tgcaatcgta taagtaacga tatctccaat
   406081 tgcagcattc ggtgtattta ctgacttcgt agcgatgatt gtagcgttat taatttgagt
   406141 tgttattacg ttacttagcg tattagagga cgctggaggt aagttaggat ttacgacata
   406201 ttggtacgtt gtgttacttt ggttcgggat aggattcgga tttggaatag aatttacttg
   406261 cacttggaat gaaattatcg tatttgcatt cggatttatc ggatcaattg ctatgccatt
   406321 tgctggattt gcattagaga gtgtagtgcc gtttactgtt acactatttg gaataaaaga
   406381 tgtcccgctt ggaatagcat ctgtaaatac tatatttgat gcaagtgtgt ttccattatt
   406441 cgttaaagta gtcgtgtacg taatgatatc atttacgttc gcaaactgtt tatctgcaga
   406501 ttttacagag gtaatcgtag cattattaat agttgtctgt acagtgttag aagcaaccat
   406561 ctgcatgaca gctggtttgg atgggtcgta cgtgtattgg aatgtagtgc tcgattgatt
   406621 cgcaatcgga tttgcactag gaatggttgg tacaaaaact tggaatgcaa cagtacgtga
   406681 tgaattcgct cctatcgtac caattaaaat gccgttagca gggtttgcat tagctatagg
   406741 gacaccgtta atcgttacag tattagggag gaagatggta ccagctggaa tgatatctgt
   406801 aaacgttaca ttcgaggcag ggatattgcc gttattcgtt aaaatcgttg cataagttat
   406861 gacatcgcca acatcagcaa aatttgtgct tgttagtttc gtagcaacaa tattagcagt
   406921 gttaatttgt gtagttacta tattactagc agagtttctt acaacgggag gtgaatttgg
   406981 atctgcgata aagttatatt gaagtacagc actgttttga actggatttg gtgaaggtaa
   407041 actatttgca ccaatttgga agacaattgt tgtaaaacca ccagctggaa tcgtaccaac
   407101 ttgaagacca gcacttggat ccgcaccaag ttgtaaagcc ccgcctataa aaatactatt
   407161 tggtacgaga gttgtaccag gagggagtat atcggtaaca actacattat ttgcgggagt
   407221 attcccaggg ttagctaaag caattgtata tgtgattggt tgcccaacgt cagcaatagt
   407281 taaatctacc tgtttgacaa taactacatt tgctaaatta atttgtgtac ttacagtatt
   407341 acttaaagat gtttctatag ttggtggatc gcccggattt aaaataaaac tatactgtgt
   407401 actagatgaa tttattgttg gattttgtgt tggtaaagag gtgacagtta cttgataaga
   407461 gacggtaagt gaaccgttcg caggaatgga aggtaaggga acaccgacat ttggatctgc
   407521 gttattttgg agtacaccat taataaggaa agtgtttggg ataaaggtag taccgtctgg
   407581 attcgtatct acgaaagtag gactatcagc agaaacactt cctgcattcg ttaaaacaac
   407641 ggtataagtt aatacatccc caacagtagc ggacgctcga tccactgttt ttgctgaaat
   407701 aatatttgcg tcatttactt gagtaaatgt agtggttgaa gttgtgttct tacttatagg
   407761 gaaagcgttt ggatcaacga taaagttata ggaaatagaa gcgctatttg aaataggatt
   407821 tgggtttgga atactagtta ttaatacttt gaatgaagct gtaattgtag taccagcagt
   407881 ggtactgccg atattgatgc tagctggtgt aacgcctggt tgagtaacat tgttaatcgt
   407941 aacactgttt ggtacaaagg cagtaccatt cgcgattgaa tcggatagta ctatattgtt
   408001 cgccgcaaca tttccatcgt ttgtaagaga aaaggtataa gttaatacat ccccaacttc
   408061 cgcaaacgtt ttatctacag atttagtagc ttgaaggttt gctagtctaa ttgttgatgt
   408121 aacagaatta gaatttgctg tttttgaagt tggtggcaga cttggattta cagtatatag
   408181 ataagaggcg aaagcattat taatgatagg attttgggtg gtaatattga tgactgttac
   408241 ttggaaagaa agtgtaaaag tcgccccgcc aggaattgtg ccgataggta aagcaacgag
   408301 ggaatctaca ttttgcaaaa cgccgttgag tgttacagaa ccaggggtca atatcgttcc
   408361 gtttggaagt gggtctgtta gttgcacgtt agttgcagct gtatttccgc tgtttgtaat
   408421 aagaattgta taacttatcg tttcaccaat tgtggcaaat tgtttatttg ttgattttgt
   408481 taatgctaaa ttcgcattgt taatttgagt ggaaacgaga ttagaagaaa tgttttttgt
   408541 aacgggtgat tggcttgggt tgacagtgta ctgataagaa gcgcttgatc cattagatac
   408601 gacatttagc gcgggtattg tatttacaac tacttgaaat gaaacatttt ttgttgtgcc
   408661 agttgggatt gatccaatgt tcacaccgtt agcgggattt gctccacctt gtgtcgtgcc
   408721 atctattgtt aaactgttta gaacaaaagt tgttccagta ggaataacat ctgtaaaaat
   408781 aacgttgttc gcatttgtat tacctgtact tgtaaaggaa acggtgtacg ttagtgtatc
   408841 accaatatca gcaaaatttt tatctactgc ttttgccata gttacagtag cgttattcac
   408901 ttgagtggag acaatattcg tcgtatcagt cccacttact gccggttgat ttggaacagg
   408961 aatgtattgg tatgttgttg taccactatt taatattgga tttgtttggg gaatagaagg
   409021 aacaaatact tgaaatgcaa cagtagtcgt agaattagca gcaatagatc caattgatat
   409081 accagtagcg ggatttgctc cagcctgagt aactccgtta acagttacac tccccggaac
   409141 gaaagtagtc ccgctaggaa tcggatccgt atatattacg ttagttgcag caatattccc
   409201 tatattagct aaggcgatac tgtaagttaa cgtttcacca atatcggtaa aaagtttgtt
   409261 aactgatttt gtgccattaa tatctgcgag gttaacttgt gttccagcag agttgcttgt
   409321 tgcaagaccg ttaaaagtcg ttcctccggc gattggtgta tattgaaatg taatattagc
   409381 agtgttggag ataggatttt gacttggaaa agaaacgaca gtagcttgga aagttactgt
   409441 acgagaagcg ctgttattaa tggttccaag agatatacca gcggccggat ttgcattcgt
   409501 ttgcgggaca ttatctactg ttacagttcc aggtataaag gaagtaccgt tagggagaat
   409561 gtctgtaaaa ataacgttat tggcgggaag aagccccgta ttagggatag taactgtata
   409621 agtgagaacg tctccaattg ctgcaacact tttatttacg ctttttgttg cttgtatgtt
   409681 aggtgaattt atgttgattt gtaaaccgac tgtattcaac atatatgcgt ctccgttagt
   409741 tgttaaacgg attgcggcgg acacttgaga atttgttaaa taaggagaaa tatcaatgga
   409801 agtaatgtcc cagccctgtc ttccagcgga gatgtttgta cctgtagaag cactttgatt
   409861 tcgcgttcca aatgtcccgg ttgtatctaa gtttccagcg gcattattaa tttgagaacc
   409921 gaagaattta tttacagcat tgttaggtcc agataaggca tttaatgaac tgaaatttgg
   409981 cccgaataga gcctgatccc caattaaatc agcatctcct tcggtagaac ttaaaaataa
   410041 tctaccgctt acaggccctc ctgaaggtgt taaaaatcct gaaacagata catcggcact
   410101 accagtttct gcagaaaccc ggttacctgc tacataaatg gttaagtttc ttgcaggtaa
   410161 tgttccattt tggtaagcga cgataagtgt ccatccagcc gaattaattg ttccattaga
   410221 agcatctata ggatctacaa gtccagggac agagccggtt gtataagagc cagatcctcc
   410281 cgcttgaatg agggatgtta catctgcaga acgtgtatag aatccaaatg tgatagatcc
   410341 agaaacgaat gtttgattgg aagctgtaac agcagaagga gtaatcgagt atgttgaaac
   410401 aggtgttgta aaagaaacag ggtttcctaa aacacttgta atgttttgat cacgagataa
   410461 gtagttgccg ccccaaatga gttctgcgta aagaatcgta ctaccagcag gaatatttaa
   410521 aatagcggta gaactatttt gtgtatagtt taaagttgtg ccggcaggaa aagtgggaac
   410581 ttgtaaagcg gtattcgtag ttataaatgc gccaattgcc ccgattgtac cagcacgatt
   410641 ttgattactg attttactta aaccgagtgt gtttcctgta atcgcaagtg cgccgttagt
   410701 ggtggtagaa aatcgattcg taatgggcat gttgtcacct cacttacaat atagtcttgg
   410761 tcaaaatagg atatgtgtgt aacagataaa gtgaaacatg tacaagttga ttcgggaaga
   410821 atggtttaaa agtctagata aagagatgga gaatgattgt cttggaaatg agagtggagc
   410881 gtcttaaaaa agaaaatata gaggatattg tagtgttatc ttcctatatt ggttgggatt
   410941 ataatagagc agaagttgaa acgattttca actcaggtat tgtatatggc gtatggaatg
   411001 agagaaaaaa actgattgcg agcgctgcaa ttatattata cggagaggcg ttagcgtcaa
   411061 taggaatggt aattgtacat cctgattata agggaaaagg aattggaaag atgataacga
   411121 attcatgtat taagagtgta tcgactcaaa atccaattat gctcattgct acggatgagg
   411181 gaaagccttt atatgaaaaa ttaggattta ggtctgttag ttatgtttct aaatacatat
   411241 gtaactcgta caatgtgaat aatcattgtg taggaaatga agattatatg atgaattatg
   411301 aagtaagtga tttagaaaaa ataataaaaa tagatgaaga tgcatttgga acaaatagaa
   411361 aagagttttt aaagaaaaga attatgcaaa gtgaacagtg cactgttgta aaggataagg
   411421 aacaaaatat attaggttac ggtttaagta tacaaacgcc agaaaataaa ataataggac
   411481 cggtctctgc taaaaatgat gcaatggcaa tgagaattgt acatgattta gcaagaggac
   411541 atcatggtaa attaagaatt gatgtaccag aaggaaagaa agatttcatg aaagaattac
   411601 agattattgg ttttcaaaag gttaatacac caccaataat gatgaaaaat agcgatcaat
   411661 tattaaaaag gaataatgag ttatatagca ttgcagcaca aatttttggc taaaaaagaa
   411721 tccttttcac gtaaggattc ttttttcgtt catttaatca cgatattggt catgaatagg
   411781 ttgaaaaaga ttttcctcga catctctaac aactgagaaa tgatcaacat tataatgacc
   411841 atggagaatt ttattgtgat ggtcaataat ttgctctgca gacaacacag tagaatcagt
   411901 tgtggaatga ccatttttaa ttaatgtaac atcaaatcct tctacagttg ctgttcgaac
   411961 agcggtgtcg atgcaatgtt ctgttttaca tccacctata acgatatggt taattttttc
   412021 ttcttttaac agttcaagta aagaagtacc atagaatgaa tttgttgctg ctttattaat
   412081 aaggattgca gactgaggta cttgaatttg attatgtact tcaaatcctt ctccgctacc
   412141 agaagcaaca tcgatatctc ttacgaaaac aataagggca ttgacatcta ttgctttctg
   412201 cacggctgta tttagtgtgg ctaatagatc agttttacga aaaacctcat gttcttgttc
   412261 attaccatcc attaattctt gctgtgcatc aatgattaat agtgcttgtt tcatcgtgtc
   412321 tcccctttaa tatgaaataa gttccactgt acatattcct ccatattata aggaaatcct
   412381 ccattgtaag tggagtatag gttgatttac aaagttgtca aataaatttc attctcatag
   412441 cgtgtaaaaa catgtatgat aggaagtgga gaatttttga gtaggtggga atatcatgca
   412501 gacagtagaa gattatcttt cattcttaca tacgaaagga tttaaactat cagaggaagc
   412561 gcaagggttt attatgttcg gacaaggata tacgggtgca tctgatggca ttgtaaacgc
   412621 agcaatagaa gcgacaatta agcatcaatt gcagtttgat ggcagttatt ttgttgcgct
   412681 attagaacga ttgaaagaag aagagattac agataaaaaa agcgctaagg cttttatgcg
   412741 gaagttacaa gcgtaacttc acgcagcctg cgcttctttt tttgttttgg aaggtaattc
   412801 aacgaaaacc atacctagga aaatacatag gcatccgata atagcagaga tagaaagttg
   412861 ttcgtttgca acgagaacgc ctgttaaggc agcaaaaacg ggctccattg cgaaaataat
   412921 agctactctc gttggagatg tatgtttttg tgctgacgtt tggatgaaaa aagcaatgga
   412981 tgtcgcgaat agggaagtta gaaatagcgc aaataaaaag gaagaattcg tccatagtgc
   413041 tactgaaaat aatttttccc aatcttcaaa caaaaaggcg caaatagaag aaaacagtcc
   413101 gacagctaat acttgcgatg tacttaacaa taaaggtgat atttttttag agaagaagcc
   413161 gttaacaaga atatgagcag cgaaagcaac tgcacaaccg agaacgagta tatctccaat
   413221 gtttaattga aaagaatcac cagccgttaa taagtataaa cctgctgttg ctacagcaat
   413281 gccaattacg ataaaaatgg tagctttttg ttttaaaaaa ataaaagaca aaatgggtac
   413341 cataacgata ctaagccctg ttaagaaacc agcttttgaa gaagttgtat acagtaagcc
   413401 gaatgtttgt aagacgtagc caatgcataa aaagaaccca acgattaatc cagcgagact
   413461 actctgtttt atatgttgtt ttgaagcttt ttttgagaaa agtatttgaa cgaataataa
   413521 aataattcca gcgaataaaa agcgaatacc attaaaagta aatgggccaa cgaaagacat
   413581 agcattttga acgacgacaa acgtagctcc ccaaataaaa gagacgaata gtaaagcaag
   413641 aggagcaatc caatcttttt tcacactcat acccccgtta attttgtaag atagcttttc
   413701 tagctaactc atcagcaact ttattttgac tacttggaat ccacttaata aaaaagagat
   413761 cgaaactttt tatgtactgc agtgcttcct ctaatagtgg tgcaaacatt ttgttttttg
   413821 catattcttt ttcaacagct cgctcgacaa gttgcgaatc tgtacgaaaa gagacaatgt
   413881 tataattatg ctccgtgcaa tattttaatg ccgcaagtaa tgcgtggtat tctgcttcat
   413941 ggttggacat tgtcccaagg ggcaatgata attgtacagc tggttgaacc cctttaataa
   414001 atactcctgc accagaagga ccaggatttc cttttgatgc accatcaata tatacttcaa
   414061 tcaaaatgag aaacctccaa atgataagat gatcccctac ttatatgttt ctttgcagta
   414121 ggggataggg caattagccg attgtaatac tataacgaca tgtaaatgtt tcattcgctt
   414181 gtaaagattg aattcctttt ttttccttga aatcttttgc tggatttact tcatcagcga
   414241 ttccgtacca aggttcgata cataggaaag gtgcgttctc gcctggtgtc catacgccga
   414301 caaatgggaa tccgtcaaat tctactttta caaatttatt atgtttatga gaacgaatag
   414361 agatttcatc cgtattcata ttttcaaaaa taagcgcatc atttttaaat agatcatatg
   414421 taagtggtaa ttcatttgta ctttcagcga ttaattgctt tttatttgaa aggtaaggtc
   414481 cttctaatac acttgtttct aagcgttcag aaccattaaa tgatagatgg taatctgtaa
   414541 atgattcgcc ttctaataac gggaaattga aaccaggatg cgccccgatt gagaagaaca
   414601 tctcttttga agtagggtta tttacttcgt atgttacatg aacgatttgt ccgtctagct
   414661 cataagaaac gagtaattcg aattcgtatg ggtatttttt taatgtttct tcattactag
   414721 taacgatata agtgattttc gtttcacttt gttcttttac agtgaatgta agatcacgag
   414781 caaagccgtg ttgtgttaaa gaataaggtt tatcatctac gtagtatgta ttatctacta
   414841 atcggccgac gatagggaat aaaattggtg cacggcgtcc ccaataagta gaatcacctt
   414901 gccataagta ttctgtattg tcttctttta agcgaacgct ttgtaattct gcacctttgt
   414961 cagatatgga aacgatcact ttttcgtttt gaattgttgc aatcatgaag taaaacctcc
   415021 taaatctttc atatatttca ttatacgttg tctaaaagaa aaaaggtagt tcatgataag
   415081 aatctattga cgaaaggggg gctaccgcgt aaaatataat cttgttgctt aaaaaacgaa
   415141 taacgtggtt cgaaaccatc ccacgtaaaa aaactaagga gattttgtca tgaatattag
   415201 aacattagtc ggtaatggta ttttagcggc attatatatt gctgtttcta tgcttattca
   415261 gccatttggc tttacgaatg tacagtttcg tatttcagag atgtttaatc atctcgttgt
   415321 atttaataag aaagcaattt acggaattgt attaggtgta tttttaacga atctcttttt
   415381 ctcacctatg attgcttacg atttagtatt tggagtaggg caatctattc ttgcattagt
   415441 tgcaaccatt atttctatgc gattcattaa aggtgtttgg gctcgtatga tttttaatac
   415501 agttatcttt acaattacaa tgtttatgat tgcaattgaa cttcatcttg catttgattt
   415561 accatttatg ttgacttggt taacatgtgc agtcggtgaa tttgttgtca tggccattgg
   415621 tatgcctgta atgtactgga ttaataaacg agtacaattt gaaagattta tgtaatagat
   415681 gaaagagcta ttcctatagg gatagctctt ttttacatgt gattatattg aatataattc
   415741 tgtgactctt gataaaatat aataaaataa agtgaggctt tcattagctg aagaagtctt
   415801 acataagggg aatctagtat gaaatataaa attcattggt tgtataaaac aaagcgcggt
   415861 ttgcagacgg aattaatgac agattatatg aacatagaag aagcacttca atttgcggag
   415921 gatttcgaga aaacaggaag agtgaaggaa ttattatttt acgatgaaat ggatacagaa
   415981 tggttattaa aggaaatgaa aaagctgagt aaacaagtgg aggaagaacc ccaagaaata
   416041 ctcgtttatt ttgatggtgg ttatgatgta cagacgaaag aagctggggt aggtatatgt
   416101 gtatactata aaaaaggaaa tgcaaaatac cgaattcgcc gtaatgcata tatagaaggc
   416161 atatatgata ataatgaagc ggaatacgca tcattactat atagcatgaa tatactcgag
   416221 gaattaggga ttaagtatga agcagttaca cttcgcgggg actctcaagt tgtactgcaa
   416281 caattggccg gagaatggcc ttgttatgat gaacatttaa atcattattt agaccaaatt
   416341 gagcaaaaag cgaagcaaat gaaattaaaa cttgtatgtg agccaatctc tagaaaacaa
   416401 aataaagaag cacaacaatt ggcaacgcaa gcattagaag gaacagtcat tgatagtcat
   416461 aaagaaataa ccgaatagag aggtgcaacg gtggataaaa agcaactcat tacagaggta
   416521 aatgacttat tagaaacgta ttgtgaagga tgttttttgc gagaacataa tcgaaagaca
   416581 aatagtaagt attatgctca ttcattttgt atcaggcaat gtacagttgg agaaacattg
   416641 aaaaagtatg gggaacagtt gtcatgaaaa aacatccaga gaaaattctc tggatgtttt
   416701 ttagtgtctt gcttcgttta gttgatgctc acatttattt aatttctttt cctcgttcat
   416761 taaaaatggc tcatctaaat cagttgcaac agatttcata atttcaagct gagagcgagc
   416821 tgcttctaca gcagtagtag cgtgttctaa tgtatctgga tccattgaaa ttgtcgctga
   416881 tcccaccatt ttttgtgctg tttctacacg aaatttcact tcttcaaaat catttacttc
   416941 tgatcccatt gttactgcct cctttgtata ttgcgcattt cacatagttt ttgctctgta
   417001 aaacggaaat atacaaagga ataacaaagg aggttaccaa gtaaggtaac ctcctattat
   417061 atgttggatt aaagttttac tacgttagca gcttgaggtc cgcggtttcc ttcagtgata
   417121 tcgaaagata cttcttgacc ttcttctaaa gctttgtagc cttcgccttg aatcgcagag
   417181 aaatgtacga atacatcgtc agcgccttcc atttcgataa atccaaaacc tttttcgttg
   417241 ttaaaccatt ttacttttcc ttgcatgtta caattcctcc taaaaacatt tgcttttttc
   417301 atttagtgaa attcatttaa aagataatat aaactaaaaa tgctataatc ttgaatattc
   417361 tgctaaatga ttaatttaaa tatacacgaa ttgggagaat ttagtcaagt aagcgatttt
   417421 atttttttgt atttttaaat aatttttcag ccaaattttt aaataggtat aggacaggcc
   417481 aagtatgtaa tagttttaat tgaatgctat acataatgag gtgaaagaat gaataagtct
   417541 tatttattag ataatgaagg aatgagaacg agaacggata taccgaattg ggttgcaaaa
   417601 gaatttgaaa atttttctaa cgtcatatta gaaccaactt tcccatgtta ttttggtgta
   417661 actgctttga aaaagaatga acttcgctat tcctttctat ctcataatga ttggagtcat
   417721 ttgccgaata caatgttatc ttttttagaa ttaatgaaag aacggccagt tgtaagaaga
   417781 ggtttttttc tttttgtgga accggaatgt gaggaacaat caatcgaata ttatcgtgat
   417841 tacttttgga aagtactaca atatttacat gaaaatgatg atcaaacgtg gccgaagcaa
   417901 attccggaag acccagatca ctacttatgg gaattttcat ttggcgggga accgatattt
   417961 gcatttggaa atgcaccagc ttataaacaa cgaaaaacta ggcatttagg aaattctctc
   418021 gttattggat ttcagccacg taccattttt ggtggattag aaggcgaccg tcctaaagga
   418081 gcatattcaa gacaaacggt ccgagatcga gttgaaaaat gggatcagtt gccgaaacat
   418141 cctaacatta gtcattatgg tgatccggaa catcgggaat ggaaacaata tttcatagga
   418201 gacgatgtag agccgataaa aggaaaatgt ccttttcttc ataagataga aaagtaagag
   418261 ccatcaccta aatggctctt ttgcatattt tggataaaaa agggtatttt agtagtacat
   418321 attttgatga aagctagtct attttcaatc attacatcat tacttaatag taaaggaagt
   418381 agaaaggata gagcgatgtt tggagcgatt atacaacaaa ttgtattagg aatttcatta
   418441 gcggcgccgg taggtccgat taatattgaa atgttaaaac gaggaattga acgaggtttt
   418501 tggcatgctt ggattgttgg aattggtggt atgactgcag atattttgtt catgcttctc
   418561 atctacttcg gtttatcttc tctgtttatg tatacatatg tacaagcttt tatgtattgc
   418621 acagggtttt tcttattatt ttatttagga tttcaaagtg taaaacaagg aatttctcac
   418681 tcgaatatgg aatataaaaa ggaagaggta ggcggcctta aacaatcgtt tatggcaggt
   418741 tttttcattg caatatctaa tccattaaat cttgtttttt ggtttggtat atacggtagt
   418801 acacttagct cattgcttac gaaggtaacg aaacaagaag cctttttgta cagtctttgt
   418861 attatcgttg gtattatttt atggaattta aatattgctt tttctgtcca ttttggcaga
   418921 actttattaa agcaaaaagc acttggctat ataacagccg gagcaggtat tattctagta
   418981 ggatattcta tccattttgc atacaaagct ttacagttgt tcacataaga ttgaagggga
   419041 gatttttatg tatcgaacca ctattgacgg aaaagaaatc attattacgt tagcaccaaa
   419101 aatcagaaaa gaaattactg atagaaatcc actatatgaa gcggtatttc agaatgcagc
   419161 aagattacta caaacaaagc aaccaacgtt tgcggtaaat catgaaatac ttgggcttat
   419221 aattggagag gtacaaagag gagaagtaac agtgtttgcg gtggaacata ttattccgaa
   419281 gcaaaatata tttggaacga acaatttttt cacgacaata gagcaacagg caaacttgta
   419341 aagcgtatag aataagatat agaaaagaaa tagtcgtaac gatatgttgc gactatttct
   419401 tttgaaaagg gggaaggaag atgaagaggg tggggaaaga gttcttttta caacatgata
   419461 tcgttattat gtatagtatt ttatttgttt ttatcattat tttaaaaatg caatttttca
   419521 catggatcgg tttgttatcc tgtttgtttg gtattatttt ttatacacta aacgaatata
   419581 tgacacaccg gtttttattt catttaaaac cacctaaaaa cgtattttta ttaaaaatgc
   419641 taagaagatt acattatgac catcacgtat atccagatga tttaaaactt ttatttttac
   419701 ctgtatggtt tagtataccg agctttacta tatatttact tatatcatat gctataacaa
   419761 aaagtgttac tattacactt tcgttcggaa ttggaatgat tattatgctt ctcgtttatg
   419821 aatggaaaca ttatattgca cataagccaa ttcgtcctgt tactaagttt ggaagatggc
   419881 taaaaaaaca gcacatatta caccattata aaaatgaaaa gttttggttc ggtgtttcaa
   419941 atccagtatt cgatttcata tttggaacgc ttaaagatgg aaaagacgtt gaattaagcg
   420001 aaacagctcg taatttagaa aaggaaaaaa agacaaaagt agtgcgttaa gcactgcttt
   420061 tgttttaatg aggaaaaaat aagtaaggtg tcactttatt ttgaaaaagt atattaaaaa
   420121 cttaggggaa aatgccgaaa aatgtctatc gaaaaatctt tgcaggaatg tatggattgt
   420181 ctaaaatgaa aataagtttc tgaatattta taaaaattag tctttaggta tacaaggggg
   420241 aattgtattt ctagtaagag aggggataag agaatgaaaa gagatgatac gtcagcacgt
   420301 aagttacaaa atgaggtgaa ttatacagag gttgttcagt cagaagaatt tcaattgtta
   420361 ttaaataaga aaaagaagtt tatcgttccg atgagtattt tctttttaag tttttttatt
   420421 gctttaccta ttttaacatc gtattcaaag gtactcaata caccggcatt tggtgatgtt
   420481 acgtgggcgt gggtatttgc gtttgcacaa tttattatga cttgggcttt atgtatgatt
   420541 tatagcaaaa aggcagaatc ctttgatgaa atctcgcaaa aaattctaca aaatatgcaa
   420601 aaagggaggg gctgaacttg aatacgactg catttgcact atttttaatt attgtccttg
   420661 gtacgctcgt cataacctat tttgcatcga aaaaaacgaa aaatgcgagt gagttttata
   420721 cagctggagg gggattaact ggttggcaaa atggtctggc cattgcggga gattatatgt
   420781 ctgctgcgtc ttttcttggt atagctggag cgatcgcatt aactgggttt gatggtttct
   420841 tttatagtat cggcttttta gttgcttatt tagttgttct ataccttgtc gcagaaccgc
   420901 taaggaattt agggaagtac acgttagcgg atatgattgc ggcgcgtttt gatgcgaaaa
   420961 aagttcgcgg agttgcagcg cttaatacga tgacgatttc aattttttat atgattgcac
   421021 aattagttgg ggcgggtgca cttattaagt tattattagg gatcgaatat acaacatccg
   421081 ttttaattgt tggtacatta atgacagtgt acgttatttt tggcggaatg actgcgacga
   421141 gctgggtaca aattgttaag gctgtattac ttatggctgg tacatttatt atttctgtta
   421201 tcgttttcgc aaaatttaat tttagtgtga ctgaaatgtt cgctcaaatg aaaactgcta
   421261 ctccattaaa agattcgttt ttaaatccag gagtaaagta taaggatggt cttgatacgc
   421321 tatctttaaa tttaggacta gtccttggta cggcaggatt accacacatt cttgttcgct
   421381 tttttacagt acgtgatgca aaaacagcac gtcaatctgt tgtatatgct acgtggttaa
   421441 ttggcgcatt ttatattatg acaattttct tagggtttgg ggcagcggcg tttgtaggga
   421501 atgaggcgat tatgaaagca aaccctgctg gtaatatggc agcaccttta ttagctaaag
   421561 cattgggcgg agatttctta tttgctttcg tatcagcaat tgcctttgca acgattttag
   421621 ctgtagtggc aggccttgta ttaacagcag catcagcatt cgcacatgat ttttataacg
   421681 aaattattcg caaggggaaa tcaacggaaa aagagcaagt atccatggct cgttatgcgt
   421741 ctattggagt agcggtattg tctattatac tagcgttatt tgctcaaaca ttgaacgtag
   421801 catttttagt ttcgttagca tttgcagttg cagcgagtgc aaacttgcca gttatattat
   421861 tcacaatata ttggaagcgc ttcaatacaa caggtgccat ttcgggtatg attgttggtc
   421921 ttgtatcagc cattgttctt gtagcgttaa gcccaaatgt ttggaaccct gtagctggaa
   421981 aagctatatt tgttggggaa gcgatattcc cgtatacgac acctggaatt atttcgatcc
   422041 cgctcggatt tcttgcagca tatttaggaa ccgtgttatc tagtaagaaa gaagatgcgg
   422101 cgaaatttga tgaaattctt gtgaaatcaa atactggtca tggtattagt gatgcgtctt
   422161 cgcattaaaa aagaggagct tttcaataga taagaaaagc tcctctttct tttgtccttt
   422221 tcttgtaaat aatactgctt tgtaagtagg atttgtctta attttgtgga atgaaaatag
   422281 cagggagaaa tttaaatcat catggcacca gcgcagcttt tgtgaaaaat aagttgttat
   422341 ggaaggtgga agaaatgatg aaaacgaaac agactgatga attattagca aaagatgagc
   422401 aatatgtttg gcacggaatg cgtcccttta gtccaaatag tacaatggta ggggcaaaag
   422461 cagaagggtg ctgggttgaa gatatacaag ggaaaagata tttagatggc atgagtggtc
   422521 tttggtgtgt gaatagtgga tatggaagaa aagagctcgc agaggcggca tataagcaat
   422581 tacaaacatt atcatacttt ccgatgtcac aatcgcatga acccgctata aagcttgcag
   422641 aaaaattaaa tgagtggctt ggaggggagt atgttatttt cttctctaat agtggttcgg
   422701 aagcgaacga aacagctttt aaaatagcaa gacaatacta tgctcaaaaa ggtgaaccac
   422761 atcgttataa atttatgtca cgttaccgcg ggtatcatgg gaatacaatg gcaacgatgg
   422821 cagcgacggg acaagcacag cgtagatatc aatatgagcc atttgcttca ggatttttac
   422881 atgtgacgcc gccagattgt tatcgtatgc ctggaataga aagagagaac atttatgatg
   422941 tcgaatgtgt aaaagaagta gatcgggtca tgacatggga attaagtgaa acgattgcag
   423001 cttttattat ggaaccaatt attacgggcg gaggcatttt aatgccgcca caagactata
   423061 tgaaagctgt tcatgaaacg tgtcaaaaac atggtgcctt gctcattagc gatgaagtaa
   423121 tttgcggttt tggacgtaca ggaaaggcat ttggatttat gaattatgat gtgaaaccag
   423181 atattattac aatggcaaaa ggtattacga gtgcgtattt accattatca gcaacagctg
   423241 tgaaaagaga aatatatgaa gcatttaaag gaaaaggaga atatgaattc ttccgtcata
   423301 ttaatacatt tggtggaaat cctgcggctt gtgcattagc acttaaaaac ttagaaatta
   423361 tggaaaatga aaatttaatt gagcgatctg cacaaatggg ttcgctttta ttagagcaat
   423421 taaaagaaga aattggagaa catccacttg taggggatat tagaggaaaa ggtctactag
   423481 ttggaatcga actagtaaat gataaagaga cgaaagagcc aattgataac gacaaaattg
   423541 caagtgtcgt aaatgcttgt aaagaaaaag gtttaattat agggcggaac ggtatgacaa
   423601 cagcaggata taataacatc ttgactttag caccaccgct tgttatttca agtgaagaaa
   423661 ttgcctttgt tattggaacg ttgaagacag cgatggaacg tatttaatga atgaagcgag
   423721 ctgtactata cagctcgctt ttgtttatga tgtgaaatat gataaatttt caaagagagg
   423781 ggggatttat tatgaagaaa tatgattcta gtcaacatta tcacatcgga tattatgaag
   423841 atggatatga tttagaagtg acggcgtaca aaagaataaa tgaaccagtt tgggatgctt
   423901 atattccgca ctatgtggta aacgattttt ataagaaagt ggaggaaatg aaattaggtg
   423961 aatatataga taattatggc attatggtgt attcatttag taacgatatt gatgatgatg
   424021 aagcacgaat tatttttgaa aaatggttaa aaaagaacag gattgtttaa agataaaaca
   424081 aaaaaggaga ttgctatctt ataagatagc aatctccttt tattaaaatt atttacttgc
   424141 tttcattgct ttatcttttg caccaaaagt gtattttaac attggtggtg taatcattgt
   424201 agttaaaata acgacaataa caattgctgt aaagtaatct tgtgctagta gtcctgaaga
   424261 aagtcctgtt cctgcaatga taagtgcaac ttcaccacga gaaaccatac cagaaccgat
   424321 aatagcagaa gacttagcat caaatccagt cattcgtgca ccaacaccac aaccaattag
   424381 tttcgttaag acagcgataa cagttaatgc caagatgaac ccaatttgat cgccgatacc
   424441 atcaaatgta atattcatac cgatacttac gaagaacact ggaacgaaca tagcgtaagc
   424501 gattggttct actttctttt ctacttcatg tttgtagttc gtttgagaaa tcgcgatacc
   424561 agctgcgaaa gcaccgataa taccagcaat tcctaatagt tcgccgaaat atgcgaatga
   424621 gaaacagatg ataagagccg cgctcacgat agactcagat acgcgtagtg gtgataacca
   424681 gcgcataatc gcaggaacac ctttccatcc gattaaaata atagaagcga agaatacaac
   424741 tttcttcaag ataaccattg ttaagttaac atcgtctgta cctaagaagc tcattgcaaa
   424801 tgctaataaa ataacgacaa gaatgtcatc aaatacagct gcgcccagca tagttgtact
   424861 ttcacgtgtt ttcatctttc ctaaatcgcg aagtgtttgt acggaaatac taacacttgt
   424921 cgcacataga agtaatccta aaaatacagc atttccttgt tccattccca taacaagacc
   424981 agaaacgtaa ccacctacga atggaagaat gatacctcca agtgcaacag ctaaagaaga
   425041 attacgattt gcgtttaatt cctctaagtc tgtttcaaga ccggccataa acattaaaag
   425101 aataacccca acattactta attgtgttag aagttctgaa ttttcaatcc aacctaatac
   425161 agctggaccg ataacgatac cgacaattaa tttaccgagt acagaaggct ggcctaatct
   425221 aacactaaga tcaccagcaa gctttgtact taataaaata agtgcaattt gaaagaaaaa
   425281 ttcgaattcc atcggatcct ctcctcttca tttttatttt tatcatacga tttctcggaa
   425341 tttgcctaat gaaaatatgt aaaacccatt aaacaaaggg tctgattaca agttcttttg
   425401 aactcgtaat ttgaacctgt aattaatata taatagattt tacaaaaaat caatgaaaaa
   425461 atgggagctt ttttacgaag aacttgtgtt attggggata taggtataag agtagtatgt
   425521 gaattttata tgtatgaaat agtatgaagt ccttttccat tacaaataat aaagcctaaa
   425581 tacgatttca cgaattataa ctgtgaaagg gagggcatat aatttgaagt cattaaaaaa
   425641 caacttgtct atcgttgctt taggcggagt aaatgaaata gggaaaaata tgtatgctat
   425701 tcaatatgaa aatgatattg tcgttattga ttgcggatct aaatttccag atgaaagttt
   425761 attaggaatt gatttaatca ttccagacgt cacatactta caagaaaata aagaaaaaat
   425821 tcgcggatta gtagtaacgc atggacatga agatcatatt ggcggaatac catatttttt
   425881 aaaacaacta aacgtaccaa tctatgcgac gaggttaacg ttaggtttaa ttgaaattaa
   425941 attaaaggaa cataaccttc aaaatgatac agaattaatc gttattcatt cagaatcaga
   426001 aattgatttt ggttctatta agacgacttt ttttaaaacg aatcatagca ttccagattg
   426061 cctcggtatt gctttccata caccagaagg tactgtagta catacaggtg attttaaatt
   426121 tgatttaaca ccagtaaata accaacagcc tgatattcat aaaatggcta aaataggtag
   426181 tgaaggcgtg ctagctttac tatctgaaag cacaaatgca gaacgaccag gatttactcc
   426241 atcagaaagg tcggtagggg agcggataga agaaatattt atgaaagcaa ataggaaagt
   426301 gattatttct acttttgctt ctaatgtgaa tcgtgttcag caaatagttg aagcttgtat
   426361 aaaaacaaat cgaaaactgg ctttgctcgg gagaagtatg gtaaatgtag tagaagttgc
   426421 tctagagaaa gggtatctaa atattccaga tggtatgtta attgaagcaa gtgaggtaaa
   426481 tcgtttagat ccaaagcagg tagcaatcct ttgtacagga agccaaggag aaccaatggc
   426541 agctttagcg cggttagcta gtggaaacta taggcaagtg gatgttttac cagaagatac
   426601 ggttattata gcggcaacgc ctattccggg aaatgaacgt aacgtttcac gaattataga
   426661 taatttattc gcattaggag caaaagtaat ttatggatca ggtagttcta ctggagtcca
   426721 tgtatctggt catgcgtatc aagaagaatt gaaattaatg cttgcgttaa tgaagccaaa
   426781 atattttatc cctattcatg gagaatttag aatgctacat catcacagtt tgttagcaga
   426841 atcaataggt gttgaaaaag agaatatctt tatcgttcgt aatggagatg ttgtagatat
   426901 aagtaatgaa gtggcaattc aatctagaaa aatacaggca ggaaatatat atgtagatgg
   426961 attaggaatt ggtgatgttg gaaatgcctt attacgtgat cgaaaacaac tttcagaaga
   427021 tggaatgctt gttatagtga ttacttttaa taaagcggat ggagatataa tttcaggtcc
   427081 ggatattata tctcgtggat ttgtctatgt tcgtgattca gaagaatttt tgaaggaatt
   427141 aaataaatta gctgttatta cgattaataa tttaaagaaa gagaaagtga atagctgggg
   427201 tattttgaaa agagaagtaa gagaagcttt agggaagtat atatatacga atacgaaaag
   427261 aaagccgatg attcttccta taataataga ggtgtaataa tgaataaaaa gaattctcgt
   427321 atgggaattc tttttttgtt ttgaagataa aatgaacata taatgaagta aataggaatg
   427381 gaagggaata aaagatgtta ttaaataaac gttttacaat tggagaaatg gcaaaaatgc
   427441 ataatatagc ggaatctact ttacgttatt atgatgaaaa aggaatattt catccgtcca
   427501 ttgtggaccc acaaacaaat tatcgctatt acacaatcga tcaattttca ctattagata
   427561 cgattaagtt tttacgccaa ttaaatattc cattaaagga aattaagaaa tatattgatg
   427621 aaagaaatcc ggcatacgca ctgaatttac tggaaaaaca acaagaaatg atgttgaaaa
   427681 aacaaagaga aattgagtat gctttggcga aaatggagca tagaattcat ttgattaagg
   427741 aagcaacaaa agcaaaagct gaacaaatgg taatgaaaga gatcccgcga agaaaaatta
   427801 cagcaattgc ggttgctcca aatacaacgg acgatatgtt tgagtactac attcattcgt
   427861 tgcaaaaaaa tatgaggcaa atggatgata gcttattttc tggagatatc ggtgtaactg
   427921 ttgcgaaaaa aggattcatg caaaatgagt ttcaagcata tagcagtgtg tttattcttt
   427981 tggattacat gccttttcaa gtacatcgtt cagatgaaat taaagaaggt atgtttgcct
   428041 gtgtatatca tcatgggcca tatgaagaaa ctgatgaaac atataagaag ttaatgaaat
   428101 acattgatca agaaggatat aaaatagacg gagatgcaat tgagattgca ttaattgatt
   428161 ggtctgtaac agaaaatcca gatgagcaag taaccgaaat tcaaattcct gtagtgaaaa
   428221 aataaggtga aaacctttga actgatgaca aatttacatt cattaatata attcagttac
   428281 ctatttttta attctctctt gaccttcaag ttacttgaag gtttaaactg tgaacagagc
   428341 gttgaaaaaa ggagcaaaat agtatggaag taacagaaaa attaagagaa aaaccaatta
   428401 aaagtttatt tatcacttat ttaataccag ccgttctcgg aatggtatta atgtcagtta
   428461 atattgtgat tgacgcggtt atgattagta ggggagttgg agcgaacgga ttagcaggag
   428521 taaacgtggc tattccagcg ttttcaattt tcttctctat ttcattatgg attggaatgg
   428581 gcggggcaac gttatattcc attgcgctag gtgaaaataa aatagaaaga gcaaggtcta
   428641 tttttactca atccatgaca gtggcagtca ttatcgtagg tattttagca gcgatttgct
   428701 tatggagaat agaagattta gcgtatttat tcggtgcaaa tgaagtgatt ttaccgtatg
   428761 cgttagatta tttacacgtg ttattaacat ttggaatgat atacgtttta gaaaatattt
   428821 taagtacatt tatacgaaat gatggaaatc ctaatttagc aatggcaggt cttgttgtaa
   428881 cagctatatt aaacatagtg tttgactata tttttatttt tatttttgga tggggcgtaa
   428941 caggagctgc gtcagcaact attctttcgg cagcaattgg tttccttgta ttattaacgc
   429001 atttctttag aaaaagtagt attttaaagt ggacgaaatt ccattttgaa tgggatacga
   429061 ttaaacaaat tatgataatc ggttttccga gctttataac agaaagtaca gtggcaatcg
   429121 taacgattgg ttttaatata gcattcgttc aatatgcagg agaagtagga gtagcttcct
   429181 atgcgatggt aaacagcatt catgctatga cattactatt attcttcggt gtaggtgctg
   429241 cattgcaacc aattgctagt ttccattacg gtgcaaattt atcagaaaga ttacgtgaag
   429301 gattacagtt tgctgtgaaa attgcagtta tacttggcgg cgttgcgata attgtcggat
   429361 tattcttcgg gaaatatatt attggcctat ttgatgtcca atctccacaa ttattggagt
   429421 taacattaac aggtattagt ttgttcttta tccaatacgt atttttaggc tataacattg
   429481 tgtatggaga gtacttccaa tcagtacgac aaacgaagaa atcaatactg attataatga
   429541 gccgagggct actatttatt attccattat tatggattat gccaaagtta tttgggataa
   429601 acggaatttg gctcgttatg ccagtagctg aagtaataac agcgattatc ttatttacga
   429661 tgaatcgtat gaaacatcct gttccattaa acatggcagg agagaaggaa gtaatataat
   429721 gaagaaaatc cccttgagca agtaagggga ttttttattt ttttaaacta atagcaaaag
   429781 atccatcaat ttcttgaaca gaagcaaagg caacatttgt aatgtttgta attccttttt
   429841 cttttaattc tttatataac cacttttcgt ccttatgaat taactttaag ttatcgtatt
   429901 gaatttgtga atcaacaata agggcaattg gtaatccagc atacttaaca cctatgttca
   429961 aatctttcgg agttaatggg acaagttcac gctttggtaa aatactaatg gctccatttg
   430021 cttctaaaat agcgtattca atttcatgaa cacttggata tcctgcgacg cgaaggttag
   430081 aaagtaattc agcaatggga tatctacttt tttgtaagtt ctcaaaaata atgtcaccat
   430141 gtttaattaa aataatgggg tgcccgagaa taaaacgatt tagtttgttg aataggctta
   430201 attttgtaag gattaaatgc aaacatgtaa taacgaccat accgagaaaa gcttgcaaag
   430261 caccagagac tggtatggcc tgaaaagcta aataagataa aaagataata gcaccaaaat
   430321 catgaggagt tagttgtgct aaagctgatt taccaagcat cttaagtgat agtaaaaata
   430381 agataaaaaa gaacgatacg ttacataaaa agagaagcaa tagagacact ccttcgtgca
   430441 aagttgtact tactgttccc gaaaggaata taaatattac tttttagagg ataaattagg
   430501 gtgaattgga atttgtatgt atacaaacaa ataaatggat attatcataa aagaagcaaa
   430561 gaacatagga gtatacggat atgaaaaaga agaaaataat gaagtatatg ataggaatta
   430621 taatggtttg cgtcgtttat atggggtttt tacaatataa catttataag catggacaaa
   430681 tgaatgcgac ctatgatgct gattatatca ttgtattagg ctcgaaagta aacggaacga
   430741 aaccatcgta ctcattgcaa tatcgtattg ataaagcagc tgagtatttg aaatcacatg
   430801 agaaagcaat tgctattgtg tctggaggga aaggaaaagg agaagatatt tcagaagcat
   430861 tagcaatgaa aaatgaatta atgaaactaa atattgcaga agaccgcatt attatggaag
   430921 ataagtcaac gagtacagat gaaaatatta aattctcaaa acctttaatt ccggacaata
   430981 tgaaaaaagg aatgatcgta acaaacgatt tccacatgtt tagagcgaaa aaaatagcag
   431041 caaaacaagg tttacaatta gaaggtcttc cggccgcaac accgaagcga attgtcattc
   431101 catcgaatat acgagagtat ttagccatta cgcaatattg gtttatggat cgaatatagt
   431161 gaaagtgatc ccgcctagca ttctaggcgg gattttttga gcgaaatctt acaaatgtgt
   431221 catgttcatg aaaggtaaag cgatagtttc tagagtggat tcctgacata atgaaggtaa
   431281 caaaactatt tagaggtgaa tcggatgaaa ggaaataata tattatcttc actatgttac
   431341 tttagtatct tttttgcgcc atttttatta ccaattatcg tgtactttgt tgcggaagat
   431401 gaagtgaaat accacgcgaa aaaagcattt tggtcacata ttttcccgta cgcaatctta
   431461 ttcggaggat tggcaatatc aggaatatac ggtttaggat tcaatcaatc tgacggtgct
   431521 ggaattggaa tgatgatcac atatgcagtg ttcattcttg taggaattta ttacttcatt
   431581 tggaatatcg taaaaggtgt taaagttttg aaagcggcgt aataagataa gaaataattt
   431641 ggtgtgagtt tgtcgttatt tgtcggtaag tcgatattcc ttgtcgaatc gacgatatat
   431701 tcgaaaaatc gttgatatag tgtaaggaat cgttgatata tttaaattat cgtcgatata
   431761 atttcattta ccgtattgat agacgtttta aaaaagagca attcaaaaga attgctcttt
   431821 ttgtgcttat aagttgtgaa tattggaaaa atatgttaat ttctcattag gaagagaaaa
   431881 aaggagtgat tttcatgaat gaaatgatac ataaaatgga gcaacacgtt tcagttcgta
   431941 aatataaaga agagtccatt ccgaaagatg tagtagaaag aatggtgcaa gctgggcagc
   432001 atgctgcgtc ctctcatttt gtacaggcct attctgttat atatgtaacc gatcaagact
   432061 taaaggctaa actagcagag ttgtctggaa atcgacatgt gaaagattgc gcagcattct
   432121 ttgtttgttg tgcagattta aaacgacttg aaatggcatg tgaaaaacat ggtacagaga
   432181 taaagcatga aggagtagaa gactttatcg tagcaacggt agatgcttca ctttttgcgc
   432241 aaaacttagc gttagcagca gaatcgttag gatacggtat ttgttatatt ggtggtattc
   432301 gtaataatcc gagagaagtg agcgaattgc ttcatttacc ggataaagta tatcctgtat
   432361 tcggaatgac agtcggtgta ccaaatgaag atcatggagt aaaaccacgc ttaccagtag
   432421 cagcaatcct tcatgaaaat gaatatgatg aaaagaaata tgatgaatta ctaaacgaat
   432481 acgatgaaac gatgagcgcg tattataaag gaagatcatc aaacaagaaa agcgtaacat
   432541 ggacggaatc aatgagttca tttatgtcta aagaaaaaag aatgcacatg aaagagtttt
   432601 taaatgagag aggattaaat aagaaatgag taaaaaggca gacctaaatg taggtttgcc
   432661 ttttttggga ggagataata tgaaaaaagc tttaatcttt ttatttgatg gatttgcaga
   432721 atttgaagta aatatagcga gtttattttt gataagtaag caatttgaaa taataacagc
   432781 aactgtagat ggaaaaacag ttacaggaga aggcggtttt ttgtgtcaac cacatgtgtc
   432841 tatggagcat attgaagtag cggactatga attgtttatc gtaccaggcg gacatatttt
   432901 tgatcattta gaaaatgatc aattgttatc tatcgtgaat aaattacatg agcaaaataa
   432961 atggatagcg ggtatttgtg caggaacatc tttactacat gcagcagggg tgctgaataa
   433021 gaagaaattc tcaacatcat taacatcaga tgaaaaacaa ttagcacatt tacatgaatg
   433081 ggaatataaa caaaacaaag atgtaactgt tgatggaaaa ataataacag cggtagggtc
   433141 tgcgtacgtt gaatttgcta ctgaaataat gaagcaactc aatttattta atgaagctga
   433201 agcgaaggag aacttgcaat attttaaaaa cgtaacagag acttgtgatg gaacgttagt
   433261 ataagtgaaa ataaaaagcg gcaaaatagc cgctttttta tcgttatcac gtttaaaaat
   433321 ataacgacga tacttcattt aaaactcatc tgttatggta caaactaaag caccttctat
   433381 aacaaatgca aactgtcaat aagaagatat atacctgtac aactcaaaag aatatacgta
   433441 aatattttaa aaactcgttg attgagccat ttgaaaataa tttgccctat atacaaacct
   433501 agaaatacga ttggaatagc gtaaaaactt gattcccaaa tcgttttgtt tgtgccagta
   433561 aagagtattt gagtgagtag actaatgaaa tatataaata gataaaaagc taaagtagtt
   433621 gctcttagct tctccttttt cgtatcagtt cctgtaaagt acagtaaaag gggtggtccc
   433681 ggcataccga tacttgtcgt taaaagacct gataatccgc ccactaagaa atctctagat
   433741 tttgttgatt gaatcttaaa gttacagatt agcattaatg ttaatagtaa gagcaggatg
   433801 ctaattgcta atttaaacgt gttgatgtta atggaaatga aaatgaaaat accaaaagga
   433861 acaccaacta tactcccgaa aattaatctt ttcagtagaa taaaatcaat gtccattctt
   433921 attttccaaa tgagtgatat ggaaataatt aatgataaaa taatatttat ttgtatagct
   433981 tcttgtggta gaaataacat gagtaagaaa ggtgttgcca taatagaaaa gccaaaacct
   434041 gtacttgttt gtaaaataga agctactaat ataatacata tgaaaatgaa tatagtattc
   434101 aaaaaagccc tcctacataa ttagatccaa tacatatttt aacataaagt gaaactttaa
   434161 tcagtggggg cttaatgtcc tttaatacgg aaaaaagcgg ctaaatagcc gctttttatg
   434221 ttgcgtttag tattccaatg atgactctgt cgctttaaaa tatttttcac gtgaaggagt
   434281 cattacccgg attgctaata aacaggaaag gaaaagaatg agtaacgagc tacttattac
   434341 agtaatttgg acggaaagaa attgtgcgga tgctccaatt gctaaaatga aaaagacttg
   434401 gataaaactt tttatggaat caaacacgct atcaatacgt cctatcatat gtacaggtat
   434461 gttattttga taaaatgtta taaagccagt accagcaaat gatgaagaca ctccaagtaa
   434521 aataaaaccg cctgctgcga cgataaatga atttgaaaaa gcgaaaatta catagcctat
   434581 tgctgtaaaa atcataccga atccgataca atattgaatc ggtaatcgtt tagcaaagag
   434641 agaaacaaga aatgaaccga aaacgtaagc tgcaccagtt atactaacaa gcatgctata
   434701 ttccatgttg gataaaagca gtacttgttt tgtgaaaaca acttcttgtg aatcgagtgc
   434761 catagcgaca agcatagtcg cttgaaataa aacgaatatg agaataatgt aagtttctgt
   434821 tcgagcaaat gaaaaaactt gtttccaatc atttcgtaat gtttgtacga aagtatttgc
   434881 aacttcttcg ttttgctttg tttgtaatgc aatgtttggc aagaagtaaa tgaaaatggt
   434941 agaaagtaga aaggaaagtg agttgcagta aataacaaag gttgctgagt gcgtggtgag
   435001 aagtattcca gcaagagctg gaccgataat gaaagctccg cttgtacaaa agttactcca
   435061 agcgttgaat tgcgcgcgtt cttcagcacg tatgagcatt gttttataag aaaatgaagc
   435121 tggatcgaaa aatgatgtag caatgcgagt caaaaagata aaaatgtaaa tggcccaaat
   435181 agaatcaaat agtggtatac agccaatgag agctgcccga atgatatctg tgataagcat
   435241 aatggaccgt ttgtttaatc gatctactat gctaccagac catattttcg taaatacggt
   435301 ggcaattgga cctacaatcc ataatcctgc tacagcagca ggggagtttg tgctatgtaa
   435361 caccattacg tttaaggcga taagatacat aaaatcacct aaacgagaaa ttcctgttcc
   435421 cgacaataat aataatttat ttttcatgag cggctggacc tttctttcat tgttttttta
   435481 tcctgcagga aatagcatat tcctcttcgg agtttgattg acgagcggtt ttgttttccc
   435541 agcgtaataa aacttgtgta acctcccatg taagctgttg taattcttct ggcgttaaaa
   435601 atagatgaga tacaatgtga ctacctgtat tcgttccctc tgtgccgctt tcttcaatat
   435661 agaaatgagc agattttgct ttgtaatatt tttcaataat ccctcgtttt tccttcgtat
   435721 ctactaattc aagtaaccct ccatcatata aaatttgaac gtgataatgt acgctaccag
   435781 tagatttgtt tagtttagta gctacttgct ttgctgtgag tgcttcgttt tttaaaaggt
   435841 gaagaatttg aatacgagtt gcgttggaaa tgagcttctg ctgctcagct gaaatagtaa
   435901 gtctatcttc aaacatgatg atatctcctt tcttataatc taaatttatt gtacattcta
   435961 aaaaaataga acgtaaggaa aataaatcgc ctttttcctc tgtatttcga cataaataaa
   436021 aatagcatgt acataaacat gctattaagt aatggtagat tcttcactaa gtttcccgcg
   436081 ataaaacagg taaagccata taaaacttac aaatatacag catgtagcta ataaactacc
   436141 aatcatttga ggagaaagga tttctaataa cgatcctgtc atgagcatag ataactgtat
   436201 aagtgaaccg taaatagagt aatgaaagga gaaaacttta ccaatcatat tttcacgcgt
   436261 gtaagtttga agtaatgtcg tatcaagtgg aacgatgatt cctcctgcta tgcgcataca
   436321 tagtaatgta gtgagaccga aaataagttg actggataga atgaatccaa gaaagaaaac
   436381 gccttgtagg aagcaggccc agccaaatgc tttttttatt ttttctttat tatgggatat
   436441 ataaagatta acgagaaggc ttcctatcat aagcccagcc ccttgaaccg tatataaaat
   436501 tccaatgttc gtgtggaaaa ttttttcggc atagattgtt agaagtagct gataagcgcc
   436561 gccaataaga ccccatgaaa tgccgacaag aattaatgtt aaaatgattt ttgtttgcaa
   436621 tatatatgta taaccatctt ttatatcagt caaaaatgct tttttcttgt tacaagtatt
   436681 atgagaaggg atacacatac tataaataaa ataggctgaa ataaagtatg ataggctatt
   436741 tactaaaaaa gcgaactcaa tatgtaaaga ttgtgcaatt ataccgccta aagaagcacc
   436801 cataatagac ataaaaccat tcattgtact agaaagagag ttagcagtta cgaaatgatt
   436861 ttcgtgtacg atgtttttta aggttgcttg tttagctggc tcaaataagc aagaaagtac
   436921 agataaacat atattagcaa tgaaaataat ttcaatttta tagcttgcga gtatgtatgt
   436981 aaggactaga attccccgtg taatatcggt aaaaatcata atattctttt tagaaaaacg
   437041 atctaccact ccgcctatga aagggctaag aagtagttgt ggtaaacctt tacttataaa
   437101 agtaagtgca atcataaacg gagattctgt tatgctatag acgaatgtta ataaagctac
   437161 tgtatgaaac caatctccaa gtacacttaa tgtttgtccg taaaatagtt tgttgaagtt
   437221 tttatttgtt ttaagaagtg cggaataaga aactgacata aaaagctcaa tccttatgta
   437281 atgatgatgc ttgaatttgt tttttccatt cacttaaata cactttcttt tctgaaggaa
   437341 gtccaactgg taattgtgca atcaattcta aactatttcc atcaggatcg ttaaagtata
   437401 cagcggcatg tgctaattca ggaaaaacaa ttggttcaat tggttccatt ccaaagtctt
   437461 ttcgtgctga aattcctttt tgatttagcc aatgaatcgc attttctaaa tcatgtaaac
   437521 ttacttgaaa ggcgatgtgt cgtaaagagg gatgataatt cactttgtat tctgtgcctt
   437581 cccaaaggcc gagccagctt tcattttctt taatccaaaa gaaagcaata tcatttcctc
   437641 ttttatataa ttttagtcca agtgattcat aaaaagatat tgatacttct aagttacgta
   437701 caggtaaatg agcttcgtaa cggcctttaa tcattgtaat cctcctaagt aaaaatgctt
   437761 cttatttcat agtaaacatt tttttatgag ttgaaatcag aaaaaagagg gaaataattt
   437821 catacgaaag tatgaaaaaa cagctcaaat atgagctgtt ttcttatagt ttttcgttca
   437881 tttgttaagg ataggatata ttagtatccg tatccgccac caccccaaca gctacatccg
   437941 atgatgatta gaaggatgaa taatacgata agcaaagcaa atccaccgcc gaaaccagcg
   438001 caacttccac cataactcat atgtgttcct ccttttgagt aagttaatct atataattca
   438061 tggactacta tatacagtat gttttttgta tagaaaagga gccagtctct tttgtaatta
   438121 gacacacgcc tgtatggtca ttctaattgt atatagagct atggatatgg ggatgaatcg
   438181 ttatatattt tgcgatttgt tcataaaaaa atatataaat tgtaaaaaaa accattttta
   438241 tattttttta tgagagaatt tgtactataa ttttacaagt aatattatgg gaaaagggag
   438301 ttttagtgaa gagatggaga tgggacaatt aaaaaataaa atagaaaaca aaaagaaaga
   438361 gctaattcaa cttgttgcta gacatggatt ggatcatgat aaagttttgt tatttagccg
   438421 agatttagat aaacttatta ataagtttat gaatgtaaaa gataaagtac ataaataaag
   438481 aatttgtagt tttttatatt aagatattaa acaaaaagga gagagatgta tttggaacat
   438541 ttacaagacg agctatataa acaaataaaa gaagaaaaag gtattgttac aattttttta
   438601 aagagtggcg ttagaatagt aggagaaatt gttgcaatag acaaatttac cgttttaatg
   438661 ttagttgatg gaaaacaaca acttatttat aagcaggcta tatcaacaat aatgaaataa
   438721 gacactcgtg ctgagtgtct tatttcatta ttgcttacaa gcttcaacgt caatgccagc
   438781 agctaataat ttattttcac catcttgctc aatgattttt tgtaatttag ataggaaaga
   438841 atcaaagttt gtatgctttg ctacttggaa tgtcatttta tgttcaattg gcagccacgt
   438901 atcaatatga gcttcgttat gctgaatttt tacctcaagc ttatcaagtg cgttagcaac
   438961 ttttgcttcg tacgtttctt tcgcctcaaa ctccatccat aaatcatata attcctcgcc
   439021 gagagaacct tttaatgttc gtttaatatt taaaattgct tcttgttcat ttatttgttt
   439081 ttgtagttgt aattcatgac tattcattgt atcaaaagca ggaatatcac cagcttctgc
   439141 ttcgactagg tcgtgaataa taaccatttt aagtaatttt tcaatattta ctttttgatc
   439201 taaataaggt tcaactaaaa tggccattag agacatgcgc cacgtatgtt cagcaacgct
   439261 ttcttgacgt ccgttagaaa gccagctatg tctcatttca tattttagtt tttctgctag
   439321 tgcaatgact tgtaaaatgt tatgttccat cgtgatcctc ctcatatttc cataatataa
   439381 ttctaatatg gaaatgaaat gtgtcaattt tatgagtata ttgcgataaa tagatgataa
   439441 gcgtataata aacattatat gtgaaaacgc attattaaaa taaaaaaatg ttttataaaa
   439501 atgaaaagga aagggcagga atatgggaga cgaaaatcaa ggatttgcta gaccagaaag
   439561 aaaaaaagga agtttgatat ttctagccca gtgggcataa tagtaggttt tgctattgta
   439621 atagcggcaa ttatgcttgg cggaggcgga ataaaagctt ttaaaaactt tttagatgtt
   439681 tcatctattt taattgtcat agggggaaca acagcaacaa ttgttgtggc atattgattt
   439741 ggagaaataa aaaaatatac gaaaagtatt tttactgttt tacatagaag agaagaagat
   439801 ttagaacagt taacggattt gtttgttgat ttttcgaaaa agtctaaaaa acacggccta
   439861 ctttctttag aagttgatgg agagcaagta gacaaccctt ttattcaaaa aggaattcgg
   439921 ttaatgttaa gtggttacga tgaagaggaa ttaaaagaag tgttaatgaa agatgttgaa
   439981 acggaagtgt atgagttaag aaaaggagcg gcgttattag ataaaattgg tgatttcgct
   440041 cctgcttggg gtatgatagg gactttaatt ggtcttatca ttatgcttca aaacttgcaa
   440101 gacacatcgc aaattggcac cgggatggca gttgcaatgt taacgacatt gtatggatcc
   440161 gtacttgcaa atatgattgc aatcccactt gctgaaaaag tgtatagagg gattgaggat
   440221 ttatatacag agaagaagtt tgttattgaa gcaatttcag aattgtatcg tggacaaatt
   440281 ccgtctaaat taaagttgaa actggatacg tatgtatacg aaacaaagat aaaaaaagta
   440341 aaacgagcag cctaatattg caaggagtgg tatggtgatg ataaaacgac cgcaaaaggg
   440401 atcgcctcgt tggatgacga cttttacaga tttaacgatg ttattattaa ctttctttgt
   440461 attactagtt gctacttcaa agcaggatgc agtaaaattg tcaaagatgc ttgaaaagtt
   440521 tagtgatacg gagcaagtag atgcaaaagt aatggaaaat acaataccag atatttcgca
   440581 tgaaaaaaat gatgaaaaaa tgatttcgaa aaaaagaatg gatgaattat ataagaagtt
   440641 aaaagcatat gtagataata acggtattag tcaagtgaat gtatatcgag aggatacggg
   440701 agtaagcgtc gttatagtag ataatttaat atttgataca ggtgacgcga atgttaaacc
   440761 agaagcgaaa gagataataa gtcaattagt tgggtttttc caatcggtac caaatcccat
   440821 tgttgtagaa ggacatacag acagtagacc tattcataac gacaaattcc cttcaaactg
   440881 ggaattatct tctgcgcgag cagcaaatat gattcaccac ttaatcgaag tgtataatgt
   440941 ggatgataaa aggctagctg cggtaggata tgcagacaca aagccagttg taccaaatga
   441001 ttcaccgcaa aattgggaga aaaaccgtcg cgttgtcatt tatataaaag aatagtatat
   441061 tatcatttta ataataaaat aataaaaata cgaaaattct tttaaaaaaa tattaaattt
   441121 tatcatttta ttttgtataa tgagtgagaa tgataaggtt aaatattaag atatatttat
   441181 acatagaagg agagaatcaa aaagaatggc acataaaatt ttagttgtag acgatgcgat
   441241 gttcatgcga acaatgatta aaaacttatt aaaaagtaat tctgaatttg aagtaatcgg
   441301 agaagcggaa aatggagtag aggcaattca aaagtataaa gaacttcaac ctgatatagt
   441361 tacattagat attactatgc cagaaatgga cggacttgaa gcgttaaaag aaattattaa
   441421 aattgatgca agtgcaaaag ttgttatttg ttctgcaatg ggacaacaag gtatggtatt
   441481 agatgcaatt aagggtgggg caaaagactt tattgtaaag ccattccaag cagatcgtgt
   441541 aatcgaagct ttaacaaaag tagcaaacag ctaatataga aggggtgcca caaggaatct
   441601 aaacattgat agcggatatg cgtgtggccc ccttttttct tgttttaaaa cactaaattg
   441661 ttatacatga atgaaatgtt tgttagacag gtaggggatt aaaatgcaaa cagatctatt
   441721 aaatatattt tttgaggaat cagaagaaca tttacaatcg ctaaatgaaa atgtgctaac
   441781 tttagaacaa aatcctactg atatggatgt tgtgggagaa atattccgct cagcccatac
   441841 gtttaaaggt atgtcagcga gtatggaatt tacggaaatg gcggatttaa cgcataaaat
   441901 ggaaaacgtt ttagatgaaa ttcgtcatgg gaatatagtt gtaaatgcgg agattattga
   441961 tgtgattttt gaatgcattg ataatttaga gaagatggtt gcagatgtgc agcaaggtgg
   442021 aatgggcaat attgatgtaa ttgcaacgaa acagaaatta gaagcattat tgaacggcaa
   442081 tatagaaatt cctaatgaac atatagaaca agaaaccata aataacgatg atgcagcttc
   442141 acatgaagtg catataactg ttgagcaaca agctatttta aaagcagtac gtgccattat
   442201 gtgtattgaa gcgctacaaa atttaggtaa tgtaaaaaaa cagttcctag tattgaagaa
   442261 attgaagcag atgctttcgg gtttgagttc acagtattta tggatactga tcaaagtgaa
   442321 gaagaattaa aacaagtagt gcttcatgtt tctgaaattg agaaagtaga agtgaagcaa
   442381 ggacatacat caaaagaagt agtttcggaa aaattggtta cacaagaagt cgtacaagaa
   442441 gttatacaag cggatacgca tgtggaatca actaaagaag tatctaaaca atctgctaat
   442501 gctacaccag ctaaaagcac tggaaaaacg aaaaatggta aagtggaaaa tcgttccata
   442561 cgtgttcaat tagaaaaaat tgaaagatta atgaacatgt ttgaagaaag tgtaattgag
   442621 cgtggtcgca tagatgaatt ggcgcaagca attcaaaaca aagaattaat tgagcattta
   442681 aatcgattag gcgatatttc aaaagatatt caaaatgtac ttctaaacat gcgtatggtg
   442741 ccgattgaaa cagtctttaa tcgtttcccg cgtatggtac gtatgttagc gaaagattta
   442801 gggaaaaaaa tcgatttaca aattacaggt gaagatactg aagtcgataa aattgttatt
   442861 gatgaaatcg gtgatccgct tgttcattta attcgtaatg caattgatca tggggttgaa
   442921 actgttgaac aacgtcgtga tgcaggtaaa aatgagacag gtacgattaa attagaagcg
   442981 ttccatagtg gaaatcatgt cgtaattcaa attacggatg atggaaatgg aattcataaa
   443041 gggaaagtat tagaaaaagc gattaaaaat ggtgttgtaa cagaatctga ggcaaataaa
   443101 ttaacagacc gtgaaatatt tgatttgatc ttccaaccag gatttagtac agctgaagtt
   443161 gtatcagacc tttctgggcg cggggttgga ttagatgtag tgaaacatac aattcatagt
   443221 ttaggtggac atttaattat tgattctgaa gaaggcaagg gaagtacatt tagaattgaa
   443281 cttccattaa cgttgtctat tatacaatct atgcttgttc aaacgaatga taaacggtat
   443341 gctttacctc ttggtaatat tgttgaagca attcgaatca agagagaaga catccaatcc
   443401 atacaaggaa aagatgtgtt aaattaccgt aatcaaatta ttgaagtgaa gcatttaagt
   443461 acggtatttg gtgagaaaac agcagatgag gcgtttgcgt catatgatgg tcaaatggtt
   443521 cctgtgttaa ttgttcgtaa tacacatcgc agctatggac ttattgtaaa cacaattatc
   443581 ggtcaaagag aaatagtctt aaagtcatta ggtgacttct ttgcagagag ttctaattat
   443641 ttctctggtg cgacaattct cggtgatgga cgagtggtcc tcattttaaa cccagaaggt
   443701 ttataatagg aatgaaggaa agctccccac ttgtatacaa ttggggagct ttttggttaa
   443761 tcgttactaa tctgaaaatg ggaataaata catattaacg ttttatataa taagtttgtt
   443821 aaaataaaat gagagtttat atcatttgat agaaaaacag aaataaggag gcagagaaaa
   443881 tgcctgagca acacacaaaa ggggatacga gcacaattgt gctagaaaaa gaaaatgagc
   443941 atttaacgcc tcaagaatgc gatattcttg gcgaaattgc aaatatatca tttggttcag
   444001 cttcgactgt attatcaaca atcttaaata ggcaagtaag cattactgct cctcgcatcg
   444061 aattggtaga tttatatgat tcaagcgacg tcgaagttcc acacgttgta ctaaatattc
   444121 attttacaaa aggattagat atggaaaacc ttcttgtcct taagcaagat gttgcattat
   444181 ccattgctga tttaatgatg atgggaacag gtgaagtgga ggacggaaaa gaacttggtg
   444241 aattagagct aagtgctgta caagaagcga tgaatcaaat gatggggttc gcagctacat
   444301 ctatgtctga attcttccaa gatacagtag atatgtctcc gccgacaatt aaagttgtaa
   444361 agctatcaga agaaatggag aaaatctcgg aaatcgatgg aaatcaaacg attgttaaag
   444421 tatcgtttga tttaaaaata gataatcttg taaactctaa acttgtgcaa attgtttcag
   444481 ttgaacatgc gaaacaaatg ataaataaat taatgcaatt atctggtgga gtagaagagc
   444541 aagatgagcc agcagaagta gtggaaactg agattgtaga agaacaagtt gaaaaagaac
   444601 atttaacgca agaagagaaa gatgtccttg gtgaaattgc aaatatttca attggttccg
   444661 cttcaacagt attgtcaacg cttttaaatc agccagtttc aattagtaca ccgaatgtag
   444721 aagcgatcaa tgttcgtcat tatgatggag taccagtccc gtttgttatt ttaaatgttg
   444781 attttgttga aggactaaag aatgagaatg tattcgtatt tacgaaagat gtagctttaa
   444841 caatggtaga tttaatgatg atggggacag gggaagttga ttctgagaaa gaacttagtg
   444901 aattagaact gagcggtatt aaagaaatca tgaaccaaat gatggggcat gctgcaacgg
   444961 cgatgtcaga aatgtttcaa gaaaaaatgg acatgacgcc accaaatgtt aaatttgtaa
   445021 ctttaaaaga agaaatggaa tatttgggag agtcaatgga agtggacgaa ctcgttcaaa
   445081 ttacgttcaa ccttgaaatt ggcgacctgc ttcaatcaaa aatgtatcaa attttaccga
   445141 tttcagaagc gaaagaaatg gtaagaagac ttctatatcc aatggtggaa gaagaagaga
   445201 ttgttacgga agaaattgaa gaagaaaaag ttgtagaacc tgttgtgcaa cctattgaat
   445261 ttaaagaagt aaaacagatg gaaccagtat acatggacac atccatctta caaaatgtag
   445321 aaatgaacgt gaaatttgta tttggaagca cagtgaaaac cattcaagat attttaagtt
   445381 tacaagagaa tgaagcggtt gtactagatg aagatattga cgaaccaatt cgtatttatg
   445441 taaatgatgt attggtggcg tatggtgaac ttgtaaatgt agatggattt ttcggagtaa
   445501 aagtgacgaa atcgctataa gtcgttgaaa taggagtttg agctagtaga tgaaaaacgt
   445561 aaagtttttt ctaatgagct ggttatgcat acatgtgtgc ttgctcttcc cgctacaaag
   445621 taaggcggaa gagcaaaatg tgccagaaca aaatataaat gaagtgaatg tgcaagaaga
   445681 gaataaggaa gttcaagaac agctagaaca agtggaaatg aagcaagata aagaggaaca
   445741 acaagaagca aaaaatgaac aagaaaccga aaagaagata gagacggatc aaggggttat
   445801 tacagtaaat aagccggaat taaaagttgg cgaagaagtg ctggttacta tagagccgaa
   445861 agagaaaaat gttcaaagta taaaaggtat tttgcgcttg ccaaaaaacg gcgatcagta
   445921 tgaacaagaa agaatgctat cgtttaagta tgaagaggaa acgaagcgat ggattgctaa
   445981 ctacaaggtc gagacttttg atttgcaagg tgattggaat cttcagctcg ttcaaagtta
   446041 caaagaaaat gagaaagaag agcttgtaga aaatgaagtg aaagtcccgc tcattcatat
   446101 aaataatgaa atgccaacgc tagataaaga gttaccgaag ttacataaag ttacgattga
   446161 tgagatgaag ggaaacgtaa ttgaacgaaa acaaggtgat tctatacgtg tacgagtgaa
   446221 ggcaacagac gtagaatcag ccgtgaaaga agttcatgtt acattaaaag gaaaagaaaa
   446281 taaagagatt acatttttat tagattacaa taagcgcgat atggattggc aaaaagtatt
   446341 tgaaataacg gatgcgttgc caagtgggac atacgaacta cttgtagagg tagtagatgc
   446401 ggctggaaat aaactgattg aagcaagtga gtatgtcgtt tctgttttgg agcaaaaaac
   446461 agaagaggat aaaaagatag aagaaccaga gaatgaagat aaattagaaa ataaattaga
   446521 agataagaaa gtaactgaga agcaggaaga ctcgaaagta gaaatctcgc ttccagaaga
   446581 aaaaacgcca gttgttcaaa ttccaaaaaa agaagagaaa gtaaacgatc ttataaaaga
   446641 accattgaaa gagaaagaaa aaattactta tgttataaaa gagcctctca cagacaacaa
   446701 ggaagtaaat aaaacgaagg ctcaaaaaga taaagataat aacaatcaag tcatttcgaa
   446761 aaagaaagag aaaaaagaag aaccagaaga gaagaaagaa gcaaaaagtg aacagggaat
   446821 acaagcttct aatgtatttg ctatcatgtc aggtttattc gtactatttt tagttttaaa
   446881 gagtaataaa gaatggggct aagtatttca tagtagtgga ggcgcttaaa tggaaattaa
   446941 acgtacgaca attgaagata agacgctaca accattaaaa cagcctgcag ctatttcgga
   447001 acatgaaatt cagaaagaac gaaagcgtag taatttagtg tttactggac attctaaaat
   447061 tattacgaaa aataatgaaa taggcatttt gcttgcaagt ttaggtgatg gaaaggttat
   447121 gaaggaaatg ctttctaaag agatggatac agtactgcaa ctctttaaaa agctacatac
   447181 gttatctgga gaaggaaagc aaacagataa aatatttgaa caagtaatga gaagcttgca
   447241 aggacttgtt aagcaagcgc atataaaaga acttcctttg ttagatggaa cgtatgattt
   447301 cgcagaagta caactatcat ttggtagaaa ggtacatatt ccgttattag atgtaagtgc
   447361 actcctttct agagtggaaa gtgattcgtc agaaggaaat ataaatttaa tggtaacggt
   447421 tattactgca tatataacga aattgtctaa cgaaaccatt ttaattagcg ttacagatcg
   447481 cactgctaaa gagcgggatg taagcgtatg gagagcactt gcagaaatga atatgacaca
   447541 attatcacag gctttgaaac atacgatgca agaacataaa tggtctatga cgtttctttt
   447601 tctctttgta tggattgttg ctattatttt aattcgagtt atataaaaag gtcgtcactt
   447661 tacattgtga cgacctcttt tatatttttt cgtaaaagaa tgtatcaaat cgctgaagat
   447721 tataacgttc aggtgttaaa atttgttcag tactaccaac aaataatacg ccgccttttc
   447781 gtaatgcgcg actaaatttt tcataaagtt ttacccttgc ttcttcagta aagtaaatca
   447841 ttacattacg acaaatgatt aagtcataat ttgtatcaaa cgactgcatt aaaagatcgt
   447901 gctgtttgaa cgtcacgttt tgtttaatgt tttgatgtaa tgaatatatt tcattctctt
   447961 ttgtgaaatg acgctctttt aaatcggcag gtaattcttt taaagaccgt tctgtatatt
   448021 gaccgcgttt tgcggtttct aaaatgtgaa aatcaagatc tgttgcttgt atttcaaaac
   448081 gatatggagc taggtgcttc gataaaatta aagagagtgt atatggttct tcaccggcag
   448141 cgcaagcggc actccatact tttaattttc cgttattttg ttcgagtaat tttggtagtg
   448201 ctttcgtctc taacgtttgc caacgttctt tatttctaaa aaactctgaa acgttaattg
   448261 taatatagtc aataaaactt aaaaataact tttgatcggt acgtaaattg cttagaaaac
   448321 tagtgtagtt tacaaagccc tttctcgaaa taaaagcatc gattctacga cgcattctat
   448381 cttgtttata tgaagcgata tccatattga attgttgttt aaaactcgcg ataaaatgat
   448441 cataatcttg ttcaattatc atatttataa taggcacaat aacgatattg tgcctccccc
   448501 tttacatcat acggattttt tgttcaaagt ttttttcatc tgtttttcat gtaaacctgg
   448561 taaatcataa ataacagcat caattcctgc atcttttgca acgtcaacgg gaatgacaga
   448621 tgtatgcttg tccccattat aaaaacagag aactaaatcg gtatcttcaa ttatttgttt
   448681 tacaaaaaac atataatctg atcggtaaat ggagtcggaa ggatgatcaa aagcgacata
   448741 ctcggctccg tgttttttta aataatcaac gacctcttga aattcatctg ttaatgcttg
   448801 taacggctgt agcgtgtaaa ggcataaatt ttgagcgagt cgttcgtttt cgatgaagaa
   448861 acgaagaatc tcattttcga tagatttata acataatatg taaattttat gtttgtgagc
   448921 atagtcagtt aaaaattttt ttatttcttc ttgatctaat gctgttaatt gatttgaacc
   448981 acaaagaaaa atattcatag atttgtgcca cctcatgcta aattgtaaca tatcttttat
   449041 aaaaaataac tgcaaaatat tagtgttcag agtataatta taaataactg gattttacga
   449101 ttaagtttag gaagaaataa aaaaataaat aggtgatata tatgctacgt tcgatctcgc
   449161 ataatccaat tttatcgcat ataccgcctg ctactcaaat gccgaaagaa gcaaatgtca
   449221 ggacaggact tgcattttcg gataatttgc atgcagatcc aaaaaaagat aaattgttag
   449281 aacaaatgga agcatttgtc gataacattg gagaaattaa agagaaaatt gaaatggaat
   449341 taacgcttga taatgtaatg gaatacaaaa atacagtaaa atcatttttg aatttttacg
   449401 tagataatgt attgcaatat aaagatgtca tgtcgcgtca tccacgttat ggctattcac
   449461 agaaaatgac gattgtgaaa caggcggaaa tgggattaaa tgagttagaa gatgttatga
   449521 atttaattaa tacgaaaacg ggacatttag aaatgttaaa tcagattgga gaaatccacg
   449581 gtttaattgt aaatttagtc ttgtaaaagg gaaggaagct atatgtacat acaattatat
   449641 gaaaagctcg ttattattca aaaagcatat gaaaacattc aagcgcttgg agaacaaata
   449701 tatgagaatt taaaacataa aaatgtaaat gcagttcaaa agttacaagt agagcaattg
   449761 cagtacattg atggtttaaa aaagttatca agttcatttg aagaaatggt tgttcagttt
   449821 tgtaaagaaa agggaattga gccgtttcgc gtaagtgcat tattttcgca tttttctaac
   449881 gaagaaattg aaaaaatgga agaattacaa aaaaatgtag ctgaattaga agagaatgta
   449941 aaaatgattc ttttgaaaaa tcaatattac ttaaacgtac tattaaaaac tacagaaagt
   450001 attgtggatt ccgtttctga atataattta gagcgaaaca ataattcaca aatctttatg
   450061 aacgaactat tataaagggg aagtgaaaca ttatgagact atctgattat aatacgccgt
   450121 tatcgggttt gttagcggca caaatgggct tacaaacgac gaaacaaaat ttatcaaaca
   450181 ttcatacgcc tggttatgtg cgtcaaatgg tgaattacgg atcggctgga gcaagtcagg
   450241 gctattcacc ggaacaaaaa ataggttacg gtgtacaaac gttaggcgtt gatcgtatta
   450301 cagatgaagt gaagacgaaa cagtttaatg atcaattatc tcaactctct tactataact
   450361 acatgaattc gactttatca cgtgtagaat ctatggttgg aacgacagga aagaattcat
   450421 tatctagttt aatggatggc ttctttaatg cctttcgtga agttgcaaaa aatccagaac
   450481 aaccaaatta ctacgataca ttaatttctg aaactgggaa gtttacaagt caagtaaatc
   450541 gtttggcaaa aagcttagat acagcagaag cacaaacgac agaagatatt gaagcgcatg
   450601 tcaatgaatt taaccgtctt gctggtagtt tagcggaagc gaataaaaaa atggacaagc
   450661 aggtacacaa gtgccaaatc aacttttgga tgaacgtgat cgaatcatta cagaaatgtc
   450721 taagtatgca aatatagaag tgtcttatga atctatgaat cctaatatcg cgagtgttag
   450781 aatgaatggt gttttaacag taaatggaca agatacatat ccgcttcaat taaataaaga
   450841 aaaggaacca atgactgctg aaatttacgg ttcggaaatt cctttaagga gtggagcaat
   450901 ccaatcagcg atcgatacga aagcaaagat tgctagttat aagaaaaacc ttgaagaact
   450961 aatgagctct gtaaagaatg aagtgaacac agtaatgggg aaagagttct tcgttggaga
   451021 tcaagcgaaa gatatgaaat taaaccctga atttgcaaaa gatgtttcga aaatgaaaat
   451081 atcagctgaa acagcaaata aactagcagc aattacagat ggaaattata aagaaggtct
   451141 ttcttataaa caagcattag atcaattcgt agttggcgtt gcatctgata aaagtgcagt
   451201 gaatgcgtat caaaaaattc atgtggattt attggagggg attcagcaag aaaagatggg
   451261 tattgaaggc gttaatatgg aagaggaaat ggttaattta atggccttcc aaaaatattt
   451321 cgttgcaaac tctaaagcta ttactacgat gaatgaagtg tttgatagtc tattttcgat
   451381 tattcgataa tgagaggtaa aaacaaaacc cttttctttt atgtttgaag agagggccag
   451441 cagagtgtag aagcggtcag tacttaatag tggacctatc ggtgtgagac cagagatacg
   451501 ggcggtagag ggataagtta ggtaaggagg gagccggaaa taattctggt ttcttcttca
   451561 aattaatttg aaatagataa aggaggagat agaaatgaga gtatctacat ttcaaaatgc
   451621 aagctgggca aagaatcagt taatggattt gaatgtgcaa caacaatacc accgaaatca
   451681 agtaacttca gggaagaaaa accttcttat gagtgaagat ccacttgcgg caagtaaatc
   451741 atttgcgatt caacattcat tgacgaatat tgaacaaatg caaaaagata tagcggattc
   451801 tagaaacgtg ttaagtcaaa cagaaaatac attgcaaagt attgtgaaat cgttaacgag
   451861 ggtggatcaa ttaacgatac aagcattaaa tggaacgaat agtgaaaaag aattgaaagc
   451921 aattggagca gagttagacc aactggtaaa acaagttgtg tatttagcga atacaaaaga
   451981 acaaggccgc tacatttttg gtggggacag tgcagaaaag cctccgttta cagatgatgg
   452041 tacataccaa ggtggcgaaa atgatgtaat gtggaagctg aacgatggtt atgaaattaa
   452101 agcatttcgt aaaggagatg aactactaac tccggttatt caaacattag taaaaatgaa
   452161 agatgcaatg caaagcggtg atcaaaaaaa cattacaacc gtttttagag gaaagtagga
   452221 aaaacttaga taatgttatc aaccgtacga cggaagttgg ttcaacgatg aacactattg
   452281 atacgtttaa gaccatttta agtgaacaaa atttagcgct tcaagaaaat cgtaaagaaa
   452341 ttgaggatgt cgatttagca gtagcaattt ctgacttagc ttatataaac gcaacgtatg
   452401 aagcaacttt aaaagctgtt agtacgatga gtaaaacaag cattttagat tatatgtaat
   452461 caataaggag tgggaaatat ggcaggggct ttaacgggta ttgatggtag acaacaaatc
   452521 tggaatcttg gtaataatat gattgatacc tcaaaacttg tagaattaga attgcaaact
   452581 ttagaaatga agaagtcacc gtataataat caaaaacagt tactaacaac tgaacgaaat
   452641 atatatgcaa gtatgaaaaa agaattcggt agctttttgc aaatatttaa agatttatat
   452701 acgtttaaag gtaatgaaaa gaaaacagca ttatcaaaag aaggttttgt tacggcacag
   452761 gcagatgcat ctgcgattgc aggaacatat accgttacaa ttgaaaaaat tgcagagcgc
   452821 caccaaatta caacaaagcc aggtaataaa atagacttag atgcaaagat tggaaaagac
   452881 gttacgtttg gaattaatga taaagaagtt gaagttccaa aggatatgac ctataaagac
   452941 ttagtcaata aaatcaataa tggaaattat ggcgtgtctg tatattcatt gggtgggcaa
   453001 ttgttcttta catctactac agctggggaa aaaggagcga taaatttagt agatggcaaa
   453061 gacggctttt tagaagaaat aggtttagtg caatcatcta ttggtactgg cggtgaaaaa
   453121 ttatttgtgg ccgcgcatga aataacagca gctacaaatg ctgaatatac gataaatggg
   453181 attaaagatt cgagtacatc taataaaatt gatacaattc caggtttagt aattaatttg
   453241 gaaaaagaaa ctacagaacc tatcaaaatt actattgaag attctaatat aaaagactca
   453301 attgatttaa tcaaaaaaat gaaggatgaa tataataaag ctgtttcaaa cttagattta
   453361 tttgctgggg aaaatggagc tgtacaagga agtagtattg cattttcgat tagtaacgcg
   453421 atgacaagta tatttagata ttcgcaaaat ggtaagtttt tgaacgattt tgggattcaa
   453481 gtggacaaaa gtgggaaaat gaatttggat gaagagaagt tgaaaaatgc ttttaaagag
   453541 aatccagaaa cagcgaaaca atttttcttt ggtttttctg gattgggtca tcaaatggag
   453601 aaacagttag atggaatttt tggagatgaa ggaatcatag gaaaacgttc taaaagcatt
   453661 gaaaagcaaa tgaaaaatct agatgataaa ataagatata ttgacggcgt aaataaagag
   453721 aaacaacaag ctattattga taagtattct aagttggaaa gcacattagc agaattggac
   453781 agccaactaa aaacaattaa agcaatgaca aaacaaaaaa gtgatgatta atgaaaggta
   453841 aggaagtgat tgtatgcaag catggcaacg ttatatgcaa aatgatatta tgacgagtaa
   453901 tccgattaaa aatacaattt ttatttatga aagatgcatt gtagagtttc gtaatttaga
   453961 agaactgcta catgctttta aactacaaga aggagatgca cttcttgaaa agttagaacg
   454021 tatttttgaa gaattgaagc ttcaattaaa tcctgaaatt acgaaggatt tatatgatag
   454081 tttatatggc ttatatgatt ggatttgcat tcaaattcaa acaatgaaag taacgcgtga
   454141 agcaaaagac attgatgcga ttgtgaaagt gttacaagat ttaatagacg gttaccgcgg
   454201 agcacttgaa aatgaacaat gatatttatc ggacgtttgt cggctgtttt aatgaaatcg
   454261 gtgaattgca agtgtcagat gaagagtttg ctgagaagag tgaaatgtta aatcgctgga
   454321 tgatgacatt ggatgaggaa acgcgtgcgc aagttgcagc agaagtaagt ccattcatta
   454381 ttaaggcggc acagcatatt cgagataagc aaaagatttt ggaagaaatg attatgacaa
   454441 atgatgggcg catgaaagct aattcatttt acggtaaatt ttagtgatgg agtttagaaa
   454501 cggattcccc ctttaagagg ggatccattc ctttatttaa ataaagattt ccgctgattg
   454561 aggtttcatt ttatgactgt aatgaaaaaa tagtagtaat ctaaataatg tgaaaatgaa
   454621 ctttagtttg tagaccatat agtgaaatgt tttatagatt attgcgtgta tacagttttt
   454681 ttgtattctt ttttatattt ttatattttt ctaaagacaa caatggaaaa atggaataaa
   454741 atatgtaagg gtacatgatt gttaatattt taataaacac atataagaaa ataaataatg
   454801 aagtgaaact tccatcagtg gatcattaag tgaaaaaaga aagggtgtgg aatatgccag
   454861 atttagtgag tgatgtaggc cattatatga attatttagt gacgaaacga aatactgttt
   454921 ctagtaatat tgcaaatgcg aatacacccg gctataaagc acaagatgta acatttgctg
   454981 agcaaatgaa taagagtagt gcattatata agaacaatgc tgcagactta aagagtaatc
   455041 cagatttata tcaaacgaat gaaatgcacg taccgacagt aaatacgaaa aatacatatg
   455101 caaagattca aacaaaatca atgcaaacga ataaagatgg aaatagtgtg gatgtaacga
   455161 cagaaatgct agatttaatg aaagcaaatc agttatatgg tatttcaatt aacgcgatta
   455221 atacacaata tgcaattaac caagcggcac gcggacgtta aaagtagaag gagagacaac
   455281 gatgtttcag gcaattaatg caagtggctc aggactaacg acagcgagaa agtggatgga
   455341 agttacttca aataatattg taaatgcaaa tacaacggcg gctccggggg cagatttata
   455401 tgagcgtcgt agtgtagtgc tagaatcaaa caatagtttt gcaaatatgt tagatgggtc
   455461 tcctactaat ggagtaaaaa taaaaagtat tgaagcagat aaaactgaaa acttagtgta
   455521 tgacccaaca catccgcatg caaatgaaga aggatatgta cgttatccaa atattgatgt
   455581 gactgctgaa atgacgaatg taatggttgc ccaaaaaatg tacgaagcaa atacaagtgt
   455641 attaaatgcg aataaaaaaa tgcttgataa agatttagaa attggccgag gataaggggg
   455701 aatatagtaa tatgaaaatc caaccaatgt taaatactca accatttgga gcaattcagt
   455761 caattggtgc accaaaaact tctcaaacat cagtagttga ggggaaaaag tttatcgatt
   455821 tattggaaga tatgaatcaa acacaaaaca atgcgcaaac agcggtatat gatttactaa
   455881 ctaaaggggt aggagaaacg catgacgttt taattcagca gaagaaggcg gagtctcaaa
   455941 tgaaaacggc tgctctcgta cgtgataatc ttattgaaaa ttataagtca ctaattaata
   456001 tgcaaattta ggaaagtgga cgggtgtgtt taaatggaaa agatgaaaaa tgttatccaa
   456061 tcgttaaaaa cgtggcataa gttagtaatc ggtgctgcgc ttttagcgat tgtaacagga
   456121 gcacttttat acttcacctt gccagataaa tatgttgttg tatatcaaaa tttaaatgat
   456181 gcagataagc aagagattac agcagaatta tcaaagttag gtgtcgatta tcagttagcg
   456241 gccgatggat cgattcgtgt gcaaaaaaat gatgctccat gggtgcgaaa agaaatgaat
   456301 gggatgggct taccgtttaa ttctaaaagc ggtgaggaaa ttttattaga aagctcgctc
   456361 ggttcaagtg agcaagataa aaaaatgaag caaattgtcg gtacgaaaaa gcaattggag
   456421 caagatattg taagaaactt tgcgacagtt gaaacggcga atgttcaaat tacattacct
   456481 gaaaaagaga caatttttga tgaagaaaaa gcaaaaggaa cagctgcgat tactgttggt
   456541 gtaaagcgtg gtcaattatt aactgctgat caagttgcgg gtatacagca aatgattagt
   456601 gcagcagttc ctggggtgaa agcagaagaa gtaagtgtga ttgatagtaa aaaaggtgtc
   456661 atctcaaaag gggcagatga agcgcattct actagttcct cttcttatga aaaagaagta
   456721 gagatgcaac atcaaattga aggtaaatta aagcaagata ttgatgcaac gttaatgacg
   456781 atgtttaaac cgaatgaata taaagtgaat acgaaagtat ctgtaaacta tgatgaagtt
   456841 acacgtcagt cagaaaagta tggtgataaa ggtgtacttc gtagtaaaca agagcaagaa
   456901 gaaagctcta ctgcacaaga aggtgcagag acgaagcaag gcgctggtat tacagcgaac
   456961 ggtgaagtac caaactatgg tacgaacaat aatcaaaatg gtaaaatcgt ctacgataat
   457021 aaaaatggta acaaaattga aaactatgaa atagataaaa cagttgaaac aattaagaaa
   457081 cacccagaat taacgaaaac aaatgttgta gtatgggtag acaacgatac gttagtaaaa
   457141 cgaaaaatag atatgactac tttcaaagaa gcaatcggca cagctgctgg gcttcaagct
   457201 gatccgaatg gaaactttac aaacggtcaa gttaacgttg taactgttca gtttgatcag
   457261 ccgaaagaag agaagaagaa agaaccagaa gaaagcggca taaactggtg gttattcggt
   457321 ggaattccag ctggtttatt agcgattggt ggtctagtat ggttcttctt agcaagacgt
   457381 aagagaaaga agaagaggaa tatgaagaat acttagcaga agaggaaatt gctgcaagta
   457441 atgaaagtat tatggaaatt cctgaagaga aaatagtacc agagccaaaa ccagaaccag
   457501 aagaaccgaa agaaccgacg ttagatgaac aagtgcagga tgctacgaaa gaacatgtag
   457561 aaggaactgc aaaagtaatt aaaaaatggt taaatggaca gtaagggagg aacaacgatg
   457621 ttagatgaaa tctcctccaa agaaaaagct gccatcctta ttcgtacatt agaagaaggg
   457681 gtggcagcaa aagtcattga atatatgacg gctaaggaaa aagaagtatt acttcgtgaa
   457741 atcgcgaagt ttcgtgtata taaatcggaa acgttagaaa atgtactagg ggagttcttg
   457801 tatgaattaa atgtaaaaga attaaaccta gtgactccag ataaagaata tattcgtcgc
   457861 atatttaaaa atatgccaga agacgaacta gaaaaattat tagaagatct ttggtataac
   457921 aaagataatc cgtttgaatt cttaaattca cttacagatt tagaaccact tcttactgta
   457981 cttaatgatg aatcgccgca aacgattgcg attatcgctt cgtatattaa accgcagctt
   458041 gcttctcaat taattgagag attaccagat cataagcgag tagaaacggt aatggggatt
   458101 gcgaagctag agcaagttga tggtgaatta ataaatcaaa ttggggattt attaaaatca
   458161 aaattaaata atatggcatt taatgcaatt aataaaacag atggcttgaa aacaatagta
   458221 aacattttaa ataacgtttc acgaggtgtt gaaaaaacag tctttcaaaa gctggatgaa
   458281 atggattatg agttatctga gaaaattaaa gaaaacatgt ttgtatttga agacttactc
   458341 ggacttgaag atctcgcact tcgtcgtgta ttagaggaaa ttacagataa tggtgttatt
   458401 gcgaaagcac ttaaaattgc aaaagaagaa attaaagaga aattatttac atgtatgtct
   458461 tcaaaccgta aagagatgat tctagaagaa ttagatggct taggaccgct taagatgacg
   458521 gatgctgaga aagcgcagca aacgattaca gacacagtga aaaagctaga gaaggaagga
   458581 agaattatcg ttcaaagagg tgaagatgat gtccttattt aaaaacagaa ttccgaagaa
   458641 ttctgtttct ttttctgaag aaacgtatga attacaattt ccaaaaccga taccagttca
   458701 cgtagaagaa gaaatacaag tagatcatga agaacttctt gcgcagcaac aatcgttaca
   458761 tgttgagttg gctcagctaa gaaaagagca gcaaatatta gaacgagagc gtcagcagtt
   458821 attacatgat caagaacaat ttcaaataca tgtacagcag cagatgaaag agatagaatc
   458881 ggcacgtcag cagtttcaaa aagagcaaca agaaacagca tacgaatgga cagaattatt
   458941 atgggatcaa tcttttcaac tagcagaaaa aattgtgaat caagcagtag atgctagatt
   459001 gcttgatgtg ttacctattt taactggcat cgttcaaaca ttgcctactt cgtttgaaaa
   459061 actagttatt accgtacatc cagaaacatt tgaacgtatt caagaagaga agggaaatac
   459121 gaaagaatat tggttactac aattagtaga atggaaatat gatttctcct tacagttcgg
   459181 tgaattcgtt ctagaagaag agaaagagtt ctttgaattt aagtttgcac ctatatttgc
   459241 gaaacttcgc caaaaatggg aagaagagaa gttatttgag gagcaaaatg tatgaatcga
   459301 ctattaatga atgaaaacca aaaatggaat acgtttattg aaacaccgtt ttatacgaaa
   459361 gtcggtaaag ttcatagtgt acaagaacag tttttcgtag cgaaagggcc aaaggcgaaa
   459421 attggagatg tttgtttcgt tggagaacat aacgttttat gtgaagtgat tgcgattgaa
   459481 aaagagaaca acatgttact cccgtttgaa cagacagaaa aagtatgtta cggagattca
   459541 gttacactaa ttgcagaaga tgttgttata cctcgtggca atcatttact cggaaaagtg
   459601 ttaagtgcaa atggcgaagt actaaatgag gatgcagaga atattccact gcaaaaaata
   459661 aaactagatg ccccgcctat tcatgcattt gaacgtgaag aaattaccga tgtatttgaa
   459721 acgggaatca aatctattga ttccatgtta acaattggta tcggtcaaaa aattggtatc
   459781 tttgcaggtt ctggtgttgg taaatctact ttactcggaa tgattgcgaa aaacgcaaaa
   459841 gctgacatta atgttattag tttagtagga gaacgtggcc gagaagtaaa agactttatt
   459901 cgaaaagaat taggtgaaga aggaatgcga aaaagcgtcg ttgttgtagc aacgtcagat
   459961 gaaagtcacc taatgcaact tcgtgcagcg aagcttgcga catctattgc tgaatatttc
   460021 cgtgatcaag gtaataacgt actacttatg atggactctg ttactcgttt tgctgacgcg
   460081 cgtagaagtg tggatattgc cgttaaagag ttgccgattg gtggtaaaac actcttaatg
   460141 gaaagttata tgaagaagct attagagcgc tctgggaaaa cacaaaaggg atccataaca
   460201 ggtatatata ccgtacttgt tgatggggat gatttaaacg gccctgtacc agatttagca
   460261 cgtggtattt tagatggaca tattgtatta aagcgtgaac ttgcaacgct cagtcattac
   460321 cctgctattt cagtgctaga ttcagtaagt aggattatgg aagaaattgt gtcatctaac
   460381 cattggcaac ttgcaaatga aatgagaaaa atcttatctg tttataaaga aaatgaattg
   460441 tattttaaat tagggacgat tcaagaaaat gcagaaaatg cttatatttt tgaatgtaaa
   460501 aacaaagtag aaggtataaa tacgttttta aaacaaggtc gatcagatcg cttccaattt
   460561 gatgatattg ttgaagcgat gcaccatatc gtataagacc tctgcttaag aggtcttatt
   460621 tttttgtttt ttaatatttc acagattttt ttggaaaaaa actatataat agaaaaagag
   460681 agcgttataa taggaagggg ctataaaaac aggtggataa gcagcagtac gacacgataa
   460741 aattgcaaat aaatcaagaa aaagaacaga ttttgaaaga agtgtatgaa ttaacagctg
   460801 aaaaaagaaa aatagaacaa aaaaagaata tgatttatat gttgtaaaat cgcgtagtaa
   460861 agtcgtacaa actgggcaac gtataatggc tggtatgctt tcgtcacata cgttttcacc
   460921 tgaaagaata gaagaatgga atcggaaaat taaaaaaacg gaagatttta ttcaaaaaaa
   460981 tgaaagcctt ttagaacaag taaaagaaaa agaacgtgtc attgatgaga tgtatcaaga
   461041 agattgtaaa aagcttgcaa aagtacgaga aaagcaggaa gaaaaaatgc ttcttgattt
   461101 gaaaatgtgt atgaatggat gaggtgaata tagtgataca gtctgtatta ccggtgcaac
   461161 aaagtttacc tccgcaaaaa gaaaaagggc tagaagtaca atcaaaaagt gaagattctt
   461221 cattcgatcg tacgatgaga atggaaaata aaaagcagcc gaaaacggag aaaatgaaac
   461281 gagaagaagc accaaaagaa gaaaaaaaga atatattctt tctaaacaat cagtaacgaa
   461341 agaagagcca attgtaaaga aagaagaaaa aaaagagaca gaacagttgt tgttagctgt
   461401 atctgagcaa atggttgcaa ttgagcaatt acgtgtgcag ccagaattgt tatatcaata
   461461 catacaaaaa atacaagagc tatataagga atatggaaat ataaaactta acgaattacc
   461521 tgcagctgaa ttacaacaat tacaagagct cctttcaaat atgaatatca aaaatgctat
   461581 atgtttagaa gatacaatgc aaatggtatt agacaaagtg acgatgccag agcaaacgat
   461641 gcaagtattg aaagttgttg aaacagaaac ttgtaatatc gcaaagaaac aagaagagtc
   461701 caaagactta gatgtagatc ttccaaaagc tgagggcgat gatgtaaaga tagagttgcc
   461761 ggaaggtgat gtattcaacg attcaagttc tgcgggtgcg gagttattaa ataaagcaac
   461821 tggtaccgat tcaataggga aatctaatag tggcgctgag aaagtttcat tgcctgactt
   461881 aggaaagaag atggaagcac aagtagaagc actgcaaaaa tttgtagtga aacaagaacg
   461941 tgttttattt cagttaaatc cagaaaaact cggtacatta acagtgttta tgaaaaagca
   462001 tggagatcaa attgatgttc acgtagaaat ggaaaaacat gatgcgaaaa aacgggttga
   462061 aatcattttt gatgaattga gactgaagtt aaaagaaaaa gaaatcaata ttcaaattag
   462121 ctatgcagat aaagatgaaa atcgtaaaga acagcgagaa caagagcaaa gacaaaaaca
   462181 aaaattagca agtccgaaac atgaaaaaca acatgcaaaa gaatttgcgg gattattgga
   462241 ggaataaagt gtgccaacag ttggattaaa tacaacgagt acaaatcata ttccgttaca
   462301 agcaggagca caaacaaaaa acgcatctgt tactggtgca cagtcgacag ctcaacaagc
   462361 aaacggagta tcagcaagta ctcaaaaaac acccggtatt atggataaag atgatttcct
   462421 gaaacttttc ttagcaagct ttcaacatca agatccgttt aatgcgatgg atatgaacca
   462481 aatgatgaac caaacagcac agctatcgct tatggagcaa gtacagaata tgacgaaagc
   462541 agtagataaa ctgcaatcaa cgatgtattc gacggctctt gatggaggga tgaagttttt
   462601 aggaaagtac gttagaggtg taagcaataa tggaaagcaa gtgactggtc aagtggaaac
   462661 agttcgactt gctgaaaata acgatgtgca acttattgtt gataatcaag ttgtctcact
   462721 tcgtttcata gaaagggttt ctgataaacc gataacagaa actaatccgg aagatgagaa
   462781 gaaagatgat atagaaaaaa tgaagaggtt aagccagatt aataaaagga gtgtacaaag
   462841 gttatgatta aagcgttata tacaagtatt acagggatga atgcagcaca aaatgcatta
   462901 agtgttactt caaataatat tgcaaatgca caaacagtcg gatataaaaa gcaaaaagct
   462961 atttttgatg atttgctata taataatacg gttggttcac gtggtgatgg tgcttatgct
   463021 ggtacgaatc caaagagtat tggtaacggt gtaaagttca gtgggacatc tacagatttt
   463081 agtgatggtt ctattacttt aactagtgat aaaatggaga cagcgataga aggaaacggt
   463141 ttatttttag ttggtgatcg taatgctgga aatgtagagt atacgagaaa agggtctttc
   463201 ggtgtatcga aagataacta tgttacaact acaggtggac agtatgtgct aggttatggt
   463261 gtgaaaacag gaacacaaga aatagatttt tcttcacgac caagcccaat tcatattccg
   463321 atgggatcag ctgttggtgg gattcaaaca gataaagcga caataggtgg taaccttcct
   463381 agaaaccaaa atgcattatc tcacgaattc acggtttttg atgcggaagg aaactcgtta
   463441 acgttacgtg taaatattaa gcaaaagact acaaaagaga ctgtagatgg taaagaagtt
   463501 gaaaagccag tgccaggcga atatacatat acagtttctg taaggaatga ttctaaaaac
   463561 gaaaaagaat ttaagcctgt cgaaggcatg acgggcgaaa aaaatcttaa atttgataca
   463621 ttaggaaatt taaaggagac agatgaggct gtacaaaaag atccagtaac tggtgaaatt
   463681 attaagggtg gatctgttca aattcctttt ggtagtggtc taacacttga tttaagcgga
   463741 ttaacaaatt atccaacggg gaaaactctt tctaccacag aagtaacggg gcgcccagct
   463801 gcaattgcaa atgattattc tatttctgac ggtggtttcg ttatgatgaa atattcagat
   463861 ggtagtatga aagttgtagg acaactagct gtagctacat tcccgaattc aggcggatta
   463921 atgaaaacag ggaatggaaa ttacgttgcg acaccatcag cgggtattcc aggaataggt
   463981 gttgctggtg agaatggtgc aggtaatgta cgagggtcag caaaagaaag ttcaaacgta
   464041 gatttatctg tagaatttgt tgatttaatg ctttatcaac gtggattcca aggaaatgcg
   464101 aaagtaatta aagtgtcaga tgaagtatta aatgaagttg taaacttaat tcgataatat
   464161 atcataaagt aaaattgtaa tgtagtagaa agggtttttt attcgtatga cgacaagaca
   464221 agagcgaatt ttacaattgc cttttttcga aaataaacgt gaacttgctg agcaagtgtt
   464281 aaaaatggaa cgagaagagc atatatattt accggatcaa tttgaaatta agcaagtacc
   464341 tccatattca tttggcgaaa agcaatcaat cattggccgt attcatgagt tttatttcgt
   464401 aagtgttggt agcgaaggag aatggaagta tcaactgttt aaggacgaga tgaagtgccg
   464461 tgagtttttt attacactat cagggataac ggatcagcag attgcatttt ggttcaataa
   464521 catcgagtta ttgaaaagct cttaaaaagt ttttaaaagc cttaaaaaga ccttaaaggc
   464581 cctttttggg ttttgagaga ggacccggcg atatatggta gcggttagtg cctaatagat
   464641 tctcgaccgg tgtttaaaag cccagagata tgtagagtta ctagggtaat atgagaagat
   464701 ttaatcgaag tgtagataac agacatgatt tgcacgtagt tgtaagagca tagatatgag
   464761 agctactggg atgagataat catttcatag tagaccagtg ccttttggat agtttgtgac
   464821 gatagatttt tataaaagga gaggtgagga ggatggcgca gaataagtat cgcgttacat
   464881 tcatttcgcc aagtgaggtt gagcagcgga ctgttatggc ggcgagtagt ttgccggatt
   464941 taattcgtaa agtagagagt attattgcag atccgaacgg ttattttgta aatgataaaa
   465001 aaataattgc tattttaaag tgattaaaga taatgttgcg tttattcaat atgagttact
   465061 attttcggat aaggaaattc atattgaaaa attaaaacat atagcaccag ctatattgaa
   465121 acaattattt aaaaaaataa atgatccaga attatatgca cttgcgctac ttgatgttga
   465181 tatagcgacg aaagaatatg tgctagaaga aatggattcg gagctaagaa taagagtaga
   465241 aacggagctt tcgaaaaggt gggaagcaat gccgacagaa attgtaggag cacaagaagt
   465301 gttgttagag gcacttgctt cgtttataca agattaattg tctttttaaa taaatgaatc
   465361 gtccaactat ctatattttt tatatagata gttgactttt tcgttttaat aaagcttaat
   465421 aattagatat acggaattaa tggaagggga gcgacacctt tatgtcacaa gcacaaagta
   465481 ttttattaga aagcggaaca aatgaattag agattgttac atatactgtt ggtgaaaacc
   465541 tatttagtat taacgtaatg aaagtacgtg aaatcattaa tccattccct gttacaactg
   465601 tgccagaatc tcatcatgca gttgaaggtg ttgttcaagt acgtggtgaa attttgcctg
   465661 ttattaattt agcaacagct cttaatttaa aatcgacaaa gccacttgat caaacgaaat
   465721 ttattatctc tgaattaaac caaatgaaag ttattttccg tgttgatgaa gtgcatcgta
   465781 ttcaacgtat ttcgtgggaa caaattgatg aaccagcttc attgtctatg gggctagaag
   465841 aaacgacatc tggtattgta aagctagatg ggcaaattat tttgctatta gattatgaaa
   465901 aaattgtatg tgaaattagc ggtactggtt atgacaataa atcacttgca gggttagaac
   465961 agaaaacaga tcgagctgaa aaagttattt atattgcaga agattcagca atgcttcgcc
   466021 aaatattaga agaaacatta tcgtcagctg gatatacgaa aatgaacttc ttcagcaatg
   466081 gtgcagaagc gttagcacaa attgaaaaac tagcgaaaga gcaaggggaa aaaatgtttg
   466141 aacatattca cttgctaatt actgatattg aaatgccgaa aatggatggg catcatttaa
   466201 cgaaagcggt taaagatagt gaagtaatga atcgtttacc agtcattatt ttctcttcat
   466261 taattacaaa tgaattattc cataaaggcg aagctgtagg agcaaatgct caagtaagta
   466321 agccagatat tcaagagtta attggtttag tagataagct agtgctttaa aagcttcttt
   466381 ttagctggaa tagaggaact agccatgtgt ggagcggtca gtgcttaata gagccccatg
   466441 ccatgtgaga ccagagatat ggagtggttt taggtcagta gaagaaaaga gcctttgatt
   466501 gagggtttga agaactgata tacaactcta ttttttagta gggaggaggg aactagccac
   466561 gtgtaagtag tactggctag ttcctttttt gcattctata ctctactgta caggtagaaa
   466621 gattaaacgt ttctggagtg tttgtggctg tatgaatagt ctctacttcg agattttcaa
   466681 ttcgtttaat gaataaatag cgggcttgtt tatttgaaaa tataagagaa cgtatttttg
   466741 gaatatgcta gtaaggttgc gtagtaacgc aaactttttc ggtgaaaata tatccgaaat
   466801 accatataat ataattaata tgtaattatg catattaatt aaaaataatt tttctatttc
   466861 tatactttct atacattttt gtatgtttat tatttgacag ataattttga aatgttataa
   466921 tatggatatg taaaaattgc tattttctga aaagacatgg gagtcagatg agaattgtga
   466981 aaggatgagg gggagtgaca cagattatgt atcaccacac agcaatcaat gtattaagtc
   467041 ttttacaaaa catgtcaaat aataaaatga acgatatgca actagaagcg gaatttaaaa
   467101 aaatagaaaa acaattccaa gtaaaatatg aagaactagt tgatttatat aatagaatgg
   467161 tattatttca aatagatata gaaaaacatg gtgggatgcg agcatatgaa aaatcagcga
   467221 ttacatggct gaagtctgag ctagagttac tgtatgaagt gtatcaattt tcccaacgtc
   467281 acggtttaaa cattattaat atttcaaaat acgttagtaa aaaagaacta aatctttttc
   467341 cgaaaacaga aagtcaatta caaaatacgt attacaaatt aaaaaaatgt gaaataccgt
   467401 ttgaaaatat tgaaaaacaa aaaccaggac gaaagcgaaa atatacacct gtaaaagaac
   467461 cgattgttga aataaaaaaa gaaaacaagc aagaatttag aaatgaagtt ccaaatacag
   467521 agaacgaaaa aaatcttgta acagttatat ctggcattgt tgataatttt gaaacgatta
   467581 gtcagtgtag tgaaagaaaa gagcatgaac tacatcagtt catggaagga atctataagc
   467641 tttctagcat ggctgcagag cgttcaaaag atgaaaagaa cgcacgtggt ctcgaaggcg
   467701 aattgcatgt attacgggct gaaaatgaaa agctaaagcg agaaaaggaa gagcttgttc
   467761 atgatataaa agaaatgacg catcatttaa ttcatttcat tacgagttct gatattgatc
   467821 aaattcgcac attgcctttc ttcgtaaaag attgtaaaca agatttgcat aaattagggt
   467881 tatataacgc acaagacggt aaaatgaaaa ttatggttga tcgtagtgga caggttatga
   467941 ctgtaacaca gtaataaaat ttgggtacaa aataaaaggg agatacatag cttatatgta
   468001 tttccctttt gtttttttaa gaagaggaaa gattactact tgaaaacata cttattattt
   468061 ctttagctaa aagatttaaa tgatagtgct aaatacaaga aaagagtaat ttttatgttc
   468121 tgtaaaaatg tatttgccct taaatatttg tacataataa ccggtatgaa acgtattaat
   468181 aaaaaagtga atgtatagcc tttttgtaag aggtttatga gatgaagaat cttttttaag
   468241 gactaagttg acaatggatt aaacagtatt gttttgtcaa tatctacaaa cttggaacaa
   468301 ttatcaaaat tatttactag cattgtagag ttagtaattc gaatttccct attaaaaacg
   468361 ggaaggggcc gcattcatat atttggagga attagtagat aaaaaggcat caaaaagaga
   468421 gaaatgcagc tatcaaatgg ataatcaagt taactaacat tgctatatgt tgcaaacgga
   468481 ttgtatgtat gttttatcac aatgacgggc ggaaaaggct gagggtttag attattatat
   468541 atggacatag cttgtctgtt gtaatgagac agacaagcta ataattaata ggtgatatat
   468601 ggaagttata taggtatccg tgaaattatg gcatattaag aagaacaaaa tgtctcaaga
   468661 gaatattatt cagaaaaatc aggggcaaga tgctcgcaga acaattataa acagaagtaa
   468721 ttgcctaaat accatttgta aggcgagaaa acagagacct gtatatacat ggtgaagatt
   468781 cattcattca ttgtagagtt gtttatatct ctagtgaaga atctacttta gtataattaa
   468841 tttagtataa aaatcaaagg gagttaatta gtacatatgt attttccttt gatttttaaa
   468901 tatcaggtag tgaaaactaa aactgagtct gtaacacgtg atatttataa aaataaaaaa
   468961 aatcactatt aattatgtaa aataataata taatgattat aggattatta tttttgaaaa
   469021 ataatggagt aagtgattgt tattaaacct tttatattag cctgtttaat agtaaaaaaa
   469081 cgaaaagata tattggggaa gtgtttatac tctcttgaaa gtataggtgg tgaaattatt
   469141 attgttgata acggttcaac agataaaaag aaagagattg cacaaaagct tacggataaa
   469201 gtatatgatt ttaaatggat gaataacttt gttgaggcta gaaattttgc tgcttcaaag
   469261 gtgagtggaa catggattat tgcggtagat gcagatgagt gcatagatat taataatttt
   469321 gttgcagcaa tggaagagat taaatcttat aaagacaaaa taagtatatt ccttgtagag
   469381 ataatgagtt ttgtagggga taatggtgag gaaattacag taaacaccat ggcgcggcta
   469441 tataaaaatg atgggagtgt ttatttttta tggtggaatg tttagtgaaa ttaaaatgct
   469501 atgaagaagc attggatatt gtgcgtgata cagaatcgtt gtggccagat tcgttagatt
   469561 ttactggtga tttttacttt ttataaaaac gatatgatga tgcgagagaa gcgtatgaaa
   469621 gtattttatc aaataatatg ttatatgaag aaacgattta ccattttgat tgcatatcat
   469681 ttttatcaaa tgagtgttta ggacgtattt acagaattga aaaaaatgat gaacaagcaa
   469741 tctaacatta tattgaagcg tgtaatgaaa atttagcatc agttaatgtt attgaaagaa
   469801 ttatatgtat attaagtaaa tattatactg taagtgaagt ttatgaattt ataaagaatc
   469861 aaaatttaat tacaattaat aaagtgtaca tccatattgt gaaatatatt ttaaatatcg
   469921 aatttgctga attagctaag ttaatagaag aggatttggt agaagataat gacgaattag
   469981 ttcgtgtaat actcttgaag tcgaatataa ttacagcatc ttatgttgaa aatgagggga
   470041 tagttttcaa aatggaagat atattattta gaacagaaat aggaatattt gatttagcgg
   470101 atttatgtat cttacatgaa ataagaaaag atgaaaatgt taaaaataca agaatctaat
   470161 tttgaatatg tgtttaaaca tttatagaat tgaatcaatt tagaaaaatt aaacatgatg
   470221 tatatttagt tagctattat aggaagagct gttcgatata ataaatcagg atttatggag
   470281 caattaatgg gggataggta tgtttttaag aatgatatta atgcaaagct tgcagattta
   470341 ttttttgaaa atggatacga ggaaatagct ttgaatcact atcaattagt gaattgcaat
   470401 caattcacta agatgggata tatataatta aagggttaat aaatcaacaa aatttcgaag
   470461 aagcatggaa tgtaatccaa gaagctatta ataagtttta taatgattat cgtttttata
   470521 aatatgctat tttacttgat tgtaataata aaaatttaaa aattggagat aattcggaaa
   470581 aaaccacagg tagtaagtgg ttaaaaaaca gtaaacaaat taaggagtta ctattaaata
   470641 taaaaggaga aaatataaaa tgaaaaaggt attagttatt gctcatatat tcccaccgtt
   470701 aggtggttct ggtgtacaga gaacgcttaa atttataaaa tatttaagag aatataatta
   470761 cgagcctatt gtagtaactg tgggagaatc agatttttta tttaaggata cgagtttatt
   470821 aaaagaagtt ccagaagata taaatattat tagggtggat gaaccagagg cgattcaaaa
   470881 agaagtatta gagaaaacag ttgaattata taagtctctt attaaagaag tccctatatt
   470941 aacagagtat atttctatac taaagaataa cttgaatcaa cttaatcaag ttgtattacc
   471001 ggatcaatat atattctggg caatgcatgt gatagaaaaa attcaagaag aaatcgattt
   471061 gaataacata gatttggttt atacaacatc aggtccatat tcggatcatg ttgttggcta
   471121 ctattataag aataaattta ataaaccgtg ggtatgcgat tttagggatg aatggtctaa
   471181 taatccatat tttaattata ataaagatga aattatgttc aaaatcatta aatctatgga
   471241 agaaacattt gtacaaacag cagatttaat ccttactaca actcccttag ccactgaaaa
   471301 ttatagaagg atattcagtt tacctacgga taaagtagtt acaattacga acggatatga
   471361 tgaacttgat ttttctaaaa tagtaaaaaa ggtgaaaatg aatgaaaagt tcacaattgt
   471421 tcataatgga atgctgtata tgatacgtac accaagaacg tttttattag ctttagcatc
   471481 attaattgaa aaaggtgcta ttgataaggg aaaagttcaa gttcaatttt cttttactga
   471541 aaatcgtgaa caatggttat tggaaagccg acaactagga ttagaggaat gtgtaacgtt
   471601 ttcagattat acagagcata gtgtaagttt acaaaaagct tccgaagcaa ctgtactatt
   471661 gttaatagtt ggaccaggag aaaaaaataa atcagtgtat ccagggaaga tatttgaata
   471721 tttaagatta ggaaagccta ttatttctct gtctccaatt ggaggagtag tagatacgtt
   471781 aatccaacaa acaaaaagag gctacaatgt agattttgat aatattagag gtatagaaca
   471841 aagtattttg caattatata aaaaatggga aaaaagtcga tcagaagatc ttcctgttag
   471901 tgcagagatt agaaggtatg aaaggaaaca attaacggga aaattagcga aacaattcga
   471961 taaagcaatt gtaatctcgc aagataaaga taatgagcaa atacaattgg ctcttatccg
   472021 agaagatata agacaattaa taaatcaggg tatgatttca caggcaaaat acttaattag
   472081 tgaatatgaa aaaacattcc caataacgtc ggaaatatat caaatgaaag ggattgtagc
   472141 ctttagtgaa aataattatc tagatgccga aaactttttt aaactagcat taaaattata
   472201 tcattttgat gtggatgcat tatttaattt aggatatcta tatgaggtac aagagcaata
   472261 tgatagagcc gtacaaaact acaatttggc tctcgaatat tgcgatgatg aattattgaa
   472321 ggaagaatta cattcgaaaa ttcgatttat acagtcaaat tagacatctg ttattgtaga
   472381 agagagaaag aaacttgatt tttttcaatt aaagatggat acaaattttt aattgatatt
   472441 attaaggaac tattagatca atatgaagtg aaaaaagtga tagtggaaga tattaaagca
   472501 gcttgagtct gctatgcact gggctgatat atgctagttt gaatggtgcg atggaataat
   472561 tgcttatgca agtagattaa gtttagcaag gaaaaagaaa ataatttgta gggatactag
   472621 actaacttat ataccctaga ctttcttaga gaacaaggaa catttataac ctgaaaattt
   472681 tagattgtag tatttttgcg gaaaaggata tttaaataat ttgtggtaaa aaggattggg
   472741 gctacacaag tgatttgata atccactagc aatagagaaa aagggcgctt agtaaaatgt
   472801 accctataga atagatactt aaaaaagtct attctatagg gtatttcttg tataatgaga
   472861 gaaaaatgag aatcggggaa atttcaaaat gattaaaaaa ctgttcgcag aaaaagaagt
   472921 tcaaacacta tcaaaaaaat cgatacgtaa aatcagtcag cgggaaaggg attccctata
   472981 cagatgaatt caaacgtatt tttattgaag aaaataaaaa aggaaaaccc cctcgtgtta
   473041 ttttgaagaa tgtggatttg atgtagaaat catcgggata caacgcgttg tatcatcagg
   473101 aaataatggc gtacttccca taagaaaaat gttttatttg gtctaagaga tacacctaaa
   473161 gaaaattcgg gaagaaagct agagagagaa cctacattag aagaaaaata tgcacgtttg
   473221 gaagcggaaa gaaacttatt aaaagctgaa aatgaactgt taaaaaagaa aaaacttatg
   473281 gaagagagaa tgggaaagaa ataacattac aacctagcca aaaaatatgt gttaattcgt
   473341 tttgttattg aaaaatacaa cctcaaaaac gtggtgaggt atctatgtaa aattgctgga
   473401 gtttcacgtt cagaatacta taattatttt tccgtttcct cacaaaatca gcggaagaac
   473461 aaaatggatc agggtgaaat atcgaaagag ttcatattaa aggcatttcg ttttaaaaac
   473521 tgaagaaaaa gggttcgtaa aatcaaaatg acattggcgg gtcaatttca agttgtctat
   473581 aacttgaaac gtattcgtag aattatgaag aaatgtgaag aaatatggga ttatctgtcc
   473641 cactcgtaaa gcgaatcctt acaaaagaat gacgagagcg acgaaagaac atttcgtggt
   473701 accgaattaa ttgaagcaag aattgaggaa aggtgtacat ggaaaggtgc ttcttgcaga
   473761 tatcacatac ctgttttatg gtaggaatcg gaaagtatat ttatctacta ttctagacag
   473821 gtccacgaat gaaattttag cctatcatgt ttcagggcag ctcacataag atatcgcaac
   473881 aatgacattt gacaacctaa agaagaataa gaaaattcga ttgactaaag atgcctatat
   473941 tcattccgat caaggagctc attacataag tccaatctat caaaaattag tcgaaaaaat
   474001 taaaacttgg acaatcgata tcaagacgag gaaactgttg ggaaaatgcc cctcaagaat
   474061 cctttttcgg gaatattaaa tatgaagcgt atataaaaac ttgtacatct tccgcccagc
   474121 taatacaaga aattaaagac tatatgaaat actataacca gtatagatat cggtggaatt
   474181 taaagaagat gactcctgtt gaatacagaa atcaccttct taaggccgcc taactttttt
   474241 aaaatgtcct ttacagaggg tacagattag aaagacagaa gctttttaat catgcgtact
   474301 tatttacacg ctaggtatgt gtctctttag aagtaacata tattatggtg aaacgagtat
   474361 gtaaaaatct atctattaaa atgttacgat ttttctttga aactccttat atattcatgt
   474421 tttataactt ttaaagccta attggagaag tattaattta ataaaataaa ttgaattatt
   474481 taacagggaa attaagaagc atacataaga aagaaggttt tttgttttac aacatattgt
   474541 catttaggct tcaaacaagc acagtcagaa ttaacagcga tatttgaaga aaaaaattaa
   474601 agaacttcta caagaaaagg aattcttcat ttatacaaag ctattgatac ttacgctctg
   474661 aatatattga tttacatgat ctggtttgaa ttttaaaaaa gaataaaaga tacaaatttt
   474721 ttttgaaatt acctagcata ttttcaaaaa aaagtatgat aatattatat ataaatatga
   474781 aaatataata taaaaatgat atttcgatta taagaaatat catttgggag gattatgaga
   474841 atgaaaggta aaaattcgaa gtttttagca agtgtatgtg taagttcagc attaatggtt
   474901 tcgactgtat atccatcagt caatgctatg gctgcggaag tagctatagt aaaaacaaaa
   474961 gcagtgacag tagatgcgat tacagtagca aataatgaaa aagaggcaga agatacaatt
   475021 aaagtaactg gtttagtaac cggcgatatt gtaaaagtct atgacgcagc ttcaaaagga
   475081 aaagaattag gaacaacaaa agtagcggaa aatgcgacag atgcgacaat tacaggaaaa
   475141 gatttattag cagtagcggg tggaacagta tatgtaagtg tacaaagtaa agatcaatta
   475201 gaaagtccac gtacggcgaa gaaatatgat acgcaagtat cactggcacc ggctgtaaaa
   475261 aatattgtta tattaaataa tgatgatgcg gacgatattg ttcgagtaac aggattagag
   475321 tctggtgacg tagtaaaagt atatggtgaa gcaacaggtg gagaggtaat tgaaaaagca
   475381 acagtgcaag gtaataaaac agcagtaaat gttaaaatac ctcaattggg gatagaagct
   475441 ggtaaagtat atgtaactgt aacaaagcct aataaagatg aaagtaaacg tgtaggaaaa
   475501 gattatattg ctgaatgatg gtaaaattgt acatttgata taaaatcaga ggtagaaaga
   475561 gagtgcgcta taagtagcta aataactatt tatagtagcg ctctttctct aattaatgaa
   475621 aataagattc cttgattgta aaatttaaaa atgtttttgt ttttttaatt atagtcttaa
   475681 tatatccata aatagttttt tgaaatcata ttttaaaaat attttatata aatattaaat
   475741 cattttataa aaatcgttaa aaaaagtgaa atggtaatat aatgattaaa ggttatacat
   475801 ttagcataaa taaaggagaa aattataatg aagccttttc tatcagcttg tttaattgta
   475861 aaaaatgaag aagaaatgtt ggggaaatgt ttagagtctc ttagaagagt aattgaagaa
   475921 attattgttg tcgatacagg atcaacagat tcaacaaaag aaattgcaag acaatttaca
   475981 gataaagtat atgactttga gtggatgaat gatttttctg aggcgcgtaa tttcgcagca
   476041 tctaaagcga atggggaatg gattattgcg attgatgctg atgagtgtgt agaccctgat
   476101 aattttaaag aggctataaa agaaataaaa ttccatcaaa ataaatttaa tatgtattta
   476161 gtggaaatta ctagtttttc aggggcatta ggagaaaata caactgtaaa tcaaatgcca
   476221 agaatatatg taaatgatgg caccatttgt tataaacgtg ctattcatga gcaattggaa
   476281 gcagtggaag ggggactaag agtatcttta tcttctctta aggtctatca ttacggctat
   476341 ttatcaaatg tagtggtcaa acaagataaa aaatcgtaat atacaaatta tagagagtga
   476401 tttaaaaaaa gaagaaaata aagctttttc ttactttaat tatggacaag agcttcgaag
   476461 attaaacaag aaagaagaag cgctggataa ctttattaag gcatatacat ataaaaatag
   476521 tgttgatgaa ggttgggtac gtacatgttt attttttatt gtagagtgtt tagttatgtt
   476581 aaaacgttat gaagaagcat tagaaattgt acgtgataca gaagagttgt ggcccttagc
   476641 tccagatttt accttttgga aaggggaaat ttatttttta caaaaacgtt atagtgatgc
   476701 aaaagaaatt tatcaaaata ttttagtaaa cagtgagatg tatacagata taatttatca
   476761 ttttgatcga aaaacattct taccacatga acgtcttgga caaatttatg aaattgaaaa
   476821 caatgaagaa gaagcgatta atcactacat acaagcgcta aatgaaaatc ctttatcagt
   476881 tagaatcatt acaaaaattg tatatatgct atgtaaatac tatgaaccac aagaagtgta
   476941 tgaatttatt agtaatcaaa atttaattaa aacggatata atacgtatag caattgtgaa
   477001 atgtttgtta cacttagggt ttgtatcatt ggctagccta ttggtagatg atatggaaaa
   477061 tggaaaagaa aatttagtaa atataataca gataaaagtt gatatgatta ctgctatgga
   477121 aaataaaatt attaactttg aaacagaaga tttattgcgg ggaattcaaa atggagtatt
   477181 tgatttagct gatttatgtg ttttatacga aattactaaa gatacacgta taaaagatgt
   477241 tatgaaacgt tcaaattttt ctcgcgtatt tgccttttta tttgaagaat ctaaatcgat
   477301 tcaagaaata aaagaagaag agtatttagc attgcttgat agagcttgtc gttataataa
   477361 accagatttt gtagaaaaat tgatttcatt taaatctctt cttaagagta atagtgatgc
   477421 gaaaattgca gacgtatttt acataaatga atatcaggat atcgcaatgg atttttatca
   477481 attatcagat gagaaatata ttacagagca ggggtatgta aatataattg agtggttaat
   477541 tacaaatgat actattgaag aagcctatcg tattacagta gaagcaattg ataaatatag
   477601 taaagatttc cgattttata aatatgctat tgaattaatg aaagaagata gggaaggagt
   477661 tatgatgaaa gggcttaagg tgtttcccga tagtaagtgg ttaaaaacta atttaatacc
   477721 atctaattaa aaagataata gataaaatgt accttataga ataaacactc gaaaaaagtc
   477781 tattctatag ggtatttctt gtataataaa ataaaaattg ggatcggaga atgtccaaaa
   477841 ggacaaaaaa gcaatttaca gaaagagaaa ttcaaatttt atcaaataac ccatacgtaa
   477901 aatctgtaag cgagaaaggt atcacttata cagcgaaatt taagcatatt tttattgagg
   477961 gaaatgaaaa aggaaagtta cctcgatata tttttgaaga ctgtggcttt gatatatgat
   478021 tggaatgaaa caggttatgt catcaggaag tagatagcat gctgcttata gaaaaaatgg
   478081 tgtatttggt ttacgtgata cacgtatcga aaacgcagga agaactcttg agagggctta
   478141 cgttagaaga aaagtatgcc tgtttagaag ccgaacgaaa ctcactaaag gcggaaaatg
   478201 aattgcaaaa aaaatcaaac ttatggaagg gaggatgaga aagaaataac actaatacat
   478261 agtcagaaat tcatcttgat tcgttctgtt atcataaaat acaacttaag gaatattgtc
   478321 attcatttgt gaaaagtaat tatagtatcc cgttcggaat actataatta cttttcgaat
   478381 tcttctcaag aacagcggaa acaaaagaaa gatcgagatg aaatcatgaa aaaagccata
   478441 ttaaaagcac ttcgatttag aaccagaaag aacagggctc gtgaaataaa gatgtcattg
   478501 gcgagtcagt ttcaagttgt ctacaattta aagagtatcc gtagaagcat gaagaaatac
   478561 gagattgtct gtccggttcg caaagcgaat ccttataaaa aaatgctgaa agctacaaaa
   478621 gaacatcgaa agataccgaa tcaattaaat cgggaattta aacaaaatac gccagggaaa
   478681 ccacttctta cagatatcac ctatttagtt tacggtaaaa ttcaaaaggc ttatttatct
   478741 acaattttag atggccaatc aatgaaattt tagcttacta tgttttagaa cagatgatga
   478801 cattagaacg acacctcttc ttaaactaaa aaggaacccg aggattctat tgactcaagg
   478861 tgcttatatt cattcaaatc aaggagccca ctactcaagc cctacctatt aaaagctagt
   478921 caaaaagcta aatctcgggc aatccatgtc aagagaagga aaccgttggg ataaggtcct
   478981 acaagaatcg tttttggtca tctgaaagat gaagcgcata taaaaccttg tgcatccttt
   479041 tttgagttga aatcaagaga ttaagaaata tatgacatac tataatcact atagatatta
   479101 atgaaattaa aaaagatgac tcctgttgaa tacagaaatc attttcttga tggtgcctaa
   479161 ctttcttcaa aatgtccttt acaaagggta cagattaaat agctgtaaaa agaagtaagg
   479221 aataaatatg aactacatct ccaattgtta gacacaatct aacaattgga gatgtagttt
   479281 tttatgacta aatttacttc agaagacaaa atgaatgcag tcatacttga aattaatagg
   479341 taggaggggt attgcgtgaa acagtttgat taaaagcttt taatcaaact gtagaattgg
   479401 tataaagtgt ataccgattt tataagaaaa ttgagtattc attaaaagtt gttggaatag
   479461 aatttttcta tagtaatgaa aataccaata tttcaagaaa ttaaggatta agtaaaagag
   479521 aatttatagc atgaattgtt acttctctaa agaaaaagtc ctcaaatcgc ttaaaagcga
   479581 tttgaggact tttttacagg ttgctaaatt attgtaataa tttacttacc atttgtggag
   479641 tttggtttgc ttgagaaagc atgctgatac cagcttcgtt caagattttg aatttagtca
   479701 tttcagacat ttcttttgcc atatcagcat cttcaatttg agaagcagct gacgccatgt
   479761 ttgtagcttg gttgtttaag ttttctacgt tacgatccaa gcggtttaaa gttgcaccaa
   479821 gtgttgcacg gttaccagca actgtgttaa gggcagtatt taaagctgaa atagctgcta
   479881 atgcgcttgc agcaccactg atagaaatgt tagaagtagt tgcatcaatt cctaattttt
   479941 cagctgtagt atttgctaat ttgattgtga tttgttgatt agtagcagaa gaatctagtg
   480001 tttcaatact aatttccgca ccagaaatag atgtgctacc aattgttact gctccagttc
   480061 cagctaatag atttttatcg ttaaactctg tatttttagc aatgtaatca atttgttctt
   480121 gtaattctgc aaattctttt tgtaatgctg attggttttc agcagtattt gtaccgtttg
   480181 aagattgtac agcaatgtca cgcatacgag ttaaaatatt cgatacagag ttcattgcag
   480241 attctgcagt acggattaat gacatcccgt cttgtgtatt ttgtgaagct ttttctaaac
   480301 cgctttgacg agcacgcata cgagttgcga ttgcaagacc tgctgcatca tcagctgcac
   480361 tgttaatacg cttaccacta gataagcgat tcattgaaac attcattttg tcttggtttt
   480421 ggcgcatgta ctcttgagta cgcatgctgt taatgtttgt attaattctc attttaagaa
   480481 cccccatttt tttatattga cttttctgca aattgaaaaa cggtaatatg cgaaaaaatc
   480541 aatttcgaga tttattgtaa tccctgtcat agcgggtgtc aactaaaaat tcgaattaat
   480601 aaatataaaa aaataacagt ttaacaatat attcattttt ttattacaat attattaaaa
   480661 ggattattgc aaactttaaa aaaaactcta atattagatt atctttgttt accgaaaagg
   480721 tgatattatg ttagttggaa atatagtaaa agaagtgctt gcatataaga aaggacaaat
   480781 tcagcaaaag ctaagtagtc cacaagcatt cgttagtagt cgttttcaag agaagttgca
   480841 gagtgaacct gcgaaggaga cgaagggtac tacgcagctg gcaaaggtag aggatatgag
   480901 tcagccggta caatctacga aaatagaaac ggtcgtaaat aaaccggaac aatctattca
   480961 taaagtagag gaagcgagta aacctgaaga aaaggctgaa acgaagaacg tagatgaagt
   481021 gcaagtcgca caaaaagagt ttgaacgacg tttcccagaa acgaaaaatg aggctgctga
   481081 tacgtgggga ttaacgaaga agtataatat tcaaaaaata cgttcttcaa atgaaggaaa
   481141 gtatgaggat attatagatc gtgtaagtca tacatacgga attccgaaaa cgttaattca
   481201 aaaaatgatt gaagtagaat ctgattttaa tccgaaaacg gtgtcacatg caggtgcgaa
   481261 gggtcttatg cagcttatgc cagcgaatgt gaaagagatg ggtataaaaa atccattttc
   481321 accagctgaa agtattgagg gcggcgtgaa agagttaagc ggttatttaa agaaaaataa
   481381 cggcgatctc gtactagcgc ttgcatctta taatgcaggt cctggtaatg tgagaaagta
   481441 cggaggcgta ccaccattta aagaaacgca aggatatatt aaaaaaatat taaatatcga
   481501 cgtttcaaaa taagaagttt catatataga gagaacatga aattttcgtg aacatgatat
   481561 gggagttggc tagatttgaa attacaagat gatattccgt taacaattta ttttgaaatc
   481621 ggaaatacga aaaaaaattg aagatttgct tcatattacg aaaggtacat tgtatcgtct
   481681 tgaaaattca acgaaaaata cggtacgtct tatgcttgag aatgaagaga ttggaaccgg
   481741 aaagattttg acgaaaaacg ggaagatgta cgttgaaatc gttgaattga aaaggtaggg
   481801 aaggggattg tcatgagtgg cgaaaaatta agccaagagc aaattgatgc cctgctgaag
   481861 gcggttaatg aaggcgagga aatgccagct ttcgcacaag aagcaggaaa gcaagagaaa
   481921 tttcaagagt atgattttaa tagaccggag aagttcggtg ttgagcattt acgtagcttg
   481981 caagcaattg cttctacatt tggtaaacag acgtcacaga cgttgtcagc gcgtatgcgt
   482041 attccaattg agttagaacc ttcaacggtt gagcaagttc catttacgag tgagtatgtg
   482101 gagaaaatgc cgaaagatta ctatttatat tgcgttattg atcttggcct tccggagctt
   482161 ggagaaattg ttattgagat tgatttagct ttcgttattt atattcatga atgttggctt
   482221 ggtggagata gtaagcgtaa ctttacgatg cgcagaccac ttaccgcatt tgagttttta
   482281 acattggata atatttttat gctcctttgt aaaaatttag agcaatcatt tgaaagcgtt
   482341 gttgcgattg aaccgaaatt tgtaacgaca gagagagaca gatccgaatg cattaaagat
   482401 tacgacagca agtgatatta tttcattact aaacgtaaat atgaaaacgg atttttggaa
   482461 tacgacagtg cgtatcggaa ttccgttctt atctgttgaa gaaattatgg ataagttaac
   482521 atctgaaaat attgtcgaac attcttcaga taaacgtaag aagtatacgt ctgaagtgga
   482581 agtgaaagta aatcaagtgt acaaacctgt tcacgttgcg attggtgagc agaagatgac
   482641 gatgggtgag attgaacaaa ttgaagaagg cgatataatt ccgctgcata cgaaagtttc
   482701 ggatgaatta ctcggttatg tagatggaaa gcataaattt aattgtttta ttggaaaaga
   482761 tggaacgcgt aaggcgctct tatttaaaag ttttgtagag taggaggatc cgtatgaaac
   482821 atgaagtatc tcctgtgtca ttaatggaat tagaagattt tgcaggaaag cgaaacgaag
   482881 caagtaaagc acatattgat actgtttcag atatttcgat tgaacttggt gtaaagcttg
   482941 gaaaggcatc tattacgctt ggtgacgtga agcaattaaa agttggcgat gttctggaag
   483001 tagagaaaaa cttaggacat aaagtagatg tatatttaag taatatgaaa gtcggcatcg
   483061 gggaagcgat cgtaatggac gagaagttcg gtattattat ttctgaaatt gaagctgaca
   483121 agaagcaagc tgcgcttatg aaagcgcaaa gtcaaatgca agataaagag tagaggagga
   483181 gtcatatgtc gtatatgacg accttatttc aagtcgtttt actgtttggt gcgctcggct
   483241 acggtgccta ttatatgacg aaaaagacgc gcaagcagca gttttttaaa caaggtgaaa
   483301 atggccacat tcaagtgaag gacggcgtgt atttaaatca tcaaacgagc gcttttttat
   483361 ttgaagtgga tggtaagcaa gtgttcactg ttattagtaa taacggtgtt caatctgtgc
   483421 aattaacagg aacaggaaat cagtttcaac aagcgctaga agacgcggtg aagagtgaaa
   483481 cgaaaaaagt agaggatcca tcatgagaat aaagaaacag ttatcgttat tagccgttat
   483541 tttcgtattt tctatcgttt tttcaattat ttttgtaaat ccagcgtatg cagcccaaaa
   483601 cggttttatt aatttcgaaa atggaaaaga gtttacgagt aactcaagtg tacagttatt
   483661 tgcgctcgtt acccttttat cattatcttc atctatcgtt ctattattta cacattttac
   483721 ttattttatg atcgttcttg ggattacacg tcaaggactt ggggtaatga atttaccgcc
   483781 gaaccaagta cttgttggac ttgccttatt tttatcactc tttacgatgc agcctgttct
   483841 tgggcagcta aagagcgatg tgtgggatcc gatgacaaaa gagaaaataa cagtaagtca
   483901 agctgcggaa acgacagcgc cgattatgaa agagtatatg tcaaagcata cgtataagca
   483961 tgatttaaaa atgatgctga aagtgcgcgg agaagagttg ccgaaagatt taaaggatct
   484021 atccttattt acgctcgtac catcctttac gttaacgcaa attcaaaagg gattgttaac
   484081 agggatgttc atttatttag cgtttgtatt tatagatttg attattagta cactgttaat
   484141 gtacctcggg atgatgatgg taccgccgat gattttaagt ttaccattta aaatactcat
   484201 tttcgtatat ttaggtggat atacaaaaat cgtcgacatt atgtttaaaa cggtcgcctg
   484261 aagcgtttga tgctatgtga taggagtcat ataaatgaat acgtcaccaa ttatagatat
   484321 ttttcaaacc tttttttata aaggggttat gattttaatg ccggttgccg gcgttagtat
   484381 gattgtcgtt attatcatcg ctgtcattat ggcgatgatg caaattcaag agcaaacgct
   484441 gacgttttta ccgaaaatgg cgagtattgt actcgttatt atcattttag gtccgtggat
   484501 gtttcaagag ttaacgacgc ttattttaga tttatttgat aaaattccat cgctattgcg
   484561 ttcgtactaa gataggggaa ctgaaatgaa tatggaatta tgggcggcga cgttttttgc
   484621 gttttgccgc attacttcat ttttatattt tttaccgttt ttctcaggtc gatccattcc
   484681 agcaatggcg aaggttacat ttggacttgc tctttccatt acagtggccg atcaagttga
   484741 tgtctctcac ataaagacag tttgggacgt tgcagcatat gcaggaacgc aaattgtaat
   484801 tggactatcg ctttcaaaaa ttgtagaaat gctgtggaac attccaaaaa tggccgggca
   484861 tattttagac tttgatatcg gtttatcaca agcaagtttg tttgatgtaa acgcaggttc
   484921 acagtctact ttactatcaa ccatttttga tatatttttt ctcattattt ttatttcact
   484981 tggcggcatt aattatttcg ttgccacgat tttaaagtcg tttcaatata cagaggcgat
   485041 ttcaaaattg ctgacgacta gttttttaga tagtctactc gcaacgttat tatttgcgat
   485101 cacatcagcg gttgaaattg ctcttccgct catgggaagt ttgttcatca ttaactttgt
   485161 tttaatttta atcgcaaaaa acgctccgca attaaacgtt tttatgaatg cgtatgttat
   485221 taaaattaca tgtggtattt tgtttattgc gatgagtgta ccgatgctcg gttatgtgtt
   485281 taaaaatatg acggacgtat tgcttgagga atatacgaaa ctatttaact ttttcttaac
   485341 gaagtagggg gacgcacatg gcaaaggata ataaaacaga aaaggccacc ccgcagaagc
   485401 gtaagaaatc gcgtgaagaa gggaatattg cccggagtaa agatttaaat aatttatttt
   485461 ctattcttgt attagcagtt gtcgtttact tttttggaga ttggctagga tttgagattg
   485521 ccaattctgt atcggtgctg tttgatcaaa ttggaaaaaa tacagattca accgagtatt
   485581 tttatatgat ggggatttta ctactaaaag tatcagctcc gatattaata ctcgtatacg
   485641 cttttcattt attcaattat atgattcaag ttggtttctt attttcttct aaagttatta
   485701 agccgaaagc atcacgtatt aacccaaaaa actattttac gagactgttt agtcgtaaaa
   485761 gtttagtaga tattttgaaa tcactgtttt atatgggatt aatcggttac gttgcttacg
   485821 tgctatttaa aaagaattta gagaaaatcg tgagtatgat tggatttaac tggactgcgt
   485881 cacttactga aattattagg caaattaaat ttatcttctt agctatttta attatattaa
   485941 ttgttctttc tattattgat ttcatttatc aaaagtggga gtacgaacaa gatattaaga
   486001 tgaaaaaaga agaagtaaaa caagagcata aagataatga aggggacccg caagtaaagg
   486061 ggaaacgaaa aaactttatg cacgccatat tgcaaggaac aattgcgaag aagatggatg
   486121 gtgcaacgtt tattgtaaac aacccaactc atatttcggt cgtacttcgg tacaataaac
   486181 acgttgatgc agcaccaatt gtcgttgcaa aaggggaaga tgaactcgca ttatatatac
   486241 gaacgcttgc ccgtgaacaa gaaataccaa tggtggaaaa ccgtccgctt gctcgttctt
   486301 tatattatca agtcgaggaa gatgagacga ttccagaaga tttatacgta gctgtaattg
   486361 aagttatgcg ctatttaatt caaacgaacg aacttgaagt ataatagcgc gtttggagga
   486421 gatctctttg tttaagatag attctgcaag aacctatttt tctatctttt tagcagcgtc
   486481 attcgtagtg gcgctcttaa ttccacttcc accatttata cttgatatca ttatcgtttt
   486541 tctactaagt atgtcagtgc ttatttatat gcgagcaaca agtattaacg agtgggatga
   486601 attaaagtca tttccgacga tgttgttatt aatcgggatt ttccgcgtat cgattaacgt
   486661 atcgacgacg cgagcgattt tgacaaacgg aaatgcgggt catgttattg aagagttcgg
   486721 tcaattcgta attggcggga acttattaat tggtatcgtt atttttacag tattaatcat
   486781 attccagttt atcgttgcaa acggtgcatc tcgtacagct gaagttgcag ctcgttttac
   486841 acttgattct ttaccaggga aacaaatgtc aatcgatgct gatttaaacc agcgtattat
   486901 tacagaaaaa gatgcacaag caaaacgaaa aaaattaaat atggaagcag agttttacgg
   486961 ggcgatggat ggtgccggga agttcattaa aggggacgtt attttcggca ttgtcatttt
   487021 attcgtaaac attatttttg gcttaattgt cggaatgatg cagcaaggaa tgagctttgg
   487081 tgaagcagcc cttcattata cacagttaac agtcggtgac ggaattgtaa accaaattgg
   487141 ttccttaatg cttgcgattt caacaggtat tatcgtaacg cgtgtatttg acggttcacc
   487201 ggatacggta acggaaggaa tctttaaaga gttattagca catgaagttg ttgtatatgc
   487261 actcggtggt ttatttatcg caatgggtat ttttactccg ctaccatttc taccatttgc
   487321 actcgttggt ggaacaatta tcttcttagg aattcgtaat aaaaaccgaa taaagaaaga
   487381 aaaagaagac gagcttcaaa aagaaataga aatgattcaa ggtgaagatg aacaactgca
   487441 acaagtggaa gattcatttg gcgtatttac agataaatat ccaattatag tagagctcgg
   487501 cttagattta gcagcacttg taaagcagaa aattaacgga gaaacagctc gtgataaagt
   487561 tgttcttatg aggaaatcga ttattaccga ccttggtatt aacgttcctg gaattaactt
   487621 taaagataat acgagtttta gaccacgtgg acgttacatt attcgtatta aaggtgcgaa
   487681 ggcagctgaa ggtgttttaa aatcaggtta cttattagca ctgaaaacac cgaacgtaat
   487741 ggccgattta gatgcagaac cagcgaaaga tccaattttt ggcgaggatg gatattggat
   487801 tttagagcat atggtacaag atgcacaaat gaaaggctat caagtattag agccacttag
   487861 catattaatt acacatttag atgttgtcgt tagacgtaat cttcatgagt taattcagcg
   487921 tcaacatgta aaagacttaa ttaactcgct tgaaaatgat aacggcgttt tattagaaga
   487981 aattaagaag aaagaaatcg acttatcact tgttcaaaat gttattaagc aattgctaaa
   488041 agaaggtatt tctattcgtg atttaccaac cattatcgaa ggtattattg acggaaaaga
   488101 aatttatcaa aatcatgttg acggtgtaac gtcattcgtc cgtgaatgta tttcaaaagt
   488161 tatttgtgaa aatgcgaaaa atcctgacgg taaaatatat gcggcgctct tctcagattc
   488221 aattgagtta gatgcagacg ttgtgaacaa ttcttatcaa ggttatttat taaactggga
   488281 tttagattta gaaacgcgag tcgttgagca agtacaacgc gtatttaaac aagcgaggtt
   488341 aatgggaaga gaaccagtat tattaacgcg tagaaaagat ttcagatttg cgattgtaag
   488401 acttcttgag cgctatcaag tagaagcgca agtactttgt attagcgaat tagcaccaga
   488461 aattgttgta gatcaaattg cctatattga atagtagggg gtgaagtaat ggaaagtaca
   488521 gaaaagaaag aagcgttaat gcgaataaaa gcagcttcga aaaatgaatt gtatcgaaag
   488581 ttatttgacc aatatggtac agattattat tacgttgtcg atgaaagtgt aaaacgcaat
   488641 atcccgtttt tttggaaaaa gaattatgaa atgttagttg cttttccaga ggataaacag
   488701 gaagaagtga acgaaggtac agctcaattt catgagcaat taatggatgt tgtgaatgac
   488761 ccttcagaac aaattgtgaa ggcgaacgga attcaatcgg tactgcacaa tttagaaaac
   488821 gtgacgactc ctatgtcata tgcggcgatg caaacaggaa atagtgaaga atgggcaaga
   488881 aagaaagaga aactattaaa gctgtttgaa aaaggtatcg tcgttgtgaa acagacggaa
   488941 gaaacaaaag taacgaaaaa gcaaaaagct gtgaaaaaag tcgttcctgt caagaaagaa
   489001 gaagtggttg taaaaaaaga aaagcaagaa tctgtaccat ttattattca aaaagtaatt
   489061 cgcatgctag agcaaaacga tgtagaacaa tacttcattc atgcctatgc tgaaaagcta
   489121 aaagtgaagt ttgagaatgc aacgatgatt acagaagaag taatcgaata tatattggaa
   489181 gatatgagct ctcatttcaa cacagaaaac gtatttgaaa aagaagtgca aacaattgca
   489241 ttaattggcc caactggtgt tggaaaaacg acgacacttg cgaaaatggc gtggcagttt
   489301 cacggtaaga aaaaaacggt tggttttatt acgacagacc attcgcgcat tggaacagtg
   489361 cagcaactgc aagattacgt aaagacaatt ggatttgaag taatcgctgt acgtgatgaa
   489421 gctgcaatga caagagcgct tacgtatttt aaagaagaag cgcgcgtcga ttatatttta
   489481 attgatacag ctgggaaaaa ttatcgtgcg tcagaaacag tggaagaaat gattgaaacg
   489541 atgggacaag tagagccaga ttatatttgt ttaacgttat cagcttcgat gaaaagtaaa
   489601 gatatgattg aaatcattac gaactttaaa gatattcata ttgatggtat cgtgtttacg
   489661 aaatttgatg aaacggcaag tagtggtgaa ctgttgaaaa ttccagcagt atcatcagct
   489721 cccattgtat taatgacaga cggacaagac gtgaagaaaa acatacatat cgctacagct
   489781 gaacatttag cgaaacaaat gttgcaaaca tcatagaaaa gaggtgaagg ataaggcaac
   489841 tgccttattc aaacgagtat gaacggtctt tatataggtt ctatgggtat gatgaattac
   489901 atgcagcgca ttaatgttca ttcgaataac gttgcaaatg ctcaaacgac aggatttaaa
   489961 gcagaaaata tgacttctaa agtatttgat gtacaagata cataccgccg cggagatggg
   490021 gctgtaacaa atatcggttc ggtcgattac gctgtagtac cagccgcaac gcatgtgaac
   490081 ttagtacaag gaaatataca aatgacaaat agtgatacag atttcctttt agatgacgga
   490141 actgctggca cagcttcgtt tttcgttaca tctaaaaata atgaaacgtt tttaacgaga
   490201 gacggtagtt ttacattaaa tagtgatcgt tatttacaaa caacttcagg cgctttcgta
   490261 atgggagaga ataatgaacg tattcgtatt ccagaaggag caaaagtagc tgtacaagca
   490321 gacggtacgt tatatgatgc agtaacacaa aacaatattg ctcgcttgca aacaaaaaca
   490381 gtaggtgcag aagcgaataa tcgtctaatc caaagagaga acaaaagctt tactctagca
   490441 gaagggaaca ttgctgattt accgaacgga gtagggacag taaaaaatta tatgctagaa
   490501 aattcaaatg tagatatgac gaaagagatg gctgatctta tgacggatca aagaatgatt
   490561 tcagcatcac aacgcgttat gacttcattt gataaaattt atgaaaaaga agcgaatgaa
   490621 atattgagat aggagactcc taataaagga gtcttttatt aattttaaat ttcagaatta
   490681 tcaattgact ttacggagct tcttttttat attagtaggt ataactataa ctactaaaga
   490741 ggtgagagta tgacaacggc attatattta gaagatgcat acaaaacgag ttgcgaaaca
   490801 gaagtgataa aagtagaagg gaataaagta tttgtaaaag aaacagtttt ttatccaact
   490861 ggtggagggc aagaatgtga tacgggtgtc attgtacaag atgggtttgt atttgaagtt
   490921 gaaaaggtaa agaaggagca gggagaaata gttcactata taaaagatgg cgctcaagta
   490981 aaattaggtc ccgttaaatt agagattaat tgggaaagac gtcataattt aatgcgtcat
   491041 cactctttac tgcatcttat cggagctgtc gtttatgaaa aatatggagc tctatgcact
   491101 ggaaatcaaa tttatcctga caaagcacgt attgatttta atgagttaca agagttatcg
   491161 agcgtggaag tagaaggaat tgttaaggaa gtgaataaac ttattgaaca aaataaagaa
   491221 atttccactc gttatatgag ccgcgaagaa gcagaaaatg ctgtaggaat gattaaaaca
   491281 gcaataaatc tcctgccaac tactatacaa gaaatccgca ttgttacaat tgaaaattta
   491341 gacgaacaag cttgtggagg cacacatgtg aaaaatacga gtgaaatagg aacacttgtt
   491401 attgataaag taaaaagtaa agggaagcaa aatcgtcgct ttgaagttag agcgatctag
   491461 attgcgaggg gttaccgatg gatgaaatta taaaggaatt acaaaagtta ggattttccc
   491521 agtacgaatg taaagcgtat attggactac taaaacattc cccagtaaca ggttatgaag
   491581 tgagtaaaca aacaggagta cctcgttcta tgatttacga ggtactcgga aagttaatgg
   491641 ataaaggagc agtacatatt gtaccttctg aaccagttaa atatgtacca gtaccagcta
   491701 ccgaattaat gaatcgaatg cgaaaagact ttgagaagtc ctttgaattt ttagatgaga
   491761 aattaaatgg tttagaacaa gagagacaaa tagatgtaat ttcgcatatt cgctcaaatg
   491821 atcgtgtttt aaaagaaatt tgcaatataa ttaatagagc aaaggaagag ttatggattt
   491881 ctgtatggga agatcaagtg catgaaattg agccatacat tcatcaaaaa gaagaggaag
   491941 gcgtacatat attttcaatc ttatttggcg cgccagaaac caaaataggc gcgacgtttc
   492001 accataatta tatgacacct cacgttgttg aaaagagaat gggtggtcat ttaactgtta
   492061 ttgctcgtga cggggaagaa gtattaattg cgaacttctc aaatgatagc acttcgtggg
   492121 ctgttacaac gtatgaccca gcattagttc tcgttgctac agagtatgtg cgacacgata
   492181 ttatggttga agaaattacg aaggaatttg gagctgataa gttagatacg ttatggcgtg
   492241 aaaatataga tttagttcat gtcgtaacag gaaaacgaac tatggaagga atggaggatg
   492301 ataaggatga gtaaagctga ggcacatgta gctttgcaga gcgatgatac atttcagcaa
   492361 ggagtaaaag attgtttacc aactgtattt ggttatttaa gcatcggtat agcagctggt
   492421 gtaattgcaa aaacagcagg tttctccatt attgaaattg cgtttatgtc cactttaatt
   492481 tatgcaggtt ctgcccaatt tatattagct ggtatgtatg cagctggtgc accggcttcc
   492541 gcaattattt ttactgtatt ttttgttaac ttgcgccacc ttcttatgag tgctgcactt
   492601 gcgccgtact ttacgaaact gcctctattt aaaaacttac taattggttc tcaaattaca
   492661 gatgaaacat tcggtgttgc agtacagcat gcggcgcaaa aaggatattt aggtgaaaga
   492721 tggatgatcg ggcttaacgt aacagcgtat ttaaattgga ttcttgctac tatcattggc
   492781 gggctatttg gtgagtggat accagatccg catacgtatg ggatggatta tgcattacca
   492841 gcaatgttta tcggattatt tgtacttcag cttataagta gtaaaccgaa gctagcaatt
   492901 catcttactg ttgcaattgt agcgattata cttgcatacg tttctcactt atttatgcca
   492961 gatagtatag cggttattat cgcaacatta ttagctgcga cgattggagt ggtgattgaa
   493021 aaatggaaat gagattagac gtaatattac ttttattagc agcaggagct gttacactcg
   493081 tgccacgtat tttaccgcta ctcgtattta gtaaactaca aattccagac tggggtttaa
   493141 aatggttaaa ttacatacca attgcgatat tagcagcact tttagcacaa gttttattta
   493201 tgcatgagac gatacagtgg gattacctga tcgcagcaat tccaacattt cttgtcgcaa
   493261 tatatactcg tagtttatta ggtacagtat taactggcgt gattgtgatt attttgttac
   493321 gtttcttttt ctaaaaagga ttacggtcat ataatagcga aaagtgtaat aacatgaaaa
   493381 atataggggt ggtgttatga tacttttaac gataggagca attttattaa cgttgtttat
   493441 tttctttatt atcggcttta ttacgtttat gatgtttgtt gatagggcga cacctcaaat
   493501 ttattataca ccttgtgaat cagtgacagt gaaatctaaa ggtaaacata aaaggaagaa
   493561 aagttgaatg taggcttttc ttccttttta tttatttgat ttttctgtat aatttaagtt
   493621 agttatctaa ctaacttaaa agggggtcat agaaatggca aaaccgaatg ttgttaataa
   493681 agagaagtta ctacaagcag caaaagaaat tattgcagag catgggatgg agaagttgac
   493741 attaaaagca gttgcagaga gtgctcaagt tacacaaggt accgtatatt atcattttaa
   493801 aacgaaggat caattattac ttgaagtaac cgaagcgttt tgtaaagcgt cgtgggaaca
   493861 aataggaaag gatgtacagt tagaaaaggc tttacagtct gccgaaagta gatgtgtgaa
   493921 agattcaatg tatcatcatt tgttttttca attagtagct agtggattac aaaatgatgc
   493981 gatgaaagat aaaattggtg gattgttaca ttatgaaaac caacaattaa caagagtgtt
   494041 aaataaaaat ataggaggta caatgacatc tcaaatttca actgaaacgt ggagcgtttt
   494101 atgtaatgca ttaattgatg gattggcatt gcaagcctta ttcaatccat ctttttctag
   494161 cgacaaagta tatggtgatt tgcacctgtt attggaaaag ttcatagagc tacaaaaggg
   494221 aggtaatggt agtgaataat aaactttggc tcactatttt attttctatc ggcgtttggt
   494281 tttttgcctc agcattcttc attattttcg gttcttctgt tttattagaa tacacttcaa
   494341 atagattttt tctacaattg acgtttcttg aattagcaac agcgatagct ttatactttg
   494401 taatgtggtt atacaaaaga ctagatacta caaaatatgc agttattaag ttaggtatat
   494461 gtggtacggc aatcggttta actttagatt cttatatctt gtataactct tctaacatat
   494521 tctcacaatt atcctcacag caaatcatgt catttaccat ttggatggtg attgcttacg
   494581 ctctttattt aataattcct ttcgttatgg aacgaaaaag actgttataa agaggttttt
   494641 aatcctcttt ataacagtca catccccgaa agaactaaca aaaacagccc aaataaaaaa
   494701 ctaataaagg aaagaaaacc gagacatatg gagaacacac gattgtttct aaattcgcgc
   494761 cagaaagtga taaaacctaa tatacaaagg aaaaaccaaa taggaagaaa taggaactca
   494821 ctaatctttt caggaagtaa agcataaaaa gttaataaat ataaaatcca atttgtaaaa
   494881 aataaaatac aaacgataat agattgtaat agggctgttt ggaaaactct ctctttttta
   494941 cggttacaaa aatgatagtt agcgctaaga aaaaggcaat gagcatgaaa atcagtaaga
   495001 gtaatgtaaa tgtcatttac atctccttta taagagtgtt ttttacaaga aatgaatcta
   495061 ttacattgta tgcttgtttt gtagagtgcc cgttatattt ttcagtgtac ggatttagaa
   495121 aaccatgttc accgtgtagt tggtgtattt ctaataaagg atttttttgt tgctgcaatg
   495181 tttgaatgaa agaggatact gaaaaactag cttctttttc agggaaaata agtaaggtag
   495241 cacatgttgg tttcatatga atatagtcac gtatacggga accgtagcat ccgataataa
   495301 aatttatgtt cggattgtta ctacatagcc atgagatggt agcaccaaca ctaaagccga
   495361 taagtccaat atgtgtataa ctactagaaa gagaagtaat gaatttttca atttgctttt
   495421 ttccatcttc aaatccaata tgattcataa aaaaatgata tgctttttct tcatcactat
   495481 aaggaaatgc atgttgtgat tgtagcagat taggacagaa tacatctata tgagatgaag
   495541 tgaagtggtc ggtgacatga tgcatatgat cgttcacacc atatatttca tgaacagcaa
   495601 tgagagctaa ttttttcttc atatctacaa agtatttcta tgaaacttaa attctttctc
   495661 aacaaggcag atacgtaggt gaaagttttc gtaccattgc tcacgacctc tttttttcgc
   495721 ttctttatgt aagacgttct gtttccaatt ttcaattgct tcaagtgatt cccaataaga
   495781 aattgtgatt ccgagccctg aatgatctcg cacactttct acatctagaa acccaggttg
   495841 ctgctttgcg agttcctcca ttttatcggc aactgtacta taatcagctg tatcattaga
   495901 taaattggaa gtgaatataa ctgcataata agaattgttt ttttctaaat tagatgccat
   495961 tatttttccc ccttaatgta tagtgtgaat aattaatcca tagtttgtat tttagcaggt
   496021 cacaaaaaga aaagaagtag aaaattctta ttttttttca gctcctgtaa aatagaagat
   496081 agaagaaatt tataataagt aatctaaaaa aagaaaaatg ccacttcaaa aaaatgaagt
   496141 ggcatttctt atatttcctc taagctatta actggaactg ttaattcgcg tcctgggttt
   496201 tttacttcat atatgcgggc ggtttcattg ctttcgtcga cgtgttgaat cataacaggc
   496261 atgccttgaa aactaacatt cgcttgctcc gctgacacag aaagctcttt tgcacgttga
   496321 atattcattt atattcctcc catcattatt atctttgcta aaaaagagga ataatatacc
   496381 atttcgagac gttcttaaag tttttgtatt atttgtaatg tttctttaat aaatgaagtg
   496441 aagatcgaat caggatagct atctattgct tgaacagctt cttttgcctc tgttaaggca
   496501 gattttttat cttgaagttc tatatagcaa agggcacgat aagacccagc tgttaatacc
   496561 cacgattgat caagtggatg attcatataa tctggtatgg tagcgtgttt taatgtttcc
   496621 aaagcttcct tataacgttt taaaccatac aaagattttc ctttctcaag ataatacagc
   496681 ccatcgtctt ggaaaattgg atcatttttt agtttttctc gaaattgttc tagatgttcc
   496741 aatgcgattg tatattcatt cgtaacagtg ttatagtaat aagcttttaa tatatctata
   496801 tttgcagcgg ataaagtatc ttctgtaaaa atggcaaatt gctccgattt ttttatgtaa
   496861 tataaatatt gttctttatc agttgtgatg attttttgat aagataaaat gcgataaaat
   496921 tcatctgttt tataatacac ttgatgtttt tttgaaaatg caagtgcatc taaaatgact
   496981 ttttcacatt tttcataatt gccgtatgcg agtaaaataa ttgcctcttt taagtatagt
   497041 tgtatatgtg taataagatc catttctaaa ttcttcgcct tatattcatc ccgaattgtg
   497101 gcgatcatct gtaaacattc tttatatttt ttctgcttga agagcatata gtaaaacagt
   497161 agtttcgttt cagtactttc gcgatacaaa gtatattttt caaatataga aatagcggtt
   497221 tcaacgtaat attcaatatt ataatcgttc ataacagctg ctgctgttat gaactgttta
   497281 tataaacgag ctgtatttaa agtagaaggt agctcttttt gaacgatagg tagtaaagtg
   497341 tcatatactt catcgcattt attctttatg agtcgctcca ttttttgaat gagttctaca
   497401 atttcatcat cgtcttcctc taataaaaaa ctcgtttcac atccaagttt ttctgcaata
   497461 tattgtaatg ttttcatcga aggtgtagct tttccatttt caatttgact aagcatactt
   497521 tttgtcagtt ccgaacctgc tagctctgtt tgtgtaagtt ttttttcttt tcgtaatgct
   497581 ttaatttttt cgccgagagt tgccatattg tagctccttt ataattaaaa agttaaatac
   497641 aattaaactt ttttgttgta ataattggaa agctgattat ataataagtt taacacaatt
   497701 taacttttaa ggggagagtg tcagaatgga agatgtaagt ataggtcaaa ctgattcaag
   497761 aatgaagatt gcaacgagaa atattatttt aatgatgatt ggaaaaatga cgtctttatt
   497821 aggcgcaagt atttatacgt tcgcaatggg gttatacgta ttaaagacaa cgggttctgg
   497881 gatgggcttt gctactacgc tcgtttgcgg atcacttcca aggatgatct gtggaccaat
   497941 tgctggtgct gtagctgacc gtgtgagtcg aagatggctt gtcatcggta cagatttatt
   498001 aagtagttta acgatgctta ttatgtttat tcttgctact atatttggac catcacttcc
   498061 ttttatttat atttcagcag cattattatc aatttgtgca agtttttatt ctgttgcatt
   498121 aacttcgtct attcctaatt tagtagatga ggggcgtatt caaaaagcga gtgctttaaa
   498181 tcaaacggca gcttctttat caaatatttt agggccaatt attggcggag ttgtatttgg
   498241 tttcctttca attcagtcgt tctttttgtt aaatagtatt acgttctttt tagcggttat
   498301 tttgcaattg tttattgtat ttgatttata taaaaaagaa gtggctgaga gtaaagagca
   498361 tttcttgacg agtataaaag aaggtttttc atatgtaaaa cgacaacatg aaatatatgg
   498421 tttaatgaaa atagcattgt gggtaaactt ttttgcttgt gggctaaccg ttgcacttcc
   498481 gtacattatt gtccatacat tgcatttatc ttcaaagcaa ctcggaactg tagagggaat
   498541 gttagcagtc ggaatgctaa tgggtgcgat tactttatca gtgcgtaaag aagtgaataa
   498601 tccgtttcgt tctatttata ctggactgtt tttgtttgca ggtttgagtt tatgtacagt
   498661 attcccgttg ttagttacca ttccaaaagt agcaagtttt atttactata ttgctttcat
   498721 gatgttaact ggtatagcaa ttatgattgt aaatattcca atgcaagtac atatgcaaaa
   498781 gaccacagat ccgagctact tagggcgtgt gtttggccta cttgaaacaa ttgcgactgc
   498841 aatcgcaccg ctcggtatga ttgtatatgg attattgtta gatatgttgc caactagcat
   498901 tgttatgatg acaataggcg gaggtttatt gttagttgta ttagttggag taaggcaaca
   498961 tatggcgaaa aaacaagtgg atgtgtcggc ttaaaaataa gaaaataata aaaatgacca
   499021 aattagtatt ttagtttttg aaactctttt tcatgtatgt tacagtatag tgagcaggca
   499081 aagaaaagga gacaacagca tgaaaaaatt aagttttgtt atgctttttc tattagtcgt
   499141 aatggctgga tgtagcaatt atgacacata tattgaaaca ggtatgcaat cattgaaaga
   499201 tgaaaaatat agtgatgcaa caatgtggtt tgaaaaagca gaaaaagaga aatcaggaaa
   499261 tgaagcgaaa tcatataaag aaatggccga gaaaatggat cacggagcaa cggcattaaa
   499321 agacggtaag tatttagaag cgaaagacat tgcaaatgaa gtgttacaaa tgaaaaaaga
   499381 cgatgcgctt gaaacagctg taacatcaaa tgccgaaaat atgcttcaaa aagcaaaaga
   499441 tgtagaaaag aaagtgaatg aaagagtagc aaagcggaga aaagtagaag aagaagaagg
   499501 aattgataaa ctcattaaag ctgtagatag tatagatgat gtgaaagaaa aagagaaaaa
   499561 agtttcagaa gcattagata aggctgaaga ggcacaagca aaaattgaag cgaagaaaaa
   499621 taaatagatt catagtgtaa aaggctgtcg tgtataacga cagcctttta acttttttct
   499681 gcataagaag tgatactctg tagtaaaaaa gaaataattt tagaattcca tctgtcttca
   499741 tgatgaatcg tataaatgtt acgttgaaat tcaaattcag ggatcggtat gtagcgtagt
   499801 tcatttcgtt gtacttcttg ttcaatagca agtttagaaa taaaggcaac tccattaccg
   499861 tattttaaaa tttgtttcat cgtttctaat gaatctaatt caatttcaga ttggaatgta
   499921 atgttatgag ctaacatcca ttttgtaagt aaatctctcg tagtagatgg attacgatgt
   499981 agtaatattc gttccttttc gatatcttgt aatgatacat tttctttttt tgaaaaatga
   500041 tgttctttgg agaaagcaag aacaagtgta tcaggcatta cattcgtctg ttttaaaagt
   500101 gattcatcaa acggtgctgc ggaaattaca ccgagatcaa tttcatgatt ttgtagcatc
   500161 gttctaattt caggagctgt ttttaccata agtgttattt ttatatttgg aaattcacat
   500221 tgaaattgat aaacaatttc tggtaaaaga taagtcgctg gtacatagct agcgccaatt
   500281 gttatagcgc ctttatgaaa atctttaaac tcttgcgtga cccgtctagc ctctttcata
   500341 agtgcatcta ttttacaagc ataatgatgc aacgcctcac cagcctctgt taagaaatac
   500401 cttcccgaac gtaattcgaa taaagataca ccgagttcct cttctaagct ttttatatgg
   500461 aatgtaatag taggttgttt aacacctagt ttttctgcaa cgatcgtaag ctttttgtat
   500521 ttcttaataa gcactacaat ttctaatttt aagagattca ttatgaattg ccgccttttt
   500581 tattttaact atagaaaaaa tctatagaaa taaatagttt attagaagtt ttttaattta
   500641 atctttacag tacattaaca ttcagtataa atcttccata tagaatgaaa gcaggttaag
   500701 agtgagggga gagaggtgaa acgatggata ttcaaattag tggattagaa aagaattttg
   500761 gaaaaacgca ggcgttaaag ccattacaaa ttgttatgaa acaaggtgaa tttaccacac
   500821 ttttaggacc ttcgggatgt gggaaaacga ctttacttag aatgattgca ggactggaag
   500881 aaccagataa aggtgaaata tatttcgggg atacgtgcat gtattcttct actaaaaaaa
   500941 taaaaacatc tcctcatgaa cgtaatatag gtatggtatt tcaagatttt gctttatggc
   501001 cacacatgac tgtatttgaa aatgttgcat ttggtttaag ggctacaaag caaacgaatc
   501061 aattacggga aaaagtagaa gaggcaataa agagagtgcg cttacaaggg atggagaaac
   501121 gttatccgca tgaactctct ggcggacagc agcaacgtgt cgcatttgcg agagcgattg
   501181 taacaaagcc gcattttatt ttgtttgatg aaccgctcag tgcactcgat gcaattttgc
   501241 gagaagaaat gcgattagag cttatggata tcgttcattc cattggttta acggcattgt
   501301 atgtaaccca cgatcaaaca gaagctatgt caatgtcaga ccaaatcatt gtcatgaaac
   501361 aaggagaagt attacaaaaa ggaacaccag aagacattta tgtgaagcca tctcatgaat
   501421 ttgttgcaaa atttgttggt aaggcaaatt ggcttgtaga ggggaaacaa atggttcgtc
   501481 cagagcatgt aagctggacg aaaaatgaag tgtgcgaaat atatacaggt gaaattcagc
   501541 acgttacata tgtaggggaa cgttatgaag tgaaagtaaa catggggaca ctcggaatat
   501601 ggacagctta tcacaatagt aagctaagca ttgggaaacc agtatcgtta tatgtaccaa
   501661 aaaatgtatt catcatatag ggggagaatc gtatgaagaa attcagttcg cttaagtctt
   501721 tatttgtatg tactttatta ttttctgcag tcgtaacagg gtgtagctca aagacaggta
   501781 atgtagatgc aaaaagtaaa acgactaatg aaaagaaaat tgtcgtatac agtgcagggc
   501841 caaaaggatt agcagaaaaa attcaaaagg actttgaaaa gaaaacgggt ataaaagtag
   501901 aaatgtttca agggacaacg ggaaaaattt tagcgcgaat ggaagctgaa aagaaaaagc
   501961 cagtcgttga cgtagtcgta cttgcttctt taccagcgat ggaaggatta aaaaaggatg
   502021 gtcaaacgct agcttacaaa gaagcgaaac aagctgataa gcttcgttct gaatggtcgg
   502081 atgataaagg acattatttt ggatatagtg cttcagcgtt aggaattgtg tataacacaa
   502141 aaaatgtgaa gacagcgcct gaagattgga gcgatataac gaaaggagaa tggaaaggga
   502201 aagtgaatct tccagatcca gcactttcag gttcagcttt agactttgta acaggatatg
   502261 tgaaaaagaa tggaaaagat ggatgggatt tatttgaaca gcttaagaaa aatgaagtta
   502321 cagtagcagg agcaaaccaa gaagcattag atccagttgt aacaggagca aaagatatgg
   502381 tcattgcggg tgttgattat atgacgtaca gtgcaaaagc aaagggtgaa ccggttgata
   502441 ttgtttatcc aaaaagcgga acagttatta gcccacgtgc agcaggtatt atgaaagata
   502501 gtaaaaatgt agaaggtgca aaagagttta ttgattattt attatcagat gatgtgcaaa
   502561 aacaaatttc taaagcatat ttattgcctg gtagaacaga tataaaagct gagaatagac
   502621 caaacgtgga agagattcca gtattaaata ttgattggaa aacagttgag aaagaacaag
   502681 atgaaatagg aaaacaattt aagaaagtat ttcaataaga tggtgattac atggtaaatc
   502741 gattcgtatc agtaaggcaa gttggaatga cggtagcttt attacttgtg gcgatgttaa
   502801 tcgtcattcc gctttttctc attttacttt ctagtgtata tgaaaatagt agttggaatt
   502861 ttttaaagcc gtttgaagtg atgcagagta gtggattagc tggcattttt ctaaactcga
   502921 tgcttctagg tgtacttgta gtaatagggg ctaccgtatt tgcatttcca ctagctttca
   502981 ttatgagcaa aacagatgtt ggaaaacata gtaagttaga tattgttttt atgattccat
   503041 ttatgactcc gccgtatatt ggatcgatgg gatggatctt gttcatgcaa ccgaacggct
   503101 atttcgaaca gttttttccg atgctaaaga cgatttcatc ttcgtttttt agtttaggag
   503161 gtatggtttt aattatgagt ttgcatttat tcccattcct ttatttcatg ttgaaaaaca
   503221 cgttacttca gattgggagt agtaaagaag aagccgcagc agttcatggc ggaagctttt
   503281 tctatcgttt aagaaaaata atattgccgt tattagtatc aagttatgta atgggtgctt
   503341 tactcatttt cgtaaagacg attgctgaat ttggaacacc ggctacattc gggcggagaa
   503401 tcggatttca cgtgctgact tcagaaattc ataaatttat ttcaagttgg ccgattgatt
   503461 ttagtagtgc aacagcatta tcttctttat tacttagtgc atgtatgctc atttggtata
   503521 tgcaaaatgt attgaatcga aagtattcat atgcaatggt tagtggaaaa ggtgtgaaat
   503581 ctaaaaggta tactttgtct atatttgcgc gcgttgtagc atggttttat gtaattggtt
   503641 tattaatcgt atcaattgga atcccgtact tttctatatt gattgcttct ttatcgaaat
   503701 taagaggcgg cggtttacat gtaaataact ttacaacgag ccattatgaa gcattattta
   503761 caattggatc tccaggatta gaagctttat ggaacagttt tcttttttca cttataacag
   503821 cgattattgc tgttatgatt ggagtgtttt tagcacttat gatccgaaag gggaaaaagt
   503881 cctctgaaaa atggcttgat atgtgcggta tgttaccgaa tatggtacca ggaatcgtga
   503941 tggttgtagg gcttatttta ttttggaatt ccccttatat gcccctgtcc atttacaata
   504001 caccagtcat ggtaatcgta acgtacgttg ttcttttttt accttatacg gtgcagtatg
   504061 taaaagcatc gctcgggcaa atcgatgatt ctctcgtgca ggcaggaagt attttttctg
   504121 gaaattatat ttatattttt agaaaaataa tattaccgct tattatccca ggtattcttg
   504181 ccggatgggc gatgacattt acaatctcga taagggagtt agtagcatcg cttctcgtac
   504241 tacctccatc agtagagacg tcagcaacat ttatttttgc tcaatttgaa caaggagaag
   504301 tatctattgg aatggcgatg gctgtcgttt cagttggact tacaacgcta tgtttattac
   504361 ttctgcagca tatggagcaa aaacgaaaag gggtagcatg atgagggtag aagtatgggg
   504421 aggagcggga gaatacggtc gttcctgcta tttcgtaaaa aataaagaga caaaaatatt
   504481 atttgattgt ggtattaatc gatcatatga ggatagttat ccaaaaatag agcgggaagt
   504541 tgtaccgttt ttagatgcag tatttttatc acatattcat gaagatcata cgatgggctt
   504601 acctttatta gcgaagtatg gatataagaa aaaaatctgg acaactcgtt atacgaagga
   504661 gcaacttccc gcttattatg aaaaatggag aaactacaat gtgacgcaag gatggaatgt
   504721 gccatataac gaccaaaatg tgaaagattt aaattatata tatgttgatg agattagtaa
   504781 tccgaatgaa tggatacaga ttactccaac attgcggttt caatgggggt atagtgggca
   504841 cgtattagga tcggtttggt ttttagtgga tatgagtcat acatatgtat tttattctgg
   504901 cgattattca gcagagtcta acatactacg agcgaattta cctgagaaat tgcgcggcga
   504961 tataaaagtt gcaattgtag atgccgctta tcatactgat gatgtttcgc aacgtgaacg
   505021 agtaaacgaa ctatgtacag aaattgaacg agctgcgggg aataaaggga tagcattact
   505081 accattgcca ccccttggta gggcgcaaga tatcgtattg tatttatatg aaaaatataa
   505141 agaatttccc attatagtag atcaggaaat tttagatgga tttgacgaga tgttcttata
   505201 taaagattgg atcaaaaata ataaagaact tgaagagcta atggagagtt taaaaagaaa
   505261 cataatagtt atggatgatg acggcggtac gcaacatagt tatggaatag ttgtaatgag
   505321 tgatgcgaat atgcaaacga aacgggctca gttatattat gaacaaattc ggcatgaaga
   505381 aagaaattct attatcttta ctgggcatgt tgcgaaaggg agttttgcag aaaaagtttt
   505441 gaaagaacgt ataggtaaag aatgtagggt gaagcgagtt ccatataaag ttcatcaaag
   505501 tataagagat gtgaaagaga tgttaaatac attattaccg gaacatacgg tgttagtaca
   505561 cgctttaaaa gaggatacag atcgattaca gaaaaagctt agcacggcag ggtatgaaaa
   505621 tgtatattca cttactatgg aacgtataga agttatttaa catgtaaagg ggataggtat
   505681 atgaaaaaag tatttgtatt cgtgagtatt ttcttttgtt gtttccttta ttccgataag
   505741 gaagggtttg ctgctagtcc aatgacacct agttttgaag tgaagttatt attaaagcca
   505801 gaacaagtac taggtcctaa caaagagatg aagcaagatg tactagagca tttccaggct
   505861 ggtacaaatt atgaaagaat acaagtgcaa tttttagata cggaaaataa aaatttaagt
   505921 aatgaaggtt ggtttgctag aattcgaaag aaagaattta gtaaagattt tgagctaaca
   505981 tataaaaaaa gatatcctat tccaaacggt gtaattcaag atgcactaga agtagctaaa
   506041 aatgatggat ttgatagtaa aaccgataac tatgatgcgg aaatagattg gggatttgaa
   506101 aagaaaacgt taagtatttc aaataagaaa agttacagtg cgaaaggata tggagtactt
   506161 gatttaccag acgaacaagc tgctcaaaac atgttaatag aaaagttgcc agggaaaatg
   506221 aacaaatggt tgtatacgaa ttggggagaa gaaatgctca aaaattctcg tatttatggg
   506281 cctgtattaa tgaaaaggta tacagctgaa tttgaaaaca ttaaaacgaa tattgaagtt
   506341 tggccactta gtaatacagg gaaaatagaa gatgatttcg taatagaagt atcgtttaaa
   506401 acaaatgagg caagtattgc aaaagaacaa agagaagtat taatgcagag cttagatcaa
   506461 aaaggatggc tgttaccgaa agatagtttg aagacagaac ttatttttca gtaaatagta
   506521 aaaaggaatc catatgccat ggattccttt ttatatatga gtattacgct aaatcagctg
   506581 acacgagcat atcattattt tgaaggtttt tagagcgtaa actataagca actaccttct
   506641 ttttatattg ctttacaaca tcaacatgct cttcatgact ataaatataa aagttaaaat
   506701 cttttttgcc acgttttgca tgaataatta aaggcgtacc ctcattgtgt ggcggtgcat
   506761 aatagcgatc taaaaataaa ccttcgttaa aatcatgaat aattttggat ttcttttcgc
   506821 cttctacgtt atttccattg attgtaacag tcgcattcgc ttcttcaagc tgtggatgtg
   506881 tttcgtactt gctaataatg gattcaataa cagtgttagg aaggctcgaa acgataattt
   506941 taatgctcca aatacaacca acataacaat aaaccaagtc gtcatactat atcatcccct
   507001 ttttcctatt aaataatata actcatatgg taatagtaca taaggtgaag ttttgtataa
   507061 tttgtgaaaa atatgccgtt tttacgaacg gaatattaga aaaatcaatt ttgttacaaa
   507121 aagttgaaat cgaagtattt ttaaagaaaa aggtttataa taaaaatata actaataacc
   507181 acattactaa ttacaaggaa gtgtaactat gagtactgta gcaatcgtgt atggtattat
   507241 tctttccaca attatcgttt tatttttcgt tggggtttca cgttatattc ataaatggaa
   507301 agaaagcgtt gcgaaattaa atcacattga agaagaactt agtgatttaa tgttacatca
   507361 tggtaagtaa aaagtttatt tttagctaaa taatgtgaag aatatcacaa aacatgctct
   507421 ccttatgaag gcatgttttt ttgttatgtg aatgataggc acattcatgt ttttttccat
   507481 acgatacagt gtgaaagccg aaatgttcgg agtggaaaag agggataaaa tgggtagttc
   507541 aggttatgtt ccagataaca aaaatttaaa gaaaagctca ggaactccaa accttttctt
   507601 tgattcgaga aaaaatgtct tttttaaaag agataagaaa aacgttgcat atgaagttac
   507661 gtcaacgcag ttaccagcaa tgataggtgg agcgtttgtt gatttgttta tgacaaaagg
   507721 acatatgcga gaaccacatt ggcatccgaa tgcgtgggaa ttggatgttg ttgtatcagg
   507781 agaagcaatt acatctatct taaatcccga aacgaatcaa ttgcaaaatt atcatgtgaa
   507841 agcggggcaa actgtcttta ttccaatggg atggtggcat tggatcacag cagtaacaga
   507901 agaagtacaa ttacatttgt tcttcaataa cgatcagttt gaaacagcag aaggatcaga
   507961 catacttaga ttaacaccgc cagaagtatt tcaagctgca tacggggtaa gtgcagaaaa
   508021 attagagaag gacctttcgc caattaagga gtcagttgta attggtcctc ctaactcaaa
   508081 tcgtataagt agcgttaaag aaagtgacga gtcaaatata gtagttacgt taaatggaca
   508141 aataacacca tgtgaaatag aataactctt tcttttttta ggaagagtta ttctattttg
   508201 tataattttg taatgtattt cgttgtaatt atgatataga agggaatgta gtagaggggg
   508261 catattgtga acatattaaa gattatagga attgttgcag gagtcattat agtagccgtt
   508321 atagctttct ttgttattat gaagtactat ttgtcaaaag aagatccgaa ttacgtatta
   508381 aagtacataa aagaacataa agacgataaa acatgttcat tatttattaa aagaaatgga
   508441 gaagtaataa cttctataaa tgaaaataaa aaattgccat tagcgagtat ggcaaaaatc
   508501 gtaatagcag ttgaatttgc taagcaagta tcagaaggaa aaataagtcg agatgaacaa
   508561 atttcattgc acgagttaaa taaatattat gttaaagata ctgatggtgg agcgcatcct
   508621 gactggttag aagatgctag agcgagagaa ttagtgaaaa atgggcagat tactttagaa
   508681 gaagtagcta aaggcatgat tcattatagt tctaatgcaa atacaacaca tttgttagat
   508741 aagcttggaa tagaaagagt aaatgaaagt ataaaagagt tagagcttac tagtcatgac
   508801 aagttctctt cgtatactgc ttcattatat atgagagggt atgtagaaaa agaacttcat
   508861 gagccagaaa atcaatcgtt agaaaagata cgtaacatgt cacaggatga gtataatcaa
   508921 catgtgttac aaatacatga atggatgaaa gacgaagaag aatggaaaaa gcgggatatc
   508981 ccattaaagg tagatatgaa atttcagcga atttggtcag atcgattagt gggtgcaaac
   509041 gctaaagatt atatgagtat aatggaaaag ataaatagta gaaagtattt tccaaaacca
   509101 atgcaagaag aaatcgagaa tattttcaaa ggaacagtta aaaatagtaa gttcgaatat
   509161 gctggtcaaa aaggtggttc taccgcattc gtattgacaa aaagcttgta tactacagat
   509221 aagaaaggga ataaagtaga agttgtcatt atgtttaacg atatagaaga tcaagttgca
   509281 tatcaaaagc tgagaaataa tgtagattat tttattcgag acattataac aagtgaggaa
   509341 ttcaaaaata aattataata gaataatttt attatgtaaa caagatgcta tgaaaggtag
   509401 gtgttgagat gaggttgaac gagtatatgc ttgaaacgtt tcccaattta gaacttagac
   509461 cacctctatt ttataatggg gatactggta ttcgctttag attaggtgtg aactatgatt
   509521 gcaataacat ttatgaaaac tgcctatatt tagaagtcgt ttataataga gccattactt
   509581 tatttcagtc tttacatgca acagaagatg atatttatat cgtagtggat gtaaatgact
   509641 atgcagacgg tgaaagtttt aaacacaaat tgaatatatt ttctaagtat gtaaaagcga
   509701 agtcggattt gtttaagtta cagaaaaata caattcctta tgtttttcca gaagacgatg
   509761 aagacggggt atataaaatg catagatata ttttgaaatg taaagtttct gacttgaaat
   509821 acattcctat gttaaaagca atttgtaatc aagatatggg aataaaaccg cgtattgttc
   509881 atagagtgta tttcataaat agtaacaaga atactatatt tcacgtttat gatgatagag
   509941 gttgtgatgt attagctacc tctcctaata caattaggga tatttatcat acatataatg
   510001 attggatatt agaatacgat agaaataaaa ttgataaagt atttaattga atgtagtcta
   510061 ttttaattga gggaaatacc atatgaggtg tttccctttt attaatataa aaatcaatat
   510121 ttaaatttga cagcacctat tataaaggta aagggatttg atggtaatgt attgaatttg
   510181 gatagaaacg gaaaaaggag atgaataaat gacaacaata tatttcgttc gccatgccca
   510241 ttctacatat acaaaagaag aacgggagcg tcctttatct gaaaaagggc actgtgatgc
   510301 agaaaacgtt acgagcttat taaaagataa acacattgat gtagtgattt ctagcccgta
   510361 caaaagagca gttcaaactg tacaaggaat tgcgaataca tatcatgtat caatagaaat
   510421 agaagaaggt ttacgagaaa ggttattaag ttcagagcca atagcagatt ttaatgatgc
   510481 tattgagaat gtgtgggaag attggagttt tgcatacgaa ggcggagaat ccaatgatgt
   510541 agcacaaaga cgcgctgtaa tatgtatgca aagtatatta aaaaaatata aaggtaaaaa
   510601 tattgtaata ggtacgcatg ggaatattat ggtattactt atgaattatt ttgattcaaa
   510661 atatgatttt cgattttgga aaacacttcg tatgcccgat atatttaagt tgaattttca
   510721 taatgaagat ttagtttctg ccgaaaggat agagaatacg ggtcatcaga taaataattt
   510781 gtaaaagttt atcaaaaaaa gaggaaagag agatgttatt gtagaagtat gactttgtaa
   510841 cataaaaaat atatgttaaa ggaggctgtt tacatgtttg agaaagagaa agaagggctt
   510901 attgaagttc acaacgtata tgaaattgca ccagcagatg gaacaattat aggtatggca
   510961 acggaagaag aaatggaaat tgctgctgaa ctagagctgc agtactatgc ccattctcgt
   511021 ttgttagaaa caaatattca gttagacggt tcctcctaca aagagttact tcaggagttc
   511081 caggagtatg aaagaaaatc aatgagcttt tggcgagcaa tacataagcg tttagctgtg
   511141 ccgtgggcat gggtattacg tattgacgtt gcgaatggcc ctatatatgt aagtaatggg
   511201 aattcgtatt acgaagaaat cgatgatgaa gaagattatg aatagataag taaggaagca
   511261 gctttagttg cttccttttt ttatttttag ggagtgaaca gcttcaatga taatatctgg
   511321 tcggtcattt tctattccgt gaccagcatg ttcagcaagt atatattggc tattcattga
   511381 gagttttaat tgttcatgaa ttagctcttg ccacattgct tcaagttgtg tcgcttcctc
   511441 tattggcatg ccgcttttaa tcaactgagt aatagcatat tgagggtctc taccgataac
   511501 gattaatggt atttctaatg ttttatatag ctcttttagt gaaagagcac agtttttcca
   511561 ctccgatagt tcagaagctg tcgctttata taatgaagga gaggtagaaa attcaatttg
   511621 ttgtcttgat tgaccggcta gcataggttt tagtctatta gaaagcatgt ctacatccat
   511681 tttggaatat gtattatatt tttgaagcca catatcatcc gaatctgttt gatcagaaat
   511741 tggtaaatga agttcatcta atcggtgtaa gttcatggaa gtagaatcaa ctaaaataag
   511801 tgcttgcaac ttatcttcat gtaacatcgt aaaatgttgt gcgcataagc ctccgtagga
   511861 atgaccaatt agaatgatag gctcgtgaat agctaatttc tgtagtaaca tatgtaattc
   511921 ttttgtcact ttccttatag tacgcgaatc atttcctaaa tcactttttc cgtaacctgg
   511981 gcgatggtat gaaacgactg taaagtgttg tgaaagcttt tctataatag gaaaccaatc
   512041 ataaaatgag caacccattc cggtttgaat gactacagtt tgtgtattac atccttttat
   512101 atatacttct atagtttgcc ccaatacttc tacaaattta taaataataa accctcctaa
   512161 ctaagcttga aataattttt gacaagcgaa aacaatacac cagacaccag acacctatac
   512221 cgaataggac agaggtacta agtgaaaacg agttttttaa accaatatag acgataaata
   512281 ataatagtgc ggatgcagga aatccatata atacacctaa agcaaattga cttaattctt
   512341 gtttgttccc gccttcgaaa gaaatccaaa ataggctcag taaacttacg agaggaaggg
   512401 cagcaataaa gccgccaatt gtactgtaat gtttagcgac ttcggtaata acgccgataa
   512461 taagtgcaga aacgattact ttaacgagga aatgcatact ttgcctcctt tgctaataat
   512521 gaaaaagctt tttcaattaa ttgttgttct tcttttgata actgtgattc taatattttt
   512581 atcttttctt tatctagtaa agtatgcttt tctaatactt caatgccttc tttcgttaaa
   512641 gtaaggttca caactctttc atcttgtttg tttctttctt ttatgataaa tcctttttga
   512701 ataaggcgct ttatgtgttc agatgctgtg ttatgagaga gtaagctcag tagcgacttt
   512761 tccaattgtt atttctttct cacgagaaac gatttgtaaa atacgaatag cttggtgaga
   512821 aagattgtct tcatattcat atcgtaagtg ataataaatg ttctcccaat gctgattgat
   512881 gtctttcata ataataaatc cccctgtttt tatatcgtat actaagatat attcgttagt
   512941 gtagaaataa aatcctttta tttggataaa aaatgttgaa aaagtttatt tttattgaaa
   513001 tataaggtaa tctatgtgta aaggtataca tttagaaaga gagaggatga tagctgtgaa
   513061 tacattcaaa tggatgagtc atgaacagat gtatgtagat gaaatacatg ttgaaaaatg
   513121 tggtcctctt tcagtcggcg tatatggggg gaatcaagag agtgatgcat atgaacgagg
   513181 agatgcggtg cttgcttggt gggatcctga attacaattt gaatttgtta tgatttttga
   513241 tacacatcac aaaacaaaaa atatagatta tatagtagaa gcaatttcgg aaagaaaaga
   513301 gaaactaaaa gagttatttt cctacccgat acatttagtt tttcatcata cacatatgta
   513361 tttgttagct ttatttacag atgagctgtt tattgaaaaa tgtgatcaag atgatgagga
   513421 actcgcatgt ttaatatgtt tgcgaaaagg tgaattttta tattggttat cagttggtaa
   513481 ttgtttcgca tatttattcc attctgagaa aacgaaaaat ggaaaagggc gattaaataa
   513541 gcggaagaat tacgaatata tcggtaggaa aaatattttt gcagcaaata caccttgctt
   513601 tacgtcaggt gtaagaggat tagaaaaagg aatgaatcac attgtaatgg caacggacgg
   513661 tattttagag tgtgataaac gaaggtttga tgatgatcaa tctttagtag aaatattgca
   513721 cgacggaagt tgcttacaga ttgaaccagt attaacaaat gtactgcagt ggaaaggtag
   513781 agattgcgcc acaattattg gatggtccat tgacactgaa aataaacgat gtgccaatta
   513841 atataaaagg agttcaaggt ttttatcctt gaactccttt ttgttaagca atatgaatat
   513901 gatatgtttt taaccattca tttacttgta gcatgtattc catagcactt cttgcttcga
   513961 aattgttaat ttctttatta cttccatcgg caatggcaag taatgtggaa tgattaataa
   514021 gtgagaaaat agggttgttt ttattactgc acatgtcgag tgataaatga cggattgttt
   514081 gtaaatactg tgggtcttgt gaagttggat acgcactttt tcttctatta cgtacatcgt
   514141 caggtaaagc aggtttcagt gctctacgta aaataccttt ttcaatatta tcaatgcttt
   514201 ttatgttgaa aggaacgttc cataaatatt caactaatcg ataatcgcaa aacggtacac
   514261 gaacttcaaa tcctacagcc atactcatac gatctttacg gtcaagtaag aacggaagaa
   514321 atctcgttaa aaataaataa aacatttgac gttgtttcgc ggatttttta ctttcgcctt
   514381 caagagtagg tacttcaagt atcgcttctt ggaagcgtgt atcaatatag ttttctagat
   514441 tacattggtt acttatttca tgtagtagaa gaggagatgt attcttccaa tttgttagcc
   514501 aaggaaactt atcgacatat agtaattctt cttgatgaaa ccaagggtat ccaccgaata
   514561 cttcatcagc agattcgccg gataaagcta cggtcgcatc ttttttcatt tcgcaaaata
   514621 gtaaatatag tgaagtttcc atttcgccag cactcggtaa atcttttgca cggaggggaa
   514681 cgaataagtg attagctaat tcttcagcat tcacaataat atcatgatga gatgtcccta
   514741 catgttcaga aacgcgtttt acccaaggag cgtctaaacc agtgcgagca aatgtcagct
   514801 cgaaatcttt tgcgctattt acaaagtcaa cggaatacgt atgaagtgtt ttattttcag
   514861 cagcaaattc ttttcctgct agtgcagtaa taccgctaga atctaatcct cctgataaca
   514921 tgcaaacgag agggacgtcg gcaattaatt gtctttttac tgtatcttgt aaaatagata
   514981 aaatatgtga tgatgtatct tctatagaat ctgtatggac cttactttct aaattccaat
   515041 acttcgtaac tactttttta tcacgtgtaa atgtgataga atgtccggca cgcacttctt
   515101 caatatgttt aaagacgcca catcctggag ttcgaaatag ccctaatcca aatatttcat
   515161 ttatgccatc cgcatcaatt tcagcaggaa cagatggatg agctaataat gcttttattt
   515221 cagatccgaa aataatactg tcatttcttt ctgtataaaa gagcggtttt acacctaaat
   515281 gatcacgtgc taaaaacagt cgttgcttct gatcatccca taaggcgaaa gcgaaaatgc
   515341 cgtttaaatg ttgcacgcag tcttctttcc attctaaata agcatgtagt aacacttctg
   515401 tatctgaatg cgtttcaaat gtatgaccac atttttgaag ttgttccctc agctcacgga
   515461 aattataaat ttctccatta taagtaagag catacgtata atcaccagca cgaaatgtct
   515521 tcggctgtgc cccgccttct ggatcaatta caattaaacg acggtgtgca aaggccgcac
   515581 gaggtgaaaa ccaaaatcct tcagcatcag gaccgcgatg ctgaatacga tttgccatct
   515641 tttttaaaat aacatgttga tttgaaaggt cttctttcca atctacccaa cctgtaattc
   515701 cacacataca catctcatct cctaatttaa aatagtagat taatgaaata aaatgtacac
   515761 taagttaaag agttactata taaatagtgt actacatgaa tcaaattgca gacttgagaa
   515821 aattttcttg taatgcatag ttatgtgaga caatggctaa gggaaagtat tccattacat
   515881 acaaaaaata ataaaaagat gagagaaaat atttttttag acgttatata gggtgtaaaa
   515941 gcttttacaa aaaaataagg ggaatcgcta catgaaatca aatgagaaag attatataaa
   516001 aagattaaag cggcaaaaag aagatgcgct agaatttgtt gtcgatacat atttaccact
   516061 cataaaggga atcacgcaca aagttctttt tccagttcaa aatgatggat tgatagagga
   516121 atgtgtaaat gatattttcc tatctatttg gaataatgca aataagtttc atggagagcc
   516181 aagtgatttt aaaaaatggg ttgcggcaat tgcgaagttt aaagcaattg attattaccg
   516241 gaaagcgact aaaaaagtag aaattatttc agatgagttt catatcagta cggaaaagtc
   516301 agcggaagat gaattaattg ttatggaaga tagagaagaa ttattgaagc ttattaatca
   516361 attagaaccg ttagatcaaa aggtgttcat tatgaaatat cttctcggta tgaagacaga
   516421 agaaatagga gacaagttag gattaacccg ggcagcaatc gataatcgtg tgtaccgtgg
   516481 gaaaaagaaa ctacaacaaa atgctacgaa tattagtttt ggaggtagtg ccatatgaaa
   516541 gacatttatg aactattaaa tgatattgat atagatgaga aagaacttga ggaaattgag
   516601 gcttctgaaa ttgaaaaaga aaaagtgaag cgtaatgtaa aacaatctat tcgtacgaag
   516661 aaaaagatga aaagttggaa aaaaggcgtc gctgctgcat ctattttagt aggattatca
   516721 gttacaacgc ttggtattgg atttccgact tatgccgggg gattgccaat tgtaggtgac
   516781 atattccgat ttttagataa tggtagaaca gggttatatg aaaattataa agagttttcg
   516841 actgaattga atatgacgcg ggagagtaat ggagttaagg ttacaattaa tgatgtaatt
   516901 tctgatggaa gaacattatc tataacgtat tcactggaaa gtgagcaaga cttaggggat
   516961 gatcctatca tattaggcgg gttggatata atggacgctc atggtagttc aggaagtggg
   517021 aaaatgacta aagttactga aaaaaagtat gtaggtatgg taacaacgac gcaccatgat
   517081 agtaataaaa aggacaaagt aaactttaga tggaatatag agggaataga gataccagat
   517141 aggaaaaaat caatacaagg tcattggaat ttcgcgttaa ctgtaaaatc aatggatagt
   517201 aaagagagaa caattggtgg aagttcggaa aaagaaggta taaaagcaaa tatggaaaag
   517261 gtcgcaatgt cgccggtttc atttattctt tattacaatc aagaagtttc taagggtgcg
   517321 aggaaagaat gggatagtgt agatgttgaa ttgacggtta aggatgattt agggaatgat
   517381 tattcgggtg aaggaaatgg gggaagtggc aacgatcctt acaatattcg atggagtgct
   517441 acattccaaa agttaaacga aaatgcaaca aagcttatcg ttacacctcg tgtacactta
   517501 cgagttcata cacctgaaaa tcatggtgga gtagagtatg tgaatgggaa agagaaaaaa
   517561 attgaagtgc cgaataaaga agcgaaaaag aaagatattg ttttagatga tatcgttatt
   517621 gatttaaaga aataaaagag agaccgccta aaacattagg cagtcttttt ttcgttaagg
   517681 agtagtaacg agtaaagcat gcgggtgttg tgttttatac tcacctttcc acggaatgtt
   517741 tagttgttcc cacgattcgc cgctatcatt ggattgaaac acaccgttgt tatttaaagt
   517801 gtaaaacgtg tgcggttctg ctggatttgt tgcaaacatc gaaatgactg taccgattgc
   517861 agagggtagt ccttgttgta cttgctcgaa aggagtatct ttcgttttac gataaatata
   517921 agattcataa ggaatacggt gatgagcgag atctgcactc ggtgcggcag aaacgagaat
   517981 tgtattacaa tcagctggat cgatagccat gctatataaa taatgatgtt caagtccttc
   518041 actgcgtgag atccagctgt ttccactgtt ataactttca aggtatgcgc gatcaggtcc
   518101 gcccataaat ccgtcaccac atgatgcata aaggcgattt ggtgcttcag gatgcatgag
   518161 taattgatgc gcatcgatag gagcaccgaa ttttttatca atccatgtat gtcctttatc
   518221 gttactttga atcacagcac cagcttcaat tgaaacatga attgtattcg gattctgtgg
   518281 atccactgta atccagcgta cgtgatgggt gaaaggtcta ggcggaaaag cccacgtata
   518341 agaagataat aatgatttca tatttttcag ttccgtccac gtttcaccac cattttctga
   518401 acagaataaa gcgctcggtt ctgtgccgac ataaacgaca ccatatccgt taactttttc
   518461 attcgggctt atcgtaatgg aagtgataga agagtgtaaa ataccatctt cttttggaaa
   518521 atcaaagtaa cgataagaat ctccaatcgg tctccatgaa tctccgctat catcacttaa
   518581 ccagagacct cgtccaaatg ttccgcaata tacacgattc ttttgaaatg gatcaacagc
   518641 gatacaggta ggttgcatat tttgtaagtg atatgcggtt tcatagttac catagcgttc
   518701 ttttacaacg ataagttcac gttccataca gagaaatagt cgtttcaatt caataacctc
   518761 cttcaaattt ctttcattag taaacaatat gaagctgaaa aagaagtagt cttatttttt
   518821 gttgagaaaa aggacttgtt tgaaaagtat cgaagtgtgt atacagagga agcgggataa
   518881 agatagggaa tttgtttcat actaatgtac agatattgca cttaaaggag cattttgtat
   518941 gggacattcg cataatcatg ggcattctaa aaataaaaaa gcgttgctac ttgcattctt
   519001 actaacaaca agttttatga ttgctgaagt tattggggga tttgtaacaa atagtttagc
   519061 actactatct gacgcggggc atatgttaag tgatgcggta tctttagctt taagtttact
   519121 tgcgtttaag ctaggagaaa aaacagcaac agctgcgaaa acatacgggt ataagcgagt
   519181 cgaaatgtta gcggcattat gtaacggtgt cgttcttatt gtcgtttcag tatacatttt
   519241 tattgaagca attcgccgtt ttaaagaacc agttgagatt gctagtaatg ggatgctcat
   519301 tattgctgta cttggtctgc ttattaatat tttatcagct tggatattaa tgagaggcgg
   519361 agatgtaaag gggaatttga atttaaggag tgctttccta cacgtattag gcgatttatt
   519421 aggatccgtc ggagcgatta ttgctgcgtt acttattaaa ttttttggat ggactgctgc
   519481 agatgcgatt gctagtattc ttgtgtctat tttagtcatt attagtggat ggcgtgtaac
   519541 acgtgataca gtccatatat taatggaagg tgcaccacag cacataaatg ttgaagaggt
   519601 aaaaagtaca ttattaaata ttacggttgt aaaagaagtt catgatttgc acatatggtc
   519661 tgtcacatcg gattttcaag tattaacttg ccacttgatt attaaaggaa atgaaacaca
   519721 aagtgtatta aaagaggcta cggaagtatt aaaagagaag tttcatgtag aacatgtcac
   519781 cattcaagta gaaatagatg gtgaatttca tcatagtgag acaacttgca aagtatgaaa
   519841 gaaaaaggat acgaaaaagt gtcataacat ttttcgcgcg gcatacatat atataatgtg
   519901 gccacaaata ctttgtaagg taaatatttc atgaaattac tttacttata aagagtcatc
   519961 ttttataatc aaaagtggta attgataaag attatcattt tcaatgatcg tagaaaggag
   520021 ttttttaaaa gatgagtagt caactccgtt ttgcagttga aaatcgtaag aggcatttaa
   520081 ttgatgtgtt aattggagca ggtgtattta aaattcgtga ccgacaatta tacgagctgt
   520141 ctttagaaga attggaaaaa gagtacgagg atatggaaga ttatgcagat attcaggcat
   520201 agttatatat attagtaaaa agagagctgg ctacataaaa tcgtagccag ctctcttttt
   520261 atttcgtaga aattattttt tgtatttctt tcattggacg gagccagttt tgagtcatca
   520321 tttgttccat ttgtttttca tcctgcttct gcagtgcttg aatgatagcg tgatgttcat
   520381 caatagattg acttgctgga acaaagtttt ggaaaaataa atattcaagg cgtaaaacgt
   520441 gaagctgcat attttctaga aagggttcaa tatattgatt tttagcaata gaagaaatta
   520501 cattgtgaaa ttgtatatct aattctaaag cttgttttgc gttttttttc tctatagagt
   520561 actgaaaatc attatttatt tcagaaagta gtttcaaatc agcttctgta gtgtgttgaa
   520621 gtgcttgctt acctataata gagtgaagac cagccatcgt ttcataaata gttggtatgt
   520681 cgtctaactt aataggagca atttttgttt tttgcccagg taccatttcc actaatccag
   520741 aaagctctaa tatttgaagt gcttctctta caggtgttct acttactcct agtgcttcag
   520801 ccaattcccc atcattaatt ttttcatcgg gcttcagtac accttcaata atccaatctt
   520861 gtagttgatt taaaacaagt gattttgccg aaactcttcc ttgtttttta taattttgag
   520921 ggataggcat agtgaattca atcctttcat tgtatatttt cctttttctc atgaacaagc
   520981 tttaattctg gtttcccttc atctggtttt tgacttaaga tgagcaccat tacaatgaca
   521041 caaaaagccc ctaataactg aaaagattga aacggtacat gtaatataag tacagaagaa
   521101 ataatagctg cgagtggttc agtacaaccg aataatgtcg tttctttcgg agtcaagtat
   521161 cgtatgctgt ctaagtataa ataaaaggca ataagtgtcc caaaaatgac gacaaatgtg
   521221 atgagcggta gagtacttaa ttttacatat ttcacagttg ataataaaat aaattctttc
   521281 gtagaaataa agtgtacaat cgttacacca atacccccaa taatcatacc ccatccaacg
   521341 ataacagagg aagaccatct ttctagtaat ccctttgaat ataaactata aaaagcgaga
   521401 gataatccag ataaaatccc ccaaataata gctggtgtag aaacagctaa gttatgcaca
   521461 gacccgtttg ttagtaagag gaaagtacct actaatgaaa gggtaattga aatgaaatca
   521521 atttttgatg gacgaacgtt ccatttgaaa agtaagtata cagtgatgaa tataggagct
   521581 aaatattgta ataatgttgc aacggcggca tttccttctt taatagaagc aaaatacgta
   521641 tactgtacag caagcatacc gaataaacca aacaatatca ttttataagc atcagatctt
   521701 tgtttccaaa tgccgaatat ttcttttttg cttgttccga atgatgcaat aatgagtaag
   521761 ataatgccag atataagtaa tcggattgta actaaccatt cagtagaaat attgtcatat
   521821 tgaaaaagtt gttgtgcagc tgttccggac aagccccata aacaagcacc gatgacaacc
   521881 ataatgattc cttttaaacg atttggatcc atcatgtata gagtcctcct ttcagaaaat
   521941 atattgtata caatatgcaa tatatcacga aatggattag aaataaactg aaatttctta
   522001 cttaatgtaa agttattatt caaatgaaag aagtttgtta aataagagaa cgataaaata
   522061 gaaaggcttc cgtaaacgga agcctctcta ttttgaatta tgaagtgtaa gtaaaagctg
   522121 gaataggatc aatgaatgta ttccagtttt gtgtcatttc tttttctgtt aatagacaat
   522181 catctaatga ttgttcaatt aaagaacggt tcatatcaat tccaataaat acgagttcag
   522241 ttattcgatc tccatattgt ttatcccagt ttttcaatac ttctggctct tctatgatca
   522301 tttgatttct ttcagtttca ggtaatgctg ctatccattc accggctcct tgaattgtaa
   522361 tagaggaacc tgcttgagat agaagaccta tcatattatt acgagatgcg agccagaaaa
   522421 agccttttgc tcttacgaca tctacaggcc atttttctag ccaattcata aggcgttcag
   522481 gatggaaagg gtatttacga cggtatacaa aggaattgat accgtattct tccgtttcgg
   522541 gtgtatgatg ttcactattt aattcttgta tccaacccgc cgattgactg gcttcctcat
   522601 aattgaatac atttgtattt aaaatttctt gcagtggtac gttgctaaag gaagattcaa
   522661 taatttttgc attaggattt aatttctgta gcagttgatg aagttctatc acatcttctt
   522721 tttctagtaa atctatctta ttaagaataa ttacatttgc aaactcaatt tgatctatta
   522781 ataaatcaat aacttcccga gtatcatttt cattgattgc ttgtttgcga tctaataaac
   522841 tttctccatc tgcaaaatca tcccaaaatc tatttgcatc tacaactgta accatcgtat
   522901 cgaggcgaca atttttcgtt aaatcaatgt taagaacgtc gtcagtataa gtaaatgttt
   522961 gggcaactgg aatcggctca cttataccgg aagattcaat cactatatag tcaatatcac
   523021 cgttttcaac aaggcgattc acttctatta ttaaatcttc tcgtagtgta caacaaatac
   523081 agccattttg aatttctact agtttttcct ccgtacgtga aaaaccacct ttttttataa
   523141 gggaggcatc aaagtttact tcgctcatat cattaacgat aacagctact tttaagttgt
   523201 tcttattagt taaaatatga tgtagtaatg tagtttttcc ggatcctaaa aacccactta
   523261 atacagtgat aggtattttt ttcatgaaat tatttctctc ctttaaatcg taatgattac
   523321 gttttatgtt aaatgattga aagggaaaaa tcaataataa atcataatga ttacgattta
   523381 agaataggaa tagactataa catttgtgtt gtagtagtag atgcatttgg acaagcacat
   523441 gtttacatat aaataaaatg gaggcgagaa ggttggtttt taatagagtt tcaaaagaat
   523501 tagcaggcat agtgcttatt gttatttttc tctttttatt atttttggta gattttacaa
   523561 gcctagcaaa tttgcacaaa agtatgccgc aagtatggtt gaatgtgaac acactctttt
   523621 taagtattat ttttgaagca atacctttta ttttactagg gataatcgtt tcttcactca
   523681 ttcaagtgtt tgtgacagaa gatatgattc aaaaagtaat gctgagatct ccaattgttg
   523741 caatgattcc agcagtattt gtaggaattc tttttccaat gtgtgaatgt gtcattatac
   523801 caattgtaag aaggctcatt caaaaggggt taccacttca tgtaggcatt gttattttac
   523861 taagtgcacc tataatgaat ccggttgttc ttttatctac catatatgcg tttcaaaaaa
   523921 atgattacgt tgtatatgca cgctttggga taacaatttt tgttgctcta ttcataggct
   523981 taattgtgta tcatcgctat cgcgaaagaa atgttttaaa agacgtagag ggttcagttc
   524041 aaaaaagcaa aaataagagt tggaaagatg ttatgaatca cactgtagat gagttttttg
   524101 atactggtaa gtatttattg atgggtgctt ttttagcaag tgtatttcaa actttttttg
   524161 atcggaatgt actggataca gtagcacata acgaagtagt tgccccaatt attatgatgg
   524221 gatttggtta tgttttatcc atttgctcat ctgctgatgc atttatagcg gcatcttttg
   524281 gacaagtttt ctctgtaaaa gcacttctcg catttcttgt gtttggacct atgcttgata
   524341 tgaaaaatac attaatgcta tttgcatatt ttcaaaagaa atttgtattc tttttgattg
   524401 gaattattat tttatcagtg tacacaatcg tgcaaattac aagattatag gaggtgagaa
   524461 acaatggaga aagaggagca gaaggcatat catcgctata tacgtggcat tattttaatt
   524521 ggtttagcaa tgctcttatt taaattactt gtaaccggaa atatatataa ttttatcgct
   524581 ccaaaaatga ttaaatttac gtatatagct tttgtagtgc tcttacttct tggttcttta
   524641 caagtttgga gagatggaag agaaaaacag gatgattgta attgttgtaa gtatcataca
   524701 gcatcaaaat tagggatgaa aagtttgttt gtgtatgtct tatttgttgt tccaattatt
   524761 agtgcttttt tatttggaag tgtaacaatt gatggaagtt tagcaggaaa aaggggtatg
   524821 aatcaaagtg tacaggcgag aagtatggaa aagaatgaaa aagagggaat acgggcaaat
   524881 tctgattcga aagaacaaga tgaaacttcg aatttaaaag tgactgaaca agtggaagaa
   524941 caattgacaa aaagtatgtt agggcagcgt aaaatacaag tagaggataa ggactatgtt
   525001 caaacaatgg gtataattgg tcaagatgtg aatgggttta aagggaaaga acttacattc
   525061 acagggttta tatataagga taaagatgtg agagggaata aagcagtggt ggctcgatat
   525121 ggcataactt gttgcattgc agatgcatca gtctggggga tgattgttac ggggcaaaac
   525181 gtcgaaaaat tcccagaaga aacatgggtg aaagtaacag ggatattaga taaaacgaca
   525241 tacaaaagaa tgccatttcc acttgtgaaa ataagtaaat tggagaaaat taataagcca
   525301 gcagacccat atgtatatga tgctttactg caataaaaaa gaatgaattc ttcatatttt
   525361 catgaaatag aatcataatc atgacgataa aaaaataaag ataagagtaa tttggtttgt
   525421 taaaaatatg tgtagaagga gatacgcgat gaactgggtt actcataaac caacatttga
   525481 atttgataat tttagtccat ttattcgtgc gaatactgcg tggcttgggc atttggagtt
   525541 cgcatacgat ttagtaagat ttgaaaaacc agaaatatta gttgagctag gtacacatat
   525601 gggcgcttct ttttttagtt tttgccaagg ggtaaaggat gggggattag ctacaaaatg
   525661 ttttgctgta gatacttgga caggagatgg gcatacaggt ccatatggag aaggtgtgtt
   525721 ccatattgta gataaagtag tgaaaacgag ttatcccaat ataggtaatt taattaaatc
   525781 tacttttgat gaggctgttg atcaatttca agatggaacg ataaatttgt tgcatattga
   525841 tggctatcat acgtatgaag cagtttctca tgattataaa acatggttac cgaaacttgc
   525901 ggataacggt atcgtattat ttcatgatat tgaggtgaaa gatcgaaact tcggcgtgta
   525961 taaattttgg gatgaggtga aagcgaagta tcctcatttt cagttccagc attcatatgg
   526021 gcttggagta ttatttccga aaggttgtag tgatagattt aaggaaatac ttaaaaataa
   526081 agaagaaata caagatatgt ataaataaaa gtggagcatg catcatttga atgatgtgtg
   526141 cttttttgtg tggggaataa tgatatgcct ttaaacggtg agtataatag taaaacgttt
   526201 tatgatggaa aatattgaaa aagttaccct ttgcttgtta aatataaaaa atgtaacatt
   526261 ttttatattt tccattgcga aaagtagcat ctacttttac aatagaaaag gtgtccaata
   526321 tattatactg gaaaaataaa tcgaaataat atgaaaattt tgttttgtct tcgctaattg
   526381 tatattgcat atacgtaaga cgacatacat catgttatcg acttgtaagg agagaaaaaa
   526441 atgaaaagtg taagattacc atcgatgcta gaaatcatag ttcttttatt attatttctt
   526501 gctgttgtct tttccttcca aacgattttt gatctcccaa ttcaattagc gctatttatt
   526561 tcatggtttt tagtaattgc gcttggatta agattaggat ttcgttatca agaattgcag
   526621 gatgcaatta cgaaagggat ttctaacgga ttagaagcaa tactcatttt agttgcagta
   526681 ggtgctttaa ttggaacatg gattgctggt gggatagtac caacattaat ttattatgga
   526741 ttagaattta ttcaccctag catattccta ttagcaacat taattatttg ttcgataact
   526801 tctatcgcaa caggaacatc ttggggaacg gtaggaacag caggtattgc tatgatggca
   526861 attggtgaag gtcttgggtt accattacca cttgttgctg gtgcagttct ttcaggtgct
   526921 tatttcgggg ataaattatc gccactttct gatagtacag tacttgcagc atctatggca
   526981 aaagtagatg ttattgcaca cgtacgagct atgcttgtat tagacgttcc agcgtatatt
   527041 attactagca ttatgtttac tgtagctggt tggatgtatg gcggagataa cgtagattta
   527101 aatcgagtag aatttttaaa ggaatcatta ttaaaacact ttgatattaa aatatggatg
   527161 ttagttccgg cgattattgt cattgtacta ttagcaatga agaagccttc tatgcctaca
   527221 attgcaatgg gagctttact tggcgcaatt tgggcaactg ttttccaagg aatgcacttt
   527281 ggagacgcaa ttggaacagc atataacgga ttctcaattc aatcaggcgt tgagtttgtc
   527341 gataagttat taaaccgtgg cggaattaac ggtatgctcg gttcagtagc cgtaattatt
   527401 ttcggtttag ggtttggtgg attacttgaa aaattaggtg ttttaaaagt aatcgtatca
   527461 aaattcgaaa agaaattaaa ttctgctggt aatgtaacat tatctacatt aatcgttgca
   527521 tttttagcga acatatttgg ctgtgcgatg tacgtatcac ttattttaac accgaaaatt
   527581 atgcaagaaa gttatgataa actaaaaatc gaccgccgcg tattagcgcg taactcagaa
   527641 gtaggtggaa cattaacttc aggtatggtt ccatggtcgg ataacggtat ttttatggct
   527701 ggtattttag gtgttgcgac gatatcatac attccattta tgtggttaag cttcgtatcg
   527761 ttaattttag cagttattta cggatataca ggcaagttca tttggtatgt agatgatgct
   527821 gaaaaaggaa aagaagcgtc ataaataaaa aatcaccttc tgcgtgttgt agaaggtgat
   527881 tttttattat gaaagcatat tttttcatat tgaattcctc cagtagtgtt atagtaggtt
   527941 acaaaggaaa ggatacagcc taaacttaag tttaggtcaa gaggaatttt tttaaataaa
   528001 tatagaatat ctatatataa gagtgagaat tcttatcatt taagagaaag tctgttatta
   528061 taagagatgt aggtattata ttttcaaggg gatgaaaaca tggagtacag aattgaaaga
   528121 gatacattag gagaaataaa agttccagct gataaattat gggcagcaca aacacaacgt
   528181 agtaaagaaa acttcccgat tggaacagag caaatgccgc ttgaaattgt aaaagcattt
   528241 gcaattttaa agaagagtgc agcgcttagc aatcaaaaat taggaaagct atcagaagaa
   528301 aaagcagaag caattgtggt agctgctgac gaaatcattg cagggaaatg gaatgaacat
   528361 tttccgcttg tcgtgtggca aacaggtagt ggtacacaat caaacatgaa tgtgaatgaa
   528421 gtaattgcaa atcgtgggaa tcaaattttg aaagaaaagg gatctgacgt acatattcat
   528481 ccgaatgatg atgtgaacat gtcccaaagt tcaaatgata catttccaac agcgcttcat
   528541 gtagcatgtg tactcgcagt agaaaatcac gtattaccag ctattacgaa attaaaagaa
   528601 acgttagcag aaaaagtaac tgcatttgaa catattataa aaattggtcg tacacattta
   528661 caagatgcga caccgttaac attaggacaa gaaattagtg gatggcaccg tatgcttgaa
   528721 aaaacagagc gtatgattgc agagagcaat acatatatga aagagcttgc gattggtggt
   528781 acagcagttg gaacaggtat taacgctcat cctaaatttg gtgagatggt atcagaggaa
   528841 attagccaat ttacaggtaa acaatttatt tctgcaccaa ataagttcca tgcattaacg
   528901 agccatgatg aagttgtata tactcacggt gcattaaaag cattagctgc ggatttaatg
   528961 aaaatcgcta acgatgtacg ttggctggca agtggtccac gtagtggttt aggagaaatt
   529021 attattccgg cgaatgagcc aggaagctct attatgccag gtaaagtaaa tccaacgcaa
   529081 agtgaagcgt taacgatggt tgtagcgcaa gtgatgggaa atgacgcaac aatcggattt
   529141 gctgcgagtc aaggtaattt tgagttaaac gtatttaaac ctgttattgc gtataacttc
   529201 ttacaatccg ctcacttatt agcagatgca attgtttcat ttaatgataa ttgtgcagtt
   529261 ggtattgaag ctgatgaaga aatcattaaa gagaatgtga atcgttcatt aatgcttgtt
   529321 acagcattaa acccgcatat cggatatgaa aatgcagcaa aaattgcgaa gcatgctcat
   529381 aaagaagggt taactttaaa agaagcagca ttgcaatctg gactactaac agaagagcaa
   529441 tttaatgaaa ttgtcgatcc gaaaaaaatg attgctccga aagagtaata aaaaaagccg
   529501 agattctttg tttagaatct tggctttttt aatatttatc ttttctattt gtattactgt
   529561 aagtaccaaa ataaattatt tgttagcagg catattcaat actttcatat gcggacagtt
   529621 ttcttttaag actgaaagga acttttcttc ttcttggggt ataaaaacag ttacagagtc
   529681 aaataaattg taatggattt ctaattgctg tctagtccat ttctttgaat gaagtttttt
   529741 accagcatat ttaacgtgac ggatgtcttt aaatagaatt tcagtatgaa atatgaaacc
   529801 atgttttaca ataagagatg aagcagttat atggtagtga gaaaaataga aggaagaaag
   529861 atttacgaca tttagcagca tcatgagagt gaaaaaaata gaattttcat tttggaagaa
   529921 tagcgaaatg aaaaaaatca tgataaataa tgaaatgaaa atgacgtgaa atggattttt
   529981 tttcgcttta aatttcaagt tggtcacctc ggtatacatg tactttaact aaattaaatc
   530041 ataacatcgt aataaaacgc gtgaatatgc ataattgcat gttcacgcgt tttattattc
   530101 atgtaaaatt tcttgatgga atacattcaa aagaagtttt gtaatagtgg agtggcatga
   530161 agtgacttac aagaatagaa agatagcgtt agtcataatt agttgtatga tgattatggg
   530221 gagttgtgct aatacatttg ttgaagatag aaaccgaaag catacatttg tacaagcaag
   530281 taaggtttta gtagagactg taaatagaat atataaaaag taaaaggtgt tttcttatac
   530341 agaaacacct tttttgtagt taaaattgaa tgtacttgct cccaatgtcc atattcacta
   530401 atcgcatatg tattttgggc aatttgttta acagtaaacc aagggtcgtg cagaatagtc
   530461 atgttttgtt tcacatccta tcgtaattta tttattaaat acattcgctt tttattgctt
   530521 catatccttt ttaaagaata tattatagac atttttataa aagtttgcaa aataggtaaa
   530581 cgaaacattg aaatgtttat ttcgtttatg ttaagatgat gaagtgataa taaacgttat
   530641 taaaatttgt ttgttttaaa atggacattt taaaggagtg tttagtatga gcgatatttc
   530701 agagaagttt tgggatgcgt cggtagagga attgaaaaaa gggtatgtgt ttgatgagga
   530761 aacggaagag tatatttgtt tagcttgtgg agaaacgttt attaaggggg ttatttatca
   530821 agataatcaa gttttgtatg aagcagagaa gtttgtacaa ttgcatgtgc aaaacgaaca
   530881 tacgtctatg tttgattatt tattaaacct tgataagaag tatacaggtt taactgattt
   530941 gcaaaagaaa atggttcagt ttttccatat ggggctgaat gataaagaga ttgtaaaaga
   531001 gatggatggc ggaagtactt caactatccg caatcatcgg tttacacttc gagagaaaat
   531061 gaaacaagcg aaagtatttt tagcgttaat ggaactgtca gaagaaaaat cgaaagtaca
   531121 aacgaaattt gtacctattc atagaacagc aacgatggta gatgatcgtt acaatattac
   531181 agaagaagaa aatgatgaag tattaaaagc acattttaca gaaggcttag atggaccgct
   531241 ttctaaattc ccgaaaaaac aaaagcgtaa attaattata ttacgccatt tagtgacgaa
   531301 gtttgatagt aataaaaagt acacggaaaa agaagtaaat actatcatag aaagtgtata
   531361 cccagatttt gtgactttaa gaagatattt aattgaatat ggttttttag atagaacaga
   531421 tgatggaagc caatattggg tgaagttata gtatatggag aagaaaatga atagaagcac
   531481 atcgttataa caaatataca aagagatgta agttgaaaaa cagattttta ataaaaggag
   531541 aaatgaaatt tgaaaccacc tacagataac aataaagaag gtgcggagtc gcataagtta
   531601 gaaagtgaga gtaaaccgat atggaaatca atgtccatgt ttttagtacc gttactatta
   531661 agtaatgtat tacaatcggt cggacaatta tttggtatgg tagtagtagg gagatggctt
   531721 ggagtgaatg atttagcggc catatcagca ttctttccac tatttttctt actcgtttca
   531781 tttgtaattg gtattggttc tggtagttcc attttaatag gtcaggcgtt tggggcaaaa
   531841 aacgaagatc gtttaaaagc gattgttggt acgacgctaa catttacctt tattattgga
   531901 gttgtgttgg cgatagtagg tagtattttt gcgatggata ttatgcgcct tatgggaacg
   531961 ccagaaaata ttattgaaat aagtgtacat tatgcacgta ttttatttat atcgatgcca
   532021 gtattatttt tgtatttcgc atacacaaca tttatgagag ggacaggaga ttctaaaacg
   532081 ccattttatt ttttaattgt aagtacagcg ctaaatatga tcttattacc gattcttatt
   532141 tttggatggt taggagctcc gaaattagat gtgtatggag cagcctatgc ttctgttata
   532201 tctacagtta ttacgtttat tgtcatgtta gtgtatttaa agaaaaaaat cacccactac
   532261 aattagatag tacggtaagg aaatatcttc gaatggattg ggatttatta aagctattgc
   532321 tacgactcgg tattccagcg agtattaata tgatattagt ttcattatca gaaattgcgg
   532381 taatcgcgtt tgtaaatcgt tacggttcag atgcaacagc agcttatggg gttgtgaacc
   532441 aagttgcaag ttatgtgcaa atgccagcag ttagtcttgg tattacggtc tccatttttg
   532501 ctgcacaatc aattggtgcg aatcaatttg atcgattgca gaaagttgtg aaggccggaa
   532561 ttattatgaa ctacgtcatc ggtggtgtgc taatatctct tatttacttg ttctcaagag
   532621 acattctatc actgttttta acgagtcaaa ctacaattga aattgctcat agcctagtta
   532681 tgattacatt atggagttat ttaattttcg ggcatgcgca aattattagt gcgacaatgc
   532741 gagcgagtgg tacagtatta tggccaactg ttatcggtgt cgtatcaata tggcttgtag
   532801 aagtacctgt agcgtattac ctttcttacc atacaagtct tggtatagaa gggatatgga
   532861 ttgggtaccc agcagcgttt attgtcagtt taatactaca atatgcatat tataagcttt
   532921 catggcagaa gaaacgaatt acacgattag tgagttaaat attgaaaaag tccctaagtt
   532981 attttactta gggacatttt ttgtaaaggt atctttataa atagcttttt aaagtaatat
   533041 caaaatgttg tctaatgagt ttgttatcac tcatataaaa ctcccaagct ttttctggtt
   533101 caccgataat ttcaaaagat tcttctgtaa tatataaggc acaattatcc tctagagcaa
   533161 tgccttctat attaccttga tgattttgta aaaaggaatg gaaggcgttc attctattta
   533221 attgattata atgtggacaa aaccttttgt tcacaattcc ccagccgttg ctctctatat
   533281 aaccggaacc ttcataatct gagcggatgc tagatgtgaa ccagcacata gcaccagcgc
   533341 tgtatcctgc aatgagcgtt ccttgctgca gagccaatag taatttttca tcgagtttat
   533401 gttctttcca ttctgtaacc atttgaatat agttcccgcc accgagataa attaaatcag
   533461 cagactgaat catttcgtct atttcatatt tagaaggtgt atcagctata atacgtaaaa
   533521 tttgtacgtc acagtgtaat tgtttttcaa atgtgtctaa aaataatttt atatagcttt
   533581 catcatcatg actagctgta ggaatgaata atactttcgg atattgttta tttgttaatt
   533641 ctataagtcg ctcattaata ggcgagtgat tggaatcttg taaatcaccg ccaccaatga
   533701 cagctaattt catagtaaag caccacctaa tcattttcgt tatataaaaa ttcgatagaa
   533761 gagagttaca ttccttctgt gatgtaatga ttaagtagaa aatatagttt aaatatatcg
   533821 gaatagtaaa gaaaaggctg gttatattgg gaaatgaatt agaaacaatt tattaatata
   533881 taatacttca tactattgtt tcaaaatatg gaaacaatat gtttaaatgg atataaagaa
   533941 gcatgtattc atattgaatg agtgcttata ctttaaaaag gaatcggaaa taatagagat
   534001 tttacaaatg agtttttact tttaatagga acttgtatta caatatggta aaattatttc
   534061 aatatattta tttaatataa aaatacaaag agggagcgtg aaaaaagtgg attttcgatt
   534121 cgaatttaca acgaaggtga aggaatactt ggatgatgag aaggatgaaa aaataataaa
   534181 agatggacat agagatatca tttttcagta tttatatccg ctagagagtg aaattggtat
   534241 ttataaaaat cctaacttta ctttttttgc atcaggaaga cgctcgcata tcgtattaga
   534301 aaacattgaa tttaaaacag aggtaaatgt aaaaagtaac atcattgaaa ttacaaaaat
   534361 agtagataat gtcgttatcc cgttagatac gatcgtagcg aaagatcggg aattgtttgc
   534421 acttgggcgt aatgagaaat ttagtgtaca aatattagag cagtatctct ttgatacatt
   534481 tggagaaaaa ttaggtttaa aatgaatgga atggcctatg tatttatagg tagtgaattt
   534541 tcgtatatat catttgcgtt tgacctttcg tttaatttat actacaattc gtagtgtgaa
   534601 aggagctatg cgatgtttac tcaaaactat aagctaaatg agcaagggtt aaatcatttc
   534661 tttggaccgc ttgaagcgaa aattatggag attgtttggt ctagcgaagg gattacgatt
   534721 aaagaagtgc agcagaaatt aagtgaagaa tcacctgtga attttaacac tgtgatgaca
   534781 gttatgaaca ggttagtaga gaaattacac ttagaaaaac aaactgtgaa aagaagtggc
   534841 atatatcgtg ctgtacaaac aaaagatgaa ttcttatcca atcaaacgaa gaaaatgaca
   534901 caggaattga tgggggaatt tggagattta gttgtaaatc atatgctaga tgaattagag
   534961 caagctgatc cgaatttaat aaaaaaatta gaagacaaat tgagtcagta aaaaaaagag
   535021 gattaatgaa atgaaatggc aaatgcgtaa aatcgtattg ttagcaggaa ttgttagtat
   535081 actctttttc agtatgctag tgtattacgt tacatatcca tttctgtttc aaaataagat
   535141 gttcttcctt tcaaattttt gcttgtttca attagaaaaa catatgaagg agttatcgct
   535201 cattcgtatt ataatcgctg gatttctact acttactgtg tttatcgtgt gtaaaaggat
   535261 atggcgacaa tttttttata gtaaaagatt acaaaaagta cttatccctt tcatccgaaa
   535321 aggaaagcaa atatatatat tgccgactgc ggaagttgcg gcatttacaa ttgggctatt
   535381 tcgtccgaaa gttgtcatat cagaaggaat gattcaaaca ttttcagatg aagaaatgga
   535441 tgcaattatt ttccatgaag aatatcatca aaataatcat gatccgttaa aattattttg
   535501 ttttacgtta ttagcagaag gaatgatgta cataccggtc ttaaaaggct tgttacagcg
   535561 gtatcatacg tatcaggagc tagctgctga taaatatgcg atgcaaaaaa tggagtcttc
   535621 gtttgagtta ggtagcgcgt tattaaaatt aattaaaata aagacaatgg aaaatcgatg
   535681 tgttacagct tcatttgcaa aaacagcaat caatttacga atcgagcaag tgttaaatga
   535741 aaaagttgtt aagcttacta ttccgttaca tacgaattcg gtatatgtaa cattaggttt
   535801 attttgtatg tcggttgtgc taattgtcgg agagtgcata tagcctcttt ttttaagaat
   535861 taacactact tgttgtagtg tttcaggggg aataaaatga atgcagcaga tttaacaatt
   535921 tggcttgtag caggggcagg agtattgtca tttatatcac catgctcttt accgctatat
   535981 ccatcttatt tatcttatat tacaggtgtg tctattcaag atttaaaaga aaatcgtggg
   536041 attatgcaaa aatcagcgat tatacatacc gtatttttta tgatcggatt ttcggttata
   536101 ttttacgcgt taggtttatc agtaagctgg attggaatca cattttcatc taaccaaaaa
   536161 ttaattcaac aaattggtgg gatttttatt gttttaatgg ggctatttat gacgggcttg
   536221 tttcagccta agtggcttat ggcagagaaa aaggtgcagt atagaagtaa atcgactgga
   536281 tatattcgct cgattttagt cggtatgaca tatgcagcgg gttggactcc atgtgttgga
   536341 ccgatatttt cagctgtact catgcttggt gcgacgaatc ctgaaggggc acttctttat
   536401 attacagcgt atacgcttgg atttgcagtt ccatttttcg tgatggcatt ctttattggg
   536461 aagataaaat ggattgttac atatgccaat gtcatgatga aaattggcgg tggaatgatg
   536521 attgtaacag gtattttatt gtatacaaat caaatgacga aaattacagc attctttatt
   536581 cgtctattcg gcggatttac aggtttttaa aaatgaggag gaaaaaaagt gaagaaacta
   536641 attgctatta tactggccgg agcattaatt tgggccggag ttaattttta taattcaaag
   536701 aaagaagaaa aagaaagaaa agcgaaacaa gcggaattac agaaaacaga agtattacca
   536761 caagtaggat ttaaagcacc agacataaca ttaaaaggat tagatgggaa gctgtattcg
   536821 ttacatgatg caaaaggtaa accatatctt attaattttt gggcatcatg gtgtggtcca
   536881 tgtgaaatgg aggcgcctga cttagtttgt atgtatgata aatataaaaa ggatgttgaa
   536941 atctttgcgg taaatgcaac aataggagat ccagtgcaag aagcgagcgc ttttgcggat
   537001 cgtcacggat ttaagtttcc tgttttacta gatatggacg gagtagccgg attagattat
   537061 aaagtgtttt ctttaccaac gacatttttt gttaataaag atggaattat cgtagagcaa
   537121 gtacgaggcg tactacctcc agatcaatta gaagagaaat tcaagaaatt aattgagagt
   537181 taagagggga tttcatagtg atggagtgga tcgtgaggtt acaacccgta tctcttataa
   537241 ttggaagttt atttggattt atgttgatga aacgaaagat gaagaacgaa agtgtaccat
   537301 atgaaaaaat gatggatgca gtaacaaatg cttttcttat catcgtattt gtatggaaat
   537361 ttgcaccggc aattttaaat ccagtatgga ctattaggtc gccactgcaa gcattattag
   537421 ctataggaag tacgaaacat attgtagtag gatgcataat tgcaagtgta tacattgttt
   537481 ggaaaagtaa aaaggggcaa ttttcgcttc gtactttact tgatgcatta cctattgcgc
   537541 tatgtatgag tattattttt tattttctat tccaccaaaa agtaggagta caaacgacat
   537601 tgccttgggg tgtgaaagta tatgaatcta attttttata tcatcctata ttcgcatacg
   537661 agatcattct ggctctttgt atagtgggct tgttatggat gaaaaatgaa aggcttggaa
   537721 atggaaagaa tataagtgtt tttctaatta ttgaggggtt tgctcatatt attatttcac
   537781 ttgttagtga acagaattca gttctatttg gtttatcgat gcagcaaata ctcagttttt
   537841 gtattatgag tttagggatt ttgttcgtgc cgaaaagata aaaatagcca tgtacggagg
   537901 aatccgcacg tggctatttt tattacatct attaaaaaat cggcggagta acagaaaata
   537961 aaacaatgac atttttctcg aattgattta cccatttatg ttttaaataa gcgggtattt
   538021 ttacgctatc acccgtttct aatatgtatt cttcttcatt taaatgtaat gtgattttcc
   538081 cttctaatac aaatgctaat tcttcacctt tatgttctag tacattttct gatgaagctg
   538141 tattcggcgg gatggtcata attgctgttg ctaaatttcc tgtgaaatca ggtgatagca
   538201 tttcatatga taaattatcg ataatcattt ttttgcgttt atgagaacgt acaattaaat
   538261 cgtctgtatt ggtatcttca agtaaaaagc taaatgttgg aacatcaaga gctttagcga
   538321 gtacttttaa tgtttggata gaagggttag cagatccacg ctcaatttga cttaacatag
   538381 atggtgtaat atcagccatc tttgcaagtt ctttactcgt taaacctttt tcttttcttt
   538441 gttgttcaat ttttttacca atatctatat tttccatatt gaaaatctcc ttactgatta
   538501 ttaaattata tttaaataag ttaaattaaa attaactaaa gtggataatt tatgttaaac
   538561 tatattaaaa ttaatttaat tataatttat taaatcgtaa gctacaaggt gatgaggagg
   538621 taataacagt aaataagaat ctataaaaaa ctataaaaat ttacaattac aggttttata
   538681 ttttacagaa ttcaacctat aatattttca ggtgatgaaa agggggaaaa ggatgaaaac
   538741 aacacgtact tgtaaaatca attctattac aaaagaacaa acggaagctt taattacttt
   538801 gatccgtacg ttcgaaagtg caaaacgata tagttttaat cgtttaattg aaggagaaag
   538861 cgagaaagaa ttgattaaaa aactacaact taaatatttg ttaaacaaac gcttttgtga
   538921 agatgcagtt ttgcaagtac aaaccatcct ttcctcccaa aaagaacttc ttcctgttta
   538981 cctagaaaac aatcaaaaaa aattagaaaa aacattacaa aaaaagatga ttatgaaagt
   539041 ggcaggaaaa acccaaaaaa agtttcatta gaaatgtgtc taattggatt aagaaaaaga
   539101 caacaaaaat tagaacaaaa aattgaaatg tatgaaacac atattaaaaa tggaacatta
   539161 cctcctatta tttttggtgg acggaaaaat ttctatgaaa gaatgaaaga taagatatcc
   539221 aatcaagaat ggaaagattt acgtacaagg caattatatt ctcgcggaga taaaagtaaa
   539281 aaagggaatt tgaacatgcg cattacagtt gatgattgtg ggcaaggatg gttagaaatt
   539341 gcaaattcat taggacgaac aaatggaaaa acaaaaagcc cacgaatcaa agttccgatt
   539401 attattccat atcgttttta tcatgaaatc acaaatgttg ttatgggaga acaaatcggt
   539461 gtaaatccaa aaggaaaacc gattatagat catcaaaaat atagtgtaga aattattcgc
   539521 aaacaaaatg atttttatgt aaacattacg tttgatgaaa cggaaatagg tcgtgtatta
   539581 gattttaaag aaacaccaca atctgattta attgcaggga tcgatgtgaa tccggatcga
   539641 attgcagtta gtttatgtac aaaacaaggt aattttaagg gttcgaagat cttttactta
   539701 cacaatcttg atacattttc aacaaacaaa cgcacaacag taatcggaca aatcgtacaa
   539761 caaatcaaaa aatggttaat agaaaacaat gtaggtggta ttgttttaga ggatttgaaa
   539821 ttccaacagt ctcatgatac tgataaatac agcaatcgta aatttcatca atttacgtat
   539881 aaaaaaatgt tggatagttt aattcgtatg gctcttcgta acggattttc tgtcaaaaca
   539941 gtaaatcctg cccatacaag tgtgatcgga aaattaaaat actgtaaaaa gtttggtatt
   540001 agtgttcacg aaaccgctgc gttcacaatc gtaagacgtg gattaggttt ccaagaaaga
   540061 ttacctaaag aagttgttct attattaaaa aacaaaatta caacaaaact ccgtattttt
   540121 gtcgcttcaa tggaagaaag cgaaaaggat acgaatacga aaaaagtata taaaaaatgg
   540181 ctacaaacga ttaaaacatg gaaagatcat cacaattgga aattgtggag tattcttcac
   540241 aaaactgttt atatgagcaa tcaacaatta ttatttaaaa tttaaatata gaaggggggt
   540301 actggtttat ttcttataac ctcttgcata ctactgactt ggatgaatgg tagtatgcaa
   540361 gaaaagaccg ttcctaacag gaacctgccg tcattctttc acaataggtg gatgaaaagg
   540421 tcacaaatct tacggacagg aaaaaggtga gattcctttt cggtagttgg catttgactt
   540481 ggttcgccaa caatttatag atttttataa gaattttaaa ccaggaagag gaatgaagga
   540541 aatagagaaa ttaaaagagg aatatccact attaaataaa ttgattgaaa tagaagaagt
   540601 gttttgggtg aatccgaaca tggaaaagta tgaaacggca ataaaagatt cgccactcag
   540661 tgaagagaat gtaaaagatg cggaggagag gttaaagcgt tttgcatcat acattgcgaa
   540721 agtttttcct gaaacgaaag acacaggcgg tattatagaa tcacctttag tgaagatacc
   540781 ttctatgaaa cagtctttag agaaaaatta cgagcaacct atattaggag aattattatt
   540841 aaaatgtgat agtcatctcc cgatatcagg atcaattaaa gctagaggcg gcatttatga
   540901 agtgttgaaa catgctgaac aattagcttt gcagcaaggt atgttaacag aagaagatga
   540961 ttattccatt ttagatagtg atacatgtag agagtttttt gccacttatt ccatcgcggt
   541021 aggttcgaca gggaatttag gattaagtat tgggattatg agtgcgaagt taggttttaa
   541081 cgtaacggtt catatgtcag cagacgcgaa acaatggaaa aaagatttat taagaagtaa
   541141 aggtgtaaat gttattgaat atgaagctga ttatagtaaa gctgtagaag aaggaagaag
   541201 gcaagcagat gctgatccta gctgttattt tgtagatgat gaaaactcac atgatttatt
   541261 tttaggatac gcagtagcgg catcgcgttt acaaaaacaa ttagaagagt tagagattat
   541321 agtggatgaa gagcatcctt tattcgttta tctgccatgc ggagtaggtg gcggacctgg
   541381 cggagtcgca tttggtttaa agttattgta taaagacaac gtacactgtt tctttgcaga
   541441 gccaacacat tctccatgta tgttaatcgg gttaatgaca ggacttcatg ataaaatcgc
   541501 cgttcaagat atcggaattg ataatgtaac agacgcagac ggacttgcgg taggaaggcc
   541561 atctggattt gttggtaaaa cgatggaacc atttttgagc gggaattaca cagtaagtga
   541621 tgaagaattg tataggttgt taaaagagct agctgatacg gaaaatattt atttagagcc
   541681 ttctgcatta gcaggtatga taggaccagt aaaagtatgt aaagaagatg cgtatttaca
   541741 agagcaacag ttaatggaga agatgaaaaa aggtactcat attgtatggg gaacgggcgg
   541801 tagtatggtt ccagaagatg tgatgaatgg gtattataaa acaggtgagg cattaacaat
   541861 attagaaaaa tgaggctaga tgtagcctca ttttttcatg tacataaaaa tctttgttat
   541921 tttcacaata gttctttata gtatagataa aggataacta atattgaata aatacaacaa
   541981 aaaggcttta ttttacataa taagaggatg tgtatacgat gtcattacag actaaatata
   542041 tagcgggtat ttcgcttggg gttatgggag taggttttgc ggcttctatt ccatttcaag
   542101 gaacggtagc aggtgagatt atacaagggg gatttgaagc tgggttagtc ggcgggcttg
   542161 cagattggtt cgcagttaca gcattattcc gtcatccaat gggaattcca attccgcata
   542221 cagctttgtt acctaaaaat cgtaaacgag taacgaaagg actcatcaat acgttagaaa
   542281 atgagtggct aacgaaagaa agtattacga ataaagtaaa agagatgcag ctagcacaaa
   542341 tggtgctgca aattgcagag agagaaatgc agtctgatgc tgtgaaaaaa gggattgtaa
   542401 cgattgcgga gaaagcgatt gtttcaatag atacggaaaa attagcggtt attattgaaa
   542461 aagaattaaa aacatatttg catacaatta atacaagtaa cattttacaa gtgcttgttg
   542521 atcaattagt tgtgcaagaa tatgatgaaa agacacttga ttacatatta gtaaaagtga
   542581 aagactggac agcgcaagat gaagcgcgtt accagctcgg aagcttaggt atgaaggcga
   542641 tggaaaatat aaaagtagat ggattcttgc agtttacttt gaaatcattt atgaatattg
   542701 tagatgaaga taaaattggc ggtattttgc agaagtttat tattagtaat attaacagct
   542761 tacaagatgc tgataatagc acgagacaac ttatattagc gaaaattcgt caagaaatta
   542821 taaatgtaaa agaaaatgaa gcgttactac aggaattaga aaattggaaa gaaaagtgga
   542881 ttgcaaattg ggatggtact gaaaaaataa aagaaatgct tgagcaagta caacaaagag
   542941 cggttacctt tgtaaataac gaagaatttg ctgataaata tgttattcca tttttacaaa
   543001 cacaaatgaa taaaataaaa gaagatgaac aaactgttca aaaaatagaa gaatggttac
   543061 aaaaacaagt tgtgaagctt gttgaaaata accattcaaa aatcggaaaa cttgtacaag
   543121 aaaaccttga taagttagat gataaaacgt taattgaaat gattgaaaat aatgtcggta
   543181 aagatttgca gtggattcga gtgaacgggg cagtttgcgg atttatgatt ggattagtgt
   543241 tagaaggaat taaagcgatt atatgagaaa aaccttccgc aattgcggaa ggtttcttat
   543301 ttttcgataa cactcatatt taaattgtaa gctttctcaa tgtttaactt gtacgttcca
   543361 ttcccggttt taatcgaatt tttataccaa tgttcttgcc cgttgaattc tggattttct
   543421 tctgaagtag tatcttcttt tttcgttaca tcttcaactt gttcccaagg tgtgctgcca
   543481 tgtgtttctt tttgatttgt tactgctgtt aaagatacat cactctcttt tgcaagatgg
   543541 acagacactc ttgaactttc ttgtacaaac caattatttt gtaattgacc tggataaaga
   543601 gatagttcgt tattggaagc acggatttcc acatttttat tttgcggaag aacaagcgtt
   543661 ggtttcacct gtggtgctga attaaataac gtatgctgaa caggtaatga ttttaaagtg
   543721 atatacatcg tttctccagc cgtttgaact gaaaggaaat catcttgttt taaattgagt
   543781 ttttcatttg ctttcgtcgt tatttcataa gttccaagaa gatgaatttg atttgtatta
   543841 tttccctcta tcgttagagg ctgatgtcct gcatctacta cgattttttt gatagattca
   543901 ggtatatcaa attgtccatc tggaatatta ctcgtttgcc tcgttgtgtt aatagagtga
   543961 cgaacttctt ctagcaatcc agttgataat aaacagtaaa aagcaattcc aacgcttcct
   544021 aaaacgccga taaagaaaat actaaaaata tcatatttaa taaaggattg ttccttctta
   544081 gaaaatagaa ggtatagtaa aatttccacg ccaagtataa taagtaaaac aggccaccat
   544141 gctgttaagg aatctaatac cttagtacct tgtataactg aaaatagtaa gaagcaacct
   544201 aatgaaataa tagaaagccc cattgaaaat gttccaacgc gccatgttct cattctttcg
   544261 taccaccttt gttttcttta tttccaagta acaatttaaa gccgccacca attaagagga
   544321 gtgcaacgat agatgtttgg aaatagcgat aatacagctc gctaagatga atgttaaata
   544381 tagttgcaaa gtaattattc aaaataggaa ggagtgtttg atctaataaa taataaccac
   544441 cgagtgtaat taacccaata ccgatccatc tttgatgatt gataaaataa tcaatgatag
   544501 gttcgtcatg tacacgttct tttccatact ttgcggtttg ctgtaaagcg tcaaaaaagc
   544561 tatagaacca aatgattggt actaaaaata aaaacgccga aagtcttaat aagtcgagta
   544621 aataaattga tagtaaaaag gctgccataa gctgaagacc acggcgttgc aaacctaaat
   544681 acatatgtcc tgctccaggg aacatcgcta aaatagaagc gaatgtttta ttcttctttc
   544741 cttgttcacg atgctcttca aactcttcga aaatagtacg atcatctagt tgctcgccac
   544801 gttctttttt ctggagctgc tgaacaacat cgaagaaatt gtaaatccat aaaacaggta
   544861 atgtaataag gaagataaga aaactttctt gcgatgttaa aagtgcaacg aaaataatca
   544921 tacttccgat tcctgtgcaa gctactaaaa atgtaagtcc acgttgcata agccctaatt
   544981 gaaaatgtcc aagtccaggg atgattgata ggagaatgat ataaaatcgt tcgctctctt
   545041 tagaggaatc tgtcaattct ccagcttctt gttttttcgt ttggtttata atggtgataa
   545101 ctaaatctag taagttaatt acccataaaa cagctagtaa aaatagggaa agaaaagcaa
   545161 tggtgcgctc tcctaattct actgtacaaa atactgcgaa gataaataga aataaagctc
   545221 ccccgctata taaaataaac cgtccaaatt tctttaaata taaatgtcca agcccaggaa
   545281 ttagccctaa tacaagtgct aaaaagggat ttttattcat gctttgaacc tccgtctttt
   545341 ttttgatgtg tctactgatt tgtttacaat ttgttgtgag atagaagact cgttatgttt
   545401 tgaagatttc tcgaaatttg atgtcgctgt aaaaatatat tggaataaac cacttaccat
   545461 aaaaataatt gtagccgcgg ttgcaattat gtaatggata atcgtacgct ttagttggtt
   545521 tgatttcata ttttcattag actgtagcgt ttcaaaatta atttgtgtca taacttcgtt
   545581 cgtaaatgaa tcatcattta tcattggaag gttttcctgt tgttcatcaa tattttccat
   545641 ataaagtgct aaacaatgat cacattcata aaggtgttct tccatagatt cacgttcatt
   545701 gctttctata aaatctagtg tataattgcg ccaatcttct tttgaataat gcatcataga
   545761 aactcttcct ccttccaatg ttttttaatc cattttcttg ctcgatacag tttcatttcg
   545821 actgttttta cttcgatttt ttcctgcaaa gcaatttctt gataactttt ttcttctaag
   545881 taatgtgcga gaacgacgtc acggtaattt tcgggaagtt ctctcagttt ttgagcgatg
   545941 agtaattttt gctctttcgt caataataaa tcctcaatat tatgagagga ttttatattt
   546001 tcctcagttt ctttacataa ggagagttct tcattttctc tagctttctt tctcttataa
   546061 tcaatggcgt gattggtggc aattcgagcc atccatgttt tcaatccgcg aaattgataa
   546121 ttagggagag aggcgtgaat ttttacgaat acttcttgtg taacatcttt cgcatcttct
   546181 tcatgtctta aaatagaaaa gataacttga aaaatataat gacgatatgt ttgcacaagg
   546241 atacgaaaag catgttcgct tccttgttgt gctttttcaa ttaattgttt ttcctcaatg
   546301 ggtctctccc tcctttttga cgcattctat tatatagacg taaagaatga taagtcaccc
   546361 tacacatgtt gtaaaaaaag aataatatat ttttaagaag gaggctatat gaaaaaaggt
   546421 gtgaaaaaat ggtaaaaaga agtatataat gagcaagtgg gaaatgttgc acagagaaag
   546481 gatgtgaatg ttagtagggg gagttccata ctaacaaaca tgaaaattaa aatattaata
   546541 gcggatgata actcttttat aagagaaggt atgaaaatta ttttaaatac atatgaagag
   546601 tttgaagtgg tagatacagt aaatgatggg aaagaagcag tggaatattg taaaaagaac
   546661 gacgttgata tagcgctttt agacgttcgt atgccaaata tgaacggggt agaggcaacg
   546721 aaattgattt gtgaagagac agaaacgaaa ccgcttattt taacgacgtt cgatgatgat
   546781 gaatatattt tggacgcagt aaaaaacgga gcgaaaggtt atttattaaa aaataatgat
   546841 ccagagcgta ttcgtgatgc gataaaagga gtatataacg gtcaaactgt tatgcaagat
   546901 gtagtgcttg ataaaattaa gtgcaattta atggaaagta aagaggacga atgtaaaata
   546961 gataagagtc tttttacaga gagagagctt agtattatcg cgttaatagc gaaaggtttc
   547021 tcgaataaag aaatttcaaa gcaacttttc atatcagaag gaacaatcgc aaattatatt
   547081 acatcagttt tagggaaaac tggacttgaa catcgtacac aaattgcgat ttattattta
   547141 acagggaaag tagattaatg ttatggaatt ttggttaact gtaagtaaat taattgtctt
   547201 tatatatatt gtgttcagtt acatttattt aaatgttgtg aacttaccgt gggttatact
   547261 tactttactt ttatttcttt ctgtaaacgt gttaatctct atatttaaaa atgatacgta
   547321 caaaaacata ttaacttgcg tatcaattgg tctagttatg ttatttgcat ggaagattca
   547381 tccgtttttt attttgtttt taccaatgaa cttatatgaa attatatttc gttatataga
   547441 gaataaatgg aagctcttta tcgttatgat gattcctatt gtttttacag atgaaagcat
   547501 tcgaatgaca gacggattaa ttgttgcatt ttctttcatt gtattaacta tggcagaacg
   547561 gtatatatcg cgtgtagtaa agcttgaatc acaaaatgat aagatgcgaa aagatatgca
   547621 gcgacttacg aaaagcttac atgaaaataa agagtacata agacaatcag agtacacatt
   547681 taagttagaa gagagaaatc ggttgtcaca agaaattcat gataaaattg gccactcgat
   547741 gacgggtgcg ctcattcaaa tggaagcagc aaagaggtta atggaaatag ataaagaaaa
   547801 gtctgctgag ttattacaaa atgcaattca tatttcaaaa gatggaattg aaagcattcg
   547861 gattacattg aaaaatatga agccgccaac agagcaaatt ggtattcatc gtatgaaatt
   547921 attcatagag gaatttgcca gtaagcatga tgtgaatatt ccattcgtat ataaaggaaa
   547981 cttagatatg atttccccta tacagtggaa aattatcggt gaaaatgtta cggaggcatt
   548041 aacgaacgcg atgaaatatg ctgatgcaac agtcatttcc atagatgttc atgtacttaa
   548101 taagatggtg aaggtacaag tgaaagataa cggaaaaggt gcagtgcttg tgaaaaaagg
   548161 tctcggtatt ataggtatgg aggagcgaac agcttctgta aacgggaaaa ttattgtaga
   548221 tgggaaaaat ggtttttcgg taacaatgtt gttgccgata ggaggatgaa tcatctcata
   548281 ggaaaaaagt gaatattctc atgtaaaaag agtgaacttc tgcactgagc aggttcattc
   548341 tttttgttta tactaaaagc agagaaaccg aaataggggt gaaataatga atacattaga
   548401 aataaaaaat ttaacaaaaa aatttggtga tttcatcgcg gtagataata tgtctttatc
   548461 tattaaagaa ggagaaatat ttggcttttt aggatcaaat ggtgctggta agagtacaac
   548521 gattaatatg atcgctgggt tgttaagaag taatgaaggt gaaattagta tattaggaaa
   548581 aaatataaag aaacataatc gatttgcgaa gatgaatatt ggtgtcgttc cgcaagatat
   548641 tgcaatctat gaagagttaa ctgcctatga aaatgtgaaa ttctttgctg gactgtacgg
   548701 gttaagagga gctgaactaa aagcaagagt ggaggaagca cttcaatttg tgggacttag
   548761 cgataaacag aaaagtttcc cgaaaaactt ttctggcggg atgaaacgca gactgaatat
   548821 agcttgtgca atcgctcata gaccgaagtt aattattatg gatgagccga cagttggaat
   548881 tgatccgcag tcaagaaact atatccttca gtctgtccga aaattaaatg aaatgggaag
   548941 tacgattatt tacacgagcc actacatgga agaagtagaa gagatttgta cgaaaatcgc
   549001 aattgtcgat catggtaaag tgattgcaga aggaacgaaa gaacagttaa aagcgattat
   549061 taccgatacg aaagacattt ggattgaagt aaagtcagta gaaaatttag atgtagaaaa
   549121 attaaaagag ataaacggtg tgaaagctgt tcaaattgaa gagaacgtaa ttaaagtaaa
   549181 ctcggatgca ggattaaaca atttaaataa atttattcag cacttcatta atcatgacat
   549241 tgaaattcgt tcattagagg agcaggctcc aaacttagaa acagtatttc ttacgttaac
   549301 tggtagaaac ttacgagata aataaatggt aaatggagaa aaggtaaagg gaggttcatc
   549361 aattgaacat cttcaatatt gcaattttgc atattaaaag agatttcagg gacataagaa
   549421 ctttagtttt tatgctagca tttccgattg tgcttatgct tgtgttagga acagcattaa
   549481 gtaatgcgtt taatagtgat agtcattcaa ttaaagatat acaggtgcta tataaagatg
   549541 aagcaagtag tgcgttttct caagcatttg aagaatttgc gaaaaaagtg gataaatcgg
   549601 gtattcattt taaaaaagct tccgaaggta tagatgggaa ggaagcggtg aagcaaaata
   549661 aatatgctgc ctatgtagaa ttaaataaag atgatgcaaa attttacgga agtgacagaa
   549721 gtagtgtcga gggaagtatt gtggaaggga tgcttacaac atttgttgat aagtacaatg
   549781 tagcggccga agttgcaaaa gtagatcctc gtaaggtaag cacagttatt tcaaatggaa
   549841 atcataatga ttatatacaa gaaacatctt tacaagctgc gaaaaaacca ggttctatgg
   549901 attactatgc ggttgtaatg acgacgatga ttgcactata tgctgcgatg ggagcgagtt
   549961 ctttaattcg agaagaacga atacgtaaaa caggagatca ccttattgct gcgcctataa
   550021 gtaaggctga aatattcatt ggaaaagtac ttggtagcct agtagcaaat gccctttgcg
   550081 tattacttgt catgttattt agcaaatttg tatttcaagc gaattggggc gaacatcttg
   550141 gaattatatt tataatttta ttaacacaag tctttctagc aattagcttc ggtttaggaa
   550201 ttggatatat tacaaaaaca gctgaatcat cgagagcaat tattcttgta gtcgtacaat
   550261 tagcttctat ttttggtggt gcatacttcg tagtagaaga aaatttcgtt acaaatttat
   550321 caccgttaac gtgggcaaat acagctgtta tgaaaattat ttatgcaaat gatgtaggag
   550381 cagcactgcc ggtaatctct ttaaaccttg gcatttcagc actcttttta ttaattgcga
   550441 ttattgcatt acgtagacgg gaggggctat agtatgaaag atattttatg gctcatacaa
   550501 aaaacgttat ctgtactttt gaaaaataaa aaaagtttac ttattattat tagtttgccg
   550561 ataataggaa cattaatctc cttctcaatg tatgggaatg tagggcaagg gacgttaaat
   550621 atcggggtta taaataaaga aaatcaacct atagcaaatg atacggtgaa atttctagaa
   550681 gggttaaatc atgtaaaggt aagtaaaatt aaagagtctg aagtagaaga taaactcact
   550741 tccaaaaaac ttgatggtgt tattacatta gattctggtt tttctgaaag tgttcgagaa
   550801 gggaaacctg atcatattga gatttcatca attaaagggg atcaagtaac agtattcata
   550861 aaatcatatt tatataacta tattgataat attgtagcga ttagtaaagt ggcagggacg
   550921 gatcaaagta cgtttaatag tatgtacgct ggttatcaaa agaatttatt taaagtaaag
   550981 tctgagacac ttacagatac ttcgaaaaat aaagatatga caaaccaaac gatgggttat
   551041 cttattatgt ttatgttatt ttcagcagcg aacttatcag gatatatttt aaaagaaaaa
   551101 gaaaatagaa cgtattttag gctcttaaca acgccgatag atgggaagaa attcatatta
   551161 tctaatgtcg gggtcaatat gatgatacta acaatacaaa ttttaattac aatcctattc
   551221 ctaacgaatg tttttcatac gaatatcaat atgcctttca tagtgatgat tggcgtacta
   551281 atgctatttg ctttaatagc gattggaata tcattagttc ttgttgcttt ttcgaaaaac
   551341 tcagcatcgg caaatacgat gcaaaatctg gtcattgtac caacatgttt acttgccgga
   551401 tgttattttc catatgacat tatgccaaaa gcggtacaaa aagtagctga tttccttccg
   551461 cagcgttggt tactagacac gatagcaaaa ctacagcaag gaattccatt ttcagagttg
   551521 tatgtaaaca ttttaatctt attcgccttt gcggtagcat tcttcttaat tgcaatttat
   551581 aagtttggaa gaaataatga tgcgagaaac tttgtttaat atgaaaaggg tttgacgtta
   551641 agtcgcatcc tttttgtatg aagcatgaaa tctaaatttg aatgccaaaa tagtagggtg
   551701 gaaagaaaaa tgagcggaag gaaatgaaca tgattaaaaa aatattgcga gttacttcta
   551761 ttattattgc tattttcgct tttattttaa tttgtatgca tattgatgtt actttaggta
   551821 ggaaaatgga agctgggaaa aacatgccga cagagtatgc acctcattat agtgattttc
   551881 aattatatgt agaaggaaag tcattttata aacagttatt tactgatata aaagaagcga
   551941 aacaatctat ttacacttat ttttttattt tatcggatga taaaagtagc catacttttt
   552001 taaatttatt aaaagagaag gcaaaagaag gagtaaacgt atatttatct gtcgatttac
   552061 ttaacgattt atcatttgaa agaaagatga aaaaagaatt acaggaaaat ggtgtgcatt
   552121 ttacatatag tagaaaacag gaattaccat tcgggtttta ttcccttcac catcgtaatc
   552181 atcgccgcat tacaacgatt gatggagaga ttggttatac gggtggtttt aatatagggg
   552241 atgaatactt agggaaagat aaacactttg ggtactggag agactatcat gtacggataa
   552301 aaggtgaagg tgcaaaagac ttagaggaac aatttgcttt agattggaaa cgagatacga
   552361 aagaagatat aaagagaagt acggataaag ctagtaaagg gaatacatta catactatgg
   552421 ttagttataa tgggcatcac gtcgctgaaa aatatataga tcttataaaa caagctcggc
   552481 actcaattgt aattgcaacg ccgtatttta tagcgaaaaa taaagaatcc atgaatgctt
   552541 taatcgcagc acaaaagcgt ggtgttacag taaaaatact ttggtcatat aaaccagatc
   552601 tacctcttat aaaagaagcg gcgtatccat acatacgtca agctattaat aatgggatta
   552661 ctgtatatgg gtataaaaaa ggaatgttcc atggcaaatt aatgcttatt gataatgaat
   552721 taaccgttat tggcacaaca aactttactt cgcgtagctt caatataaat gatgaaatga
   552781 atttttatat tcatggtggt cctattgtag ggcaagttaa taaggcgtta acagaggatt
   552841 ttcgtgactc aaaagaaatg acgaaagaat tttttgagaa gttatctttt tgggagcgtt
   552901 gtaaggagaa atttgcaggg atggtggatt tttatttata aaggttgatg ggaaaagggt
   552961 gtcttttata gacacccttt taaaatgaaa aataattatt tctcatgcac aagtaatgaa
   553021 gcgtcatcat taatcaacgt tcccacatgc tctcctaaac aaattcgtct catcactcca
   553081 ggctcatcaa agttaaagac gtgtgctggt aaattataat cacgggccaa taataaagcg
   553141 gcttgatcca ttacttgaat gttttgccta acaacatcgt tatagtttag ttttcgatac
   553201 atttttgctg atttattatg ctttggatca ctagtaaaaa cgccgtcgac tccttgtttt
   553261 gcaactaata tggcgtcact attcatttca atggcccttt gaacactagg gtagtctgtc
   553321 gtaacgaacg gttgcccgtt accgcctcca aaaataacga tataaccgtt atctaaatga
   553381 tggactgcac gcaagcgaat gtatggttca gctacagcat taaacgggat ggaagtcata
   553441 acgcgaactt ctttatttgt tttgcttgtt aaaacgccgc gtagcattaa gctattaatg
   553501 atggtaccta atgtgccaat attatcagct tctacacgat caattcccca ttcctcagct
   553561 aaatgacctc tgaaaatgtt accgccaccg atgacgatag atacctcgat acctaaatca
   553621 acgatggata aaatttcatt tgcgatatgt tctaatcttt tggagttaaa gctatttccg
   553681 gtttgatcgg caagtgcacc gccgcttaat ttaattaaga cacgtttata tggcctcata
   553741 acaattcccc ctatatagat cgcaataaaa aaggaacaaa ggcgaatgcc cttgttcctt
   553801 tttaagaaaa tgaaaaagaa aagaagataa gacgaatttt tgtacgtaat ttttcatatc
   553861 atccactcct tttcattttg gtttgttgta agtatatatc tttttgatta tacgaaacaa
   553921 tctgattact tatcaagtat attttatctc tttttaacga aaaggtgtca atgaaaaaga
   553981 aaagaaaaat tttcgaattt tttgtgacga acttgtaggt ttttgtatga ttttgtaggt
   554041 tcgcctatat gatgtgtgag taagctttta taaatacgaa atgaaagcgt tctcataaag
   554101 gagatgaaca taaatgaaaa aatttggatt agcgacacaa atttttgtcg cacttgtttt
   554161 agggattgta gtaggggcaa tcttctatgg taataaaacg gcgatttctt atatcacacc
   554221 aattggggat atatttattc acttaattaa aatgattgta gtaccgattg ttatttcagc
   554281 attaattgtt gcggtagctg gtgtaggcga tatgaagaag cttgggaaac taggcggaaa
   554341 gacaattctt tattttgaaa tcattacgac gatcgctatt ttaatgggat tacttgcggc
   554401 gaatatattc cagccaggta ctggcgttga tatgaataac ttacagcaaa gtgacatttc
   554461 ttcttataaa caaacagcag atgctacaga gaagcaagga ttcgctgaga cgattgttca
   554521 tattgtaccg aaaaacgtat ttgaatcgat tgcacaaggt gacttattac cgattatttt
   554581 cttctcagta ttattcggtt taggagttgc agcaattggg gaaaaaggaa agcctgtctt
   554641 taacttcttt gaaggtgtac tcgaagcgat gttttgggtt acaaatcaag ttatgaaatt
   554701 tgcaccattt ggtgtattcg cattaattgc ggttacggtt gcaaaatttg gtgtagcaac
   554761 actacttcct ttaggaaaac tagtgctagc tgtatacgta actgttatac tattcgttgt
   554821 gattgtatta ggtattaatg cacgaatggt tggcgtaaat atttttacat taatgaaaat
   554881 tttaaaagaa gaactaattc tttcatttac gacagcaagt tcagaagctg ttttacctaa
   554941 tataatgaga aaaatggaag agttcggttg tccaaaggca gttgcctctt tcgtaattcc
   555001 gacaggttat acatttaact tgactggatc agctatttat caagcgttag cggcattatt
   555061 tgttacacaa atgtacggtg tgcacatgtc actgacagag caaataacgt tattattcgt
   555121 tctcatgtta acatccaaag gtatggcggg agttccaggt gcatcgttcg ttgttgtatt
   555181 agcaacgtta ggttcaatgg ggttaccact agaaggtatc gcgttaattg cgggaattga
   555241 ccgcatttta gatatgattc gctcatctgt caatgtatta ggaaatgcat tagcggccat
   555301 tgttatgtcg aagtgggaag gcgaattcga taatgagaaa gcaaaacaat atgtagaaac
   555361 agtcaaagaa acaaaagcag cataagaaat cgttaaggag tgaataatca tggcaacatt
   555421 aactgaagtt aaaaatggtg ttcgaattga aaaagatttt ttaggtgaaa aagaagtacc
   555481 aaactatgcg tactacggcg tacaaacaat gcgtgcagta gaaaacttcc caattacagg
   555541 atacaaaatc catgaaggtt taattaaagc gttcgcaatt gtaaaaaaag ctgcagcgct
   555601 tgcgaataca gatgtaggaa gattggaatt gaacaagggc ggcgcgatcg cagaagctgc
   555661 tcaagaaatt cttgatggaa aatggcatga tcatttcatc gtagatccaa tccaaggcgg
   555721 agcaggtact tcaatgaaca tgaatgcaaa tgaagtcatt gccaatcgtg cgcttgaatt
   555781 attagggatg gaaaagggag actatcatta tattagtcca aatagtcatg taaacatggc
   555841 acaatcaaca aacgatgcat tcccaacggc gattcatatc gcaacattaa acgcattaga
   555901 aggtttatta caaacgatgg gttatatgca cgatgtattt gaattaaaag cagaacagtt
   555961 cgatcatgtg attaaaatgg ggcgtacaca tttacaagac gctgtgccaa ttcgtcttgg
   556021 acaagaattt aaagcatact ctcgcgtact tgaacgtgat atgaaacgaa ttcagcaatc
   556081 gcgtcaacat ttatatgaag taaatatggg agcaactgca gttggtacag gcttaaatgc
   556141 agatccagaa tatattgaag cagttgtaaa acatttagct gcaattagtg aactgccact
   556201 tgttggtgca gaagatttag tagatgcaac gcaaaatacg gatgcataca cagaagtatc
   556261 agcagcactt aaagtatgta tgatgaatat gtctaaaatt gcgaatgacc ttcgcttaat
   556321 ggcatcaggt ccacgtgttg gcttagcgga aattatgcta cctgctcgtc aaccaggttc
   556381 ttctattatg ccagggaaag taaaccctgt tatgccagaa gtaattaatc aaattgcatt
   556441 ccaagtaatt ggtaacgacc atacaatttg tcttgcttca gaagcaggtc aattagaatt
   556501 aaacgtgatg gaaccagtac ttgttttcaa cttactacaa tcaattagca ttatgaataa
   556561 cggtttccgt gcctttacag ataattgctt aaaaggaatt gaagcgaatg aagatcgctt
   556621 aaaagagtat gttgagaaga gtgtaggaat tattacagcc gtgaaccctc atatcggtta
   556681 tgaagcagca gctcgcgttg cgaaagaagc aatcgcgaca gggcaatccg ttcgagaact
   556741 ttgtgtgaaa aatggtgtat tgtcacaaga agatttagag ttaattttag atccatttga
   556801 aatgacacac ccagggattg caggagcaac tcttttaaag aaaaattaaa aaaagagggg
   556861 ggacaagccc ctcttttttg tttacaatat agaaatgcta tatatgaata gaggtaggga
   556921 tgttatgagc aagtttacag tagcttctaa tggttcatta gaaacgacat taagaggagt
   556981 agaagtatta tcaacaccac ttttaaataa aggggtcgct ttcacgcaag aagaaagaga
   557041 agaattaggt ttaaaagggt tattaccgcc agcagtttta acattggaag aacaagcacg
   557101 ccgagcatac gaacaatttt gttctcagcc ggatgattta ttaaagaatg tatacttaac
   557161 agcgttacat gatcgaaatg aagtgttatt ttatcgcatt ttaacagatc atttacgcga
   557221 aatgttacca atcgtatata caccaactgt tggtgtagca atccaaagat atagtcatga
   557281 ataccgtaaa ccacgtggtg tgtatttatc aattaacgat ccgtcaggta ttgaagaagc
   557341 attcgccaat atcggtgcaa cagcagaaaa tattgattta gtcgttgtta cagatggaga
   557401 aggcatactt ggaattggtg actggggcgt tggtggcatt aacatcgcaa tcggaaaatt
   557461 agctgtttat acggcagcag ttggaatcga tcctagccgc gtattaccgg taattttaga
   557521 cgtaggtaca aatcgtgagg aactattaaa taatccattt tatattggaa atcgtcaccc
   557581 tcgtataaca ggtgaagctt acgatgaatt tattgataca tttgtacaag cggtaaataa
   557641 acaattcccg aaagcacttt tacattggga agactttagc tctcgaaatg cacgaaaaat
   557701 tttagataaa tatcgtcatg atatttgtac gtttaatgat gatattcaag gaacaggtgc
   557761 agtttcactt gctgcggtat tatcggcagt gaaagcttct ggtgtaccgc taagcgaaca
   557821 ccgtgttgtt gtgtttggtg ctggtacggc tggaatcggt atcgcagatc aagttagaga
   557881 tgcgatggta cgcgtcggcg tatcagaaga agaatcatat aagcgtttct ggtgtattga
   557941 tcgtaacgga ttagttacag ataacatgga agatcttctt gatttccaaa ttccatatgc
   558001 aagaaaagaa gcggaagtaa gtgagtggaa agaaaatggt gtgatcgggc ttgctgaagt
   558061 tgtgaaacat gtgaaaccga caattttaat tggtacatca actgttgcag gagcatttaa
   558121 agaagaaatt attaaagaaa tggcttctca cgtagaaaga ccaatcattt taccgatgtc
   558181 gaatccgacg ccacttgctg aagcgaaacc agccgattta atcgagtgga cagaaggaag
   558241 agcactagtt gcaacaggaa gtccatttga accagttaca tataacggtg taacgtatgt
   558301 aattgggcaa tcaaataatg cacttatttt cccaggtctt ggtcttggaa caattgttgt
   558361 acgtgcaagc gtcatgacag atggaatgtt cgcagcagca gctgaagcag ttgcaagtat
   558421 ggtggacaca agtcagccag gagcacctat tttgccagaa gttgaagagt tacgtaatat
   558481 ctcggaaatg gtagcaattg aagtagcgaa agttgctgtt gcagaaggtg ttgctagaga
   558541 gaacttcagt gataacgata ttaagattgc agtgaaagaa gcaatctggg agcctgagta
   558601 tcgccaaata aaagcggtag aaaaggttac aatatagaaa taaagcccgt ttataatata
   558661 agcgggcttt cacttttatt actgaaaaaa agagtatagg aagtgacgcc tttgaattgg
   558721 aatcaattat ggaagaaaga tatatccctt ttaattatat taatggtagt tgttccgatt
   558781 gcaggagagc ttaattttca tccttttaat gatacatttc gggttagctt tgggacgccg
   558841 ttcttcttct ttttattact atttttaaga agaataccag cagcggctgc gggtattctt
   558901 gtcggtatat gtgtagtctt attccgcgta tgtcttgact gggtcatgca aggttcattt
   558961 catatgacag aatcatttta tttgcgttac cctgtgttct tttattattt tatttatgga
   559021 agtctttttt cactttgtag agtgaataag tttcatcaaa agccgattgt tatagggtgc
   559081 cttggaatta caattgaaat tattgcaagt atgtcagaac tcgcaattta tcatatggta
   559141 gtgctcggta caacgataac agtttctgaa gtaaataaac ttattattat tgctattttt
   559201 cgtagtttct ttgcactcgg ttttttaaat atgatgaatt tatatgaaac gaaattaaaa
   559261 gaatcacaag ttcgaaaaga aaatgaaaaa atgttcatgc acctttcaaa tttatatgta
   559321 gaatctgttc atttgaaaaa aacgttacaa aatgcagagt tgattacaca agaagcatat
   559381 caactatatc gaaacttaca agcgaacgat gattccagca gtaaaacagc attgaaaata
   559441 gcaggagaag tgcacgaaat aaaaaaggat aatcaaagga tttttgcagg gttatctaaa
   559501 ctgctattag ataaaaatgt ggtggagtat gtagaaggtc atgagcttac agaaatgatt
   559561 gtaagaataa atgaaaagta tgctgcaatg ttagggaaag atatacgttt ttctaaacat
   559621 atagaaggtg aacacgctgc ataccacgtg tatacagtac tatcaatctt taataactta
   559681 gttgcgaatg cagtagaagc aattgaagat agaggtctca ttcatattaa attatataaa
   559741 cgagagcaac atgtaatctt cgaagtaatt gacgatggcc caggtatcgc acaaaagtat
   559801 aagaaattag tatttaagcc cgggtttact tcaaagtatg atcaaacagg aacaccgtcc
   559861 acaggtattg gactttctta catagacgaa atggtaacag agctcggcgg agaagtaagg
   559921 ttagaagaca atgaaaatgg gaacgggtgt aagtttattg tttgtttacc ggagtgcagt
   559981 ttaaagcggg aaggggaata ggtttgtttt attatatcgt agatgatgat gaagttttcc
   560041 gttcgatgct ttcgcaaatt attgaggatg gcgatcttgg ggaagtaatt ggagaatcgg
   560101 aagatggagc gtttattgaa gcagaacagt taaattataa aaaagtggac attttattta
   560161 ttgatttact aatgccgatg agagacggca ttgaaacagt tcgccatata gcatcttcat
   560221 ttactgggaa aattattatg atttcccaag ttgaatcgaa acagctcatt ggtgaggcat
   560281 atacacttgg tgtggaatat tatattacaa aaccactaaa caaaatagaa gtagtatctg
   560341 ttgtacgaaa agtgatagaa cgtattcgtt tggaacgttc tatatatgac attcaaaaat
   560401 cattgaataa tgtgtttcag tgggaaaagc cgcaaatgcg taatgaaaca gtgcaagaag
   560461 ggaaaaagat atcagattca ggacgcttct tactatcaga actcggtatt gcgggagaga
   560521 acggaagtaa agatttactt agtatgctgg aatatttata tggacaagaa aaggctcaaa
   560581 catttgagtt tggatttcct gctttaaaag atatctttca ccaaataaca gtaaaaaaat
   560641 taggggaact agcttcagat gcagatatag agaaggagag aaaagcatct gaacaacgtg
   560701 taagaagagc aatttatcaa tcattaaatc atttagcctc ccttggacta acagactttt
   560761 caaatccgaa atttgaaagt tatgctccga agttttttga tttcactgta gttagaaaac
   560821 ggatgacaga aatgacaaag gatgaggtag cgacttccgg tcatatacga attaatacga
   560881 aaaaatttat tcaagtgttg tattttgagg cgaaacgact gatggagata gagtgaaaag
   560941 atgcttatag ataagcatct ttttttgtta aatcaatatt ttatattttc tcgtgaagca
   561001 tgtaaaatgt taagtaagag aaaatggttt tacattaagg aagtgtcaaa acaatgggtt
   561061 ttacattaaa taaatcgatt attaaagaag tttgcggaga aacctcatat aaaagaggcg
   561121 aagcttatta taaatcaaat aaagtaatcg tgaatcacta tgatgaaacg aaagaaattt
   561181 gcgaggcgac ggtaaaaggg aacgaagatt ttcatgttac ggtagaaaaa gctaaaaaag
   561241 gtgatgttgt tgcgagatgt agttgcccgt cattagcctc tttccaaacg tactgtcaac
   561301 atgttgcagc tgtactgata caaataaatt ataatcagca aacgggtgga atgggctctg
   561361 ttagtagcag aaatgatcaa ttaacaaatg ggatgtttca gttgtttgca gacaaaccac
   561421 tgagaccaaa aagtaaacaa caccgttttg atacgcgtga aatattagat gttgcgttta
   561481 tatgttcacc agtagcgacg aaaagcggtg gggctcttct tgggattcag ttaaaacttg
   561541 cgaaaacata tcttataaat catattagag aatttctttc taaagtggag aagagagaga
   561601 cttttcatta ttccaatgaa tttacataca cgccagatat acacagtttt aaacaagaaa
   561661 cggacgtgat tatacaacac ctcattaaaa tatatcataa tgaaaaaatg tatgaagatg
   561721 cactagaagt acatgcgaaa caagatgaaa gtatgatatt tataccgccg gcttcgtgga
   561781 atgatatgct ctctgcactt tctagggccg agtatgtaca gctgaaacaa aatgagcaac
   561841 tgtttcacgg gttacaaatt tcaaaaggtt tattgccatt acattttgag tttacaaaag
   561901 ggaataatgg cgggtttaca cttcatatag ccggcctaaa tcgtgttcga gttatggaga
   561961 tgtataataa cgctctttac gatgggaaac tatatcattt acctatggaa gattgtatgc
   562021 gacttattga attgcaaaag atgatgattc gctcaaatag caatcagttt tatattcctg
   562081 aaaataagat ggaacacttc gtagcaaaag ttgtgcctgg attaatgaaa cttggaacag
   562141 tgcgcattga tgaaggaata tccgatcgtg ttgaaacgcc gtcgttaaaa gcaaaactgt
   562201 atttagatcg agtgaaaaat cgtttgttag caggtctcga attccattat ggaaacgtcg
   562261 tgattaatcc gctagaagaa gacgggcaac cgtctgtctt taatcgtgat gagaaaaagg
   562321 aaaaagagat tttagacatt atgagtgaaa gtgcttttgc gaaaacagaa ggtggctact
   562381 ttatgcataa tgaagatgct gagtataact ttttatatca catcgttcca acgttaaagg
   562441 gtttagttga tatttacgcg acgacagcaa ttaaattacg cattcataaa ggtgataccg
   562501 cacctcttat tagagtgaga agaaaagaaa gaattgattg gttatcattt cgttttgata
   562561 taaaaggaat accggaagcg gaaataaaag gtgtgttagt ggctctggaa gagaaacgca
   562621 aatattaccg actagcgaat ggttctttat tatcactaga gagcaaagag tttaatgaaa
   562681 ttaatcagtt tgtaaaagaa tcaggtattc gaaaagaatt tttacatggg gaagaagtga
   562741 atgttccgct tattcgaagt gtaaaatgga tgaacggact tcacgaaggt aatgttttaa
   562801 gcttagatga gtctgtgcaa gatttagttg aaagcattca aaacccgaaa aaattaaagt
   562861 ttacagtgcc gcaaacttta cgtgctgtaa tgagagagta tcaagtatac ggattcgagt
   562921 ggatgaaaac actcgcctat taccgttttg gcggtatttt agcagacgac atgggacttg
   562981 gaaaaacgtt gcaaagtatt gcttatatag attctgtttt gcctgaaatt cgagagaaga
   563041 agctccctat attagtcgtt tctccatcgt ctctagttta caactggtta agcgagttga
   563101 aaaaattcgc gccgcatatt agagcggtta ttgcagatgg aaatcaagca gagcgacgaa
   563161 aaatcttaaa agatgtagca gaatttgatg tcgtaattac gtcatatcca ttactaagaa
   563221 gagatataag gtcttatgcg aggccgtttc atacgctgtt tcttgatgaa gcacaggcgt
   563281 ttaaaaatcc tacaacgcaa actgcaagag cagtgaaaac aattcaagct gaatatcgtt
   563341 ttggactaac gggaacgcct gtagaaaatt cattagaaga gctatggtct attttccacg
   563401 ttgtatttcc agaattatta ccaggaagaa aagaattcgg tgatttaagg cgtgaggata
   563461 tagcgaagcg cgtaaaacct ttcgtattaa gacgattaaa agaagatgta ttaaaggagc
   563521 tgccagataa aatagagcac ttacagtcat cggagttatt accagatcaa aagagactat
   563581 atgctgctta tttagcgaaa ttaagagaag aaacgttaaa acatttagac aaagatacgt
   563641 tacgtaaaaa taaaattaga attttagctg gcttaacgag attacgacaa atttgctgtc
   563701 atcccgctct attcgttgat gattataaag ggagttcagc taaatttgag caactgttag
   563761 acatactaga ggaatgtaga agtaccggta agagaatttt aattttttct caatttacaa
   563821 agatgctgtc cattattggt cgtgaattaa atcgtcaagc gattccatac ttttatttag
   563881 acggaaatac accttcgcaa gaacgtgtag agctatgtaa tcgatttaac gaaggcgaag
   563941 gggacctatt tctcatttct ttaaaagctg gtggtacggg gcttaactta acgggtgccg
   564001 atacggttat attatacgat ttatggtgga atccagctgt tgaacaacaa gcagcagatc
   564061 gggcatatcg gatgggacag aaaaatacgg tacaagttat taagttagtg gctcacggaa
   564121 caatagagga aaaaatgcat gaactgcaag agagtaagaa aaatttaatt gctgaagtga
   564181 ttgagcctgg agaagagaaa ttatcatcaa tcacagaaga agaaattcga gatattttaa
   564241 tgatctaata aaaaaagcta tgccttcaaa tatatgaggg catagctttt tcgttgtaat
   564301 aattatattt tgttttgtac aaagtaaaga aactaaatgt tatttctttg tacctttact
   564361 tttgtatggc tttgcagctt tcttcttttt tgcacttgat tgccaacggt tccacccttt
   564421 acttcctgta ccttgtccta cacctttttt cggttttgct ttcgttttac tcatataatc
   564481 actccgttat ataaaaatct aatttgataa tagtcaatga tttagaaaat actctttata
   564541 aatgactatg tttgctttaa ggaaaacaaa ctgcttgaat gctatagtat atcatgaatt
   564601 tgcaagtaaa ctgaaaggaa ttacaaagaa aatgaaaata atacgaaata ctgcggattc
   564661 tatatttcga acgattacat taatcgtcgt atatacgtta gtttcagtta gtgagacgtt
   564721 ttttagaata cctaggcaaa agaagtaaag aaggtatatt ggaaacaatc aataaagccg
   564781 taaaataaag aattgaaaaa tattttaaaa ctttttgttg actttcttta ttttttgtat
   564841 agaataatca ttaataaaat gtttcagaga tgtgacaaca aaacgactat gaaaggacga
   564901 gtagtagtag gacgtagtct aagcgagtca ggggtggtgt gagcctgata cgaagcctat
   564961 tatgaagaac ctcctggagt tgctaaccga aatcctttac aggaaagtag acttagccgg
   565021 gaacttcgcc gttacaagaa gaacagtatc gagatatttc atctccgtat tgtataagtg
   565081 agcaacctct gttgctaatt tgggtggtac cgcggaacca aagcctttcg tcccagtttt
   565141 ttgggaaaga agggcttttt ttgttggctt cttttcacaa catccaaaca ttttaggagg
   565201 aaaccaccat gtatcaatca ttaatgacag taagagagac tcaaatcgca attaaggaag
   565261 ttaaaacatt tttcgaggat caattagcaa aacgacttga actattccgc gtatctgcac
   565321 cattattcgt aacgaaaaaa tcaggattaa acgatcacct aaacggtgta gaacgtccaa
   565381 ttgaatttga tatgttacac tcaggagaag aattagaaat tgtgcactca ctagcgaagt
   565441 ggaaacgatt tgcactccat gaatatggat atgaagctgg tgaaggtttg tatacaaaca
   565501 tgaacgcgat ccgtcgtgat gaagaacttg atgcaacaca ttctatttac gttgaccaat
   565561 gggattggga aaaaatcgtt caaaaagaat ggcgtactgt agattactta caaaaaacag
   565621 tactaacaat ttatggaata ttcaaagatt tagaagacca cttatttgaa aagtatccgt
   565681 tccttgggaa gtatttacca gaagaaattg tattcgttac ttctcaagaa ctagaagata
   565741 aatatccaga attaacaccg aaagatcgtg aacatgcaat tgcaaaagaa cacggtgcag
   565801 tcttcattat cggaattggt gatgcacttc gttcaggtga aaagcatgat ggacgcgcag
   565861 ctgattatga tgattggaaa ttaaacggtg atattttatt ctggcaccca gtactacaat
   565921 cttcattcga attatcatca atgggaattc gtgttgatag taaatcactt gatgagcagt
   565981 taacgaaaac aggtgaagac ttcaaacgtg agtacgattt ccataaaggg attttagaag
   566041 acgtactacc attaacaatt ggtggtggta tcggacaatc aagaatgtgc atgtacttct
   566101 tacgtaaagc acatattggt gaagttcaat cttctgtatg gcctgatgat ttacgtgaag
   566161 cttgcaagaa agaaaacatt catctatttt aatagaagag agagaatagc ttaaatatag
   566221 agctattctc tcttttttta ctgtgtaaac gaatggttta cagtgagttt tactaatggt
   566281 ttctttcttt ttcatctcct tgtatgtaat aatttgttaa aggaggggac gttatgagct
   566341 taggagaaca gttaaaaaaa ctacgagagt caaagggatt ttcacaagag gatgttgcta
   566401 aaaagattgg tgtgacgagg caagcggtat ataaagtgaa actttaatca gtgggcgatt
   566461 tatcctactg attattagtt gaaccaatcg ggcttttata ggcagttaat cgcatctggc
   566521 tgccttgatt atgcttaaaa gctttgatga gatttactgc ctgttaaagc ggggtaagtg
   566581 ggagaatgat aaaagttgcc ctgatattga taatttaatt ttactaagcg aaatgtacaa
   566641 tgttacgctc gatgagttaa taaaagggaa tcaaaacatt aaagaaaaaa tacatattaa
   566701 tgaagaagat gaggattttg agaaagagaa cgagtttggt ttttatattg gatttggttt
   566761 gttaataatg agtgctttca ttgattatga aggaattcaa aagatgttat taggaattgc
   566821 gttattcatg atggtttttt attttgatat gaaaaaagtt attttgaatg aatatcgatc
   566881 tttttttcga ggaagagagc caaaagatat gtgtgataaa aaatgagaag agtcagttgt
   566941 atttcctagg aaaaggtaaa gtgaataatt aaattgtttc ataatgattt taggatgtta
   567001 gtgatatgtt aaagaattgt ttggatagag tcttgaaatc tatgtgtaaa atgaaaatac
   567061 attttttaaa gctcaaacaa gcataaccac gttctagagt gaggacgtgg ttaaaaatat
   567121 agtagtttca tttataatac atcacttact tgttactaag ttcttccgct aaaccgatta
   567181 aaatgccttc agttccacga atgtagcaga gacggtaaga gttctcgtat tgaactactt
   567241 cgccaacgag ctgagcacta tgcttagtag taagcctaga taccatttcg tcaatgtctt
   567301 caacggtgaa catgacgcgc aaataaccga gggcgttgac aggagctttc cggtgatctg
   567361 ctatagcagg cggggtaaga aatcgcgaaa gttcaatgcg gctatggcca tctggtgtaa
   567421 ccatcatagc aatctctacg cactgagaac cgagtccggt tacgcgacca gcccattcac
   567481 cttcgacagt ggcgcgccct tcgagtttta acccaatctc ctcgaagaaa gagattgcat
   567541 tatcaaggga ttctacaacg atgctgacat tatccattct gagtaatttg ttgtttgtca
   567601 ttgtctttat ctccttatat gtaaaagtgt atgatctaac catctacata attatactat
   567661 taaaaagtta taaactcctt ccaaacaaaa aacagcttgt cacagtatag ggaaatgtga
   567721 caagctattt ttaattgtgc tatatagtat cttgttaaca aacaataccg cgacttcccc
   567781 gaaaaatatt tctacgctgt atgctcttaa agggcccgat cgttgtatag aatgaagtgt
   567841 attatttaaa tgataaatac atttcttatt actctatatg caaatagctt tctatttata
   567901 taggaaggaa gtagattcat ataatttgtt ttaagtttta ctagtagaaa ttaactcatc
   567961 tgcactaaag gctcaatttt cgccataaat gattgatgca gcgcctcgac acctgttact
   568021 aaatgaaggc ggtcaataac gacagacact ttaatttctg atgtacttac cattttaata
   568081 tgaatatctt cttcttttaa agtagtgaac atattcgcag cgacacctgg attagagacc
   568141 ataccagatc ctacaattga tacttttgct aaatgatttt catattctac tgattcatag
   568201 tgaagtgcct cttgattttg ttccaacact gctaacgttt ctcttaaatc attagaatgg
   568261 atggagaagg agagatgaac agttccttca tttgtaatac tttgaatgat gatgtctaca
   568321 ttaatatgtg ccgctgctaa tgtagagaaa acagttgaaa gcgatccttg ttccaatcct
   568381 ttcactgtga tgcgtgtaat attatcttca aatgcaatac ctttaacgat tgattgttgt
   568441 tccatgttac attctccttt tacaattgtt ccattttctt gttccatact tgagcgaact
   568501 tctaaaatga cattatgatt tttagcaaac tcaacagcac gcgggtgtaa tacaccagca
   568561 ccgagatttg caagttctaa catttcgtca taagaaattt catctaattt ataagcatct
   568621 tttacaactc gtggatccgt cgtatatacg ccggtcacat ctgtgtaaat atcacatttt
   568681 tttgcgttca gtgccgcagc taatgcaaca gcagttgtat cagaaccacc acgtccaagc
   568741 gttgtaattt caaggtcttc actaactcct tggaaaccag ctacaataac aatcgtgcct
   568801 ttagtaagat aagactgaat tcgatccgta ttaatttcag taatccgtgc actactatgt
   568861 acagattctg tcgtaatacc agcttgccat cctgttaatg aaattgcgtt ataacctttt
   568921 gcttgtaatg ccatcgttaa taatgaaata gtgacttgct ctcctgttga tagaagcata
   568981 tccatttcgc gtttactcgg attttctgta atcgcgttag caagtgctac aagttcgtct
   569041 gtacttttcc ccattgctga aacgacagag acgatactat gtcctcgttc atattcttca
   569101 ataattaaat ttgctacatg ttgaatgcgt tcaacgcttc cgacagaagt gccaccaaat
   569161 ttttgtacaa tcgtttccat tacgaattcc ttctttcatc catttttaag aatagattag
   569221 gacatatata aatcccaata ttcctgtagt taccagagaa aaacaaaaaa caccatctca
   569281 aataagtgag gatggtgctg ttacaggaaa agggaaacag aaaacggagc taataaaaaa
   569341 accgccaaaa aaggaatacc ataaaaatga tatctctttt ttgtagatag ctcttcatac
   569401 gtacatgtct gtacatatga cagttctgtt tctattcgaa aacagcccca atcgatacat
   569461 acagagaaat atatcgattt cggcaatact tcctttcatc taatttcatg gacctctctg
   569521 tgtctccatt agaatactca taagtatcgc aacctctatc tcacgtttta ggcgagagtg
   569581 tttgatttat gaagttgttg gtaacatttg ttttataata atttatattt ttcgaggaat
   569641 caagtgtttt ataaattttt ttaaaattct ttcttttatc ttaaaagttt gtgaaaaata
   569701 tagcaaaata aatatattac atgtacatta aaattatagt gtattggagg tggaagaatg
   569761 aaggggaaaa agcctattta tgtttcggca gaaatgaaca caacaatgga gaaattatgg
   569821 gaatacacgc aagaaccaca tatacataca gaatgggatg ctcgctttac tgaaatttcg
   569881 tatgtagaga aacaagaagg agaaccacag aaatttttat ataaaacaaa gatcggattt
   569941 gggcttgaaa tagctggaga aggtgaatcg atagataaga aaagaaacgg gagaacgtat
   570001 ttcttcttta aaattttgga cagataatac attatctctt attcaaatag ggcgtggtta
   570061 ttggaagtat acaccttgta aagaacatat tcattttgag acgcaatatg attatgatac
   570121 gaggtatggt cgtataggga atgtaataga tttctatatg tttcggccgt tattaggctg
   570181 ggcaactgct tggagttttg atgctttaaa attatggtta gaaaaggggc ttcaccctgg
   570241 gttgctaatt agaagaacaa tgacatattg gctcgtatgt tttttatttg catttgtatg
   570301 gatgtatcaa gggatcttcc caaaaataat tttcagtcat ccagaagaga tgaagatgct
   570361 ttctgcaatt attggttcaa ctggaaatag tattgcgatt cttaaagtaa tagggatgtt
   570421 agaaattatt tttggtatca tatggctatt tccagttcca aaacaaaaat tatttatact
   570481 acatattttt atgttaatag ctttaacgat agtggcagga tttacgaata tcgtaagctt
   570541 tacagagccg tttaatccaa ttacattaaa cgttttacta atgggggtat cgattgtcgg
   570601 ttatatgaat agttttgatt taccaagtgc aaaaaattgc aagaggaaga gaaagggata
   570661 atgtatggct aatatgtatg aaagactatt aggggattct tataaaaaac ttcatccaaa
   570721 attacagaaa cgctatgaga ttacagaaga aaatagcttt actggagaag gaaagatgga
   570781 tgaaatttac ggaggttctt ttttcgtaaa attgatatta aaaattgcat cgaagtttcg
   570841 aatgtttttc cctgagcggg ggaagaaagt gccatttaca atacataata ccgctgagcg
   570901 agatgaacat ggaaatgaat ttgtgcggtg gaatcgtact ttttactttc gtaataagaa
   570961 aagatatttt aatgcggtaa tgaaattcga tgaaaatgaa attgtagatt attttggtga
   571021 accacacata cttgtttcta cactgaactt tcatattgat gaaatggggg cgatgcatat
   571081 ttcttcaaag aaacaatggt tttacatgtt tagaagaaaa atcccgttac ctagattctt
   571141 atacggagag gccaacattg tagaaagtta tgatgaaaca aaacagtgct ttcgaattca
   571201 tgtacaagta cgaaatccgt taattggttc attactttca tataggggaa catttgtgga
   571261 gaggaaataa atgatatgaa aaatataata gttgggcttg cttgttatat tatttttcta
   571321 atatgtgagt ggcccgatgt aaacccagtt gaagcaatta ttttattatc tattttgtta
   571381 tttataccga tgtctttttg tattattgat aaaagagcac gaaatggatc gtatttatta
   571441 ttttataaat ccgtatcgtt tttatatccg atagcagcga tttgtgcaat gttagctttc
   571501 gtaacaaatc aatatatctt tgcgataatt tggtttgtat atacggggat cgttgcgtta
   571561 tttggtataa atagattact agaaagagga tggaaaccgt tagaagagac agctatcgat
   571621 agtgcgttta tttatttgtt tttaggtggt ttttggtttt ttgcttctgt agcaaaactc
   571681 tccattatgc actttagttc tgacatcatt ttgcttaccg ctgcacattt tcattactct
   571741 gcatttctat tgccattatc agctggttta atagggcgga agagagaaaa gagcagtaaa
   571801 gtatatgatg caattatgtt tactatagcc atttcaccga tgacagttgc gatagggatt
   571861 acatactcaa gggtatttga attttttgca gtgtgcctat atttatgtgc gatttatggt
   571921 tatagcattt acgtttggaa agcgaaattt aatgctatca gcgcaaaaat actcctaatc
   571981 atatcgtcta gtacactcat gataacaatt atgttttcac ttatatattc gtacgggaat
   572041 ttgaaacatg taatgacgat tacaattgct caaatggttt ggattcacgg tgttgttaat
   572101 ggaattggag tagcgttgcc ggcatttgtc gggtggatga ttgaaaagag tgttccgaac
   572161 tataaatatt acgggaaacc aatgagcaga ttaagaggaa aggcgacagt tggtgaagca
   572221 tttttacata acagaaatgt aatagatagc aaggaataca aaggtttagt ttataaaatg
   572281 aatgatttcc atagcgggat atttgatagg gccaagatcc ctataagtat tattcgtttt
   572341 tatgaaaata caacagagta tggattacaa tcgcatatta aatggactcg ctggttccgc
   572401 ccgtttgcat tttgttatga gaaaatgagt aagcgtgtag gacaaataca tttaggaatg
   572461 ggcggcaagt gggaaacgat gcatggattt atcattggga taatggatga gaaggatgga
   572521 agagagaatg taagggcttg gctaagaaaa aatgaagcag ggaagtctat ttttttagcc
   572581 ttgtattcaa tgcatacata taagaacgat acatatatga atatcgcatt acctttacca
   572641 tattcgaata tgacggggat tttaaaatta cgcaatgata ataatgattt aatgattact
   572701 agtaagctaa gaagaaatgg taagggagat gaggggatct atttacatac tcgtttcttt
   572761 acaatccgtt taccgttaga agagacattt attattaaag agggtacaaa tcaaatgtta
   572821 gaagctaacc ataaaatgtg gatatccgga gttaagtttt tagaaattga ttatgagatt
   572881 aagaaaatag aggagaagta agaaaagctt ggagagattc caagcttttt acgtataggt
   572941 aatggtcata gcaacttgtt tatctaagtc tcggtcccaa acgtaccttt ttcaaaaaat
   573001 aatgggaatc tctctttaaa ccaattttgc ataggaagat gtagtgctgt atcgattggt
   573061 acccataata attcaccttc aggagggttc ataagaagct caccttcaaa tgaatctgtc
   573121 caatagttaa ataccatata tcgaacattt tctttcggat ttacgtattc atctaacccc
   573181 ttaaaggtta aatttgaaac aagtaatcca gtttcttctt ttacttctcg tttagcagct
   573241 tgaacgatac tttctggaaa atccacttta ccgccaggag cgatgtaacc agggaagcca
   573301 agatgatcag ggcgctgtat taacaatact tcgtttttcc gctgaatcat acacattgtg
   573361 taaatgcggt gttctatatc tttccaattg ttactcatac gaatctctcc cttataaaac
   573421 cttatagttt ttaactatag ttatatatga caaaaaatac aataataata caaaattata
   573481 caaattgcaa ttgactatta ctaattttca gaactataat tagtctgtta tataaataca
   573541 ttgtacttga gaggggaata tattctatga aaaatagaat aatcgcagca ggagtaatcg
   573601 cagctagtat attatcttat tcatctagta gtttcgcaca aacaaaaacg tttccagatg
   573661 tccaaacagg gcactgggca gaagattcta ttaactactt agcagaaaaa ggcgcagtta
   573721 caggtaacga gaaaggaatg ttcgagcctg gaaaggaaat cactcgtgca gaagcagcta
   573781 caatgatggc taaaatctta aacttgccaa tcgataaaaa tgctaaacca tcttacgctg
   573841 attctcaaaa acattgggct actccaatca tcgcagctgt agaaaaagct ggtgttgtta
   573901 aaggtacagg caatggattt gagccagacg gaaaaatcga ccgtgtgtca atggcatctc
   573961 ttcttgtaga agcttacaaa ttagagtcta aagtaaacgg tactccagca actaaattca
   574021 aagatttaga aacattaaac tggggtaaag aaaaagctaa tattttagtt gaattgggta
   574081 tttctgttgg taccggtgac aaatgggaac ctaagaaaat tctaactaaa gcagaagcag
   574141 ctcaatttat taaaaaggca gattcgctta aagtaggtaa tcctttagta gaaaaggtag
   574201 ttattattga tcctggtcat ggaggatttg atccagggaa tccaggacaa ggtgtagagg
   574261 aaagtaaaat tgtatttgat acatctttaa gattacagaa gttgctagaa aaaaatacgc
   574321 ctttaaaagc tttgttaaca cgtgaagaga acggaaatcc aggaagtaac aaaaatgaat
   574381 ctcttgcgaa tcgagtgaaa tttggtcaag agaacaatgc agatatattt gtaagcattc
   574441 atgcaaattc ttctgaaaaa catgatggtc atggaacgga aacgtattat tataaaaaat
   574501 caaagcgtgg agaagagaca cagattgaaa aggatagcga agtattagcg aagaaaattc
   574561 aaaatagagt agtagaagca ctacacacaa gagatagaaa gataaaagac gatcactcac
   574621 tttatgtagt aaataataat acagtaccag cagttttaac agagcttgcc tttattgata
   574681 atgatataga taatggtaaa ttagctactg aatcaggaag acaaattgct gctgaggcag
   574741 tttatgctgg gattttagat tattatgaat ggaaaggttt tgatgtttcc aaatatcgtt
   574801 tagctaaata acaatgttga ttgctaagcc catcgtctac atagaggtgg gcattttgta
   574861 agtttatgta attttatatt ggaataaaaa gatatatcgt attatgctga ttatgaataa
   574921 aataatggta gattagttta tttttatcac gtatactttt actgttgact atttaagagt
   574981 ttgttagttt aatagggaaa attatacgat aaagggaggc aagttaacac gggacaagca
   575041 tatacataac gtgttaaaaa atttatgaaa aaagttattt ctaatgtgtt agcggtgaca
   575101 gtcgcacttc aagtagtgat ggctccagca acttcgtttg catctacaaa agaatttcca
   575161 gacgttccga aaaatcattg ggcactcgaa gcgattaatg atttaacgtc aaaaggggtt
   575221 attgcaggtt acgataatgg taaatttggc tttggagatg ttgtaactcg tgagcaagta
   575281 gcagcattaa tgtatcgcgc actaaaacca gaggtgaaaa gcgattataa aaatccatac
   575341 tctgatatta gtgcaggaac gacgatgttc ccagaagaaa ttttagcatt aacagagatg
   575401 gggatttttg taggtgatgg taaagggaca tttagaccaa aagactcgtt aactcgtgct
   575461 gagatggcag taattataca gaatgctttt aagtttaaaa taaaggctca acatacgttt
   575521 aatgatgtac caagcacgca ttgggcaaat gatgcagtta gtgcattaga atctaacggc
   575581 attacagcag gtaatggagc aggtgcattt aatccaacta gtgttttaac acgtgaagaa
   575641 tatgcacaat ttttgtttaa tgctatggca tcgtatatca atctagatat aacgttacca
   575701 tctaatataa cagcacaaga gattgataat tttattgaaa aatggcatcc tgatagtcct
   575761 cttattggaa cgggacaaga ttttattcaa gcgcaaaatg agtatggtgt gagcgcactg
   575821 tatttagctg cacatgcaat cttagaatct gcctatggta aatcagaaat tgcatatcgc
   575881 aagcataatt tatttggtct aagagcgtat gatcgcgatc catttgcata tgcaaaatat
   575941 ttaccgtcat ataagcaaag tatttcgtac aatgccgatt atgtaagaaa gaactattta
   576001 gaagaaggtg ctaatcattt caatggctac acattacctg ctatgaatga aaagtatgca
   576061 actgataaag aatgggctgg caaaatcgct aatattatgg agcgtattaa accgtttaac
   576121 aaaaaagatt atcaaaatgt aaaacgatta ccgaaaaatc ctaacacatt aaatgtagag
   576181 gcattaggtg aggcgattcc atataaaaat tatgcaaaag atgcaacagc tactgttcaa
   576241 ttagtaggtt cttactatca agtaccatat ccatttggct atacaattaa aagtgtacca
   576301 aatattacgc aaaatgaagt tgggaaatta gaaaatggta agaaagtaaa tgtatatcgt
   576361 gaagatccaa acggctggat agaattttca tttgaaaatg ctcaagaaaa atattggaca
   576421 ttgaagaaga acttaaaaat ataaataaaa aaggtgtttt cacttatgaa aacacctttt
   576481 ttatttatat ttaacatgta atatttttag attcagtatg agtttctttt ttatgttttt
   576541 accaataatt aaaccgtttc atatataatt aaaagtgtta aagattgaat tttctgtttt
   576601 tgttttattg ttaacttaat ttgaaaagag gagagatata tgcaaggaga aataccaaca
   576661 gagaaaagtt taagttatat cggtaaattg ttattgccgg ttaaagcgtc accacatttt
   576721 aaatttttat ggatcgggca attgctttcg actttaggta gttcgataac gatggttatt
   576781 ttgccagtcg ttgtatattc attgactgga tcaacagttg taatgggaat gactatggta
   576841 atgtacatgc ttcctaatat tcttgcgtta ccgtttgctg gattagtcgt agatcgaatg
   576901 gatcgggtga aagtaatgtt atttacagat atcattcgct gtatattaat gctattactt
   576961 gcaacactta tatttatgga cgtattaaca attccgcttc tatatgtcct catagcatta
   577021 tatgggctta tggaaggcat atttcagcca gcgtatgcgt ccgtaagagc gaaagtattt
   577081 gtaccggaca ttcgaaatgc agccaatgca ttaactcaaa tgagtaatca aggcatacga
   577141 ctaattggac cggctcttgg aggcttgatc gtttcagttg cctctgccgg aataggattt
   577201 ggactggatg cagtaacgta tttactatca tttttctgtt tactattttt aagagaaata
   577261 aagtttaaaa aagtaaaacc tattgaaaag agaaaagttg attacaaaca agagtttatg
   577321 gaaggggttt tcgttttaaa aagtcacccg tggctatgga ttacaatttt agttttttct
   577381 tttatcaata tttgttatgc aggaattatc gtcgtattaa ttccatggct atttaatgtt
   577441 catcatcatt ttgaagcata tgtgtatgga ttaggaatgg catcttctgg cgttggagct
   577501 gtaattgccg cgctaatatt tggtgggagg gagcgttggc ataagcgagg attacttgcc
   577561 tatggtggtg ttttaataag tggttgtgca cttctaataa tgccgtttat tgcttgggca
   577621 cctgctttaa tcgcattaat ggcaattgaa gggttcggta tgatgatatt tggactcatt
   577681 tgggaaacaa gtttacaaga gcttgtgcca gaagaagcct ttgggagggt agcaagcctt
   577741 gatatgttag gatcttttgc tttattacca gtaggatatg tagttgttgg ctggttagca
   577801 aatgtaatag gtggtgagat aacgataatt acactagcta ttttagtact tataacaatt
   577861 ggactagcgt tggctgtacc gagtatacga cgatttaatt gaagatataa gggaaaaggg
   577921 aacgactaat atgattatag aaagtttgaa agatatagta gtaaaggaac tggacagtaa
   577981 atatactttg caggaaaaga tctttgaagc aaaaaatttc acagtctata tcgctaccta
   578041 tagagaaaat aggctagctt ataaccaact cgtattaata aagcatcttt acaatgaaaa
   578101 tccctccgta catatttggc ataagaaaat tagtatggaa gcaacagagc tagaaattac
   578161 aaaagaagtg acagaagcaa ttcaatctgg ttttgtaaat aaagagtaag ccctaatcaa
   578221 attagagctt actcttcatt aaatacaaat gtttctttca tttgtttact ctcatttact
   578281 ggatggccgt tgtaagagaa gttcttttct tcccaagtaa tgatgacttt gaaattatgg
   578341 ctattagggt ctaatggaaa tgccatgtag tcagagcttg tatgactttt tgaaacgtta
   578401 ttatttaaag taataggatt aatggtagct ttagatacag gggtgttatc aagtatttcc
   578461 actgatacat tagatacatc attaccgatg ttttttacga gtaaattata agtatcatat
   578521 acaccttgtt ttgtctgcac tgcttgcttg tttgtactat gagatttatc aatttcgata
   578581 taccactgtt tagactttga cgcggttggt agtgattgaa atgtatatgc actagcttgt
   578641 attggtagcg ctaagcatat aagagtaaag agagttaata tttttcgttt cattttttaa
   578701 gagctcccat tctgtaacag atttatttgt tagtatcttc tcttcgtgag aggatatacc
   578761 atataatgta agtggggtgt gtatatcggg ctaggaatca tcatcttaca aaaaataata
   578821 tactaaaaat tctatataaa ctgtttattt aatgaaatta aatatgctag aataaatttg
   578881 aaaacgtttc cttatatgga aataagaaag cgttttctat aaagggggga tcgtagtgat
   578941 tacattctta gtatcaattg tagtattgat aattggttat tttacatacg gaaagtttat
   579001 tgaaaagata tttggagtca attacaaaag aaagacacca gcctatgtaa atcaagatgg
   579061 agtagattat gtacctatgg ataggcgaaa gaattctatg attcaattat taaatattgc
   579121 aggtactgga cctatatttg gaccaatatt aggtgcttta tatggaccga ttgcatttgt
   579181 ttggattgta ataggggcta tttttgcagg ggctgttcat gattatctta cagggatgat
   579241 ttctattcga aataaaggag cgcatattcc tgaattagca gggaagtttt taggaaatgc
   579301 aatgaggcac attgtaaatg ttttttcact gttgctgtta gtattagtag gaactgtgtt
   579361 tattacaaca ccagcatcat tacttgatat tgtattgcaa gggaaagtgt caataactat
   579421 tattttatcc gttattttcg tatattacat tttatctaca atcttgccga ttgataaaat
   579481 tattggaaag atttatccgg tattaggtgc attattgcta ataagtgcta ttggcatagg
   579541 gggaatgatg ataataaaag gttctcctat cccagaatta acgtttgaaa atatgcatcc
   579601 agataatgcg ccgatttttc cattattaat gctgacaatt acatgtggtg ctttatcagg
   579661 atttcatgca acacaatcac caattatttc acggacactt caaactgaaa agcacggtag
   579721 atatgtattt tttggcatga tggttgcaga agcgattatt gcaatgatct gggcagcagc
   579781 tgcgatgagt attttctcat acggtgaatt aaatgagtta attaaatcag gtacacctgc
   579841 tgcggttgta agtgaaatct cgaagacaat gctaggtgct gtcggcggaa caatcgctgt
   579901 tatcggagta attgtattac caattacatc tggtgatacc gcattccgtg cggcacgttc
   579961 tatcattgcg gactatttta actttgagca aacgaaattg aaaaaccgct taatgattgc
   580021 aattccgttg tttgtaattg catatggttt aacgaaaatt gatttcacaa tattatggag
   580081 atatttttct tgggctaatc aatcgactgc agcaattgcg ttatggattg gaacgatgta
   580141 tttattcata aaaggaaagc cgtatgttgt ttccttaatt ccagcgatat ttatgacgct
   580201 tatgactgtt atttatattt taaatgcgaa aattggtttt aatatcccgt taaacacatc
   580261 ttatattata ggtgcagtta ttaccgttat attaactgct atattcttta tgaaagccat
   580321 gaaaaataaa aatgagaata ttgaagtaga tgtgcaatta gagaaggaag ctgtgtagag
   580381 atttttctac acagtttttt ctaatgtgaa aaaaattcca ataatatgtt aaaataacat
   580441 tgtcatacaa caagggggat ttgttttatg gaaaatggag ttcttgctaa agtagatgta
   580501 acgaaaagaa ttgaatcaaa atctaagtat aataagaaac ttgaaaaata tcaaaggcgc
   580561 ttattagcgt tgcagcaaat agtaaaagaa gaaaaaatcg cagttatgct cgttatggaa
   580621 ggctgggatg cagctggaaa aggcggagca attaaacgag tgacggaaca tcttgatcca
   580681 cgtgggtttc aagtaaatcc aattggagca ccagcacctc atgaaaaacg ataccactac
   580741 ttgcaacgtt tctggcggaa gctacctcag tatgggcaaa ttactatttt tgatcgctca
   580801 tggtacggcc gtgtgttagt ggagcgtgtt gaaggttttg ctacaaagga agagtggacg
   580861 agagcgtatg acgagatcaa cgattttgaa aaactattaa cagatgatca ttatataatc
   580921 gggaagttct tctatcatat tagtaaagat gaacaattaa agaggtttaa agatagagag
   580981 aacaatcctt tgaaaagatg gaaaattaca gatgaagatt ggcgtaaccg tgaaaaatgg
   581041 gacgagtatg ttaaagcaat ggaagaaatg tttgaaaaaa caaataagcc aaatgcgaaa
   581101 tggcaaatta tcgcgagtaa cgataaatta tacgctagat tgaaaacgtt gaaagtgatt
   581161 atttcgttaa ttgaggatta cctgttagaa cataatatag aattaccttc gtattattat
   581221 gagatgaaat aaggtaagac agaagatttt gaaacgaatc aagatgtagt tgtaaaataa
   581281 tataaagtag aaccaccctg taattttgaa tgacaaaatt acagggtgtt ttttatttag
   581341 aagcatttat cattaagtgc tgttaaaaat tagaagatta ttatttgaaa tggaggagca
   581401 acaaaatatg aataaattta agagttataa atttggggat tttgttgttc tatagtacat
   581461 taacaagggg gactagtttt atagagaggg tgaggaaatg atagatacag cagatgcttc
   581521 aataagtaat cgtatgtata cagaagaaga gcaacaaaaa ttatacaaac gaacattaat
   581581 aatcgtaagt atttcacaaa tgttcggcgg agctgggtta gctgctggaa ttacagtagg
   581641 tgcacttctt gcgcagcaaa tgcttgggac agatgcatat gcaggattac cggcagctat
   581701 gtttacgatg ggatctgcgg tagcagcttt ctttgttggg aagttatcgc aaaagtatgg
   581761 tcgccgcgta ggggcttgca ggaggtttta tagtaggcgg attaggggct attggagttg
   581821 tgatggcagc tttaacaaat agcattattc ttttacttat ttctttactc atatacggtg
   581881 ccggtacagc tacaaatcta caagctcgtt atgctggaac ggatttagcg aataagaagc
   581941 aaagagcaac tgctattagt attacaatgg taatgacgac ttttggtgca gtcgcaggtc
   582001 caaatttagt aggtgtaatg ggaaggtttg ctcattcaat tggaattcct gaactggctg
   582061 gtccgttcat attatcagca gcggcattta tactggctgg tcttgtccta tttgttatgc
   582121 ttcgtccaga tccgttactt gttgctaata tgatagaaac atataaacaa gagcatacat
   582181 ataaagggca accagtaaca gaagaagcga cagaaaacaa acgaggtatt acagttggag
   582241 ctatcgtaat gatacttacg caaatcgtga tggttgcaat tatgacgatg acgccagttc
   582301 atatggggca ccacggtcac ggtttaagtg ctgtaggact tgtgattggt tttcatgtcg
   582361 gtgcaatgta ccttccatct ctcgttacgg gaatgctaat tgataaaatt ggtagaacta
   582421 cgatgagtat agctggcgga gtaattttac tagcagcagg tgtcatagct gcgctagcac
   582481 cgagcgattc tttaatacta ttaattgttg ctttggcttt acttggatta ggatggaacc
   582541 ttggtttaat aagtggtacg gctcaaattg ttgatgcaac tataccttcg acacgtgcaa
   582601 aaacacaagg aaagatagat gtatttattg cactagcggg agcttcaggt ggagcgatgt
   582661 caggaatggt agtagcaaat tcaagttatg cggcattgtc attagccggg ggcgttttag
   582721 ctttcatgct tatccctgtt gtgatatggt cccgaaaagg gtaacgaaat tgaagtgagg
   582781 ttctagttac taactagaac ctctttttta tatgtttagc ttaaatccca ctccacaata
   582841 aggcctaaat gtgtaagacc accgccaaat ccgtacagta aaagtgtgtc tccgttattt
   582901 aatttccctt tttttctagc taaatctaga gcgagtggaa tagagacaga agaggtattc
   582961 cccatatatt ccacgctcgt taatgttttg tgtattggaa tttgagattt ttcacaaata
   583021 gattcaatca ttcgtaagtt agcgctatga ggaatgaacc agtctatatc atccattttc
   583081 atatttgcag tatgtaacag ttcttttata cctactggca ctgtgcgtgt tgcccattta
   583141 tatacttctc tcccattttg aacgattttt tcatttgttt gcagtggagt gtcattcata
   583201 gtagtagata agtttgttct atatagatga ataccgccgt gcccatttgt gcccatatga
   583261 tacgcgataa agcttggttt gttttcatct ctttctaata aaatagctcc agcaccatcg
   583321 ccaaataaaa tgcaggtcgt tctatcggtg taatcagtaa cttttgataa tgtctctgtc
   583381 gctacgacaa gtactttttt atgtgatcca gaagtaatca agctattacc gacgtgcaag
   583441 ccatatgtga aaccagcgca agtggcattt aaatcaaatg ccattgtatg aggtatgttg
   583501 aagtattgtt gtatttggca agcaacacta gggaaaacgt aatcagcagt agtagtagcg
   583561 acaatgatac agtcgacatc ttctaagttt ttcttatatg ttgtacataa attttcaact
   583621 gctttaatgg ctaagtttga ggagtattca tcttcgctag cgattcttct ttccttcatt
   583681 cctgttcttt gtacaatcca ttcatcattc gtatcgatca ttttttctaa atcattatta
   583741 gataatattt gatttggaac atgagtgcca attgcagtaa tacgggattt agaattcata
   583801 ggaacagctc ctaactttat tttataacct gatactaata tcaggttata aaaatgtcaa
   583861 tatagatttt tagtgtattg aacgacttag cttactatga aggaatttag cgagtgttgt
   583921 aaaaataata tacgagaagt ttctaaaatt gataatgaag tgagttgagc tccttgaaaa
   583981 caattttacg catgttgcct gttgtcatta tttgtagctt tattcttatt attttttcag
   584041 agaaatctta tgcttgtgat tgtattaacg tatcagcaga agaggcactt caaaaaaatg
   584101 atgtagtgtt tgagggaaaa gtaattgaga ttggaaggaa agaagagggt gaaattgaag
   584161 tgttatttga agtgaagaaa atttggaaag ggacaaattt tacgcaaatc atcgtatata
   584221 cagatggtgg tgattgtgtg tttcactttg tagagggggg agagtactta gtattttctt
   584281 ctcaaagagg accggaaaaa caattataca cacatagttg tagtggtacg aagagattag
   584341 atgaggcaga gatagagaga aatactttaa gtcatattgc taagggtgtt gctccgacga
   584401 agaaagtgga tttaaaaggg gagatggtga gcggtttcag taggtggcaa gttgctatca
   584461 tttctatagg tctgttactg atagtaactc ttgtgatttt tatcgtgaga agaacgcgca
   584521 aaaaatgacg attaaagtaa aaatataaag attttctttc gtgtgatata ggttgttaaa
   584581 ccttgtgaaa gcgaattact tatgctacac tttatgtaac ttaaaatgaa cggaggggct
   584641 tcctttgatc ttaatcagat tacgtctcaa tactttgtgc caataattga atagcgctca
   584701 aaggctctgt ctgtgtacag agtgaacggg attggtctgc ctattttaaa ggaacccttt
   584761 attaagctta tatgtgaaaa agagggaggg acgaatacgc cctctttttg ttttgccttt
   584821 ataaatagaa tggtatcgta taggtgaaca cttattgtgg atacgtatat gattttggga
   584881 ctttttgact atgagatagg atgaaagcac aactttcttc tatttctttg gtgaaccctt
   584941 atccgtttac gaaaacacag gcagcgacct gtgtttttta ttttacgtaa tcgaaatgga
   585001 ggaataaata tatggaagaa ttattacaaa gagcagtttt agttggagta aatttaggta
   585061 atgaggatga ttctgcatat tcgatggaag agctaacgaa tcttgcagaa gcttgtgatg
   585121 tagaggtaat tggacaagtg acgcaaaatt tgcaacgtgt aaatccatcc cattatattg
   585181 gaaaaggaaa gattgaagaa gtagcagcct atgtaaatga agtagatgcg aatatggtca
   585241 tctttaatga cgaattatct ccttcgcaaa ttcgaaattt agaagcggat ttagattgta
   585301 aagtaattga ccgtaccata ttaattttag atatttttgc gcaacgtgcg aaaacgaagg
   585361 aagcgcagct gcaagtagag gtggcccacc ttcagtatat gatgcctcgt ttaattggtc
   585421 ttcgtgagtc gttaggaaga cagagcggcg gtgttggtac gaaaaataaa ggtgtcggtg
   585481 agaagaaatt agagttggat cgtcgtaaaa ttgaagaaca aatttcagtt ttaaataaag
   585541 atttagaagc tcttgttgcg cagcgtcaaa cgcagcgaaa gcaacgtaag aaaaatgaaa
   585601 ttcctgttgt agcattagta ggttatacga acgcaggaaa atcaacgacc atgaatgcga
   585661 tgcttgaaat ttataatggg acagaagaaa aacaagtatt tgaaaaagat atgttattcg
   585721 cgacgttaga aacatcggtg cgaaatattg atttaccagg taataaatca ttcttattaa
   585781 cagatacagt tggatttgta agtaaattac cgcatcatct cgtcaaggcg ttccgttcaa
   585841 cgttagaaga ggtagcggaa gcagacttac ttattcatgt tgtagattac gccaatccaa
   585901 attatgaaca gttaattgat attacaaatg aaacgttaaa gaaaattgga gtagaaaata
   585961 tcccaaccat ttatgcttat aacaaatcag atatggtaga tgttgaaatt ccgaaagtac
   586021 aagaagaccg cgtttattta tcagcgaaga aacatgttgg aattgaagaa cttgtcgaaa
   586081 tgattcgctc acacatttat aaagagtata cgaagtgtga aatgttaatt ccgtatgatc
   586141 aaggacaggt agtttcttat ttcaatactc atgcgcacgt tctatctacg agttatgaaa
   586201 acgaaggtac gaaactagaa gtggaatgta agacgagcga ttacgaaaaa tataagcgtt
   586261 ttgcaattta agaaataagg cgatcctaaa atgttttagg atcgccttat ttcttattct
   586321 gtaatagagg cccatttata agaataaatt cctgcaaatg gacgaacaac aacacctttt
   586381 actgttggac gttctaaata tacaagtcct gattggaaga ttggagcgat agctgcatca
   586441 tcttcaagta agattttctc ggcatcttgg aacgctttcc aacgtgctgg taagtcagtt
   586501 actaaagtag agctcgtttt ctcaattaat tcgtcgtatt gtttgtttga gtaactcatc
   586561 ttattaaacg gtccgtctgt gacgaacata tttaaaaatg ttgtaggatc aggataatct
   586621 ggtccccaag tagaaagtga gatttcaaaa tcgccatttc cttcacgatc taaaaatgct
   586681 tttactggaa gtggttgtaa tgtgattttt aatccaggta agtttttctc cagttcacct
   586741 tttaaaaact cactaatttt ttatcgttag actcatctgt tgttatgatt gaaagagaag
   586801 tgttttgtaa gtttgtttct tttttcgcag tttcccatag tgttttagct tctttcacat
   586861 ttgtttctac ttttacatga cttgtactgc gaaaatcttt attgtcaggt ccttttacga
   586921 atccttttgg aacgaatgca ttcgcaggta tagaaccatt gtttaaaatc gttgttgcga
   586981 ttccttgttt atcaaaagca agcgaaatag ctttacgagc atttttgttt gctaataaag
   587041 ggttcttttg actaaatcgg aaaaacgtca cagaaggacg ttccatcttc tttaagctcg
   587101 gatctttttg atatttatca acaaactctg aattaatcgt aattcggtct acttgtttac
   587161 tttcaaataa attaacagct gttgaagtat cttttacgat atttacatta atttcattta
   587221 atttcacatt tttattatcc cagtagttcg ggtttttcgt cattttgtaa cttgtatcat
   587281 gtttccattc acttaattgg aaaggtccgt tataaactac atttgcagct tcaagtccgt
   587341 aatttttccc ttgtgcgtct acaacttttt tgttttgagg ataaaatgtt gcaaatccca
   587401 ttaaacctaa aaagtatgga acagggtgtt ctaactgtac ttctaatgtt ttatcgtcaa
   587461 ttgcttttac accaaatgag tcaattggca attctttttt atttattttt tctgcgtttt
   587521 taatatcgaa cataatatgt gcgtattcag aagcagtttc tggatttacg gcacgtttcc
   587581 atgcatattc aaaatcatga gcagttactg gatcgccatt tgaccatttt gaatcgtgta
   587641 atgtaaatgt atatgttttt ccgtcttcgc tcagtttgta tgattcagca gctgcaggaa
   587701 caggtttatt gtcaggacca ggcatatata atccttccat tatgttgttt aatgcagcgt
   587761 aagaaaaccc atcggttgcg atagatgaat caagtgtaga aatttcccca gcttctacaa
   587821 tgtttaatac ttgttttgaa gattcttttt tcgtttctcc ggtagttgtt gcctcttgtt
   587881 tttgaccaca tgctgttaaa aacatagata atgtgattga gagtgcaacg attccttgcg
   587941 tctttttctt catagttgtc atccttccct tcatctctgc cttagtataa aagaaaatat
   588001 agaaaatttc tataaataaa tccgacaaag cgtatagaaa aaatatctta tgtaagaagt
   588061 gatatttctg gaaaaagaaa tgaaaccagt atagaataga aatgtttcaa aagtcagaat
   588121 ttattagggt taaagcttta ctttattaca cttactttaa taaatatata ttttgtacag
   588181 gaaggagaga ttcatatatg caggcagttt cgcaaaaaaa cacagtagaa acaccgacaa
   588241 tatatcgaat actatttgcg attagtttcg gtcatttttt aaatgactcg atgcaagcag
   588301 ttgtgcccgc gttgtttcct attttggaaa aaacgatgaa tttatcctat atgcaagtag
   588361 ggtggattgc gtttgcatta aatatgacgt catcgattat gcagccggtt tttggtatgt
   588421 attcggataa gaagccgtca ccatttttat taccgctcgg tatgttttca agtatgcttg
   588481 ggatgatcgg acttgcattt gcaccgaatt ttattattgt tattatttct gttttattta
   588541 tcggattagg ttccgcagtc tttcatccag aaggtgcccg ggttgcttat atggcggcag
   588601 ggacgaaacg aggtttagcg caagcgattt atcaagtggg aggaaataca ggtaattctc
   588661 tagctcctat ttttacagcg ttaattttcg ttccgcttgg gcaaattggt tctttaggtt
   588721 ttacggcctt tgcagcggta ggaatagtgc tattaatttt cgtatcaaat tggtatagga
   588781 atgaattagc aactggcgct gtgagaagaa aaaagagagc tgcgcttgag gcggaaaatg
   588841 cgattgtaag tacgcatatt aaatttgtta ttgtacttct tgtttttctt acttttgtac
   588901 gttcttggta cggtgcaggt atcgggaatt tctatcaatt ttacttaatt gagcattacg
   588961 gtttatctat aaaaaatgcc cagtatttcg tattcgcatt tatgattgcc ggtgtattag
   589021 gaactttctt tggtggtcca ctagcagatc gatttggaaa gaaaacaatt attgtatttt
   589081 caatgctagg ttcagcacca cttgcacttt tattacctca cgtttcgctc gtgtgggtcg
   589141 taccgttatt tttatgtatc ggttttatta gttcaagtag ttttagtgta attgttgttt
   589201 atgcgcaaga acttgttccg ggaaaagtag gaatggtatc tggattaatt gtagggcttg
   589261 cgtttggact cggagcttta ggatctgtag ttctagggaa attggctgat atatatagtc
   589321 tacaattcat tatgttacta tgtagttgtt taccattaat tggacttact tcatggttac
   589381 taccaagtga taagaaaacg atagaatagg ggatgcgcta tgaaattatg tgaaaatata
   589441 acagaattaa taggagatac acctgtcgtc agattatcta aatttattcc agaagacgca
   589501 gcagatgtgt atgtaaaact agaaatgttt aatccatcgc gcagtgtgaa agaccgtgct
   589561 gcctataatt tactgcacgt tgcagaagag aatggtctta tcaaaccagg agatacaatt
   589621 attgaaccga caagtggaaa tacagggata ggcttagcaa tgaatgcagc tgcgaaaggg
   589681 tataaggcga ttttaattat gccagacaat atgtcaaaag agcgtataaa tttattgaaa
   589741 gcatatggag cggaagtagt tttaacaccg gcagaacaaa gaatgccggg agcaattgcg
   589801 aaggcgttag aactgcaaaa ggaaattccg aatagtttta ttccgcagca atttgaaaat
   589861 ccagcaaacc cgaatattca tcgttataca actgcacttg aaatttatga acaaatggat
   589921 ggagagcttg atgcatttgt agcaacggct ggaactggtg gaactattac agggactggg
   589981 gaaacattaa aagagaaact accaaactta tatattgcag tagtagaacc gaaaggatct
   590041 cccgttttat caggcggtgt gccaggtcct cataaactag taggaacaag tccggggttt
   590101 atcccgaaaa atttaaatac agaagtgtat aacgaaatta ttcaaattgc agatgaagag
   590161 gctttaacga caatgagaaa cttagctaga caagaaggtt tattagtagg gccgtcttcc
   590221 ggggcttctg tttatgccgc aattatgatt gcaaaacgtt taggtactgg taaaaaagtt
   590281 ttatgtgttg cacctgatac aggggaacgt tatttgagta tgggattatt tgaatgaaat
   590341 taataggaac cccttatggt gaaagagagc tattaagggg tttgttgtag gttatttaga
   590401 gaggagaagc acaatgaaat tattaaaacc aatatacgaa tatagcgaac aaattacgga
   590461 gtatcgcgat gcgtttttac atgctgatga acaaccacat ggcagtagtt ccctacaaaa
   590521 ttttgattct ctcgatgaat ggtttgaaaa agtgagaaag caggaactag gagaaaaatt
   590581 actggctaat cgagtaccat ctagtcagtt tttaagtttt gaaaaaggcg aacttatagg
   590641 ttttgtaaat attagacatc gattaaacga agaattatta cgagaaagtg gtcatattgg
   590701 atatagtgtc catccaaata aacgtcgcca aggttatgcg acaaaacaat tgaaacttgc
   590761 actagatgaa gcgcaaaaat taggattgaa gaaagtgtta ataacttgtg ataaatcgaa
   590821 tgtcggctct gctaaaacga ttcaaaaggt tggcggtgtg ttagaagatg aagtggtttc
   590881 ttctcataaa agtgaaattg ttcagcgtta ttgggtagaa atatgattca gtggaacttt
   590941 gaaaaggaaa tgcaatgcgt aatatcgaaa tagataaata aaaagcgaag ttgtactgca
   591001 attatagggg gaaatgaagt gggattaaaa gagaaagcaa tagaaatgtc ggagatttat
   591061 aggcaaaatc cgaaagtgga ggctatcatt ttagcgggtt cagtagctag aaagttagaa
   591121 gatgaacatt cagatataga attacatatt ttatggtcaa tgccgccaga ggatgacgat
   591181 cgtaagggac ctattcatcg tattgacggg acaattttgt catattatcc ttacgaggaa
   591241 gaagaatggt cggaaacata tttgacgaaa gaaggaatta aattagagat tagtaacttt
   591301 ttaacagaaa cagtagagaa agttatttct gatgtggtga atcaatatga tataagttat
   591361 gaaaagcaat gtatcgtatc atccgttcat gacggtgtta gtttgtatgg gggagagaaa
   591421 gtgaatgaat taaaagatag agtggtagca tatccagaaa atctagcgaa acggatgatt
   591481 tcagaaaatc tttggttaag caatcgctgg cataatcgag aggcgctttt aaaacgaaaa
   591541 gactggctta tgctatatga tgttatttgt gaagcacaaa gaaatatatt tggagtctta
   591601 tttggtttaa accgaatgta tgtgcatcat cctgccttta aatggatgcc gaataatgtg
   591661 gaccgaatga gtattaagcc tgaaaactta tatgagcgta tggcgaatgc attaatagga
   591721 aaaccagagt atagtgtaca ggagttagaa gtgttaatcc aagaggtatt acagttagta
   591781 gaacaccatg ctccagaatt acatattgcc gaacagcaaa aacgtatgca atatgcgaag
   591841 taagaaagaa gggatgtaac aatgcgttac atctcttctt tttttattta attaatttac
   591901 ctagtatggg tgatcgttga atcttatcac cgagaatatg tgaagcaagt ccgctcgtta
   591961 agatgaataa aaggtaaaca atccctccta cagcgccgca tataacaaca atgagaagtg
   592021 attccatata agattgtcca ggaattaacc atgttaaaat tgcttttaat gccatcacaa
   592081 cagcagacat tgctgctgag taaattgtaa taagaaatac tgtttttact gtttcaccca
   592141 ttttaaattt cgcaaactta acgatgcagt acaacataat actatttgaa atgaggtatc
   592201 caagaatggt tccaagtaca gcaccgtgtc cgccaaataa atgtaagagc ggtgtattta
   592261 ctaaaacttt aacgagaata ccgactgaga aagcgatcat cgtttttctt tgataatcga
   592321 ttccttgtaa tatggcagct gaaactgtga aaatcgcact taatatagca gaaggtgcaa
   592381 atgaaattaa atattgtgat ccaccaagtg caatttcagg atttacataa accatacgga
   592441 atgcatcgta agcgatgcta gcaaggccaa atgcagctgg gatagtaaag aataacaaga
   592501 cttgaaatat ctttgaaatt tgttcttgta attcttctag tttcccgctt gtataagatt
   592561 tcgttatagc aggaatgatt gttaaggaga atccagttgc aagtgaagct ggaatcataa
   592621 ttaacttttg ggcatagttc gttatataag cgaacactgc attcgctgtt tctaaaggct
   592681 ctcccatcgc tctcagggca tcagctacag tatattgatc tactaacgtg tagagtggaa
   592741 ttgcgatgcc gacaaataca attgggattg catatcgaag taattctata taaatatttt
   592801 ttattgagat attggatgct cttgatttta attcgccttc gggaggtttt aatccattat
   592861 attttttcca gtacaccatt aaaatagaga cgcttgccag tgctccgata acagctccaa
   592921 acgtagcaac tgcaacagaa gaggctacgg aacctcctaa tagttttgag acgatgaaac
   592981 taccaactaa aatgaaaaca acgcgcgcaa tttgttctac gacttgagaa acagcgcttg
   593041 gtttcatatg ttgaaatcct tggaaataac cacgtgtaac actcattgct ggtacgataa
   593101 tcagtgcgaa acttaatgct cgcatcgtaa gtgttacgtc agagataaat tgtggatctg
   593161 gcgttttcga gcgaataata aattgtgata tgtatggtgc tccaataaat aaaactaaaa
   593221 accctaaaaa gcccataaac agcattaatt ttacgctaga gttgtataat tttttgcttg
   593281 tactataatc accaagcgca ttatgctttg caacgaattt ggaaacggca atagggatac
   593341 cggcagttga aaagcttaat aaaataccgt accaagagta tgcatatcca tataaagcga
   593401 ccccttgcgt tccaactaat agttgaaaag ggaagaagta tataaaacct aatatacgtg
   593461 aaatcattgt cgcgccactt aataaagcag ttccttttaa aacttttgaa gtagacaaaa
   593521 ttctttcctc ctactcgtgc tgtcttacgt ttatcgtata ttactataaa cctgttagag
   593581 tagttaatat agtatggaac ataaatattc taatattatt cacttaaaag tcatatttta
   593641 cattttcaaa tagaatgtaa tacgtaaaaa ttcaaaatat aagttgacac tatttttaat
   593701 gtgtgataaa aatgatagta atcaattcgg aaaataatat ttgggcaatg aaagggtata
   593761 gtagtgaata tctccctatt acagagagct gatggttggt gtgaatcagt atatagatta
   593821 ttcatgaagt tcgtcctgga gcatctttca taaatctcac attatgagga aatgaaagac
   593881 ggtagtttat accgttatca aataaagtgg tgaagattgt ttcacaacta gggtggtacc
   593941 gcgatattta tcgtccctac gtatttacgt agggacgttt tttatttagg tcttactttg
   594001 ttgtggcttc ataactaggg tggtaccgcg ataatttatc gtccctacgt atttacgtag
   594061 ggacgttttt tatttaggtc ttacttttgt tgtatcttca taactagggt ggtaccgcga
   594121 tatttttgtc gtccctacgt atttacgtag gggcgttttt ttattagtag ggaggaagtg
   594181 aacgtattag aaagaagtgt ggatagaaca atataaatac tgaattgtaa gacagaaaaa
   594241 gataaagaga ggagattaac aaatgaattc acagcaatgg acatcgaaat taggtttcgt
   594301 attagctgca gcaggttcag caattggtct aggggcgatt tggaagttcc catacatggc
   594361 cggaattgga gggggcggcg cgttcttcct tattttcatc ggtttcacat tattaattgg
   594421 tttaccacta ttattagctg aattcgttat cggaagaagt acacaaaaag aggctgttga
   594481 tgcgtataga gaaatcgcac caaaaacatt atggccatgg ttagggaaat tagggattgt
   594541 aacatgtttc atattacttt ctttctacag tgttgtagga ggctggattt tattatattt
   594601 atggaatgca attacaggta gactatggga aggaaatgga gcatacgaag ctacgtttgg
   594661 tgaaatcatt tccaatccgt atttagcagt aggatcacag ctattattca tccttattac
   594721 tatttttatt gtaagtaaag gtgtacaaaa tggtgttgaa aaggtaaata aatatttcat
   594781 gccagcgtta ttcgttttat tctttgtatt aatcgttcgt gcacttacgt tagatggtgc
   594841 aggagaaggg gttcgtttct tcttacaacc tgatttctca aatgtaacat cagaagtaat
   594901 tttatatgcg atgggtcaat cgttcttctc attatcggtc ggtgtagcag taatggtaac
   594961 gtatagttca tacttaccga aggaagaaag tttaccgcgt tcagcatttt caatcgttgg
   595021 tttaacactt gtcattacat tacttgcagg tcttgcaatt ttcccagttg tgttcgcatt
   595081 tggattagaa ccatcgcaag gaccaggact attatttatc gtattacctg ctattttcag
   595141 taaaatggcg ttcggaaaag tgttcttcgt tattttctta ttgctgttct tcttcgcaac
   595201 gattacatcg gctatttcta tgctagaaat tagtgttgcg tcgttaacat caaaaggtaa
   595261 agggaaacgc gagaaaatgg ccttaattgt agggttatta atcttcgttg ttggagtacc
   595321 atcagcatta tcatttggta tattaagtga tttgaaaatt ttcggaaaga cagtctttga
   595381 tttagcggac tatgcagtta gtaacgtact aatgccactt ggtgttttat tagtttccat
   595441 ctttgttcct ttaaaaatga agaaagatgt attaatgaaa gaacttggtg taagtaaaaa
   595501 taagggctat aaattattcg tattatggtt attcttactt cgctttatcg caccaattgc
   595561 gattattatc gtattcttaa atgtacttgg cattatttaa aaagaaaggt agcgtatcgt
   595621 tttatgatac gttacctttt tattttgcac ttttttgtaa ttcatttact gttacgaact
   595681 gatagccctt cttagataaa gagtctagaa taccttcgat agtctgtaaa ttttcattag
   595741 actcatcata catagagtgc agtaaaatga tagaacctgg ttttacattt ttagaaacgt
   595801 agtcaatttt atctgccgca gatttataaa aagtatcagg ttcaagatcc catgtaatcg
   595861 tttcgatatt atttttattt aaataatatg gtagtccaat taattttttt ccattaggtg
   595921 gtctaaaatc aatttcgcct gtaaatccta ttcggcgtat taatgaattt gttttttcta
   595981 tttcttcttt aatataagaa ggtgttttaa aaaccattct gttatgagaa tatgtatggt
   596041 ttccaacttg gtgtccagat tgtacgatag cttctcctag cgataggttt ttttctaatt
   596101 catttccgat taaaaagaag gtagcttttg catggtatgt atctagtagc ggtaatattt
   596161 gttttacatt gttcgtaggg ccatcatcaa aagttaaagc aaccactttt tcatttgttt
   596221 ctactcggtt tgttaaatct ccaaacaatt gaaagcctct tgcgttcatc aatttgtatg
   596281 ttccaaataa tgctacagta ataatgaata atgtaacgat tgtaatgatt attttctttt
   596341 tcataaagca acctcactat atttttggat tggactaaaa agtattatat caaattaagt
   596401 aatttcacgc tttaaaaagg atgtggatgc aaggggaagg aaattatcat ataatgtaat
   596461 gaaaaaggta tattaggagg tgtttaaatg gcgattacaa ttcaattgcc ggacactgca
   596521 gcgtctcatg caaagccaag tatggaaatg gcgatacttt gcgtgaggta gacaagtaat
   596581 atacaattca tcgccaaaat gagctcgtat cattttttgt atttggcttt gcaccttatt
   596641 gaaatgaacc ataaaaaata aggggcgagc agaaatgaaa tacgtaaaag ctaaggcagt
   596701 tttaccagaa agtttaatta ctgaaattca aaagtatata caaggtgaaa caatttacat
   596761 tccaaaacaa gaaacaaaac attataaatg gggtacacga tctggaggaa gaaaacaact
   596821 agatgaaaga aacaaagcca ttaaagatgc atttaaaagc gggatttcca ttcatcaact
   596881 tgcagaggag tattttcttt ccggagaaac gattaaaaag attgtgtact ctaaatgaaa
   596941 taaaagagtc tcgttcaaat atcattttga acgagactct ttttgctttg cccgtattgg
   597001 atatatgggg tgtggatggg catgataata gaaaaaaatg aatcataatt atatcgtata
   597061 gaaacgtgaa tagaaataaa aacgttatat tacacatatt acagaaaggt gaacgattat
   597121 gaatcatctt gggcaaataa cgatagaact ttttgttggt ttttttgttt tattaattgc
   597181 tactaaaata ttagggaaaa cacaaatatc gcagctaaca ccttttgatt ttatttctgc
   597241 cattgtaatc ggagaactcg ttggaaacac cgtatatgat cctgaggtga gagtatggtc
   597301 tattttatac gctgtttttg tatgggtaat tttaatttac gcaatagaag taataacaca
   597361 aaaatttaga aggacaagaa agttctttga aggataccct tctattatca ttcgtaatgg
   597421 gcatattgac agagaacaat taaaatcgaa tcatttggat attaaccaat tacaacaaat
   597481 gcttaggcaa caaaaagata tattttcgat tcgagaagtt gaatatatga tattagaacc
   597541 taacggaaac ataagtgtat tgaaaaaaag taaatatgaa tctcccacta taaatgattt
   597601 aagcttaaaa cataagcctg tatacttacc aatttcatta attagtgatg ggaaagtagt
   597661 gaaggataat ttgagggaag caggttttga tgaaggatgg ctgtataaac aaataaagaa
   597721 aaaagggatt actaaatttg aggacgtatt gtatgcagaa tggaaaacag acgatggttt
   597781 cttttgtcag gaaatggatc ggtagagaat aagcgatgta tgtattgttc atttctaagt
   597841 tatcttttac atatcaaaaa gctgaatcat tgtatacaat agaattagaa caacaatttg
   597901 tatggagtga taaagatgga agcttttatt agaagtgatc aatataattt tataaaatca
   597961 caagcttata ttttggcaaa tgggcacgca acggcaaatg atagaggtgt cattcaagcg
   598021 ttaaaatcat tagcgattga aaaaataata catgtatttg agaatttaac ggatgaacag
   598081 aaagagttaa ttgatacggt attaacagtt caaaatagag aagatgcaga atcattttta
   598141 acgaaaataa atccgtatgt cattccgttt caggaagtta cagcgcaaac gttaaagaaa
   598201 ttatttccta aagcgaaaaa attaaaactt cctgatatgg aagaaatgga catgaaagaa
   598261 atatcttatt taagctgggt tgataaagga tcaagcagga aatttattat agcgaaaaat
   598321 gataaaaata agtttgttgg tctgcaagga acgttccaaa gtttaaataa aaagagcatt
   598381 tgttctttat gtcacggaca tgaagaagta gggatgtttt tagttgaaat taaaggtgat
   598441 ataccaggaa ctttcgtgaa aaagggaaac tatatttgta aagacggtgt agcttgtaat
   598501 cagaatatga aatcacttga taaattacag gattttattg agagattgaa gaaataaaat
   598561 ggaagacctc tagtgcttaa actggaggtc ttttattttt tgaagaagta gattaaaaat
   598621 ttaactgtac tatgattatt agaggataat tagttcaata gataaatgga aatcaaaaac
   598681 gaaatcttat aaccgtatct cccaatcagt tttagaacga ttatttgaaa aactgaacca
   598741 cttacatcac aacttccatg aaacaaaaac ctatatatta ttattatttt ccgtaacact
   598801 aatgtcatat tataagataa ggttttcgaa tatttaatag ggaggcgttt ctattgaaaa
   598861 tcagtgagct gtctaaaaag acaggtgcaa gtatccgatc cataaggcat tatgagaaaa
   598921 aaatctaatt accgctgtac gccttgaaaa tggttatcgc gagttcgatg aatctgccat
   598981 caaacgtatt cgaattattc aactttattt aggtctgggt ttgacaacgg aacaaattga
   599041 ggaaatattg aaatgcgagg ataatggtcc ggaagaatat gaattttgtg aagaaatgct
   599101 ggaaacttat caagtgaagc tggatcaaat caacagacaa atcagtgtat tggacgttgt
   599161 aaagtatcgg ttggaaaaac aaatcatgca aatgacggat aaaagaagaa tgagaaatgg
   599221 aaattccctt agttgaaaca acggaataat tgaagatccc agtccgcgac catggcggaa
   599281 cccgggatct ctacagacga atatgatgtt atgcagacgg tttttttagc agttcggtca
   599341 agcgtgagaa tccgtcggtt ccatagccct cgttgatggc ctgctgggtt acggccattg
   599401 cagcactcag aacgctaacg tcgaggccgt ggtgttgagc agcatggata atgtgttcca
   599461 ttcctgccga ggctgagatg atattggact tgtcaccagg gtagtgaccc gagtctactt
   599521 cgcttgccaa ataagccatg atgtcgggca agatgtctat gataccctgg gcatagatag
   599581 cgaactcctt tgccggaata ttctcggcag tggcaagtgc gagagcgtga gcgtaaccgc
   599641 tcatggatgt ccaaaagaga tcgagtaggg ccacatcata tgccgccgcc cggccaggat
   599701 ccgccccaag ataagaagta gtgccaccta agcttgctaa ggtcggttgg tggaccttaa
   599761 agatggattc tggtccacta tacaggacgg aagccgcagg tgtcccgatg gtcggagtag
   599821 gggtcataat tgccccatcg aggtaatcga ctccgtgttg ggcagcccat gtggccattt
   599881 cacgggcacg tttgggcgag tcggcagtga ggttcaccag tgtccgtccc ttcagggcat
   599941 ctcccacggg gccaaggact tcatggacga cattatagtc cagaacacaa atgatcacca
   600001 gggggcttgc agagaccgcg ccggtgactg aatttgaaag ggtcgccccc tgagaaataa
   600061 ggtaatcggc tttttcggca gttcggttcc ataatgtcgt agggtgaccg ttcatcagga
   600121 atgcaccagc tagcgcctgg cccatcggac ctaagccgat aactgtaaca ggtgaacggt
   600181 gcgggttctc catcacagat acatctgtat ctgatacttg actgatattt tgttttttct
   600241 cactttggtc atttttcttc aatgaaaatg cctcctttca gatgttcaaa cttaattcta
   600301 aagtatgaca ccagtgtcat agtcaacaaa aatattttgg ttataatatt taaacaaacc
   600361 agttataagt aatctattat tccattaaag ggcgagattg cggaaaagta gtgaaaagtg
   600421 atacatatta tccatgacta atatgtatca ctctttatta tttatggctt tttacgattt
   600481 aggtcttgat aatgaaataa agttggataa aagatatatt ttgaaacatt tgcttatttt
   600541 gaaggaggta aatatgaatt acatttcacc gaaagaagaa atgttaaaag cgaaacggtg
   600601 gtctaaagat atgatagcag cgggtcgtgg tcataccgtt gctctgaaat atgataatac
   600661 tgtggaaacg acggggtgga ataagcatga tcaatgtgat gtaaacgact ggcataatat
   600721 tgtagcggtt gcagcaaggt ggcgtcgtac tattggcctt aaaccggatg gaacggtaat
   600781 agcggtggga tgtgtacata cagtcggcct gaaatcagac ggcacggtgg tagcagaatg
   600841 tgataataca tatggtcaat gcgatgtatg tagctggcgt aatatcagat tgcctagcaa
   600901 atagttattt tacaataaat cactagtaat attattctat tttaggaata attatggaat
   600961 aggatatgta gataagaatc ccttttaaaa agaggttctt attttttccg taaaatgagt
   601021 gtctaaatgg aattttttaa agctacagta gacgatataa tttataaaaa aacataggag
   601081 aggtgaagaa ttgtttaaaa agcttttatt ttctttacca gatattttac ttgtgtgcat
   601141 tgttttctac gtaacatata caaaatcttt tagttttgga cagacgttag taatttcaat
   601201 tgcaatcgga atcattggtg gtcttgttct aagaatttgt acggatttat tcacatttat
   601261 caagtggaca atcaaacaaa gaaaatcttg aatatattga tagctattag gaggaaacga
   601321 aatgactaag aaaaagagta gagtgaaaaa tgaaatatta ctttggacat taacagcggt
   601381 tgttctcatc attgtatggt acttttttca aagataaaaa cgcatcgcac tttgaaaaga
   601441 gagcacgatg cgtttttatt attttttttg ccaattttct tttataaagt cttcacggcc
   601501 agattctttt tgctcagtag catatttctc tgggttcttt ttatagaaat gttgatggta
   601561 ttcttcagcc tcataaaaag gtgcagccgg gcgaatttca gttacaattg gatctttaaa
   601621 cataccgctt tctgcaagag aatgttttga tttttcagca agctcttttt gtgtttcggt
   601681 atgataaaaa atagcggtgc gataagatgg accacggtca aagaattgtc cgccatcatc
   601741 agttggatcg atttgtggcc aatataaatt taataatttt tcatatggaa aaatagaagg
   601801 atcaaatgta atttgtacaa cttctaaatg accagatgta cccgctttta cttgttcata
   601861 tgttgggttt tctacatgac cacctgcata gccggaaagt actttatgaa tatcgggaag
   601921 ttcatcaaaa ggctttacca tgcaccaaaa gcaaccgcct gcgaaggttg cgagttcgta
   601981 tgttttttcg gacattgctg taatcctcct aaatatatat gttttatata gtattatata
   602041 aattgtttta ttgcgcaata aaaaagattt gaaaatatat gcttttttat aaacaagatc
   602101 ctccgctaac atcaattaat tgtccagtaa cccagcggct gtctggagaa gcgagaaatg
   602161 cagcagtgtc ggcaatgtct tctacttcac ctaagcgatt gaaagcggaa atagtagtgg
   602221 cgtattgttt catcattggg tcactcaaga gttctgcatt catatctgtt ttaacaaatc
   602281 ctggaagtat tgcattcact gttattcctc ttgctccgag ctgttttgct agtgtgaaag
   602341 tcattgtatt aatagcgcct ttcgtcatac tatatgcaat gaaatcaggt aaagaaattc
   602401 gtgtggcagc ggatgaaata ttaataattc ggctattgtc acgtaaacga gatagagctt
   602461 gttggatgat aaagaatggt gcttttgcat ttactgaaac cattctatca aaaaattgtt
   602521 cagtcgtttc ttcaataaaa gcaccaggac caattccagc gttgtttatt aaaatatcaa
   602581 atttagtact accagttctg ttttgtaatt cgttatctaa agaactataa agagcttcta
   602641 caccatgtaa agattcaagg tttgcaccga tggaaaaagc tgatccgcca tttgactgga
   602701 tttcataaac ggtttcttca gcctcttctt ttcgattacc ataatgaata gcaactaatg
   602761 caccgtcgtt tgctaaacgt tttgcaatag cacgtccaat tcctcggctt gctcctgtaa
   602821 ctaatgctac ttttcctttt aacatagttt tctcatctcc tcataaattt taaatgtttt
   602881 taagttattt ttctttatgt agtaatgcgg acatacttaa gtaatatatg agtatgtgta
   602941 agaagttcat tcctgttttg ttttgagaaa aaataaatag acttcgcata aattgattga
   603001 attttatttt ttttggaaaa acatgttgac aatgaaaaga acaacgtcct ataatacgtt
   603061 taacaaatga aagttaatta agaattttct aactttaaat gttgtatatg caaagaagag
   603121 gaaagtagat gattatgatc gtttcagaga gctactccta ggctgtgaga gtagtaacaa
   603181 tcgaatcatt gaagatcacc tcggagcatc gcttgcgaaa gggaaacgga gtagagggcg
   603241 gcggcatcgt ctccggtaaa aggacggggg tctaattgga cctacagagc ttatatttcg
   603301 tgagaagtat aaggaagctg agtggtaacg cgaaactctc gcctcagcaa tcgaagctac
   603361 taaattgtag tagttgattg ctgaggcgag agtttttatt ttaaaaaaat tgaataagag
   603421 aatgcgtaga agaggagagt aaatgatagg cattgtttca gagagctacc cctaggctgt
   603481 gagggtggta acaatcgagt ctttgaaaat cacctcggag tactactttt gaaactagta
   603541 aaaagtagcg gagttgtttc cgatagaaaa acaaaagtct aattggactt gcagagctta
   603601 catttcgtga gaagtgtaag gaagctgagt ggtaccacga ttccctcgtc tcagcaatgg
   603661 attgctacaa gtatgtaagt aatcgattgt tgagacgagt atatttttaa gatttatata
   603721 ctgaatattc tgttaaaaat actcatctca gcaatcgata tagaaataga ttgcaaaaat
   603781 agagagaaaa aaagaggagc gatgtgagat gggaaaccag tacatttata tgaatgggga
   603841 atttgtagaa aaagaaaagg cagttgtttc agtatatgat cacggttttt tatacggaga
   603901 cggtgtattt gaaggaattc gtagttacgg tggaaatgta ttttgtttaa aagaacatgt
   603961 aaaacgattg tatgaatcgg caaaatctat tttacttaca atcccgctga cggttgacga
   604021 aatggaagaa gcagttttac agacacttca aaaaaatgag tatgcagatg cttacattcg
   604081 cttaattgtt tcaagaggaa aaggggactt aggacttgat ccgagaagct gtgtgaaacc
   604141 gagcgttatt atcattgcag aacaattaaa attattccct caggaatttt acgataacgg
   604201 actaagtgtt gtatctgttg catcaagacg taatacgcca gatgcattag acccacgaat
   604261 taagtcaatg aactacttaa ataacgtact tgtaaaaatt gaagcggcac aagcaggagt
   604321 gctagaggca cttatgttaa atcagcaagg atatgtttgt gaaggatctg gagataatgt
   604381 tttcgttgtg aaagatggaa aagtgttaac acctccgtca tatttagggg cattagaagg
   604441 cattacgaga aatagtgtta tcgagctatg tgagcgactg agtattccgt gtgaggaaag
   604501 accattcact cgccatgacg tatatgtagc ggatgaagtg tttttaacag gaacggcagc
   604561 tgaattaatt ccagttgtaa aggtggattc aagagaaatt ggagatggga aaccaggaag
   604621 tgtgacgaaa caattgactg aggaatttaa aaagttaacg agagaaagag gcgtacgtgt
   604681 tccaggactg gcagaaagct tactgtaggt agggagagga gttaattgaa atgaagcaat
   604741 atacaaccta tgagaaattg cagtgtgaag aagtgacagg agctggacac gttattcaat
   604801 gcttaaagaa attaggcgta acgactgttt tcggttatcc gggcggagca attttaccag
   604861 tgtacgatgc gctatatgaa agtggattga agcatatatt aactcgtcat gaacaagctg
   604921 ctattcatgc ggctgaaggt tatgcaagag cttctggaaa ggtcggggta gtatttgcta
   604981 cctctggccc aggggcgacg aatttagtta caggcttagc agatgcttat atggattcga
   605041 ttcctttagt tgtcattaca gggcaagttg caacaccact cattggaaaa gacgggtttc
   605101 aagaagctga tgttgtcgga attacagtac ctgttacgaa gcataattac caagttcgtg
   605161 atgtgaatca gttatcacgt attgtacaag aagcttttta catcgccgaa agcgggcggc
   605221 caggaccagt attaattgat attccaaaag atgttcaaat tgaaaaggta acaagttttt
   605281 acaatgaagt aattgagatt ccaggataca aactagagcc taggccagat agtatgaagc
   605341 ttagagaagt ggctaaagcc atttcagaag caaaacgccc acttctttat atcggaggag
   605401 gaatcattca tgcagatgga tctgaagaac ttattcagtt tgcgaggaag aaggggattc
   605461 ctgtcgtttc cactttaatg ggacttggtg catatccgcc gggagatcca ttatttttag
   605521 gaatgctcgg tatgcatgga acgtacgcag caaacatggc agtaacagaa tgtgatttac
   605581 tgcttgcgtt aggtgttcgt tttgatgacc gtgtaacagg aaaactggaa cttttttctc
   605641 cgcattcgaa aaaggtacat attgatatag atccttcaga gtttcaaaaa aatgtagcgg
   605701 tagagtatcc agttgttggt gatgtaaaaa aagcattaca catgctgtta catatgtcta
   605761 ttcatacaca aacagacgaa tggcttcaga aagtaaagac atggaaagaa gaatatcaac
   605821 tttcttataa gcaaaaagaa tctgagttaa aaccacaaca tgtcatcaac ttagtaagcg
   605881 aattaacgaa tggtgaagcg attgtgacga cagaagtagg acagcatcaa atgtgggctg
   605941 cgcattttta taaagcgaaa aacccgcgga cttttctaac atctggtggg ttaggaacga
   606001 tgggattcgg tttcccagcg gcaataggtg ctcagcttgc taaagaagaa gaacttgtca
   606061 tttgtatcgc gggcgatgct tcttttcaaa tgaacattca agaactgcaa acaattgctg
   606121 aaaataacat ccctgtaaaa gtatttataa taaacaacaa atttttaggg atggtaaggc
   606181 aatggcaaga aatgttttat gaaaaccgat tgtcagagtc gaaaattgga tcgccagatt
   606241 ttgtgaaagt ggcagaagct tatggggtga aaggattaag agcgacaaat gcaaccgagg
   606301 cgaaacaagt gatgttagaa gcatttgctc ataaaggccc tgtcgtagtt gatttttgtg
   606361 tagaagaagg tgaaaacgta tttccgatgg ttccgccaaa taaagggaat aacgaaatga
   606421 ttatgaagag gtgggaagaa tgagtcatac tttttcatta gttatcgata acgatccaaa
   606481 tgtcttatta cgtataagtg gaatttttgc tcggcgtggt tattatattt cttcattaaa
   606541 tttaaatgaa agtgaaatgg agttaacggc agtttgtaca gaacaagaag caacattact
   606601 cgttggtcag ttgaaaaagt taatcaatgt actacaagta aacaaattat aaggagtgta
   606661 tggagtatga aaacatatta tgagcaagat gcaaatgtag ggctattaca aggaaaaact
   606721 gttgcggtaa ttggttatgg atctcaaggt catgcgcagg cacaaaattt gcgtgattct
   606781 ggtgtggaag tggtagttgg tgttcgtcct ggtaagtctt ttgaagtagc aaaagcagat
   606841 gggtttgaag taatgtctgt ttcagaagca gttcgaaccg cgcaagttgt gcaaatgtta
   606901 ttgccagatg aacagcaagc acatgtgtat aaagcagaag tagaagagaa tctccgcgaa
   606961 ggacaaatgt tacttttctc acatggattt aatattcact tcggacaaat taacccgcca
   607021 agctacgtag atgtagcaat ggtcgcgcca aaaagtccgg gtcatctcgt tcgccgtgta
   607081 tttcaagaag gaaacggtgt tccggcatta gtcgcagtac atcaagatgc aacaggcaca
   607141 gcattacatg tagcactcgc gtacgcaaaa ggtgtagggt gtacacgtgc aggtgtaatt
   607201 gaaacgacat tccaagaaga aacggagaca gatttattcg gagagcaagc tgtactttgc
   607261 ggaggggtaa ctgcacttgt gaaagctggt tttgaaacat taacagaagg tggatatcgt
   607321 cctgaaattg catactttga atgtttgcat gaattaaagt tgatcgttga tttaatgtac
   607381 gaaggcggtt taacgaatat gcgccattct atatcagata cggcagagtt cggggattat
   607441 gtaacaggat cgagaattgt tacagatgaa acgaagaaag agatgaaacg agtacttaca
   607501 gaaattcagc aaggtgaatt cgcgaagaaa tggattttag aaaatcaagc agggcgtcca
   607561 acgtataatg cgatgaaaaa agcagaacaa aatcatcagt tggaaaaagt aggagaagag
   607621 cttcgtgaaa tgatgagctg gattcatgca ccgaaagaat tagtgaagaa atagagtaat
   607681 agattgcaag tgaaaaatac gtaagagggg atttgacaag atgagaagtg acatgattaa
   607741 aaaaggtttt gataaagcgc cgcatcgtag tttattaaaa gcaactggtt tgaaagatga
   607801 agactttgat aaaccgttta tagcgatctg taattctttt attgaaatta ttccaggtca
   607861 taagcactta aatgagtttg ggaagcttgt taaagaagca gtacgtgcag caggtatggt
   607921 tccatttgaa tttaatacaa ttggagtaga tgacggtatt gcgatggggc atatcggtat
   607981 gcgctattcg cttccgagtc gagaaattat tgcagattca gtagaaacgg ttgtaaatgc
   608041 ccattggttt gatggcatga tttgcattcc aaactgtgac aaaatcacac ccggtatgat
   608101 gatggctgca cttcgtatta acattccaac tgtttttgtt tcaggtggtc cgatggcggc
   608161 tggaaaaaca tctaaaggag acgttgttga tttaagttct gttttcgaag gagtaggggc
   608221 ttatcaatct gggaaaattt cagaagaaga attaaaggat attgaagatc atggctgtcc
   608281 atcttgtggt tcttgttctg gtatgtttac agcgaactct atgaactgtt tatgtgaagt
   608341 gttaggttta gctcttcctg gtaacggaag tattttggct attgatccaa gacgcgaaga
   608401 attaattaaa caagcagcag aaaaattaaa gattttaatt gaaagagata ttaaaccgag
   608461 agacattgta acggaagaag caattgatga tgcgttcgcg cttgatatgg caatgggcgg
   608521 ttcaacaaat acagtgttgc atacattggc gctcgcgcaa gaggctggat tagattacga
   608581 tatgaaccgt attgatgccg tttcaagacg tgtaccacat ttatgtaaag taagccctgc
   608641 ttccaattgg catatggaag acattgatcg tgcaggcggg attagtgcaa ttttgaaaga
   608701 gatgagccga aaagaagggg tacttcattt agaccgtatt actgctacgg ggcaaacatt
   608761 aagagaaaat attgctcatg cagagattaa agataaggaa gtgattcatt ctcttgaaaa
   608821 tcctcatagt gaagaaggtg gattacgtat attaaaagga aaccttgcga aagacggagc
   608881 agttattaaa agcggggcaa ctgaagtaaa acgatttgaa ggaccttgtg ttatttttaa
   608941 ttcacaagat gaggcgcttg ccggcattat gcttgggaag gttaagaaag gagatgtagt
   609001 tgttattcgt tatgaaggac caagaggcgg tcctggtatg ccggaaatgt tagcaccaac
   609061 gtcagcgatt gctggcatgg gattaggtgc agatgttgcg ttattaaccg atggtcgttt
   609121 ctctggtgct tcacgtggta tttcagtagg tcatatttcg ccagaagcag ctgcgggcgg
   609181 aacgattgca cttcttgaac aaggggatat cgtttgtatc gatgttgagg aaaggttgtt
   609241 agaagtaaga gttagtgacg aagaattagg taagcgtaaa aaagaatgga aacgaccaga
   609301 accgaaagtg aaaacgggct ggcttggacg ttatgcacaa atggtaacat cggcgaatac
   609361 aggtgcagtc ctaaaaatcc cgaattttga ttgagtcaat ataaaagaga taaggatgat
   609421 atgaaatggt gcaaaaggta aaggagagag tgaaaattga agatatctta atggcccata
   609481 cttgtatgaa agatatcgtt attaaaacac cgttacaacg tgatacagtt ttatctgaga
   609541 aatatgattg tgacgtttat gtaaaacgcg aagacttaca attaattcgc tctttcaaaa
   609601 ttcgtggtgc gtacaattta attcgaagtt tatcgaaaga acaattacaa aacggtgttg
   609661 tttgtgcaag cgctggtaat catgcacaag gggtagctta tacgtgtaat ttattgaaga
   609721 ttccgtcaaa aattttcatg ccaacaacaa cacctaagca aaaagtatca caagttcaat
   609781 ttttcggtgg tgatttcgca gagattgtat tggttggtga tacattcgat agctcttttc
   609841 aagaagcgca gcgttattgt gaagaaaata gaatgacatt tgttcatccg tttgatgatc
   609901 cgtacgtagt tgctggtcaa gggacagtgg cagttgaaat tatgcatgat atggagaaac
   609961 cggttgatta tatctttaca gcaatcggcg gtggtggatt agcatcaggt gttggtacat
   610021 atgtgaaagg tgttagtcct gctacacagg tcattggggt agagccaatg ggagctgcat
   610081 ctatgaaaga ggcttttctt caaaatgata atgtggcatt ggagaaaata gatagttttg
   610141 ttgatggggc agcggttaaa aaggtaggaa agttaacatt tgaaacttgt aaagatgtaa
   610201 ttgatgacat tgttttagta ccagagggaa aggtttgtac gacgatttta gaactgtata
   610261 agaaaaatgc gattgtagct gaaccagctg gtgcactctc tattgcagcg cttgatttat
   610321 acagagatga aattaaaggt aaaacagttg tatgcacatt aagtggtgga aacaatgata
   610381 ttgatagaat gcaagaaatg aaagaacgat ctcttattta cgaagggtta aagcattatt
   610441 tcatcattga attcccgcaa cgttcaggtg cgttaagaga atttcttgat aaaggattag
   610501 ggccagaaga tgatattact cgctttgagt atattaagaa acataataag gaaaatggtc
   610561 cagcattagt cggagtagag ttaaaacata aagaagatta cgagcagtta attatccgtt
   610621 ttaaagaaaa taatattcaa tttatggagc ttaataaaaa tcctgttttg tttgatttgc
   610681 ttatttaata gaaggaaaga gttagcaccc aaataaaaaa gatagataca agcgaggaaa
   610741 tacaatgctt gttctatctt ttttatagtt aaactagata ttcattaaat tcaagaagaa
   610801 taaagctagc taaccaaaag agtatcgcaa tacgaatgat tacatacata gtaaattcaa
   610861 agggagaaag gtttctctct cgctttattt tttttaatag tctcacagaa taaaaggaac
   610921 ataaaagcag gattgctata gaaattttat agatattttc taagagaact atattttcta
   610981 ataagccctt tagcatattc atcacctatt ctctaatgta tgttacagag aaatagatct
   611041 tgtcctgttt agttgcgttt atttattatt ttccctgtat catcaatttc tacatcagtt
   611101 gaaattgttt gtaagtattg gagagctttt ctcttttctt cctcatttac aggggaaact
   611161 tggttgttac ggatgatata aggattgaat gacatttgga catcctttcc tttaaaagtt
   611221 aaagttaata caccagtttc agcacttttt ccgttcacat aacttgggaa taaaaagttt
   611281 cctaatgagt aagcgacagg aacgttatta taatattcaa acccttgtaa ccaatgtgga
   611341 tgacttccga caatcgcgtc ggctcctgct gtaaccattt tatttacata ttgtttttga
   611401 taatctaccg gacgatttga tttttcgaca ccccaatgca tatagacaat taaatagtct
   611461 gcatctttct tttgctcttt aattgttttt gttacaagat ttaaatcata cccgttcgca
   611521 acgccaggtt tattgtcatc agctacccaa gtaaaatcag gcataaatcg gacaaatgaa
   611581 aggaatttga atttttttcc ttttacagtc atttctcgtg cagtatatgc atcttttgca
   611641 ttttttccgg ctccaatgta agggaacttt aatttctcta cgtgagagat cgtgtctaat
   611701 aatccatttt gtccataatc aagtgtatgg ttattcccaa tatttacgat gtcatatcca
   611761 gtgtttttta tcgcttgaag cgtggatgga tcacttttaa tccaaaacag ttgtccagga
   611821 gctttctttt ctttcgttgt aaatgctgac tctaaattaa cgaaagaaat atcagctttt
   611881 gttatttctt cttttacatg ctggaatgga taatcagccc cgtttttttc gattaccgga
   611941 cgtaattgcc aatcgaacat tgtatcacca gagaaggtga gtgtgatttc cgggtcttct
   612001 attttcttgt cgctttttga agcagtttta ctagatttgt tttggaaatc gggtttgtct
   612061 gtcgcctttg aagtaaaaga gtggttaatt aatacaacaa ttggtgtaat acaaaaggct
   612121 attaacaaaa atcgttttag taaagttttc ataaatacct tcccttttga gtttatctcg
   612181 caattagatt agcaatgagt ctataaaaag taattggtgt atgtacagat acaaaaaaat
   612241 gcggtttatg ttgtgaaaaa catttgttaa tattcttaat attaagttaa catatagata
   612301 acctgtaaat caatgaataa accaaaatat agaaataaag aatttgaagg gtgaagaatg
   612361 aaaaatggtt atattaggag cagttgtaaa tggaatttgt attatatttg gtactttact
   612421 tggtaaatta tttagtaaga ttccagaaag tatgaaggga acgatcatgc atgcaattgg
   612481 tttagcggtt actgtgcttg gacttcaaat ggcattgaaa agtgaaaatt ttcttgttgt
   612541 catactaagt ttagtaattg gtaccgtcat cggggaatgg ctacaattag agggaaagtt
   612601 aaaacagtta ggagattggc tagaaaataa agttggatcg aaaggaaaag ggagcatatc
   612661 agaaggtttt gtaacagcta ctttaatttt tgcaattggc gcgatgggga tacttggtgc
   612721 actcgacagt ggtattcgtg gcaatcatga tattttattt acaaaggcaa ttatcgatgg
   612781 atttatttct attatattaa cgacaactct agggattggc gtagtatttt cagcgattcc
   612841 agtcatttta tatgaaggtg gcatcgcagt ttttgcaacg caaattaata atgttgttcc
   612901 gaaagaatta atgaatcaat ttatagtgga aatgacagct acaggcggta ttatgatagc
   612961 cgctattgga ttgaacttac tcggatttat taaaattaaa gtcgcaaatt tacttccagg
   613021 tatattagta gttggaatca ttgtttcact tatttatagt tacggtttaa tagtaaagta
   613081 ggggatggag atacagatgg aggaatttca atttacaaaa cgtgtgcata acatattgaa
   613141 gattgcagca gaagaggcag aatgtaatat cattcaacca gttcatttat ttattggcat
   613201 gtgtaaagaa ggtagtggcg tatgcagcga gttatatatg tatttgtttc gtaacgtagg
   613261 tacagatttt ttagaaaaac tttcaataca aaaacaaaat catttaacga atcaagagta
   613321 taaaaaaata gggcattata agttatcata taagacgcta gaagttttac aaatagcgaa
   613381 gaaacgtatg gaacgttttc agcaagtatt aatgaacgaa ggacatgtta tatatgcact
   613441 ctttcgcctg gatacgttta ttgaaaatcc acaaatacaa aaagagatat tacgtattgt
   613501 agatgaacca agagatttag cggttgattt aaaatgtttt attcctgctt ataatgattt
   613561 aacttgtcat gttagaaagg ctaactcttc tgattttgag aaattagtaa gttttgttag
   613621 tgaggaattt ggtgaacgct ggttacattc gatagagtac ggatttcgta catataaaga
   613681 aaatttacct atttatatag caaagcaaga agaagtaata gtaggttttg cttgttatga
   613741 tgtagtgaga ggaaagaaag gattgtttgg tccaatgggc acggcgaaac aaaatcgtgt
   613801 gaaaggtgta gggaagcaat tgttacattg tagtctgcat agtatgaagc aagagggtta
   613861 tgaaaatgca attattgggc aagcgggccc aattgagttt tatgagagat gttgtaatgc
   613921 acgtttaata ccgattatgg atcattaacc aacttcattt aggtggagtt ggttttatta
   613981 tgaaaaaatg tgggaatgta gtgattttta ttagaaaata gcgggttttg tagtaaatct
   614041 tacaaataaa gcaaattact aaacttttta caagaaaggg tgtagaatgg gtatctaaag
   614101 aaagaaggtg tgaaaatggc cagctggaaa cgaaatttaa tgatttgttg gctaggttgt
   614161 tttaccactg cagccggtat gagtttagta attccttttt tatcttttta tattgaggaa
   614221 ttaggggtaa ctggcacttc tagtattgca cagtggtcgg gacttgcatt tggtgtaaca
   614281 tttttaatgg gtgcgatcgt atcaccaata tggggaaagc ttggtgatat acatggacgg
   614341 aaattgatgc taattcgtgc gagccttggt atggcgatta ttatgacgct tatggggttt
   614401 gtaacggatg tgtatcaact agtcgcacta agatttttaa tgggagcagt atctggtttc
   614461 ctttcaacag cgatgacatt tattgcagca gaaactccga aagagcattc aggttgggcg
   614521 atttctacaa tttcaactgg tggcgtgagt ggctcgttac ttggcccatt acttggtggt
   614581 tatttatcag agttaattgg aatgcgtcat gtttttcttg ttacaggagc ttttttattc
   614641 ctttcctttc tcatcgtttt tttctttcta catgaagaaa atcactctgc tcaagcaaaa
   614701 aaagtacaaa cgaaaaaagt atggacgatg gttccagcta aacatttgat tattagtttg
   614761 tttgtcacaa catttattat tcaacttgct aatatgtctg ttcagccaat tgttacattg
   614821 tacgtgaaaa atttagttgg tcctcaaaca gcgcatattg aaacaattgc gggtgccgtt
   614881 atgtcagcga caggattagc ggttattttg gcagcaccaa gattaggacg attatcagat
   614941 catatcggtc ctcaaaaaac gttagttgta gcgttgtttg ctgcaggaat tatttttatc
   615001 ccgcaagcat ttgtaacctc agcttggcaa ctattaattc ttcgattttt attaggtatc
   615061 gcacaagcag gattattacc ttccgtacaa actctactaa aacaacatac accaactcat
   615121 gtaacgggac gaatatttgg gtataatcaa tcgtttcagt ttttaggaaa tatgattgga
   615181 ccaatacttg gtggacaaat tgcagcgcat gctggttttc aatatgtttt cttctctaca
   615241 tcatcactat tgtttattgc gtgcatttgg gtttattttc ataataagaa cgaagaggta
   615301 tcagagaaac gacatttgga agttagttaa ctaagtgaat gaaaaaagga tgaagcaaag
   615361 attgcttcat ccttttcttt aaaattggag acaaagataa cttaatgtac caagctcgta
   615421 actgcgatga atgacttcac cgttattttc accacttccc atagcgataa ataaaggtac
   615481 aaaatgctct gctcttggta ctgctaattg tgcatgagga gcatttttct cccaattaaa
   615541 taaagcatct ttatcagcag cctgcatatg tttaataatc caatcatcaa attcaattgc
   615601 ccattgttcg ggtgtagttt gattccattt cagtgctcgt aagttatgaa cggtaacacc
   615661 actaccaatt actaaaatat cttcctgtcc aagtcctttt aatgcttctc caatcttaaa
   615721 ttgttctttt gcagaaagga atggatttac tgatatttgg acgacaggaa tatttgcttc
   615781 tggatacatg cgatgcaaga gtgtccatga gccatgatct aaacctctcg tcatattatg
   615841 atggactgga atacctttgt ttttaaactt tgtttctaac atagatgcaa tgctagaaga
   615901 accttttgca cgatacttaa tttcatataa ctctggagga aaacctccaa aatcataaat
   615961 tgtttcatat tcgttatctg ttgaggaaat cgttaatact tcactttccc agtgagcagt
   616021 gaaaataaca attgctttcg gtttatatgt ttctccaagt gtttttaaaa aacttgtata
   616081 atctgtatct tgaatagcga gcatcggtga tccgtgtgct aaaaataatg atggcatcat
   616141 agtagaaacc tcctaaagtt atatagttac tttatgtaag taactatata atttaatttt
   616201 ctgttcgtca ataaaatagt ttgacatcta ataagaaaag gaagacattt gtcataatga
   616261 aagcaattgc atataataca taataagaat aatgaatgga tattcaattt tgagatacat
   616321 aatagatttg ggggctgacg aaatgaacgt acaggaaagt ttcgttacgg cattggatga
   616381 atcggaaatt tatttacgca agtggttacc agaatgtgaa ccgaaaggga ttattcaaat
   616441 tgcgcatggt atgacagaac atgcaggtgt ttatacagac tttattgatg cgttattaga
   616501 agcagggtat ggtgtgtatg cgcatgatca taaaggtcat gggaaaacag taagaagaga
   616561 agaagactat gggcattttg aaccggatat agggtggaat caggctgtgt ctgatgtgat
   616621 ctttgtttcg gaaatgataa aagaagagca ggcatgtcta ttgtttttac ttggtcatag
   616681 tatgggatct ttcctatcaa gacgagctgt gcaacttaga ggcgaactat atgatggatt
   616741 tcttatttca ggcactgggg gaaatccagg gtttgtagga gtcgttggtc ataaagtagc
   616801 gacaattgag atgaaattgc gcggtgcaaa aacgaaaagt ccgatgctaa actttttatc
   616861 ttttggcaac tttaattcga actttaagcc aaatcgtaca aattttgatt ggttatcttc
   616921 agataatgat caagttgata aatatattgc cgatccgtta tgtggattca tttgtacgac
   616981 gagtttttat cgagaattat tttctggtgt attagaagtg aataaattag aagaatacaa
   617041 gaagacgcca agcaatcttc cgatacatat attctctgga gaccgtgatc ctgttggaga
   617101 tatgggaaaa ggtgtgaaag aagtgtatga aaattataaa aaatgtggtg tgaaagacgt
   617161 gacactacgt ttatatgaaa atggaagaca tgaaatgttc catgaagtga ataaagaaga
   617221 agtatttaaa gatttgattt cgtggttaga tgcgcataat agataagaaa gttaagctca
   617281 aactgttttt agtttgggct tgtatttata tattcgttag agataaggac aaagagtttt
   617341 aaaaaaattg cttcaaacaa atatagagat ggtttccagg agatgaatat atgaaatttg
   617401 gaattatcgg cccatcagaa gatgaaatta tgccattcat tttgttaaga agttattaga
   617461 atcagtgaaa aagtaaagaa acattgtatg agaaaaacct cactttttct aaagtgaggt
   617521 tttttaaggt aacgtggcta tagtttataa gtgttgattt gaagaaatga agcttggcat
   617581 agtgcagggg ctgcttcaga actttaagaa caatttctaa tcaaacttct tataaagcaa
   617641 caaatgcttg ttcataatag tagtataata gtgaatgagg tgttaataga atggaagata
   617701 aaacattagg tctactacta gatgtagttg gggaattatt ttcagatgaa atttcaattg
   617761 ctgtatcgaa tacgaaagaa tatatatact atcgcccgag taaacgaatt gatttaaaga
   617821 ttagcgccgg ggatcctata aaggaaggga cgattgctca taaagcaatg gtgacaaacc
   617881 aaaaaacctc tgagtttatt aaccgggatg tttttggtat tccttatcat ggtatggccg
   617941 tgccgttttc aaacaatgga aagcttgaag gctgcgtgac agctatttat cctgctttaa
   618001 ccgacggaaa gtcagtcgtt actttaaaaa caacggacgg ctgggttccg gttccttttt
   618061 caaaggtcat gtatttagag gcgaaagata aaaagacgta tgtgaatgca gaagagttaa
   618121 caggaacaca taaatactcg ctacaagaat tcgaatactt acttccgaaa gattcattta
   618181 ttagatgcca ccgttcattt attgtaaatg ttaatcatat taaagcgatt tatcctgata
   618241 cacattctac ttttgtactt tcgatggaca acggagagag ggtaccagtt agtcaatcat
   618301 acgctagtta ttttcgtaag cttctaggat tctaaattat tctgctttag agactagatt
   618361 cgctgttttg tctgaatttt tgccattgta tactgaaatc cctatttgga tactgttaaa
   618421 gtgtaaaata attatgaata ttcataagga gagggattac atatggagaa taatttggat
   618481 agaattaggg atcaacgtct gaaagatcgc gtagttacac ctgaagaagc agcttcatgg
   618541 attgaaagtg gaatgacttt aggcttaagt gggtttacac gtgcaggtga tgtgaaagca
   618601 gtcccatttg cgcttgtaaa ccgagttaag aatgatacat cttttaaagt aaatgtttat
   618661 actggtgcct ctttaggttc tgatgtagat aaattatttg cggaagcagg aattttaggg
   618721 aaaagattgc ctttccaagc tgatgcgact atgcgaaaag gaattaataa cggagatttt
   618781 ttatttgtag accagcactt atctcataca gcagagttac ttcgcgctga cgttatggat
   618841 gtagattttg ctattttggg agcggttgcg attactgaag atggcatgat tattccaaca
   618901 acttcaatag gaaattcttt agcgttttct ttaaatgcta agtctatcat tattgaaatg
   618961 aatatggccc aatccgcgca gctagaaggg ctacatgatt tatatgaacc aggtaaacaa
   619021 ggagaaagac ttccaattcc actcgtaaaa acaaatgatc gaattgggac gattggcatt
   619081 ccgattgatg ttgaaaaagt gaaagggatt gtatttacga atcaattgga ttcaccatca
   619141 acaattgttc ctccagatga agaaactgtt attatggcac agcatttaat agaatttctt
   619201 cgaaaagaag tcgaagtagg ccgattaaca aatcgtttag caccgttaca atcgggaatt
   619261 ggttcagtag ctaatgcagt tcttcatgga atgttagatt cggagtttga agatttagaa
   619321 gtgtattctg aagttttaca ggatgcggtc tttgatctta tggatgctgg aaaagtcaat
   619381 tttgcttcat gctgttcgat cacactttct gaggagaaaa tgcaaaaagt attttccaac
   619441 tttgaaaaat atcgtgacaa attaatgatg cgcccgcaag agatttccaa tcatcctgaa
   619501 attattcgcc gcctcggatt aatctcgatt aatactgctt tagaattaga tatatacgga
   619561 aatgtgaact ctactcacgt tttaggtaca aaaatgatga acggtatcgg tggttctggt
   619621 gactttgcaa gaaatgctcg tttggctatc tttgttacta aatcgattgc gaaaggtggt
   619681 aacatttcaa gtatcgttcc tttcgcctca catatagacc atacggaaca tgatgtagat
   619741 gttatcgtca ctgagcaagg atatgctgac ttaagaggac ttgcgccaag tgaaagagtg
   619801 gaactcatta ttgagaattg tgcacatcta atgtatcgtg atcaactacg agcttattat
   619861 gaggaagcga aaacaagagg tggacaaact cctcatattt tagagaaagc tttttcttgg
   619921 catacgaatt atgctaaaaa tggaacgatg cttgaagagg tagtagaaac tgtatagaaa
   619981 tataagaatg attcttagaa taatatgcta taaaggttga aagaaaagaa cgccaatttt
   620041 caggaatggc gtttttttct tttaaaaaat tattatctat tatgaagaat tataaaagta
   620101 atctcttatt tacggaaata agaggttttt taaattaatt ttcgaatcat tttatagtgt
   620161 atatatcgaa ggtgaggaga aagaatcatg aagataagaa aagcgttatt aagtgaagca
   620221 aatgaattaa gtgaacttgc actacattca aaagcaacgt gggattatag cgaagaattt
   620281 atacttgctt gtaaggaaga tttaacaatt acagaagagt acataaaaaa taactttgta
   620341 tatgttttag aaaacgatac tacgaagatt ggtttttttc tcatttttac gtaatgagaa
   620401 agctctcgat tttctatata ttcatcctcg ttataaaggg aaaggctatg ggaaaatact
   620461 gtgggactat gtaatagaaa aagcaaatga attagggtta aaaagtttta tgattgatag
   620521 tgatccgaat gcaaaagggt attacttgaa aatgggagca aagttaatcg gagagacacc
   620581 atccactgtt tttaaggggc gtttactgcc tcttttgaaa tatgatgtgt aaaactatta
   620641 atagtaggag aagctgagaa tggatcatgt acagagaaag caaatatatg aagcattaat
   620701 aaaatcgtgg tcgattgaaa caagttcaaa gtggacaatt gagaatccag caaagggaca
   620761 atgtggtgtg acagctctag ttgttcaaga catatacgga ggagagctta aaaagacaaa
   620821 agtaagagcg gcgtggcact tttataattt tatagaaggg cagaggattg attttacaga
   620881 ggctcaattc aatggaaaac taaattatat ggatatggaa tcaaatcgag aagaagcatt
   620941 tgcagataca aatgaaagac aatatagcat tttgaagaaa aagataacga aagaattcaa
   621001 attatctttt gactcttaat ctttaataag ttactataat ggtggtaact tattaaaggg
   621061 aacttcatag agttgaaagg ggaaatactt ttgaaaacaa cttatgtaaa cgctacaatc
   621121 gtaacgatga atgaacaaaa cgaagtgata gaaaatggat atatcattgt agaaaatgat
   621181 aaaattatag atgtaaatag cggagaattc gctagtgatt ttgaagtaga tgaagtaatt
   621241 gacatgaaag gaaagtgggt tttaccaggg cttgtaaata cacatacaca cgttgtaatg
   621301 agtctcttaa gaggtattgg tgatgatatg ttattacaac catggcttga gacgagaatt
   621361 tggccacttg aaagtcaatt tacgccagaa cttgcggttg ctagtacgga actaggatta
   621421 cttgaaatgg tgaaaagtgg tacaacatca ttctctgata tgtttaatcc aattggagta
   621481 gatcaagatg caattatgga aacggtatca aggagcggga tgcgagctgc tgtttcaaga
   621541 actttattta gctttggaac gcaagaggat gaaaagaaag caattgaaga agctgagaaa
   621601 tatgtgaagc gttactataa cgaaagtggt atgttaacta cgatggttgc accgcatagt
   621661 ccatatacat gcagtacaga actgttagaa gagtgtgcac gtattgcagt agaaaatcaa
   621721 acgatggttc atattcacct ttcggaaaca gagcgtgaag tacgtgatat tgaagcacag
   621781 tacggaaaac gtccagtaga atatgtagca agctgcggat tgtttaaacg tccaacagtt
   621841 attgcacacg gtgtagtatt aaatgacaat gagcgtgcat ttttagcaga acatgacgtt
   621901 cgagtagctc ataatccgaa tagtaattta aaactaggtt ctggtatagc gaacgtaaaa
   621961 gcgatgctag aagcgggaat gaaagtagga attgcaacag atagtgtggc atctaacaac
   622021 aatttagata tgtttgaaga aatgcgtatc gcaacattat tacaaaaagg tattcatcaa
   622081 gatgcaacag cgttaccggt tgaaacagct cttacacttg caactaaagg agcggctgaa
   622141 gtaatcggca tgaaacaaac gggatcactt gaggttggaa agtgtgctga tttcattaca
   622201 attgatccat ctaataagcc tcatttacaa ccagcggatg aagtgttatc acaccttgta
   622261 tatgctgcta gtggaaaaga tataagcgat gtaattatta acggaaaacg tgtcgtttgg
   622321 aatggcgaat gtaaaacgtt agatgaagag cgtattatat ttgaagcaag tcgttataaa
   622381 cgaggtttac aaagataggt atttttaggc tgtggagaaa gacttctcca cagcctgttt
   622441 ttgtgtctga acctttttta ttaataaaac agaagagaat gatttagata aaatcactag
   622501 tttcaaaaat ccttcacgta ataatgatta tatgaaggat ttgaatgttt cttatttttt
   622561 tgtctcgttg acccatataa taatgtcctg gataacgtac tcaggaacat tagcagggat
   622621 ttcatattca ctagggagac ttaattcccc atcaccctcc gtgaagaaat gattcaattt
   622681 tgggtattta ttgaactgaa cattcctacg gtttgagagc ccttcctgcc attttgtata
   622741 ttcatttttt actgttactt gatgatcgcg tgctccttgt agaatcagta aaggctctgt
   622801 tcgtaatctt gcctcttcaa ctggacgcca cctagaaacg tcatacataa aatgaggtga
   622861 cgcaaaattg tagccagctg gagggtggtc aggattgaaa gtaggatcct ggataaaagc
   622921 gacttgtctt tttagttcat cgattacttc ctttggtgct cctaggtatt gattctgatc
   622981 aatagcaatg tcagtcaatg ggcgtgcagg tggtgcgagt aagatacttc ctctaacaag
   623041 tgaggaaggt gatttgctta gtatacgcgg cattgcgcca gctcctagac tatgtccaag
   623101 aatgaaaata ttatttggat caatgccttc ctgctgcgct gctgattttg ccgcatatat
   623161 ggcatcatct gtagtatcac ggtctaacgt aacaggttct gcactcatct ttaatgcgtg
   623221 ttctaaggtg cgtttttcat agcgtaacac tgcaattccg ttggacgaaa gacctaccgc
   623281 aagatctcgt aagatttttg ttcccatata tgtactatcg cgatcatgga tgccagcacc
   623341 atgaacaaga acaactacgg gtaccttttc accaggctta tgtttcggaa tggttaatgt
   623401 ggctggtaac ggataggtag aatttccaat gacgatttca cgttcttgat aggaagcagg
   623461 ttgatcatat gtaggctgcg ggataatata agattccgga ggcgtcctta ccccaatttc
   623521 atctactttc ccgccaggtg tgaatttaag gagtaacggt atggtagttc cttgggtagt
   623581 tcctgaaatt tccaccgtct gatggactaa gtttcgttct tttattacgg ggattcccat
   623641 gttttttatc gcgctccagc cactttgtgt ccaccagttt tgtaatgtgt ttgctgtaaa
   623701 cttggattga aaagcagcag acgttaactg aagtgcctct gcatacttat cttgctggag
   623761 atattcaaaa aataatgatg tacgctccgt taaagagact cgtttctttt ctacagattg
   623821 ttcctcacgt gtatctgcgt gaatagctgt tgtaagcgga aaagatgaaa tgcctaaaga
   623881 aaagagcagg gtaaaggaaa gtactgattt ttgtattttc ttttttttta ttcatgtttt
   623941 aacctccaat atgtgatggg aaaaaacagg tatgataaat taaggttctg ttgtaacaac
   624001 gtctaaacca ttgatatgtt catctaaaac caacagttct ggttttgttg taatcgctct
   624061 agtaactcct aacctctctt tcttcacttt atattttgac tatacgaaac aaagttctcg
   624121 tttttcttac ttgatcctta caaaatcctt aagtgtataa gatttgtaaa atatcacttg
   624181 ctacttgacc tgaatttcaa aaaaaagcgg catttcttaa tggagataaa aaaatatccc
   624241 aaccaaactg tacctatatg tctattaagt taattatggg ggatttatat gaaacagaag
   624301 aaaagttaaa gcaaaaaggg aggtatacaa taggagatgt tttttaaact tgagcgaaca
   624361 gcgtagatta tacattcaat ctttagtgat cctttttaaa agggtcactt ttttcttgaa
   624421 cgaataaata ttcaaaagaa tgtcgcatct ttctggtagt atttctgcta taatatataa
   624481 cgttttataa tattatattt ttaaggagaa caacttatga agcggaaaaa gagccattta
   624541 atggtaatgg cacttgttat atctttattg ttaacagctt gtaataataa ggaaaataaa
   624601 agtgatgcaa agtcaaaaaa acaagtatta aatgtaacag tatcagaaga gattccttct
   624661 cttgataccg cgaaaacgat ggatggtacg tcagcgcacg ttatgcaaaa catatttgaa
   624721 gggttgtatg tattagatga tcaagatcag ccgattccag cggtagcaaa atcgtttaaa
   624781 agaagtgaag atggtaaaaa atatacattt gatttgcgta aatacgcaaa atggtcaaat
   624841 ggtgacaagg tgacagctca tgattttatg tttgcgtgga aacgtgcaat tgctcctgaa
   624901 acagcgtctc aatatgcgtc catgctcttt tatgtgaaaa atgcgaaaga gattaataag
   624961 gggacgatgc ctcttgatga acttggggtt acggttataa atgattataa gttagaggtg
   625021 gaactagaac agccaattcc ttatttttta cagttgttag cactacctat atacctacca
   625081 cagcatgaat catttttgaa agaacaagga aagaactatg cattggaacc tagtaatctc
   625141 ctatataacg gtccatttat attagagaaa tggaagcatg aacaagagtt tcaattaaag
   625201 aagaatgcta cctattggga tcaaaagaaa gtgaaattag atgaaataaa ctttcaaatt
   625261 gtaaaggata caatgacggc tgttaattta tacgaagctg gtaatttgga tagggtacct
   625321 attaattctc aatttgtaga caagtataaa gggaataagg aattacatat gtcgagtgat
   625381 tctggaattg ctatgctacg ttttaatgaa aaaaataatg cattagcaaa taaaaaggta
   625441 cgtcaatcta tttctttagc gttaaataaa gaggacttcg ttactcactt tattaataac
   625501 ggagcaaaac ctgccagtgg attagtacca gctggtcata taaatgaaga gactggtaaa
   625561 gattttagaa aagaaaacgg aaatctttct tcatatgatt tgcaaaatgc gaaaaagatt
   625621 tggaaagaag cgaaaaaaga gcttggggta gaacaagtaa acctcgagtt attaacgttt
   625681 gaacaagata atgcaaaacg tatggcagaa tatataaaag gtgatttaga aaagaattta
   625741 caaggactaa cgatacaaat taaacaacag ccatttaagc aaaaattaca gttagaacaa
   625801 acaggtaatt acgatataac tatggcaaat tggggacctg actataaaga cccaattagt
   625861 tatttagaat tatttacgac aggtaatccg aataataaaa tgaattactc taattctcgt
   625921 tatgatgaat taataaagaa agcgaaaact gattttgtac tagaaccaga gaaacgatgg
   625981 gaagcattgc tagaagctga gcaggtatta ttagaagatg ccgctgtatc atattggttc
   626041 agcatatgta caaaaggatt acgtaaaggg aattgaaaag catcaatttg gtggtgttta
   626101 tacttataaa aatgcttata tcgctaataa ataaatataa aaaaccttac ttattaaaag
   626161 taaggttttt ttacagagga cagggaaatc ctttggtggt gtaccaaaca tataaagaag
   626221 ataaatgcaa aattgtagtc acgcattcat aagaagttgc aacaaataag attgagcaat
   626281 ttatttaagt aaaaaaagaa tagaaatata gcatacatgg aataagggaa tgcagtacaa
   626341 atcagcatac aagcattctc ttgttgtaac tatgtttgtt tttaattata tataaaaaat
   626401 attagattat atattttgtc cttggtatac ttaagaggta atttggagta ttaagatgaa
   626461 ttgatagaga agtttgtttg taattatttg agtattgtaa aaaggatggg agcttaagtg
   626521 ttcgattgga acggggcttt ttctatatga attaatgggt atgtataata cttggaggga
   626581 tattaatttg gggatatcgg tgatttggtt tagaagttaa tgttaaggaa taaaggggaa
   626641 aattagtatg aataagaaag tgaaaaattt aaaatatttt atggttatat tagcttgcat
   626701 tgtaattttt ggaacagttt tacctaatgc attagatcca aatgaatcat tagcagggaa
   626761 aatttcaatt gcaactttcg gtacaattgg agcttgttta ctattctcta ttatgtattt
   626821 tattgtaaaa aaggctattt taagaggtgg gaaataaggt gggacaaaat ttagagttag
   626881 aattacttcc aataggttct gttgtaatgt ttaaagattg ggaacatcca ttaatggttt
   626941 aaggaagaag acagatggat tctgaaacaa aaaacatggg attatttatg ttgttatttc
   627001 cctcatggta atatttcttc ggagtacaat ttctttttga atcatgaaga tatctctagt
   627061 gtgttacatc ttggttttat taatgaaaca gaagtagagt ttcaaaaatt atttaaaaaa
   627121 gaaattgaag aaaagcagtg attcttttta ggtgttggtg tttttgaaat agttaaagaa
   627181 tgaatcttaa ttcacatata cataaaaaag gggaatttct atgaaatcat tacgtttatt
   627241 tatgattctc actcttgttg tattgttaag cgcgtgcaat acagcaacac aagttacaaa
   627301 ggttcaaaaa aatggcgaaa cgactttaaa aattggttct ctgcaagggt attacgatgt
   627361 acaaacgctt aaagctgaaa aaggaaatgt ggaaatccct tatgaagcag ctgttgaaga
   627421 aggtacgatt ttattacaag ttacaaaaga tgataaggtt atttatgaag aagaaatcac
   627481 ttctcaaaaa gaaggtttgc tttcttttga agcttcaaaa tctggatcat atgatttaat
   627541 tgtacgcgtg aagggtgaaa aagagaaagc aaaagaaatt caaatacata ctaagctatg
   627601 aaaaaacggc aagtggagtg cacccgcttg ccgtttccat tttcagttga ttctgtcaca
   627661 acatatgttt atcaatttaa gaggtaatct tccgaaattc ctcatgaagt taaaataaga
   627721 gatgaacaaa agaaaatgtt acaactttgg gatgttagta acggaattta taactctctt
   627781 ttacatgata aaaagactgg gtttgataca tttttattcg aaaaagatgt agatggtaaa
   627841 aagcaagtag tagtatttag gaggagggac ataaggtgat gctctttttg aagaaggtgt
   627901 cctagacctt actacagata ttgattatat atggggggaa ataagttgaa aagcattgaa
   627961 gttctaaata catacattga agggatttct gttgcaatcc ctatgtggtt aaagcatcta
   628021 attgaggcag aggagataca tcaaaactat gagaatgtac aagtacttgg tgcattaaaa
   628081 acagatgcag tattgtacta cgtacaccgt acgctgcaag tgttggatgg actgtcttta
   628141 gatgaagaag catatcgtat tattgaaaag gtactaacgt atagtgagct tgcaaaggta
   628201 ggatctttaa aacagcggga gcaatggaag aaaaaaggga ttaatctatt ggtacataac
   628261 gagggttctg ctgatatctt tagtgatatt cagtttattg aacgtgtaga gacaaactta
   628321 aactctactg aatatttgtt tattcaagat ttaattagaa cacatggatt aatcgggcag
   628381 tatatccgcg gggaggctcg tttggactct catgttggtt taattaacac atataaagaa
   628441 gaatacggag acgttaggtt aaaggagatt ctatactatc ttaaccaatg cattattgag
   628501 ggcgtatcaa aagttttgtg gaatgaagtg aagaacgatg tgaagattac aattgatggt
   628561 ctttttgatg gttatatgga gccatttact tctcgcatgc atagactcac gccaaaacat
   628621 aaggagtcag catttgaaaa agatataatt atggggagcg agaagagtga cgttcaaaca
   628681 ttcttatctg ataaggattt gtggtatgta gaaccgtcta tgcatgctct tagctttgag
   628741 gatatttgga cagtttttgt tatgttaaag aatgagatag gcactagaaa agttcagcat
   628801 atacatttcg agaaattgat gcagcagcta cattatgatt tcaaaggtga aaaaaaggac
   628861 aacgtgtatc gtaagcgagt tattgagaag tatttacggg agtaccgtga gaacgagaaa
   628921 ccgaatacaa cgcatgtttc ttttcaggtt aaagtcgatg aagatatgaa gactgcgtat
   628981 gtgtcgtttc ggttttctgc tgtaggtgag gcgttaatta ccttctgtgt agaggcagaa
   629041 aagatagata tgatgcatgc tcgggcaaat gtgctgctgt ttgatttctt cgggttacga
   629101 aaggatgcat atgatagatt ccataacgaa gaagtgtatc tggagcatat gaatagctcg
   629161 gctgatgata aacgaattat tcttgattac ataaagggag atacgattgt agatgtcgga
   629221 gccggtggtg gtgtcatgct agacatgatt gaagaagaga ccgaggataa acgaatctac
   629281 ggtatcgata tttccgaaaa cgtgattgat acgttgaaaa agaagaagca gaacgagggg
   629341 cgttcttgga acgtcattaa aggggatgca atcaatttaa gcagctcatt tgaaaaagaa
   629401 tcggttgata cgattgtata ttcttctatc cttcatgagt tgttctctta tatcgagtat
   629461 gaaggtaaga aatttaatca tgaagtaatt aaaaaggggc tgcagagtgc ttatgaggtg
   629521 ttaaagccag gaggccgtat tatcatccgt gatggcatca tgaccgaaga taaaaggtta
   629581 atgcgggtga ttcgttttaa agatgcaggt ggaatgaagt tcttagagca gtatgtccaa
   629641 gaatttaagg ggcgtataat ccagtatgag gtacttgcag acaatacagt caaaatgcct
   629701 gttaatgatg caatggagtt cttatatacg tatacttggg gcgaggattc ctttgttcat
   629761 gaagtacagg agcagtttgg aatctttacg ccaaacgact ataaggattt cgtaaagggg
   629821 atttttggag ataaagtaaa tatcgttcaa gctatgaact atatgcagga tggatataca
   629881 aatcatctta gcgagaaaat cgagtttaca gatgagtctg ggaatgcggt tgcgctaccg
   629941 gatagtacgt tctttatggt tttagaaaag aggtaatgat gttgaaagac tttaaaaata
   630001 ctattttaaa aaacttaatt tagatttgat gtgttgaaga aagccgcgat gtttataaaa
   630061 agttgtgtag ctttacccct ttagataatt tagtctaaag gggtatttat attaaaaaaa
   630121 gagattctgt aattggtgaa gaggaaggta gaaaattaga tcaacagtag ggtaggaaga
   630181 gaatgatttg tgatacatct cacaccataa atacatatat aactttacaa ttagaatatc
   630241 aattgatggg agggttaata ttgatgaatc ttgattttaa taataatcca tttattgtaa
   630301 tatgggagtt aacaagagca tgtcaattaa aatgtttgca ttgtcgtgca gaagcacagt
   630361 atcatcgtca tcctctagag ctaacatttg aagaaggaaa gaaactaatt gatgatatat
   630421 atgaaatgga aaatccaatg cttgtattta ctggtggaga tccattaatg cgtccagatg
   630481 tatatgatat tgcggaatat gcagtgaaaa aaggtgttcg agtatctatg acaccaagcg
   630541 ccaccccgaa cgttacgaaa gaaacgattc aaaaagcaaa agaagtagga cttgctagat
   630601 gggcatttag tttagatgga ccaacagctg aaatacacga tcattttaga gggacagaag
   630661 ggtcatttca attaacgatg aatgcaattc gttatttgca tgaattaaaa attcctattc
   630721 aaattaatac tgttgtttct aattataatg tggatgcact tgaagagatg gcagtgttaa
   630781 tagaagaatt agaatgtgta ctctggagta tatttttctt agttccaata gggcgaggga
   630841 aggaaaaaga tatgatttca ccagctcaac atgaaagggt attccgttgg ctatatcaac
   630901 ttagtaaaaa ggtttctttt gatattaaaa caacagctgg tcagcactat agacgtgttg
   630961 tgatccaaga aaaaatgaaa gaacataaaa aggaaaaaca ggtcattcaa tatcaggatg
   631021 tattgatgaa tgggatgacg gggcgagtta atgggcttgg gcgtgctcca aaaggggtga
   631081 atgatggaaa cggttttgta tttatttctc atattggaga tgtatatcca agtgggttat
   631141 tgccgattag aaccgggaat attagaacaa attcgctagc tgaaatctat cgaaactccc
   631201 ctgtttttca aaatcttcgt aatcctgaca agtataaggg aaagtgtggt gtttgtgagt
   631261 ttcgatatgt ttgtggggga tctcgttcta gagcatatgc aatgacgggg gattatatgg
   631321 aaagtgagcc tttctgcgta tacgtaccaa aagcattgcg aaaacagaaa aagaacataa
   631381 aaaagggaca tgagtaaaag cttactcata gcccttcttt aatgttttat aatggagagt
   631441 acttcgcatc cttcattaaa aattcactac ctatatctgc tgtactgaaa caagtttttt
   631501 acacatgaat tctattaaac cgattttaat aaagaataaa aattcgtatc atagggaatg
   631561 tcatcttgat acatataatt ttttagaact ccttcttttt caaaacctaa ttttaatagc
   631621 actttattag aagcttcatt ttcaagaaat acaattgccc caatacgctt taaatgaatg
   631681 gtatggaaac cgtatgatat aacttcagaa acagcttcag ttgcatatcc ttttccccag
   631741 tgttcaggta aaaaggcata acttaaattg gcccgtttat gctcagaaga ccaatcgtga
   631801 aaaccgattg ttccaatgag ttctttcttg ttttttaatt cgattcccca ttttataccg
   631861 cttcttgcat tgtaactcaa cttaaagtta tgaatgattt gtttcacttg atcaatatcc
   631921 tgtaatggtt tttggccata atagcgcagt acgtcagtat tagaaaagca ttttagtata
   631981 cttggtgcat cttcttcggt aagttctcgt agaatgagtc ggtcggtttt caatatagga
   632041 aacatgcttt cactccattt cttttgaaac tagaatgttt tgttattata taatttagtc
   632101 tgaaaataaa gattattcaa gagggaagta tggctttaat ttatgataaa attgattgtg
   632161 gaatatattt caaaaagagg tttgtatatg gagaaaaatt caattttaat tgtagatgat
   632221 gatcaagata tcgttcgatt tatgaacgtg aatttaatgc aagaaggttt taaagttttt
   632281 agtgcttata acggagaaga ggctttagaa attataaata ataatagcat tcaacttgct
   632341 attttggata ttatgatgcc acaaatggat gggatagaat tgtgtagacg gattagagag
   632401 aaacatagtt taccaattat atttttaagc gccaaatcat cggatgtaga taaagttgtt
   632461 ggatttagta cgggagcaga tgattatatt gtgaagccgt tcagtacaat tgaatttatc
   632521 gcaagagtga aagcacaatt aagaaggtat acatatttca atcaaaatgc tgtccaagta
   632581 atagaaaaga aaataaacat tagaggttta gaaatagatg aagtgtcgag aacagtaatg
   632641 ttatatggag aaacaatcaa tcttacaaaa acggaatatg aaattttgta cttaatggca
   632701 gctgcaaaaa atcgtgtgtt tactactgaa gaaatatatg agagcgtttg gaaagaaagg
   632761 gcctatgaaa gcaataatac agtaatggtt catatcgcaa gattaagaaa taaaattgaa
   632821 gaggatccaa aagaaccgaa gtttattcaa aatgtttggg gagtcggata taaaattgaa
   632881 gattaaaaca ttacaaggca ttagagctaa gttttttatc gcattcttat gtagtatctt
   632941 gttagcaact ataagtataa tagtgtttca aattttaatt ggaaatatat atagtcatgt
   633001 tactacgtta gaggaaaaat attcattttt atattttata gtttttttaa tttttactac
   633061 ggcatacttt gcatgtatga caaaaacaat gatgaaaaga ttgtctgaaa ttaataagaa
   633121 cgtgaaggaa ataagtaatg gcaatttgga aatacatata cctatttcaa aaaatgacga
   633181 gattggtgaa ttagcgaaga atgtaaatgg aatggccaaa agtttaaaag agtctatcga
   633241 gaatgaaaaa aatcgcagga aatgaaaaat gaaatgatta gtaatatttc gcatgactta
   633301 cgaacaccag taacatcttt aatcggttac gcggacttgt taggaaataa gctgcattca
   633361 aatggagaag aatgtgaaca gtatgtaagt atattaaagc ggaaaagtta tgaattaaaa
   633421 aatcaagtag atgatttatt agaatactgt caaataaatt atagagagat tgaattacaa
   633481 aaaagtgtag taaatatgaa agcgttcatt gaacaaatca tgattgattt tgtaccacaa
   633541 ctagatgatg ccgatatgag cttttgcatt aaaggtgata aggggttaca tgtggaaatg
   633601 gatgtagcgc ttatggtgag gctattcgaa aatgtaatta gtaatagtat tatgtacgga
   633661 aaagacggaa aacagatttg gattcaaatt tctaaaagag acatgaatgt tgaaatagaa
   633721 attaaaaatt ttgggcaatg tattccgaat gagaacctcc cttacgtttt tgagaagttt
   633781 tatcgtggtg aaaaatcacg cagctctcat acaggtggaa aaggaatggg acttgcaatt
   633841 gcgagaagta tagcagaact tcataaagga gatatcgctg tacgtagtaa cgataaagaa
   633901 acagttttta ctatcgtttt accgcagtat aaagaaatgt aagaaaatcg taagtatttc
   633961 ttctgtatgt cgtaattttc acttcgtatc atgtagaaca aagatatgag agtggggata
   634021 taacatgtgg aagaaatatg tgttggtaat tttagttgct tttttactta cgagttggag
   634081 tgtaatttat ttaactaatg gtgttatatc agtcgttttt tggtggagta tacaagcctt
   634141 tagcttcgta tcaagcttta ttttgatagg gtcagtatta ctatttgtgt ggaaaggcat
   634201 ttttagaaag cggatagata gtatgctcct cttcatagtt cttttttcta taattggagc
   634261 ttggccctta ggatggctcg ctaacatagg agcacttgct tacccagcaa atgtacagtc
   634321 tatgaatcct aaaatagtcg ttcgttttcc tttaaatgaa agagcactag taggctgggg
   634381 tggtgatcgg ttagaaacga actatcacgt tataaaacca aatgaacgat gggcatatga
   634441 tattcttatt ccacctgttg aagtaaaaag taataagtta gaggattatg gaatattcgg
   634501 agcgaaagta atggcaccag cttccgggac ggttgtatca attaataata atgagcaaga
   634561 tttagttcct ggattggata attttcagtc gatggtgggg agtcacatat atttacgact
   634621 agatgaaaca ggcacatttt tgattcttgc gcatttaaag aaagggtcaa ttaaagtgaa
   634681 ggaaggacaa catgtaaatg aaggagagtt tcttgctcaa gtaggtaact caggaagttc
   634741 aagtgagcca catttacata ttcatcatca aaggcaggat ccatcaaagg taagtatgtt
   634801 tttagcggaa ggattgccgc tgtattttca aactgaaaaa ggtgcgatga tgccggaaag
   634861 agggacatat atgagtgata agtagaagga aagtaattca aacaaaaagg gtattccaaa
   634921 ttgaaattgg aatacccttt ttattaaccc acaaatgttt gatacagtaa gaaaatattt
   634981 aaaatgataa caagtacagc aataatccaa gcgataaagg tagttatgcg gtgattaacg
   635041 agtgtaccca taattttttt actacttgta aacataataa gtggtactaa tgcaaaggca
   635101 ataccgaatg ataagacgac ttggctcatg actagagcgt aagttggatt tacacctaaa
   635161 gcgataataa ctaatggtgg aatcattgta ataaatcggc gtaagtataa cggaatgtgc
   635221 attcgaatga aaccttgcat aataatatca cctgacattg taccgacaga agagctagat
   635281 agtcctgctg ataagagacc aattccaaat aaagcagctg atacaggacc gactaagtta
   635341 ctaaactggt taaaagcaac atcaagatct tcaacatgca agccgttttt aaagaatagt
   635401 gcagcagcaa caattaacat acttgcatta attgctccag cgataatcat tgcgataatg
   635461 atatcaataa aatcgaagcg gaaaatcttt ttcttttgtt catcatttgt tccgactacg
   635521 cggcgttgtg ttaaggcgga atgtaaatag attgcgtgcg gcataactgt cgcacctaaa
   635581 attccagctg caagtaatat actgtctaca ccttggaatt tcggaatgaa aagccctgaa
   635641 agtaaaggac ttaattccgg ttttgcataa aagacttgta caccaaaagc gataacaacg
   635701 ataaaaatca tccccgttat aatcgcttct aatggacgaa agcctctgcg ttgaaattca
   635761 agaataataa atgatccagc agctgtaatt aaagctgcgg gtaacatcgg aatcccaaat
   635821 aataaataca atccgagtgc ggctccaata aattcagcta aatcagtcgc cataataacg
   635881 agttcacctt gtatccataa accgatggaa acaggttttg ggaagttttc tcgagcgatc
   635941 tcaggaaggt ttctgcccgt agcgattccc aatttagcgg ataaagtttg gattaataca
   636001 gccattaaat tagaagcaag aattacccag agtaataaat atccatattg tgatccagcg
   636061 gcaatatttg tcgcgaaatt gccaggatca atataagcga ctgaagcgat gaaagcagga
   636121 cctaagaatg gtaatagtct ttttaagcct ttcgtttgtc cgcttaatgc taaatgcgct
   636181 gattgaacag ttgtactttg agaagggaca tgttcatctt ttgatatatc tttattcata
   636241 gtagttttcc cctttgaaat gttaacttga tgaaattatt gtaagtattc ttattcttta
   636301 tttcaataca tttaaatgta atatgttata tttttatttg aacacaaatg tttccttagt
   636361 gcaaattata tgcctttata caatgaatgg tgtggtgtta ttaaaaattg ggagtttatg
   636421 gtgtgatgag gcggggaaac ataatgaatt aaagggctgt ttttgaaatt tatgtgaaca
   636481 taaagccgat aatacagcat attaattgat ggaattgcat ttgtatgata tataatatat
   636541 tgggattaca acataaccac agtgttttgg tgtgtaatct tgttttttat ttttgttaac
   636601 tgatagaaaa tagtataaag agaaggaaat gggattcatt ttcttattat atatgttttg
   636661 atatgaacgt taacttatac atgattttaa aaattagata ggtggtagaa atacattggc
   636721 aactacaaaa ccatacagag tattactata ttacatgtac acaacaattg aaaacccaga
   636781 agaattcgcg gcagagcatt tagaattttg taattcactt gagttaaaag gaagaatcct
   636841 tgtagctaaa gaaggtatta acggaacttg ttctggtact gtagaacaaa cagagaaata
   636901 catggaagca atgaacaacg atccacgttt tgacggtatc gtatttaaaa tagatgaagc
   636961 ggatggtcat gcattcaaga aaatgcacgt gcgtcctcgt ccagagttag ttacacttcg
   637021 tctagaagat gacattaacc cacacgaaat aactgggaag tatttagagc caaaagattt
   637081 ttatgaagca atgaaacaag aagatacagt tatcattgat gcacgaaatg attatgagtt
   637141 tgatttaggt cactttaaag gtgcgattaa acctgatatc gaatcattcc gtgaattacc
   637201 agattggatt cgtgaaaata aagaagtact tgaaggcaaa aagattttaa cttattgtac
   637261 aggtggaatt cgttgcgaga agttttctgg ttggttagtt cgtgaaggct atgaagatgt
   637321 aagtcagctt cacggcggta ttgtaacgta cggaaaagac ccagaagtac aaggtgagct
   637381 ttgggatgga caatgttatg tgttcgatga gcgtatcgct gtaccagtaa atcaaaaaga
   637441 acatgttatc gttggtaaag accactttac gggtgaacct tgtgagcgat atgtaaactg
   637501 tgcaaatcca gaatgtaaca agaaaatttt atgttctgaa gaaaacgaag cgaaatattt
   637561 acgtgcatgt tctcacgaat gtcgtgtaag cccacgtaac cgctacgtaa tacaacatga
   637621 attaacggaa gaacaagtag ctgctgcatt agagaaaatc gaagcaggga agtaagaggg
   637681 aaaaagctaa tctaaatttt attttggatt agcctttttc atattcgatt tgtttttgtc
   637741 gttttttgtt ggtaagttga tatatttaaa taatcgctga tatattttga tttgcgtcga
   637801 tataatttga aaatcgctga tatatttcga gttgcgccga tataatttga aaatcgctga
   637861 taaaaatttc acttactgaa ttgtactacg tatttgtagt ttaaaaataa tcttctttac
   637921 ttcttattgt ctttctctct cacagcagaa agtacagttt gttttaccca cgcttttctt
   637981 cgtttatgtt gtatacccca ttggtataaa ctttgcgcac ctaaaataag tgaaatgact
   638041 atgccgctaa ttgctatcaa cagcgcgaaa aattcaagtg gcgatgatat tttgtttgaa
   638101 tcggtgtttc ttaacaggtc aatcatagta aatcctaaca tttggcccac tacagagtag
   638161 agcgttaaaa ttaataataa aaggctatct tttttagagg cgacattttc ttgatattta
   638221 aacaaactat caagattttg ttttgcattc gagtataaaa tctcgatgtt aaaaagcttt
   638281 cttaagcgaa agaaaatatc ttcactctgt gattgggata ctagctctaa agaaaagtaa
   638341 tttgcagtaa atgaattgat tgcataaatt aattgctcta tttcatttgt atcttgttca
   638401 atgtttagct cagcataagc gtttgccatt tttaataaaa caattttatg aaatagattt
   638461 aataataaag cgtaataaaa ttctccgtac atttgactag caagtttagt gaattcgcgt
   638521 tctccttcat ttgttacaca tgtgaaaata tgttcttcca taatgaaata acgatttgga
   638581 gcccatctct ggtaagcgtg tttttttaaa tagtcatgaa tataaggaaa attatttgca
   638641 cttacataag ccttaccggc acttgttaac ccggaaagac tggaagtccg ataaacatcc
   638701 acttcagtaa gctccatatc tgcttttata gatagtaaag tttgaacgta cattctttgg
   638761 tcttcaaaga aaggaaatgt ttgaaagtaa gagcttctta atctcttctt ctcaaagaaa
   638821 tctgttacgc catgaaataa ataaccaaaa atgaatcttt ccacttggga atactttttt
   638881 ccattacatt caatacaaat cgtttcgttt gtatcatttc tcgtttcaag tacacggaag
   638941 cgtgcagcga attcaattgc ttctgataat gtcatgtttg gagcggtttc tacttctgtc
   639001 cgaattgtta agaaaccaag ctcataagga caaagtgtta cgtcaataga atgaatctta
   639061 aatggaacgg aaataagatt tgttgttaaa aggcctttta aattaaggtc tttagaataa
   639121 cgctgtaagc ctttttgatt ttcagaatga ggaaagagaa ttttattcgt aaatgaaaga
   639181 tagtatgctt ccatattttg atgtgaaact tgaaactttc cgtagtatgt attttcattt
   639241 tcaagatgat cgagtcgaaa aggacggaaa tcatttttct gtaagaaagg gaacatattt
   639301 tgttcatatc cagttttaaa tgaaaacggg aatataaatt gaaatatcgc tgttgttaca
   639361 tctttttcct cgattgtttg tattgcttcc atttacattg tttcctttcc atatatgcta
   639421 taaaaacaac atgcccaaat atatttgaaa ataaccactg ttttaacttg gataagaatg
   639481 aaaattcagc gtatttagta ggggacatgt ataatgttat gtatactaaa agttataaat
   639541 ttatattttg aaaaggggga tgttgtatgc ggattttagt attaggagct ggtggcgttg
   639601 gaggcttttt tggaggtcgc ttagtagaaa aaggagaaga tgttacgttt cttgttcgta
   639661 gtaaacggaa aaaacaattg gaggaaaggg gacttgtaat ccgaagtgtt aacggagatt
   639721 tttcctttca accgaaatta ataacgaaag aagatcgaac tgctccattt gatgtcattt
   639781 tattttcaac aaaagcgtat cacttaaacg aggcaattca agatttgaaa ccgtttgtag
   639841 gtgaaaatac tgtaatcatt ccattattaa atggtattgc tcatttatca ctattacaaa
   639901 aggaactcgg tgaggataaa gtaattggcg gtttatgctt tatcgagacg acgttaaacg
   639961 atgaaggaga aattgtacaa actagcgctg ccaacagact tgtgtttgga gaaatgaagt
   640021 ctcaacatgc agagagagta aagcatattt ctaaagcatt tgcaggtacg aaatctagtt
   640081 ttgttttaag tgaaaatatt atgcaagata tgtggcataa atatttattt attactgtaa
   640141 tgtcaggtgt gacaacatta atgcgtgcac caatagggcc gatccgtgaa agtgaaggtg
   640201 gacacgattt tatccaaaac ttatttaaag aatgtgtgca aattatgaga tgtattgggg
   640261 caccagttaa ggatgatatt gtcaaggaac atatgaaaac gattgataaa atttcatatg
   640321 atatgaagtc atcgatgcag cgtgatatgg aaaaaggttc gtctgttgaa gggaagcact
   640381 tacaaggata tttactagat gtagcagaac aattttctat agaagcgcca ttattaggag
   640441 cagtatatca aaatttgaaa gtgtatgaag aaatggcctt gaacagatca gagatacaat
   640501 tggatgtatg aaaaaataaa aagaaagcaa tatataagtg tattgctttc ttttttatga
   640561 caaattattt gtttcttttc gttctatctg tcaaatttat ttcctcttcg cgtttaccgt
   640621 ataattgatt aatttcattt gctactgcat ctaaatagga atcggaaaaa ataggcttct
   640681 tttctttaga catatgggtc tcctttgcgg gttttttagt attcattatg tatatttctc
   640741 agtggattat gcacaatcat tttaattttt ttcttattaa aaatttttgt ttactttttg
   640801 aaaataaagg agtattataa tccacagttt caattttcta aatcgctgaa accgcatggt
   640861 acgggggacc cgttcttatg gattagttct taatccaatg gggtgaatcc ttgaaaaagg
   640921 tagggctact cataggcccg aatccgacag ctaacctcgt aagcgttata ttgagaagga
   640981 aggtggagct tgtgcgacaa aaaaataatg tctacaagtc tatttcgtta tggcttgtag
   641041 acattttttg ttttctgaag aaatagttta tccgctgtaa ctagcagaaa aattcgtgca
   641101 aaattattgg agagtggaca gcattggttt catctattaa aagattttta attggaagac
   641161 cgttaaaatc aactgagtta ggagagcaaa agcttaataa aacgaaggca ctagcaatct
   641221 tatcttctga cgctttatca tcggttgctt acggtccaga gcaaatttta attgcattag
   641281 caggcgttgg agcgatagct tattggtatt ccattccgat cgctgttggg gtattagtat
   641341 tattgacagc ccttatttta tcttatcgtc aaattatttt tgcttatccg catggcgggg
   641401 gcgcgtatgt tgtatcaaaa gaaaatttag ggatgaatcc agggttaatt gctggaggat
   641461 ctttattagt cgattatatt ttaactgttg cagtaagtgt gtctgcaggt acagacgcac
   641521 tcacatcagc ttttcctagt ttacatgcac ataatgtaat cattgcgatt atatttgtta
   641581 tatgtattac catcttaaat ttaagaggcg taacagaatc agcttctgtt ttagcatatc
   641641 ctgtttattt attcgtttta gcactattta tattaattgg tgtagggata tataatattt
   641701 taacgggtca cgtttcgcag gctctacaca cgccgattgg aacgccggtt gcgggaatta
   641761 gtttgttttt actgttaaga gcatttgctt caggaagttc tgctttaaca ggtgttgagg
   641821 cgatatctaa tgcaattcca aattttaaag atcctgcacc taacaatgca gcgaaaacat
   641881 tgcttgcaat gggtgcatta cttgcagttt tattttcagg aattgtgttc ttagcttatt
   641941 attacggaat ttctccaagt aaagaagtaa cagttgtttc acaaattgct gaacaaacat
   642001 ttggacgtaa tttcatgtac tattttatac aaggtacaac ggctttaata ttaattcttg
   642061 ctgctaacac aggatattct gcgtttccgt tattagcagt aaaccttgca aaagataagt
   642121 ttataccgag aatgtttacg attagaggag accgcctagg ttactcaaac ggaattatta
   642181 tacttggaat tgcatcgatt attttaattg tagctttcta agggcaaaca gagcatttaa
   642241 ttccattata cgcagtaggt gtatttattc catttacact ttctcaaacg ggtatggtat
   642301 taaaatggct tcgtgaaaaa cctgaaggat gggctttgag attaacggtc aatttaattg
   642361 gtgcagtcat tagttttatc gtaatgagta tgttcttttt aactaatttc gcacaagttt
   642421 ggtcaatcct tattttctta cctgttatta tcttcttgtt ccaccgaatt aagaagcatt
   642481 atgatgcagt aggtgaccaa ctaagtttaa aaacttgtga acggattgta ccgattgaag
   642541 gaaatgtaat tgtcgttcca gtagctggta tgacgcatgt agtagaaaat tcattaaact
   642601 atgcgaagtc tctttctgca gatcaagtta tcgctgtata tgttgctttt gacagagaag
   642661 aggaaaagaa atttgaagag aaatggaaga agtggcaacc tgaagtaagg cttgttacat
   642721 tacattctca ttatagaagt attattcaac cgctaacaaa gtttattgat acagtacaat
   642781 ataaagcgag tgaatcaaat taccgagtta ctgtcgttat accacagttc attccgaaaa
   642841 aaggttggca taacattctt cataatcaat ctagtttact tattcgtgcg tatttacttt
   642901 ataaaagaaa tgttgttatt acgacagttc catatcattt gaaaaagtaa gaaggttttt
   642961 taaggatagc tttacgtaag tgaagctatc ctttttgtgt atacgctatg cataattgca
   643021 tatgggttat aaaagtatat taatataatt tttgcgtctt ggagaaagta gagatttttg
   643081 ttgtgatata tggatatttc aattgaaaaa gtgaagtgga ttatattttg aaataaagac
   643141 atgaaggctt gaaaataaag ggaatgaaaa tacttcttta cgttatataa atagctgtgt
   643201 ttaaatgacc ttacagtaca aaacttacat gaaaacaaaa cggaatttca tatttacgta
   643261 cgttatttag tttaagatga ataatatttt tatgtaatat attcactgta tcaatgtgga
   643321 aaataagatg aaatagaaaa tttatgcaat gttattcata ctaagtatat atgaaaagtt
   643381 ttataacaat aagtaagtac tgtagcaata aaattttgga gaggtggttc gtacatggat
   643441 cgcgatgaga acgttctcta ttttaaccat ctcaaattat gtgtaagaaa atagaataat
   643501 aaaatgcgat agtaatagtt gctaatacat aggaggagtt aaagtgaaaa agactttaat
   643561 tacagggtta ttggttacag cggtatctac gagttgtttt attcctgtaa gcgcttacgc
   643621 taaggagggg caaacagaag tgaaaacagt atatgcacaa aatgtaattg ctccaaatac
   643681 attatcgaat tcaattagaa tgttaggatc acaatcacca cttatacaag catatggatt
   643741 agttatttta caacagccag acattaaggt aaacgcgatg agtagtttga cgaatcatca
   643801 aaaatttgca aaggcaaatg taagagagtg gattgatgaa tataatccga agttaatcga
   643861 cttaaatcaa gagatgatga ggtatagtac tagatttaat agctattata gtaagcttta
   643921 tgaactagca gggaacgtaa atgaggatga acaagcaaaa gcagatttta caaatgcata
   643981 tggaaaatta caattgcaag tacaaagcat ccaagagagt atggagcaag atttattaga
   644041 gttaaatcga ttcaaaacgg tattagataa agatagtagc aacttatcaa ttaaagctga
   644101 tgaagcaata aaaacactac aaggatcaag tggagatatt gtgaaattaa gagaagatat
   644161 taaaagaatt caaggagaaa ttcaagcaga attaacgact attttgaata gacctcaaga
   644221 aattattaaa ggttctatta atatcggtaa acaagtgttt acaattacaa atcaaactgc
   644281 gcagacgaaa acaatcgatt ttgtttctat cggtacttta agtaatgaaa ttgtaaatgc
   644341 tgccgatagt caaacgagag aagcagctct tcgcattcag caaaagcaaa aagagctatt
   644401 accacttatt caaaaattat cacaaactga agcagaagcg actcaaatta cattcgttga
   644461 agatcaagta agtagcttta cagaactaat tgatcgtcaa attacaacat tagaaacgtt
   644521 attatcagat tggaaagttt taaacaataa tatgatccaa attcaaaaga atgttgaaga
   644581 aggcacgtat acagatagta gtttacttca aaaacatttc aatcaaatta aaaaagtaag
   644641 tgatgaaatg aataaacaaa caaatcaatt tgaagattat gttacaaacg ttgaagtaca
   644701 ttaaaaataa gtaacgatat agggagagaa gaaaaatgac aaaaaaacct tataaagtaa
   644761 tggctctttc agcacttatg gcagtatttg cagcagggaa tattatgccg gcccatacgt
   644821 atgcagctga aagtactgtg aaacaagctc cagttcatgc ggtagcaaaa gcttataatg
   644881 actatgaaga atactcatta ggaccagaag gcttaaaaga tgcaatggaa agaacaggtt
   644941 caaacgcttt agtaatggat ctgtatgctt taacaatcat taaacaaggt aatgttaact
   645001 ttggaaatgt atcgactgtt gatgctgctt taaaaggaaa agtgattcag cacaaggata
   645061 cagctagagg aaatgcgaag caatggttag atgtattaaa gccacagctt atttcaacga
   645121 atcaaaatat cattaactat aatacgaaat tccaaaacta ttatgatact ttagttgctg
   645181 cggttgatgc aaaagataaa gcgatactta cgaaagggtt aactagatta tcaagtagta
   645241 ttaatgaaaa taaagcgcaa gtagatcagt tagtagaaga cttgaagaaa ttccgaaata
   645301 aaatgacgtc ggatacgcaa aacttcaagg gtgatgcaaa tcaaattaca tctattttag
   645361 ctagtcaaga cgctggaatc ccgcttctgc aaaatcaaat tacaacgtac aatgaagcaa
   645421 ttagtaaata taatgcaatt attatcggtt catcagttgc gacagctcta gggccaattg
   645481 caattatcgg tggtgcagta gttattgcta caggtgcagg aacgccacta ggagtcgcat
   645541 taattgcagg aggcgcagcg gctgtaggcg gtggtacagc tggaatcgta ttagcgaaga
   645601 aagagcttga taatgcacaa gctgaaattc aaaaaataac tggacaaatt acaactgctc
   645661 aattagaagt agctgggtta acgaacatta agacacaaac ggagtattta acaaatacaa
   645721 ttgatactgc aattacagcg ttgcaaaaca tttcaaacca atggtacaca atgggatcaa
   645781 aatacaattc tttacttcaa aatgtagatt caattagtcc aaacgacctt gttttcatta
   645841 aagaagattt aaacattgcg aaagatagct ggaaaaacat taaagactat gcagaaaaga
   645901 tttatgctga agatattaaa gtagtagata cgaaaaaagc ataatcgaat acgaatcgtt
   645961 agagcgttaa gtgttgatga atgatttgaa gctcctgttc agttgtgagc aggagctttt
   646021 tataccctta taaagaaact aggtgaaaag tatgcagaaa cgattttata aaaaatgtct
   646081 tttaacgtta atgattgctg gggtggcaac gagtaacgca ttacctttac atccttttgc
   646141 agcagaacaa aacgtaaaag tactacaaga aaatgcgaaa gattattctc ttggtccagc
   646201 aggattccaa gatgtaatgg cacaaacaac atcgagcata ttcgcaatgg attcatatgc
   646261 aaagttaatc caaaatcagc aagaaacgga tttaagcaaa ataagttcga ttaatagtga
   646321 gtttaaagga aatatgatgc agcaccaacg agatgcaaaa attaacgcga cgtattggtt
   646381 agatcgtatg aagccgcaaa ttatgaaaac ggatcaaaat attattaatt acaataatac
   646441 ttttcaaaca tattataata gcatgttaat tgcgattgat caaaaagata gcgtaaagtt
   646501 gaaagcgaat ttagaaaaat tgtatgcgga tattgtaaag aatcaaaatg aggtagatgt
   646561 attattagga gatttgaaag cctttcgtga tagaatggcg aaagatacaa atagctttaa
   646621 agaggataca aatcaactaa cctcgatttt ggcaagtacg aatgctggaa tccccgctct
   646681 agagcaacaa atcaatacat ataatgattc aattaaaaag agtaatgata tggtcattgc
   646741 tggtggtgta ctttgcgtag cgttaataac atgtcttgct gggggaccta tgattgccgt
   646801 tgcgaaaaaa gatattgcaa atgcagaacg agaaatcgct aatttaaaag atagaatttc
   646861 tggagcgcaa gcagaagtcg caattttgac agatgtaaaa aataaaacaa caaatatgac
   646921 ggaaacgatt gatgcagcaa ttacagcact gcaaaacata tcaaattaat ggtatacagt
   646981 aggggcaaag tataataatt tactacaaaa cgtaaaagga attagcccag aagaatttac
   647041 gtttataaaa gaagatttac atacagcaaa agatagctgg aaagacgtaa aagattatac
   647101 agaaaaatta catgaaggcg tagcgaagta aacagtggac tagttctgct gtttattttt
   647161 tatcttgttt ttttgaaagc tgaacttatc atttgatata taagtttgcc atgtgtttta
   647221 tcaatgtggc tttagggtaa tgtttagtta aattgatact aataacataa ataaacttct
   647281 gatcaagctt tttatatgta atgttttaat gaaaaaagct atactgtaag caaaactaaa
   647341 aaattggaaa ggaaatacta gaacatggaa aattatttat tgtttatcct tacagcaatg
   647401 ctaattataa taatgcctgg tcctggtttc gcactagtta caaaaaatac tatctcgtat
   647461 ggcacaaatg gtggaataaa gactgtctta ggaacgatat ctggaatgat gattcataca
   647521 ataatggcta cgctaggact ctcggccatt ctaatgaaat tttctatgtt atttatattt
   647581 attaaatatg ctggggcttt gtatttaatt tacttagcta tcaagtcaat taaaagtgcc
   647641 ttttctaaaa aagaagatat gcaagtttcg gtggaaatga acgctaagga tattgggacg
   647701 attaaaagtt ttagacaagg atttacaacg gcaatcttaa acccaaaaac ggctgtattt
   647761 ttcttaagct ttctcccaca atttattgtg aataatcaaa gtcatttctt ccaatttctt
   647821 ttgttaggac tcacatttac gactttgacc gcaatatggt atttgcttta tatctcgcta
   647881 atacgtcaat taagaacttt tttaagaaaa gaaagagtga accgtacaat agagggtatt
   647941 acgggcgcag tattattagt atttggggtt agattatttt tccaaaaata aatatgtata
   648001 tgaaaaagag aaataatcaa tagtggttat ttctcttatt tattctaata ctatttcaca
   648061 cttacatact aatttgagtt ttaaaaatga gtttctcaat aatccgacct gtttgcttaa
   648121 taaaaagatt ctacattatg ggagacaagt cgcccgtaaa cgcccaattt gtgagggatg
   648181 ataatcagta ggggagggac aaactcccca ttgattaaat ttcattgtat atactaagcg
   648241 gagtagaagt tcaggcatat aaaattcagt agtcgaaatt tcttgcataa agctgtataa
   648301 tgcttgtaac gaaagggaaa tacaggaaag gatttgtatt gagttactat ggataaagat
   648361 aaacaacaat taagcgttga agttgcaaga ttatattatc aatcagatta tagtcagcaa
   648421 gaaattgcta acaaattaaa tatttcaaga ccgacaattt ctagactatt aaagtacgcg
   648481 aaagaaaaag gatttgttca aattagtata gccgatccat ttgctgattt agataatgtc
   648541 ggcaatttac tgaaagaaaa atataacttg ttagaagcac atgttgtatt ttccccagtg
   648601 ccagaatatg caacgattac agagtatata agtaaatatg cagctgagta tatggaaaag
   648661 acggttaaaa acggtgatat cgttggtgta agctggggaa tgacgatgta tgaaatcgct
   648721 agaaaaatcg taccgcaaca tgtaaaaggg gtagaagttg tccagctaaa aggcggtatt
   648781 agtcattcga gtgtaaatac atatgcgaat gagacgatag ctttatttgc agatgctttt
   648841 caaacgacgc caagaaatct acctcttcca gttatatttg ataatgcagt gacaaaagaa
   648901 ttagtagagc aggatcgaca tattcatcac attatcgaaa tggggaaaca agccaatatt
   648961 gcaattttca ctgtaggaac agtgcgagac gaagcgctat tattccgatt aggttatttc
   649021 gataaggatg aaacgagttt actcaaaaaa caatcggtcg gtgacatttg ttcacgtttc
   649081 tttgatggag acggaaatat tagtagcgaa gagattaatc agcggacaat tggaattgag
   649141 ttagaggaac tgaaattaaa gaaacgctct attttagttg caggtggtaa tagaaaaata
   649201 aaagcaattg atggtgcgtt acgtggtggg tatgcaaatg tattaattat cgatcagcat
   649261 acggcgaaag aattgttaca ttataaaaaa ggttagaaat aaaaggcttt ctcaagatat
   649321 tcattttgag aaagcctttt attttgtatg taggaattga taggagtgtt ttttgaatac
   649381 aaattgcagt ttttaaaata attatggata ttgagataca tactaccact gttaatataa
   649441 aagttttaat tatatatatg aattgtttct tagttagaat acgttttatt tagtataaga
   649501 aaattacttt taaaagaatg aacaaaattt caaaagtgta tttacatttg ttcaactaag
   649561 ggttagaatg aagttgttaa aagatatgag gagtgaagat aatgaacatt gcaaagttaa
   649621 ttgaccatac aattttaaaa gctaatacta ctaaagaaga tgttatgaaa gtaatcgaag
   649681 aagcaaagga atataaattc gcttctgttt gtattaatcc tacatgggta aagctagctg
   649741 ctgaagaatt agctggacat gatgtagatg tttgtactgt aatcggtttc ccattaggag
   649801 caagcacgac tgaaacaaaa gcatttgaaa caaaagatgc gattgcaaaa ggtgcaactg
   649861 aagttgatat ggtaatcaac gtaggcgctt taaaagatgg cgataacgaa cttgttgaaa
   649921 aagacattta tgaagtagta caagcagcaa aaggaaaagc tcttgtaaaa gtaatcattg
   649981 aaacttgcct attaacagat gaagagaaag tacgcgcttg tgaattatca gtaaaagctg
   650041 gtgccgattt cgtaaaaact tcaactggat tctcaacagg cggagcaact gctgaagata
   650101 tcgcattaat gcgtaaaaca gttggaccaa acgttggtgt aaaagcatct ggtggtgttc
   650161 gtacacgtga agatgcagaa aaaatggtag ctgctggagc ttctcgcgtt ggagcaagtg
   650221 ctagtgttgc aatcgtacta aatgatgcaa aaggtgctac agataactac taatcattaa
   650281 tgaagtcaaa agcaatagat acacaaagta aagtgtatct attgctttaa caattaaaag
   650341 aaatgtaagc ggatacgaat gggaggagac ggcttatgaa atacttaatc ggtgtttttg
   650401 gcctcgtatt gattttaggt atcgcttggc ttgctagtaa tgatagaaag aaagtcaaat
   650461 atcgcccaat cataacgatg gttatattac aattcatttt ggggtttcta ttattaaata
   650521 caagtgtcgg gaatatatta attagcggaa tagcagatgg ttttggagag ctgttaaaat
   650581 atgccgctga cggtgtgaat ttcgtatttg gtggattagt aaatcaaaaa gagttttcat
   650641 tctttttagg tgtattaatg ccaattgtat ttatttcagc tttaatcggt attttgcagc
   650701 acattaaagt attacctatt attgtgaaat ctatcggtct agcattaagt aaagtaaatg
   650761 gaatggggaa actagaatca tacaatgctg ttgcttccgc gattttagga caatctgaag
   650821 tgtttatttc agttaagaag caactagggt tattgccaga gaaaagaatg tatacattat
   650881 gtgcatctgc aatgtctacc gtttccatgt ctatcgttgg atcatacatg gtcttattaa
   650941 aaccgcaata tgttgtaacc gctttagtgc ttaacttatt cggtggtttt attattgctt
   651001 ctatcattaa tccttatgaa gttacggaag aagaagatat gttagaagta caagaagaag
   651061 agaaaaagac tttctttgaa gtattagggg aatacattat tgatggattt aaagttgcga
   651121 ttacagtagc agctatgtta attggtttcg ttgctcttat cgcattcatt aatgccgtat
   651181 ttaaaggtgt aatcggtatt tcattccaag aaattctcgg ttatgcattt gcaccatttg
   651241 catttattat gggtgtacct tggcatgaag cagttaatgc cggaaatatt atggcaacaa
   651301 aattagtatc gaatgaattt gtcgctatga cagatttagc acaaggaaac tttaatttct
   651361 cagatagaac gacagcgatt atatctgtat tcttagtttc atttgcaaac ttctcttcaa
   651421 ttggaattat tgcaggggca gtgaagagtt taaatgaaaa gcaagggaat gtagtcgcaa
   651481 gatttggttt gaagttactt ttcggtgcaa cattagtaag tttcttatca gcaacaatcg
   651541 taggcttatt attttaatag attcatatca tataaaaagg aatggtgatt gtaatgagaa
   651601 tggtagatat tattgcaaaa aaacgtgacg gtaaagaatt aacaactgaa gaaatcaaat
   651661 tctttattaa tggttataca gacggaagta ttcctgatta tcaagtaagt gcacttgcaa
   651721 tggcaatctt ctttaaagat atgacagatc gtgaacgtgc agatttaacg atggcaatgg
   651781 tggagtctgg agaaacaatc gacttatctg caattgaagg aattaaagta gacaaacatt
   651841 caactggtgg tgttggtgat acaacaacat tagtattagg accattagta gctgctttag
   651901 atgtaccagt agcaaaaatg tctggtcgtg gtttaggaca tacaggcgga acaattgata
   651961 aattagaagc agtagaagga ttccacgttg aaattacgaa agagcagttc attgatattg
   652021 taaaccgtga caaagtagct gttattggac aaacaggaaa cttaacacct gcagataaaa
   652081 agatttatgc attacgcgat gtaacaggaa cagtaaactc aattccttta atcgcaagtt
   652141 caattatgag taaaaaaatt gcagctggtg cagatgcaat cgtacttgat gtaaaaacag
   652201 gtgctggcgc atttatgaaa acagaagaag atgcaaaaga attagcacat gcgatggtac
   652261 gtatcggaaa taatgtagga cgtcaaacta tggctgttat ttcagacatg tcacaaccgc
   652321 ttggatttgc gattggtaac gcactagaag tgaaagaagc aattgatacg ttaaaaggtg
   652381 aaggtccaga agatttaaca gaattagtac tcgtattagg aagtcagatg gttgtacttg
   652441 cgaaaaaagc taatacatta gaagaagcgc gtgaaatgtt aattgaagtg atgaagaacg
   652501 gaaaagcaac tgagaagttt aaagaattct taaacaatca aggcggagat agctcaattg
   652561 tagacaatcc agaaaaaatg ccacaggcga agtatgtaat tgatgtacct gctaaaactt
   652621 caggtgttat ttctaacatt gttgcagatg aaatcggtat cgcagctatg ctacttggtg
   652681 ctggtcgtgc aacaaaagaa gatgaaattg atttagcagt aggattaatg ttacgtaaaa
   652741 aagtgggcga tgcagtaaaa gaaggcgagc cattcgtaac gatttatgca aatcgcgaaa
   652801 atgtagaaga tgtaaaagct aaaatttatg agaacatttc tatcgctgaa acagcagtgg
   652861 ctcctaaatt agttcataca gttattactg actaattata attacactta ctttgagggg
   652921 gaaataatat ggataagaaa aaatatattg aagaagcaaa taagatgttg tcgaaagcat
   652981 atattccgta ttcaaaattt cctgttgggg cagcattagt tacgaaagaa ggtaaaatct
   653041 atactggttg taatatagaa aatgcttctt acggtttatg taactgtgca gaaagaacag
   653101 caatctttaa agcagtatca gaaggtgagc gcgactttag ttacttagtt attacaggag
   653161 aaacggacgg accaatttca ccatgtggtg cttgtagaca agtaattgct gaattctgtg
   653221 atccgaaaat gcctgtatta ctaacgaatg taaaaggcga tgaaaaagaa gtgactgttg
   653281 agcagttact gccaggtgct tttacaaatg acgatttaaa ataagttaaa agccattttg
   653341 cgattagtaa ttgtaaaatg gctttttgtt tggaacatac aatgtaatat ttactttagt
   653401 tgggctattg gttgtacgag tagcattgaa atcatattta aatcaatcga ttgatttggc
   653461 acagttaagt agaatgtttt tcttactcgc atttgcgatg agtatgtcgt ggtgaattgc
   653521 gatgtatcgt tcgtatgcta aattagaaaa aacaataaaa agagctggaa tttctatata
   653581 ggaaatccag ctctttttat gttttattga aattcttttg cgcggaactc atttgcttaa
   653641 ttttaaacgt atttgagcat cttgtaatgc agctggtgta acgttaagac cattttgatc
   653701 aacaattttt gtgtttaata aaatggaatc taagcttcca cgaaatgttt gtgtatagtt
   653761 ttgacgcaac atttgttgtt cttgtttttc atcaactgtt aatccagttg ctttttcttt
   653821 ttttgataat tcgttaatac ggaataaagt gtttttcatt tgtttcacct ctagttagat
   653881 tcaattacat tagctactta ctaatgtata gttactgtaa cctatctttt aacaagtgtc
   653941 aatgcctata aaataccttg ttttgtaagt gtatggagtg agagaagatg taaatgacta
   654001 ttaatacttg aaatagaaaa gatgttaata tacaatacca tagtagggta tataaagttc
   654061 gtcattttac attatgaaag taataagcaa aaaggagtat gtaataatga atgcagtaat
   654121 ttcaaaaaaa gaaacaatca tctcatatac gattgctatt ttatttactt tagctatggt
   654181 aacagccggt gtgttattaa atgatccgga agtcattttg ccggaaatag cagctatggc
   654241 aattgcttta tgggcgtatc gtgagtcagg gtggttaaga caaccagaaa aaatctttgt
   654301 tgcaccgtca ataacagctt tgattggttt tgcagtgaat cagatggatt tagcctatat
   654361 aggaaaagtt agcgtaacac ttgtattaat gatgctgttt ttacgtgtaa ttcaatctaa
   654421 cttagcgccg tccattgcga ctggtttatt acctttagta acaaacgcga cagaatggtc
   654481 gtttgtgatc tcggtattcg ctttaacatt tattttaatg attggtgttc ttatatttaa
   654541 attgaacaac ggtataaagc gaaaagtgca catacagtat aaatatatga ctgtatttct
   654601 aatactcaat tttgtatgga tcagtttatg ttggataact ggttatgaac aattagcagt
   654661 tatcccacca atattagttg ttgtatatga atcacttcaa aagccgatgt acaatgaaaa
   654721 aatggctttt aagcaaatat tagtattaac tacatctgca actgttggga cgttattgta
   654781 ctttgcgatt gattcatgga ttgtagtcac tttcttaaat atgatattaa tgcttatttt
   654841 attaaaaatc gttggagtac gtataccagc agcgtatgca tttccactat tgccgctcgt
   654901 atttccagat gaaatgataa agatgttacc agtaggttca tttgttgcgg gagtattttt
   654961 atttggtgca gtactactgt ataaaaagtg ggagatgaag caaaagggca tgcagaagag
   655021 ttaaatataa ttttaaaaag gtaagttcac atgagttgaa cttacctttt tatatgtact
   655081 accaataaag agcagcatca taaagcccga ttaaaatgag taggataccg gctatacgtt
   655141 gaatgctttt tcctattttt cgactctttt taagtagtgc tccatttaat ccaagatagg
   655201 agatgataaa catgaatata acgataggga gagccgtccc taccgaaaag aatgacggaa
   655261 acaagtaccc gtacgtatat gataaagata aagggattaa cgttccaaaa aatagaacga
   655321 acatagtcgg acagaaagct aaggaaaaga agaatccgag taaaaatgaa ccaacttcat
   655381 tttggttttg tataaatttg atcgagaaga aatatcttcc ttttataata cctgacaaca
   655441 gtaaccccat taaaattaat aaaggtccca tcatttttcg taaccatggg aaatacaaag
   655501 tcaatatttg ctgaatctct tttcctaaaa accatactaa taatccaagt gtagtaaaag
   655561 ctattatttt tcctaaaatg aataacagta tatgtttcca tgcatatctc ttttgtaaag
   655621 attgatttcc ataaagtgta atagcactaa tgtttcctgt taattggcaa ggagcaagtg
   655681 tacctacaat gcctaataaa aatgcaaata aaagaggtac tgatttcgta gcattcgcga
   655741 catctattaa aggagacatg agttgatagc tccattcact aattgttgaa aacacgttat
   655801 attcaccttt ctaattaaat tgtaatgtgc cctctttagt aagttgcttc cacgttttac
   655861 cctcatctgt agagaggaac acatttgctt tcattgtagc aaatacgatt tcagctgcat
   655921 tttgaggatt ttgcgatata tacataattg catctttaga atctaaaagt ggaatttgta
   655981 tgtttgtctc ttcatttgtt gcaattgatt tcttcgttac gatttgcgta ttgatagggg
   656041 cgtaaataac atcttcatta cttaatgtaa ctgcggtcga ttcaagtgat ttagagaata
   656101 attcaaacgt atttccataa tccgtagata aatatacacc gtctttagta cttaccgcca
   656161 ctacactaga ttgatccgga tgtacggaaa aggaatgaac cgtacttgaa agacctttta
   656221 acttactatt tttccaatct tgtccgttgt ttgtactgaa ataaaaacct tgttgtaatt
   656281 tagaatttgg acgctcattg tataaataaa ttgcttccgt attatacccg acagcgaggt
   656341 tatgaaaatc agattctccg taaaatgcta gcttttcaag ggtattaccg ccatcagaac
   656401 ttttcattaa tcctaaaggg ttctttaaat ttgcacctgg ttcaggatga ccgctggcaa
   656461 aaaatccatt tttcgttgct tgaaagccca tataatcgtg tagctgtgta gcagtttcta
   656521 accattttcc attttgataa acttttatac cactgtgagt ggcgatagaa acccacggca
   656581 catttcctac atagccaatt ccgtgaatgt gttcgatttt tccagatgtg atgtctttat
   656641 agaagttttg cggagtcgta tttactgttt ctgtattttt ttgctgagat tgcatcgttt
   656701 ctttctttac tgttgttgtt tcgacgttgc tagaacatcc tgaaatgatt aataaagaag
   656761 taattgctat cgctgttgcc acataatgct tcaaatttgt aggctccttt cctatatatg
   656821 agattttaag tatatggaat aaatgtcaag aaattgtgga gtggtatgca aaatgtagat
   656881 tggaagggga ctagtaatgg ggatttttct ttctctatga gcactattaa ttgacgaaaa
   656941 attataacaa taataaaatg aattgattag ataattagtt tttgaatcat acatagaaag
   657001 ctagggggat tattatgaaa tcaaaatttt ttgctcaaaa tagagaacga ctagtaaaca
   657061 cattaccaga tgaatctatt actattttat ttgctggaca agcacctcat atgtcagcgg
   657121 atgcacatta taaatttgtg ccgaatcgaa atttttacta tgtaacagga atcgatgaac
   657181 caaatgttat tttcatgttg aagaagtttg gaaatagtgt tgaagaaaca cttttcattg
   657241 aaaagtcaga tccagtaatg gaaaaatggg tcggtaaaac agtttctaac gaagaagcag
   657301 agaaaatttc aggtataaaa aaagttatat atttagatag ctttgaaaaa acaatgtcaa
   657361 atatattttt tacagaaaat gtgaaacatc tatatttaga tttagagtgt cgtgagtgga
   657421 aaggtacgga gacaaaaaca ttagcatttg ctaaacatgt aagagaacaa tatccacacg
   657481 taacaattgg taatgtatat ccgaacattt gtgaattgcg agtatttaaa acagatgaag
   657541 agattgaaat tattaaagaa gcaattgctg taacgaaaga cggtatttac aacgtactta
   657601 agcatgcaaa agcagacatg atggaatatg aattagaagc tcagtttgat ttcacactga
   657661 agtcatctgg cattaagcat catgcgttca atacaatttt ggcaagtggg aaaaatgcta
   657721 cagttcttca ttatgaagat aatgatgcac aaattcaaaa tggtgattta gtattactag
   657781 atttaggcgc tcaaaaagac tactataacg ctgatattag ttatacattc ccggcaaatg
   657841 gaacattctc tagtcgccaa aaacaaattt ataatattgt attaaatgca ttaaaagaaa
   657901 caacagagat tattaagcca ggtttgaagt tcgctgcatt aaatgaacat gctaaaaaag
   657961 tactcgcaga agggtgtaaa gcagttggct taattcaaga agatgaggaa ctgtctaaat
   658021 attattatca tggagtcagc cattttcttg gtttagatac gcatgatgta ggtacataca
   658081 aagatagagt tttagaagaa ggtatggtta ttacaattga acctggtctt tatattgaag
   658141 aagaatcaat tggcattcgt attgaagatg atattcttgt aacgaaagac ggacatgaaa
   658201 acttgtcaaa agatatcatt agagaagttg aagagattga agagtttatg agagaaaata
   658261 atgtgaatgt aaaacaagat gaggttgtta cgaaataata atcaggaaag gcgctcaatt
   658321 ttgggcgtcc ttttattttg cccattttaa atctccttat tttcttgaaa atcatcttct
   658381 agaatgattt tgaaaaagaa aaggagggat tttctatgat gcgatatata ttaacagcgg
   658441 ttacagtctc agtaatattt ttaattgctg catgttctgt gacgacaaat acaacaaatg
   658501 accataaaaa taggaatgat aaaaaaacta aacaaactga aacggctaca aaaccattgg
   658561 aaattgttaa gggaccagaa gttactttaa tagcgaaaga agaaaagcaa aaattaagta
   658621 acggtgttat tgttccggtc tggacattta atggctcatc tcctggtccg gaaattcggg
   658681 taaaaaaagg tgaaaaggtg aaagtgacat taaaaaatga actatctgca ccagtatcta
   658741 ttcactggca tgggtatcct gtcccaaatg atatggatgg aattccaggt gtgacgcaag
   658801 atgcagtcga accaggaaaa agtttcactt acgaatttga agcgaacgta ctaggaacgt
   658861 actggtatca ttcacatcaa gattctgtaa atcaattaga tagaggatta tatggtactt
   658921 tcgttgtaga agatacaaat gaaaagtatg ataaagatta cacattaatg ttagatgaat
   658981 ggataaagaa gagatgaata aacagttaaa agaaatgaca aaaggaaaaa cagaaaaagc
   659041 agacggtaat aaatctagta agggtaatga aaatacgaaa aagaatgatg ataagaacag
   659101 catggatcat tctggtatgg acatggacag tgataaaaaa gactctggca atatggcagg
   659161 aatggaccat ggaaatatga agatggaagg tcatgatatg agtatgtatg atttattcac
   659221 aatcaacgga aaaagtggtg atttagtagc gccattgaaa gtgaataagg gagataaagt
   659281 tcgtcttcga ctcgttaatg ccggttatct atcacataat atacatgttc acggtcatga
   659341 cattaaagtg attgcaacag atggtcaacc aataaacgac ccaaaagtta taaaggataa
   659401 agtaatttca atcgcaccgg gtgaacgtta tgatgttgag tttactgcta ataatcctgg
   659461 aaaatggtat gttgaagacc attcagaaaa taaaggtgca aaaggaatga aggctattat
   659521 tgaatatgat ggtagcaaag agatgaaaga tatagcagat gaaaaagaaa aattatcgaa
   659581 attagatatg acgaaatatg gtgctaaaaa attaggtggt ttcacgttaa atcagcagta
   659641 tactgccaca tataatatgg acttaaatac gcaaatgaat ggaaatgaaa tggtatatac
   659701 aattaacggg aaggtgtttc cggatattga cccagttcaa gtgaaaaagg atgatttagt
   659761 aaaagtgaaa ttggtaaatc gttctaaaat ggatgatcac ccaatgcatt tacatggtca
   659821 cttcttccag gtgttgagta aaggtggaaa accggtagaa ggttctccaa ttgtaaaaga
   659881 tacattgaac ttaaaaccgg gagaagaata tgaagtagcc tttgtagcag acaatccggg
   659941 tgagtggatg tttcattgtc atgatttaca tcatgcttca gcagggatgg taacggaagt
   660001 gaaatataaa gattataaat ctgactatgt tccaaaccca aatattccta ataagccaga
   660061 ataatatgaa aaacatgtag tttattaatg atgtaaagca gttatcttta ataggtggct
   660121 gcttttatat gtcatgttgt gaattaggaa tattattttt atgaaaattt agataataag
   660181 agggaactat cctgtagaaa gagtttacaa ggagggaagg ttttttatta tttaagaatt
   660241 aaaaacatag tagtttttga ttagaagtga ataaatgtaa tgtattatat tgtagttcca
   660301 caagtcggaa tacttatatt tgacctttct tttattttgt actacaattc gtagtgtgaa
   660361 aggagaagtg agatattcaa gcgaaagtat gagttaaatg aagaaggatt aaattatgat
   660421 ttttttagat atttttttgt caattaaaac tacaatatgt agtgtttagt tgaaagaatg
   660481 agatgatttt caaagtgtaa tgaatttaac tttcctttat tactagatat agatgatgga
   660541 aaataaataa aaattcaata tggataataa aaggatactt ttgctgaata gttagaacga
   660601 aaagaactga aagtcaatat aaaaatataa tgataatcga atgtttttat aggaaggtgt
   660661 tttgtattta tgaaaaagat tttagctagt gtagcagtag cttctgttac aggaagtgta
   660721 tttattagta ctgctcaagc gaaaaatacc gttatacaaa aagaagcaaa gcatgagaaa
   660781 cctactgatg tagtaaaata tgaaaatcaa gtaacagtaa atacaaatgc tctacgtgtc
   660841 cgcacacaac caaatacgtc tagtacaata atgggacgcg tgtatgaagg agaagtttta
   660901 caagttattg gagaagaaaa cagttggctg aaaattaatc ataaaggaaa aactggctat
   660961 gtaagtagtg aatttgtttc ggaaaatagt gtatcagcga agacgaatgt aagcatgagt
   661021 cgtagtaaaa ctgtaatcgc taatgtatta cgtgtgcgca cacagccaaa tacgtctagt
   661081 gcaataatgg ggcgcgtgta tgaagggaaa gctttacaag ttattggaga agaaaacggt
   661141 tggttgaaaa ttaaacataa tggaaaagta ggttatgtaa gcagtcaatt tgtaatagac
   661201 ggtacctcaa atggaagtga caagaacaat ggaaaagttc aagtagcgag tgggaattac
   661261 aaagttaatg tatcttccct ccgcgtgcgt acaggtccaa gtacttccca tacgatttta
   661321 ggctctgtac ataaagggca aattgttcaa gtaactggtg aagttcaaga ttgggtcaaa
   661381 attaactata gtggacaaac tgcttatatt agtaaagatt acatttcaaa gaatgatttt
   661441 aatgcaaatg tagaccaaac gaatgaacaa caaaagaata ttacggttca aactgatggt
   661501 acatatattg tagacgctac ttctttacgt gtgcgtacag gccctgctac ttaccatagt
   661561 gtaattggtg gtgtattaaa cggacgaata ttgcaagtaa ctggcgttga aaatggttgg
   661621 ttgaaaatta atcataatgg aagaactggt tatgtaagta gtgaatatgt aaaattcgta
   661681 aaaggaaata cgccatcaaa acctgaaact agtaatccgt ctactggagc aacagttggt
   661741 gactactatg ttaacgtaaa cgtgttaaat gtaagaagcg gcgctggtac aaattatgat
   661801 gtaatcggtg cattatcaaa aggaataaaa gtacaggttc tatttgaaca aaatggctgg
   661861 gggaaaatta attacaacgg taaaactggt tatgtatcaa gtaaattttt atcaaaaaca
   661921 agtgagactg atgcagagaa gcagcggcaa tcccaggagg taaataaaac aaatgacttt
   661981 attcaaccag ctgcaggaag atatacttct agatttgaaa aacgtggtgg gaaaatgcat
   662041 cacggattag atattgctgc ttcaggtaca gtgccggttg ttgctgccgc agagggtgta
   662101 atcactcgct cttattattc tacaagctat ggtaatgttg tgtttatttc tcacaatatt
   662161 aacggacaaa catatacgac tgtatatgct catttaaaga gccgttctgt ttctgctggt
   662221 caaaaagtga agcaaggaca acaacttggc ataatgggga atacaggaca atctgaagga
   662281 cagcacttac attttgaaat tcataaaggt gaatggaatg cacagaagag caatgctatg
   662341 gatccaaaaa tatacattga ttaattgaaa atttattatt tcaacatgaa attgtatatc
   662401 ttcttaagca aagagaattt catagattta gaagttttgg gctaacgatt caaagttttt
   662461 ttatcttcgt ctgttaagaa ataaaaataa tgaaatcgat cccctctagt atgatgaaat
   662521 agtagagggg atcgattata attgctaatg tttatgttgc tcctctgtag aagaggttgg
   662581 cgggatatgc tctgggaatg ttacaaatat agttagaata attactaccc caattgaaag
   662641 taataataaa aaacgtcgct gaataacagc agaaaaactt tctgataaaa gctgaatgat
   662701 acatgacata gttatcgtta tagtaagtaa aagactaatg aacagtatac tatgagcttg
   662761 ttgagcgttt agcatttctg taatcattgc tcccatcata cttgccatta atccagagaa
   662821 cattccttct aaagcagtgt acagatgaaa acgtagaccg ataaaaaagc cgataaatcc
   662881 actaattaaa atagcaagca aagtagaata tagcaattct cctttaaata gaatacctaa
   662941 ataaaaacct atacttaaac cgatactcat actaaaagac ataataaata ccatatactc
   663001 cattagggta ccactacgtt tcgaaatata tgatgtaata ataattgaga tacagcaaag
   663061 cattaaggca gttaatgtat aagcaaacat catgatacct ccctgtccta tcattcactt
   663121 catcatatgt acatatagag agtacttatg cttatttata tctgcatatt atctgcacaa
   663181 tttcataaat gaaagcaagg tggcgtttga tttttttacg tcttttttta cgtgtgaaca
   663241 tgtgaaagaa agtgttatat aatgagtttc tattgtgaag caataaagaa taagcgtata
   663301 atattatagt tatcccatta ctcgggataa cccgcgaatg ataaataaga ttgttgtttt
   663361 atcatcgctt ctaaacagat agacaacgaa agtaacactg gaatacagat agggagttat
   663421 acaatgaaat taattattgc cgagaaacca gatcaaggtt tggctcttgt ttcacaattt
   663481 aaatatcgcc ggaaagatgg atatttagaa gtagaagcga atgagttatt tccaaatgga
   663541 gcgtactgta catgggcaat tggtcatttg acgcagttat gtaatccaga acattatcat
   663601 gcagagtgga aaaaatggtc acttgatacg ttaccgatga ttccagagcg ttttcaattt
   663661 gaagtaacaa agtcgaagta taagcaattt aatgtagtga aacagctgtt acataatcca
   663721 caggtaacag aaattattca cgcgggcgat gctgggcgtg aaggggaatt gattgtacga
   663781 aatattatta acctttgcaa cgtgcaaaag ccgatgaaac gtctttggat ttcatcttta
   663841 acgaaacaag ctatttatca aggctttaaa aacttactcg atgaatcaga tacaatcaat
   663901 acgtattacg aagcatatac aaggtcgtgt gcggactggg tcgttgggat gaatgcatcg
   663961 cgtgtgttta gtattttgct aaagaaaaaa ggaatgaacg atgtattttc agcgggtcgt
   664021 gtacaaacac cgacactcgc gttaatcgta aagcgtgaga aagaaattga aaactttaag
   664081 tcagagccgt tttgggaagt gttcgcaacc tttaatatag aaggaaagaa atatgatggg
   664141 aaatgggaaa aggacaatga atcccgctta caagaccctg atatggcaaa taaaattgcg
   664201 gcattttgcc aaggaaaacc ggcggtagta aaggaaatga aaacggagcg taaagagttt
   664261 cagcctccgc ttttatttaa cttatcatca ctacaagcaa cggcaaataa agcatttaaa
   664321 ttctcaccga aaaagacgct tgatataacg caagcactat atcaaaaagg aattgtttct
   664381 tatccacgtt cagattccaa ctatgttaca caaggtgaag cggcaacatt tcctgatatt
   664441 ttacagaagt taagtcagtt tgatgaatat aaaggtttat taccagctcc ggttgaatcg
   664501 attatgaata ataagcgtta tgtgaatgaa aagaaagtaa cagatcacta cgccattatt
   664561 ccgacagagc aagttacaaa cccaagcaga ttatcaggtg atgaaaagaa aatttacgat
   664621 atgatcgtaa gaagacttat agcagctcac tatgaagttg caatctttga ctatacaacg
   664681 attgtaacgc ttgtagatga acgtgctgaa ttcatttcaa aaggaaaaca gcaaattcaa
   664741 gaaggatggc gtaaagttat tttccaagac gataaagatg acgaaactat tcttccaatt
   664801 gtagctgaag gtgaagaagg aaaagttgta aaggtgaaag tgaaagaagg aaaaacacaa
   664861 ccaccgaagc gttatacaga aggacaactt attacgttaa tgaaaacagc tggtaagtat
   664921 ttagagaatg aagagctgga gaaagtatta aagaaaacag aaggtttagg tacggaagcg
   664981 actcgtgcag gtattattac gatgctaaaa gaccgtaaat atatagatgt gaaaaaaaac
   665041 caagtgtatg cgactgataa aggaaaagta ttaattaccg caatcggtga caaaatacta
   665101 gcttcaccag aaatgaccgc aaaatgggag caacgtcttg cggaaattgg ggaaggcaca
   665161 gcatcaccag caacttttat ggaacaaacg aaaaagttat cagctaaaat tattgaagat
   665221 gcggttgaaa tgtctgagaa gtgggatttc accggattac atgttgaatc gattgagcga
   665281 aaaggatcga aatttacaac gggtaaaaag gttggtagct gtaaaaaatg tgatggcgat
   665341 gtaattgata agtcaacgtt ttacggctgt tctaattaca acacgacaca atgtgacttt
   665401 accatctcga agaagatatt aagtaaaaca atttcgcaaa agaatatgac aaaactctta
   665461 aaaggtgaaa agactgattt aattaaaggc tttaaaaagg gcgagaaaac atttgatgcg
   665521 aagttagagt ggaaagataa taagattaat tttgtgtttg agaattaagt tgtttcaaca
   665581 aataaaaaat atgataatta aactgtatcc tatagaatag acgcttaaaa aagtctattc
   665641 tataggatat ttttttgaat aaggagtgct atgtatattt tattgaaaat aaaatataca
   665701 ataaaaaaat ctttatagtt gataattatt tattgtaaaa caataaaaat gtattaaaat
   665761 caatatcgtg ataaatcagt gaggtgcttt ttatagaaag gcaacaacgc tgttttttat
   665821 tagaggaggt aaaactatga acaatcacaa tttgattatt gaaaatattg acaaccctca
   665881 tgagttggag agaatgtata gaaaagaccc gaaagctttt aaaaaatcat tctcacaagc
   665941 atgggttcaa aaacctgatt ctcaggttct aggtgcttgg tatgaaaggt tacatttcaa
   666001 ggagacggca aatacggaaa aaaagtcgtt gtttcaaaaa ggtttcttat ttatgggcat
   666061 gttagctatt ctggccggga taagcaccag gatcattttc tactttgtcg aacaagaagt
   666121 aattgctcca attaacctag cttttggtgt aattcccttt attgtcgctt attttgtcta
   666181 ccataatacg ccgaaaaaaa gtattattta ttcccttata gcgttgttcc taatttccgg
   666241 gatatatctt aatacgttgc cattaaatta taaagacagt attatccttg cttatttaca
   666301 tcttcctata tttttatgga tcttgtcagg acttgcgttt acaggaaatg aatattcaaa
   666361 aggtagtaca agattagctt atattaaatt taatttggaa tatgcccttc tctacgcgag
   666421 catggcagtt agcggaatga ttctagcagt attcaccatg cgtttattta gctttgttga
   666481 cttggatata ggagaattct attttagtaa tgttgtgtta tttggtgctg ctgctcttgc
   666541 tattgtggct gcatatttag tatcaatgaa tcttaaactt gctaaaaata ttacaccata
   666601 catatctaaa atttttagtc ctctcgtcct gattacgttg ctaatctatc ttataacggt
   666661 tatatgggtc gggaaaaatc ctttcttgga ccgcaatttc ttaatggcct tcaacggaat
   666721 actccttggc gtgttggccg ttaccatatt ttctatcgtt gagagtgatt cggatgagaa
   666781 aaagaacatt tcagattata taaattttgc cttaattgtt ctggcgctta ttattgacac
   666841 tgtggctttg tcagctatcg tattcagact ttcttcttac gggattacac ctaatagact
   666901 tgctgtttta ggggtaaaca tactgatctg ggcaaattta atttggatta tgttttccta
   666961 tatgcgtttc ttgcaaaaca aatcaggacc gacagctatc caagatgccg ttacgaagta
   667021 tttgccaatc tacggacttt gggcagcttt cgttatattt acgtttccaa taatttttaa
   667081 ttaggaaggg tttgttaatg taacgacaag ttaattcttc tataacgtat aaaatcttta
   667141 gaattgataa ttatcgttca tcctataatt tcttgataat aaaaaacgtc ccaaagtagg
   667201 acgtttttta ttatatatat tgccgttttt tcttaataag taacaacact tgtgaaacac
   667261 aagcaagtac cggtaattca atcaatggtc caataactaa tgcgagagca ataagaggct
   667321 catctggaaa agctgttaca gcaatagcaa gagcaacagg tgagtttctt gctaacgttg
   667381 ttaaatttag acttactgta tctttataag ataaacgcat aacgcgcctg ataaattgtc
   667441 ctagtacaaa attaatgatg aagaacaata gaacaggaat gagtaataat aaaacgacat
   667501 tcatattttg tagtaaatat ttaccttgtg atgcaaacat cgctacgatt gctaaactta
   667561 aaaatacaat ttgggcagag ctgaaaaacg gaatgagttt attctcgagc gtttcagctt
   667621 ttttcagttt attcataatg aattttgtag cgtgtgcaag taaaaatggt aagacaatta
   667681 cgataacaat gctctctatt aaaacagaaa cggctacagt cttcatgaca ccagcgaata
   667741 aaaataaata aataggaaga agtagtactt gcaaaattaa atttacaggt aaaatcgcag
   667801 tagaaagtgc tacatttcct ttcgctattt cagtaaagat taagtaccaa tctgtacatg
   667861 gagtaaccat taacataata aatccaaccc aaagcgcagg gtgatctgaa agaaatagtg
   667921 ctcctaatcc ccaagcgagt aaaggtgtcc ataaaaagtt aatagtaagg cttgttccag
   667981 caaattttaa attacgaaat ccgtttttta tttctttcaa tgggatgctg aggaataatc
   668041 catatagcat gaaaaataag aagggaacaa taaatttgtc tgaatacata tgtataacat
   668101 taaattgtcc aagtatgatg ccgcatgtaa cagcaaaaag aataataaaa gtttgaatct
   668161 tttctatcgt gctcatgaat gaatcctttc taaatatgaa ttttcctctc taagtttatt
   668221 atacaagtaa taaggttgta atttggtgtt caattgtatt ttagttaatg tttttaattt
   668281 gagatttatt tttttattaa aagttacttg actaaagtaa gtggctatat tacaatcact
   668341 tacataaggt aattaaataa caaaaagttt ttgtatctgt acttaagata tctattggaa
   668401 ctttttatta gaataagaat ttttgtgatg atgaataatg aatatgataa gaaagtttag
   668461 gtgaagaaaa tgggattatt tagctcgtta tttggtaaaa aagaagaaaa tcaaaaagta
   668521 gaggagaata aaacaatgtc aaaagtatta tttgtaaaag caaacgatcg cccagcggag
   668581 caagcagtta gttcaaaaat gtatgaaaca tttgtaacta cttataaaga agcaaatccg
   668641 aatacagaaa ttacagagtt agatttattt gcattagatc ttccttatta cggaaatatt
   668701 gctatttcag gtggatacaa acgtagtcaa ggtatggaat taacagcaga agaagagaag
   668761 gcagttgcta cagtagatca atatttaaat cagtttttag aagctgataa agttgtattt
   668821 gcattcccgt tatggaactt tactgtacca gcaccattaa tcacatatat ttcatattta
   668881 tctcaagctg gaaaaacgtt taaatataca gctaatggtc cagaaggttt agctggtggt
   668941 aaaaaagtag ttgtgttagg tgctcgtggt tcagattact cttcagaaca aatggctcct
   669001 atggagatgg cagttaatta cgtaacaact gtacttggat tctggggaat tacaaatcca
   669061 gaaactgttg taattgaagg acacaaccaa tatccagatc gctcacaaca aattgttgaa
   669121 gaaggtttag agaacgttaa gaaagtagcg gcgaaatttt aattaattga tagtaaaaat
   669181 ggaaaaacca acatggatga ccatgttggt tttttagtct atttctatgt taaaaaatgt
   669241 atatttataa aatgaatgaa aagtttgaaa atagtattgc aaaatattat atatcaaact
   669301 ataatgagtt caagaatagt tgatacttaa gttaaatatt cagaaaattc aattagttaa
   669361 aattggaaat gacataggtt attttgaatg gaggttatat tatgacgaat aaagtaccgt
   669421 tttcgttcat agttgttatt ggtttaatgt tatttgcact attttttggg gcaggaaatt
   669481 taatttttcc ggcaatgctt ggtcaatcgg caggagaaaa tgtatggatt gctaacgctg
   669541 gatttttagt aacaggtgtt ggattaccat tactaggtgt actagcattt ggtttttcgg
   669601 gtaaagatga tttacagtca ttagcaagtc gtgctcaccc agtgttcggg attgtgttta
   669661 caacagtttt atacttggcg attggcccgt tatttgcaat accaagaaca ggaaatgttt
   669721 cttatgaaat tggtcttaaa ccgtttatgc cagagggatt aggttctaca cctttaattc
   669781 ttttcacaat tgtattcttt agcatcactt gtttttttcg ctaaatcccg cgaaaattgt
   669841 cgatattgtt ggaaaaatct taacgccaat taagttaact ttcatcggta ttttagtaat
   669901 cgttgctttt attcatccga ttggagaaat gcaagcacca gttgaagctt atacatcaca
   669961 tgcattcttt aaagggttcc aagaaggata cttaacgatg gacacgcttg catcattcgt
   670021 attcggaatc atcatcatta atgcaattaa agaaaaaggt gcaaaaacga aaacacaaat
   670081 tatggtcgtt tgtgcaaaag caacaatcat tgcagcatct attttagcaa ttatctatac
   670141 agcactttct tatatgggtg cttcaagtgt tgcaaagctt ggacatttag agaacggcgg
   670201 agaagtatta gcgaaagttt ctaactacta ttttggatca tatggcggag tattattagg
   670261 gttaatgatt acagtagctt gtttaacaac tagtgtggga cttgtatcag catgttcttc
   670321 attcttccat aagttattcc caaatgttcc ttacaaagca attgcaatca cgctatgtat
   670381 atttagtgca attgttgcaa atgtaggatt aacacaatta attgcagttt ctgttccagt
   670441 attaacagca atttatccac tagcaatcgt attgattttc ttaacattct tccattcatt
   670501 attcaaagga agagctgaag tttatcaagt gagcttaact gtaacattta ttatcagctt
   670561 attcgatgga ttaagtgcag ctggagttaa cgttgaagta gtaagccaag tgttcactaa
   670621 attccttccg atgcaggaag taggattagg ctggatcttc ccagcgatta tcggtggatt
   670681 tatcggatat ggcattagcg ttttaaaatt aaaaaatcaa attcaaccag cagcaaatac
   670741 gaataagaaa ataggttaaa taaaaaagtt atagaacttg tttctatagc tttttttgtt
   670801 actattaata atgaaagaaa ataaagtagt aggggaaata aaatgaaaaa aacaattgat
   670861 catatcggca tcgcagttcg agatatagat agtacgatac gtttttatga aaaagtgttg
   670921 tcaggaactt taatagatcg ttacgtaagt gaagcgcctg gtgttgaaag tgaagtagcc
   670981 attcttgaag tggatggaga tagaattgaa ttgcttgcgc cgacaaataa caccacttca
   671041 ccaattgccc gatttataaa acaaaaaggt aaaggtgttc atcacgttgc atatcgagta
   671101 gatgatttag atgtagcttt agaggaattg aaagaacaag gcattcgaac gttagagcat
   671161 acacttcgaa tgaataaaca tgacagaaga ttaatctatc ttaacccagc ggatacagag
   671221 ggaacaatca tagagtattg tgattatccg gaagagaaat agaaaaaaga tatttttaaa
   671281 aagatgttac gtaataaagt aacatctttt tatttatgta tttcacattt tcttcacaaa
   671341 tgattcacga taacttttct tcttcaggaa cttacataaa tatattttat gatataataa
   671401 caatcgactt taaaaatgta agtagtatct atacaggtag ttactatttt attggaagtt
   671461 tagaggtgag agagaaataa agagttatac tgtgtagaag tttatattta attaggttaa
   671521 tatttcgccc gagaattaaa cttgggaagt taaagttatg aaaatagagc gatgaggaag
   671581 aaagaagtga aatgagtgtg aaagtaatga gaaggatagg gatattgcta ttcattgcat
   671641 gtatgcttat catattaata ccgaaaagtg catctgctca tgcgtacgtt gtgaaatcaa
   671701 accctgctga aaatgaaaca ttgaagaaag caccatctgt tgtgaaaatt gaattcgatg
   671761 aggacataca agtttcaagt tttaatacat tgtacgtgag agatacatca ggtaaaaggg
   671821 tcgatttaaa agatgctcat attgataaaa agaataaaaa gttattagaa gccggattaa
   671881 aagagaatct caaaaacggt ctgtactcta ttcagtggaa agtgatttca gctgatggcc
   671941 atccaattca aggagttatt ccattccgta ttggattagc agaagcggaa gcagacgata
   672001 tacaagtgga agagatgggt tacgtcccac aaatcgatat gattatggaa cgtggaattt
   672061 tatatacaag tttctcacta tttataggcg tgctattctt taatcttatt atgtataaag
   672121 ggaacgtaat agaagttcaa ttaagaagta aaaaaataat atggatctcc ttatttggga
   672181 tattgattag cttgttattc aatctaccat tgcaagcgaa aataaatgcg gatgtttcat
   672241 ggctagaagc attcaatcct ttactattaa aagaaacatt acagctttct gtttttggtt
   672301 atgtatggat tactcaaatg actcttatta gttcgcttat aatcgttacg tattttgcga
   672361 tgaagcgtgg gaagctttcg tcgtttaaag tatggagcat tccaatagta ttgtttattg
   672421 ggatacttgt tatgaaagca tgtaatagtc acgcatatgg tttaaagttt aaagacattg
   672481 ctgtcgttat ggattttcta catttattcg cagcttcatt atggattggt ggtctatcat
   672541 ctattattct tcttttacgt aatgaggata acaagtggag tatgtattgg gatatgatta
   672601 agcgtttttc accgtgggca acatgtgctg tcattgtgat tttcataaca ggtcttttta
   672661 atagtacatt ttttattcca acaatccact cgttatttga tacgaagtat ggattagctt
   672721 tattagcaaa gatactttta ttcattttca tggggatatt aggaattatt cattatgtga
   672781 aagggaaaat gagagcggag caaggattag gtgctacggt gaaagtagag tttatcattg
   672841 gaattatcat tttcgtaatc gtagctttta tgacaaatgt acaaacacca ccgatgcctc
   672901 ctattggacc ttttacagag agtaaacaat tagataatgg atatgaaatg acgctaaatg
   672961 taagtcctaa taaagtagga caaaatatat tccatattac tttaaaggat gagaacggac
   673021 aacctgttac tgatatggaa caaattatat taacgactca atcgttagat atgaatatgg
   673081 gaaaaggttc atttaaagtt tcggccgttt caccgggaga atatgaagca gaaggtatgt
   673141 atattaacat gacaggtaac tggaatatac aagtacatgg attaacaaaa tcacttgata
   673201 gctttgatac ggattataag tttattgtag gtggcagata aagtgaaact ttaatcagtg
   673261 gggtatcccc cgctgattat tagcacgccc ccgcctaact tctttgcttt gcgggataaa
   673321 gagacgttat agatgaaaag gagtaaatag aaaatgaaac gtataaaaaa attaggaaca
   673381 acaatgatag caacagtaat tgcaatggga attttttcgt tacctgttag tgcgcacgta
   673441 actgtgaagc cagcaacttc tgacatcggc tcttgggaga cttacacgat aaaagtacca
   673501 gttgaaaaga atatagcaac aacaaaagtt acactgaaaa taccgtctgg agtagagttc
   673561 caacagtatg aaccagtgcc aggatggaaa gtggaagagc aaaaagataa tgctggaaaa
   673621 gtgaaaactg tagtatggga agcaacggga gaagggattt tacccagtca gttccagcga
   673681 tttacttttg tcgctaaaaa tccggataaa gagcaaaaaa tagcttggga tgcataccaa
   673741 caatataaag acggagaaat tgtggaatgg acgggcgatg aaaaagctga aaaaccacat
   673801 tcacttacaa caattgcaaa aggtacgtca ttaacaggag aacatggtga agtgtctagt
   673861 gtagaaaaga atgaaggtac tagtaatatg caattgatag caattgtttt atctatttta
   673921 gcgattgtat cttcggtagg tacgtgtgtt tttatggtac gtcgtaaaaa ataagtaatt
   673981 aagtaatatt gaaaggtctc attgaaaata atgagacctt tttattaata ttagggatta
   674041 gtaaaatgag catagcaata ttgttatagt cactatataa caaaaaggat tgattcatgg
   674101 aaatcaattg atggtcacta cgtcttctgg caaggaatca tgttctagcc agttttcaat
   674161 taaagtatta aatagcttag ggttcgctaa agaaactcca tgaccaattt tagaaataat
   674221 aacacctgtg caatggggat tactttcaag gattttagtc aacgagtctt tcattattct
   674281 tttttcgttt tctccaacag ttactaatat attactatta gcattctcaa agttttttgg
   674341 tattgtaaat gacatgtttt cttctagtat ccttatgaag gtatttttac ttatttgaca
   674401 actgtcataa taatagtggt caaagtattc tttatctatg tacattgatt tggcttgtat
   674461 tttcgaaaac gtcctactct ttataagagg gtaggttaac gcgatagatt ttataaattt
   674521 gctagcaaaa ggaatgggtt tgactaaggc actatttatc atggcatatt ggattaagtt
   674581 gggtttcatg ctaagcatcg taattaacac ttgagcacct aatgaaaacc caattactat
   674641 aacagtttta ttttgtcctt tttcttcaat tagttctatg attttttcag cactaaagtt
   674701 tattgagaaa tgctctttaa ttctgttttt tccttgcgca ggtaaatcag gaacaaggca
   674761 gtgaaagtta gtaaaatgtt taatttgttt gtcccacatc catccactga ctccaccccc
   674821 atgaataaaa accataagtg gagagtttgt atctccaaat tcgttataat gtaaaaccat
   674881 ataactcccc cttataattg gaattgaaaa ttcatccatc tgtactagag ataatatttt
   674941 tactacttaa gtatcatcat acaataaaaa aattcggttt gttaaaattc taagtgcctt
   675001 tactcatgaa acgataagaa ggagcctaca atcagtaggc tccttcttat gttaatttac
   675061 ttcacttcac ttcacttcaa ctcgctgccc tacagcaagt gttttcggct ttatatttac
   675121 gaaacaaata ctcactacaa taaataatag tccgatgaat aagctaatag taatggcttc
   675181 atgtaagaaa attgaactta caataatagc gattagagga atgagaaatg tataagcccc
   675241 aactttactt gcttcaccag ctccaacgag tgtgaagtat gcaagccacc ccattgcaat
   675301 aacaaagaat gaaataaaga gtagtacact aacaaacggc atgctccaag cgatactaga
   675361 ccaactttca aactctgatc caaatccaat taagcaaagt ccgccaataa taagttgcag
   675421 tgttaccatc caaatggaat taacgcggtg cccagtcttc ttaataaata cggttccaag
   675481 tgcccagcca atagcgcatc ctatcgcgag aagaatcccg ataatagaaa tatgtccagt
   675541 taaactgcta gagctaataa cacctacgcc aataaatccg agtataagcc cgaaaatttt
   675601 taacccgtac attgattctt caagccatat ccacgagaaa ataccaagta aaacgggttg
   675661 tagaaatacg atggcggaaa atagaccagc aggcatatat tgaaggccga cagtttgtaa
   675721 tccgtaaaat ataatgatgt taagtaaaga agaaataacg tataaatgcc aagtttcttt
   675781 taagtgtaac tctttgtatt tcggtaatgc gaacaggagt aaaatgaatc ctccaattaa
   675841 agttcgaacg cctgcaaata aaacgggtgg tgtataatgc agggcaaact tagataaagg
   675901 ccaattgatt ccccacataa aaacgaggaa ggtaaggatt atggccgtct tagttcgaga
   675961 aagctgtgtc actgtaagac ctccttgatg ttattcattt cactatgata tgatatcgac
   676021 tgtaataaat aaaatgaatc ttttttatga ggagtataag tgattagtta tgaccattac
   676081 acaactgcaa gtattaataa aaactattga gttaggtagt tttacgaagg cagctcgggt
   676141 gttaaatatg acgcagccag ctgtaagtca tgcgatttca agtattgagt cagagttagg
   676201 agttacgatt cttatacgtg ataaacgaaa agggttaatt gttacggatg taggaagcag
   676261 aattcttgta catattagag agattttgaa cggtgtagag aagattgaac aagaagttgc
   676321 gatggagaaa ggacacgaag ttgggacgat tcgaattggg agttttccga gtgcttctgc
   676381 acatttctta cccaaaatga taaaccattt taaggagaag tatccgaact tagaagtcgt
   676441 tctttgtgaa ggaacgatta aagaagttga agattggtta gtatcgaggg ttgttgatat
   676501 agggattgtt attttaccta ataaagagat ggagattgtt ccattaacga aggggaaaat
   676561 ggttgttatt ttaagagagg atcatcctct ttgcaagaag aatgctgtta caattcgtga
   676621 tttggagaat gaaccgatca tattatgtaa gggcggatac gaaccaccta ttatcgatat
   676681 gtttaaacaa gtaaatgtac cacttcgagc tgagtatgta atttcgacag ttacgacagc
   676741 tttaaatatg attcaagaag ggttaggcat tgcaatatta gctgaattat ctttaacgaa
   676801 tttaccaaaa aatgtgcaaa cgagagaatt ggaaccgcaa gtatggagag aaattgcttt
   676861 agctgttcct tcattaaggg attcttcaat cgctgtgcag ctatttattg aagaatttca
   676921 ggcgctattt gcagaataaa aagaggtgtc tcgtatatta taatgggaca ctttttaatt
   676981 tacttataaa aaatatgtga aaaggattga cttatttttt agttgtaact ataatgatta
   677041 catctaggtg gtgattacga tgaaaattag tagccgcttt tccatagctg ttcatatttt
   677101 atctattttg aaaaacaatc catcttcact ttgtacttca gactatatgg ctgagagtgt
   677161 caatacaaat ccagtagtca ttcgtaaaat catgtcgtac ttgaaacaag ctggctttgt
   677221 ttacgtaaat cgtggaccgg gtggcgcagg tttactaaag gatttacatg aaatcacatt
   677281 gttagatgtg tatcatgcag tgaatgtagt ggaagaggat aaattatttc acattcatga
   677341 gcaaccaaat ccagattgtc caatcggagc aaatattcaa gcggtattag aagttatatt
   677401 aatacaagcg caatctgcga tggaagaagt tttgagaaat attacgatgg ggcagctgtt
   677461 tgaaactttg caagaaaaaa tgaatgctta aatcatattt atattttttt aacattaatg
   677521 taacttgtat ggttacaact ataaaggtaa ggtgtaaaag ttatgactgt aaaaatgaaa
   677581 gtatactcag attttatatg tccattttgt tttttagcaa aaggtccatt agatgaagta
   677641 gcgaaagaaa aagatgtaga aattgaatgg atgccatttg aattacgtcc aagtccatat
   677701 tcaaaaatag atccatggaa tgagccagaa aaattaggtt catgggatgc tttcattctt
   677761 ccgacagcga agaagttagg aattgatatg cgtttgccac gtgtttctcc gcatccatat
   677821 acacatttag ctttcgaagg gtgtcaattt gcgaaagaac gtggactagg taatgagtat
   677881 catcaccgcg tattcacagc gtttttccaa gaagagcaaa acattgaaga tattgatgtg
   677941 ttaacaaaat tagcggtaga agtaggactt cctgaggcgg aatttaaaga tactttagta
   678001 actcgtaaat ataaagaaaa gcatcaagaa gcaattcagc acgcatatga tgaagcgaat
   678061 attatggctg ttccaactgt catgattgga gatgaagtca ttcaagggct tgctagtaaa
   678121 gaaacactag aaagggtcat tgataaagaa attgaaaagg ataaaacaaa ttcatttgaa
   678181 ggtatgcaat gtaataccga tggatattgc taattcgctt gttatgaaat aacaaaataa
   678241 attataaaac aaacatttgg aggaattaaa atgtcagcaa ctacaacaaa cttaaaagaa
   678301 gcaatcgtga accgccgttc cattcgtaaa gtaacaaaaa acgatgcaat tacgaaagaa
   678361 agaattgaag aagtgttaaa aacagcttta cacgcaccaa catctttcaa tatgcaaagt
   678421 ggtcgtatgg ttgtattaat ggatggagag catgaaaagt tttgggatat tgtgaaagaa
   678481 acactaagag cccgcgtacc agcagaaaac tttgaagcga ctgtagaaag actaaaaggt
   678541 tttcatgcag gtgtaggaac agttctattc tttgaagatc aagcaactgt agaaaaaatg
   678601 caagaaaacg caccgttata taaagatcag ttcccattct ggtctcatca aggaaatgcg
   678661 atgttacaac atactgtgtg gatgttatta tctgctgaag gaattggggc gtcattacaa
   678721 cattacaacc caatcgtaga tgctgaagtg aaagaaactt ggaatattcc agcagagtgg
   678781 agcttagtag gtcaaatgcc atttggtgaa ccaaacgaac acccagcaga aagaacgttc
   678841 ttgcctactg aagatgtagt gaaattttat taagaaatat aatatgtaac gagaaggaag
   678901 ctgtgcttaa aaacagcttc cttttttgta gtggtgttaa tttatgcgcg tttagggaag
   678961 aaatataaga aataatccgg tgagaaggga agtagaaaaa tgaatgatga gaaaaaatat
   679021 acagtggtag gtactgatgt tgaggaagta aagcgtttaa ataaaaattc agggttaacg
   679081 tataatcaag tgaaagaaat gttagcaaag caaatgcaaa aaaagaagta attagattga
   679141 aatctttcat tttttcattt agcattttga ttggagagag ttaagtaaaa ggtaactctc
   679201 tttttcgtat aaagaagcac cttatagagt ggaggaagca acatgaagaa atgggtgaag
   679261 gtaacgctgt ctatcgctgg aggtattgtc ttattagctt gtgccggcgg atattacgtg
   679321 tataaaaatt attttccaaa ggaacctgag cgtattgtat atgataaaga aagagtgcta
   679381 caaccgatac ataatcagct taaaggaatc aatatagaaa atgtaaagat aaaagaaaaa
   679441 gaagttgtaa atgcgactgt agatgagctt caaaaaatga ttgatgatgg aaaattgtca
   679501 tatgaagaat taacgagtat ttatctcttt agaatacaag aacatgatca aaatggaata
   679561 acattaaatt ctgttacaga gataaatcct aatgcgatgg aagaagcaag aaagttagat
   679621 caagagcgaa gtagaaacaa aaagtcgaat ttatatggta ttcctgtcgt tgtaaaagat
   679681 aatgtacaaa cggcaaaagt gatgccgact agtgcaggaa cttatgtatt aaaagattgg
   679741 attgcagatc aagacgcaac aattgtgaag cagttgaaag aagaaggggc atttgtttta
   679801 ggaaaagcga atatgtctga gtgggcgaat tatttatctt ttacaatgcc aagcgggtat
   679861 agcgggaaga aaggacaaaa tttgaatcca tacggtccga ttatgtttga tacatcggga
   679921 tcaagttcag gatctgctac agtagttgca gcagattttg caccgcttgc agtcggaaca
   679981 gaaacgacag gatcgattgt agcacccgca gcgcagcaat cagtagttgg gttacgtcca
   680041 tctttaggta gggtaagtag aacaggaatt attccgttag ctgaaactct tgatacagca
   680101 ggacctatgg caagaacggt aaaagatgca gcaacgttat ttaatgcaat gataggttat
   680161 gacgaaaaag atgttatgac agaaaaagtg aaagataaag aaagaattga ttatacaaag
   680221 gatttatcaa tagatggatt aaaagggaaa aagatagggc ttcttttttc tgtagaccaa
   680281 caagacgaaa atagaaaagc agtagcagaa aagattagaa aagaccttca agatgcaggt
   680341 gcgatattaa ctgattatat tcagttaaac aatgggggtg tagataattt acaaacatta
   680401 gaatatgagt tcaagcataa tgtaaacgac tatttttcac agcaaaagaa tgtacctgta
   680461 aaatcgttaa aagagattat agcgtttaat aaaagagata gtaatagacg aataaaatat
   680521 ggacaaacat taattgaggc gtctgaaaaa tctactataa cgaaagatga gtttgaaaaa
   680581 gtagtgcaaa cgagtcaaga aaatgcaaaa aaagagctga ataaatattt agtagaaaag
   680641 ggtttagacg ctttagttat gattaacaat gaggaagttc ttctatccgc tgtagctggc
   680701 tatccagaat tagcggtgcc agcaggatat gataacaatg gagagccagt aggtgcagta
   680761 tttgtcggga aacaattcgg tgagaaggaa ctgttcaata ttggatatgc gtatgaacag
   680821 cagtctaaaa atagaaaacc acctaaattg taaaaggtta aacgaaaaaa agagctcaac
   680881 tgaagtaagt aggtgagcta atataaatag aatctaacaa tataaaaaga aaaaaaggat
   680941 tcttcctaat tagtaagaaa gattgtctat agaagttcat aaaatgtaat atattcaatt
   681001 tccatccatt gaagggggag gttaaatctt aatgaatgaa gtgaaaaatt tctttcgaag
   681061 tagagggttt caacggtttc tcgttttaat aatattagcg cttgtattat atggattaaa
   681121 aagtatgatc aacttaatat taattacgtt tatactgaca tttttaatgg atcgatttca
   681181 acgttttatt tcaaagaaat tgaaagtgaa ccggaaaatt gttatcgcct gtttgtatat
   681241 catattagtt tcctttattg gcacgacatt gtataaatat ttacctgtgt taacgataca
   681301 aatttcgcaa ttgatttatc aatttaaatt gttttttcaa aacccgcctg ataatgaaat
   681361 cattaaatat gcactttcga caattaacgg aatggaagta tcaaagtata tagaacaagg
   681421 tgtagatgtc atctatcaat cgatagcaaa tatagggaag gtaagtttac aaatattatt
   681481 gtctctcata ttaagtctct ttttcttatt agaaaaagag cgtattatta cctttacttc
   681541 taaatttaaa gagagtaagc taaagatttt ttatgaggag attgcatatt ttggcgaaag
   681601 gtttgcaaga tcgttcggta aagtaattga agcgcagttt ttaattgcgg ttgtaaattg
   681661 tattcttact gttattgcat taattgtttt aggatttcca cagcttctcg tattagctgt
   681721 tatgattttt ctactagggt tgattccagt tgcaggtgtg attatttctt tatttccact
   681781 ttgtattatt gcttataacg taggcggagt tatatacgtt gtgtacatac ttgtgttcat
   681841 tacagtcatc catgctcttg aaagttattt tttaaacccg aagtttatgt ctgcgaaaac
   681901 aaatttacca atcttttata catttatgat tctcattttt tcagaacatt tccttggaat
   681961 atgggggctt attatcggga taccaatctt catcttttta ttagatgtac ttgatgtaaa
   682021 taatgaggaa tcgattaaaa aatagaaaat aaacaaaaaa gcaatccaaa ataaattgga
   682081 ttgctttttc acatatatga ttaaagaaca ggagccattg tttctttcaa cacttgaact
   682141 gagtgatcaa attttaattc ttcgtcttca cttaattcta cttctaaaat ttcacgcaca
   682201 ccgccgcgat ttaaaacagc aggtacaccg atatacacat ctttttgacc gtattgtcct
   682261 tctaaatatg ccgaaacagt taatacacta ttttcgtcgt ttaaaattgc cttagtaacg
   682321 cgtagaagtg acataccaat accatagtat gttgcacctt ttcgttcaat aatatggtaa
   682381 gctgcatcac gaacgtttat gaagattttg tctaaatctt cttgattata cgtattgtct
   682441 ttttcaagca gtgtttgtag tttttgaata ccaactgata cgtgactcca aacaggaagt
   682501 tccgtatcac catgttctcc gataatataa gcatgaatgt tgtgtggacc aatattgaag
   682561 tactcaccta acatatagcg gaaacgagca gaatcaagtg ttgtgccaga accaattacg
   682621 cgttctttcg gtaaaccaga ttctttccaa gttacgtaag ttaaaatatc gacagggtta
   682681 gttgcgatta agaagatacc atcaaatccg ctatccataa tactgcgcac gatttgttta
   682741 aagatttttg catttttctc aactaaatct aaacgtgttt cgcctggctt ttgtggtaat
   682801 ccagccgtaa tgactacaag gtcagcatct ttacaatctt cgtagctacc tttccatact
   682861 ctagttggag ctggagcaaa tggaacggca tgacttaaat ccatcgcttc tccttcagct
   682921 tttgcttcgt ttacatcaac taaaacaaat tcttcagcta cagcttggtt aatcatgcag
   682981 taagcataac tacatccaac tgctcctgtt cctactaata caacacggtt aatacctttt
   683041 ttcatttcaa aattcctcgc aatttcattg attttattat gtaagataat acgtcttact
   683101 tctatagatt catatctagt ttattacatt ttataaaaga tattcaagta tttgaaaatg
   683161 tatccgtgca atttcttgca taaaacatag gaagtaagtt aaccgaatat aatgcaataa
   683221 aatcctttat tgaaggagaa aaggccatga tgcagccatt aacgatggaa agaatgctcc
   683281 atattattaa tgtggggctc gttaaaacga agaatccaaa gcagattatt attgttggtg
   683341 caggaatttc aggattagtt gcagcatcgt tattgaaaga agcagggcat aaagtaacaa
   683401 ttttagaagc gaataatcga ataggcggaa gaatatatac gatccgtgaa ccgtttagca
   683461 gaggtttata ttttaatgca ggaccaatgc gaattcctga tacacacaag ttaactttag
   683521 cttacattcg taaattcaaa ttaccgttaa atctttttat aaataaaacc gcttcagata
   683581 ttatttatac gaataatatt aaaaagagat taagcatatt cgaaaaaaac ccaagtatac
   683641 ttggatatcc tattttagag agggaaaaag gtaaaacggc agaagagtta atgttagagg
   683701 tattagaacc gattctaaat tatattaaga aagatcctaa taagaattgg agtattgttg
   683761 agaaaaagta taaagcatat tcgctcggca catttttaac tgaatattat tcagacggtg
   683821 caatagatat gatcggtgta cttcttgata tggaagcgta tatgggaatg tctttaattg
   683881 aagtattacg agaaatggtc ttctttactt caacgacgaa atattatgag ataacgggcg
   683941 ggatggatgc attaccaaaa gcatttttat cgcagttaaa tgagaatata tttatgcggt
   684001 ataaggttga aaaaattata caagaaaata gcaaagtgat gatacaagta aaccatgaac
   684061 aaactattga gagatttatg gttacaggtg atgttgcaat tgttacgatc ccattttcag
   684121 ctttacgttt tgttgaaatt cagccttaca atctattctc ttattataaa agacgagcaa
   684181 ttcgtgaatt aaattatatt gctgcaacga aaattgcgat agagtttaaa agtagatttt
   684241 gggagaaagc gggacagtat ggcggtaaat ctattaccga tttacctata cggtttacat
   684301 attatccgag ttatggtatt catacaccag gggcagctac cgttttagca agttatacgt
   684361 gggcagatga ggcgttaaca tgggatagtt taccggatag agaacgcatt cgttacgcat
   684421 taaaaaattt agcagaaata tacggtgaga tcgtctatag tgagtttgtc actggaacat
   684481 cttttagctg gagtaaaaat ccgtattctt gcggtgcatt tacagctttc gaaccaggcc
   684541 aagagctcga gttatttccg tatattacat caccatctgg aaaagtacat tttgcaggag
   684601 agcatacgac attaacacat ggatggatgc aaggagcaat agagtctgga attcgagttg
   684661 ctcatgaagt aaacgaaaag tgaacatata tttacaaatc acgactcttt taataaaata
   684721 ataaatataa atcgtaatta ttacgctttg aatacgtttg aaataaagaa atggatggtc
   684781 gatcaaatga ataaagtaga aattcatata ttaggtggct ttttaggtag cggaaaatca
   684841 acattattac aaaatttatt gttagcggag aaaaagaaga atagaaaagt tgcagtatta
   684901 atgaatgaaa ttggtgagta ctcggtagat acagatatta ttggaaaaga gaatgtttta
   684961 agggaacttc tgaaaggatg tatttgctgt acgttaaaag aagagcttga aatacagctg
   685021 cattcgttat atcagcaaga aagaccagat gtcatttata tagaaacgac aggtgttgcg
   685081 catccaattg aagtgttaga tgcatgtgta tcaccaattt tagcaccttt cttagaagtg
   685141 aaatcaatag tagtcgtttt agatgcagta aggtggttaa atcgaagtgt attaagtgca
   685201 aatgttcagc aattattaca tgagcaattg aagtttggta gccacatttt aattaataaa
   685261 tcagatttac taatagaggc ggataagaac aaagtaattg aagaagtgaa agcgataaat
   685321 aatcatgcga aattgtttga aacaaaatat tgtaatattt ctttagaaga catagaagaa
   685381 gctgaattta cgaatgacac ggaacatgag acactacatg taaaacagca tttacatata
   685441 caaacgatga cgtatcaatt tacgaaatca attgatcaag ataaattata cgaatggctt
   685501 tcgaatttac cagatagtat ttatcgtgtg aaaggttttg tgaaatttca tggggacaaa
   685561 tatcctcact tattccaata ctcgttcggg gtaccaactt tactggaaca agacttcggt
   685621 ttcccaacga acctggtagt aataggggaa gggctagata agaaacaatt ggctgaaggg
   685681 ttagagaaag tggaacttaa ttctaattaa gattaaagta gctgcccaca agtcggtgaa
   685741 accgacttgt gggcagcctt tttatttctt atgagtaacc atttagctac ttgtattcat
   685801 gttaaatagt cactctttta gtattttcgt tttccaagat aaacatttac actagtacta
   685861 gagtctctac taaattcaat tttgcgacca tctaattcta ttgttcgaga gcttgcagta
   685921 ggatttttaa ttagactata cagataatct gctttagttg gtagtagtgt attgagaatt
   685981 tttttcaccg gctcgtttaa tacaggatca tcactatgaa tagacattct atatgcactg
   686041 tcatcatagg gagaaaaatt aaaatgcata atgccatcat atgtttgacc agttttagtg
   686101 aatacatagt tataatcggt ttttaaaaac ccagaatcaa ttagtatatt ctcaatttct
   686161 ttgtacttat cctcatcttt tgcaggaata gaatcaggaa taaaataagg gcttacatta
   686221 attgctttat acataaacgt tgcaaattgt tctcttgtta cattcatttc tccgccatat
   686281 tgatagtttc caatcccttt tgtaatgcca ttactataca atgaacgaac agagtctgtt
   686341 gcccaaaaat tatttggaac atcatagaaa aggtcatttg tttttacagg taaatgaaaa
   686401 gctttttgta aaataacagc catttcatat cgagttaatg tatcatcagg tctaaacttg
   686461 tcagtgctat tgtcccctgt cataagtcct ttttgagcaa ctgctttaat attgttttca
   686521 aacatatgcc catgaatatc agagaaatgt ttatttgtag atccggtatt ttctagtttt
   686581 aagtatcttg aaataatcgc agccacttgc ccacgagtta cattgtcccc aaatccaaat
   686641 tttccgttac cataaccact aataatcttt tgctcagtta aatggtcaat cgaatcttta
   686701 gaccagtgat tcgttggtac atcaatgaaa tgttcagttt gcgcatgagc gttcgttgca
   686761 ccaaataatg tggcggtaat taagcctgtt gcaagtacat gtttaaaatt cattatgatt
   686821 cctcctaagt atataaaaca atagtttctc actcatatcc gatgcttata agtgataatc
   686881 aattatatat tatattacta tattacggtt ttgtaaaata tggatttact ttcataatat
   686941 tgcttaaatg tatatggtgt tatgagaggg tgggaagtgt aaaaaagtca actgacgagg
   687001 catttatatg ttctgattag gaatgcgtta taaaattctc actaattaat atctagtcaa
   687061 aagaagccaa actttattgg tttatagaaa aacagttgca gattttgtct aacattaata
   687121 attgtaaaat tcagaaatat atttataatc aaatctaaga ggtgattcag gtgtcagaaa
   687181 aaataataat ggatgtaaaa aacctaacaa caaaagggtt agaaacgaga gagaaattat
   687241 tgtgtgctgc agaagaggtg tttggtagta aagggtatta cgaggcttct atcgtaaata
   687301 ttacacaaga agcaaaggtg gcgcacggaa ctttttataa ttactttcca tctaaaaaag
   687361 atatatttga tgaattgatt cacagattga accgtgagtt acgcttaatt attaaaggag
   687421 aaatggaggg aatatcaagt tacgaagagg cacaaaggag aggttttcag gccttctttc
   687481 gatgggtgaa agatcgtcct aatctatata atattgtaca acaggcggta gttgttgatg
   687541 ataatttata tagatggtat tatgcaaagc ttgcaaatgg atttttaaaa agtttatcgg
   687601 ctggtatgga agcgggagag tttaaatggc ttgataaaga aacaattgcg tattgtctta
   687661 tgtcaattgg gcaattttta ggaatgcgat ggggttattg ggaagagaaa gatgttccag
   687721 aagatgtatt tgaagcagcg atgtcattaa tatttgaagg attgagaaag agataggggt
   687781 gggagaatat gcaaggcatt gcttattgga ttgaaaaacg ggcctattta catccagatc
   687841 gcattgccat tattacagaa gaggaggaaa tgacatataa gcagttacat gagtatgtaa
   687901 gtaaagtagc cgcatattta atttacgaat taaatgtgaa aaaaggagaa aggatagcta
   687961 ttttatcgca aaatagcttg gaatatattg tgcttttttt tgctatagca aaggtagaat
   688021 gtattgctgt tccactaaat atacggttaa cagaaaatga actaatattt cagttgaaag
   688081 atagtggaac tacagtttta tttgtagaga aaacatttca aaatatggca ttgtcaatgc
   688141 agaaggtatc gtatgtacaa agagttattt cgattacaag tttaaaagaa atagaagata
   688201 gaaaaattga taactttgta gagaaaaatg aaagcgcatc ctttattata tgttatacat
   688261 cagggacaac tggaaaaccg aaaggagctg tacttacaca agaaaatatg ttttggaatg
   688321 cgcttaataa tacatttgcg attgacttaa ctatgcacga ccgctccatt gtgttattgc
   688381 ctttatttca tattggtggt attggcttat tcgcatttcc aactttattt gcaggcggtg
   688441 taatcattgt tccaagaaaa tttgagccaa ccaaagctct ttctatgata gaaaaacata
   688501 aagtgactgt tgtgatgggg gtacctacaa ttcatcaagc attaataaat tgttcaaagt
   688561 ttgaaactac aaatttacaa tcagttcgct ggttttataa cggtggtgct ccatgtccag
   688621 aagagttgat gagagaattt atagatagag gatttttatt tggtcaaggc ttcggtatga
   688681 ctgaaacatc accaaccgta tttatgcttt cagaagaaga tgcaagacgt aaagtaggct
   688741 cgattgggaa acctgttctg ttttgtgatt atgaacttat tgatgaaaac aaaaataaag
   688801 ttgaggttgg tgaagttggg gagttactaa taagaggacc gaatgtaatg aaagagtatt
   688861 ggaaccggcc agatgcaaca gaagaaacga ttcaagatgg ttggttatgt acgggtgatt
   688921 tagctagagt tgatgaagat ggttttgtat acattgttgg tagaaaaaaa gaaatgataa
   688981 tttccggtgg tgaaaatatt tatccacttg aagtagagca agtcattaat aagctttcgg
   689041 acgtatatga ggtagcggtc gttggtaggc aacatgtaaa gtggggagag attccaatcg
   689101 cttttattgt gaaaaagagt agcagtgtat taattgaaaa ggatgtcatt gaacattgtc
   689161 gtttatttct agcaaaatat aaaataccga aagaaattgt ttttctaaaa gaattgccta
   689221 aaaatgcaac tggtaaaatt caaaaagcac agttagtaaa tcaattgaaa agtaggtgaa
   689281 gagatgacga tgtatagcac tggtcaacag gcgtcatgta gtaaaacaat tacagaaacg
   689341 gattttgtat tatttgcagg tttgagtggg gattttaacc caatccatat tgatcatgag
   689401 tatgcgaaac aaactagatt taatcaaaga atagcacatg gtttactaac ttctagtctt
   689461 ttatcacaat tacttggtat tcatttacct ggaaaaggat ctgtttatat ggaacaaact
   689521 attaaattta cagcaccagt ttttatagga gatacaatta cagcaacggc tacagtacaa
   689581 gaatttatga tggaaaagag agttttgaaa ttgttaacag agtgtcataa ccaaaaagga
   689641 gatttagtat taacaggtgt agctacaatg atggtgccaa aataaggagg agtagtctaa
   689701 tgaatattgg gattgaagcg actggtgttt tcttcccaaa agacgtagag acggctgtag
   689761 atctatctaa gaaaacaggt atccctgaga atattattat agaaaagttt ggcttatatg
   689821 aaaaacatgt cgcagacgaa atgatgcatg catcagattt agctattgct gctgcaaagc
   689881 caatattatt acaagtaaat cctcagtcta ttgatgtagt catttatttt ggcagtccac
   689941 ataaagatta ccacgtatgg tctagtgccc caaaaattca gcatgaactt ggattgaaaa
   690001 atgcttatgc ttttgaaatt atgaatgtta gttcttgctt tccaatcgct ctcaaagtcg
   690061 caaaagacat gctttactcc gataactcaa ttgaaaatat attattggta ggtggatgta
   690121 aagaatctca aattgtagat tatgataatc cacgctcgcg ttttatgttt aatttcgctg
   690181 atggcggaag tgcagcttta gtgaaaaaag acgctaaaaa cggtgaaata ttaggaagtg
   690241 cgataataac agatggttca tttcatgaag atgttcgtat cccagctggt ggatcaaagc
   690301 aggttgcgag ctatgataca gttgagaatc gacaacatta tattgatgta atagatccta
   690361 atagtatgaa agaacgtcta gacccgattt caatccctaa ttttgacaag gttattcggg
   690421 aggcgttaag aaaaagtgga tatactccta aagatattaa agtattgtta ccactgcata
   690481 caaaacgttc tatgttaata gaattgatac aggggctagg gctaacggaa gaacaagtcg
   690541 tatatttaga tcattatggg catatgtcag cgcttgatcc gtgtattggt cttcactttg
   690601 caaatgaaca aggaaaatta caggccggag atattgcagt agtagttagt gcagggactg
   690661 ggtatacatg ggcagcgact gtgattaggt ggtgaaaaat tctaaatgaa catatgagaa
   690721 atggaggtat ttggaaaggg gcggcgaatg taatggtact tcattaaatt ttctcaacag
   690781 atttgtttgt atgattcaaa gaaaaagtca taattacggg tggataactt tggcgagatt
   690841 gattctatca gaaagtaaag tatggggagg atcacaatgt cgatgaaaaa acgtaaatgg
   690901 ctaagaatga tggctactgg ttgtgtttta ggttcgttat taataacggc agcttgttca
   690961 ggaaagaaaa caagtacaga ggatgaaaag acgattaagg taggggtgct tgcatcatta
   691021 acaggtccat tagaatcgta tggaaaacaa acaatgaacg gatttgaatt agggttagac
   691081 tatgcaactg gtggaactgg gaaggtggaa ggtaagaaga ttaagtttgt tgtcgaagat
   691141 acggaaacga aagctgatgt agcagttaaa aaagctacga aattattaga agaagagaaa
   691201 gttgattttt tagtcggatc ttctagttca agtgatacat tagcggtttt accactagcg
   691261 gaagagtacg aaaaaataat ggttgtagaa ccagcagtgg cggatagtat taccggcaag
   691321 aactggaata aatatatttt tagaacaggt agaaattcct ctcaagatgc agtcgctggt
   691381 gctgcagcaa ttgctaaaaa agatgtgaaa atagcaacgt tagcacaaga caatgcatac
   691441 ggccgtgaag gaatttcggc atttaaagct ggagcgaaga aattaggtgc aaatattgta
   691501 aacgagcaat atgctgatac aaattcgact gacttcactg caaatattca aaatatcatt
   691561 agctcaaaac cagattattt atttatcgtt tgggcagggg caaactcacc ttggaaacag
   691621 ttaaaagata tgaatgtgga agcgcaaggt attaaaattt ctacaggtgc accagatata
   691681 ccggcattaa aaacgatgga tgcgttagta ggaatgcaag gtttttctgt ttattatcat
   691741 acactcccga aaaataaggt gaatgattgg ttagtggaag aacataaaaa acgatttaat
   691801 ggtgcggtgc ctgatttatt tacagcagga ggaatgtcag cggcaatttc aattgtagaa
   691861 gcgttaaaga aaacaaaagg tgatacagat gtagatacat taattaagag aatggaagga
   691921 atggaatttg atacaccgaa aggaaagatg aagtttagag aaaaggatca tcaagcgatg
   691981 cagacacttt attctatcac attgaaaaag caagatggtg ttgattatcc ggtgccagta
   692041 ttagagcgag aattaacgat gaaagagaca gagccaccag ttcaaagtaa atagactgaa
   692101 ttttctgttg tttttatata aagaggggac accctcttta tacgtatttc tttcatactt
   692161 aaagcttgaa agggagggat atcgtgacac atttgctaga aacgaaaaat cttagcgtat
   692221 cttttggtga gcatcatgtt attaaagatg tgaatttaat agtacaaaaa ggaaagctca
   692281 tttccattat tggaccaaat ggtgcaggaa agacaacgtt atttaattta ctaagtggac
   692341 aaatttctcc aacgaagggt gaagtatatt ttaaaggtca agagattaca aaattatcaa
   692401 tttcggatcg aactcgatta ggaattggtc gttcttttca acttacaaat atatttccag
   692461 agttaacggt acttgaaaat gttcgtttaa gtgttcaatc atttgttcaa gattactata
   692521 gtttttttcc gagttcggca aaatttaagc aacaagttgg agaggcgaga cgtttcttaa
   692581 aaacagtatt acttcaggag aaagaacatg tattagcgaa agatttagcg catggagaaa
   692641 agcgaaaatt agagcttgcg atgttattag ctttaaaaac ggatgtgtta ttacttgatg
   692701 agccaacggc aggtatatca gttgaagagg taccggctat tttacaagtg attgaaaata
   692761 taaaaaaaca tccagagagt acgattgtac ttattgaaca caaaatggat atggtactag
   692821 gtttatcaga ccatcttatc gttttattcc atggagagtt attggcggag ggtatgcctg
   692881 aagaaattat gaaagatgag cgagtacaaa gtgcttattt agggggatta tatagtggca
   692941 ctattacaag tgaataatat agagacgtat ttagatcagt ttcatatttt acaaggggta
   693001 tctcttgctg ttgaaaaagg aacgattact gtactgtttg ggagaaatgg tgcagggaag
   693061 actacgacat tacgttcggt tatgggattt caccatattg cacatggtga aatttattat
   693121 gatcgtacac aagtaaatgg attgtctaca catttaattt caaggaaagg aatagggtat
   693181 gtaccagaaa atcaaggtat ctttcacgac ctgacaatag aagaaacatt cgctcttgct
   693241 agaggtaagg gtgaagaagc ggaagaaaaa atagaatgga tgcttgaact atttccagat
   693301 ttaaagcaat tttggcacaa aaaaagcggg ctcttaagcg gaggacaaaa gcaaatgcta
   693361 gcaatttcaa gagcgtttat taatagtgat ggtttattac ttattgatga gccgagtaaa
   693421 ggcttgtccc ccattatgat agaaaagtta atgatagcca ttttaaaaat gaaagagaaa
   693481 acaacagttt tactcgttga acaaaatttt atgatggcta gtcaaattgg tgattacttt
   693541 tatattatgg ataatggaaa aattgttcat aacggtttta tgcatgaatt aaaagaggat
   693601 aaggaaatgt gtcataaata tttaggaatc tcttaacatg aatccgaggt gagaaggatg
   693661 gatgtgttaa tcaatttatt tgtaaatggg atttcaacag ggatgctcat ttttttatta
   693721 gcatcaggtc tttcgcttat tttcggttta atgagtgttc taaactttgc acatggtggt
   693781 ttatttgcgt ggggagcctt tacaggtgtt tggttattta atatgacagg tagttacgta
   693841 ttagcgttaa ttggagcaat agctatggga atgttccttg gattcatttt agaaagattc
   693901 cttattagac cggtatatgg aaatcatgtt cgccagcttc ttgttacgct tggaggaatg
   693961 cttgtactta gtgaatgtat taaagtattt tggggaccaa atccaattgg ggcaaagtta
   694021 ccgttatggc tacaaggaag ttttacattc ggaggcgtta tattaattaa atatcgtcta
   694081 tttgttattt taattgggat tatcatttac gttgccttac tattattgct caaaaaaaca
   694141 aagataggtc ttatgatacg cgcaggtgta atggataaag agatggttca agcgctcggt
   694201 attaacgtaa aagcgatatt ttctttcgtc tttttattag gagcagggat ggcagcgttg
   694261 ggaggtttct tattagcacc gtattcaggt gttattttcg ccgaaatggg tatgcagtat
   694321 gcgattttag cgttcatagt agtaatcatt ggaggattag gaagcgtaca aggttcagca
   694381 attgcttctt taattgtcgg attagctggt gcttttacag cgtattttat accggattta
   694441 tcacttgcaa tcaatatgtt aatgctactg tttttcttaa tcgtgaagcc aaatggactt
   694501 gttggtgaaa aggggtgaaa tggtgaacag cacatcaaat cgaattaaag tatacttcgg
   694561 agtatgtatg ctcatttgtt taagtgtatt tccattcgta aatgattcac ggagcttgtt
   694621 aattttgttc actcaaatct tcatctttgc tatttttgca atgagttttg atgtattgct
   694681 tgggtataca gggattgtat catttggtca ttgtatgttc tttggaatag gagcatatgg
   694741 cgtagcgctt ttatttgatc gacaaggagt atccataacg aactttttta tagggatagt
   694801 agctgcaatt atcatttcag ccattgttag ttatataatt ggtttgcttt ctttacggct
   694861 gaaaagtcat ttttatgcaa tgttaacact tgctatttca cagttgtttt tcgtacttgc
   694921 tgaaaaatgg cgtgggctca ctcacggagg ggatggtttt acatttggtg taccagacgt
   694981 attccgtgat cgctttacgc tttattatgt aacacttata tgtttactta tcatttttgt
   695041 tctgttacgt cttttcacaa aatcttctat tggaaaagta ttaaaggcaa tttcacaaaa
   695101 tgagcaacgt gttgaagcac tagggtataa agttcttcat tataaaatta ttgctagtgt
   695161 tgttgcagga gtagtagctg cgataagcgg tggtttattt gttattactt tacgctttgt
   695221 taatacaact gtattttcaa ttgaaatgac attaaatgca ttattgatga cgatgattgg
   695281 aggcgttgga acgttaattg gagcaattgc tggagctgga attattgaat ctctaaaata
   695341 ttatttatca gaactagcta cagagtatcc gatttttgaa cgatggacaa ttattcttgg
   695401 tttattgtac attatcgtat tgctagtttt cccgaaagga ttagttggca cggttaaggg
   695461 tttgaagaat atgaaacgga ataagaagga gaaacgtgca gaagtggagc aaaacgtgtg
   695521 aaaaatcgat tgtataaaat atgaaaatcc ctcttttaga ttcgtaaagg agggattttt
   695581 tattaattaa ataattcatc agggatgtgt tttgaagagt tttgatttgt gaaaaaatgg
   695641 acagttaatt tctcaatttg aacatcttca attggtacca atttatcatt attaatcggt
   695701 aaaaaggcta tgccttttcc gtcctgaata tactcttcca taagcgaata agaatctagt
   695761 tgttgaagtt gacgctgaga taaattattt tcttttagaa attgaatggt cttatttcta
   695821 aaagggcact ttttgtcatt gctaacgaag aagagttcct ttgaatagtc aacggtacac
   695881 ttttctttcg cttttaataa accgatagaa attgaagtgg aaaatacttt tttaaacgct
   695941 gtgtccgggt aatcctcata agtaatgacc atatcaactt tttgttgctg cagtaatttt
   696001 tgcaaatgac tactattttc tacatatatt tgataattcc tgaaattttc tttaatgcgc
   696061 ttacttacat aattagtcaa aattgattgt gacgtcgcta ttacataaga agaaccacac
   696121 attttaattt tatctctcgc ttcttctact agcgttaata tttgatttgt gtagtctagt
   696181 aaaatatcac cagaaggtaa caacgaaacg cctttgttat ctctatgtag taaaggtgtt
   696241 tctaattcta gttctaattt tttgattcgc tcagttacgt ttggttgaac atatcctaac
   696301 tctttcgcag ctttactaat agaaccttcg ctagctacag ttttgaatat aataagatca
   696361 tttatttcca tttatcacag ctccttatac gatatcatta taaatgatac caagcataag
   696421 ttatacctat tttacgttag tcagtcatcg ctttatcatt atgtatatag gatagaaagt
   696481 gagtgataaa catgattgga atgcaatata aggtcatttt gccgaaagat tatgatatgg
   696541 agattattag gaatagggta aaggacaatg ggcataaaac ggatggcttt caagacctaa
   696601 attttaaagc ttatttaatt aatgaggcag gtaaagacgg gaatttctat aactgttata
   696661 cacctttata tatttggaat ggtcatgaag gaatgaacaa atttatcttt gaagggtatt
   696721 acgataatat tttacaatcg tttgggtggc aacaaataaa tataggtgtt ccattagttg
   696781 ttaatttaag tgatgatttt aaaaaaagta gatatgttgt tgagtataca gggagtattt
   696841 ctcaaagtaa ttcactgaga gagactcaat taaacactat gaatgagaat gtacaaaaca
   696901 tagaaaaatg tttaggaaat ataatcattt ataatccaga taaatgggga tatagccata
   696961 tcaggtttta taatgaaaag cctgatatgg taacgaataa agatgttaca gtatatgaga
   697021 ttttacacat ttcacgatga aaatttgttg aagtttaaga aaagggatga aaatgtatgc
   697081 cttttgtgaa cgtttattat catgaaaata aattaaataa agaagaaatc aaaaaggtag
   697141 gtgaatgtat tcatctttca ttaattgaac attttaacat ccctgaaaat gattattttc
   697201 aaatgttttt accttatcaa caaaatcaat ttttatatga tccatattat ttattagaaa
   697261 gaggagaaaa gagaacagag aatatgatgt atgtttctat tacatgtgga cagggaagaa
   697321 cgataaaaca gaaaagtgat ctgtatcaat cgatatcctc gaaggtttct gaatgttcta
   697381 gtataaaacg tgcaaatatt tttattacgg taaatgagac atctgcagaa aattggtcat
   697441 ttggtcaagg aatggcacaa ttggtaaaag tgaaggggga gtgaaatgat gaatggatcc
   697501 attgaatatt gtattcaaga gaaaatgaga gaaaaggcac ctgcatttgc tcattatagt
   697561 gaaaaaatat tgttcgagga agtgtggtgg gatgacactt taacattaag agaaaggagt
   697621 ttatgtacag tgtcggtatt aatcagtctt ggtaatacag aacaattacc atttcatttg
   697681 cgactggcca aacaaaatgg aattaaagaa aatgaaatga ttgcattaat aacacatatg
   697741 gctttttatg ttggttggcc aaaagctgtg tcggctttct tatcgttatt tatgtaatac
   697801 tctaatgaga tatttttcac gttttctctt gcttttttat cacttgcgta gtaaagtgat
   697861 agtaagattc acgataggaa gtgatcaaac atgcgtgata atacgatagg atcattaata
   697921 tggttacgtt taatacgatt tacgaatcaa agtaatcaga tgtcaaatga gtttttaaaa
   697981 cgttttgatt taacgactgc tcaatttgat gtgctgttgc aaatacgtac gtatcagcca
   698041 ctaacacaaa tggagttagc tgaaaaggta actgttacac aaggcggtat ttctcgaatg
   698101 ttaactcgtc ttgaaaaaga aggatatatt gtacgaaaac aagattggaa gacgaaaaca
   698161 attagtctta cagagcaagg agaagcagct ttagagagag cattgccaga gcaacttgca
   698221 tttcaatcat ctttttttga tgatgtatta aatgaagaag aacagaaaat attatacgag
   698281 ctaatgacga aagttcataa gcacagtgaa aaaaaagaat taccgaaaga gtaatttttt
   698341 ttacactgtc aattgactaa tcaagtgaag ttgtaggcaa tagaaaaata catttgactt
   698401 acaaacgttt ttataagaga aactaataac acttcattaa aggagagagt aatgatggaa
   698461 aaataccgta tggatacaag taaagggatg gagtttggat tatattcgat tggggatcac
   698521 gttttaaatc cgcataatgg agagaaaatt agtacggaac aaagaattca tgaattaatt
   698581 gaaacagcta agttagcaga taaagctgga cttgatgtat ttgctatcgg agaaagtcat
   698641 caaacgcatt ttacaacgca ggctcataca gttattttag gagctattgc acaagctacg
   698701 aaaaatataa aaattgcaag ttcggcaacg ataataagta cttctgatcc ggtacgagta
   698761 tatgaggact ttgctacaat tgacttaatt tctaatggac gtgcagaaat tgtggctggt
   698821 cgtggatcac gtattggggg atatagttta cttggttatg acgtaaatga ttatgaagag
   698881 ttatttgaag agaagatgga tcttttacta aaaattaata aagaggaaca tgtaacatgg
   698941 aatggacagt ttagagcacc gcttgcacat gcatcggtta ttccaagagc taaaaataat
   699001 aatttaccaa tttggcgtgc agttggtggc ccaccagcta gtgcgattaa agcgggacgc
   699061 gcgggtgtac caatgatgat aacaacacta ggtggtccag ctattaactt taaaggatca
   699121 gtagatgctt atcgtgaggc ggctgcgcaa agtggattca atccagcaag tttgccagtt
   699181 gcaacaacga gtttatttta tacagcaaaa aattcacaag atgcacttag tgaatactat
   699241 cctcacatta atgctggtat gcttacacta cgcggtggtg agtatccaaa acaacaattt
   699301 acaaatgcat tagattaccg tgacgcgtta atggttggta gcccgcaaca aattattgaa
   699361 aaaatgcttt accaatatga attgtttggg caacaacgct ttatggcaca aattgatttt
   699421 ggtggtgtac catttgataa aattgagaaa aacatcgaat taattgctac tgaaatttta
   699481 tcggctatta gaaaacatac agcaaaataa tttgaaaaat accgagagtc taatcgattc
   699541 tcggtatttt tctatgtatt gatttagttt gaaaaaatga caaaaaaatg aatttttagt
   699601 atagaaagtg ggagtagact ttctattttt gaataacatt attttgtgtt tgaattttaa
   699661 aaatacattt tcctcttgac aaaaaactca ctgatttctt cgttggttca gaggacgttt
   699721 tttcacgtga aagtcaagtg tatgaagagg gaaatgatta ttttattgat atgaaagtaa
   699781 gtcttatatt aaaaaaatac attttattaa tgagaaaaat ctaattcaag aaaatgacaa
   699841 aagacatatt tcagacaaaa tgatgtcaat aatacgtcaa aaatcagctg aatttactat
   699901 gcaggtatat tatacaattc gattaacgga taaaacacta ctgaaatagt gaaaaggtaa
   699961 attttatgag aaagttcttt tgtaattatc ttgaaaactg aaaatttata ttttctaaaa
   700021 gtacataaac aaatttatct ttctatattt ctaagaattg agttgtttta ttcatacaac
   700081 tcaattgaaa ttacgatata aaaaattatg aaggaagtga ttgtagtatg gaaacgctcg
   700141 aattggcacg aatacaattc gcatcaacaa cgattttcca ttactttttt gttccgctgt
   700201 ctattggttt agcttttatc attgcgttaa tgcaaacgtt atatgtagta aagggacaag
   700261 aaatttataa gaagatgacg aagttttgga cgcaaatatt ccttgttaac tttgcggtag
   700321 gtgtagtaac tggtattcta caagaattcc agtttggtat gaactggtca acctattcac
   700381 gtttcgtagg tgatgtgttt ggtccatcac ttgcaattga aggtttatta gcatttttca
   700441 ttgagtctac atttttaggt ttatgggtat tcggtgagga taaattaccg aagcgaattc
   700501 accttttatg tatttggctc ctttcaattg ggacaatgct atcagcgttt tggattttaa
   700561 ctgcaagtgc atttatgcaa tcgccagtag gatatgaaat ggcagcagat ggacgtgcac
   700621 aaatgaatga tttcttagca attattcaaa acccacaatt atgggtacaa ttcccgcata
   700681 caattacagc ggcaattgca actggtgcat tctttattgc aggtgtgagt gcatggaaaa
   700741 taacgaaagc tcaagaaact gaagtgttta aaaaatcatt ccgcatttct atcattgttg
   700801 gaacacttac aactgcgcta gtattattct tcggtcatgc gcaagcgcaa caattaatta
   700861 agacacaccc aatgaaaatg gcagcagctg aagcattatg gaatacgagt gaggatccag
   700921 cgccatttac agtatttgcg aaaattgatg cagagaagaa agaaaattcg tttgaaattc
   700981 aaatccctta tatgctaagt ctattatcat atgataaatt tagcggtcaa gtagaaggga
   701041 tgaatcaaat tcaaaagcaa tatgaagaaa aatatgggcc tggagattat attccaccag
   701101 tacacacgat gttctggagt tttagagcga tggtaatgag tggaacattt atgcttcttc
   701161 taggggcgta cggatggttc ttatcaagaa aagatcgatt agctgaaaaa acttggtatt
   701221 taaaattaat ggtgtatgca atttcactac cgtttatcgg taatacagta ggatggatta
   701281 tgactgaaat gggacgtcag ccttgggtag ttttcggtgt tatgaaaacg gaagatgctg
   701341 tatctccaaa tgttacgttc ggagaagtgt tattctcttt agtttcattc acatcactat
   701401 atttaattat aggtggaatt actatttact tattcgttcg tattattaaa ggacatgaga
   701461 ataagaaaac gaaacaggat tctcaaagcc atgatccatt tgataaggag gaagagtatg
   701521 ttatctctta atgagttgtg gtttatcatt attgcagttt tattcgtagg cttctttgta
   701581 cttgaaggtt tcgatttcgg tgtaggtata gtttcaagat ttttagggga aaacgattta
   701641 gagaaaagaa tatacttaaa tacaattggt ccattttggc acgcgaatga agtatggctt
   701701 gtttgtgctg gtggtgctat gttcgcggca ttcccacact ggtatgcaac tttatttagt
   701761 gggttttaca ttccttttgt gtttatgctt ctcgccttaa ttataagagg tgtttccttt
   701821 aaattccgtg cgaaaataga caatcataaa tggaaaggtt tttgggattg gggtatgttt
   701881 ttaggaagtt tactaccacc tattctgtgg ggagttgcca ttgctaactt tatggtaggt
   701941 attccaattg atgagacgaa aaatgctgta ggtggattct tacaattact tcatccattt
   702001 gcattacttg gaggagttat gttccttctg ttatgtattg ttcacggatt gcaattcctg
   702061 actatacgta caactggtaa gttaagagaa cgtgcacgta ttgctgcgtt gaaaattgca
   702121 ccgcttgcaa ttatcgcact tcttattttt gctggtgttg gattatggaa aacagatatt
   702181 ttcactggtc atggtaaaga gtggattatg gttccgattg gagcttttgt agcattatgt
   702241 gcgtcaacat tattaaataa aagaagaaga gatggttggg ctttctttat gacaagttta
   702301 acaatcattt tactaagtgc gagtgtgttt gccggcatgt tcccacgtgt cttaattagt
   702361 tcgttagggt caatatacga tttaacaatt tataatgcag catcagggga ttatgcacta
   702421 aaactgatga cgtatttttc aattgctata ttgccatttg tattgggaag tcaaatatgg
   702481 agtttttatg tgtttagaca acctgttaag tcagataaag atttggagta ctaatgaaaa
   702541 gaaaaagagg acttccgtcg tatcctggta gccgagtttt atatgtagtg ctaacaatca
   702601 ttagcatttt agaagctttt agtattattg cacaaacagt gtttttagcg cgggctatta
   702661 cgttcctatt tcagggggaa gcagtgcaat ctgtgttaaa tgaaactgtt tatttcggaa
   702721 tcgcgtttgc agtacgtcac ttgctagttc gaatatcgca aatattagtg gaacgttttg
   702781 ctgaaaaaac aggatcgcta ctgagaaaac aattaataga ggcatatttc acattaggtc
   702841 cacggtatgt tcaaactact ggaacaggtc atctggttac cttatcaata gagggtattg
   702901 agaaatttaa aacatatatt gaattaacta ttcctaaaat gattagaagt agtatcgtac
   702961 cgggactaat tgtactatat gtttttacac tagatatgga gtctggaatc attttagttg
   703021 taacgattcc tatcgtaatt gtttttatga tcctactagg attagcagcg cagaaaatgg
   703081 cggatagcca atatgaaaca tatcgtgttc tttctaatca ttttgtagat acgttaaaag
   703141 gattagaaac attaaagtat ttaggtcaaa gtaaacaaca cgaaggaaag attgaaaaag
   703201 taagtaaaag atatagaaaa gcaacgatgc gtactttgcg ggttgctttt ctttcttcat
   703261 ttgcattaga tttctttacg agtttatcaa tcgcatttgt agcggtcgga ttaggtatac
   703321 gtttaataga tgggacaatt gtactattac catcccttac gattttaatt ttagctccgg
   703381 aatatttctt accgattaaa caagttggag caaattatca tgctacatta gatggacaac
   703441 ttgcaatgga gcaaatagaa gagattttac agcgacaaaa agaaataggg aagaaagaat
   703501 ctaatgtaga tctaatatgg aattcctcta gtaacttgaa attacaagat gtaaaagtaa
   703561 agaatgatga atctgaaaaa gctatattag aggaaattga ttttacttgg aatggaaatg
   703621 gcgctatagg cgtgattggt gaaagtgggg cagggaaatc gacgttaatc gacgtattag
   703681 ctggattttt aactccttcg agtggaaaga tgattgtaaa tggtgtggaa attgacgggt
   703741 ctactcgtga agagtggcaa aagaatattg cttatattcc gcagcaacct tatattttcc
   703801 cgctttcatt aaaagataac atttgtttct atgaaacaaa tacaactgat gaagaagtgg
   703861 aaagagttat taatgaagtc ggtcttcgtt cacttgttac atcgcttccg aatggaatgt
   703921 atgaaagaat tggagaaggt gggcgtatgc ttagtggcgg acaagaacaa cgtgtcgcaa
   703981 tggcgcgagc ccttttaagt aaaaagccaa ttattttatt agacgagcct acggcacatc
   704041 ttgatattga aactgaattt gaaataaagc aagcgatgtt acgtctgttt gaaggtaagt
   704101 tagtatttct tgcaacacat cgtcttcact ggatgaaaca aatggatcat attcttattt
   704161 taaataaagg ggaaatgata gaaagtggaa cctatgaaga acttgtaaag aatgagacat
   704221 tacatgttca caggaaagag aggggataga gatgagtaac tggattaaac cgtatgtaca
   704281 gcaaaataaa ggtagaatga ctgtaactat tttccttggt ctgcttggag ttagttcagg
   704341 tgcaatgcta cttttcattt caggttattt aatctctaaa tctgctctta gaccagaaaa
   704401 tgtaatggca gtttatgtac ctatcgttgc aacacgtgcg tttagtatag gacaagcggt
   704461 atttcattat ttagagcgtt tagttggaca cgatgttgta ttacgcatat tagaaaagat
   704521 gagaacgaaa ctatatggga tagtagaacc acaggcgtta tttttccgtt cgcgattcca
   704581 aacgggtgat atgttagggg tattatccga agatatagag catttacaaa acctatattt
   704641 acgtacaata tttcctagca tattagcatt agttgtatat agcatattcg tacttgttat
   704701 tggttcattt gacgtagtgt ttgcacttat tgcagggtgt atgctagcga ttatcgtttt
   704761 tcttcttcca tttatatcat tacttttgat gaagaaacat catgttactt taaagcaagg
   704821 aagaaaccgt ttgtaccaac aactaacaga tgctgttttt ggattatctg attggcaagc
   704881 aagtggtaga aaagatgaat tcattgctaa gtatgtagaa caaaatgatc agttgttaaa
   704941 aatcgagaaa agaatgaagc gttggaatca tattcgggac agtatcattc aattagtagt
   705001 agggattgta gtcatttcaa tgatcgtatg gactggaaat gaggcggcaa gtgaactgat
   705061 tgcacctact gttattgcgg ctttcgtctt aatgacgtta tctgtcacaa acgcgcttat
   705121 tcctctttca gatgccatcg atcgcattcc atcgtatgta gaatctgctc atcgtctaaa
   705181 tcaagtagaa ggtaaagata cattacagta tgaagaggaa ttacatggag ataaagagta
   705241 tgttgcatca aaacatatag atattgaatt aaatcatgta tcgtatagtt atccagatag
   705301 caatgaattt gtattgaaag acgtatcatt acaaataaaa gcagggaaga aaatcgccat
   705361 tttaggaaga agcggaacag gaaaatcaac tttattaaaa ctgttaacag gtgcgctaag
   705421 cccattacat ggtaaagttt tattgaatag tgaacatgct cacacgaatc ttttatcaaa
   705481 atatatttct gtattgaatc aaaagccgca tttattcgat acgacaattg gaaataatgt
   705541 aaggataggc aaaccagagg caacagatga agagatatgg aaagctttag agaaagcaca
   705601 attagcttcg catattgctt ctcttccaga tggattacaa acgaaaatgc atgagatggg
   705661 aaaaagattt tctggcgggg aaagacaacg agttgcattt gcaagaacgc taatgcaaga
   705721 agcaccaatc attgtactag atgaacctac aatcggctta gacccaaaga cagaattatc
   705781 tttaatagaa ataatgtttt ctgcaacgga agaaaagaca gtaatttgga ttacgcacca
   705841 tcttgtaggc attgagcatg ttgatgaagt aatattcctt gatcgtggtc aaattgtgat
   705901 gcaaggtagt catgaacaac ttctgaaaga aaatgagaag tatagacagc tttatgaact
   705961 tgataaagga atatagtttc atttagtagt tggttttttt aaagtattca ttcttcataa
   706021 aaaagaatga atgcttttta tttatatccc gctatttgcc gggcagtaaa acctcacctc
   706081 aaaattcagg gaaagcaaag aagttagatt agggcctcgc tgtcagtaaa aaaacaattg
   706141 agaatgactg attaaagctt cattttatga tagaacagag tatatcttaa cttgttatgt
   706201 tttaaatttt gctgaccaag gcaatactga gccatagtga atgtaaagtt ggagggcgag
   706261 cgtatatgtt tgatgaagat gggatagttt taattatgga accagctgat gaaaggaact
   706321 tgaggagatt tattttttca gtgccaaaat cagtgtatga aaagaagggg cttacattac
   706381 actacggaac agctatagga caaggatata tggatataat tgaagatatt attagcgtac
   706441 atatagaaat agatgtggta actgtaatcg ggcatgtaag cggataaata gctatttgaa
   706501 aaaaggtttt aagtaattta gatagaagtt atgatagaga aaattgcaga taattataaa
   706561 aatggaggga gcctaaaatg aaaataaaat caattttatt agcatgtata gtctcaattg
   706621 gattaatggg atgttcacta gtagaggaag gaaagaactc cctagattat gcgcaaaaag
   706681 cgacagacta tgtaaatgaa ataagtgcat ttgcaaatga tgcaccagca ttagcagaaa
   706741 aggccgttaa tgatagcgaa gctcgaaaac aattagaaac gaaacttagt gaaattaaac
   706801 aagacatacc cgcattcaat gaattaacgc cacctgatgt agcaaaggat cttcatcagc
   706861 aaattgtcgg atataatgaa aagttaaata cgttaattga tacggcgatg acaaagatag
   706921 aagaaggaaa agtggatgta gagcaattta aaaactctga gcttatgcag acggtagatc
   706981 aagttcgaga tttgaaagat aagatacaaa atttagggca ataatgaaag gctccggttg
   707041 taataacgga gcttttttat gttttctaat ggaaaagttt ataatacttt cttcctataa
   707101 tataagcatt tttatatctt ccatttctct aaaatatgta ttgttttatt ggttgcatcc
   707161 atcttcactt gaacacctat cggcatagtg atcatcggat gggtatgaca acaatcaaag
   707221 tcagctagta aagggattct ttgattttgc agtacttcta ataatatttc gtaaggtttg
   707281 cgatttgtac cacaatcatc aaattgctca tgttttccaa gaataatgcc tgaaactttg
   707341 tcaaatacac cgttaatttt taggaatgaa aagcttcttt caatagtagc tgcatccttt
   707401 gagctatcct caataaatag aatatcgcct tcttgaatac atggcatata agggctgccc
   707461 caaattcctt gtattgtatt taagttgccc ccaattaccc gtccagtagc ttgtccattt
   707521 gtcacagaaa tccaattatt tggtctaagt tctttttctt tcgttttctc ttcccaatta
   707581 ataaactcat ctgaccaaaa taaaggttgt tttatgttgt aaggaagtgc ttgatcatgt
   707641 agtaatgttt ctaaaaaata tttgtatgta tcatctacaa aaggctcaaa ttctccaaag
   707701 gaggggacaa gtgccggacc gtaaaatgta ggaattcctg ttttggcata tatccctagt
   707761 aataaagctg ttgcatctga atagccaatc attattttag ggttattttg aaaagcatca
   707821 taatcaatat aaggtaatag ggaattagaa ttcataccgc caattgttga catgatacaa
   707881 gatacattag ggtttcttat taaagcattc agttccttag cacgctcttg tatactgcca
   707941 gaacgataat agtcatatcg ccctgttagc gaaccttcta atatatgaaa tcctttttga
   708001 agtaagtaag attttgcacg ttcgaatctt ttgggagaag tgtaggttac tggtgaagaa
   708061 ggtgagtaaa tcccaattgt gtctccgtat tttaatgatt ttggaagtgg catttgtatg
   708121 aatcccttct attaaatagt ttagccgcgt gaatttattg ttgaatattc ttatatttca
   708181 gtatcattgt aacataaata tattgaaata taattgttat agatgaataa atagactttt
   708241 tatcttgacg atataaaggg aaagttgtta tggttgaatg tgagtgtata aaaggtttgc
   708301 taaaggagtt ttgaaatgaa gcggttaaaa tggggaagga taacgatcct attagtaatt
   708361 attttaggga tatgttggtt cttattccaa ggaactcaaa agagtgtaac aaatgtagag
   708421 ggacaacctt tacaagtggc agaactacct aaaacaggat taactgaaaa agtagtgcca
   708481 ccaaagtata taccaccgga agttgatgca aaagcagcta tgattattga tgcgagtaat
   708541 ggagatatta tttatcaaca taatgaaaat gaggcttttg cgccagcggc acaaacagaa
   708601 ggggcaagaa tcccagtcca agtgaatgac acattgactg ttaaagattt gttccatgca
   708661 ttaatgattg aatcagcaaa taattcggct gtagctttag cagaacatat ggcaaagacg
   708721 gagaaagatt tcgttcagct tatgaatgca aaagcgaagc agttaaaaat gtcggattat
   708781 gcaaaattcg caaatgcatc aggactacag gagcccgatg gaagtgagac gaagatgaca
   708841 gctgctgatg tagcaaactt ggcgtatcat cttataaaag attacccaga aatattagaa
   708901 gtgactcact tacgtcaaag tcagttagca tttaataata ttaatgttat aagtacaaat
   708961 gatatgttaa acaaaaataa taaagcttta tatatagaag gaatagacgg attaaaaaca
   709021 ggattcacag atagtgcagg gtattgtttt acgggtacag caaaacaagg tgatactcgt
   709081 attattacgg ttgtaatggg aacgaaaggt aaaacgaaac gttttacaga gacaaataag
   709141 ctaatgactt atgcatttgg cttagttaat taagtgaaat actgagttgg atcatcatta
   709201 tatgaaaggc gatttattgt tacgtattat cagtaacaat aaatcgcctt tttattttta
   709261 atagtaggaa ataaaaaggt aaaatatgtg agtgctatta tttgagttta gtattatttg
   709321 ttgatagtat aaagttagaa acttattaat gataagtttt ggggcagaat atgatgtata
   709381 catatgaaaa agcctcaaat aacaattgga gggaattatg atggcaaaag atttttactc
   709441 agcaattgaa gaccgaagat ctatttatgc gattagtaaa gagcaagtag tttctgatga
   709501 gaaaattcaa gaagtgattt atcatgctgt aaaacataca ccttcagctt ttaactctca
   709561 aagcgctcgc gttgttgtct tgttaggaga acaacatgat aagttatggg atattacgaa
   709621 agagacgtta cgaaaaattg tacctgaaaa taactttgca tctactgaag aaaaaatgaa
   709681 tgcatttaaa agtggttatg gaacggtttt atacttcgaa gataatcaag tagtggaaga
   709741 gctacaagaa aacttcgcgt tatataaaga taattttcca atttggtctc aacaatcctc
   709801 aggaatgtta caatttgcaa tttggacagc tttagaaatc gaaggatttg gtgctacatt
   709861 gcagcattac aatccactaa ttgatgaaga agtgagaaaa gaatgggaag ttccagaaag
   709921 ctggaaactc attgcgcaaa tgccgtttgg taaaccagtg gtacctgcag gggaaaaaga
   709981 attccaacca ttagaaaact gtgtgaaatt ttataaataa tatagaaacg ataaaaggtg
   710041 aacagaaata taatctgttc acctttttta tatgtaataa gggttttttt gctcggtatt
   710101 tttcatctga tgttttaatt cgtttttacg tgtttcaata gtcgatattt tttgtaaggt
   710161 gatacatgaa acgaattgaa aaaaagcata gtacagttct atgtttttat ctatagtatt
   710221 atctattatg tttttcataa atataccccc ttttttaatc ccactatttg cggttactaa
   710281 gacttccatc ttaaaattca atatcgatct gtaaaagttc gattggcttc cgtgtaggat
   710341 aaatagaact tgattagatt aaaatgccaa tatatatgat aatataaata tcctggaaat
   710401 tccatagata gtgaaaagta ggtaatgaaa tgtgtatttt cgccaaatta gaacacgatt
   710461 tttgaagtta aatcttacaa atcgtcaaat cttttaaaaa tgataaatag tatcgaaaat
   710521 agttttctaa aaatattata ctattgataa aaaaggtgtt ttttgtcatg ataagagtat
   710581 gcttcatggg gggaactata ctaagcaata cattctttgc attgtgttag atgaatagaa
   710641 tttttcaaag tcgatagaaa aatatttact aagataatga atggtatgtc gaattttcaa
   710701 tgaaatacat aagaaatatg aaaaaagcat tgcaaaaaca gtaagtttaa tgataaagtt
   710761 cacatgaagt tcacacggat ttcacttcat tcatttaaaa tgaactctgt gtgaaaaata
   710821 aaactcttgc taaaaaatgg aacttaatga atattttact ttgataatat tgtaaagtat
   710881 taagtttata agttttttaa aagaggatag tagggaaagg aagtaaagac aacttatgaa
   710941 aaaagtaatt gcaggtttag cagcagcttc tgtagtaggt gttgcagttc caggtatgga
   711001 ttctgctcaa gcacaagttt caaacgaagc gctaaaagaa attaatggac aagctcaaac
   711061 tcaaacgact gtaactgaaa caaaaactgt agaaacaaaa tctgacttaa aatacacagt
   711121 aactgctgat gtattaaatg ttcgttcagg tgctggtaca ggacatagcg ttatttctaa
   711181 agtaaaacaa ggtcaagtac tacaagtaat tggacaagaa aacggttggt tcaaagtaac
   711241 tgtaaacggt caaactggtt atgtaagtgg tgacttcgta acaactggtg gtaaaacagg
   711301 aactactgtt caacaaggaa ctggtactta cacagtaaac gtttcttcac ttaacgtacg
   711361 tacaggtcca agtacatctc atacagtatt aggctctgta aataaaggta aaacagtaca
   711421 agttgttagt gaagtacaag attggtttaa aatcaacttc aatggtggaa ctggatatgt
   711481 aagcaaagac ttcgtaacaa aaggtggttc tgctgtatct aaccaaacac aacaaccaac
   711541 tacaaacaac aatactacaa cagttcaaac tggtggttct tatgttgtta acactggtgc
   711601 tctaaaagta cgtacaggcc cagctacata caacgctgta atcggtggtg taacaaacgg
   711661 tacagtatta aacgttactg gcgctgaaaa tggttggtac aaaattaacc ataacggccg
   711721 cacaggtcac gtaagtgcag acttcgttaa gtttgtaaaa ggcggagtaa acaacgttac
   711781 gaataacgtt caacaaccag ttaaagacgt acaaaaacca acaacaggtg gaaatacatc
   711841 ttcaatcgct ggattcgcta gatctttaaa tggttcaccg tacagaactg ctggtacaac
   711901 acctgctggt tttgactgca gtggattcat tcactacgta ttaaatcaaa ctggtcataa
   711961 aggcgctcgt caaacagttg ctggatactg gagctctaaa acaaaaacta gcaatccaca
   712021 accaggtgat ttagtatact tccaaaacac ttataaatca ggtccttctc acatgggtgt
   712081 ttacttagga aacggtcaat tcattagtgc agaaactgat gcaactggcg tacgtattag
   712141 ttcagtaagc aactcttact ggagcaagca ccttttaggt tacacaaaag catactaaga
   712201 aaaagtagtt tatatacttt tcgaatagag aaaaggcttt ccagggaaac ttgggaagcc
   712261 tttttatagt tgaataaatt gggagtatag tagtttttac tttaacttcc cgtttaaaaa
   712321 tcgatcgtat aagtcatgga aatagttagg gcgaaataaa tttgctgcat gtcctgctaa
   712381 cggtatttct ttatataaaa cgttaggaag aatggacttt aaatcaaaaa gacaagattt
   712441 atagagatga tcatgttcac ccattaccca tagaataggg tggggaagtg attttaattt
   712501 agattttaaa tcgaattcta accgatgtcg taatgattgg gcaataattg atgaatgtaa
   712561 ttgcaatccg aaacggtaat aaatatttct tgaaatgact gcaaatgggt ttgcttttag
   712621 tatgccactt ggaaaaatgg tatttgcgta ttgagagagc catttagagt aatcgtctcc
   712681 tcgtttctcc caaaattttt gaaatacgct atataaaaga gaaggattat tataatgtcc
   712741 accaatatga caaatgctta atactttttc tgggtgcatt tgtgcaaaaa tggtagagat
   712801 ataacagccg tagcttaaag cacaaatatg agctttttga atgccttctt tttcgtataa
   712861 attcaataat tgatcaacga ggcgctgtaa tgaaaattcg atagcttcac ctttatcatc
   712921 gccgtgacct aataaatcat acgtaataat gttgtaggag gttgaaaatc gtttatgctc
   712981 ttttttgaag gcacgacgat taccaactaa tccatgaata aaaatgattg tttccttttc
   713041 ggaatgtata tttgtttgca aaaaagatac tcctttcaat aactggagat ttatatagta
   713101 ttttaaatta gttatttata attcacatag aataatatta agtaccaggt aataatatca
   713161 gatgtttata tctgttgtaa agatgagttt ttatgtatat tttgtaaaaa tacaaaatgt
   713221 gtgtttacat tcagtttaca tttgtattgt attctatttt tagaaagaac agttttgttt
   713281 aacacgagga gatgaacatg aatggaagtt agagatgaaa taaagaaaaa agggaattgg
   713341 aggcagtttt tacgccttat tcaagataca aagcctccga aagggattct tgtttttgcg
   713401 ttattaatga gtttgctttc tacgggagca agtttattta ttccgatgtt aacaaaaggg
   713461 ttagtagata atttttcact ttcctcaatt agtacaggac aaattgttgg attagttgca
   713521 ttctttatta tgcaaactat agctgcagga ttgtctatat atttattaaa ttatatagga
   713581 cagaagattg tagctggact gagagaacgt ttgtggaaaa aggtacttat attgctagta
   713641 tcttattatg atcaaaatag aacaggcgat acaattagcc gcatgacaaa tgatacaggt
   713701 gttgtgaaga cattaatttc tgagcatttg tcaaacttac taacaggtgg tatttcaatc
   713761 gtcggatcat taattgtatt atttgtttta gattggaaaa tgacactttt acttttaacg
   713821 gttattccat tatcagtact gattttagtt ccactaggaa gaaaaatgta taagatttca
   713881 aaagcgcttc aagatgaaac agcttctttt acaagtgtgc taacataagt attatcagaa
   713941 attcgtttag tgaaatcttc gaacacagaa aaaagagaat atgaaactgg aaataaaggt
   714001 atcgagaagt tattgcaatt tggtttgaaa gagggaaaag tgcaagcgtt aatttcacca
   714061 gttatgtcgt ttgttttaat ggcactgctt gttattatcg taggatatgg tgggatgaga
   714121 gtttctagtg gtgcattaac aactggggaa ctagtagcgt ttattttata tttagttcaa
   714181 attataatgc cgatgagtca attatctatg ttctttacac aattccaaaa ggcgattggt
   714241 gcaacggaaa gaattaatac cattttagaa tatgaagtag aagatcatga aactggtgtg
   714301 aaagtcacaa atgctaagca accaattgtt cttgaaaatg tacatttcga gtataacgaa
   714361 gaagagcaag tgttaaagaa tattgatttc acaattgaat ctggaaaagt aacagcaatt
   714421 gtagggccaa gtggtagcgg gaaaacgacg ttattctcac tattagaacg tttttatgag
   714481 ccaactagcg gtgccattaa attaggaaaa gatgcaatta cgaactattc attacagtca
   714541 tggcgacgtc aaattggtta cgtttcacaa gatagtccgt taatcgatgg aacgattcgt
   714601 gataatattt gttacggtgt tgagggggaa gtaacagatg aagaaattga aaaagtagca
   714661 gcgatggcat atgttgatgc atttattcat gatttgccaa acggatatgc aacagaagtg
   714721 ggagaacggg gggtaaaact ttctggagga caaaggcagc gaattgccat tgcccgagca
   714781 ttacttcgaa atccacaaat tcttatgtta gatgaggcaa cttcaagttt agatagtaag
   714841 tccgagtccg tcgttcaaaa ggcattaaat aacttaatga aaggcagaac aacgttagtt
   714901 attgcacata gactgtctac tgttgtagat gcagataaaa ttatctttat tgaaaaaggg
   714961 aatcttacag gaagtggtac acatgatgaa ttattacgta cacatgacat gtatcgtgaa
   715021 tttgcaacgc aacaattgaa aattaaagag gcggcattat aaaatgaata atcagtgggg
   715081 attgtactcc actgattatt catttttaaa agttttgtta aggatgctaa ttagaaagga
   715141 aatggtttct ttgataccta acattttaat agtagacgat gatccgcata ttagagaact
   715201 cgtttctgta tttttagagt gtgaaggttt tcaaacatat gaggcaattg atggtctaga
   715261 tgcacttcaa aaaataaatc aagtgaaagt tgatatggtt attcttgata tcatgatgcc
   715321 gaatatggat ggatttgatg tatgtttcga attaagaaag tactatgata ttccgatttt
   715381 gatattaact gctaaagggg aaacgtctca aaaagtaaaa ggatttcatc ttggtacgga
   715441 tgattatctt gtaaaaccat ttgatcccat agaactagta gtgagggtta aggcgttatt
   715501 gaaacgttac caaattacag tgtcgcaatc aattcaagtt ggaactgtac tgttaaatcg
   715561 taaaacattt gaagttacaa ttggagaaca aacggttacg ttaccgttaa aagaattcga
   715621 attgctcttt actttaggct ctaaagcggg gagaacttgt tcgagagagc aattaattga
   715681 agatgtatgg ggatatgatt ttgaagggaa tgaacgcaca ctagacgttc atataaatcg
   715741 gttacgtgag aagtttcaag aagagaagtc gaaatttagt attaaaacaa taaggggttt
   715801 aggatatcgc ttagaggtaa gtaaatgaga aaaagaggac gaatgagtaa attcaagatg
   715861 ctgaaagtaa caggagcgat aatagcactc ttttcttttc ttactattat ttggtctaca
   715921 gcattttatg tatcatctag tatattggat gcccttgcaa tacatttatc tccttttgtt
   715981 acttacctca ttagtgacat actcagtttt atatttatga ttcttgtttg gatattaatt
   716041 gcagtattaa tgagaccgaa gcgagaggcg atgatttgga ctattattga accgatacaa
   716101 aaaattgcaa aaggggactt ttcggtaaaa atacgaaatg aagagaaata tgatggggaa
   716161 attggtgtgc tcgtaaaaag tataaacgat atgacagatg aactgaatgc gatggagaag
   716221 atgcgtcagg aatttgtttc gaatgtttct catgaaatac agtcaccatt aacttctata
   716281 aaagggtttg ctagagcact acaagatact aatcttcctg aggaaaaaag aaagcattat
   716341 cttaccatta ttgaaacaga aacgacgaga ttatctaaac taagtcaaaa tttactgaaa
   716401 ctcaccctat tagagtcgga agaatataca ccagaaagag ttacttatcg attagatcaa
   716461 cagttaaagc aaattgtgtt aaatagtgaa ccgctttggg ctgagaaaga aattgaatta
   716521 gaccttgatt tagaaaaagt gcatataact gctgaccaag aaagtatgag tcaagtttgg
   716581 attaatttaa ttcataatag tattaaattt actccaagta gcggtacgat ttcaatcaag
   716641 ctaaaagaat atgagacatt agtagaagta cgtatacgtg atacgggaag tgggatatcc
   716701 gaagaacaga agcaacatat ttttgagcgt ttttataaag cagactcttc acgaaatcgt
   716761 gcttatggag gaagtggttt aggtttagcg attgtgaaaa aagtactcga tcttcatcag
   716821 ggggaaataa aagttgagag tgaggaaggg aatgggacgg aatgtattgt ttgtattcca
   716881 aattatgaag agaaatagtg ttaggaggga atccttctaa cactatttct ctttaaaaat
   716941 acatttccca ttactgcagc tatactgata agcttttcct tcgctattca tacggtatga
   717001 ataatcagat tctttatctt ttataaagtc aacgtatgct tctgcaccgt ttttatcatc
   717061 atctatatca atgaaatgaa cgtgtcgtat agaataatcc cttttttcac ttaaacctct
   717121 ttcttgtaag tttgtatgaa tcccttgtat tagttgatcg aacagtgacc aatttaaatt
   717181 aagatgctca aatgattcag tatgtcttcc taaaatgcca ttgtcttgta ttattttttt
   717241 attattatcg tatgtataag agtatgtaaa ataaggttcg tctttatata cgacttctgc
   717301 ataatagccg atattataaa ggggagtata ttttccggct atactttgta tttctttttg
   717361 cttatatcct tttatagtat ggagatattc gttagtatct ttttctatta ctttataatg
   717421 taatggatta ccaaatataa agtacatagc caaaaatatg ctaaatagtc cgactgcaga
   717481 tagtgacaag taccattttt ttcttttcat acacaaacac tctcctatgt ggaatttatt
   717541 tctattttac atgaattatg gaaaaacatg agagttataa ataaaaactt tctatagtta
   717601 cctacaagta acctacgcac atgaaagtgc atcattgcct ttttacataa acatagatac
   717661 aattttaata taatacataa ctgagatgat taaggagtgt tatacttggc agaattatta
   717721 caaggcaaaa atgctttaat tacaggagca ggtagaggga ttggtcgcgc tgtagcgatc
   717781 gcattagcga aagagggcgt aaatgtaggg cttttagctc gctcagaaga aaacttaaaa
   717841 gctgtagcga aagaagtaga agcagaaggc gtaaaagctg ttattgcaac tgctgatgtt
   717901 tcttcatacg aagaagtgac tactgcaatt gagacattaa aaaacggttt aggatctatc
   717961 gatattttaa ttaataacgc tggtatttct aagttcggta agtttttaga attagacgtt
   718021 gctgattggg aaaaaatcat tcaagtaaac ttaatgggtg tatactatgc aactcgtgca
   718081 gcgttaccaa gcatgattga acaacaatct ggtgatatca ttaacatttc atctacagca
   718141 ggacaaaaag gtgcacctgt aacaagtgca tatagtgctt ctaaatttgg tgttcttggc
   718201 ttaacagaat cgttagcgat ggaagttcgt aaacataaca ttcgcgtaac tgctttaact
   718261 ccaagtacag tagcaactga tatggctgta gatttaggac taactgatgg aaatcctgat
   718321 aaagttatgc aagcagaaga tattgcagag tttatcgtag cgcagctgaa attaaataaa
   718381 cgtacattta ttaaatcagc aggactttgg tctactaatc cgtaagggat acatgtataa
   718441 acaaaagaag ggacatctat tttgtaatga agtagatgtc ccttctttat tttttgtata
   718501 tgagacagaa ttttcggtat aattgaaagc gaatagtaga aatgcattgg aaaattgaag
   718561 gggatggtat ttacatgagt acgattgaga aatggacggc tgttgatcaa tatgtgagtg
   718621 atgtattaat accgaaagat tctacatttt cgtaaaagaa taacgaaagg agataaatag
   718681 aatgaaaaag atgtttgaaa aattataact tgtatcgtat ataacgcagt tagctcgtgg
   718741 acctcctata tacatatcac tatattttat ataaaaaatt ggaggttgtg agtagatgag
   718801 aacggaaaaa gaaatgatag acttaattat gaatacagca aaagaggatg aaagaatccg
   718861 agcggttatt atgaacggat cacgtgtaaa tccgaatgta aaaaaagatt gttttcaaga
   718921 ctttgatatt atttacgctg taaaagatat acgatctttt acgtctaatc ataattggat
   718981 tcatagattt ggagaaataa tgattgtaca aatgccggaa gaaatgtcat taattccagc
   719041 agatgaagac gggaagtttc cgtatttaat gcagttcatg gatggaaatc ggattgattt
   719101 aacactagcc ccagttgagt taataaataa tttcgttaga caagatagtt taagtaaatt
   719161 acttcttgat aaagataatt gtatggaagg attcccgcca gcaagcgata aggattactt
   719221 aataaaaaag cctacagaaa aagagttttt ggattgctgt aatgaatttt ggtggtgtag
   719281 tacgaatgtg gcaaaagggt tatggcgaga ggaactttct tatgtgaaag ggatgcttga
   719341 tggcccagtg cgagatatgt taattgtaat gctagaatgg catattggta tgaaaacaga
   719401 ctttatagtt aatgcaggga agtttggaaa gcatttcgag aaatatattg aaaaagatat
   719461 gtgggtgcaa tttaagagga cattttctaa tgcagaatat gaaaacatat gggaatcatt
   719521 ctttgacatg ggtaatttat ttagggaagt ggcgaacgaa attgctaacg cttatggata
   719581 tccgtacccg caaggtgatg atgacagagt gacaagttat ttaaaacatg tgaaagcttt
   719641 accgaaagat agtacatcaa tttattaata atagtcagca gtaagactgt ccaaatgacg
   719701 gacagtctta tttttgttta tgaataacaa tttctctaac aaagtgcaga tgaatcacat
   719761 atgaaacttt agggaggttt ttattatgta ttatttttat tcaccagaag ggtttgctcc
   719821 atatcaatgg gagctagaac gagatgtttc gtatgcttat atgccatata acttatttta
   719881 ttacggagat tatataagaa tattgccata cacatctatc cctcaaagct atgaagtaca
   719941 aatgaaagct gatgaacgtg gatcgtggac accattttct tgggtcgaaa aatatgcgta
   720001 cgcattttca ggaccgtaca ataaagcgga agtcgcactt acatttgatg acgggccgga
   720061 tttagaattt acgccaaaaa tattagataa gttaaaacaa cataatgtaa aagctacttt
   720121 tttcttactt ggtgaaaacg cagaaaagtt tccgaatgtc gtaaagcgta ttgcgaatga
   720181 agggcatgta attggcaatc atacgtatag tcatccaaat ttagcgaaag taaatgatgc
   720241 tgagtaccgt aatcaaatta taaaaacaga agaaatatta aatcgtttag ctgggtatgc
   720301 accgaaattt attcgcccac cgtatggtga aatacttgaa gatcaattga agtgggcaac
   720361 tgagcaaaat tttatgattg tacagtggag tgttgacacg gttgattgga aaggtgtaag
   720421 tgctgatacg attacaaata acgtgttagg aaactcattt cctggtagtg tcatacttca
   720481 gcattcaact ccaggtgggc atttgcaagg gtccgtagag gcgctagaca aaattattcc
   720541 gcagttaaaa acgaaagggg cgcgttttgt aacacttcca agtatgttcc agacatcaaa
   720601 agaaagaaaa tgaatgtgtt ataaattggg gaaaacagga ttatgtcgta taatgaaggt
   720661 gtaggttagg aggggatata attgatatat gcactaataa acataggaat gagtatttta
   720721 ataggtatta tatttatatt tgcggcaatt atccttcaaa aaaatccacc gacagatatt
   720781 aatgcggcat atggttatcg tacgaaatga tctatgaaaa ataaaaaatt atgggatgca
   720841 ggtaataggt atagtgcaga cgtgatgaag caaaacggat tcatcatgat gttcattgga
   720901 agtgttatta gtatactgtt tagatatcca catacaatga tagcgattat gatagttatg
   720961 ctgttattaa tcgttcgttt atttatacaa gtagagagta gattgaaaat acttgaacaa
   721021 taatgaaaaa ataggactcc acgcaatatt atgtgggagt cctattttat ttacaaacta
   721081 ttatttttta ttaactcttt tcctttttct ataacaaatt catagtatgc aagatcatat
   721141 ggataaatat cttcaaatgt tatcgttatt ggcttattgt ttaaaacaga aatagctgta
   721201 aaagatgaaa tctctttttt taatagttgt agaaaagaag ttgcatgtac tttcatcaca
   721261 tcgtctactt cttcacctgg tgcgaatgga agtgaatcga tgacattgtg aaaatacata
   721321 tggcaaaatt cgcgatccgt aagatttgaa atttcataat ctattgtaaa gattcctttg
   721381 tatgctaaat cagtcgtttg aaaggaaagg cctaattctt cttcaatttc acgaagaccg
   721441 ccaatttgta catcttcatc atgcattata tgtccagctg aagtaatatc ccatataagt
   721501 ggagcttctt ttttattttt agagcgtaat tggaaatata aaaacatatc ttcagcatct
   721561 ttttctacaa accaacaatg aaatgtttcg tgccaattac cgtcacgatg cacttcatca
   721621 cgtaatttct tcccaagtgt atttctttca gaatcaaata tcgttaacca ctctgtcatt
   721681 ttaattcccc tttctgcaaa ctttattata caatatttgt attgaatttt gggaaaataa
   721741 agaaaaaaag gggtcggtat tagtgggaat agagaataag gaaataaaat cgattatttc
   721801 aactgaggta gaattacgga aaatattagg ggaaccaagt gagcgagctt tgaaaaaggt
   721861 tatttcatca ttagaccacc attgtgtaga ttttctgtct aaatctcctt ttctagtact
   721921 atctactgca aataaattag gagagtgtga cgcttcgccg agaggagatg cacctggatt
   721981 tgtattcgta tttaataata ataaaattat cattccagaa agaccaggca atcgtcgtat
   722041 agactccatt ttgaatatta tttccaatcc acgtgtagga ttaatctttt ttatcccagg
   722101 acttggggag acactcagaa taaatggcag agcgtatata acaaacgacg aagaaatttt
   722161 gcaagaaatg caggcaaatg gacgcaatcc gttacttgga attgtggttg aggtagagga
   722221 atgctatatc cattgtgcaa aagcttttat tcgttcaaaa atgtgggatc cagaatcttg
   722281 gttaaataaa aaagagttac cttcagcagc aaaaatgttg ctggagcatg cgaaagtgaa
   722341 tgcttcagaa gaagatgttg cacgttcttt agaagaaagt tatacaaaaa gattgtatta
   722401 ataaaattat attaatatat tttttagtga gtatatatgt gtttttaaat gggatattta
   722461 tatataaact gttaatttat aagtcgagaa aattacaaat aggtaaatca atctgtagat
   722521 gaataacgct attgtaaaat ataataaaag aagtttttga aaatagttag taaaaatagg
   722581 cttgcttttt aaaaagttga taactataat aaattaacaa atagacatga acgaaaaagt
   722641 aacgataagg acacgaaatc atttttacgg tttacagaaa gggaagccaa gggtgtgagc
   722701 ttcctaacac gagaaatggt tttaccacct ttgaacttca atagtgaacg agcaatctag
   722761 taattattga cggaatcagc cgttatctga acttgagcaa tctagagaga agtacgtcta
   722821 gattggaaca agggtggaac cacgaaaaca cattcgtccc tttcttaggg atgagtgtgt
   722881 tttttatagt ttcagagatt gaaaatttaa aataatttaa aaatagtatt gattttgttt
   722941 tttatgcgag tataatgagt taacaaataa acatgaacga aaaagtaacg ataaggacac
   723001 gaaatcattt ttacggttta cagagaggga agtcaagggt gtgagcttcc taacacgaga
   723061 aatgatttta ccacctttga acttcaatag tgaacgagca atctagtaat tattgacgga
   723121 atcagccgtt atctgaactt gagcaatcta gggagaaata tgtctaggtt ggaacaaggg
   723181 tggaaccacg aaaacacatt cgtccctttc ctagggatgg gtgtgttttt ttattacttt
   723241 gaaaggaggt gcagtaacat gaaacgattt gtacgtacgg aaataaccac cacctgcatg
   723301 attaaaaagc agagcaaggt gattggtaaa gataaataat aaaattgtag gaggagatta
   723361 gaagatgaat aacgttattc atgtaggggt gttaggatta ggtacggtcg gaagtggtgt
   723421 tgtccatatt ttgaaagaac attataaaaa aattgcactt gatacagggt atgaggtgaa
   723481 ggtgaagaca gtcgttgtac gtgatttaga aaaagaacgt gatgtttgta ttgatggaat
   723541 cgtagtaaca tgtcatgtcg atgaagttct aaatgatcca aatattgata ttgtagtaga
   723601 ggtaatgggc ggaattgaag aagcgaagca gcatattgtt aaggctttac gaaataagaa
   723661 acatgtcgtg acagcaaata aagatttaat ggctgtatac ggtgcagagc ttttgcaact
   723721 ggcgaacgat aatgattgtg atctatgtta tgaggcaagt gtagctggtg gtattccagt
   723781 gttaagagga ctaacagacg gattagcttc agatcaaatt gaaaaaataa tgggaatcgt
   723841 aaatggaaca acaaattata tgttaacaaa gatgagtcaa aagggatggt cgtatgaaga
   723901 ggctttacaa gaagcgcaaa aattaggttt cgcagaatca gatccgacag cggatgtaga
   723961 tggattagat gcagcgagaa aagtagcaat ccttgcaaat ttaggttttt cgatgaatgt
   724021 ttctttggat gatgtgcaag taagagggat tcgaaaggta gaaaaagaag atttacaaat
   724081 ggctgaaaag ttagggttta ctatgaagtt aattggtaaa gcagagaaac agggatcagc
   724141 tattcattta agtgtagaac cgacactttt accaagtcat catccattgt caaatgtaaa
   724201 taatgaattt aatgcagtgt atgttcacgg gcaagcggta ggagaagtga tgttttacgg
   724261 acctggagca ggtaaattgc cgactggttc tgcagtagta agtgatatta tttcaatcgt
   724321 taaaaatatg aatcaagttc cgaaaaataa aagtgtgtta aaagaaccgg agccatacga
   724381 attacaaggg gatgaagaag tcgtttcgaa atatttctta cgtatttcat tacgagatga
   724441 gccagggatg ttacaaaaaa taacagaatg tttcgttaat tattctgtaa gtttaaaaga
   724501 agtaattcaa ttacctttaa atcgtgaact tgcagaagtc gttgttgtga cacatcaaac
   724561 ttcaaagtat caattcgaac gagttttagg ggcaatagaa gatgtcgcaa gtgaaataaa
   724621 cagttactac attatcgagg aggaaaaaca atatgtataa agggctatta aaccaatatg
   724681 cttcttattt accggtaaat gaaaacacac cagatgtgag cttaatggaa ggaaatacac
   724741 cccttattcc gttattaaac atatcaaaac aattagggat tcagttatac gggaagtatg
   724801 aaggagcgaa tccgacaggt tcttttaaag atcgaggcat ggtaatggct gttgcgaagg
   724861 cgaaagaaga aggttcggag gcaatcattt gtgcatcgac aggtaataca tcagcatcgg
   724921 ctgccgcata cgcggcacgc cttggaatga aatgtattat cgtaataccg gaaggaaaga
   724981 ttgcacatgg aaaattagca caagcagttg cgtatggtgc tgaaatcatt tcaatagaag
   725041 gaaattttga tgatgcatta aaggctgtaa gaaatatcgc tgaggaagag ccgattacgt
   725101 tagtaaactc agtgaatcct tatcgaattg aagggcaaaa aacagcagcg tttgaaattt
   725161 gtgatcagtt gcaacgtgca ccagatgttt tagcgattcc tgttgggaat gccggaaata
   725221 ttacagcgta ctggaaaggt ttctgtgaat atgagaaaga aaaaggttat aaaaagccaa
   725281 gaattcatgg gtttgaagcg gaaggagcag ctgcaattgt aaaagggcat gtaattgacg
   725341 agccagaaac aattgcaact gcgattcgca tcggtaaccc agcaagttgg tcatatgcgg
   725401 tagaggctgc tgagcaatct cacggcgaaa tagatatggt atcagatgaa gagattttac
   725461 atgcgtatag attattagca aaatcggaag gggttttcgc tgagccagga tcaaatgctt
   725521 cattagccgg tgtaatgaaa catgttcaat ctggaaaaat caaaaaggga gaaacagttg
   725581 ttgcagtttt aactggaaat ggcttgaaag atcctgatat cgcaatttct tctaatacat
   725641 tagatattgc aagtgtttca aataatatag aacaaattaa agagcatatt aaaggggtga
   725701 ttatgtcgtg ataccattaa gtattcgtgt tcctgctagt acagcgaatg ttggacctgg
   725761 atttgattca gtaggaatag ctttgtcatt gtatttacat gtagtagtaa aagagaagtc
   725821 tgataaatgg caagtgatcc attcctttga agattcaatt ccgacagacg ataaaaattt
   725881 aattgttagc acggcatgta aagtatgtcc ttctttatca ccccatataa tagaagttac
   725941 tagtaacatc ccgctaacaa gaggtctagg aagtagtgca tcagcaattg tagctgggat
   726001 agagcttgcg aatcaactag gcaaattgaa cttaacgatt gatcaaaaag ttcaaattgc
   726061 tacaaatttt gaaggtcatc ctgataatgt tgctgcttct atattaggag gaactgtaat
   726121 cggagcactt gatggaaaaa atgtatcggt tgtgagaatt gaaagtaagg aattaggtgt
   726181 aatttcactt attccaaatg aagagctaaa tacagatgaa agtcgttctg tattaccaga
   726241 tgtatttccg tttcatgaag ctgttaaggc tagtgcaata agtaatgtat tagtagctgc
   726301 tttatgtcaa aagaaatgga aagttgtagg ggaaatgatg gaaagggatc attttcacga
   726361 accgtatcgt ttagagcttg taccgttatt accatctatt cgtaaatgtg caaaagaatt
   726421 cggtgcatac ggtacagcgc taagcggtgc aggaccatct atttttatat taacgccgta
   726481 tgagaaacgt caagaaattg ctgagcaatt agcgagagta tttacgtcta tgaaagtgtg
   726541 tgagctagaa attgatcata gagggattac tgtaaataag aaagaacata ttggattata
   726601 aagagagcta gcatcgctag ctttctttat gttgtaaata tttttaagtt tgcatataaa
   726661 agaaaaatat gaatgtataa tttagtaaag agtgtattaa tttggaggtg aacggatcat
   726721 atgaagaaag agtcaccgga agaaaaaaga gaacgtataa ggcaaagtga attgaaaaac
   726781 aatcctaccg gttctttaca tgatgggctc aacagagctg aaacgggtag tccagttgat
   726841 atgacgggtg gtatgaattg gaaaggtaca gcgctagtaa ttttagtgct agttttagcg
   726901 tatattatat acacttattt ttttagttga aaaatgcatg ttaaagcttt gaatgatttg
   726961 gttttataat taatgaggat gaaaaaacac ggttattgta ctacatatat attaagtaga
   727021 ctatagttgt ccatatatat atatttattt ttaatatcca aaacagagct agcgttatgc
   727081 tggctctatt ttttgccaca ttcctgtaac aaagcccttg tatattcagt ggtggaggtg
   727141 cagaagatga aaaaaatgat agcaatatgt cttcttacaa cgatgtcatt ttcgacttta
   727201 gtcgggtgtg atataaaagg tagtaatgct gtacaagagt ctaaaataaa gaaagcgacg
   727261 tataaagatt ttacgtacga tgtaaatcca gagacgttca cattaacggt agaacatgat
   727321 ggtgtaaaag aacaggcgtc acaaccgtta ccgaaaatga aagtatcgaa tgtaaaaaaa
   727381 gaaaaggatc gcacatcttg ggaatatcca gatcaaaaag taaaggtgaa tgtagagaag
   727441 aaaaaagatt atttgaatat tgaagtggaa tcgactggtg cagaaagttt tacgtggccg
   727501 aaagtacaag ctgaaaatta tacacttccg ttatgggaag ggaagcaaat tccgagtaat
   727561 gatgagaatt ggaagaagtt tttaaaggat gatgcatatt catttgctga atcattttct
   727621 atgaagtttt ttgcattaaa tggttcgaaa tattcgattg tatatattgc gaacaatatg
   727681 tttaataatg aattgaaatt tcaatcggat ccgaaaatag gatttgagtt tatacatgaa
   727741 ttccccagta taaataaaaa gaaaacatat ggatttcaat tatatgtgac aaataatgat
   727801 gcagtcagta ttgctaaact gtataaagaa catatcgctc gaaaaggtga atttaaaaca
   727861 ttacaagaaa aggctagaaa aaataaagag attgaaaaac tttatggtgc ggctcatttt
   727921 tatttttgga atcaaaatgg tttgtctgac agtaacataa attggccaaa gttaagagaa
   727981 caaataaata gtcctgtgtt cagtcatata aaagcgctta ttcaaaagaa tagttcagag
   728041 cctggggagc tgagtgtatt tgagcaagta agtaaacaag attttgttga taagtatcaa
   728101 aaaaatgtta ttttgcgtta tgtaaatgaa gtattatcaa tgaaagaatt gtataaagag
   728161 gacatttttc taaaagttga tcagaaagct agtgagttat taaacaaagg tgtagatcaa
   728221 ttatcaaaga tggagttata taacttaaat aagcatgtat taaagtcggt actcggtgat
   728281 gcggttgaag aagtaagcaa atggggaaag gcagatggaa cagatattat aaaggaaatg
   728341 aaaacggcag gaatagacaa tgcatggatt gggttaccta actgggagca agggtatatg
   728401 cagcctgatt tcgtgacaga agctaagaaa atgggatatt tagttggtcc gtatgattct
   728461 taccattcta ttcacgaaaa agctgataaa aactggaaca cagcttcttt tactgatcca
   728521 tcgttatatg aagaggcaac tgtgacgaag agaaatggag aaaaggtgca aggtttttta
   728581 ggtagagggc gaaaattaaa tccaacttta tctcttccta gtgtaaaaga acgaatgaac
   728641 gatatattac aaaatggacc taaatacaat tcatggttta ttgattgtga tgcaacaggt
   728701 gaaatttacg atgattattc ggctaaacat ataacaacac aagaacaaga tttaaaagca
   728761 agattacaac gaatggatta tattgcgcaa gaaaaaggta tggtagttgg ctctgaaggc
   728821 ggaaatgatt ttgcaagtag cacgattgca tttgctcacg gtattgaaac gccagttatt
   728881 aaatgggacg atgaagatat gaggaagaac aaaacaagtc cgtattatgt gggtggatat
   728941 tggtcaccga atcaaaatgt tccagaaaaa tatgcgaaac aagtaccgtt aaaagaagag
   729001 tataaacaag tatatttaaa tcctgtatat tcagtaccat tatataaatt agtgtacaat
   729061 gatgctgtaa ttacaacgca ccactgggaa tggggaagtt tgaaaataaa agacgaggtt
   729121 ggaaaccgta tgttatacga attattgtat aacgttcctc cgttgtacca tttagatgaa
   729181 gtagagtgga ataagcataa gcaagaaatt acgaagcatt tgaaagtttg gaatgaattt
   729241 cataaaaagg cagtaaaaga agagatgacg aacttcgcat atttgtcaga agataagtta
   729301 gtacaatctg cttcatatgg aaaaaatatg aatattattg tgaatttttc aaatgaagat
   729361 atagaaatag gaaagacgaa aataaaagca aaatcagctt tcattattaa taatgggaag
   729421 caaaccatgt atacgccaaa ctaaaataat tataatatat agatttattt atgtttttat
   729481 gtaaatagtg acttgccaaa aataagcacg agagtataat gtgaaatggg atatatgttg
   729541 gatttatgat gtaaccttac aaaattgtaa ggtaattgaa aggaaattca atatgaagat
   729601 tactagacat acattatact agggaaagag aaagagaggc gaatggttat gagctctgaa
   729661 ttagaacaaa atacgagaag cagtaaaaaa cgttctaaaa gaaaatcaat aaaatggttc
   729721 attataattc cattgttctt acttattttt ggaggagtag gatatggatc gttaatatat
   729781 aataaagcaa aagcagtagt aagtgacgcg tatgcacaaa ttgataagtc atcgaagcgt
   729841 gataaagaag ttgaaccttt aaaggataac atctctattt taattatggg tgtagacggt
   729901 agtgaaatga gaaaaagtca atatggtgaa gccgttcgca cagatgcact tttattagca
   729961 acaattaata aagatgataa atcagttaaa ttagtaagta ttccgcgtga ttctcgtgta
   730021 tatattccat ctagaaaaaa attagataaa attacacatg cacacgtatt tggtggtgtt
   730081 gaaagtacac gcgatacggt ggaaagattt ttaaatgttc ctgttgatta ttatgtgaag
   730141 tttaactttg agtcattcgt acaaattgtt gattcacttg gtggtattga tatcgatgta
   730201 ccagttactt tcactgaaca agatagtaaa gaccaagcag gtatgattca tttagagaaa
   730261 ggctaccaac atttaaatgg agaacaagca cttgcgcttg caagaacacg taaaattgat
   730321 agtgatgcaa tgcgtggtca aagacaacaa cttgtaattg aagcaattgc caaaaaagcg
   730381 atgtctgtcc aatcaattag caaaatgggc tctttactgg atgcagttga taaaaatatg
   730441 aaaacgaact taactttcga tgatatgctt gctattacga aaaatatggc aggatctaat
   730501 ttagaaatgg aaaaaatgca aatagaaggt acggataaac gtatcggagg tatttattat
   730561 tacattccaa acgaaaaaaa tgtaaaagac atttcaaata aattgaatca gcatctaggt
   730621 gtaacaccaa aatcagttcg aaatgaataa taaaaaagat tggcttctgc caatcttttt
   730681 ttatcgcgat ttgtaacttt tctgtaacga ttttttattg tagaaaaatt atactcatat
   730741 gtatgagaat attggagaag caaaaagtaa agagaaataa tgaaaatctg taatgaggaa
   730801 agatattata tgcagaaatg gataggcatt atgggaatca tttttatatt gactggatgt
   730861 aaaatgtctg aagctccaac aaatttaatg gaagctcctg ccaatgagaa atggattaat
   730921 gaactaaaag agcaaataga taaagatttg cctgttaatt atcgattgct tactccaatg
   730981 tctaataaag ataaacagat gatttggtca atggatttta aacaagataa taagaaagaa
   731041 gccgttatat tttataaatt gccgaatgca gatcatagtg tatatttagc cgtatacgaa
   731101 aaaaacggga atggttggaa aacgaagtct acacataaat ttaatggtgg agatgtagat
   731161 attgttgaag ttggtgattt tacaggaaac gggaaacgag agttgttaat cgggatctct
   731221 gtagaccgtg aatcgttaaa acatgttatg tatgtttttt cggaagaaaa tgaagatatg
   731281 agggaaatat ataatcggaa ttatacgaag ttattcatag acgatctaaa taaaaatgga
   731341 ctgaaagatt taagtcttgt tacgtatgaa aaagatgaga agttgatagt tgagttcatt
   731401 gaacaattta agacgttatc tgaagcatca ttcgatccat ttataaatag cattcaaaga
   731461 atacaaatgg gccgtatttc taaatcacta aaggcgattg taattgatgc aggagttggt
   731521 gctcattcag gtataacgta tgtagcaaaa tttgatgaga atcattatga ggtattacct
   731581 atagatggga aagaagattt gttcaatgaa tatgttgtag aaagtaaaga tgttaatgaa
   731641 gacggcatta ttgaatttgt tcgtactgta cgtccaaaag gttgggaaga taaaccacat
   731701 ggtgatagtc cgctctttga acgttacata cagtggagtg aatcggggat taagccaatt
   731761 gaagaaagat atatcgatat agaaaaggga tattatgtga aaattcctaa agagttaata
   731821 ggaaaaatta cgatatcaga tgagcaaaag gaatcaaatt ctcaaaagtt tttggagaca
   731881 agtacaaatg aaacatggct tgaagttcat atatttaagc ggaaagaatg gtttggaata
   731941 aaaggataca gcgcagcagt taaaacggct tctcacgtat atgctgtacc gaaacaacca
   732001 cattttgaaa aagtgaaagc atatgtaaag ccgctagcgg attatcaaca agagtaggga
   732061 ggtggaaatg atgccaacaa ttttagtttt agaagatgaa atgcctattc gtagttttat
   732121 tgtcctaaat ttgaaacgtg ctggatttta tgtactagaa gccagtactg gagaagaagc
   732181 gttacaaatt ttatgtgaac atactgtaga tgtagcttta cttgatgtaa tgttaccggg
   732241 aatggatggt tttcaagttt gtaaagcaat ccgggaagaa aataaaaaaa taggtattat
   732301 tatgttaacc gcgcgcgtac aaaatgaaga taaagtacaa gggttaggaa ttggtgcaga
   732361 tgattatatc gcaaagccat ttagtcctgt ggaactaact gcacgtatac aatcgttact
   732421 aagaagaata gaagtacatg atgaaaaagc gaatactatc acatctggtc cgtttttatt
   732481 aaatataata gaagaaagat tatataaaag tggacaacta gtcgatttaa cccctacaga
   732541 gtatatgata ttacagtatt taatgaatca ggcttcaaaa ccggtttcac gtgatgaaat
   732601 tttaaatatg atttggggaa cgaattatgt aggagagacg aaagtagtag atgtaaatat
   732661 gaggcggtta cgtcaaaaga tagagtgtaa tccatcagaa cctgaattta ttcttactgt
   732721 gtggggaaaa ggatatgtgt ggaaggaaag tataagatga aaagaaaagt gactttatat
   732781 tttatgacgg tcattatact tatgcttgta ttatttgaag tcgtattttc agtctccgtt
   732841 taccgatatt attataatgg tattgtgcaa tatgtagaat ctcatgcgaa gacaagtaca
   732901 cgatttttct ctgaatacaa ttcattatac tttattcgtt tgcaagaata tagcggggat
   732961 ataattgaga gttttcagtt agaaggaacc gaattacaat taattgatcg acatggtacg
   733021 attatacaat cgtcaagtgg agaaaagaca gagggtaaag tagttattcc gtattcgtta
   733081 ctagaaggag aaatgtacca ccaagtgact actacgaagg acaaagtgaa acaattagaa
   733141 gtgattagtc cgctgattca tcaaggacaa acgattggtg ttttaaaata tacgactgta
   733201 ttaacacatg taaatgccaa gattattgaa attattatgt ttacgatttg tgtaggtatt
   733261 gttatttcag gaattgtatt cttaattagt agacgattag cgaattcatt tgttaaacca
   733321 atcgaatcta taattcatgc ttcttctcaa attgcagaag gtacattaaa gaagaaaatt
   733381 aaagaagatt atcctggtga attaggtgag ttagcacata gtttaaatca tatgtctgat
   733441 aaaatagaaa aagcggaaca gatgaaaaat gaatttattg cttctatttc tcatgaaata
   733501 cgaacccctt taactggaat taagggttgg agtgaaacgt taaaaacggt agatcattta
   733561 acggaagaag aaataaagca aggcatgggg attatttcag gtgagacaga cagattaatt
   733621 catttagtag aagaattgct agatttttca aggttgcaat caaatcattt taatttatat
   733681 aaacaaaagg tgcaattata cgatatacta gaggagacga tttggcaatt aactcctaat
   733741 gctgaagaga agaaaatgca attcatcaaa actatagaac gaattgaatt gataggagat
   733801 cgaaataggc taaagcaaat tttcttgaat attgttcaaa atgccattaa atattcacat
   733861 gaaaatggta aagtatatat tgaagcgact aaaaatgaag gacaagcagt cataaaggtg
   733921 aaagacgatg ggattggaat tgctaaagag catttaccgt atatagaaca gtcattttac
   733981 cagattaata atcatgctac aggtgctggt cttggtttag ctatcgttaa aaaaatggtg
   734041 gagcttcatg gaggtacaat aaatattata agtaaagaag gaataggaac gaccattttg
   734101 ataaaactcc cattataata catataaagt ctgtttatat agtgtaataa aataaataga
   734161 tgtataatta tattgggtga tttatatata agattaatag ggagaggaat tcgatagaat
   734221 ggaaaaagct tttaaaatta aacgagtagt attcgtttta atagcgattg cagcagtagc
   734281 aattgggtat ttcatgtttc aatccattac ttcaccagca aaggctgttg caaaacaaga
   734341 aaatgtagta caactcgcaa gtgaacaacc aaaagtagaa atgaataaaa cggcaccaag
   734401 tcgttttaat ggcaaggaaa ggaaagttgc ttatcttaca tttgatgatg gcccagggaa
   734461 atatacggct gaattattaa atacgttaaa acaacatgat gcgaaagcga cattcttttt
   734521 aattggagcg aatgtaaaag agtttccaga tttagtgaaa cgagaaaatg cagaaggtca
   734581 ttatgtagga atgcatagta tgacgcataa ttttgcaaag ttatataaga atggcgagta
   734641 tgtaaatgag atgaaagagg atcaaagctt aatcgccaat attattggga aatcacctaa
   734701 attaacacgt ccaccatacg gttcgatgcc aggattaaat gaaggtcttc gaaataaagt
   734761 ggtagaaggc ggctttaaag tgtgggattg gacaattgat tcattagact ggaaatataa
   734821 caaaatgcaa gttgatgcag ctgcagcaca aattgctcaa aatgtattaa caaatgcaac
   734881 aaaaccacaa gaagtcattt taatgcatga cattcatccg caatcagtag ctgctgtgcc
   734941 agcaatttta aaagggttaa aagaaaaggg ttatgagttt gaagcttatc atgaagaaag
   735001 tcacttccca gtgaatttct ggcatgataa ccgtatgtaa cggaggaatg aacgttgaag
   735061 tatggaaaag tagcagtagt tggagctcta tcagtaggac tattaacagg ttgcttcggt
   735121 gaaaaaccag aagaaaacct atatacagct tttgaaacag cggcgacaca agaaaaatca
   735181 ttagttgatg aagcgaaaaa attagagaag ttagagaagg aaggccaaga actatattct
   735241 caaattttgc aagaaggtaa agatcataat gacgctgtta tgaagaaaat agagcaagct
   735301 actgcaaatg tagatgaccg tgaaaaagta ttgaaaaatg agaaagaaat gctagaaaaa
   735361 gctcagaaag aaacgaaatc cgttcaagga aatatagaga agcttgaaga taaaaagtta
   735421 caaaaacaag cgaaagcagt agaagagtcg tataaaaatc gttatgatgc attccaaaag
   735481 atgaatgaaa attatacgaa ggcgttagcg actgaaaaag aattgtatga aaaattaaaa
   735541 gtaaaagaaa cgaaattaaa agagattggt gaaaaagtta aggctgttaa tgaattaact
   735601 gtggaagcac aaaaatcaaa agagcaattt aacaatttta caaaagagta taatgacagt
   735661 aaattagcat tctacaaaga tgcagagatt aagattaaag ataagaaata aagaagagtt
   735721 ttaagcgtaa taaaaagccg gagaaacatt atcacaaatg ttttttcggt tttttacgtt
   735781 aaatgaatag aaaagactgg aattgatatc ataaaagagt tatagtgaat tattccaagg
   735841 gaaacattgt aaagtaagga gaatggaaat atgtcatatg aatttttact caaattaggt
   735901 ttagcactct ttttaggatt attcatcggg atagataggc agctaaagaa taaaccgctt
   735961 ggtgtgaaaa caagtatggt tatttctgta gcaagttgtt taattacgat ggtttcaatt
   736021 gaatccgtac atgtatattc tgttccaggg catacaaata tggatcccat gcgtttagct
   736081 gctcaaattg tgagcggaat tggttttctt ggggcaggtg ttattttacg aagaagtaat
   736141 gatgttattt ctggattaac gaccgcctct atggtgtggg ctgcttcagc tttaggtatt
   736201 gcgattggag caggatttta tttacaagcg acggttgcta tgattttaat tattttagca
   736261 attaatgtac ttccgcaact tgtgaaaatt gcaggaccgt attcattaag acaaaaagat
   736321 ttatctataa aaattactgt aaaagaacat catgagttgg atggtatatt taagcaaatt
   736381 aaaaatttgg gtatgcatgt aaaacgagtg aagattaaag atatagatag tggagcattt
   736441 cagcaattgg agatggttat cttagctcca gaagatttat atacaactga gctgtatagt
   736501 tcactaaaag agatagatcg tgttgtttca gttgaagtgg aaagtagata attgtaagaa
   736561 aaaagggtga agtaaattca ctctttttta tttggttttt taagggaaaa attgatatga
   736621 tgatgagtaa acaagggggg agagaatgat ggaggtacgt attagaagag cgataaaaga
   736681 tgatatacca tgtatagcaa aagttcacgc tgatagttgg aaaacaacat ataaagacat
   736741 attccctaac gagattttag aaaatataac atatgagcaa cgagaaaaac aatgggaaaa
   736801 catttttcaa aaagaaagta accatcaatt tagatttgta gcagagacgt taaatggaga
   736861 aatagttgga ttcatcgatg gaggagtaga aagaactggt acatacaatt gtgagggaga
   736921 attatatgcg atttaccttt tacaagagta tcaaggaatg aaaataggac aaaagttatt
   736981 tcaagctttc ttatcggatt gtaaaaacaa tgatatgcaa tcgctattag tttgggttgt
   737041 tacgaataat ccttctaaga agttttatga aaaatttaat ccagaaaaaa tggatacgaa
   737101 atttttagag cgagtacagg tggaagagac agcgtattgt tggaagaata taaataatat
   737161 tattatgtaa actaaatgtt taaaagaggt atacctcttt tgtttaacta ttttggatag
   737221 attactaatg aaaaataata agtatgtagt ttgaaactga gtgttttttt cgtgtacttt
   737281 taactagatt aaagaaaaga gggaaaacaa gaaaaattaa atcagataaa aaaattctga
   737341 aatatactat tgaattgaat atcgttatca attataatta taattgataa cgatattcaa
   737401 ttatcgattg taatatgaaa ttccgatagt gtttatagaa agaggagggc aagtatgaag
   737461 catgcgaaac aaatcgcgga acatgcaaca atacaaagtt ttttaaattg ttatttaaga
   737521 gaaacaggaa gtggagaatg gattacagag gataaaagga tagaggatat tttctaccat
   737581 ttatttcaaa gagatacttg ctctacttat ttatgctgtc ggttatcggc acaaaacatt
   737641 actttgtatg gagaagttat atataaatca ccaacagatc gccatttgtt tggagaacaa
   737701 ttttattacc aaatgggaga tagtaattct gttatgaaag cagattacgt tacagttata
   737761 acattcttaa taaaagagat gtctatcaac tacggagaag ggacgaaccc tgctgaactt
   737821 atgcttcgag ttattcgtag ttgtcaaaat attgaggaat ttacaaaaga gagaaaagaa
   737881 gatacatctg cattatacgg tttccataca tcctttatag aggcggagca atctttatta
   737941 tttggacatt taacgcatcc aactccaaag agtagacaag gtattttgga atggaaaagt
   738001 gcgatgtatt ctccagaatt aaaaggagaa tgccagctgc attattttcg ggcacataaa
   738061 agtattgtga atgaaaaatc attattatta gattctacaa cagtaatttt aaaagaagag
   738121 ttacgcaatg atgagatggt tagtaaggaa tttatatcga agtattgtaa tgaagatgaa
   738181 tattcattac ttccaattca tccgcttcag gcagagtggt tattacacca accttacgtt
   738241 caggattgga tagagcaagg agtacttgaa tatatcggtc ctaccggtaa gtgttatatg
   738301 gcaacatcat cacttaggac gttgtatcat cctgacgcaa agtatatgct taagttttca
   738361 ttcccagtaa aagtaacaaa ttcaatgcgc attaataaat taaaggaatt agagagtggt
   738421 cttgaaggga aggcaatgtt aaatacggcg attggtgaag tgttagaaaa gtttccaggc
   738481 tttgatttca tttgcgatcc agcctttatt acattaaatt atggaacaca agaatctgga
   738541 tttgaagtga ttattcgaga gaatcctttt tatagcgaac atgctgatga cgctacatta
   738601 attgcagggc tagtgcaaga cgctatccct ggagaacgta ctcgtttatc aaatattatt
   738661 catcgcctag cagatttaga aagtagaagc tgtgaagaag taagtttaga gtggtttaga
   738721 cgatatatga atatttcttt aaagccgatg gtatggatgt atttacagta tggtgttgca
   738781 ttagaagctc atcagcaaaa tagcgttgtt cagctaaagg atggttatcc ggtcaaatat
   738841 tatttccgtg ataatcaagg tttttatttc tgtaattcaa tgaaagagat gcttaataat
   738901 gagttagctg gtattggaga acgtactgga aatttatatg acgactatat tgtagatgaa
   738961 agatttcgtt actacttaat ttttaatcat atgtttggac tcattaacgg atttggtaca
   739021 gctggattaa ttagggagga aattctcctc acggaattaa gaactgtact tgaatcgttc
   739081 cttccatata atcgtgaacc ttctaccttt ttaagagaat tgttggaaga ggataagttg
   739141 gcatgtaaag caaatttatt aacgagattt ttcgatgtcg acgagttaag taatccttta
   739201 gaacaagcaa tttacgtaca agtacagaat ccgctcgtta gagaagtggc tgttcgttca
   739261 taaataaggt taaaatttca cgtaatacaa ataatggcat tttatgcaag gtagaggggg
   739321 tatgagaatg gatatgtatc atacgaaaat attgaaagcg attgagtcag aagattatat
   739381 ttcagtacga agaagagttt tacgtcaatt agtagagtcg ttaatttatg agggaatcat
   739441 tacgccagct cgtatagaaa aagaagaaca aattcttttt cttatacaag gacttgatga
   739501 ggacaataaa agtgtcacgt acgaatgtta cggaagagaa cgaataacat ttggacgtat
   739561 ctctatagat tcattaatag taagagttca agatggaaaa caagaaatac aatcagtggc
   739621 gcaatttttg gaagaagttt ttcgagttgt taacgtagaa caaacgaaat tagattcttt
   739681 tattcacgaa ttagaacaaa cgatatttaa agatacgatt gcacaatatg aaagatgtaa
   739741 taagttgaaa tatactcaaa aatcatacga tgaattggaa aaccatttaa ttgacggtca
   739801 cccgtatcat cctagctata aagcgcgcat tgggtttcaa tatcgagaca attttcgata
   739861 tggatatgaa tttatgaggc caataaaact tatatggatc gcagcgcata agaaaaatgc
   739921 cactgtaggt tatgaaaatg aagtgattta tgacaaaatt ttaaaaagcg aagtaggcga
   739981 gcgtaaatta gaagcgtata aggaacgaat tcacagtatg ggatgtgatc caaagcagta
   740041 tttgtttata cctgttcacc cttggcagtg ggaaaatttt atcatttcaa attacgctga
   740101 ggatatacag gataaaggta ttatttattt aggggaatca gcggatgatt attgtgcgca
   740161 acaatctatg agaacgttaa gaaatgttac gaatccaaag agaccatatg taaaggtatc
   740221 gctgaacata cttaacactt cgacactccg tacgctgaaa ccatattcag ttgcgagtgc
   740281 accagctata tcgaattggt taagtaatgt cgtaagtcaa gattcttatt taagggatga
   740341 atcacgtgta attttgttaa aggaattttc gagcgtaatg tatgatacga ataagaaagc
   740401 cacatatggt tcattagggt gtatttggcg tgaaagtgtt catcattatt taggtgagca
   740461 agaggatgca gttcctttta acggattata tgcaaaagag aaagatggaa cacccattat
   740521 tgatgcatgg ttaaacaaat atgggataga gaattggcta cgattactta ttcaaaaagc
   740581 gattatacca gttatacatc ttgttgtaga gcatgggatc gcactcgaat cacacggtca
   740641 aaatatgatt ttagttcata aagaaggatt acctgtccgt attgcattaa aggattttca
   740701 tgaaggactt gagttttatc gtccattctt aaaagaaatg aataaatgtc cggactttac
   740761 taaaatgcat aaaacgtatg cgaatggaaa aatgaatgat ttctttgaaa tggatcgtat
   740821 cgaatgttta caagagatgg tactagatgc actgttctta tttaatgtag gagagttagc
   740881 tttcgtactt gcggataaat atgaatggaa agaagaaagc ttttggatga tagtggtcga
   740941 agaaattgaa aatcatttta gaaaatatcc acatttgaaa gatagatttg aaagtattca
   741001 gctatacact cctacattct atgcggagca attaacgaag cgtcgattgt atatagatgt
   741061 ggaatcgcta gttcatgaag ttccaaatcc attgtataga gcaagacaac ttaacataca
   741121 aaaatcagtt gctacagggg gaaattatgc taattgttaa tagagaagag tatagcaaaa
   741181 gtgattttga tttgagatta caagcttatg aggaaatgga acaatttcaa gaagcagcag
   741241 gaaatagatt tgcactttgt ctgaaagatc cattcgatat tattacgctt gtgtttttct
   741301 taaaagaaaa gaaatcatcc gtgttactta tacatgaaga tacgccaaaa gaaacggcta
   741361 ttgaaatggc gaagcgtgca aattgtatcg gaattttata tggagaaaat agcgatttta
   741421 cgaaattaga agcagtgaat tatttagcag aagagccttc tttattgcaa tatagttctg
   741481 gaactacagg agaaccgaaa ctgattcgta gagcatggac ggaagttgat acagaaatta
   741541 aggtttataa tgaagcttta aactgtgaca tagatgaagt accgattgtt atggctcctg
   741601 tttcacattc atacggacta atatgtggta cgttatctgc aattacgagg ggaagcaaac
   741661 ctatcatcat tacgaataaa aaccctaaat tcgcattaaa tatagttcgc aatacagaaa
   741721 aacatatcgt atatgcagta ccacttatgc tacatattat ggggagtttt ccgcaaggaa
   741781 cgtttcagtt tcataaaatt atgacatccg gagcaccttt gccagaagca ttattttata
   741841 aactaaaaga aacgacaaca tatatgatgc aacaatacgg ttgttctgaa gcaggttgta
   741901 ttagtatatg tcatgatatg aaaagccatt tagatttagg aaacccgcta cctcatgcga
   741961 gtataagtat aggttcagat gaaaatgcac cggaagaaat catagtgaaa atgaatgata
   742021 aggaaatttt cacgaaagat ttagggtata aatctgagcg tgggcttcat tttatggggc
   742081 gtatggacga tgtgattaac gtttcaggat taaaagtgtt tcctatagag gtagaagaaa
   742141 cgatgcttcg attggaaggt gtgcaagagg cgattgtata tcgagggaaa catcctgtca
   742201 tgggggaaat tgttaaagcg aaagtaatct ctcatattga tccagttcaa ataagagaat
   742261 ggtgtatgca gcatttacca tcttataaag ttccgcatga gattgaaagt gtaactgaaa
   742321 ttccgaaaaa taaaactgga aaagtaagta gaaagttact agagatggga gaggttacaa
   742381 catgagacgg gaagcgttaa agaatgctgt attaaaaatt atgacagaaa aaatggaact
   742441 gaaaaatgta acgcatttag aagaaacgat gcgtttaaat caagatttat atattgattc
   742501 agtaatgatg ttacaactca ttgtatatat agaaatggat gtaaagctat gcgttccaga
   742561 ggatgaggta gacccaaaag catttcttac tgtaggatct ttgcttgatt ttatggagga
   742621 gttgcagccg ttacaggacg taaatgtgaa taactaacct ttaggaaagt ggatgatagt
   742681 atgacttcaa ttaaagtgca ctgtttagtg agttgttttt gtgaaattat aaaaaggcgt
   742741 agcgacatag attttcgccc attttatttt ggactatggg atggagactt tgatataaca
   742801 gaaggtggca ttatttcgta tcactccgaa aatattaacc atgatcatta tttattatgg
   742861 tatgaaaagt tgtatggtat gaaagtgaac gaatggtatg accatgcaaa agataaagat
   742921 agtaatgtag aaacattttt acaattagta gaaaataagc cagagaatcg ctatgtcatt
   742981 gtcatggtcg atatgtctct attaccagag agggaaaata aatttcatca aaaaccgttt
   743041 ccgcattatt taatgatatc ggagacagag aaagaagaag agtggttcat gctagatcct
   743101 gattttcgct gggaagggaa tatggaaaga gaaaaagtac tttactctgt tcaagataac
   743161 ccatttggtg gaggatattt cattgatgta gaagaaattc aggagccaac agcagaaatg
   743221 gtagcgagtt atttcataga aacttttaaa agaaacgaca atgaactgac tatggagctg
   743281 aaaaacttaa ttataaaaat ggcaaatgaa gaagaagggt atttgctttc tggtcttgta
   743341 gcggcagtaa aacaaatacc agtacttgca attcgtaaat atagttatga acatgccttt
   743401 gcatacttcc gtgaaacgtt gcaatattcg gagcaagaat ttgattattg gtgtgatcgg
   743461 gtagaagata ttgtacaagg atttacaaat gtacagtatc gtgcaattaa aatggcaatg
   743521 acaaataata aaggtatgtt attatcaatt gttgaaaagc tggatgaaat gaatgcaatt
   743581 gaactacaaa tcaagactga attagagaga cagtttttat catggaaaga aatgaaatca
   743641 aatgagtctg tcttagtatt ttaaaaactt tactgaattt aagataaggg agttcaaacc
   743701 tatgaaatat tcactatgta ccatttcatt tcgccatcaa ttaatttcat ttactgatat
   743761 tgttcaattt gcatatgaaa acggttttga aggcattgaa ttatggggga ctcatgcaca
   743821 aaatttgtat atgcaggagt atgaaacgac agaacgagaa ttgaattgtt taaaggataa
   743881 aaccttggaa attacgatga taagtgatta cttagatata tcattatcgg cagattttga
   743941 aaaaacgata gagaaatgtg aacaacttgc aatactagct aattggttta aaacgaacaa
   744001 aattcgtacg tttgctggac aaaaaggtag tgcagatttt tcgcaacaag agagacaaga
   744061 gtatgtgaat cgtattcgca tgatttgtga attatttgct cagcataata tgtatgtact
   744121 tttagaaaca cacccaaata cgttaacgga tacgttgcct tctactttgg aattattagg
   744181 cgaagtagat catccgaatt tgaaaataaa tcttgatttt cttcatatat gggagtctgg
   744241 tgcagatcca gttgacagct tccagcaact aagaccgtgg atacaacatt accattttaa
   744301 gaatatatct tcagcagatt atttacatgt gttcgaaccg aataatgtat atgcagcagc
   744361 gggaaatcgt actggtatgg ttccattatt tgaaggcatt gtaaattatg atgagattat
   744421 tcaggaagtg agagatactg atcatttcgc ttcactcgaa tggtttggac ataatgcgaa
   744481 agatatatta aaagcagaaa tgaaagtact aacaaataga aatttagaag tagtaacttc
   744541 ttaatataaa atgatgaaag agtctctcat tgtagagact cttttttaaa aatattaata
   744601 accaaaaatt accatgtatt taaattaaaa tttaacacaa tttatatata aataaggagg
   744661 tgattggtaa tggctagaaa tcgtaattct aatcaattag catcacatgg agcacaagcg
   744721 gctttagatc aaatgaaata tgaaattgca caagagtttg gtgtacaact tggcgctgat
   744781 acttcttcac gtgcaaacgg ttctgtaggc ggtgaaatta caaaacgcct agtagcgatg
   744841 gcagaacaac aacttggtgg cggttatact cgctaattgt agaaggttat aggagaaagg
   744901 aaggattctt cctttctttt tttttcaatt aattggtatg gatatattgt gaactggatt
   744961 caaagaatag gaataatact atgttttccc caatttcttt tgttgtgaat gggaagtagt
   745021 aaagatgtaa tagccctggt ggaatgaaaa attacgttcc agcagggcta ttacatggta
   745081 agaaatatat gatgaaaggt ttcgaagcca acatgttaaa aaaagaaaac tgttgtttaa
   745141 ttgcgcttgc atcagttcca cttgttatga cattagggaa ttcaatgctc attccaatcc
   745201 tgccgacaat tgaaaaaaat tacatatttc atcgtttcaa gtatccatga ttattacaat
   745261 ttactctatc gtagccattc tacttatacc gattgctggt tatttatcag atcgatgggg
   745321 gagaaatatg gtaatggttc cgagtttgct gattgcggcc ataggaggag cgataactgg
   745381 ttgggtatct tggaaagttg ataatcccta cacttggata ttgattggta gagcgattca
   745441 aggtattggt gctgctggtg caatgccagt tgttataccg tgtgttggtg atttatacaa
   745501 ggatgaaaaa caagttagta caggtttagg aatcatagaa acatccaata catttgggaa
   745561 agtgttgagc cctattttag gatctgctct tgctgccatt gtatggtttt taccattttg
   745621 ggcgattcca gttttatgca tagtatcaat tgttttatta cttgttctag taaaggcaaa
   745681 gaaacaagaa ggagaagtac cgccacttaa agagtttatc aaatctattg tcgctacgtt
   745741 tcgagaaaag ggaagatggt tggtgcaatt attatgctta ttttattcgg aattctcttt
   745801 tatttgtcaa ctatattgga atcaaagtat gacattcatg gtatatggaa agggtgtgta
   745861 cttgcgattc cgttacttgt actgtcactt agttcatata tggctggtaa aaaaattgga
   745921 gataatcaaa atgtgatgaa gaagtgtatt tatattggtt ttttaatggc tgctgcatca
   745981 gttatcattc ctttatttat aaaagggatt tatttactac ttctttgtct cgttattatg
   746041 gggataggaa ttggtatggc actcccatgt ttagatgctc tcattacaca agggattgaa
   746101 aaggagcaaa ggggaacggt tacgtcattt tatagttcta tgcgatttat cggtgtagca
   746161 gctggaccgc ctctatactc ttttttcatg aaaggtactg accatgaagt gttttattta
   746221 acaagtattt tcgctgctat cggtgctgtt atagcgatca tttggattaa accagcaaaa
   746281 gatgcaaaga acgtaaaaca gaaaccggaa cctacttcat aatttgaaag agaattgcat
   746341 gatgttttca gtaacatgca attctctttc gttcactaag aataaataac ttgttttaac
   746401 atataaagtg cgacacccca tatgatgaga ccagagaatt tatttaataa tacgattgtc
   746461 tttccggttg agtctagtct ttttagaaat ttccccgcta cagctaagct tataaaccaa
   746521 atccaagaaa cgataatagt tgcaagtgtg aaagcccatt tttcatttcc tatgtattga
   746581 atagaattgg ttccaattac accgattgta tctaaaattg catgtggatt taataaagaa
   746641 accgatgcgg cgaaaaggat ttgctttttt aagggcatac ttttttcttg ttttacatcg
   746701 ttggaagggt tacttctcca aataacaaag cccatgtata ggagaaagaa aaatccaatt
   746761 atatataacg agttagttag ccaagaaaaa gtaaggagta caagggagac accttgtacc
   746821 gctatcaata tgagtaacgt atcacatata gaggcagtta atactacagg ggctgccctc
   746881 caaatatttg gttggctcgc accttggtta aagacgaaaa cattttggac gcctaatgga
   746941 atgataagac caaatgcaag aatgatacca tgaataattg cctcactcat catattacct
   747001 cctatttaaa tttattatga tagtgtatat tgtatagaag aaatgaaaat ttgtatccat
   747061 attcatacgc aacattagaa gaaattgaaa taggtataaa aaaacttgca caattaatga
   747121 aaaagtaaga ggagaaagta atgaaacaat atgtaatttg ccaaattatc aatggagaaa
   747181 aatatttagc tgcttatgcg gagacgaagc aggaggcgat tgaaaaagca gaattgttag
   747241 gattacgaac gggaaatcga tacacagtta ttactgcaga ggaagctgac ggtttaacgt
   747301 ataataaatt acgcaggaag taaataagct tagtaatata taatattact aagcttattt
   747361 ttttgaaagc gttacgtgtg ctcatatgaa gaataatagt attatgagtc aagttgacgg
   747421 aaataccgat ttgtttttcg attatgattt ccgtttctat attcatcaat atattgtctg
   747481 aaattccatg attgtaaaaa cttatttgcg gcgttatatc cagaattgta tagccactct
   747541 ttttcttcta ttgttaactc aaagtttgta ctagtaatgg acccagttgg aattgtaatt
   747601 gttcttgctt ttgattcttt gtctaaatga cgtaaatcat gggcttgcat cattgtttta
   747661 aatagtcctt tgaacatgga gataggctcg ttatagtgag cagggtcagc ttggatatca
   747721 tcttttacga aatgaaatcc aaaagttggc cagcgaggag aggtaggtga atcgaaaatc
   747781 caaattggat aattacttaa aatccctcca tcaaccatat aacaaggttg tttccatttt
   747841 ggggttcgcc attttaccgg ctcaaaaaag aaggggattg tactactcat tcttacagcc
   747901 ttcgcaatag agaagcgata atttaaaaat ccgtagttcg gtaagtcatc aggaaagata
   747961 accatcttac cattacttat atcagaagcg ataattttaa gcttatttaa atcaggtaaa
   748021 tctgtaaata agtgaactcc tttttttcga agtaattctt caatccattc ttcgataaaa
   748081 atattagagt aaataccaag agtagtccat gcgcttaatc cttttccaat aaacgggatt
   748141 ctgtcaataa aggttctctt cgtaaattta tcataatcaa tatttgttat aatcgttttt
   748201 agctctgagc aagagtatcc tgctgctagg agcgcagcga tgattgaacc agctgatgtt
   748261 ccagctacac gttcccattc atagcctttt tcagctaacg cacaaattgc ccctacatgc
   748321 gcaattccgc gtacaccgcc tccttcaaaa acaccatcaa ttttcatcaa ttctacttcc
   748381 tttcacataa aaaatttaaa aactattgta aaaaagcacg tattgtacgt gcttttttac
   748441 aatagttttt aaatttacta gcagcctaca aagccgcccc aacagctagc tccgatgatg
   748501 attagaagga tgaataaaac gattaataaa gcgaaacctc cataaccaca accgccgccg
   748561 ccatatccgt aaccacagca actatatccg taacccatgt ggaattcctc cttaaattaa
   748621 aaataaaaat gaacgagggg aaaatgtact ggaagaaata atgaactatc gtgtttgtag
   748681 gaacaatgta tactatgctt tttttaactt gttcgcgtat ggaggatgag cccgtttttt
   748741 tggaggcttg ttgtttttgc aaagaatgga gtataatttt tgtgcgatga tacaaataag
   748801 tatgtaaata taaggagaat gtatgaataa acaaattgaa gttttaattg ataaatatgg
   748861 gctgacacat ttaaaagagg aacttattaa cactgtattt ccttgtgtga aagttgtgcc
   748921 aaagcaggag gaaactgttg cgataggtag ttcgaaaatg ggaggaattc ctgatttgcc
   748981 atgtgcattt gaatacccaa tgcacaaagg aagtccgtta cagtttatcg ctcaatttaa
   749041 tttaaatgat ttacaaaata ttggtatgaa tcacgctctt cctaagacgg ggatgttata
   749101 tttctttacc gtgggaaatt actttgaaga agatgtgaat ccaactggag cggggcgtgt
   749161 gctttattat gatgttcctg tagagcaatt acgaagagca gatgaattgc aaacgaatta
   749221 taaccagtgt gcaattactt ttgaattaac gtataaattg ccagagcttt tcattgaaga
   749281 tgaggctgat tcagaccgtt tcttgcaatt acttgaagag ctaatcccag acaactatga
   749341 taaccatcaa atgtttggtg agccattctc tgtacaagat gaggtattgt acgagactgg
   749401 acaatatatg gacatagatc cgcagcaaat gacgctttta ttccaaattg attcagatac
   749461 taaaaattgt aatatgatgt ggggagattt aggaatgctt tatttctgta ttggaaatga
   749521 agacttgaaa aatcgacgtt ttgaaaactc atgttgtgta ttacaaactt gttaatgaag
   749581 aaggttgttc ttgtaaaaag aacaaccttt ttacaatgtt aaatatgcat aatctcatat
   749641 gacctatacg aaaaagtatt gtatactctg aaactatacg atactttttc gtatagttat
   749701 agaatataag gagtgacgag atgggaaaga caagtaagta tgtgacagct gccgcacttt
   749761 gttcaactat agtaatgggg ggcttacacg cgtcatctgt atcttatgca gctacgaatc
   749821 caactgtagc gacattacaa tcagatgcaa agttgttaaa tgatttcaaa aaagaattaa
   749881 aaaaacagat tgataatcga gaagaaaata ttacaatcac atataaaaca aaagatagaa
   749941 atgctagaaa tattatggat gaattgtatg gcgagtttaa taaaattgta gatgcagatg
   750001 agtatgtaaa atataatata gcatctacta gatattccat taaagggtta ccaggaaact
   750061 atacgtttac actgcaggtg aagtaccgtg aatcaaaaga gcaaacacaa tatgtaaaat
   750121 ctcaggcaaa agcaattatc ggctcgattg taaaaccagg aatggatgag catgagaaag
   750181 taaaagctat tcatgattac gttgtaaaac atgtatcgta tgacacgtcg tatcaagcat
   750241 atacagcata tgaagcgtta gcgaatcgct ctgctgtgtg ccaaggatat acgttattaa
   750301 catatgaatt actaaaagaa gcgggtatcc aaaaccgcat tgtaacaggc acaggaaatg
   750361 gacaagctca ctcatggaat ttagtaaaca ttgaaaacaa atggtatcat cttgatacga
   750421 cattcgatga tccagtacca gataaagctg ggcgcgtaac atattcatat tttaatatgt
   750481 ctgacgagca attaagtaaa gatcacgact gggatcgtag taaatatcca gcagcaacta
   750541 caagctactt taatgaatta acaaacaaaa taaaagctgg tagttcaaaa actgctacat
   750601 atgaacaaat gttaaaagaa acaaatttaa aatatttgtc tgcacaatac ggggcagaca
   750661 attacagtga atttaaggaa aaattacagc aacaattcgc ttctaagcca gagaaggtag
   750721 aagtacgcta taagcaatcc atggatggaa caatgcaaga tataaagaaa gtgttaaatg
   750781 aaataaactg gccaaaaggt gcaaagcgtg tatcttatca agtagcacca tatagtgcta
   750841 tggcagatta ttcattagcg acaattacat ttacgtatta atcggttaaa gagagcatct
   750901 gtaaaggatg ctcttttttt tatgtattac cgcaaaaatc agaattatat gataaaatga
   750961 aaggaggaag gatgtggaat ctaaatgaat ttgttcgaga gtgatatttt tacattgata
   751021 tatacttgtt tagtaatcgg acttatcgtt ttgtttttcc tatcatttac tttgttcatt
   751081 aaaagagtat tgcaaagcag tgctgcaaaa aaacaacaag tgatgcatat gaatcagaag
   751141 ctagatcgaa ttattgaatt gcttgaaaaa gataaggaat agcgataaaa gaagtatgaa
   751201 aaggggaaag agaatggcca attatataaa agaattacgc gaaaaagtag ggcatgatta
   751261 tgttttctta aactttgctg gtggttgtgt atttaataaa gaaggagaag tattactgca
   751321 aaaaagaggc gactttaacg cttggggctt tccaggaggc gcaatggaga taggagaatc
   751381 ggctgcggaa actgcaattc gagaaataaa agaagaaacc gggtatgatg tagaaataaa
   751441 tgaacttatt ggagtgtata caaaatattt tcaatcatat ccaaatggag acaaggcgca
   751501 gtcaattatg atgtgttttt catgctcaat agttggaggc gacaaaaaag tagatggtga
   751561 tgaaacgttg gatttgaagt ttttcccgtt agacgacatg ccaccgttat tttgtaaaca
   751621 gcatgaagat tgcctgcaag atttattgga gaaaagggta ggggtatatc gttaacataa
   751681 aaaagaagct aaatgagatt agcttctttt ttatgtttta tttatttcca ccaatcatca
   751741 aacattgatg ctggtacttg tcttttatgc tcactcactg tgtaacgttt ttcaatcttt
   751801 tctgcaacgt cagctggaac tgttttccct tctaaatagt catcaagttg atcatacgta
   751861 atacctaact ctgtttcatc agcttgacct ggtttttcat ctaataaatc agctgttggc
   751921 atttttaagt aaagtcgctc gtccgcacct aattcttgta atagagcgcg tccttggcgt
   751981 ttcgttaatc ccgttaatgg taataggtct gcaccaccat ctccgaattt tgtaaagaat
   752041 cctgttacag cttctgcagc gtgatctgtt ccgataacaa ggagcccttt ttgtccaccg
   752101 attgcatatt gtgtaaccat gcggatacgt gctttcacgt tacctttatt gaaatctgtt
   752161 aacgattcat ctaataagtt ttcgtattga tttgagaaag catcaacagt tgaagcgata
   752221 tcaaatgcaa cagattgatc agcttgaata aattgtaatg ctaattgcgc atcatcttcg
   752281 tctttttgca ctttataagg aaggcgcacg gcgataaacg ttgcgttacc accttcatta
   752341 cgaatttcct ccactgcaag ctgagctaaa cgtccagcta atgtagagtc ttgcccgcca
   752401 ctaattccaa gtacaaatcc tttcgcacct gtttttttta cataatcttt taagaaatca
   752461 acacgtttac ggatttctgc tttcggatca attacaggtt gaacgtgtaa tgctttcata
   752521 atctgttctt gtaatgtcat tatgttttcc tcctattcat attaaagcgg taaataagtt
   752581 tatatgtata ttggtacata cttctatcct ttattatttc gcaaaattaa cgaatataca
   752641 ataggatgtg tgtatgaata tgaatgtagt cattataatg aaactgcatc gtttaagcaa
   752701 tttttttgaa acctttcaac aatgtaaggt ttttgtcatt tgaatcgatg gaaggtattt
   752761 ccgtacttta ctaatataag aacatagtta gtagaagggc ggagaagtaa tatgaatatt
   752821 agagaactcg catttcggaa tgtgacgcga aatagacgaa catattcagc atatttttta
   752881 agtagtgcat ttgctattat ggcctttttt gtttattcgt tttttgcgtt tcatccggca
   752941 ttaagcgctg gagaattggg acgatatgtg ttcgtaagta tgtcttttgc acagtccatt
   753001 atttacttat ttacattttt ctttatttta tattcgatgg gaatgttttt aaaaacgaga
   753061 aagcgtgaat taggaatttt aatgatgtta ggtatgacga aatatcaatt aaagcgtctt
   753121 atcttttttg aaaatattat gattggaata ggggcaatta tttttgggat acttgctgga
   753181 atgctatttt ccggaatatt aatatttata gctccaacga tattaaagtt agatatttca
   753241 ttaccctatt acattccaat gaaagctatt gttgtaacga gtattatgtt tttcgtatta
   753301 tttatgatta tttcattgtt tagtgcagga atgattcgga agaataaaat tatgaaattg
   753361 tttagaggat cggcagaagc gaagccggaa ccgaaagcat ccattatttc ttctatatta
   753421 gcagttatat tgcttagtgc gggatatgca ggagcactta tgtcacacgg tgcaatggta
   753481 tttatcatga tgattcctgt tacaacggta gtcattattg gtacgtattt gctgtataag
   753541 cagttgagtg tctttattat tagactgtgt aaaaaaagta aacgtttcta ttggacacag
   753601 acaaatatta ttacgttgtc agatttagct taccgtatga gagataacgc aagaatgttc
   753661 tttattgtaa ccatcatttc tactgtagca ttttcagcaa taggtacatt agttggcttt
   753721 acatcaatga caaaggcggt tatggagaga ccaattgcgt ttcactatca ttctaagcaa
   753781 ggaaatagta atgaatcaca gcatttgaag atgattgacg aaggattaaa gaaacatagt
   753841 atagaggctt caaaaactaa tatttcgacg aagaaaacgg aggagcagtc gttaagaagc
   753901 gccacgttta taaaggaatc agactataag gaatatgcga agttaacagg agaacccttt
   753961 catgcggtat caaaaaaaga agttttattt ttgtcagttg atataccagg accaccgatg
   754021 aaagaaaaga aattacgttg ccgcatttga atgaacgatt aaaagtgaaa aaaattaata
   754081 cgtcttcatt aagtaaaata ataagaggta acgtttatgt aatctctaac aagcagtatg
   754141 atgcattaca agatggattt aaagaggaaa aaaattatgt atacaaaaca gaaggaacga
   754201 aagatgaaat tgaggttggt aaagaactaa cacatcagat gaaaccttat gaagaacatg
   754261 caacgtttag tgcagaagag tacgcacaaa accaaagttt acaaattgca ggaccaattc
   754321 tatttgtagg tttctttatc ggtattgtat ttttcgtatg tgcaggaagc ttcctttatt
   754381 tccgtttgtt ttctgatttg gaggatgata ctcgtttgtt tgaaatgatt cgaaaagtag
   754441 gtttaacgag tagagaatta tcgaaagtag ttacaattcg attggcgctt ttattctttg
   754501 ttccaatagg tgttgcaaca ttacacgggg cagtagcgtt aactgcactc gggcagatgt
   754561 ttgagtactc actatttaaa gaaaatacga ttgtattaag tattttcgta ggaattcaag
   754621 ttgtatattt cttactgatt cgatctcgtt atttaaaaca attgaaagag agattatata
   754681 ttcgttaaat gtgttttttt aacttgagta caaaattttc taaaaagagg caggtattac
   754741 caaaaagtga taaaatggaa aaagcgaggt ggaaaattta ataaaaagta agggaggaag
   754801 taatatgaaa gcaacaggag ttattcgaaa agtagacgaa ttaggacgaa ttgttattcc
   754861 taaagaatta cgtgatgtat tgggaataca aatcaaatca ccgcttgaaa ttttcgtaga
   754921 agaagacaaa gtcattttac aaaaatatca accttacaat gcttgtcaaa taacaggtga
   754981 tgtttcaaat caaaacatat ccttagcaaa tggaaacatt actgttagta tagatggagc
   755041 gaaatattta ataaaagaaa tagagaagtt tttaaacaag agtgaggttt agtcttaatt
   755101 tatattattt taaaaatttc atatcattct ttaaagacaa taaaaggacc aatttagtgg
   755161 tccttttatt ttggttattg gttgtaccaa tcggattttt ggtgtctaca aattacgaga
   755221 taaataaaag agtagtataa atttcgtaag ccttattgag aaatattttt aaggaaggag
   755281 aacgaaacaa ctaaaacgaa tgttacatgt aagcattttc aaaagtggtc tgaaatgaaa
   755341 ataatatatt ttcaggaggg attacgatga acagtagtac agcgaataaa caaaaaggta
   755401 tacaattgat tccttttaca gtagataagg tagttgaaca agtaaatgaa attccaccag
   755461 gtgtacaact cattcatgcc ccacaagtat gggagaagag tgccaaagga aaagatattg
   755521 ttgttgccgt attagataca gggtgtgata tgaatcatat agatttaaag gatcgtatta
   755581 tcggcggaag aaatttcacg aaagattacg aaggagatcc aaatatttat cttgataata
   755641 acggacacgg tactcatgta gcggggacaa ttgcagcgac tgaaaatgga gttggtgttt
   755701 taggagtcgc accgctcgct aaaatgttag tgttaaaggt tttagcagga gatggttctg
   755761 gaagttatga gcagattatt gaggcgatac attatgctgt aaattggaga gggcctaata
   755821 aagaaagagt tagagtcatt tccatgtcac ttggtggccc gcaagatgtt ccagaattac
   755881 atgaagcaat tcaaaatgcg gtaaagcaag atgttctcgt cgtatgtgct gctggaaata
   755941 atggagattg taatgataac acggaggaac tagatttccc aggcgcatac tcagaagtaa
   756001 ttgaagtcgg cgctgtcaat ttagaaagga aaatcgcgtg ttttagtaat tcaaatcaag
   756061 aaattgattt agtagcacca ggcgatgaaa tattatctac gtatcctgaa gggaaatatg
   756121 cggtattaag tggtacttct atggccacac cgcatgttgc tggggcactg gcattgctca
   756181 taaagcagtg tgaaagggaa tatggtagaa agttatcaga accagaaata tatgcacagc
   756241 ttattaaaag aactgtacct ttagggtatg aacgtacatc tgaagggaat ggattaatag
   756301 atttattgaa agaataacaa ttactaaaaa acatctcata tttttatgag atgtttttta
   756361 gtatggttct gttgcatgta ttatgacatc caataaaccg gggaatctag catttaagtc
   756421 atcttcacga attgaaatga aacgttgtgt gccttcaagg cgtgtataca taacaccaga
   756481 ttcacgtaat actttgaaat ggtgagataa agttgatttc gcaattggaa tatttaacgc
   756541 accacaagat tgttcatttt tctctagtag catagttaca atttgtaaac gaatttgatc
   756601 actaagtgca tataaaatag aagaaaattg aatttcttct cgatttggat gatagagagt
   756661 acgcattttt tcacctgctc gtataagtta ttatatttgc actataacat ataaagtggt
   756721 atatttctat tgttcgaata tattcgaaca atagaaatat agggggagaa aaaatgaagt
   756781 atacaaaatt gcaaaaggca ggactacata tttcaaagtt ggggttagga acaaatgctg
   756841 taggggggca taatttatat gctgatgtga atgaggaaga aggaaaacaa ttaatagaag
   756901 aagctatggg gcaagggatt acattttttg atacagcaga ttcatacggt ttcggtagat
   756961 cagaggaatt agtaggagaa gtattgaaag gaaaacgcca cgaaattgta cttgctacaa
   757021 aaggtggaat acagccgcta ttaaatggag aggtgtatat aaataatgaa cgaagctatt
   757081 taagaaatgc tgtggaaaat agcttacgaa gattacaaac tgattatatt gatttatatt
   757141 atttacattt tacaaatcca gaaacaagtt atatagattc aattggagaa cttactcgcc
   757201 taaaagaaga agggaaaatt cgttcaattg gaatatctaa cgtaaacgta gagcaattaa
   757261 aagaagcgaa tcagcacgga cacatagatg ttgtacaatc accgtataat atgttggatc
   757321 gtactgcagg ggaagaactt ttgccatatt gtatagaatc aggtatttca tttatccctt
   757381 acgggcctct tgcttttggg atattaggtg gtaaatatac agaagatttt aaattgaacg
   757441 aaggagactg gcgtcaaagt gtaaatctat ttgaagaaaa tacatataag agtaacttta
   757501 aaaaagttga gaagttaaaa ggcgtagcta aagaagaggc tgtcgaagta tcgcatttag
   757561 cattagcatg gctattaaat aaaaaaggaa ttgatactgt tattcctggt gggaaaagag
   757621 cggagcaaat aagagaaagt gtaagagctg tggaagtttc attgaatgaa aatgtcatga
   757681 aagagattga atctatttta gaagattagt tgaaaggagg gatagttccc tctttttatc
   757741 ccgctttaat gggcagtaag acccccatct caaaattcag cgaaagtaaa gaagttaggt
   757801 ggggggatca actgcccata aaagcccgat tggtttaact aataatcagt gggggatgaa
   757861 gaaaaccccc actgattaaa gtttcacttt atataaaagg agaagattta aatgaaaaga
   757921 gtactagctg tattctttac aatcatgttt atgatcggta cagatacttt cttaatttca
   757981 ccacttttac ccacattaca acaggtgtat catatttcaa ctgagttgtc aggatggatg
   758041 gtgagttcat atgctttagg atatgctgca tttgcactta tcgctggtcc tatatcagat
   758101 agtataaaca gaaaaaaagt gatggtaata ggaatgagtt tttttgcgtt aagtacgttt
   758161 ttatgtggaa ttgcaccgag ttttctgtgg atgttaatat ttagattttt agcaggtgta
   758221 agtgcagcct ttgtatctcc acaagtgtgg gcatctattc cactgcttat agagaaggaa
   758281 caaattgtaa aggcaattgg gattgcaaca gcaggattgt cactctctca aattttaggg
   758341 ctgccagttg gatcatattt agcaatgata cactatacaa caccattctt catcattggt
   758401 atattatcag cactacttgt tattcttatt tatggagtat taccagaaat acaaccggtt
   758461 catataaggg aaaataaaac aaatatctta aagcgctata aacaattact ttcagattct
   758521 aaggtttcac tttcttattt tgcatatttt gtttttcaaa ctggtaattt tgctgcattt
   758581 tcattcttcg gtgtgtggct gtctattcaa tttggcttgc aaattcatga aataggcaca
   758641 gctatgctcg tattaggatt aggaaattta actggtaata tttttggaca tagaatcgta
   758701 aataaaattg gttataacct ttcattctat ggtggaatta tatttatagc agttctatat
   758761 gcattacttc ctcatgtaaa caacattata attgtggagt tattattctt tgttttgttt
   758821 tttgtgacag gaattttgtt tgtattaatg atgaggcact tacaaaacat atctatcgta
   758881 gcaagaggaa caggagcggc tctagctaat gcttctatgt atattggtca aatgattgga
   758941 gcggcaatag caggaatgtt atttgcagca tctcacaact ttatatttgt aggtagtttt
   759001 actgcgttat tatatatttt agctttattt ctgtttagaa aaagtgaaaa actaactgag
   759061 aatcgtgaaa caggaattgc gtcataaagt ctttacaaat aaaaaagagc ccaaaaataa
   759121 aaatccctat aaagataggg attaatatat cggcatatag ttccttggaa aaggatatat
   759181 tgagtataac atataggact acttataatt gtgaaataga tgtgaaagta atgtgaaaaa
   759241 taacataata aaaagcactg ttttagctaa tgaactaaaa cagtgctttt ctctttgatt
   759301 gaacagttgc tgcattttca tcatgtatgc ctgcatcttt aataattcgt tgtttagctt
   759361 tatttaatag atggtttact gcttctccaa aatagttagc ttcgcttttt gtgcgggctt
   759421 ctcgtaaaca tttatagttt tctagcagtt cctctttttc agtgtctgtt aagaaatctt
   759481 ctattttctt ttttgtcata cgaaacaccc tttcttctga caaacgacgc aatagaaaat
   759541 atttattgtt tattatagca ataattttca aaaaaagtat agactaacgt cgcaataatt
   759601 tgtcaatttc ttgaatcttc tcatcagctt tcccgatttg catattttta gcctgttcgc
   759661 caccaagagc ttgatgtagt aaaaaagtct gaccggaaat agcagtcaca atggatactt
   759721 taataatttc ttttattaag gtgacatcaa ataaaacgag tccaagaagt gcagctagac
   759781 taccagtgaa aatatcagtc aaaaacccaa agtgaaaaaa agtcttcaaa cggcgtggaa
   759841 gcaataactt accttggtta ttgattagat gggaaacgaa accggtgatg ccaccaacga
   759901 gtatagcagt tagccattga tacatttcca tcgaatccac tccttttagt gaataagatt
   759961 cgattatttt atattgattc cttttaatat ttcatagaag catattgaga aagtttgttt
   760021 gggggtatta cggattcaat ttaattataa cagaaaaatc tgatatatat gagtctatta
   760081 tatgaagctg ttattcctta atatgaatac agaaaggggt gcgtgatatg aatatagatt
   760141 accgaataag aagtgtggat ggttatacaa aacatatagg ggaattagta agcatgctgg
   760201 agcatacgag ggctgtaaca ttacaggaaa taaacaatct atcagttgag caattagatt
   760261 caattatgcc aagtggaggg aattccatcg gagctttatt aaagcatatt gcagctattg
   760321 aaaaagcaca tcagcttatt tcatttgaag agcgtgactt tacaaaggaa gaattagaaa
   760381 tatgggaaga cgcactgtat ttaggggaat cggggagaac gattcgcgga catgaaatac
   760441 agtattatgt acaacttttg caaaaagttc gagaagaatc cctgaagtat ttgagtaaac
   760501 aagatgatgc atggctaatg tcagaaagaa agtggcctaa cggtgtagcg cataaccagt
   760561 actatttgtg gtttcatgtg ctagaagatg agattagtca ccgtgggcaa attaggatga
   760621 tgaaaaataa attatttgaa aattacgtta aatgaggtag ctttttaaat aaatattcca
   760681 tataatgaga gtaattaaca tgagaacggg gtgatgtatt atggcgaaaa taacttatat
   760741 gaatcataaa ccaaatacaa aggtggatgg aaagggcgat actatataag tgagcgcacg
   760801 atccttccgc ttatacacta gggaggatat caatttgaat caaaatattt tagaatcgtt
   760861 cggctgggat tctttttttg aggaacaagc tgtagagaac tttgaagtag ggcgtatttt
   760921 actcgagcat aagcatatat atcgaattat ttgtaatgat ggtgaatata tggcagagct
   760981 gtctggtaag tttcggcatg aagcagtaac gaagggtgat tatccagcgg ttggtgattg
   761041 ggtgtatata aagaaaatag agaatgaaaa gaaggcaatt attcatcgta tttttcctag
   761101 aagaagctct ttttctaggc aagaggctgg tactcgaacg gaagaacaag taatagcagc
   761161 aaatgtagat tatctatttt tagtgaatgc actgaaccat gattttaacg taagaagaat
   761221 agaacgttat ttactattag catatgaaag tggtgcaatg ccagttattg ttttaacaaa
   761281 gagtagctta tgtgaagacg tggaacagaa aattgtagaa acagaagctg tagcaattgg
   761341 tgttccgatc ttcgtcgttg atagtttaga gcatactggt attgaatcgt tgcaacaatt
   761401 tgttacttca ggaaaaacaa ttgctttagt cggttcatcc ggggttggaa aatctacttt
   761461 attaaatgca ctcattggaa ttgaagtagc aaaaacgggt gatattcgtg aggaagatag
   761521 taaaggaaga catacgacaa ctcatcgtga attgttccga ttaccgagtg gtagtttagt
   761581 tattgatact cctggtatga gggagctaca gctttgggaa ggaagcgatg cgattcaaac
   761641 aacattttct gatattgaag aactagcaaa aacgtgccgt tttagggact gcaagcatga
   761701 aaatgagcca gggtgtgcag tgcataaggc aattgataac ggaattatta cgataaatcg
   761761 tttgcaaagt tataaaaaat tacaaagaga actagcctat tttatgagaa aacaagatgc
   761821 tgttcttgca agagcagagc gtgataagtg gaaaaagatt tctaaacagc ataaaaaaat
   761881 gtgaaaagtc aaagggtgat tccctttgac tttttgtatt tgtaaatttt ataataatat
   761941 tattcatata tatggacaaa gagaaattaa ttgtttaaac tttacaaagt attcatcata
   762001 ataggttatg aaaataataa ttagggaatg ggaaatattt atagttcact aaatttaact
   762061 tttgaaattg aaaagcagga ggtttgtaat gggtagacta ttaaattcgt ttcgtgatat
   762121 gaaagtagca aaaaactact aatttcattt ttcgtcattt taattgcggc tgtctctatt
   762181 atcggaggca tgtcttatca aacagctaaa aagaattttg aatcacaaat tacgagtagt
   762241 gctcacgaca atataaaaat attagataat ttaattaatc aaatgattga ggcaaaattt
   762301 aatgatgtaa ataattttgc acgggtgatt caaggtaata tgtatcaagg ggataatcaa
   762361 gatgaattaa gaaaaatgtt atctcaatat atcaacttga ataaagatgt tgaacaagta
   762421 tatgttgctg gaaatgataa aaaatttgta caagaaccaa atatacaaat ggcggcagac
   762481 tatgatccaa cagaacgttc ttggtataaa gatgcagtag caaaacaagg tggtattgta
   762541 attactgagc cgtataaagc aaagggaaat ggacatattg tcgtaacgat tgcaaaacaa
   762601 acagaagata aaaacggtgt tgtagcgata gatttaagtt tagataacct attaaaaaca
   762661 acaaagttaa tcaatattgg taaaaaagga tatgctttca ttttagatgg gaaacaaaaa
   762721 ataattgcac atcctcaaga gaagtcagga gaaaaagcag ctgattcttg ggcgaagaaa
   762781 atttatgaag ataatcatgg tgctttttca tatacgtatg acggtagcga aaagcaaatg
   762841 gtatttgcta caaatgtaaa aacgggttgg aaaattggcg ggacgatgta ctcaaatgaa
   762901 gtaattgaag ctgcacagcc tgtattttat aatatgttaa ttgttatgtt catttcatta
   762961 gttataggcg gggctcttat ttatttcgtg acactttcta ttacgaagcc attaaaaaga
   763021 ttagttgcca cttctaaaga aataagtgag ggagatttaa cgcaaacaat tgatattcat
   763081 tctaatgatg aaattggtca acttgcaaaa ggatttaatg agatgactga tgcgttgcga
   763141 acgttaatcg gaagaatcaa tacttcggct ggacatgttg cagcagcatc agaagagctc
   763201 acggcaagtg taagacaggc gagtgaagcg actgagcaaa ttacgatggc aatggatgaa
   763261 atatcgagcg gggcaacaac gcaaacgaca agtgtagaaa atggtgcaat gttattattt
   763321 gatgtaacag aaggaattca gcatgtagca aatagttcat catcgattaa tacggcttct
   763381 gctcatactc gtgaaaaagc agaagatggt ggaaaactag taggaaaaac agtaaaccaa
   763441 atgcagtcta ttgcagaatc tgtttcacaa tcggatgaag ttatacagtt attaaataat
   763501 aaatcaaagc aaattggtga catactagaa gtcattcaaa atattgcaga tcaaacaaac
   763561 cttctagctt tgaatgcagc aattgaagct gcaagagcag gagagcatgg aagaggattt
   763621 gcaattgttg cagatgaagt acgtaaattg gctgagaagt ctagcgtgtc ttctagtgaa
   763681 attagtaaat taatatgtga aatacaagat gacatgagta agacggtaaa gtctatgggt
   763741 catgtaaatg aggaagttca atctggactt gttattgcga atgaaacgaa gcaaaacttt
   763801 actgagattt tacaatctac aaatgaaatt gcagatcaaa ttaaaacgat ggttgaaaca
   763861 gctaacggga tgtcaaaagg tgcaaatgaa gtgtctattt cggttgggca aattgcaatg
   763921 acagcgcaga ataatgcgac gagtactcaa aacgttgcag catcagcgga agaacaatta
   763981 gcttcgatgg aggaaattgg ttctgcagct ggtacgcttt ctcaaatggc tgaagagtta
   764041 caagtattaa ttgaaagatt taaagtttaa tagagaacag actactccaa aatagcagta
   764101 tgctattgga gtagtctgtt tttttttttg taaaattaaa tagaaatgga caatactttt
   764161 atgaggttta aatatatatt ttgtataata tttgtcgaaa aatagaggta tttgttaact
   764221 ttgtgtataa ttataatcat atagaataca aataaaagga gattcgtatg ggagtgtatt
   764281 gggggacaaa aagacattct tggcttagtt atgtctcatt ttggttaagt atttcatttt
   764341 ttattgtttt tctcattgaa gtgtttattt ttaaaacact ttcaaataat tcagtgcaaa
   764401 ttgttaaata tttttatttt atatttgtac cagtaaacat ctttcttagt ttaaagttac
   764461 tctttaagaa gaatgaaaag aaagcattac ctatttttag ttttatagta tcattattat
   764521 ttacaattct aatactagta ttagcgttag cagctactgg gaaattcttt taaggagagt
   764581 gatgtaaatc actctccttt ttggtgtgag caaataatga ttgggaatag gtttaaaatt
   764641 taagggggat taagtaataa agtaagccac ataataatga agactgaata aagtgtttta
   764701 tatacttatg aagcaaatga atacggttag aacgttgata tatggtacaa tacatatgga
   764761 tagtgataga gataaagagt atataaaata ctcatcgttt tttagtaaga gaggggttat
   764821 cttatgctat acgaggattt gatgacatta tttcaagcag ctccgaaaga agaaggtaaa
   764881 ggtggctgga aatatataat ccaggaacga aatgataaat atgaaattgt tgatgaaatg
   764941 ttgaaaaatc aaatgagtgt tgaattgtat tttaatgaat atgatgaggt gaaaatcact
   765001 ttatataaag agggaatgcc tatttctact atgcaaagaa ttgcgatttc aaaagttgaa
   765061 ttagacgaag aggaagaagg gattcaattc gttttagaac gtatgcctag tcgaatgatt
   765121 cggttgcaat taaagccata tttggcactc gaaatggggc cgtactggga agtatgtgat
   765181 gattgtgaat gaatatataa aaagcatcca ataacatgga tgctttttat gttttttgaa
   765241 gttgtttaaa agcaataatc ggaagtaaaa tgatgctaac ccacccgatt actggatata
   765301 gaatatggag taattcactg taaccaacgt aactaaagca ataacttatt agtaagatga
   765361 agaaaataat attgttattt ttccaaccgg tgatggattg catttgtttt gtcattccaa
   765421 acacattgcc aactaaagtt gtgaacactt caccgaaaat gataagaaca aagaaaaagt
   765481 gaaaagttgc attgaatttt cttatgactt cagccattgg gatattatat tgataaaatt
   765541 ggtcgactga taagatcgct aaatggctac ataataaaat taaagaaagt cctgcaccac
   765601 ctaaaatacc gccccataaa atggcttttc gatcttttac ttcgctggct aacgggacga
   765661 gaacgctttg ggcgagagaa agatttaagg cgacatatgt aataggacta gttatccact
   765721 tcatattcca gctttctgca ggaatagtgt tactaatagg gggtgtaccg tgaaaaaagg
   765781 tagtaatagc aagtcctata ataaaaatca tcataatagg tacgacaagt gtattaactt
   765841 caaaaactcc ttgtaatccg cgactaccta taatgaggca tgcaattact gtaatgaaaa
   765901 taccgagttg tcttggtaaa cgaagttgct cttcgaatac cgccccagct cctgataaca
   765961 taacgctcgt tacaccaaat aatacgagca ataataatgt gtttacgaca tttccaaata
   766021 catccccaaa taaatatttg ttaaattctt gcgctgaaaa tgcaccgatt tgtgaggaga
   766081 gtaacatcat ttttgtaccg agccaaataa aaaaaaatcc acttatacat atgccaattg
   766141 ttccataaaa gccattcact gtaaaaaatt caacaatttc tcgtccagta gcaaatccag
   766201 ctccaacgac tgttccaata taagtagcag cgactttctt tgctacttgc cattgttgat
   766261 tgtccatgtt atccctcttt ctactacgat gagcttgatt tactattatg catatgtatg
   766321 agcttggaca attagacgta tgaagtgttt gaaaacatac atgaattaat acatattagg
   766381 gaaatattaa aggtgttaaa actttgttac atataagcca atcgttcgaa aggataggaa
   766441 atgtatggta acatgtaact aggttatgaa aagataatca ttacaaaatg ataagaggag
   766501 tggattgtat gagtacgaaa acaaatgttg ttgaagtatt aaacaagcag gtagcaaact
   766561 ggaatgtgtt atatgtgaaa ctacataatt atcactggta tgtgacagga ccacacttct
   766621 ttacattaca tgagaaattt gaagaatttt acaatgaagc tggaacgtat attgatgaat
   766681 tagcagaacg tattttagca ttggaaggta agccgttagc gacaatgaaa gaatatcttg
   766741 caacatctag tgtgaatgaa gggacaagca aggaatctgc agaagaaatg gtgcaaacat
   766801 tagtaaatga ttactcagca cttattcaag aactaaaaga aggcatggaa gttgctggtg
   766861 aagctggaga tgcaacatca gcggacatgt tgttagcaat tcatacaaca ttagagcaac
   766921 acgtatggat gctaagtgcg ttcttaaaat aaatataaga atataaagaa aaaagtcatt
   766981 gaaaaattct ttcaatgact tttttgtgat ttttcagttt tcttttatgc tataatatag
   767041 taaaaaggag gcgatgcgat gtttcgcttt ttcaaaactg gaaaagaaga gcgtgaaatt
   767101 acgaaagatg aattggaaca agcgatggct cagtttctag aaaagaatgc taatatcgtt
   767161 tatacagtat tagtaaatga tgattataca gtaaattatg atttgttaaa gccgtattta
   767221 cctgcatttc caacaaatat ttttctgatt acgaaggaaa cgcttgaggt atttgaacat
   767281 acagaagaaa acttaaacct agtgaaagaa attgatattg tgcaaaaggc agtagaccaa
   767341 tatgtaacag aaaaagaaat gtttccaatt gtagaaggta gtgaagatcg cctcatatgc
   767401 ggaatgaaac taggtcctta cttagatcgt atattaaaaa gagatttata tatttcggaa
   767461 aaacattatt tagtttcaag taaaccagat agaaaaaaac aaaagagtgg gtagatgtat
   767521 ggagaacaac aataaatata ttgttgtctt tttttgttta taaaaatatt gatttttcag
   767581 tctattcaac tttatactaa atttattggg taaagaggag taataattga gtatcatttt
   767641 aagaataaag ttattgttag cttgagttat ataacgatta cagaatggta taaaggtttg
   767701 aaaaataaat attataaaag gttacggggg atgggtgcat gaaaaatagt atgacttaca
   767761 ttcaattatt aaatgaaacg ttacattgct atgcaagtaa aggaagtttg gaagcgtata
   767821 cttatataat ggagcatgct aaaggtatag tagggaatga ggctcaaata tataatttta
   767881 aatatgcatt agcgagtgca gcaggacttg aagaagaagc gttgcatgta atgaaggaag
   767941 ctattataga aaagggtttt tggtatggat atgagtattt aatttctgac gacgatttaa
   768001 aattattaca taaatttgaa gagtttcata aaatggttca attatgtaaa gaaagagaag
   768061 agttagcaaa gaaaacagaa cgagcagacg tgaaatatat agaaggcaag aaaaaagaaa
   768121 aactatttat tgcaatgcac ggtgatcaag aaaatatagg aataatagaa ccgtattgga
   768181 aatctgtttt gtcacaagat tatacgttag ctttaccaca gtcttcgcaa attcagtttt
   768241 cagatgggtt tgtttgggat gatatacata gagggaagga agaattaaaa gagcattacg
   768301 ttaagtttat agaaaatcat acagtagaaa gagtaataat tggtggtttt tctgctggtg
   768361 caggagtagc tttatacaag gttttacaaa aagatatagc tgtggatggt tttattttta
   768421 tggcaccgtg gcttccagag attgaagaat ggaatgagtt gctgggagta ttacaggata
   768481 aacatataaa ggggtatata gtctgcggtg atcaagatga agattgtttc gaatgcacac
   768541 agcaatttgt acaattatta agagataaga atatagaaca taagtataaa gttataccta
   768601 acttaaatca tgattatcct atttactttg atgaggtatt gaaagaagcc attgaatata
   768661 tagggaatga aaacaataag tagtaagaaa aggagatgca tcatatgtga tgtatctcct
   768721 ttttaaaatt ataaattaaa agcatttgcc aataagcgat aagaatttaa tttatcttca
   768781 aatcgatgag taattgtgac aatcataaat tcttcagtat tgtacgcttt gcttaagttt
   768841 atgatttttt cttttacaga agacgggtcg cctactatca tacgttgacg attttctttt
   768901 atacggaata aatcatacgt gctatatgaa taattttgag cagtttcgat agaaggagta
   768961 ccagttgtac gctttccttg ttctagtaat aagattgata aatctaaact tgaagcaatt
   769021 ttttccgcct cttcatttgt ttctccgcaa ataacaaaaa tagcgacgat tgattttggt
   769081 ttatctccta aataggaagg ttggaattgt ttttgatagg cctccattac ctcgggtcca
   769141 ccgtatccgt ttatgaactg tgcgaatgca aaagaagcac cttgctgtgc agcgatcttt
   769201 gcactctctc cactagagcc aagcaaccac atgtcgggag atgttggaat cacaggagta
   769261 gcttttaaat tcgcataatg atggttttct ggtacttgat catgtaaata cattgcaaca
   769321 tctgcaattt gttctggata ttgatcaagt gagaccattt ttccttcttg aagtgcgcga
   769381 gttgcaattg gcataccgcc aggtgctctg ccgacaccaa ggtcaatacg atttggataa
   769441 agcgcttcta aaacacggaa attctcagca actttatacg ggctatagtg aggtaacata
   769501 acaccacccg aaccaactct catacgctcc gtttttgctg caatatgaga aataagtatt
   769561 tctggacttg aaccagcaag gcttacagaa ttgtgatgct ctgataccca aaagcgtgta
   769621 tatccgagtt tttcaacttc ttgcgcaagc gtaactgtat gtgaaaaagc ttgggttgct
   769681 gtactaccat ctgaaatagg ggattggtct aatacactta atttgatcat agaatatacc
   769741 tctcaatctt aatgtacatc ctattatata tttacttacg aaaaatgcgt aatgaaatgc
   769801 tcaaaattaa aagtggataa attatatatc cacttttaat gtgaaaatcc tcgttcataa
   769861 tgattcattt cgactacatt taaaatatat tcgtagttat caatctcaag ttttatttgt
   769921 tcacgctctt ttttagatag atgcaaacta ttaagcttgt tgcatagctg ttgtttcttt
   769981 tcttctaaat acttttttgt agcattgtag tcgtaagttg gtttcatttt taaccactcc
   770041 ttatttgctg ttgctatatt atacgaagcg tgaagagctg tgagagcgat ctcttatgta
   770101 tttttagtga atattcaact tgctctgttg ttatgtttat ggaaatttat gaataaaatg
   770161 cactaaacga ctaatgctca tttgatgaag taaggggtgg aattgtgcag aaagatataa
   770221 tgtataacac tgagatggat gaaacgttaa aaattataaa taaaggatta aagaagacga
   770281 cgagcccgaa gcaaattatt gtagtagggg ctggcatggc tggattagtt tcggcatctt
   770341 tattaaaagc tgcgggacat gaagtgaaga tttttgaagc aaataaccgg gtaggtggcc
   770401 gcatagagac agttagaatg gaagataccg gtttatattt ggatgtaggg gcaatgagaa
   770461 ttccgtattc gcatacatta acgatggcat atataagaaa atttgggcta caggtgagcc
   770521 cttttattaa taggaatgag actgatatca tttacgtaaa tggccggaaa acgacattaa
   770581 aacaatatga aaaagatcca agtatattaa agtatcctgt agaaatgaat gaagtgggga
   770641 aaacgtctga ggagctatta ttgttagcgg tacagcctat tataaatttt ataaaaaaga
   770701 acccagagaa aaattgggat gttgtagtaa aggattttgg gagatactct acaggacaat
   770761 ttttaaagta tcatccgtat caatataata catatttttc gccagtaacg attgagatga
   770821 tcggtgttct attagattta gaaggttttt tagaacgttc atttgttgag acattacgtt
   770881 ttttatatat tatgcaagag gagagcggat tttgtgaaat agtaggtggg aatgatagat
   770941 taccaaagtc ctttttacca caattagaag aaaatattat atataatcaa aaattaatga
   771001 agctacatca acgtgataac ggtgtgacag ctttctatcg aaacgaagaa acgtttgaat
   771061 atagtagtat tacaggggac ttagttattg ttaccattcc gttttcgaca atgcgttttg
   771121 tggaagttga gccctttgat tctatatctc atgaaaagtg gaaagcaatt cgcgaattgc
   771181 attatatgcc agcaacaaaa ataggaattc aatttaaaag tcgattttgg gaagaacaag
   771241 gacaattagg tggcagaatt ataacggatt tgccaattcg ttacgcttat tatccaagct
   771301 atggaattgg agagaaggga ccggctatga tgctaggaag ctatacatgg tcttatgatg
   771361 cgttgttatg ggatggattg tcaaagggtg accgtattta ttatacatta caaaacttag
   771421 caacgatatt aggtggtcaa gtatatgatg aattcttgtc tggtatatca aaaagctgga
   771481 cattggatcc atatgcactt ggagggtttg cgctatttca ggcaggtcaa gaatcagagt
   771541 tgcaaccagc gattgtcaaa ccagagggaa gaatattctt cgctggagac catacgacgt
   771601 tatatcatgg atggattcaa ggggcaattg aatctggggt tcgtgtagcg gaagaggtga
   771661 atgaataaaa tatgtaaatt tcagaattat ctttactgta tagtttgaga tggatattat
   771721 tatatataaa agaattatag ggagtgttta cagtgaatcc attattattc gattttcctt
   771781 ctgaatttta taccgaaagg ctatgtattc gaatgccgaa accgggtgac ggtaaagttg
   771841 tatacgatgc catacaagca tctatgcaag aattaaaacc ttggatggtt tttgcacaga
   771901 aagagcaaac agaggaagaa gtagaagtga gcattagaaa atcgcatatt caatttttgc
   771961 agcgtgagga tttaaggtta ctagtttttt cgaaagaaac aggtgaattt attgcatcag
   772021 ctggattgca tcgtattaat tgggatatac ctcaatttga aatcgggtat tggattgatt
   772081 caaggtttag tggacagggc tatatggtag aggctgcaaa ggggataacg gatttcgcct
   772141 tttctgaact aaaagcaaac cgcatagaaa ttcgttgtga tgctttaaat aagaagagta
   772201 gagcgatccc tgaaaaattg ggcttcaaat tagaaggtac gttagaaagt gcgagtgttg
   772261 cagtagatgg aaatggatta agagatatgt gtgtctttgc tatgacgaga aatacatatg
   772321 aaaaagaaga gctgtaaaga aacggctctt ctttttgtgt attatggtac aggatgtccg
   772381 ttagagcttt cgaaaattgt aaaccattgt tgacggtcta agttaacttt tgtagcaaga
   772441 gcggccgttt taacacgatc taatttacca gagccaacga tcggcatcat attagctgga
   772501 tgtgcaagta accatgcata cataacagta tcgatgctag taacacctag ttcagtagcg
   772561 actttttgaa cggtttcacg tacacgtaca gcgcgttctg attgaccagt aaagatttct
   772621 ccgccagcaa gaggtgacca aatcattggg ttgattcgtt tctcctgaca taaatcaatt
   772681 gttccttttt caaaatgctc aagttgcagt gcagatactt caatttggtt cgtaataagc
   772741 gggaaatcta agtatgaact taacatatta aattgagaag gtaagaagtt agatacaccg
   772801 aaatgacgaa cttttccttc ttgctttaag cgtaaaaacg cttctgccac ttcatttgga
   772861 tccatgaaag gatcaggacg atggataagt aatacgtcaa tataatctgt atgtaaattt
   772921 ttaagtgatg cttctgcact ttgaataata tgttttgcac tagtgttgta gtgagcaaca
   772981 tatcgctctg gaaatttcgg tgatggggga gcgattccac attttgtgat gatttgcatg
   773041 ttttcacgta aagaaggctt tagttgtaat gcctctccga acagtccttc acacgtataa
   773101 ccgccataaa tatcagcatg atcaaaagta gtaattccca tatccataca atcttcaatg
   773161 aaagaaagta attcttgttt cgtcatattc cattctgcta aacgccaaaa accttgaata
   773221 atacgagaaa attcgagtgt ttcggccatt tgaactcgtt ccattataag tacccccttg
   773281 atgaatgatt attattttga aaaggctttc ttactacatg ttattatata gttagagggg
   773341 cgtacaaaca ataaatatgt tttgctacaa aaacgattat ttctgtatgt tataatgtaa
   773401 aaacatatag ctataaggag atgtacgaaa tgattccagt aacaatatta actggttttc
   773461 ttggatctgg gaaaacaaca ttattaaatc gtattttaac agagaatcac ggtcagaaat
   773521 tagcggtgat cgtaaatgaa atagggaaaa ttggtatcga taatcagttg attatgaatg
   773581 ttgaagaaga aattatggaa atgacaaacg gttgtttatg ctgtactgtg cgggaagatt
   773641 tactcgttgc gttaaaacaa ttactggatg taaaagcaga aggtaaaatg gactttgatg
   773701 gattagtaat tgaaacaact ggtcttgcaa atccaggtcc tattattcaa acattctttt
   773761 tagatcctgt tattcaatct gcataccaaa ttaatggtgt tgtaacagta gtagatagtt
   773821 atcatataca taaacatttt gaaaaaggac tagaagcaaa agaacaaatt gcatttgccg
   773881 atgttatatt agtgaataag ttagatttaa ttgaagagag cgaaaaagaa aacctcttac
   773941 atgaactgca aggaataaac ccgactgcaa agttaattca gtcgactaac tgtgatgtgg
   774001 atattccatc gttactaaaa attcaaacgt ttaaaacgaa agatacgtta caaatttatc
   774061 ctcataaaga gcataatcat ctagaaggtg taaaatcgtt tgtactacgc gaagagcgtc
   774121 cgctagattt acaaaaactg aatgaatgga tgtcagctgt cgttcaagaa ctaggtgaat
   774181 atttatatcg ctacaaagga attttatcaa ttgatggagt agataaacgc atcgttttcc
   774241 aaggtgtgca tacactgttt gctgcatcat atgatagaga gtggcaagag ggcgaagaac
   774301 gagtaagtga agttgttttc atcggaaaag atattaataa agaatggttc caagaacatt
   774361 ttgaggagtg tgtgaaataa gtctgcgttt actgcaggct tattttttgg acttaactaa
   774421 gtgttttgta gaaaaatgat agattgcaaa aaacgaagga taataaaaaa gcctgttttc
   774481 acaggcttgt atgttcatct aaaagtaact ccattacaac acctacaaca ggtccttcat
   774541 catcaatatc gccatttaaa cggaagccaa atgactcata taatcccatt gcgagtttgt
   774601 tttctggatg taaacttaaa taaattgttt tacattcaaa tttatgttgt aagaattgaa
   774661 taagcaagcg aaggaaacgt tttgcgtatc cttttccttg atattgttgg tcaatcataa
   774721 agcggtctaa ccatacgctt ttacgttttt cacaatacca tccatacatt gcatatccta
   774781 caagtgtttc tccatcatat aaacctactg acgttccgtt tccctcatat aatgattctg
   774841 ctagagaaaa cgcattgctt tcaataaatt gctgctggtc ttttgcgacg tttaaagcag
   774901 ctaccgaacg ccaatttttt tctgttactt cacaaatgtg aagagtcata attccaactc
   774961 accttctaaa ttaatatagc ttaaaagcta atatggataa ttttacttgt tattttagtc
   775021 cagtcaagca gaaacacata aatattaaag aggttgccca aaagtagctg aatagctact
   775081 tttgggcaac ctctttaata tttatgcttc attatactaa taagagcatc tccattggtg
   775141 agctcaatat ttttattcac tgcacattgc gctcgttgaa ggggcacttg gttttgtatt
   775201 gtctgctgta tgtaatatcc tacaggagaa atcttgccaa ggggtgtaaa aagatggaga
   775261 atgcaagctc aattttcgtt taccgactct tactgcatca gaagtagtgg tagatcaatc
   775321 tagattagag aaactgcaat ttattccagg aagatatata tgaagaaaaa cgccaccata
   775381 ctgcaagttc tgtatattga cgacaaggtc aagtggaaac atttaaaaga atatgagatg
   775441 gataaacatg aacatacaga agcacatgaa catcaaccat tgtgtggtga tactcgctac
   775501 gattagaaag ctacagtttg caacaagaag acatgtaatt agtattcatg atatggggag
   775561 tatccgaaat gcaaaactta ttatgagaga tttaaagtca tatgtgagca aaacaatgcc
   775621 aggtggtccg gtatgccaat aaggctcagt gttaccgatt gcccctttag cacccgttga
   775681 accagtggga cctgtacgga attgaaaagg ttgcataggt ggaagtgtcg gtccgactga
   775741 acctggattt aatgcagcgg aggataaaaa ctcgtccaat aaaatccacc tctgaaaaat
   775801 tcatattact aatagtaaat gcgtgggtag agccaaatga aatggacaag cgattgtata
   775861 tatgaaattt aataaaatag ttatttaata aaaaagcagt tagctttcgc tagactgctt
   775921 gctccctaat gtagttcttg ttatgtaatt tagatgaaga tactacctac taggattaag
   775981 gctcctagca aaattagaga atcaactaaa atcaagaact ggtttttctg tggctttttc
   776041 aattctttta ttaagctgaa aactgcactt aatccgaaac aaatatataa caaaatcatt
   776101 atcgttcctg acatgattaa caatcctaat atatcgatat cttaattata taacgaaaaa
   776161 tatatacatg taagttttta atgaaatcct tatttaaata gggaaataca gctgaaatga
   776221 taagtagatc tactgaacat ttcagctggt attcaaagtt ttagaaacca atttttttaa
   776281 acatcttagt atatgtaatt acaagtgcag cttgtacaat tacgaatagt gaacccataa
   776341 acattttgtg gttatgatct aatgcaccga atattgccat agatattcca attaagataa
   776401 aaagtacact taggaaaggc gtaattttca ttaacacatt aagtctttta ttcatataca
   776461 gacctcctgt tctcaataga tttaagtatt aaacgaactt ataaatgtat tttactatat
   776521 ttttgttttt ggatatacag ggacgtatat aagtacagga gaaatttgaa caaaaacgct
   776581 atttgggtag gaaaggagaa tgaaaattgg ttacaacttt aaatgtaaca agtgtggcca
   776641 taacaatact gaagaagata ttgattatac gaatatgctt tgtggagaac cttgtggttg
   776701 tgagtgcaat gaatatgaat taatttgtag ttcttgtggt gatgaaattt gcagcggtaa
   776761 tggatgggga gaattcgaca gaaaagaagc tgctgaggat gctcaagaaa aactacttta
   776821 tatgagcaaa agagcagcta gcaaaagcta actgctgatc tccctcaaga tgtaatttac
   776881 tatgtaaatt acattaactt atccgttagt aagtatgtaa atcctatgag aattaacaaa
   776941 ttgaacgaaa tcaaaaaaag agttatagaa tttatagaaa aaccaaaaaa agatttaaat
   777001 tactggcaga attgtgccgg ttgttttgaa atcatcgtga tatatttgta ttgtgagaaa
   777061 tggcggaaaa gagaaaaaag catctattca gtaggtgctt tttcttttgc acaaaacaaa
   777121 cgaacacaac gaacgaaaaa aacaagacgt tatgtttttt taatatgatt ctttgattaa
   777181 aatgaggtgg tggtcgtggc taggcaaaga agcctaaatt gtgaattgaa taatttgtta
   777241 ctatatttga ttttttacaa aaaataacca ttttcttcag atttcaagaa ggttttacaa
   777301 aaaaatacat agaagtataa atatatggta atgaaatgag tcgaattttc atcatgactg
   777361 atatccataa tatgttcatt tcaaataaca tgaaatacac atagaggaga gcgattatga
   777421 aaagaagaat tggtacagca gtcgtaggtt tatctgtttt aggatttgga atttttggtt
   777481 ttactcatgg aaatggtgga ggggttgttc aagcggcttc agaaggggat ggaggaggag
   777541 cgcctgcata tgcacatgga aatcatgggg gagcaccaac ttatacccat ggtgagggct
   777601 ggtctccgag ttatgcacat ggacatacag gtggagcacc atcctatact catgggcata
   777661 caggagcacc agtttatgga tatggagact atccaatacc ttcttttaat gtaggagata
   777721 ctcctgcacc gaggttagac gctgatggag atcatggtgg agcaccaact tatactcatg
   777781 gacatttccc tgcaccgaag ttagaatcgg atgggtatac aggaggggcg ccttcttaca
   777841 ataaggaaga tacatggtct ccgagttacg cacatggaaa tacaggagca ccatctaata
   777901 ctgagcctgg tggggggatt taactaatac taaaatgaaa gttgtaaatt tacatataag
   777961 aaaaaaggct ttgtaattta caaggtcttt tttctttgta aaaaagttat tcaaagggga
   778021 aaataaatga atttcttcgt attttattat taacaaaata cggattttgt atggaatttc
   778081 ctgcaaagaa ttcaccatga ataaggttgt ctcatatcat gtaaatattg ctttattaat
   778141 attataaaat aatgtgaacg tattggaaga tgtttatgga aaaattgaca gtttaaaagc
   778201 agaacaaaaa gaaattatgt gagatattcg taatttagaa actcgcacaa caattaatga
   778261 gaaagacatc gctacaatta ataagcaatt agaaaagatt agcatgaata caacttggat
   778321 tctacgaatt attattagcg caatcactat gtcagttttg ggtttaatat taaaagggct
   778381 gatgtaaaat ttaaaaataa aagtacttat tgagagaggg acaagtatct ctctttattt
   778441 ttatcatttt aacaaagagg ggtcctttag aatatggaat aggtaatctg tacgattgaa
   778501 taggagacgt tagtcagtgg ttatcgatgg taaagtaaac gtacataatt taaaagggaa
   778561 cccatgaaac aataccaata ataatttgta tgtgaacgta aacaagacca agaccgtcct
   778621 ggagaggagg gggcttggtc ttgtttagct aagatcacaa ttttttaagt aattttcaca
   778681 ttctgttaac catactaata tcaagttctt taattcaatc gtttcaatat cgcaagtgta
   778741 ttcttcatcc tctacatatc ggtggataat ctgtatataa tcttatctta tgtctaaatc
   778801 acaactgtta ctcaatcact atcaagttaa agttttataa tgctccaaaa tgaaaaatac
   778861 gctattcttt ttgtagaatc ataggaatgg gtggcgtatt ttttattttg ttttgctaac
   778921 ttgattttga tgtgacgtaa ccttaagtat ttaaaaaata aaaaaagtcc ctcaataatg
   778981 ttaaagggac cttgctcacg caaatgatct gtaaatcaat tcatctttga tatacagatc
   779041 atttgtatga taatatttat aaagaattgc taaataatga aattacataa atgcttttag
   779101 aagttcttga attaatggga ttgctccacc aataaatttt aaaactgcca ttgcgatttc
   779161 catattattc tctcctctgt ttttgtatta agatgtgtga atctttataa ccttattata
   779221 gtaagcgttt acatttataa caatacattt tcgtatgtaa tattgcatat ttatacgttt
   779281 agacaaaaat taggctctat tagtcattct ttaatggtat catagcgagg tgtgagtctt
   779341 taagggtttt ccctaatagg aggaaatatg gaaagagtac aagtgattta cagtaatctg
   779401 aaaattaaaa gttgggctaa acaggtatta gctgtaggag gaataatagg gttctgctac
   779461 ttggtgttat atgtttttag tttcttagtt gttatgtaaa tattatataa ctaaactagt
   779521 agagtcttgc ctagataggt aagactcttt tgttgtatct gagatgaata aactacatac
   779581 aaaatctctc aagtttgtca gattactatg tagggtgccg tatttctcta tgttttagaa
   779641 cggctcactc ctatcattga aagtaaataa acttctattt aaaagtttcc atttatattg
   779701 aaaacacaat tgtattgata aaaaatgtgt ttttactaaa tatatcttaa aaagacaagc
   779761 ataagttata ttccgttttg ataaaatctt tttatctttg aaaaggattt aaatcttact
   779821 aataggtttg atcccttttt gcataccgta atttctatat taccatataa atataatata
   779881 ctgaaaagaa tttaaaagca agaataatag tatcggtccg ccacatgccc atcaacttaa
   779941 gattttaaag tagcccctaa acgaaaaaat ttttaaaaat tcattgatag taaacaagaa
   780001 gggttggcaa atcactagct aaagaaattt cttctggtaa gctaattagt aatatatcaa
   780061 aaaattcttt acaaaattta gagctatatt tcgtaggtat atgtcctcct attagtagat
   780121 tggaaatgct gattttggtg atcatattcg tgtggatttc ttgtgggatt tggataaaaa
   780181 tgaagttcta gtatggtcta ctacattatc tgaattaaag gtagctacgc aaaatggaag
   780241 tattcctgac cttgtaaaga aaggtattgt agatcgagaa ggaaatggac ttgctcctgg
   780301 tgatgatgat acattttatg taatgttcac atttgtagat agcggtgaag accaaaatgt
   780361 atttcagggg gatggattga aattaaattg gacgtttaat tccatacaaa caagtggtga
   780421 agaaaagtaa gtgtaacagt ttgtatacta tatgtttaaa cgtatagtgt acaattaaaa
   780481 gaactgtatt aaaattgaag agtttatcgc gaatggtaag gctcctcata aatatatggg
   780541 tgaaaaaact gatgacgatt ttcttttttt agattctatt ccttagttga taaaaaggtt
   780601 agattgcaca attaattggg agataagtat aagtaacttt gaacaatatt aagttcacca
   780661 tttttatgat gccgcttttt ctataacggt aagttcaaat tgtgtttcta ttaaataaaa
   780721 aatacatcct tatagggatg tattttttat taatgataat gttataaatt attctacatg
   780781 aaccgatatg tttttagata atacttgcat tgagaaagga actctagctt caaaagctat
   780841 agtgtttgtt gaatttggtg tgtttgagaa gatgtaagaa tccttaatac gtaatctaaa
   780901 tgttttttca gatccgaatg gaccagtata agaactgact tcgtctaaag aacttcccgc
   780961 atatctaaca ccattaatag tcaaagtctc agaatatgaa tccggtgtac ctacttcact
   781021 aactttcaca taaaggtaat cgcctttaag aacaggaata gttaagtaag aacttgcact
   781081 atacattttg ttattatcgc ctacagcact aatgctaaca cttcgtagtg gagaagaatc
   781141 cgcctttgaa atagttggta aaaatgctag tgtaagtgca aaacacatag ctaacatgcc
   781201 tataaatttt ttcatattaa caacccctta ggtatttatt taacatcctg tattttacag
   781261 gttaaaaatg taaatttcaa tatcgttata taaagaatga ttatgtaatt atgcatattt
   781321 aatataaagt acaccaaaac tcggatacat aaatcacttg ctgttacatt ggggatacga
   781381 aaataactaa aagaaaaagg cgtctacaga aaaaattcta ttcttatatt tgtaggatag
   781441 ttttagatac aaaaataaag agattggtaa tgtatataca tcttaatgta aaatatatat
   781501 tgcatttatg tgattaataa tttaatatac agaatataag gtttaaggta tgaagttatc
   781561 atttactaat gagacgtatt taaagtctat aagtaaagag aaaattgcaa gagtaaaaaa
   781621 agtctaattc aactggagtt taccgatatt gtaaacgcta cgcgaaaaac cagtagtcat
   781681 attgaaagta ataagtttaa cgctttttta aaactttgta tacatatagc taaaacatta
   781741 gataagagtt tagataaatt attttaggag gaactctaaa atggaaaaac taaaaaaatg
   781801 attttcactc agtacacact cagatgaaag aattcaacaa atcgaaatga aaatttgggc
   781861 tcaatctgga attgttgtcc taattttagc ttttattgat gttattataa ggggagcata
   781921 tctacaccgc ccattcctag aatggattgc ttcattagcc attataattt gttatatgat
   781981 tttcttcttt attaaatcta ttctaactgg tgtttatgaa acagatatta ataataaaga
   782041 acaattaaaa gaaaaattaa aagaaaaaat gagtgatacc tttattttgt gttttgtagc
   782101 aataggtgct actacataca aatataattt acctgaagat ttcgttggat ggatagcagt
   782161 aatagcaaga tttattatac ttttcgcttt cctatttggt atacaatatc ttattacagt
   782221 aatagcatgg aagagatcca ataaaatata aggaaacaaa atctattagc gtctctgtca
   782281 aaaatcaaaa acagctaaaa gaagtacgag aacgtttacg tacaaaagaa ggtaaagaat
   782341 tatatgtaaa acgacaaata gaggtagaac ccgtattcgg tcatattaaa tagaatcgct
   782401 tcttccaacg tttttcctta agaggccttt ccaaaaatcg actggaatgg ggttttattt
   782461 gtgttgccca taatttatgg aaatggacaa caacagctca atccaaagcg aaaaatgccc
   782521 ggttatagta gaaaatctgt tgattttcta ctataaccgg gcgtttctca tccatattaa
   782581 agataaaata aaaaactgtc tccaaaaggc cttgtttaaa gaccttttga gacagcctct
   782641 tcttatcaaa agttgattag ttagtagctt ctttcaatgt attcacgttt tcttccatta
   782701 aagtgaagta atctttatta tttttcgcat cgtcttcaga aatagtggct aagtgattta
   782761 agcgtaaaac ttttgtaccc gtttcttttt gaataacgga tgctactttt ggagtagaga
   782821 atgtttcaaa taaaatatat tttagattat gttcttttac tgtttttgta atatcagcaa
   782881 gctgtttttg agaaggttca tcagaagctg aaataccagc gatagcaatt tgttttaggc
   782941 catagcgttg ttcccagtat ccataagctg catgagaaac taaaatatct ttcgtttttg
   783001 cattcgcaac aactgcttta aattgatcgt ctaaatcagt aaattttgtt tgaagtgctg
   783061 caaagttttt ttcgaattct tgtttatggt caggttgtaa tgctacaagt gcatttttaa
   783121 ttttttctgc ctgtttcatt gctagagtag ggtctaacca aatgtgtgga tctttatcgt
   783181 gatgatgttc atcttcttta tggccgtctc cgtgatcatg atgctcttct tcagtagaag
   783241 tacgcagttc aatacctttt gatgcattta caattttaac attttctttt tgtaatgatt
   783301 tttccatttt ttcagcaaat ggctctaatt cagctccgtt ataaacgaat aaatcggctt
   783361 ttgcaacttt tactgtttgt ttttgacttg gttcaaatgt atgagaatct gcaccaggtg
   783421 ggtaaatcgc ttcaaccgtt acatagtcgc caccaatttt ttttgcaaaa tctgcaaggg
   783481 gaaaaatagt tgtataaaca gttagctttc cgtctttctt ggcattacct tcttttgtat
   783541 ttgagcagcc agtaaaaatt aaagtgaaaa taagtaagaa tgaaaatata gtcaatcttt
   783601 taggcatgaa gttctcctct tttctttttt tacggatata ttttccccaa ttatagaaga
   783661 aacatatcat tttaatacaa aacggaataa ttacgtttta gtttgcgaac ttagtataat
   783721 acatctttta taaagttgca ataaataata atcattacga tttgattttg ttataaagtt
   783781 gtcaaatata gatgtgttat ttttgcggat acatgcatat gtgacaacgc tgtgttcata
   783841 tatatgaaag gagggtgtag agggggatga gtgcttgggt tacttaatgg aagctatttt
   783901 gttgatatta gcggtagtat taccattagc cgtagtctta atttttttaa gcagattaat
   783961 aagtaattta ggagatgcat caacagtcac aaaattacga gagaaagatg agaaaaaaga
   784021 gtgagtaaag cactatgcgt acgcatagtg ctttacttgt ggtaaaatga gagaaggaaa
   784081 ctcctaaaag ttgtatgtta ctgaaggaga gaaaagtaaa ataagaggta tatgcatata
   784141 tgaataagcg aacagcgtta gtacttggtg caagtggttt agttggacaa gagataacgc
   784201 gtctattact tgaatcagat tactacgatt cggttactat ttttgtaaga gaaccaatcc
   784261 aatggcaaca tgaaaagtta cagcaaaaac aagtggatta tttggcatta gaggaatata
   784321 aagagttctt tgctgtagat gacgtattta gttgtctagg aacaacaatc aaaaaggcaa
   784381 aaacgaaggc gaatttcaaa aaggtagatt atgaatatac gttacgagcg gcttgtttag
   784441 ctgaaaaaca aggggtgcaa aatttccttg ttgtgtcctc aatgggagca aatcctaaat
   784501 cgtttttctt ttattcacaa gtgaaaggaa gaatggaaga ggaattacaa aagttagtaa
   784561 tcggtggtat tcacattttt agaccatctt tattagtagg aaatcgacaa gaatttcgct
   784621 ttggtgaacg aatggcggaa aaattatctc gtatgattcc ttttatattt aaaggagcct
   784681 tcaaaaagta taaaccgatt tcagctaaag atgttgcaaa agggatgtat ataactgcat
   784741 tgcgagaaga atcaggtatc catatttaca attcgaatga aattacaacg atagaataaa
   784801 taaaaccgag aagaaaagct tctcggtttt atttatttgt actaattttc ccaggcgctc
   784861 gctcgtattg atgcggttct tctaactcaa agccaagttc attggcggct attcttggga
   784921 agtaaggatt gcgaagtaac tcacgtccga taaaaattaa atctgcttcg ttattgttta
   784981 aaatttgctc tgcttgtgcc ccggtcgtaa tcaatccaac agcaccagtt gcaatgttag
   785041 catgttcttt aatatgttta gcgtattgta cttgatatcc aggataaaca tcgatgcgtg
   785101 caggtacaac agccccagaa ctacaatcga ttaaatctac tccttgttct ttcatccatt
   785161 ttgtatactg aacgtaatct tgaaccgtta acccgtcagg gtgataatca tttgctgaaa
   785221 tacgaacaaa taacggtccg ttccaaactt catttatcga gtcaatgatt tcgcgtaaga
   785281 aacgatagcg gttttcaggt gaaccgccat attcatcagt ccgcttattg gaaagcggag
   785341 aaagaaattc attaatgaga taaccgtggg cgccatgtat ttcaatcacg tcaaatccag
   785401 cttgttttga tcgtattgca gcctgctgaa acgctaatat ggtatttttt atttgatgta
   785461 tactcatttc tactggtatt ttcatagttt cattaaacgg aactgcggat ggagcgagag
   785521 catccgtttc taattcagct tttcttccag cgtgagcgag ttgaatggca gcttttgcac
   785581 cgttatcatg tataaaagtt gtcgttttat gtaagccttc aattagactg tcatcccaaa
   785641 tacctaagtc tttattagaa attcgccctt caggtaatac ggctgttgct tcaatcataa
   785701 ctaaaccaac ttgaccagcc gctctcgttc cataatgaat gagatggaaa ttcgttactt
   785761 ggccatcctc gttttccgat gaatacatgc acataggtga cataacaatt cggtttttta
   785821 atgtaacgtc cttaattgta taaggtgaaa aaagttcgga attcatccaa tagcctccta
   785881 gattgaattt tcttatattg tatcattctc ttttttgttt tcactaataa aacgcttata
   785941 cgaaaaattt tgtctattcg tgttacaata acaaatatga attgaattgg aggatgacat
   786001 atgtaccaag cttattatga aagtgaatta ggcttgctag aaattacagc gaacgataaa
   786061 ggaattacgt ctgttatatt tgttgatgag agacaagaag aacatacaaa tgaaatgata
   786121 gatcaatgta taaatgagct cgatgaatat tttaagggga atagaaaaga gttcacagtc
   786181 ccgttgtctc ctgagggaac agcatttcaa aaaaatgtat gggatgcgct ctatacgatt
   786241 ccttatggcg taagtgcttc atatttagat attgcagaga aagtcggaaa tacgaaagct
   786301 gtacgagcaa taggaggagc aaatagtcgc aatccgattt caataatcgt tccgtgtcat
   786361 cgtgtaatag gaaagagcgg gaaacttgtt gggtatgcgg gcggtttatg gaggaaagag
   786421 tggttattaa aacacgaagg tattttgaaa tgacgtatgg atgggaagag ggattgtttt
   786481 gaaatgtata aattgtgggc aactttgcga gggaaatcag ttaaattgtg aaagttgcca
   786541 gcggactttg catactgaac agagtgaagg aagttcgcta atagacaagg aattagaagt
   786601 atatgtaggg agacaatatc cgtattacaa aaggaaatgg gagcttgagg aaaagcggat
   786661 tgctaggtgg agctggaatg gttgggcagc tatttttaat gtaggttggc tcggatatcg
   786721 taagtattat ttacctgcag ctttatttgt agtgttatta ttagcgtgtg atgcgttttc
   786781 ttattatatg ggcttcaacg tagcattgcc gatcattaat atggtgcctc ttacgtttct
   786841 attactcgtt tttattttat ttggaatggc gatttttgcg aatggattat attatcaatt
   786901 tgcagaaagg cgtatatatc gaataaaagc aagagaaatt caagatggat cggttgaaaa
   786961 gtacctcatt cgtgatagtg gtggaacgag taaaatggga gcaacaatcg ttacgatttt
   787021 agcggttgct agtatttttt tcagccattt ctttttcccg actgatcgag atattattca
   787081 aaaagttcgt acaagctcgc tatatgaata tccgttcttt tccattggtg aatcgtttga
   787141 aaattatttt agaaatccgg gttgggcata ttatcgtggc acggaaggat tagaattggt
   787201 agagttccaa ggggatagtc cggatatgtc gaagaaaaag gttacgatcc aatttattgt
   787261 tgattataaa ttgggtgaga ttgagccgta ctcacttatg attaatggag aatctaaaaa
   787321 tgaagaagag tttttgaaga tattggacga aatatttaaa gttcaaaacc catttgatat
   787381 agaggatgga ttacaagtaa aagcaataga gaaagaagtg gatggaagaa cgatctatcc
   787441 acttcttttt tgtgtatacg aaaataatat ttgaaataat ctgaatcttt tgtataataa
   787501 tatatattat actggctttc atttatacat atagattggg ggaaggaaga atgaagagaa
   787561 aggtaacaac gattgctgca gttgcattat cgactagtgt attagttgca ggttgcggaa
   787621 atggggagaa ggcatctaca acgaagaaag aagcaggtaa gggagcagcg gataagcaag
   787681 tattaaactt actagaaaca gcagaaattc cttcaatgga tacgtcaaaa tcaacagact
   787741 ctgtatcatt ccgtgccttt gtaaatgcaa tggaaggatt atatcgttta gataaggata
   787801 ataaaccaac tccaggtatg gcaaaagatg tgaaaattag tgaagataaa aaaatatata
   787861 catttgaatt acgagacgca aagtggtcta atggcgatcc agttcgagcg caagattttg
   787921 tatatgcatg gcaacgtaca ttagataaag caacggcagc tgagtatgca tttattttat
   787981 ttgatgtaaa gaatgcacag aaagtcaata aaggagaatt accgttagat caattagggg
   788041 tgaaagcgaa ggatgataaa acattagtag tagaattaga acaaccagca ccatatttcc
   788101 ttgagcttac ttcattccca acatttttcc ctttaaatga aaaatatgtg aaagaacaag
   788161 gggataaata tgcattagaa gcagataaac tattatacaa tggcccattt gtaatgagtg
   788221 aatggaaaca tgaacgaagt tatcagttaa agaaaaatcc taattattgg gataaagata
   788281 ctgtgaaatt agaagaaatt aatgtgaata ttgtaaagga aacgagcacg ggagtaaatt
   788341 tatatgatag tgatcaagca gaccgagtta ttttaagttc tgaatttgtt gataaatata
   788401 aaaagaataa accagatgaa tttaaaacga agttagatcc gcgtatgtat ttcttacgct
   788461 ttaaccagaa gaatgcaacg tttaaaaacc aaaaagttcg tgaagcgatt gatctggcat
   788521 atgataaaaa aggaattgca aatgttattt taaatgatgg atcattgcca gcatacttcc
   788581 tagtacctga aaaatttacg acaggaccag atgggaaaga tttccgttct gtaaataaaa
   788641 atttccgtga cagtaaagat aatgcagcaa aagcaaaaaa actatgggaa gaagcgaaga
   788701 aagaacttgg tcaagataca atcacagtag aattactaaa tgatgacaac ggtagtcgga
   788761 aaaaagtagg agactttatt aaagaagagt tagagaaaaa cttacctggt attaaagtga
   788821 atttaaaaca acagccatat aagcaaaagt tagatttaga aaagaaattt gaatatgaat
   788881 tctctttatc tgcatggagt ccagattatc cagatccaat gacttatatt gatatgttcg
   788941 ttacgggaag ctcatttaat gaaatggatt attctaatcc gaagtatgat gagttagtag
   789001 cgaaatcaaa aggagagcta ttaaaagatg ataaagcacg ctggaatgca ctagcagaag
   789061 ctgaaaaaat cttaattggt caagatgctg ccatttctcc tacgtaccaa caaagtaccg
   789121 catacttaga gaaaccatac gtaaaaggta ttgcaaatca tacgtttggt ggggacttca
   789181 gttataaatg ggcatatatt acaaaaaaat agtataataa aagatgagtg aattttcgct
   789241 catcttttat ttgtatagga ggaattagag ttgttaaaag gaatcaatca tctttgtttt
   789301 tcagtatcta atttagaaga ttctattaca ttttacgaaa aagtattgga aggagaatta
   789361 ttagttagag gaagaaaact tgcatatttt aatatatgtg gagtatggat agcgcttaat
   789421 gaagaaatac atattccaag aaaagagatt catcaatctt atacacatat tgcgttttct
   789481 gttgaacaga aagactttga acgtctactg cagcgattag aagaaaacga tgttcatatt
   789541 ttacaaggaa gagaacggga tgtaagggat tgtgaatcta tatattttgt tgatccagac
   789601 gggcataagt ttgaatttca ttcagggaca ttgcaagaaa ggcttaatta ctatagggaa
   789661 gataaacctc atatgacgtt ttactaaagg ggaaagaagt tgcatgcgct tgtaattggt
   789721 ggaacaggaa tgctaaagag ggtttctata tggctttgtg agaaaaggtt tcatgtttct
   789781 attattggaa gagatgaagt gaaattagaa aatgttaaac gggagagtac tacacctgaa
   789841 agtatcacat gccttccgtt agattatcat aatgatgacg gtgtaaagtt agctattaaa
   789901 gatacaattg agaggaatgg cccaataaca ttggttgtcg catggataca cgcaagtgca
   789961 aaagatgcgt tatcactcat ttgtagagaa ttagacttgt cgtctgaaac atacgacgtt
   790021 tttcatattt taggcagtaa agcgtcgaga atagcctcac acaaaatatg ggataagcga
   790081 tgtagctatc atagaataat tttaggtttt atattagaag atacatacgc aagatggctt
   790141 actcatgaag aaatatcgga tggggtaata aaaggaattg aaagtaaatg tgatgaatgg
   790201 attgtaggaa gagtagagcc gtgggaatta cggccgacat ggtaaggggg aatggaagtg
   790261 aagacaacgg tatatgtaac aaggcatggt gaaacggaat ggaatgtagc gaagcgaatg
   790321 caagggcgga agaattctac tttaactgaa aatggtatac tgcaggctaa gcaattagga
   790381 gagcgaatga aagatttatc tatccatgcg atctatagta gtccgagtga aagaaccctt
   790441 catactgcag agttaataaa gggcgaacgt gatataccga taatcgcgga tgagcatttc
   790501 tatgaaatta acatgggtat atgggaagga cagacgattg atgatataga aagacaatac
   790561 ccagacgaca tacagttatt ttggaatgag ccacatcttt ttcagtcaac atcaggagaa
   790621 aattttgagg ctgttcataa aagggtaatt gaggggatgc agcttctatt agaaaagcat
   790681 aaaggagaaa gtatattaat tgtctcccat gcggcagcgg caaaattact tgtaggacat
   790741 tttgcgggta ttgaaataga aaatgtatgg gatgatccgt ttatgcatag tgctagtcta
   790801 agtataatag aatttgaaga tggtaaaggt gaagtgaagc aatttgcaga tataagtcac
   790861 tttcaataaa cgaaaaaaag gccgcaaaac ggcctttttt gtagggataa aaactagcaa
   790921 ttacgttttt tataccagaa gtgatcgaat ttcttgtttt tgcaagatgg gaatttatgt
   790981 ccgcctttgc aatcattcca tttgtgtcca tcatcgtgac agtctttacc atgatcgcat
   791041 gaatcatcac aagagccacc gtgtccgtga gggaagaatt cgcatttttt acagtaacat
   791101 cgttttgtcc agtaaaattt cttttcaaag cgtacacatt ttgtaacgaa cgtacaatgt
   791161 tttctgcgag tacgttttgt aactaacacg cattcttttc tacgtgttac tttcgtaacg
   791221 aacgtccatt tttgaacgcg aacacgagta catttcgtaa caaatgtcca ttttttaaca
   791281 tgcgtacatt ttgtaacgaa cgtacaatgt ttcacgcgag tacatcgtgt tcttgggcag
   791341 ttacaatcat cgctacattc tatttttgta gtgcaatcat catcacagtc gaacgtactt
   791401 ggatcttgat gtaagaaatc ttccatccca gcacttttga tttcctcgac agcttttcta
   791461 atatcacgtt tcatagaaat cctccttatc atacatttaa ttggaaaggt attctttttc
   791521 cttaacagga tatgtatgta ggtatatttc tgaacaggac aagagtgtaa ttttatataa
   791581 atggttgata gcggatgtat ggacaaggag aagtgcatac attgaatgaa gagaactgag
   791641 aagggatgtg aaaatatgct accttcatat gattttttta ttcatccaat gtacgtagtg
   791701 gaattgaaaa aagacatttg gtcagacagt ccagtaccag caaaattaac ttatggaaaa
   791761 aagaagtatg atattgatat cgtatatcgg ggtgctcata ttcgtgaatt tgagaaaaag
   791821 tcttatcatg ttatgtttta taagccaaaa aaatttcaag gtgcgaaaga gtttcattta
   791881 aattctgagt ttatggatcc gtctctcata cgaaataaat tatctttaga tttttttcat
   791941 gatattggtg tacattcacc aaaatcacaa catgtattta taaaaattaa tggtcaaatt
   792001 caaggagtat atttacagtt agaatcagtt gatgaaaact ttttgaaaaa tagaggatta
   792061 cctagtggtt ctatttatta tgcgatagat gatgatgcga atttctcttt aatgagtgaa
   792121 agagataaag atgttaagac tgagcttttt gcgggttatg aatttaaata ttcgaatgaa
   792181 catagtgaag aacaattgag tgaatttgta tttcaagcga acgctttgtc gagggaagcg
   792241 tatgaaaaag aaattgggaa gtttctaaat gttgataagt atttacgatg gttagcaggc
   792301 gttattttta cacaaaactt tgatggtttt gttcataact atgcattata ccataacgat
   792361 gaaacaaatt tatttgaagt gataccgtgg gattatgatg cgacttgggg gcgtgatgta
   792421 caagggagac cgcttaatca tgaatatatt cgtattcaag gttataacac gttaagtgca
   792481 agattgttag atatacctgt atttagaaaa caataccgaa gtattttgga agaaatatta
   792541 gaagaacaat ttacggtttc atttatgatg ccgaaagtag aaagtttatg tgaagcaata
   792601 cgtccttatt tactacaaga tccatatatg aaagaaaaat tagaaacctt tgatcaagaa
   792661 cctggtgtga ttgaggaata tataaataaa agaagaaagt atatacaaga tcatttacat
   792721 gaattggatt aattttgaaa gagattggaa cattatcaat ctcttttttt gtataataaa
   792781 gatgtatgaa taaaattgac gtaatattta cttaataaag aatagggatg tggaaacatg
   792841 acagtaaaat ggattgattg ggtaaagcaa atacaatcta tagctcaagc gggtttaacg
   792901 tattctaagg atgtatatga tatagagcgc ttccaacaat tacgggatat ttccatttcg
   792961 atgatgtcac attacacaaa gacagattgg gaagttgtag agaagttatt tgcaagtgag
   793021 acaggctatc aaacacctaa agtcgatata agagcagtcg tttttcaaaa tgaaaggtta
   793081 ttatttgtga aagaaaaaag tgatgggaaa tgggcactgc caggtggatg ggctgatatc
   793141 ggctatacgc cgacagaagt agcagcaaaa gaagttttag aggagacagg gtttgaagta
   793201 gaggatttta agctattcgc tatatttgat aaagaaaaac atcaaccatc gccttcagca
   793261 acgcatgtat ataaaatttt tattggctgt aaaattattg gtggtgaaaa gaaaactagt
   793321 attgaaacag aagatgtgga gttttttggt gagaatgaat tgcctaattt atcgattgct
   793381 agaaatacag aagagcaaat taaagaaatg tttgcctaca tgaaagaacc tcagaaagaa
   793441 acattaatag attaataatg cgtatgccgg tgagattgtc ggcatgaaga tattggcaga
   793501 atacaacctt tatgtaataa tgggatggta tgtgaagaaa aaaggagata gaaaataaaa
   793561 tgttagcaag cataatagat cagttattgc aattttttgc aagtttaggt tactttggag
   793621 tagcgctagc tttaatgatt gaaattatcc cgagtgaaat tgtactttcg tatgctggat
   793681 ttttagtcgc agatggtaaa attagctttg tcggtgcagt tattgctgga acaattggtg
   793741 gtactttagc ccaaatcttt ttatattggc ttggatacta tggtggacgt ccagttgtag
   793801 agaaatacgg gaaatattta cttattaata aacaccattt agacatagca gaaaattggt
   793861 ttaagcgtta cggagcagga gtaatctttt cggcgcgttt tatcccagtc gtacgtcatg
   793921 caatttctat tccagcagga ttagctaaaa tgccgttaaa actgtttaca ctgtatacag
   793981 tagttgcgat tattccatgg tcaatactat ttatatattt aggtgaaaag cttggtggaa
   794041 attggcgaca tattaaagag tatgcatctg attacacaca ttacataatt ataggagcag
   794101 ttctctttgt tgctctatac ttcggtttaa agtatttcaa aaagaaaaaa gcagcacgtt
   794161 aaagtcaatg atttttcatt ggcttttttt atttgtttcg gttcggttct aaaaaaaaag
   794221 agttgtccat aatgtataat aataaagcgt agcggaggaa tgtgatgaaa gggtcaccgt
   794281 ttatacgtgg aacgatattt ttaacgatgg caacgatgat atctaaaatg ttagggttta
   794341 tatatgttat accatttaca gctatggtcg gtacgagtgg gtatgtttta tacacgtatg
   794401 catatcgtcc atatacaatt atgctcagca ttgcgacaat gggactacca cttgcggttt
   794461 caaagatggt atcaaaatat gatcaattaa atgattatca tacggttaag agagtgttga
   794521 aaagtggaat tgtgtttatg tttataatgg gagttatttc gtgttttacg ttatatatgc
   794581 tagctccgca tttggctaaa cttgtaatcg atggaaatga tcaaacgggg aatagtgtag
   794641 cggcggtcac tactaatatt caaattgtaa gttttgcgtt aatacttgta ccagtaatga
   794701 gtttattaag gggctttttt caagggtttc aatcgatggg gccttctgct ctaagtgtag
   794761 ttgtagagca attttttcgg gtattaacca tcttgatagg aagctttgtc gttttatatg
   794821 ttttaaaagc ttcagtctca ctagctgttg gtatttcaac gtttggtgct tttatgggag
   794881 caataggtgg attaactgtt ttaagtgcgt attacataag gaggagaaag cacttaaaga
   794941 aaaaagaaat ggcgagtata ccgcaaacaa cgaaatcttt tttctcacta tataaggagc
   795001 tcttcacata ttcaatacca tttgtggtag ttggtttagc aattccgttg tatcagacga
   795061 ttgacacatt tacaattaat aaattgctta tacaaatagg atatatgcaa ggagaagcgg
   795121 agaagattaa tgcaataatt ggacttgttc agatggttgt acttatccca gtttccgttg
   795181 cgactgcttt tagtatgtca cttgtacctg agatgacaaa agcctataca gcaggaaatg
   795241 tgaagttact gtataagcat tttacgagga cgaatctatt agtagtaggg attacggtgc
   795301 cagcggcaat tggaatgatg gtgttagcaa aaccagtgta tactctttta tttggtgccg
   795361 gaaatgatcc ggagatggga agagttattt tacagtatta cgctccggct tgtatactat
   795421 tttcgctttt tacagtaacg gctgctatgt tgcaaggaat taatcaacaa cagaaaacag
   795481 tgctagggtt agtgattggc attattgtga aaatcgtttt aaatattgta ttgcttccgt
   795541 attttgatta tgtaagtttt attatttcaa catacgctgg ttatacgatt tcagttggct
   795601 ttaacttgtg gatgctttct aaatatgtta taaaggcaac ataagctttt taaggcagag
   795661 agcactctgt ctttttcttt gtttataata tttttcttat aaaaacgttt tcaaaataat
   795721 ttttctattg aaatttaaac gtatgtttca tatgctgaga atggcggtcc aaaaactgtt
   795781 atgtaagaga ggtagattcc tacatgtaaa aagaatcggg gtgatagtat gttaaatatt
   795841 tatttaacag accgaaacgg aaaactacaa gaggttgagg aaatgcaaaa gggttgctgg
   795901 attaatgtac ttcatccaac ggaagaagaa attcaatatc tagtacaaac tttaaatgta
   795961 gacttagatt tcattaaaga ccctttagat gatgaagaac gctctcgtat tgaaaaggaa
   796021 gacaataata ctttaataat cgtggatatt ccaacagtta gacatgatga agaaggaaat
   796081 tcgatttatg acacgattcc aataggtatg attgtaatgc cagattgctt tgttacaatt
   796141 tgtttagaag aaaatccaat ttttgaacgt tttattaatc aacgtattaa agaattttat
   796201 acgtttaaaa agacacgctt tgcacttcag ctcttatata cgatttctac ttattattta
   796261 agatacttaa agcaaattaa cagaaaaaca attgatttag agcaccaatt aaataaatcg
   796321 atgaaaaata aagagatttt cacattgcta ggccttgaaa aaagtttagt ttactttaca
   796381 acatcattaa aggcgaataa aattgtaatt caaaaattaa tgcgtaacag tacattttta
   796441 aaaatgtatg aagacgatca agatttatta gaagatgtat taattgaaaa taaacaggct
   796501 attgaaatgg cggaaatata tagtcacatt ttaagtggaa tgatgaatac ttttagctcc
   796561 gttatatcaa ataatttaaa tagtgttatg aaattgttaa cgtctattac aatcatttta
   796621 tcgttgccaa cgatggtttc tagtttcttt ggaatgaacg taaaagttcc gtttgaagga
   796681 gaagcacatg gttttgtaat tgtactcatc atatgtgtaa cactatctct tacattagca
   796741 tttgtttttt ggaagaaacg ttacttttaa cgataaaaaa gctgctctag catagttgta
   796801 taactgcgct agagcagctt ttttgctatg aaatccaaag tttggaatag aataaaactt
   796861 ataaaatgtc atgtatatga aaggtgtgaa ttccgtataa gtcttgtcca attaataaaa
   796921 tggggttaaa attacatatt gttaatgaaa agttggagga aatacatcat ggaattgttt
   796981 caattaccga aagcattcct gcaaatgaat acaatcttta tctccatatt gatcgaagca
   797041 cttccttttg tgctcattgg tgtatttatt tcaggattca ttcaaatgtt tgtgacagaa
   797101 gatatggtag caaaatggat gccgaaaaac cgttttctgt ctgttttaat ggctactttt
   797161 ttaggtatga tgtttccggg ctgtgaatgt ggaatcgttc cgattgttag gcgattaatc
   797221 ggaaaagggg ttccgccata tgccgggatt gcatttatgt taactggtcc aattattaat
   797281 ccggtcgtat tatttgcaac atacgttgct tttggaagta gtatgcacat ggtatggtat
   797341 cgttcgattg tagcgattat cgtagcaatc atcgttggaa ttatcttatc atttatgttt
   797401 aaagaacatc aattacgaga tgatcacttc ccagaagtga atcataagcg tccattacgt
   797461 aaaaaaatgt gggatgtatg tacgcatgct gttgaggaat ttttctcgat ggggaaatat
   797521 ttagtattag gagcgttaat tgcagctgca gttcaaacat tcgtacaaac ttcaacactt
   797581 cttgctatag gacaagggcc gttctcttca ccagctgtta tgatgggact tgcatatata
   797641 ttatcacttt gttcagaagc agatgcgttt attgcttcat cattccaaag tacattttca
   797701 acagcatcac ttgttgcgtt ccttgtatat ggaccgatgg tggatattaa aaatatgttt
   797761 atgatgcttg cgacatttaa aacaaaattt gtaattgtcg ttacagttac agttacactt
   797821 gttgtttatg caagctcact actcatttat gcgatggggt ggtaggttat gtttcgagca
   797881 tatatattat taggttttac aatcttaatc gcgcagcttc atatttcagg taatattacg
   797941 aagtatatca atatgaagta tgcctattta tcaacaacag cagctattat tttaggtttc
   798001 ttaacgatcg ttcaaattat tatcgttttc caaaaagagc atgagaaaga acaaggaaaa
   798061 caggattgta gttgtgatca tagccattgc gggcatgacc attcaaaaga tgagaataca
   798121 tggtggaaaa aagcattctc gtacacattg ttctgttttc caattgtttc gggattattt
   798181 ttcccaattg caacgttaga ttcagatata gttaaggcaa aagggtttca ttttcctgtt
   798241 gcacaagcag aaagtacaga tccatttatg agaaggcaat ttttaagacc tgacacgagt
   798301 atatattacg gaaaagaagg ataccgtggt gtaatggaga aagggaagaa agagtttgta
   798361 acaaaggata gtgttacttt aaatgatgaa aacttcctaa aaggaatgga gacgatttac
   798421 aattaccctg gtgagtttac tgggaaaaaa ttatcattta aaggttttgt tttcaaagat
   798481 gattcttcta aaaaagaaca atacttctta ttccgtttcg gtattataca ttgtgtagcg
   798541 gattctggtg tatatggtat gttagtgaaa aagccagaag gtgtagaatg gaaaaacgat
   798601 gattggattc aaatagaggg agaaatttct actgaatttt atcagccgtt ccatgcgaat
   798661 atccctgttt tagaagtaac gaaatggaat aaagttgaac agccaaaaga acaatatgta
   798721 tttagaggag ccgattgata acatcggttc ttttttatgg actaagggtt ctgaatgttg
   798781 ttaatattaa atgagtagtt gtaataggat catactgttc aagtgtgaat ggggaaggga
   798841 actcttgcca aacttctttg ctcgagccga attttgtggt gggattctta ttgtctacaa
   798901 atagcgggtt aaataatcaa agaggtgata acaatgactg aagtaaaggg aaaaacagca
   798961 aatgaatcca gagtgtttaa aacgagccga gtatttccga cagatttaaa tgatcacaat
   799021 acgctatttg gtggaaagat attagccgag atggatatgg ttgcttctat ttcagcaacg
   799081 aggcatgcaa gaaaagaatg tgtaacagcc tctatggatt gggtggattt cttacatcca
   799141 gttcgctctt cagattgtgt tagttatgaa tccttcgtaa tttggacggg tagaacttct
   799201 atggaagtat ttgtgaaggt agtagcggaa gatttaattt caggtgagaa gcgtatcgca
   799261 gcaacgtctt ttgttacttt tgttgcactg agtaaggaaa ataatccagt tcctgtgccg
   799321 cgagtaatcc ctgaaacaga agaagagaaa gaattacatc gcattgcagt gttgcgtgca
   799381 gaacaacgtc atatacgtaa ggcagagagt aagaaagtag ctacattact aactttttga
   799441 gttgaatatt tagtcgttaa tggcattata acagactgaa atgtttttca tatgaaaagc
   799501 ggacacctaa aagtaggtgt ccgcttttat agttttttca tccacatatc atgtgacagt
   799561 aactacttag cagaagcaag cagcaccgac gatgattaag aggataaata atacgactaa
   799621 tagcgcgaat ccattaccat gtgcgaagcc cattgttatt tcctcctttt attttaagat
   799681 acaacataca atatgcaaat gagctatcgt ttgatatgga catatatcat gcaatgacat
   799741 attttcttga atgatattgt attaaaaaag ggaagatata gaaataacag taagtggaga
   799801 aaggaaaata tccatgaaac actttttcgt tgtaatcctt tgtttaatag gtgtattcat
   799861 ttggatgaac atcgatgtgg aaatggggaa aaaaatggct agtgaatatg aattaggaca
   799921 agttcgattg ggtgaatttc aactgtatac gaacggtgaa gaattatata cgaaattatt
   799981 tgaggatata cgcaatgcag aaaagtacat atatatccat ttttatattg taggtaaaga
   800041 cgaaataagc aaagagtttt tgcagttgct cgagaaaaag gcatcaggtg gagtagaagt
   800101 gaaattgtca gtcgatcgaa taggtggata taagctgaag aaaaagataa ttcgtcaact
   800161 aaaaagcaat ggtgtccagt ttacatttag taaaaaacct aaactgaaac atatattcta
   800221 ctcgttgcat caacggaacc atagacgcat tgttacgata gatggaaaag tatcatacgt
   800281 cggcggcttt aacattggaa aggaatacct tggacaaaat ccgaaatttg gtccgtggcg
   800341 tgattatcat gtacgagtca aggggaatgg tgccacggat atggaaagaa aattctctgc
   800401 tgactggaaa gaagatactg gagaaaaaat gcctgtacat gaaagtttac ctgcaatagg
   800461 gaatgtaaag tatcaatatt tattttcaga aggaaaaggt ttatgggaaa aatatggagc
   800521 gcttataaag caggctaaaa cgtctttaat tattgctaca ccatattttg taccaagtaa
   800581 agaaatgata aaagcgttaa aagatgcatt aaaccgtggt gtcaatgtaa aaattctcgt
   800641 accatttaaa agtgatgcag tattgttaaa acaagctgcc tatccgtatt tgaaagacat
   800701 gttacatgct ggagcagaga tttatcaata tcagaatggt ttttttcatg ggaaagtaac
   800761 aatcattgat ggggaaagtg ttgatattgg taccgcaaac tttgataata gaagttttta
   800821 tttaaatatg gaatccaatt gtgttatcta tgataaggga gtaacagcgg acgtatggag
   800881 tcgattaaaa gaagactttc ataaatcaaa aagattttcg gaagaagatt ttgagaaaat
   800941 tagtaaatgg gattggtttt tagcaagaat agcaaatgtt atagcatcat atttatagca
   801001 tatagacaaa aaagaaggga ggcactttca tggattgtat gaaagaatta atgaggtata
   801061 gttatatgct tatatataag gttggggagt atacaggaga ggtaagagac ggcgaattaa
   801121 aggagctatt acagcatcat ttaccatata tgttacaagc atataatgaa caagtgaatt
   801181 ttcaagaagg agagaatgta cagcatataa cttgtgaacc gatcgcattt cattttcatg
   801241 aaatggagaa ggaaaccgat agtaaatata caggggatat gtatattgca acttgttata
   801301 tttagcattt aaaacggtta gcgttaaagt ttgctcaagt ggcagttgaa gttgcaaatc
   801361 cagaattccg ctcgttttta gaaaactgtt tcctgaaaat gaatcgatat gcctatagtg
   801421 tatggcaata tgtcgtcaag aaagagtata agattaaaca tgtatatgaa aatgagaaat
   801481 ttgcataaga aactaaggcg gaaagatagg cgccttagtt ttttattttt cgtggagaaa
   801541 aatgattaag tttatatatt tattatcaga aagtttacaa agatttactg tttatttact
   801601 atttatcaat ctctacttta aaaacagaga gtaatataag gttgtacata ttctatcaca
   801661 aggaggaaac gcaaatgaac aaatgggtta aatcattaac tgctatggca cttgcaagtt
   801721 ctttattaat ggtaggttgt agtaaaggtg aggataagaa taaagaagag gatacaacaa
   801781 cacaacaaga ggacaaaaag gataaagaaa caagtggaac tgagaagtct acggattcta
   801841 aagaaaagaa ataatgtaat aatagagctt cctcttatat atgaggaagc ttttttgttg
   801901 taaattgatt gagattattg aaaaatagag aaagaatgaa agagggggaa aacaaatgaa
   801961 agtatgtata ttgggagcaa cagggagagt aggttcaaac ataataaaat tagcattaaa
   802021 ggattcagct gaagtgactg cattagcgcg tgatttaaat agaatagaaa tacatcatga
   802081 aaggttacga gttatagaag ggaatgtatt gaacgaaaat gatataaaga aagccataga
   802141 aggaagtgat atagtaatta gtgcacttgg aacggatcaa aatgggacgt tagcgaagag
   802201 tatgccacaa attataaaga aaatggaaga agaaggcgtt cataaaatca ttacaatagg
   802261 aacagctggt attttacaag caagaacaaa tctaaattta tatcgtttcc aatcaacgga
   802321 atcaaaaagg aagtcaacaa cagcagcaga agatcattta gctgcatatg aggcacttaa
   802381 taatagtaat ctatgttgga ccgtcgtttg tccgacgcat ttaattgacg gtgatgtgac
   802441 aggtgtatat cgaactgaaa aagatgtatt accagaagga ggagcaaaaa taacagttgg
   802501 tgatacagcg caatttacat ggaatctgtg tagtgaaaac aaatatgaga atagtcgagt
   802561 aggtatttcc tattaaaaaa ccatcccgca attgggatgg ttaaaagatg atataacaaa
   802621 caaatatgat aatcataatg atttggagaa tggcttttgc tactgtacta cttaaaaaac
   802681 caactacagt agcaactcct actagaaaag cgtcttttgg cgctttttta tgcattaatt
   802741 cggttataaa taccgctaaa aacggtatga taataagtcc gaatggtggg aagaagaaag
   802801 atccggcaat gattgaaatc attccgacac gttcgcccca tttagaactc ccgtatttct
   802861 ttaaaaaata tccatttgca ataaaatcag caacgaaaat gaatagtgtg aaaatagctt
   802921 gaataatcca aaaagaaatc gttagttctc cgccatttat accaaaatgg taaatgaaat
   802981 atccagccca gacagctagg atgcccggga taataggata aataaaagct agaaatgaaa
   803041 taatgaaaca ggcaatgata cagattgtta agaaaacagt cactttataa ctccttttgt
   803101 atatctaatt tatgtacagc aatttttttc acttgatgtc catcaagttc taatgcctta
   803161 aattgaaaac cggcatattc gatggagtag ccagcttcaa tatttacgtc aactgcttgc
   803221 gataatagcc agcctccaat tgtatctaag tcgctctcat caatatgtaa gccaaacata
   803281 tcatttactt cagaaataag tacttttcca tctaggacag taagtttagg cgtacgtttt
   803341 tcaatcatag gtgattcatc tgcatcaaac tcatcttgaa tttctccaat gatttcttca
   803401 agaatatctt ccatagttaa aagtccagca gtaccaccat attcatccat aacgattccc
   803461 atctgaacgc gattcttttg tagatgtacc agtgttttac gaattggaac agtttcaaat
   803521 acagttagta ctggatgtat gtaagattca agtggcttat gaatgccttt cgtttgatcg
   803581 tgaaatactt ctttcgtatt gatcataccg ataatatcat ctttatcttt ttcgatgata
   803641 ggatagcgtg tatacttttc agttgcgacg atatccatat tttcttctaa cgtattttca
   803701 gtagataagc aaatcatttc tgtacgaggg accataattt ctttcgcaac tcggtcgtcg
   803761 aattcaaaaa tattatttac atatttatat tcggtttgat tgatttcgcc gcttttgaaa
   803821 ctttcaccta aaatgagtcg tagttcctct tcagaatggg caagttcatt ttctttcgca
   803881 ggttctaaac cgagtagttt tgtgaaaaag atagcagtac tattaagtaa ccaaatgaat
   803941 gggtacataa ttttatcaaa taaaataagt ggtcgtgcaa acttaagtgt aatcgcttct
   804001 gctttttgaa ttgcgaatga ctttggaact aattcaccta atacaacatg gaaaaatgta
   804061 atcacactaa aagcaataat aaaggataaa gtatttgcca ttgttccagt aatattaatc
   804121 ttttcaaaga gcggtcgtag taaatgttcc acagtcggtt caccaagcca accaagccct
   804181 aaagaagtaa ttgtaatccc gagctgacaa gctgataaat aaacatctaa attagaaatg
   804241 acacttcttg cagctaaagc ttgtttattg ccttcgtttg caagctggtc aattcgactt
   804301 tttcgtactt ttacaacagc gaattctgat gcaacgaaaa agccggaaat aaggataaga
   804361 acaaagatga gaaaaatatt taatatgtcc aagtgtattc tctattccgt cgtttggaat
   804421 aaagatgtca cctcctgcaa ttatgttata cttttataat aaatccaaat gaaaagaata
   804481 gtcaaagaaa aagggtaaat attggtatgt ttctgcaatg gtttttgaat ttgttgttat
   804541 tttgtccgct atacaaaagg aataaccccc tactttcaga ttctagaggg ttatttcaaa
   804601 ttaaggtttt gggatacttc tcgttaaagc gtatgattgt tgtttaaagt agtttgtcgt
   804661 ccatagtgtt tgaaggaatg agagtatgca atacgggata tataaaagca ataagctaat
   804721 tgtaacaata ataggggcat ttccgccgaa ttgaacgata aattgcaata gtccacttgc
   804781 gtgaaaaacg cattccataa aaacgaatga aagaatgatg gaacctaaaa tagatttatg
   804841 attcgaagta agcgctaaaa acaatgtgtc tacaaggaaa gaagattgtt ttatttcata
   804901 ttcatttgta ttacttaaga aaggaagcca tttttttatt gcttgcataa cgataatcat
   804961 ggaagtacta caaacgataa taaaagatga gtaataagga agcttcataa attttgtgat
   805021 gtatagaagt aataataaga ctgagcattg taataataca gtacataaag agtaaggtat
   805081 ccatcttaat aaagaagtga actttttaac cgattgaggt gctttaaaaa ataaatggcc
   805141 gatccctaag ctgatgaaga atccgatcgc aagagtaaag gtaaaacgaa caatcgataa
   805201 aaaatatatc tcccatatgt aagggaataa cggtgttgat tgattagcag tgtgaaccac
   805261 ctcatttgct gagaataaga tagattcgtg catccaatca atcgttggaa ttgtcattga
   805321 agaaagttgt gcgaagttat ggaaaatgct tataaatccg gttatgtatg agtatttatg
   805381 tgtaatgaat aaagctggaa taggactaat gataaatata atgagaacac caacgataaa
   805441 tttacatata tgtgagcgca ataaagacat gtaaccacct actcttagaa tatttcatat
   805501 tgcgggggat ataagtgaat gaaacgtgaa taaattatga caagaaaacg aaaagttttc
   805561 agaaaagtaa aataaattat ttattttttt ctaaaaatat aatatagtta tggcacagaa
   805621 agtattttaa cataaggagg ctatttatga ggattaaagg gaattatgtg ccgaagagag
   805681 aagttttatt ttgttcaagt tcaattacaa tagcggaagc actggagcat ttaaataaaa
   805741 ctggctatcg ttgtgtacca gttttagatg aaaaaaaaga gaagtattta gggaatatat
   805801 ataaagtaga tattttagaa tataaaggtt cgttggaaga aagtgtatta caattattaa
   805861 acgataaaga aggatatgtc agagaagatt cttcgttctt taaagtattt tttacaataa
   805921 aaaagttacc ttatttatca gtagttgatg aaaaaggagc ctttcttggg attttaacgc
   805981 ataaaaaagt ttttgagtta ttagaagacg cttggggcgt tcattctagt aaatattctg
   806041 ttatgattgg gacacaggat tataatggcg caattcaaaa attatcgaca gtattaaaaa
   806101 aatatacagg tatccaaagt ttaatgactt ttgataatga tgccttatta gttcgtagaa
   806161 ttatgtttac attaggagaa gagtttaacg atggtgaatt agaggtgtta ttgaaagatt
   806221 tagaagatca tggatttaga gttgtgtatg tggaagagat gaaaaatcca cgtgaagtcg
   806281 aaacgataga gtaacatgca aaagccgtct aattttgaag tggacggctt ttgttatgtt
   806341 acatgtataa agttatttaa aaataacgat agggtaagaa gtgaggctga aacaatattt
   806401 gtgtaaaaga ataaaaaatg tagataattt tgattttcaa aaaaatcaat ttgaaaatat
   806461 gtttttattt ttcaactaaa tatgttacta tatgtgtgat aaaaacaaag aggtctgaca
   806521 actatactcc acgtaatacc actctaatga gttaaatatt caaaaaaatc aaaaattaat
   806581 aattagagta agaataaggg gaatggagaa attatggaga aagacactgc tttgtaaggg
   806641 gcataattta tcatcttgag cagagaggag gatgcatagc atattgtgaa aatagagata
   806701 aacaatgaaa aagtgctatg caaatgaaaa gcatgaaggg acgtttaagg ccaggtgata
   806761 cggtagcaat tggtttaatg ttatttgcac tatttttagg agcaggaaat ttaatttttc
   806821 caccagtttt agggcaacaa gctggagaga atgtttgggt tgctacaatt ggcttccttg
   806881 taacgggagt cggattaccc ctattagctg ttacagctgt cgcgtttgta gagggggact
   806941 tgaaagcgct atcttctaga gttcacccta tatttgcatt tgttttccca ttaattagtt
   807001 atttagcgat tggaccattt ttcgcgattc cgcgtactgg agccgtttca tttgaaatgg
   807061 gtatgaagcc atttttatca gaggcattgg tttcagagtg gtacatgcta tttcttttca
   807121 cgataatttt cttcggaata acgtggtatt tatctttaaa tccatctaaa ttagtggatt
   807181 ggttcgggaa atttcttaca ccagtattag tattgattgt tgctgttatt gtcggaaagg
   807241 caattattga tccgattgga gaaccagctg cgccgttagc ggcatacaaa gaaaatgctt
   807301 tctttggtgg gtttattcaa ggatatttaa cgatggatgc aattagtgca cttgtatttg
   807361 gaattgtcgt tgtacaagtt atccgctcta aaggaataaa agagagcaat caaattgcaa
   807421 aaataacagt agtatcaggt attattgcag tacttggttt aacgttaatt tatttatcac
   807481 ttgcttatct tggttcaaca agtacatcac ttgggatatc agagaatggt ggacttattt
   807541 taacgaatgt tgtaaatgag ttatatggaa caggtggtaa aattttatta gggcttgtta
   807601 ttatacttgc ttgtttaaca acttctgttg gattaacatc agcttgtgct ggcttcttta
   807661 caaacttatt cccaaaactt tcgcataaaa cgattgtaac aatggtatgt gtatttagtt
   807721 taattgtatc taacttaggt ttaacacaat taattgcagt tactttacca gtgttaatga
   807781 ttatttatcc agttgcaatc gtattaatcg tactttctta cttccataaa tggattggga
   807841 agcgtaatac catttatatt ggagctattt taggtgcatt gttaattagt ttctttaacg
   807901 gtttagaaag tgcgaagatt aaaattgacg cgatttctaa tgtattacaa atattaccat
   807961 tatataacga aggaatagga tggttaatcc catcatgtat tggcgggatt ctcggtttct
   808021 ttttctataa atcaaatgaa tcaagtgaac tacaaaagaa aggtgcttag gcgcctttct
   808081 ttttttaaag gggatttttt tgttttgtct aagtaataaa tgaaaggagt gataaaatgg
   808141 ctaattttga agatttttta actttggatt taagaattgg aactgtaaca catgcagagg
   808201 aatttaaaga agcgagagtg ccagcgatta aactagaaat tgattttgga gagcttggaa
   808261 tgaagcagtc aagtgctcaa attacgaaga gatataaccc agaagattta atcggtcagc
   808321 aaatcgttgc tgttgtaaat tttccgccaa agcgtgtagc gggatttaaa tcagaagtac
   808381 ttgtattagg aggagtacct gaagcaggtg atgttgtatt actgcagcct aatatggaat
   808441 taccaaatgg aacaaaaatt agttaatgta aaggcggggg aacatggata ttggacgcga
   808501 atacgtacag tgtgccattt cgaattttga agcaacaaag aaacaagggg aacgggtgct
   808561 ttcacaatta tcatatgaac agattgaatg gtcttctcat gaagaaacaa atagcatagc
   808621 aatcataatt aagcatctac acggtaatat gcgttctaga tggacagatt ttttaacatc
   808681 tgacggtgaa aaaataaatc gtaaccgaga tgctgaattt gaaggtggtt actcttctaa
   808741 ggaagaggta ctcgcagcat ggaatgaagg atgggaatat gtttttaaaa cgatgaatgt
   808801 gttaacgccg gaacatttaa tacagacggt atatattcgc ggtgaagcac atactgtcat
   808861 acaagcaatt gaaagacaaa tttctcatta tgctttgcat attggacaaa tgatttacat
   808921 cggtaaaatg ttaaaagaaa atgagtggga atgtttaagt attcctagag gaaagtctaa
   808981 ctttcattta gagaaaaaac gttcaacata ataatatgaa agaaaccgat ataaaatggg
   809041 aagtaagaaa ataagccaaa tgaaagatgg ctctgcagtc ataagaatgc taccaacaat
   809101 cagcccatat ataataagaa agaaattaat aagtgtatta acagggataa atcgtgagat
   809161 gaaaacttgc tgtcgtttaa aacaatcaat atgaaataca taaaagcgga agtaccatgt
   809221 ggtagtaata agatctttct ttcgcgtaat tctttcttta catgtatgac agatgaacgg
   809281 tggtcgcatt ccattacgct ccatttttta tatttgtaat aatgtaagac aaaagtaggt
   809341 ataaggtgta tatccctata tatgctcctg aaataagaaa aaagggattt aataaaattc
   809401 catgaatgct tgtcataaaa actaaatcgt gcattaaaac atcaaatata tgaatagaaa
   809461 taattgtaac gagtacataa agtgttaagt acgctgaaat atgtaacgca atacgaaatg
   809521 taggatactt agcaaaccaa taaaaaataa atgatagtac aacgggaaat gcccctatca
   809581 gtagcttcaa ttcatttcac ctcataaaca atatagccgg aatttagacg gtctattctc
   809641 tagagcttgt acataacttg aaatagagag ggtgatagta tgaatcgagg ctttttttat
   809701 gtgaagttca cgagtgttcg taagttagta ttatttatta ttgctacagt actagcgact
   809761 ttttttctta ttagtatgat ggtaacctct atgaaagaga caaagtcaac gtatttatat
   809821 aattggttaa atgagttatc aatgaatggt tacatgtacg ttcttggaaa agagaatcat
   809881 tattttacac aggaatatcg aaatttaaat caagattttt caatatcttc gtttctcttt
   809941 tctatggcta cgaatattcg ttttaacgat gtacgcagtt ttgtcggcaa agagctaccg
   810001 ggtttcggta agtacgatac agaaattgtt attgcgggtg aaggaacaaa ttattctaac
   810061 ttgcctatag agtcgagcgt tccacttgaa gaagtagtaa aagaacggac tggagaaggt
   810121 ggacaggctc caaagccgga tacgaataaa gagaaaaagc aaccagctca aacgacagga
   810181 aaacgacaag ttgcatttat ttatcattcg catagttggg aatcttattt gccgttattg
   810241 aatttaacaa atgatccaaa tccgaataaa gcaacaagtt ccgtcacgaa tatttcaata
   810301 gtcggtgacc gatttcgtga acaattagca aatgaaggga tcggagcaac taacgacaag
   810361 actgatgttg ggcaaaagtt gattagtaaa ggattaaata gcaatagttc ttataaaatg
   810421 tcacgagaaa ttgtacaaga agcaatgact agcaataagg aattgcagta tttttttgat
   810481 ttacatcgtg atagtgctcg gaaaaatgta acgacaaaag caattggaga taaatcatat
   810541 gcaaagcttg ctttcgtaat agggaaaggt aataaaaatt atgaaaagaa tttacaatta
   810601 gcaacggctt tacatgagac aattaataag aagtatccag gagttagccg cggtgtcatt
   810661 caaaaagggt tccaaacagg caatggagtc tataatcaag atctgtcagg gcaagcaata
   810721 ttaattgaag ttggtggcgt agataataca gaggaagaac taaatcgatc gattgatgta
   810781 cttgctaaag cgtttgggga atatttctgg caggcagaaa aggtgaatgg ataaagtgaa
   810841 acataaatta gtgggagtct gaaaaacgta agtgtaatac ttacgttttt tctttgtaat
   810901 gatgagacgt cacaaaatag acataatttt ccgttgttat agtgatatcg aaatttgtca
   810961 aattatactg ggagatttac aaagggattt tcgagaaagt agagaaaatc tttttacaag
   811021 gaaatctttt tattatgaaa ctggtagggt gattgaagtg attagggaga tccaaataga
   811081 agatgcagca tcatttttgc aattaagtaa gcaattagat gaagaaacga aatttatgtt
   811141 atacgaacca ggagaaagaa aatttacagc cgagcaacaa gaacaaatga ttcatcgctt
   811201 tatagaaaat aaatatacaa caatattcgt agcagttgaa gaagagagaa tagtaggatt
   811261 tattttagtg aatggaaata atattcaaag aaagcgacat gtagcaagta ttgtaattgg
   811321 tattttgcaa gagtatagcg ggcgaggtat tgggactaga ttgtttaaag aggtcgagaa
   811381 gtgggcaaga ttacaagata tatggcgttt agaattaacg gtaatggccc acaatacaag
   811441 agctcaggca ctatataaaa aagctggatt tgagaaagaa ggtgtcaaaa gagcttctct
   811501 tattatcgat ggagagaaca tcgatgagta tgaaatggcc aaattattaa aataagaggt
   811561 cgttatatga aaaaaagatg gatactactt ggtatcgtag cgatgatact cattgttgga
   811621 gtagcaggaa ttaattataa aatgtataag gataagcagg cgcgcgaggt aaatgtaaat
   811681 aacatatttc cgaaagcgaa agaaacgatt gcgaatatgg atggggatat tgcggtaatt
   811741 agtaatccga attcgatgct tgtgcttgtg aataaaagta ggcgtttacc agatgggtat
   811801 aaaccgccag atttagttat tccgaaagtg cgctactcaa gtgaaggtga tcaagaaaag
   811861 aaaaaaatga ggaaagaggc agccggtgcg cttgaggaaa tgtttcagca agcggataag
   811921 gagcgtattt ttctttttgc agtttctgga tttagatctt ttgatcgaca aaaagcgtta
   811981 aatacgatgt ataaaaagca agatggagaa gcaaaaacag cgatgtcgag tgcagttcct
   812041 ggaacgagtg aacatcaaac ggggcttgct atggatatta catcgcaatc tgctaagttt
   812101 cagttagaga caatttttgg tgaaacgaaa gaagggcagt ggctttctga aaatgcccat
   812161 aaatttggtt ttgtcattcg atatacgaaa gagaaggagt cacttactgg ttatcgatat
   812221 gaaccatggc atgtgaggta tgtggggaat ccacaagcta catatttata tgaaaatcaa
   812281 ctgacgcttg aagaagtagc agagtgaaaa attgagggga gagaagggtt atgacggtgt
   812341 tatataataa aaaagtacac gcatatgtga caagagaaaa agaaggagtt atgcaactgc
   812401 ttgtttttaa acatcgtgat atacctgaag ctggtataca aataccagga ggaacagtgg
   812461 aagaagggga aacattagaa gcagcgattt tacgtgaagt acaagaagag actggattac
   812521 gtcatttatg catagaacga ttcctagctg attacatcat acatgtgaaa gaaaaaaagg
   812581 aatatcaaaa acgccatttc ttccacgtaa cattactaac agatgtaaaa gatagttggg
   812641 aacatattgt aagtgctggt aaggaagatg aagggttggt attttgctac gactgggttg
   812701 atattgcaaa atgccctgaa ttagccggga aacaaggtga gtttttacat ttgttagatg
   812761 aagtatatgt aaagtaagaa aagagtctga agcggacgtt tatacgtttc agactctttt
   812821 tatttttcag gaaataaaag gtttttatat tggtaagttg aattcttata gagggattgt
   812881 agttgtatat gtgaggagcg gagaaaatga aaaagtaata gagacatgct atcaataaag
   812941 agttatagaa ggagaatgaa aatggagatg cagttcaata cactattaca aaaagaatta
   813001 acaattcatg atatacaaac agcgatggaa gatgaaaagt taacttcaaa agaattagtt
   813061 atgtattatc ttcatagaat tgcaaagtat gatcaagacg gaccgaaaat taattctatt
   813121 ttagaaataa atccggacgc tatttttatt gcagaagcgt tagatcatga aagaaagatt
   813181 aaaggtataa gaggtccatt acatggtata cctgttttac ttaaagacaa tattgaaacg
   813241 aacgactcta tgcatacaag tgcaggtacg attgctctag aacaacatat aagtagtgaa
   813301 gatgcatttc tcgttacgaa gctgagagaa gcaggggcag taataatagg aaaagcaaat
   813361 atgacagaat tagcaaatgg aatgtctttt gacatgtggg ctggatatag tgcaagaggt
   813421 gggcaaacaa tcaatcctta cggtacaggt gaggatgaca tgtttgttgg aggctcaagt
   813481 acagggtctg ccatagcggt tgctgctaac tttacagtag tatctgttgg aacagaaaca
   813541 gatggttcta tattgagtcc agctgttcaa aactctgtag taggtattaa accgactgtt
   813601 ggtttaatta gtcgtagagg tattattccg ttcacatatt cgcaagatac agccggtcca
   813661 tttgctagaa ccgtaacaga tgcagcaatt ttactaggga gtttaactgt ggtagatgag
   813721 aaagatgtag ctactcataa aagtaaaggg atagcagagc atgattatac gaaatacctt
   813781 gatgttaacg gtttaaatgg agcgaagatt ggtgtatata gcaatgcacc aaaagagtat
   813841 tatgaatctg gtgagtatga tgaaaaattg tttaagaaaa cgattgaggt attacgtagt
   813901 gagggagcga cagtagtaga agatattgat attccgtctt ttcatagaga atggagctgg
   813961 ggtgtatcgc tctatgaatt aaagcatagt ttagataact atctttcgaa attaccttct
   814021 actattccag tacattctat ttcagagtta atggagttta atgaaaacat agcagaaaga
   814081 gctttgaaat atggacaaac taagttggag agaagaaaag atgttcctaa tacgttaaga
   814141 aatcctgaat atataaacgc aagattagaa gatatatatt tttctcaaga acaaggcatt
   814201 gattttgcac tggaaaaata taatcttgat gcgattctgt tcccttctta tataggctcc
   814261 actatatgtg cgaaagcagg ttatccgtct atagcaatac ctgcagggta tatggaaggt
   814321 ggaagacctt ttgggattac tcttgcaagt acagctttta gtgaagggac attaattaaa
   814381 ctagcatacg cttttgaaca agcgacaaac catagaaaaa tcccgggatt gtcataagta
   814441 aaatatacaa aaaggacagg aattcctgtc ctttttgctt tattgattac attgaaatat
   814501 ttttttgatc tgttttacga tattttaata ggctaaaaga taaacaagca gaacataaaa
   814561 taagaagaga agcgatgata taaatcgtac gaacaccgaa aatatcggta ataatgccaa
   814621 cactaagcat agaaagacca gaagccgtcg agaggagtgc accatgagct gtatacattt
   814681 tggataatag agtaggctcg acactagatt gtaacactgt cgtttgagaa atatctctaa
   814741 cttgataaca tggccccatt agaacacata gaaataaggc aatcaacccg ctacttgtca
   814801 taccatataa aaatgtaaga atactaaaca taagagagcc tatcgccatg gaacgaatta
   814861 aattgttttg aatgtatgta ctcattttcc aggctaatag cccgccaatt aacgtgccaa
   814921 cgtaataact tgtattaata tatccccacc attcttctcc tttatgaagg acggttgtta
   814981 cataagccat ggtaatagcg ccaatccata tcgtccctgc gaaagtttca attaagtcca
   815041 tacatgtaac ggtgcggaga gcaggatttt gaaataagag tttccaaccc tccaataaag
   815101 cagcagcttt tgaagaagaa ggctctatta cttgctcatt atgtatggaa cgtaatgaaa
   815161 agtgtagtgc aacacatccg aaaatcatca aaatattatt catcatgagt gtagaagtag
   815221 caccgataag aagaacaata acacttgtaa atgtataagc agcggcttgg gcaatttgtg
   815281 tgaaaaagga aaaaatacta tttactttta ctaaattttc ttttggtgta aggcgcggta
   815341 gaataccgta tagtaatgga gcgctccagc cactacataa tgaaatgaaa aaaatgaaaa
   815401 ttaatagtgc tacaatgttt gtagaaagga ccgggaataa tatcattaat aaaaataata
   815461 gggcagtttt tgaccattgt aatgtaaaca gtaatgaata agatgaaaag cgattcatta
   815521 taagtggtgc agatgtattt gctataaggt tagttatgac ttgtaataat ggaaaaagag
   815581 cagttaatgt agcggattta gttgtgatat acatatgagt tgtaataatc attatgtata
   815641 cgatgtcagc gagagtaatg catattttcg atcctaaata gtaagttaat gaacgttgtt
   815701 gcaataagca caccaccttc ccaaaaagta atatttcagt agttagaata attataattt
   815761 ggaaattaaa ttttcgaaag aatttaattt tttgtcactt tttgaaaggg attttcatgt
   815821 ataatgaaga atatatcaat atagtatttt aataatactc attataacag tgaatatgta
   815881 caatagcttg tagtaagcgc ccacgtatga gaaagggcgg ataaaccatt cttttcttca
   815941 tatacatata gaaaatgaga aagaaagtga gggttgcata tggctgcttg ggtaatttgg
   816001 tttatcatag ctggtatttt atttattgcg gaaatgctgt cgattacgtt ttacatgctt
   816061 tggcttggaa ttggagctgt tgtcggaggt cttattgctt tatttgcccc tgaagcacta
   816121 ctattacaag ttgttgctgg tgcgattgta agtttaacat tgactttctt tacgaaaaga
   816181 atatcaaaaa actttcgaga agcaaaaggt tttactgata cagtagatat gttggtcggt
   816241 aaaaaaggga ttgtcatgca agcgattaca aaagaaacga atggtattgt gaaggtggat
   816301 ggagatactt ggacagctgt tgcagatgct ccaattgata ctggagaaaa agttgttgtt
   816361 ataaagagaa atagtactat attacaagtg aaaaaggaga gtgaataaat atggtagcat
   816421 taacgttaac gattattttc gcactaattg ttgttacatt tatcgcattg acaatcaaaa
   816481 ttattccaca gcaaaaagtt ggagtcgttg aaagatttgg taagtttcag cgtgtgatgc
   816541 agccaggatt aaatttatta atcccgattg tagatcgcgt tcgtgtatat catgacttac
   816601 gtattcagca aacgaatgta ccaccgcaga aagtaattac gaaagataat gtacaagtag
   816661 aaattgatac gattattttc tatcaagtcg ttgagcctga acttgcgaca tatggtattt
   816721 cgaactatga atatggtgtt cgtaacatta cttcagcaac gatgcgtcaa atcattggta
   816781 aaatggaact ggatgaaacg ttatctggtc gtgaaaaaat ttcaacagaa attcgcttag
   816841 cgcttgatga agcaacagaa aaatggggcg ttcgcattga acgtgttgaa gttgtcgata
   816901 ttaatccgcc taaagatgtg caagcgtcaa tggaaaaaca aatgaaagca gaacgtaata
   816961 aacgtgcgat catattagaa gctgaagctg caaagcaaga taaagtcctt cgtgctgaag
   817021 gggaaaagca aagtaaaatc ttaatggctg aaggggataa agaagcacgt attcgagaag
   817081 cggaaggtat taaagaagca aaagaattag aagcacaagg ggaagcaaga gcgattgagg
   817141 aaattgcaaa agcagaacaa aatcgaattg aattacttcg tgaagcaaat ttagatgagc
   817201 gtatacttgc ttacaaatca tttgaatcat tagctgaagt tgcgaaaggg ccagcaaata
   817261 aagtctttat tccatctaat gcaattgaaa cacttggtac tcttggggca attggagaaa
   817321 tctttaaaga aaaacaagcg aagaaactgc ctttaaataa tacagaaaaa gaataataag
   817381 agtgaaaaga gaaatgggat gccatttctc ttttttatta tagaaaattc agagtatgat
   817441 ataatggaat ttttcggata ttaaaaaggg gagtggagaa acatgcaaat actactaata
   817501 cgccacggag aatcagaagc tgatatttta aacgtacatg aaggacgagc tgactttgaa
   817561 ttaacagaaa agggaagaca gcaagtgcaa agacttgtac agaaagtgaa agcagatttt
   817621 ccaccagatt tcatttgggc aagtacatta aaacgcgctc gagaaactgg tgaaacgtta
   817681 gcagaaggaa ttgggtgccc aattcaatta gaagaggaat taatggagtt taataatgga
   817741 gtgcaagcag gtctttcatt tgaagaagct aagaaatatc ccgagccaaa gtttcttcat
   817801 gatcgttttg aaaacgggga atcatttatt gaatttagaa tgagaataga aggcatcttt
   817861 tctaaaatcg tgacggagaa tacatatgac cgaattgcaa ttgttgcaca cggtggtgta
   817921 ataaatagtc tattacgtgc gtttttcaaa atgccaattt caatggacta ttattttaaa
   817981 atgggagata cgggaataag cttaattgaa attgacggtg aacaaaaaac ggtacatttc
   818041 attaatgata cgaatcattt gcacgggatg tagagaatta tgtacaaagt tgtatttttc
   818101 gatgttgaca gtacactttt aagtgagatt gatagaagta tgcacgaaag tacaaaagaa
   818161 gcgatacgta ggttaataga taaagggatt catgtagttg ttacgacagg gagaccgtat
   818221 agtttatgct cacaatttaa tgcgctgggc ataaatacaa ttatttctgc aaatggtgca
   818281 catatcaagt gtggggaaac agttatacat aaatcagtac tttcaagtga aattgttcat
   818341 gatctctcag agtttgctgc attacatggt cacggtgttt cttattttac agaggatttt
   818401 gcaatgaacg gaatagccgc ggataatgga cgtgtaatgc aagcgcttag cgagacgttg
   818461 aatttagaga agtatccaga aaaaagcagg gatttgtcag aagaaatcta ttgtttatgt
   818521 ctgtatgcag atgaaataga agctcaaaaa tttcttgaaa gatatccagc acttacgttt
   818581 gaacgttttc acggttacgt tatgaatgtg ttggaagata ataaagtatc gaaggtaact
   818641 gcaattcaaa aggtattaga acacctaaac atttgcaaat cagaagccat tgcttttggt
   818701 gacggtagaa atgatattga gatgttagag tatgtaggat taggtattgc gatggggaat
   818761 ggcggagaag ggttaaaaat aagagctgat tttgttacaa agaaggcgag tgaaggtggt
   818821 attttatttg ccttagaaaa gcattatgtc gtctaacgta cctttattga aataaaggta
   818881 cgttaggatc tttaatgtgc tcgcataata aaatatgtat ttgtccacga tgatgataaa
   818941 agtgtgcaac aatttcaagc aaccattcaa aacgtgaata agaaacgccc caataggcag
   819001 tcttaatttc cgctaattct tcttgggaat aggaaagaaa tgttttagag agaagggtga
   819061 atccttcaag cattatttgt tgcatgtatg taattgtttc tggtgtatgt tctaaataaa
   819121 aggtacgtaa ctctttttcc gtactaccat ttaaaatgag taaatcagca tggcaaataa
   819181 gagaaagatg tgcacacatt tcaaataatg aacgcttcga ttgaatcgga gctattttca
   819241 aatcaatttc agtatattga tccagcattt gaatagaagt atcaacagca actttaagtt
   819301 gatgcaatgc agattgtaca aacattgtaa ttctcctctt ctccgtatat aatagtttct
   819361 tgagggtatt atatcatgct caaaattccg aaaattctag tagtttgact agcatattga
   819421 aaagtattat attgtaaaag gtcatatgaa acgtgaaata gaatggaatg caattattga
   819481 gttaggagtt agaccaatga gtttgaaata tggaagagat acaattgttg aagttgactt
   819541 aaatgcagta aaacataatg taaaagaatt taaaaaacgt gtgaatgatg aaaatattgc
   819601 aatgatggct gctgtaaaag cgaatgggta tggtcatggg gcagttgaag ttgcaaaagc
   819661 tgctattgaa gcaggaataa atcagcttgc aattgcattt gtagatgaag cgatagagtt
   819721 aagagaagca ggaattaacg tgccgatttt aattttaggc tatacatcag tagcggctgc
   819781 ggaagaagca attcaatatg acgttatgat gaccgtttat agaagtgaag atttacaagg
   819841 tataaatgaa atcgcaaacc gtcttcaaaa gaaagcgcaa attcaggtga aaattgatac
   819901 aggaatgagt cgcattggtt tacaggaaga agaggttaaa ccatttttag aggaattaaa
   819961 acgtatggag tatgtagagg tagtgggaat gtttacacat tactctacgg cagatgaaat
   820021 cgataaatca tatacgaata tgcaaacaag tttatttgag aaagctgtca atacagcaaa
   820081 agaattagga attcatattc catatattca tagttcaaat agtgcaggtt caatggaacc
   820141 tagcaataca tttcaaaata tggttcgtgt aggtatcgga atttatggaa tgtatccttc
   820201 aaaagaggta aatcattcag ttgtttcgtt acagcctgcg ttgtcgttaa aatcaaaagt
   820261 agcccatatt aagcatgcga agaaaaatcg cggtgtaagt tatgggaata cgtatgtaac
   820321 gactggtgaa gaatggattg ccaccgtacc gattggttat gctgatggtt ataatcgtca
   820381 gttgtctaat aaagggcatg cattaataaa tggagttcga gtacctgtta ttggccgtgt
   820441 ttgtatggat cagctcatgt tagacgtttc aaaagcaatg ccagtacaag tgggagacga
   820501 agtagtattc tacggtaaac aaggcgaaga aaacatcgca gtagaagaaa tagcggatat
   820561 gttaggtaca attaactatg aagttacatg tatgttagat agaagaattc cacgtgtgta
   820621 taaagaaaat aatgaaacaa ctgctgttgt aaatatacta agaaaaaact gaatcgttat
   820681 gattcagttt ttttattttt gacaaataaa aaatgcccta tttgtaccgt gtgattgaat
   820741 gtccttaaaa cctacggatt ctagcgaaga aattatttct tcattggaat aacaagcttc
   820801 ttcaaatgaa aagtcacttc ttgtccaatt attatctatg tcatgctgaa atagtataaa
   820861 gttcatttct gcttttttat tttcactatc atatgtagaa tcaatcgtac aaacatattc
   820921 gtctgctgaa atatgaaacg aagcagtcca attttcaaga aagccttttt ccgtattcat
   820981 atcaaatacg aatgtacctt cgctatgtaa tacggaataa acattacgaa aaacactttt
   821041 taattcatct aattttaaaa tatggtttaa gctatcgcca gtagagataa catattgaaa
   821101 ttgctcattt atgttgaaat agcgagcatc atctacgata aaggctgcgt ctggagcgtt
   821161 ttgacgtgcg tattcaatca tttgagcaga accatctata ccagttacca caaaatgatt
   821221 atcaattaat ttcttagtaa ggtgaccagt cccacagcaa agatctaaaa tatgagaatg
   821281 tggtggtgca tattgtaaaa cgagtttttc caaaagtaga taagcgtgtt cagcataatg
   821341 cccccaatgc ttattataaa tggatgcgaa aatatcataa tcagaataaa ttagcttttt
   821401 agacatatgt attcaccccg gaattcatta cattataata gtcatgcttc gctttcattt
   821461 caaaaccaca ttgtgtatat agttttaaag cattgttatt tttcgtttcg acgtctaatt
   821521 taattgttga aactcctttt gtaataaggg tatgtatcat ggacgtaaga atatctttac
   821581 cgtatccttg cccttgataa gaagggtgaa cggcgaatcc tgatagtgta gtagattggt
   821641 cttctttaga aactgtaatt gttcctatca ctttttcatt gataaggacg ctgtaaactt
   821701 gatgggaaga tgaattcatc atcttttgta accatgtagc ggtattttct actgaatctc
   821761 caaacgcttt actagaaagc tcaataagat caagaagtga ttttgaagat gcaagagtaa
   821821 gctgtatagc attcttcgtc gttttttgaa cttcttttcc tttgaactcc atactatatt
   821881 cactatgtaa ataaggcagc tccatatgta ttgcaaattc tttcccagaa gcagactccc
   821941 cattcataat aagaagagct tcgtctgccc ctcttaatcg tatttctttc attgcggttt
   822001 gtaaaagagt agtacctata cgttgtttcc tatagttcgg gtgaacaaag cctattaact
   822061 caagtttagt aggtctttca aagtcataca tacttaatgc accgactaat tttgtatcgt
   822121 cataaaatag aaaatcattt atctcttctt tattacgggc agttaaaaag tttatatgta
   822181 aatctgacga ataatcaatt cgatcgtgtt gcccgcaaat atgagctaaa tccttcattt
   822241 gctgtatttc acattctgtt aaagaccact ttttctgaat ttccatttca taacccctca
   822301 cattcgtatt taaaaatagg atggatgcct tagccacttt tctaattcca cactcccttg
   822361 aacagacaac agtcggtata aataacggta aggctgtcta cacttttcaa gttgaggaat
   822421 aggcataatt gtttcgtaac cacttttaaa agcatgagct tctttttcgg taagtacata
   822481 ttctagtccg ataaactcaa actctcgagg agcaactgcg taagcttctg tatctactaa
   822541 acctgtaata gttgtaccat ctgataaaaa ctgagtaggg tccatatcaa ttaaaacgag
   822601 tgttgcctcc tttggtaccg gtaaggaaga aagttgttgt tcaaaagtag gaaatgcgtt
   822661 acggatgctc gcattatcgg aataaaacct atttacaagt tctttactga cttttaatat
   822721 gtgagactta aattcttcta gtggaacttg gaaagtacct gatgggtttc ctataaacgc
   822781 tgcttgaaac gaatgaattt ctgctagtcc ttttccaagg ctgaataaaa ttgaatcaga
   822841 ttgtccgata aaggattgca gcgtatttcc tgttagtttt tcgacactaa caaactttcg
   822901 gccatttaaa acatgttttt gcaaaatagt ggggatgggc aagttagtat gctttttcaa
   822961 taattcgtgt ataagttcta aatgatggac gtttcttgga tcaattccga ataggttttt
   823021 acatccccac caaaaatcat tatttggctc ttcattcatt tttgaggaac gaacaataac
   823081 ttcttcaaat gctgttttaa caagaaacac atcgcttgca tgttcttcat aacctgggtg
   823141 taaagtttga atagataaaa taggtgaagc gaatagttgt tgtagcatga agtcactcct
   823201 tttttctgta aattcgataa actcattata taacagaatg tgtacgaagt ggataatgat
   823261 aggggcaaca tagaacttaa ataaatttac ggtgagaaat cagtgtgaaa attatatttt
   823321 tctacttttg tatgaattat caaaataatg tttctgatga taaatctgta aaaataccca
   823381 aatataaatc tcatattttt cagtaaatga agagttaagc tcactttcaa taggagtata
   823441 acgtaggtta tgaaaaatat ttctcaataa taaaatgaag agaaaaatat gaaaaagtag
   823501 aatagattcc tttataatag ttttaaatta attaatataa ttaattatta attatattag
   823561 ataggagaga aaatgatggc aaatgtactc gtaataaatt tccctggaga aggtcatata
   823621 aatccgactt tagctattat aagtgagtta attcggcgag gggaaacagt tgtttcgtat
   823681 tgtattgaag attatagaaa gaagattgag gcaacaggtg cagaattccg agagtttgaa
   823741 aattttctct cccaaattaa tattatggaa cgagtaaatg aaggtgggag tcctttgacg
   823801 atgctatctc atatgattga agcatcagag cgtattgtta ctcaaattgt agaagaaaca
   823861 aaaggagaac agtacgatta cttactatac gataatcatt ttccagtagg acgtattata
   823921 gcgaatgttt tacaattacc tagcatttcg tcttgtacaa cgtttgcttt taatcagtac
   823981 attactttta acgatgaaca agaatcgaga caagtagatg aaacgaatcc gttatatcaa
   824041 tcttgtttag cgggaatgga aaaatggaat agacagtatg gaatgaaatg taatagtatg
   824101 tacgatatta tgaatcaccc tggtgatatt accatcgtat acacttcaaa ggaatatcaa
   824161 ccacgttcag atgtattcga tgaatcgtat aagtttgtcg gtccatcaat tgctactcga
   824221 aaagaagtag gtagctttcc tatggaagat ttaaaaggtg aaaaattgat ttttatttct
   824281 atgggaacag tttttaatga acaacctgag ttatatgaaa aatgttttga agcgtttaaa
   824341 ggggtagaag cgacagtcat attagctgtt ggtaagaaga taaatataag tcagtttgaa
   824401 aacattccga ataactttaa gttgtataat tatgtgccac aattagaagt attacagcat
   824461 gctgatgtat tcgtgacaca cggtggtatg aatagttcga gtgaagcact atattacggt
   824521 gtcccgttag ttgtaattcc ggtaacagga gatcagcctt tagttgcgaa acgagtgaat
   824581 gaagtagggg caggaataag gcttaatcgt aaagaattaa cttctgaatt gttacgtgag
   824641 actgtaaagg aagtaatgta tgatgtaacg tttaaggaaa atagtcgtaa agttggagag
   824701 tcacttcgaa atgctggtgg atataaaagg gcagttgatg aaatatttaa aatgaaaatg
   824761 aattcgtact tgaaacttaa ataaatgttt gaggcacact tactacaatg cgtaagtgtg
   824821 cttcaataaa aaattacata aaaatcacta taatggtgaa acttttgtgt atataaactg
   824881 atatctttgt attagtagta aaattacgtt aaaataatac taagaaaata tataagtttt
   824941 gggggtaatg aatgaagaaa gtatttgaat acgtattatt aacaattggc tcaattattg
   825001 tagcaggttc attagagctt attttagcgc ctaatggatt agtagatggc ggggtaacag
   825061 ccattgctat tatggcgaat aaagttgcag gattgccgct ttatggagtg ttcttaggaa
   825121 ttaatatccc gattttatta tttactgcaa aagtaatggg aaagaagttc tttatccgta
   825181 catcctatgc aaatgttgtg acaacacttg gattgattta tttgaaacca tttccagcaa
   825241 ttacaacttc tgaattgtta attgttcttt atggaggagt tctatttggt gttggtgtag
   825301 ggattgtagt aaaaatgggc ggagcaattg acggatcaga aatgttagct gtttggatga
   825361 ataaacattt taaagtgccg attagtacat ttttacttgc tgtaaatgcg gttattttca
   825421 tctttgttgc cattttgttt tcaattgaac aagcgatgtt ctcattagca attttctata
   825481 ttgttacgaa gatgattgat ttcatattag atggcattaa tcaaggaaag agcgttatga
   825541 ttatttctgg taaaaataaa gaaataggcg atctacttat gaaagaattg caattatccg
   825601 ttacgtatct acatggagaa ggtggttttt taggagaaca taagagaatc atttattgta
   825661 ttacaaaccg tttcatttat ccgaaaatga aagatctcgt tctctctgta gatccaactg
   825721 ctattattga agcttcctat tcaacagaaa caactggtgt caaacgtccg ggaagggcaa
   825781 tgagatcaga aaaatagtga atgaaaatag ctccacgtaa gtataacttg cgtggagcta
   825841 tttttattta gggaaccacg cttttttcag taatttgaca acagtttcga tacaatcctc
   825901 tggaatactg ccaaaaccga gtaatacata cgattcctcc cttacattat gaacagaatc
   825961 gtatgtcgag agagggtata acttaatacg ttgttttgca gctacatgaa gaagttctcg
   826021 ttcgttcatc ccattatgaa cgtgaagtac aatatgaagt ccggattgtt caccgagtat
   826081 atgaacgtta tttcccattt cgtttgtaat agatttaatt aaagaaatat gttttctttt
   826141 atataatgta cgacttcggt taatatgacg ttcccaatcc ccattttgaa taaaggtggc
   826201 gaaggtaagt tgttgcattg tagagacagt ttgtttaaac ataccaccaa gttctttata
   826261 gacttttaaa agatgaggtg gtaaaacgat atatcccatt cgtaaagaag gtaaaaaaga
   826321 tttcgagaaa gttcccatat aaataacacg ttcatttgaa tctagtcctt gtaaagaagg
   826381 aataggtttt cctatatagc gaaattctcc gtcgtaatca tcttcaataa tatacccctt
   826441 acaatcattt gcccatttta ataactcgag tcttctagat aacggcataa tgattccgag
   826501 tgggaattgg tgagatggag tgacatatgc aacattggcc cccgattcac gcaaagtgga
   826561 aatatgaatc cctttatcat ctaaaggaat cgggtgaaca ggaaggccac aactttgaat
   826621 catggcaggt atacggtgaa atccaggatt ttcgattccg tattcttttt ttgaaccaag
   826681 tagttgaagg agtagccaaa gaagaggttg cgtacctgct ccaacaataa tttgatcagg
   826741 tgaagaatgt accccgcgag catgatataa atattttgaa atatgttctc gtagaacgag
   826801 ctcaccttgt ggatcttctt tagcaaataa ttcatcttca tactgaaata aagtttcgtg
   826861 taatgctctt ttccagtttg ttatcggaaa agacttttga tcaataagtc cttgactaca
   826921 atcataatca tattgttcgc tttctttatt gttagcaatg tttgacgcaa tttgctgttt
   826981 cttttgaatg acatcaatat caacttccgc aacaaaaatt ccgcgtttcg gtttgctttc
   827041 tacataccct tcagctagta attgttgata agcggattca actgtaatac ggctcacatt
   827101 aagttgcata gctaaatttc tatgagaagg aaggcgtgta ccagcacgta gtgatccttg
   827161 agagatttct cgtttcatat attcgtaaat ttgtaagtaa ataggtgttt tattttgtaa
   827221 cactaatggg atagtcagat ccatttgtag acgctccttt ttatactggc cttataaaaa
   827281 agaatagaac tgtcacttaa actaagggca gtcgctttct ataatgatga tataacattt
   827341 agaaaatttt ataaatagta aggagagaat cataatgaat attaaagaag tagtaacaga
   827401 agcggattta cacgatgtat ttcctgtatt acagcaattg cgaacaaaac tttcaagaga
   827461 agaagcaagt tctttatttc aaaaaatgaa agaagaaaat tataaactat tttcgctgcg
   827521 taacgaagag aatgaagttg ttagtctagc tggtgtagcg atttgtacga atttttataa
   827581 tgagaaacat gtttttgtgt atgaccttgt aaccgcggaa gctcatagat caaaagggta
   827641 tggtaatgtt ctgctgtcat atgtagaaaa atgggggaaa gaaaaagggt gcagttctat
   827701 cgttcttaca tctgcgtttc caagaattga tgcacatcgt ttttatgaaa gagagggttt
   827761 tgataaggta agctattctt tttataaaga gttataatac taagtaggtt ccgtgtgtaa
   827821 aaatatatgg aacctatttt ctttttcaga tttgagctag ggacaggtct agcgatatga
   827881 tttgtcgaat attagaaatt taaaatggaa tcttgaattt agagaatgtt aggggcgttt
   827941 atacttggaa aaaataaaga aattatctat accaaatgat gtaagagtca tcattatttc
   828001 tgatattcat ggagaattag atctttttaa ggaactacta cataaagtta attttcaaga
   828061 tgaagattat ttaattatta atggtgatct ttgtgagaaa ggaagaaata gtattggcgt
   828121 cgtaaactat gtgatggatc tagtagttag taagccaaat gtgtatgtaa tagaagggaa
   828181 ttgtgaagtt gtagttgaag cacttgtaaa tgaaaatcat gctctaataa attatttgtg
   828241 tacgcgaaaa aatacaattt ttaatgaatg gctagcgcaa ttgaatatta cgttcataaa
   828301 gaaagtgata tccgtgaatt gaaaacaaaa ttaatgagcc atttctcaaa agaaataaag
   828361 tggctaacag aattaccaac agcgattgaa acggaggatt atatctttgt acatgctggc
   828421 cttgaagata gagaagattg gaaagagaca gaacgaaaaa atgcgatagc aatgccggag
   828481 tttttcaatc aatcacataa agcaaataag tatgtagttg tcggtcattg gcctgttgta
   828541 aactattcag agaaggcacc atctaacaat ccagttattg ataaggagaa aaagattata
   828601 gcaattgacg gcggaaatgc gattaaagag gcagggcaat taaatgcatt tatcattcag
   828661 aggacaagtg caagtgataa gttttcttat acatatgtag actattttcc agaatatgaa
   828721 gtaatagcag attttcatgc cgatgcaaca atgcagggcg gggttaccta tccacattat
   828781 tacatagagc ttattgagaa gaagcaagat tacacaatat gcaggcaaaa ggaaacgaat
   828841 acattacttt ctgtgaaaga tgaatacatt aagcaactag attcaggtga atacacagtg
   828901 aaaacggata tatcttgtgc gcaaataagc gtaaaaaaag gggatattgt ttctttcatt
   828961 gatggtagct gctcaggata tgatttaatt aaaaaagatg gagtagaagg ctggatagag
   829021 aaagggattt tagttgagat agaaaagacg aaaaagaaaa tatttagctg aaataggagg
   829081 gatgtaacct cctatttttt taagaagtag attgtttgct gtctttaata agtaaataaa
   829141 tcgtactcgg taaaatgaca agcgtcattc ctaaacataa cctctatacg gagcataaac
   829201 gataaatgga agccccgcta ggaaaatacc tgctattatc atcgaaatac tacaaatatt
   829261 tgaagctctt ttttcaaggt gcttatcatt ccattccaat gaaacggttg atttagtcgt
   829321 atcaattttg gaactgaaat agcctattag tataaataaa agccctaatg ttaaaaatat
   829381 gaaatgatca agaggaagtg aaaagccaag agcgataagg gcaatgacaa tatcaacaaa
   829441 aaataagaat agtaacattg tgttgccgat taaatggaga aatttctggt tactcgctgc
   829501 tttagataaa gctaaaaata aaaagaatac gaaggaacat ataattatat ttacgataac
   829561 aaaagtgcct ttatccattg ttgatgtagg cgttccattg aagtcccatt tcgtaacaat
   829621 atttgatggt aagaagaaat agagaataat atttgtcgta acaatagtga gaaataaagt
   829681 aatactaaat cgattattca ttgaatcacc agctttctac atgcataatt gttatcttat
   829741 aacaaaatta tacaatataa taaacgatat ctgttttgat ttttcagaaa aaatattata
   829801 attatatatg aaataaagag gagtgtagga ggaaattatg aaaaacgtaa tcataaaagg
   829861 ggataaagta acaattcgta caattgaaga atcagatata aaaacattat ggaatctcgt
   829921 gtttaaagaa gaaaatccag aatggaaaaa atgggatgca ccatattttt cgttttcgat
   829981 gcaagaatac tcagtctata aggaaaagat gcaaactcgt ttaaaagaag aaccgctatc
   830041 caatttaatt atagaaaata acggtcaagt tatagggacg gtcggatttt attgggagta
   830101 taaaccgacg cgttggttgg agatgggaat tgtcatttat aatccggctt actggaatgg
   830161 cggctacggt acagaagcgt taacgttata tcgggattta ctatttgaaa agatggagat
   830221 tggtagagta gggctcacga cttggtctgg taatgaacga atgatgaaag tagcggagaa
   830281 aataggaatg agcttagaag gtagaatgcg aaaatgccgt tattataacg gaacgtacta
   830341 tgactctatt cgaatgggaa tgattcgtga agaatgggaa gcgttgaaaa attaaaatta
   830401 attaaggtgg attatgaaaa tggttctgcc atttcttcta gtatattagc agaatataat
   830461 gtaaagagaa tggagacatc gagatgacat atgtaattag agaaatgaag caagaagata
   830521 ttcatgctgt acaatcagta gcgaaaatag cttggcatga tacatacgaa ggcattattc
   830581 cgagagagat tcaagacagt tttttagacg aggcttattc tgaagaaaaa atgaaatatc
   830641 gtcttgagaa tacacattta ttcgttgcag aagaagaggg agaagtaatt ggctttgcaa
   830701 atttttcacc tgttagactg caaaacgaag cagaattagg tgcgatttat ttgttaccag
   830761 atcaacaagg gaaagggata ggaagtgctt tattacaaaa agggttaaca gtattaaaag
   830821 gaattcggaa actatacatt catgtagaag cagcgaatga aaaaggaaaa cgtttttatg
   830881 aagcgaaagg ttttgcacaa ttagaggaat ttgaagaaga ttttgaagga catatgatgc
   830941 agacagtaag gatggtttta tacatataag gaggactaga agtgaaaatc tttgatttta
   831001 gtgaaaaagt aggaaagcaa attacagcat ttcaatctaa tttcataatg tcgaaaatag
   831061 taaaccatca agggaatata catatcgggg ctatgcattt aaaagagaat ggaataattg
   831121 gatatcatga agcagttgta tcgcaactgc ttcttattgt ggacggagaa ggatatgtat
   831181 gcggggcaaa taaagaaaaa gtgaaggtgg aagcgggaca agctgtgttt tgggaaaagg
   831241 gtgaatttca tgaaacgagt acagaaaagg gattgatggc aattgtaatt gagtcggagg
   831301 aactagaaaa aggaatttta atgaaagaag taggaaagtt tgatgattaa ggtgtgtaag
   831361 gagggggaat atgcgcaaag ttacacaaat agtaatatgc gccacagcag tattattcat
   831421 tacattagct atggtaaatg gagaaacgtg gaaagataaa attgttattt cactagctgt
   831481 tcttatattt actggatttt ctttagtatg gaacacattc gttataaatc ttatggagaa
   831541 attcaataga aaaaggagta actaaatgtt aaagcaagga agaattataa ttgttattgg
   831601 cacattagta acgctcatcg cgagttttat ggtgccagca gacaataaaa caagattaat
   831661 aaatgtactc gtaatatttt tattcggtgt aatagctgtg tggtcttcag ttttatttga
   831721 acgaatttat caaaagatac ataaaaagtg aaataaataa aacttttgtc gattggagta
   831781 gtagtgaaac tagagggatt aaaacaattt tgatgattat tgttataatg gtcgaatcgg
   831841 cacataaatg taattttgat tatgtaggtg ttccttatcc agtgggctat ttaggtgatg
   831901 aaaaagtatt acgttttaat catgataaga ttgtagagga aatgcataga ggatatatga
   831961 ctgagagtga attagtagaa ttgtaaagtg gttggaaaat acatatagat tttaaaaata
   832021 cgaaagggga aacaaaatgg gaaagataat gagaaccctt gtaatcatag gtatacttat
   832081 ccctccggta ctactgtgga gtgcacctga tgttccttta aatgataaac agctgtttat
   832141 agggttacaa ctaactgtag gattcaccac agtggtagtg ttagagatta tgtttaaaaa
   832201 tcgaaaaaag aagagagaaa aatagagata gattgtatgg aatcacagct gaaaatatgt
   832261 aacatgtata actaatagtt ttaattgggg gtgacctacc agttgcctct tttaacgtta
   832321 tagttatagt tttaatttta tctgaaaaag aaaaaggagc aacgatatgc ttaagcaagg
   832381 caaatttatg attcttaatg gcacaatggt acttgttatt gcagggtggt ttttcccatt
   832441 taatttatgg cagaaactat ttttcagtat tggtatgatt agtattggga tgttggcata
   832501 tggaagttca gtattattta atcgtttagc taaaaaaatt acaaatagag gtgaataaac
   832561 acctaggaat tttgtattga ttgggaaatg ataataataa actttccata agagttggag
   832621 agagctgtac tttaataagt aagtagcgaa catcatctta tggttttgaa attaaaggat
   832681 attttttgaa agtgaagtgt tacatattac cgctagtgat aagtatgtga atgtgtgtta
   832741 atttaatgaa aaaagctgcc tattacaggc ggtcattttg taatatatgt aatattattt
   832801 actgattatt tttttcgctt attaattttg tatgctcatt taaataaata tctattagat
   832861 ttcttaatgt aatagtttct atttcaagag ggatttcgat ttcatcttca tcatacttat
   832921 taaatataac tgttgtatct cttcgaacat ctgccccaaa aatatttgca cttatttttt
   832981 cgtgatgact ttttttgttt aaaattttat ctacagtttc agttatccaa tcaccgaatg
   833041 tggatacctc cacatttaaa aaagcttcta aagtatcgaa ttctttttgt agtctaataa
   833101 ctaagctacc tgtactaagt aattcgaatt tgtaatccat attattttct ccttcaaaaa
   833161 attaatttta tcgatacatc gtccacattc caatgtcttt aaaacctaat cgtttataaa
   833221 ttcgtccagc agttggattg ttataaaata agccatccgt ttggacagct catttacata
   833281 attctcgtta ttggaagtga aattatttga taaagtaacc ccaataactt attactacaa
   833341 gtattaaaga taatactgta tatacaatag atcctattaa aataggattt acacttattt
   833401 caaatttttc ttcctctact ttaataccca atctagcttg agcttgaagg cgaacactgt
   833461 tgctagaaaa tccgccttta ctgctaaagt aatatgtaat aatgacaaaa catattccag
   833521 cgaagaaagt taaatcaaca aaactccatt ttaagatctt agatgattta tatacaattc
   833581 cagcttcaat cattatagtt acaagtaatc ctaatccttt tttcatgtaa tcaatccttt
   833641 tgtattctct aatgatttcg aaatttatca cttataatca ttttatcatg tgataagaag
   833701 aaaaaacgag ggatttttat tatatattgt gttcatcctc aattaacata acgtctcctg
   833761 attggtagca agcacatgga gaaatcctat cctcaaaagg aatctgcctt tttcttttta
   833821 tataatttta tgcaacttta tatgtatccc tatcctagcg taggttttag ggtttagggt
   833881 tctcgtatgt tactgaatta gccaaaaacc tgtataaaat cttgcatgct cttaacgtgg
   833941 atttttccaa tatattggcg ctcccctaat agtgtgtatt tctcagcagt ttgattttgt
   834001 aggaaattca atgatgttac tccgcaattg cataatttgc tctacaacat ctagtgtggc
   834061 aagtttaatt gtttcttggc caggcgtact aggtaagttg tcggcatcta gacatttata
   834121 aaatacattt catttttagc accgaactgt atatttgaaa cagttttaaa tcgttcaaca
   834181 atagttgact ttccacagag ttttatcagc ttatatgcgg aaagaagtgc ctcataatga
   834241 gaggtaacaa attctttttt actattatgg tataaatgaa tcatggaagc cgagtaaaat
   834301 tgattttaat gttccattct cttgaaatac cccccataga tcttgaaagt ctgtttcata
   834361 accgaaagac tctatatctt caataataaa tcagttatgg gctgcttctt cttttgggta
   834421 agcggatact tgttcatgat ctttcttaat tttcgtatca tcataaaatg gaatgttttt
   834481 tgtttttccg aattttacaa cttaagtttt ttgaaagcaa tataaaaatt ttatgtttag
   834541 ttcacaaact ttcggaaaaa ctaggaaaga tatgacaaag gaggttatga acggtggatc
   834601 atccaattca agggttaatg aaagcagcaa tggaaaattt aaaagaaatg gtcgatgtaa
   834661 atacgattgt tggagagcct gttcagacgg ctgacggtgg tgtagtgtta acggtttcta
   834721 aagtagcgtt cggttttgga gcaggaggtt ctgatttcca aacgaatgat ggacaaagag
   834781 cgaacggtaa ccctgcattt ggtggcggta gcgcgggtgg tgtttctatt acaccagtag
   834841 catttcttgt ggtgaataaa gatggagtaa atattctgca tctacaaaat gcgacacatt
   834901 tagcggaaaa aatgattgaa ttagctccac aaacaattga taaaattcaa tcgatgttcc
   834961 aaaaagatga aaaaaaagag ggaaatcatc atcctcaaaa tccagatgaa atcctttaaa
   835021 aacgcctgct cacgagcagg tgttttttct tgtaatcact atgtaataaa acacatgaaa
   835081 ttgtaaatag tttttgaagt tttttctatg tttctaaaat ttttcatgtt aaaatatgct
   835141 atagaattga aacatataaa acgaaggtgg ctaggtgctt tgtctggagg atctgaccaa
   835201 gtaaagaata tgatatatat taatggtaat cgtcgaggtc attgttttat tacatcagga
   835261 attacgttta aagagtttgc aagtaacatc ccttcaccgc ttcatcaagt gttgctttta
   835321 aagcataact ttgaatggac agattttcat tatcatactt tatttgaata tgttgaggaa
   835381 gaaaatatac ataagttaat tcaagcagag attgatgaat tttgttgggt agattttgat
   835441 gatgcaagcg atttagatga actagagcca aaagaaattg cagagctttt atatttggct
   835501 cacaaaaaag aaccacttgc aagaacgttc tttccgttat tgaaaaatag atttgtttat
   835561 ttttcacatg atgacggatg gtacaacaaa gtgtattatc gtagaattgc agactttgta
   835621 gggatgttaa gtaaagttat tccttataaa ctcggtgctt tcggtaagaa acgtttttct
   835681 ttcttccaaa aatcaaaaat tttcccagca atttcaaaag aagtgattat ggggcttctt
   835741 ccattaatgg aagatggtct ttatattgat ctggcaggga aaattgagtc aagaaggggt
   835801 cttgaaattc cggtatatgt agttggttcg tatgaaagta cggatgaggt actagataat
   835861 atcgatgaat tgaaagaaga agcaacagag actggctggc ttatttttga taagaaagaa
   835921 caagagtggc aatgggttgt ggactaagaa aacttggcgc atgcagtcaa gttttcttgt
   835981 cttttgaaag gagtacaaat gaagaaatat tatacaattg tgggtattat aagtattatt
   836041 cttgtggcaa ttttacttat aacttgtccg aaagaatcag attttaaatt gtatctagaa
   836101 gataagtatg cattgaaatg tgacgagagt agttttgaat gcacacaaaa tgtagatggt
   836161 aaaaaagaaa aactaaaatt tgaaagtaca gatgcacgaa atggtgtatt ctttatgact
   836221 gtaaagcaaa catttaaaac agaagctgat gttacgaaag aatatagcgg ggtaggaatg
   836281 tttggtacat ttctttttgt ttcagagaag actttctagt aatagaaggt ctttttctta
   836341 tgcttatgtt catatagatg aagtaagaca agcataggag ggatattgat gaagaaggaa
   836401 tgtattgttt gtggcggtga ggagtttttc tcttctacat tatacgcacg tacaaaacaa
   836461 gattgggcat atgcgccaaa catgtaccgt tttgaaaagg tgtttattga gcatagggat
   836521 gaagaaaatt atccagtgtt tcaagaaatt acagcgaaac attgctgtgg atgcggtcat
   836581 attatgttgt atcacgaatg aacacaccaa gtataacttg gtgtgttttt ttaaaacgct
   836641 gacaaagcaa gcggataaag taaagtaaat aaaacagaaa aactcccaaa accaattgct
   836701 gtatatccaa gtgttcttgc tccgaaattg acagctaata agccaactaa aatcgcaagg
   836761 gaaccgagtg taactggata aaatgcaatg gagaaaagcg aaagaaataa agcgacatag
   836821 cctatcattg caccggtatt tgtaccttct atttcatttg caatttcttt acgcttatgt
   836881 ctaattggta agccagctgg tgatatttca gctgcatact cttcgttttt ttcaccactt
   836941 ttaaaatgat gattcctctt tcttcgcatg tacatccctc tctttcaatt gggtgtactt
   837001 atagtatctt tcatcaagag aagaacatga gtatgagtta aacccaagta aagcaaaaat
   837061 tggagaataa agattccttc attagcatgt acatttccta atgaagataa aacaggaatt
   837121 ttggaaaatg atgtagaatg aaatgagtga taaagcgtga aggtagggga atgtatgacg
   837181 aaatttaatt ggcatgaatc agcagaaaag aaatgggata gtagtgcaga gttttggaat
   837241 caaaatagtc aggagatgtg ggacagcggg agtaggagta caattattcc gttttttgaa
   837301 cagtacgtga agaaagaagc cgaggtgctc gatgttggtt gtggtgatgg atacggtaca
   837361 tataaattaa gtcgcacggg ctataaagca gttggagtgg atttatcaga agtgatgatt
   837421 caaaaaggga aggagcgcgg agaaggacct gatttatctt ttataaaagg agatctttct
   837481 tccttaccat ttgaaaatga acaatttgaa gcaattatgg caattaattc tttagaatgg
   837541 accgaggagc cattacgagc attaaatgag ataaagcgtg ttctaaaaag tgatggatat
   837601 gcatgtattg caattttagg accgacagca aagccgcgcg agaacagtta tcctcgttta
   837661 tacggcaaag acgttgtttg taatacgatg atgccctggg aatttgaaca gttagcaaaa
   837721 gaacaaggtt ttaaagttgt agatggtatc ggtgtatata agcgcggagt aaatgagaag
   837781 atgttaggtc aactatctac agagttacaa caatcgttaa cgttcttatg ggtatttatg
   837841 ttaaaaaagc ataaagaaat gaaagaattt ttaggaggta aataagtgca gaaaatacaa
   837901 aaaactgata caatatcatc agaaccaatt aaagggggac tagggtatat gacaactact
   837961 acaacagtta aatccgatat tgaaatcgca caagaagcga atatgaaaaa gattcaagaa
   838021 attgcagctg atttaaatat tttagaagat gaattagagc catacgggca ttataaaggt
   838081 aagttatctc ttgatatttt taagcgctta caaaatgaga aagacggtaa agttgtttta
   838141 gtaacagcga ttaacccaac tccagctgga gaaggtaaat caacagtaac agttggttta
   838201 ggtcaagctt ttaataaaat tggtaagaaa acagtaattg cacttcgcga accatctctt
   838261 ggaccaacga tggggctaaa aggcggagca gcaggtggtg gtttttcaca ggttgtacca
   838321 atggaagaca ttaaccttca ctttactgga gatatccatg cgatcacaac tgctaataac
   838381 gcgttagccg cgtttattga taatcatatc caacaaggaa atacacttgg aattgatacg
   838441 cgtaaaatcg tttggaaacg ttgtgttgac ttaaatgatc gtgcccttcg taacgtagta
   838501 attggtcttg gtggaccggt tcaaggtgta ccacgtgaag acggttttga tattacagta
   838561 gcatctgaaa ttatggccgt attctgcctt gcgacagata ttcaagattt aaaagcacgt
   838621 ctatcacgca tcgtagttgc ttataatttt gcaaatcaac ctgtaacggt taaagattta
   838681 ggtgtagaag gtgcgttaac attattatta aaagatgcat taaagccaaa cttagtgcaa
   838741 acgttagaaa atacaccagc tatcattcat ggcggaccat ttgcgaatat cgctcatggt
   838801 tgtaacagtg ttatcgctac aacaatggca gcaaaattag gtgattatgt tattacagaa
   838861 gctggatttg gtgcagattt aggtgctgag aagtttttag atattaaagc tcgtgcagct
   838921 ggcattaaac cagaagcagt tgttattgtt gcgacgattc gtgcgcttaa aatgcatggt
   838981 ggcgtagcaa aagatcaatt aaaagaagaa aatgtagatg cattagcaaa aggtatggag
   839041 aacttacaga agcacgttga aacaattcaa agcttcggtg tgcctttcgt aattgcaatt
   839101 aataaattca ttacagatac agatgcagaa gttgcatact tacaagaatg gtgtaatgag
   839161 cgtggctatg cggtatcctt aacagaagtt tgggaaaaag gtggccaagg cggagttgac
   839221 cttgctgaaa aagtgttaaa agaaattgaa aaaggtgaaa acaactacgc accactttat
   839281 gaattagaat taccattaga agagaaaatt cgtacaattg ctcaaaaagt gtatggcgca
   839341 aaagacattg aatttgctcc gaaagcacgt aagcaattag ctcaatatga aggcgaaggt
   839401 tggagtaacc taccaatttg tatggcgaaa acacaatact ctctttctga cgatgcaacg
   839461 aaattaggtc gtccatctga ctttatcgtt acaattcgtg agctaaaacc atctattggt
   839521 gcaggcttta tcgttgcgtt aacaggaaca atgttaacaa tgccaggcct tccaaaacaa
   839581 ccagcagcac tacaaatgga tgtaaatgaa gatggaaaag cagtaggttt attctaaaag
   839641 gttgtaattc atctcgttta tctgtaaact atatatacat caagtggcgc ctttccatcg
   839701 aaaggcgcct gttttttgga ggaaattatg tttgatccaa ctgcttttga taatttaaaa
   839761 gtaatcgtag aaggcgctgt atatgatttt gatttacatg gagatattct tgtaacagat
   839821 cgaaaagata tgatggacct tgcttcatta agtcgtatat atcatatttc atttcagtta
   839881 acagaaccat tcgaaccgtt agtagaggca acattttcac tatctgtaga tgcaaagaac
   839941 ttgtctggtg aaatattaga agtaccacaa tttataccag gatgtgaaat gaagttagca
   840001 ttttcattcc cgattgaaaa accagaagta gtgtgcggtg aaattgaaac tttcatgcat
   840061 tctatatggg gaaaagaaag aatgattacg caaaaacttt catacgaata taataagcaa
   840121 gcgatttcat atcataataa ggtagaggtt ctatttcaaa aagcgattac agaagaccat
   840181 gttgatgatt taatagctgt tatttcacac atgatagaaa cggtgcgaac aatacaacat
   840241 tttcttcaaa aatagagata aaggagaaaa acaaatgata aaagatatgc aaccattttt
   840301 acaacaagct tgggagaagg ctggttttaa ggagttaact gaaattcaaa aacaagcgat
   840361 tccaactatt ttagaaggac aagacgttat agctgaatct ccaactggaa caggaaaaac
   840421 attagcgtac ttattacccc ttttacataa aatcaatcct gaagtaaaac agccgcaagt
   840481 tgttgtttta gcgccaacac gtgaacttgt catgcaaatt catgaggagg ttcaaaagtt
   840541 tacagcagga actgaaattt caggtgcatc tttaattggt ggtgcagata ttaagcgcca
   840601 agtagaaaaa ttaaaaaaac acccaagagt aattgtcggt tcaccaggtc gtattttaga
   840661 attaattcgt atgaaaaagc taaaaatgca tgaagtgaaa acaattgtat ttgatgagtt
   840721 tgatcaaatt gtaaaacaaa agatgatggg cgctgtgcag gatgtaatta aatctacgat
   840781 gcgtgatcgt caattagtat tcttctcagc gacaatgaca aaagcagcag aagatgcggc
   840841 gcgtgattta gcagttgagc cacaattagt acgtgtaaca cgtgcagagt caaaaagctt
   840901 agttgagcat acgtatatca tttgtgagcg acgtgagaaa aatgattatg taagaagaat
   840961 tatgcatatg ggcgatgtaa aagcagttgc tttcttaaac gacccattcc gtttagatga
   841021 aattactgag aaattgaaat tccgtaaaat gaaagcagca gctcttcatg cagaagcaag
   841081 taaacaagag cgtgaagcaa caatgcgtgc attccgcggc gggaaattag aaattttact
   841141 tgctactgat attgcagcac gcggtatcga tattgacgat ttaacacatg taattcactt
   841201 agaattacca gacacagtag accaatatat tcaccgctct ggacgtactg gacgtatggg
   841261 taaagaagga actgttgtat ctcttgtaac accgcaagaa gagcgtaaat tactacaatt
   841321 tgcgaaaaaa ctaggcatcg tatttacgaa gcaagaaatg ttcaaaggat catttgtaga
   841381 aacaaaaccg aaagcaccaa agaaaaagaa accagcattt actgggaaga aaaagcctag
   841441 ataaatgatg aggaaggcgt aactatttgt agttacgtct tttttgtttg taatcaagtg
   841501 ataaagggtt aaggttagga gctaacatag taactgccca tattgggaaa atccctgatg
   841561 atgaaaatag tgagtactat gataaaatgc tacgtgtttg taatgaaata ggggacttag
   841621 cgttcagatt tggaggattc ttcgctattg agacgggatc tgaaaaagcg atagtgttaa
   841681 agcgattcat agaaaatata aattcaaaag gattagcggt taactttgac ccagcaaatt
   841741 taattagcga tgtaaatgaa aatccggtag aaggtttatt gctattaaaa gattatatag
   841801 tacaaactca tattaaagat tgtacaaaag tgaaaagcga tagttcaagt aagtatattg
   841861 aagtcgcagc ggggaatggt gaagtagatt tcgatatatt cttcaaggta ttagataaca
   841921 ttggattcga aggatataac atgattgaaa gaaatgatta ttttgatgaa ttggatggga
   841981 tgagtcagtc gataaatttt gcaaagaagt acataccaac tcaaaaggaa taacgatagt
   842041 atctgtagaa agctacatag aatataaaaa ccattagggg gaaatgtaat gatccataaa
   842101 gtaggacaaa ttatgttata tgtaaataat caagatgagg cagtcaattt ttggaaggaa
   842161 aaggtagggt ttcatgtagt agcagaggaa gataacaagc aaggaatgag atggattgaa
   842221 atcgctccga aaagcggtgc tgaaacgagc attatactac ataataaaga agtgatttct
   842281 aaaatgagcc cagaattgaa tcttggtaca ccatctttaa tgttcttctc agaaaatctt
   842341 gatcaattat atacagattt aacaaataaa aatgttactg ttggagaaat ggtaactatg
   842401 ccttctggta aagtgtttaa ctttgctgat agtgaaggga attattttgc ggttatggaa
   842461 aagaaccaat aataatattg ttatgtgaaa atcccccctc aaatatattg agggggatta
   842521 catatttgaa gtggattttt cattagagag ttgattaata taaaatacgc ctttttcaat
   842581 agctgtctca atataaccaa tgatttgatt aaacgtaaac acctgtaagt ctttatgcaa
   842641 atgttgctct ggatacaaca tatcttcaaa aagatatttt cgaaattcta aaacattttc
   842701 tttagaaacc tcttcaatat cgacaatgtg agtatcttga ttgagaagcg agaagagctg
   842761 ttgttcttta tcgtaatgat gaagcaactt tgcatttaac aatttaaaat cgttatagta
   842821 caggggtgcg atcgtctcgt cattttctat tctatttttt aaccaaggta gaaaaaatcc
   842881 acttagccaa ttatcatcgg caatgaggtg agtgtaatag cctaagagaa aaggggaatc
   842941 catttgagct ttatattttt gaaaaaaaga attgaaagct atccttctcg tataattttt
   843001 cgttgtgcta gcgtaaaagt gtgaagttcc tttttcttct gctgaatgaa ccgcatcagg
   843061 ggctacacct ccgagtatga aagaagtttt atcttgaata catagttttt cggcaatacc
   843121 gttagcgata atagcatgca taattcgtga tcccatgaat gacacctcgg tttcaagtat
   843181 tcatttcagg aggaggactg aacagttagt attactttcc ctgtactttt tctactttcg
   843241 acccattcat gtgctttccc tgcatcttga agtggaaaag atttcgtagc cttgatttgc
   843301 aaatgtccgt cacgcaaata acggaaaact tcatttgcag tttcttggag tagttcagga
   843361 cgtttttttc gtgtagttcc aaagctaaaa ccgagtatag agcggcaact tgcatgtaaa
   843421 tctttcgttt ggaaattgcc aatttcacca cttgcattac cgaaatgaat gaggcggccg
   843481 taataagcaa gacattttaa acttctttcc gaaaccgttc cagaaataga gtctaaaatt
   843541 acatcaaccc cttcaccatt tgtcagctca ttgactttct ctacaaaatc ttcatcttga
   843601 tgaccaatta cataatcagc accggcatct aaagcaattt ctttttttgc ttcacttccg
   843661 acagtaccta taactgttcc agcccctaat agttttgcaa gttgaatagc agtagtgcca
   843721 attccaccag ccgccgcatg aatgagtaca gattcacctt gttgaagcct tgctacattt
   843781 gcgagtaaat tatagcttgt gaaagatacg atagggcatg ctgctgcagt ttgaaaatcg
   843841 acttcatcag gtaatacgaa agtaagattt tcatttgcaa caacatattc agcgtaagat
   843901 ccattttgag ggaaagcaat gacacgttgt ccaggataaa tatttttcac atgagaaccg
   843961 acacgttcta caataccagc ggcatctatc cctagaataa aaggtagcgc tttatttcct
   844021 tttttgccat aacgtgattt aatatcagcg aaatttacac tcgtagcaac aacacgaatt
   844081 aaaacttgat cttctgaaat agccggtata tctacatctg tatatttcat cacttcagat
   844141 cctccgaacg acgttacaac gatagctttc atcatatatc ctcctaaatt tgactatata
   844201 aatcatttta agtcttcatt agaaattgga aaattatata attgttatgc aaggttataa
   844261 gtgaagctta tgaacgcatt gaatcattat attaatttat ataaaatttt ctagaaaaat
   844321 cgaacgaaat ataaattact tgccaatata ttgtgtaaga caaaggaggg ctggtatatg
   844381 aagagtgaaa tagattacgt acatttaatt caattaactt tagcaggaaa taaagaagcg
   844441 tatagcgagt tgtatgatgt gaccattcaa gaagtatata aaacagtaca ttttttgatt
   844501 gaagataaaa cggatgtaga tgatgtcgtt caagaagtat acatacagct atatgaatcg
   844561 cttcgtaagt atgatagcga gaagccattt cgtccttggc taattggact tacaattaaa
   844621 caaattcatt cttatagaag aaagaggtgg atgcgactac gaattataaa aaaagcagaa
   844681 gagcaaagaa aaccagtaca aattgatttt tctaacgatc ttataagtaa aatatcaaac
   844741 caaaaattaa tcgaacttat tcataaatta ccgtataaat tgaaacaagt tattatctta
   844801 agatacttac acgattactc tcaagaagaa gtagcacaaa tattacatat tccaattggt
   844861 actgtgaaat ctagaattca cgcagcatta aaaaaactac gtcaaaaaga gcaaatagaa
   844921 gaaatctttt taggagaggt agggaatgtg aaatgagttt agattgtaga gttagagaat
   844981 ctatacaaga agaagcgaag gggattgttg ccccgccgga gttgaaagaa aaagtaatcg
   845041 ttcaaataaa aatgaatcaa ggagggcgta agaggaagaa acgccttatc gcaggagtac
   845101 ttgcggcggc ttttttaatc ccgacgactg gttttgcgta tcaatctatt atggcagatg
   845161 gtatatacgg atcttttgag aatttaaaaa agcatgctgg aacgatgaca ttagaggcgt
   845221 acatgcgttt tagtgcaaag ttatcagaag cgaaagatga aatgggtacg aaagaatatg
   845281 aagtgtttac aaaagaacta aagaaattaa cgaatgcaaa gcttgcgtac ggagattcga
   845341 acggtaatat tgattatgat gcattatcat cagaaaaaag agaagaaatg aaaaaggtaa
   845401 gtatgggcct tcaaccatac tttgataaat taaatggtca taaatcaagt aaagaagtat
   845461 taacgcaaga agagtttgat cgctatatgg aagctttaat gacacatgaa atcgtacgag
   845521 tgaagacaaa atcaactggt gcaataaaag tagaagaaat acctgaggcg tacaaagaaa
   845581 ggtttattaa agcggagcag tttatggagt atgtagacga aaaggtaaga taagttagaa
   845641 agctcatagc ttttgctttg agctttttta ttgaaacaaa aaaagagtgc tcaattatat
   845701 tttttcatat ttacagtatc tttttgtata aaacaatcta aaagggaata accagctatt
   845761 aaactaatta tcgtaacaaa agttgtattt ataagaataa tattagctaa ataaggtaag
   845821 tacgaaccaa ctggtgaaaa aagtagagct ggagaaaagg aaatgaatag cataggcaac
   845881 gtaatagcaa taaatttatc cgtttgaaag ctccagtttt gtttactcgt ttcgcgatta
   845941 atagattgaa ggaatcgtaa taaaatgcca actataagag ggaagagtgt aaagtagaat
   846001 aatcttggat aaacgttaaa gttcacttgc gcgtctgtat ctaaataaaa ttgaattttt
   846061 actccgacaa ataatgtgaa gcagaggtat agcatcactt tttgcattac attccaccat
   846121 cctttactca aaatatattc aaaaaaagaa gagatataca ataactactg ttgtatatct
   846181 cttcttttac tgttagctaa taggtggatt agttttttct aacttcgtga aataatcaat
   846241 aatgcccatt gcgctaattt ctatatctag atgtaaaatg ttataaacgg aatgatctga
   846301 tgggacgttt aattttataa gatgagaaga gattttatcc attaatatag tttgcaaagc
   846361 tttagtagcc tcatcgaaat cattatattt ttcaaagacc tctttaccag tatgaacgaa
   846421 aataggtaac caatgttcta gttgcttata tacttctgta acattggatg atgcgccgta
   846481 atggccgaaa taaatagtat ctacattcat actttgaata tgatttttag aagcaatcat
   846541 cgcatctggt tggaattgtg aaggggacgt tgatggtaga tacagttcta caccaaggtc
   846601 tgcgagttct ctataataaa ttccaattgt atcgccagta aaaataccgt ttgttaatga
   846661 atcgtgaatg ctaatatggt gctttgcatg tcctggtgta tcataaaatg taaggatgcg
   846721 gtcttctgca atttgtaacg tatcaccatg ttgtacaata tggacacgtt cttcttcaat
   846781 tggaagaatt ggatcaaaaa gtttattgaa atcttctttg tacacagctt ttgcacctaa
   846841 aatgagtttt gttggatcaa tcatatgacg agcaccgcga gaatgcacat ataaagtagc
   846901 atttgggcat ttttccatca ttaaaccagc agcaccggcg tgatctaaat gaacatgtgt
   846961 aacgataatg tttttaactt cgtttaaacc aatatgtaat tgttgtaagc cgtctaaaat
   847021 atacggaaga gaaggggctg cacaagtttc aattaaagta atatcatcac ctaataaaac
   847081 gtacgtacca gttcgttcat tatgttgtaa atcaaaatca tcaatcagat ataggtgaga
   847141 agataattgt tctacttttt tcatctttac cactccttat atacggtatg taactattat
   847201 acgccaaaaa tacaaaaagg cagaaaacga aagtttcgtc ttctgccttt ttgtaatgtt
   847261 cttattgtct ttgttgttta ttaatagaca taacgaatag tccaacaatg ccgccaacta
   847321 atggaagcat aatctctccc gctaaattaa agtaggagct taagaataaa ccatttacat
   847381 cgattaccca gccaatcaca tacaataaca tcatatatag tacgaaataa aactcgcgat
   847441 ttgaaatcgt ttcatgttgt gcagttttca tattgaacac catccttttc tataataata
   847501 gaatataaac tgtcacattt tgttcacaat ttaattgtaa aactttccat cataaaagtc
   847561 tagtaatttg tgtcgaattt tcgaacggaa ataaagcgtt tacaatcgtg gggagaaaat
   847621 acgtaataag agctgtaaat tcacgaatgt agtatagtat aaacatagaa tgatagtgaa
   847681 gagaggggca aagacaatga cagtgtatga tttttcagct aaaacaataa caggtgaaga
   847741 aaaatcgtta aaagattacg agggaaaagt acttcttatt gtaaatgtag ctagtaaatg
   847801 cgggtttaca ccgcaatata aaggattaca agaagtatat gataaatata aagaacaagg
   847861 gctagaaata ctcggtttcc catgtaacca attcggagga caagaaccag gtacagaagc
   847921 agatattaca agcttttgtg aattaaacta cggtgtaaac ttcccaatgt ttgcaaaaat
   847981 tgatgtaaaa ggtgataagg ctcatcctct gtatacatac atgacagaac aagcaccagg
   848041 tttactcggt atgaaagcag taaaatggaa ctttacaaaa tttctaattg gaaaagacgg
   848101 aaaagtagta ggacgttttg caccgcaaac gaagccggtg gatttagagg ttgagattga
   848161 gaaagtactt ggtgaataac taggagtttc actttattaa aaaatgtctc aaagaactat
   848221 tttgttcttt gagacatttt atttacattc acattgtcaa tattaaatcg ctgaatggaa
   848281 gtcatttgat ttaggtggag aagcagcttt cttcataagc ttttcccata agtgtacgga
   848341 ttttttccat tctgctgcgg cttgtccttt ttgatacata gcatactcat aactgaaagt
   848401 aagttgttgc atatccgccg agttgtaaag tgtatcaaca tggagagcat attctcggaa
   848461 tgtttgactc tcgtctcgtc gtataccaat tcgcgcaaat tgttttagga gtgaatcgta
   848521 agcttttgta taaacggcat catcttttcg atatttatag aaatgaatga taaaaaacgt
   848581 aatccatttc attctagtga tgaatagaat gtatcctata atactaatcg gtatcgtaga
   848641 gaggaatacg taccaccaag aaaatccatt tttagaattt ggaatctttt tagtagaagc
   848701 gtcttctgta tcttctatta aacttttgag ctttgcttca ttgtttcgtt gttgtatggg
   848761 ttcgttatta gaattatata cttcgttatt ttgtaaagta ggagcaggag tattatttgt
   848821 gaaattatag ggattcgtaa atccttttgt cggttcgaat ggaatccatc catatccagg
   848881 gaaatatact tcgacccaag agtgtgcgtt atcgttcgcg actttataaa catcctcacc
   848941 ttcagcaccc accaacgtat tatcaagtgt tccttctgta taacctttta cccaacgagc
   849001 tggaatcccg gcagaacgaa gtaaaacaat catagacgtc gaaaaattat tacagtagcc
   849061 gctttttgta tcgaaaagaa attgatctac ataatcttgg tgtttggtag ggaatgagac
   849121 attcgttgtt tcatatacaa aagaatggtc agtaaagtag ttttcaatag ctaaaacttt
   849181 atcatatcgg ttgtttttat catttgttag attaacagct aagtctctta ctcgctgcgg
   849241 taatgattcg ggaagttgcg tgtactttgt catgaaataa ggatttgttt cttgaccttc
   849301 attcgttttt acagctttca agttttctat ggaaaactcc gggacctcat atgttacttt
   849361 ataagaatgt aaagtagtag aagagtctgc gtccatcgta tagatttttt ctgaaaatgg
   849421 gtcaacgctg tatgatatat cagaagaagc ctcaactgat actaaacctg ctggataggt
   849481 aaggtgcgga taactttttt gcatggtgat tgttgccgta gttgtctctg tttttgtatt
   849541 ttgttcgtac caactcacga cgtcgttttt atttttaaaa gtaaccttct tttgattttc
   849601 agaaacttcc cagccttttc ctgtataaaa atctttcgtt tctactctcc aatattgttt
   849661 gttttgcgtt tgtgctgtga aaacaattgt aggatccgac gtaaaaggac cgcctaattt
   849721 tgagtcatct aaaccatacc caattttaga aacttcttgt tttttacttg attcggatgt
   849781 gttgaatttt aaaaaatcca ttgggtttgg ccattgaggg ccaaattttg gcgcaaagta
   849841 tgcgatggtt gctaacaata caataaatat tgtaagaggt ttaagtagtt ttgagatttc
   849901 tctagcataa ttttgtaagt gctcactctc ttttatatgt tctatgcgaa gaagactcag
   849961 cataaaaaag ccgatgacaa cggtacgaat aatagcgtag tttgcattgt atacatgtaa
   850021 gttatgaaaa gtggtgatat aaataatagt caatataaga aataacaatc cacgcttttt
   850081 atgaatcaac caaaaagaga tgaaagcact caaaaaccaa aatgatagaa aaaataaaac
   850141 ggttggaaaa actggagaaa tatctagcaa attcccctgg aataacaggg aggaatttcg
   850201 agaaatatca gtaaaaaatt tcgttagcca agatggattt ataaaaatat ttttataata
   850261 taggagatga atgatgaata aaattgtcac gatctttatc ggaatctgcc actttgtttg
   850321 aaaaaaagag agtgtgaagc aaattcctat aaatattaca aaaatatcta atctacctac
   850381 gtttgtaata cctataaggg gtcgtatcca ttctagtaaa agtagaaatg cgcatgcatg
   850441 catgaaaaat ctagtcatat cccattgttt ttttgcctgt aatgttatca tttgctcacc
   850501 tcaaaaaaca cgtttgtata ctggtttcca taaactacat ttacaaatat ttttcgtttt
   850561 tgtagagttt ctaaaatact tagttctcga tgtgagagtt gatttggttt ttcttttaca
   850621 ataaaaacta gtaattttct attttgtata gcggtatagt cagccgcctt ttgaatatcg
   850681 ggagaaagat cgcttgtcac aagtataatt gttacgggct cataaacttt tcttaattcc
   850741 atttctacac tctgggagag cgggaataca ctgtccgctt gtactttcgc taaatgacaa
   850801 aagatttgct gcaactgact atctccattg tctaaaggga aaaaagttcg ttcttttccc
   850861 acagacacaa atgacgctgg tgaattttgc ttcaatacag ccctgacaat agaggcagta
   850921 aatgtgacga ctgattcgaa tagaggggac tcagttctgt ctatgaatat cataatatta
   850981 tggctacgct gttgttcaaa ctctttcgtc atgatgttgt ttgttcttgc agttgctttc
   851041 caatcaatcc atgaaaagcg gtcaccaggt ttatagtctc tcaaaccgac agaaatggta
   851101 gagtcttttg tgaaatttat atttgctgag agcgctcctt gttcgaaatg gttttccaat
   851161 tgctgatacg ttatatctac atactgagga tagattaaaa atgtatccgg aactgaaaaa
   851221 gttacttctt tctccatcat actgaataga tcaccagttt tgactcgtac gcttgaaaaa
   851281 gtgtgctctc ctctagggat tgtgtcaatt gcatattgaa acgaaatatt tcgttttaat
   851341 cctggaaaga gtattgtttt attcatcttt gtttgtctac aacttgtaag gtgtggtggc
   851401 agttcatctt ctataactaa ataaagtaag gggaaaggaa attttctttt tattgtaatc
   851461 gtgcttacaa atcgttctcc tgctacataa tcgttttgat ttgttattct ttttacttca
   851521 gcaccccgta aagcgtagaa ggggagtaaa agtgaataaa gaccaatagg aaccatactg
   851581 taaaataaaa accaacttac aaatcctcct tgaagcatag catacacaaa tgttaacact
   851641 aggcataaag ggattagtaa taacttcgta acgtgatata gtgctcgtag cgtgcgtttc
   851701 attaaaggtt catcttcctt tgagtcggca cggtagttcg tgcaacgatt tttgaaataa
   851761 cttgttcccc tgttattcct tcaaattttg cttccatttt tagaatgagt ctgtgagcta
   851821 acacgtaagg agctaaaaat ttaacatcgt ctggaataac ataatttctg ccatggatga
   851881 atgcataagc ttgtgaagct ttcattaaag caatcgagcc acgcggactt gcacctagtt
   851941 gtatagaact ataagaacga gtctgactaa caagctttac aatgtaatgc ttaattcctt
   852001 tgtccatact tacttcccgt acgctttgtt gcaaataaag taattcttct tctggtgtag
   852061 gatatcccat ttttagtttc aacaagaaac ggtcgagctg tgcttctggt aaagggtatg
   852121 ttccctcata ttcgaccgga ttttgtgtag ccattacaaa gaacggtttt ggtaacggtc
   852181 ttgtcatacc atctattgta atattgcctt cttccatact ttcaagtaag gcagattgtg
   852241 ttttgggaga tgtacgatta atttcatcag caagtataaa attccccatg attggtccag
   852301 gcttgaactc gaattggagc tctttcggat tgtaaataga aacacctgtt acatctgatg
   852361 gaagtaaatc aggtgtaaat tgaatacgtt tgtaatcagc atcaatagat ttagaaagtg
   852421 cccgtactaa cattgttttc ccgacgccag gaacatcttc taatagtaca tgaccttcag
   852481 ctaagagagc tgtcaaagct aagatcgttt cttttcgttt tccgaccatt aacttttcaa
   852541 tattgttgat tattttttct ataatgggat gtaatgaatc aagctggtgc atcgtaatcc
   852601 tcctaatgtg ttattatcgt tttctaatct atttagtgga aaatagaacg tacctctcta
   852661 tgtgcgagta taaaactatt acctttaatt ctaagaatat tcagattatt tattctgatt
   852721 acatctagta taattgtttc agtaactaag ggcaatatgg taaataatga tttctctttt
   852781 tatgtgaaat atgtcttgat atagaatagt atcgtcggta aaagtagaag aggggaagga
   852841 aagattgacc tcaatgagca aaataaatag cgtaggaaac cctacgcgta aagtttggaa
   852901 catatattaa taccccttgt gaataaaaaa taaagtcgac ttcacatgaa gagaccagct
   852961 atttaaatta ttacactcct ttattttgta tctttcttat attcttttcg tttatttaac
   853021 caaatatgaa ttaattctac caattccatt gtttcaatct cacaatattc tcctttacca
   853081 tattcggcta aattgtctaa tatagtagtt gtgtcgttct gaatttctaa accgcaaatg
   853141 ttgccattta ctaccacata atttttttct ccgtttaaaa tactatgtat ttcttctaaa
   853201 atccaatctc caaaagctgc aacttcaatt cctaaaaaag tttcaacaag tttaatttct
   853261 ttaggaagtc tcataactaa atcgccactg ttaagcactt caaaactata tggatatttc
   853321 atgactattt tcctcctttt acttctctat taatctcata agctctatta aggtaataaa
   853381 ttcttatact atcatctcta ttttcctact taaattatag taaaagtaaa ttattattaa
   853441 acttatctat ccaatatttc tctgatgtag gtatgaattc agtgaaatct tcatatgtac
   853501 cactccaatc ttttggtaca tagttttcat atgatgccgg ttctggaaac attgaatata
   853561 gtattttatt atcaaagtta attaataaga ttggactaaa atctaataga tcttctcctg
   853621 catttttcct tttaatattt tcaagtagta aataatttaa ttcttcttta gttgttttat
   853681 atttattaat ccttactaaa aatacttcta cattttcatg atctaatact tttattccat
   853741 ttctttcttc tgtttcgtca ttatcttcaa tgcttatacc taaattttta tatgcattat
   853801 ctaatttatt ataatctaaa aaccatagtt ctttatctgt tacataccat ctaaactcat
   853861 ttttatatat gatggctact ataatgtttt ctgcataaag tggttctaat ttcataatat
   853921 actcctttta ttattatctt aaaatcctgc cattcttggt gtattctcct atggattcaa
   853981 tctaatttgc tgacaattta tatggatttt ctggtgtttt ttgttcaact attttcagga
   854041 tagttgccct tgatatggtg gatttaaagt attgtatttt catttattaa ctcatctaac
   854101 gatttaggta taccaaattt aactactccc aaattacttc ctctaattat ataagaaatt
   854161 ttttgcaaac tcattattat ctgtacttca tcttaaactt tgctagaagc aaggaagtaa
   854221 tttaacagtc agtgaaggat gtgagccctc cacaatgatt agattttcac ttttttatat
   854281 tttttccgga atttttgaca atctcttgaa ctgtgcgaaa tgtcacatct gtattttaca
   854341 acctctctta tagtaagggt atgtaagaga gacgtattaa aggagtgaac agtatgaaga
   854401 agaaaccttc agcactaatg agacgtttaa aatatttttc accaatagat cgttataacg
   854461 ataatcatac acaagaaaca tatgaagatc gtgaatggga aaatgtgtat agaaagcgtt
   854521 ggcagcatga taaagtaatt cgttctacac atggtgtgaa ctgtactggt tcatgtagtt
   854581 ggaacattta tgtgaaagat ggaattgtaa cttgggaagg acaggagctt aactatccaa
   854641 caacaggtcc agatatgcct gactttgaac cacgaggatg tccacgtgga gcgagttttt
   854701 cttggtacat ttatagtcca cttcgtgtga aatatccgta tgtacgtggt gttctttgga
   854761 gtatgtggct agaggaatta caaaataatg agtcaccatt agatgcttgg aaaagcattg
   854821 tggaaaaccc tgaaaaagca cgcaagtata agcaggcacg tggtaaaggg ggattcgttc
   854881 gtgcgaattg ggatgaagtg ttacaactcg tttcagcttc attattatat acagtaatga
   854941 aatacggtcc agaccgaaat gttggctttt caccaattcc agctatgtcg atgttaagtc
   855001 atgctgcagg cagccgcttt atgcaactta tgggcgggcc aatgcttagt ttttatgatt
   855061 ggtatgcaga tttaccacca gcttcgccgc aaatttgggg cgatcaaaca gatgtaccag
   855121 aaagtagtga ttggtataac tctggttaca ttatgacgtg gggttcaaat gtaccgatga
   855181 cgagaacacc agatgctcac tttttagcag aggttcgata taaaggaacg aaagtcgttt
   855241 ctgtcagtcc tgactttgct gaatctacga agtttgcgga tgattggatt agtgtgaaac
   855301 aaggtacaga cggtgcactt gcgatggcaa tggggcacgt gatcttacaa gaattttacg
   855361 tagataatca agtggaatac ttcacaaagt atgcgaagca atatactgat tttcctttct
   855421 tcgttacatt gaaacaaaaa ggagaccaat tcgttgcgga tcgattctta aatgcttctg
   855481 atattggacg cgaaacaaag ttaggagaat ggaaacctgt actttggaac gagaacacga
   855541 atgattttgc aacacctcat ggcacaatgg ggtcacgttg ggataacgaa aagaaatgga
   855601 atttacgttt agaagatgaa gaaacaggtg gaaagattga tccacgtctt tctttacttg
   855661 gaatggaaga tagtgttcaa acggtgcaaa ttccgtactt ctctgatgat ggaaacacag
   855721 tgttagaacg tacaattcca gtgaaaaagg ttatgacaga agaaggcgaa gtgttcgtta
   855781 caaccgtata cgacttaacg ttagcaaatt acggtgtgaa ccgagggctt ggcggacaag
   855841 agccgaaaga cttcaatgat gacgtgccgt ttacacctgc atggcaagag aaaatgacag
   855901 gagtaaaacg tgagcttatt attcaaatcg ctcgtgagtt cgcacaaaat gctgttgata
   855961 cgaacggtcg ctcaatgatt attgtcggag ctggtattaa ccattggttt aactctgata
   856021 cgatttatcg cgccgtttta aatcttgtac ttctcgtcgg agcacaaggt gtaaacggcg
   856081 gtggctgggc gcattacgtt gggcaagaaa aattacgacc agcagaagga tggcaaacaa
   856141 tcgcaatggc aaaagattgg caagggccac caaaattaca aaatggtaca tctttcttct
   856201 atttcgtaac agatcaatgg cgctatgaag atacaccagt gggacattta gcatcaccag
   856261 tcgaaggcaa ctctcgttat caacatcacg gtgattacaa cgtattagcg gcgcgacttg
   856321 gctggttacc ttcgtatccg acatttgaga aaaatggaat tgaactatat aaagaagctg
   856381 ttgctgctgg tgcaacaacc caagaagaaa tcggaaaata tgttgcacaa aaattaaaag
   856441 aaaaagaact aaaatttgcg attgaagatc cagataacaa aaataacttc ccacgcaact
   856501 tattcgtatg gcgtgcgaac ttaatttcaa gttccggtaa agggcacgaa tatttcttaa
   856561 aacatttatt aggtacaaca aatggattaa tgaatgacga tagggattcg ttacgaccag
   856621 aagaaattaa gtggcatgag gatgcaccag aagggaagct tgatttactc attaacttag
   856681 acttccgtat ggctggaaca gcgctttatt ctgatatcgt cttaccagct tcaacttggt
   856741 acgaaaaaca cgatttaagc agtacagata tgcatccatt tgttcatccg tttaatccag
   856801 caatcggttc accatgggaa gcacgttctg actgggatat tttcacttca ctttctaaag
   856861 ctgtgtcaga tttagcagag aaaattgatc ttgacccaat gaaagaagtt gtggcaacac
   856921 cacttcttca cgatacaccg caagaattag cacaaccact tggtaagatt aaagattgga
   856981 gcaaaggtga gtgtgaacca atacccggta aaacgatgcc acaaattcat gttgtcgaaa
   857041 gggattataa aacgatttat gacaaaatga ctgcgctagg accaaatgcc gggaaacaac
   857101 cgattggtac gaaaggaatt tcttggtcag cagaaaaaga gtatgagcaa ttaaagagcc
   857161 ggttaggagt tgttcgaaca gattctattg cgaaaggttg tccagacata aaagaagcaa
   857221 tcaatgctgc tgaagcggta ttaacgcttt cttctacaac aaacggtcat atggctgtaa
   857281 aagcatggga agcacttgaa aaacaaacag atttaaaatt acgtgattta gcagaagaac
   857341 gtgaagaaga atgcttcaca tttgaacaaa ttacagcgca gccaaaaaca gtaattactt
   857401 ctccagcctt tacaggttct gaaaaaggtg ggcgccgtta ctcaccattt acaacaaatg
   857461 tagaacgtct catcccttgg agaacaatca ctggacgaca atctttctat ttagatcatg
   857521 acatgatgaa agaatttggt gaaacgatgg caacatttaa accaattcta caacataaac
   857581 cgttccgtaa atcacggcct gaagtagaag gaaaagaaat tacattaaac tatttaacgc
   857641 cgcataataa gtggtccatt catagtatgt actttgattc attaccgatg ttaacgctgt
   857701 ttagaggtgg tccaaccgtt tggatgaata aagaggatgc agctgaagca ggcgttgcgg
   857761 ataatgattg gatcgagtgt tttaaccgta acggtgttgt tgtagcacgt gctgttgtaa
   857821 cgcatcgtat accgagagga atggcgttta tgcatcatgc acaagatcgt catataaacg
   857881 tacctggtac gaaattaaca agtaaccgcg ggggaacaca taatagtcca actcgcattc
   857941 acgtgaaacc aacacatatg attggtggat atggtcaatt aagttatgga tttaactatt
   858001 atggtccaac tgggaaccag cgcgatttaa acgttgtaat tcgcaaactg aaggaggtag
   858061 attggcttga agattaaagc acaagtcgga atggtaatga acctagataa atgcatcggc
   858121 tgccatactt gtagcgtaac gtgcaaaaac acctggacaa atcgtccagg tgctgaatat
   858181 atgtatttca ataacgtaga aacaaaacct ggtattggtt atccgaagca gtgggaggat
   858241 caggagaaat ataaaggcgg ctgggaattg aaaaatggtg aaattcagct gaaatccggt
   858301 tcgaaaatga agcgccttat gaatattttc cacaatccag atcaaccaac aatcgatgat
   858361 tactttgaac cgtggaacta tgattatgaa acattaacaa ctagtccgca gcgtaagcat
   858421 cagccagttg ctcgtccaaa atcagcaatt acaggcgaat ttatcgacaa aattgaatgg
   858481 ggtccaaact gggaagatga tttagctggt ggacatataa caggattaca agatccgaac
   858541 gtaaagaaaa tggaagaaga aattaaaacc gattttgaaa atgtttttat gatgtattta
   858601 ccacgcatat gcgaacattg tatgaatcca tcttgcgtat cgtcttgtcc atctggtgcg
   858661 atgtataaac gggaagaaga tgggattgtt cttgtagatc aaaatgcatg tcgtgcatgg
   858721 agattctgcg tatcgtcttg cccatataaa aaagtgtacg ttaactggca aacgaataaa
   858781 gcggaaaaat gtacaatgtg tttcccgcgt attgaagctg gtatgccaac aatttgttcg
   858841 gaaacatgtg tagggcgtat tcggtatatt ggagtaatgc tatatgacgc tgacaaggta
   858901 aaagaagcgg cttctgttga gaatgaaaaa gatttatatg aatctcagct tactgttttc
   858961 ctagatccaa atgatccaga agtagtagct gaagcgaaaa aacaaggcat tcctgaagaa
   859021 tggattaaag cggcgcaaga gtcgccaatc tataaaatga ttatcgattg gaaaattgct
   859081 ctgcctcttc atccagagta tcgtacaatg ccgatggttt ggtatatccc gccgcttagc
   859141 ccaattatga acatggtgga agggaaaggt agtaactggc aagcagaaga gattttccca
   859201 gctattgata atatgcgtat tccaattcaa tatttagcga atttactcac tgcaggagat
   859261 gaatcacata ttcgacttac attgaaaaaa atggctgtta tgcgaacaca tatgagagca
   859321 ctgcaaatta ataaagaacc aaatgaggct gtattaaaag aacttggctt aacgaaacag
   859381 gatgtagaag atatgtatcg tcttcttgct atcgcaaaat ataaagatcg ttttgttatc
   859441 ccgacgtctc accgcgaaca agttgcagac ttatataacg aacaaggaag ctgtggttta
   859501 tcatttgcag gtggtccagg ttcttgtatg acaatttctt aaataatggg ggcggaaaaa
   859561 tatgaaacaa agtctacaaa ttgctttttc ttgttcttca ttccttctct cttacccgga
   859621 acttgggtgg agagaagctt taactgaatt actagaagag attgaagcaa ttgaacagga
   859681 agacgttaaa gcggaactta caacatttat aaaacaagca ctacataaaa cgaacgatca
   859741 acttattgat agttacgtat atacatttga ttttggtaag aagacaaata tgtatttaac
   859801 gtatatgaac accggtgaac aaagagaaag aggtattgaa ttactagagt taaaacagca
   859861 ctataaaaaa tctggttttg aagtaacaga taaagaacta cctgattact taccgctatt
   859921 actcgagttt tttgcaaatg caaatgagca agacagcgaa ccaattatga gtaaatacaa
   859981 ggagaatata caagcattac acgttcagtt aaaagaagca gatagtatgt atgaaccaat
   860041 tctttcggct gttttacttg ctatcgatac atggggtgta cagacaaatt agaaaggaga
   860101 gttgtcaaaa tgatggatca atttctatgg gtattgtttc cctatatcat ttttgcaatc
   860161 tttatcggtg gacatatttt cagatacaac tatgatcaat ttggttggac atcaaaatct
   860221 agtgaactat tagaaaagaa aatgctccga atcggaagta tattattcca ctttgggatt
   860281 atgttcgtaa ttggcgggca tgttatgggg attttaattc cagaagctgt ataccgttcc
   860341 ataggtattt ctgagcatat gtatcatgta gtagcaatta gttttggtct tccggcaggt
   860401 attgcttcta tcatcggttt aattatatta acgtaccgcc gcgtaactgt aaaacgtatc
   860461 attgcaacaa gtacaaaggg agattatatt gcgcttattc tattacttat cgtaatgtta
   860521 gcaggacttt cctcaacgtt tttaaatatc gactcaaaag gatttgatta tcgtacaacg
   860581 atcggtccat ggttccgaag cctcttcatt ttccaaccga aagttgaata tatgacggaa
   860641 gtacctgtat ggtttaaaat tcatattctt gcagggctag ggcttttcgc agtatggcca
   860701 ttcacaagac tggtacatgt atttagtgcc ccaattaaat atataagccg tagttatgtt
   860761 atttacagaa gacgtattcc gaatgaattg aaaaaataat actgctgtaa acgaatagga
   860821 gttagcagtt aaaacgaaac gaggtctcat atggcaggcc tcgttttatt catatagggg
   860881 agattgtcca tgaccatcaa cctaagagta ataagaggat aggggtgact ggttcttttt
   860941 gagatttcta tgactacaaa aaatatatgt attaccaata aacctataaa atatctattt
   861001 ttaaaatatt caacaatttt gtaacaatat atcttgttaa ttcatttttt ataatttata
   861061 attttaactg tgtatggtgt gtatggtgtg tattatataa cataacaata attgattgag
   861121 aggttgttta atgaaaataa ttttaagtaa tgtgtcaaat caacctttat atcagcaaat
   861181 aaaggaacag attaaagaat cgatatttaa cgatgagtta aaagaaggcg aacagctacc
   861241 atcaattcgc ttattggcca acgacttaca tgtaagtgta ttaactacaa aaagggtcta
   861301 tgcggaacta gaagcagaag gttttattat tactagggtt ggtaaaggaa cctatgtagc
   861361 tcccacaaac ttagagttat taatggaatc aaagcgccac atggtagaag tcaaacttgc
   861421 agaagtctgt caaattgctc gaagtatagg aattcatgcg gatgatctcc attcaatgat
   861481 ggacttaatt ttagaagagg aggagagtgg caaatgaatg ctgtactaga agtgaataaa
   861541 ctaaacaaat cttatggtaa tttttcatta aaagatgtta ctttttcact tgaaaaagac
   861601 tgtataacag ggtttattgg tacgaatggt tctgggaaaa ctactacgat taaagcaatc
   861661 cttggacgta ttttaaaaga ttccggaaat attaggtttt ccggaaaaga tatggataaa
   861721 aatgaaagga aatctaaaaa caaaattggc attgtgttag atgaggggta tttctatgat
   861781 gaattaacat tgaaagaaat gaaaaatgtg attgcccctt cttatactga ctgggatgaa
   861841 gcagtcttct tatcttatat taaacaattt aatttaaatc taagacaaaa aatttctact
   861901 ctatctaaag ggatgcggat gaaatttgcg gttgctttgg ctttatcaca ccatgcagac
   861961 ttactgataa tggatgaacc aacaagtggt ttggatccat tagtacggaa tgaattgatg
   862021 aatattcttc tggattttat gaaggaacca ggtaaaagtg tctttttttc tactcatatt
   862081 acctctgatt tagataaaat tgccgatata attattttaa ttaatgttgg gggaattgta
   862141 gttaatgagg aaaaagatat attagtagag actcatgcat tagtaaaagg tgacaatcgg
   862201 ttaattaatg agcaaactaa atctcttttt ttaaatttgc accaatctca atatgggttt
   862261 gaggggatta ctcataaaaa agatgatgtg catcgcctaa tgcctgatgt attaatggaa
   862321 agaccaacta tagaagatat tatgctttca tacattggag gtaataatca tgttaattaa
   862381 ccttgtattg aaagacttta tgttagttaa aaaatattcc ttaattctac tcatttttgc
   862441 agctgtcgct cctatttatg tttcttcaca aatacagtta aatgatggcg gtcttgtagg
   862501 gtttcttata acagtgcttt taacagagca tattttgttt agtacaatat caaaattcga
   862561 ggatcagtat aaaggagctg ctttactttg tgcaattccg tacacacgaa atacatttgt
   862621 aaaagcaaag tatctctttc tctttataat cttcatttgt atctctatca ttcgtatcat
   862681 tatatcaatt attatgccat cgggtataga aaaactcagc gtaaatgctc ttggaataac
   862741 atttttaatt ctaagtattc tatttggtat attacttcct attcaattta aatttggtta
   862801 tgacaaaaca aaattcatat catttttcac tgttttttaa taccttttgt cgctcctact
   862861 cttataagag gagttcaatc gattcacatt gattttacaa ttacatttcc attcccgcaa
   862921 attactcaag actggatgct ttgttttatt tcactagtca ttagtcttgt ctcaatgatt
   862981 atatctctaa agatatatgc aaaaaaagat ttataagtaa tttttaaata taatagggat
   863041 cattgttaaa ggaaatatgt aatacatacg aattcagtac tttttaaaat ttaataccct
   863101 tttgcaatgt ccctttttct tgattaagta aattttatac atattgaaat aaactaaacc
   863161 tttacaccag tagtcttttt aattatttta ctaagcagag gacgaaatcc catcgctatc
   863221 aggttaaaaa attcattgct tctcaaaata ataaatcgga ttcctatatt atagctatga
   863281 aaaggtaaaa aatcgctttt agagtatttc aacatcttat cttgatggca atggggagtt
   863341 aactgttaag tttaaaaaag aacataatat gaaaaaagat tagcatctaa ataagacgct
   863401 aatcgatact acaaacagaa gcagaacaat cttcacaagc aatttcacat tttaaaaatt
   863461 gtaaatcgtg gattgtaatc tttcctttat gaatagaaat tgtcccttgc ttttttaatt
   863521 catttaacat tcgatttaca ctttcacgtg aagttgcaca gaaattagca agttcttgat
   863581 tcgttaacgg taaatcgatg agaataccat tttcttttaa aacaccataa ctatttgtca
   863641 ttcgtatgag agtagaatat aaggcacctt ttttgccgtg taatactaaa tctcggaact
   863701 tcgtttgcat tcttcttaaa tgttcactaa tccatttcat aaattcaaat acaagagctg
   863761 gtttttggag taattctttt tctaacgctt cacgctttat aacgcctact tcaacatctt
   863821 caaggcattt tgaatttaat aaatacttcg cattatccgt gaacaatgtt aattctccaa
   863881 taatgtcgta tgccgaacaa attcgaagtg ttagttcttg tccgtcagca ctaagtttac
   863941 taatttgtac ttttcctgag tggatgatat agagttcggt tgcctccata ccttcttgaa
   864001 aaataaaatt accttttttt atctgcattt tatattcaac agatgcaagt aattctttta
   864061 aatcttgaga taatgtcata ctgtttgcca cagcaatcac ctttcttctt ataagcaata
   864121 catttcctat tttgagtgta aatatgatga aaatgcaaga gctattttaa aaataatgta
   864181 aaatttcaat gaccgtaagg agtatggcct gaagatgtga acaaaatgcg aacggatttg
   864241 tgaaaagttt ttgaatgggg aaagtgatgt gagaaaagtc acattgaata tgtagcttct
   864301 tttttataat aaaggcaaat aaaaaaatga aagcttacta aggattgcag cagaaaagaa
   864361 gggatataga tgcacgagaa catgaaagat tctttaaagc ggccacttca agatttacgc
   864421 atttcagtta ttgatcgttg taattttagg tgcacatatt gtatgcctgc tgaagtgttc
   864481 ggacctgatt atgctttttt acaggaagag tgtttattaa cgtttgatga aatagaaagg
   864541 ttagcgagat tatttataag tatgggagtt aataaaatta ggcttactgg cggtgaacct
   864601 ttattgcgta aagacttacc gaagttaatt gcaagacttg caaagctaga aggcttaaaa
   864661 gatattgggc tcacaacaaa cggaattcat ttagcaaaac aagctaaggc gctaaaagaa
   864721 gcaggattaa agcgtgtaaa tattagttta gatgcaatag aggatcgtgt cttccaaaaa
   864781 attaatggaa gacatgtaag tacgaaacct gtactgaaag gaattgaagc agcgaaggaa
   864841 gctggattag aagtaaaggt aaatatggtc gtaaaaaaag ggatgaatga tagtcaaatt
   864901 cttcctatgg ctcagtattt taaagaacaa gaaatacagt tacgtttcat tgagtttatg
   864961 gatgtaggca gtacgaacgg atggaacttt gaacaagtcg ttacgaagga acaattaata
   865021 gagaaaatta atcgtgtata tccaattgaa cctgttaaac ctcgttactt tggagaagtt
   865081 gcgaaattgt atcgatatgt aggaaacgat gctgaagttg gatttattac ttcagtatct
   865141 gagtcatttt gttcttcttg tacgagagca cgtatttcgg cagacggcaa gttttatacg
   865201 tgcttatttg gagaaaaagg aacggattta cgatcgcttc ttcgagaaaa tatttctgat
   865261 gcatcactac taaaaattct ccaacataca tgggagttta gaacagatcg atattcagat
   865321 gaaagaacgg cggaaagtac aaataaacgt caaaaagttg agatgtctta cattggtgga
   865381 tagcgaaagg aggattcctt atgcaagagc gatattcaag acaagtattg ttttctggaa
   865441 taggtgaaat gggacaaagg aaaataaggg aaaagcatgt gctcttaatt ggtgcggggg
   865501 cgctaggagc tgcaaatgca gaagcgctcg ttcggatggg aattgggaaa ttgacaattg
   865561 ccgatcgtga ttatgtcgaa tggagtaatt tacaacggca acagttatat acagaagaag
   865621 atgcaaaaca atgtaaacca aaagcaattg cagcggcaga acatgtaaga aagattaatt
   865681 ctgaggtgga aattgtacca gttgtaacgg atgtcacaat gaaagaaatg gaagagttaa
   865741 cgaaagaagt ggatctcata ttagatgcga ctgacaactt tgatacgcgt ctacttataa
   865801 atgatatttc acaaaaagaa aatatacctt ggatatacgg tggatgcatt ggaagttacg
   865861 gtgtaacgta cacaattctt ccaggaaaaa caccatgttt tcgctgctta atggatcatc
   865921 cgatgggcgg tgcaacatgt gatacagcgg gaattattca gccagctgta cagatggttg
   865981 ttgctcacca agtgacagaa gcaatgaaaa tattggtgga tgacttcgag acgctacgag
   866041 gaacaatgtt atcatttgat atttggaaca atcaatttct ctcattaaaa gtaaataaac
   866101 agaaaaaaag tacatgtcca tcttgcggaa atacacgtac gtacccaagt ttaacatttg
   866161 aatcacaggt gaaaacggag gtgctatgcg gacggaatac agttcaaatc cgtccaggaa
   866221 taaagagagt tctaaattta aacgaaatta aaaaaagatt acaaaaaatt gtacatgtcc
   866281 aaaaaacgcc gtacttacta tcatttctaa ttgatgaata tcgtttcgtt ttatttacag
   866341 acggtagggc atttgttcat gggacaaatg atgtgaaaat aggaaaacga ttgtacgcaa
   866401 aatatatagg atgaacagaa agaaagtttc tccttattaa aacgaggtga aaaagaatgt
   866461 tagcaaaacg tataccaatt ccagtggcgg aagcagttgc acgagtaatg aaatatgctt
   866521 atcaaggtga aacagaagag gtttctctta tagaaagtta cggaagaacg cttggagaag
   866581 atgttattgc agatcatgat gtcccgcatt ttgatcgctc tccgtacgac ggatttgcga
   866641 ttcgagcgga agatacaaaa gaagcaagta gcagtaagcc cattcagttt gaagtgattg
   866701 gtgaaattgg agcaggggtt gtttttacag aagaagtgaa agcatttcaa gctgtccgta
   866761 ttatgacagg agccgcaatt ccgagagggt gtaatgcggt tgttatgtta gaactaacgg
   866821 aaggatttga aaaaagtgaa aagacttata tgacattaaa acgctgtttc gcagccggtg
   866881 ataacatttc ttttaaaggt gaagatgtaa aacaaaatac tatccttgtg aaagaaggga
   866941 ctgttattaa cccgggagtt gcagcacttc ttgctacgtt tggttatagt tccgtacacg
   867001 ttgtaaaacg gccgattatt ggcattgtaa cgacgggtag tgaactactt gaagtacatg
   867061 aacaattaaa accaggaaag attcgaaata gtaattccta tatgattgct gctcaaattg
   867121 aacgagcggg cggagttgta cagtattatg ggaaattcgc tgacgatttt gagacttgtt
   867181 ttaacactgt aaaaaaagca ataaaagaag tcgatatttt aattacaact ggtggtgttt
   867241 cgataggaga ctatgactat ttacctgcta tttatgagag attacaagca aatgtacttt
   867301 tcaataaaat tgcgatgcga ccaggaagtg tgacaactgt agctgagata gagggaaaac
   867361 tattatttgg tctatctggt aatccttcag cttgttatgt cggatgtgag ttatatgttc
   867421 gaccagtcat tggaacatat ttgcatagga aagatccaca tatttatcgt gcagaagcaa
   867481 ttttacagaa agacttttcg aaagcaaatc cgtttactcg ttttgtaaga gggagagtgg
   867541 aatttgcaga tggtcaatta caagttacac cagttggttt agataaatct agcgcaattt
   867601 cttcacttgc agaagcgaat gcatttattg ttttgccagg gggaacgaga ggatttaaag
   867661 ctggaattac tgtttcggta ctgttactag aatcaaccag cggaagtgaa tggccatgga
   867721 aagaatcgct tcgttcatac aaataataga aaaataggtt gctaatttat acaaagataa
   867781 gaggtgcgaa atgacacata cgtattatga agtaattgat acacctatat caattgaaga
   867841 agtgacaaac aaagtaattc ggcgtgagtg tggtgcggtt actactttta ttggcactgt
   867901 tagagaattt acgaaaggcc gacgtacgct ttatttagag tatgtagctt ataagacgat
   867961 ggcggagaaa cagcttgaga gaattggtac cgaagtaggg gagaaatggc ctggaacata
   868021 tgtgacaatt acacatcgca ttggtacgtt acaaatttcg gatctttctg ttgttgtcgc
   868081 tgttgctaca ccacatcgga aagcggccta tgaagcaaat gaatatatta tggagcgtat
   868141 aaaacaaatt gttccaattt ggaagaaaga gtattgggaa gatggtgagt catggatagg
   868201 tgatcagtta gagcgggtaa catatgcaaa tggtgagcct agaaaggaga tgagaatatg
   868261 attaaagtgc tattatttgc acatttacag gaagaagtaa ggaagtcgtc cttgcacata
   868321 gattgtgaaa atattacagt cgcgaagctg aaggaagttc tgattaagga atataatgta
   868381 gcaatttcaa acgagattat ggtcgcgata aatgaagaat acgcaaatga ggatgacatc
   868441 attcaaactg gcgatgtcgt agcaatgatt ccgccagtaa gtggtggttg attcttttca
   868501 gcctaatcat gtaagaacgt gattaggctg gagggaatga atataactac gtatacatag
   868561 gagggaacag gatgaaaagt cctaattttc aattaagttt acaaacttct aatctaatta
   868621 tcggttttat ggtgtgggtt attttatcat cattaatgcc ctatattaaa gtggatatcc
   868681 cattaactgc gggacaaatt tctatggtaa cagcagtacc cgttatttta gggtctgttc
   868741 ttcgtattcc aattggttat tggacaaatc gtttcggagc aagaaaatta ttctttatta
   868801 gttttattct attattattt cctgtttttt atattagtgt tgccaattct atgatggatt
   868861 taattattgg tggattattt gtaggaatcg gtggtgctgt attctctgta ggagtaactt
   868921 ctttaccaaa atactttcca aaagagagtc acggttttgt aaatggtatt tacggtgtcg
   868981 gtaacgctgg aacagcaatt acttcatttt tagcgcctgt tatcgcaact tcagttggct
   869041 ggagaacgac agtacagtgt tatttagttt tacttgcagc gtttgcactt atgaactttt
   869101 tattaggtga tcgtaaagag aaaaaagtga atacaccact aatggaacaa ataaaaggtg
   869161 tatataaaaa tgagaaactt tggtttttat gtatctttta ctttttaact ttcggatcat
   869221 ttgttgcatt taccgtatac ttaccaaact ttttagtatc tcatttcgga ttagagaaag
   869281 tagatgcagg tatgcggaca gccggattca tcgtactcgc aacaattatg cgtccgattg
   869341 gtggttggct cggtgataaa tttaacccat ttaaaatatt aatcttcgta tttatcggtt
   869401 taacactttc aggtattatt ttatcattta tgccaagcat gaacgtatat acattcggtt
   869461 gcctattagt cgcattttgt gcaggtatcg gtaatggtac aattttcaaa ctcgttccga
   869521 tgtatttctc agaacaagct ggtattgtaa atggactcgt ttcagcttta ggcggacttg
   869581 gaggattctt cccgccacta attttaacat tactgttcca actaacaggt cattatgcaa
   869641 ttggatttat ggcgttatca gaagtcgcac ttgcttgttt aatcattaca gtatggatgt
   869701 atagtcaaga aaagctgtta gtgatgttaa agaatcatta ataaggaaaa agaaccgttc
   869761 caaagtattt tgggacggtt cttttagtaa caggcttcgc tatatttttt aggaccagat
   869821 tctttagtaa gactaataga tattgtgaaa tattacactt aaactaaaaa atacagttta
   869881 ggtcgataag ataaaattat aaatttctat aaataatcca taattttctt tatggctcat
   869941 atttgttatg ttaaagaaaa gagaggggag ggaaatgaaa taagtgtttt tttgattatt
   870001 gggaattaat ggtgttctcc gatgaattaa atgtggtaca tatgtagtaa agcgtgtaat
   870061 ccaactaaaa tatatgtaga atgaggttgt aaatgtttgt ttttattata ttagacgtaa
   870121 tattaccgat attaatattg atgctaattg gtgcaatctt acaaagaaag tttcaattta
   870181 acttaaagca gctatctaca cttattacgt attgcttgat gccagcggcg gtatttgtga
   870241 atatatatga tattcgtata gaaatagatt tgttgcttca gataatatac tatttaatgc
   870301 tttatagtct gagtctgatt atagtaagtc atttcatttc aaaaatatta aagttagaaa
   870361 atggagaaag tgcagctcta aaaaatagca tttcgttaat gaattccggt aattatggat
   870421 taccagtaag tcaattgatt ttcagtcaaa atccagtggg ggtttccatt caaattttta
   870481 ttgttatttt ccagaatctt ttaacttatt catatgggat atataactta ctatcagcaa
   870541 caaaaacaat cggaggtatt attcaatcat ttctaagact gcctgtattt catgcgctcg
   870601 tattagggat tctctttcaa ttttttacaa ttcaattacc taattctatc ttgctacctc
   870661 ttaatcagct tgcgaatggt tttgttgcaa tagcactcat attgctaggg gcacaattat
   870721 ccaacattaa gcttaatttt ttccatcgag tcataacgtg ggctttaatt ggaaggttac
   870781 tgatgggacc attagtagca tttgctatga tctacctact aaacattgat ggtattgtgg
   870841 cacaatcatt atttattgca agttcttttc ctacttcaag aaatacatca accattgcta
   870901 tggagtatca aatagagcct gaattacatg cacaaatcgt tttattttca acacttttta
   870961 gcattattac agtaactgtc gttatttatt tatcatatat tttgttttga atatacgtgc
   871021 aaaaatgaat agatttgagg cggtaaatga tggatagaaa tcctatagat atgagaagaa
   871081 aatagtcttt catatattag gtgtcgttta caattgtacc atgtttcata atctagtgat
   871141 ttaattcaaa aaaaggaaac ttattagggt ttatttcgta tggaaatctt taaagcatct
   871201 acatatagac ttgcgaaaaa agacacaatc tcgcttataa ttaaagttat atgagcttag
   871261 agtgatagcg atggggtagg agtgtcaagt aagaatttta tgcataattg ccactaaggg
   871321 agatgattaa aagttgagta aacagaatat cagcacaata gtttcaggag atttgattgt
   871381 tacccatcta attggccaga ttaatacaga ggatgtgtat gaatggttta atgattttga
   871441 gcaggtttgt cagcaattta tttctgaggg ccggaaatac aaattgttgg tggatagaaa
   871501 agggtatacc ccaaatcatt tttctgttca aaaagtatgg aaagataagt tcttcaatga
   871561 aaccattttg aatcatagta aggcaattgc atttcttctt gaagaaggag agatactgaa
   871621 gtatttgcaa caatccaata caaaagaatc cgtggagttt tttgacgatt atgaacaagc
   871681 gctaatttgg ttgaatgaat atccaatata aaaactgaat agaaagaggt gctcgtaatg
   871741 ttgcacttgt catgaaattt acttgtttac aagttgcaaa caccattcat tttcttcgta
   871801 gattgcttgt ggaataaaag aacggaacta caataaaaag aacaaacgtc ccctaaaaaa
   871861 cgtttgtcca aaggtaatta ctattttaac taagaaatag attacaattt atgtgtaaga
   871921 gaaatctttt ttataagttt aggcaatata gatgttagtt cctgcttcaa acgcttcgta
   871981 aacgatggat ctttacctga agttgaaata gtgaaaacat attcatcatg tcggatgacg
   872041 ccaggtgtgt gaaaagatga ttctgtacca tcacttacaa cgttaaccca ctggaaattg
   872101 tgggcggcct gtttaaccat cagatttaca gcatgttgat ttgtagctgc ataaataaga
   872161 tgagcatctt taatatcatc attactaaaa gttttttgct tccaagtaat ataaggaagt
   872221 tccttcattt ccttgcaaat ttctgggctg acaacggtga caaaagcgcc tgtatctttt
   872281 aatccagacg cttttcgata tgcgatttta cctccaccaa tgataacgac cactttatta
   872341 tgtagattaa acataagagg gtacatgtta tacatacaca tattcctcca ttcgttctag
   872401 taatgttaat ttcatatatg tatcaaactg aagacagtta caagttgtaa cgtgatcgta
   872461 tttttttgta tgcaacttaa ttttttgaag caataatcca gtaaagagaa ggtacggcat
   872521 gacatataca tgagatgcag tcgatgttat agtcttgagc tcagcagtaa aagagggcgt
   872581 tcctttcgtt aaaaaggaac aacatacacg cataccgagt ttttgttcga cagctactcc
   872641 aatttgctgt aactcatgta tcggctgggg gtcactacta cctcttccta cgagtaaaat
   872701 actactattt tgcattggca tagcttcacg tattcttttc actacaagtt caaccatatg
   872761 cggatgcgta ctaaaaggtg gtacaactga aaatgttata tgtggatatt gcttttgcat
   872821 tttttctatc tcaaaaggaa tatcacgttt atagtgagct gctgcaaata ataaaacagg
   872881 tacaatcatt atttcagttg ctccctctag tatcgtttct gtaactgcat ccgaaatggt
   872941 aggtgtcgtt agttctagaa aagctatttt ttgaattctt tcgttacgtt ctttcataac
   873001 agattgaata aagtgaatga attgttcgtt actttcttgc aagcgactac cgtgtccaac
   873061 atatacaatt cctttcattg tcttaccatg tctttctgca taagagtttc ttgtaattga
   873121 tgatcaatgt tatgaaaccc gactttattt gcatagcgta aagttggaac gtcggtatac
   873181 gagaatggga gagtaacaat atcgagaaag ccaagacgtt ttacttctgc tagaaacgta
   873241 tcaatagaag cgcgtccttc aaatacaatg ctatcccata agaattctga aagcatacga
   873301 gaatggactt catcgaaacg atgatcaatt gtatacttat gagtcatcat ataggagccg
   873361 gcaccaattt tctcttgaat aaaagcaatc cgattaatat ttctgcctaa ataaacagtt
   873421 gtatcggaag agaactttgc ttctttactt agtagcccat attgcataag tttttcttga
   873481 gtggcaacgt tcatgtgttg tagctctgcc tgtaaggaac gaatatcttt cttgtattta
   873541 ctacatgatt gcatcaaaat ttctacactt tcagctgaac aaaaaacaag gcgattaacg
   873601 ttaaaaattt caatgatttg ttcaagtgtt aatgtatatt cttccttttt gaaagttgga
   873661 atttgatata tttctgcacc agcttcttgt aacttttgct tcattacact tgttttattt
   873721 gttgcggatg taaataaaac ttttttacca tgtaatggtt tatgttcttt ccaagcgatt
   873781 tgatctcgta atgaaacgac atcaccaaca attgtcatag atggattaga aatattttcg
   873841 tttttgacga tagaaacaat ggtagatagt gtccctgtaa caacgcgctg tttaccagtt
   873901 gtaccccatt caatgactgc tactggcgta tcttcttttt ttcctgcttg tcgtaggttt
   873961 ttacaaattg taggtaagtt ttttataccc atgtagtagg cgatcgtatc gctattgtga
   874021 gatgaattat attttccatg atcggttaaa gaaccttttg catgtccggt tagtaaagta
   874081 acgctattac tgtagttacg gtgggtaagg gggatacctg catagctact agcggcggtg
   874141 ctagatgtaa tgcctggtac aatttcatat ggaatatttg ctgctgctaa agtttctgct
   874201 tcttcaccaa cacggccaaa aatagatgga tctccgcctt ttaatcggac aacaattttt
   874261 ccctcttgcg caaattgaag aaggtgtgcg ttaatcattt cttgtcgcat aatatgattc
   874321 tttggcattt ttccgcaata cataagttca catgtttgtt ttgtatagct aagaaagaaa
   874381 gggtttagta aacggtcata taaaacaata tctgcacgct ttaaacactc tatcgctttc
   874441 tttgtaataa gcccttcatc acctggtcct gcaccaacta aatatacata tccgttcata
   874501 taattgcacc tcatctagtt ttatttaaaa ggaagccagg ggggaggctt ccttttgtaa
   874561 attacatata tatatataaa tgtcaccatt aatgacttct acttcgtacg tttgaataca
   874621 accgtcatca ggtttttgaa cttcacctgt aagtaatgaa atcttccaat catgtagcgg
   874681 acaaaagacg aattcaccag atacaattcc ttcggctaat ggtccgtttt tatgaggaca
   874741 acgattttct acagctcgaa tatcaccatt tgaaaggcgg aatagggcga tagacatacc
   874801 tttcatttgg acctctttac cgatttgaat aggaagatct tctgcacgca taacttttat
   874861 tttatctttc gtttgtatca tatagatcac agctccttat ttcacagttt ctacttcata
   874921 catcgctttt aatgatttcg tttctagtgc ttgtccccaa gcttctttat atgtgccacg
   874981 ggccgtttgg aaacgttcat ttaacttagt gaccatattt gcatcttgca gtatttcttt
   875041 tatgtgatcg aagtctaatc gttctgtcca gtaggcagta cgctctccgt aaataccagt
   875101 ttcacgataa tattgcatgt aagctgtagc gatgtgaaga acatcatctt cagtagggac
   875161 aatcattaca aaatcagctt cacgtacttc tgtaccacca tttccaccaa tataaagttg
   875221 gtatccattt tcgacacaaa caacgccaaa atctttcgta agtacttccg cacagttacg
   875281 cggacagccc gttacaccca tcttcatttt atgaggtgta tctaccattt ctaatgattg
   875341 ttcaaggagc ataccaagtc ctaatgaatc tttcgtaccg aaacggcaga aacgagagcc
   875401 aacacatgat tttacattac gaagagattt tgaatacgca tatccagaag tcatatttaa
   875461 gtcagcccat acgttaggta aatcttgttt cttaacaccg tataagccaa ttcgacttgc
   875521 accggtaatt ttcacaagtg gaacatcata ctttttcgca acttcagcaa ttttcattaa
   875581 atcatctgct gttgtaacgc ctccgtacat acgtggaata acagagaatg taccatcgtg
   875641 ctggatgtta ccattcattc tttcattaac gaaacgggag gctttatcat cttcatattc
   875701 ttctggaatc gccatacgta aatagtagtt caaagcagga cgacattttg aacagccatc
   875761 ttcatgtaca aaaccaagaa catttcgtac ttcttttggt gattttaagc ctttttcatg
   875821 aattgccgct acgacttcat cacgtgataa aggtgtacat ccgcacatac cagcagactg
   875881 ggctgaggca tcaaaagcat ctccgagtgt atgagataaa acttgttcta caagcggacg
   875941 acatttacca caagaccctg cggctttcgt acagccttta acttcttcaa aagtcgttaa
   876001 ctcttgttct aaaatggcat gaacgattgt tcctttcgta acaccattac atccacaaat
   876061 cgtgtcatcc gcactcattg tagcaacatc aagttcactt tcttcaccag ctttgtgaag
   876121 aatggacgct ggtgtatatt cttgtatatc ttcttctttc tttaacatgc taaagaggcg
   876181 tgtaccatca gctgtgtcac catataaaac gataccgacg actttattgt cacgaattaa
   876241 tactttttta taggaacgtt tgcattcatt aaagatggat attgctttcg tttgatcatc
   876301 ttcataaatt tggcctgcag agaataaatc acaaccagca acttttaatt gcgtaccgac
   876361 gatactgccc gaatatccat cagtttgtaa attcgatata tgtttcgcta atattgcacc
   876421 ttgttcataa agaggggcaa caagtccata tgcgataccg tcatgttctg cacattcgcc
   876481 aactgcataa atggactcat catttgttag catatagtca ttgactacaa tgccgcgatt
   876541 gacaattaaa ccagcatctc ttgctatttg cgtatttggt cggattccga cagccattac
   876601 gattaaatca caatctacaa cttcaccatc ttcaaattga atgccctcaa catggtttgt
   876661 accaagaatt tttacagttt tcttttccat gagaaacttc atgccttgtg cttctaaatc
   876721 ttcacgcagt agagaagcgg ctttcgtatc tagttgttgc tccattaagc taggcattaa
   876781 atgaacaaca tgtacgtcca ttcctaagtc aataagacct cgtgctgctt ctaaaccaag
   876841 taatccacca ccaatgacaa cggccttttt cttttcttta gcagtatcca tcataaactg
   876901 tgtatcttca atggttcgaa aacctgttac accaggaaga gtggaacctt caacaggtaa
   876961 aataaaagca ctagaacctg ttgcaataat aagcttgtca tatgtaagag tacgattctt
   877021 ttctgtcata ataacttttt cttctcggtc aatactttga actctttcat ttgtatacaa
   877081 agttatttcg ttttcttcat accaactgta ttcattcata atgatatctt gtatatttgt
   877141 tttaccttgt aaaacatgag agagcataat gcgattatag tttgggtgtg gttcatctcc
   877201 aaaaatagta atctcatatg aatcacaatc atgttttaat atttcttcca tacaacgtat
   877261 gccagccata ccatttccga tcataactaa acgttttttc attttcgttt cccctttttt
   877321 atgtgaagta ttgagcaaag gattatattt ctattataga aaatcaaaaa agggggagat
   877381 gtgatattta tcacactttt gaaatgattc acaaattgtt aaaattcgga tttgtgtgag
   877441 ggaggatatg tatatttttt gtgaaatgaa aaagcaggac atcagtatgt atacttatgt
   877501 cctgcacttt atttacgctc tcgtaatggc acgtggaaat aaaatattat tttctaaatg
   877561 aatgtgctca aataaatcag actctaacgc ttcaaggcga ttgtaaacaa gtcgataagt
   877621 gccgcaagct ccttctgggg gagtaaagtc atttgtaact ttacgaagct ctttaataat
   877681 gttgccagcg tggttatgtt cattttctag ttcatctact actttacgta actttgcata
   877741 gttttcatca gttggatttt tttcaaattc taaaattaat gggaaatctt ctgtttcttc
   877801 tttaattaaa tgctgttcta attccatttt aagttcatga aatagcttat gaattttagc
   877861 taaatgcggc tgatttgctc catgaacacg taatactttc gtcacataag gacttaactg
   877921 tggtaactct tcatttaaat aacgatgatg cttatgaatc acataatcaa tcaattcacg
   877981 ataagaagca tttttccaat caatttcaga ttcatttaat cgtttcgtat tatgataaag
   878041 cgtatttaac tctgtaatta cttcagtagc tgataaattt ctttcatgaa ttgcatcaat
   878101 aagtggctta ttaccgccac aacaaaaatc tattctatag gatttaaaaa gatcactagc
   878161 ttttggaaat tgtgtaacaa tctcaccgac aatagaagtt tcagtaaatg tatgttccat
   878221 atgaatgcct ccataaagtt taaatgtaat atctaaatta agaatagtca taaatgaaaa
   878281 acaatgtggt gattgaaatc acttattatg tgtcagtttt gagaataata ggtatggtat
   878341 ttaacagagg acattataga gcagatggcg aagaattttt tgagtaggaa attatccaca
   878401 gggaattatt atgatttaga tagtatacaa atttatattc tatcaatcta agttcgcttt
   878461 tgagtagttg gaagtatatc ttttatagga ggtttttatg gaatatgttt atcatatggt
   878521 accagaaaaa ctaaaaggag aatatttaat cccattaaat gagttgaaaa gattatatcc
   878581 taatttatac ggtgattaca tacaaaaata taaagaccat cctcaaagag agaacttatt
   878641 aacacgtaaa ataccgaaac tagaatgttt atggaatgat gttgtgcatt ttttaccact
   878701 gcatccttat gagatttata aagcattatt ggaaatagga gtaaacatcc atacaaataa
   878761 gctattttat aaaattccta ttagcgcact gaagggtcag tgtatggcaa tatacaagta
   878821 ctcaaagcac aattggggtg gaccaaatag cgaattaaaa gaatgtgaaa tagaattcat
   878881 caattttaat gaatataaag aattaaagca attaaatacc tacacaagag aatattatag
   878941 agatgaatac aaaaatggta ggagattcgg gatgtttcac ttaattccac atgttcttgt
   879001 caaagggaaa gtggaggtga aacatattga aatcataaat tggagtattg atccagttac
   879061 tgattaatgt tacaagcatt caaaaataag atgccatttt gaattgatat ttgacttaaa
   879121 agaatggaag agtaattaga tcttatatgt aacagtaaaa aagaagctta ctagaagctt
   879181 cttttttact actatttttc acatgcaact ccatcgccat cacgatcaag atgtgagtca
   879241 taacctggtt gtcctttata tagaggagct ttcccggcag ctctaactgc ggcacaattt
   879301 ttgtaatatg cactactagt atttcctgaa gcaggttgtg tttgagtttg ctgtgatttt
   879361 ttctgttcct cttgttgttt gcgagcttgt tcatcagcca gacgtttttg ctcttcttgt
   879421 tgtttacgag cttgttcatc agcctggcgt ttttgctctt cttgttgttt acgagcttgt
   879481 tcatcagcct ggcgtttttg ttcttcttgt tgtttacgag cctgttcatc agcctggcgt
   879541 ttttgttctt cttgttgttt acgagcctgt tcatcagcct ggcgtttttg ttcctcttgt
   879601 tgtttacgag tttgttcatc agcaagacgt ttttgttctt cttgttgttt acgagcttgt
   879661 tcatcagcct ggcgtttttc atcctcttgc ttacgagctt gttcatcggc ttgacgtttc
   879721 tcatcttctt gcttttgagc tttttcgtcc gcttctttct tttctagttc ttttttcttc
   879781 tcgctatctt tttgttctgc attgttagat gcaacttgtt tactagttgc tgtcgttttt
   879841 tcagaagtag ggtttgaaat acttgataac gcaccaaaaa taacaaataa aatagcagtg
   879901 ataataaatt gtttttttgc tacacctgtc tttttaatta cagataagat tgctagtacg
   879961 aggaagaaaa caaataaaac aaaacttaaa atagaaaaaa attcaacaat tgggttatta
   880021 gcagtctcag cactagttat tattaataca atcgaaatca taaaaagaat aacggcagga
   880081 cgaccatact gttttgcttt tccatttttc ttaaagaatg aaatgataca tagaattaaa
   880141 agaataaaag caattaaaaa taaagctgta ccaatattac tcaaaatcgc catttctata
   880201 cctccatttg taagattttc attgctaatt atataggaat ttattgggta ttacacgatt
   880261 tatataaaat tagtagttct aatagactga taaacattta ttcgaatata tgagaaaatg
   880321 gatgtatttc ctattacatt tttgaataaa atccataaag tataatatac ggattgaaaa
   880381 gaggagattt gaatggaatt ccaattgttg gtgacttgta tattacaaga aggtaatgct
   880441 ttctttttag taacgaaagt agacgatgtt attacattga aagtaccaat tacagcggga
   880501 gtagcaggtt tattcttagc tttaggtgta ccaagatgtt cttaatttaa atctctagag
   880561 tagaaagagg aggacaagcc tctttctact aatacataat tattttatgt aaactaaagt
   880621 attctttttg taatagcacg tttaaaatgg acatgcatat actataatgt ttcattggat
   880681 gtttgtgata aaaggtagtt ttaaatagta cattcagtga tattttttta gctatgaaaa
   880741 taaaagaggt gctattatat atgaaaagaa gaacatttga tattccagtc acattacgaa
   880801 gagagtggtt tttaattgaa ttggcccatt taacgaaaaa atatggaatt gaaattgcaa
   880861 ctagcaaaat ggaagctgca ccgtttttaa gagatcaagt tacggaatca aaaatagggt
   880921 cagggctcca atacgataaa tatgatgatg agtatatcat tgaaaattaa aggataagag
   880981 caaaacaaat ttctttataa caaaatataa aataaagcag attctaaata tggaatctgc
   881041 tttattatga aatactttta gtcaactaac ctctttctag tgtttttcct acatatttca
   881101 cttgtgttat tccaaaagat tcacgaagaa tgcgagcata atcttttgat tctattggac
   881161 gtttattttt ggtgccttta aaggtttctg tataattttt atttgttaat gatatgtgac
   881221 cataattagt taatttacaa gtgatagctc ctttattaaa aggagattct ttatgttcta
   881281 caatgacttt ttgaatgtta ttcacctttt gctcatctat tggatctaaa gtgaaggcat
   881341 agcctatttt ccattcatct gaaggttcag attgtaaaaa atttgtagat tccccgttag
   881401 ctccttttct catttctaaa atgtgtgtac ctttttgagt agttcgtttg cgaattcgat
   881461 attcacccgt ttgagaagat atgacttctc cgctaaaagg gactggatgt aaaggtaggt
   881521 gagaggcaaa accggcatct ataacataat cttttttatt atgatgtaat atgataatga
   881581 catgaccatc atcaggtttc catttattat cgtaaaggtc ataaacagta ccggctactt
   881641 tatatacttg aaatccacaa tccattaaaa agtaatatag taaggagttt aattcataac
   881701 aaagaccgcc tcgtttttga ataagtaact tttctactaa gttatttttt gagatgtttt
   881761 taatagtgcc agccataata tcaagatttt cataggggag aatcattccc atgtttaaga
   881821 gaatttcatc taaatcatta aatgttattt cttttgcagg aatttttagt cgtttaaaaa
   881881 actccttttg taaattggtc atcataaagc attctccttt ctttttacag aattatcttc
   881941 tgctcaccga taggttagta cttctgaaag tttaattcaa gtctgcgaaa attatcataa
   882001 tatatgtttc tggaaatatt agtatctatt cataaaattc agtttaatct ttaatgatag
   882061 gaaagtctta caatattagc ttctattttg tttagtttgt atttaattaa ataaaagcac
   882121 atatattcat taactttttt tataactagc tggtaataaa gtgttttttt actaaagttt
   882181 tttcaagatt tgtatgcttt atataaacaa taataattga gggatattta gattcagtaa
   882241 agttaacaat tgttgagaaa cttttttgta gcattcactc aaaaggaaga gattgaatca
   882301 aagagaataa cgtgtgttaa ggaagaaggg atactagtaa tctcttgaga agagggacaa
   882361 gatcttgttt aaataaaaag attatctagt attaagagag aagataaaaa atattacaaa
   882421 gagcaccttc tttcaaaaaa agtgggggga gtaacatgag attgatgaga agatgtgttg
   882481 ccttgctgat tgtatttttt attatggctc caatgattag cacaaatgtg cgagcagaag
   882541 ttgtaaaaga gcttaaaaca ggttttccag atcaagaagt ctttacacct ggagaatggt
   882601 ttttaggcca aaagcctgct aattatgatg aaagtaagcc tccaattctc tttgtgcaag
   882661 gaaggaatgg gaatgctaat agttggtatg gaaagacagt gtatcacgat ataaatgata
   882721 tgtatgacta tgctttgaaa gcaggctatc aaacagtatt tatacaatta tatgatgctg
   882781 ctgggaaagg gtcagctagt cagtgggata acggaaaatt gttagcacaa aaattagaag
   882841 aaatatataa tcatttcggt aaaaaagtta atattgtagc acatagtaaa ggtggtatcg
   882901 atacacaagc tgcattagta ggatatgggg caaatcaatt tgtcggaaat gttattacac
   882961 ttgcgacgcc acatcatgga tcaaacttag cggatttatc atatagttgg tgggcaggat
   883021 ggcttgcttc tatattaggt caaaaagatg atggtacgta ttcattacaa atgggcgaaa
   883081 tggcaaaatt tcgttcaacg attgataata atccagcagc taaattaaac cgttattata
   883141 cagttactgg gactagctgg ggccctgtat tttcggcgtt atcaatgggt ggattatatt
   883201 tgtcatcata cggttcaaat gatggactag taaatgagtg gagtgctaag ctgccgtatg
   883261 gaacgcattt atttacagat tctagatttg atcatgataa tatacgaaaa ggatctgctg
   883321 ttttctcacg aattgaacca tatttacgta cagcaaatgt accagctcca gctttagtag
   883381 catccagcac tagttcaaat gaaaatatag aacaattaaa tacaacttca aatcaaaata
   883441 ttttaggagg ggaattgcca caaaatcagt ggatagagca aaccgttacg gttgataaaa
   883501 aggcagaagg aattgtttct atattaactg cttcgtcgga tgtagaagta caaatgatat
   883561 caccaaaagg aaaagtgtat acaaataagg atagtgttat aactactggt gaagatgaat
   883621 ctttctttgg tggcgcgaca attaaaacat ttaaatttga taaaatggat gtaggagaat
   883681 ggaaagttaa aatgatgacg aagcagtcga aagatgcata tttagttgta agcgattaca
   883741 aaactggcgc accatttgtt cttcaaatgc ctacaaaagt aaaagcaaat aaatctgagt
   883801 ataaactgaa aaaatcacct gtggcacctg aaatgaaagg aaatctttcc ataacagtaa
   883861 gagtcgtgaa taaagaaggg aaactagtct ctgaatataa tgaattacaa aatgtgaata
   883921 acaatacatt tactggtgct ttgaaggaca taaagcaacc aggagtatat aacgttacga
   883981 tggatataaa gggatgaata aagaaggaca accatataat cgtacaattg ttaagtcggt
   884041 ttatgtggag aaataagaaa gaatgagaaa aaagtaccga atttttgtag tagtaaagtt
   884101 cggtgctttt tcatgtttat tagattaaca aaaaggtaca aagggaattt ttgaaggcac
   884161 aaaggttaag tatttggtag agaattcttg gaatgtagca ggaatgcttt ttatattgta
   884221 attgcacctg caaaagtaaa acgagtatct tcagttacaa tgatgtgatt atttaagtga
   884281 atttatgtct tttgaatatt tgtatatata aggtttggag tcgttgacct ttatttacgt
   884341 agcacggcag gaagaagaga aaaagtatcg aatgaatgta catatgtagt attgtttgct
   884401 tttggtgtga atagtagtta aagatacgtt gaaatatttt atacggtaac aaaagagtaa
   884461 ttaaataata gagggagcaa cttacatgga aaatatatta aaggtatctt caaaatcaag
   884521 ccccaattca gtcgcaggtg caatagcagg tgtactaaga acaagtggaa atgtagaaat
   884581 tcaagcgatt ggagcgggtt cattaaacca agcgattaaa gcaattgcaa tcgcaagagg
   884641 atttgttgct ccaggtggta ttgacttagc ctttgttcca gcatttcaag aggttactat
   884701 taatgatcaa gaaagaacgg cgattaaatt gattataggt cctaggaaga agcgttctta
   884761 aaaagagtat tgataagtgg gatttgaaaa aactgataga taaagtaata aaaagaccac
   884821 tctcattttg aagtggtctt ttgtattttc gtatttcata ttgtggatac accccacata
   884881 ctgaattcgt agtggtattc agtgcgctca ataacgatcc cgaattctaa attatcccca
   884941 actaatacaa aatctgcata tccagttaga aatcttgata tggttgataa ctcttctaaa
   885001 ttctcaaata attcagcgat gttcagttta gctgcttcaa atttaccacc cttagagaaa
   885061 aagagtctcc cttgatcaac tggaaattta atggttttag ctgtttcttt taacagtact
   885121 attgatagtc ttccgttttc ttcataatta gtgctaccaa agttttttat gtttgaagtt
   885181 tgtgttagcg tattaaataa gtttttacaa aataaatcat tagattctgg ctccataaat
   885241 gagtccatag aaactgtaac aatattagaa agttcgtcta tcagttcttt tctactacca
   885301 gttctttttg ctttcatttt tagaatttca attcggcttt tattcatatt actcaaaaat
   885361 tttcacacct ttacttgcgt ggtgggtgaa taaaacccca ctgactaaag tttcacttgt
   885421 ttttctaaaa aggggataca tgcaagtttc ctttaatatt ctatctgttt gttcttctac
   885481 atatctgagt catttttcga agtcggttta atattattta ttttcattta gcatagtctc
   885541 taatttatct aattcaataa gtagaggatc gtcaaatctt tttacgagat cggtttcagt
   885601 ataggcactc actacgcctt taattccacg agatttactt tgcagataag tggctaaccg
   885661 gtttaatcgt ttttataaat ctttatagaa gggatctact ttttgtatat ttttaaaaat
   885721 ttcaattact atctcaatct gatttaatag tacagtttca tttttagaca tatatatttt
   885781 cctccctttc ctaatttaaa ttataagata ataggaaaaa ataaacagag aaataatgaa
   885841 tgatttttaa gtggaacaga tcatgaagat ccacttgatt acttgcgtag tcaaggtgtt
   885901 tcagaagctc aatttcgtat tgatgtgcaa tgtgcataca ataaattcta atgtagaagt
   885961 ttcagttcct aaaaagcgac ctaaaccaga agaagtgcca acagctgtaa cagatggtgt
   886021 ggggtaaaat ggatggttgg ttaaatcttg gcggtgagca atggattaaa aacgatccat
   886081 cttatgtgaa gtttagtaag aaaagcacag tagattcttc tattgttgga aaacgtgttg
   886141 tttcaaaagt taacaatcta tgtttctacg atactccatc ttggcaggat aaagatgtgg
   886201 ctggttctgt agatgcagga ttaggattta taattgatgc gaagataagt gtaaatgatt
   886261 cgtatcaata taaagtgcat aatagtcatg ggcaagtttt ctatattacg gctattgata
   886321 cgtatgtgaa tgtgcgttaa tttaacgaaa agggcccctt attataggcg gtctttttcg
   886381 tgttgtatgt aacatcattt aattgttatt tttttcggtt ttcaattttg tgtattcatt
   886441 taaccaaata tctattagat ttcttaatgt aatagtttct atttcaagag ggatttcgat
   886501 ttcatcttca tcatacttat tacatataac agttttatct cttcgaacat ctgccccaaa
   886561 aatattcgca cttatttttt cataatcact tttttattta aaactttatc tacagtttct
   886621 gctatccaat caccgaattc agatacctct atatttaaaa aagcttctaa aatatcgaat
   886681 tcctttggta gtctaataac taaacttcct gtactaagta actcaaattt gtaatccata
   886741 ttattttctc ccttaaaaat taaattatcg accttgtctt ggaaatacag aaataatttt
   886801 accattacca tctaaaaaca tgtgaaaaaa tatgaaatac ccttttgaag tagaatacaa
   886861 tataacaaat aaaaagcgtc acaaatgctt gtataacagg cacttgtgac gcttttatag
   886921 tttgatttaa taaaaaataa acaaccctaa aactgctcat tcttctccca agattctaca
   886981 atataatgcg caatcgtagg attaaagcct ttcccaacta aaaacataat ggcagcaact
   887041 tctgttaaag cgtgtttatg tgatgtatgt tttgcttcat ttaaaccgta atctacccaa
   887101 ggttttacga aatctagtac aggttttttt aaaggtaaaa actgtgtacc gacaacttgt
   887161 tgaatttgtt gttgcgttgg ttctgtaatt ggtccaggtg gtaagatttg tggctgtgta
   887221 atatctaatg ttggtccagg tggtaaaatt tgtggttgtg taatatcgaa tgttggcggt
   887281 ttaggtggtg agacacgcgc gtcgtagttt ggttgataca tttgttgttg gtattgagtt
   887341 tgttgtggct gagttgggta tgggttttgt tgaaattgtt gttcttgagt ttgtggtgtt
   887401 acatatggat tttgtggata ttgaagttcc tgattttgcg gtgctgcata tggattttga
   887461 ggatattcat aatttggacg tgtgtcgtat gagttttgtt gaaattgttg ttcttgagtt
   887521 tgcggcgctg tatatggatt ttgtggatat tgaagttcct gattttgcgg tgttgcgtat
   887581 ggattttgtt catattgttg ttcttgctgt tgtaactctt gttcttcata ttgttcttgt
   887641 tgctgagggt aaaatggttg ttgtgggtaa ggcggttgat tattatagaa catatctatt
   887701 cctccttcat gatgatgcct accacctagt gtatgggcgg acaagaaaat atgtgatgaa
   887761 aaaatgcggg cgtgttacaa taagtaactg ggtgaagata aaatgacaaa acaagaaaag
   887821 atagaaaaaa caattacttt tgtaaaacat attttagaaa aagatgccag tgggcatgat
   887881 tggtatcata ttgagcgtgt acataaactg gcgatttctt tatccgagca agaaggagga
   887941 aatcgtttta taattgaaat ggcagcatta cttcacgatg tagcagatga aaagttaaat
   888001 gaaagtgaag aagcaggaat gaaaaaagtt tctgattggt tagaagagtt acatgttgaa
   888061 gaagaggaaa gtaagcatgt tcttcatatc atcgccaata tgtcttataa aggtggtcat
   888121 ggcggtaaag tggagtcaat tgaagggaag attgttcaag atgcagatcg tttagacgct
   888181 cttggtgcaa ttggaatagc tcgcacattt gcgtatggcg gggcgaaagg gagattaatg
   888241 tatgatccaa ctattcctcc tcgtgaagcg atgacgaaag atgaatatag aaaaaataat
   888301 gacccatctt taaatcattt ttatgaaaaa cttttaaaac taaaagactt aatgaatacg
   888361 aatgtagcaa aacaagaggc tgaagttcgt catcgttata tggaacagtt tattgaacaa
   888421 tttatgaaag agtggaatgc acaaatatga aaatgttaac tgtggaaaac ttatcaaaat
   888481 catatggaga aaaaccgtta tttgatggat tatcatttag tattgcagaa ggacaacgtg
   888541 ccggaattat cggtgtaaac ggaactggta aatcaacttt attaaaaatt attgcagggg
   888601 cagaaattcc cgatacaggt gatatgactc attcacgtgg atatacaatt agttatttat
   888661 cacagcagcc ggagtttgat gagcaattaa cagtattaga acaagtcttc catggtgata
   888721 cacctttaat tcgtcttctt cgtgactatg aaaaggcgct attacatatc gaaaaagatc
   888781 caagcaatga aaaagtacag gaacaattat ttgcagtgca acaacgtatg gacgcaatga
   888841 gtgtgtggga agcaaatgcg aacgcaaaat cgttattaac gaaattagga attacggatt
   888901 tcacagcaac tgttggaaat ttatctggtg ggcagaaaaa acgtattgcg atggcgcagt
   888961 gttttattga aacaccggat ctattaattt tagatgagcc tacgaaccat cttgaccatg
   889021 agacagttga gtggttagag gaatatttag caaggtacac aggtgcggta ttacttgtaa
   889081 cccatgatcg ttatttctta gatcgtgtga cgaatcgtat tttcgaatta gataatggaa
   889141 aattgtatag ttatgaaggg aattacagta cgtttttaga agcgaaagca cttcgtgaag
   889201 aacaagaact tgcacaagaa tcaaaacgtc aaaacttata tcgccgtgaa ctagcgtgga
   889261 ttcgccgtgg tgcaaaagct cgttcgacaa agcaaaaggc acgtattcaa cgatttgaag
   889321 agttaaaagg tcaagaaggt ccagctgcaa aacagtcagt tgatattgcg cttagcggta
   889381 gtcgccttgg aaaaaaagta cttgagttaa aagatgtaac gaaaaaattt ggcgataaaa
   889441 cagtattaaa caacttcaat catatcgtga aaccaggcga tcgtatcgga attattggag
   889501 cgaatggaag cgggaaatct tcgctattaa atatgcttgc aggtaaaata tctcctgata
   889561 gtggtgaaat tgaagttggg caaacagtaa aaatcgctta ctatacgcaa gaaaatgaag
   889621 aaatgaattt aaatcaacgt atgattgaat acattaaaga aattgcggaa gttattcata
   889681 cgacagatgg aaaagtaatt ggtgcgtctc aaatgttaga acgtttctta ttcccaccgc
   889741 attcacatgg tacacctctt ggtaaattat ctggcggtga aagaagacgt ttatatttat
   889801 tacgtatatt aatgggagaa ccgaacgtac tattactgga tgagcctacg aatgatctag
   889861 atccacaaac attaactgta ttagaagatt atttagaaga tttttcaggt gtcgttttaa
   889921 ctgtatcgca tgaccgttac ttcttagata aagtagtaga tgaattgttc atctttactg
   889981 gagaaggaga agtgcgcgaa tttctaggta gttatacgga ttatttagaa atggaaaaaa
   890041 cgagagaact tattgagaaa gcggaagtac agaaagagaa aaaagtagta gaagaagctc
   890101 cgaaacaaca acgtaagcgt aaactttcat ataacgagca gcgcgaatgg gaaactattg
   890161 aagatacaat tgcggaactt gaagaaaaac tagaatcaat tggagaagag cttgcgaatg
   890221 ttggttctga tttcacaaaa gcacaagaat tatctgaagc acagcaaaaa acagaagaag
   890281 agctagaaaa aacgatggaa agatggagtg aactatccga cattgttgaa ggattaaaat
   890341 aaaaacaagc tgcatatatt gaaaagtaaa gagaaaaact ttacactatt ggtagaacct
   890401 attttaggag ggaaaaaatg agaacatcta atccaatgtt gaaaaaagag gcattccgta
   890461 aagagggagc aagcgcttct gcaatgacta ttggcggaac agtaggcaaa acgtttatta
   890521 tgcttatctt gctacttgca acgtctgtct attcatacat acagatgatg gagggtacga
   890581 tgaagatgcc agtattaatt ggtgctttaa tcgttgcggc aatcatcgca tttgcgtcta
   890641 tgttcttccc acgtatttca ccttttggtg caccaatcta tgcggcagta gaaggggttg
   890701 tgttaggtag tatttcagca gtttatacaa tgaaatttgg cgattcaatc gttttaaatg
   890761 ctgttttact aacaatctca attctatttg caatgttagt gttatatgca acacgtgtag
   890821 taaaagtaac ggataaattc cgtacaggcg tgatggcagc aacacttgga attatggtta
   890881 tgtatttagt agtatttcta ctaaacatgt ttggtgtaac ggttccgtac attcaccaag
   890941 gcggtacgat tggtattatt attagtgcag ttgttatcgt agttgctgca ttaaacttat
   891001 tactagattt cgatttaatc gaaaatggtg tacgtagtca agctccgaaa tatatggagt
   891061 ggtacactgc aatgggacta atgcttacat tagtttggtt atacttagaa attcttcgtt
   891121 tcgtttctta ctttacgaaa aatgactaat aaaaaatcct gcatgaaaaa tgcaggattt
   891181 tttgtttttc aaagataaat tgatgatgtg gtataatatg gatgttagta accttaaatt
   891241 gaaggggatg gaatatgatg aaagagaaga aagggattat gaaaaaacta ttttctaaaa
   891301 gttttttcat agaactagat gatgctttaa cgtatccatc gggagaagtt attacttcag
   891361 ctattgaaag ttatacagct gaatgtaatg aacaactgaa atttgagagt aaagtaaaac
   891421 cgataatttt ctacttagaa gaagtattgt atcgagcgga agtaaagatg gcccgcggag
   891481 gatattacat ttcatgcagt gaagtataaa ttttgaaacc ttacatgttt aaaatatgta
   891541 aggtttcttt ttttctttta tagcataaaa aataatcttt tttactttaa aacatattat
   891601 tttacgcttt ttacccttca tacattttta tttacaatga agaaaaatat gtgaggtggt
   891661 ataacttatg atgaatcgag ttgtattaat cggtagattg acaaaggagc cagaattata
   891721 ctacacaaag caaggcgtcg cgtatgcacg agtatgtgtt gcggtgaata gaggatttcg
   891781 aaatagttta ggtgaacaac aagtagattt tattaattgt gtcgtttggc gaaaatcggc
   891841 tgagaatgta actgaatatt gtacgaaagg gtctcttgtt ggaattaccg gacgtattca
   891901 tacgaggaat tacgaggatg atcaaggaaa gagaatatat ataacggaag tcgtgataga
   891961 gagcattaca tttttggaga gaaggcgcga aggtgcatcg caataagagg gtctagtaac
   892021 atagccctct atcacttttg attaatacct tcccaaacaa catctaattg ttgattgaga
   892081 atatttttcg cattgatttc atttccatgt agtagcgaat gcgacattag tgtataaaaa
   892141 taagtgctca taacagtaga agtgataata tttatatccc attgactgtt taattttcct
   892201 gtctctttcg cttctgtaat aattgaagac aaaccttctt gtagctgttg tatacttttt
   892261 aattcatttt ctactaagta gtttgacttt ataatctcaa agatggcatg cttcattaaa
   892321 tcaccatgtc cagtaaatcg atccagtaaa tcgcctaaaa caagtttgat tctttctttt
   892381 ggatgttcca cattttcgta agtttttaaa ctttcattcc atagctcaat ttgagaatca
   892441 cctaaaaata ataatatgtt ttcctttttc ggaaagtagt tgaagaaagt gcccttcgct
   892501 atcccacatg cagtagtaat atcttgaacc gttacatttt cgtacccgcg ttcttgaaag
   892561 agctgtactg cttttagaaa tataagttcc tttaactctt tttttctcgt ttctctaagc
   892621 attttatcta ctcctaacaa aaataattat atctgtttaa gagataatct caaatagaat
   892681 cttacgtcat aattctgttt atagttttca ttatagttac atgttataaa tgaaaactat
   892741 atagttcatg tgttcgcttt tcagaaaccc attttggcat acgtttcatt acttcgtttc
   892801 ttactagagt taaaggttta ctttctattt gcgctatttt tccaactttc catgcagtgt
   892861 ttgagatttt ttcaattcta tctcgtcgtt tttgttcaaa ttctgtaaat gcttgacgat
   892921 aataagcatt atttttgata cattcagcca gaataatcgc atcttcaatt gcttgacaag
   892981 caccttgacc taaatttgga gtaagtgcat gggcagcatc cccaataaat acgatgcgtt
   893041 tgtcaaaaaa ctgtttcatt ggcgtaatgt ctataatatc acgatgaatc atatcaacat
   893101 ccgatgcgtt ttgtaaaata gatgggattg gattatggta agttttgaaa tgattatata
   893161 aatctgctgt tgtgtaagct ttgtattttg gatctctagc tttagcattt atgagcgcat
   893221 accagtatac ttcgttgtta ggaagaggga cgataccaaa tctaccgttt gttccccaag
   893281 tttcaataaa atcatttgtt aaagaaagat tattagcagg agttacgccg cgccaacacg
   893341 tatatcctgc ataacgataa ttatcgcctt gtgttactta ttttcgaatg acagaatgaa
   893401 taccatcagc cgcaatgagt atattaccga gtgcttcact accatcttga aatactattt
   893461 ttaaggcgtt tgcttcattc tgttctattt ttacgcattc ttttccccac ttgacagtat
   893521 cttcttttag ttcagaaagt agtaattggt gtaaatcttt tctatgaatg gagtacattt
   893581 ttggatagca agttggaata attaacttat tgaaagtagt acctttttcg gatacaaggt
   893641 taaaaccgtc actttcgttg ccgaattttt tgattttctt agaaatgccg tatagttcaa
   893701 gtgcttgcat tgcgtttggg gcaatgataa tacccgcacc agcaacagta ggttcagtat
   893761 ttttgtcata tacttttaca tctaatccta tttttgtaag gaaattgctg cacatagacc
   893821 agcaatgccg ccaccaataa ttatgacatt attcatttat tatcacacca cctttgaatg
   893881 actttgttca taaaatgacc gaggtcattt tatgagttaa ggttaatccc tttttatgta
   893941 attgtcaatt atacttttaa ctatagttat ggaacgatta gttgaaaata aaatgaatga
   894001 aactgctaag aaatgtagaa aagtaaagag taaaattaag cattcgagta ggagtatagc
   894061 gtgataacat gttacaatac agctaagaac atgcaataaa ggagagtttt ttacgtgaag
   894121 attaaagcaa ttgaaccgac gccaagtcca aatacaatga aagttatttt gaatgaagta
   894181 ttaccatcag gagcacgtaa taattataca aatgaaaata aagaacaagc accaatgcaa
   894241 gtacaagaaa ttttgaaaat tgaaggcatt aaaggtgtat atcatgtagc cgacttttta
   894301 gcagtggagc gaaatgcgaa gtatgactgg aaagttttat tacaacaagt tcgtgctgtt
   894361 ttcggtgaag aagtagtaga agaaagtgaa gaacaacaac ttgctcattt tggggaagtg
   894421 aaagtgtttg ttcaaatgtt ctttacaatt ccaatgcaag taaagttaac agatgggacg
   894481 acagaagaac gtgttggttt accagatcgt tttaaagaat caattatgaa agtgcaaatg
   894541 tctgcaccaa acgttgtaaa agagcgtaaa tgggtggaac aaagtacacg ttacggtaac
   894601 tttgaagaaa ttgggaaaga agtagtagaa gagattgttg ctgcttattc agaagaacgt
   894661 gtaaatgaaa cggtcaaaga attattaaat caggcaggtg ctgttgaagt aacgattcaa
   894721 aagcgtgagc catataaagt aacagaagag atgatgaagg atgctgactg gaaaaaacgt
   894781 ttcgcagcat tagaacaaat ggatcctact gaagaagata ttccagtgtt gaagatggcg
   894841 ttagatgatg aaaaagtttc gattcgccgt ttagcaacag cgtatttagg tatggtaaaa
   894901 ggtgatgaag tattgccgtt attatataaa gcgctattag atcgttcagt aagtgttcgc
   894961 cgtacagcgg gcgattgttt atcagatgta ggtgatccgg cagcgatgtt tgttatgatt
   895021 aaatctctga aagattcaag taaattagta cgctggcgtg cagcaatgtt cttatttgaa
   895081 cttggagatg aaagtgcgat tccagcatta aaagcagcgc aagatgatcc agagtttgaa
   895141 gtagcgatgc aagctcgtct agcattagag cgtattgaag gcggcgaaga agcaaaaggt
   895201 tctgtatgga aacaaatgac ggagtctcgt aaaggggaat aatgtatgat tgttttctat
   895261 gatagttggt gtccgatgtg tacggcggtt gcagatcgta cgaaaaaatt agataaaaaa
   895321 ggtaaggtga aatttgtttc atttcgagat aaagaggtag ttgaaaagta tgaactttct
   895381 caagaactac aaagtaagat ggaacaaaga ttgtatattt ttaaaaataa taagtggtat
   895441 gacggcattc atagcataca tgtattagca aagtccattc catcttattg gtttgcggtg
   895501 ccttttataa agctatctat cgtacttgga tttggaagta aagtatatga ttatatcgct
   895561 aacaatagaa aacttgtccc agttggacat tgccgcgaag ggatttgtga aatctctaca
   895621 aaaaaataaa atcatcgtta tctttctttt gcacctatta atagagcgtg atatgatgaa
   895681 tttggaatga aagttgaagg agagattaca agatgtcaaa tgcttatgaa gaatacatgc
   895741 gccaaatggt aatcccaatg cgtcaagaat tagtgcgctc tgggtttgaa gagttaacta
   895801 cagaagaagc tgtaacagaa tttatggaaa acacaacggg tacaacttta gtagttgtaa
   895861 actctgtttg tggttgtgca gctggtttag cacgtccatc agcaggtcaa gcggttgttc
   895921 gtgctgaaaa acaacctgat catcttgtaa ctgtatttgc aggtcaagat aaagatgcta
   895981 ctgcaaaaat gcgtgaatac ttcggagaaa ttcctccatc ttcaccatca atggcattat
   896041 taaaaggaaa agaagttgtt cacttcattc accgtcatga aattgaaggt gcaactatgg
   896101 acgaaattat tacgaactta gaacaagctt ttgaaaagaa ttgctaaaga agggggagag
   896161 taaatctccc tcttttcttt atatagaggt gaaaaaatga tcgtaacaac agcaggaaga
   896221 acgaataaag aaatgacaga ttatgcaaag caggtggccg cagaattaaa tggttcattc
   896281 gttaaacgta acgacatacc agtacataaa ctgcatgagc aatatgaaca agatgtactt
   896341 gttgtaggga agaaccgatt agctatttat ccgaaaggta cggaagagtc atttttcttt
   896401 catccaaact cagcgatgtt tcgtgtgaaa agattaatgc gcggagaaca cgacccgttt
   896461 gtacaagcca cgcaattaga gagtggaatg acagtgttag attgtacgct cggtatggca
   896521 tcagatagta ttgtagcgag ttatatggtt ggtgaaagtg gaaaagtaac cggacttgaa
   896581 ggcaatgagt atatggctta tattatggaa aatggtttga aaacatggtc ttcatctgtt
   896641 tctgaaattg atgaagcaat gcaacgaatt gatgtgaagc aaacggagca ttacgcgttt
   896701 ttaaaacaat gtggagacaa tagctatgat gttgtgtatc ttgatccaat gtttgaagaa
   896761 actgttatag aatcagatgg aattaaagga ttaaaacact tcgctttgta tcatgatatt
   896821 actgacgaaa caattgcgga ggcaaaacga gtggcgagaa aacgtgtcgt tttaaaagat
   896881 cattttcgta gttctagatt tgaaaaacac aattttcacg tatacaaaag aaaaagtgct
   896941 aagtttcact ttggtgtaat tgacccttgc taattgtttg aaaagatgta taataagcaa
   897001 taattaatta aatatactgt ctgtgatgaa gagagtagtc ttttttagaa ggaaagcgag
   897061 ctagggatgg tgtgagccta gtgcggaaga aaaagatgaa gcgcacttcg gagatgcttc
   897121 ttgaacgaat agtagagtga gccgaggccc cctgtcctcg ttataaacgg gaaagtggtt
   897181 cgtaatgaac aacaagggtg gtaccacggg ttcaaactcg tctctttttt agagacgagt
   897241 tttttgtgtt ttaaaaaata aggagggtgt agtatggatt ataaaacgca gtttgcggaa
   897301 agtttatcta atatttttac gaatgaatta acgcaacagc aaattttaga tttaattgaa
   897361 acaccgaaac aagatgaatt tggagatgct gcatttccgt gtttttcact tgcgaagcaa
   897421 tataaaaaat caccagctat tatcgcaaag gaagttgcag agaaattaag tgatccgttt
   897481 tttacgaaag tagaggctgt tggtccttat gtaaatgtat tttttaatcg tgatacagta
   897541 agtgatgcag tattaaaaac gattttagcg gagaaagaag agtacggtaa aaattatttt
   897601 ggatgtgaaa aaacggtcgt tatcgattat tcctcaccta atatcgcgaa acctttttca
   897661 atggggcatt tacgttctac aatgattgga aattcattga agcatatcgc tgaaaaatgt
   897721 gggtatgaag ttgtaggaat taattatatt ggagactggg gaacacagtt tggaaagtta
   897781 attacggctt ataaaaaatg gggaaatgaa gcagtagtga aagaggatcc aatacgtgaa
   897841 ttatttaagt tatatgttca atttcatgaa gaggtaaaag acgacgaaga attagaagaa
   897901 gaaggacgcg cttggtttaa gaaattagaa gaaggtgatg aagaagctgt tgaactttgg
   897961 aattggttcc gccacgaatc cttaaaagaa ttttctcgta tttatgaact tctcggtgtg
   898021 gaatttacta attttcaagg agaagctttt tataataatt taatggaaga ctttattggg
   898081 attttagagg aacatgattt acttgaagag tcagaaggtg cattagtcgt taatttagaa
   898141 gaagagggca tgccaccttg cttaattaga aaatcagatg gtgcgacgat ttacgcaacg
   898201 cgtgacttaa cggcagctct atatcgtcaa aacacatttg gttttgataa agcgttatac
   898261 gtagttggcc cagaacaaag tttacacttc aatcaattct tcactgtatt aaaaaagctc
   898321 ggctacactt gggttgatgg catggaacat gtaccgtttg ggttcatttt aaaagacggt
   898381 aagaaaatgt ccacacgtaa aggaagagtt attttacttg aagaagtact tgaggaagca
   898441 atcgaacttg caaaacaaaa tattgaagag aaaaatccaa acttgaaaca gaaagaagaa
   898501 gtagcaaagc aagtcggcgc tggcgcagtc atcttccacg atttaaaaaa tgagcgtatg
   898561 cacaatattg aattctcatt agaaaatatg ctgaaattcg aaggggaaac aggcccgtac
   898621 gtacaataca cacatgcacg tgcttgctct attttaagaa aagaaagtgt agaatttgaa
   898681 acgtgtacat ttgcattaaa agatgatcat agctggagtg ttgtaaaatt actcaataaa
   898741 ttcccacaag taattgaaat agccttcaac aaaaatgaac catcggttat ttcgaaatac
   898801 gtattagatg tagcgcaatc gtttaataaa tattacggga atgtgcgtat attagaagag
   898861 agtgaagaga aagacagtag actggcatta gtgtatgctg tgacggttgt attaaaagag
   898921 gggttacgtt tacttggggt ggaggcacct gaggagatgt aacatagtaa taaactgaca
   898981 aactgggttt agtatataaa cctggtttgt tttttatttg gatatataat taattttcaa
   899041 aatcaattaa aatcttttta gagaggatga tttatattga ttcgaaatat gattttacaa
   899101 attccttgtc atagaagatc agatagaagt tttcttaaac tacaaaaata cataccttta
   899161 tgtgcgcgtt gtacaggcat gcttatcggt atattaatgt ttccaattta tttttatata
   899221 acactttcat ttctttttgc aattatacta tcattttctg ctcaaattcc gttacttatt
   899281 gatggattta cccaaaagtg gaaatggaga agtagcacaa atttactaag agtaactact
   899341 ggtgtattaa gcggtaatgg tatggggtta tttatttcat caagtgttat ttggatatta
   899401 tcttaaggta tatagtaacg gaggtattta catagatgtt ctggatttac ttaattctaa
   899461 tttttatttc aggtggaagt ggagttggtt ttatgattca aaataagtat acagaagcaa
   899521 taatagcttt tactatttgt atactattgt ttgggctact gtattattat cttaagagaa
   899581 acaaaagaaa gagaaaagca gattgtggcg atttagattg tacggattgt tttgattgtg
   899641 attgtacttg ttaaattttt cttccaaata aaaagctagt gtgtttttaa taatacacta
   899701 gctttttgct ttgaaatttt aagaaaagtg taggaatacg actattatat agagaacttt
   899761 agttttgtat ataaaaggag gcgttagacg ttggaaacgt atgattggaa cagtaaacta
   899821 acttatttaa aaaatacaag agatttatat tacaatgacg attatgtaag ctttttagta
   899881 aatacagttt ggagaatcac taagccagta catatcgttg attacggttg tggatatggt
   899941 tatttaggct taatattaat gccattactt ccaaaaggat caaagtatac aggcattgat
   900001 agcgggggaa cattacttgc tgaagcgaga gaattgtttc gtttacttcc atatgagaca
   900061 caatttcttg aaggagatgc tacagaaatt gaattgaacg atacatatga tatagcaatt
   900121 tgtcatgcgt tcttgttaca tatgagttca ccaaaaacga tgttacaaaa aatgatgcat
   900181 tcagttaaaa agggcggaaa aataatctgt tttgaaccac attggatatc aaatatgtct
   900241 tcatactttt tagatgggga gaatcaatcg gaaattatta ggttaggcac tttgcagaag
   900301 ttatttgaaa gtgacacaca gagaaacgga aaagatggaa atatcggcat gaaaataccg
   900361 atatatttaa gtgaattagg tgtgaaaaat attgaatgta gagtaagtga taaagtgaac
   900421 tttttagatt ctaatatgca ccataatagt aaagcgaagt tgtatcattc attaaaggaa
   900481 gaggggattg cggagaatcc aggtgataaa cagcaattta taggacgttt aatagacaga
   900541 ggattaacat atgatgatgc gctagctcaa tatgaagctg aactacaatt ttttaaagca
   900601 tttcatatac attcttcatt agtatacgct ccgaatatga aaattacatt tggtgaaata
   900661 gtatgttaaa aggtagtaat acgatgaaaa atgtcgataa gtcgatattc gacatataat
   900721 cgctgatata ttttaagaat cggtcgatat attttggaaa tcgccgataa aatgaaaaaa
   900781 tcgctgatat atttgaatta tcgctgatat aatttcatgt actgattaca gctatataaa
   900841 aataagatcc acatgttacg ttattccata taatcaaaca aaatatggag aaaaacaatc
   900901 atttctacta tattttgtta taaatttgaa taatattaat taataccatc cattatagga
   900961 gattttagtt gaatacatac aatatgatgt gtaaaatcta agcaagtagc agtataaata
   901021 aatattcgag gtgaatacat gctagatttt aagcagttag atgcttgttt gaaagacaag
   901081 agatttatag atggattaca ggaaataaat aatgaaattt catatataaa agaaaagaat
   901141 tctttatctt atgtgaagaa ttggcttgct aatattcctt cacataagga gtttgatata
   901201 ttaattcgcc ttactgatga agggcttatg caccaataca gttcattcct cattcgctac
   901261 gcctataaaa aattcccaaa tatgagaaca ctctctttat attgtgatga gttaattgat
   901321 gagcggaaaa ttcttgaagc agaacagctg ttaaaagact cattagaaga ggtaaataaa
   901381 gcagaaattg aagttgatct tttagcgaaa acatatttta cgttagtacg atgtttgttg
   901441 gaaatgaaac gaaatgaaga agctctttat tatatgaaaa aggcagagga gtacagtgaa
   901501 cgtgccgtat ttgataaatg gggctacgtc tatatgcata caggtgaatg ggagaaagca
   901561 gaagaacaat ttatagctgg tatgcagcat aaagattgcg aagagttatc tacctattta
   901621 ttatcacagt tatatgcgaa taaaggagaa caaaaacgtg cattgcagct aattgatgat
   901681 gcgattgtaa agttcccgca agtaccatat tttcattttg aaaaggtaaa atatttatta
   901741 gatttaggaa agtatgaaga aatgttagcg gtaataggta acataaataa tcaacttcct
   901801 tatcatgcgt ataaagctta ttttgtacat ttacgtgcag aagcgcttta caaaatgaat
   901861 aaacttgtag atttacaaca gttattacaa gaagaaaaaa gtttaaaagg gtctttatat
   901921 cataatttag caaaaaatcc agatggaaaa aaggttcgct taccaatagt tccaattgta
   901981 caaaaggata attattgcgt accaacaagt ttagaaatga tgttgcaaat ttggggagaa
   902041 aaacggacac aagatgaaat agcagagttt atttttgata tgacaggctc gaagttttca
   902101 gatactgttt cttatttaga agaattaggt tatgaacatc gttattttaa agggaatgta
   902161 gaaaattata agagattgtt aaatcagggg atccccgtat tattaagtat agatattgag
   902221 catgcttcac atgtacaagt actagctgga tatgatgata cattgcaggc cttttatgtt
   902281 caagatccga actttataga gccagtgatt gtggaatata gtaagttaca agaaaaatat
   902341 cgttatacag gttgtttagc aattacgttt gttccgcaag aaaagaagga acaattatca
   902401 tttttaaatg aagaagaaaa tgattatttc aaatctattt tttctttaac ggatcattta
   902461 gatgaacaag ataaagctgg gattcataac ttagtacaat ttttaaaaga gacgagtgat
   902521 aatccgaata cgtggttata tacggttaag cacttagatg ttgaagtaga taaagaattt
   902581 attatatctt gtattgaaaa gttaatggag aaatttccaa actcggactt tgttaaatta
   902641 catggtgcgc agtgctttat tcgccttgaa gagttagaaa aagctgggta catgcttgcg
   902701 agtgttgaga agaaaaataa tcgtgcatta tatcatttaa taaacggaag gtatgctttt
   902761 gagcaggaaa gttatataga agcaatttca agttttcgtt cctcgttaca attagacgcg
   902821 gatcagccga ttgcttggag ttttctcgct ttatcgtata tgtatatcga tcagtctgaa
   902881 aaggcgttgc agttttctca agtagcttta gagcgtagcc cggaacgatt cactttaacg
   902941 aatcacgggt taatattaat agatttagaa agatatgaag aagcgtatga aatctttaat
   903001 gatttgttaa aagaatacaa aaatgaagca catgtatagt atgagcgagc gagatgtgcg
   903061 catcatttag ggaaattata tttagcaata aaagggctta aaatagcaat tcatttggat
   903121 agtaatgcac cttatattta tacaaaactt gcggaaatat acgaatctga tttgaaggat
   903181 gaagaaagga cgaaagaagt tttattaaaa ggtattgaga agtgtgatga taaggcacct
   903241 ctatacgtaa aacttggtga ttaccatttc caaaatgata gtctggaaga agcagaaaca
   903301 ttgtatactc gtgctttgga agaaaatcat gatgatgttt attctcactt cggacttacg
   903361 caagtttata tggcaagaga acaatataag gaagcgaaag aatatattct cagtattgaa
   903421 aaacaaattg aaaagagcca agatttcctt atgaacgcgg gaatggtttt atgggatgct
   903481 gaggttgaac ttggtggaag tgaagaagga tttaaagtag cattgtctaa gttagagagt
   903541 ggtataaagc agagcgaata taatgtagca agtgcgttag atgaatatgt gaatcgaatt
   903601 aaaggaaccg tatttgtaca acgaggaata gcattcttaa gaacgataca caaagaaaga
   903661 aatgaagtaa gtgagtacgg ttgttatata ggtattttat atgaatctat tggacagtac
   903721 ggccaagcga tgaaaagata taataaggtg atagaacaaa aggaaacggc attaccgtat
   903781 taccgaattg gtgaaacact tatggcatta gggcaattga cggaagcaaa acaagcgtat
   903841 gaaacatgtt tagaacttga tgggaatttc gtcggtgtac atttacagct tgcagaaata
   903901 tacgaaaaag aagaaaatcg ttctaaagaa caaagtcata tggttcaggc gatgaaagaa
   903961 gagccgttgc atattaatat ggaatatttg gcacagcttt cagtagagat gaatcttcag
   904021 gaagagttgc tggctgaact agaacaatta gcagacgaag tacctgaaat atggcgatta
   904081 gatgcgattg catacgtgta tggagcgatg gatgaaatag ataaagaaca agcgcagatt
   904141 gaagaggcac taagattaga tggcgagcat acagaagttt tatatcatta tgcaaaagta
   904201 ttagtgaaaa atagaaatgc aaaagcaatt gaaattgcaa tgaaggttat acaaaaagat
   904261 ataaataatg aacgtatatt tgatgtatat gtaaaagcga tagaacaaca taagaaatgg
   904321 tctaacatac gagattttct tcatacacta aaagtgaaaa aagctgaaag aagtatggca
   904381 tttatgtatg cagcatctgc ggtgacggaa agatggattg aacgtcaaca aaatgaacag
   904441 ccgaagaaat ccataattac aagagctttt tatcgcatga aaaaccgtgc gaaagaaatt
   904501 tcgattatta ctacaatcat tgatttatat gaaatctcat taaagttaaa tcaaaaaaat
   904561 agtatggcag cgcagcgatt tgcactattt tacgagaatg tggcgatgta taaagaggcg
   904621 atagatgtac tgcaaacatc attagaaagt aaatgggatt acgatgtagc gaagcaactt
   904681 gtaaatcttt tcatagagtg tgatgaagag gatatgataa gggatgcgtc ggaattaacg
   904741 aagcaaatgg ttcgagagtt accagatgat tacgatactc ttcttctgca tgcgcaagta
   904801 ttgtttaaag caggggaaga aagaaaagca gaaaagatta ccttacaatt aacggagcaa
   904861 acaccgtttg taagtagagc gtttcttgct ttaggagaaa tatatcaaag tcaagaacgg
   904921 tttgaagagg caattcaagt attagaaaat gcttctatac atcatccgaa tgaaacagca
   904981 attcttcttt ctttagcatc ttcttatcat ggtgccagac aaacgataca ggcagaaaaa
   905041 ataacaaatg aagcattaaa aattgatgag agtgatttgt tagcaagata tgatcgtgtt
   905101 tgctatttag cacagttaaa cagaatggaa gaggcgaagg tagaacttga gattgtactt
   905161 cgtgaggatg agtcaggatt tttcgctgaa cttatcgagg atgatgaaaa tttagtagca
   905221 ttgcgagaat ttgaaaaata attgtataag aataggggaa aaggaaacaa ataaaaatat
   905281 attttgaatt agttgacaat tagttgccaa atggcataaa atagctttta acaaagtata
   905341 caaatctgaa gacgagaaag agtaaaatag tgtactgttc cccagagagc cggtatgttg
   905401 ctgaaagccg gtgtacagat gttatttgaa aatcatctcc gaggagccga ggctgaaaat
   905461 aagtaagctc ggacgggtgt ctaccgttac aaggaacacg tatgatcgta cgttgctaag
   905521 tgctattagt gaagaactaa tagaattagg gtggtatcgc gggtaaaccc gtccctactt
   905581 tatagggacg ggttttttgt gtgctttaaa acattcaaaa ggagtgattg tagatgaaga
   905641 aagtagatgt aaaagaatca gctgtaggaa gagaaatgcg aattcgcaaa cagtggaacg
   905701 aacaaaatat tttcgaacaa tcaattcaga atcgagaagg cgcacaatct tttgtgtttt
   905761 atgaaggacc accgacggcg aatggattac cgcatgtagg tcatgcactt ggacgaacaa
   905821 ttaaagatgt agtagcaaga tataaaacga tggctggtta taaagtatta agaaaagcgg
   905881 gatgggatac gcacggctta cctgtagaat taggtgttga gaagcaactc ggtatttctg
   905941 gtaaacatga aatcgaggag tacggaattg aaccatttat taaaaagtgt aaagagagtg
   906001 tattcacata tgaaaagcag tggcgtgaat tcactgaaag catcggttat tgggtagata
   906061 tggatgatcc atacgttacg ttagagaatc catatatcga aagtgtatgg catattttag
   906121 ggacgattca tgaaaaagga ttattgtata aagggcatag agtttcacca tattgcccaa
   906181 gctgtcaaac ttcactaagt tcacatgagg ttgcccaagg gtataaaaca gtaaaagatt
   906241 taagtgcaac cgttaagttt aaagtgaagg atagtgaaaa tgaatatttc ctaggttgga
   906301 cgacaacacc ttggacactt ccagcaaatg ttgcactcgc tgtacatcca aatatggaat
   906361 acgtgaaagc aaaacaagaa ggtcatgtat acattgttgc gaaagaacgt gtacaagatg
   906421 tattaaaaga aaactatgaa gtattatctg ttcataaagg agaagaatta ttaaatattt
   906481 cttatacagc accgtttccg atgaaagaag ttacaaatgg ttaccgcgtt atcggagcag
   906541 attttgtaac ggcagatagt ggtacaggac ttgttcatat tgctccagca tacggagagg
   906601 acgattatag agtcgtgcaa agtgaaggat tgtccttctt acatgttgta gatgagaaag
   906661 gtgagtatac agaggcagta ccatttttga aagggaagtt tgtaaaagat tgtgacgtag
   906721 atatcgttcg ttatttagcg aaggaagatt tactatacca taaagaaaag tatgaacaca
   906781 gttacccaca ttgttggcgc tgtgattcac cacttcttta ttatgcagga gagagctggt
   906841 taatccgcac gactgcaatt aaagatacat ttttacaaaa caacgatact gttacttggt
   906901 atccagatca tatgaaacat ggacgatttg gtaagttttt agaaaacatg gtggactgga
   906961 atattagccg aaatagatat tggggaacac cattaaacgt atgggaatgt gaacgttgcg
   907021 atcatcaatt cgcaccgaaa agcattgctg atttaagaaa gcatagtatg aaagagacac
   907081 ctgaagactt agaattgcat aagccatatg tagatgaagt gcaagtttgc tgcgaaaaat
   907141 gcggaagtac aatgaatcgt acaccagaag taattgatgt ttggtttgat agtggttcga
   907201 tgccatttgc gcaatatcat tatccgtttg aaaataaaga gttatttgaa gaacagtttc
   907261 cagcagatgt aattgcagaa ggaattgatc aaacacgcgg ctggttttat agtttattag
   907321 ctgtatcagc actatatact ggaaaagtac cgtataaacg agtgctatca ctagggcatg
   907381 ttctagacga ggaaggacag aaaatgtcta aaagtaaagg gaatgcacta gatccagttg
   907441 atttagtagg gaagtttggt gcagatgctt taagatgggc tctacttgtt gatagtgctc
   907501 tgtggaatgc gaaacgtttt tctgaaagaa cagtactgga agcgaaatct aaatttgtag
   907561 atacgttagt caatgtgtat agcttctacg ttttatatgc aaatttagat gagtataatc
   907621 cgaatgaaac atatgacgta aagcggacga aattggatga atgggtatta tcaagattgc
   907681 atagcacaac gaaaaaagtg agaacagcac ttgatgatta tcaatttacg aatgcagctc
   907741 gtgaaatcgc ggcacttgta gatgaagtaa gtaactggta cgtaagacga tcacgtaatc
   907801 gtttctggga atcgggtatg aatgcggaaa aagcagctgc gtatgaaaca cttcatgacg
   907861 tgcttgtgac aattagtaaa ttaatcgcac cgtttacacc gtttgtcgct gaagatgttc
   907921 atttgaattt aactggaagt agcgttcatc tagaggatta tccagttgta aatgaatcat
   907981 tacttcagcc gaaattagaa gcggaaatgg atgctgtttt acaagttgtt gaacttggaa
   908041 gaagtaaccg taatcagcat tctttaaaag taaaacagcc gttagcggaa cttgtactac
   908101 ttgagcataa tgaaaatgat atggactggg aatcttatcg tgatatcgtc atggatgagt
   908161 taaatgtgaa ggcgttccat gttgaactag atgaaacgaa atatacatcc tatcaattaa
   908221 aactgaattt taaaaaggct gggccgaagt tcggtaaaaa tgtgaatgca gtaaatggct
   908281 ggctaaaaca attatcacaa gacgaggtac agaactttgt ctctacagaa agagcagttt
   908341 acgaagtagc accaggagaa gaaatagttg taacgactga agatgtatta gtagagaaag
   908401 ttgcaaaatc aggattctct aatacgacta acggacaata tacagttatg ttagatacga
   908461 atgtaacgga agaattgtta caagaaggag tagcacgtga gtttattcgc gccgttcaag
   908521 aatatcgtaa gcagttgaat ttaccagtaa atttacgagt ggatgttatt cttgatacag
   908581 aggaagagct acagcaaacg ttaacgaatc ataaagagtt gttggaagaa aacttactcg
   908641 ttaaacaatt tacatttggt cacttaacga atgaagacga tgaactttct ttaggtgaga
   908701 caaaagtccg cattaaatta agtactgctc agtaaagaaa aaaggaagtt ggaatgattc
   908761 caacttcctt tttgtgtgct ggaaatgtat cctgttattt tccacataat ccattcgata
   908821 ggacctctag cacatatctt accaaaaata atactgtaga agtatatttc tacagtattg
   908881 ttttcgcttt acacataaat attgagaaac tttcactcac cctaaatgga aaggtaatag
   908941 aattgtttat agagaattaa acgtagattc aatttttatc catccatttt gtaaagaatg
   909001 attgcctagt gggaatgggg aaaggttgag ctactttatt agggggagtg gttctatgtt
   909061 taataaaaaa atggtggcaa tggcgatgac tgtgccatta gtaatgggga cgctttctac
   909121 tgtttctgca gtagagacaa agaaacaagt aaaggtggaa gcttattcgc cacagaaaaa
   909181 agctattgaa tatttaaaag ggaatgccaa tcagtacgga ttaaagccag acctttcaga
   909241 cttgcaatat atttctacaa cagaaacacc tgtagcttca tatgttaggt tccaacaagt
   909301 tgtgaatggt gcacctgtat tttcaaatca aattacagta actctaaacg gagaaggaaa
   909361 gggtgtactt gctgtttctg attatcaacc tattaaagct gtgaagcaag taacggaaaa
   909421 aattagtgaa aaagatgcaa tacaaaaatc aatggcgtat gttggagaag caagtgagca
   909481 aaacttatgg gctcctacag agaaagaatt tggatacatt attgaagagg gaattgctcg
   909541 tccagtatat aaagtggttg tccattctaa taatccattt ggtgcatggg aaacatttat
   909601 tgatgcggaa aatggaaagt taattaaaaa agttgatata aaccgaaaag tagaaggaac
   909661 aggaaaagta tttttaccta accctgtcgt atcaagtggg agtttagcag gattaaaaga
   909721 taataacgat gcagattcaa cagcgctaac gaatcaatta aaaactgtta cgttaaaagg
   909781 tttagatggg acaggatttt taattggaga gtatgtaacg atatcttcaa aagcgagaac
   909841 aaaatctaca aacttacaat ttaactatac acgcgcaaat gatagctttg aagatgtgat
   909901 gtcgtattat catatcgata ctttacaacg ttacattcaa agtctaggtt ttcaaaatat
   909961 taataatcgc tccattaaag tgaatgtgaa tggaacgacg gcggacaact cattttattc
   910021 tccgacaacg aaagctttaa cttttggtac tggcggagta gatgatgcag aagatgcggg
   910081 tattatcgca catgaatatg ggcattcaat tcaagataat caagtccctg gcttcggtag
   910141 ttctgcagaa ggcggagcga tgggagaagg atttggtgac ttcttaggtg ctacttatga
   910201 agatgctgta tcgactacag gttacggaaa agcgtgtgtt ggagagtggg atgcagcggc
   910261 ttattctagt tcagatccaa cgtgcctacg ccgattagat acgaataaag tgtatccgaa
   910321 agatatgaaa aatcaagtac atgctgacgg tgaaatttgg tcacaaggac aatatgagat
   910381 ggcacaagct tttggccgtg atgttgcaac aaaaattatt ttacaatcac attggtcatt
   910441 aacaccaaac tctaaattta gcgatggagc aaaagcaatt aagcaagcag atgctctttt
   910501 atacggtgga caacacgctg ctgatattga tcgtatttgg gcagcgagag gaattagtac
   910561 gaattaatat aaaaagtcgt ggcattgata agccacgact ttttaatttg ctttagaact
   910621 ggtactagta aagtaagcta tatgaatgct agtgtgaatt tattcgcatt tcatttattt
   910681 ttttcgtctt taaaaacaaa atgctcttta aattttctag cctccacttt ttgaccattt
   910741 ctcatagagc ggaaagggtg ttcttgccat gtaataatta catcaacctc atctgctttt
   910801 gtagcaactg gaaaattagc atgttcaaac ccagtttttc cacttgctaa acgactttcc
   910861 tttagagaga agagttcata ttttgttttt gtttttggct cgttgcggaa cacttcgaca
   910921 tgtacgttat atacttcact gtttccaaca ttttttactg aaaattgata tgtttgaaat
   910981 tcatcttttt tagcttgaag cttttttttg tttgcttttt tcggttcagc aatattcact
   911041 tgccattgat cagagttttg ggagattggt aaagattttg gtgaataagc atacgtttca
   911101 tttactacaa ttaggcataa caaaaggaga aagaaactaa ttgctttttt catataaaca
   911161 cctcactata aaatttttat taatatgcgt aaataaaact gaaaatatgt aataaaatgg
   911221 aaataggtga taatttgatt caaatgaatt tgaaaaaatt tgaagaggta ataaatggag
   911281 aaggattaca cgaatcgttt catcatttag aaatacatgg tgtctgcata gattccaaaa
   911341 acattaaaga aggaaatgta ttcgttccaa tcattagggt gaaggatggg catgagtatg
   911401 tgaaagaggc aatggataat ggagctatcg cttccttatg gaaaaagtct tacggttctc
   911461 cgccaaaagg gattccaatt atatttgtag atgacacttt gtttgctttg caacaattgg
   911521 cacaatttta tcgaagagag ataaatgtaa aagtaatcgg aattaccggt agtaatggaa
   911581 aaactacggc aaaagatata gtagaaggta ttttaaggtc aacttataga gtgcataaaa
   911641 caaaaggtaa ttttaatagt caaatcggtt taccgttaac aattttagag atgaaacgag
   911701 atacagagat tttaatactt gaaatgggaa tgagtgaaaa aggatgtcgt attattgaaa
   911761 ggttcacgtg gaatagcttt agaggaaatt gtccaaaagt ggatgtgaaa aatcaaaatt
   911821 tatttaaaaa tgcttgcatt ttacaaagtg aagagataga atactctgta aatataaaaa
   911881 gtgatgatca ggaaaagtac atgatgcaaa gatctacaga gagcaatcgg ttgctggaaa
   911941 gattgcgata ccgcatgatg gaaagacacc tgtgagtgtt gctttgaacg tgataattag
   912001 taaaagcaaa cggtacctac cgttatcagg actaagatgg tcattatgac aatttgggtg
   912061 gtaccgcgga aaaatccgtc cctatttata ggggcggatt tttgtattct ttgaaagggg
   912121 gtgagtgacc gtggatgatg acgatgacaa caacaataac gtaaataaat ataaaattac
   912181 tggagggaaa tgtaatgggg caaatcatga aacgttcact cacaaaagaa tgtacggaga
   912241 aaagcggaaa ggttgtatca cttcaaggct gggtaaaaaa gattcgtcat ctaggtaatg
   912301 ttagtttttt attattacgg gacagaacag gagtcattca atgtgtatta gaaaacgaat
   912361 tcgctggatt caaagttgat gtagaaagta ttgttcacgt aattggtgaa atagttgaaa
   912421 cgtcaaaaac agaattaggc gtagaagtac ttgctcacga agtgaaaatt ttaaatggag
   912481 cagagcctct tccgtttgaa ataaataaaa agaagttaca agttggttta gatcaactac
   912541 ttaatgagcg agtattatca ttaagacatg agcgaaccac ggcgatattt aaagtgaaat
   912601 ctacactcgt tcagagcttt agtgaattac ttatagagaa cgatttcaca cgtatattta
   912661 ctccgaaaat tgtttcacaa ggggcagaag gaggagcgaa tgtttttaag cttccatact
   912721 tccaaaaaga agcttattta gcacaatcac cacagtttta taaacaaatg atggtagctg
   912781 ggggactcga acgtgttttt gaaattgcac ctgtttatag ggcggaacat cacaattctt
   912841 cccgtcattt aaatgaatat atatcgttag acgtagagct tggctttatt catgattttc
   912901 atgaagtgat gcaattagaa acagatgttt tacgatatat gtttcaacaa gtagcaaaaa
   912961 actgtgagaa agaactacaa ctattacaaa tagaagtacc tgttattact gaaataccga
   913021 aaatcacatt gttagaagca caagaaatct tgaaaagtaa gtattgtaaa gaatctcctg
   913081 taggggattt agatacagaa ggtgaaaagt tactagggaa atatgtgaag gaaacatata
   913141 agagtgaatt tgtttttatt acacattatc cgaaagaagc gagaccgatg tatacgatgc
   913201 cgaataacga gaattcggct attactgatt cgttcgactt actatataaa ggattagaaa
   913261 taacatcagg agcacagcga attcataatt atgaaatgtt actagattct tttaaagaaa
   913321 aaggattaca tcccgataaa tttcaatcgt atttaaatac attccgatac ggttgtcccc
   913381 cgcacggtgg ttttggaatt ggcttagaga gaattgtata taaactttta gaattatcga
   913441 atgtgagaga agcgagtgct tttccgagag attgtacgcg tcttataccg taacattagc
   913501 acccttatat agtatagaag ggtgctttgc atttcaataa aagtgaaaga gaataataat
   913561 attttttgtg tgaaaatatg taaattatat taagaacatt ttataatgaa ttgagaaaaa
   913621 gaaaattcat aagttataat gaaatatgaa tataaaaaaa gttcatataa taatgtatgg
   913681 aagggtgtga aacatgttat atcaaactca agcaacacaa caaacaccag cttatataat
   913741 ttatcttcta gatgtaagcg catcaatgaa ccaaatgatg gatgcaggcg gagaagaaaa
   913801 aagaagaatt gatattgtaa cggatgctct ttctttagcg attcgccaaa tggtatttcg
   913861 ttcaacaaaa ggtagtcgct tgcttccaag atataagtta tctattttag catatagcga
   913921 tcatgttttt gatttattgg gtggtgtgaa aacaatagac gaggtagcaa gactgcgccc
   913981 actagaaaaa atccaaacgc atcgtttaac tgatacagca aaagctttct ctgtagtaga
   914041 gaagttattg caaaaggaat tgccaaattt acaagacgga ccagctcctg ttgtttgtca
   914101 tatgacagat ggtgcttcaa ctggtgaaga tccagaatta attgtgcgaa ggattatgaa
   914161 tatgtctgta cctgatggaa atgtactaat tgaaaatatt tttatctcag atgaaatcat
   914221 gcaagaacaa attactaata taaagaagtg ggaaggcatt atgccaaata cagagattac
   914281 agatgaatat ggtgcaaagt tgcaaagact ttcatcgcct atccctcaaa gctatcgtga
   914341 gatgatgacg gaacatggat ttcatattgc agatggtgcg gtgatgatgt ttcctgggac
   914401 aaatgcggac ttagtatcac ttggatttca aatgtctgct gcaacgccgg ttcgatagaa
   914461 ggggggaagt atggtgaaat atatcctatc gcaaaagaaa gaaacggtat tgcaagaaaa
   914521 gaaaattaag cattttactt atcaatatag ctatgttaga gcaaaggaaa cgcaggattt
   914581 aaatgagagt ggacaggact tcctagcatt tcaagataat ggaactagtt tcatatttgt
   914641 gttatgtgat ggtgtagggc tgtcttttca tggtgaaatt gctgcagaat ttctaggtat
   914701 gaagttatta aacttgtttg aaacgtatca agaaagcgga tgggatattg ctgaattatt
   914761 aaatgatcag ttggaaaatt ggatagaaga agcttcagaa gaagtgagtg catttcgatt
   914821 gccagaaaaa acaccatggt tacttcgcga tgtattggag gaaaagcgaa aacaaggtag
   914881 tgaagcgatg tttattggcg ggaaaataga acttattcca aatcaagata aagcacacat
   914941 agcgatagtt acacatggtg attcatttgt acaattgttt caagataagg agaattgttc
   915001 gaatgtaatg aagtttgaga gaaatataga gaaaagatgg tctacacagc gtggcattat
   915061 tggcggggaa ttggcggttt tttcaaagac attatctaga caagaagcta atcggatagt
   915121 tattcactca gacggacttg caccacttaa gcagtataat tttgaggaag tgttaaaaga
   915181 aatcaagagg gcacaaaact ctccgacaag tgatgatatt tcatttttag atgtttcttg
   915241 gtaacaaaca cgatggaaaa aggtgaataa acgtggaaga gattattgtg acatacataa
   915301 aacagtcaaa tgaagaaatt gatattgcaa ttccaaatga cgtaaaagcg gtacaaatta
   915361 ttgaagcaat tttacatcat gaaaaaatag atgaagcatt gagcagtacc tatgaaatta
   915421 gagtggcaaa agataaagaa gaatggcatt ctattcgaaa tgatgaaact ttgcgcgata
   915481 atgatgtgtg ggatggacaa tatgtaatgc tatataaaaa aggatcgatt atcccttcct
   915541 ttgaaatgct accggcagaa gaagtttata atgaaccggt taaacaagat atatctacta
   915601 gtgaagaaga ttatgtatgg aaaattattg agtaatagtt tttgaatggg gaaggagaaa
   915661 tgttttgtgc aaaaatcacc gtattttcaa cgctctccgc gtgtgaaagt agatatacca
   915721 acaggggatg ttattattca tgatccgccg aatatatcgg aggagccgaa gttttcaatt
   915781 gaaacaatgt tactgccagc aatgatgacg gttttaacat tggtattata ttttgtaatg
   915841 atgaaattta tgaagatgaa ttcaagttat atgccattaa tgatggtttc aagtattcca
   915901 atgttgggat catatgtaat tacaacgatg gggcatttcc gtaaaaagaa agaacatcgt
   915961 caaatggttg aacaattaca aacaaggtac ttagagcaaa ttcaaaagca tcgagtggaa
   916021 ttagatacgt taaaggttga acaagcaaaa tatttaatta cacaaaatcc aagcccatta
   916081 aaaagtgtac aaagaattga aaatcgggaa agtaatttat gggagcgtac acctgaaagc
   916141 ccagactttt tagatattcg tattggtaca ggagaaagac catttcttgt agaattaaag
   916201 gtgcctgaac agaaaggtta tgaagaaaat ccattagtta cagaagcgca aaatgtgaaa
   916261 agggatttca atacgatacc aaatgggcac atttcaattt ctttgaaaaa aaacgatgta
   916321 attggtgtag tcggaaataa agaagacaga ctaaacttta ttcgaattgt aacgacacaa
   916381 attatgacgc atcatgcacc aaatgaagtg aaaatagcag cattttatca tgagaaggag
   916441 aaaaagcagt gggattggat gaggtggctt cctcacgtat gggatgaaca gagaagtatg
   916501 cgctttttat ctgaaaatca acaagatgca cagaaactag ctgaagtact atttacccca
   916561 cttaacatgc gtagaatcta taattcttct gcgcaagcgg atgcaaaagt tcctttaatt
   916621 ccgatgtatg tctttttctt atcagcgaga gaatttttag aagatgaccc tttaactcca
   916681 atgttactta gagaaggtga aagtgtagga gcttctacat ttatttttgc ggaacaaaag
   916741 gaacggctac cgatggaatg tgatcttgtt ataagtttaa atggagaaaa tggtgagtta
   916801 gtcgaaacgt tttcaagttc agctgagaat agtgggacaa cgcgtgctag ttttaaagta
   916861 gatcgacttt cattcgaacg atgtgaacta ggagcgcgaa gcattgctcc aattcggatg
   916921 aaaagctcta cagcagccaa cattccgaaa gtattaacat ttttagactt gtttcaagct
   916981 aaaaacatgg aagagttaca agtgctagag cgctggaaag aaaatcgata tccgacttca
   917041 ttaccagttc caattggtgt aagagaagga agtaaacctg tttttctaaa tattcacgat
   917101 aaaatagaga aaaaagggca tgggccgcac ggtctaatgg ctggtacaac tggatcagga
   917161 aaaagtgaag tgattcagtc tataatagca gcgttagcag caacctatca ccctcatgag
   917221 atggcattta tgcttatcga ttataaaggt ggtggaatgt caaacacctt tgcgggatta
   917281 ccgcatatta ttgcatctat tacgaactta gaggatccaa acttaattga gcgtgccaga
   917341 atttcattaa aagcagaatt agaacgaaga caaaaattat tcattcaggc tggaaatgtt
   917401 cagcatctag atgaatatta cgaaacaagc tggcgtgaaa aagaaccttt accacattta
   917461 tttattgtta ttgatgagtt tgctcaaatg aaaaaggaac aacctgaatt tatggacgag
   917521 ctaattagtg ttgctgccat aggaagaact ttaggggttc acttattatt agcaactcaa
   917581 aaaccttcag gggttgtaaa tgacaagatt tggagtaact cacgttttcg aatttgtttg
   917641 cgtgtacaag atgacgcgga tagtcgtgaa atgttaaaaa ttccagatgc atcaaaaatc
   917701 aatgtaccag gacgagggta tctccaagtt ggtagcaatg aagtattgga attattccaa
   917761 tctgcatgga gcggagcacc ttataatcca gatgaagaga aagtgcttga tattgttgat
   917821 tttacagaag tgaagctttc cggtgaaaga ataaaagtga aaaagcgccc caaaccaatg
   917881 acaaatagtc caaaacaatt acaagctttt attcaatatg tacaaagcgt atcagaaaaa
   917941 gaaaatatta aagcattacc aggaccatgg ctggatccat taccagaaaa attattgtta
   918001 aaagaatttt atgctatgga aaattggaca attgctgatt ggaataaacc gaaagaatat
   918061 ttacaagtaa cagtaggatt aattgatgat gttgcaaatc aagcgcaata tcccctgaag
   918121 ttagatttac aagaagggca tttaaatatt tatggtatgc caggtacagg gaaaacgacg
   918181 atgttacaaa cgattattat gtccttagct gtatctcaca caccagaaga agtgaatttc
   918241 tatgttattg attttggtcg aatgttctta gattttagag atttacctca tataggcggg
   918301 attatacaag agggcgaaaa tgagaaaatg aaacgtctat tcggattttt aaagcaggaa
   918361 atcacgaata gaaaagagag tttttctaat attggtgcaa agtcattctc tatgtataac
   918421 cgaatggtag aaaagaaagt accagctata gtagtaatgg tagatggtta tatgagattc
   918481 aaaaatgaat tcgagaaaga aaatgaagta ctagaattgt tattgcgtga atcaagtaca
   918541 tacggagtat atttctattt ctctctgaat caaacaattg atatgttcga tcgtgttcgt
   918601 aataatatac cgatggcact tacattcgaa ttgcaagatg gaacagaata tcataactta
   918661 gttggcagac ctaaattccc gttaattgaa gttcctgttg gccgtggatt aatgaaaggg
   918721 caaccaccgg aattattcca agcagcattg ccgtttattg gggaaagtga acttgagtac
   918781 tctcaacaat taaaaacaat tattcaaaaa atgaatggag aatggaatgg tgaaaaagca
   918841 aaaactattc caatggtgcc taaagaaata tttgtagagc atatggttgg gaaattagaa
   918901 acagctcaaa tttcagcagg tatagaaaca gaggatattc gtttacaaag cttttcttta
   918961 gatgaaatga gtcatatatt tattggagga agaatagaag gtggaaaaac atcgctatta
   919021 caaacacttc tgttcactac tacataccaa tactcgccag aaaaggttga gttatactta
   919081 gtagaccttg gtgaaagacc tacaggtata ttagctcttg gagatttacc tcatgtgaag
   919141 aagaaagtta cagatgctat acaattaaaa gaaatgttag atgaattgtt agagttaata
   919201 aataatagag aagcagtaat gcctacttta gatccaaacg taacggtgga gtttccatac
   919261 aagagaataa tcattgcaat tgatgatatt gatcaaatgt taactgtatt atctactgat
   919321 tatgaggcga aaaataaaat agaactaata gtccaaaact gtaaaaataa aggggttcac
   919381 tttatgactg cagctactac gtctagccta aatagttatt ctcatgaaaa atggtttgca
   919441 gaaattagaa agagaagtat tggatattta ctgggaacga cacaaaataa cgatgtgtat
   919501 ttctttaata tgaaactgcc acatactgaa atggatcaag aattattaag tggagatgga
   919561 tattgcatac gtagaaagcc aataaaaata aaatgtgcat atacaccatt acatttactt
   919621 cgcacgatga tagataaaat tagtgtaaaa tggactgaat taaaagtgaa ataatattaa
   919681 aatagggtta aattactata aaatagaata tttttgtaat ttaactcttt aaaaattgta
   919741 tgaatatagt ttataatcta attgttgtat catttatgat ttgaaagggg aaattattac
   919801 aatggcagaa attaaaatca caccagaaga acttgaaaga atcgcaggaa actttaaaaa
   919861 cgcagcagga gaagcacaaa gtcaaattaa tagacttgaa ggcgatatta atagtttaga
   919921 aggacaatgg gctggggcaa cacaagcgaa gttccgtgga gaatttatcc aatctaaaca
   919981 agcaatgcag caatatattc caattttaga ggggatttca acagatttaa aacgcattgc
   920041 tgataaattc cgtaacacag ataacgcata ctaagaatag aacaattgca aaagaccagg
   920101 agctattgtt cctggtcttt tttttgaaaa attgttatac gagagtaagg ggataaaatg
   920161 ggattccgac cagaagtagg agaaaaaatt agtctgaata aagatgttta tcgttttgag
   920221 aaacacccag ctgtaattgg tattgaaatg ccgtatgggc aagaaggtag acaaggaaca
   920281 gtctatcaac tgcaacatga aaatggcatg gaacgaattg cattaaaagt ttttaaggaa
   920341 cgctatcgcg aggaaaaaca tcaactagca tttttgaaac cactttcttc catagcgggt
   920401 cttaaagtat gttcacgcta tatcgttact aaagaagaac atatatctgc tatcgaaaaa
   920461 tcagaagacc ttgctaatag tattgtaatg ccttgggttg aaggaccaac ttgggctgat
   920521 attttacaag aacaacgaat gttatcaaaa gaacaatgct tctttattgc agaagcattt
   920581 cttacaacac ttaaaatgat ggaggaaaat gaagttgctc ataatgattt atcgtctagc
   920641 aacgtactca tacctttctt aagtgaaaat ccaattgaag gccaacacta tatcgaactt
   920701 gttgatgttg agcaaatgta tggtccaaaa acgaaaagac cttcgttatt gccagcaggt
   920761 tcagcgggtt acgcaccaat gtatttaaaa agtggagtat ggcaaaaaga agctgatcga
   920821 tttgcaggtg ccattttatt aggagaaata ttgagttggt gtagtgaaga agttcgaaat
   920881 aaaaaatgga cggatgcaag ttactttaaa acggaagaaa tgcagaaaga atgtgaaaga
   920941 tatacgttac ttcagcaagt attacataat caatggaatg gggaaattgc aaaattattt
   921001 aagcaggcat ggagtagtaa ctctttcgca gaatgcccga gctttgcaca gtggtacgat
   921061 gtatttcata gcgtgagaga aagaataaaa attgatgcgg aaaggcagtt agcagaagaa
   921121 cactctcttt ttgtatcaaa atgtttggaa attgcaagat tattagaaga gagaggattt
   921181 aaacaagcgg cattatatga gtataaaata attttcaatt cactcaatcc atcaacagct
   921241 ctgcaaaaag aactcgcata tatcattcaa actatggaga gtcaagagcc tgaaataaat
   921301 aaaaaaatgg tcctacaaca ttatttggaa ttagctactg aattggaacg agaaaacaat
   921361 gcagcatttg cttgtttcgt ctattcacga atcgtacaat ttccaaacat tgatcaggcg
   921421 ttaaaacagg aaattgcaag cattattgaa gagataaaag aagggcaagg aacagagacg
   921481 cagcaagaag tagcagctac aattacagtt ccaaatagta ttctacagag ccggaaaaaa
   921541 aacgaaaaaa caagtggaat atgatataga tgatgagatt ttaaatgcaa aagcatcaaa
   921601 tcaaccactt acagtagcgc atgaacaaag tgaaccatca gctttttcga catggtggaa
   921661 aaagaataaa aaacggattt tgattattgg ctcaactgta gttgttgtga taggtggttc
   921721 aacgttattt tatttctata caacaaacgc gaaatatcaa aagtttatgg aacaagcacg
   921781 acaagcttat gataataaaa aatatacaaa agcagaagag gctgttggac atgcaattgc
   921841 tgtgaagggg aaagacgagg catatctcca attagcaacg atttacgttg ctgaaggaaa
   921901 aaataaaatt gcaatcgact atattacaaa actaataaaa gatcgagaaa tagataaaga
   921961 aaataatgaa gctgcttatt tattagcttc agcaaatttc cgcattggaa aatatcaaga
   922021 agcagtgcaa aattttgaac aagcgttagc aaataatgca aaaggaattg aaccatacaa
   922081 aaaagatgca atgcgagatt tagctgtaag tcatatgaaa atgaaagaat ttgaaaaggc
   922141 agaagatgtt attgtcaaaa tgagcacgaa aacaaatgag gataaggcaa ttgtttcgta
   922201 tttaaaaggt caactttcaa cagcaactgt acagttagaa aaagcagaat ctttctttaa
   922261 agaagctatt atgcaagatt caaagaattc gatatataca attgaacttt caaatttata
   922321 tgtgctttgg aataaaacaa acttaattga tagtgcgaag aaagaaatga attatcaaca
   922381 agcatctcac attttacaag tagcgattca aaaagatatg aaaaatattg agttgttaaa
   922441 tcaattagga attgtgtatt acgaagcggg ccaattttat gaaacgcgag atggcgcaaa
   922501 gagtactgct gcatatcagc aagcgttaga agcttacaat agagttgtta gcagtggaac
   922561 acgcgacata aatacacttg taaatatagg gattttatac gataaagtgg gacaaggaaa
   922621 tgaagcagag aagcttttca cagaagcata ctcacaaaac gatgaaaatc cgcatgtgaa
   922681 ttttgcattt gggatgttta aaattaaaca gaaaaaatac gaggaagcaa gtcgcttctt
   922741 aagaaaaaca gtgcaggcaa atgaaaatga atccgaagta agagccgccc aagaaaaact
   922801 aacagaaatg aaaacaaacg gttggattca ataaagatag gaaaagggga aaaggacatg
   922861 gaggaaaaca ataataactt agggaaaaaa gtcgctatat cagtaatgtc agtagcttta
   922921 cttggaacgt caggatatct tgtgtatgac aaaggcttta ggacagcagg aaaagagccg
   922981 gtaaaactag caagtaatac agaagagaaa aaagatgatc gtattacagg gggcgattta
   923041 caatctatgt tcccaaattt agtcgctgat cctgcaaaaa aagatgaaaa acccggcgaa
   923101 aaaccaacta ttaatttagc agacttaatt ggaaataata aatctccaat tacaccagta
   923161 acgtataaac ctgatgaagt atcggtggaa aagaaagatc cacaaatcaa attatcagat
   923221 gcaccaactc cacaaaagtt agatttgcca actaatatgg gggacctgtg gcggatattc
   923281 ctaagtcacc aactgagccg aataaaccag tggatactaa gttgcaggta gatccaaata
   923341 cgccagtgga tccaaagccg ccagtggtag aaccaaagcc accagtggta gatccaaaac
   923401 cgccggtagt ggatccgaag ccaccagaac caacacaccc aacaattaca gtatcaccaa
   923461 aaacgggaga tattttagtt gagtggtacg ctggaaatgg aaaatactat tcatctgttt
   923521 tctttaatga tttttatacg agtcaaaaag aactggatga aaatgcctta aataatttaa
   923581 cgaactacta tagcaaaaaa gaagactgga cgctcgttag ccaattgaat acaccatcaa
   923641 aatcaaaatc tgtggctgaa cataagttag cgttagataa tgtagaacaa attcttacaa
   923701 gtggtgaata ttcaaatgag agagcactat tctatttacg taatcaaatg aatgtactaa
   923761 atgaatcggt tactacacaa gaagagttac aaagatattt aagtgaaaat aagaaagatt
   923821 atattaaatc tgtagcagaa aaagtttatc aaacagcaac agaagaaaaa agagagtggt
   923881 caaatacagg ggatgtagca tctttagaac aagcgttaag taaattttat ttagttacat
   923941 cagtatttga aagcgtagat cctgcattag tatagtagaa aaagcgaatc aagatgtaga
   924001 agatattttc aacaagctat tacaagaaga attacagaac cttaatatcc aaacatcagt
   924061 agtgatgtct gcaactgaga caaaagaaaa agcaagccct gtaaaagaaa atactagcag
   924121 taatgaagaa aaagcaatta cagaaaaaaa tgaggcaaca agtacactag ctgagaaaaa
   924181 acaaaaagat gcaaagactg aaggtgccaa aaataacgag aaaacaagta atatcgattc
   924241 aagtactcaa aaagcaaaag tgaaatctga accatttagt caagaaatcg atcaaataga
   924301 aacatattta aatccagcga atccacaata tgaaaaagct ttactattag caaatcagta
   924361 tgttgacggg gcaacaggag aacaaaaaga aaaattagaa cagcaattta gtgcggctgt
   924421 agagggactt cgaggacaaa taaaagattc taaatttaca gtggaagacg ctataaataa
   924481 agcgaattta ttagcaaata cggcaagagt agaaaaatct gttcaagatg aatctcataa
   924541 gttattaatg ccgctaatgt ttgaaagaaa agcaaacgat gctgcaaata atggagaata
   924601 ttatacagcg gtattaaata ttgcaaatgc aattcgtaca aagcacccat tggaacgttc
   924661 aagagaagaa ctggttgatt atgcgaataa attatggaca gatacagaaa atgaatggaa
   924721 taaaatgaat ggaacgacag gatggcaaag tgaagtaggt aaaacattat taccatcata
   924781 cacattactt gcacagttaa aagatattga caaaacgatt ggccaaatta gtggtatgaa
   924841 tatgattgat aatgcatcaa aaaaaatgga gggaattcaa cttgtgcaat tagcaggtga
   924901 tgaagcaaat aaagaaggac aaacgagcct ttataatgct ttacattatt atggtcaagc
   924961 agcttcacgc ggtgttgttg acaaaacagg attttctaat gttgctggtc ttgtaattaa
   925021 agaagcaaaa cagttagaaa aaacgcaata taaatcagcg ttaaataact atcaaatttt
   925081 atataaaaca ccaggtattg aagaattagg aattaaagat ggagtaaaag cggcaattga
   925141 gtatttgagt ccatttgaag ctgcaaaggt aagcgggaat aaagatacga ttgaagattt
   925201 agcatcagca attgaattaa cttatcattc tatggaacta ggatatccgg aagcagatgc
   925261 aaaagaatgg atgaatacgg tagctctaaa aatgtttaat aaaggtgcag gatatatgtc
   925321 cgcaactgat acgaataatg catataaatg ttttgaattt ttaagtcgtg ataaatatgc
   925381 aaatgctatt aatggagaaa taacgaaaca agcaaaagag aatgtagaaa aaattaaatc
   925441 tatgaacgtt aaaaaataat tagatttaac attcgccatc ttaccttgag taaggtggcg
   925501 aaattatttc gcataaggag tgaagttcaa tgaatttact agaaatttgt ccattagatg
   925561 aggcgttagt ggaagcttta cagaatgaag aaaaaagagt tcgtttttat gagatattac
   925621 agaaatcaaa tttgtacgtt gttgcttcgg tagagggaga tacaactgta gatgaagaag
   925681 ggaatttgat ttcaactgaa aatacacaat tgcaaattca ttattttgaa atggaagaag
   925741 gattaatgtt accactatat tctgatttga agcatttaga aatggttatt ccagaagaat
   925801 gtccgtatgt ctctatgaat gcagttgaat tattaaagac aatagattta gaggcaaatg
   925861 taatattaaa tccaggaaca aaatttcaaa aattatttgt aaaggaagaa attgaagcga
   925921 tttgtgataa tagtattttt gatgtttttt ctaaagggga taagtaaaaa ttgatgcagt
   925981 tctattcctt tttggtataa aatagaggaa ggtgggagaa ggtttggaaa ttaaggtcaa
   926041 acctgaacaa ctcgaacaaa ttgccaaaaa catatcagag atgcaaacac acagccagaa
   926101 catacaacaa aatctcaatc aatctatgtt tagtattcaa atgcaatggc aaggagcaac
   926161 gagtcagcat ttttatgggg aatatatgag atcaatgaga ctcatggaat cttacatacg
   926221 taacttacaa gttacagaaa aagaattacg gcgtatcgct caaaagtttc gtcaagctga
   926281 tgaagaatat caaaagaaac aaaatgaaaa attgaaagaa gcccataaaa aagaaaagaa
   926341 aaatgaaaaa tcatggtggg aaaagggaat agaaggagca gctgaattca tcggagtaaa
   926401 tgatgcaatt cgtgcagtta ccggtaaaga ccctattaca ggaaaagaat tatcaacaaa
   926461 agaaagactc atcgccgcag gttggacact cctaaacttt gttcctgttg gaaaagtggc
   926521 aagtcttgct ggaaaaggaa taaagtatgt cgcttctagc tttgggaaga cgattgtaaa
   926581 agcaggaaaa aaactaggcg aaggcgtaac aatggtagct ggaaaagctg gcaaagcagc
   926641 tgttgatggc ataaaaacag ccagccacaa agtaaaagag ggtgtaaact ttgtagcctc
   926701 cacagcaaaa ggatttgccg acaaaatcgg aagcctatgg aacaaaggtg ccacaaccgt
   926761 aaaaacaacc ttcttgcaag ggaatgaaaa gatccagcac gcagtaaaaa cattaatgga
   926821 gtacaaatgg atcccaggcg agggaaaagg cttcgccatg gctggagtag gaaatgtctc
   926881 aggaggagga cagtattctc tgaaagaggc ttatcagtat gtggagagta aggttgttaa
   926941 gggtacgggt aaagtatatc caactagaca aatagattca gtaacagaag cgcatataat
   927001 tgatagagtg aaggaactaa gaggaaattt atcgagtaaa tataagaaat ctggtaattt
   927061 tgctgttgcc gaagtggatg tcagtgggat aagcaaatcg gaattttatg ctcaaagtag
   927121 cataaatgaa cttaagggaa gtcttgagca taaggtgcct gatatttctt tacaacctga
   927181 aaatccaatg tttaaggcta cagaagcagt tggtaaaaat ggatttaatt atttaaggaa
   927241 tacagatact gagtataaaa tactaaatga tatagcttct aggcttgggg ataatacaca
   927301 agctagtggt agaattaagt tatttacaga attggatact tgcgacagtt gtaataaagt
   927361 tatagcagag tttgcagcta aatataaaaa tattgaatta gaagtcgtac acaacaatgg
   927421 taatagaatt attccttaaa ctaaattctt tggaggaaag taattatgaa agattgggag
   927481 tataatgaat tatttgaagc aattcaggag acatataaag agttgttaga tgaagacagg
   927541 ggatataagt atgctatagc aaaactatca gatgagtttg ataacttagg taagatagaa
   927601 gatgttattg ttgatactgc tattggtgag attgcaattg gacatgataa agtttttatt
   927661 gggcttattg aaggtataac aaggagatta agcaagttta atccacaaga agcaggagat
   927721 gaattaacat tagaagaaat aaaagactta tcgagaagaa taaataaagt aatagaagga
   927781 ctaaaaaatg tagaggttga ttataatcct tcagcagaat aaaggttagt gttttagaaa
   927841 aagaaataag tgtttgaaag taagtacttc atgatggttg taccatcata gaatattatg
   927901 tgcaatgata gaataggaaa agaagtacga gcttaggcga gatggcattt tactgtgcga
   927961 cgtatataaa gacatggaat gtatattaaa ctaacaagct cgtacaaact cgtaagtttt
   928021 aacatagtat ttgtcatgac atacaaaaag tttcatacgc ttactataaa acttacaaat
   928081 ttatgttact taaaaacata tgaacttaaa gcacttgatt gtcaattaaa ggcaacaagt
   928141 gcttttttgc gttttagcgt agaaatttaa aagagcatta taattttata agtgcattaa
   928201 gtgttaaatt tttattgttg ttttatagat tgtaatggct atgtacagtg tacgacgata
   928261 gtagaggaaa aaataaaggg ttgtgttatt ttttgaagtc atcgtaaagt acattttaac
   928321 ggatggacgt tatgcacacg ttatccgcaa aaaacgggta aacgttacag ggactttaat
   928381 tgctgtaacg ggaagggact taatatggaa gaaaaagtag ttggttatgt acgagtttca
   928441 acagaaggac aagtacgtga agggtatagc ctaacgtatc aagtagaaga aattgaacgg
   928501 cactgcattg aaaataaact acagctgctt cacatatacg aagataaagg aattagcgga
   928561 gcgacagtag atgaagatgg attaacagtt gaacgtgaag gcttacaaga attactgtca
   928621 gatatgacgt gtcatcaagt aagcaaagtt attgtactaa atacatctcg gttatggcgc
   928681 tctgatatgg caaaagtgtt aatacaacga gagctaaaga aacatgcagt tgatgtgaaa
   928741 gcaattgaac aaccgaatta tagtatatac acacatgacc caaatgattt tttagtaaat
   928801 ggtatgttag agctattaga ccaataccaa cgtcttgaga ttgtattaaa gctaagtcga
   928861 ggtagaaaga aaaaagcgga acaaggtgga tatgctgggg gcggtgtgat gtttggttat
   928921 agagtaaaga aaggacaaaa agtgttagaa gtggatacta ataaagcaat cgttgtacgt
   928981 agactatttg agctacgaca cttttgtaag cattggtcac ttactcaatt ggcagaaaga
   929041 ctgaataggg aaggctattg tacagagaaa gggaagcggt ttacgaaagt acaagtgaaa
   929101 cgcatgttag accgagagaa cttttatcga ggggtatata catacgggca aatacaaaca
   929161 aatgggaaac atccagcaat tatataacag tcttacttaa aaaaatcgct cattttacta
   929221 tatgtactta tgaaattatg aaaatggata ggcttgcgta cctatgcgca tcgaaagatg
   929281 aacgctcgaa ctaaggttgc cgacattttt gtatatgact aaattattga atagagggat
   929341 gagttatgca taatagacag aactatttgt atgtaggagt agatttacat aaggagcatc
   929401 atacggctgt tataattaat tgttggcaag agaaattagg agaaatacaa tttgagaata
   929461 aaccatcggc attttcggag tttttattag aagtagagac atatgtgagt aatggtttat
   929521 cagttgtatt tggtttagaa gatgttggtg gttacggaag agcgttagcg aaatatttag
   929581 tagatcatga acaagtagtg aaagaagtaa atccagcttt atcattttta gaacgaaaga
   929641 gccaagtgat gatacaaaaa aatgatagtt gggatgcgga atgtgtggca cgcatattgg
   929701 taaacaaatt taatcaattg ccagatgcaa agccaaatga tttattttgg tcgatacaac
   929761 aattggtttc aagaaggaat gcattagtaa aagcacaaag tgcattaaag aaccaattac
   929821 atattcaatt aaaccaccat tatccaagtt ataaaaagtt tttctcagag ttagatggaa
   929881 aaacagcatt agcgttttgg cagcaatatc cgtcaccctc ttgtttagag ggggcaaata
   929941 taaagcaatt aacagctttt ttattagatg ttagcaacaa tacatgttca gtaaagaaag
   930001 caagcgacat attaaaactt gtaaaagaag atggacaaac aatgaaagag tatcaagaaa
   930061 tgcgaaactt tttagtaaga agtattgtac gggagattga gtttaaaaga aggaaatgaa
   930121 atacatcgaa agagaattaa aacagctagt aaatctacta gattatcaat tagagacgat
   930181 gccgggaata gaacttgtga cggcatcagc attaattgca gaaattggag atgtaagacg
   930241 atttccaaat gccaacaaat tagcacgatt tgcggggatt gcgcctgttt actttggttc
   930301 tggtgggaaa ggtaagacac acaaaagcaa acaaggaaac agggcgctac acgctttatt
   930361 ttataattta gcagtgcagc aagtgcaagt agcaaaaggc agtaagatgc cacgaaaccc
   930421 agtgtttcat gcgtactatc aaaagaagct taaagaaggt aaaacaaaag gacaagcact
   930481 tgtgtgtatt atgagaaggc ttgtaaacat tgtatatggc atgatgaaat ataaaacggc
   930541 atatgaattg ccgatagtag aagaaaaaga agtagtttaa taaggtttac atggtttgct
   930601 tttttattgt gagggtttaa gattacaaca tagggtacgg gtgatattgg aacaccgcct
   930661 cgatacgggg aaagaagaat ctcaaaggaa ttatatgatg aattaagaga tggaacgcct
   930721 actgcaaagc tacgggaaaa agttaatgag ggcattgagg ataaaatagg aacgcctgac
   930781 cctgctttac ctggtaagta tattacagat agacttcaag ctgatcatat cgtatcaatg
   930841 aaaaatatag caaagatgga aaatttcgat aaattaacga aagaacaaca acttaaggtt
   930901 ttaaacaatg aagagaattt tctaggatta agtgaagcag ccaataaatc taaggggtct
   930961 aaatcttatt ctgattggac aatttataag aaagaaaaaa ttgaagttga tcctaagttt
   931021 agagaagaaa tgataaagaa ggaaaaagaa ttagaaatga aattacaaaa acaaattgat
   931081 gattttgttg aaggaaataa aaaggatata gataaataaa ggagatagaa ttatggaaca
   931141 aaaacttggt tttttaagaa aatataaaag aaatgcacaa cttatatcat gccatgagat
   931201 taataaactt gatagtggga aaataccaaa ttcatggtat gaattgtttc aagaagaaaa
   931261 cgtagacaag agagttgaga gtattttatc gatatggaaa gagcaagtag gagtggaatt
   931321 aagaaacact atttcttatt tgtctaggca ccttgaagaa gtagagctta tgaacacaaa
   931381 tggtagatat tcaattttat acactattaa aacagataat ggggaaattc tatattatga
   931441 agggggaaat cccaaagatg agtttaataa tgaagaatta gaaaaatctt gggataagat
   931501 tccttcaaca atacgaaatt tttatcgaac tgttcataat ggtttctatt tttatgcgag
   931561 tcaatctatg ggtttagttc ctttagaaaa tgtaactttt tttgatgatg atgaatgggg
   931621 tattattgag gagttagaag aacctttaca aattgattta caaactactt ttggtttctt
   931681 taaaagtggt atgggtggtt atgttgcagt agattataag aattctaata atgataatgc
   931741 gactttatgg tggacgaata aagagcctag atataatatg aatttttggg acattgttga
   931801 tgaatggata ttaattggat ttgaagttta gtttaaaggt tctgttgcaa agtttttata
   931861 taaacaaaaa aatcctaatt tagtaggtag agtttataca actttgaata gattctctaa
   931921 ttcattgtac gtcgaaaaaa cgaagtacga gcttaggcga gatgacattt taccgggcga
   931981 taaatataaa cacacggaat gtatacgaaa ctaacgaact cgtacaaact cgtaagtttt
   932041 aacgtagtag tttttatgac atacaaaagg tttcatactt ttactgcagg atttacaaat
   932101 ttatgctact taaaaacata tgaacttaaa gcgcttgatt gtctatgaaa ggcaacaagt
   932161 gcttttttcg tctcagtata aaaatgatat ataataaaga taaagttaat attagattga
   932221 gattataaaa agtgaaaaat aggtactaaa aagcagctgt cgatggcata aaaacagcca
   932281 acaacaaagt aaaagagggt gtaaactttg tagcctccac agcaaaagga tttgccgaca
   932341 aaatcggaag cctatggaac aaaggtgcca caaccgtaaa aacaactttc ttgcagggga
   932401 atgaaaagat ccagcacgca gtaaaaacat taatggagta taaatggatc ccaggtgagg
   932461 gaaaaggctt cgccatggct ggagtaggaa atgtctcagg aggaggacag tattctctga
   932521 aagaggctta tcagtatatg gagagtaagg ttgttaaggg tacggttgga gctaataact
   932581 ttaaatttgg agataatgct aaaaatcatt taaaaaatgt tgagaatata agcactaaaa
   932641 aaggggttag tggtggacat aacatggatg aattttacaa tgctttaaaa aatcaggatg
   932701 ttgatgtaga agacttaatt atatctaaaa aatcacattc ttcaattgaa gggatttatg
   932761 agatagaata caaaatacct agaaaagata tggctggaaa tattgcagaa cctgtttcgt
   932821 ataaaaatat taaggagcct aaaacaatat acgatccagc aatgattagt gatgataaga
   932881 tatatcagtg gggaaaagaa gcaatgcaaa agggaacaat aaatggtagg cttgttgaag
   932941 gtactgcttc aaatggattg aagttcagag gttatttaaa tgatactggg gagataacta
   933001 actttttcca aattctagat tgatattatt aagatacaat atttatagga ggataaaatg
   933061 aatagtaatt ttgaatttat tgaagataaa gagaaaaacg atgaattgat gtcaatatat
   933121 tttaacttta taaacggtaa gtacttggaa agagctttga gtttttttgt aaaaaaagag
   933181 gggtttggac aagaaatagt attcgttcat tttcagtctg atttagatga atttgatatg
   933241 tcacagctac ctataccttt agatgataag catgtgttag ttgaattaga ttctccagct
   933301 gttgagtctg aacaacaagt gtatttggac tttgaaactt tttgtaatta tttggaagaa
   933361 catgtgaaaa aagaagtgga aaaaaatcca gaaagaaatg gattaatgga tttattagtg
   933421 caagttaagc gcagcttaaa tttgtaatat cttatagcca ttttactaga ttcgaagggc
   933481 agaaaaagaa ctttttgaag agcgcgtttt tattaggatt ttattatatt tcaataagga
   933541 agattgtctg atattgaata agtaaagagg aagttataga tgaataagac ttaacaaaag
   933601 ggacctcata ttttaggtct cttttgttaa gtgtattgaa aaaatctcta attaaaaatt
   933661 agcgtgagat aataaatata atggtacggg taaggttact aaggatgtaa acaaaattga
   933721 ttatggagct tatttaaaaa agaatatagg agatcctcca aaagatatat ttgatccgca
   933781 tgcgcatcat attgtattta aaaaagaaaa tggaaaagct caaaaagaat tagttaaaga
   933841 aaatgctaag gtactaaaaa tacatgagaa tgaaaagggg attattgtat ttggtaataa
   933901 tccacaacat actgaggtta ctgtttttca aaataaagtt ctgaaatggc aacgagaaaa
   933961 tggaaagaga taatttaatg aaagtaggtg catttatggg agaaacgaga aatcttatga
   934021 atagtatatg gtttggagaa aaaacaattt tagctaaatc ggaaataaaa gaaaaaattt
   934081 taaaatctgt aacagaaacg gaagttttat ttaacttaat agaattattt aaaacggggg
   934141 attttactca aaaaccacta ttcgttcaat taatgaatca gactaaagat gaagcggttc
   934201 tgaatttatg tattagagta tttttatctg tcgcaacaca tgaagactta agggattcaa
   934261 ataatctccg ttttcttagt gaggtaactg aagaaacagt agacactttt gcatcagcag
   934321 ccacaacctc actttctctt gaggtaattc catatttatt ggctttactt gaagagtggg
   934381 aggaattcag tgatacagct accattataa gagactctat tgattccttt attaattttg
   934441 aagatcaaat tggtgaagat gcaactatag atgaaattgg aaatttttat tttaagtatt
   934501 gtcaggagaa ggatacaaat agttattatt ttcaatagaa tttagctttt cctggagact
   934561 tagctaaaaa attgattcag cgggttatga ttgctgctaa taatgaggag caattaaaaa
   934621 tggaattaat accatcttta ttatcaattt ggactggtaa aagagtacct gcggattaca
   934681 acactattat tagtgcaagt aattataaag attttattga ctgtataaac gaactttcaa
   934741 gtgaaaactg ggaaaaggga caaaaatatt tttacggata taagctttaa ctataatcta
   934801 tgaaaaacaa aatatatgtg aagtggatag ggaaaaataa tagtgtgttt gaaaatacat
   934861 acttcatgat ggttgtacca tcatagagta ctatgtgtaa tgatagaata agaaaacgag
   934921 gtacgagctt aggcgagatg acattttact gggtgatgaa tataaacaca cggaatgtat
   934981 acgaaactaa cgaactcgta caaactcgta aattttaacg tagtagttat catgatataa
   935041 aaaaattttc ttactattac tacaaaactt acaaaatata aatttaaagc aattgcttgt
   935101 tgagtatagc aaacgcgaaa tcgtacaagt atggtcccgt aatagagaaa taaaattgaa
   935161 taaagagtaa aggaatgtat ccgttgcgct atttcatagt gcaacggatt ttttagttcg
   935221 caaaattcag cactttctca tcaaatttta atgtaagctt aattgtgctc tcttttttca
   935281 cctttaatat aagccgtaga tacgaaagat atataaggtg aagggagaca taatacatgc
   935341 gtattttagt tgtaccatca gggtttaaag aaagtttagg ggcgaaggaa gctgccgatg
   935401 taatgaaaga ggggatttta aaagttatgc cacttgctac tgtagagact ttaccgatgg
   935461 ttgatggcgg ggaagggttt acagaggcaa ttataaatat tactggtggg aaaatgtatg
   935521 aagtacaagt aacgggacct gttggagatg agatacaatc ttattttggt gtttttgaaa
   935581 caagaaacgg tgagcgtaca gctgttattg aaatggctgc ggcagctggg ttacgccttg
   935641 taccgagaga tttacgtgat ccaaggaaaa cgactactca cggtgttgga cagttaatag
   935701 aattagcttt aaacaaagga gtagatcgta tattaatagg atgtggtgat tcaggtacgt
   935761 ctgatggagg tgctggtatg gctgaagcgt taggtgtaaa gtttttaaat gaagatgaaa
   935821 aggaaataca aattcaaggt ggcacctctt tattacaagt ttcaaaaata gatacgtcac
   935881 aagtagatcc tagattaaga catgtccaaa tcgatgttgc ttgtaattgg tttaatcaat
   935941 tatgcggtga gcatggagta gctagagtgt ttggtccgca aaagggtgct aacgaagcac
   936001 aagtaataga actagaaaaa gcattggaac gctatgcttc tattataaaa aaagatatag
   936061 ggatagatgt acatcataca ccaggaagtg gtgcatctgg cggtcttggt gctggactgc
   936121 aagctttaat tggggcaacg cttcatccga gatacgacat tattatgaag tatatggatt
   936181 taaataaatt attgttaaag tgtgatcttg tatttaccgc ggaaggaagt atagattttc
   936241 aaacaccacg tgagaaaatt ccagctgagg tggctaaatg tgcaaaaaga tatggattac
   936301 cagtaatagc gttagtaggg acagttggta aaggggcacg tattaattac gattacggaa
   936361 ttgatgcata tacaagcata ttaccaatgc catcttcatt agaaaatgca ttttctaatg
   936421 cggagaaatg gcttcgtgat tgtacagaga gtacgatgcg tacagtttta gttggctatc
   936481 aaatcgcttc tcgtttaaat aaaagtgggt acgtatcatg attgaaaaaa atgtagtgga
   936541 attacatgtg gataataatg atactccgaa agttaagtca tcctgggttc tgcccgtagc
   936601 gcttatatta attgtagaaa tagttctttt gcttccatca tcattaacga tggaagcaaa
   936661 atggagtttg tttggatttt gttctgcaat tatattatgg acaacaacaa cgataaattc
   936721 ggcctatatt gcactcggtt ctgtattatt tctaattatt tcaggaacag caaagcaaga
   936781 tcttttattt gattcgctag cttcggatgt catttggctt atgattggtt cgtttatttt
   936841 aggaagagca cttcaaatta ccggtctagc tgaaaaaatg acgtactttg ttgtgaatcg
   936901 tgctcgtaat atatcaggat tatgctggat tttaacaatg attattcaaa tacttgcctt
   936961 ttttattcca tctacatcgg gacgcgcagc agttgtatta cctgtttttc aagctatatg
   937021 taaagaaatt ggaagtagaa gaattgcgaa agcattagca attttaatgc ctactgtgat
   937081 tttagtttca acaagttcta caattattgg ggcaggctca catttaatcg ctctagatat
   937141 gttaaatgaa tttaataata aaaacattac atttgtagag tggttaatat ggggattacc
   937201 atttggaatt ataatgagct ttataagttg tcgcgtaata ttagtactat ttttagacaa
   937261 agaggaagta aaaacgaaac tgcaacagaa aaaagttaag tttgaattat cacgaaatga
   937321 aaagtataca ataagcattt taatagcgat ggtagcattt tggctaacgg aatggttaca
   937381 cggtttggaa attgcaactg taactataat aggagtattt ttattaactt taccaaaact
   937441 cggtgtgatg cagtggaaag aaagtttaaa aggtgtctct tggaatttaa ttttatttgt
   937501 tggagcggca attgcattag ggaaatcatt aatggaaagc ggtgcagcgc aatggattat
   937561 gcagaattta tttttagtaa cagaattaat taataagcaa tccattttca tcgtgttact
   937621 cgtaattgtt atcctttcag ttacatcaca tttatatatt acatctcaca ctacgagagc
   937681 agtaattttt attccaccac tactatactt tgcaagtagt ctgcaattaa atgaagtagc
   937741 tgtcttattt ttaggtattg ttggaatgaa ttattgttta acctttccgg tcagttctaa
   937801 agcactacta ttatttcaag aaagtgatag agaaactttt caaccgcaag atttattaaa
   937861 attaagtagt tatttaagtg ttatttatat atttgtaatg gtcatatttt actatgcata
   937921 ttggcaatgg gttggattat ctctttaaaa atcaggaata tatttcattc ctgatttttt
   937981 tcattaagga taaaacatat tgggtatttt ttcttttgaa ggaaagtatt acttgttata
   938041 ctaaaatggt gcaaatatat attataggag gcttttatgg gagaaagaat tttaatcgtt
   938101 gaggatgaag aaaaaattgc tcgtgtcgtg cagttagaat tagaatttga aggatatgaa
   938161 agtgaaattg caaaaacagg tacagaggca atggaaaagt tcggaaatgg taattgggat
   938221 ttaatattac ttgatgtaat gcttccaaat ataagtgggt tagaagttct tcgaagaata
   938281 cgtttgaaaa atgctgtaat acctattatt ttattaactg ctcgtgattc agttgttgac
   938341 aaggttagtg gtttagatca aggagcaagt gactatatca caaagccttt tcaaatagaa
   938401 gaattattag cgagaattcg tgcttgttta agaatttcaa atgtagtaaa agaagaggaa
   938461 aatagtagtt atcaaattgc agatttatat ttagatgaga aaacgagaga agtgaaaaga
   938521 gggaatagtc taatcgactt aacaccacgt gagtttgatt tattactatt tttaatgaag
   938581 catgaaaatc aagtgttaaa ccgtgagcaa attgtaacga atgtttgggg atttgattat
   938641 tatggcgata caaatgttgt tgacgtatat attcgatatt tgcgcaaaaa agtagattgt
   938701 aatgtggacg taccacttat tcacactgtt agaggtgttg ggtatgtctt aaaggtgtaa
   938761 catatgaaaa ttaaaaataa aatatattta ttctctacag tatggttact acttatttta
   938821 ttaattatta atagttcaat atattttttg ttttataaag tgactacgaa cggagagtta
   938881 gaacgattga aacgtgaggc aatacatatc attgatggaa tgaacgcgga ttcagcaaag
   938941 aaagtagatg caataagtct attgcaacca tacttacctt caaatggtat gattagaatt
   939001 attaatgaaa attcaaaggt aatgattagg caagaagtgg atagtacaaa accaattcca
   939061 gcattaaata cgaaatttga aagaaaagag tcagctggaa tttatgagaa gaacgagggt
   939121 aaatttgcct atataaaaat accaatcatt tggaatgatg ggaaaatcgt ttcgttagaa
   939181 atgacagaac gtttagatag tttgcaagag aatttaaata tgttaaaaaa tgtattagtt
   939241 attgcatcac ttctcgtttt aattccgtct ttttttgcag gaagaatgtt aagtaagttt
   939301 attttaaaac ctgtaaattc tttaatacaa actatggagc atatacaagt tagagggata
   939361 ttcaaaaaaa taccgcttga gaacaagtca aaagatgaac tgcacaaaat gggatcgaca
   939421 tttaataaaa tgattgattt attacatcag aactttgaaa agcagcaaca gttcgtttca
   939481 gatgcttcgc atgaattaag aacaccgtta acagttattg aaagttatgc gaaattatta
   939541 aaaagatggg gaatgaaaaa acaagatgtt ttggaagaat ctgtagaagc gatttattca
   939601 gaggcagtaa gaatgaaagg tatgacgaat caaatgttgc ttcttgcaaa tagtagtgct
   939661 gattggagtt tggagactaa cgaatcagat ttagtccgat tatgtcaggt gactgctgag
   939721 cagttagaaa aaacatatgc tcggaatttt cgtgttataa cagatgaaga aaaaattgtt
   939781 gtaaatattg acgaacaaaa aataaaacaa gtattagtag ttttattaga taatgcaatg
   939841 aaatacagta aagattctat agatattata gtaggaatac aaaaagaaaa agtctttttt
   939901 tctattcaag attacggtat gggaattcct aaagaagata tacagaaagt atttgaccgt
   939961 ttctttcgag ttgataaagc gaggagtagg gaaacagggg ggactggttt aggtttatcg
   940021 attgccaaac aaattattga tgctcatgaa ggagatatac aacttgaaag tgaagaagga
   940081 aaatggacga aagttacagt aaatttacct catttttcat aaagagatag gagctttaaa
   940141 catgaaaaag aaatggaaaa ttgcattgtt agtttgcttc acggttgtaa gtgtagcgtt
   940201 tgtatcacaa cgtattgttt ctaagcaagg agaaacaata ttatctgaga agcaaattca
   940261 aagtattgtt tctgaacagt atcctggaaa aattaaaagt atgaaattaa taaataaaga
   940321 ggaacaagat ttttataagg taaatcttct aaatgaacaa ggctcatatg aaataatagt
   940381 agatgccaaa aatggagagg taaaacgcgc aaaagaaaaa tcattaaaaa gtaatacaat
   940441 aacgaaagag aaagcggaag aaatggcgct acagaaagta caaggtgaaa ttaaatatac
   940501 tatattagaa aagagaaatg agatagaagt gttcgtaatt acggtagaaa caaatgataa
   940561 gcaaagtaag gtagttgaga ttgaaaaaac aactggtcaa attcaattgt tagagaaacc
   940621 gatgacaaaa gttacagaag agcaggcaaa agacattgca gtgcagcaag tgccagggaa
   940681 tgaaaaggga attaggcttg agcaaaaaaa tgaaaaaaat atatatgtaa tagaaataga
   940741 gaaaaatgca aatgagaatg taatagtaga aattgaagaa actacaggcg cttttattgg
   940801 tacttcacaa atacaaaaag ttataacaga agagcaggcg aaagaagttg cgttacaaaa
   940861 agtacaaggt ggatttattg agaaggtaag tatagttgat ataaatggta cggctaccta
   940921 tcaaattata ataaaaaaac aaacagaaac ggttgatgta agggtacata caataacagg
   940981 agaaattata tcaactacat cagtaaataa cactattcag caaaaggagt catcgcaaca
   941041 acaagatgac gatcatcaag aagaaagcga cgatgatcaa gatgatgatg acgaaggata
   941101 atgacaacaa taaacggatt ctcatcaaat tttaatgttc ctcacagatt tctttcattt
   941161 taacatttta gtatgtaagt aagaaagaaa tgaagaggag gaatatgaaa tgaaattatg
   941221 gattggaatc gtaatggtgc ttttcattgc tggagggaca gcatatggtg tgaatgcaat
   941281 ggaatatgaa gaaacgcgat atgaagagag agaagaaaaa agttacgaaa gtaaagagct
   941341 tagtccagaa acagctaaac aaattgcaat tgaaaaggta aatggagttg tagaggaaat
   941401 tgatgtagaa cgtatggacg ataagggtgt atatgaaata gaggtagaaa caaacaaagg
   941461 tgaggaagaa atatatatta acaagaaaaa cgggaatatt atagcggaaa aggaatttga
   941521 atttattaaa aatgaagatg aagatgatga caaaggtgaa gacgatatgg agtatgatga
   941581 tctagatgat taataacatc gccctattgt acaaaattac aacggaacat tcttttcgaa
   941641 aaaaattaac atataccttg acagttacca atataaccga tatacttcat attaatttca
   941701 aaagaaaata tattctaaat attaaaatgc gttgaatagg agtagtaagg tcatgtattt
   941761 gtacagagag ctatgggttg gtgtgacata gtcaaatgac atcctgaact cgcctaggag
   941821 cagtaaggta gaacggaatc acattcttag taaatcttaa cggttaacct tcgatattag
   941881 gtttgtaatc gaacgattac tactaaggtg gattcataat ggaatcaata agggtggtac
   941941 cgcgttaagc aaatggctta gcgtctcttt atataaagag atgctgagcc attttttatt
   942001 ttatagaaaa agaaatggag ggtttatttg gataggttca taaaatttat atatttatat
   942061 aaaagattta attaggagga aaataagatg aaacaaacgg agcaatggac ttcgaaatta
   942121 ggttttataa tggctgcagc aggatcagca attggactag gtgcaatatg gaagtttcct
   942181 tatatcgccg ggaagagcgg gggaggggca ttctttttaa tctttatatt atttactgta
   942241 ttaattggat taccactact tatagctgaa tttatgattg gacgtagcac gcagaaacaa
   942301 gcagttgacg catttaaaag tattgcacca aatacagggt ggcactggat tggacgcctt
   942361 ggcgtaggaa cgtgttttat attactttcg ttttatagtg ttgtaggtgg atgggtattc
   942421 atttatttat tcagaggagt aactggacaa cttattactc caggacaaaa ttacggtgcg
   942481 ttgtttactg aaacaattgg aaatcccgct tgggctattt tgggacattt cgcttttatg
   942541 ttcattacga tttgggttgt atcaaaaggt gtacaaaacg gaattgaaaa agcaagtaaa
   942601 tatatgttac cagcgttgtt cgttttattt gtggctctta ttgttcgttc attaacactt
   942661 gataatgcga tgcagggtgt gaagtttttc ttgcaaccag atttttcaaa gattacttca
   942721 gaaagtattt tgttcgcaat gggccaatca ttctttgcga ttagtatcgg gatttctatt
   942781 atggttacgt atagttccta tttaaataaa aaagaaagtt taccaaaatc agcaataaca
   942841 attgttggat tgaatttatt tgtttcatta tttgcgggtc ttgctatttt tccggccgta
   942901 ttttcattag gaatggagcc gacagaaggg cctggattat tatttatcgt attaccatca
   942961 gtatttagtc aaattccatt tggtggtttt ttcttaacag tatttcttgc actatttaca
   943021 tttgcgacat taacatcggc attttcttta ctagagacag ttgtttcagc attagcaaat
   943081 ggagaacaag aaagaagaac aaagttatca tggatgatcg gtttctgcat tttcttagta
   943141 ggtataccat cagctttatc atttggagta tggagtgata ttacgatttt cggaaagaat
   943201 atttttgatg ctgtagactt cttatctagt aatatattaa tgccacttgg tgcactattc
   943261 attagtattt ttgtttcatt caaaatggaa aagaaggtgc tagaagcaga tttttttgta
   943321 ggtggtaatt atggaaagaa agtatttact tgttgggcgt ttttacttcg atttgtagcg
   943381 ccgctcgcaa taattatcgt ctttttaaat gtaatagggg ttatttaaga ataaatgtta
   943441 taatattcag taaaaaaagg tgatgtttat ggccgatttg atagaaacag ggaaatacat
   943501 gaatattaga gggaaaaagc tatacgttga aacgcatgga gatcctaaaa ataaaccagt
   943561 tctatacttg catggtggac cgggagaaag ttgctatgat ttttcatttc atcaagcgga
   943621 acgtttaaaa gattctttat atgtaattat gatagatcaa agaggtgttt gtcgctcaga
   943681 agaaattact gaagacgaag cttttggatt aaatgatttg attgaagact gtgaggaatt
   943741 aaaaaaagta ttacaaatta agaagtggtc tataattgga cactctttcg gtggatattt
   943801 agcattgcta tatgcgtcga tatatccagg ttcaataaag aaaataatat ttgaaggacc
   943861 aacttttgat tttgcattaa caagcagggc tttgttgcaa aagacagggc atttattaaa
   943921 aaagtatgga aaagaagaag tagcagaaga atctcttgct tattcatcta gcaatgcgag
   943981 ttcagaagag ttgctagaag cttatataag actaagtgat gaactagaag aaaaaagaat
   944041 ggagatttac aattataagg aagatgggac agatgagagt ttatatagtg atgaagagtg
   944101 ggaagtattt tcaaatcgct ccaagatcca ttttgataga ttaaaattag agggagcatg
   944161 tcatacgtca ttattatcta aaataaaaga tgtacagaat ccaatgttat taatagtagg
   944221 aaaacatgat gtagtaacgt gtgaaaaaca aattgaaata tttaataaag atgctcgaaa
   944281 cggcaagtat atcgtatttg aagagagcgg tcattcacct cattatgagg aagcagatag
   944341 attcgcagaa acagtcatac attttttaaa atgaagaaaa gggtgcttct cttaataaga
   944401 agcatccttt ctaaatttct ggatatgtga ttgtaatgct aggccactta ctttgccaat
   944461 tctttttaat aactctatta ttgtacatat gtaatcgttc tttcgattca agaaaatgag
   944521 ctgttggtct cacttgtaag gaaagtacat cttctatcct gcacggagct gttaatataa
   944581 cattgttttt ttcgtctaat gtaactccta aagacgttgc tgtttcaggg aatttagaaa
   944641 tagcatcaac agaagaagaa tacggtggca tattatttac tacatgcata cgggcttgat
   944701 tctttacaga ccaagggata gcagcatcca tattcattaa tttcgtttct aatgattgtt
   944761 cgtatatctc atctttatgt agactatcat aataaatcac atcaacatca ggcatagtcg
   944821 ttttagcttc atagttatgt aaagtatccc aaattttaga acgaataaat ccggcacaaa
   944881 tccaccaatc aggtaattct agtgattttg ctatttgtaa tacattcatc atccattcgt
   944941 cgttttctat taagcgaact atatcttgct ctgtttgtat tttcatttgt tatctcacct
   945001 tcttttttag agagtgcatt aattcataag ctttataatc catttaatcc agtaagcacc
   945061 tggtatgaat aacagttgag ctagtaatgt accaaaaagt ctagaaatca ttagccaagc
   945121 atacatttta ctcattgctt cagcaccttc ttctgattga agagcgcact ctgttagaag
   945181 agcaatacgt ggatctaata gcactgttaa taaaatagta gcaaaaccat taataagacc
   945241 agaagctgta gtggcttttg ttgcgaaagc tggaattaaa aaagaagcat ataatgcgga
   945301 aagaaccccc gctgtataaa tagcagtaga aaacatgtta ataaccataa tacgttttgg
   945361 aataccaccg atacgcagcc tatgaatcat ttcgaacttt ggaaaccgta catatttttt
   945421 tgtgtacttt aatttttgaa tgttattcgt cttcatcatt cgaatgaatg aaccatctgt
   945481 ttcaaaattt tgaatgacat atccaaatag ttttgtcaaa gttggatata gtataatcgc
   945541 aagcaacgta ccaacagaag ccgataatag aacgagtcgc ataatattct ctaaatcaat
   945601 agaagaatct agttttgctt catcgacaat cccgccaagt aaaaaggctt gtagtaagtt
   945661 tgacgttctt gaaatgagta acacgattcc tacgacagat aatgcaacag caatcttctt
   945721 taaacgaacg cctgctaagc gaatactata agagcttgtt tcaactgcgt ggattacaat
   945781 tgtgaaagcc attataaaaa ttaacgtaat tgccatttgt ttcaccagtt tctattaaaa
   945841 taattgtaac ttttttactt tatcatatct attacatttt gtaactgaaa gtatgtgaca
   945901 taggaaaagt aatttttcag aaaaaaagat aatgatagta ttataataga agggaaagag
   945961 gggaaatctg ttataggtta cttataaagt aaaacgagtg ggggggattg aaacgtgtat
   946021 acaacatatt tatttgattt agatggaaca ttgacggatc cgaaagaagg gattgtcaat
   946081 tcagtattgt atgcattaaa aaaggttggc attgaagaat tacatataag tgagttagat
   946141 tcatttattg gtccacccat ccagcaatca ttcgtagaga gatataatat gaatgaagga
   946201 gaagttgaac gagctgtttt ttatttcaga gagtatttaa agcaacgtgg attgttagag
   946261 aataatatat acgagggtat tccaattctt ttaaaacaat taaaagatac aggcaatcgt
   946321 ttatttatag caacttcaaa gcctactatt tttgctgaac aagttataga gcattttcaa
   946381 ctaacgaatt attttgaaga tatcattgga agtaatttag atggtacgag aataaaaaag
   946441 aagaaatcat tgctcatatt ttacaaacaa atgaagaact taataaagaa gaaattgtta
   946501 tgattggaga tagaaagcac gatataattg gtgcgaacca gaatggaatt gcatcaatcg
   946561 gcgttttata tggctatggt agtgaaacag aattgactga agtgggtgca actcatatcg
   946621 caattgatgt aaaagaacta caccatcttt gtttagaaaa tagtttgatt aaaaagtaaa
   946681 tatagagact aaaaatccct ttataacgta cgatgatgaa atcgtttttt gtttaaaggg
   946741 atttttcata tgtaatcgaa tacttataat tagacatttt tagcatgaaa aatttgtatg
   946801 aataagagga gtgatgtcag aatcaaaaga ttagtagtaa aagtttatca ataataattt
   946861 gaattttctg tttaaaggag ggttataatt ggagctagtt attatattat tagcacttag
   946921 tttacttatg tttgtagcat atagaggttt ttctgtaatt ttatttgcac caatatttgc
   946981 attatttgcg gtatttttga cagaacctag ttttgtatta cctttctttt cgaatatttt
   947041 tatggagaaa atggtaggtt ttattaaact atattttcct gtatttttac ttggggcaat
   947101 atttgggaag gtagtagaaa tgtcagggat tgcggactcg attgcaaaga caattataga
   947161 gttagttggt gaaaaacgta caatattagc gattgtatta atgggtgcta ttttaacgta
   947221 tagtggtgtt agtgtgtatg tagtagtgtt tgctgtatat ccgttcgcag ctaaattgtt
   947281 tcgacaagcg aatattccaa aacgtttaat ccctggaaca atcgtgcttg gagcggtcac
   947341 gtttacgatg gatgcgctac ctggatcacc acaaattcaa aacgtaatac ctacaacgtt
   947401 ttttaaaaca gacatttatg ctgcgccaat acttggtatt gtaggggcaa tttttgttct
   947461 tacattaggt ttactatatt tagagagtag acgtaagaag gcgaaagcag ctggagaagg
   947521 atatgatggt tttaacgatg gaaatactga aatggcagct tctttacaag cagaacaaaa
   947581 agatatgccg ttactgaaaa gccttgaaat tacaagagca cagcaagtaa ttgcttttat
   947641 accacttatt ttagtaggtg taatgaataa agtgtttact attatgatac cgaagtggta
   947701 tccgaatggt tttgattttt ctgcaattgg tatgaaagca tttggaaaag tagaattaag
   947761 tgcagtagtt ggaatctggt cagtagaatt ggcacttatt ataggtatag taacaacatt
   947821 attattatat tggaaacgag tcgtaacagg atttcaagct ggattaaata caagtattgg
   947881 tggggcgcta ctggcaacga tgaatacagg agctgagttt ggattcggtg gtgtcatcgc
   947941 agcacttcca ggattcgcaa ttatgagaga tggcatttct gccacattca caaatcctct
   948001 tgtgaatgga gcagtaacga cgaatatttt agctggtatt acaggctctg catcaggagg
   948061 aatgggaatt gttttaagtg caatgggtga taagtttatt gcagcggcca atcaattcga
   948121 tattccatta gaagtaatgc atcgtattgt gtcaatggca tcaggaggaa tggatacatt
   948181 accacataac ggggctatta ttactattct tacagtaaca ggtttaacac ataaacagtc
   948241 atataaagat atttttgcaa ttactgtttt gaaaacggtt gctgtgtttt tagttattgc
   948301 attctataca gtaacaggaa tttattaagt cgatatatta tgaactaaaa tattaattag
   948361 ggtaagaagg ggtggagtac ttgcaagaag ttgctgagtt tcgtatgccg aagtctgtat
   948421 tatatggaag aaattctctt gaaaagctgt gggaacaatc taagaaattc gggaaaagag
   948481 cgtttatagt tacggataca attatggagg atttaggata tgttgagagg tgtatacaac
   948541 aattaaatac gaaaggtata actgttatta catataataa agtaaatgct gagcctacaa
   948601 atatacacgt gttagaggcg ttaactattt gtaaagaagg aaagtgtgat tttataatcg
   948661 gtcttggtgg tggaagttgt attgatgcag caaaagcagt tgcggtgtta tatacaaatg
   948721 gcggagaagt ggaagattat gtccaaaagg atagggaaat agacaatgat ccgctaccac
   948781 ttattgcaat cccaacaacc tctggaactg gatcggaagt aacaagtgta gcagtaatta
   948841 cgaataaacg aacagatgta aaaatgatga tgaagcatcc gagttttacc ccgcaagtag
   948901 caattattga cccaatttta acacgttcgg taccacctca cattacagca gcaacaggga
   948961 tagatgcttt atgtcatgca gtcgaagcat atatttctaa agtttcacaa tcacttacag
   949021 atgtattagc tctttccgct attgaaagta ttatgaaata tttacgtatt gcatatgaag
   949081 atggagagaa tatggaggca agagaagcga tgatgatagc gtccttacaa gctggaattg
   949141 cattttctaa tgcatctgtt acattagttc atggcatgtc gagaccagta ggagcattat
   949201 ttcatgtacc acatggtata tcgaatgcaa tactattacc tacagtttta gagtatacaa
   949261 aaggtagtgc ggtaaaaaga ctagcggaaa ttggccgctg tttaaataaa gatttgtatt
   949321 cctattgtga tgaagaagta gccgactaca cgctggggga aataaaaaaa ctttgttttg
   949381 atcttcatat tccaaattta aaagaatacg gaattggtga gcttgagttt gaaaaagcta
   949441 tttctaaaat ggcgtcagat gcaattgaaa gtggaagtcc agcgaataac ccacgtgtgc
   949501 catcatatga tgaaattaaa cagttgtatc gagaatgttt tcattataaa tatgaagatt
   949561 caataaaaac attaggggat taatttcaga atattcttat aaaatttcct tggaaatagt
   949621 taaaacaagg ctttatattt caaacgtaaa gtcttgcttt attatgtata atatacataa
   949681 taaaatgttg taattaactt taaaaaatag tgtaaggtag gtgtaagtta atgaaaacga
   949741 taggtttaat tggtggtatg agttgggaat caactgctga atattatcga atcataaatg
   949801 aagaaataaa aagtagatta ggtgggttac attcagctaa atgtttaatt aatagtgtag
   949861 actttgaaga gattgaacga tatcagtcta gcggtgattg ggatagtaca ggagaaattc
   949921 tagagaatgc agcatattca ttacaaaagg gaggagcaga ttttataatt atttgtacaa
   949981 atacaatgca taaagtagtt gagaaaataa aggagaatat tcatattcca atcttacata
   950041 ttgctgatgc aactgcaaaa gaaattaaaa gaaaagatat tcaaacagtt ggtttgcttg
   950101 gaactaaata tacaatggag caagatttct ataagtcacg tattgaagag aatcatataa
   950161 aagtagtggt accatcagaa aaggatagag ataaggtaaa tgaagtaata tatacagaat
   950221 tgtgcttagg aaagataaca tctcaatcta gagagtatta taaaagagtt atagaaaatc
   950281 taatacaaga aggggccaaa ggaattattt taggatgtac agaaatagga ttattaatta
   950341 aacaggaaga cgtatcagtt ccgatattcg acacaaccca tatacatgca gttgaagcag
   950401 ttcatttcgc cttactagag tataattata ttatgtaacc tagttcgtgt atgtggaaaa
   950461 cattcagaaa atattttata atgtaagtgg ttacaattaa gggggaatgc gtatgttctc
   950521 ggttcaacca atcgcatttg tacataatga aagaaaggaa ataaaagatg atgagtgggg
   950581 agaagtaaga tcctgtatta ctttaactga aatgtataca gaggaaagta tacaagggat
   950641 tgaagatttt tctcatattg aaattgtttt ttattttcat aaagtaactg atgaacaaat
   950701 tcaatatgtt gctagacatc ctagaaataa tcatgattat cctaaagtag gtatttttgc
   950761 acagcgcggg aaaaatcgtc cgaatcgcat aggggcaaca attgtaaagg tgattaaaag
   950821 agaaggtaaa tcaattattg ttgaggggtt agatgctatt gatggcaccc ctatattgga
   950881 tataaagcca ataatgaaag agtttatgcc gagagaagaa attgtacagc ctaaatgggc
   950941 aacggatata atgagacagt attggaaggg gaatggagta aaatgagaat atatgaggca
   951001 acaattgcag atttagatgg actagcatca gtttttaata actatcgtat gttttataga
   951061 caagattccg atatagaagg agcaaaagta tttttacgaa atcgaatgga gagaaaagaa
   951121 tccgttattt tcgtggcagt tgaagacggt gaatatattg ggttcacaca attataccca
   951181 tcattttctt ctatttcgat gaaagaatta tggattttaa atgatttatt tgtgcaagcc
   951241 gctaagcgcg gagcaggaac aggaaaaaaa ttattagaag ctgcgaaaga atttgcctta
   951301 gaaaatggtg caaaaggtgt aaaattacaa acagagattg ataatttatc agcgcagcga
   951361 ttatatgctg aaaatggata tttgagagat aatcgttatt tccattatga attaacgttt
   951421 taaataataa tagattaaaa gaggcgcttt cattttgaag gcgtctcttt taatttgcat
   951481 tatagttgat ttaaaaccca atttgtcgca tcttcaaagt tttctgcaat gtagcttggt
   951541 tcaatatgtg cccacttgtc tcggtacgta tgtaaagcgt cgtatccagc gcctgttcgt
   951601 actaaaattg ttgtcgcatt cacttttgct cccgcaacaa tatcagtcca gcgatcacca
   951661 attaccaatt acagcacatt gtgttaaatc aagcccatgt ttttccgctg cttgcagaag
   951721 catacctgta cttggtttcc ggcattcaca accatcactg tgtttgtgag gacatacgta
   951781 aatatcatca aaaccgaagc tttttaattc ttgtgaaaaa tcggctatag tcgctatccc
   951841 atccgcgata cctggttgat ttgtgaaaga gaaaactttt atatgattag cttttaattt
   951901 ttgcagtgat gcttttgtaa aaggaaataa tgtaaatgat cctggataat gtattgtagt
   951961 gtcgccgcca attgtaccgt cacgatcaat gaaaattgct tgaatgcttg tcatagttat
   952021 agtcctttcc attaaaaagt agtttaaaaa tgttttacaa atcgatagcc atttacttca
   952081 tatcctaatt ttttgtaaaa aggatgagct tctactcttt ttgttccact aactagccat
   952141 gtgccaatgc aattatgctt ctttgctaat tgctctgcat aatccattaa tatgtgccca
   952201 atgccttttc gtcgtattgt agaatcaacg ctaataattg aaatttctcc ataccgagtt
   952261 atatcttcta aattttcacg tatacgaaac ccaagtaatc caaatatagt tttttcttcc
   952321 tcataaacat ataaaaaatc aaaaggactc atttgtacga attgcaatcg gttgttcata
   952381 tcctcatacg aaatagagga accctttagt tctgttgtta aagagcaaag tgcatctata
   952441 tcgtttatcg tagcttcacg aatttgaaaa gacatattat ccactccaat aaaatgtaat
   952501 caaatattta ttattctgtt taaaaatatt ttttcctgct aggaaagtaa atattttata
   952561 atgatatata gatagttata tgttattctt ttccttgttt gtattggaaa tggaaagaag
   952621 gggaatgtat gttagaagta aatatccgct ctgctggata tgaaataggt gaaaaaacaa
   952681 ttcatgatat cgctttttct attgaaaaag gtgaattagt tgctcttatt ggcgcaaatg
   952741 gtgccggaaa aagtacgacg attaaaacaa tgctagggtt gcttgtaaat gtgaatggtg
   952801 aaatatcatt tggtgcaaag aaaaatccgt atgcatacgt accagaacat ccaacttatt
   952861 atgattattt gacgctctgg gaacatattg aattattaat ggctgcccga ggaaacgaag
   952921 taggaagctg ggaaaggaaa gcggaagagt tattacatct gtttcgaatg gataagtata
   952981 aacatgagta tttatcaaag ttttctaaag gtatgaaaca aaaatcgatg cttatattag
   953041 cgtttttaac agaagcagat ttttatatta ttgacgaacc ttttatcgga ctagatccag
   953101 tggctacgaa agagttttta agttatttat ataaagaaaa agaacgcggg gcaggaattt
   953161 tactttgtac gcacgtatta gatacagctg aaagaatttg tgaaagattt ttactcatct
   953221 cacaaggtac attagtcgca gatggccatt tagatgcaat tcaaacgtta gcagaaatgc
   953281 caggaagttc attattagat tgttttgatg taatcgtaag gcgtgaacag catgattaaa
   953341 aaacaatttt ataaaagatt acgccatgaa ctagggcgga aatggaagtc tatccggtcg
   953401 gtaacagatt ggacagtcgc attatatatt attattccag catttatatt tatgggaatc
   953461 tattatcgat cactctggat aaacgaatta tcaatggaag agataattta ttttggatta
   953521 ggtttactag cattttatct agtaacatat acgagaggag ttcgttcatt ttttgaacaa
   953581 gcggatagtt tatttttaat ttcgtatccc gctcacatgc aaaaattaat ccagtatggc
   953641 atgacatata cgtttattcg aatagcgata acgaatgtag tagttgttgt tgttgctatg
   953701 ttaccagtgt tgatgaaaag tattggagtg acgaagatac aagtcgtatt attttggtta
   953761 ttctttactc tatttcgatg tatgttgtcg ttattaacga gatatattca tgtacgtgtg
   953821 gggaaaggct ggctactatg gattataaaa aatgtaatat tttctataag tctatccttt
   953881 ttgggaatga gcctgtttct tatttataaa aatccatttt attctatact atgtatcagt
   953941 ctagtagttt ttctaattat cgcattgata aaagaaaaac taaattatag aaattccttt
   954001 tttaaagaag ttgaaaaaga aaaagaagaa agtatgcgct ggatgagtgg gattatgcaa
   954061 gttggtggtc atgcagctaa accgagtagt tcgaataaaa agccgtggat gtttccacgt
   954121 tctaaaaagt ttttagggaa gaaaactgat gatcgtattg ttgaatcctt tttgaaagaa
   954181 tttttccgta caagtagtgc acgaatattt tatattcaaa ttgtatgtat aagcgcgata
   954241 agtattgtta tgagtcctag gtggattgca gctattattc ttgcatttgc tttatttgca
   954301 atttcccgct atgcacgcga ttattgggct gaatttgcga aaaaatgttt cttcatttat
   954361 attgtgatga aggcaaatta ctattgttaa gatggaaggc agatcgctat ttattacttc
   954421 cagtaatcct tttatatgga ataattatcc tttcttattt ttatttatta gcagctgtaa
   954481 ttgccgggat tatttttata gtatggattg gttggattgt atttttacca taaaaaaaga
   954541 gccggaaaat ggctcttttt ctaatctgtc acacattgat aaataaaata tactaaaacg
   954601 agtatgcttg cggcggaata catgacatct aaagtcatcg gatctcctcc tcattgttgt
   954661 tgtattttat tgtatgaaat cttacaattc catattcaag tgaaaaatat gtgaacgtta
   954721 acaaaattgt aaagtgcaaa aattacaatc attttgtata atagaggaaa caaccgttat
   954781 ataaaatata atgagtgaaa ggggaggaaa catacatgcc aaattggttt agaaaaacct
   954841 tagtcgcatt aattaccgta tttacatttg gtttagtgac gcctccttcc atattgcttg
   954901 ataatgccaa agctgcggac aagcctacaa gcacagctgg gcaacaaaat ttggagagta
   954961 cgtcctatac atatgaagaa acgaatgaca ggttaaccac cgatactttt attacttacg
   955021 caatgcaaga agcagagaag cagtcgatgc aaaagtttgg cactaaaatt ggtccagtaa
   955081 ttgaagatga gtttaaggat gtaatattac cgaaaattga agaggcaatt gctgaactag
   955141 caaatgatgt gccagaagaa tcgctacaat cattagcgat ttctcaaaaa ccagcgggtg
   955201 gaaataatga aaagattttt cacgtttacg atacgaaaac aggaaatgac ttattgcgtt
   955261 tccacgtaag aagagatcat ccaccgcaag atggttatta ttttaatttc cactatcacc
   955321 gttttgatga tgggtactca ggacatcatg agttaggaaa tatttattgg aatacgaatg
   955381 tgccgccaaa atggctttct taaaaagaac gagagaaatc ttgttctttt ttatgtttat
   955441 agaagggtaa gacaactatg ttgttgaata agataggttt agaaaaaaga agtaagagga
   955501 gtatgggaat gcaaaaatat attgtttttg actttgatgg cacattagta gattcacaaa
   955561 atatatttgt accaatttat aatcaaattg ctaaaaagca cggatataaa acggtaaggg
   955621 aagaagaaat cgagtattta cgcaagttaa cgatgccaga gagatgtaaa caactcgatg
   955681 taccgttgta taaactacca atattagcgc tggagtttta taaattgtat caacctgcca
   955741 taaaagatct tattttgttc catgggatga aagatgtatt agacgaacta cataaagaag
   955801 gttacggaat tgcagtcata tcatcgaact cagaggagca tattcgggcg tttttacaca
   955861 ataatgatat agaaaatata caagaagtgt attgttctaa aaatttgttc ggtaaagata
   955921 aaatgattaa aaggttttta aaatcgaaaa agataacgga gaaagatatg ttatacgttg
   955981 gtgatgaaca gagagatgta gcggcttgta aaaaggcagg ggtgaatgta atttgggtat
   956041 cttggggata tgatgtcatt gaaacagtga aaaaagatgc accagattat atggttaata
   956101 cacctatgga aattgtacaa gtagtacaag gggcgtattc ttaatacgaa tacacttcga
   956161 gcaggtattc atcatattga attttgggta gcgaatttag aggagtccat ttctttttat
   956221 gatatgttat tttctataat tggctggaga aagttaaatg aagtagcata tagcacagga
   956281 gaaagtgaaa tatattttaa agaagtagat gaagaaatcg taagaacttt aggaccaaga
   956341 catatttgtt accaagctat taatagaaaa gtagttgatg aggtagcaga atttctttct
   956401 agcacgaaaa taaagataat acgtggtccg atggaaatga atcattattc ggaagggtac
   956461 tatacgattg atttttatga tccgaatggg tttattatag aagtggctta cacaccaaat
   956521 gtagaaatgt aaggaggaat atacatgaaa acaattacaa catggcaaaa caatatacaa
   956581 atagtaaaag atgcaacgaa tattgtagga atttctaaag gtttttcacc ggataagaaa
   956641 tatatagtta cgacaattga tgaggaaaaa tatttgttac ggattggcga tatacaagag
   956701 tatgaaagaa gaaaaataga gtttcaaatt ttaaatgaaa tggcaaaacg taacgtacag
   956761 gcacaaaggc cgattgaaat aggtatattg gaagatgaaa gtgtatgcta tagtattttt
   956821 tcatatttag aaggagaaga tgcaaagaag ctattgccta cgtattcacc aaaagaacaa
   956881 tatgaaattg gtatagaggc aggaaaagat ttagcaaaaa tgcatacata tgaagctcct
   956941 aaggatttac ttccatggta tgaaagagca atgaaaaaac atcaaaaata tgtagaggca
   957001 tataaaacgt gcggaataaa aataaaaaat gatgataaaa tcattaaatt tatcgatgaa
   957061 aatgaaatgt atttacaaaa ccgcccaaat cgatttcaac acgatgattt tcatttagaa
   957121 aatataattg tacgggatgg gaaatatgta ggggttgttg attttaatgg ttatgattgg
   957181 ggcgatccac tccatgattt tgtaaaaatt gcactatttg caagggacat tagtatccca
   957241 tactcaatcg gacaaataga aggatacttt aatggtataa taccagagga gttctggaag
   957301 ttatatgctg tgtacgttgg catgacagtt ttctcttcag ttgtctggac attacgagca
   957361 gcaccgcata tgttagatga tacgttagag cgtcttacta tcgttttaga ggatcataaa
   957421 gactttgagc tattaaagcc aatttggttt caaccagaaa aaattaatat gaaatagaaa
   957481 aggtaggtgt gattcacacc tacctattat tttttaccat tcttcgtttt gaagtagttg
   957541 taatgctaaa tttaagtcca catcttcttg tatatgttcc ggagtccacg gaatatgtat
   957601 atgtggttga ataccaattc cagacatccc ttcgccttta tctataattg aaagtcgtga
   957661 agtagggtag taaagagcga atgtatcagc ccattccatt actgctaaat tagaataatc
   957721 atttaaacca gcagtaggac gacctattac ttttactttc aatgattttt ttgcaacttc
   957781 tacaaaagaa tcgccagaac tcccgcatgt aacatctgtt aatataacta ctctactagg
   957841 tgattttcgt ccgtgtattt ttaatgattg aagttctttt ggtaacccag aggtatcaaa
   957901 tgtaacgaat ccttttttat aattcttttt taaatcttga ataaacatat tggtgaataa
   957961 tttggaaagt tcgtctaaag aatcataatc ttccatttct ttcatacgta aatgaaagtt
   958021 ccgttctgta tgatttaatt gcattgtatc agaagaatcg aaaagagaaa tctctttgtc
   958081 ttcaaataag taaggaagta ggttgaaaaa tgcatcatca cttccgccac gatttaatcg
   958141 cacatcaata attaagtttt gaaaagaatt aagctcattt ttgtgtgagt ctaatagttt
   958201 attaatagct tcaatatttg caaaatccgt caaagtaatt aagagtgtat ctttattata
   958261 ctgtttcaat gaataaatag gcgtgtattc gctttgttta tacttttgta aagttatggt
   958321 tttagttact ccattttcat ctataagtgt ataatttgat gattttaata aaacataatc
   958381 ccatttttca cgttcatatg tattctcatt taaatacttc ttatatttta ttaatagctc
   958441 agggactttc atattatcta atgctagaat agactgtcct tttttcactc ttatttcttg
   958501 aggagtggat gtaatatata ggcggtcttc gtatcttttt acttgaaagc caacaccgtt
   958561 aagcgtttgg ttgttagaga tcattttgaa aaacatatga ttatctttaa agtctaataa
   958621 gtaatcacgt acaatctcag taaattgtac tggtgttagt tctccttgtt tctctagttt
   958681 ctcgattgtc tgtaaataag tagtaggatc gtcccatcct ttcttatcta tacaacctga
   958741 ataatcgtga tgagtaatcg aaacaatttc tttaaaaatt tctatgtaca cagcttttcc
   958801 tcctggtaat tcgaatagtt aaataaaagg attctttatt caatgcttaa aatcctttat
   958861 ttggatgggg attgtaatga aaaatagagg gacgttttat cctccctcta ttaaaacttt
   958921 atttaatttt cttaaatgca agcggctgag tacttaacat tgctggtaca tgtaactgaa
   958981 gggatgggaa ttcaccgttc acattcattt catatgcaaa taatagattc atcttcattt
   959041 ggaataagtc aacttttgca gagaagatgt cgtaatgatg atggcccaat tgaatgtcca
   959101 tctccataaa ttgtacaaat aacgaatcat cttgtttgtg tacttgtaat gttccgtatg
   959161 caggatgttc gaaagtacca gtgtaatcct ctaatttgtg agaaggtgta gtccctttaa
   959221 tttgttctgg aacggattcg gttgcttctt tcatcatttc cttcattttt tccgtatctt
   959281 ctacagcacg tttatgccaa tcaatggttt ctaattcaag cagttcgtca taaatttgat
   959341 tagcaagata agtaggcagt aatgtgcctc cagcattcgt taaaatgaca aggccgatgt
   959401 tttcttttgg tatgaaagaa acaagcgctg aaaatccatc aatattacca ccatgatgaa
   959461 tcaccttatt accacgataa gcgcttataa accaaccaag gccgtaacta tttaatggag
   959521 attcaggaag tgataaaact ggttgatctg gaattgaatt gtgtggtgta tacatttgtt
   959581 gtaataattc agaggagatt aattcatgat ctccaaattt tccattgttt aagtgaagaa
   959641 gtacccaatt tgccatatct tcaattgtag aattaataca tccagcagcg ccgactgtat
   959701 cgatgttgcg gaatggaact tcttttattt caccatcatt ttcaatgtaa ggtaaagcat
   959761 ggtcttctgt cgtttgtgaa tcggtaacag agaagtttgt atgtctcata tttaaaggtt
   959821 ctaaaatatg ttctgtagcg tattgctccc acgtttgatt tgtgatgttt tctacaatat
   959881 agctaattgt cgcatacatt aagttgttat atagaaatga agtccgaaac ggtgcatcaa
   959941 gtggtaaatg ctttattttt tcaatgagat cttttcgaga taaggaagag ctataccaaa
   960001 gagcctcatg gcggcttacg ccagttcgat gagaagctaa atctcgtccg gtaacttgtg
   960061 agctagcaag tagttcagat aaagagaagt tttgtatata agactggaca ggagcatccc
   960121 aattaaactt tttttgctgc gctaataagc ttaatgaaag tgtgccaaaa gctttcgttg
   960181 aggaaccgat tgcgaacaaa gtaagcggtg taacaggggc ttttgtctct aaattacgat
   960241 agccgaaacc ttctgaaata atcatttcac cgtcttttat aacagctaca gcagcaccag
   960301 gaacatttaa atccttcatc attttttcaa ccgttgtttg taaagaagcc ataacagggg
   960361 tttcaatttt agacatactt ataacctcca aatataattt ttgttctacc gcactatact
   960421 ttcggtaata gaaaatgaaa acctttttaa atatggaaag ttaataattt tgtaagaatt
   960481 accgtgagaa attttattaa ttaagattat taaatttacc atttttcatg ttatgataaa
   960541 ttgcatataa gattgaaaga aggttttact acatatgaaa catgctgaaa atgaatactt
   960601 aaatttatgc cgccatgtaa tggaacatgg tacgaagaaa gaagatcgta cagggacagg
   960661 cactgtatct gtatttggat atcaaatgcg ttttgattta agtaaaggtt ttcctttatt
   960721 aacgacaaag agagtgccgt ttcgccttgt agcaagtgaa ttgctttggt ttatgaaagg
   960781 tgatacaaat attcgttatt tattgcagca taataataat atttggaatg aatgggcatt
   960841 taagagctgg gtagaaagtg acgagtatac tggtcctgac atgattgatt tcggtcttcg
   960901 ctcacaacaa gatgaagaat ttaaagtaca gtacgatgag caaatggaat tgtttaaaaa
   960961 gaacgtttta gaagatgatg agttctcaaa taaatatggt tatttaggag acgtatacgg
   961021 taagcagtgg cgtgcttgga aaacgacagc tggtgagaca cttgatcaat taaaagatgt
   961081 aattgaaatg attaagaaaa cgccagattc gcgtcgtcta attgtttctg cttggaatcc
   961141 tgaagatgta ccaagtatgg cattaccacc ttgtcatacg ttattccaat tttatgtagc
   961201 agatggcaaa ctttcttgtc agctatatca aagaagtggt gacatattcc ttggaattcc
   961261 atttaacatt gcaagttact cactactgac acatttaatt gcacatgaat gcggacttga
   961321 agtgggagaa tttgttcata caattggaga tgcacacatt tatacgaatc attttgagca
   961381 agtagaaaag caattggcac gtgaaccacg tccattcccg aaacttacac taaatccaga
   961441 tgtgaaatct gtgtttgatt ttgaaatgga agatttaaca attgaaggat atgatccaca
   961501 tccagcaatt aaagcaccag ttgcagtgta attgtagagg agatgaaaag atgatagttt
   961561 catttatggt cgcaatggac gaaaatagag taattggtaa agataataat ttaccttggc
   961621 gtttaccgag tgaattgcag tatgtaaaga aaacaacgat gggtcacccg cttattatgg
   961681 gaagaaaaaa ctatgaagcg attggtagac cactgcctgg aagacgtaat attattgtaa
   961741 ctcgcaatga aggatatcat gttgaaggct gtgaagtagc acattctgta gaagaagtgt
   961801 ttgagctatg caaaaatgaa gaagagatct ttatttttgg cggagcacaa atttatgatc
   961861 tctttttacc ttacgtagac aagttatata taacaaaaat ccatcatgca tttgaaggag
   961921 atacattttt cccagaaatg gatatgacaa attggaaaga agtttttgtt gaaaaaggtt
   961981 taacggatga aaaaaatccg tatacgtatt attaccatgt atatgagaaa caacaataat
   962041 cccaaagatt gatgtgaata ttcgcatcaa tctttttatt tgtatccatt aatattggtt
   962101 tatagatgag attcgatagt gctataatga aaggtagcat gtgaaaatgc taaaattttc
   962161 aagagtatta agatagtaag aggaggagaa tcgattgaga aaaatatggg ggattctttt
   962221 tctttgccta acattcatgt tagtcggatg tggtaaagaa gaaaaaccac aagaagcatt
   962281 tgatacatat gcaaaagcat ggaataaaca aaaatttgca gaaatgtatg atcaattatc
   962341 agaaaaggca aaaaaagata tttcaaagaa agaattcact gagaaatatg aaaaaattta
   962401 ttctggcatt gaagtgaaaa acttaaaagt ggaagcagga gaagtaaagg aagataaaaa
   962461 agatgaaggt cctattcctt ttaaagtaag catggataca gtgggtggaa aaatcaattt
   962521 tggccatgaa gcaaaaatgg tgaaagaaaa agatggagat aaagaatctt ggaaagtaga
   962581 ttggactcct gactttatct tcccaggtat gacgaaagat agtaaagtgc gtatgcaaac
   962641 gacagagcca aaacgtgggg aaatatacga tcgtaatgga aaaggtcttg caacgaatgg
   962701 gaaagcttct gaaatcggat tgattcctga aaagttagga gatactgctc cgcaaacgaa
   962761 agaaacggta gcgaagttgt taaatatgtc tgtagaagaa attgatcaaa aattagctgc
   962821 taaatgggta aaaccagggt atctcgtacc aattggaatt ttacctgaag gggcaacaca
   962881 aaatacgtac attgatttac cgggtgtttc aacaaaacct gtaaatgttc gtacatatcc
   962941 attaggggaa gcagcagcac atctcactgg ttatattgga aaagtaaatg ctgaagattt
   963001 aaaaacgcta caaaagaaag gctatcaagc ggatgatcca gttggtaaag ctggtttaga
   963061 gcaagtactg gaagagaagc tgcgcggtaa aaaaggcggc cgtgtctttg tggaagatgc
   963121 acaaggaaaa gaaattaaaa atttagcaaa aacagatgct gttgatggag aaaatgtaac
   963181 tttaacgatt gatagtgctg ttcaagaaaa aacttataat gaaatgaaag gcgaagctgg
   963241 ttcaagcgcg gcaattaatc cgaaaagtgg agaaactctt gcacttgtaa gtagcccagc
   963301 atatgatcct aacataattg caagaggaac atcaaaagca caacgtgaag catggaataa
   963361 tgatccaaag aaaccgatga cgaatcgatt tacacaatta tcagttccag gttctgtgtt
   963421 taagcctatt acagcagcaa ttggtcttga aacgaaaacg attgatccaa aagaagagtt
   963481 gaaaattgaa gggttgaaat ggacaaaaga ttcttcttgg ggtaattatt atgtaacgcg
   963541 tgtaaaagat gcaaatccga ttgattttga taaggcgatg aaatactcgg ataatattta
   963601 ttttgcacaa gaagctttga aaatcggaaa agataaattt atgagtgaag cgaaaaaatt
   963661 cggattcgat gagaagctac caattgaata tggattccca gcttctaaaa tcgcaaatga
   963721 tggtattaaa aatgatattc aaatggcaga cacaggttat ggacaaggac aagtattaat
   963781 gacaccactc catctagcat taacgtacgc accaattgtt aatgatggaa acataccttc
   963841 tccatacatt attaaaacag ataagcaacc aaaagtttgg aaagagaatg tcatttcaaa
   963901 aggcaatcag gatatactaa aaactgctat gacgaaagta attaatgatc cagatggtac
   963961 cgggaaaatt gctaaaattg atggtatgac gcttgctgga aaaacaggta cagcagaatt
   964021 aaaagtatca aaagaggccg aaggaaaaga actaggctgg ttcgctgcat ttgatttaaa
   964081 ttcaccagat atggtcatta caatgatgat tgaagatgta aaaggtagag gcggaagtaa
   964141 tatcccggct gaaaaagtaa aacatgtatt tcaaaaataa tatgtaataa aagactagct
   964201 ctataatttg tagagctagt ctttttatat gaagaaattc ttgatatttg tatacttaat
   964261 tttaaggaaa caaaataaat cattaactta cgaaaaaaaa gtagctattt tttattgaca
   964321 tcaaacgtaa ctttttatat tatacttaca taaggtaagt tatttacttt caaattataa
   964381 atctcaaatt aaagataaaa tgtagaaaag ggagagaata caatgacaaa agtactattc
   964441 attacagcaa atccaaattc agcagaaggt tcattcggaa tggcagtagg ggaagctttc
   964501 atcgaagctt ataaaaatga acatccacaa gacgaagttg taacaattga tttattcaac
   964561 actacagtac cagcaatcga tgcagatgta ttcgcagctt ggggtaaatt tgcagcaggt
   964621 gaaggatttg aagctttaac tgaagcacaa caacaaaaag ttgcagcaat gaacacaaac
   964681 ttagaaacat ttatgcatgc agatcgttat gtattcgtca ctccaatgtg gaactttagc
   964741 tatccatcag tagtaaaagc atacttagat aacttagcaa tcgcaggtaa aacattcaaa
   964801 tatactgaaa atggaccagt tggcttatta gaaggcaaaa aagcacttca cattcaagca
   964861 acaggtggcg tttattctga aggaccatac gcagctgtag actttggccg caatcactta
   964921 aaaacagtat taggattcat cggtgtaaat gaaactgaat atattgcagt tgaaggcatg
   964981 aatgcaaatc ctgaaaaagc acaagaaatt aaagaagcag caattgctaa tgctcgtgaa
   965041 ttagcaaaac gtttctaata tatcatactt aaaaatgtcc aaacacttgc tgtttggaca
   965101 ttttttcttc tttttccttc gtttgtctag tataatgaag gtcggaatga taataggtgg
   965161 gggttctgta tgattcaaac gttttttaaa atcttttatt taattttaat cgtaattgcg
   965221 attacaccga gaatgtggcg gcttaaaaga caagtaaata cgatgtcgcc acaagaaaaa
   965281 gataatgctg tgtacaaaac gacaaattgg tttggtaaga aaatggtacg tgtagcaggg
   965341 ggaacagtag aagtgaaagg acttgaaaat gttccgaaag acaagccggt actagttgta
   965401 agtaatcacc agagtaatat ggatatccct gttttactag gttatttaaa taaaccaatt
   965461 ggcttcgttt caaaggcaga aattaaaaag ttcccagttg taccaacttg gatggaactt
   965521 atgaattgtg tatttatgga tcgtagcgat cgccgtcaat cacttcaagc gattaaagat
   965581 ggaattgagc tattgaagaa tgggcattct atcgtaattt tccctgaagg aacgagaagt
   965641 aagggtggcg aaattggaga gtttaaggct gggagttttc accttgctgt aaaatctggt
   965701 gtagcaatct tacctgtaac attagatggg acatataaaa tgtttgaagc gaatggaaac
   965761 cgtatgaagt cagctcgtgc aacagtaaca atttctaagc cgattacacc tgaagagtat
   965821 gcgaatatgg atattaaaga gttaacgaag catacacaag atgttatcgc atcaaaatta
   965881 cataagtaat aaaaaaggtt tcagcttata taagctgaaa ccttttttat tatgctgtag
   965941 gtaagacgta aaagagtacg cagaagaaca tcattgcact accacctaat acgaaaagat
   966001 gccaaatggc atgattgaaa ggtaactttt cccaaaggaa gaatatagct cctacagaat
   966061 ataaaattcc acctgctaaa agtagtgaaa aaccatgtcc agttagattt tcataaagtg
   966121 gtttaatagc aacgattatg agccatccca ttatgatata acatagagtt gatgccttaa
   966181 taaagcgacg tacaaagaaa attttgaaga tgataccccc gattgctagt gtccatataa
   966241 ttgcgagtaa cgtccaacct aatgggccac gaagcgtgat aagtaaaaaa ggagtatatg
   966301 tgccagcgat taataaataa atggctgagt gatctagtat agtaaataat ttttctactt
   966361 ttggatggtg aatgctatgt aacaatgtcg aaaacaagta cagtaagaac atgcttacac
   966421 cataaacagt aaatgcaact acagctgatg cggtaccatg cttagaagca tgaataatca
   966481 atatgattaa ggcagggatg cttaaaatgg caccgatacc atgtgttatt gcatttgcaa
   966541 tttcttcttt tacaaattgg gtcattcgtg tcattttttc agtcataatg ccaatccttt
   966601 ctactattat aaaataatat gtcgtttccc ttaccatatc atacacaagg gcaatagaaa
   966661 atgaaatttg tataattgat tatatttttg aatttttttg ataaaagcca atggatttgt
   966721 tgacgttttc aaactttttt gacaaaataa aattatgcaa tagtaggaca aggaatctac
   966781 taataaaggg gatggagaaa tgttttcaaa tattggcttt ccaggattaa ttttaatttt
   966841 agtagctgta cttattttat ttgggcctaa aaaattgccg gaaatcggaa aggccttagg
   966901 ggaaacgtta aaagaattca aaaaatcaac gaaagaattg actgatgatg catttcaaga
   966961 gaaggaaaag aaagaaaaaa tgtaatgaat tttcctcgta atggataaat aaagtgtggt
   967021 gaacgagatg gaagatcggg aaatgagcgt cgtagaacat atagttgagc ttcgcaaaag
   967081 agtaatatat acagtgctat cctttgtact atttttaatt attgggttta cttttacgaa
   967141 ggatatttat ttttggcttg tcaaagattt accaatgaaa ttaactgttc tcggtccaag
   967201 tgatgtattg tggatttttt tctcgattgc tacagtattt gctatcgttt gtacaattcc
   967261 ttttgctgct atacaaattt ggctattcgt aaaaccgggt ttacatccaa atgaacaaaa
   967321 gatgacagtc atgtatatac cggtattgtc tatattattt attgcaggtt tatgctttgg
   967381 atatttcgtt gtaatgccgt ttttatttca ttttttaact acgataggta atgaaatgtt
   967441 taatacgatg tttacgacag aaaagtattt tcattttgtt cttaatttaa cagttccatt
   967501 tgctgtaatt tttgaattgc cagtagtagt aatgttttta acgagtattg gactattgac
   967561 ggcagaattt ctaataaaaa taagaaggta tgcttacgta gcattgatta tcattgcatc
   967621 gtgtatatca ccgccagatt ttttatctca tagtttagtg gcagtaccgc ttatttgtat
   967681 ttatgaaatt agtattgctt tatcaaagat tgttagtaag cgaaaaaaga aaagagaaga
   967741 tgaaagccag tcgaaaagtg ccgcgttata aaggcacttt ttttatttat ttgttatact
   967801 ctagctataa acgtatacaa tatagagaag aaaaaaatta tagaatctcc aaaatttaga
   967861 caaactttgc gcttttataa gtttatactg aatatattaa gcaatatacg gataacgagt
   967921 cctcgtctga ttggatatgt aggatggggg atggattagg tggagatgaa tagagtataa
   967981 atcttctaac cataaggact acagggattg tctaagggta cttttgtatt cataggagtc
   968041 tccactttaa acaacgtgtt acagcgtaaa gtagaggaag ttcaaaaatc caatgaaaaa
   968101 gaggattgat attgtgatta cgaaaagttt ttatttcact cattcaacag gggattgtat
   968161 taaaatattt gaaatccctg tcctacaggc gcagcatcca ttatcgtttc taattcagtc
   968221 tcgtcttcaa ttatttattg caaaaattca aaaacaaaaa catccaagat tttcgtattc
   968281 tttccgtgaa tatttacaaa attgtttgaa gtggaatgat tatttaaatg tatataaaac
   968341 aaatactctt gaaaaaaatg catgatatag agtgtggaca gggtcaagag ctctgtcttt
   968401 ttcattttag atataaaaat ataattaatt tgattaaatt tcgttccaaa ttgttgaaag
   968461 caatgggaat actagtataa taacaaggag agcgtattgg aaagggaaga atataatatg
   968521 caaaaaatta aaattgtaac agattcaacg gcagatttat cactatcaca agaggtaatt
   968581 gagaagtatg acattcatgt tctaccatta tcaatctctg taaatggaca aacatattta
   968641 gatcgcgttg atctacaacc agatgaattt attgaagaaa tgattaaatc agaggaacta
   968701 ccaaaaacat cacaaccggc aatgggtaca tttgtagaaa tgtatgacaa gttaggtgaa
   968761 gatggaagtg aagtactttc cattcatatg acaagtggaa tgagtggtac tgtggcaact
   968821 gcaaatagtg ctgcatcaat gaccgacaca aaagtaacag ttgttgattc gcaatttatt
   968881 acacatgctt tagcatatca agtagttgaa gctgcgaaaa tggcaaatga aggacgctca
   968941 ctagaagaaa ttttaaaacg tgtagatgaa gtgagaaaga atactcgttt atatgtagta
   969001 gtagatacat tagaaaactt agtgaagggt ggacgtattg gtaaagggaa agcatttatc
   969061 ggttcgctgc tgaatataaa accaattgct agccttgaag atggtgttta taaccctgta
   969121 acgaaagtgc gtagccaagg tcaaattgta aaaacgttag ctaagttatt tgaggaagat
   969181 acagctggaa aagttgtaaa agccgtggca attccacatg cgaaagcaat tcctttagct
   969241 gaaaatgtaa aagcggctgt tgaaaaagtg agtggatttg ctcaatcaga aattttcttt
   969301 acaacgccta ttattagtac tcatacaggt ccaggtgcaa tcggatttat gtatttagca
   969361 gagtaataaa aaaagctact tgaaatttat ttcaagtagc ttttttatgt gaatagaaaa
   969421 taagaaataa gaagggctat acaggcactc ccgctaatga tatagcgagt ctgtaaatat
   969481 tcattcatag aaaacaccta ctgattaaag tttcacttta tgattttcta tattatatgt
   969541 ttggatatag aaaataagta gttacgttat acatgtaacg tttcaatttt ttcattcact
   969601 tttttagtag gtgtttcgct attataagtg aaagtttgac ctaaaaagag tacatgcagt
   969661 tgttcccacg gtaacatacg taaattccaa ttatttcgaa gccttgttat tgcctcgcga
   969721 ggtgtttcat cagcgagtgc aaaagccccg taatgcattg gtataaagtg tgtagcatgt
   969781 aaatctaaat aagcttgcac tgcttcttca ggtgaaacgt gagatatttt cataaaccat
   969841 tctggttcat aagctccaat tggcataagg gcaatatcaa ttgaaaagcg tttgccaatt
   969901 tctttgaagc cttggaaata accactatct ccgcaaaaat aaatggtttc ctccatattg
   969961 tcattcttaa taatccatcc accccagtga gatgtattca tatcaaataa tgatcttctc
   970021 gtccagtgct gagcaggtac gaagtgaaag gaaacattat caatagtcgt actttcccac
   970081 catttatact cttctacatt gttgaatttt ttacgagtaa ataatttttt taacccgatg
   970141 ggcactaagt ataatacgtc atcgttcagc tggcggagtg ttgaaaaatc taagtgatca
   970201 taatggccat gtgaaagaag aacgatatca attttaggta gttcttttat agaaagtcca
   970261 ggttctgtaa gtcttgggac taattttaat ttattggccc atactggatc cgttaatata
   970321 ttaagtccat tcgtttggat aagaaaagtg gaatgcccaa tccatgtgac agtcgttttt
   970381 ttaacattat tttgcaaaaa tgcactttgt ttaacgggtg attgttctac taagaaagaa
   970441 aaatcttttt tgttttgctt tcgttcttta cgccagcgta taaaagagcg aattgatttt
   970501 tttgtgctaa cattatccat attttcatag cgctttgcca tgaacatcac ctcatttaaa
   970561 atcgttgtaa ttatattgta ccgaaatgtt gttaaggaat acagtgtata acatggatga
   970621 atgtttaagt aattgtaaaa aaatagaggg gtgcatttac aaaaataaaa ataaaattag
   970681 ttttgcaact tatatttaga gaaataatag tgaaaaaata tattttgtct agtaattcgc
   970741 ttgaaataaa gaagtaacat acgtaaattt gtacgatttc gtgaacaaat gtagtaaaca
   970801 attttctcgt agtgttaact tttgttatga taaacataac ctatttaaat ttaggataga
   970861 gaaaagaggt ttataaatga agcgttatca aaaagtaatt ggtcttatgg ttgtattttg
   970921 tctctttgta cttgctggat gtagtggatc aggttcaaag cttcgtaaac cattgaattg
   970981 ggatttagaa actttccaat ttacaaatca agatggaaag ccatttggta caaaagattt
   971041 aaaagggaaa gtttgggttg cagattttat gttcacaaac tgccaaacag tttgtccgcc
   971101 aatgactgct aatatggcaa aactgcaaaa gatggcaaaa gaagagaaat tagacgttca
   971161 gtttgtttcg tttagtgtag atccagacct agataagcca gagaatttga aggctttcat
   971221 tcaaaagttt acagaggata ctagtaactg gaatttatta acggggtatt cgttagaaga
   971281 tattacaaag ttttcaaaag ataatttcca atcacttgta gataaacctg aaaatggtca
   971341 agtgatacac ggtacgtcat tttatttaat tgatcaaaac ggaaaagtaa tgaaaaagta
   971401 cagtggcatt agtaatacgc cgtatgagga cattatacgt gatatgaagc gattagcaga
   971461 ataaaaagaa gggtgcagat tataaagcac ccttcttttt ttacattagt ctatggataa
   971521 aatgtcatgt tgctgtggaa gttttggcgc ccgaatttct aacacgccat tttgatacga
   971581 agcttttgct gcttttttat taatggagta cggtaattta attaatctgg atgcttctga
   971641 aatagaacgt tctcggcgat aatagttatg ggatgtttgc tcttcttctt caagtatctc
   971701 ttcttttaca gagactttta agtattcact ttgtatttca atttgaattt gttctttttg
   971761 tatacctggt agttcagctg tcacaacgag ttcttcacca acttcatata aatctacagg
   971821 gaatgttaat aaacggtttc ctttttggaa aaaatgattt aaatcagcga ttacattacg
   971881 aagtggtgtt tgctcgaaga aatcatcaat ttgctttaaa taattacgaa ccggtgggcg
   971941 agaagagtct tttttttctt cactcataat attccctcct aaaaatcaat ttgcaatatc
   972001 atatgacaaa agcggagaaa ggtgagtgcc tagttttcat gttttcataa aaaattgtta
   972061 aaaatgtgaa atggagtgat ttttttatag tttttggtcg ccatattcag ttgattatgc
   972121 tagtataaat agggttgata tagtagtata gagacagaat gaaaactgaa agagggtaag
   972181 aagtatgtgt ggttttgtag gatgtttatg tgaaaaccct agagagtttt cagaaacaga
   972241 aaaacatcaa tttgaaaata tgaacacgat gattttccac cgtggtccag atgacgaagg
   972301 atattttcgt gatgaacatg tacaatttgg cttccgccgt ttaagtatca ttgacttaga
   972361 ggcaggacat cagccgctaa cttatgaaaa tgatcgatat gtaattattt ttaatggtga
   972421 aatttacaac tatgtagaat tacgtgaaat gttacttgaa aaaggtgcaa cgtttgcaac
   972481 gcaatctgat acagaagtta tcattgcatt gtatgcacat atgaaagaaa aatgtgtaga
   972541 ctaccttcgt ggtatgtttg catttatgat ttgggatcgt gaagagaaga aacttttcgg
   972601 agcacgtgat cacttcggta ttaaaccttt atacatcgca caacaaggtg atactacatt
   972661 cttcgcatct gagaagaaaa gtattatgca tgtgatggaa gataaaggcg ttaatccaac
   972721 gtcactacaa cattacttta cgtatcaata tggtccagag ccagaaacat taacaattga
   972781 tgttaataaa atcgagcctg gtcattattt cgtaaaagaa atcggtaaag agatggaaat
   972841 ccatcgctac tggaaacctt atttcaatgc ttcaagtgca acgaaagagg aacatatcca
   972901 agcgattcgt gatgtgttat atgattcagt aaaagtgcat atgcgcagtg atgtaccagt
   972961 aggttcattc ttatctggtg gtatcgattc atctattatc gcttctattg caagagaaat
   973021 gaatccaaat cttttaacat tctctgttgg ttttgagcaa cgtggtttta gtgaagttga
   973081 tgttgcgaaa gaaactgctg agaaattagg cgttaaaaac cataacgtat tcatttcagc
   973141 gaaagagttt atggatgagt tcccaaaaat catttggcat atggatgatc ctttagcaga
   973201 tccggcagct gtaccattgt acttcgttgc aaaagaagca cgtaaacatg taacagttgt
   973261 tctttcaggt gaaggtgcag acgagctatt tggtggttat aacatttacc gtgagccaaa
   973321 ctcactgaaa atgttctctt acattcctag cccaggtaag agcgttctaa aagcattaag
   973381 tggtgctctt aaagaaggct ttaaaggaaa gagcttccta gagcgtggat gtacgccaat
   973441 tgaagagcgt tactatggaa acgcgaaaat cttccgtgaa gaagagaaag ctgaattaat
   973501 gaagtattac aatgaaagtg ttaactatat ggatatcacg aaaccattgt ataacgaaat
   973561 taaagattat gatgatgtaa gtaaaatgca gtacattgac atgttcacat ggttacgcgg
   973621 tgacatttta ttaaaagctg ataaaatgac aatggcgaat tcattagaac ttcgtgtacc
   973681 gttcttagat aaagaagtat tcgatgttgc atctaaaatt ccaactgaat ttaagattgc
   973741 taacggaact acgaaagcta ttttacgtga agcagcacgc ggaatcgttc cagatcacgt
   973801 attagatcgt aaaaaacttg gattcccagt accaattcgt cactggctaa aagacgaaat
   973861 gcatgattgg gctattaata ttataaacga aagtaagaca gagcatttaa tcgacaaaca
   973921 gtatgtatta aacttactgg aagcacattg tgcagataaa ggcgattata gccgtaaaat
   973981 ttggactgta cttgcattta tggtatggca tcaaatttat gttgagcata aatacgatac
   974041 gaataagttc cacgaagaaa cgaaacgtgc gtatagctta gtttaattag aaaaacctta
   974101 agatcgcata cggtcttaag gtttttttca taaataggac gtattattga tacaataata
   974161 gtaaaaggat ggacaacata tgattacgtt tgaaaaagta actgtagaaa atgaaagcgt
   974221 tgttaaagaa atgtttcact cacatagttt aagtgagaaa caggtacagt attgtgtgaa
   974281 agtcgatgat acatatattg gtgtaataga ttatcgtgtt caaggggaga ctgcggtttt
   974341 atctcagtta attattcact ttgattatca aagttacggt tatggaacaa atacgtattt
   974401 tacatttgaa acaatgatga aagaaagaaa tgtgaaagag ataaaggtat tacaaacgga
   974461 attaacagaa caagcaaaat ctttcattga gagctttggt tttaatgagg aagatggaat
   974521 atatgtgaag aaaatataat gatgagtact tatgcaggat aaatataagg caggtggatg
   974581 tatgacaatg agttctggtc ttgtattaat tggagggtgt ttcctagtag cagagctaag
   974641 tcataagttt attcgaaaaa gaatgaataa gaagagaaag ccatatgaat tacaatatgc
   974701 cccagtgttt ttccttttgt tttgtatgct acttacatta caaagcataa cgaattttcc
   974761 gccgctttta aatgtttttt taaagttcgg tttgctgtat agtaccactg gaatagccct
   974821 tttattcctt ttattttgca tacgttatat tcactatcaa tcgtatatat ttatattaaa
   974881 ttggttaaaa caaaatgata gcaaccgcct tacttaaggg cggttttttt gtaattgtaa
   974941 tggctttgta tataaagctc aaaattctat tgaaatttat aaaaatgatt agaggattta
   975001 ttttattaat atgaatgaaa gtaatgattt taaaatgcaa gtggtaaaaa cagtattggg
   975061 cctaagtatc atgctaataa tgcagtttat actaaaaaaa gtaatacctg atatgtatta
   975121 tttacgttat gcagtgactg gaattacaat tactttctta tgtccattta tgtttcacat
   975181 gttacgatta aaaaaatgtg aatagcaaat aagtaaaaaa atagtttgaa taaaaatgag
   975241 gtcaaaatta tatatattga aaaagttttc tgatatatct attgacaatg tatgagatat
   975301 acattaatct ttaaggtgta aatgataatc aatttcaact aggaggactt atgacacgca
   975361 ctaaaaatat gcttatattt tgcattatgc tactaacaat cataatcgca gggtgtagta
   975421 aagaagaaaa gaaagaaaat gatacatcag ctaaagcgaa agattcgtat acgataaaac
   975481 atgcaatggg cgaaacgaca gtggatggta cgccaaaaag agttgttgtt ttaacaaatg
   975541 agggcgctga ggcactttta tctgttggag taacgccagt tggaacgaca aaaccacgag
   975601 ctggtgatga atggtatcct catttagcga aagagttaaa aaatacgaaa gtagtaggaa
   975661 ctgagcgtga cattaattta gaagcagtaa tgaagcttca gccggattta attatcggaa
   975721 ataaaatgcg tcacgaaaaa atatacgagc agttaaaaga aatcgcgcca acagtatatg
   975781 ctgaaacatt acgcggtgat tggaaagaaa actttacgct atatacaaaa gctgtaaata
   975841 aagaaaaaga aggacaaaat gctcttaatg attataaaaa gcgtattgca ggaataaaag
   975901 aaaaattagg tgaaaaagtt aattctaaag tttctattat tcgcttcgtc cctggtgatg
   975961 ttcgtattta tcaaaaaaat tcattctcag gtgttgtatt aaatgatatt ggatttaaac
   976021 gaccaccatt acaagataaa gatgaatttg caattaaagg aattacaaaa gagcaaattc
   976081 caaatatgga cggggattat ttattctatt tcacatctga taaagacgcg gataagaata
   976141 atgaaggaaa tacattagca aaagaatgga cagaagatcc actctttaag caactgcagg
   976201 cttctaaaga taataaagta ttccaagtag atgaagtgat ttggaataca gcaggtggta
   976261 ttgtagctgc aaatcttatg ttagatgata ttgaaaaata ttttctgaag taaatgaata
   976321 atcgagtgca tcactttaaa taggtgatgc attttttatt ttgttaaaat acagaaaatt
   976381 ccttcttttg agtgtggata agttgtacaa ttaaaataat catggaataa aggagtggga
   976441 ataaatggaa gctactcata aagattggat tttatttaac ggaagaattg taaatacgaa
   976501 ggaagaacaa ccgatgattc cattagagga gagaggcttt caatttggtg atggtatata
   976561 cgaggtattc agactatatg atgggaagcc acatttatta gatttacatt tagaacgatt
   976621 ctttcattct atggaagaaa taaaattaat tccaccattt actaaggaag agttggcgga
   976681 agagttacat caaatgattg aaaaaaatca atttcaagaa gatgggaatg tatatttgca
   976741 aatatcaaga ggcgcccaag cacgtaatca tgtatatgag tcaaatatgc aaccaacata
   976801 ttttgcaaat attgtttcgt ttccacgacc aattgctact atggaacaag gaataaaagt
   976861 tactgtagaa gaggatatac gctggaagtt ttgtcatata aaatctttaa atctgctacc
   976921 taatattatg attaaaaata aaataaacga acaaggctat caagaagcga tattagtgcg
   976981 agatggaatt gtaacggaag gttgtcattc aaatttcttt atggtgaaaa ataataaatt
   977041 gattacacat ccggctgaca atttcattct acacggcatt acacgtcatt atgttattac
   977101 attagcgaag gagttacata ttgaagtaga agaaagagaa ttttcacttc aagaagtata
   977161 tgaggtcgat gagtgcttct tcacagcgac accacttgaa atattcccag tcgttcaaat
   977221 tggtgacgag cagtttggaa acggagaaag agggccaatt acaaagagac tccaagttgc
   977281 atatgaagaa agtattcgtt tgtttaaagt tacgaactaa tactatgaaa aaaagctggt
   977341 attcctccag ctttttttca tgatataatt caagcatagg acaagatttg aaaacgctgt
   977401 aaaaagggga tttaaggtat gaattatgaa gattttaaag aagtaattca cggtagacga
   977461 agtgttagaa agttcaaaga acaagaagta tccactagtg atataaaaga aattattgat
   977521 tgtgctcgtt atgcaccgag tgatacaaac tcacaaactt gggagttctt ggtcattatg
   977581 aaccgagaaa aaattaaaga aattgaacaa atgacatggg atgcattaca taaacttgcg
   977641 gcaaaagcgg cagaaaacgg agaagagaaa gcagggaaat tacttacacg ttctttcggg
   977701 ccatatgcaa cagctttctc ggaggcacca gtattaatcg tatgtttggc aacgccatat
   977761 gaatcaaagt ttcgtgaaaa gatatttgat ccaattgctt ttgttccaaa ttcagtttgg
   977821 gaagaagaag gaattaaaag tagctgttta gcggcacaaa acttaatgtt ggctgcacat
   977881 gcgaaggggc ttggtacttg cccaatgaca ggacctgtat tattagctca aaatgagtta
   977941 cgacaatatt tacaaattga gcctgaaaaa caaataaata tggttatttc actcggtttt
   978001 ccgaaggata aaccgaagaa acttccaaga aaagaagtag atgagattac aacgtttgtt
   978061 ttttaaagcc caaaataaaa agacattgaa tgaacaatgt ctttttattt tgggcaggta
   978121 tgtaattaat ctgttaggtt aaaatgatag ataagaggga attactattt atttcataaa
   978181 aaaaattaat gttctattaa ggaaagtatg atacattaat cgtgagcaag attctatttg
   978241 ttcatgaaag tgttaaaagt agtcttaaaa tttaaaagtt atttttgtat aataaattat
   978301 aatgaaatga caggggggat gaattttgaa aaaattcata atcactggat tgtctgtatt
   978361 gttattagtt ggttgtggtg ctccaaagga aaaagagggt acacaatcaa agccggaaga
   978421 acaagttgta agcgcaagta atgagaatat agttgtattt cctgaaggag cagtgccagt
   978481 tggagaagga aaagtgaaag ttattactcc agatggtact tctgagaatg gtaatatacc
   978541 aaccgtattc atcaaaaagg atactttaat tcaacacgtt gaattagagc tttctaattt
   978601 tcaaaatgat aaagaaacat tcgtatttgt agatcaagtg tatgcagata aacatcaagt
   978661 aactagtaca acacagacaa cagtacaatt aaaagaaaag acgcttgaaa caggtagtca
   978721 tacaattact gcagttcagt atgaaaacaa tgacccaaaa ggaaaggtta ttagttttaa
   978781 tcaagcaaca tttgagacaa aacctgcatc ttaataagga taaaaagtac attactcaaa
   978841 aaaagtagtg tgctttttta tttggattag agtatggaat agtgaataac ttgtttcgtt
   978901 ttcaaatacg attaaataga aagaaatcac ttattacttc tatgatagag gaagaggttg
   978961 aagatgtgaa tcggtgtatt cgtatcgtct tgatgagtat gatgatggcg gtattttggt
   979021 ttacgataca agaggtgatt caagttacgc tcaattatca aattcatgac ttattaatag
   979081 gagctctttg ttttaccatt gtttatctat tatatgataa actcggacta aggtaatttt
   979141 cagaagaaaa atgtaggtat ttcatttgaa atgtcgaata gtacatacga tgtcgtaata
   979201 acaaattttc tattgtttac tgtgaaacag gagaaggaga gatagtaatg aaacgagctc
   979261 ttataaatat tgattataca tatgattttg tagcggaaaa ggtgctttaa cttgcggaaa
   979321 acccggtcaa gaaattgaga aagaacttgt acatataacg aagcgatata tcgaaaatgg
   979381 agattacgtt gtctttgcta ttgataaaca tgaagagaat gatgtatatc atcctgaatc
   979441 aaaattattc ccgcctcata atatagcggg tacaaatgga agagatttgt ttggtgaatt
   979501 acaagatgta tatgaaacat ataaagatga tgagaatgta tattacatgg ataaaacacg
   979561 gtatagtgca tttgcaggaa cagacttaga gatgaagtta agagaaagag gaattgaaga
   979621 ggttcacctt gtaggggtat gtactgatat ttgtgttctt catacagcgg tagatgctta
   979681 taataaaggg tttaaaattg tagtttatga aaaggcggtt gcatctttta atgcgcaagg
   979741 gcatgaattt gcacttggac attttaaatc ttgtttaaac gcagaagtga agtaaaaaga
   979801 gaggccttta aaaaaggtct ctttttacgt ttaaattgag acgaggtttt gctcaattaa
   979861 ttttttataa atgggctaat attctctggt agcttatcaa aatcaaaaaa ttgtacactt
   979921 aatgattcga tcccatcagc ttttagcaag ccgcctttaa tgtctttgca aagatatgcg
   979981 attgttatag gataaaattc atcaccgttc ggtaatttta caaaaaattc ttttccagaa
   980041 aatacgctta ttaactgtaa ggttcctatt tcaacccctg tttcttcaaa cacttctcgt
   980101 ctcccagctt cttctgttga ttcaccaagt tcaacgaatc caccagggac accccaaata
   980161 ccattctgcc tttgttgtag tagtatttgt ccttgttcat tgaaaacagc tacagcaact
   980221 cctgctagat tgagtggtct tgatccgacg acttttctaa gttcttcaat atatcccatt
   980281 gtatgtaacc tccgtaagaa aaaataagag taaataaact attcgttatt atgtaaatat
   980341 attcctcttt ataaggggag agatgtcata taactcattt gttttatgtg gtaaaatata
   980401 catcaaaaaa ggtcaaacaa aatctttgac cttttttgac caaatgttat aataaagaca
   980461 gaaagagata atctttcatt cataaacaat aaggaggaaa aaatatgcgt aatttatttc
   980521 cagaaataac aaaacgtcaa aatggtattt ttgattttgg accttcttta ttagaaggga
   980581 tgacagatgc tttctttaaa ccgatgaaca tggatatttt taaagtagat gttcatgaac
   980641 aatctgataa atatacagtg aaagcagatt taccaggttt tcaaaaagaa aacattcaag
   980701 ttgaatttga acaagatgta ttaacgattc aagcaactaa tcataatgaa gtagaagaaa
   980761 aaaatgagaa tggcacatat attcgtaaag aacgttctat aggttctgta actcgacgtt
   980821 ttagttttaa acaagttgag gaagaaaatg ttagagcgaa ttacaaagat ggcgtgttga
   980881 caattgaatt gccaaaattg aaagaagaaa aaaacagtaa aacaacaatt aatattgaat
   980941 aaaagagctg ataaattcag ctcttttttt gtacttattt aatacataag ttagttgaaa
   981001 tcaaaatgag ctgatacagt tttaacgtta aaaaaaattt actattagct ccccttacgt
   981061 tattaaaaag ggtatattta aagggaaagg aaaagaacat ctagacatac tgttgaaagt
   981121 gaaatagtaa taaagtcaaa atacatagta agggtagcgg cattttagag taggataata
   981181 gatttttcta gaacaaactg agacgattat gaatttttta attagtaagg aagtggttag
   981241 atgagtttat taacgtatac tgaagaattt tttaattatg taagggagtt tttgctttta
   981301 agatttttac tatttgcttt agtgctgatt attatttctt ttgtaataaa ccgcattatt
   981361 gattggtttt ttaggaaatc aagctttttt gatgaagagg tagagcaaac gattcaaagt
   981421 gtgattcgat ctatttttag atatatcatt atcatcagtc taatcatata tttaattagc
   981481 caatttgtag atataaaaag tatcattgca ggtgcaggga tagcaggggt tgttatcggt
   981541 tttgctgcac aacagatgct gaaagatgtt atattaggct ttgcgagatt agcggacaaa
   981601 gagtttcgtg ttggcgattt tgttacgttt aacggaacaa actcaggaac gattgaggaa
   981661 attagtattc gttttatgca aattcgtgaa tggtcaggaa aactccttac cataccacat
   981721 ggagagatta gaacgataca aaattttaat aaaggctgga tgcgagtaat tgaacggatt
   981781 acagtaagtt atcaggaaga tcctacaaga gttaaggaat tgttagagga agtttgtgtt
   981841 aattgtaatg aaaaattggc cccaagtctt tataaagtag aggatgaagc tgttgaacct
   981901 tttaaatatg taggtgttac agatttaaac ccgaatctga aatacgttgg atatgaattt
   981961 tgtattacag gtttaataaa gccagaagat tattttgaaa cttctagaca agtaagattt
   982021 gaattaatgt ctatgttcca taagaatcaa gtacaaatgc cagcagcaaa tatgcttgtt
   982081 actactgaaa gtttacagca tacccatggt ggacaatctt tatcggacag ctaaagtaga
   982141 acagtttatt gacggaaatt tcgttttcaa cattggaata ataataaaat gattgattta
   982201 aaaaaagagc tgaaggaatt cagttctttt taatttgtag aatttagaaa tttcttaatg
   982261 ttataatgat agatggtgat gaaaatgaac tttgaagaaa aagagatgca tcgattagaa
   982321 gcattaaaag caattgctga attattaaat gaagcaacag acttacagga catgttagaa
   982381 aaagcgttac atacattgtt acaagttatg aatttacaaa cagggtggat cttttttatt
   982441 gatgaaagtg gaaagcaccg tatgcttgtg gatgaaaact taccgccagc tcttacgtgg
   982501 caaaagaaga agccgatgtg tgaaggagac tgctggtgtg tagagcgttt tgtgaatggc
   982561 agattggaaa aagcgactaa tattattgaa tgtaagcgaa tagaggatgc gattgaatgt
   982621 aattggggag agacagaaga tgttacgcat catgcgacaa ttccccttag gtctggatcg
   982681 gagaaatttg gtctattaaa tgtcgcctct cctcaaaaaa cacatttttc agaggaagaa
   982741 ttggcattat tagaatcgat tgcatttcaa atcggaacga caatccaacg tattcagtta
   982801 gtagagaaag agcgtaaata cgtagtagta gctgaaagaa atcgacttgc acgtgattta
   982861 catgattcag taaaacagtt gttgttttcc attatgctaa cagcaaaagg tacgctaaat
   982921 atgacgcaag atagagactt gcaagagctg ttgagctata ttggagaatt atcacaagaa
   982981 gcattacaag agatgacact tttgatttgg caattaagac cggaaggatt agaaaaaggg
   983041 ttagcagaag caattaaaaa ttacggaaag ttgttaggga ttcacgtgga agttcgaatt
   983101 gatggaatgg tttcaattgg agatgaaata gaagaagttt tatggcgtat tagtcaagaa
   983161 gtaatacata attgtaaaaa acatgcttca tgtgaaaagg taaatgttct tttgaaaata
   983221 gaaaataacc agctgtattt ttacatagag gataatggaa taggatttat acaaaaacaa
   983281 gtaagagagt cagcactcgg tttaaaaagt atgaaggagc gtattcagtt attgaatgga
   983341 tcatttcaaa taaaaactga gctgaaaaag ggtacgaaaa ttgaaattca attgccggtt
   983401 tgaaggggga agaaggttga agattaaatt attactagtt gaggatcatc atatcgttcg
   983461 aagaggactt gtattctttt tgaaaacgag agaagaattt gaaattgttg gggaagcaga
   983521 aaatggtgaa gatgcattaa catttgttcg aacggaaagg ccagatgtag tattaatgga
   983581 tctatcaatg ccgaagatgg atggtattga agcaacaaaa cagataaaac aatatgatga
   983641 aacaataaag atactaatat taagcagttt ttcagagcaa gattatgttt taccagcact
   983701 agaagctgga gcagatggtt atcaattaaa agaagtacaa cctgagcaac ttgtagcttc
   983761 tatcattgca atatatgaag ggaatgcgaa ttttcatccg aaagtaacac cggcactatt
   983821 aggacgatca gccgtcaaaa aagaaaaccc tttctccatg ttaacgaaaa gagagcaaga
   983881 agtacttcag gaaattgcga aagggcgaag caataaagaa attgcagcag agcttcatat
   983941 tacagaacaa actgtgaaaa cacatgtttc aaatatttta gctaaattgg aagtagatga
   984001 tcgtacgcaa gctgcactgt acgcagtgaa acacggcgag aaataataag tatgaataac
   984061 tgtgtcacat tgcatttgtt aaatgataca gcgctagagc aagctgtaaa agctttacaa
   984121 gaagcgaatc gaattgagtt ttatggaaat ggtggctctg gtattattgc gacggatgcg
   984181 tagcataagt ttatgagaac gggtatttca tgtatcgctc ataccgattt gcatttccga
   984241 attatgggag caggtttact ctcgaaaaat tcagttgtta tcggcatttc tcattctgat
   984301 agcaataaag ggttagttga agcgttagaa gtagtgaaag caagaggagc taaacttatt
   984361 gcgattacga gctatcagaa atcggcatta agtcaactta ctgatataac gctctatact
   984421 tcaacacgtg agacagaatt ccgcacagaa gcaagttcat cacgattagc acagttaagt
   984481 ttaattgata ctttgtatgt aggagtgtcg ttgcaacgac aggaggaaac gttaaaacat
   984541 ttacaaagta tacgtgaaac gatttcgatg aggcgaaaat aagaaaagct cttcaaatga
   984601 agtgcttttt tattttcttg tagaaatatg tggcttactt atagccagtg atagactctc
   984661 attttttaaa atataaaata aaaaccgact tatgcaataa ttcaaatatt gttcataatt
   984721 tcacaaaatg tttttgaagt gtcatgttat gatgaacatg taatgatgat tgaacactta
   984781 catttggcat aatgattagc caaactagtg aagacagaag ttgtgagatg aactcattaa
   984841 aattctaaaa cactaaaggg gagatcacat atgaaagcag tagtagttaa taaaaatagt
   984901 aaagccaata ttgaggttgt tgaaaaggaa ttacgtccgc tacactcagg tgaagcacta
   984961 gtagatgtag agtattgtgg ggtttgtcat actgatttac acgttgcaaa tcatgatttt
   985021 ggaaacacag atggccgtat tcttggtcat gagggtgtag gtattgtgac gaaaatcgct
   985081 gatgatgtta cttcactaaa ggtaggtgat cgtgtaagta ttgcatggat gttccaatct
   985141 tgtggacgtt gtgaatattg cgtgactggt agagaaacat tttgccgtga agttaagaat
   985201 gctggttatt cagtagatgg tggtatggct gaacaatgta ttgttacagc tgattatgca
   985261 gtgaaagtac cagaaggatt agatcctgct caagcatcat cgatcacatg tgcgggcgtt
   985321 actacatata aagctataaa agtatctgat attaaacctg gtcaaccgat cgtaatctat
   985381 ggttgtggtg gattaggtaa cttagctatc caatatgcta aaaatgtatt tggtgcaaag
   985441 gtaattgcag tagatattaa tgacgataaa ctagccttag caaaagaggt tggtgctgat
   985501 atgacaatca atccaatttc tcaaggtcct gctgataaga ttattcaaga ggagtttggt
   985561 ggtgcttatg ctgctgtagt aacagctgtt tcaaaggtag cattcaactc agcagttgac
   985621 gcagtacgtg cttgtggtaa agtcgttgca gtaggtttac cagtagaaac tatggatttg
   985681 aacattccgc gccttgtact agatggaatt gaagtagttg gttctttagt cggtactcgt
   985741 aaggatctag aagaggcgtt tatgttcggg gcagaaggaa aagtagtgcc agttgttcaa
   985801 acttgttctt tagataaagt acaaaatgta ttcgaagaaa tggaacaagg tagaattcaa
   985861 gggcgtatgg taatcgattt taaacagaac aattgtgatt gcaaataatt cacattaaac
   985921 ataaaaaata tgagtctaac aaagtacatg taaaaaagtt agacggtata aaaaagatga
   985981 tctctgtatt caatagggat catcttttta tattctacta atatcaatgc caattcatac
   986041 ttgatttatg agagatgatt aaaggtttac tttatttgca aaagaaaaag aatctttatg
   986101 tttaacaaat ttcttttgat ctggaacaga ttgaattgct acagtttgcg aatctcttgc
   986161 tttcagtgca tcttgaatcc cgattgtcat aagcttaata aatagaatcg taataaagaa
   986221 tgaagcgaga gaataaaaaa taatccacca tgaaagattc atttcataac gatttaatcc
   986281 aataaggcca gcccaatcat tagatagaga aacaggtttg agcgctccat catagagttc
   986341 ccgcatttgg atcccgccaa ttataatatc aagcaacgct aaatggataa cgagtatgag
   986401 cgcttggaca atatgttcca taaataacac aaataagcga tcaagtaaca agactcgtaa
   986461 gtgttttttg ataatatgaa aacggctagc tcctagcaat tgggaactta aaatgtaatc
   986521 ttgtttcata aattcatcaa cctctgagga tatatataaa gaaagtgtag gcagtgcgac
   986581 gaatataagt acgagtactt gataaaacgc aaatgaaata tttggatcta atctatcagc
   986641 atttgatacg attacaatat taacaggtgt gatgagtata aatgcgataa ataaagtagg
   986701 aatatagtaa aaaacttctg agcatgcctg gaaaaatctc ttgaattttg aagcgtataa
   986761 acttaagagt attcctatac atgttccgaa taatatgcga aagaagctaa ttaccacggc
   986821 taataaaatg gtgaactttg ctccttctat aatttgtaag aaaacagact ctccaaaacg
   986881 atccgatcca aaaggcggta ttaatgatgg tggaaaggga gcctttccaa gtaattcgtt
   986941 attgtcattg taaagtaact ggggagcttt tgggatggta tctttaaaga accaactata
   987001 aataaaacta gctgaaacaa gtatgaataa ataagtaaag ccgattaaaa agcgttttga
   987061 tttccaaata gatttcataa agctgctcct ttcaattgct tttgccacct attcatcatg
   987121 aaagagatga tttgaaaaat ggcgtaaaac ggtaaaataa tcatcacaag tatgataaat
   987181 gcagctggtg gtgaaataaa cgccttttta aataaaaatt gaataatacc ttgcatatta
   987241 aaaacgaatt ctaaaatgaa taagttagac agtaagaaaa caaaaatcgt ttttaaatgg
   987301 tggaagaagt ggatagatat atttttgaat aaatgaatac aaagtatata acttgatgaa
   987361 aggcctttgc catatgcaac ctctacgtaa tgttttccat gttcttcttt tatgtataac
   987421 accatcattc gaaacatttg taatgtaggt aaaacagata aagataaaat agggagtaaa
   987481 taagctcgat tttcattata ggaaataata gtgaaaggag cttctccgaa tttctgaagt
   987541 acccatatga aaaatatttg caaacaaatc atcatcatca tatcagggac agcttctaat
   987601 atgaacacaa ttcggtttat ccattttttt atataatctt ttgctaaaaa ataaaaaaat
   987661 gccatgctag atgaaaaaaa gagcgcaagt aaaaaggcta aaaataaaat agtaaatgaa
   987721 tatagataag attctaaaac agttggaaat aatggtgttg tttttaaatg accatacttt
   987781 gggtctgatc ctataaccaa caatgattca ggggagaaaa cctgttttaa catagcaacg
   987841 atctggtcaa aaaaataaat tggttgaaag gtaaatcctt gttgagtgat aaataaataa
   987901 ggtaaattta ataatagtaa cagtgataaa agaatggatg aaagcttcat tgtaaattga
   987961 gatattttat gtaacattaa atccctccga catcttttta caacattata caataaattc
   988021 aatgttactg tcttattttt ctgaaaaata agaaattaat tgagttttat aattttaata
   988081 cggaatatat atttatacgg taaaaaggtt atagtgggga gccagtccct atgtccatca
   988141 agcaaaatgt gcagtatttc catttttgag gcatttactt ttcttcagtt gatgggtatt
   988201 tggtgctatt tcattgcgat caagttaata gaactaagtt ttcttaaata aaaaccaccg
   988261 aaatatagaa gtgattttga acgtaaggaa tttgtaagga aggagtaaga aaaaagagat
   988321 tttcaatgtg tatgattaaa atatagagaa gaacgggagg gggaatagtt acaatatatt
   988381 tttagaaaaa caaattaata aaactctatg gaagaaaaag aagaaattat agaaattaac
   988441 aaacatctga agaagaggga ttaatcattt attaggtcag agagttgctt gtagaaataa
   988501 ttgatctata gatgattgca aattcagtgt tgacttttat cattgggaga gttgatagct
   988561 gtgtggttag tatatgacat acctatcaac catcaataca atttaaatag agaagaggat
   988621 gctttatgaa aacatgcagt aaaattacat gtgcaagtct atcactttta atagctggaa
   988681 gttccctgtt atacataaca ccagcctcaa ttgtaaaagc agaacctacg caaaatgtat
   988741 ctagttcgtt acaaacaagt atgcaaagcg atcgtacttc cgttaagaaa gcaatacggg
   988801 atgcactaca acttggatac ccgggaatac tcgctaacat ttctaagggt ggtaaaacct
   988861 ggagttatac cgctgggtta gcagatgtga gaaccaagaa accaatgaaa gcagattttc
   988921 gctttcgtat tggcagtgtg acgaaaacgt tcattgcaac agttctactt caattatctg
   988981 gagagaaccg tttgaatcta gatgactcca ttgaaaaatg gttgcctggt gtcattcaag
   989041 gaaacggata tgatggtaac caaattacga tccggcaaat attgaatcat acaagtggta
   989101 ttgctgacta tataaattca aaagactttg atattacgga tataaaaaaa tcgtatacgg
   989161 ctgaagaatt tgtaaagatg gggatttctc ttccccccag actttgctcc agggaagggt
   989221 tggtcttatt caaatacagg atacgtaata ctaggaatcc ttattgaaaa agtaacagga
   989281 aacagctatg cggaagaggt tgaaaatcgg attattgaac cgcttgattt atcaaataca
   989341 ttcctacctg gcaattcaag cgtgattcca ggcaccaagc atgcccgtgg ctatttgcaa
   989401 cgagacggag caagtgagct aaaagacgtt acttatatta acccaggtag ctcggatgga
   989461 gatatgattt ctactgctga cgacttaaac aaattcttct cttacttact aggtggcaaa
   989521 ttactgaagg aacagcaatt aaaacaaatg cttactacag ttcctacaga aagagaagga
   989581 actggatatg gtcttggaat ccttgaaatt aagcttccaa atggtatctc ggtatgggga
   989641 cacagagggg gcgttccagg gttttccact tttgttggtg gaacacttgg aggcaagcat
   989701 acattggccg tcaatttgaa cagctttaat tttagtaatc ctgatccttt taaaagtatt
   989761 ttacttgctg aatttaggaa gtaggcaaaa aggaaaaacg gataagtttt gtcatagttt
   989821 tatagtttaa aatataacat tttggtgcaa aaaacaactt gctctaaaaa aatttaatac
   989881 tcgtaattaa gtataaaaga acgctatcgt tttaagtaaa tatttcagga gggttttatg
   989941 aaaaagaaaa tgattactgc acttggtgtt tctgcaataa tactgactaa ttttgtagga
   990001 agtacttatg cagactcgaa aataggagtt tctgttacag ctccttacaa taaaaatcaa
   990061 atagcggaat ggttagaaat gcacgcgaag cctttaaaaa caactaatcc aaatgcacct
   990121 tttaatgatt taaaaccatt taagaatatg gtaggttctg cttcaattgt aggtttaggt
   990181 gaagccacgc atggggctca tgaagttttt acgatgaaaa accgtattgt gaattattta
   990241 gtatctgaaa agggctttac caacctagtt ttagaagagg ggtgggacag agctttagaa
   990301 cttgatcaat atgttcttac tggtgaggga aatccaagcc agcatctatc acctgtattt
   990361 aagacgaaag aaatgttaga tttacttgat tggattcggc aatataatgc taatccaaaa
   990421 cataaatcta aagtgcgtat catcgggatg gacattcaat cagtaaacga gaatgtttat
   990481 aataatataa tagaatatgt taaaagaacc aattcaaaac ttgtgccgag gatagaagag
   990541 aagataaaag gtcttattcc tgtaacaaag gatatgaata cttttgaaag ccttacgaaa
   990601 gaagaaaaag aaaagtatat ttcagatgct aaacaaatta gtgctgtatt agaggaaaat
   990661 aaaagttatt taaatgggaa atctaaagag ttcgcatgga taaaacaaaa tgcccgtatt
   990721 attgaacagt ttactactat gttaacgtca cctcctgata aaccatctga tttatttttg
   990781 aaacatgata ttgcaatgta tgaaaatgcg aagtggactg aagaacattt aggaaaaact
   990841 attgtatggg ggcataatgg ccacgtttcg aaaacaaata tgcttccttt tgtataccct
   990901 aaagtagctg ggcagtattt agcagagtat tatggaaaac agtacgtatc tattggaacg
   990961 tcagtttatg aatgacaata caatgtcaag aatagcgatg gtgaatttgg cccatatgga
   991021 atattaaaat cggatgatcc aaacagttat aactacatct ttggacaagt taaaaaagat
   991081 caatttttta ttgatttacg taaggcaaac ggcgtgacaa aaaattggtt gaacgaacaa
   991141 catccaattt tcgctggagt aactaccgaa gggcctggta taccaaaaac agttgatata
   991201 tcattaggta aagcgtttga tatacttgtt caaattcaaa aagtgagtcc atctcaacta
   991261 catcaataaa tttagaataa tgtaccttaa tgaagtgtag tgttaagtgt caatagagtt
   991321 gtttgaatgt gtcggttagg ttattttcat taaagaatta ttaaatggaa taaatgtttt
   991381 taaattagag acgatgtggg atagaagcac agtatcatca agttaacaaa ataaaattct
   991441 acctaaaatg aaaaaatacg ctattctttc tatagaatta taggaaagga tggcgttttt
   991501 ttatttaatc tattattata atttgctcaa ggaatctaaa actttttctc ccctaacata
   991561 ttacgcaatc ttgctaaaaa ttttgagttt gtacaacaaa ccacatatcc attaagctaa
   991621 agaacaagtt aattaaaaac tagaaaaaga gtgtgtttcg aaacggatat tatgtaactt
   991681 taccggacgg aaaagctaca tatagtatgt aaatgaaatg gaataagggg atttattttt
   991741 tgtgatgaaa aaattttcta attgttatgg atgaaagaag aggagccaga attatataaa
   991801 agtacttata aatttatttc tattaaagag tatgggattt atcaattatt ttcacgctac
   991861 gtagttgatg attctattgc ttctgctaca gggttattca atttagaaac gttaaattgg
   991921 gatgttgatg tgctgggaat attaaatatt tctacataac aattatcaac tccagtacca
   991981 actacatata ttttatcggg tatgaaatca gaattagcac caaagatggg gattcataaa
   992041 gatactccag ttgttattgg tgcaagtgat ggagttcttg cgaatgtagg cgttggtgca
   992101 atatcgcttg gctcagctgc aattacgatt ggaacttcac caaaagatcc agggattatt
   992161 gattctatta aactaggact tggtaatacg ttaggatttt tagcaatagt tttagcatga
   992221 ggaacgatgc atgaaatata tcccaacata aaaataagaa taaataaaat gaagttttca
   992281 taaatagtaa aaggatgatt atgtcatcag tgtagctaag aaatgatgtt acatatggag
   992341 agagcgtgtt aaaaaaatat gaggtggtta aatgggaaat gagcaagtga agaatgtagg
   992401 ggaagaaaaa aagttatgtc tttgtatgat tgttaaaaac gagtctagaa ttatggaaag
   992461 atgtttaaat gctacgaaat caattgtaga ttttgtctct atttgtgata ctggatcaac
   992521 tgatcataca cctgaaatta ttgaaaattg gtgtaaagaa aatgaaatcc ctggaacagt
   992581 tcatcatgaa ccatttaaaa actttggtta taacagaagt ttagctgttt cattggcaca
   992641 aaaaacatat ccagaagcag attatttatt aatattagat gcagatatga tattagaagt
   992701 tgatcccgaa tttgataaga cgagtttaac ggaagaccat tatcttacat tacaatatga
   992761 tattcatatt aagtattggc ttacacgcct tttaaaagct tccttaccat ggaaatctgt
   992821 cggtgttact catgagtatt gggatataga tcgttcaaaa gttggagcaa attacaatac
   992881 gagagtagct aggctagaga cgcttgtcgt taacgatcct ggggatggtg gtagtaaagc
   992941 tgataaattt gaaagagatg agaggttgtt attacaagga ataaacgacc cagaaacaac
   993001 gccagacttg catataagat atttatttta tttagcccaa acttattttc atttaagtca
   993061 atttgaagat tcgattaaat ggtataaaaa acgagtggaa gcaggtggat gggttgaaga
   993121 ggtattctat tcgttattgc gaataggatt ttgttatgaa caactagcaa atcgttcagc
   993181 aaataaacaa catgaagtaa cagaagcgga tgaaaaagaa aatgctaaga agcaagaaga
   993241 acaatacaca gcattagctg ttctttattt tcaaaaagcg tgggaatata gaccaactag
   993301 agctgagcca ttatatcaac ttgcaagaat gtatcgatta aaatctcaaa ataatattgc
   993361 gttgatgtat gccttgcaag ggaaggaagt gccttttcca aaagatgatc ttctatttgt
   993421 agattatcat gtgtatgatt atttatttga ctatgagata tctataaatg ctttctatat
   993481 accgcataaa aaacatttag gtgcagcatc acaaaaatat ttagaatcaa aaaaagaaga
   993541 gttaccgttg catattgcca atatggtaga gaataatgcg aaattttatt aaatacaatt
   993601 tcggttaaag gagtagtgga gtaataatga aattaatacg atgggcgcta gaactagggg
   993661 aatctgtgca tggaaatacg tatgaagaat tgttaccact actagattat tattatgatc
   993721 gtgatcattt aaaagcgtat tgtatagcga atcttctttt agatatggat gtagcagatg
   993781 agcatcggca aagaattgaa ttaagaaggt gcattgccgc ttattatgca ggattatata
   993841 aagtggcaaa aaagcatgca aatgagcttt tacttaaata tccggatgtg gatttatata
   993901 aaaataattt aagattaatg gaagcacatt tgaataaagg atatgattat tgtctgttta
   993961 tatgcccaaa gacgtatggt agtttcatag atgtcgcgcg agctttgaaa tggcagttgg
   994021 agaaggaagg aaatacagca atcatatcag aaacaatact agaaaatgtg aaaaatacaa
   994081 ttgtttttgg agcgcataca tatgcacata gccccaatct acttccgaaa aatgcaatta
   994141 tttataattt agaacagcta tacgatggaa gtccatatgc gcatccgctt tatttaatat
   994201 tattaaaaga tagagtgatt tgggattata gtaaacaaaa tatagaatgg ctaaaacaaa
   994261 aaggagtagg aaaagaaata aaacatgtag gaatgaacta tgcaccaact ttagaaataa
   994321 aaaaagaagc atttgaagat gagattactg aagacattga tatattgttt ataggtgctc
   994381 ttaatccgag gcggcaagct atttttgatc aattaaaaat agtggcccca aatttaaaca
   994441 tagtttttaa aaataatgcg tgggggattg ctagaaatga gttgattgct aggtcgaaaa
   994501 ttatattaaa tattcacttt tacttatcag gaattcttga aacacctcgc gtttcttatg
   994561 cagtcgcaaa taagaaattt attatttccg aaaatagtaa tccagaagat gagatagagt
   994621 ggccaggaat tgtatttact ccgtatgaaa aaataataga aaatataata aaatatatag
   994681 agttaccaga agaacggaaa aaattagcgg aaacagcata taatcatttt aaagcaaatg
   994741 aaaatttagg gacattaagt ctgaaagatg aagcaaagta attgtgcgaa actcatacga
   994801 aagtatgagt tatttttttg tttatcatac tattttgtga agatagttcc ctctttatat
   994861 tgtgttttgt atagaaattt ctgataatat ataagtgtaa cttgaaaaca aaggggagaa
   994921 ataattatga aactagtcgt tattaacggt acaccaagaa aattcggtag aactcgtgtg
   994981 gtggcaaaat atattgctga ccaatttgaa ggggagttat atgatttagc agtagaagaa
   995041 ctgcctttat ataatgggga agaatcacaa cgtgaattag aagcggtaaa aaaattaaag
   995101 gcgttagtga aaggtgctga tggggtagta ttatgtacac cagaatatca taatgcgatg
   995161 agtggagcgc tgaaaaactc tttagattac ttaagtagta gtgaatttat tcataaacca
   995221 gttgcgttac ttgcggttgc tggaggcggt aaaggtggaa ttaacgcatt aaacagtatg
   995281 cgtactgttg ctagaggtgt atacgcaaat gccatcccaa aacaagttgt gcttgatgga
   995341 cttcatgtac aagacggtga attgggagaa gatgcaaaac cattaattca tgatttagtt
   995401 aaagaattaa aagcatatat gggcgtatat aaagaggtga aaaaacaact aggagtggag
   995461 tgatatgtca gctctttata aagattctcg cttgtattac attctaggag ccaatagtct
   995521 atcagctatt ggttccggaa ttgtaatgat aacgattccg tggttgttaa ttaaagagag
   995581 tggaggggag acaacgtttg gttatgtttc cattatctca acttttatta tgtttttgtt
   995641 aactccgttt atcgggcaaa gtattgatcg tttttcaaga aaatctttat tgttatgtaa
   995701 cgaaggaatc ggcatagctg taatcggaat aatggttata tggggatttg ctgggcaacc
   995761 ttatcattct attcattata ttcttattta tatagcaggc tctttttact atctattatt
   995821 ttatcctaca atttttgcat ttaaccaaga aatttttcaa gcagaacatt ataaaagttt
   995881 aagtggaacg atggaaatac aaggacagtt aacacaagtt atttcaggag cagtcgcgag
   995941 cttcctaatt gaaattgtgt ctttgaaatg gattttatta gtagatatgt taacttttgc
   996001 aggagcattt ttcttgttct tatgtatacc atacgtaaag aaaaaagaga taaaaaagaa
   996061 aataacattt aagaaacaat tgttcgaagg aattcgcttt atgaaaaaac gtcctaagct
   996121 cttttggttc ttacttgcca cttatatgcc atttataggt gttatgatgg caaattattt
   996181 aataccagtt tatatttcgg atatacttaa agctaatgcc tctgtatacg caatagaagg
   996241 aatgatgtac ggtgttggag cggttgttgc aggaatttgt attccactca tcatgaaata
   996301 tgtcaaaaca gaagtttcaa ttgttatgac gatgtgcatt tatgtaattt caattaccgc
   996361 aatgattatt gaaccttccg taattttctt atatggacta gcgatttttc atgcgattgg
   996421 aaatgcgggg acaagagtgg cgagaaatgt attaatgatg gaggaaattc caaatgaagt
   996481 aatgggacgt gtagacagcc tattccgatt aattggtaca ggaatacgaa ttgtattgtt
   996541 aatgttgttt acagttggtg tttctaaagt aggtgtcatg gtacagtttt atttactaag
   996601 tttcatattg atcctttcgt tagcaattgc tataaactat gtaatctcaa aacgtaaatt
   996661 cgaagcgagt atttctaata aatcgattgt ttaaaaaaca cttctgcctt cctttctttt
   996721 tttatataat aaaaagaaag gaagtgtaaa cttatttatg aacaaatgga tcttgcttat
   996781 aattttatta ttaccaccat tatatattct ttatatgacg tttcgaatga agaaagttgc
   996841 tcgtgaaaaa ttgagccatc actctccata cgttcttata ttaggcgcaa agttatttgg
   996901 agataaaccg tctttatcac ttcaaaatcg tttagatgta gcgctggaat atttatattc
   996961 tcatcctgac gtaaaagtaa ttgtttcagg cggccaaggg gaagatgaag atataccaga
   997021 agctcatagt atgagaaatt atttaatggc gcgtggtata gatgagagtc gtattttaat
   997081 agaagatcaa tctacaaata cgtatgagaa tgtaaagttt agtatggact tatatgatgt
   997141 gaaacatgcg gtagttgtaa gtaatacgta tcatttatat agaacgaaaa taattgcaaa
   997201 gcgtttaggc atgaagatgg aggcactagc tgctgaaacc ccaatgcgtt ctaagagaaa
   997261 aatgtatgtg cgtgaatatg ctgctataat gaaaacaata ttgttagacc gttagagctc
   997321 aaatgtgagc tctttttttg tagaataatg cgtatcattt gaaatgaatt ccatattcca
   997381 tcaaaataaa ggaaacaacg ataaaggagt tgtatttgtg attcagttta atcaagtgtc
   997441 aaaatcatat gaagatggca caaaagcagt ggattcattg catttagaaa ttaaaaaagg
   997501 ggaatttttt gttctcattg gtccgagtgg ttgtgggaaa acaacgacaa tgaagatgat
   997561 taatcgttta attgaaacga cagaaggctc aattttaatc gatggaaaag atattcaaca
   997621 atataatatt aatgaattac gctgggatat aggatatgtg ttgcaacaaa tcgctttgtt
   997681 tccgcatatg acaattgctg aaaatattgc agttgttcct gaaatgagaa agtggagcaa
   997741 agaaaaaata aaagcccgtg tcgatgagtt gctacagatg gtcggactag atccagacgt
   997801 atatcgtaat cgtatgccag atgaattgtc gggaggccaa aagcaacgta tcggtgtcgt
   997861 acgggcatta gccgcaaatc cgaaaatcgt tcttatggat gaaccgttta gtgcattaga
   997921 tccgttaagt agggagcagc ttcagaagga tattgtacag ttgcaaaaaa agattcaaaa
   997981 aacaattgtt ttcgtaacac atgatatgca agaagcgtta tcacttggag atcgtatttg
   998041 tattatgaaa gaaggaaaag ttgttcaatt agatacacca gaaggaatta tacataatcc
   998101 gaaaaacgaa tttgtagaag agttcattgg aaatcgtgga cgaccttggt atgaggggaa
   998161 aagtatagaa gatgtattgc cacttgatga aagtatacgg atagaaggag aggcactatc
   998221 attacattct tctttacaag aagcattagt tcgtctgcga gctgatgaag tcgttccagt
   998281 tgaagaaaag ggtcgatatg ttggagcttt aacgagtcgt catattgtca attatattgt
   998341 tgaacaaatg aaggaaagag gctaaacagt gactgatttt atacaaacgt ttcaagaacg
   998401 aaaaatagaa ttactaactg cattaagtga gcatttacaa atatcgctta tttcattatt
   998461 ttttgcagta attattgcgg taccgctggg cattttatta acgagaaaag aaagaatggc
   998521 tgagttgatt ataggaactt ctgcagttat gcagaccgtc ccatcacttg cattactcgg
   998581 actattaatt ccgttggtag gaatcggaaa aatcccggcc gttattgcat tagttgtata
   998641 tgcactatta cctattttac gcaatacata tacaggaata cgggagttag atgaatcttt
   998701 aatcgaagca gcgaaagcta tggggatgaa tagttggaga agactgtgga aggtagagct
   998761 tcctcttgcc ttaccaatta ttatggccgg tattcgtacg gcaatggtat taattgttgg
   998821 aacagctaca ttggcagctc ttataggtgc tggtggactc ggtaaactca tattacttgg
   998881 tattgatcgg aatgatcatg cacttattat tttaggggcc gtaccagccg cgttactcgc
   998941 tttattcttt gatgtagtac ttcgagtgct tgagaagcca aaacgctcgt ctaagcgtgt
   999001 tatattgacg atatgtatcg tttgtataat ggttgcttct ccatttcttt ggaatacaga
   999061 aaagaaagat attgttattg cgggcaaact tggatcagaa cctgaaattt taattcaaat
   999121 gtataagcag cttattgaac aagataccga tttacacgta caattaaaac caggtcttgg
   999181 aaaaacagca tttgtatttg aagcgttgaa atcaggagaa gtagatatat atcctgagtt
   999241 ttcgggaaca gctttatcta ctttcgtgaa agaagagcca aaaagtacaa atcgggatga
   999301 agtatatgag caggctcgcg ttggaatgga aaagaaatat aatatggtta tgttgaagcc
   999361 gatggagtat aacaatacat atgcactggc tatgccgaaa aaaatagcag atcaaaataa
   999421 tataaataca atctctgatt taggaaatat tgcacaggat acgaaagtag gattcacatt
   999481 agaatttgct gatcgtgaag acggttataa aggaatgcaa aagttatata actataagtt
   999541 ttcaaatgtg aaaacgatgg aaccgaaatt acgttacagt gcaattcaat caggggatgt
   999601 taacgtaatc gatgcatatt caacagatag tgaattggag caatacggac ttaaagcgct
   999661 aaaagatgat aaagggttat tcccaccata ccaaggtgca ccattattaa gaaaagagac
   999721 attacaaaaa tatcctgaac ttgaaaaagt attaaataaa ttatctggaa agattacaga
   999781 tgaagaaatg cgaaaaatga attatgaagt aaatgtgaat ggtaaaaata gtgaagaagt
   999841 agcgaaacaa tttttacaaa aagagaattt acttcgttaa atttacaaga aatatacaaa
   999901 tttatatgta tgaaatgacc gttcattaca aaatgaacgg tttttttgtg catacttata
   999961 cattttttcg aaaaagtatt ccatttttct tcattttctt ttagaataag taatgttttc
  1000021 ctgaaaaaat ataagagaag cgtctattag agaaaaaggt gactttaata gttgaacgaa
  1000081 cataacacct agaatgacag atggggtggt acaaatagaa aagaagttag gattttttcc
  1000141 attaattgca ttagtagtcg gaacaatggt tggtggcggt gtttttagtt taccgcatga
  1000201 tttagcagta ggagcaaata gtggctctat cataattggc tggtgtatta cagcgatggg
  1000261 aatgattcca ctcgcgctcg tatatcaaac gttagcaaga aagaaaccag agcttgaggg
  1000321 cgggatttat agttatgcac gtgctggttt cggtgaatat attggattta acagtgcttg
  1000381 gggatactgg ttagcaggaa ttttaggaaa cgttgcaaca atcatgttac tgtttagtac
  1000441 attaggttat ttcttcccaa tttttaaggg cggaaatagt gttgcgtcta tcgtaggagc
  1000501 atcactttta ttatggacac ttcattttct aattttattt ggcattcgtg aagcatctat
  1000561 tatgaatgtg attgcaacga taggaaaatt ggttccaatc gtattattta ttgttgtaat
  1000621 ggtaacagcg tttcgctggg atacatttac acaggatttt tggggggaag gaactatttc
  1000681 agtttcctct atactaggtc aagtgaaaaa tacaatgctt gtaactcttt gggttttcat
  1000741 cggggttgaa ggagcggtag tattatctgg aagagcaaaa aatagtcgag atgtcgggaa
  1000801 agcgacagta ttaggactta ttttagtaat gtctatttat attttaattt ctgtcttgtc
  1000861 aatgggagcg atgacaagag gagaactttc tgttttagaa actccgtcaa tgggacatgt
  1000921 attagaacat gttgttggga catggggggc agttgcgata aacatcgggt tagttgcttc
  1000981 acttgtaggt acattaatag gctggttttt acttgtttct gaaatttccc acgtagcagg
  1001041 aaaagatggc gtgtttccga aagtctttac gaaaacaaat aaaaaacaaa cgccgcatat
  1001101 ggcattatgg atctcaaatg gcgttgccca agttatattt ataatcgttc tgttttcaga
  1001161 atcaacatat caaattatgt atttcatagc gtcaacatca attttagtac catatttatt
  1001221 atcagcgtta ttccaattta aattagtaat tacaaatgaa ctaaaagatg caaaagtcaa
  1001281 aaatggttcg ctagctttaa ttgcttcact ttactctgta tggcttattt atgcagctgg
  1001341 tttgaagaat ttattgctcg tttcaatcgt atacgggatt ggaatcattg tttatgtgta
  1001401 tgcaagaaaa gaaaaaggaa atcgttgttt tactggtata gagagatatg taatgtgggc
  1001461 aattgtagta gcagctgtta catctctata tatgttattg actggaaata taaaaatgta
  1001521 aaagtccttt tcatttaaag ggcttttttc tttgtctata gaatatttaa tacataagat
  1001581 attcaggagg gatgaaaatg gaaggaaaag aacagttgac gagaattgtt gatttagcga
  1001641 gtgaagtaag gaaagtatta gtgcaagaat ctttttttaa tcatcatcct gaactgagag
  1001701 gagtgattga aaatttagcg agtgctgtag agaatttggc ggaattacag caaaataaag
  1001761 atgaaaatgc tgaagatcgt ttacgatatg tacttgcaaa aatgaaaatt gctcataatg
  1001821 ccattttaca agagaaaaat gcatttccat ctcattaata tacgatttca ttttgaacct
  1001881 ggcggataac gtcaggtttt ttgtttctag ttttgcgttt ctttcataca ctaagaatag
  1001941 tatgaaaaaa gaaggtgacg aaggtgaaat tacataaagc tcttcagcca agttttataa
  1002001 aacgcatgta ctatatgagg tttattggga agtttacaaa agcagagagt gagaagagtg
  1002061 gagagaattt ctttgtacaa tgcctatcgc caataccatt cacgttgcaa gagcaattga
  1002121 aaaatgaacc atatgtattt gaaggtttat gtaacaataa aaagaatgaa aaagtctttt
  1002181 cggaattaaa gaaaagaaaa ttagaaaagc aattggttat gtttcgtctt tattatgaaa
  1002241 gaggacatat atacgtagag ttaatttgta cagaagaacc gcgagaaatc gcaaacggtt
  1002301 ataaaatgat tccagtacct aaagtttccg attataaaaa gggggagtct ttagaaagaa
  1002361 aacttagtaa tggttatttg tcatttctaa tgccaaaata tccgaaagac tttgagccgc
  1002421 ctgagttatt gtggcacgag ggaaggttat atggaaatat atctttaaag tcatcgtcaa
  1002481 ttagttcaat cgcatatttt gaacagcagc gggaatgcaa gtatatagaa tttaatgact
  1002541 ggatgaagta tgtagaaata gcggtagaag atcaattata ttttgtaagc aatcatgtgt
  1002601 atgagcaatt taaaaaacga ataactgaag aaggtaagct tgtagaggta gaggaagtaa
  1002661 aagtgcaaaa ggatgaatgg gaatgggatg agcgtgaatc cgtcttttta cagtatgtga
  1002721 aaagttttgt acgtaataaa gggctatatt tggatgaaac agatatttat aactttcaca
  1002781 taagtgcaaa aacaaatatg ttgacgattc tgggtggtat accaggcgct ggaaaatccc
  1002841 gttttgtgca agcttatgca gaagcacttg gattacagta tggggaagaa ttggtttgga
  1002901 ttccgatttc gccatcgtat caagaaccac atgatttact tggttacctt cactcaaatg
  1002961 gtacttttat tgaaagtgaa acaaaattag ttagagcgtt aatgaaggca aaagaaaatc
  1003021 aaaatcagct gtatataatc gtttttgatg aaatgaatat gtcacatatt gagcattggt
  1003081 ttactccatt tctatctgtt cttcaacttg aaaagcaaaa ccgtatttta aatttgtatg
  1003141 aaggtgtaca agaggaagaa aatccaattc caccaacaat tgaaattgga gaaaatatta
  1003201 tgtttgttgg tactgtgaat tttgatgaaa caacgaagga actctcagat cgattattag
  1003261 atcggacgaa tgtaataact ttaagaaagg ttccgttttg tgagatgtgt atggagcaag
  1003321 agaaagttgt attacaacca cctctgaaag taactgcagg agaatttcgt ataaattggg
  1003381 tcaggaataa aacgatgatt gaggtgtttt ctgaagaaga gttagagcta ttagataagt
  1003441 tacatggtgt attgtcatca cacgatacgt caaagggaat ttcttttcga tgcgcaaatg
  1003501 caatagctac ttacttgcaa aatataccgt tccaaaataa tcattcctat atgatcagta
  1003561 gagaagaagg atttgattta caaataaagc aacgtgtatt gacgaaaata agagggactg
  1003621 aaatgatggt tgggtcttta ctttcagagg aagtaaaaag gggggcaaca ttagtacctc
  1003681 ttttgcaatc ttcacttgca aacagagtat ctacatttga acactcttta gcatatataa
  1003741 gagaaaagcg tagagaattg gagttgtatg gttatgcaaa atgaagggcg atatgaaaca
  1003801 gaaatcgttg atacgaaaga aacgctccct tttgtattaa agttaatcat tgggacggaa
  1003861 acaaaggggg aatatatttt attaaatcgt ctttgcacct ccactacagc attagttcaa
  1003921 tgtatttata aagtgcaaga attaaaacca attagattgc aataccatta tgaaaatcca
  1003981 atgaatatta cttttatatg gaataaagta tatgaggggc agaaaaatat aaaagagaca
  1004041 aaatatgaaa taaatgaaaa aaaacaaaag gtattaatat atgaacatgg aaaaacggaa
  1004101 tttttttatc catggcgttg tggtttatat cattttgagg tgaatataga aggtcaaacg
  1004161 tattatggcg cttttcaagt cgtccccaaa aatttttttg atgaccaatt tgaaatgatt
  1004221 caaaactatg tgaagtcaat tttaaatgag ttgattttag atagaggtta ttataaaaag
  1004281 actttctctg cacttagcga tattgaagat tcttcttatc tagtgttact tagaaagttg
  1004341 ccgcaaaaaa tgaaaaagat aaagcaaatt tttaagaaaa tagaatcgag ttcaaaattt
  1004401 atacatgaat ataaatggga agaaaaggag cggaaagtaa cgaggaaagg agcggtagtg
  1004461 gcggaaagaa aaccgtatgc aaaatattat aatcgtaagt tcatcgaaca aaaaaatagt
  1004521 acggaaaatg catttcttaa atttaaagcg atgcaatttt atctttattt acttgaagcc
  1004581 gaaagttttt tgcgtcaaac aattgaaata ttagaaagag aaaaaaagaa gaaatcagaa
  1004641 gaatttcaag ctgtaaaaac gattatacaa acaattgagc gtaatggatc agtgaccgat
  1004701 agagagaaac aaaaatataa aaatatacat ttactaaaag aggcggattt acgaaaaagt
  1004761 tctatgaaga tacaagaata taaaatttta gcgcatttcg tacatgatag tgtacaatac
  1004821 tttcaaactt taatgcattc tccattctgg agagaagttt ctgaaacggg tagaatgaac
  1004881 gcacataatt taccgatacc acatcaacaa ttactacagc atttagattt actcccacaa
  1004941 tatacagatc aatctccatc tttattattt gtttataaac caactttttt agtgtatgaa
  1005001 tattacgctt tttttatcgt tatttccatg ttagagcaaa ttggttttga agccagaaat
  1005061 tccattcgtg aacaaataca agaacatttt tatgtagatg gattacaaga tggaacgaca
  1005121 gtagttttac atcgagatga tatgaaagtc catgtcgcat ttaatgattt aattgaaaca
  1005181 catcctctta ttgcattaag taaagggagt aatttttata atggagaaga tacgaagaag
  1005241 ccagatattc gcttagactg ttacgtaaag ggggaagaga aatacgtcta tcaatcttct
  1005301 attattattg aagtgaagta tagcccaatg tacaatattt ttcagcacgt tgggaatacg
  1005361 aaagcaactg agcaaatgta taagtactgg tctataaaat ttgtagaaga acaggatgga
  1005421 aagcgagtct atcatcgaag ggccatttat gaagtcattt gtgtctatcc aggaagtcat
  1005481 atgcatagta aaaaaattga gtctggttgt ggtgttttct tacaattata tccatataaa
  1005541 acaaagcaag gggaagagaa attagctgga aaacatggaa tggtacaaat ttttgagaag
  1005601 tggttaaaaa gcatgaagaa gtaaaagaaa tcctttttta taaaggattt ttttagatta
  1005661 agaagaatta tatgcagtat gggagacggc ttcatacgat atgaatttgc aagtaatata
  1005721 aatatattgt gagaaggatg gtacatgagg gataagagac gattatgatg gaatttaatt
  1005781 cgttttgcag aatataataa gtcataaata tttttagttg catacgaaga tttgttctta
  1005841 tatgatagat agtgaaagcg ttatcaaaaa acagagcggc gatgggaaag gcggggaaat
  1005901 atgttccagc gtgttcaaac aaaggaagaa catttttggt tcgagcaact atggggagat
  1005961 ttttgtgaag aaagaaactt aatgttcgta gaacgtaatt taaatccatc acgattttta
  1006021 ttaatagaag atgagcatca tattggtaca gtagaatgta ttaagtatac ggtaccagag
  1006081 caatcgaatt ctgagttttt ctatccgttt tctaaaaatg atttagtgaa agatttgcaa
  1006141 aatgtatatg aaatcggcaa gttaagtatc gcgaaaacgt ctcgtgggag aggacacttc
  1006201 aaaagactaa cagctatttt atttatgcat gcattagaaa cgaaagcaga atggtatatt
  1006261 gcagcagtta caaaaagaat gtatatgtat ttattaacac tcggttttcc aattgaaccg
  1006321 atagataagc catttcagtt tcatgatact ttacaaggtg taccagtacg aattcatgcc
  1006381 cgaaaagggg ctacgcattt gtattcttta aaagaatttc gagatgtgat tcaagggaat
  1006441 gcccatgcac aggcattaat cgcagaatac agtaagaata ttatgttaac caaataaaaa
  1006501 gaaatgaata tgtataataa agagaatact attttaaaat gaaatcatcc ttcatgaaaa
  1006561 agacccttat tattttaata agggtctaaa aattataatc caaatatact aaaaatcatt
  1006621 ttacggcgct tcggtttctt ttcacgttca tatgttggtt ttgtatcggg agtaatatat
  1006681 attggttctt ctttcttgag gccagcttct agcttttgaa ttcgctctaa catttcctcc
  1006741 atttcacggc gatgttgtaa aagttggtat gtaacaacat catttgcctt atcttgcatt
  1006801 tgttcttcca ttcgatctag tcttctcgta attgtgttta attgagcggc taattgttca
  1006861 aaatcatgcg atgatatgtt ttgaacaatt gtatttactt gagtttttaa ttcttcaaca
  1006921 tcatttgatg atgttttttg agtagggtga gtgttttgag actgctctat ttgtgaacga
  1006981 tggtattcta acatttggtc taaatcatct tgtgtgaaaa taaagtgacc atatttattt
  1007041 ttttctattg taagatttaa ttgttgtgca atccggacaa cagcctttgg gctaacacct
  1007101 aatttttttg cgataaatgg tgttttatat tccaaaataa tccctcctat atatatcctg
  1007161 ttgaatgatt tcgatctatg aaggaagttc ccttctggta tgacaaaaga agtgtggaat
  1007221 cggcaaagaa agtgtttttt cacgaaaaga agctataaag aatatatcgt gtatataaaa
  1007281 atattttata ttaacattta gaatcatttg actgagggaa ataaattaga ttatcataat
  1007341 gataaatatc ttttttatgt atgcatataa tatataaaaa ggtggttgct aatgtagaat
  1007401 tttgttagag tattagaatg cttacttcac ttgaataaaa ttaagtagga ggtggcttcc
  1007461 ttgcttacaa tgtaagtaag gaaaagtatt tggacatata tagtataagt atagtgattg
  1007521 ttttaattgc cttaacggca tttttcgttg cagcagagtt tgcaattgtt aaagtacgaa
  1007581 gttcacgaat tgactattta attgcagaag gaaataatcg tgcaacatct gtcaaaacag
  1007641 tcattacaaa cttagacgaa tatttatctg cttgtcagct aggaataaca gttacagcac
  1007701 tgggaattgg gtggtttggt aaaccagcat taaagcaaat gtttgacacg ctttttgtga
  1007761 atttgaacat ttctactcaa ctggcagaca tttttgctgt aattttagtg tttttgttta
  1007821 ttacattttt acatgttgta ataggggaat tggccccaaa aacatttgcg attcaaaaag
  1007881 ctgagcaggt aagtttattt gttgctaaac cgttaacttt cttttatcgt atggcatttc
  1007941 catttatttg gctattaaat ggatcagccc gaattattac gaagttgtta gggctgaaac
  1008001 caccgaaagg gcacgatgaa gttcattcag aagaagaatt acggttgtta gtttcagaaa
  1008061 gttacaaaaa tggagagatt aatcagtctg aatataaata tgtaaataaa atctttgaat
  1008121 ttgatgatcg tatagcaaaa gaaataatgg taccccgaac tgagatgcat attataagga
  1008181 aagaaatgcc tgctgaagaa gctttgcaaa agatgtctcg ggaaaaatat acaagatatc
  1008241 cagttgttga tggagacaaa gatcacgtaa taggctttgt gaactttaaa gatattttta
  1008301 cagattttgt gcagcataaa gcggttcgta ataagaaagt agagcaatat attaggccga
  1008361 ttattttagt tattgactct atcccaatac acgacttatt tttaaaaatg caaaaacaaa
  1008421 gaacacatat tgctatattg atagatgaat atggtggtac gtctggactt gttactgttg
  1008481 aagacatttt agaagaaata gttggagata ttcaagatga atttgataca gatgaacagc
  1008541 cagaaattca acaagttagt gaaacgaaaa cgataataga gggaaaagta cttgttagtg
  1008601 aagtaaatac gttattaggt ttaacaatag atgataatgg tgttgataca attggcggat
  1008661 ggattttaac gaaaaatata gaaattgctg aagaggattt cattgaaatc gaaaattata
  1008721 agttttgcgt gaaagaatta gatggacact atataaagag attagaagtt acaaaaactg
  1008781 tagaatcaat tgttatttta gaagatgaaa aacaaatttc attacaagaa caaattagtt
  1008841 cgtagactct gctagatggc agagtttttt tgagcataat gtttttggca aaataagggc
  1008901 tatgttacaa tggaataagt cagacctttc actaggtgaa gtattgttgt atacatatat
  1008961 ttgaaaggag aagaattatg aaaaagcatt tatatataaa tggagattgg aagtctgtaa
  1009021 acacgtataa accattatac gcaccatatt ctgaagaaac attagcggaa attgcgcaag
  1009081 gaacggaaga agatgtaaaa gaggctgttg ctgctgcaaa aaatgccatg aaagaaatga
  1009141 atacattatc tgcatatgat cgtgcgacta ttttagagaa agtcgcacaa aaaatggatg
  1009201 aaagaagaga agaatttgca gagattattg caaaagaggc tgcaaaacca atacgtgctg
  1009261 caaggggaga agtagatcgt actgttcaaa catataaatt tgcagctgaa gaagcgaagc
  1009321 gtatatacgg tgagacactg ccacttgatg cagcacctgg tgcagatggg cgtattgcat
  1009381 acacaatacg aaaaccgatt ggggttatag gggctattac accatttaat tttccattaa
  1009441 atttagtggc acataaagtt ggtcctgcaa ttgctgctgg aaatacagtt gtattaaaac
  1009501 cagctgatca aacgcctcta tcatcttacg cattaatcga actatttgaa gaggcaggat
  1009561 tgccaaaagg agctttaaat attatttctg gccccggttc aactgttggt gaagcaatag
  1009621 ttacaaatga tgatgtggct tccattactt ttacaggaag tccgaaagtt ggaattggaa
  1009681 ttaaggcaaa ggctgggtta aagcgagtta cgttagaact aggatcaaat gctgcagtta
  1009741 ttattgatga agatgtagaa ttaacagatg aattaattga acgtgtaaaa tggggagcat
  1009801 ttgttaataa tggacaagtt tgtatttcgg tgcaacgtgt ttttgtacat gaagagagaa
  1009861 gggatgactt tctatcaaag ttacggaaag cgatggaaac agttgttgtt ggtgatccgc
  1009921 tgattgagga aacggatgta tcagctttaa tttcgaaaaa agatgtcgag cgtatcgata
  1009981 actgggtgca agaagcggtt aaagaaggag caaacgtttt atatggcggt aacaaacgtg
  1010041 atgaaagggt ttttgaacca actgtattaa caaatgtgcc ggagcatgta tctgtacagt
  1010101 gccaagaagt attcggccca cttatgacag taaatacatt taaagaattt gatgaggcca
  1010161 tagagcaagt aaataattca cgttacggtc tacaagcagg cgtatttact aataatttgt
  1010221 ttaaagcaat gcgtgcaatt gatgaattag aagttggtgg tgtcatgata aatgatattc
  1010281 cgacgtttag agtagatcat atgccttacg gtggtgtgaa agaaagcggc acagggcgtg
  1010341 aaggaattaa atatgcaata gaagaaatga cagaaatgaa attagtatgt attaaaaaat
  1010401 aaagtatata gaatgtaaat agcgcaataa aaaacgagta ggaaatgttt acgattccat
  1010461 actcgttttt tacttttgct ttacgctttt cagaacgatt tcatttaatc aagtgtacca
  1010521 tttacttcat ttcttgtttg taaatagcat cttctacata aatttgttct ttgtcaacag
  1010581 cagtgctatg agataatact aagccgattg gtgtctctat gcctttattt tgaacaattg
  1010641 taaaaggaac atttttttca tttgccaatt taatgtattt ggataaatgt gggtaagcaa
  1010701 tgccaccatt taggaatatt tgtaatgagt gagaagagcg catgctacta gctacttcag
  1010761 catatacatt actttgcatt acttgaccga tagttaaagc gatttctaca cgctcacgta
  1010821 atgtagttaa atacatatta cgttcttctg gtttgttctg cttttggcca taaatgcctt
  1010881 cttggagata atcttccaca tttttattta ccatattttt cacacctttc cttttctatt
  1010941 gtacgaaaga atgaatcagg atgcaaaaaa agtcgcatcg aataaaaaaa tttgaatgaa
  1011001 aggaaggaaa atggaatgca tcaatctaaa caattaataa agttataaaa attttatcaa
  1011061 cacatattaa caaaatgtga caataatcta ttaacgaatc atgatttttg tgttaatatt
  1011121 caaaatataa agggtattcg tcgcatggaa atggagggaa tggaggtttt tccaatcgat
  1011181 aaggatatta aagaagtatt ttgttcgcac ttgaaaaaca acaggcacca attcgttgag
  1011241 aactggaaaa acaaaatgat aatttccgat aaagatccat ttagactaga agtagttcaa
  1011301 aatggagagg atttattaga gtttattatt gaacttatta tggaagaaaa agatattaat
  1011361 tatcttcagc cattatgcga gaaaattgct attgaacgtg caggagcaga tgctaatata
  1011421 ggtgattttg tttataatgc aaatgtggga agaaatgagc ttttcgaagc gatgtgtgaa
  1011481 ttagatgtta gtgcacgtga attgaaacca attatgaacc aaatacatac ttgttttgac
  1011541 aaattaattt attatactgt tttaaaatac tcggaaatta tatcaagaaa cttagaggaa
  1011601 aaacagcaat atattaacga aacacataaa gaaaggctga cgattttagg gcaaatgtca
  1011661 gctagttttg tacacgaatt tcgtaatccg cttacttcca ttatgggatt tgtcaaatta
  1011721 ttaaaggcag atcatcctag tttatcgtat ttagatatta tttctcatga attagaccaa
  1011781 ttaaattttc gtatttcgca atttttactc gtatcgaaaa aggaaatgtg gaatgaatca
  1011841 gaaagttttt ggcttaatga cttgtttcaa gatattatac agttcttata tccgagtttg
  1011901 gtcaatgcaa atgtttcgat tgaaaagaat ttgccatatc caattccgct tactggttat
  1011961 cggagtgaag tgagacaagt atttttaaat atattaatga actcaattga cgctcttgaa
  1012021 tcaatgaaag aagaacggaa aattatcatt gatgtatttg aagaagatca atcgattcga
  1012081 attgtaataa aaaataatgg gccaatgatt ccagctgaaa atgtagaaac gatttttgaa
  1012141 ccatttgtaa ctactaaaaa gttaggaact ggtattggat tatttgtatg taaacaaatt
  1012201 gtagaaaaac ataatggatc catcatgtgt cgttcggatg acgattggac agaattccaa
  1012261 attgcatttc aaaaataaac agtctacacc aaataaatgg tgtagactgt tttaatttgt
  1012321 aagtataact gcttctaatt tagggtcttt cgtggaataa cctaaaattg aaattgtata
  1012381 aataatgttc ggttcgactt tgaaatctgg tatagttagc aatacacttt gattatctgc
  1012441 gagtgaaact tcaatatcag ctgtaccagg gctaacttct aaaaaatctg ttatttgttt
  1012501 aaagagtaca ttttcaaata aatgatcgcc atcttttaaa cttacattta caacaggggt
  1012561 atcgggagaa aagtgtgcaa agcgtatttt tgcctgacct gctggtaaat gagtattatc
  1012621 aagcataggc tgtaattgta gatgattatc attatttatt gtagcaaaag tataagtgtg
  1012681 atttcccatt attggtacta aagctgaaaa gatgggagtt tcatttccga caggaacaat
  1012741 atctattcgg tacttacctt gcactaatgt taaataaggg ctaaattgtt taaatgaaat
  1012801 atttttaata accttttgcc cgtttactaa aatatcaacc gcaggtgtat tggaagcaga
  1012861 gtgaaaaaat cttatgtgtg acggtaaagt agcttcttgt gaatctcttt tttcatatgc
  1012921 ctgtacaaga ttcgtaagcg catcataata tttcatatat agttctacat attttttggg
  1012981 attatgaaat tgatagtaac gagcgagctg ttcgtaacga gcagcttctt gtccatattt
  1013041 ttcgatttca gattgagaca tgaacattcc tcctttgtca tcattaaaac tatatgctta
  1013101 gcaaggatga ggttatgcga aaaaatggtt tccaaaggag aaaatttgta atgaagacga
  1013161 tgaaatgcat ggtctgaaat tcttgaaaaa tagggatttt ttaaattata ggcaaataca
  1013221 catacaaagt gataattgtc ctacataatt tataaaggaa tggtagtttg actttgaggg
  1013281 aaggagtgac gaattgggat atggttatcc caaaggtgat tggaaatgaa gttatgaagg
  1013341 attttgtgct attgttttta gttcattttt gcaagtgaag gtattaaccg gtaatagagc
  1013401 gtcgtgccga actgattaat gtagttaatc ggttcttttt ttattgtata aaacgaacgc
  1013461 aatgtatgta gaatattggt ttttatacaa ataatcacta tgcatttagt aaggataatt
  1013521 gtcgaatttt gtttgaaaat atgcaatata aagtagggga ataggaagga gtttaaaggg
  1013581 agtttcgtcg aagtttacac aatgtcggca attgagcgag gctggcatta tgttagaaaa
  1013641 atatttagtg aagcgttaat tttatataag ggagggttat ttgagcgtat agataagggt
  1013701 tggtctttga attaagttct gaattttctg tttttgaaat aatatttagc actcatttgt
  1013761 atattttata atagtttttt gataaattca ctgctttcgc agagggttct tttttatgaa
  1013821 agaaacgtca attttcttca tatatatata caaattggag aaatggggga gcgctatgcg
  1013881 cgattactta attaaaccac ttgttggtca gccgtatcca atgatttcac atggaaaagg
  1013941 tgtgtatttg tatgatcaaa acggaaataa atattttgat ggctcgtcag gggcaattac
  1014001 ggcagggatt gggcatggcg taaaggagat tgcggacgtt atcaaaaagc aagcagagga
  1014061 gattgctttc gtttatagat cacagtttac gagtgaacca gctgaaaaat tagcgaagaa
  1014121 attaagcgat ttaagtgtag gagatttgaa ctggagcttt tttgtaaata gtggtacgga
  1014181 agcaaatgaa acagctatga aaattgcaat tcagcatttt caagagcggg gtattcaagg
  1014241 aaagcataaa attttgtctc gatggatgag ttatcacggc attacgatgg gagcattatc
  1014301 gatgtctggg catccactcc gtagacaacg tttcgtatca attttagaag attatccaac
  1014361 tattccagct ccatattgtt ttagatgtcc ggtgcaaaaa gtatatccaa cttgtcagct
  1014421 tgcctgtgcg acggaactag aaaggtcaat tgaaagaatt ggagcagaac atattgcagc
  1014481 ttttatcgct gaaccgatta ttggagcagc tgggggcgca gtcgttccgc cgaaagaata
  1014541 ttataaagtt attaaagata tttgtagcca ttacgatatt ttatttattg ctgatgaagt
  1014601 aatgactggg cttggtcgta ctggtgcatg gtttgcgatg gagcattggg gtgtagaacc
  1014661 ggatattatg actcttggta aaggtttagg agctggatac acaccgatgg cagcgacggt
  1014721 tgtaagtgac cgtgttatgg agccgatttt acgagggtca cgttctgtta tgagtgggca
  1014781 tacgttaagt gcaaatccat tatctgcagc aacagctcta gctgttattg aatatatgga
  1014841 gaaacataat ctacctgaaa aaacagcgga aaagggagag tatttaataa agggactaca
  1014901 gaaagttcag caacaatcga caatcattgc tgatgtgcgc ggaaaaggat tgctaatcgg
  1014961 agtagaattg caaccgtttt caaaagcgtc ggaacttatt tcggttgcag ctaaaaatgg
  1015021 tcttctttta taccaagctg tttcagggca agcaggaaaa gaagatagtg cactgcttgt
  1015081 ggcaccgcca atgacaacta catattccga gttagatgaa ttactttcaa tttttgcaaa
  1015141 aagtgtagaa gaaatgatgc aaaaaggagg gcatagtatc gcatgacaac tattacgaat
  1015201 acattcgata aattaaaaga gatagaggaa gtaatttctt tattccacga tgatatgaca
  1015261 ttaatgtttg ggggatttgg ggggatcgga tcccctccat ctttaataca ggcgatttta
  1015321 gaaaaaggag ttacaaattt aaatttaatt gggaatgata cgggatttcc tgatgtagga
  1015381 atcggtcgtc tcgttacaaa tgaaagagta aaatcattaa ttacttctca tatcggttca
  1015441 aatccaaatg caggaagaca gctaaacgaa ggaaggttac aaattgaatt ttctcctcaa
  1015501 ggaacattag cagagcgtat tcgcgctggt ggtgtaggac ttggtggcgt attagttgat
  1015561 gtaggtgttg atacgattgt agaagaggga aaacgtacag ttgaaatgaa tggcaagaca
  1015621 tatttagttg aaacagcatt aactgctgag gttgcgattg tatatgcgaa aaaagcggat
  1015681 ccatttggta accttgtgtt tgataagagc gctcgtaaca tgaaccctca cgttgctatg
  1015741 gccggggata taacgattgt agaagcagag gaaatcgttc cacttggaag tttagatcca
  1015801 gaagaaattg ttgtcccagg agtatttgta aattatatcg taccgtcgga aggagtgaat
  1015861 tggaaatggg tatgggcgta gaagtgagag ataaaattgc tagacgtgcg gcgaaagaaa
  1015921 tacagaatgg aatgattgta aatttaggta ttggtatacc atcgcttgta ccaaatcatt
  1015981 tgcctgacga tataaacgtt atgtttcatg cggaaaatgg aattgtaggt atgggaccta
  1016041 cgccaagtaa aggaaatgaa gatgaaaatt tatgtaacgc agcaggtttg ccaacttctc
  1016101 ttattacagg agcaagttat tttgatagtt gcacagcgtt tgggatgatt cgaaaaggtt
  1016161 tactagacat aacaattctt ggttcattac aagtaagtga gaatggtgat ttagcgaact
  1016221 ggattgttcc aggaaaacgc gttccaggta ttgggggagc aatggattta gctcaaaaag
  1016281 cgaagcgggt cgttgttgtg atgaatcatg tcgataaata cggaaatgca aaaattgttt
  1016341 cggagtgtac attaccatta acttcaaaaa aatgtgtaga tttaattatt acggatatgg
  1016401 cagtaatgga agtaacggag ggtggactta ttttgcaaga attgatgagc ccttacacag
  1016461 tggaagatat aaagcaacat acagaagcaa attttaaaat tggctctaat ttactagtaa
  1016521 ttgaatgagg ggagatgtaa tatatggagc aattaaaaaa acaaatttgt gattatattg
  1016581 agagtcaaga agaagagagc gtaaaatttt taaaacgatt aattcaagaa aagagcgtat
  1016641 ctggtgatga aagtggtgca caggcaattg tgattgaaaa attgcgcgag ctaggtttag
  1016701 atcttgatat ttgggaacct tcattttcta aaatgaaaga tcatccttat tttgtatcac
  1016761 cacgtacaag tttttcggat agcccgaaca ttgtggcaac ccttaaagga agcggcgacg
  1016821 ggaaatctat gatattaaat ggacatattg atgttgtacc agaaggagat gtggaccagt
  1016881 gggaccatca tccctatagt ggtgagagaa taggaaatcg tatatacggc cgtggaacaa
  1016941 cggatatgaa aggcggcaat gtcgcgctaa tgcttgcgat ggaagcaatt attgaatctc
  1017001 gtattgaatt aaaaggagat atttattttc aaagtgtaat agaagaagaa agcggcggag
  1017061 caggaacatt agctacgata ttacgaggat ataaagcgga tggtgtcatt attccagagc
  1017121 cgacaaatat gaagtttttc ccgaaacaac aaggttctat gtggtttcgt ctacatgtga
  1017181 aagggaaagc agcgcatggt ggaacacgtt atgaaggagt aagtgcaatt gaaaaaagta
  1017241 tgtttgttgt agatcatttg agaaagctgg aagagaagag aaataatcga attacagatc
  1017301 cgttatttaa aggaatcccg attccaattc caattaatat tggaaaaatt gaaggcggga
  1017361 gctggccaag ttctgttccc gattcgttaa ttttagaagg aagatgcggt attgcgccga
  1017421 atgagactat agaggcagca aaagaagagt ttgagaattg gattacggaa ttaaatgatg
  1017481 tggacaattg gtttgttgaa aatcctgtag aagtagaatg gtttggagca agatgggttc
  1017541 caggtgaact ggaagaaaat catgagttaa tgacaacgct cgagcataac ttcgttgaaa
  1017601 tcgaagggaa caaaccgatt attgaagcat ctccgtgggg gactgatgga ggcttattta
  1017661 cacaaatcgc aggtgtacca acgatagtat ttggcccagg ggagacgaaa gtagcgcatt
  1017721 atccaaacga atatatagaa gttgataaaa tgatagctgc cgcaaaaatt attgcatgta
  1017781 cattactaga ttggtgtgag gtgaaaaaat gaaatactat gaatctttta gagaacagac
  1017841 gaatggctat acagtagaag gtgttttgga ctattttaat aaacgtattc gagtagacca
  1017901 ctacacagga aatgttgaga ggattatcca aacaattgat gaattagcag agaaacattc
  1017961 tttcactaaa tgtattgtta aaggaaaggg agagcatgtt tccacatggc tctctttcgg
  1018021 ttttttatta gaagcaacat taccacatta ttttcaaggt catgatgcat actttttcgt
  1018081 gaaatttaat aatgatgaaa gacgaaatag tagtcattgg gctgaggaag ataccatttt
  1018141 aagcggtgta aaagcaaaag aggtaaagga aaaaatagtc ccagagaaat ttctattaag
  1018201 aaaagcgaca gaagaggatg cagaagaatt agcggctgtc tttggagaag tatttgaagt
  1018261 gtatccaact ccattaaacg aagcgagtta tgtaaaacaa acgatgaaag aagacgatac
  1018321 aatttactat gtgtatgaat tcgaggggaa aataattagt acagcatctg cagaaatgaa
  1018381 tataaaagaa ggaaatgcag aattaacgaa ttgtgctact ttacctgcat atcgtaaaca
  1018441 tgggtttatg aaaagtttat taattaagtt agaagaagaa cttcaagaga aatcgatttt
  1018501 ctgttcttat acaattgctc gatcgctttc tttcggaatg aatgcagcct tttatcagtt
  1018561 aggctatacg tatacaggaa gattggcgaa caattgctac attttcgata agctagaaga
  1018621 tatgaatata tgggtaaaag atttgtctaa atagtacgtt ataaaaataa aacggaaccg
  1018681 tcatgcttat aatcgcacat aggtatgccg gaaattcggc atagtatttg ctgaattttc
  1018741 ggcaagaggg gggatgacat tgctagcagt ttcgacacaa gaagtcattg aagcgatttt
  1018801 gggcagtatt gatgaggcta tacacgcagt agatgaaaat ggtattacaa ttttctataa
  1018861 tactgtagct gcaaaacacg atggatcaaa aattgaaaaa gtgttaggta aacatttgtt
  1018921 agaagcgttc ccttctttat ctagggaaac aagtacgttg atgaaagtgt tagatacaaa
  1018981 aaaaccaatc gttcatcaag tgcagcatta tcaaaattta aatggagaag acatttgcac
  1019041 agtaaatacg acgttaccta tttttataga tggaaatatt gctggagctg ttgaaattgc
  1019101 aaaggattat tccacagttc aaaagcttac agatacaata gtcgatttgc agtcgaaaat
  1019161 aaagcggtca tctagaaaaa aagcaatcaa aaagcatgtt gcatttgaga caatcgtaac
  1019221 gaatgacgct cggtttaaac agacgaaaga attagcacaa aaagtagctc caactgatgc
  1019281 gaatgtttta atatatgggg aaacaggaac agggaaagag ttatttgtac aagcgattca
  1019341 tgaagcttct aaacggaaaa acaagccgtt tattgcacaa aactgcgcag ctttgccaga
  1019401 gtctctatta gaaagtttat tgtttggaac gacgaagggt agttatactg gggcaattga
  1019461 acgagcgggg ttatttgaac ttgtagatgg agggacattg tttttagatg aactgaattc
  1019521 aatgccactc gatttacaag cgaaaatgct acgtgtatta gaagatggtg ttattcgtcg
  1019581 tattggtgat aataagacga gaaaagtaga tgttcgcgtt attacagcaa tgaatcagcc
  1019641 gccagaagta tgtttaaaag agaataaaat tcgcactgat ttatactatc gattaaatgt
  1019701 cttttcatta tatattccgc cgctccgtga aagaacggag gacgtattat tattagcgtc
  1019761 ttattttttg aaagaatata ataaaagtta taaaaaaggt gtacttcaaa tggataagga
  1019821 agcgaaagaa agactacaat cttaccaatg gcctggaaat gttcgggagc taaaacatac
  1019881 gattgaacat gctgtcatta ttgcagaagg gaatacatta acagccaatt gtttaccgcg
  1019941 tacatttcgg aaagagagtt ttccgaagaa gaaaagcata ttgccgctta gagaagcact
  1020001 tcatcaaaca gaaaaagaat taatagatca agcgttaatt gaaacggaag ggaatatact
  1020061 acaagctgca aaaatgttag gcatccctcg tcaaacgctt caatataaac tgagtaagta
  1020121 cgacaaaacc gccgaataat tggcggtttt tgtgtgtttg cacgaataaa agagcgttta
  1020181 catatatgta aagtaatgaa tatgatagta tgtatgaatt tcatacagtg cttaaaaaat
  1020241 ttttttcgct tatgtaatag ggttctccgc acatttactt atcaataaag taaagttggc
  1020301 ataactattg cttatataaa ggatgagcgt ataaaaaggg ggaatagcaa tgttacatga
  1020361 tgtatacaaa ccaaatcgtc actggaagga tatcgaatta tggaaagatg ttactgaaga
  1020421 gcaatggaat gattgggttt ggcaattaac gaatacgatc aaaacgttag atgacttaaa
  1020481 gaaagtgatt aacttaacac cggatgaaga agagggcgtt aaaatttcaa cgaaaacgat
  1020541 cccgttaaat attacaccgt actatgcttg gttaatgaat cctgatgacc cacgctgtcc
  1020601 gattcggatg caatctgtac cgatctcgga agagttatat aaaacaaaat atgatttaga
  1020661 agatccgctt catgaagatg aagattctcc agttccaggg ttgacacatc gttatcctga
  1020721 ccgtgtatta ttcttagtaa cgaatcaatg ttctatgtat tgtcgttact gtacacgccg
  1020781 ccgttttagt ggacaaattg gaatgggtgt gccgaagaaa caattagatg atgcaattgc
  1020841 ttacattcgt gaaacaccac aagtacgaga tgtattaatc tctggtggcg acggtcttct
  1020901 aattaacgat aaaattttag aatatgtatt aaaaaattta cgagagattc cacatgtcga
  1020961 gattattcgt atcggtacga gagcgccggt agtattcccg cagcgtatta cagaaaacct
  1021021 atgtaacatt attaaaaaat atcatccagt atggttaaat acacatttca atacatctat
  1021081 tgaaattact gaagaatcga aaaaagcatg tgaaatgtta gccaatgctg gtgttccagt
  1021141 cggaaaccaa gccgtaattt tagctggtat taacgacagc gttccaatta tgaaaaaact
  1021201 aatgcatgac ttagtaaaaa tccgtgtacg tccatactac atttatcaat gtgacttatc
  1021261 tgaaggtatt ggccatttcc gtgcaccagt ttctaaaggt cttgaaatta ttgaaggttt
  1021321 acgcggacat acgtctggtt atgcagtacc aacattcgtt gttgatgcac caggaggagg
  1021381 cggtaaaatt gcgcttcagc caaactattt aatctcgcaa agtgcagata aagttgtact
  1021441 tcgtaacttt gaaggtgtta ttacaacgta tccagagcca gaaagctaca ttccaggaag
  1021501 agcagaagga tactttaaag aaatctatcc aaactacgaa gaaaaacgtt cagatgttgg
  1021561 tatcgcgggt cttatgagcg acaagaaatt taatcttgtt ccagacgatt tacagcgtat
  1021621 gaaccgtcgt aaagactatg aggataatga aacgcatgca acattaaaag ataaacgtga
  1021681 taagcgcgac caattgaaag ataaaaaata tcaagcacaa atggctaaat tagaagaaaa
  1021741 cgacaaaaaa actgagggtg atgcagtatg aattgtatgt ggtgtgacag tacagaagca
  1021801 aaagaaagct taaatactgt atattgggaa ttaccagatg gtacgaaagc cattgaaatc
  1021861 caagagacac catgcatttc ttgttcctca tgtggtatgg actatcaatc agatcaaaca
  1021921 gtgaaagaaa tagaagatca attgtttcta atttatacga aagacttacc aaaacaacta
  1021981 acatatgaag aattaatggg aagaccacgt ctattaaaaa gaaattattt cgacttttaa
  1022041 ccagctttta tgctggtttt tttctttttt gccttgtata atgtacccaa gctagaaagg
  1022101 tagggaatat ttttgaaaaa gacattttac cactatatga tgaagcatcg tgcagcttta
  1022161 tttagtaatg aaatatcgaa tttagcagag gcaatgtatg atgatttaag ttttccgaag
  1022221 caatctgaag attacgatga aattagttca tacttagagc taagtggaat gctagaaagt
  1022281 atgtctatat ttgatgaagc atgggattta tacatacaag atagataaaa actatatgaa
  1022341 cttttttcga catgaagcta gtctatttgc tagctttttt tacgttgtaa ataaattttc
  1022401 atatgatgat attttttatt gaaaaaattt atgaatatac gcttctgtga taagcgtttt
  1022461 tatgtaggtt gcatatactg ttatcaaaat cacgacgtca aaaaaggaga gatatagatg
  1022521 gcaaggaaaa agcaacctaa atataacgta ggggacatag tcgtgattac gctatatgga
  1022581 accgttggta aaatcacaaa tatgaagatt ttagatggag tttacgtata cgaagtaaat
  1022641 aatcacgatg gtttttacgt tgagcaaacg ttacagcacg tttcagagca agatatgaaa
  1022701 aaaggtgaaa ctgagtggat tgaattaaat tatcatttca catttggtga tctcgtgcaa
  1022761 gtaacaggat acgataaaga tgtgtttcga attgttggtt ttcgtacaga agtatggaga
  1022821 tataaaaatg acgcatggga agatacaata tacgaactgt cacgaattac ggatggtgaa
  1022881 tggttagaag cggatgagtc agatttaacg ttacttgcta atgctcaaac ggcaaatgca
  1022941 attttgaaga aaatgaaaca agataaagca ggtatgaata aattagattt aggaaaatta
  1023001 aagtcaatta acaactcaaa aaaagtgagt gttaagacaa atcgtcaaga aatcattgat
  1023061 ggattacttg atatttataa cgattaccaa ttgttatttg atacatttaa agatgaagaa
  1023121 tacaaaattg ttatggatgt tgttcataat tatttagtta aattgacaga gaaaaaatag
  1023181 ttaactagaa agagagaatg aattgaacaa caacatatgc agtataaggt atgcctacaa
  1023241 ttattaaaaa aataaaaagc catttaataa gagagtctgc ccattgatct tcatgcatga
  1023301 actcttcttt tgtttgtcct acttcttgct ttacctcgta ttgatattcc ataattatat
  1023361 cccccttttt gatagcttgt actaccatcg tatgcacctt gtccaaagga tatgacctat
  1023421 aaaaaagaaa aactattttt ctaatctcat atacatattt ttgagatttt ttcataaaac
  1023481 agaaataaag gagtgatgct catgaaggaa attgaagtcg taattgatac ggaagagatt
  1023541 gcggagtttt tttatgagca actaattgaa agaggatacg tcccaaaacg tgaagaaatt
  1023601 gaagatcttg cagatattac attcgagtat ttattagaga aatgtatgat tgatgaagtg
  1023661 tttgatgaag aagatgagtg aaagtaacga cgggcttaac tcgtcgtttt ttactcttta
  1023721 caaacttgtc acaactaaag tcggcaatta ttggtataat taaaagaaaa ttttactcaa
  1023781 gaggtgaagg gatgttcaaa aaaattattg attctttatt aggaaagaaa aaatatcgtt
  1023841 cgtattctag tagcgattat cgccatagag gtcgctctta ttcaagtagc gattataaac
  1023901 gacgttcatc tggttatggg catcatcatt ataaaagaaa acgtaaaagc cgtagcttct
  1023961 tttcaagtag ctgatgaaat ggcgtcgtat actagcttta tttgatagac cgctgcgaaa
  1024021 aaatacaatt gttgcagaac gttataaaat tgaatcagta attggaatgg gcagttatgg
  1024081 ggttacatat gtcgttaatg atttacaaat aaatagatat aaagtcttaa aacaattaag
  1024141 acaaagtaaa caaagatatg tgtctggtag aaaatcattt gaacaagaga aaatgatttt
  1024201 acaaacatta aatcatcatg caattcctag tttatacgat catttcgtat gggagaaaaa
  1024261 aagctttttt gtgatggaat atatgcctgg taaaaatttt gaagattata ttttcttaga
  1024321 tggacatgta tatacagaac gagaagtttt aaaaatttta tatgaaatat tagaaattgt
  1024381 atcagtgttt catagtaaag atattattca ccgagattta cgcattccaa acatattaat
  1024441 gaaagaaaac caaattagta ttattgattt tgggttggcg aaatggaaag gtgagggtga
  1024501 tgaacgagct acaacttatg aaggtgaaca agctttgatg cgagaggttc actttcgtag
  1024561 cgatttttat gcgcttggtc atttctcatt atttttatta tatgcaggct atgaatctaa
  1024621 tgaaaaatat gaaaaaccat ggtatgacga attaactttg gaaaattaca accgtgaaat
  1024681 gctgatgcga atgttacaaa tgaaaacgcc gtactatgag aatgtaagag atttaaaaaa
  1024741 agatgtagct tttgctttag aaaggatgga ggtaccatgt ttcaaaagtt tttagcaagc
  1024801 gttggtattg gtaatgcaaa ggtagataca gttcttgaaa aagatgagta tattgtggga
  1024861 gaagagatac tcgggaaggt tcacataact ggaggttccg ttagccaaca aattgaaagc
  1024921 atttacttaa cgttatcaac atcgtatatt cgagaagtgg atgataaaaa aataacaaca
  1024981 acaacatatg atttagagcg agttcgttta acagaacctt tttctgttga gccgaatgaa
  1025041 aaaagagaaa ttccattttc atttaaaatg ccagttgaaa caccgcttac tcttggaatg
  1025101 aaaacagttt ggatacacac aggccttgat attaaacgta gtatagatcc aagtgatcgt
  1025161 gattacattc aagtattgcc aaatgcacta ttaaatagtg tgttagagag tgtcaatcaa
  1025221 ttaggcttta aagcgcgtca tattgagtgt gaagaattac cgtatcgact acgtaagcaa
  1025281 gttccattcg cgcaagaatt tgagtttgtt cctgtttctg gacagtatta tgggaaatta
  1025341 gatgaactag aattgttgat cttgccaagt gcttacgatc gtctagagat tattatggaa
  1025401 gtagacagaa aatctcgcgg attagcaggt ttatttgcag aagcacttga tcttgatgag
  1025461 aaagtgattc gctttacagt aacgaatgaa gatattccaa caatgaaaga aacaattaac
  1025521 aattatattt tttaataaac tatgcataaa aaagaaatgg agaggaaaac taaaacaacc
  1025581 gctccatttt tttgcatagt gaggttatgt atgtgaaacg atatcgacat ttatacttgt
  1025641 taagttttac gctactcatt tgttttgtcg tattatcact ttcgtatcat accgcttgta
  1025701 ttgagaaatt tgacaatata gtcgcgcatt ttattcaaag ttttcgaaac gactacttga
  1025761 caacctattt tacttggatg tcttttatcg gttccaaaag aatatatttt ccattactca
  1025821 tcattcttgt aatgtatttt ctcgttagaa aaaaattgct tagtgcatta cttctaacaa
  1025881 ttaattatta tggatctcgt tatttaaaca gtatgcttaa actatggtac gaacgagcaa
  1025941 gacctgatgt aacacaactt gttactgcaa ctggatatag ttttccgagc ggtcatacga
  1026001 tgaatgctac tgctttttta ggatttattg catacgtcac aattacagaa gaacgtatta
  1026061 cattgcataa aaaattgttg attattttta tagcgagctt tgttgtatta tctatttcag
  1026121 ttagccgaat atatcttggc gttcactatc catctgacat attagcagga tgggcagcgg
  1026181 gcggtagctg gctcgtttta tgtgttatat ttcataaaac gttcattaaa aaagaaccta
  1026241 tgtcataata ggttcttttt ccattggttc aacatgaatg tgtgcatgat aaatgccaaa
  1026301 ctttttccga agcatagcct caatgttgtc agtaatacaa tgactttcac caacatccat
  1026361 acgagcatct acttcaattg taatatcaac gtacgtttga ttcccgtaca tacgcgcttt
  1026421 aatatctacg atattttcca cgccaccaat atgttcaata gcatcagcgt actcttccat
  1026481 cttatctgga tcgattccat ccgttagcat atgcgaagct tctacgaaaa tctcccatgc
  1026541 agttttacaa ataataaggc cgacaattaa agcggcgata ggatctaaaa taggcatttg
  1026601 gaactgtgaa ccgacaatac ctactactgt accaatactt acgagagcat ctgataaatt
  1026661 atcctttgca gcggcttcta atgacttact ttttgtgcgt gctgcaatct ttttcgtata
  1026721 caaatacaca cagtacataa cgacagcaga aaataaagct acccatgcag caagtacatt
  1026781 aggtgctgct tgttttggat ttaaaaaaga ttgaatggca ctaataacaa cttctaatcc
  1026841 gaccgttgcc ataataaaag aagcaacaag tgatgcaatt tgttctgcac gcgaatgccc
  1026901 atatggatga tctggatcac gaggtttccg agagattttt agaccaatta atatcgctaa
  1026961 agaagcaccg atatccgtta agttatttaa accgtcagca cgtaatgcgc tagaaagggt
  1027021 aatataactg atgatgattt tcatagagga taaaaatatg taggccaaaa tgctgacaat
  1027081 agcaccttta tcagcttctt tattagaaag agtatctatt ttaatcactc gcctttctac
  1027141 aaggaatttc tttctataaa tagagtatca aacgaatgtc gtgtgggtct atacaaacat
  1027201 tgttgacgtt ttatagcttt ttaagaagtg ggtaacaaag tttcgtgaag gaaaaacatg
  1027261 ttgtaaagtg caaagttagg gtatgcaagc gatttagatc tatgtataac cggggaagga
  1027321 gaagggagta caaatatgta tacttctgac agctgatttg gaaaaaataa aaaccctcta
  1027381 gaaaatattt ttcagagggt tttcatctta gtatgcttct aaaaactcag taacttgctc
  1027441 ttcagttttt gcgttagcac tatgtaagtg gcccagcttc tcaccatttt gatatacaag
  1027501 taaacttgga atacccatta cttgatactc ttcagcgata cttgggaatt catctttatt
  1027561 aatagaatac cattcaaact tattgaactc ttccatcaca tctccgataa agttgtccat
  1027621 acgcacgcaa tctgggtacc atgtagtaaa gaacttaaca actactggct cctcgcttgc
  1027681 gatgatgtct ttgaattcct tgtcagactt gatttctctc atgtttttgg ctcctctcaa
  1027741 tgtcacacgg ataagctagt atttttatgc aaaatcagta attgcaaaca ttttgcaaac
  1027801 attagtgttt ttgaaataga ttgtttgcaa aatcttcgac tgctttttct tgtaggcctg
  1027861 gtacgacatg cgagtaggtg tccaatgtga tacctacttt tttatgtcct aatcgttcac
  1027921 ttacgatttt tgggtgaata ccctgtttta acattaatgt tgcatgggta tgccgtagat
  1027981 cgtggaaacg aatatcagga accccacatt tctttataag ctttttccag agctgtgtca
  1028041 aacttctgaa attgcagggg ttaccattat aggttggaca aactaaatca aaattattat
  1028101 atccatcgcc ataccgttct ttttcttcac ttatcttctg aaaatgttct tgaagagcta
  1028161 gcaaagtgat ttcaggcaga acaattaatc tttttcctga agatgtttta ggttcatgaa
  1028221 attctttagt gatatgagag agagaacggt taactgatag agttcttctc tcaaaatcaa
  1028281 tatccttcca ttgaagccct aaggagtctg cttatattga gcagactctc tctttgttta
  1028341 aaaagattaa atataataat caggattttc aaccatttta tttataaatt cctctaaaga
  1028401 atccgctatt tttgtagaac tcgagtaaat aggacattgg cctaattcat tttcttcttt
  1028461 gaatttaatt gttaaaaaat ttaattctgt tacttcaaag aaaaccagcg attcttcatc
  1028521 atcaacacca tctatattgg ggttgtattc ataaatatct tcccttaaac gaaaatcaga
  1028581 aaccgaaaat gggtccataa atctattaaa aaagaaccta tctgatgctt ctaaaaaacc
  1028641 ataaccaatt tccttgtaaa aatcttttaa ttctttaggg aatttcattt ttaacaactc
  1028701 ttctgcctct tctatttcct cactttttaa aggatagaaa ataggtgttt ggtcagattt
  1028761 tacactttca ttagctacaa catacttttt caaaaaatca aacatagctt tcgttacctc
  1028821 cgttaattac tttttaaaaa tttctcttga gatactgtcc ttagcgtgta taccaccttg
  1028881 atgttcatca gggtatttag ctgggtgcat attccaccat tcatgttctc cgccatgtgc
  1028941 attttcaata aaatgatgtg catcaaatgg cttatcaatt ctccgtgata ctttacctct
  1029001 tctagaaata acttcctccg tatatgtagg ccatgtttgg cctgtttctt tttcccattc
  1029061 agctatcagc ttatttttta tagtattgaa ctcagccctt ctttgatcta cttcttcctt
  1029121 gcttaatcgt tcataagcat tcttttctaa agcttcctga agcaattctc tttgattttc
  1029181 agggattttt ctgtttgtta tttcttctac ttggctaaga tattcttgga atctaggtgt
  1029241 atttaaatta ccagggtcag caaacataaa tgtattacgt gcatcttcta aagaattaaa
  1029301 agaagttttt ggaatatctc taaactcact aacgctagca tatgcaaagc gatctcccat
  1029361 ttgcaattta ttcgtaaaat gcgaaatacc ttctgagaat tttgctacac tcgcaccctt
  1029421 tgcgagtgta gtgactttgc ttattccttt atcaccaata agtcctaaac caacttgagt
  1029481 taaagcataa cttccccatt ttgcacgact ttctgcgtca ccatttatta catcattaat
  1029541 aaatgaatct gacaatacat tatacatggt actaagggta tcaatagggt gcagggcggc
  1029601 attccccatg ttttcccacg tctcccattt accaagtgcc ttaaagcctt ctactgtatc
  1029661 ttcaacagct tgtcccgtac cttctacaat accgtcccac acctttttta ttgtagattt
  1029721 ttcagggggt ttaccacaca ttgcaccttc ttccattgta acatcttgat tatctgcatt
  1029781 gcggaatttt tcagcaatcc gtttcaagtc ttcttctact tttacaagtg aattaataga
  1029841 tgtaaaagct tttggtctcg catcattgaa catttgaatg aactgttgat tagaggcacc
  1029901 aatccattga aaacacaatt gatctatttc gttacataaa ttattatgta tagattctaa
  1029961 tgcgattctg gtattatttg cacgattagc cacttcttct agcatttcag gtgttacttt
  1030021 gatttgaacc atttttttcc tccctttccc aattaaaatt atgagataaa aagaaaaaaa
  1030081 tgtaaacatg gaaattttag attagtataa taatatttat gtgaagtaaa atctgtttaa
  1030141 ttataaataa accctatgtg tacgtgaagt aaaaagagcc gccctgttgg gcagcttttt
  1030201 taatatctat caattatttt cttttaatac ctatgaataa tgaatcgtag ccttttgttt
  1030261 gaggacttgt gcctaactcg atttggtatt tccctttatc taagtaagtg tgataatctc
  1030321 gccctcttgc tttttgggaa ggcattgcta taacatcatt aatttcttta tctagattaa
  1030381 gatctgaatt tattaaagta atccaacttt ttgctaattc aacagttgcg ttatcaatta
  1030441 taaacataat atagaaatca tgttcatttt caccttgtac aaagaactgt ccttgtccta
  1030501 aatcataaac ccttcccaaa ttagggttag aagtacgtaa ctgtacactt tcaggaaggc
  1030561 ccatactact gacagatgcg ctttcgtatt tataatcttc attatatttc ttgtttatct
  1030621 ttgtaattag attttgcgct tcattagata cagatttttt tagcaccggt gaagcatttt
  1030681 tccaattgtt actgttgtaa taaaaatcat ttgtaatcat agagctaggg ataccgaaag
  1030741 gtgttaattc aggtttaact tctactgtat tcattgcatt atatagaaat tgtgcatact
  1030801 gctcacgagt tacaatattt ttaggttcaa atagattatc tcctgtgcca gcagcaattt
  1030861 tattttcttg taatgcacta atagcatttg tcgcccagta atttttatct acatctttga
  1030921 aagtggtagt agatgtcgct ttgaagttaa aagcctttgt taatacaaca gctaattgtt
  1030981 cacgtgttaa aacattatct ggaccaaatt ttccatcgcc aaaaccgttc ataatacctg
  1031041 ctttactaag acttaaaatt tctttttcaa acatatgtcc tttgacatca gtgaaaggat
  1031101 ttggtgcatt atgttcatct gctggtttca agtaggcata tatcagtcta gctacttgtc
  1031161 ctcgtgtgat attatcccca aaaccaaaca ttccgtttcc atagccagcc acaatatttt
  1031221 tctcttttaa acccataatt gcattataag accaatgatc tgaaggaaca tcgcgaaatc
  1031281 cagtctcagc ttgtgcgttt gttaaagagg taaacgttga tgtagcaaga acagcgcctg
  1031341 ctaaaataat ttgtttgaat ttcattagtg agctcctttt aattaatttt ttacaaatta
  1031401 attacttatt ttattagtaa atttaaatat aataattaat agtatatttg tgtttgtaaa
  1031461 ttaaatcaat atttagttgt aaatggatat tgagatagat gttataattt aaaataaaga
  1031521 gatgtagcga tgtagcgatg tagcgatgta aaggagaggg acaatatgaa acaaaagatt
  1031581 tcaaatgtca caggagaaat aattttatct tataaagaaa atggctatca agtagtacta
  1031641 gatgaattta aacatgcaaa atgtattaat attgtgactt ataatattaa tacatatgaa
  1031701 tctaattcgg tactaatcaa agaacttaga aagttgaata aaactacaaa gataaacatt
  1031761 atcttgaata ttccaaacgg tagttacgtg aaaaatttca aaaataggat agaccaaaaa
  1031821 gagtttgata aggttaaatg gaaaattaaa aacgctttga gtgttttgga acaagagaaa
  1031881 ttcggaaatt tagaagtgta tatcaatctt gagaatcacg caaaattaat tatgactgat
  1031941 cacatcgcct atattggttc acagaatttt tctgatgcta gtgaaggtaa ttttgaatta
  1032001 ggttttttag taaaagattc aaaagtaatc agagacattg agagaaatat ttttgcagaa
  1032061 attaagaaca aatcaatata ctgtatcatt tctgaatata gggctacaat ggaagagata
  1032121 tctgtaaaat tggcaaataa gttacaaaat attcgagaag atattttaac atgggttgga
  1032181 gatccacctt ttacttttag gcaagaggtc ttttttattg atgacgcata ttttcataaa
  1032241 gaaagatggg aagaatttaa ggagtttcac tctgaatttg aagttataac cgaaaaacta
  1032301 atagatgagt atccttctga atttaataaa gaaagcgcaa gggaaacagt aaaacattta
  1032361 agaaaactag taaagctact tgtttctgaa ttggacgaac tggctaaatt taaaacaaat
  1032421 caagaagaga gtatgatgtg ggataagttt catcaacttg atgtgggtga aaatatggaa
  1032481 gaagctttag aagacgcccg atattatgta gaaaattata aagaaaagaa ttaccgagaa
  1032541 atagagtata aagggaaaga gttaattaaa acatttgatt atataaaaga atctattcaa
  1032601 gatattgaaa caattgttga tgaaataaag gattctatga ttagaaaagc tctcaatcaa
  1032661 aatatagaga gaatcttaca agatataaaa aaacaataac aaaaaacgac tgtaaaaacg
  1032721 gtcgtttttt ttatgacttc atcatatgaa tgagcgcttc accatcaatg agctcaatat
  1032781 ttttgttcgc agcatattgc cttgcgttct tattgaaatt actcagtgta acgaaatatc
  1032841 ctccaactgc atcaccatca ataatagcac tatgtaattt ttgaatgtat ggccttccga
  1032901 tagattcttt tgtatatctt ttcacttcaa caaatttcac ttcatcgtct ttccaaagga
  1032961 taatgtcttt tccaccatca ttagagccag gggtaacttg tgctcgatac ccaagagaat
  1033021 aaaacaaatc agcaattaag tattcaaatt ttcgtggatc cattttctct agatattcac
  1033081 gattagcctg ctctcttaag tggttcatac gaatttcctc ttctgaaact tgtggtgctt
  1033141 taaggataat tcctaatgca aaaacgacga ccaatgaaag aatagcccaa atcatacaat
  1033201 tcacctcagt atgagtataa ccagcttatg gctattctat ttcctcttca atccaaatgt
  1033261 cttctacaga taaatcaagt gtttttgcaa tgcgcattgc aactctcaat gttggttcac
  1033321 tttttcctct tgctattaag ctaagtgttt ggtctgtaat acctacgatt ttagcgatat
  1033381 cggattgctt tatcattctc tcagccaaga ttacttttaa tttgcatttc ataaatttat
  1033441 caccgtccta gttttattgt tcaatttaaa ttttaaaaaa cctttttgat tttttatggt
  1033501 ggacaaacaa gatttttaat tttaggtcat atacctatat caagaccacg aggaatacca
  1033561 agtggaatca aggacaacaa gaggggagag ggcgcgcatg cgttggcaat attcacattt
  1033621 aaacgaaacg ccttacctgt atccatcgaa ggaattaaga aaaatgtata gagattctaa
  1033681 tggtaaaaaa gaaacaaatg cgatagtgga ccacatggaa agatatgagg tttttaacaa
  1033741 tcgtgaatat aaaggctatt accgtttatc gaacgatatt atggatgatt tatatgaaga
  1033801 tgaggacgaa gtgcttgatt ggggagatgt cattaatgag tatcaaccgg ttatgacacc
  1033861 gaagggatta caactcatta gaaaagaggg attcaaatga caatcgttgg tgaagcggta
  1033921 atagtatgga cggcaacagg cttgtcagtg attacaatga aagttgcaga aaaaatgggg
  1033981 ctgagtgttc cacattggct tccacgtatg accatgtaca caacgctcac aggctcgttc
  1034041 ttgtatcttc tacgttatgt gcttttcgcg tttctataag ggaatatcaa actggaattg
  1034101 taggacattt actggtcatt gatataaaac atgtacggga ttcttccaaa aataagggat
  1034161 atataccctt tataagggta tatggggagt ggagaaaatg attgaattat tactcgttcc
  1034221 agctgcaggt ttgacagtgg cattattcgg tgaaaagttc aaaagtaaaa atgatgataa
  1034281 acgaaagata caggtgttct ttgaggtagc tggaattgca attaaaagaa ataatgaaga
  1034341 aaaattgcaa tatccaaaat ttcaaaagca aattgatgat gatcgtagta cgacttatgt
  1034401 atacacctta ccattaggta tgccgagtaa aatcatacag aaggtggagg atgtagtttc
  1034461 agaagggcta aataaaccag tacgtattca gtacgataat tataaattga acattcgtgt
  1034521 attccgtaga gaaataccga agaattggtc atggtcaatg gatttagtaa cgaaagggaa
  1034581 atggtgtatt ccagttggcc agagtttaga aacaattgtt tatcatgatt tcgatgaaac
  1034641 accgcatatg gctgtagggg gattgattcg tatggggaaa acagtcttcc ttaaaaatat
  1034701 gttcgcttcc ttatcattag caaatcctga tcatgctcat ttttatttga ttgatttaaa
  1034761 agaagaagga cttgaattta gtgaatataa aaaactgaaa caagtcgaac aaatcgcaga
  1034821 aacttcagag caagcacacg gcatgctgct gaaagtgatg gaaaaaatgc atgaacgtgg
  1034881 gaagtacatg aaagaacgtg gtatcaagaa tattgttcac acgaaagaaa aggatcggta
  1034941 ttttattgta gtggatgaag gggcagtact tgcacctgca aaagggctac cgagagctca
  1035001 taataaaatg ctggaagagt gccaatacat gctaagtcac atcgcacgtg ttggaggggc
  1035061 acttgggttt cgtattgtct tttgtacaca atatccgaca ggggacacat tgccgagggt
  1035121 agtcaaacag atggcaaatg caaaacttgg ttttcgttta ccaactcgta ccgcatcaga
  1035181 ggttgttatt gatcagtccg gattagaaca actaccatct attccaggaa gagctatata
  1035241 tatgaaggaa agattcaccg tactgcaagt gccgtatatc gatgacgtgg ttatgtggaa
  1035301 acatctaaaa gaatacgagg tggaaaaata tgaacatcca gagccatatg aaaatcaacc
  1035361 gtcagatggc gatacttgcg acgattagga agttgcagtt tgcaacgaga agacatttaa
  1035421 tgagtgtgca taatatgggt ggtatacgta atgcaaaccg tattttggga gatttaaaac
  1035481 catacgtgaa taaaacgatg caagggaaag aatacgtgta ttatctcaat aaagaagggc
  1035541 acgcgatgtt tggtgatgat ggtaaggttg tttcgagagg gaagcttgca catgcgttat
  1035601 tacggaatga agcatggtta catttatttt gtccagatga ctggcagatt gaaacggata
  1035661 tacgttatat aaagaataaa gagaaaatga aaatagttcc ggatgtgaag tttcgggatg
  1035721 aagaaaatat acttcatgca gttgaggtag atcgctcgca gaaaatgaaa gtgaatgaag
  1035781 agaagataaa aaaatatgaa gagtttacgc aaatttataa acagaagcat aacgggaaaa
  1035841 tgccagtgat tcattttttt acagtgacga aatatagaga aaagaaattg gaagagttag
  1035901 ctgctaaata tgatgttctt gcgagtgtgt atgtaataga agaaatataa aaaagcgcta
  1035961 acaagtttgc aaaccaaact gcaaacaaaa atgcaaacta aacgaatact tcttagtaat
  1036021 ggtaagaggg aaatggtcgc tgatatgtcc tctaaacccc tatatattaa cgcttattaa
  1036081 cgttgcataa tcatacataa ttcgtactac ttcacccgca cgcaatctgg gcaccatgta
  1036141 gtaaagaact taacaactac tggctcctcg cttgcgatga tgtctttgaa ttcctgttca
  1036201 gatttgattt ctttcatgtt ttgtttctcc tttttcacta tcaatatttt tggttattta
  1036261 gttggtgtat ttgctttgaa acgaaaactt ctaacatgag tttttctttt cgaataattc
  1036321 gttagcaaat taatccaccc agtttcttga agtccttgta taacatgtga gtaagtatcc
  1036381 ggtgtaatcc tacttttatg tcctgagcat tcatttgcga tttttggata tacaccttaa
  1036441 atcctagaaa tgaatattag gaacctcact tttctttata agctttttct agagctgtgt
  1036501 caaacttctg aaatggtaag attactatta taagtagggt aaatcaaatt gtattcataa
  1036561 taaccattgc tataatgtta ttttcctcag atatttttat gagatgttta taatgtaatg
  1036621 tcggataaaa caagaaattt ctttccagca cttagagaag gtaaacgatg gatgatcatt
  1036681 actcataaat tttatgagtg aatggaacaa caagcaggaa attcaaaaaa tgatgtagga
  1036741 atgcatgtat gaacttagag gaatcgttat aaaaatttat ttatgaagtt gtgagataag
  1036801 agattagggt gacgttatct gcgttccatc aacaatcaca accgaataaa gtaatgcggg
  1036861 ggaaagcgtg gtagaaagat atcattattc tttcagagtg ggcgtttttt gaaatgggta
  1036921 aggaaacaat tttaaaaaac gcccacccta cattgttttt gagaaacaag taggtgagct
  1036981 tcaattaact gaaacgaata ggatttgtaa aaattgtgcc caaattatgc atgaataagg
  1037041 tattgaaaga aatacctata ccccttacat cttattccat aaataacaaa gctggtgagc
  1037101 ttctgattca agagctatta catgattatt attaatagag ttattcgtat acattctatt
  1037161 cttttggata ttaaggaccg tataattcac atctttatgt tcatttgaaa atgttgattc
  1037221 gtttaataat gttagtgttg agttaatgtt atatttatca attcgctctt tttttccttt
  1037281 gaaaaacagt ttaataagat gcggctcatc attaatgagc aaaccgagtt caggtgatga
  1037341 gcggacgatt aaattatcgg ataaccaatg tgatttacct ggatcaaacc aagagacgtc
  1037401 tttgtttgta ataaattttt tgtactgctt taaaacatca atgtagtttt gctttttctt
  1037461 ctggtcaaca gcttgtacta atgcttcgaa acagtcaaaa gatagtttgt ttttatgaaa
  1037521 tttaataaca gtttctcgta attgtttcca gtaatcaaaa actgggtgat attcaggttg
  1037581 agattttaga ttcttaacaa aatttgtttt agccgcacta cttttcagtg taaagtctaa
  1037641 aaattgtgta agtcccactt taatttccgc catgttacac cccctttccg aacattacta
  1037701 attcgatagt ggaaagggaa atcctgcatt tttaaggagg tgaacgagac gttagaaaaa
  1037761 ctgatgttca tgcacaatgg ctattgtaaa gctgatccgc aagaacaaga gggaattatt
  1037821 acaactgttt ggtttccagt gttgccagag tgggacctat agggaagtga aaatgttgca
  1037881 taggtaggac cgattgaacc cggatttaat gcagtggagg attaaaactc gtccaatatc
  1037941 attcacctct gaaaagttcg tattactaat aataaatgtg ggagtagagt caaaggaaat
  1038001 ggacaagcaa ttgtatatgc gaaatttaaa agaacagcta gcaaatgcta actgctctcc
  1038061 aaatggaatg aagtgtgtaa ttatattatg gtttagctgc ccatatctct atttcaattt
  1038121 taatttctgg taatcctaat tctgaaatat atccaattgt cattgctggg tattgagtat
  1038181 taaataattg ttcccattca aaatccaagt acgcccaatc aattttttct gtcgcccata
  1038241 cattcacttt tataatgtta gcagccgtta attcttcaga ctctaaaact ttaattatat
  1038301 ttttaaaggt gttactgatt tgttcattca tactctttgg gaattggcca ttctgattta
  1038361 tcccaatctg tcctgatgat acaaataact ctgcatttct aggaatttta gtaatatgcg
  1038421 tatagtttcc cactggttct ggcatatttg ttgggttttt tctaataatt attccgtttc
  1038481 tcatttattc cacctcatca taaaaaaatt tactgcggtt tcttctatat cattttagac
  1038541 acacttcacc ctataaaata attttagaaa aaaacagcag tcgagtaccc atatccgttt
  1038601 gatacaaatt ttattgattt tttcttcatg attttggtac tctcctttct ttaaaacgat
  1038661 aaagtgaaat acttatctta aatcatacgt gaataatatc tcagtagcaa caatgtttta
  1038721 aaggagggaa aatatattgt tggaagcgat agatgtattg aatgagtaaa tcaatattac
  1038781 ttttgttaat acgaaaaaag gtcctgttgt ttccaacagg acctttccta aaatggcaaa
  1038841 gagtaactct taccttactc ttctcgtata taatacatga aaaagataga tgtgtataca
  1038901 acaagaaatt ccaatataat tattcgaata tagtgtttaa aaataaaaag gtgtaattta
  1038961 aaataaggga ttaaattaca aatgttgatt tatcaatgga tttgactatt tttctattaa
  1039021 cttgtagtaa ataaaataat attgagataa taagatatgt aattttgcat accggattgt
  1039081 aaaagtaaca agggtattaa tcatgtaaat aatactgaag ttgagggaga gtaatactaa
  1039141 aatttcattt acctgttcac ggtataggat aaattcattt gaatagaagc gaaaaataga
  1039201 ggtttgcctt agacatttat gaaggttaag aatattaata aggaaaggag taaatacgca
  1039261 ggtccgattt ttgtaatgat ggagggaatt ggtgtggaca taactcaaag tatggcacga
  1039321 atcgtagtta atggaaaaga tcttccgttt atttcagtta gaacttctgt atggaatcaa
  1039381 gggcctgtaa atgatttaat tgtttcaaca aacgagagag tcgaggagtt ttatcaattt
  1039441 atgtggtcac aagttccagt aatgcttgcg atgtattttc ttcaaggtgc ggatttaatg
  1039501 aggtttgcta gaattgctgg gattaatcaa ggtgtaatgg gagagtatat atatcatttc
  1039561 tcttggggat aaaatgaatg taaagcagcg taacagcagc ttttatattt tgtaaagaaa
  1039621 tttatggagg tgatgaatag gaggttagaa aaataagatt atagggtgat ataggtaatt
  1039681 tgttactgtt tttaagctcg taaagataat tgatcaattc ttttaataca atgggtttaa
  1039741 caaataaatg tatagaagta tacataagaa aaatgaaatg agttgaataa tatcccttct
  1039801 atgtatatta caattaatac gaagtacgta gataggggaa ctatgaatat gaagtatgta
  1039861 aggagcataa gaaaatagtt ccggttgcta taccagttgg agcaatatct actgggacca
  1039921 tatctataac cgtatttgta gcagtattga taacagaaac agtctgaatt tttaacaggt
  1039981 atacgtgtaa ttgaatagga tgaaagtaat tacttaatta atgttgggat aggttataaa
  1040041 tggaaaacca actgaaagaa atatttggtg cattgatagc agctataggt acaataactt
  1040101 ccgctattgg aagtacaccg ttctatttta taagtagtaa tgtaagggag gatttgaata
  1040161 tatatggaaa cacattacaa gcagttggta acgctttaga ggctgacggt caagagggaa
  1040221 tatctcttga aaaaatcgga aatgaaatcc aatcaactgg taatgtaact gtaatatctg
  1040281 gattggttat tgattttaaa gatgaaacaa aaattaaatt agtgattgct ggaaattgga
  1040341 cgcaggcttt aggaggactt acagcattag cggacgaatt tgaagatgct tcagataaag
  1040401 atgaatcttt taatattata ggaaacttat tgcaagctat agggaattcc ttgcaggcaa
  1040461 ttggaggaat ttacgagctg aaaagtatta gaaaagagcg gctggatagt aaagacgaat
  1040521 tagtaaatga tacggagggg aatttagaca atcaagtaaa tagtgagctg gataaaaaga
  1040581 aagaaggaca gtcaatagat accataggca gttggatcca agctgtaggt tctgtatttt
  1040641 cattaattgg acaaatacgt gaagaaagtg aggagttaga agggagcgat aactagagta
  1040701 gtttaataag agtggttagc aaaagctaaa tgctctcgtg aaaaatggaa tacaacatgt
  1040761 acttattgat aaaggaatag taaatataaa ttgagagaat gaaaaagagc tcttatggaa
  1040821 agttctttta aattaacaaa ttattgtaat atcactaacg ctaatatcaa gtttattgat
  1040881 gtattttagt gttagcaaaa catgtgtgca aagatatatg aataactttc attttgatga
  1040941 accattccca tataaaaatc atatgatact ttgtaagaca agcaaacagc ttataaacta
  1041001 ttaaatactc attgtaattg ttgctcacaa ctactgatga aaatactttt gtattgaaca
  1041061 aaacgcccat ttgaatagga ggttaatgtt gggaaagaca ttagaagaat tagaaaggtg
  1041121 ttataatgaa gccttaaatg aaggagcaga gtatgtagct gttcagatta aaatagatgg
  1041181 attttctagc gatgaattaa ttattaacga caaatataac atagattcta aactagcgta
  1041241 ttacaagaga acgtacaatg aagatctaga acataaatgg aatccaagaa ttcgtattgt
  1041301 agattttgca tatggttatt cgttttcagg aattatacgc caattaggat tgctagttta
  1041361 gtactaatga aacagatgtt gattattgcg atagatacca tgatttaggc ggtatctttt
  1041421 tttgttaagg aataaattaa aaaagagggc ttaagccctc tttttaataa atgcctaact
  1041481 attatgcaca gattggaatt cctaatgcta ttaaagtcaa tgctacttga agagaaagtt
  1041541 ctaatctagc aatttcaatc ccagcaactg ataccactaa aagaggttgt ccattaacga
  1041601 acaaaacaca actttccata cttacacctc ctttctagta atctactata gtatatgaat
  1041661 ttaatttaaa aatgtaatag attaatttat aaatttaata aaattgataa attaatctat
  1041721 tatataaaat gatcttttaa tggcctagca tctgcttttt tgtcacctta taaaaagggt
  1041781 atgaatatat tagtagtata taaaagcata ggagtgatag atatgttttt tgcaaaatta
  1041841 cgtggtagaa atgaagttcc tccagtagaa acagacgctc gaggggaggc tttctttaaa
  1041901 ttaagccggg acgagcttag cctaaaattt aagttagatt tattcgatat agaggatgta
  1041961 gtagctgccc atctgcatat tggagcaaaa ggaactaatg gtcctgttgt agctttttta
  1042021 tttggaccta taacaaatcc ggtttcaata gagtgtgcaa ctcttacggg aatgattact
  1042081 caagaagatt tggttgggcc gttagcgggt caaacattag gtactcttat aaatgaaatc
  1042141 atatctggaa acatttatat taatgttcac actgtacaac atcctaatgg tgaaattcgt
  1042201 ggacaactga attattgcta atgaattata gtagtgaaaa ataaagcatc cgtttagggt
  1042261 gctttatttt gtggagaatg tataagtaga taatttactt ttatcaatct tgaaaattca
  1042321 tttttatagt ttcgaaagta atcaaattga attagtaata gtgaattctt taccttctta
  1042381 gttagtaaag taaatattga aaacttgtaa aaatatgaaa gtttaagaaa taatagaaat
  1042441 atttaagctt aataaaagcc aatagactag ctttcagcac tcattgaaac aaagaatcat
  1042501 aacatacttt gtaataactt atatggaagt gagttgaaaa taatgtttta ttcatatttt
  1042561 gcttctcaag tggggatgag acctgcttat ggtacatcta taacgtatag tggagcacaa
  1042621 agtacagttc aagctgttca acaagcgtta caaatgcaac aacaaatgca aatgcagcaa
  1042681 caaggtatcc agccgtatta ttcatctatg gagtattttt atccagtgca aactattaca
  1042741 ccgtatggag gttcttttct tactatccca tatggagctg tatttaattt ataagtagag
  1042801 aaaaataagg gtgcaagaat agggcgccct tattagaaaa aatattagct cgtccaacca
  1042861 ttacaaattc cttttacata atatagagta ataagcatga aaggggaact agtatgtctt
  1042921 gctattacta ctgtaagcat tgtaaagaat ataaaaagaa acagcataac tgttgtaaga
  1042981 acaatagtaa gtgtaatgac aacaaggaca gtcttgttag ggcatcagca tttagagcta
  1043041 gaaatacggt gaatcaacct gttcctgcta atacttttgt aaaagtattg tttcaaaatg
  1043101 aacaatttga tttagcaaat gagtataatc cagcaacgtc tatttttatt ccgaagacta
  1043161 gaggtgttta ctctattatt ggaacaattg gtttctttcc aaataattca aattccgatt
  1043221 atagagcgcg tgtagaaatt cgtgtgaatg gaaacgcagc aatagctata gataatgatt
  1043281 tttttggtac aataaacttt ggaaatgtag taagtgtttc gacgattatt caattaaatg
  1043341 aaggagatca agtcgaggtt tatgcgcaaa gtagcataga cggggtttta agtactttgg
  1043401 aagatggctc acattttgaa gctgcgaggt tcccttctcc aactgaataa tgaagaaaat
  1043461 aaattacttt gcagtatgtt tagttaatcc ccttcaccaa atggtggggg atttttattg
  1043521 tttttctaaa atatataagg gaatagatta aatgtagttt atttttagga gcatttcgca
  1043581 tgctaggatg taatgatgaa aataaaaata aaaatggaaa tgaggactac ataataaatg
  1043641 aaagataaag ttttaaaatt attttttgcc gttttgatat taaaagggct ttcttatttt
  1043701 aagtattaga ttttctacag gtaataaaaa gacatcttca tttatgttcg tataattgct
  1043761 tgttttttta ttgctatata gaaattacat atttaacatt ggtttgtgca ggtattgcta
  1043821 ttgtatggaa aggaataaca ttacggtaag tacactatat aaaaataaaa taaatcctaa
  1043881 gatgagtagt atgggatgca acttgaacat atttgacctc cttgagtata taaagaattt
  1043941 taatacatct ttagttaatt tagaaggaaa atatattaga tcaatgatgc tagaatggat
  1044001 acactaatta aacagagtag tgaatgtata ataaagaagt aatgtggagg caccttgact
  1044061 aaattgttta taaagggctg gtcgatttac cttacgtgaa atataaaagt gattacattt
  1044121 atatgtacaa aataagggat aaataaaaaa gagcatacat aaaaagtacg ctctaaagaa
  1044181 agataggttt tatgagtgga taatctccat acgataatat atgctcggct catcaaaacg
  1044241 tgtaaaaaat caatagatta tcaatgaaat atcatgcaat gagtaatttt agtctattat
  1044301 taaagtcgtg tagttaacca aattataagg attgtgtata gaataaatta acaactggac
  1044361 aatgatcgca cttcagtttc gtatttcgta tagtttggat atcgcgtaat agtttgacat
  1044421 tttggtgtgg aaagttgatt aattatagaa acatttgtaa ttacctcgtt ataaggaccg
  1044481 aaaaatgtaa cttttaattt tgaatttggt ggaactttga aagcaatagg ttttttctcc
  1044541 atgaaatcag ctcctatgat gcagtattgt atactgcgtt ttttgtgtag atgataaagg
  1044601 cgtattaata taatatgaat ctttagttga taatgatatg aagttaacta ctatgcaaag
  1044661 cctgaatgta aaaattatta agggaatatt gatggattaa aactttttca tgtgtggggc
  1044721 agagcgaaaa atacggtaca tattggacaa aaacattgga tactaaaaga gtatgtaact
  1044781 ataagtagtt atatatttta tgaatacgta aagggtcatt ttactcatac atagtaagat
  1044841 gacttttcat atttgaataa aaagaacttc atacatagtt ttttcaaatg aaatgaatta
  1044901 catgtagaaa acacattgtt tacacaagaa cattgtatag ttattcttgt ataataataa
  1044961 aagtgaggta ttttgaattg aaaaagaaaa agctattttt aggaacaatt atttcatgcg
  1045021 tagtactggc attatctgca tgtggttcct cagacaacgt agtaacatca aaagtaggaa
  1045081 atattacaga gaaagaatta agtaaagaat taagacaaaa atatggggaa agtactttat
  1045141 accaaatggt gttaagtaag gcgttgctag ataaatataa agtttcagat gaggaagcaa
  1045201 aaaaacaagt agaagaagca aaagataaaa tgggtgacaa cttcaaatcg actttagagc
  1045261 aagttggatt gaaaaacgaa gatgaattaa aagaaaaaat gaagccagaa attgcatttg
  1045321 agaaggcgat taaagcaact gtcacagaaa aggatgtaaa agataactat aaaccagaaa
  1045381 tgaaggtaag tcacatttta gtaaaagatg aaaagactgc taaagaagtg aaagagaaag
  1045441 tgaataatgg agaagatttt gcagctttag cgaagcaata ctcagaggat actggttcaa
  1045501 aagaacaggg cggagaaata actggttttg ctccaggaca aacggtaaaa gaatttgagg
  1045561 aagctgcata taaattagat gcaggacaag taagtgagcc agtaaaaaca acttatggtt
  1045621 accatattat aaaagtgaca gataaaaaag aattgaagcc atttgatgaa gtaaaagatt
  1045681 caattcgtaa agatatagaa cagcaaagac tgcaagatac gacaggtaaa tggaaacagc
  1045741 aagtagtcaa tgaattattg aaagatgccg atattaaggt gaatgataaa gagtttaaaa
  1045801 atacatttga atttctagaa aagaaataat gactgtaatt agaaaaggga acctttaaag
  1045861 gttccctttt ctagttagtg tgtgagttat aaatagatag taagacaata caatattaca
  1045921 tataaatatt aagaattaca atgggaattt atgtaattgt tttaaagtgg aataatcatc
  1045981 acttcataga atgttgatat tataatgttt tgtttgtttt atttcattaa atataaaacg
  1046041 aatttattaa ttttatccca ttatttttag acaatacgac ttgcgtcggc taattattaa
  1046101 acaggaatga acaaaacttg aatagattta agttttactt tattgaagtg gataaacata
  1046161 atttgcagaa tgaaacatac aataatattg aaaaatattg acgctaaatg aagtgaaaag
  1046221 cagagcattc tattaagatg aatgttcttt ttcgtatgaa attttaaggg gaagaatgaa
  1046281 tacttttaaa tgaattattg aatagataaa taaattatgt agggggagaa aatgtgaaag
  1046341 taatttttca aagagaagac ggagggaaaa ttttcgaatc gtatgatgaa gatataaata
  1046401 accttttagt tattttaaaa gaaacgaaag ggattaagat tgggatggtt gactataaag
  1046461 tattaaaata cgaattagag tattttcgga atcctaaaaa agcagtaacg gagagggaat
  1046521 tacatataat agtacaacca aaatatattt aataaaatta cgcagtatgt acgaaaagag
  1046581 agtgtttaaa ttgctctctt ttcatagaaa tttataagga acgagttttg attctttatt
  1046641 aatttcatag attttttgaa tttaggcagg gattttatat ttgggtagat aaatgttcat
  1046701 ataagttatt tttatgtgaa tattggagga gtaaaaatga gtttagcaag ttatataggg
  1046761 tgtaatgtag aaattccatt aacggatcca gattctcatg atgtaattgt ttttggtcca
  1046821 tgtttttcag atgaaagtat gcttgaaatt gtacaagagt ttcaattcca aacaagttat
  1046881 acatatgaag tttcaacgag ttggggcatt gaacttgttg agtggcaaac tgaaagagag
  1046941 aagaaagaag ctaaaagaaa gctagtagcc ttatgcacga ttatggaagg ttatttaaat
  1047001 gatggggact attttgaatt attcagttgt tgggttggtg atgaagataa ggaacgattg
  1047061 ggagaattaa agttaaaaat aaatcatttt aatatagatg agattcgtat tccagaaaga
  1047121 acacttgtca ggatagaaaa ataaatatag aaatataggt gattagaaaa agcgacttct
  1047181 ctttaagtga agtcgttttt tagttgatac gtgaacttcc tattaaatgg gaaaaaggct
  1047241 catttgatga agaaaaaata aattccttct caaaagaacg taggttcgtg tataatcaga
  1047301 acgaatgttc ttgtatatgt agatagtata cgatttagaa ataaagtgaa aatgtaatta
  1047361 gtgggtgttc atcatccact aattacattt tcaccaatcg gctgtttacg gggagttgat
  1047421 tttcgactta ctttccttgt atgttgtgaa ttttgaggtg ggagatttcc tacctgttca
  1047481 tgcggtggaa atataagccg agcaattatt aaagaataat cgaagcgcaa tatgtttgaa
  1047541 atagaatgga taaataatta aggagataga gaaatgaatg atgtaaagat gcaaaaagca
  1047601 aaaagagaat gggttccatt tacagtaatg tcggaacaat tattaagtat gcaaaaggtt
  1047661 attggagaga aatttaaagt acaaaaacca ctcttaacaa aagaagcaaa agagggaatt
  1047721 tctgataaat tattaacgtc attattgtca gagaaagaaa tattggtgac ttattttgaa
  1047781 gatgggtaca tacttacaag ctatatgaca gttgtacata taaacccgct aaagcgcatt
  1047841 gtaatgtgta ctgacgcgtt ttataaaact tacgtcttta atactgcgga tattattgaa
  1047901 ataacgtaaa gtaagctaaa agttaactct tagcttactt tacgttatgt taggtgtgga
  1047961 acagaaaaaa tgaaacgaaa aagcagctag cttcatacta gctgctaagc cccagggaaa
  1048021 gggagaaaag atagggtact ccaaaaatca ataatagctg tgtaacagcc tgattatagt
  1048081 atggacaaat ttgaaattct taaacagtaa gatgaaaaaa tagggttagg ctgtaccgac
  1048141 ttggttttga tccgcaaggt cagaatcaaa cgtattagtc gcactcacgc cattaaaagt
  1048201 attaacaaca aaaccgacgt ttgaagcgcc agatccatta taagctttcg tattttcttt
  1048261 cggagaaacg ttgtagaaat cacctaagtt aaatgaaccg ttactatttt gtacaactaa
  1048321 attccctaca actgagggca tggttttcac ccactttaca atcatttgtt aacaatacta
  1048381 tatggtctta tagtccaaat ggttcatata ataaaaattg cgaaatagta aaacgtttga
  1048441 agtgtagttt aatcccataa taaaagtgtg ttaaactgaa cgtaaggtta agtaattaaa
  1048501 aataataatt gtataattag tatatgtgaa aataaaggag gtaaaatgta atgaataatg
  1048561 ttataaaaaa agtagattta acagatgcaa aatcaagtaa tcttgttgca cttatttata
  1048621 gcaatgaagt tatattggtg gaagaagcat tttgtccaaa tgaaataaaa ttaaagttta
  1048681 atgaaattgc aattttatcg gctattaaaa cagcacatat aatgaaagta tccatcagaa
  1048741 aagagctgga agcgattttt catgacacgg gtgttttatt ggtgaagcat agtgctgagt
  1048801 atggaaacag tcaatctatt actatgcatt tcgaacaatt taaaaagttg caatatgaga
  1048861 ttgagtattt aaataaaagt atgtaattgg tgtttggata caagtgatag aaactgctat
  1048921 ttctgcgatt ggattaacta taatagagaa agaaaaaaga ttagaaaaaa taataagaaa
  1048981 ttgttcatgt aaagatggta tgtaaaattt aaattttaca taagtagaaa aattgaagtg
  1049041 gtaggttttt tggcattaaa atagaatata taacagtaga atagttatta gttgttaata
  1049101 aaaatatcgg aaatacgaaa gtaattggtt tttataccgt atggagagag aaaaaatacg
  1049161 aaacaaggag tttttcaaaa gatgatgtat ttattggcaa ttgtactacc acctgtagcc
  1049221 gtattaattt gcggaaaacc atttcaagca ataattaact tcatattaac attaatattt
  1049281 tgggttccgg gggttataca tgcgatatta gttgtgcatg ataaaaaagc agatcggcga
  1049341 ttaaaaaaac aaattcaagc atatgatgaa ataaataaga agaacagaag gtagctgagt
  1049401 tgtgaaatga ttttaaaaag aaaggggggg actgcctcct ttcttttttc attctggtta
  1049461 agtttaaatt ttagtgtagc ggtaagaatt tttaatataa gtattgtgat aattagtttt
  1049521 ggagtgtgcg tttaataaac cggtgtaaat gtttttaggg acgttaaaga aatcatacat
  1049581 tccatgcttt aattgaatgc gtaaaatcat agaaaaagga ttatagccaa cagcaactat
  1049641 agtttttgaa atcacgggag atagttccat tattacgcaa ctcctcactt ttcattttta
  1049701 ataatttctt atagatgttg aggttgtggt gttgaagtct ttataattaa agaggtatta
  1049761 tacttatatg caatatatta aatgttcgtt atacgtaatt ataaggaagt tcacacgaag
  1049821 tacatatcgt tgtgctattt ttatttcacc tttgatttat aaataagaaa atattgacca
  1049881 tttgaaaaaa aggtatatta tttatacgag gtattaaaat ttcacttttt acattctatg
  1049941 cttaaagggg cagcattatt agaaaaatag aagtgaaaat acttagtata agaagtattc
  1050001 taaaatttat aatctgtgaa ttaggaaaat attgaatgct ccaggtcgat atactttctt
  1050061 aatttaattc attttagaaa gtgacctcaa tatttttaag taaatcaacg ggagaattga
  1050121 aaggcaggag aaagtaacat gtcagaaaat tatcgttctc gagaggagcg acgacaagtt
  1050181 aaaaagaaaa aacagccagc ttctaaaaca caaaaaccaa aaggtaaaac atcgttcttt
  1050241 cgcaagtttt taattacttg tttattactt ggtattgttg gtttagtggg gggagttgct
  1050301 acctttttcg taatgattaa ggatgcacca aaacttgaga aagcaaaact tgttaatccg
  1050361 ttatcctcaa aaatttatga taaaaatggc gatttggtat atgaatacgg gaaagaaaaa
  1050421 cggacgaatg ttacgtatga tcaaattcct aaattagtag aaaatgcatt tttagcaaca
  1050481 gaagatgcac gtttttacga gcatagcgga gtagacttta aaggtactgc ccgtgctgtt
  1050541 ttggtgagtc ttaaaggcga ttacggttca caaggtggaa gtacgataac acagcaggtt
  1050601 attaaaaaat tacttcttat cgatggaaaa aacatcaaaa cgtaagattc aagaaatata
  1050661 tttagcgtat aagctagaac aacagtattc aaaacatgaa attttagaaa tgtatttaaa
  1050721 taaaattaat ttaggtaatc gttcatatgg tatcgcaaca gcagcacaaa actactacgg
  1050781 taaagaatta aaagagttaa ctttaccaga agttgcgatg cttgcaggtt taccaaaagc
  1050841 accgaataac tatgatccaa cgaagacaga aaatgttcaa agagcaacag aaagaagaaa
  1050901 tgttgtccta aaattaatga atcgacatgg ttatattacg aaggcagaaa tggaagaagc
  1050961 ttcgaaagtt gaagtaacag atggacttaa gactgcaact gtacaagcaa tgccatatcc
  1051021 tgcatttatg gatgcggttg tgaaagaagt tgaaaaagaa ttgccagatg ctaatattgg
  1051081 ttctgacggt ttagaaattt atacaacatt agacatagac gcacagaagg ctgccgacag
  1051141 gatattagat gctaatatta ttaattatcc aaatgataaa ttccaaagtg ctttcacatt
  1051201 tatggatacg aaaacaggag aagttcgtgc tataggtagt ggacgtggtg aaaataaagc
  1051261 agtatttaaa gggcataata tggcaattga attagatcgt gcagctggtt caactatgaa
  1051321 gccaatcttt gattacggtc ctgcaattga atacttaaaa tgggctacgt atcatcaaat
  1051381 tgatgattct ccatttaaat attcaactgg acaagaagtt cgaaatgcgg acagaagtca
  1051441 tttaggatca attacgatgc gtgaagcatt aaaaatgtca cgtaacgttc cggcagttaa
  1051501 aactgcaaaa gaagtaggac ttaataaagc gaaggaattc tctgagaaat taggtattac
  1051561 acttaagtca gcaccagaat ctacagcgat tggtacaaac gaagtatcac caactgaaat
  1051621 agcgggtgct tatgcgacat ttggtaatgg tggaaagtat gcaaaaccgc attttgttaa
  1051681 gaaagtagtt tatccagacg gcaagtcaca aagttttgga caaaaaccaa aacaagttat
  1051741 agctgactct acagcatata tgattactga tatgcttcgt tcagtagtga catcaggtac
  1051801 tggtacagca gcaaatataa gttctttaga tgtagctgga aaaacaggta caacaaacta
  1051861 tgattcaaaa caattagcga aatttaatat tccggaaagt gcaactcgtg atagttggtt
  1051921 tgcaggttat acgccgcaat atacgatggc agtatggact gggtatatga aagatggtaa
  1051981 ggacgagtat attagtagta aaaatacgaa aattgcacag ttgatcttta aagaaatgat
  1052041 gagcgagatg gctacagata aatcaagatt taaaatgcca agtagtgtaa ttcaagaagg
  1052101 tagtgagctg cgtataaaag gtgaaaaacg tgattcttct ccaaatacga gcgtaccgga
  1052161 tacaacagaa aaaccaaaac aagatcaaca gcaaaaaact gaagaagaga aaaagcaaga
  1052221 agaattaaaa aaacaagaag aacttaaaaa acaagaagaa gaaaagaaac aagaggaact
  1052281 gaagaagcag gaagaacaaa agaaactaga agagcaaaag aaacaagaag aagaaaagaa
  1052341 acaaaatgaa caaaataatg gaaacggtca aggaacgacc cctccagcaa ataacggagg
  1052401 aggtcaagga acgacccctc cagcaaataa cggaggaggt caaggaaata cgactcctcc
  1052461 agcaaataac ggaggaggtc aaggaaatac aacccctcca gcaaataacg gaggaggtca
  1052521 aggaaataca acccctccag caaataatgg aggaggtcaa ggaaatacaa cccctccagc
  1052581 aaataatgga ggaggtcaag gaaatacaac tccaccagcg accacacaac cggagactgg
  1052641 cggtaatgca ggagaggccc ctgctaataa tggtcaataa gaaaatttta taaaaaatat
  1052701 taaaaagcac ttaagatttg taaaaattac aatcttaagt gcttttttcg ttaaatgtag
  1052761 tagctatgag acgatgtatt ttaaatgtat catataaatt ttgaaaataa attgaagaga
  1052821 aatgataaaa acttgagatt gaggtaacgg agaataaccg tggctatgaa aggtagtacc
  1052881 acttgttgga tatgcgccat gatgccaaga taagggggaa acttgatcag gaatttaata
  1052941 ttgttgccaa gttacgggaa gttcaatacc aacattggaa ctagctgtat gaactgcagg
  1053001 aacgagtatc tcaggagtcg aaggaactat ggcagttact cttggagata cccacataac
  1053061 ataatcacac ctaagttgtg ataataaaga agtatattct tttcacacat ataaaggtac
  1053121 atatagatag gactttaggc taaaacatgc gtataaagtt gtaagaccaa tttaaattga
  1053181 ttttggacca tttattataa aaagatacgt ctatttacgg aaggcaaagg aacgaagaaa
  1053241 ctgtaaaata gaggtgttaa ttgcaataac ttacgtgttt atggaggaat tttaatggaa
  1053301 cgattatgga cgaaatcatt tattcaaatg actttcgcaa tgttattttt atttacagga
  1053361 ttttatttac ttgttccaac gcttccgctt tttattaaag agataggtgg caatgaatca
  1053421 caagttggac tcatgatggg aatgtttaca atagctgcag ttgtaatacg accgattatt
  1053481 ggagggatgt tagatcaata tggtagaaga tcctttatta ttttcggact cacccttttt
  1053541 gggttaacga tgtactttta taatttagcg acgactattg tccttttagc tattttacgt
  1053601 attattcacg gagtaacatg ggctgtttct acaacagctg ttggaacagc gataactgat
  1053661 attattccag attcacgccg tggtgaaggt atggggtggt atgggatggc tatgacgatt
  1053721 gcaatggcaa tcggcccaat gattggatta tcggttgtac aaaattattc atttcatggc
  1053781 cttttcttat tagccactct tttatccttt atggcagtct tattatcgtt aatgacgaaa
  1053841 atgccattca caccacaaaa agaaaaaggg aaaatgcaat tgtttgaaaa atccgttcta
  1053901 tccattacga tagttgtatt ctttttatca tttgcatatg gaggcattac gacgttttta
  1053961 ccgctatttg catcgtcaat tgatgtgaat cctgggacat tctttcttgt atatgcaatt
  1054021 gctttaacaa tcgtaaggcc aatttcagga aaactattag ataagtacgg agaagtattt
  1054081 atcatacttc cggcactatg cattactgtt attgcaatag ttgtgctaac gatttcaaat
  1054141 aatttaatag gtgtagttat cgcagctaca ttatatggtg ttggattcgg ttcagcacag
  1054201 ccagcattgc aagccgcgat gctttcaatt gttgacccga gtaaaagagg agttgctaac
  1054261 gcttcgttct ttaccgcatt tgatttaggg attggacttg gtgcaatttt acttggagtt
  1054321 gtttcacaaa tgtttggtta ccgtatttta tttgctggta gtgcaatttc aggattaatt
  1054381 gctttcatta tttttgtgtt ttttgtaaaa cagcaattag gcaaaaaaga atttgcgtaa
  1054441 actggaggaa caaagatgga aatttcaatt gatcataaag ctctacaatg gtttaaagaa
  1054501 gaattacgta taaagcatgg tgaatctata cggtttaatg taagatacgg aggagatagc
  1054561 tccatccagc caggctattc tttaggaatt gttgcagaga aagcagatgg ggaaattgtg
  1054621 tcagttgaga aagaaggtat tttatttttt gtggatgttg atgatctttg gtactttcaa
  1054681 aactatgatt tagttgtagg ttatcatgag gaaatggaag aaattcaatt taattacgta
  1054741 aaataataac tttattaaaa ataaataaat tttatatgga aattatattt agagaatagt
  1054801 gaaataaata taatgcaaaa aacgggctgt atatgaatac agctcgtttt ttttatttag
  1054861 taaaaggaat tgtaaagtag gtatatattt aactggatta tatgaattaa ctttatattt
  1054921 tgttttaaag ataagtaaag agaagtctgt cctttcttta taaactatga aagttattgt
  1054981 tgaaaaattg tattgttaca tcggtaaaag tataggaaac ttatcattat aaaataaatt
  1055041 gaaatcttct aaaaactctg atacattgaa atagaaatgt agtttcacaa tattgtaaag
  1055101 gcttacagtt atgtgcacga agatctatta ggattggagg aaataatgat gaaagctgaa
  1055161 gaaaaatttt ccccgggatt agatggtata gtggcagcgg agacgaagat ctcgtttctt
  1055221 gacacagtga aaggtgaaat tgtaattcaa gggtatgatt taatcgaact ctcaaaaaca
  1055281 aaagagtatt tagacattgt gcacctttta ttggaagaac atctaccgaa tgaggatgaa
  1055341 aaagcaacac ttgaaaagaa attaaaagaa gaatacgcgg taccagaagg tgtattcaac
  1055401 gtattaaagg cattaccgaa agaaacgcac cctatggatg gattgcgtac aggtgtgtcc
  1055461 gcattagctg gttacgataa tgatattgaa aaccgctcgt tagaagtaaa caaaagccgc
  1055521 ggatacaaat tattgagtaa agtaccaaac attgtagcga atagctatca tattttaaat
  1055581 aatgaagagc caatcgaacc acttaaggaa ttatcatata gtgcaaattt cttctatatg
  1055641 ttaacaggta aaaaaccaac tgaacttgag gagaagatct tcgatcgttc ccttgtttta
  1055701 tatagtgaac atgaaatgcc aaactctaca tttacagcgc gcgttattgc atctacacaa
  1055761 tccgacttat atggtgcttt aacaggtgcg gttgcatctt taaaaggtag cttacacggc
  1055821 ggtgcaaacg aagcggttat gtacatgctt ttagaagctg gtaatgttga gaaatttgaa
  1055881 gaattattac agaagaaact atataacaaa gaaaaaatta tgggctttgg acaccgtgta
  1055941 tatatgaaga aaatggatcc aagagcttta atgatgaagg aagctttaaa acagttatgt
  1056001 gatgtaaaag gtgattatac actatatgaa atgtgtgaag ctggagaaaa gattatggag
  1056061 aaggaaaaag gaatttatcc aaaccttgat tattatgcag ctccagtata ttggatgctt
  1056121 ggtattccaa ttcaactata cacgccaatc ttctttagct ctagaacagt aggactatgt
  1056181 gcgcacgtta ttgaacaaca tacgaacaat cgtttgttcc gtccacgtgt aaattatatt
  1056241 ggcgagcgac atgtacttag taagtaaaaa caactgggga gttgttagca ccgcccgcca
  1056301 gatgggtgtt tgaccgacac ccatcattaa taataacgaa ttttcgacag aaagggaagg
  1056361 atagcatgat taaaacaaat gaaattaaac aaaaagatgc aatattagaa gagattacgg
  1056421 attatgtatt aaataaagag gtaacaagtg cagaagcatt cagtactgct cgttacgtat
  1056481 tatttgatac acttggatgc ggaattttag cattacaata tccagagtgt acgaaattat
  1056541 taggaccagt tgtaccagga acaatcgtgc caaatggaac acgagtgcca ggtacgtctt
  1056601 atgtattaga tccagtgaaa ggtgcattta atatcggatg tatgatccgt tggttagact
  1056661 ataacgatac ttggcttgca gcagaatggg gacatccatc tgataacctt ggcggcattt
  1056721 tagcagttgc agattatatt agccgtgttc gtatatcaga aggaaaagaa ccgttaaaag
  1056781 tacgtgaagt attagaaatg atgattaaag cacatgaaat tcaaggtgta ttagctttag
  1056841 aaaacagctt aaaccgggtt ggtcttgacc acgtattata cgtaaaagta gcaacaactg
  1056901 ctgtagttgc gaaaatgctt ggcggaacac gtgaagaaat ctttaatgca ttatcacatg
  1056961 catggattga taattctagt cttcgtacat atcgtcacgc tccaaatact ggatcacgta
  1057021 aatcatgggc agcaggtgat gcaacaagtc gcggtgttca ccttgcaatg actgctttaa
  1057081 aaggtgaaat gggttatcca acagcattat ctgcaccggg ttggggattc caagatgtat
  1057141 tatttaataa acaagaatta aagttagcta gaccattaga gtcttatgta atggaaaatg
  1057201 tattatttaa agtttcatat ccagcagaat tccatgcaca aacagctgca gaatgtgctg
  1057261 taaaattaca tccggaaatt aaagaaagat tagatgaaat tgaccgtatt acaattacaa
  1057321 ctcatgaatc agcaattcgt attattgata aagaaggtcc attaaataac ccagctgatc
  1057381 gtgatcattg tttacaatat attacggcaa ttggtttatt aaagggagat atcgttgcgg
  1057441 atgattatga ggatgcagta gcaaatgatc cacgtgtaga tgaattacgt aataagatgg
  1057501 ttgttgttga aaacaaacag tacagtttag attaccttga cccgaacaag cgctcaatcg
  1057561 ccaacgctgt tcaagttcat ttcaaggatg gaactgtaac agaaaacgtg gaatgtgaat
  1057621 atccacttgg tcaccgtttc cgtagagacg aagcaattcc aaaagttgtt caaaaattca
  1057681 ctgcaaatat ggcaggtcat tattctagta aacagcaaga acaaattcat gaagtttgtt
  1057741 taaatgaaga gaaactagaa aatatgaatg taaacgaatt tgtagatcta ttcttaattt
  1057801 aataataggg ggaatttaga atggcttggg ttgtgaataa acagtcaaca caagaggagc
  1057861 ttgcgaatcg cttccgagct ttagtagaag caaatgaaat tttgcaaatt ccaggtgctc
  1057921 atgacgcaat ggcagcttta gttgcgagaa atacaggatt tttggctctt tatttatcag
  1057981 gagctgccta tactgcaagt aaaggattac ctgatttagg aatcgtgacg tctactgaag
  1058041 tagcagagag agcaagagat ctagtaagag ctacagattt accagttctt gttgatattg
  1058101 atacaggatt tggtggtgtc ctaaacgtag cgagaacagc tgtagaaatg gtggaagcga
  1058161 aagtagcagc tgttcaaatt gaagatcaac aattaccaaa aaaatgtgga catttaaatg
  1058221 gtaagaaact cgttacgaca gaagaattag ttcaaaagat taaagcaatt aaagaagttg
  1058281 caccaagctt atatattgta gctcgcacag atgctcgcgg cgtagaaggc ttggatgaag
  1058341 cgattgaaag agcgaatgct tatgtaaaag caggtgcaga tgcgatattc cctgaagcgc
  1058401 ttcaatcaga agaggagttc cgtctattta atagtaaagt aaatgcacct ttacttgcga
  1058461 atatgactga atttgggaaa acgccgtatt atagtgcaga ggaatttgcg aatatgggct
  1058521 tccaaatggt tatttatcct gtaacttcac ttcgcgttgc agcgaaagcg tatgagaatg
  1058581 tgtttacttt aattaaggaa actggttctc aaaaagatgc actttcaaat atgcaaacga
  1058641 gaagtgagtt atatgaaaca atttcatatc atgactttga agaactagat actggtattg
  1058701 caaaaacagt attatcagag gatcaataga taaaacaact aaggcgatga gaatacatct
  1058761 ttagcaagac gaactgcttg atgtgaaaaa tcatcgcctt ctgttttcaa aaataagata
  1058821 ttccactcat cgtagacgtg cataattagt agcaagtaag gccgaaatga tagggggatt
  1058881 cagatggaga aaacgaagtt accgtgggat gaattttttt cacttaataa agatgtgaag
  1058941 catgctttct ttacgccaga agatttttca ggagatgaag atttaatcgc aaaaacgaca
  1059001 gaacaattcg ttaaacaaga aattgttcca caaatggaga atattgaaca acataactat
  1059061 aaagtttccc gtcaattgtt tgagaaagct ggagaacttg gattattaag tatcgaggtc
  1059121 ccagaagaat atggcggatt cgaattagga aaggcagttt cagggcttgt agcagaaaaa
  1059181 atgggatacg ctggtgcatt tagcgtttca tttaatatac acgctggtgt aggtacattg
  1059241 ccttacatat attacggaac gaaagaacaa aaagaaaaat atttgccgaa aattgcgtct
  1059301 ggagaatgga ttggagctta tgctttaact gagccaaatg ccggttctga tgcattaagc
  1059361 gcaaaaacga gcgcagtatt gaatgaagat ggtactgctt ggaagttaaa tggtgagaag
  1059421 cagtggatta caaatgctca tatggcagat gtatacgttg tttttgcgaa gacaaataaa
  1059481 ggaatgacag cgtttattgt cgaaagaaca tgtgaaggtg tatccattgg actagaagaa
  1059541 aagaaaatgg ggattaaagg ttcttcaacg gctacgctta ttttagaaga tgttgttata
  1059601 cctgctgaaa atgttttagg ggaagttggg aaagggcatc acgtagctct taatattctt
  1059661 aacttcgcta gactaaagct tgcttttgga aatattggaa ctgcaaaaca agcaattgga
  1059721 ttgtcggttc aatatggaaa agagcgaaaa cagttccaaa cggaattagt agattttacg
  1059781 atgattcaag agaaaattgc aaatatgatc attgctacat atggagcaga aagtgcagct
  1059841 tatcgtacag caggtgtaat tgatgaagca attcatgaga gtgatgagga tcttatgaag
  1059901 aaaatgtctc aatttgctat tgaatgtgca ctgaataaag taaatgcttc tgaaacatta
  1059961 ggtcatatcg tagatgaagc tgtacaaatt catggtggtt acggttatat gcaagaatac
  1060021 gaggtagaac tattatatcg tgatgctaga attagtcgta tttttgaagg aacgaatgaa
  1060081 attaatagat taacagttgc caaaatgtta atgaagcaaa tggaacaaat tgaagatact
  1060141 gaagtagaga ttgatgtagc aaatgtcgaa cgaaatcatc gttacatttt attagcgaaa
  1060201 aaattgttga aacaatcttt gaaaacgctc tctaaaactc cagggttaaa aattgatcaa
  1060261 gagcaagaat attcacgtgt attatctaat atgttaacgg atgtgtacgt catggaatca
  1060321 gcatttttac gtacgagtaa agcaattagt aaaaatggtg aagggaaaga acgtacgaaa
  1060381 caaatgataa ctgacgttat ttgtgaagaa ggctatcgta aagtagaaga agcggcgatt
  1060441 tctatacttt cagcggctgt tacagaagaa caagataggc acgtaatttt agctgaaatt
  1060501 cgtcaattat tagtaccttt atacacgaac gtatttacaa aaaagagaga aattgcgaaa
  1060561 gctattataa atcgcggaaa gtatattgtg taaatagggg gaaagcgata tgaaaaagat
  1060621 tggttttatc ggtttaggta acatgggtct tccaatgtct aaaaatttag ttaaatcaaa
  1060681 ttacacagta tatggtgtgg atttaaataa agacgctgaa gcttcctttg aaaaagaagg
  1060741 aggaataatt ggcttatcaa tctcaaaact agcagaaaca tgcgatgtga tttttacaag
  1060801 tttaccttca cctcgtgctg ttgaagcagt atattttgga caagaaggat tatttgaaaa
  1060861 tagtcactcg aatgtagttt taatagatac aagtactgta tctccacagt taaacaaaca
  1060921 gttagaggaa gctgcaaagg aaaagaaagt agacttctta gcggcacctg ttagtggtgg
  1060981 ggtaattgga gctgaaaatc gtacattaac gtttatggtt ggtggatcaa aagaagtata
  1061041 tgaaaaaaca gaatctatca tgggcgtact aggcgctaac attttccatg ttagtgagca
  1061101 aattgatagt ggtacaacag ttaaattaat taataaccta ttaattggtt tttatacagc
  1061161 tggtgtgagt gaagctttaa cgttagcgaa aaagaacaat atggatttag ataaaatgtt
  1061221 tgatatttta aatgtaagtt atggtcaaag tagaatttat gagcgcaatt ataaaagttt
  1061281 cattgcatca gaaaactacg agccaggctt tactgtaaat ttattaaaga aagatttggg
  1061341 atttgcagtt gatttagcga aagaaagcga acttcactta ccagtaagcg aaatgctatt
  1061401 aaacgtatat gaagaagcaa gtgaagcagg ttatggtgaa aatgatatgg ctgctttata
  1061461 taaaaaagtt agtgaacaat taatttctaa tcaaaaataa tagatttata aacatcataa
  1061521 aaaaggagag aatataatga ttacaactga aattaaacga gtaaaaaatc atattaatgg
  1061581 tgagtgggta gaatctactg gtacagaagt agaagcagtt ccaaatccgg cgactggaaa
  1061641 aattatcgct tacgttccgc tatctccgaa agaagatgtt gaaaaagctg ttgaagcagc
  1061701 aaaagcagca tatgaaacat ggtctaaagt accagttccg aatcgttcaa gacaattgta
  1061761 taaatattta cagcttttac aagaaaacaa agaagaactg gcaaaaatta ttacgctaga
  1061821 aaatggtaaa acattaacgg atgcaactgg tgaagtacag cgtggtattg aagcagtaga
  1061881 acttgcaacg tcagcaccaa atttaatgat gggacaagca cttccgaata ttgctagtgg
  1061941 cattgatgga tcaatttggc gctatccaat cggggttgtt gctggtatta caccttttaa
  1062001 cttcccaatg atgattccat tatggatgtt ccctcttgca attgcttgtg gtaatacatt
  1062061 cgtattaaaa acatctgaaa gaacgccgct tttggctgaa agacttgtgg agttattcta
  1062121 tgaagctggt tttccaaaag gcgtactaaa tttagtacaa ggcggaaaag atgttgtaaa
  1062181 tagcatttta gaaaataaag atattcaagc tgtttcgttc gttggatctg agccggtagc
  1062241 tcgttacgta tacgaaacag gtacgaaaca tggaaaacgt gtacaagcgt tagctggtgc
  1062301 gaaaaaccac gcgattgtaa tgccagattg caatcttgag aaaacagtgc aaggtgtaat
  1062361 tggatccgca tttgcaagta gcggagaacg ctgcatggca tgttcagtag tagcggtagt
  1062421 tgatgaaatt gctgatgaat tcattgacgt actagtagca gagacgaaga agttaaaagt
  1062481 aggtgacggt ttccacgaag ataattatgt tggaccatta attcgtgaat ctcataaaga
  1062541 gcgtgtatta ggctatatta atagcggtgt agcagatgga gcaacgttat tagtagatgg
  1062601 ccgcaaaatt aaggaagaag ttggagaagg ttactttgta ggtgcgacaa tctttgatgg
  1062661 cgtaaatcaa gaaatgaaaa tttggcaaga tgagattttt gctccagtat taagcattgt
  1062721 acgtgttaaa gatttagaag aaggtattaa actaacaaat caatctaaat ttgcaaatgg
  1062781 tgcagttatt tatacgtcaa acggtaaaca tgcacaaacg ttccgtgata acatcgatgc
  1062841 gggtatgatc ggtgtaaacg taaacgttcc agcaccaatg gcattcttcg catttgcagg
  1062901 aaataaagcg tcattctttg gtgatttagg tacaaatggt acagatggcg ttcaatttta
  1062961 tacacgtaaa aaagttgtaa ctgagcgctg gttttaatat aaagtagaca gccaaatcaa
  1063021 ttattaaatg aaaaccacca ctattaattg tggtggtttt cttcttgtta attgcttttt
  1063081 tcaaaagcta gtttaattcc aaaaccaatt aagacaattc ctgttaaccc ttgaatataa
  1063141 cgttgtgtct tcggtttttt cataaaagca ctaattttat caattaaaaa tatataaaaa
  1063201 gcgaaccata taactgttaa aatgaggtaa gtaaggccca ttacgagaag ttggataaac
  1063261 gtattatgat ttggatttaa aaattgcggt aaaaatgtta aaaagaagac tgcaacttta
  1063321 gggtttaata aattcgtaag aaacccttga cgaaagcaag aagtgtgttc gtcttcatta
  1063381 tgcaaagaaa tatcgttcgt atcgacgcct tctttatttc ttactgctaa aagggcttta
  1063441 ataccaatat aaattaaata tagagctcca acgtacttga aaatagaaaa taaaagagct
  1063501 gactttacaa taagtgcaga aagaccgatt actgctgcta aagtatggat caatagtgca
  1063561 atacatgtac cgaacactgt tttcactccg cccactttac cagcaactaa tgtgtttttc
  1063621 gtagccattg cagtatcagg gccgggtaaa ataataagac aaatagacat aatgatgaaa
  1063681 agaaaataat tttcaatcat agtcgctcct ccttttttat ttttagaata tttaattaaa
  1063741 aatagtgtag cacacatttc gatttaataa aattaaattt tattaaaaat tattaaatga
  1063801 caaagaggct atagagccgt gtaattatac gactctatag ccttgatttt tcctgtatga
  1063861 accccactta ttaacgtttc actttatgcg ttaagtaagt taaagaactg atttacatct
  1063921 tcttctgcaa catcacttaa ctgcttatat ttataattcg gattttgatc tttatcaacg
  1063981 acaacggatc gtactccttc aaagaaatct tcatgtctca tgaaattttt agcaagtaca
  1064041 aggtcagtag cgaaacattc ttcaacggac ttatcatgtc catcaataaa ctgttttaat
  1064101 gttactttta atgaaatagg ggattttgat aatagtgttt ctttcgtttt taaagcaaag
  1064161 gaacttggat ctttctctaa tgaatgaata attttttcaa ttgtatcgaa agcaaaatgt
  1064221 gcattgattt cttctaataa tggagcaagc tcgctttcta aatttgaagt agttgcaaat
  1064281 gtacggatga cttcttttaa atgagtatgt acatcgtctt ctttatgcca atttacactt
  1064341 tccagttcag taaggaactt gggtaatgaa tcagatgtca taaagtaatc agcagcgttt
  1064401 ataaataata cgtcagaagc ttttaaaata gatgctgtta atgcaacata tctgccagcg
  1064461 aaccctggag ccttatttaa gaaataagca gcaccgacgt ctgggaagaa gccgatattc
  1064521 atttctggca ttgcccattt tgtacgctcg gttacaattc ggtatttcgc accatttgta
  1064581 agaccgacac caccacccat tacaattcca tctaaacaag cgataattgg ttttttatat
  1064641 tgataaatat atgtatcaat ttcatactct tcttcaaaaa aacgttccgc atgctgtaat
  1064701 gcaatttcat ttgaacgtgc ttcataaaga gttttaatgt caccgcctgc acaaaaacct
  1064761 tttgtgccag ctccttttaa tacgattagc gcaatttgct catcattttc ccactctttt
  1064821 agtttttgcc caattggttg caacatgtca taagataaag aattaagtgc ttttgggcgg
  1064881 tttaaagtaa ttgatgcaac gccgttttca ctaacagaaa ataaaacgtg ttcagtcata
  1064941 attcatcctc ccttacatat cttcttattc ttaattcttg atacgtactg aaatgtcctt
  1065001 tataaatttt gtctaaagtt ggcggtacgt gttaatttgg tcattgcata ttttgacgag
  1065061 ttatatttgc aggattttag aggtttaaaa tgaatattac aacattactg taattgtaat
  1065121 tatttgaagt tatcatgaga aacacgctat tatatatgtg taaattgtac ataatccctt
  1065181 cgaaaagagt attccaagtg attataatga aaggaaaatt gcttttcatt agaaatagag
  1065241 aaaggagaaa tcggaatgcc aggaccttta ctattgtcgg tgattatttt gtcttcttta
  1065301 atgataggga taacgcagta ttttcatcat acagatacga cagaggaagt gaaggataaa
  1065361 gtacgacttg tatttccgat ttttatcata tctatttctt tttgcattct attaaataag
  1065421 gatggctaca ttgtcgcagt attttcattt tttgtagcga ttgtttttat tacagtttta
  1065481 tattatgtaa tgaaagactt tctccaaaaa taaagatgtc acatgagaca tttttatttt
  1065541 tggaataaat aaaatttcac ataccgtatt gtagataaaa ataaaaaaca tatagcaata
  1065601 gaaaagtatg tactttactg tgtatttact tgtcaatctt gcatagccaa tatactatta
  1065661 ataatgtaga gattagaaaa agggggtgta tctatcatga aatttgagat gcacacaaaa
  1065721 attatttcaa atgaaaaaga agtaagatta catatagaag aaaacatatt tcaattaaaa
  1065781 ttggatggtt atcacttatt tacagttcaa gaaatattac ctttatataa atcaaatgaa
  1065841 gaaagaatcg gtagtgcaat gatacaaaag ttagaatggg agaacggaaa aactacaata
  1065901 aactatcaac ttgtatcact aaattcagta aattaaaagg agcaggaaac catgaagtta
  1065961 tttcatacag cggattggca tttaggaaag cttgttcatg gcgtgtatat gactgaagat
  1066021 caaaagattg tattagatca gtttgtacaa gcagttgaag aagaaaaacc agatgccgta
  1066081 attattgcag gggatttata tgaccgagca attccaccta cggaagcagt agatttatta
  1066141 aatgatgtgc tgcaaaaaat agtaattgat ttacaaacac cagttattgc agttgctggt
  1066201 aaccatgata gtccagatcg tattcatttt ggaagtagtt taatgaagaa acaaggatta
  1066261 tttattgtgg ggcaatttca atttccctat gaaccaatta tattaaatga tgaacatggc
  1066321 gaggttcact tccatctcgt tccatatgcg gatccgagta tagttagaca tgtattgaaa
  1066381 aacgaagacg tacgttctca tgatgatgcg atgcgtattt ttatgaatga gctttctgaa
  1066441 acgatggata aagaagctag acatgtattt gttggtcatg catttgtaac ttctgctgga
  1066501 gaagcggaag agaatacaag tgatgctgaa cgaccgcttt caattggtgg tgctgaatac
  1066561 gtaaatagtc attattttga taagtttcat tacacagcgc ttggacattt acatcaagcg
  1066621 catttcgtac gtaatgagac aattcgatat tcaggttcgc cacttgccta ttctatttct
  1066681 gaagaaaaac ataaaaaagg atattatatt gtggaactga acgagcaagg tgaagcaaca
  1066741 attgaaaaaa ggttacttac accacgtcgt aaaatgcgaa cagtagaagc gaaaatagat
  1066801 gaattattac aacatccagt aagtgaagat tacgtgtttg taaaattatt agatgaaaat
  1066861 cctgtcttgc agccaatgga aaaaatacgc tctgtatatc caaatgcaat gcatgttgaa
  1066921 agatccattc aaagacggga gtttacagag tcaaatgaag caacggtttc aagacataaa
  1066981 acggatgatt tatcactatt aaaagctttt tataaagaaa tgaaaggctt agatttatca
  1067041 gaagagaaag aacgtttatt tgtagaagta ttacaaacag tgcaagaacg ggaaggtgaa
  1067101 cgaggatgag accgatccag cttattatga cggcatttgg cccatataaa cagaaagaag
  1067161 taattgattt tgacgatctg ggagagcatc gtattttcgc catttctggg aacacgggcg
  1067221 ctggaaagac aacgattttt gatgcgattt gttatgtgtt atatggtgag gcaagcggag
  1067281 aagaacgaag tgatacgagc atgctccgca gtcaatttgc tgatgataat gtgtatacaa
  1067341 gcgtagaact aacttttcag ttaaaaggga aacgttatga aataaaacga caacttgggc
  1067401 ataaaaaaca agggaataag acgattacgg gacatgcggt agaattatat gaagtaattg
  1067461 atgaagagaa ggttccggct gttgatcgtt ttcatgtaac ggatgtaaat aaaaaagtag
  1067521 aagatttaat tggtttaagt aaacatcaat ttagccaaat tgttatgtta ccccaagggg
  1067581 aattccgaaa actattaaca tctgagacag aaaataaaga agagatttta cgtcgtattt
  1067641 ttaaaacaga tcgttataag ttaatgcgtg agttacttga tcaaaaacga aaacaatgga
  1067701 aagacgtctt acaagaaaag cagaaagagc gagagttata cttccgtaat gtttttaaat
  1067761 taccaatccg tgatggagcg atattagaga ctttagtgga acaagagcat gtaaatacgc
  1067821 atcaagtagt agaagcatta gaacaagaaa cagctgtgta taaggcagag gttgagcaat
  1067881 tacaagtaga acaagatgtt caaacgaagc aattaaagga tgctgaaaca cgttttcacg
  1067941 cggcgaagtc tgtaaatgag aaatttatag atttacaaca aaagaatgag aaatataata
  1068001 ctttacaaga aaatcgtaca gttattgaaa tgaaagaaac atcttttaag cgtgcggaac
  1068061 aagcaaagcg cttattacca tttgaacaat ggcacgaaga agcgatgcaa aatgagcaga
  1068121 aagctgaaag tttgttaaaa caaattatcg ccaaaaaaga aaatataatg aataattttg
  1068181 aacttgctca ggagaaatat gaagtagtaa agaataaaga atctgagaga gaaaatgtca
  1068241 aaaaacttgt tcaaagatta gaagaattac aaccgattat tgcatcatta gctgagaaac
  1068301 agctgaattt acaaaatgca gaaattcaaa tcggaaaatt aaaagaaagt atgcaaaact
  1068361 tagatcgaca attagaagag catacaaatc aaaaacagct aatgactggt gaattacagc
  1068421 aattagagca agcgcttgaa caatatgtag ataaagtaga agaactaacg aatatgcgag
  1068481 aagatgcaaa agttttaaag caagcatatg atgtatggca agaaaaacaa aaattcgaga
  1068541 aagaaaaaga agcagcatat agtaagatgc aattggcagt taacgcatat gaaaatatgg
  1068601 aacgccgctg gttaagtgaa caagctggta tattggctct tcatctacat gatggtgaat
  1068661 cttgtccagt atgtggtagt acgacccatc cgaaaaaagc tacagagcaa agtggtgcga
  1068721 tcgatgaaaa cgagttaaat ggtttaagag ataagaagaa tattgctgaa aaattacatg
  1068781 ttcagttaga ggagaaatgg aatttctatc atcatcaata tgaacaagta atagaagagg
  1068841 ttaagaagcg aggctaccaa tcggaagaat tagttgaaac atatagtgcg cttgttcaaa
  1068901 aaggaaaaca attagcaact gaagtgaata cgttaaaagc tagtgaagaa acgcgtaagc
  1068961 aaatagctgt gaaaataaaa agcgtagaag aaaaagtaga tgcacttcag aaacaaaaac
  1069021 gtgaagtaga aacagagcag caccgtatcg aaatggattg tatgcagctg cgtacgtcat
  1069081 atgaacatga taagaaaaac attcctgaaa acttacaaac agtacaagct tggaaagttc
  1069141 aatttgacca agctatgcat gaactcaaat taatggagga cgaatggaag aaagtgcagg
  1069201 aagcatatca acattggcaa aacgaaaata tacgtattca agcagaacag gaaggtgcta
  1069261 ctaatcaatt tgaaagtgca aaattgaaga aagaagagac tttcacgcgc tttatgaaag
  1069321 aacttgagca gagcggattt acagatcaat ctacgtataa agaagctaaa ttaagtgatg
  1069381 ctgagatgga attaatacaa aaagaaattc aaagctatta ttcatttctc gaagtacttg
  1069441 cgaaacaaat tgaagagtta catgttgaat taaaagataa agagtatatg gatattacag
  1069501 cgttaggtga acacattaaa gaactagaaa ttaaccttga tatcataaaa gaaaaacgtc
  1069561 aacgtgcgca aaatgcggta acatatattt ccgatctcca tgaaaatatt agacgtattg
  1069621 atgagcaaat tcatgaggaa gaaaaagcgt tccaagaact tgttgactta tatgaagtaa
  1069681 tgaaaggtga taacgaaagc cgtatatcat ttgaacgtta catcttaatt gagtatttag
  1069741 aacaaattgt tcaaattgca aacgaacgat tacgtaaatt atcaaatgga caattttatt
  1069801 taaaacgaag tgaacgagtt gaaaaaagaa atcgtcaaag tggattaggt ctagatgtat
  1069861 acgacgcata cacaggccaa acacgcgatg taaaaacatt atctggcggc gagaaattta
  1069921 atgcatcact ttgcttagcg cttggaatgg cagatgtcat tcaagcgtat gaaggtggta
  1069981 tttccatcga aacgatgttt attgatgaag gattcggttc attagatgag gagtcattaa
  1070041 caaaagcagt agacacctta attgacttac aaaaatcagg ccgatttatc ggtgtcattt
  1070101 cacacgttca agagctgaaa aacgcaatgc cagctgtttt agaagtaacg aagcagaagg
  1070161 atggttgtag tcagacgagg tttgtggtaa agtaacacct ttaatctttc taatttatcc
  1070221 agcgttttta acaatatttt aggcctgagt cacactggcg gtcacatttt tcgaatactt
  1070281 cgccgagttt ttcaattaca gaatgttgca tatagggtgc tacgagaatc gaacgtggaa
  1070341 ggaagggata ggttgaagtc ggtgtattat cagtagcgtt ttctttttcg tattctataa
  1070401 acttacgatg agactttagt tcttcaacca aaattggcgg aaagtaaatt gtgtgtatac
  1070461 tagtaataaa ataaaaacaa gctctcaata ccgagagctt gtttttattt ttacgattgt
  1070521 gaaaataaga attcagggaa ttcaactgaa tcaggtgaat tccttacatg tttttggata
  1070581 gcaccaactg ctttaagaaa ataatagccc cttcaccttt agctggttct aattctacag
  1070641 agcttttttc tagtttatta aattgaattt ttcctgctgc ttcttcatct tcacaaggga
  1070701 aaaaacgata aacgactttc tctttatttt catactcttt aaataagtct acacaaactc
  1070761 ccatattatc aatctcctta ttggttaaaa ttataagata aaaagaaaaa atgtaaatac
  1070821 agaaatttta gattagtaca atgatattta tgtaaaataa aatctacctt attgtaaata
  1070881 aagcctatgt atacgcgaaa attttactat tattcccata gtacttatgt gaacgatcgt
  1070941 aataatagtt tgacatatga agcgcgtacc tcctttttag tacatgctaa gcggagaatg
  1071001 aaagttgtgt ttgggcagta aagtgtggat gtgtagatag gggaaaagaa tcatgctcaa
  1071061 agtattgttt atgattttct agtatagaac ttattataat aaaataaatg cctcctctgt
  1071121 atagaggagg catttatttg ttattcacaa ttagataaat cccttatgag ttatctgtag
  1071181 aaggcagcgt attttccaaa caatcaacag cattaaaagc cgaaattgct aatataacac
  1071241 cacttactaa aaataaggct gatccactga ttaatatgat acgactgaca tacgttttgc
  1071301 aagcttcttc aacttcttct tgtaacattg taggcgtttg aattcgtcct aaacaacatt
  1071361 tattttgtag atagtatata caaacaccta aaatatgtta aaatcactga tagtgttatg
  1071421 aagaggtata tagttagatg tgaattgttt gaaaaatctt cattgcaaat ttatgctaac
  1071481 ttcacataga gcacatatta acattgtatt atgtatatgt accaaataaa taaagtgaat
  1071541 tgaattttgt tctgttttta aaaatttaaa attctattat ttctatataa aggtttcaca
  1071601 tcggagtttt aaatattttg gaaatagatc taaataaaag gaattcatat aaaaggggaa
  1071661 tgtcttatga caacatatac gagtgaaatg agaaaaagtt tagtttcaga agaagatgta
  1071721 gatattttaa aaattatggc gcacccaatt cgattacaaa tcgtaaatga attaagcacg
  1071781 agaaaaactt gtaacgtaac acaactaaca gaattactaa atattccaca atctactgtt
  1071841 tcacaacatt tatcaaaaat gaagggtaaa gtgttacgag cagagagaag aggtttagaa
  1071901 atttattatc atattaacaa tttaaaagcg agtaagattg ttaatgtttt aggatatata
  1071961 aactaatgaa gtattttcat ataaaatagc cgctgctggt aagcaggggc tattttgtgt
  1072021 tgttttatcc cgcgttaacg gacagtaaaa ctcccacctc aaaattcagt tggagcaaag
  1072081 aagttaggtg ggagtcgggc tgtccgttaa cgtccgattg gttcaactaa taatcagtgg
  1072141 gggatgaaca aaacccccac tgattaaagt ttcactttat gtattcgtat gtaatatttt
  1072201 atagttttta tgatttacaa ttgttcgatc aaattcaaaa gtaccaccgc ttacatctgt
  1072261 aatttcaact aagactgatt cagtataaag gtttagtaca gatcccgtaa tctttaaatt
  1072321 gtttcgttga aaaagtatag tatcccctac gtttgctttc atagtacctc ctcattaaag
  1072381 acagaaatat tttttattat atatattaaa ccacgtatag gtatattagt gaatatttag
  1072441 ttttatttat caaaaaaata tttgtagtct atgtgtgcag aattaaaaga agttttaaca
  1072501 agacgtatta aaaatgcttt cattatgatg gaatttgtag aaccaattgt tacatttgaa
  1072561 gaaacaatta taaacgtata aagaaagtta gacttgtaaa ttcacctaat aaaaccgtct
  1072621 cttttataaa tatgaaagag acggttttat tgtttcactg tttaaaaaag gggtcaaaaa
  1072681 taaatgtaaa tcgaacttat ataagacaat ataaataact gttacgtatt taataagtag
  1072741 ttttttgtat ttcgcccttc gttttctgta actgattcca tgtttttgac gctctgtctt
  1072801 gtaagtgctt acatagtcga aaacatctta tacaatgaag gtgttaaatc aaaagaggtg
  1072861 accaaaatga acataaaaaa acaagactta gcgaaacgca ttgaaataga aagaggaggc
  1072921 ggaaaggtat gaaaaaatca gctgttaatc catggcttgt tgtccttggt acagtcatag
  1072981 tacaaatggg tcttgggacg atatatacat ggagtttatt caatcagcct ttagttagta
  1073041 aatacggttg gagtcttaac gcagttgcga taactttctc aattactagt ctttctttag
  1073101 cattttcaac tttatttgcg agtaaattgc aagaaaaatg gggacttcgt aaacttatta
  1073161 tgatagctgg actagcatta ggacttggat taatacttag ttcacaagct tcctcattaa
  1073221 tattgcttta tgtactagcg ggagttgttg taggatatgc agatggtaca gcatatatca
  1073281 cttcattatc aaatttaata aaatggtttc cagagcggaa aggtttaatt gctgggattt
  1073341 ccgtctctgc atatggttct ggtagcttaa tctttaaata cgttaacgca cagttaattg
  1073401 aatcagttgg tgtatcacaa gcatttatat attggggttt aattgttaca gctatgattg
  1073461 tccttggagc ttgtttaatc catcaagctg ctgatcaaag tgcagttcag gaaacaaaaa
  1073521 ctcatgaata cacaacgaaa gaaatgttag gtacaaaaca agtatactta ttatttatta
  1073581 tgttatttac atcatgtatg agtggcttat acttaattgg tatggtaaaa gacattggtg
  1073641 ttgaacttgt agggcttagc gcagcgacag cagctaatgc ggtagctatg gttgcaatat
  1073701 tcaacacgtt aggtcgtatt attctaggac cgttatcaga taaaattggc cgtttaaaaa
  1073761 tcgttactgg tacttttgtt gttatggcaa gttcagtatt agttctaagt ttcgtagatt
  1073821 taaattatgg tatttacttc gtatgtgtag caagtgtagc attttgcttt ggtggaaata
  1073881 ttactatttt cccagctatt gttggtgatt tcttcggtat gaaaaaccat agtaagaatt
  1073941 acggaattgt gtatcaagga tttggatttg gagcgcttgc cggttccttt atcggtgcac
  1074001 tgctaggtgg attcaaacca accttcatgg tgatcggcct attatgtgtc gtgtcattta
  1074061 ttatcgcaat gttaattcaa gcacctaatc agaaaaaaga acaagaagaa gagtaccgta
  1074121 gcgtagcata agtatataaa gcttctatca cactaaatta cgaaaaagca tcctgttaaa
  1074181 cagggtgctt tttcgtaatt attttaatga ggttatataa tatttggatt atattggaat
  1074241 attaaaaagt gatatattat atccgaaata catattaaat cttaaattaa aaataagaca
  1074301 tacattgata attgtaagat atattttcag aaaaatgttg agaaaatata taatcgattt
  1074361 tttgttaagg gtttgtaaat gaaggtctct ccagtttatt ttcttcaatt tttacaaaga
  1074421 ggagtatgaa ttgaattttt tataagtact tattaatgct tttagatgta attgtattga
  1074481 gaagcactaa aatgttttat ctgaaaaata aaaataggtt gacaagttta ttgagaaaga
  1074541 ttatcatttc ggtgtaagaa tattaaatga aaaagattat cactgaataa tattttaatg
  1074601 aaaagtgcac ttgaccaatt agtttagtaa gtgtattatt ttttacatcg ataatgataa
  1074661 tcattatcat tatttgttta attagattaa ttttcaaatg aaaggataga ggaaatgaac
  1074721 gtaggggaat ttgatgggaa aactgtttta gtaacaggtg cagctcaagg aataggtagt
  1074781 gttgttgcca aaatgttttt agaaagagga gctacagtaa ttgcggttga tcaaaatgga
  1074841 gaggggttaa acgtactctt aaatcaaaat gaaacacgta tgaaaatatt tcatttagat
  1074901 gtgagtgata gtaacgctgt tgaagataca gtaaaacgta ttgaaaatga tatagcacca
  1074961 atagatatat tagtaaatgt tgcaggggtt ttacgtatgg gagcaattca ctcgttaagt
  1075021 gatgaagatt ggaataaaac attttctgta aattctacag gagttttcta tatgtctcga
  1075081 gcagtaagta aacatatgat gcaaagaaag tcaggggcaa ttgttacagt tggttcaaat
  1075141 gcagcaaata cgccgagagt ggagatggct gcatatgctg catcaaaagc tgcaacgacg
  1075201 atgtttatga agtgtttagg attagaactt gcagcgtaca acattcgctg taacttagtt
  1075261 tctcctggtt ctactgaaac tgaaatgcaa aggttactat gggctgatga gaatggagca
  1075321 aaaaatataa ttgctggttc tcaaaataca tatagactcg gtataccgtt acaaaaaatt
  1075381 gcacagcctt cagaaattac tgaagcggta ttgtttttag cttcagataa agcgagtcat
  1075441 attacaatgc acaatttatg tgtcgatggc ggagccacat taggagttta ataaaaaatt
  1075501 tagggggcta ctatactatg aatgaattta cggctgtaaa ggaactgtca gaaaaattac
  1075561 tagaagatta taagactgaa tcttcattct tttttgcttc accaacccga acgatattag
  1075621 cagaaggaga atttactaca gtaaagcatc atgaaattga aagcttccca gagcttgtgc
  1075681 aagcagtatt acgtaatgca aaacaagccg gaaatccgaa tcctatcgtt gtgggggctt
  1075741 tgccatttga tcgtagaaaa gaagtccaac ttatcgtacc agaatatagc agaatttctg
  1075801 agcgtttaca attggatcca acaaatcatc ttgaaataaa taggaactca acattcgaaa
  1075861 tgacgcctgt gccagatcat gaagtgtata tgaaaggtgt gaagcaagga attgaaaaaa
  1075921 taaaggacgg agatttaaag aaaatcgttc tatctagatc gttagatgtt aaatcttctg
  1075981 gaaaaattga taagcaaaaa cttcttcgag aattagcaga gcataataag cacggttata
  1076041 catttgcggt gaatttaccg aaagatgaaa acgagaatag taagacgcta attggagcta
  1076101 gtcctgaatt acttgtttca cgtcatggta tgcaagtgat ttctaatccg ttagctggtt
  1076161 caagaccacg tagtgacgat ccagtagaag ataaaagaag agcggaggaa ttactttctt
  1076221 ctccaaaaga tttgcatgaa catgcggtag tagtggaagc agttgctgct gcgcttcgcc
  1076281 catactgtca tacattatat gttccggaaa aaccatctgt tattcatagt gaagcgatgt
  1076341 ggcatttgtc tactgaagtg aaaggtgaac taaagaatcc aaatactagt tctttagaat
  1076401 tagcaattgc tcttcatcct acgccagcag tttgcggaac gccgatggaa gaagcgagag
  1076461 aagctattca aaaaattgag ccatttgacc gtgagttctt tacaggaatg ttaggttgga
  1076521 gcgatttaaa tggagacggt gaatggattg ttacaattcg ttgtgctgaa gtacaagaaa
  1076581 atacactccg tttatatgca ggtgctggag ttgttgctga gtcaaaacca gaagatgaat
  1076641 tagcagaaac atcagctaag tttcaaacaa tgttgaaagc tttagggtta aatgatagtt
  1076701 cacttaatga aaagtagggg gcagaaagaa tgttaacagg ttatacaaaa tggccaaaag
  1076761 aatttgccga tcgctatcga gaggaagggt gttggcttgg ggaaacattt ggcggagtgt
  1076821 taagagagcg tgctgaaaaa tatggagatc aaattgcggt tgtaagtggt aatacgtata
  1076881 taacatatag tgagcttgat aaaaaagtag atcgcttagc gtcaggttta ctgaatttag
  1076941 gaataaagcc agaagatcga gttgtaatcc aactacctaa tgttatcgag ttttttgaaa
  1077001 tgtgttttgc actatttcga attggagcac ttcctgtttt tgcattacct tcacatcgca
  1077061 gtagtgaaat tagttatttt tgtgagtttg gtgaggcaag tgcgtacgtt atttcagata
  1077121 aggctcttgg ttttgattat cgaaaactag caagagaagt gaaagagaaa gtaccaactt
  1077181 tacaacatgt aattgtagtg ggagaaaaag aagagtttgt gaacataagt gatttatata
  1077241 tagatcccgt tctattgcca gaagttcagc caagtgatgt tgcgtttctc caattatcag
  1077301 gagggacaac aggactttct aaattaattc ctagaacgca tgatgactat atttatagtt
  1077361 tacgtgttag cgctgaaatt tgtaatttaa gtgcagagag cgtctatatg gcagttcttc
  1077421 cagtagcaca taattaccca atgagttctc ctggaacatt tggaaccttt tatgcgggtg
  1077481 gaaaagttgt gctggcaact gggggtagtc cggatgaggc atttgcactt atcgaaaaag
  1077541 aaaaagttac gattactgct ctcgtaccgc cattagcaat gatatggctt gacgctgcat
  1077601 cttcacgtaa taacgattta tcaagcctag aagtgattca agtaggtggt gcaaaattta
  1077661 gtgctgaagt tgcaaaacgg atacgtccta catttggatg tacattacag caagtgttcg
  1077721 gtatggcaga aggattagtg aactatacaa gattagatga tccggaagaa attataattc
  1077781 atacacaagg tagaccaatg tctgcacttg atgaagtacg agttgttgac gaatatgata
  1077841 acgatgtaaa acctggtgaa gtaggtagtt tattaacacg gggtccatat acaattcgtg
  1077901 gttattataa agcagaagag cataatgcac gatcatttac aaatgatgga ttttatcgca
  1077961 caggagatct tgtaaaagta aatgaacaag gttacatcat tgtagaagga agagataaag
  1078021 atcaaattaa tcgtggtggt gagaaagtcg ctgcggaaga agttgaaaat catctattag
  1078081 cacatgatgc agtacatgat gtagcgattg tatctatgcc tgacgattat ttaggagagc
  1078141 gtacttgtgc atttgtaata gctcgcggac aagctccggc agtaagtgaa ttaaaaaggt
  1078201 tcttaagaga acgcggtata gcagcttata agattccaga tcgaattgaa tttattgaat
  1078261 cattcccgca aacaggtgtt ggaaaggtaa gcaaaaaaga attacgtaaa gtcattgcgg
  1078321 aaaaacttgt tacggtaaaa agataaaaaa atataaaact tggaaggaag tgattagatg
  1078381 gctatcccat ctatttcagt atacaaaatg ccaattgaat cagaattacc aaaaaataaa
  1078441 gtgaattgga caccagatcc gaaacgtgca gtgcttttaa ttcatgacat gcaagaatat
  1078501 tttcttgatg catatagcga taaagaatca ccaaaagtag aactcatttc aaatattaag
  1078561 gtaataagag aaaaatgtaa ggaacttggt ataccagttg tttatacagc acagccaggt
  1078621 ggacaaacac tagaacaacg aggattatta caagacttct ggggtgacgg tattcctgct
  1078681 ggaccagata aaaagaaaat tgtcgatgaa cttactcctg atgaagatga tatattctta
  1078741 acaaaatgga gatatagtgc atttaaaaag acaaatctat tagaaatttt aaatgaacaa
  1078801 ggaagagatc aactcattat ttgcggtatt tatgcgcata ttggctgcct tttaacagct
  1078861 tgtgaagcat ttatggatgg aattcagccg ttctttgtag cagatgcagt tgctgatttt
  1078921 tcactagaac atcataaaca agcgttggag tatgcgtcaa atagatgtgc agtaacgaca
  1078981 tcaactaaca gtttgttaac agagttacaa ggtttaaaag atgatgatga aatcacttta
  1079041 caaaaagtac atgaactagt tgcacaatta cttcgtgaac cagtagagag tgttgggact
  1079101 gatgaagatt tattaaatag aggacttgat tcggtcagaa ttatgagttt agtagagaag
  1079161 tggcgtcgcg aaggaaagga gattactttt gcggatttag cagagaaccc aacggttgtt
  1079221 gattggtatc gcttattatc tccgcaaaca gaacatgtac tttaatatag actacataat
  1079281 aaaggggtag taaagaatgc ctaatagtca aaaggttcgt cattcgttat catctgcgca
  1079341 gtctggtatg tggtttgcgc aacaattaga tccgcttaat ccgatttata atactgggga
  1079401 atatgtagaa ataaacggaa atattaatca agaaattttt gaattagcag tacgtaaagt
  1079461 tgtaatggaa gcagaggcac ttcatgttcg tttcgaagaa gatgaaattg gtccatggca
  1079521 agttattgag gaattacagt ttcatatgca ttttattgac gttcgtaaag aagaaaatcc
  1079581 tgaagaggct gctaaagtat ggatgaaaaa tgatttatct atgccagttg atttgaaaaa
  1079641 agatacatta tttactgaag cacttattca agttgaaaat aatcgtttct tttggtatca
  1079701 gcgcatccat cacattgtga tggatggcta tggattttca cttcttagcc aaaaggtagc
  1079761 gaaagagtat acatcattaa tagaagaaac aaataagaat gaaaagccat ttggctctct
  1079821 tgcaaaaatt gtacaagaag atatggagta tggtgagtct aaacaattcc aggaagatcg
  1079881 tgctttttgg ttagaaaagt atggagatga accagaagtt gtaagtttgg cagaacgagc
  1079941 accgagaaca tcaaatggat ttttacgtga aacagcgtat ttatctagtt ctagtacgaa
  1080001 aactttacta gaagatatca atgtttcgtt agcaagttgg ccggaattta ttatagctgt
  1080061 aaccagtatt tatatgcata agttaacagg agcaaatgat attgttttag gtttaccgat
  1080121 gatggggcgt ctaggttctg catctattca tacaccgagt atggtaatga atttagtacc
  1080181 acttcgtctc actgttactc caaatataac acttgcggaa ttattacagc aggtttctaa
  1080241 agaaatccaa gacgtacgcc gtcatcataa ataccgccat gaggaattaa gaagagactt
  1080301 aaagttatta ggtgaaaatc aaaggttatt tggaccgtta gtgaatgtta tgccttttga
  1080361 ttacgggctt aactttgctg gaaatcgtgg tattacacat aatttatcag caggacctgt
  1080421 cgatgattta tcgataaatg tatataaacg tttcgatgaa aatgagttaa tgattcattt
  1080481 tgatgcgaac ccagaagtat ataatggcgc ggagctagca ttgcataaag aaagatttat
  1080541 gaatgtatta gaattagtga taaatgatta tgaaaaagat gcgtcgattg gaagcataaa
  1080601 cattactctt cctgaagaaa atcaaaaagt tttattcgaa tggaatgaaa ctaaagaagc
  1080661 tgaagagtta atttctctac ctatattatt tgaaaaacaa gtacaaaaaa atccaaataa
  1080721 aatagcagtt acttgtaacg gaataaaact tacgtataaa gagttaaatg aacgagcgaa
  1080781 tgaactagca cactatttag tagaagaagg aatagggcca aatcagtttg tagctttagt
  1080841 atttccaaga tcaacggaaa tggtagttag tatgctagca gttttaaagg ctggtgcagc
  1080901 gtatttaccg atagatcctg aatatccagc tgagcgaatc aattatattg taaatgatgc
  1080961 aaaaccagtg tgtatcatca cacattcatc tgtatcatct attttagtca tagaagatga
  1081021 tataaaagaa atcgaattag atagtgaaga aatgacaata gcgttaaaca catattctta
  1081081 tatgaatata ccattaaaaa atgatgaatc acttttaaac ccagcttata caatttacac
  1081141 ttcaggctca accggcaatc caaaaggtgt aattgttcct atgaaagctt taagtaattt
  1081201 tttattggct atggacgata tattttcact aaatgaaaac gatcatttat tagcagttac
  1081261 tacatttgcg tttgatattt cagctctcga aatttattta cctcttatta gtggggcaag
  1081321 tttaacaatc gcacaaaaag aagtaattca agaaccttct gcgttaacgg cattgttaca
  1081381 agaagaaaga gtgacaatta tgcaagctac accgacgctt tggcaggcgt tagtaacgga
  1081441 atatccagag aagctacaag gactaaatgt actcgtaggt ggtgaagcac ttccagccca
  1081501 tttagcaaaa acattaaaag aattaggttg tactattaca aacttatatg gaccaactga
  1081561 aacgacgatt tggtctactg tcatgaacat cgatgaaaga gaaagtggta tgcctcctat
  1081621 cgggaaaccg atttggagta cagctgtata tgtattagac gcaggattac aaccagtacc
  1081681 acctggagta attggtgaat tgtatattgc ggggggaggg cttgcgaacg gatatttagg
  1081741 aaaaccagag ttaacggctg aacggtttgt tgcaaatcct tatggaaaac cagggcaacg
  1081801 catgtaccgt acaggcgatc tagtaaaatg gcgcaaagat ggcgttctag agtacatgag
  1081861 ccgcgcagat catcaaatta aaattcgtgg tttccgaatt gaactagctg aaattgaaat
  1081921 ggtagtacaa cgacatgaaa atattaagca agcagtggtt atggtacgag aagaccgtcc
  1081981 aaatgataaa cgaatcattg cgtatatcgt tgccgaagag aaggaaacga ttcatcttgc
  1082041 agaaattcgt tcttatgttt cagaaagttt agcgaattat atggtgccag cagcatttgt
  1082101 attgctagaa gaattaccat taacgccaaa tagaaaggtt gatagaaaga aattacctgc
  1082161 tccagattat aatggaatga acaatgagag agttgctaga aatccgaaag aagaaatatt
  1082221 atgtgattta tttgcagaag tacttggtgt ttctcgcatt agcattgatg ataatttctt
  1082281 tgaaatggga ggacattcgc ttcttgcatc tcgtttaatg gcaagaattc gtgaaacatt
  1082341 aagtgtcgaa ctaggaattg ggaaactatt tgaatcgcca actgttgctg aattagcgaa
  1082401 acaattggat caagcaaaaa atgcacgacc agcaattaag aaagtaagta gaccaaatga
  1082461 agttccactt tcatttgcgc agcgtagatt atggttctta aattgtttag aagggccaag
  1082521 tcctacttat aatattccgt tagttattcg tttgtctgga aagttgaacg aggaagcatt
  1082581 acaaggtgcc attcatgatg tagttgagaa acatgaaaca cttagaacaa ttttccctaa
  1082641 cgtattaggt agttcttatc agaaaatttt agatatggaa aatttaaatc tagaaataat
  1082701 taaaacaaaa acatgtaaag atgaattaga aaatgtgctt acacaggcgg taagatatag
  1082761 ctttaacctc gatggtgaac cagcagttcg tgtgcaactt tttacaatga gtgaaaacga
  1082821 acatgtaata ctcattctat tacaccatat tgtaggggat ggctggtcat tacaaccgtt
  1082881 aacgagagat cttacagcgg cgtataaagc acgatgtcaa gggaacagag tacagctgga
  1082941 gacacttccg gttcaatacg cagattatgc actttggcaa caacaattgt taggggatga
  1083001 aactacacaa gagagtctca tttcaacaca attagatttt tggaagaaag aattaagagg
  1083061 tttaccagat caattggagt tacctacaga ttatcagcgt ccaatggaaa cgagttacca
  1083121 gggagaaaca attcattttc atatagatgc aagtatgcat agtaggttag tagagcttgc
  1083181 acggaaaaat ggagttagtt tgtttatggt attgcaagca ggactaagtg cgctatttac
  1083241 aagattaggt gcaggtactg atataccaat cggtagtccg attgctggaa gaaacgatga
  1083301 tgcactctct gacatagttg gtttatttgt aaatacatta gtgttacgta caaatacatc
  1083361 tggagatcca agctttgaag aattattgaa tagagtgaag cggtcaaatc ttgcagctta
  1083421 tgaaaatcaa gatgttccat tcgaacgact cgttgaagtg ttaaacccag tgcgtactcg
  1083481 aaatagtcat ccgctatttc aagttatgtt agctttccaa aatacgccag aagcaacctt
  1083541 tgatgcccca gatatagaag cgaaccttga aattcaaagc gttggctctg cgaagtttga
  1083601 tctaacattt gaaattagtg aaagtaatgg agttgatggg aatccaaatg gcttacaggg
  1083661 gttattagag tttagcacag atttatataa acgtgaaacg gcccaaaaat tagttgaacg
  1083721 atacattctg ttattagatg atgcagtgaa acatccggat caatcaattg gtagattaga
  1083781 aatactaact ctagcagaga aaaatacagt gttagaaaag tggaatggtg gttttcaaat
  1083841 cgcatcagaa atgacattat cacaattatt tgaaaaacaa gctcatataa aaccaaatgc
  1083901 tattgctgtc gtctttgaag atgaaaagtt aacttatgaa aaattgaata aaaaatcgaa
  1083961 taaattagct cgtttgctaa tagcgaaagg aattggtcct gatcaacttg ttgctttagc
  1084021 aatgccgaga tctttaaata tggttgtgag cttactagct gttctgaaag ctggtgccgg
  1084081 atatttgcca ttagatccag attacccgtc agatcgtatt tcatttatgc tccatgatgc
  1084141 gaaaccgtca tgtgttttaa caaattcaga tgtggaaatt gaatgtgatg aggaattgaa
  1084201 aattttaatt gatgatatag aggtaataga agaaagtgag aaatatagtg aagacaatat
  1084261 agatgaaatg gagcgtatga agccgttaac tccttcgcat atcgcttacg ttatttatac
  1084321 ttcaggctca acaggcagac cgaaaggcgt tatgatacct catcaaaacg tagtaagact
  1084381 tttaggagca actgatcatt ggttccaatt tgacgcagac gatgtgtgga cgatgtttca
  1084441 ttcatatgct tttgatttct cggtttggga aatttgggga cctttattat atggagggcg
  1084501 tttagtcgta gtaccacata ctgtaagtcg ctcgccgaaa gaatttttac agcttcttgt
  1084561 taaagaaaaa gtaacggttt taaaccaaac tccatcagcg ttctatcaat tgatgcaagc
  1084621 agaccgtgaa aatgaagaga ttggccaaaa attatcttta cgatatgttg tttttggagg
  1084681 agaagcactt gagctaagtc gattagaaga ttggtatagt cgacatcctc ataatgcacc
  1084741 gaagcttatt aatatgtacg gtattactga gacgacagta catgttagtt atattgaatt
  1084801 agatgaaact atcgtctctt tgcgagcgaa tagtttaatt gggtgcagta taccggacct
  1084861 taaagtatac gtattagata actatttaca accagtgcca cctggagtag ttggagaaat
  1084921 gtatgttgca ggtgcagggc ttgctcgtgg atatttagga agagcaggct taactgctga
  1084981 acgatttatc gcagatccat ttggcaagcc aggtacaaga atgtatcgca caggagactt
  1085041 agctcgttgg cgtcatgatg ggacgttaga ttatataggg cgtgcagatc accaaataaa
  1085101 aattcgcgga ttccgaattg aattagggga aatagaagcg gtcataatga aacaccctaa
  1085161 agttgagcaa gtagccgtta ttgtacggga agatcaacca ggggataaac ggttagtttc
  1085221 ttatatcgtc gcatcaaata atgaaatgat tgatacgaat gaaatgcgcc aatttgctgg
  1085281 tggtagttta ccagattaca tggttccata cgcgtttgta gtagtaaatg agttgccttt
  1085341 aactccaaac ggtaaattag atagaaaggc attgccagct ccagaattta tcgcatcagc
  1085401 ttctagtcgt ggaccaagaa caccgcaaga agaaatgtta tgtgacttgt ttacagaagt
  1085461 tttaagtgtg ccgcaaattg gaattgatga tggattcttt gatttaggtg gccattcact
  1085521 tcttgcagtg cagcttatga gccgcatgaa agaagcgctt ggggtggaac taaatatcgg
  1085581 aactttattt gcagcaccta ctgttgctgg attagctgaa agacttgaaa tggggaatgg
  1085641 tcaaagtgca cttgatgtat tgcttccatt acgatcaggt ggagaccaat taccactatt
  1085701 ttgtgtacac ccagcaggtg gattaagttg gtgctatgca ggacttatga aatctttagg
  1085761 aacagattat ccaatctacg gtgtgcaagc acgtggtatc gctaaaaatg aagaacttcc
  1085821 aaaaagttta gaggagatgg cggcggatta tttaaaacac attcgtgaag tacagcctca
  1085881 cggaccatat cgtttactcg gttggtcgct cggaggaaat gttgtccatg caatggcagc
  1085941 gcaactacaa aatgaagggg aagaagtgga attactcgtt atgttagatt cttatcctgg
  1086001 tcacttccta ccgaatacgg aagcgcctac ggaagaagaa gcgttaatcg cattattggc
  1086061 tctaggtgga tatgatccag ataacatgga tggtaaacca cttacgatgg aaagtgcggt
  1086121 tgaaatactt cgtaaagatg gaagtgcatt agcaagtctt gaagaagaga cgattttgaa
  1086181 tttgaaagaa acatatgtaa actcagtagg attgttaggg aaatatatac cgaaagttta
  1086241 taacggagat attttattct ttagatctac tgttatacca gactggtttg atcctatctc
  1086301 tccaaatacg tggttaaatt atttagacgg gcaaattgtg caatacgata ttgattgtag
  1086361 acataaagat ttatgtcaac cagggccact tacagaaatt ggacaagtat tagcgaaata
  1086421 tttgcagaat aagaaagggg taagtacagt atgacgaatc catttgaaaa tgataattac
  1086481 acatataaag tattaaaaaa tgaggagggc cagtattctc tctggcctgc ctttcttgat
  1086541 gtacctattg gttggaacgt cgtacataaa gaggctagta ggaatgattg tttacaatat
  1086601 gttgaaaata actgggaaga tttgaatcca aaaagtaatc aagttggcaa aaaaatatta
  1086661 gtaggaaaac gataatgaag gcaaaaataa atccaaaagt agttgtaagc attgtatata
  1086721 taacagcgat gtttatggct gctatggatg caacaattgt aaatgtagca ctacaaacga
  1086781 taagtaaaga actacaagtt ccaccatctg cgatggggac agttaatgtt gggtatttag
  1086841 ttagcttagc tgtcttcctt ccgatttctg gttggctagg agatcgattc ggtacgaaaa
  1086901 ggatatttct aactgctctt ttcgttttta caaccgcatc tgcgttatgt gggatagcaa
  1086961 acgatattac ttcattgaat atttttcgta ttattcaagg tgctggtggg gggcttttaa
  1087021 caccagttgg gatggcgatg ttattccgaa cattttcacc agaggaaagg ccgaaaattt
  1087081 ctcggtttat tgtgttgcca attgctgtcg caccggcagt aggaccaatt attgggggct
  1087141 tttttgtaga tcaaatgtct tggcgctggg cattttatat taatttacca tttggaatta
  1087201 tggcgttact attcggtctg ctatttttaa aagagcatat tgaaaaatca gctggtcgct
  1087261 ttgattctct cggttttatt ctatcagcac caggatttgc gatgataatc tatgcgctta
  1087321 gtcaaggacc atcaagaggc tggatttcta cagagattat aagtactgga atagctggga
  1087381 ctgtatttat tacattgttt attcttgtag aacttaaagt aaagcaaccg atgttagatt
  1087441 tacgcttatt aaaagaacca gtctttagaa aaatgagtct tatttcatta ttttcatcag
  1087501 ctggtttact aggaatgtta tttgtttttc ctcttatgta tcaaaatgta ataggagttt
  1087561 ccgcgttaga atcaggtcta acgacatttc cggaggcgat tggtttaatg atttcttcac
  1087621 aaatcgtacc atggtcatat aagaaattag gagctcgtaa ggtaatttct attggattaa
  1087681 tttgtacggt gattatcttt gttttattaa gttttgtaaa tcacgataca aacccttggc
  1087741 aaatacgggc attattgttt ggcataggta ttttcttagg ccagtcagtt ggagcagttc
  1087801 aattttctgc atttaacaat ataacgccgc cttctatggg gagagcaacc actatattta
  1087861 atgtgcaaaa tcgattaggt tcagcgatag gagttgctgt tttagctagt atactagccg
  1087921 gttttggaaa taacagtgta caacataatg cgcattcaga tttctttcca tatcaagcag
  1087981 cattaattgg atcagcaata tttttactcg tagcattact attttcttta cgtctttctg
  1088041 ataaagaggt aatgtcaaag aagaaagaaa aaatgttatc cgtaacaaaa aaacagaaag
  1088101 cacttgtcaa tgaataacaa ttgatattcg ttatataaag gagagtttac atgatagaaa
  1088161 gtaaagttgt agattctata ccaactttga atgagaatga ttgtcaaata tggtggggaa
  1088221 gaatttcaga tttacaatca tggcattata atttactaaa tgatgttgaa cgagagaaag
  1088281 caaattcata tcatcattcg gcagatcgtg cccgttttat aatcggttgc gtaattagta
  1088341 gattagttct tggaaagata ctttctatgt cgccagttca agttccgatt gatcgaatgt
  1088401 gcccagtatg taagttacaa catggtagac cacaattacc agaaggcatg ccgcagttat
  1088461 ccgtttcaca ttcgggtgag tgggttgttg ttgcatttac aaagtttgca cctgtaggcg
  1088521 ttgatgttga acaaatgaat ccgaatgtgg atgttatgaa aatggcagaa ggcgtattaa
  1088581 cagacattga aaaagcgcaa gttatgaaat tacctaatga acagaaaata gaaggttttt
  1088641 taacatattg gactagaaaa gaagcagtgc taaaagcgac tggtgaagga ctaatgattt
  1088701 caccagtgga tattactata tcagctccaa atgattctcc aaacttattg gtttttaagg
  1088761 atagacaaga gttagtagaa aatacagtga tgagagattt aaggccaagt gtagattata
  1088821 tggcttccat tgcaataagt agtaaagaag tcaccgaaat tacacagttg gacgcagtag
  1088881 cgcttttaac ttataaataa gttaaataaa atattttata gaagaggtgt tcctcatgtt
  1088941 agtagcggaa aatagaacaa atgaattcac atataatgta caagcaatta aaaatatttt
  1089001 attttctgga gatacatcat ctattcatgc tttagaaaag cttttgaatg atacagttca
  1089061 atttgatgtt ctagaacaag aggtgcttga tagacagtac atcccgaaag aagcgaagaa
  1089121 cttctttgat aaaaacggaa catttcttta tcgtgtatct catgttagct ataaaggaaa
  1089181 agtgttatct gaaaatctaa tttttgcaga cacttcgttt ttaccaaata caattaagag
  1089241 tgaattagag agtggaaaca ttccagttga aaaacttata gagaaaatgg aagtaagaag
  1089301 aaatgtatta tacgaagggt atcagccctc tggaaatatt attgaattat ttgatggatg
  1089361 ctctgtttcg gcgaatgtgt atccaactag aaaatatcaa attgtaagta actgcaaatg
  1089421 tatattttat atttgcgagg tgtatcatgc tgagaatata aaggaattac ttaaataaaa
  1089481 caagaaacca gcctataaaa tggctggttt cttgtttatt tcacagcttc ttttaactct
  1089541 ttacctgctt taaatgcagg aactttacca gcagcgattt gaatttcttc gccagtttgt
  1089601 ggattacgtc ctgtacgagc agatctttca cgcacttcaa aagttccaaa gccgattaat
  1089661 tgaactttat cgccagattg taatgcagta gcaattgtgt caaatacaga ttgtacagct
  1089721 gcagaagcat ccttttgaga aatatcagct gattgtgcga catttttaat caattctgtt
  1089781 ttgttcatgt tttcacctca taaaaaattt tttggaatga aagatttagt ataatggata
  1089841 gtaaagataa agctatttat attgttagaa agaatgctat atagttatgt taatttcgtt
  1089901 gcaagaaact gaatccctgc taatatttag ggattaatta agaattgatg catagaaaac
  1089961 gctataatat gaggatgagg gggagtatac agatgatttt tcgtgaaaag gatgagaaag
  1090021 aaagtatatt aattcgtcaa catgatcatg gttttttagc tggagagatt gcgaagcata
  1090081 taaaagaagg tttttttgaa gatgaaacat atttaaaagc gacaattgat gcaatatatg
  1090141 agcatgatag aggatggata gaacttgata aagtaccaat tttaaatgat gctaaaaata
  1090201 ttccatatac ttttatggat tgtccaagtt cattacgttt tgtcttttat acgattggtt
  1090261 tgaatgaaat tgaagatgcc aatccatacg gagcattact ttgtagtaag cattttttat
  1090321 catttccatt aaatgaggaa gatgaagaaa tgatgtcatt ttatacaggg gaattggaac
  1090381 gacaaaaaag aatattgaca acgctaacaa aagaacaatt tgcgatgttc gataaacatt
  1090441 atagattatt aaagttttgc gatgaacttt ctttatatgt ctgtatgaat aaaccaggtg
  1090501 tagaaaagaa aaatgaaatt gatttgttta aagaaggttt tgaaggaaca gaaatgttta
  1090561 atagtaaaga ggagaaacct attcaagcgg aatggataga tgagggaaca attcggatta
  1090621 ccccgtttcc atttcaaatg gaatttcata cgcatgtaaa atataaaact atagataaac
  1090681 gtgaaattga agaaaaagga attgtaaagg ctgatagaga atcagaaatg aagagacaaa
  1090741 ctattcattt tatacaataa ggaggtgatt tcgattgaaa gagtacatgt taaaacaggt
  1090801 ggattaccat gcttgggcta atatacgatt attcgatcga ataaaagaat taccaaacta
  1090861 tgaggcgatt tttactgaac agatacagag cgtattccct tcaatcaagg atacttttgc
  1090921 gcatatttat attacagatc aagtgtggtt acacatattg catggtaaaa gtatgaatga
  1090981 agcaatacaa gaccgagaaa atttacgaaa acaaatcgaa actaaatcgt tatatgaatt
  1091041 agaaaaatta tttgaaaaca tggcaaatca atataaagac tttttaagta cgatacaaga
  1091101 cgtgaatgct gtatttgtta ttgagaaccc atatgcaggg gcattagaaa cttcaatttt
  1091161 agagttagta caacatgtcg taaatcatgg tacatatcat agaggaaata taacagcaat
  1091221 gattcgtcaa cttggtcatt cgtcgacaat gatggatttt gtactgtatt tacatatggt
  1091281 taaaaagcag ggagagtaat atagtttgta agaaggagag actttcattg taaaagtctc
  1091341 tccttctatt ttatcctgca tgaatggtag atcgacagat taaagtttta agacgcttta
  1091401 ttttcttgta attgcttagc gtattgtacc gctttatatg cattgactct accgtttttc
  1091461 cagtacgtac ctgtaccact aattttatca gaagttgact caataatttg gcggatttgt
  1091521 gtattgctat atccttgatt tgctaaaaga gcagcgactc ctgcaacgtg gggtgttgcc
  1091581 atagatgtac cacttaatga ttgatacgtg cttcctttat atgtggaata tatatttgaa
  1091641 cctggtgctg caacatctac ccagctacca taagtagaaa atgaagattt tctatctgat
  1091701 tgatctgtag aagcaactgc aattacttcg ctgtaataag cagggtaatt agcttttgta
  1091761 tttccagcat ttccagcagc cgcaacaata acagagcctt tattccatgc atattgaaca
  1091821 gcttgttgta atgcagtccc accatttgga gctcctaaac ttaaactaat tacttttgca
  1091881 cctgaatcag cagcttctcg aataccttgc gctacagcat caagagtccc acttccttga
  1091941 ttatctaata cgcggacagc ataaattgaa gtgtgtgggg caacaccagc aattccgacg
  1092001 ctgttattcg taagtgctcc agtaattcca gcacaatgtg taccatgacc attaccgtca
  1092061 tcagaaacat tgtcgttatc aacataatca tgcccgtaaa ttactttcga agataaatca
  1092121 gggtgtgaac cttgtactcc tgtatcaata atagctactt ttacactaga gtcacttcgt
  1092181 tgactatccc aagctagtgg agcttgaatt ttttgtaatc catattgatt tttataatat
  1092241 ggatcgttcg gagtccaaaa ggagtgaacg tagtaattcg gctctgcata ttccacatct
  1092301 ggattgtttt tatagctttt tatcttttct tttacagtac ctttcgaaaa ttgaacgact
  1092361 tcaaaaccta acttatcatc tttagataaa acagtagcac caacagactt atgaaaagat
  1092421 tgcacattac ttaaagatgc attttgtttg aacttaacga tcaattggtt aggaacgtaa
  1092481 tcagtagatg atgtttcagc acttgaagta tttgtgttaa agaagaaacc accaataata
  1092541 aatgataaaa cagataggaa aacaatgatt ttgtttttca aaagattttt cctccctttt
  1092601 cttggataag tttttcagcg acgctttaat gtcgcattcc ttttcaacta tatagttaga
  1092661 ccatacgatt tatgtcattt atgtgaaaaa cttttagtgg aataaaaaag ggaaagattg
  1092721 atataaatat atttttgatg gtatttactg agtaagaaaa cgaaaaaaag gaatgctcat
  1092781 tatgtatgag tcattccttt ttttagatta acttgcctgt tttttattat tttctttcaa
  1092841 tttctctgct tgtaaaaagc gattcgtttc agcaacaaca ataccactta acccaataag
  1092901 accaattaag tttggaatcg ccataagtcc atttgcaata tccgcaaatg tccatacgat
  1092961 acctagtttt aaattcgcac caatagcaat cattactata aagattgctt tataataacg
  1093021 aacagcacct tctccaaata aataagctac acacttttct ccataatacg accaccctaa
  1093081 aatagtagag taggcgaata aaataattgc gataccgaga atcatactac ctgcagtacc
  1093141 gaatacagat tggaacgcaa gtgttgtagc ttcaacgcca gttttaccag atttccatgc
  1093201 gcctgtagta attaatacaa gtcctgtaat tgtacataca ataaaagtat ctagaaaagt
  1093261 accagtcatt gaaactaaag cttgctttgc aggtgaatca gtttttgcag ccgccgcggc
  1093321 aataggtgca ctccctaaac cagcttcgtt cgcaaatacg ccgcgcgcca ttccgatttg
  1093381 aatagcagat gcaactgttg aaccgataaa accaccagcc gctgcagtac cgttaaatgc
  1093441 accagaaaaa ataagtgaaa atgcttctgg aatttgatcg tagtgataga aaataataat
  1093501 aagaccagca atgatataaa agaaagcttt aataggaacg acataccctg tcactttccc
  1093561 gatttttttt acaccgccta aaataacgat agcgattaaa aatgacatta ctataccagt
  1093621 taaagcaggg gggaaagaga aattaattcg cattgcctct gcaactgaat tagactgcac
  1093681 catattaccg ataccgaaag aagcagttgt accgaatata gcgaataaaa ctgcaagcca
  1093741 tttcttacct aaaccacgtt ctaaatagta cattggtcca cctgaatatt caccattttc
  1093801 attactgaca cggtatttca ctgcaagaat tgcttcggca tattttgttg ccataccaaa
  1093861 caaagcagta atccacatcc aaaagattgc accaggtcca ccgatcgtca cagcagttgc
  1093921 aacaccagct atatttccca taccaatcgt tgccgccata gctgtcataa gcgcttggaa
  1093981 gtggctaata tctccagagg aagatgtatc ttctgatttt ttaaaagcta gtttgtgagc
  1094041 gtataatagt ttactaaact gtaaaccttt taaacgcact gtgagaataa taccagtacc
  1094101 aacgagtaac aataacgttg gtaatcccca cacatagtga ttgatttgtt ctaatacttt
  1094161 acttactgtc tccatcttta ttctcctttt ttagaaaaaa taaaaaccac ttcaagtaaa
  1094221 tgaaatggtc tctggagaaa caagggatag aaaaataaac cgatacaaat cggcattttc
  1094281 tttcgcttgt ctctgtcctt ttacctgaga gattatccgc tatagtagcg gatttgctcc
  1094341 ttcggtgctc gttttcctct acgctattta aagcgagagg gagtctctcc agagattcgt
  1094401 ccccatgcag ttctacttgt aaacaagacc tgagagtttc aaagtcggtt aacaactttt
  1094461 tgccccgtcg gtagatcaat agaccttctc ctgaatggtt catccgaatt ataaaattaa
  1094521 taacctatac gaattgaatg tgtatagaat caataaaaat attatagata tacaattagt
  1094581 gaaatgcaat cattttttat tttaaaatag taaagaattc tattttttcg aaagtcctaa
  1094641 tttctcttca acttcagtta aagtagataa agcgatgaca atatgttgat ctgcaagccc
  1094701 taaagcatgt ttagtatttt caattgttgc actgtttaga gtagagttag tggccccgtc
  1094761 tataattaaa tctgctgcgt ttttcataaa tttagaagca gccttaaatt cagttgtgaa
  1094821 ataaactagt tgctcttgta tttgtacgtc cgatatattt tctttaattt tcaatgtgtc
  1094881 tatttcattc ataatgtttt catattgttt ggaaacagca ttcattgtaa ctaatagttt
  1094941 atctctggct actgaatcac cgttcgtgtt aatttcttcc caagcaggca accaatcttt
  1095001 ttcgatgatg tcattataat tagtagtcaa ttcattaatt ttaggttgca atttagattt
  1095061 gaaagttgtt gtatccgctg tttctacagt tgctttttcg ctgttatttt taccattagt
  1095121 aacgtagaaa attgtaccga aaatgatgaa aatagaaata acaactgtcc atttagtaaa
  1095181 aagtaatttc tgcaatatgt aacgcctcca aaatttaaaa acttataatt ataatatata
  1095241 acaataatgt tgtttcatgt agagaaaata ggttagaaat gatttaaatt atatcttttc
  1095301 tatacacgaa taattaaagt tagtaaaatg ataaaagaaa tatgtgagaa aagaggaatt
  1095361 ttagtgaaaa taaatagaag aaaactagtt ttaaatagtt caatggctat gctgttaatt
  1095421 agcttaattg cactcatata tttagacaaa gaatctaaaa ttgcagattt tccagtacca
  1095481 atgtcagcaa tccatattaa cgatgataag gaagaggatt ataaatatat aagtgtaatg
  1095541 cctattataa aggtaagtgg atgggagaac ttaggggaaa acgggcatac tgttagtttt
  1095601 aaaaaagggg agcggaaggt aactgtatta cattatccgg gagaaattac gtattattta
  1095661 tttgagaaaa agatgaataa gggagattag ctaaagatgt aattcattaa gagttacatc
  1095721 ttttttgcat tctgaattat ttgaaattaa atttgataga tgttttgata gatgtagtga
  1095781 taaatatgat tagttctata tgtctataaa gagtattagg gtgattataa aaatattatg
  1095841 tgaactaatt attgtgagaa gaagataaat tatatactaa aggggaaatt aaaaatgtta
  1095901 ctaaaaacaa tctattgtaa agtagaagaa gagaaaaaag agttattttc aatggcacaa
  1095961 gaaaaatggc gtgatataca gcatctagat ggatttcatg gacaatttgg tggatggcat
  1096021 aaaggtgagg catgtgtatt tactttatgg gaagatcgag gtgcatatca atcatttatg
  1096081 aatggtgctc acgatacaat ttatttaaat agtaatcaag aggatacgtt tctttcatgt
  1096141 gaaattgaat tatttcaaac attgtatgat atagcagaag tgcctttgaa agacgttgtt
  1096201 acagaaggat ccttcgtaag ggtggctgta tgtgatgtaa aggacgaaaa agaaaagcaa
  1096261 tttttacata aacaagaaac aatttggaat aaaggaatgg aaaatataaa agggatgtta
  1096321 ggtggagtag ttgggaagtc tttaaaaaat gaaaaccgtt acatcgtgtt aacttattgg
  1096381 aaagatgaaa aagcgcatca acattatgta gaagaaattt tccctgagtt gtataaacta
  1096441 gctaatattc atgaagatat agaggatata agaggaaaac aagctgtatg taaggaagaa
  1096501 tggcttgtat attaagcgcg gaaaaagtgc ataaatgaat gtataataaa gatattttct
  1096561 tataaataag taattaatag aagacgttat atgccctttc atgttaatat atttaagtta
  1096621 taataggagg cttacccttt tgtattgtac ggtagaagca gtgtgagctt gaaatttttt
  1096681 tagaaaagga tgtgcctaat ttgcgtatca ataaatttat tagtgaagct ggaaaagcgt
  1096741 ctcgacgtgg agcagataaa ctaattaatg agagaagagt aattattaac ggcaaggttg
  1096801 caaaaattgg tgaccaagtg aatccaggtg atgatgtacg cgtaaatgga gagcaacttc
  1096861 gcattgctcg agatcacgta tatattgctt taaataaacc agtaggtatt acatgtacaa
  1096921 gtgaaaaatc ggtaaaaggt aatattatcg atctagtgaa tcatccatta cgaattagtc
  1096981 acattggacg tcttgataaa gactcagacg gtttaatttt gttaacgaat gatggtgata
  1097041 tcgttaatga aattttacgt gctgaaaaca aacatgagaa agaatatatc gtttcagtag
  1097101 ataagccaat tacacctgat ttcttagaaa aaatggcagc tggtgtgaaa attttaggaa
  1097161 cgaaaacact tccatgtgag atcacacagt tatcaaaata tgagtttaaa attattttaa
  1097221 cacaaggatt gaatcgtcaa attcgccgta tgtgtgaagc tttagggtat caagtatata
  1097281 cgttaaaacg tacgagaatt atgaatattg aattgaataa cttaccagtt ggacagtgga
  1097341 gagatttaac gaagaaagag aaaagacgtc tattttcaga cttaaattac gaaccacaag
  1097401 attggtaaaa ttgagaagaa gaaaccaaaa atctattttt ggtttctttt tttattaaat
  1097461 aaaaaatatt tttttaacac ttgcaaaaat aaaatgaata agatatagta aataacaatt
  1097521 aatggatgta cttttaaaag caaagaaaag gacacgagtt attttacccg gttatacaga
  1097581 gaaggaagga aagctgagaa cttcctaacg cagaaaaata acttaccacc ttagagctgc
  1097641 actagggaaa cgaagtatct agtgccgtgt aagcgacgtt atcgcaaaag aagccattat
  1097701 gttttttgtg atgggaatct gggtggaacc acggatataa gcatattcgt ccctatttta
  1097761 gggacgaata tgcttttttg cattcaattt cataataagc gaagaaaagg acacgagtta
  1097821 ttttacccgg ttatacagag aaggaaggaa agctgagaac ttcctaacgc agaaaaataa
  1097881 cttaccacct tagagctgca ctggggaaat gaagtaacta gtgccgtgta aacgacgtta
  1097941 ccgtaaaaga agccattgca tgtttgtgat gggaatctgg gtggaaccac gggtataagc
  1098001 acgctcgtcc ctattgtagg gatgagtgtg ctttttatta tgaaatggag agatgaaaaa
  1098061 tgaaagaaca gatgattgaa attaaatttc cagatggtag cgtgaaagaa tttgtaaaag
  1098121 gaattacttt agaagaaatt gctggatcca ttagcagtag cttaaaaaag aaagcagttg
  1098181 ctgggaacgt aaatgatgag ttatatgatt tacgccgtaa tattgaagaa aatgcggaag
  1098241 tagaaatcat tactatagat tcaaatgaag gagtagaaat tgcaagacac tccgcggcac
  1098301 atattttagc gcaagctgta aaaagattgt atggtgatat aaatcttgga gtagggcctg
  1098361 ttattgaaaa tggattttat tatgatatgg atcttccgag tagtgtaaac gtagaagatt
  1098421 tacgaaaaat cgaaaaagaa atgaaaaaga ttataaatga aaatataaag gtagaacgag
  1098481 ttgaggtttc tcgagaagaa gcagctaaac tgtttcaaga aatgaacgat cgattgaaat
  1098541 tagaactttt agaagcaatt cctagtgggg aaagtgtaac attatataaa caaggtgaat
  1098601 ttgtagattt atgtagaggt ccacatttac cgtcaacagg ttatttgaaa gtatttcaat
  1098661 taactcacgt ttccggtgca tattggcgag gagatagtaa taatcaagtg cttcagcgta
  1098721 tatatggtgt tgcattctct tctcagaaag aattagaaga gtatttacat ttcgttgaag
  1098781 aagcagccaa aagaaaccat cgtaagttag gcaatgaact ggagctattt atgttttctg
  1098841 aagaggctcc gggaatgccg ttttatttac cgaaaggcca aattattcgt aatgaattag
  1098901 aagctttttt aagagaaatt caaaaagaat ataattatca agaagtacgc actccattca
  1098961 tgatgaacca agaagtatgg gaaagatcag ggcactgggg acattataaa gataatatgt
  1099021 atttctcaga agtggataat aaaagttttg cattaaaacc gatgaactgc ccagggcata
  1099081 tgctaatgtt caaaaataaa ttgcattctt atcgcgaatt accgattcgt atgtgtgagt
  1099141 ttggtcaagt acatcgccat gaatttagtg gggcgttaaa cggattatta agagtacgta
  1099201 ctttctgcca agatgatgca catttatttg taactccaga acaaattgaa gatgaaatca
  1099261 aatctgtaat ggcgcaaatc gattatgtat ataaaacttt tggattcgaa tatgaagtag
  1099321 aactttctac tcgtccagaa gattcaatgg gggatgatga gttatgggag caagcagaag
  1099381 cgtcattaga aaatgtatta caatcgctaa attataaata tagactaaat gaaggtgatg
  1099441 gtgcatttta cggaccgaaa attgacttcc atattaaaga tgctttaaat agaagtcatc
  1099501 agtgtgggac aatccagcta gatttccaaa tgccagagaa gtttgattta aattatatag
  1099561 atgagaagaa tgaaaagaga agaccagttg tcattcatag ggcagtatta ggatctttag
  1099621 atcgtttctt agcaatatta attgagcact ttggaggtgc attcccagca tgggtggcac
  1099681 cagttcaagt gaaagtcatt ccagtttcaa atgcagtcca tgtacaatac gcagatgagg
  1099741 ttgcagataa attagcacaa gctggtgttc gtgtcgaacg agatatgcga gatgaaaaat
  1099801 taggatataa aataagagaa gcacaaatgc aaaaagttcc ttatgttctt gttattggtg
  1099861 ataaggaaat ggaaaacgga gctgtaaatg tgcgtaaata tggggaagaa aaatcaggtg
  1099921 taattgaact agatatgttt gtggaaagta tgaaagagga aataaataat cgaaaataga
  1099981 tttaaaaaag aaaacacacc aattcaaaaa tggtgtgttt tcttttttac cttacaaaaa
  1100041 tgtaagataa atgtaagcga aatcgaagga acgagttgta gaaaaatgag aatatgaagt
  1100101 aggaaatagc ttcatgtagc ctgtgtaacc ttaataggat gaataattaa aaaatgctta
  1100161 agaatttaca tgagaaaaag ataagaaata tgtgagaaat taaatttata taaaaggaat
  1100221 ggagtgaaag agatgtcaac aaatgtagtt actgtagaaa gtgtagaaaa aacgtatggg
  1100281 aaaagaaatg agaatcagtc aaaagcatta aggggcgtat cattaaatat taaggaaggg
  1100341 gaattcgtcg ggattatggg tccttctggg tctggaaaaa ctactttact taatgtgatt
  1100401 agtacattgg atcaagcgac aggtggtagt gtgacaatag ctggtacaaa tattacttct
  1100461 atgaagggca atgcgttatc tgattttcgt tctcaaaaat taggtttcat ttttcaagat
  1100521 tttaacttac ttgaaaactt atcaatttat gaaaatatcg ctttaccact ttctttgcaa
  1100581 ggcgtacctt caagtgagat tactggaaag gtgaatgagg ttgcgaagaa gttagggatt
  1100641 actgaaattt taacgaaata tccaactgct gtttctggtg gacaaaagca aagaacagcg
  1100701 gcagcacgag ctttagtaca taatccagca atcgtattag ctgatgaacc gacaggagcg
  1100761 cttgatagta aaaatgcata aagcttatta gaagcgatgc aagatttaca tgaaaatcat
  1100821 aatgtaagta ttttgatggt gacacatgat gcatttagtg cgagttactg tgagcgaata
  1100881 ttatttatcc aagacggtct tttatataaa gaattaaagc gtcaaggaaa gcgagaaaat
  1100941 ttctatcaag acattttagg tgtgctcgct catatgggct cagctgctga gtctaagtag
  1101001 ggggcgagat tatgttattt aaattatcac gtcatagtat gaaaaagatg ttaaaagatt
  1101061 atatggtttt acttattggt ctcgttatta gtattagtat tttttacatg ttccaaacga
  1101121 tggcgatgaa tagtgaattt acgaaggata atagtcttat tagtagtatt agactcgtat
  1101181 tctgggtagg tgcaatacta ttatctttca taactgtatt ttatattata tatgccaatt
  1101241 ctttcttact cacattaaga agaaaagaac tcggtatgta catgatgctt ggagcgaaaa
  1101301 agaaaaaagt agcacagtta ttatttattg aaacattcgg tatgggtatt gttagtatta
  1101361 ttatcgggat tttagtaggg atgttacttg caagtgtagc aggaaacttt ttaatgaatg
  1101421 gtatggaaat ttcagcaaaa ggtagttatt catctgtata tacaccagca atcttagtta
  1101481 cagctatttt cttcgtaata ctatttttta ttactggttt aatgaatagc atccgtttat
  1101541 tacgaaaaac agaactagag ctaattcgtg aagatgaaac actagatgaa gtgaagaaaa
  1101601 gtaaaactcg cattattata atgacagtac ttggtgtatt actagtaagt acaggctact
  1101661 attttatcgt aaatataaaa atgtttgctg aactcggttt tataatagcg acaatcgtca
  1101721 caacacttgg aacatatttt atctttagtt cattgctccc attttttgtg atgaaaatta
  1101781 aaggaaataa aaaacgaaat gaaacgggct taaatagttt tacatacgca cagctacgct
  1101841 ttcgagtaaa tagtttatcg agagtattag gcactgtagc gatgttaatt gcattagggg
  1101901 caggtgcgat gacagcaggt atggcgttcc aaaaaatgta ggtattatga cagacttctc
  1101961 acgtgtgtat gatgtcgtaa ttcatgatcc aaatgaacaa gatacagctg cattaaaaga
  1102021 aatggaaatt gttgaagaaa gcaagtacaa gtataaagta gatggggaag cggtttatta
  1102081 cttacgtaat gatttaacag cgaaaccacc actaatttct gaacgctttg atacgaaaac
  1102141 tttaaaagag cctgcgcgta aacgggtggc cgaaccttta acggaacctg tatactctgc
  1102201 tttagaggct cctgaattag caaaattccc tcgtatgccg aaagattggg aagatgcaat
  1102261 tgtaagagaa atacaaatta cacataatca atttaatgga aaacctgtaa gaattgcaga
  1102321 tgaagcgtat tataaaggaa ttcaaggaac agaacacact gtaacattag caaaagtaga
  1102381 tgatatgaaa aagtataaac cgttgttgat tgaaatagat aagagacaaa aagaacaaat
  1102441 tgaaaaaaca acaggtacaa aagtagacat atttacgaaa atgacaattt atcaattaac
  1102501 gagcagttta atgagcggaa caatgtttat gggatttttc ctcggaattg cctttttagc
  1102561 gatgatggca agttcactaa tgttcaaaat attaacaggt gcttctcgtg acgtacgacg
  1102621 ttatgaaatg ttacggaaaa ttggtgtgag acgtagtatg ttaacgaaaa gtatatataa
  1102681 agaaatttca tatttattta tcttcccagc aattattgga atttcccacg tgttagtagg
  1102741 gctaaactta tttagcttca tattagttga cccgtttgta aaagtgtggg tgccaattgg
  1102801 gattttctta gtcatttatt tcatctatta ctggataaca gttcaattgt ataaaggaat
  1102861 ggtaatgccg aaagaagagg tagctaaata gtttatgaaa agagtccttg tttgaaaaca
  1102921 agggcttttt tctatatttg taatacctgt gattaagttt ttctacgatt aatgtattga
  1102981 aaattaagaa aatattaaga gtttatatag cggaatgtta agaagtctat gggatattaa
  1103041 gaatgtacaa aagatcaagt tgaaattaga aattgcagtt gatgtacatt cctatttttt
  1103101 aaggtagttt tacagaacta aattgatgtt tttataaatt taaaagaaag gaaacgactt
  1103161 atgaagaaga tagcaaaatt aataaaattt attggtgcca tcactatact attattaatt
  1103221 gtagcattaa tatttcctac atggacctcg caaataaaag gacaaaacag tataagtaca
  1103281 ttagagaaag tagagataaa tggaagtgat catgaaatta tgatacgcgg caaagataag
  1103341 aacaatccgg taattatttt tgtacatggt ggaccaggta cttcagaaat accatatgct
  1103401 caaaaatatc aagatttatt ggaagagaag tttacagttg ttcattatga tcaaagagga
  1103461 agcgggaaat cgtatcattt ctttgaggac tattcaaatc ttacatcaga tcttcttgta
  1103521 gaagatttat tagctatgac agattatatt tcaaaacgtc ttggtaaaga aaaggcaata
  1103581 ttgattggcc attcttacgg tacatatatc ggaatgcaag ctgctaataa agctcctgaa
  1103641 aaatatgaag cgtatgttgg tatagggcag atgagtgata cattagaagg tgagatggat
  1103701 agtttaaagt ttgtcataga ccaagcggaa aatgcaggca ataaagagga agtttcctat
  1103761 ttaaatggat taactgaaaa aattaaaaat ggcgatacat acactccgcg gaattatgtt
  1103821 gggaaatatg gtggaacatc aagactcatt gaaaatccag atggtgataa catcgggatg
  1103881 ttactcagta atgaatataa cttgttagac gtaattcgtt ataacgttgg attatcacac
  1103941 tctcagactg tcttattaga aaaagattta aagaatccat tacctactaa ggtgaagaaa
  1104001 ctgaagttac cgttttattt ccttatgggg aaatatgact ataatacttc atttcatgcg
  1104061 gcaaaaacat attttgatac gattgaagca gagcaaaaag aatttattac ttttgaaaaa
  1104121 tccgcgcatt atccacaatt tgaagagaag gaaaagtttt atgagtggat gtgcgataca
  1104181 ttcgtaaagt aaataaagtg tatccgaact atagagaatt aaaaaaatta gcgagatgta
  1104241 tcgttacata aagcgaaatc aaataaaaaa gactcttgta taaaaaataa gagtcttttt
  1104301 tataatgttc tctatacaga aggaaaatat tggataatag tcgaaaaata taatataact
  1104361 tccaagaaat gactagaata ataaaatttt gtcgaaagaa aggatacgaa gtatgaaaga
  1104421 aatgctacag ttatttcgca acaaagtgta tgcacgtttt tttctagcaa atattttaga
  1104481 gcgactcggt tctatgattg ctggagtttc tttaatgttt tatttgctag atcaatacgg
  1104541 aaaacaacca gtttacgcaa caatgacaca aattatgatt gcattacctg cattaatctt
  1104601 ttttctatta gtagggacag tagtggatcg ttttgataga caacgtattt gtacagtaag
  1104661 taacatatgt tgttcactct gtaatatcgg aattctaatt tcgctttatt acgggatgat
  1104721 tatacttgtc tttctatttt tatttttaga aaatgcatgt atacaatttt tctctccatc
  1104781 agaacagtcg atgatacagg gagtagttga atcagaccaa tatggtgcag cagcggggat
  1104841 taatcaaatg gtaaatagtt tgtatgcctt gtttggtgta ggaattgcaa cgatggtgta
  1104901 ctggactttt ggaatttacg ggagcatttt agtaaatacg ctcacattta ttatgagtgg
  1104961 tattttgatt caaacgatct ccattccaga aaaagttcgt ttgccaaatg gtagaacaaa
  1105021 atggaaagaa gttaatttaa aaatgttaat aacagagttt aaagaaggga ttaggtatat
  1105081 ataccaaaat gaaactttaa aaaaattact tttaggattt atcgtatttg gactattaaa
  1105141 tggtatttta agcgtatcta ctacttacat attaaaatac aaattagcac cagctacgta
  1105201 tgaaagttta gcaatggtag gcggtgtagt tggagggatt tcattactaa ttggaagtat
  1105261 agtagcaacg agtataggta agaaatatgc gccaaaacct attatagttt ttggtatggc
  1105321 gggctcaggg atctttttcg gtatgtgtta ctttgtaaat tacgtatggt ctttttatgt
  1105381 atgtattgct tttgcgactt tctttttacc gtttattaat gttgcaataa tgggctggat
  1105441 gtatgaaatt gtagaagagt catttatggg gcgcgttcaa agtttactta gtccattaac
  1105501 gacaggattc cagcttttat ctctcggtgc gatagcaatg ttattcccga aatggattcg
  1105561 tgcagataca ttgtatatca ttttatttgg tttattactt tttgttacat gtttatatca
  1105621 agctattcta cctagtgggc aaaagcgagt acatgttgtc gctaaagaaa tgtgatatat
  1105681 ttagtttttt atttctgaat attctatcga atagtaaggg gaaatcgtta tgttgatgcg
  1105741 aatggttaag tggtgtggga ttactggttt acaactagta gctgcaatct tatgtataat
  1105801 ctgcctaggt gcactaccgt gtttatttaa gggattgcaa attgatttaa tcggtttttg
  1105861 gaacacgatt gtatttcttg gaggaaagtt acttcaaccg ggggaaataa catacggttt
  1105921 tcgagactca agaaaattat ttccgcaaat atgaattcat tatttagaga caatgtttgt
  1105981 gtttatttcg gcatttttac tgtcattact tattgcatat cttctcgttg tgtgggtatt
  1106041 acaacgatct caatcaaagc aacgaatgtg gaatgggatt tttgtcgcac ttgaaagcat
  1106101 cccagatatt ttaataattt tattatctca acttctagtt gtaataatct ttcaaaagac
  1106161 agggtttatg ccagttaaac ttgcagggat tggggaggaa agggctcgcc tgttgccaat
  1106221 aatatgtctc actttgccta caacgttatt atttattaag ttactactat tacgttttag
  1106281 ggaagaatta gagaaggatt atagtatatt tgctaaaagt aaagggctta gtttaagaca
  1106341 tattttaaaa catcatattt caagaaatgt tttgttaaca acaatctatt atgcaaaaac
  1106401 aaatatttta tttatgttat caaatttata tattattgaa tggatattta atacgtatgg
  1106461 catgtttgtt tttgtaaaag aaaattcgaa attagaaata tttacagtga gcttaattat
  1106521 gttatacgta ccgcttttta tactatttcg tttattacat acgttcttac aaaatgttat
  1106581 aaaggagcgt gtgtaacatg tgggaagttg taaaaagaga tgtaagattt tggattggtg
  1106641 ttactttttt aagtgtactt atgattgtta gtattgggaa tacgttgttt ttcgacggga
  1106701 atattcgcga actaacgatg atgtataacg aaaaaggaga actagaggct gctccgtttt
  1106761 caccgtcgag taaattttgg ttcggaagtg atgagaaagg acgcgacctt ttccagttaa
  1106821 taatagaagg agcaaaatgg acagttggcg cgagtgtaat tatagcgatt ttacgagtta
  1106881 tagttggagg ggggataggc ttgcttcttg gtatgtatag caaacggtct tttccagtta
  1106941 tatcatcttt ttttgatccg ttcagtattg tacctatggt tatggtttct ttctttgtat
  1107001 taaaggaagt tttagttttt gaaaatggga cagtaccaga accgtttcat ttaagggtaa
  1107061 tatttcaaat ggttatcctt atatgtttag cggtaccaac aattatgtta tatacaacgc
  1107121 aggaagtccg tcggataaaa agagaagaat ttatgatggc agcaactgtg cttgggagaa
  1107181 gtaattggca tagaatgaaa aatcacgtat ggccacacgt attgccatca ttttttttac
  1107241 ttgtcgccca acaatttgtg agcactttat tacttctttt acatcttggc ttgttggagt
  1107301 tattttttgg tggaacaata atttctggtt tagaggcaga tagtgtaacg aaagaatgga
  1107361 ctggtctaat tggtcaaaac ttccgccact taactacaca tacatggatt gtacttatac
  1107421 cgattgcatt ttatagtatg acaattctcg caggaaatct agttagtaat agcatgcaag
  1107481 atgcgattaa actagggaat ataagaacac ctaagagcaa gaacaaggat aaagaaatga
  1107541 aggaagagat acaagtacaa catactgtga atgatttttc tttctataga gaggtacaaa
  1107601 aataaaaaaa gatagctgaa gacaaattgt tttcagctat ctttttttgt ttaatttagt
  1107661 gatgtccagc tagtagagta aacactatta ttaagaaaaa tccactagat gcccacatta
  1107721 aaaatgtaag aaaagagagc tgtttctttg ccttccaaag catttcatga attgtgacat
  1107781 agccaagtga accgatagca cttcccataa tgagtccttg caggtgaaga gcttttcctt
  1107841 ccatcaaaat accaaaaacc gtaccagtac cgagaataag ggaaagtaat aaagttgtta
  1107901 ataaaaatga aatatattta tgctttgtaa agagaaaggg gataattaaa gctaatcctt
  1107961 ctggaatatg gtgaatgacg attgccatta aaaagggaat ggcagagtct gcatgattaa
  1108021 taaaagctgt acctaaagca aagccactcg gtaaattatg aataaatata gcgaaagaga
  1108081 ggaaaaggaa agtttgccaa gcttgttgat cttttttatg tatcattgga tgatgacaat
  1108141 agttatctaa taagctcata actaaaacgc cgatagctat accaagtata ggaccaatta
  1108201 tttcatagct tgaaaatgtt tcaggaataa tttcaaggga taaaagccca agcaaaaccc
  1108261 ctccacataa tgcgtataaa cggtgcatct tttcttcaat tagctggcgc gtagcaatgc
  1108321 taacagcacc gcctaatagt aatccgccaa atgaaaaaaa cgtaacaatc attggaatcc
  1108381 ataatctttc catagtatca cactccgatt cttccactta tttttagctt acgaatagga
  1108441 aagttagaat agtccaagta attgtgtttg attatagaga aaaaactaat aattcgttat
  1108501 aatttatata ttaaatttaa gtggaattat gaaatgggga ataagtttgc aaaaaaagtg
  1108561 gagtctatct gaatatgaaa atccaaaacg atatgatata gaaaataaaa gtttatcaga
  1108621 ttttccgttt ttactatcat gggcacaaaa gctacatata caaaatgaat ggattctaga
  1108681 tattgcctgc ggtacaggaa gggttacaat tccatttata gaaaatggat atcaaatgat
  1108741 tggtgtagat atacatgaag gaatgcttgc tgaagcaaag aaaaaaacta cggattgtaa
  1108801 gaaggtaaaa tggttacaac aagactgttt acaattaagc atgaatgaag cgattccgtt
  1108861 tgcatttatg gtggggcacg gattccagca tttccttacg aatacagatc aaaataaatt
  1108921 attaacatct attcatcatg tgttagcaga gaatggtata tttatattcg atacacgttt
  1108981 tccttcaaaa gaagaattaa tacagccatc tacagaagaa tattggacaa caattagtga
  1109041 tgaaaaggga agaaaatgtg atctatatac tgaaatgaca tatgattcaa ttcagcaaat
  1109101 acagcactac ataacaacaa gaaagtttta tgatgaggat gcactagtag aggaactgaa
  1109161 aacaacgatt gatcttcgct atacgtatcc tcaggagtta gaaagattat tagtagcgaa
  1109221 tggttttgaa ttattacata tatataatga ttgggaagga aatgagttag gggaagattg
  1109281 ctattctatg gtagtagttt gccggaagaa aaaatagtat tattttaaaa atatgagtgt
  1109341 aaaaagcctt taaggagaga aaaagatgtc ttggtactta gataatgttt atgaattaaa
  1109401 taaagaagcg ccgtatacat tctaccttcc tagctcagaa gttttggcga aattaagggt
  1109461 tggagatttg gtaaagctaa tttttgtatc taaaaaagag gaagaagatg gatttaatgg
  1109521 tgaaagaatg tgggttaaaa ttactgaaag aagtgagaag aagtttatag gggaactgag
  1109581 caatgaacca tatcgattag atttaaaaat aggtgataaa atttcatttg gaattgaaaa
  1109641 tatatgtgat acggaatata acgatccagc ttcaaaagat tgggattttt attttgatac
  1109701 gaaggtaatt gttagtaatg atgtactcga aaaaagagaa tttaacttta tgcttaaagg
  1109761 ggattcaaga gaagaaggtg actctggttg gtcaatatta agtggttatg agagtgatga
  1109821 ctatgtgaat gatcctaaaa actttcaaat tatttcaatt ggagtcatat tgaatataga
  1109881 tgatactatt ttgaaattta ttgaagaaac ccctttatgt gcatatgaaa gaaacgatga
  1109941 aggtagattc tataaaattg aagactatga ttgggatgca tatttaaatg gatagaagaa
  1110001 tttactttgt tttaaagaac agtacatttt gtttcggaat catattaacg tttttattaa
  1110061 gcggatgtac cagttttagt aaagaaacta cagataccat atacttaatt cctgaagagt
  1110121 acgaagggga tctgattgtt gtgtacaacg tacctggtgc tgagttgtta ccaaaggaag
  1110181 aggagtttag tgttgtcact tttgcagctg atgggactgc tgtgacatct acaaaaaata
  1110241 tgaagtttgg aacggtaaat gatttatatt atacagtaaa taaagaaggc cagcgtacaa
  1110301 aaattgattc gagctgtata catttttctt caactggaag tagaaccgaa aattcgtggg
  1110361 aatttccatt tgcaaactta gaagtaactc gtacagcatg ttctcaagaa ttttcagcca
  1110421 atggcagaga ggtaccagag aatcaagagc atcctgctga aaagaagatg agagatttaa
  1110481 tgcagcgtat acaagaacgg tatatgaata aagtaaaata gttattgtgt taaatagcaa
  1110541 aaatttaaaa gtggtgaaaa ttaaagagaa tagtagtaaa tggaggaact aatgatgcaa
  1110601 caaattaaaa aaataggaaa ctcattttgg tacatgacac cagtttctga aacagataga
  1110661 cctatattgg gaatggttgt tggaaaagaa aaaacgttaa tgattgatgc aggaaattca
  1110721 gaggaacatg cacaattgtt tttagaaatg ttaaaggaac aaaatgtatc acatcctgat
  1110781 ttcgtagcat taacgcattg gcattgggat catatttttg gattgtctgt actacaagat
  1110841 gcattgtcca ttgcacattc tgaaacgaaa aaagagatga gtacacttgt ttcttatgaa
  1110901 tggacagatg aagcgttgga tgcacgtgta aaaaaaggta ttgaaattga gttttgtgcg
  1110961 gattgtatca aaaaagagtt taatgaaaaa gcgagaaata ttaaaattat ccctccaact
  1111021 ttaacattcg agaatcaatt tgaattggac cttggtgaag tgacctgcgt gttaaaacat
  1111081 gtgggcggag atcatgcaca tgattcagtt gttatgtata tagaagaaga aaagatattg
  1111141 tttgtaggag actgtctata tgcagatatt ttttcttcta agtggaacta tacgacgaaa
  1111201 agaacgttta aattaataga agaattggag aaatttgatg ctgaaactta tattctttct
  1111261 catgggcaag caatagatcg agctgaattt ttacaagaaa ttcatttgct aaaaacagta
  1111321 ggaacttata cagaagctca taaaggtgat gaagagaaga taaaggcagc atataaacaa
  1111381 gagctagata gagaattaaa tgaagatgaa ttagaaacaa taacgtattt tgtcaatggt
  1111441 tatgaaatgg tgaatctata aaacacaact ttaatcaaat aatagtaaac tatataaaaa
  1111501 gagtattgaa agttaattca atactctttt taatattaag ttccaaccaa tttccaatta
  1111561 ttttttacta cgtacaattt gaagctacac cattttttgt tgtttatata cagaagcttt
  1111621 taagtagaga ctttctttgc taaccgagtt atatagtcga aaaatcgatc gtggtttaca
  1111681 tcataaacaa catgtaccgg ccgcccatca tcagtttcca ctgtacgccc ttggcttggc
  1111741 ccgtatgtat gaacgatact attgatcgtt tgtacttttg ctagatcagc tttcccaaca
  1111801 aaggcagcag ttaatacatc ccacaaatag taggtagagt tctttgcaaa gtgaacaaga
  1111861 gggggaacaa ttgcataaca ttgaccaagg aaatcaatac cgatatactt tctctctttt
  1111921 gcccattgtt cacgtatgtc tatagttagg ggaacttggt ttgtactttc tagcgttatt
  1111981 aagtcgattt ctatatttgc ttcccatacg cgagctactg cttcagggtc ccaaaacgaa
  1112041 ttccattcgg ctgttccatc atgttcaggt tcatgtacat tgcctgcagt acgaaatgta
  1112101 ccgcccatcc aaactaaacg tttaatttta ttttcgatta taggtgcttc atatagtgca
  1112161 cgggctaaat cggtaagagg acctgtaaat aataaagttg ttttctcttc agtttgtaga
  1112221 agagtctcaa ttaaatgatg atgcgcaggc tttgctgcta cgtgcgttac aacttttcca
  1112281 gactcattta aaatgggtaa agcatctaca taaaatgcat gcatccgcca gtcttttgga
  1112341 aacggatttt ttccacgaga attagaagct gctacctcaa tagtattttt gccgaagcga
  1112401 tcaataattt ttcgacttgc agacattgct ggctctaaat agcaatctgc tgggataact
  1112461 gaaacacctg taagttcgac attatccatt tggagtaata aaaatagtga aactaaatca
  1112521 tctacaccac catcatgatt gaagtacact tttttcatca ttgtaatctc cattctctaa
  1112581 tatttaacta gaaattaaat tttcattttg gaagaatcat tgattatttc tactacctca
  1112641 attttcccat taatcaatag ctcaggtaat tcgcttttgc tatttccttt ccaatactct
  1112701 ctagcttgtt ccattttttg agagaaagga atgccatctt ctttcggtaa aaggttaccg
  1112761 tcaccttcaa aataatttcc aattactcgt agtttaacaa tttgtaaaaa ttctcgattg
  1112821 taagaatcaa ataaagcttt ccattttaaa gcatcttcat agcttttagc agcatataaa
  1112881 caagacaatc ttgacggata attaggatat tcttgtagtc taaccatttc cacaatcgtt
  1112941 tctctaatgg ctctaattgt ttgatccatg taattcataa cgactggagc attttcatta
  1113001 tttatatgta attcttcatt tttatagtga ttatttataa ttttcatgcc atcttcacca
  1113061 ctagcattta attgttcctt ttcaaaaaag aagtgatata gagtattatg ttgatttttg
  1113121 ttaaaatgaa tgatttgtcc gatattcatt tttctccttg ttacgatgtg atatgcgtaa
  1113181 aatgctgctt cattcatggg tatcctccta gtaataatgt aatgcaacgt taaatttagt
  1113241 aattcaacat cgcgatatat ataaccttta taagtaaaag tgagaatttg agtagaaaat
  1113301 aaagaaaata tatggaaacg ctttaaaatt gttcacaaaa tgttcactta cgaaggggtt
  1113361 ttcaatatcg atataatgac aaagactcaa agagaaagga tgatgaattt tgccaacaac
  1113421 aagaaaggaa aacctccaat ttggtatgat gatgtgcctt gggatggtta tcgtaatgac
  1113481 gttttacaat ttactaatga atggatcagg agggccaatt catattaagg agattgcatt
  1113541 agaactatta attggattta ttattgcgct attaattgaa ataagtattg ttggaccttg
  1113601 tgcgaaaaaa attgtattca tgctaccgtt tgataaatca aagaaaataa atattattat
  1113661 tgccatggcg acagcaatgg taatcggaat ggtgttcttt atgtcatttt tcggaatgat
  1113721 tatgatgcat ttacatggtg ggctacaagg ggactcattt gtttcaatat atttttcaat
  1113781 ttttattaaa aatttcatta tggcttatcc gttgcaatta attattatgg gaccgcttgt
  1113841 gcgtttctta tttgcaaagt ttgttttgaa gaataaagct gtaaaagtag cgtaaataaa
  1113901 tttgtattat ctaactataa aaattatata atattaaatg tgatctattg aaagattgta
  1113961 gcatcatgca taatgaagat aatctaaatc atacgtttag ttaagtaaaa acattatgaa
  1114021 aattaagaag gtattatgag tcaaaaaaat ataagtagaa gctatgtgtg aaaaagagat
  1114081 tttaaagtaa aacagtgaca tgtacaaaga gggtgcaaat gcaaccctct ttgtacattc
  1114141 tataagcttt accgtgccaa agaatatggt atatgtaaga gtcttgatat gtttattgct
  1114201 tggattgaac caacttaaaa aaggattgta cgttttgtgg gcttgaaaaa ttatcaaaga
  1114261 caataaaatc gtctccatgg ttcatggtta tttttttgat aaagggaatt acagacatct
  1114321 ctaatacaac cccatccgta tgactgaaat cttctatttc agtatatttg aattcccatt
  1114381 tcagaccttt tccaaacata gcatcagaac agaacaataa tcttttattt gtagcagcta
  1114441 aaatgccaga tctactgata taaccaaaat ttattacgca gtagagtgta gaaagaatat
  1114501 cttcttcact gtttaagtgt tcttttattg ttcctagatt cgccttcatg agcaggcccc
  1114561 cttattattg taagtaaagt atagtatagt gttgttaaat ttattttatc atatattaac
  1114621 attttaaaat ttatattatt gaattttagt tgagggatga aaagggaaag tgaattcttt
  1114681 ttaatttcta gtacaataaa gtaaggagaa tatgactaga agttaaaata ttactaaata
  1114741 tacgtaacta atgaatacaa tgtctttttc agttattatg ttgtaaatca ttttatgata
  1114801 aaatctttta cataatttaa taaaggggca gtattctatg ggttatttct caaatggttt
  1114861 attagttgtg tttgtgctta tcgtatgtag ttgtataatt tttggttaat aatataatga
  1114921 gagtcttata taaaagaagt tatctcaagt gagataactt ctttttattt tatgttgaga
  1114981 aggaattcta tttttcttat tgaagtttat tctagttatt ttcacgtcaa ttgcaatttt
  1115041 tataagggga attttatgga gcattaacaa actatagaat aaggagtatt tacatggaaa
  1115101 atagtatacg ctacacaagt gaacatccta cagattttaa tggattatta gccttatacg
  1115161 aatctttagg atggaattct cttaaattaa cggtgaatga attggaacaa atgtgtaaac
  1115221 aaagttggta tgcaatttat gcatttgatg ataagaagtt agtaggaatg gggcgtatta
  1115281 tatcagatgg tgtaataacg ggcgttattt gcggtgtatg tgtaatgcca gagtatcagt
  1115341 ccattggtat tggaaaagaa atagtaggac ggttaatcca gcgatgtgaa caaagcaaag
  1115401 ttattccaca acttatgtgt gcacaaaaat tgcaatctta ctatgaatct ataggttttg
  1115461 aagcattctc tattgggatg acaaaacata ttatgagata gcggtgcttt atattttcag
  1115521 tttactcgta catattttca aacttcatta taaaggagaa ttgctgtatg gagattgcaa
  1115581 aaggggtaga aatgttacaa cttgaatttc aagaatttat aattcaccca attcttttat
  1115641 ggaatgatga aatggcagtt ttaatagata ctggttttcc tggacaattt gaagatatac
  1115701 aagtagagat gaagagagtt ggggtatctg ttgataagct aaaagttgtg attttgacac
  1115761 accaggatat agatcatata ggtagccttc ctgatttatt ggagaatggt gtaagcgata
  1115821 ttaaagttta tgcgcacgag ttagataaac gatatattga gggggattta cctttattga
  1115881 aagatgtaca tgtagagaat ccaccaaaag gaaaagtgag tgacacagtg attgacgggc
  1115941 aagaacttcc gtattgcggt ggaatactaa ttctccatac tccagggcat actcctggtc
  1116001 atattagttt atatttgaaa caaagtaaaa ctcttattgc aggagactcg atgtatagtg
  1116061 tgaatggaaa gttaggagga attcacgccc caacaacttt aaatattatg gaagcacagc
  1116121 agtctttgaa gaagtattta aatctagata ttgagtctgt agtttgttac catgggggat
  1116181 taagtaaggg gaatataaag attcaacttc aaaatttgta aaagtcgaag ataataattt
  1116241 tttgataatg gatgctaaat tataaaaaaa catgtttgaa aaaaattcaa acatgctttt
  1116301 ttattaaagg aaatctgttt aatatgaatg acctaatccg ttccaataaa aagaaacgat
  1116361 ttcttgtgct aattcatcta tacttataat aataggattg tcattttcat ctttaaaatt
  1116421 cccaattgat aataaagata cgaatgcatg agcggcaaat ttagggtttc ctttttggat
  1116481 ttctccaagt tgcatcgctt tatcgagtgc tttttctaac acttcataca tgctatcttc
  1116541 agcttttttt aattccttta attgttcttc agataaagat agttttgcat ctttcataaa
  1116601 atttttcata tcgatatcca ttgtggcatg taagtaaact ttagcaaagt ttaataatct
  1116661 ctcttctaaa gtattgtttg tagagagtat ttgcgacata ttctcacgta tacgtatcat
  1116721 catttgaatc atagtagcgg taaataaatc ggcttttgtt gaaaagtaat agtagacggt
  1116781 tgctttcgta acaccacaaa cttttgctac ttcatccatg gaaacgactt gataattttg
  1116841 agtaagaaat aatcgtgttg caacttctaa aatagtttct tttgtagatt ttgtattttt
  1116901 attttggcga ggccttccga gaggacgttg tttttgttcc aaatccattc gctcctgaca
  1116961 tgtattcttg aaataattat aacataattt ttaatcattc ttgattaatt aaccgaccag
  1117021 tatatataat taatactgga gggaaaaaga aaggtgggtt tttatgaaaa agcatccgtt
  1117081 acatatgtta gggaggcttg tagcaggtaa aaatacgcaa tggatcactt tatcggtttg
  1117141 gattcttatt acattattac tttcatttac gttaccacaa gtaaatagta cgaaagaacc
  1117201 aaatccgaaa aatttacctg aaacagctat gtcgcagcaa gcggaagcgc ttatgaaaaa
  1117261 agagtttccg aataatgcgg ggaatccttt gttagtagta tggtatagag atggtggatt
  1117321 acagtcacaa gattataaac tcatacaaga cgtttataaa gagttaaaag ctagtccttt
  1117381 aaaggaacaa tcaacgttac caccatttga tactatcccg gaacaagtat tatcaaaaag
  1117441 tgcatcaaaa gatggtacgt catttgttac accggtattc tttaacaagt cagctggaac
  1117501 agatatatta aaagaaaatc ttgatgattt aagaaacata gtgaatagca aggtcgatga
  1117561 agatccattc aagcgaaaaa ttaatgacgc tggtttacat gttcgattat ctggacctgt
  1117621 aggtattcaa acggatgcag ttagtttatt tagtcaagca gatgtgaaat tgttagttgc
  1117681 tactgtatta cttgtattgg ttttattaat cttattgtac cgctcaccaa tattagcgat
  1117741 tttaccttta cttgttgttg gctttgcata cggcattatt agtcctacac ttggattttt
  1117801 agctgatcac ggatggatta aagtcgatgc ccaagcgata tcaattatga ctgtactatt
  1117861 gtttggtgct ggaacggatt attgtctatt tttaatttcg agatatcggg aatacttgct
  1117921 agaagaagaa agtaaatata aggcgttgca acttgcaatt aaagcttctg gcggagcaat
  1117981 tataatgagt gcattaactg ttgtacttgg attagggaca ttattacttg ctcattatgg
  1118041 tgcctttcat cgatttgcag tgccatttag tgtagctgta ttcataatgg gaattgctgc
  1118101 tttaacgatt ttaccagcat ttttattaat tttcggtaga actgcattct tcccatttat
  1118161 accgagaaca acttcgatga atgaagaatt agcaagaagg aaaaagaaag tagtaaaagt
  1118221 taaaaaatca aaaggcgcct ttagtaaaaa acttggagat gttgtagtac gaagaccgtg
  1118281 gacaatcatt atgctcactg tatttgtatt aggtggattg gcatcatttg taccacgtat
  1118341 tcaatacaca tacgacttat tagaatcgtt tcctaaagat atgccttcac gcgaagggtt
  1118401 tacgttaatt agtgatcatt tctcagctgg tgaactagcg ccagtaaaag ttattgtaga
  1118461 tacgaaagga aaagagcttc ctataaaaga agaactagag aaattttctt ttgtaaatac
  1118521 agttaaagac ccaaaagagg gtaaagaaaa taagcaaata caaatgtatg aggtttcctt
  1118581 agctgaaaat ccatactcaa ttgaagcgtt agatcaaata cctaaattga aaaacagtgt
  1118641 agaaaaagta ttcaaagatg ctgggattag taatgcagaa gatcaactat ggattggcgg
  1118701 agaaacagct tcattatatg atactaagca aattacggaa cgtgatgaag cagttattat
  1118761 tccagtaatg attagtatta tagctttatt attactggtt tacttacgat caattgttgc
  1118821 gatgatttat ttaattgtaa ctgttgtatt atcgttcttc tcggcactag gagcagggtg
  1118881 gctactactt cattatggta tgggagctcc ggccattcaa ggtgcgatac cgttatacgc
  1118941 attcgtattt ttagttgctt taggggaaga ttataatatc tttatggtct cagaaatatg
  1119001 gaaaaataga aaaacacaaa atcatttgga tgcagtaaaa aatggtgtta tacaaacagg
  1119061 tagtgtcatt acatctgcag gtttaatttt agcaggaact tttgcagtgt taggtacact
  1119121 tccaattcaa gtgctcgttc aatttggtat tgtaacagca attggcgtat tactagatac
  1119181 gtttattgta agaccattac ttgtaccggc aatcacagtt gtgttaggcc gctttgcttt
  1119241 ttggccaggg aaactttcaa gaaagagtga agaagtacaa aaggtggatg catagttaag
  1119301 aaagccaagg atattttcct tggctttctt ctatgtagtt tattaatttt ttgaagtcaa
  1119361 atcttcggtt tcagcgtgat cagcatcttc aatagcagtt tctggcattc catataagcc
  1119421 gttcattgct tgttcttcga tattaagatt tgcagtatta tcattttgaa taggtgtagc
  1119481 gttttcggta acattttctt ttttatttac atttttgtta ttcatgtgtg aatcctccaa
  1119541 atttcatttg atttatctat agtatgtgga ttgatttcca gaaatatgtg aattgattct
  1119601 tgcagatgtt atataattaa ataaataatt agggtgaaat ataaactgtt aggagtgaac
  1119661 aattatggtg aaagcaagga aattagcctt ctaaaataaa aagaaaattt taggaggcta
  1119721 ttaaaatgaa gtttcacgta attgataggg aaaattggaa tagagagcag tatttcgaac
  1119781 actatttaga attaaaatgt acgtttagta tgacagtaaa tgttgatatt acgcttttga
  1119841 taaagaaagt acatcaaaag ggaattaaat tttatccgac ttttatttat ataatttcga
  1119901 gaataataaa taaacataaa gaatttcgaa catgttttaa cgatgaagga gttttaggct
  1119961 attgggagga aatgatcccg agttatacaa tctttcataa agatgataag tctttttcaa
  1120021 gtatatggac ggattattca agtgatttcc gcattttcta taaaaattat gaagaagata
  1120081 tgagatgtta tgctagtgtt catggtcttt taacgaaaga aaatattccg cctaatatat
  1120141 ttccgatttc tggcatacct tggactagtt ttactggatt taatcttaac attaataatg
  1120201 atggtgattt tctattacct attataactt gtgggaaata ttttaatgaa gaaaataaga
  1120261 ttatgctacc agtttcattg caagttcatc attcggtttg tgatggatat catgtaagtc
  1120321 gatttataga ggatttacag gagttaagta atagttgcaa cgagtggctt aagtaatatc
  1120381 taatttttaa ttatatgcaa ttgaaaatga ataaaagaag agaccatgtt tttattacat
  1120441 gttctctttt ttattcatta atactgagtt acagtggaaa atataggttt atttgtagtt
  1120501 taatagtaaa gagaagtgtt gtttttaatt gttttaattt tcgattaaat aaaattttac
  1120561 atgatttaat aggggggagg aaagtgaagt tcgtaagtat tgaaaaagaa gagatcctaa
  1120621 ttaagaatat ggcaaaagtg tattgtaagg catttgaaaa aacaaatttc aatgagatga
  1120681 ttgagcgaat gaaaagacat gtagaatatg cagattttaa aggtatagta gcaataaatg
  1120741 atgaaaatga agtggttggt tttacttatg gttatcgttc attagaagga cagtactata
  1120801 atcaattaat gagagaagcg ttaaatctag agcaagtaga agagtggtta caagattgtt
  1120861 ttgaatttgt agagttagca gttcatccac aacatcaaaa tgaaggtctt ggaacgaaat
  1120921 tacataatga actactaaaa gggattttaa atagaacgag tgttttaaca acacaaataa
  1120981 acaatgaaaa agcgcgttcg ttatatgaaa gattagagtg ggtaaatata ttggagccat
  1121041 ttcacccagg tacaaatgat gttccatata taataatggg aaaaacttta aaaacaaaag
  1121101 tgaattgata attatttcat tcgcaaaggt tattagcttg taacaataaa ggggaaaaca
  1121161 aaaatgacaa taatatctat agaaaaagct actattgtag atgctgaaaa attaacagaa
  1121221 ataatgacaa gaacatttga tgaagaagca gaacgatggt tatgtggtca aggtgatgtt
  1121281 attgactata acatccaacc accagggtat tcttcagtag aaatgatgag atattcaatc
  1121341 gaagaattgg attcttataa agtaataatg gatgaaaaaa taatcggggg aattatagtt
  1121401 acgatctcag gtaagtcata tggccggatt gatcgtattt ttgtagagcc tgtttatcaa
  1121461 gggaaaggaa ttggatcaaa tgttattaaa ttaatagaag cggaatatcc aagcataagg
  1121521 atttgggatc tcgaaacatc gagtagacaa attaataatc accattttta taaaaagatg
  1121581 ggttaccaaa caatttttga atcagaagat gagtattgtt acgtgaaaag aatagggacg
  1121641 agctcaaaca aagaaagtgt atttaaaaat gaagacatga aaaatagcca atacgaaaac
  1121701 tgcaacttgg aaaatacaga gtattatcaa gtaaatttaa aaaatagttc atttgttggc
  1121761 agcaatataa ggaatatgaa tatgagcaat tgtaatgtaa gtcaatccaa gtttagaaat
  1121821 attaatttta gaagttcttc atatgcagat ttaaatcttt ctggcagtaa atttagtttg
  1121881 gtgattttag gtggagttca atttaaagat acaagtcttg gagaaaataa atatcctatt
  1121941 tcatttaata gatgtgattt agaagggagt acgataagta gtagtaatct aaaaaatatg
  1122001 gaaatagaaa attgtgatat agccggtatg aaagtaaata gtattccaat ggaaaagctg
  1122061 cttgcgttat ataataaagt aaaaagttaa ccggggtaat aagataagtt gttcataaat
  1122121 ctaatattat atcgaaataa ttatataaaa ataacataaa gaaacaaagg agagaaggga
  1122181 ttttatgcag gaggctagaa tgaatatgta ttgttaagaa tatggaggga agaaaatatg
  1122241 acgatcaaag taagagcagt agaaatacaa gatgccagag cgattcaccg tatatgcata
  1122301 caagatgacg ttttacctta tatggttttc ttacctagca tgcgtgtaga tgcgatggaa
  1122361 aatagaattc gaaatttagc gtcaaatcaa tttgaatttg ttgcagagta tgatggggaa
  1122421 gttgttggat ttgttgggtt aacccaaagt ccaggacgta gatctcattc gggtgatttg
  1122481 tttatcgggg tagatagtga atatcataat aaaggcattg gaaaagctct ttttacaaaa
  1122541 atgcttgatt tggctgataa ttggttaatg ttagagcgag tggaacttgg tgttttagaa
  1122601 acgaatccga aagcgaaaac tctatatgaa aaattcggat ttgtagaaga gggggtaaaa
  1122661 gtaggaaatt tgaaagctca cggaaagttt ataaatgaaa ttatgatgag tcgttttaga
  1122721 cctgatggtt taattgtaca taatggatag tgaaagcatg acattatact gtcatgcttt
  1122781 ttatttgtta gttgttaggc agtttgggtt gcattaaaaa taatgctaaa ccaataaaaa
  1122841 taactgtaat gcctagtcct tgttgtaaag aaatagtctc atttaatata aagtacgcta
  1122901 gtatacaagt tccaatcgtt tctcctaaaa tgctcataga gataacagta gcgctcatcc
  1122961 actttaataa ccaattgaat attgtttgac ctaaaatcgt tgcaataaac gctaagccaa
  1123021 aaaagtagag ccaagtttgc gtagagtagt ggatgaaaga ttcgttttgc atgtaagcaa
  1123081 atacaccaag aaaacaggcg ctacttccat aactaattat cgaatacggt ataagtgata
  1123141 aatctttacg aacatattgg ctaatgaaaa agtatgcggt aataattcct gccgcaataa
  1123201 atgctaaaat atctccgtat aaggcttctc cactaatttt gaagtcttgc catccaatga
  1123261 cgatacttcc tgaaatagcg atgagacaac cgataaccgc gcctctcgta aacctttcct
  1123321 tgaataaaaa ataaccacca atcattgaga ataaaggttg taacgttacg ataactgtag
  1123381 aacttgctac agaagtatat tgtaacgatt caaaccatag tacataatgt gcagctaaaa
  1123441 atagaccaga aatgaatccg aatccccatt gtcttcttgt tattgttttt agttcgcttc
  1123501 gattgttttg attaaaaagt aataatggta acagaattaa tacagcgaaa aataatcgat
  1123561 aaaaagcaat gatagccgca ggtgcatcgg ctaattttac aaaaatcgct gaagttgata
  1123621 aggcgaatac accgaaaaat aagatgcaat atgaaagaat aggtgatttc aaagtttgtc
  1123681 cccccgatag attgtctatt ataataaact aaatatgata aaatgtacaa aagtaagtat
  1123741 ataagtctcg gagacgatag aaaaggatta tttgcttttg tttagtaagt cagcacaaaa
  1123801 gcgataaaat atatattatg atggacgaag gaaggattta ctatgataca tgataggctt
  1123861 ggacaaactg tattaagtta tcgtaagaaa aataagatga caattcgcga atttgcggat
  1123921 tatgcaggaa ttagtacttc attaattagt caaattgaaa gaggacatgc gaatccctcg
  1123981 ttaagtgtat tggaattaat agcgaaagcg ttaaatgtac cgctatttac actgtttatt
  1124041 aatgagattg atacagattc actcatttct aagaagaaag atagaaagaa agtatatcga
  1124101 gaaaatagcg atcatatcgt atacgatgta ttaacacctg attttatgaa agcgcgtatt
  1124161 gaaatgttaa tgatggacct aaataaacaa gcaaatacaa cggaaaatca ctattcacat
  1124221 gaagataaag aagaaattgc tgttgttatg aaaggggaag tttatgtcga attagaaggc
  1124281 aaagagtatt tcttagaaga aggagatgtt gtacgtatcc caccaaatgt gaaacatcgt
  1124341 tttttgaata aaagtgatga atccaatcat attttatttg tattgacgcc atctttagga
  1124401 tgagtataaa gtgatttttt tacgggggat agaaaggtgg aaaataaaac tcttttaaaa
  1124461 ggtggcctgt caattatttc tcaatgtaaa aaagaaacaa atgatatttg gcatgcacat
  1124521 ttcggagcag ctgcaattgc tagttatttt tttatgaaag ataacaatat ggaagaagag
  1124581 ataacacaaa gtatgttttc tcaaacaaaa atgatgctaa gtaagcaaaa cttaggtgaa
  1124641 atcatcggta aaaaagaaga aattaatttt cacagtgctg aaaaaatgat tataaaatca
  1124701 ttagaacata caattgatga acttcattgg gtcggacata atgtcattta tgctgcatta
  1124761 agtttattag ccatgaaaga attacaaaaa tggggtgata atcaagatat taaaggaatt
  1124821 actaacctta tattatcgtt tcgaaaaaca attccaggca gatcgtggat tggttttacg
  1124881 acgaaggaag taaaacaatt aaatataaaa gatgagatag aaaatgaatt gagaaatccg
  1124941 aaacaacttt caaagtttat tttaaaagag ctctcgcaat ttcatattat ttatagagcg
  1125001 gaagcacatc atgatttaat tggtcattta cttacatttt ctcatgcaat taatattatg
  1125061 tatgacttag ggcatataga tatattccat cgagcgatac gtccattatt aaaactagta
  1125121 tacgtattac gtgctagtca aaatcttaca tcgaatagcg aaataacatt acactcaccg
  1125181 atagattgtt tacctttaat cgaatctaaa cgtgctcatg tattaccaac agaaaaacga
  1125241 ttttggctaa aagactatag tacatttgat tgggattttg gacatgtctt taaattctca
  1125301 tatagttact ttgatcatat taagagggct ccaaaatata aagatataac tttagagaaa
  1125361 ttccgatttg ttatgaatat gagatgaagt cattgttctg tataaagggc ataaatttat
  1125421 ttggtgatat tatattattt tcatatttgt aagattttac atgcatattt tacttttact
  1125481 aattatgtaa ataggctata ctaaaataca tacattttag tattggagag agaagtaaaa
  1125541 cgacatggaa ttagtgaaat tggaaaaagt aattgaaata aagaaagaag aacttttata
  1125601 tttagtatcg gattacggaa ttcaacatga aaaagtattg gcattaagtc aagaaataga
  1125661 taaactgatt aattacttta tgtttttaaa atagaaagaa ctatgacatg atgtgaaaat
  1125721 gttatagttc ttttttattt ggaaattcaa atgtatattc tatatactaa taatagatgg
  1125781 aatattctgt tttagaggag ggggatacat gatattacat acgtacattt caggagaagg
  1125841 ggaaccaatc gtacttttac attctggtgg tatgacaggt ttagtagaat atgaagagca
  1125901 ggcagcattt tttcgagaac aaaattatca agttattcgt cctgatttaa gagggcatgg
  1125961 aagatcagga gggacattgg agaattattt tctacgttct gttaaggatt tatatgatac
  1126021 gttagtgcat ttgcaaattg atagatgcca tatagcgggt gtttcactag ggggattaat
  1126081 cgctttatta tttacaaaaa agtatccaga gaaagtgaga acattaactt tttcagggat
  1126141 ctttccggtt aagagggata attgggaaga gtctctggag tatgaagcga agtgtcacga
  1126201 gcaattaatg gaaaatgaag aagttgtaac ttatatgaat caaattcatg aaaaaagtga
  1126261 ttggaaagca ttgcttgaat cgtggcaagt taaagattgg taccctttcg atgaaactgg
  1126321 tgatgtagcg aatcttcaaa tacctacact ttgtattgct gggggagatt cagaagatga
  1126381 agttgtagct gctacaacgt tcaaacaatt aaatgccaat atacatatcg ccgttattcc
  1126441 gtttgctggt catttagtgc ataatgatca accggaaatt tattcggata tattgtctaa
  1126501 tttcttacag aatgcgcaag ttgctagtcg aatataagga cttttgggta taataagaaa
  1126561 ggaattatta attgtatcgg ttaggagcgc agcacatatg aaaacggttg ttgttatcgg
  1126621 tggaggtata acgggacttt ctactatgtt ttatttagaa aaattcaaaa aggataataa
  1126681 tatcgattta aatttaatcc ttgtagaaaa agaagagtac ttaggtggta aaatccatag
  1126741 tgtagaagaa aaggatttta ttatggaatc aggagcggat tctattgttg cacgtaatga
  1126801 acatgttatg ccacttgtaa aagatttaaa tttagaagga gaaatggtat ataacgagac
  1126861 gggtatttct tacatatatt ctgataatac tttacatcca attccgtctg acactatatt
  1126921 tgggataccg atgagtgtcg agtcgttgtt tagcagtacg ctagtatcaa cgaaggggaa
  1126981 aattgttgct ttaaaagatt ttataacgaa aaataaagag tttacaaaag atacatccct
  1127041 ttccctattt ttagaaagct ttttagggaa agaattagta gaaagacaaa ttgcgccagt
  1127101 gctttcaggt gtatattctg gtaaattgaa cgagcttaca atggcatcta cattaccata
  1127161 tttactggac tataaaaata aatatggaag tattattaaa ggttttgaag agaataaaaa
  1127221 acagtttcaa tcagcaggaa acaaaaagtt cgtatcattt aaaggtggat tatctacgat
  1127281 tattgatcgt ttagaagaaa tgctgactga gacggttgtt aagaaaggtg ctgtaacgac
  1127341 agctgtaagc aaacaaggtg atcgctatga aatctctttt gcaaatcacg attcaatcca
  1127401 cgctgattat gttgttttag cagctccgca tgatatcgca gaaactttat tacagtctaa
  1127461 tgagttaaac gaacagtttc atacatttaa aaactcatct cttgtaagta tttacttagg
  1127521 atttgacata ctagatgaac aattaccggc ggacggtaca ggatttatcg taacggaaaa
  1127581 cagtgattta cattgtgatg cttgtacatg gacaagccgg aagtggaaac atacatctgg
  1127641 aaaacaaaaa ctattagtga gaatgtttta taagagtact aatccagtat atgaaacgat
  1127701 taaaaattat agtgaagaag aattagtacg ggttgcttta tatgatattg aaaagagtct
  1127761 cggaattaaa ggtgaaccag aagtagttga agtgacaaat tggaaagatt taatgccgaa
  1127821 atatcattta gaacataatc aagcgcttca aacattacaa gaaaaaatga tgaatcttta
  1127881 ccctaatata tacttagctg gcgcttccta ttatggtgtt ggtattggtg cgtgtattgg
  1127941 aaatggaaag aacattgcaa atgaaatcat tgcaacatta aatgaaccat caaattaata
  1128001 tagaataaat aaataaaatg tccctccatt ataacggagg gacattttat ttattttact
  1128061 tgaattgaga cttttttgtt agttgtatta ttctcggtaa ttattaatgt tatgttcccg
  1128121 gattctttaa atgaatatga tgagagttga taaagctctt ttataccatg tttttctttt
  1128181 aatttattgg taggaagtaa tgttatattc ggtttccatg tttcctgttt acctgaagga
  1128241 taatttacta ttatttctgg attatttaat tgcattggtt tccaagaggc aaaatgtagc
  1128301 ttaacttctt tatctttttt tagtaattct tctgagaaat atccaagttc tccaatgtta
  1128361 ccgaaaacag taaagttttg attttgtaat gttatatcta aatgtttagg ttgatatgtt
  1128421 gctgcatgat acattccata tgaaagagaa agagtagcga tgattaaaat gctgattgaa
  1128481 aatgtcttaa aactattgcc tttaaaacta gtcatcatga atgagtttgg ggcgaacttt
  1128541 tttgcaaata aaaatatgag taatatgagt aagagggata agccgatgaa tatatacata
  1128601 ggaaatttac acctccacaa taaaataata taacaactat attttaccat aaatgtatgg
  1128661 gggaggttgt tgctttagaa gggaaaagtg agtatggaat aaagagatga tcagtgtact
  1128721 gtgatcatct ctttattttt ctcatcatgt aaatgcaaga agggttactc ttagttcata
  1128781 ttgaattaag aggggaggct tctcttgaaa tatttgatta atgggacatt gaggactttc
  1128841 ctaattataa atattttttc tgctataatg aataagtaga aagaaaggag tgatcctatg
  1128901 gcatttccta tattagaaac agaacgttta cgtttagttg aaatagaaca atcttattgt
  1128961 caaaaaatat atgaaatttt ttcattggat gaggtaacat gttattacgg catgaattct
  1129021 tttacggagt ttggacaagc ttcacgtatg attgaatctt tttcaaagaa ttactttgag
  1129081 aaaaaggcga tacgatgggg gattgtatta aaagaaacga atactttaat aggtacaatt
  1129141 gggctaaata atttacaact ttggagtaaa cgatctgaaa ttggatatga cttacatcct
  1129201 cgttattggg gaaatggtta tgcatcagaa gcagccaggg aaattattca ttacggattt
  1129261 caagatttag gcttatttag aattggtgct attacatacc ctgaaaatgt tacttcttgt
  1129321 aaaatgttat gtaaaatagg ctttcataag gaaggattat tacgtggata tattcatcaa
  1129381 ggaaataagc aacatgatgc attattgtat tctatagttc gaacggatat tgaagatata
  1129441 aatttataat aaaaaacccc tcttaaataa gaggggttaa gtaaaaaatt aacctaattt
  1129501 aggtaataaa cgttctccgc ttttcatgct acttttacat aaagggcatt taggctcttc
  1129561 ttcaaatgaa aagttctttc tcatccatcc taaacaatcc tctgcttcac attcccaaac
  1129621 aggggtttgt tctggtggta cttctgctac atcgttcttt cgattgcgat acatgtaacc
  1129681 actcctttta tgtaaaaaat tttagttata tattaaaaag gttgttaacc gtgctggtaa
  1129741 caaccttttt attgtttgaa ttatagcttt acaacgtttt tagcttgagg tccacggtta
  1129801 ccgtcttcaa cttcgaagct aacttcttga ccttcgtcaa gagatttgaa accgtcgcca
  1129861 gtgatagctg agaagtgaac gaatacgtcg ttaccgcctt caacttcgat gaaaccgaaa
  1129921 cctttttcgc tgttaaacca ttttacttta cctgttaatg tcatggtaat gcctcctaaa
  1129981 aattaaaaag attacaatat gatcggcctt atttgaatga aaaataaaag ttcacatatt
  1130041 atcaaaaacc cataaggagt ataaaatgtt cctgattgat acttgataat atgcaaagaa
  1130101 aatatattgt taaattgacc ttaagtacta tcttacaaca aatggtggga aatagcaagt
  1130161 gctggtaata ccagtgtgaa ataggatggt aaaagactca aagacatctc ttttatttat
  1130221 atattattcc taattttggt ttatgctaaa ctgagaacat ttttattgag gatttgtatt
  1130281 aaggaaacga tatagagtac aagaatattg ttgatttatt aaggaggcga gaatattgca
  1130341 gtctactcaa tttaaaatag tggaagcagc caaagaagga agaagaaaag ttcatccagt
  1130401 attcgctgtt atacttgcaa ttgtattttt aactttaggt gaattgttta tgttatttat
  1130461 gttgttttta ccgaaagcag agacactttt aatgaaggca atttatagta atattgagat
  1130521 gatattaacg tttggtggag ctatattttt tgttttttta tggattatat ttgtggagaa
  1130581 aagatcaatt tcatccattg gattttggac aaatcagtgg ataagaaagt atttgagagg
  1130641 tgcattaata ggttttattt ttatttcaat accagtcatg ttacttttat taactggaaa
  1130701 tgtacaacta caaatgcaac aaattacacc aaccgctata cttggaattg tgggttcttt
  1130761 agttgctttt ttaatacaag gtgcaacaga agaaattgtt gttcgaggtt ggttatttcc
  1130821 ggttctttct gttagaagcc gtatatgggt cggtattgtt gtaacttctt ttttatttgg
  1130881 ttttcttcat ttactaaatc caggtattac aatcatttca atatcgaata taatattagt
  1130941 tggtgtgttt gcagcttttt acgttttgaa agacagtagt ctttggggta tatgtgcgtg
  1131001 gcattccatt tggaattggg cacaatataa cgtattcggt tttgcggtta gtggaatgga
  1131061 gatgtattct acaccaattt ttagacctgt agcaaacgga tcggagctct ttcatggagg
  1131121 ttcattcgga attgagggga gcatcattac aacaataatg ctttctatcg cttcaattgt
  1131181 tttatggaga cagttatggg ggagaaaagt gaaacaacga aatctaagtt aatgaaagtg
  1131241 ggagaaacta tggggattat agcgttcgag ggagcaagtg ctgttggtaa gagcacaacg
  1131301 tgtcgtgagt tagaaaagaa ttacggtgct tatattatac cagaagtgaa ttttttattt
  1131361 gaaagaccaa aaaatgaaca tagaacatgg tattttgaaa aacaagtaga gcgctggaaa
  1131421 atagcagtgc agaagtcaga gcaatatgaa atagtaatac ttgatggcga catttatcaa
  1131481 ccatttagtt ataattggtg tttccatttt gaaatatttg atcagccatt atctttaata
  1131541 gaaaactttt ataaagaaaa gctgatacat agggaaattg gttttcctga tcaatatttt
  1131601 tatttatata cgaatgatga agaacttaga gaacggaaag aatctgatga gacgagaaga
  1131661 agaagaaact ttgaaaagca tttacatata tcaaaaccac ttcagcgtta ttatgaaaat
  1131721 ttaaataccg ttacagacgg gtactgtaaa ttaattgagg caaaaagtgt aaagtcgaat
  1131781 gaattagaaa ttgtgaaaag tttaaacagt ttacatgtgt gtaaagacag acgttttgat
  1131841 gtttcgagat tagatacgat tacgaagtgg ttaaaagaaa atcgcgcata aaaagaacga
  1131901 gtacctgtaa ggtactcgtt ctttttatgc gtattgaata tgtaagttcg ttttataaat
  1131961 tgtttttaaa atttgtaagt ttgcttgttc atttttctga atagcatttt tatatttagg
  1132021 taagaagagt tgagaaggat aaactgggag ttcaccgcaa atatcaatac catagataga
  1132081 tttattcgta ataagagaat gaataaattg taaaagtata gatagcttca tatgcccttg
  1132141 atcccaattt gtaatagtga cttttggatc taaaacatcc ttatcaatgc ttacatatat
  1132201 tgtttctgta tgaatatgtg aaagtattgt atgtatcgat acttcatgtg agatatcaat
  1132261 tggaaaaact tctacgtatg aacaatcatt agaatgaatg gttagagaag aaggtccgat
  1132321 aataattact ttctttaaat taccattatt tcgaagagaa aatgataccc aagatccgca
  1132381 ggaaataaga gtctgttcat ttgcttcctt taagttcata tcagtatgat gatcaaatag
  1132441 tataagggta aaaggtttgt ctatttcttc tagtaataaa taagatacat aatgataatt
  1132501 tccagaacct ataaaagtaa ctcccttttt ctttctacga tttaatgccc tttttatatg
  1132561 cattaaagag gaattttcgc aatatagatt ggagtgttct aaatgagtaa aatcaatatc
  1132621 ttcatgtgaa taagaatgta gtttattttg taataaatac gtatcatcaa agtttaaaaa
  1132681 tgttaaaccg ttatgcaata aactcatatt tattcatctc ctttaaatat aaggctatca
  1132741 tttattttta taaaattaaa atgaaatgct ttgagtggaa ttagtattta gaaaagatag
  1132801 tgtttttgac agaataatct ttcaattttt aaagaaaaga aatacaatat aaggaaatat
  1132861 gtatgtgctt caggaaataa aaaatatgca acaaatggaa atgatatttg gaattaaatt
  1132921 gagacaaaaa gaaagttgag attaactatc cgcagcagcg ctggtgatcc aaaaaataac
  1132981 caatatttcg aattattatt tgtgaaagga gaataaagat aagtatgaaa aagattatta
  1133041 tttcagacct tgatgggact ttattaagaa gtgataaaac aatttcagag aaatctatta
  1133101 atattctaag ggaatgtaaa aataatggag acgaattgat ttttgctaca gcaaggccgc
  1133161 caagagctat aaaacaatat attcccaacg tgttaaagag cgagattatt atttgttata
  1133221 acggagctct agttcttaaa ggtaataata ttttatacga aatgaagatt tctaaaaatg
  1133281 acattttaga aatcatagaa atagcaaaca agtataatct tcatgagatt tgtcttgaaa
  1133341 taggtgataa gttgtattca aattttgatg ttactgatta ttttggtaat ataccatgtg
  1133401 aaattataga tgtaagagat ttagactttg aaaaagcttc taaagcaatt atttgtacta
  1133461 atggcccaat aaaacagaaa tttattaaag aattgcctga tgaatgcagg ggagtcatta
  1133521 cagatgatgg cacattgtgt caaattatgc atgcagaagt ttcaaaatgg aatagtattc
  1133581 aatatgttct acagcactta aatcgagacg tatctgaagt tattgccttt ggagatgact
  1133641 acaatgatat ggaaatgata gagaagtgtg ggattggtgt agcaatgagc aacgctgttg
  1133701 aggaattaaa ggcagtcgct aaatttattg ctaaaagtaa cgatgaggat ggagttgcta
  1133761 catttctaga aagtaaaagt tatgtttatg ttgactagta tgaaaaaaat tgtagtaagc
  1133821 agcgaaaaaa gagatgctgc atctgttttg ataaatagat attatgaatg agatatgcgg
  1133881 gaggaaacaa gcaaaatgaa aacattcttt aaaataattg gaattatagc tggtatggcg
  1133941 gtaatcggag taggtgtaac atatggcatg ctgtattatt tgaataatag taaaccagct
  1134001 gctaaaaagg catcaccagc tgctccggca gcagaagtac tagctgatag taatgtaaaa
  1134061 gctgaagatg caaagctttt agaaaatggc aatcattcac taccaaatag cggttttaat
  1134121 aaaaatttca agtggacaga tgagaacata cagacagcgt tgcatgaaat ggcacatcaa
  1134181 aaaacaaagg ctgatcaaaa gtggggttat atttttatca cgcaagaacg aattgaaagt
  1134241 ttacttgata ttgtaaagag taatgagcta gtacaaggaa aaacatatgc agatatttta
  1134301 gaaagatgga aacaagggaa atatgaaaaa atggacgcgg atcacaacaa gatttggaaa
  1134361 ttacaaagtg gaaatttagg cgaaggaaaa ggggtaatgt cagaactgga acaaaaagag
  1134421 ttaattaatc aagtgtttat gcaaaaaggt acatattcgg gtagtcaatt aattgcaggt
  1134481 gggggacaga ctaataaata agagatattg tggaggaatc tatcaccgta gtaaggggcg
  1134541 ggtggattag gatggattat tatcccatga taacgctgtt tgactagcgg aataccgtat
  1134601 ctcggatttc ccaatgaggt gcaaacgatc tatatatttc tacttaacaa ttaatagatc
  1134661 ctcgattaat aaggataccg tgattaaata gttttgtgtg gtgcattaac gaccaaggga
  1134721 gtagatactc ttcattataa aaatgcggaa ttacagttgt attaataaaa acaccttctt
  1134781 ataaaagtag ataaaatatt ttgttctatt tataatatga gcattaaaac ccaaaaagga
  1134841 aatgtataat gcatgtctat ataaatatat gtttagttca tacaagtgtg taaaaacaca
  1134901 tttaaataaa aaattcattt tgtagaaaag gggaaaggat atgtgtactt attgggaaaa
  1134961 cgcagttaaa gagttcttta atttaagagg aaagaactgg aacgaaataa aagagcagct
  1135021 agcaaaagct aactgctccg taaataagaa gaacacaatg gtcatttgta ttcaaccttg
  1135081 gtgtatctat agtattaaca tgttttagaa tttttaacaa aaaaacgggg gaatgagggg
  1135141 agtgaaagga aaatacttta tataaagggt ccttttggcg atttaatcta ttgattgcac
  1135201 tcgtggtaat attcatcaca tgcatcgtta ttatcgttac agcagataca aaatgttttt
  1135261 tgaataaata aactaactac actagtagga ccttcctgct ttgtaagagt aagactttga
  1135321 aaatcttcaa cttgaaatat ttttgtttga acgggttgta atgtagtagt aattggtatg
  1135381 ctagatcttc ttgttagaat agttacttaa acgggtgcac tcataccgac aacgaataac
  1135441 tgaattaatg ttttattgtg attgttggtg aaatcttcaa atactgtttg tggagtggta
  1135501 tttagaaggt caatagatgt aggtatattt ccatttaaat tttctcctga accaccaatt
  1135561 gtatgagtct caacaaaaca gttatttttt tgacggtccg aatgcgattg atttttataa
  1135621 tactttttac catctttata aaagtaatca gccatatgaa tttaaaactc ctttctttta
  1135681 gatgtctata tagtctattt aatagagcga agtagtgctt gtacaacata ataaaatccg
  1135741 ctctcgtaat tacttgaaaa tgttatttga aaattaaaga gcgcctttgg aggaaggcgc
  1135801 tttatgacca agacttattt agaaaaaagg gttcatatca tattgtatgt atggttttta
  1135861 gagaggtaca gttttataca aagatttgta tttcgtaaca agaggaaaga gcaccatata
  1135921 agtgctcttt ttgagagtga gtataaatac caattattct atactagtat atgcactgta
  1135981 ttatgtagtt gctactaaaa ttaatttcag tttttaaaat tagaggtttc ttttaatgaa
  1136041 acctctaaaa agataactaa atttacgtta ttgtaaattc gattgcgata ggagttcctc
  1136101 catctaggac agctcctcct acaatagtag cagctgtagt agtcacacca gtaatagtat
  1136161 cacctgtttg aataacgcca ttaatataaa gcgttaaaaa agcataagaa gcagggaatg
  1136221 ttgttacagc accagtgtca tcagtgaagt ctgtgttagc aaaagttaaa tctgctccag
  1136281 cagcagtccc tgtagcagct gtacttacaa atcgtcttcc agctataaaa ggcttaacga
  1136341 taggcattta tgttcacctc tttttgagaa taaactcaga caagtttttt tgaaagtctt
  1136401 gtcctgtagt ttattctatg ttgtgcttct tttaaaagat acggcttgta tactagtaaa
  1136461 aaagtataat tcttatgtgt ttgatttctt aatgtggtca tcactagtat tagacaacgt
  1136521 aattaaaata acatgtgttt gtgtggggat agcaattatc tacgctactt taaaaccgag
  1136581 aaaaaccgaa acaaagacaa ctaattatag tgcgactgtt aatgatccta atttaagtaa
  1136641 agaagaaaca gaacaactcg ctaaaaatgt agtagataat atgaagaagg gattaaataa
  1136701 atattaatta atgtaggcgc tgccatcaac ttggttagcg ttttttgttg ttaaggaaag
  1136761 atatcgggaa aataaaaaag agagctaatg ctctcttttt ttagtggcac ggtaattaat
  1136821 cacagattgg tattccaagc actcttaaag ctaatgctac ttgaagagaa atctctaatc
  1136881 tagcaatttc gataccagct attgaaagaa ctaaaaaagg ttgtccgttt acaaacacaa
  1136941 cgcaactatc catggttacg cctcctttct aacaatctac tataatatat gaaggaaacg
  1137001 ttaatatgta atagttgaac tgatggattt aatataatta atagattaac ctaacccatt
  1137061 taaaccgaac aaaagaactc aacgaatgga aaaagcaaga atcaaatgat tcctgctaga
  1137121 tggagatata aggtggataa tctgatagtg ctaataaact ctggtgaaat gtaaaaatct
  1137181 gatttaaatc cgtttggtgt cttgattttt agtttcatga tttctctcct ttaaatttag
  1137241 tttttacatt gctatatacg tctgtttgat taagtgcaga aacttggatg aaatcagtgt
  1137301 cagcattacg gaataaaggg ccagatgtat acgcttggta gcgaggttca caatgacaat
  1137361 cacagtcgta ttttttccgt cttccgtacc ttctagatat cgttttactg cttgtatttt
  1137421 atcttttgaa gaaaatttaa ccataaaaaa tgcacctcca attgttaatt atgtgtctaa
  1137481 caattggggt gcacttcatt tagagacagt ctttttaatt actataatct ggtgtttttt
  1137541 tcagtcccta agacatattc tttgccttta agctggcatt gaaaaactta acaatgtttc
  1137601 tttttacaat gacaacaaat aaagaaacat ttacaacgac acttatttcg cttaaacttc
  1137661 caatcattat cacaatggtg tttatcttta gatttccacc aatcgtcatc acaatgatgc
  1137721 ttatctttag atttccacca atcgtcatca caattgtgct tatctttaga tttccaccaa
  1137781 tcgtcatcac aatgatgctt atctttagat ttccaccaat catcgcaaca atgatttttc
  1137841 ttagaactcc agcaatcatt attccaggac attcttttat acctcccttc cattagggtt
  1137901 catattattc tatgttttag taaaaagaat gcttgtttat taacctatta ttatattttt
  1137961 atataataga gagctttcta ctagaaatag aattcataca aactatgcta attttcaaga
  1138021 ggtatatgat gtttttgtga gagcgtatgt attggaggga atcctaaaaa agtgctaaca
  1138081 agtttgcaaa cgaacttgct agcacctatt cgaaatagac ataaattatc gctgatatgt
  1138141 cgactttgaa aatagtttta attaatgaaa tcacacttat acgaaaaact cataaaaaca
  1138201 gcctttatat aagtagtatg aaagaaaacg tgggttgata ttcttcaaag gatttcaact
  1138261 catgttttct ttcatattat tttatacttt cattaccttt aattgtgaaa gaaacgactg
  1138321 tactacaggg gagatccatc tagatttatg atagattaca tgactttgaa taacagaagg
  1138381 agtttcgata gggtgaaatc gtatttgttc cttttgacaa ttttcttgta caacgatgta
  1138441 aggaagaatt gaaattccta actcacacat aacagattgt ttaataactt caacgttgga
  1138501 agtttcaaat gttttagctg gaatattccc gctttgacgt aaaaaacgat ctaccattgg
  1138561 tctataaccg cagctttgtt cagtaaaaat aaactgagtt tcctttaata aacaaaacgg
  1138621 attagactgt gtagaataat ggggtggtaa aatccatcca aatgtttcat tactaaaagt
  1138681 acatgtaata aaatcattat gttctatact ttctccaatt atgaagacaa cgtctgtttc
  1138741 tccttcatgt aatttttgta atgcttgttc atttgtgttt gtttcaagta cgatatttac
  1138801 tttcggattt ttctgtttgt aagtacgtaa tagttgtggt aaacgatata ctgctaatga
  1138861 ttcgtttgat gtaatactca atgtaccttc taattgatcg gtattttgag ggatttcttg
  1138921 cgccttttca taaattgcaa gtaattctaa agcataagga tgaaattgat gacctgcttt
  1138981 tgtaagaagt actttttttc ctaaccgatc gaaaagagga atatgtaaat cgttctctaa
  1139041 tgctttcata tgcgctgtaa ctgtagattg cgcataacct aatgcatgag cagctttaga
  1139101 aaaactacca tacttaacaa tcgcacaaaa tgttttaaca tgtctcattt ccataagcaa
  1139161 tccctctttt attatcatga tttgtgaatg attatatcac gtatttcaat tttccaaatg
  1139221 attaaattcc ttataaaatg aaattgtaga aatatttatt catttaatat tggaggagaa
  1139281 aagatgagtg aaaagggcta tcatttagct gttgttgggg ctacgggtgc agtaggtcag
  1139341 aaaattattg aactgttaga aaaagaaaca aagtttaata tagctgaagt tacgttactt
  1139401 tcgtcaaaaa gatcggctgg taagacagta caatttaaag ggcgagagat cattatacaa
  1139461 gaagcaaaaa taaatagctt tgaagggata gatattgcct tttttagtgc tggaggagaa
  1139521 gtttctaggc aatttgtaaa tcaagctgtc tctagtggtg caatcgtaat tgacaatact
  1139581 agtgaatacc gaatggcaca tgatgtaccg cttgttgttc cggaagtgaa tacgcacact
  1139641 ttaaaggaac ataaagggat aatagcagtt ccgaattgtt cagcattaca gatggtaaca
  1139701 gctcttcagc caatacgaaa agtattcgga ttagaacgaa ttatcgtttc cacttatcag
  1139761 gctgtatcgg gttctggtat tcatgcgatt caagaattaa aagaacaggc taagtcaata
  1139821 cttgcaggtg aagaagtgga gagtactata ttaccagcga aaaaagataa aaaacattat
  1139881 ccaattgcat ttaatgtact tcctcaagta gatatattca cggataatga tttcaccttt
  1139941 gaagaagtaa agatgataca agaaacgaag aaaattttag aagacccaaa cttgaaaatg
  1140001 gcagctactt gtgtgcgtgt tccagttata tcaggtcact cagaatcggt ttatatagag
  1140061 cttgaaaaag aagcaactgt tgcagaaatt aaagaagtat tgtttgatgc accaggtgtt
  1140121 attttgcagg ataaccctag tgaacagctg tatccaatgc cattatatgc agaagggaaa
  1140181 atagatacat ttgtcggtag aattagaaaa gatcctgata caccaaacgg attccatctt
  1140241 tggatcgttt ccgataattt attaaaaggt gcggcgtgga actcggtgca aattgcagaa
  1140301 acgatggcgg aagagggaat catttagtat taacgaaact agggaactgt taaagattac
  1140361 agtttcctag tttttatttt ataactgttc gctttattcc agccgtattt gatttgaaag
  1140421 acagtaaaaa acatcaagaa tgaatacagt ttatttggta cgatatggat aaattcaata
  1140481 agggggaatt agatgtatca agtaaaggga tatttttcat cgctaaaagg aagtcattat
  1140541 gaaatcggta agcaacaagg ggaatttgta aaacaacatc cttaccttat tccgcaattt
  1140601 atacagaaag aaaatttaat atcgcatcag cattggacag aatctaggaa catattacat
  1140661 aattattgtc caggaattaa tgaagagatt gaagggtttt gtgaagtatt aaaaattcca
  1140721 tctgaaaata tgatgtatta ttatcaaaca ctattaaaag caggttgtag ccattgtgct
  1140781 gttttaccta aaaagacaga tttaaagcat acttatgtat taagaaacta tgatttgtca
  1140841 ccagtaatag atgagatgcg cttttgttcg acttatgttg aaggtgcata tgcacatagt
  1140901 ggtttttcta ctcaatattt tggccgaaca gaaggagtta acgagcatgg attatctgtt
  1140961 acattttcag catgtggtca accggtagga aatattgctg gtttaagaaa gccagcggta
  1141021 agtggtttac aatgttttgc ggtcatcaga gtattattgg agaaatgcaa aaatgtgcag
  1141081 gaggctaagt cactaataga agaaatacca attgctagta atatgaatct aatagtagca
  1141141 gaccctttag atgcagtatg tattgaaata tttgatggat ataaatcaat aatcacaact
  1141201 gttgaggaaa gccaagattt tatcgtatca acaaaccatg caattagttt acctattcaa
  1141261 aaactgaata gtagaagatt agaacaatct acaaaccgat atcacacatt gtatgaacat
  1141321 ttaaatcgaa atgaacaagt gagtatagag tctttaaaaa gattagtaca aatagaatat
  1141381 cctgccgggc tgacggtgca taattatgaa gaatggtttg gaactttaca ttccgtatta
  1141441 tttgatttgc atgaatgcac aatgaatatt tgtttcgggt cgccactttt caatgactgg
  1141501 tactcgttgg aggttggagg gagtcttcct ttttctgagg tgaatgtgaa ctttgaaaat
  1141561 aaaatttata ctgatttttg gagagaagag aataataaat tgattccaaa agggtaaatg
  1141621 ggataatatg gtagcgctga aggaggttat ttatactgga gggattaccg atgctaaaca
  1141681 ttttattaat gattgttttt atcatttttt tagccgtttc catgtatatt gcgtatcaaa
  1141741 aaagaaaaaa agcagaaata aaaggattga agagtgcatt aacttcaatt tgtttctttt
  1141801 cacttgcaat ttttaatttg ttcgcatatt ggtttcagtt cggcggtatg ttgacagtgc
  1141861 tattttcaat cgtattattg ttagttgggg cttattttac aaaatatatt ccaatttcca
  1141921 aaaaggtaca ctaaaattta tagttaatac tttgtttcat tatggaaaga gattattcta
  1141981 ctaggtcgtt atgaaatgac ttcataggat aatctctttt gttcgtttaa ttttgtaaag
  1142041 aatgtacggt tagtttcaat tgtttaataa attctcgagt tgcagcacac atatatttat
  1142101 cttttctata aataagccct atttctattg ttggagtagg attttctatt ttaatagctt
  1142161 gaatgttttt attttgtaga aagtctatat acggttttgg taaaactgta attcccattc
  1142221 cttttgaaac catttggatt aaagattcca ttgtactaat ttctaaaatt ggttttggtt
  1142281 taaagttgaa tttttgacaa tgggatgtaa ttaattcggt taaaaagaaa tttttaggta
  1142341 aaagaattaa agggtaattc tgcaattcag caatagatac atgattatgt ttagctaatt
  1142401 gatgaccagt tggtacgact attataagtt cactttcgta gagaggagca gaaataattt
  1142461 ctttatcttg caccggtaga aatgtaatgc caatatctaa ttcgttttgt aataattttt
  1142521 cacgaatatc tcctgtgcga agtcctaata cagaaagttc tatattggga tataagttat
  1142581 taaaatttaa aatagctggt ggtagtaagt aatttacgac ggttaataat gatccaattg
  1142641 ttaaggaacc ttgttgtaat ccgtttaaat cttgaatagc agaacgggct tgttcaattt
  1142701 catgaaaaat tgttttacta tgtaataata aaatcctccc agcttcggtt aaagatattt
  1142761 ttttaccaat tcgatcgaaa aggggcattc caacttcatg ttctaatgaa cgtatttgct
  1142821 gactaagtga aggctgtgaa atatttaatt tctcagctgc ttttgtgaaa tgcaattctt
  1142881 ttgaaacagc taaaaaatat tcaagttgtc gtaattcgat ttggatcacc tcaagtataa
  1142941 tgataggttt tacctattat tattatataa ataattggat tgaacaatga ttttttaggt
  1143001 tttataatca tctaaaagag atagtagtaa aaataaatcg agtgagaaaa tacatggaac
  1143061 aatcttaaag gaggaaatag aatggctaat gaataccaat tattatcttt aaatataggg
  1143121 ttaccgaaag aggttacata cggaggaaag gtaattcata caggaataaa taagaaacaa
  1143181 gtaaaagaac cggtgttttt atcctttgta aaatttaatg gagatggtca agcggattta
  1143241 gttcatcatg gtggagtaga taaagcggtt tgtgtgtatt cgggagaaca ttatggatat
  1143301 tgggaaaaag agttgaatca agtacttgta tatggagcat tcggagaaaa tataacaatt
  1143361 agtggtatgt gtgaagagga tgtttgtatt ggtgatacat ttcaaattgg agaagcaatt
  1143421 gtacaagtaa cgcagccaag gcaaccttgt tttaaattag ctaagaaata caatatcccg
  1143481 aagttaccac tatattttca agaaacagga tatacggggt tttattttcg cgtattaaaa
  1143541 gaaggatggg tatcacctgc tgatacatta aaattactga agtcggatct aaaaggtgtg
  1143601 acagtagctt ttgctaatcg tattatgcat aaggaaaaac aaaatttgga aggggtaaag
  1143661 aggatcttag aagtacatgc actttctaca agttggagaa atacatttga aaagcgaatg
  1143721 agaggagaag aaatgaatac gaaggaaaga ctagaaggga aaaaataata aaaaatattt
  1143781 ttttataaat ggtgcatttc tattagtaaa aacgaattag aaagcgctat ttttatatta
  1143841 taaacttatt aatattcaaa aatcttaata tctttttatt cgacttattt tcgaatagtc
  1143901 gaaacataaa attaattaga ctttttttta tattttatga tagtatattg attggtaaga
  1143961 cctattactt taagagcagg ttctacaact atatctaatt tgatggaatt aacatatgga
  1144021 gggacaacat ggggaatgtt gaaagttttg aaaaacttct tttagaagaa ccgaaaagag
  1144081 agcagttatt tcctttattt gaagaagtgt ttgggattcc aagtcaaaca ttgcatgatt
  1144141 tttcagagag aggctattgg gatgatacat ataaagcgtt atcattttta caagaagata
  1144201 aagcgattgc aaacgttgcg gtattctcgt taccattgct agtgaatggc gaaagaataa
  1144261 atgcagcagg cattcaatcg gtgatgacac accctaattt tcgaagacaa ggactcatga
  1144321 aacaattaat gagtaaaatg atagaagaaa tcgataagaa atgtgaatgc acattattgt
  1144381 ttacggaaaa acctgaacta tatacatcat atggttttaa agttgtgcag gagtatttga
  1144441 tgactattcc atatgataaa aaggataata atgattcctt acttagagag ctagattatt
  1144501 atatggaaga ggatagaaag ttaatacatg aaactataga tagtagccaa agactttcaa
  1144561 ataatttttc aacattaaac ttccatcctt cgttttattt gaatatgtat aattcggaat
  1144621 ggaatgagaa attgtattat tcagagaaac tagatgctct aattgtatat gaagtagata
  1144681 atgaaaagtt gaaattatat ggggtgtttg caccagtaat tccagtttta gatgaaatat
  1144741 gcggggaaat cgctgaaaga tttacagaaa tcgaatttta cttctctcca gatcaattag
  1144801 gggttgaggg tgtacagttt acagaattac agtctagtaa gtatttaatg gttcgaagta
  1144861 gtagagaatt ggatttgaaa ggttataaat tcccagtatt agtagaattt taaatgtgca
  1144921 tacagatgct ttattatgga ggaactatga aaatatcaca tataccagaa catattgagc
  1144981 aacttactat aatgaatgta cctgaatatt ataagcttaa taacaatcat gcgttgattg
  1145041 tccgctcgaa agccgaaaca gatttttggc ttaaaacaca ttatggtttt caagtaatga
  1145101 atggtcatgt attttatact gagacgatga cagactttca agctgaagtt caattgcgta
  1145161 tgaatccaaa ttcaaaattc gatcaagccg gtctctttgt tatgatttcg gaaaagtgtt
  1145221 ggctgaaaac ttcattagaa tatattccag atggtccatc tcatttagga gctgtcgtaa
  1145281 cgaataatgg atattccgat tggtctacac aagactttcc aacagaatta gctaacgagc
  1145341 aactgcgttt tcgaattgtt cgtaaacgtg gtgattatac aatatatgtg aagaagatcc
  1145401 accaatggga acaaataaga atcgctcatt tgatggagga tataggaaat aagcctatta
  1145461 aaataggttt ttacacgtgt agtccgtcta aaaataatgg atttgagact gagtttttag
  1145521 agtttacaac tgaaaacata tagatgaaaa accgtattct tttcattaag aatgcggttt
  1145581 ttatatgtat ataataaaaa gcacatttat tgaccgtaaa gtcattaatg cttatcattt
  1145641 aataatgtta aatattaatt tacataatat aatagggata agaaagaaat tacaaactac
  1145701 agcacttaaa taaggaggga tatgggttat tcggtggtaa tttcatggga aaaggagatt
  1145761 atgtatgaaa tcatttcgta aattattaca gtatttaaaa ccatacatgt tcttcgctat
  1145821 tattggacca ctatttatgg tacttgaggt tgcgatggac ttaattcaac cgactattat
  1145881 gcaacatatt attgatgttg ggatagcaaa tcgggatttg aattatgtaa taaaaatggg
  1145941 gcttcttatg ataggagctg cagcactcgg cttagttgga gggcttgggt gtatgatgta
  1146001 ttctacaaaa gcagctgtta atttcgctac tgacatacga aaagatgtgt ttgcgaaaat
  1146061 agaaacattt tctagtgaaa atcgtgattc gtttggaact ggaaagttat taacgattgt
  1146121 gacaaatgat attacgtcta ttcaatcggc aatgacgatg acattacgtg ttcttgttcg
  1146181 tggtcctttg ttatttatcg gaagtataat aattgttttt gtaacagcgc gcgagttatt
  1146241 tcctatatta ctcgtagttg ttccgatttt attgcttgcg attatataca ttgcaagtag
  1146301 agcaagcggg acattcaaaa aagtgcaaga agcattagat aaagtgaata caaagttaca
  1146361 agaaaattta tctggagtac gtgttattaa agcgtatgta agacaaaaat atgaaatcaa
  1146421 tcagtttgga aaagtgaata caaacttaac aaaaataaat attcgagcgg tgcagcttat
  1146481 ttccttaatg atgccaatca taatgttagt tgtgaacggt gggattgtag caacattgtg
  1146541 ggttggcgga gaaaaagtat ttaatggaac tcttcaagta ggggctatat tagcgtttat
  1146601 aaattatttg aatatcattt taatgtcact tatgtctatc agtatggtat ttatgcaaat
  1146661 cgcgcgagca tttccgtctg cggatcgagt acagcaagtt ttaaatactg acgttgatat
  1146721 tacgacccca aaaaatgcgc ttgcacctaa gcgaattgag ggacaaattg actttaaaaa
  1146781 tgttagttat agttatacga aaaataatga atatgtttta aaagatattt catttcgcat
  1146841 aggtaaaggt gaaaaagtag gggttatcgg ttctacagga agtggtaaat ctactttagc
  1146901 aaaattgtta ccacgcttat acgatgttga tcaaggtgaa atatgtattg atggaataaa
  1146961 tgttaaggca tacgatttac aaaaacttcg tggttcaatc gggtttgtac ctcaaaaggc
  1147021 attgttgttt tcaggtagta tagaagagaa cttacgttat ggaaaagaag atgcaacgaa
  1147081 ggaagagctg gaagtggcgg cttcatcagc ttgtgcgact gagtttatta acaagctaga
  1147141 agattcttat caatatcatt taacacaagg tgcgacgaat ttatcaggtg gacaaaaaca
  1147201 acgtgtatcc attgcgaggg cgcttgtgag aaagccatct attcttgtat tagatgattc
  1147261 tacatcagca gttgatgcta aatcagaatc taacattcaa tcagcattaa ggagagaata
  1147321 taaaggaaca acaacattat taattgcctc taaaatctca tcaataatag atgctgataa
  1147381 aattctcgtt ttagataacg gtgaattagt tggtgatggt acacatgaag aactgttaga
  1147441 acaatgtgag gtttatcaag aaatctatct ttcccaaggt ggcaatttac ataaagaagg
  1147501 tgggaaagaa catgcgtaat tttcaaggac aatttgctaa taaaggtggg cgtaatgcgc
  1147561 caaagataga taaggctaaa aatacgaaag gtactgtaat gagagtatgg aactatatgg
  1147621 gctatcaaaa ggctgctctt acgttcgtta tatttttagt acttgttacg acgttacttg
  1147681 ggttattagg gccgtattta atgggagtaa ttatcgatca atatattgta ccaaaggatg
  1147741 taagtggtac agcgagaatg tgtttgttac ttatcgcgat ttatggtgta acagtattat
  1147801 taacttggtt acaaacattt gtaatggtca atgttgcatt aaaaacgata caaaaaataa
  1147861 gacaagatat ttttaagaaa atccaaacgc tttctttacg gttctttgat gtacgttctc
  1147921 aaggagattt aatgagtcgt gtgacaaatg atatagataa tttgaatcaa gcgttgacac
  1147981 aaagtgttgt acagattatt tcatcagcgc taacttttat tggtgtgaca attgcgatgt
  1148041 tcgcattaga ttggatttta gcaattgtta ctttaattac ggtacctatt atgtttttcg
  1148101 ttacaaaaaa actagtggct tatagtggta aaaactttgc aaagcgtcaa aaagatttag
  1148161 gagaattaaa tggatttatt gaggaagcta taacaggagc ggatgttaca acgttatatg
  1148221 ggaaagaaaa agaaaccgta cagaaattca ataaaattaa tgaacaacta agagtttcag
  1148281 caacgaaggc ggatacattt tcagctttta tttttccgag tatgaacttt attaacaact
  1148341 taggtatggg acttgtaatt gggactggat cagtaatggt tttaaatgga atgacaacag
  1148401 taggtgtcat tgcggctttt attaattatt ctcgtcagtt ctcaagacca ctcagtcaat
  1148461 tcgcaacttt aatgaatacg attcaagcgg cagttgctgg tggggaacgt gtctttgaaa
  1148521 ttatggatga agtaccggaa atcaaaaata aaaaagatgc attcgtaata caaaatttac
  1148581 atggacatgt tgcactcgag aatgtttcat ttggatatga ggaaaataaa acgattttaa
  1148641 aagaagtgag tcttaaagcg cggccagggg agacaattgc tttagtaggt ccaactggat
  1148701 cgggcaaaac aacaatcatt aatttgctaa cgcgctttta cgatgtacag caagggcaaa
  1148761 tttatattga tgaaaaaaat attaaagaat atgatttgaa ctcgttgcga agtaaaatag
  1148821 gagtagtctt acaagatacg tatttatttg ctgggtcaat tatggataat atacgttatg
  1148881 gtcgattaga tgcgagtgat gaagaagtaa tcaatgcagc taaggcagca tctgcacatt
  1148941 cttttataaa acatttaccg aatcaatatg aaacaaaaat agccacagaa ggatcaaatt
  1149001 taagtcaagg acagaaacaa cttcttgcaa ttgcaagggc aattttagca gatacagata
  1149061 tattaattct cgacgaagca acatctaata tcgatacgag aacagaatta caaatacaag
  1149121 aaggactaaa caatttaatg agaggtcgaa caagtttcgt aatcgctcat cgactgaaga
  1149181 cgattgaaaa agcagatcaa atccttgtta taaaagatgg aagcatttta gaaaaaggga
  1149241 atcatgaatc tctcatggaa gatagaggat tttactttga cctgtatacg agtcagttta
  1149301 aaatttaata agaactttga tatagtgcgg tttctctaga aaggagaaac cgcattttta
  1149361 tatttgtaaa gataattaga gctatagagt taaaaatttt tagatgttcg aattattaga
  1149421 agaaactagc gaattcagtg acagatagaa ggattaattt acgtggtatt gtaataatct
  1149481 caagagccat ctgtgctgaa tagagaagta ctggagttaa ctctaaagcg tgggttaata
  1149541 ataaaataaa gcatgttagg attgcgaagc tccccaaaaa gaaacttttt gaagtgttgc
  1149601 ggaaatcttt tattaaggaa aagaatgaaa aaaataccgt aataacgaga atcaaaaatt
  1149661 tatatttatc agccattgaa accctcctaa agaacaataa cttatattat agcgtatttt
  1149721 tctgtattat tataaaaaga ttttaacatg aataataaaa agtggatgcc gcaatttaaa
  1149781 gtattatttt tgattttttc atttaaaaaa tagattagcg ccctatttat tatttgcaag
  1149841 tgttgtactg gatatttgac cggacaataa gacgagcttt gaatatgtta ataaaaaggg
  1149901 ggtgttgaaa aatggctaga tatagtttac atgcaggtca taacagcatt gtacaaggcg
  1149961 cgaattatgg gaatcggaaa gaacacatta tggatcgcca agttaaggat gcagttgttg
  1150021 ctaaattaag agcattaggg catacagttt atgatgatac tgatgaagta gggacaacgc
  1150081 aggcacaaaa tttaaataac atcgtatcaa aaacaaactc acatgatgta gacttagtag
  1150141 tttcatttca cttaaactca tatgatacga gagcaaatgg tgttgaagta ctttactatg
  1150201 atcaacaagc tttatcagca aagatagcag cacaactttc aaaagatatt ggctggtcaa
  1150261 atcgtggtgc aaaggaacga aaagaccttt atgtgttatc gaatacgaaa gcacctgcaa
  1150321 tcttaattga acttggattt atcgataatg aagcagatat ggcaaaatgg aatccagata
  1150381 agattgcaaa ttcaattgtt tatgcattaa ctgggcaatc tggtgggaca actccgccat
  1150441 ctaaacaaaa tattatccaa tcaggcgctt tttcacctta tgaaacacct gatgtaatgg
  1150501 gagcattaac gtccctaaaa atgacagcta acttcatctt acaatctgat ggtctaacat
  1150561 attttatctc tgaaccaact tcagatgcgc aacttaaggg aatgacggat taccttgatc
  1150621 gtagaggctg gtggtatgaa gttaagtaaa ggttttagtt tagtgaaaca gaatatttaa
  1150681 aaatcattcc gcccaaaaaa agaggatact tttaatgagt aatcctcttt ttgaaattaa
  1150741 agaaatttaa gtgattacaa ttgaaattgc actacaaact aataaaacgg ccataatgat
  1150801 gttaaatgat ttagtatgtt ttaataatag tttttgaaaa atggaaccaa ataagctcca
  1150861 actacatgta ctcattaatc caactacacc gagaaataat gaaaaaagta gataacttga
  1150921 atatgaattg taataaggga gaataaaagt tgatactacg gttagtccga atagtatccc
  1150981 tttagggtta ataaactgaa ggagaatccc tactgtaaat aaatttttat tatatttttc
  1151041 atcgggatct gtgctagttt tacttgtaag tattttaaaa gctaaataga gcatataagc
  1151101 tacacctaaa atttttaatg gaaattcaat tatgggtaga actttaatta ggaaaatatt
  1151161 aaagaagcta cataaggaag tgaggatgaa aaacccgaaa gctactccaa agcaaaattg
  1151221 catactcttt tttaaaccat gttgattagc gtatgtcatc gctaaaaaat tgttaggtcc
  1151281 gggtgtgaag ctacttataa aaacaaataa caaaaaagaa aatataggca tttcaaaacc
  1151341 ccctaattat tttgtgtgtt ataatgaccg aaaagaacaa tataacgtgt gctttttatt
  1151401 atgcataacg gtcgttatat tgtatatagt gtaggggtgt ttcttatgga agaaattcaa
  1151461 cttattttgg cgaaaaattt aaagacaata cgagagaagg aaaagttaag tttagaaaag
  1151521 gtttcccaat taacaggtgt gagtaaaacg atgattggac aaattgaacg aggagagtca
  1151581 agtccaacat taacaacgat atggaaaatt gcgaatggtt taaaagtgtc ttttacttct
  1151641 ttaatcaata atccgcaacc ggatacgaaa gttattttac gaaatgatat tcaagtatta
  1151701 tcagaagaca gtgggagata taaagtgtat ccttcttttc ctttccaaga tgataggaac
  1151761 tttgaaatct atacggttga aattgaagca gaaggaaaat taagttcgga aggacataaa
  1151821 gaagggaccg aagaatttat aacagtgttt gaaggagaat tgacaattga aataaatgat
  1151881 tgtcaatata aattaaatag tggggatgca attcgcttta aggcggatag accacatacg
  1151941 tatcataatt ttggaagaac gctaacgcgg ttaagtatga ccatttatta ttcagcttca
  1152001 taaatttaca gctgacttaa aaaacataga aaggggtaat ggtaaaacca tctataagag
  1152061 atggttttat tttttataat tcacaaaaaa agacactcat ttgagtgtca acatagtatt
  1152121 gctctcgcgt ataggattgg agtttgtttc tcaaatacgt attgagatgg ttcgtatttg
  1152181 agaaactacc ttcatattta aggtaacatt ggcagagagc aatgtaaatt gataatgtat
  1152241 atacggaaaa tttagtatag atactttgta ctatgaatat agtacaaagt gttttttatt
  1152301 gcaaaatcac tgtcctgaag ttattaatat ataaccttaa ggaatgatgt aatagttact
  1152361 attttagcat ttaagaatga tgattataaa aaagaacgaa tcatttttta atcaattcgt
  1152421 ataattgtta aagaggcacc tgttgaacca cctccaacta aattaactat ggataatacg
  1152481 ccaaatagtt gaagtgaaat tgtattacca gcaattaaat tgattattaa attattatta
  1152541 taatttgaag ttgatattgc gggggaaaaa atagatccgg aaagtggagt cgaagagttt
  1152601 aatagcagcc ttgtaccagc aagtagtgca gttgtcgtat taacttgata agttaaataa
  1152661 tatctcccag taacaggaat tgtaaatata tcatttgaag cgttcactgt aaaatttccg
  1152721 agactttggt tattagaaag tggaatatta gttccaccta atatgactga aatgggacca
  1152781 cctaatgtat tatttgcaaa catagagttt gttgtaatgt tgggaccagt aaagcctgtg
  1152841 ggaccagtga tgcctgtggg accggtgatg cctgtaggac cagtgatgcc tgtaggacct
  1152901 gtaagtctgt agggaagaat aatttcaaga gccagtgata atagattttt ttgttttttc
  1152961 attcttatct tgaatataaa tcacctcatc ttttaattag aacgtaacca atttagtatt
  1153021 ttgaaataga gctatcattt tataatatga atactactag ttatagaaac ggcaaaaagt
  1153081 ttaatatatg taaaaatcat ttggatatga aaaaagtagc catagatttt ttcgaaatga
  1153141 taaatgtttt attttgttaa ttaggaaaca aaaatgtgga atgaggggga tttaattgaa
  1153201 acagaatgac aaattatggt tggataaagg cataataggc ccagaaaata ttggacctac
  1153261 cttcccggtt cttcccccaa ttcatattcc aacaggaata acgggagcaa ccggtgcaac
  1153321 aggaataacg ggagcaacag gtccgacggg aacaacagga gcgaccggtg cgacaggaat
  1153381 aacgggagtg accggtgcaa caggaataac gggagtgacc ggtgcaacag gaataacggg
  1153441 agtgacaggt ccgacgggaa taacgggagc aacaggtccg acgggaataa cgggagtaac
  1153501 aggtccggcg ggaataacgg gagtgacagg tccgacggga ataacgggag caacaggtcc
  1153561 gacgggaata acgggagcaa caggtccgac gggaataacg ggagcaacag gtccggcggg
  1153621 aataacggga gcaacaggtc cgacgggaat aacgggagta accggtccga cgggaataac
  1153681 gggagcaaca ggtccgacgg gaacaacagg agtaaccggt ccaacgggag acacaggtct
  1153741 agcaggagca acgggcccaa caggagatac tggagcaacg ggcccaacag gagatactgg
  1153801 agcaacgggc ccgacaggag caacaggtct agcaggagca acaggcccga caggagcaac
  1153861 aggtctaacg ggagcaactg gtgcaacagg agcaactggt ggcggagcta ttattccatt
  1153921 cgcttccggt acaacaccag ctctgttagt taatgcggta ttagctaata cagggactct
  1153981 tcttggattt ggatttagtc agcctggcat agctccaggt gtgggaggaa ctctcacaat
  1154041 actaccaggt gttgtaggtg attatgcatt tgtagcacca cgtgatggaa ttatcacttc
  1154101 attagcagga ttctttagtg caacagcggc gttagctcca ttgacacctg ttcaaattca
  1154161 gatgcaaata tttatcgcac ctgctgcaag taatacgttt acaccagtag cgccacctct
  1154221 attattaaca ccagcattac cagcaatagc aattggtact acagcaacag gaatccaagc
  1154281 ttataatgtt ccagtagttg ctggggataa aatattagta tatgtttcat taacaggagc
  1154341 tagtccaata gctgcagttg ccggatttgt aagcgcaggt cttaatatcg tctaatttgt
  1154401 tacaatgtta ataggaaatt aaacaggggt tcgtatatag tccttcctaa taaatttagg
  1154461 aaggactata tttttgggcg aaatatgtaa taaattaaat gaacaattac tctttgttaa
  1154521 gttcgtataa agtataattt cccctttctt atttaaggaa taaattatgt aacttaaaaa
  1154581 attccaatca gcaaaaaaag atgaattctt taaaaaaaga attcatccat aaaataaact
  1154641 atttattttt attacagtta catccttttt tctttacata gccttgctga gttaagtctc
  1154701 tttgcgattg ggaattggaa gattgcgaat tcgaagattg agaggatgct gaagagctac
  1154761 tatttttatt ataagagtag ttttttcgat agttataatt actcatagta ctatcacctc
  1154821 caatttaata tataaatatt atatgtatgt acactatcaa ttgttactat tattaatagg
  1154881 aagagaagtt ataataaaaa aatctcctcg gtattttcct aggagataaa tgatgattct
  1154941 tttgaaaatt tacaaattaa tagccccagt aaagaggaaa gtaataagag tcttggcaat
  1155001 acggattatg ttgttgagcg gggggctggg gtgggtaatt tttcatttcg cggttttgat
  1155061 tacagtttgc cggaggacca attacagcag ttgattggat aggagaaacc gcttgtttcc
  1155121 attgttgttc atcgagacag taagtatggg ccattatatt agtgggagtt aattttaaca
  1155181 tgtcagaacc aaaaataact tctggtgttg gtgcgtcgaa aattgctaat aaatgagtgt
  1155241 tatctgctgt agcaatttca taatgccacc atgcttgtgg aatgttggca acttgcccgg
  1155301 gttttatcgg taagtttaat atttgattcg taaatggatt aagtaaagaa acaacagcag
  1155361 accctgaaat acaataaaca agttcagctg cattttgatg aatatgtggc tctacaacat
  1155421 ttcctgtact taaataaata tctaataatg aagtattttc taaagtattt aattgtttaa
  1155481 taccaagtac atttatataa tttttggcat ctttccgaaa aaattacttt tatttacatc
  1155541 ataagtaaaa ttggttgagg gggaggtata gtcgatgttg gcagtcaatt gtattacccg
  1155601 cctttctata ggtaagttag gttacaaaat taggatatgt gtctagtctt tgttttgtgc
  1155661 tgttgtccgt agcttaataa attcacttat tccataaaga ataaggtgtt aagactaaac
  1155721 tatattcgta ttcccgttca tactttggat tgatggagaa aagtaatgaa aatgttaaat
  1155781 tgaaattaca tcaatcatta ataaggagtg aatgttcatg tcatttagtg aaatgattag
  1155841 aaatgaagta ctcagctggg ccggtgtttc tgaaaaaccg catcgatttg gtggtattga
  1155901 aataaattat ggtaagacgg aacttggcca tcttcatggt gataaattag ttgatttacc
  1155961 atttccgaag ttaaagcgag atgaattagt gaaccaaggg ttagtaaaag cacatcacgt
  1156021 attacctgaa tcaggatgga taagttatta tataaaaagt gcagaggata taccgtttgc
  1156081 aattgagtta tttcgtatgc aatatgacag aataaaaaaa taatgaagta aagtagatta
  1156141 atgaaaatta attttcatgt cacatccctc tttaatcgtt cgtcttgttt gtagaacgat
  1156201 taaggaggga ttttattatg aaaaattttg atgtagcaat tgttggtggt ggccttgctg
  1156261 gattaacagc gtctatatat ttagcgaaag ctggaagaaa agtgattgta ttagaaaagt
  1156321 ccagtcgctt tggtggtcga gggatgacta ttaataaaaa tgggatctgt atgaatcttg
  1156381 gtgcacacgc cttatataga ggaggagccg catttttaac ttttaatgag ctcggtatga
  1156441 atctaccggg tggaattcca tctacaaaag cacatggaat atggaaaggg gatatattca
  1156501 ccatcccaac agattttcgc tcaattttat caacaccact actttcgtgg tctgcaaaag
  1156561 tacaattctc acgtcttatg attcgtttag ggaatttaga tgtaggagaa gttccaaaaa
  1156621 tgagtttaac tacatgggca gaaaatgaaa taaaaaatcc aatggttcgc aatatatttt
  1156681 atgcattatg ccgaacaaca acatatacgt ttgctcctac aatacaatta gcatcatctg
  1156741 tactaaagca aatacagctt tcgataaaag atggggtatt ttatgtagat ggtggctggg
  1156801 agacgataat aacaaaatta agagacattg cgaatcatgc cggggtgcaa tttttggcta
  1156861 aaaagcatgt tttggaaata gagcattacg aagataaaca aagaatatat tgttttgatg
  1156921 atgaggtatt tgaagtaggt acagtcattg tgacgactcc accgaaagaa gcttgtaaca
  1156981 taataaaagg tgcggaagga acaagtttgc atagatggag tgaacaatcg gtaccggtta
  1157041 ctgttgctgc attagatatt ggtttgagac gattacctaa tccgacacat caatttgcat
  1157101 tagggttaga tcagcctata tttttcacga atcaatcaag agcagctaaa ttaagtgatg
  1157161 atggatcaat tgcagtgagt ttaattaagt accagaatcc tgtactagag atgaaacata
  1157221 ctcatgaaga taaagaacag ttagaaagta caatggattt gctacatcca aattggaaaa
  1157281 gagaagttgt tgcacagcaa tatttaccga aaataacagt agtatatgat tttcctcata
  1157341 taaaccgagt tgaaaaacca ggtcctaata tccctgaaat gccaggtgtt tacgttgcag
  1157401 gtgattggac tgggcatgat gaaatattag ctgatgctgc agtagcaagt ggaaaacgtg
  1157461 cagcgttaca aattttaaag caattagaaa gtgagggagt tcatcatgga aacggagcaa
  1157521 ttatatgaag cgtatcaacc attattattt tcgttagcat atagaatcct tgggagtgtt
  1157581 atggatgctg aggatatcgt tcaggatgta tttatctcgt taaataatat agagaatctt
  1157641 cagtctatag aaaatatgaa agcatttttg tgtaagatgg cgacaaatcg ttcaattgat
  1157701 aaattacgtt cggcagcgca taaacgtaac gtgtacgtag ggatgtggtt accagagcca
  1157761 cttgtagaag aaagtaatga gccatcagag tcatttgtta tgaaagaatc cctttccaca
  1157821 gcatatttat tacttttaca acaactgtct gaggtagaaa ggattgtttt catattaaga
  1157881 gaggttttca gttatgaata cgaagaaata gcttcaattg ttgataagag tagtgtgaac
  1157941 tgtaggaaga tttttcaacg ggcacgaaaa agtatattgg ataagccgaa gcaatcgaca
  1158001 ttaagtacga agaaaatggc tgcttacgtt gaaaagtttg tatcatcatt acagtgtggg
  1158061 gatgcgcaag gtatgttaga agtattaaaa acagatgcta tactcaaagc tgatggtggt
  1158121 ggtaaagtta cgactgcaat tcatccgatt tactctgcgg atcgaattat acgtttgttc
  1158181 tttgggattg cgcaacgatt gacagaagcg tacactgttg atttcaaaat ggtaaatggt
  1158241 atgccaggag ttatagttac aataaataat aaaataacat atgttctttc gttcgcattt
  1158301 gaggatgaga agatttcaaa catttatatg gtaggtaatc ctgagaaact tatgcattta
  1158361 aatgtaaaaa tataaaaaac gcatttcttc agaaatgcgt tttttatatt tttattattt
  1158421 ttctaacatt tcaagaggga catctttttc gccagctacc tcaaatttga tttccccgtc
  1158481 ttcttcataa atacgtgtaa taatcggtat agtaatcatt aattttttgt gctgctttcg
  1158541 ttttcgagca gcatctaagc taatcacgtt catttgtaag catcctttcc tctaaaaata
  1158601 tataaacaaa gaaaatgcgt ccgaaaatgg cgcttaattg aatttgaaat accgattcat
  1158661 ttaaatgggg tttatataat ttaataactg caatttcaat atgaaataat atgaatggaa
  1158721 taattgcacg tagaaattaa ctttaccaaa aaacgaaaca atatgctata aaaaattata
  1158781 aatctttgtc atataacgag aaaaaggttt ttgtttcgca tataatgaaa gtagacgagc
  1158841 aacaagagct ttttcatcat attgctttag aaaggcgatg aaaaacatgg atacattaaa
  1158901 ttcattatta tttcaacttg aacaatatgg agaagagcat gatcgaaata aaaaaacacg
  1158961 ggaagaaaaa ttacggaata tttctcgtga gatggggcaa tttttatcaa ttttagtaaa
  1159021 agggtgtagt gcaaaaaaca ttttagaaat tggaacttct aatggttatt ctacattgtg
  1159081 gttagctgat gcggtagaag aaacaaatgg aaatgtaaca actgtagagc tttcctcaga
  1159141 acgagttgga gaggcacttg ccaattttga aaaggcaaat cttttacaaa ggattgatgt
  1159201 tcacaatcaa gaagcagggg catttttaga ttcacaacta gatcattcat ttgattttat
  1159261 tttcctagat tcagagcgta cgcaatacat gtggtggctt gagcatataa aacgcgtttt
  1159321 acaaccaaaa ggtcttcttg ttgtcgataa tgctacttct catgcgagtg aattagctga
  1159381 gtttataaaa atgattgaag aagataaaat gtttgaaaca gtgttattgg catttcaaaa
  1159441 tggtgcattt gtagtgcgta agaagcaata ggattgaacg caatataatt atcacattga
  1159501 aaaagggtgt atgtcaaaag attgagtaca gtaggatggg aaggacgtaa tttatatatg
  1159561 taacacacga agaatccgcc ttcagcatgt cggtctctag gtcttaagtc tgaggaaaat
  1159621 tatgttgttt acaggtatac ttatagtaag aaacagggaa tgactgcata agcaggtatt
  1159681 tcttgaaaat tgatttcata taggctgttt gcacatgaaa tacaatatat tagatgaaat
  1159741 atagtgcaca taaattcgca catataaata aaggagcgat tttgttgact gaactcgaga
  1159801 aaaaagaacc cgtatcaatt gtgaaagata ataatgtaga agtagtagtt gatacagtta
  1159861 taaaagatga agaacttgat gaattaaata aagaagccga tctttatgta caaaaattaa
  1159921 atagcgagca aaatacagat ttatcgaaag tattgtctca gctaggagat ttaggggata
  1159981 aagaacaaca agcagcagga caaacgttat cagcattaaa acgtcctgtc acagcgatga
  1160041 tgaacgggaa aaatgaagaa atcccaaata cattgttaga attacgaaaa gtagtatcag
  1160101 agcttgatcc aaattcatta aaagcaagtg gtatgaagaa aattatgttt aaagtattca
  1160161 agaaaaatcc acttgaaaca tacgtgcata aataccaatc tatagataag caaattgagg
  1160221 agattataag atcgcttcta attggccgtg acaacttaca agaagatact gttggcctag
  1160281 agatgcttaa ggagcaatcg cacgataaaa ttcatgcgct cgataagcaa gtatacttag
  1160341 ggaaaaaact ggcgggcatg ctcgaagcgg agaaacaaaa tccagagcgt caaagagaca
  1160401 ttccattaat taacgatgca ttagaaaaga ttctagtgcg tacacgtaat atgcagcaag
  1160461 caaaaagcgt gttattacaa tctatcgcat ctgtagacat cattaagaaa aataacgaaa
  1160521 agttaacaga ggcaatacgc aatgcaatta caatgacgca aaacgttgta acagtttccg
  1160581 ctgctattca gctagcatta acgaatcaac ggaaaacaat tgatgcagtg aatgcgacaa
  1160641 atgaagcaat tgaatcaatg gtattaagta actcacaagc attaaaacaa aacacagaag
  1160701 aaacaacaaa acttcttgaa aatccggcaa ttagtatgga taaattacgc gaatcattcc
  1160761 aaaatgtatt tgctgcgatt gaagcttctg agaaatcatc agaacgtatt atagagtcaa
  1160821 gtaagaagtt tgttattgaa ctagacacat ttaatgatga aatgaaacaa aagctcattc
  1160881 agcgtccaag aaaatagcag acttttagag gaggtgaaaa aatgagtttc attcaaaccg
  1160941 tactattatt actcggtaca ttgcttttaa ttgcatttac ggtcgttgtt ttagtcgtat
  1161001 atttcggacg aaaactgtat ttttcatgga cgaagccata taaaagagca cacgattctt
  1161061 tagaaaagtt atcgaataaa tcattaccgt ttctacaaga atttacacaa catccactct
  1161121 tttatcgctg gattcgcacg gaaggaaaaa aagagcaaca tacattaaac actcttttct
  1161181 gtgcatcgag ccaacgtacg agagagcaag tattctcaat gttaccgaaa gaaaaacaga
  1161241 aaaaagtaca tgtaatggca aaaacaacga aaaaacttac aaatgaagat attgatgtag
  1161301 ctgcgataaa agtgaaagat tttttaagac aagaaacgca gcaaacagta aaaccgacag
  1161361 atttatcgtt ttataaattg tatttttatg atcgatatcc agatgcatta aatacaattc
  1161421 aagcgtataa gcgttcaata aatccttcat tacaaaaaac agttgatgat attacaattt
  1161481 cagtattaaa tgcactgccg tactatcaag agcaacgtat gtttgaacaa caacataaac
  1161541 ttgaaacgtt cttaatgaaa gatttaatag cgatgttatc tttagtggtg caactaccac
  1161601 catcacaacg tcccgaaaaa gaagaagaat tgaaaatcta cttacaaaat ttccaaaaag
  1161661 aaatggaagt agtagagcgg gatattcgtg actcgattga tcacgatttg aatgtgaaga
  1161721 tgagagcagc gactgagaag tttaaaaata aataaaaaag gcgccttaaa gcattaatac
  1161781 ttagctttaa ggcgtttttt attagctgtt attttgcttt aacggtagca tgactagatg
  1161841 caacgctttc attatgcaat cgatcaactg cagttactac atacgtatac gtttctccag
  1161901 agatagctgt tttatctaca taaatttctc caagttttgt tttccttaca gtagtaagta
  1161961 aattttttgg gttttgtata tccacttcat tttttccatt cgcgcggtaa atggtgtaat
  1162021 aagcagaatc attctctcta tcgtcaataa tgcctatagc aataccttca tctcttggaa
  1162081 tagcaccttt taaagtcggt tgttttggtg gatcatgatc aagccaaggc atagagggga
  1162141 ttaatgcagg atatttatat atgtcttttg agagtctatc tttaattcct agtggattgt
  1162201 tattaatatc ttttaagcta aaatgcatac taccttttat ttcaggatat aaccgattta
  1162261 attcaatttg tcttgggtat tcttctggat tagaccaagc tgggacagaa ttattattaa
  1162321 ttttataggc cgcctgaccg atgtataggt gaatcggttt attatttgtt tcttttaccc
  1162381 accaatctac taagatgtca tatgcagctg gtgtgaaacc aatattccaa tagatttgcg
  1162441 gtgtaatgta gtcaataaat cctttttgta tccactcacg tgtatcagcg taaaggtcat
  1162501 catagttcct ttgacctgca gttgtgttag agccagttgg atcgtcagct atatttcgcc
  1162561 atacgccgaa cggacttata ccaaacttta cgtatgattt ttcatgtttt atagcagtat
  1162621 ttaaatcttt tacaagttca tttacattgt tacgtcgcca atcctctata tttgtaaatc
  1162681 taccgttatt atacgtttcg tacgtttttt gatcggggaa ttgttcacct gctactttat
  1162741 atggataaaa ataatcatcc atatgcagcg catcaatgtc ataattttgc acaatttcta
  1162801 aagcaccttc agttataaat tttttcactt ctggaatacc gggattgtaa tatagcttcc
  1162861 cgccataagg tacaatccaa tcgggatgtt gttttgcagg gtgattattt gataatcgat
  1162921 ttatatcagt gtgattcatc gttattcggt atgggttaat ccatgcgtgg aattctatat
  1162981 ttcttttatg tgcttcatcg accataaatg cgagtgggtc ataaccagga tcttttcctt
  1163041 gtgtgcccgt aatgtattca gaccaaggac cgtaatttga aggatagaaa gcatcagcgg
  1163101 ttggtttgat ttgtacaacg actgcattca taccggtgtt ttttacatcg tctaataatc
  1163161 taataaactc ttgtttttga ttttcgatgg gtaagccggt ttttgagggc caatcaatat
  1163221 taagaacaga tgcgatccat acagcacgta attcatgttt tttatacgta gtattagctt
  1163281 cagcataagt agagtgaggg gaaatgaaag tgaaaggaat aaaaaagatg acgatacaac
  1163341 atatcattaa taaacgttta acaatcattt atacgcctcc ctattatgtg gttaactatt
  1163401 atgatatccg agatgaggtt gttcttacaa ttgagaaaaa taaatattga aacattaatt
  1163461 taataggaaa aatattttta ctgaaattta ctttcattat aactaaattc tttcactact
  1163521 tcatatgctt gttagtaaag tgaaacttcc tttcatttga agggtagtaa attataagta
  1163581 taggaggatt cataaatgaa ggttttgttc gtttgttctg gaggaatgtc cagcgcaatt
  1163641 gttgtaaacg ctttaaaaaa agaggcggag aaaaagggtg taaacatgga ggtacatgcg
  1163701 attggaacaa gtgaggtgga agaagaagta aaaaatggtt gggatgttgt aatggttgcg
  1163761 ccacaagtta gacaccgatt tgactctgta aaaaaatttg cagaagagga gtctattccg
  1163821 tgtggtatca ttccgccgca agcatatacg ccacttggcg gaccgacttt attaaagact
  1163881 gtaaatgatt taattcgtta gggggaaccg ttatgaataa gtttgtcacg tttcttgata
  1163941 aaaacttatc tggaccgatg gcaagacttt ctgaacagag acatttacaa gcaatccgtg
  1164001 atggagttat ttcagcatta ccatttatca tcgtaggaag tttcttttta atcgtagcat
  1164061 ttccaccatt accgaaagat agtttcatat ccgtttgggc attaaagaat caaacaagta
  1164121 tattaatacc atatcgccta acgatgttta ttatgtcttt atatatagca tttggaatag
  1164181 gatataattt agcgaagagt tataagttag atgctttatc gggagctcag cttgcagtat
  1164241 gttcactgct attaacatta actcctgaat taattgataa aaaaggattt atgcttccga
  1164301 tgacaaatct cggagggcat ggattattcg tgactatgat tgtttctatt ttatcagttg
  1164361 agattttaag attttgtaag aagaacaacg taacgatcaa aatgccagaa caagtaccac
  1164421 cttcagtatc gcgttcgttt gaagcactta tacctgctgc attcgttatt attattatga
  1164481 gccttattac agttgttttt aaagttgatg tacattacgt agtggataaa ttagccgcac
  1164541 cgttagtcaa agctggagat agttactttg gcgtcataat acctgtattt ttaattacat
  1164601 ttttctggtc cttcggaata catggtgtat cggttgtagg tactgtagca agaccgcttt
  1164661 gggatgtata tttagggaaa aatggtgaag ctgtagcaag tggtgcgagt caatttccat
  1164721 tcattgcacc agaaccgttt tatcaatggt ttatttggat tggtggttcg ggtgcaacgt
  1164781 tagggcttgt gttagcaatg atcgtatttg gtcgatcaaa atattcgaag gcattatcga
  1164841 gaacttgtat tgtgcctggg atttttaata ttaatgaacc agttatattc ggcttgccga
  1164901 ttgtattgaa tccaatttta attattcctt tcgtcattac gccgctagta acagcgacta
  1164961 tcgcttatgc tgcaactgca atgggatttg taacgccaac tcatattatg ccgccatgga
  1165021 cattaccagc cccaattggt gcatatttag ctacaggagg agattggcgt gcaattgtat
  1165081 tagtcttaat aaatatagca atatcattcc ttatttattt accattcttt aaaatgtacg
  1165141 acaaaaatat gcttgaaatt gagaagaatg gtgaaggaga atctgttaat ccataatctt
  1165201 tatgctttat tttgtgagtg ataggcattt tgtctatcac ttctttcaca ttaagttgag
  1165261 agagggtgaa atggaatgaa tataaaattt agttataaag gtgtattttt attattattt
  1165321 ggagtgatat gtgcgaattt actttttgtg cctatattaa gaatgctaca tctatcacaa
  1165381 atgcatagta tatggctcgt tacaagcatt gcggcaagtg ttttgcttac agtagttgtt
  1165441 tctttcattg atggatcgtt tgcatcgaaa gctcagttgt tttttagatt tatattgttt
  1165501 tcgatcggtt gtacatttgt aacttacatg attgtttttt agtaaatagg aggtcatgca
  1165561 tgttatgtat attgcagggg taatgtctgg tacttcatta gatggaatag atgtagcgct
  1165621 cgttcgtata gaagggagtg gtgtagagtc taaggtcgaa ctcatccatt ttactacagt
  1165681 tccattttgt aatgatataa aaagtgaaat acaacaagcg ttatcaatag aaaattcaaa
  1165741 tgtccaactc atatgtagtt tgaattttaa gctcggttta tgttttgcca atgctgtaaa
  1165801 ggaagtttgt aaagaggcca atttttcttt ggaacaatta gatttgatag gttctcacgg
  1165861 acaaacgatt tatcatcagc cgaagcaaga tggtaatagg ataccttcca cattgcaaat
  1165921 tggggaacct gcagtaatag catacgaaac gaacacgacg gttatctcaa atttccgaac
  1165981 gatggacatg gcagcaggag gacaaggtgc accacttgtg ccatattcag aggtcatttt
  1166041 gtatcgtgat ccaagtaaaa atagactact acaaaatatt ggtgggatta gtaatgttac
  1166101 agtaatacca aatcaacaaa gtgatcagaa cgttatagct tttgatactg gtccagggaa
  1166161 tatgataatt gatgaagtat gtcaaaggtt atttcagttg tcatatgatc aaaatggtga
  1166221 aattgcaaaa cagggtagag ttgtagatga aattttgaca tattgtatga gtcatccatt
  1166281 tttgaaaatg aatccaccga aatcaacagg tagagaacag tttggagaaa aatttgcaag
  1166341 tgaattattg aagcggtttg aaaagcatag taaagaaaat atattgacga ctgtcacgat
  1166401 gtttactgca aattcaattg ttcatcatta taagaagttt atcttgccgt attatgaaat
  1166461 cgatgaggtg atattaggcg gtggtggcag ttataatagc acacttgttg aaatgttgcg
  1166521 aaatggattg aaggatgaaa actgcgcaat attcattcaa gaagatatag gctattcttc
  1166581 agaggcgaaa gaagctatcg cctttgcaat tttagcaaac gaaacgcatc attgcaatcc
  1166641 gagtaatgtg ccaagcgcaa caggtgcaaa gcaatctgta gtttttggga atataacatt
  1166701 ccctccggta tgaagaaaat gaggtgaaca tatatgaagt atatgattgg agtagatggt
  1166761 gggggaacga agacagaagc aattgtcttt gatcaagacg gaaaggaaat tataagtggt
  1166821 aagagcggtt ttggaaatat attaatagat tttgaagaag ctcttgtgca tattatggaa
  1166881 gcgattgatc aatgccagaa aaatgtagtg aaaggacatt gcgtttgtat ttgtttagga
  1166941 ttagcaggta taagtggcgc aaatacaaat gaattaacat tacgtctaaa acagaagtac
  1167001 ggaatacaaa ttgaagtttt taatgacgcg atgatagcac atgcagctgc tttaaaaggg
  1167061 aaagatggaa tattaacgat tggtggcaca ggcgcgattt gtctagggag aaaaggagaa
  1167121 gtatacgagt atagcggtgg atggggacat attttaggtg atgaaggaag tggatattgg
  1167181 attgcattac aaggtttaaa gagaatggca aatcaatttg atcaaggcgt tacactttgt
  1167241 ccattaagct taaggattca agatgagttt caattattaa catcgtctca tataaaaaga
  1167301 ctagtttata gttcttcaaa agataaagtt gcagcaatcg caccattagt tattcgggaa
  1167361 gctagaaatg ggaatgatgc tgcacatgaa attatgatgc aagctggaaa tgaattagga
  1167421 aggattacgg taaatgttta taacaagatg cagtttgatt tatcaacttc aattgcagta
  1167481 agtggcagca tattacgttt cgttcctgaa ataaatgctg aatttaagaa atactgtgag
  1167541 aagagtatag gagaagttac atttgtatca caatcacaat cacaatcagc agcaaaagga
  1167601 acatattatt taatgaagga tatatatttt aaaaaataga agcatgagaa tttttgtatg
  1167661 atttgtaaaa atatgatgtt aaaatatata aagggatgta gataaaaaag tacaatatac
  1167721 atagtcattg aatattgtat aagtactcct atgcagaaag tgaatgatta tatgattaat
  1167781 agtatgcagt ttttatattt agtggcttct tatttatttg gaaacatatt gactgcttat
  1167841 atagtaacga aatggagaca taacgttgat attcgggatg aaggaagtgg taatcctggt
  1167901 gcaagaaaca tggggcgcgt atatggaaaa gggtatttcg ttgctacatt tttaggtgat
  1167961 gcgatcaaag gggcaatcgt agtttctatt gcaaaatacc tttttgaaga ttttacattc
  1168021 gtaatgctaa cattattggc tgtaataatg ggacatattt atccaatgtt atttaaaggt
  1168081 aagggcggta aaggtatttc aacatttatc ggaggactaa tcgcatttga ttatttgata
  1168141 gcgcttaccc tcgttgcggt tttcattata ttttatttaa tctttaaagg atttacgaag
  1168201 ccaggactaa ttacaattgc ttgtttacca ctttgcatga ttttgtattc ttactctatt
  1168261 gttacgacta ttttaagtgc actcatcatt gtacttattt tatatgtaaa tcacgaatga
  1168321 aataaacatt taataagtgg ggttaatctc cacttatcat tttttattaa atagataaag
  1168381 gagatagggc atggggttaa tttataaagt tgctgatcaa gtttgggaat ttgaaagtat
  1168441 acataaattg aattataaaa catttgtaga agaaattccg caacatgaag aaacgaaaga
  1168501 tcgtgttcgt atagatcgtt ttcatgaaga aaatacatat ttaatttgtt tagatgacga
  1168561 taagttagta ggtatggttg cgttgcgagg aaaacgacca ttctcgttag attataaaat
  1168621 ttcaaatcta gatttttatt tgcaagaaca tggagaaaac gtatatgaaa ttcgtttact
  1168681 ttcagtagaa agtgaatatc gaaatggaag agcgttatta ggtttaattc gctttttaca
  1168741 tcgttatttg cttctaaatg gatatgaatt ggcactcatt tctgctacaa cacgtgaact
  1168801 acctttatat gagcaaatgg gatttaaagc tttccatacg ttagttggta cagaagaagc
  1168861 agcattccag ccaatgtatg ttacccctgc tatgtttgaa gcgtcgagtg ttgggggaat
  1168921 tatgacgaaa gagtatacgt ttttacccgg cccagtagat attgaagaaa atgttcgaaa
  1168981 ggcattttct actaagccta tttcacaccg ttctaagtca tttcaagtga cgatggataa
  1169041 tgtaaagaaa cgattacttc aaatgacaaa agcaaaacgt gtgcaaagca tgttaggaac
  1169101 agggacatta gcgaatgatg ccattgcttt acagttacgt tctttaaaag gaaaggggct
  1169161 cgtattaaca aatggggaat ttggtaatag attagtcggg catgcaacac gcgcgcaatt
  1169221 acattttgat acgtataaaa aagaaatggg ggaaccattt ctttatacag aattagaaaa
  1169281 agtaatggaa agtggaaatt atgaatggct ttggtttgtt caccatgaaa catcaactgg
  1169341 aatgttaaat gatttaaaag agttaaatgt tcttactaag aagtatcaaa ttaaactatg
  1169401 tgtagattgt atcagttcca ttggagcaat accgatagat ttaaaggata tatattttgc
  1169461 aagcggtgtt agtggaaaag cgattaaatc atatacagga ttatcttttg tttttcataa
  1169521 ccatattgta aaaataaatg aagcagtacc ggcctatatg gacattggca tgtacgaaga
  1169581 aaatgaaagt attccatatt ctcattcatg gaatttaatt tatgctttgc aagaagcatt
  1169641 gaagagattt gaagatgaaa cagcatttgt aaaaataaaa gagacatatg atcatatgga
  1169701 agaagctatt acgactatag gattaaacct tgtttcacct aaagaacatg ccgcgccaat
  1169761 tatccttacg attcaattaa gcgaaggcca gtcctctaaa acgataggtg atgagttagc
  1169821 gttacaagga tatattgtcc attatgaatc agcgtattta cgaaagaata attggatcca
  1169881 aattgcatgc ttaaatcatt acaaagaacg tgatatgaag aggatgctaa attgtttgca
  1169941 aatgtatgta ttacaaagtg aggttcatat ataaagaatg ctctttaaca tagatggttt
  1170001 cgtataaagg agctgcgact tacgaaaact taggaagaga acattggaag aggtgttagt
  1170061 atgataacta aaaaactacc attacatata gacgatatta aaaaagctca aagcattctg
  1170121 gatagaaatg ctcgtaaaac tccattagta aaatcatttt atttgactag taaaacgggt
  1170181 ggagaaattc acttgaaatt agaaaacatg caattaacag gttcgtttaa attccgtggt
  1170241 gcgtttaata aaatgtcaca gctgacagat caagaaaaag aaagaggagt aattgcttgt
  1170301 tctgctggta atcatgcgca aggaattgct ttatctgctc atttacttgg tattaagagt
  1170361 aaaattgtta tgccgatttc tgcaccgcag gcgaaagttg atgcgactaa aggatatgga
  1170421 tctgaagtag ttttacatgg tgaaaccttt gatgatgcga aggcaaaatg tgaggagatt
  1170481 attagggaaa caggtgaaac atacttacat ccatatgacg atgtagaagt aatggcaggt
  1170541 caaggtacaa taggattaga tattcttgat gatatgtggg atgttgatac ggtcattgta
  1170601 ccaattggtg gaggaggaat tatttctgga attgctgtcg cattaaaatc ttttaatccg
  1170661 tcgattcata taattggtgt gcaagcagaa aatgttcatg ggatgaaggc atcttatgac
  1170721 aaaggcaaaa ttatagaaca ttatgaggca cctacgatag cagatggttg cgcggtaaaa
  1170781 atacctggca atttaacttt tgaagttgta aaagaattag tagatgatat tgtaacggta
  1170841 tcagaaaaag agctggaagt agcgatgaaa gacttattac aacgcgggaa agctgttgta
  1170901 gaaggtgcag gcgcattagc tactgctgct ctacttgcag ggaaagtgga tacatatatt
  1170961 aaagagaaaa aagtagtagc agttatatct ggtgggaacg tagacttaca gcgcatatcg
  1171021 agtgtttgtg aacaattttt tgtggcgaat gaagtggaat agttttatga aaaaggagct
  1171081 aagtgaaatt atattagctc ctttttcatt atgtttgtgc gggagtaaat aatgactcca
  1171141 tttttacttt gctcttttct cgaatttcag cgtctgcatg gcgcatcaca tatttatgag
  1171201 ctacagcgat cgccaaaaca tcatctaata agccaatccc aataatagca gctatatctg
  1171261 gaatgaagtc aattgttaat acgtaatagg ataaagcggc taatatgatg aatttcgctt
  1171321 tagtaggtaa cccttttttc tcattgtgta atataaaata atactttcat atacgctaga
  1171381 tttaccgagg tttgctgagc ttttcttgaa ttttttccaa agtgtctgtt tctccacata
  1171441 aacactcctt ttacaaaaac atagattttt taaaaggata gacaaagaag tgaggaaata
  1171501 atcaatttta ttgtttttct tattgtatat ttccatgaaa atagggaatt acctgttcaa
  1171561 aataatagaa tgttggttat gtaacgactc acagtgtata tgttcgttcc aagtaaaggt
  1171621 actacgtaga taacgttttg tggtaatgcg tattaaagtt aattttttac attaatctct
  1171681 gcattcgtac aatgttaaat tacttctaaa taatctattg gtgagaaatt tagtaattct
  1171741 tgaatagccc ctttactcgc tggtgattca taagcttcta atgtgattct gttattaatc
  1171801 gattagctgc ttcatctagc atttcaggtg ttactttgtt ttgaattatt tttcctctct
  1171861 tttctcccat cttcttgaaa gtagtcactt cggtgatggc ttttttattt tctcagatga
  1171921 agccgatgag tttgagtttt agaattttat cgtggtatta tttatgtaac aaggggatgt
  1171981 tgtaagaaaa aatacaattt gaggggaaga tgagaatggg aatttataac tatgaagcga
  1172041 aagaggattt gcaagtagga gaagtttgtt tagaacgaga tatttatgaa attataaact
  1172101 tttacaagaa agggtcaata gttttatgtg attcagtatc tcgtttcagt gcgaattcag
  1172161 acagaatgtt taaagtgata aataggatag aaacatatat gcataaaaat aaagactata
  1172221 catatcaggt ttcggatagg cccaagttga tttatgtagt tgaacaggta agataaggaa
  1172281 agcattcata acggatgctt ttttctttgt tatatagaat gtacacatta aacgtgaatt
  1172341 tgaaagaaat gtatgtagat gatttaattt attcaacatt tattaagcgg tatgggggaa
  1172401 gaaaaatgaa gataatagaa ctaccaattg aattcgaatt taacgggaaa aaacaatgta
  1172461 tttatccaag tttaattata ttacataatg aattaacgtt agtcgataca ggatatacaa
  1172521 attttttacc tttaattgaa aatgcaattt taaaacatga atatgagatg aaaaacttaa
  1172581 aaaatataat tattactcat tatgatgatg atcatatagg atctttatat gatttcaaag
  1172641 tgaaatatcc tcaagttaat attatttcga gtgaaattga atccagctac attaatggtg
  1172701 atagaaaatc agagagatta gttcaagcag aagaaatgtt agaacgtatg ccaaatgaag
  1172761 aaaaagaatt tggtaaatgg tttatccaag agttaaaaaa tataagacat atttccgtcg
  1172821 atgaaaaagt acatgatggt caaatgattt tgaataatga atgtcaagta gtggaaacgc
  1172881 caggacatac ttcggggcat atttcattat attttccgaa attaaattgt gtaattacag
  1172941 gggatgcggc cgttcaagat aattgtgaat tagaaatagc taatccggat ttttgtttag
  1173001 atatagaaag ggcggaacag tctttaaaga ggattaaaaa ccttaaagct gtaacgtatt
  1173061 attgttatca tggaggaaag cttactgtat aaaatattaa aaaaccgatc ttttccatat
  1173121 agaaagatcg attttttaat tcatagattc tgcaatttga attaaatcct ttacgctata
  1173181 ttttcctttt atatagcgtt tgttaccaat tgcaattgta tattgaaaac cattcttctg
  1173241 aaagataagt tcatatgctg aatcaaaatg aggattatat aatgctttta tattattttt
  1173301 taaactgtag aacttagcgc cattatgtac atagaagcct aatttgtttt gaacgggtgc
  1173361 aacagtgatt tttaaaatcc cattaatatc ttcattgaag tattgaaggt ttaagtaatc
  1173421 gttatagatg tacccttgaa attcgtgaat ttcgaatggg aattttgtag gggtaagtat
  1173481 atgttcctta cacttcattt tatattcttt tacaatagtt gcttctttca taaggggatt
  1173541 ggttccatca taaatttgaa taattcgaga tattttattg ttttttgtta ctatttctaa
  1173601 aatgtaaccg atagtaaatt catcatcagt gtttttggaa taagaaataa gaattgtggt
  1173661 atcttctttt ggagatggta ctattttaat tgcataaatt tgtttatttg tttggaaatt
  1173721 aggtagttca aacccttctg ttacatatga cctcattaat tttttatcat ttatgagtaa
  1173781 agcttgttta aattcactta tcacatctgt ttgaggtttt tccataatag tggaggtcga
  1173841 ttgaaaagat agtaagaaaa acatgcaaaa aatctttatg aatgtagtgg tcaattttat
  1173901 caccctgtaa ctatatttcc gtaacattta aatatatatg tacaggaggg gagaagatga
  1173961 gtttattatt tgatgtaata gcagatatca ttttatttta tcctcgaaat gatatgaaat
  1174021 taaaatatca tatcgcaaaa ttaagtgaat tagagtggtt tcgaaatcta catgaagatc
  1174081 cgaagtatac aagtttaatt tggagtaata aaaaaattaa gaagtacatt ttgaattctg
  1174141 caaatatgaa agcattaata aattccgaga caaaacaaaa ggaatttgtc cagttagtac
  1174201 acgacgaata taaaaaaaga agataagaat ttttttattt ttcatatttg gcgaaacaaa
  1174261 tggtacaatg aaagctaatg taaaaaataa ggaaaagaag tggtctattt gaaaaacttt
  1174321 ttagaattag gaattagtga aacgtttaat catacattac gtgaaaatgg aattacagaa
  1174381 gcaacaccga ttcaagagaa agcaattcct gttattctgt caggtaaaga tattattggg
  1174441 caggcgaaaa caggaacggg taaaacgtta gcattcgtgt taccgatttt agaaaaaatc
  1174501 gatccagagt ctagtgatgt tcaggcttta attgttgcac caacaaggga actagcactg
  1174561 caaattacaa ctgaaattaa aaaaatgctt gttcaaagag aagatattaa tgttctagcg
  1174621 atttatggtg ggcaagatgt agcgcaacaa ttgagaaagt taaaaggtaa tacacatatt
  1174681 gttgtagcga caccaggacg attattagat catatacgac gtgaaacaat tgatttaagt
  1174741 aatctgtcaa cgattgtact agatgaagcg gatcaaatgc tttatttcgg tttcttatat
  1174801 gatattgaag atattttaga tgagacacct ggcagtaaac aaacgatgtt attctcagca
  1174861 acgataccaa aagatataaa aaaattggcg aagcgttata tggatgagcc gcaaatgatt
  1174921 caagtacaaa gtgaagaagt aacggtagat acaattgagc agcgtgtcat tgagacgaca
  1174981 gatcgtgcaa agccagatgc acttcgtttt gttatggatc gtgatcagcc atttttagca
  1175041 gttattttct gtcgtacaaa ggttagagcg agtaagcttt atgataattt aaaaggacta
  1175101 ggttataatt gtgctgaact tcatggtgat atacctcaag cgaaacgtga aagagttatg
  1175161 aagagtttcc gcgaagcgaa aattcagtac ttaatcgcaa cagatgtagc agctcgtgga
  1175221 cttgatgtag atggtgtaac gcacgtattt aactatgata tccctgaaga tgtagagagt
  1175281 tatattcacc gcattggccg aacaggacgt gcaggtggat caggtcttgc aattacgttc
  1175341 gttgcagcga aagatgaaaa acatttagaa gaaattgaaa aaacgcttgg cgcaccaata
  1175401 caaagagaaa taatcgaaca accgaagata aaacgtgtag atgaaaatgg aaaaccgcta
  1175461 ccaaagccgg ctccgaagaa atcaggcgaa tatcgtcaaa gagatagccg tgaaggttca
  1175521 agaagtggtt ctaaaggtcg cacaagaaac gattcaagaa atagttcaag aaatgaaaac
  1175581 aaccgatcat ttaataagcc aagtaataaa aaaggtagta caaagcaagg ccagcaaaga
  1175641 cgtggccgtt aaatagttat aattgtaaag agtcgcaaaa tattgtggct ctttttttgt
  1175701 ttgtatacaa caaggatgat ggcaagaaaa aaacaaaaat ttcattcacc gtatttaaaa
  1175761 cttataaggg aaattttata gtccaaaacc agtagaacaa gggtactaca accatgtcgt
  1175821 aattcaagaa caggtgcaac ttacgtatgg acaatattta atcgaaaaaa atcgagagca
  1175881 agcaattcgt actagcccct ctgatgatga tacgaattat gaaaaaatca attggtataa
  1175941 cgatatgaaa acatcttttg caaacaaaga attggccgat ttggtgaaag gaatttgtaa
  1176001 ctttgttagt tttgttcgat gggaactcga gatgcacaac tgccatcctt attgggaaat
  1176061 tgcttactac gacgatgaag ataatgtagt gtgaagttaa caaaagggat aggatagtat
  1176121 gcgaaataag aaaaaaggac tagcagtcgt acctgccgtc ctttaatagg agaaaaagta
  1176181 atcttgttta gaactacgca taaacagaaa atctgcttgt aattagtttt gccataaata
  1176241 tacgtgtcta tacaaaaaaa gggataagta aaaaatactt atccccggaa gggaaatccc
  1176301 aagcaccaaa atggctcgta ttggtctgca ggttcaaaag tagtatatgt aaaacaaaaa
  1176361 atctcataca aaaagcagac aacgattttg gttgtctgcc agtgagttca atgagttagc
  1176421 taattgtgat aaattgcatc cccattgcga gaagagtgaa gctgctagtt caaacagctt
  1176481 gttggtatta ttttcgattt cttaaaaaat atacagagaa agcagataag tgaagaacct
  1176541 acctgcttct gctgtaacaa aagaaagaag tattagccgt ggacacggcg gcttgaaaat
  1176601 agtatgtatt tttatttaaa aaatattcaa ggggtgaaga aacatgttta ataaatggtg
  1176661 ttgtgaaatt aatcagctaa ttagaaaaac aatgagcaaa tataacaata aaaacgtaaa
  1176721 tatttaaaac agtgatgagt ataaagtgat acaaaatagt tatattaaag cttgattttc
  1176781 ataaaaaata aagcacacat ataagtgtgc ttttatgaac gctttagatt tgtgtgacta
  1176841 catagtcacc atacaataaa atatgcttgt ttaatataaa tgtgtgttaa atctataaca
  1176901 tatattttgg gtgtataagg aatattaaat gttaaatgtt aattagccaa gcatattgtt
  1176961 tttattaacg aatttgtgca actgttaaag cggcagaacg aatatctact gtaccaatta
  1177021 cttcaacggg tacaatttga attaaatcac cagggtttaa gtttattaga atgacaccgc
  1177081 tggatacatc tacttcacca gtgccaatga tattagaacg gactgcggtt ccagatcctg
  1177141 caataatatt agttgatgag tttagtgtta agaaaaagcg cgctgcttcc ggggttactg
  1177201 gaacattatc gaggctgatt gttaatgtat aactgatttg ataaatacca gctacttgaa
  1177261 ttctaatacc agttcctgta ctaattgtat cattgattac agggacagta atgtttggat
  1177321 ttgggcctgt actaggtagt agtagtggtg taaatagtgt tgcaaattga ggtgaagtag
  1177381 cattaaaagc aaaaccgaga gctggtagtg tactgggggc ttgtgctcta caattaaagt
  1177441 ttgtgagctt acgactagat gatcgcatat tttcactcct ttctttcatt tagatcgcgt
  1177501 gagtaataac cacatgtttt ggacaagcac aatataatat atgaaaattt atagtgaata
  1177561 gtgcagaggt gtactgttat ggataaaact aactgcctat agtacaaaag aaacactacg
  1177621 cttacagaaa tagtttgtaa cctaaagttg aaaaaatagt atgaatagag ttgaaaatgt
  1177681 tatttagaaa tgaaagaaaa ccaaataaaa agagcacgca tataagcata ctctttgaca
  1177741 agaaaagtag atttttatga gtggattcct ccatagaata atatatgctt gtccaattaa
  1177801 aaggtgaaaa ggcttaatca aatcattatt ttaaaattaa agagtaccta agggaatgct
  1177861 cttcgatcaa aacaatatta aaaaatattt gataatatat gtaatctttt aagctttgtg
  1177921 attaattaaa agtttttcga attgcttttg gatgatagta catgctgttc tattttttcg
  1177981 taaagatata agtagttgtt tgatcaatgt aatttgtggt gttaaccaat acgaaaacct
  1178041 tctttttctt aaaatgaaag gtgatgataa gaaacgtgag atacgtttta aacaaattga
  1178101 acggacgtta aaaaataaaa atttataaag gaaattggaa gtaggacgtt gtatatgtat
  1178161 aaaataggaa actttttact aattaaacat ataattaaaa tagaccgaca gtcggtctgg
  1178221 ttggaaggag aacgtgaatg cgaataatta aggagtatga ggaacgtaga aaagaaattt
  1178281 tagaaacggc agaacgatta tttcttacga aaggttatac gaaaacaaca gtaaatgaca
  1178341 ttttaaaaga gatagggata gcaaagggga cgttttatca ttattttaaa tcgaaagaag
  1178401 aagtaatgga tgagattatt atgaggatta ttaaagaaga tgttgctaaa gcgaaagtaa
  1178461 tcgtctctaa tccaaatata ccagtattag aaaagttatt tcgagtttta atggagcaat
  1178521 ctccaaaatc aggtgatata aaagataaaa tgattgagca atttcatcaa ccaaataatg
  1178581 cagaaatgta tcaaaaaagt ttagtgcaat ctattattca tttatctcct gtattaacag
  1178641 aaattttaga acaaggaatt gaagaaggga tattttcgac ttcatatcca caagaaacga
  1178701 ttgaactatt actatcttca gcgcaagtca tatttgatga ggggttattc caatggaagc
  1178761 cggaagaaat gatgaggaga gtgaaagctt atattaaaat gatggaagta tctgttggag
  1178821 cgaaagaagg atcttttaat tatatgctgg aggttttaat gaaacagagg tgatattttt
  1178881 tctgtttgtg tattatagac cgacagtcgg tctaaattaa aggaagggtg tgattatgat
  1178941 atctattagt ataaaacctt cgatgcaaga tttttattta atggtgagtg ggcaaattat
  1179001 tactattttg ggttcaacac ttttacgttt tgctctgtca ttatatgtgc tagatttaac
  1179061 agggcgtgct gatatattcg caggattata tgcgataacg agtattccgt ttttgctagc
  1179121 tcctcttggc ggagcgatag cagatcgttt caatcgccgt aatttaatgg ttatttttga
  1179181 tttcataaat actgcgattg tattaagctt tatagttttg ttatttactg gatctgtatc
  1179241 tattctattg attggaacaa ttatgttttt actagcaatc gttaatgcaa tgtacgcacc
  1179301 agttgtaatg gcaagtattc cgcaattagt tccagagaaa aagttagaac aagcgaacgg
  1179361 tatcgtaaat ggtgtgcaag cattatctaa tatagttgcc cctgtattag gaggaatatt
  1179421 gtacggcata attggtttga aaatgctcgt gataatcagt tgtcttgctt tctttttatc
  1179481 tgcgatttta gaaatgttta ttacaatacc ttttataaag agagtgcaag aaagccatat
  1179541 cataccgaca attgtaaagg atatgaaagg gggatttata tatgttttaa aacaaccatt
  1179601 tattttgaaa tctatgcttt tagccgcatt actaaattta atactgacgc cgctatttgt
  1179661 tgttggtgct ccaattatta tacgagtaac aatggaaagt agccacacgt tatatggaat
  1179721 tggaatggga ttgattgatt ttgctactat tataggtgca ttatcaatgg ttttttttgc
  1179781 gaaaaagcta cagatgcaaa cattgtatta ttggatgatt ttaatagctt tattagtaat
  1179841 accaatggca ctatcagtta caccatttat tcttaattta ggatactatc caccatttat
  1179901 cctctttata ctttcttcta ttttaattgc aatgattatg acagttgtat ccatctatgt
  1179961 gattactgta gtccaaaaga aaacaccaaa tgaaaactta ggaaaagtaa tggcaattat
  1180021 aacagcagta tcccaatgta tggcaccgat tgggcaagtc atatatggtt ttatgtttga
  1180081 aaaattcagc atgaagattt atttaccgat attagctatt agtttcataa tgatattatt
  1180141 agcggttgtg acgaagaaaa tattatcgaa tgaagggaac tagctttata tgattaggag
  1180201 aatgttaaaa agagatttct ctcaaaataa aatgataatt accatattgt ttatgtttat
  1180261 catgttatca agtcttttaa tggctagtgc ttcaagtaac gttattactc tattgaactc
  1180321 aatggatcaa ttggttaaag tatcaaacgc accgcacttc gtacaaatgc atgccggaga
  1180381 ggtaaatcaa aagtcaattg attcctttgt agaaaaaaat ccgtttgtaa aaaaacagca
  1180441 aacggctgag atggttcaaa taaatggatc taacattttt attaaaaaga aaaatcaagc
  1180501 agaacataat agtgtaatgg acattagttt cgtgaaacaa aatagtaagt ttgatttttt
  1180561 attaaattta aataatgaag tggtcgatgt tacgaaaggg gaaataggtg tacccattta
  1180621 ttatatgcaa aaatataatt tgcgtatggg agataaaata tgggttatta aagataataa
  1180681 tgaactagaa tttacgattt cagcatttgt tcgtgatgtt caaatgaacc catcaatcgt
  1180741 tagttcaaaa cgatttgtaa taagcaataa agattttgaa agaataaaaa gaaattttgg
  1180801 agaaagcgaa tatcttattg aattccagct aacagacgaa aataaaataa atgaatttga
  1180861 aaatctatat aagtcatcga acttaccaca aaaaggtccc tctattacgt attcactatt
  1180921 taaaacactc aattcattaa cagatggaat aatagctgca gtacttatca taataagtgg
  1180981 attattaatg ttaattgcaa tgttatgtat tagatttacg atcattactt cgatggaaga
  1181041 agattatcga gaaattggtg ttatgaaagc aattgggatt cataataaag atattcaaaa
  1181101 attatatata ataaaatata tttttatttc agctggtgga tgtatatgtg gatatatact
  1181161 ctcactattt gttacaaaaa tcttcacttc aaatatcacc ctttatatgg gggcggcaaa
  1181221 taaaagcatt ttacacaata ttgtgccatt cataattaca acattgttat ttttagtcgt
  1181281 tatcctgttc tgtcgtatca ttttacggaa ttttagaaga attacagcaa tagacgcttt
  1181341 acaatcaaga gataaactag gaaaaagaaa gattagaaaa tccttttcac tcaaacaaac
  1181401 taaatttaca aatgtaaata tatttattgg tatacaagat gttgttaaaa gatttaagtt
  1181461 atatcgggta ttaagtatcg tattaataat agctgtgttc atgattgttg tacccgttaa
  1181521 ctttttgtat acgattcagt caccgaattt tgtaaattat atggggacag gaaaaagtga
  1181581 tattcgaata gatttacagc aaactgaaaa tatagagaaa cgttttaagg gtgttatttc
  1181641 atatgtaaaa aatgataaag aagtagaaaa atatgcaaca tttgttacga gtacatttaa
  1181701 aatggtaaac gctgatggta cacatgaaaa cttaaatgta gaaatgggag acttcactac
  1181761 atttccatta gactatatcc aaggtagggc accaaaaaat gaaaatgaaa ttgctctttc
  1181821 ttatatgaac gcaaatgaat taaaaaagag tgtaggggat tatatctttt tatttgtaga
  1181881 tgggaaagag aaaggactag cgattagtgg tatatatcaa gatgtaacga atggtggcaa
  1181941 aacagctaaa gctagttttt ctaataataa tgaaaatata ttatggtatg tagtaaatgt
  1182001 agatatgaag cctaaagtgg acttgcaaga aaaagtaaag gagtataaac aaaattttag
  1182061 ttctgcaaaa ataacagata caaatgatta tgtaacgcaa actttaggag aaacaattaa
  1182121 acaattaaga cttgtgacgc aagtggctat tttgattgcg atattgatat cagttttaat
  1182181 tactgcgatg ttttttaaaa tgttattagc aaaagattct tcgcaaattt taattatgaa
  1182241 aaatatcggt ttttctagta aagatattcg tatacagtat ataacacgtt ctatcgtcat
  1182301 tgtattatta ggcattttga tagggacatg tatagctgct acatttggtg aaatgttagt
  1182361 aagttggtta gggtcattta tgggagcagc tcatataaag tttgtcgtaa atcctatcgt
  1182421 ttcttatata atatgtccag ctattttatt tatacctgtg actgcaacaa cacttttcag
  1182481 tagttttact atgaagcaaa caaacgatgt aaagccaaat ggggagtagg ggtgtatcac
  1182541 ttgaaaaaaa ttttagaagt aaagcaagta aacaaaacat attcaatgga tggaaatgca
  1182601 aattatcacg tgctaaaaaa tatagattta gaggtttatg agggagaatt tgtatcggtt
  1182661 atggggcctt ctggttctgg gaaatcgacg ttactatata atattagtgg aatggatcaa
  1182721 atgtcatcag gaagtgtaaa aattgatagt aaagaattat catgtatgaa agaagaagag
  1182781 ttagcaaaat tacgccttac tgaaatagga tttatttttc agcagagcaa ccttcttaga
  1182841 aacttgaacc tatttgataa tatcatcttg tcagcatatt tagcgaaatg tgagagtaag
  1182901 aaaatagtaa ataaacgtgc tctagagcta atggagaata tggggataag tgatatagcg
  1182961 tctcattata taaccgaagc atctgggggg caattacaaa gagtctctat ttgtagagcg
  1183021 ctcattaata atccaaatat tatttttgca gatgagccga ctggtgcttt aaatttaaaa
  1183081 tcaacagaag aagtaatgca aatattatta aatattaatc gtgatggaac gaccattatg
  1183141 ttagtcactc atgatgtgaa agtagcagca aaaacagaaa gaattctttt tatggcggac
  1183201 ggagaaattg ttagtgaaat acagttaggt aagcttagga acgatgattt aaaagcgcga
  1183261 gaagagaagt tgttaaactg gttagctgta cttggatttt aaagagaaaa actcctattg
  1183321 aatgtaggag ttttttcttt gtcttaaagt tctaaaagat atataataat tttctgaata
  1183381 ttaaaattgg aggggtgcaa atgaaaaatg aaacgttgca tacgcaagaa gatattatta
  1183441 aaatgctgga ttcattatta agaccagcag aaccattttg gaatgaattt tatgcgaata
  1183501 gagaaaaaga tgttccgttt tttgaaaatg ttccagatga gaatctagtt tcgtatatac
  1183561 aaaaaaagcg ggtttcaaaa ggaaaagtac tggaacttgg atgtggtccg ggtagaaacg
  1183621 caatttatct agcaaatgaa gggtttgatg taacagcagt agatttatct atagaaggca
  1183681 ttaactgggc gaaagagagg gcgttagcaa aaggagtaga aattgaattt atttgtgatt
  1183741 caattttcaa tttagaggtt caaaatgaat ttgattttgt atacgattcg ggctgtttgc
  1183801 atcatattcc accacataga agagtaaatt atgtggattt aattaaaaac gcattgaaat
  1183861 caggtggtta tttcggatta acgtgtttcg cggcaggtga tttagatgag cgaaatggat
  1183921 cagaaataac agattgggac gtatatagag gatggagttt acaaggaggt cttgcttatt
  1183981 cggaagaaaa actaagagag atatttaaag gatttgaagt gattgaaatt agaaagatgg
  1184041 aacagattga acaaccaaat actatgtttg gagaattatt tctttggaca gcattattta
  1184101 agaagaatta agaaagtaga taattgacaa actcatcgtt tttatggaca atatactcat
  1184161 gggaatgtat gttcgttttt gttaaccgat gtatattttg cataaataca tagcaagggg
  1184221 ttgtctctaa atgagtaaca caaatcaaaa aatcactacg tttttaatgt ttgaaggcaa
  1184281 agctgaggaa gcaatgaact tttacacgtc gctattcgaa caatcagaaa ttgtaagtat
  1184341 ctctcgctac gatgaaaacg gacctggtaa agagggtact gtcattcatg caacgtttac
  1184401 attacacggg caagagttca tgtgcataga tagttatgta aatcataatt ttacatttac
  1184461 gccagctatg tctctttatg taacttgtga tacggaagaa gaaattgaaa cagcttttaa
  1184521 taaactagct gaggatggag cagtacttat gcctttaggt gcctatccgt ttagtaaaaa
  1184581 atttggttgg ttaaatgata agtatggtgt gtcttggcag ttaacacttg ctgaataaaa
  1184641 aagaaaaatt gtagtttatt tgtttaatgg gttcagttaa gagcttgaga aattaaataa
  1184701 cattaataaa ggtattccaa ctgtcaacag gtttggaatg cctttttatg tgtaagtgag
  1184761 tggcttgaaa ctaccaattc tacggttgtt ttaagtaaat ggaatggata tataattttg
  1184821 tgagttttta taatttttag taattattat catttatctg ttaatataaa tatagataac
  1184881 tatgtaataa ctatcaggca ggttaataga aaaaggaaag cataaataat taataagctt
  1184941 acacttaaaa tgcaactagg tcattaggag gaataactgt aatggatact acacaacaaa
  1185001 acagtaatgc atgggataag aaggttgaag aaggttctag atacacgcaa cctgtaagta
  1185061 gtgaggttat tgagaaaagc aaatcaggtg aatgggagat tacagtgact acggaaaaat
  1185121 cagttcctag agattggttt ccaaagtcat taaatggatt aaagatactt tgcttagcat
  1185181 caggtggcgg acaacaagca ccagttctag ctgctgctgg agcagatgta acagttactg
  1185241 atatatccaa gaagcaattg gaacaagatg aaaaggtagc aaaacgagat ggtttaactt
  1185301 taaaaacagt acaaggagat atgacagacc ttagtgattt tgaggatgaa tattttgata
  1185361 ttgttgtaaa tcctgtttct aatttatttg taaaagatgt tcatcttgta tggaatgaag
  1185421 tttcaagggt cttaaagaat aaaggtattc tcatttctgg atttacaaat ccgttactat
  1185481 ggatttttga tgataatcaa gaacaaaaag gaattcttga tgtaaaacat tcaatccctt
  1185541 catcgacatt ggattattta ccagaggatg aagttcaaga ttacatcgat tcaaatcaaa
  1185601 caatagaata tgcgcataca ctagaagatc aaatccaagg ccaaattgaa gcgggtttta
  1185661 ttataacagg tttttatgag gatgattttg gtggaacaag gatattagat aagcatatta
  1185721 aaacatttat tgctacaaaa gctataaagt taaaggttga ttaagaattt tgacttgtca
  1185781 cacgagaagt tagtcgaaga aggttcttaa aatagtatat ataaaaggaa aagggtggca
  1185841 ccttccatcc ttttcctttt atataattag gttatgcttt ttatattaag aattttgctg
  1185901 gccgaatctc ttcccaagct tagctaacaa ttcaggctga tccccttggc tcattacaat
  1185961 ttcaacaaag gtaagttgat tcttatcaat acttatttta gttaagactt cttgtaactc
  1186021 tgtttcattt tgtactttaa atgtttggct tttttcttct gttccgaata ctttcgctag
  1186081 ttttgtgtac tcccacattt gtatgtcatt atacggttcg ttttgaccat gaattgcacg
  1186141 ttcaacagta taaccattgt tgttaattaa aaatataatt gggtttaaat tttgacgtag
  1186201 tatagttgat aattcttgga caattaattg aaaagaacca tcaccaataa ttaaaatgtt
  1186261 gcgccgcgat aaattagcga gctgtgtacc aagtagagca ggtaacgtat agccgatcga
  1186321 tccccataat ggttgcgcta catatgtagt gttgtttggt aaagggatag cggcactacc
  1186381 aaagaaaggt gttccttgct ctgcaagtaa gacgtcgttt tcttgtaaga aatggtatat
  1186441 ttgttgccaa aaacgttttt gtgtaaccat gtgtgctttt ggattgaact cttctgtcat
  1186501 agatagagat tctgaaataa atggcttaat atcaagcgtt tcttcatttc gatgctcaat
  1186561 tacatcactt aactgttgta aaacatcttt cattacaact ggcccgtatt ttttatctgt
  1186621 aattttcaca gtgtagggat gaatttcaat aacttgttct ttcgtaaaac cttgtgtgaa
  1186681 gccacctgta atagtatcag ttaacttcac gccaatacta ataatacagt cagattcatc
  1186741 aattctttta cgcaagtatg gaggacttac atcaccaaca taaaccccta taaattgagg
  1186801 gtgtttttct ggaaatattc cttttcccat acttaacgtt gcaataggaa accccgtttt
  1186861 ttctacaaat tgatataaat attcttttgc atgaaaacga tctacttcaa aatcagctaa
  1186921 aataataggt ttctttgcgc tatttatttt tgaaatggca tgtagaagca ttttatccag
  1186981 tgtttcttta ttacttaaaa tcggtttatg taaaattggt tctgcaggtc tattaattgg
  1187041 tttattatac acatcaatag gtaaattaat atgaacagga cgtttttcat tccaacatgc
  1187101 acgtaacaca cggtcaattt cctcgactgc atgctctggg gttaaattag tttgtgcaat
  1187161 agtgatttct cgatacattt tggaaaaatg attgaacttt ccatcaccta acgtatgatg
  1187221 aactagctct ccattttcca ttactgttgt tggtggtgta cctgtaattt ttataactgg
  1187281 tacgttttct gcatatgagc cagcaatgcc atttatggcg cttaattctc caacgccaaa
  1187341 ggtggtaata agagctgcta ttccttttat acgagcatat ccatctgcag catatgccgc
  1187401 atttaattca ttacaattgc caatccactc taaattttta tgtgcgagta cataatctaa
  1187461 aaaagccaaa ttataatcac cagggatacc aaaaatatgc tcaattccta attcgcttag
  1187521 tcggtctaat aaatatgtac ttacagtata ttgagttttc aagtgaatca tctcctaatc
  1187581 gttttgcttt cttgtaataa acgaaagcag ctctagagca ttgattaaaa tattcattac
  1187641 tagaatgtgg tataatttac atacaggggg aaagtagatg acacaacata aagaagaaca
  1187701 gatgaatgaa gcgttagcct tattttactt tgcatataaa acatttactg aaaagccaga
  1187761 tgaaattata aaagagtatg gtattcaaag agtacatcac cgaattttat tttttatcgc
  1187821 acgctttccg ggagtaagtg taaatgagtt attatcacta ctagaaataa gtaaacaagc
  1187881 tcttcacgga ccattacgac aacttgtgga aaagagctta attgagagta atgaagctac
  1187941 acatgatcgc cgtgtgaaac agttatcttt aacagaaaaa ggtgccgatt tagaaaagaa
  1188001 actgagtgat gtacaaagac aacaaatggg tgctattttt tcaaaatttg gtgaatcgtg
  1188061 tgaagaaaat tggcatcaag ttatgaatga aatggcacat agccgatcag gttttgatgc
  1188121 ttggatatcg aaaagggaag ttgcaatcga tcaaaaataa aaataaatat atctgttttt
  1188181 atagtttgaa aaagaacaaa ttttatccgt acatttggca actatggagc tatcatagag
  1188241 tgaatggata aaaagataca ttactagata ctttatacgt gtacgcaatg gaacaataaa
  1188301 attcacattt ccgagagggg aattattatg ataaaacttg tacttattcg tcacggacaa
  1188361 agtttatgga atcttgaaaa tcgttttact ggttggactg atgtagattt atcagagaat
  1188421 ggattaagtg aagcgagaga agcaggagcg atattaaaga aaaatggata tacttttgat
  1188481 gtagcttata catctgtatt aaaacgagca attcggacgt tatggattgt acttcatgag
  1188541 atggaccttg catgggtgcc agtacataaa tgttggaagt taaatgaaag acattacggt
  1188601 gcattgcaag ggttgaataa agatgaaact gcgaaaaaat atggtgagga gcaagttcat
  1188661 atttggagaa gaagtattga tgtaagacca cctgctctta ctgaggatga tcccaggtat
  1188721 gaaatgaatg atctaagata taaagcactg aaaaaaggtg agtttccatt gacagaatgt
  1188781 ttagtggata cggagaaaag agtacttgat tattggcatt cagaaattgc gccgaaatta
  1188841 aagaatggta acaaagtaat catttcatca catggtaaca caattcgctc gctagtaaaa
  1188901 tatttagata atctttcaag cgatggtgtt gtttcactaa atattccaac gagtattccg
  1188961 ctcgtgtatg aattagacga aaatttacgt ccgattcgcc attattactt aagtatggat
  1189021 ggagaagtac ctgaaggaga aattccgaaa catattactt tttaacatga aaatttgaaa
  1189081 cgcatgcttg tctacatata caatgtagat tcaggataaa agacgtggca ccttctaatg
  1189141 tatatgcaat gtagctaaat ttagaagctt gtccacgtct tttgtcataa agagagctgc
  1189201 ttgtgcatgt aatgatatcg tgagtagttt ttgaatggag ggtgatgtca ttggtgatct
  1189261 ctaacattcg aatcggctta tttattttag caatcgtttt tctagttctt gttttctttt
  1189321 actggagaaa tgaagaattg tatgaggaga agaagcaacg aattagaaag acttggtatg
  1189381 ggttgtttat agtatcagtc accgtgtatt tcatgataaa aggaatcgat ttaaccctct
  1189441 ggaaaaatct tttaatgttc actgcaatgg ttattttcgt tgatattgca tttattttaa
  1189501 cacctaatat ttcagaaata tggggagcga aatttagcga tatcggcaag acggttcaat
  1189561 cgataaaacg gtcattaatt gcttctaaag caagaggaga aatatacaca acaatcattc
  1189621 aaaatgtcaa tccagcagtg ttcggtacga tggaatggca tacggaggaa gaatatacaa
  1189681 aaagcttaaa cgcattttta gattcgtatg gggaaaagat tggagcaaaa attgttgtat
  1189741 ttgaagcggc aaaggaatta aatacaaact ttcgtggtat ccgttctcaa tttagtacga
  1189801 ttattccgtt agagtacatt gagcaattga atgagcagag agcagtacaa gtagaaaatg
  1189861 tcggaattat accagcaaaa atagtgagtg atgttttcat tgttattgat gggaagaaaa
  1189921 ataacctgca agatcgagat tttgaaaatg tatataattt aacaatacat catagttatt
  1189981 ttagtaaata aggacagaaa ttttttctgt ccttttcact tatacataaa ggtaaagcga
  1190041 atttagacaa acttgtataa aatcggacaa tcattcctac actagcacgt agaggtgatt
  1190101 gtagtgataa aagattatga caatgatttt tttaaagaag ataatgaaga tacaacagat
  1190161 ttctcgttaa taaaaggaga tacattacag caagtagaag aattagaaga agaattaaaa
  1190221 agaaaatgat acgtgtacac cctgtctgca tttgctatat aatataaata aaaggttgta
  1190281 tctttttgaa aaggggagag aagagatggc tgaagtaaat gtaaaaaagt cttcgttttt
  1190341 taaagaaaaa aaagaagtac ccaatacaga tttctctctt ttgaagggtg cattgattca
  1190401 aaatttggat agattagaaa aatttgtaga ggcaattcca tataagtata taaaagaggg
  1190461 gaatgtaaaa gagaatgcgt aaaaacattc tcttttacat tacctcttta tgatttgttt
  1190521 atgcgttatt tcttttttgt ttaaaaatga ttttatacat ataataccca agggctgcaa
  1190581 aaatgaatcc aatagcagca ccaactattt gtttcataaa caataagtat aacgaagcaa
  1190641 taattagtgt aaataagatt aaaattaata catactttga aataaattct acccctttgt
  1190701 acactagtag aatgacacct gaaagaacag tgatgatagg taatatccta ttttcgaaaa
  1190761 agccttcctt ttttttgcta gaatgctgtt gtttattcaa tataaatata ctcccgtctt
  1190821 aaaggattaa tcttttatta gttttgctat ttcattttcg aaaagatttt tggttaaata
  1190881 ggttatttca aaggaatcat tttttatatt tcgagttaat agccattgag tgtttggtaa
  1190941 ttcaataaca aagaatccat tgtcagaagt aacctcattt tttctgttgt atctagaagc
  1191001 ataacagtgt aaatagactg tgttttttaa tctattataa aattttcagc atataaggaa
  1191061 ttaaatccat tctctattaa cattgttttc cttcttgaat agacaaaagg aaaaactttt
  1191121 caatattttg tacgatatgg tttggaagag ttcctacaat gctacttcct tttcctcttg
  1191181 ctgaaatact agctgtaatt gattcaagat atgggatatc ttgtcgaagg ttagtaaatt
  1191241 gttcttgctc ttgagtactt ttaaacttgt tagtagaagc ttctaataat tctggagtca
  1191301 cgataatatt caatatggtt aacctccttg tgtgaaaaat tattttaacc aaaaatatat
  1191361 tagattataa tcccattaaa atctactttt tataatacca aatattatta ttaaatagta
  1191421 gattaatatt tttaatttta tgataattaa tgaaaataaa aaagagagaa ttccaggtag
  1191481 gagttaaagg taaaggtaca tcagatttct cgttaataaa aggggatacg atgcagcaag
  1191541 tagaagaatt agaagaagaa ttaaaaagaa aatgatacgt gtacaccctg tctgcttttg
  1191601 ctatataata taaataaaag gttgtatctt ttttgaaaag ggggagaaga gatggctgaa
  1191661 attagtgtga aaaagtcttc attttttaaa gaaaaaaaag aagaaccaaa tacagatttc
  1191721 tctcttgtga aaggtgcatt aacggaaaat ataaatcggt tagagaaatt aatgaataat
  1191781 ggtacttcaa aatatatgag agcaaaaaaa gagaaagaaa atgcatagtg cattttcttt
  1191841 ctctttttat atgcaattta aatgtttaac aagcagatat taaagcatga aatagaaagt
  1191901 gaaaataatg aatcatggta taatgataaa agacttacat attattttgt cattttgaga
  1191961 ggagcttaaa aatgtattct actttagaac aattaacaaa gcaccctgta ttttatcatt
  1192021 ttgcagaaat ttcaaagatt cctagaggat caggtaatga aaaagaaatt agtgattttt
  1192081 tagttggctt tgcgaaagag cgtaatttag aagtgattca agatgaagca ttaaatgtca
  1192141 ttattaaaaa agaagcaact gctggttatg aaaatgtacc agctattatt attcaaggtc
  1192201 atatggatat ggtttgcgaa aaaaatcaag caaccgtaca tgattttgat aaagatccaa
  1192261 ttgaattacg aattattggg gacatgttat atgcaaatca aacgacttta ggagctgata
  1192321 atggtattgc agttgcatat gcattagctt tattagattc aaaagacatt ccgcatccag
  1192381 cactagaagt agttattact actgaagaag aaacgacaat gggcggagct ttcgctgttg
  1192441 attcaaatca ttttgaagga aagattttta ttaatattga ttctgaagaa gatcataaat
  1192501 tacttgtaag tagcgcaggt ggtgcaaaag ctgttgaaac gattccagta atttgggatg
  1192561 aagcaccagc gaatatggat gcataccgtt tatatgttgg cggtctaaaa ggcggacatt
  1192621 ctggtatgga aattgataaa caacgtggta atgcgaacaa agtattagga cgagtattac
  1192681 atgatttatc agtaaatatt caatttgata taagtgaagt tcacggtgga ttaaaaacga
  1192741 atgcaattcc gcgtgaaagt gtagctacaa ttttattatg tcaagaagat gtagagaagg
  1192801 tagaagaaaa gttagaatca tggacacgag tattacaaga agaaatgcgt gctgttgatc
  1192861 cagatgttca tgttacactt acaaaattag atgagaaagt agaaaaagta tttgctaaag
  1192921 aaacacaaaa gcaacttatt tcatcattat tcttaattcc gaacggcatt caaagtatga
  1192981 gcatggatat taaaggtcta gtagaaagct caacaaattt aggtgttatt gaaacgttgc
  1193041 aagatgaaat taaattacgt aacgaagtga gaagctctgt aagtagttta aaacaacata
  1193101 ttgcagatga gattaaatgt attgcggaat tagttggcgc aacatttgaa atcgagtcag
  1193161 agtatccaga atggccatac aatccgaatt cacaaattcg taatttattt gaaaaagtgc
  1193221 atcaagaaaa atacaataaa gatgttgaaa tcttcgctgt acacgctggg attgaatgta
  1193281 gtgtattcgt tcaaaagatg cctgaattag atgcaatttc attcggtcca gatatattca
  1193341 atgtccatac tccagatgaa catattagta tttcttctgt tgtgaataac tggggattct
  1193401 tcgttgatgt aatgaaaggt acgaaagaat tagctaaata atattcataa aatgaagagt
  1193461 agcctataaa attttatagg ctactttttt gtatagagtt ttactagaaa tttatttttg
  1193521 cgttttattt ctataggaga ttttaccaaa gactgctcca gaaattgctc cgattaaagt
  1193581 cataaaaatt gcactccatg ctgcaaatga cattattaca cctccaaata ataaattatt
  1193641 gtttcttatt ccttttaata gaaatgataa ttgcaacaac tgctaagaaa ataagaggag
  1193701 accaagaaaa gaaagacatg ataaatcctt tcttaaatat ttatataaaa taattatcgc
  1193761 atattaataa atcgaacatg tggaatatgt aatattgcat attgaattgt agaacttaaa
  1193821 gaagtggaaa cagttattga gtaaaaatga taatttataa agaaagtaag gattttttct
  1193881 aaccttaaaa agagcaaata accaaaaagc tcctctatct tatataaggt agaggagctt
  1193941 ttaaaatgat ttttgtttaa gaaaagagta tccaagattt agttactggt gagataaacg
  1194001 taaattattt tgagatttta aagctgcccc cataataata attttctcca agtttcataa
  1194061 cagctacata tgttccagga ttataggcct tagtaatagg tgttacaaat ctaccataat
  1194121 tatgttttaa accagagtca taaatggttt tatatctatg caagtttatt tcatcatttt
  1194181 catttccact caattgatat atttttacaa taccagtatc cttaccacca gtatatatag
  1194241 taacatcgaa tgtatctcca tgctttaagt caccaactgc taactcttct ataaaatctg
  1194301 cattatgatg taataaaaaa tagttttgcc atcgccaagt atctaaaaat cgtgattctt
  1194361 tttgtgtagg ttgcgattca gcagaggcag gtgggagcgt accaattgta tttgaaaata
  1194421 aaaatcctcc aacagtcaat gcgccaataa ttgttgattg ccttaaaaat ttcatctttt
  1194481 agacctccta attaataaag aatttagaaa tcgtttttgt aaaaaactag ctgtgaaatc
  1194541 taaaggatga taatatcttc tataatcata ttaacattta ttgatttatc agacaaatcg
  1194601 aaaaccattt agaaataaca attacgttgc gagctattgt atagtagaga tatggttcat
  1194661 aataaagggg gaatacatat gtggaagcga tttgtagcga ttggtgatag ttttacagag
  1194721 gggatagggg atgaagttga gggtatagca ttaaaaagct gggtagatca ttttgtccaa
  1194781 ctgtgtgtaa acgatataga atatgctaat tttgcaaagc gtgggttagt aacgaaagaa
  1194841 attcgctcgc aacaattgga aaaggcgtta acttttaatc cagatttggt tagcctcatt
  1194901 gcaggtgcaa acgacgtatt aaaaggacgt tggaatcatt atgcatataa ggaagatatg
  1194961 aaatgtatga tagatacatt aagtaaaaca ggtgccgata ttatgatagc aaaccttcca
  1195021 gattttacag tcagacttcc attttctaca gaaaaaaaac aagtgttaaa agaacaatta
  1195081 ttagaggcaa atgaagttat actttcattg agcagagagt ataagcttca tcatattgac
  1195141 ttttggaatc atcatgtagt taatgacaat acgctttggt ctaaggattt cattcatcca
  1195201 aactcaaaag gatatgtaaa agttgctgaa ctgatcttta gtagtttgcc tgtacatgat
  1195261 gcttctaaat aagcttttga atgaactaat cccttgcgca gggggttttt catattttct
  1195321 gttgcagaac ccttagtata agggttcttt ttggtatcaa aaatctaaaa aagatacaat
  1195381 tggagaactc gaactaaatg gaacaaatga aacttgtatc ttgtctatat attgaaacca
  1195441 taataaaagt gagggtagtt ttatgtttat tcaaataagt ttgaggtgtg gaaatggaac
  1195501 agacatttat tgaaaagtgt aatcatgatg agctggacga tgttataaaa gactattggc
  1195561 aagatgtatg gaattattca tttattatta cgaaagatcc acacttatca ggtgatatta
  1195621 cgcaagatgt atttataaag gtatttaaaa attggaactc atttcgaagg gagtcatcta
  1195681 ttaaaacgtg gatattaaaa attacaagaa atacggcaat aaattgtttg aaatcatctt
  1195741 attttaaaag aatatcttta gtaggatttt ttagtgatga taaacaaact ctgtcggcag
  1195801 aacaagagtt ttttaagcaa gaagaaatga atgatgtgtg gaaagttgta ttaaaactac
  1195861 ctaaaaagca ccgtgaaata ataatattgg acgcaaaata tgaattatct tatgaagaaa
  1195921 tggctgaaac actaggagta tccattggaa ctgtaaaatc tagattaagt agagcaagaa
  1195981 gtaaggtttc aaaactaata ggggagggtg gtagtgatga acaataaaaa aaatcctgac
  1196041 tggtatagaa aattaaaaaa aggcccaatg gaacaccgta aagacgaaga agaatatatt
  1196101 tataaaataa agcaatctat atatcaaagt aacgaggtag gttctcggga acatacaaga
  1196161 ccatttcgta aaaaagcatt gccaattgta gtggttttag cttgtacatt tttatttttt
  1196221 attgttcaac aaccttggct tgatgataat aaatcaccgg tgcaaattag cacacaaatt
  1196281 aagcctaaaa caaaagatga gtctgctcaa gatccaacat taaaacaatt tatgaatgat
  1196341 ttatatcaaa gtacaaatgc aaaaaatgaa actgacttgt ataaagcgtt aaacgatgaa
  1196401 gttcaattta aagggaagag ctatatgaag gatgaattga agtttgatga agatattttt
  1196461 catgagttgc aagtcgctct tacgatgggg ggagaattcg caaatgatac aaaacaagta
  1196521 tacaaagtac caagtggatt gacagaaagt aaccaacaaa agcaagcaca ctttatatat
  1196581 gcaactgtta ctggaaataa aacgaaaatt ttagctgaac caaagcgaga atcaaaagtt
  1196641 ttatatgaag tatctaatga aatggtaaaa gcttggattc cagaaaaagt gcagaagaat
  1196701 gaatatataa aagtatcgac aattaatggt aatactggat atgtacaaaa agagtatgtt
  1196761 ttaactgaca ttaaatactc atttatgttt gaaaagaata atgaaggtat atggaaaata
  1196821 ataaatatag attctatttg gtaaaaaagg aaggttcact ttaatgaacc ttcctttttg
  1196881 tttttattct ctttttgaag agtattccag gactctaaaa tttctgatgt aacgagagca
  1196941 gcaatgtttt tttctgaatt acttccagga ataacgacag aaacggcaat ctgtggatct
  1197001 tcggtaggag catatgcaat gaatagagaa tggtttatca ttcttgcttg ctcatccgga
  1197061 aaacccgtaa tacctgtttt accagcgacg tcaaagggca actttttaat ctcctctata
  1197121 ttttgactca ttccaccttg cacgacactc caaaatttcg tcggataacg atttgaactt
  1197181 tctaaaattg gtttaaactt ttttgtttcc ttaccatttt gaccaataat agcacttgtc
  1197241 atttgaggtt tatatttatc acctttcctt gccaaagttg ctgcatattg agcgagttga
  1197301 agaggagtat gcacttcgtt tccgccccac gaagcattta ataaagcgga gattccattt
  1197361 tcaaacttat tggaaggatg gaattcatat tgtccgtctt cttcaaaggg taaatcaatc
  1197421 ccggttttag aacgtaggcc gaattgcatt aaataatctg tccatatatg tgctactttt
  1197481 tctacattgc cattatgttg gttaaataat ggaagagcta cttttgctgt cataaatgtg
  1197541 ttagacgaat taatgatagc ttgcctcggt gtaatctcac ctgtaggcgt tccaggtgca
  1197601 tttgtaatgt tattctgatt atcatactca aaagtacctt tatctaaata agtatcttca
  1197661 ggttgaaaaa gtttttcgtt taatccaatt aaaatagtaa gtggttttat agtagaggcc
  1197721 atatttatat aagattcacc atactttaat ttttgaattg ctttattttg cgaaagtgat
  1197781 tttaagttat ctattttagt tgatacatga gtatgtaata tatttggatc aaaaactgct
  1197841 gagttggcca tagttaaaat tgcgccagtt tttgcatcac tcactacagc ataaccagct
  1197901 ttagcatcag gtaatttctt aatttgcgat cgtaatgctt cctctgattt ttgttgcaat
  1197961 ttagaatcta aagatagcct gatatcctta cctttttgta ctttttgaat gttccataag
  1198021 aactctttat tattcatttt aaaaataaga gttttacccg gttttccttt taaatcatct
  1198081 tcatattgca gctcaatccc actttttcca accggcatat gctttgaatt aaggttattt
  1198141 tctacatacc caattacctg tgaaccaatt tcatgtttag gataatatcg aatccattca
  1198201 tctttaatta ttacattatt cggtttgttt ttgtctatga atgcaagttc attctcagct
  1198261 atatcagagt ataacggtat atcatgcata gtctgttttt tacaagattg ttgtaattga
  1198321 gattttatgc tctctgaaga aatatcatgt tgaaacttac ttgaaaattg ctcgaaaaaa
  1198381 gctaatgtgt ttgatgtatc ttgtttcgat aacttttcat cattagaagt acaatataga
  1198441 gacttaactt tcttatttgt agctagtatt acaccatttt gatcaaagat ttttcctctt
  1198501 tcggctgaag aagttgcgat agtaattgaa atgaagttga ttttaaataa aattagtaaa
  1198561 atcaaaccta caatagaaag aaccgcaaaa aatccccatt tttttatttt tgtatgtaac
  1198621 ataaaatcct cccttttgta gcctacttca tcttatagtt aattattttt tttgtaaatg
  1198681 tggaacaact ttattattta gattgtctat taagtactac agcatgaaga aaggaataat
  1198741 cagtatgaaa agttactagt cagcctatgt gtaaatatat tatgagtcac attgcaagcg
  1198801 acaaaaaaca agtgagaaaa aaggaaggga gatgtattaa ttacgcggct atacaaaaag
  1198861 gaattaatac ttacaaagat ttagaaaaaa agataagaca ctatttataa ccgaataatg
  1198921 gtttgtaata tatagggaac gtttaagtat tagtgagaag ttccagaaga attatatgga
  1198981 ggatttatga aagaacaaaa aggaaagaag cagaagacat atatatctat tcgattaaat
  1199041 atcatgttcc tttgtatatt tttactattc tcagctatta ttatgcagct aggaaaagta
  1199101 caaatcgttg agggagaggc ttataagaat caagtggaaa acagtcaaaa tgcaacaact
  1199161 agcataccag ttccgcgtgg acaaatttta gatcgagaag ggaaaacggt cgttaataat
  1199221 aagtctcttc gtacaattac gtatacaagg gtgaagggga ttacgagtga cgatatttta
  1199281 aaaacagcaa aagacttggc gaaagtactt gaaatgcctg aacaagatat taataaatta
  1199341 actgatatcg ataaaaagat ttttggatgc agttgaatac gaaacgtgcg gatacaaaga
  1199401 ttactaaaaa agatatagaa aagtttaaag aaaagggaat agagggaaaa gagttagata
  1199461 aaaaaataga agatttaaga cgaagtcgcg ttacagaagt agaattgggt gaattaacag
  1199521 aacaagattt aaaggtgtta gctattaaaa gtaaaatgag ttcaggttat caactaacac
  1199581 cacaaattat taaaaaagat gtaacagatg aggagtatgc acggataagt gaaaatcttg
  1199641 cgaattttcc aggagtagat gcaacggttg attgggaacg taattatgta aatggtaatt
  1199701 tgtttcgttc cgtattaggt aatattacga gtagtgaaga aggtctgccg aaagaaaact
  1199761 tagattctta tttggtacgc ggatataacc gtaatgaccg tgtcggaaaa agttatattg
  1199821 aacaacgata tgaagatgta ttacatggca caaaagaaga agtgaaaaac attactgata
  1199881 aatcaggaaa cattataaat acagaagtaa tcgctaaagg aaaaagtggt aaaagtttaa
  1199941 cattaacgat tgatatggaa ttacaaaaga aagtggaaga aagtatagag aaaaacttga
  1200001 gagcttttaa gagttcagag ccgctactcg atcgagcttt tgtcgtcatg acgaatccaa
  1200061 ataacggaca gattttatct atggcaggca aaaagattgt agaaaaagaa ggagtactag
  1200121 agattgagga tttggcatta ggcaatatga caacttcgta tgagctaggc tctgctgtaa
  1200181 aaggtgctac tttattaact ggatatgaga caggagcaat acatccagga gatcaatttt
  1200241 atgatgcacc gatgaaattt aaaggtacac aagctaagaa atcgtggaat gtatctggat
  1200301 ttggtaatat taatgattta cgagctttac aagtatcttc gaatgtatac atgttccaga
  1200361 cagctttaaa aattgcggga gttaattacg taccaaatgg ctcattggat attaaacaag
  1200421 gagcatttga tacgatgcgc tattatttca agcaatttgg tttaggagtc ccaacaggta
  1200481 tcgatttacc gaatgaaata attggacaaa ctagaaaagt agatagtcaa cctggatttt
  1200541 tactagactt ttccatcggt cagtatgata cgtatacgcc gttgcaatta gctcaatata
  1200601 tttcaacgat tgcgaatggt ggttatagaa tgcaacctca aattgtacaa gaaatacgag
  1200661 aacaatcaat taaagaagag gttggtaaag ttattcgctc tatagagcct gtagtattaa
  1200721 atcggattga tatgaagaca gaatatattg atcgaataaa agaagggttt agatgggtat
  1200781 tccaagaagg ggatggaact ggcgtaaagc atttcaaaaa tgctccatat aaaccagcag
  1200841 gaaagacagg gacagcccaa actgtgtatg gtggagatga tccaattggt agaaatgcaa
  1200901 aaggagaacg tatggaatgt tacaacttaa cgttagttgg atatgctcca tatgataatc
  1200961 cagaagtagc gttttctgta gtagtcccat ggcttcataa tgataaaagt ggaattaatt
  1201021 ctataatcgg aaaggaagtt ttagatgtat actttgattt gaaaaagcag cgtatgcatg
  1201081 atgaagctgc tagtacagat acttcgaatc aaaattagta aaatttgtgt acttttctca
  1201141 gggaagaacc cctgtttgta taaaggcatt tataagtaaa aagatgaaat gtgaaataag
  1201201 agatagcagc ggtcatagtt gttatctctt attttattaa taactgtgat acgagcgata
  1201261 aagattttta agtttatgga acaaatttgt ttcggtgatt gtctattatg tgtacgtata
  1201321 aaaaggtatt aagtatttga aaggaatgat agttttgaaa aacaagaaaa tgctaaaaat
  1201381 agggatgtgt gttggtatat taggtttaag tattacaagc ctagtaactt ttacaggagg
  1201441 tgcattgcaa gttgaagcga aagaaaagac tggacaagtg aaacataaaa atcaggcgac
  1201501 gcataaagag ttctctcaac ttgagaaaaa atttgatgct cgattaggtg tatatgcgat
  1201561 tgatactggt acaaatcaaa caatcgctta tcgacctaac gaaaggtttg cctttgcatc
  1201621 aacttacaag gctttagcgg caggggtatt actgcaacag aactctacta agaaattaga
  1201681 tgaagttatt acttatacga aagaagactt agtggattat tcacctgtta cagagaaaca
  1201741 tgtagatact ggaatgacac taggagaaat tgcggaggct gctgttcgtt acagtgataa
  1201801 tactgcaggg aacattttat ttcataaaat aggcggaccg aaaggatatg aaaaagcgct
  1201861 tagacagatg ggggaccggg ttactatgtc tgatcgtttt gaaacagaat taaacgaggc
  1201921 tattccagga gacattcgtg acaccagtac agcgaaagca attgctacga atcttaaagc
  1201981 ttttacggcc ggaaatgcgc ttccaaatca taaacgtaac attcttacaa agtggatgaa
  1202041 aggaaatgct acaggagaca aacttattcg tgcaggtgtg cctactaact gggtagttgc
  1202101 agataaatca ggagctggaa gttacgggac acgaaatgat attgctatcg tttggccacc
  1202161 aaatagagca cctattatca tcgcaatttt atctagtaaa gatgaaaaag gggctaccta
  1202221 tgataatcaa ctcattgcag aggcggctga agttatagtt aatgctttta ggtgataatc
  1202281 tctcaattct ttatgtaatg taattgaaaa tatgaacttg gaaagcgatt ctttttaata
  1202341 tgaaaagaat cgcttttttg tattcctaat acatttataa tccaggtaac aaaagaatta
  1202401 aatatatatg tagcattgcc aatagctata ctggttaaga ttcctatgat atcaaatgga
  1202461 taatgatggc ctagccagat acgtgaaaaa cctgtcaaaa ttgttaagaa ccacatgatt
  1202521 gagccaaata aacgttcacg aagtaagacg gaggacgcta aggcaaatgc taagactgta
  1202581 tgtttactag gaaatgagga attattcttt gatgggataa gtaaacgcac acgatgtata
  1202641 acaaatggac gaggcttaaa ataaaagagc tggataaagc agtttataaa taatgcgaat
  1202701 cctactgata accctgcaaa taaaatgatt tttttatagg aattgtttct aaaccacatt
  1202761 aaggctaata agaaaatgta caggaatcga gtcttttgtg aaataaatat cataaatgta
  1202821 tccaatgttg agttacgacc agctagacga ttgatagccc taaacatctt ataattcatg
  1202881 cagattctct ctaaatgtct aataagtaaa tcagtcaaat atttttctac tggtgtttca
  1202941 tcaaggctga ttaatttgta aatatgaagt actacgctca aagatagaaa tacttacaaa
  1203001 ttttaaaaga attccttttg tataccaaga agcaaaatat ttttatgata aaatatagaa
  1203061 aaagatgatt aagaagggat aattaaagtg aaaccaacaa tttatgatgt tgcggaaaaa
  1203121 gcaggtgtat caatagcgac tgtatccaag gtaattaatc aaactgggcg tattagtgaa
  1203181 aaaacaataa acaaagtaaa tcaggtaatg gatgaattag attaccagcc aagtagtgta
  1203241 gcggcagcgt taacaggtaa aaaaacatat gcgattgggg tacttgtccc tgatatctca
  1203301 aacccttttt ttgcagaagt agcaagagct tttgaaaata gtgcacgaga atcagggtat
  1203361 acactcattc tatgtagtac agaccatcaa acaaaacgtg aacacgagta cattgatcta
  1203421 ttatttaaaa agcaagtaga tggcattatt attgcaacgg agctaaatga ttataagctt
  1203481 gtaaaaaaaa ttgtaaatcg agatttgcca ctagtattat tcactgtaga tcattcttcc
  1203541 atcacgactc atgttgtgac aactgatgat atgaggggag gctacctagc tggaagttat
  1203601 ctaacgcaaa aaggccatac atctttaacg attatgatgg agaaggatag aaaaagtagc
  1203661 ttaggcagat tgaatggttt caaacaagcg ctaacggatt cagggatccc gttagatgat
  1203721 gaggctatta ttagttgcta ttcgacagtg gaagatagca aacgtgcaag taaagagtta
  1203781 cttaatttac ctaacagacc tacagcggtt tttgcttgta cagatttgat tgctatttgc
  1203841 cttatgaatg aagcaagaaa acacgggctt tcaattccgg aagatttatc aattatcgga
  1203901 tttgataata caatctatgc tgagattgca gatccagggt taacaacaat tgaacagcca
  1203961 attaaacaaa tggcagcctg tacgtttgaa caactgctaa aaacgatgga aatgaaggag
  1204021 catgctaagc aaaaaattac aattattcct cagttagtag agcgatcctc agtaaaggat
  1204081 attacatgat agatttttta taagcctatt tgaatgtaac aaaagaaggt catcgtaact
  1204141 gaatatagtt aggatgacct tcttttatat ttaggattta tactgagaat tgttcaccac
  1204201 ttttcgtatt taaatcctgc tccatctcat tttcctttgg aatagtaagg aaatgagtta
  1204261 aaaatgcacc aaagaagtac aaaccagcaa aaatccacat cacgccacca acacctaatg
  1204321 gcccgatgaa ggcagttact actaatggcc caacaaatgc tgataatccg gatcctaaat
  1204381 ttaagacaga cattgcagct cctttatttt caggagataa agatgggact aatgctgtaa
  1204441 gaggtacata accggcaagt gttgctccgt agcaacaggc aacaaataat attgcccaat
  1204501 aattatgtcc taccatttgt ggtacataat agagtgcaag agttacaatt ccgcaaccga
  1204561 ctcctccgaa ccatttaatc gtatttatcc aaccaaactt gtctccaaca ataccaaaaa
  1204621 taatattaaa caccatattt acaaagaata gagtacccca aatttgaagc cattctgtca
  1204681 tcgtaaaatt atatttcatc atataggtag gtaggaaaac aacaaatcca aactgagccg
  1204741 ccgagtttat aatttttaca ataccgccta taccaacttt aggattttca aatgcgatag
  1204801 taatgccttt tagtaattca ctagatttgt tagcgcttac ggtttgtgct ttaaatttgt
  1204861 ctttatttac aacgattgag aataatcccc ctacgacaac aaaaattaaa gcgctccata
  1204921 aagtagcgat ttctccgatt ttcggaacca tatagctaga ataaaaggct ccaataacac
  1204981 taagccctag ctggaatacg aaccagaacc agccaacagc tcttgaaagc atttgctgag
  1205041 gcgtactgta agatacccaa actaggaaag aataagcaaa taggggataa ccaaacccgc
  1205101 gtagggcata gcaaattaat attacgggat aattcatatg ttgaattcct ataccgatga
  1205161 atccgattga acctaaaatg aatgatacta aaccaaacgt cataactttt cttggtcccc
  1205221 acatttgtac aaatacccca gaaaaccaag aagaagcaga tacagtaatt ccgtaaatag
  1205281 taaacaggaa agcagcgtgt tctagcgtta atcctttttc aacgagataa ggggataacc
  1205341 atccctgttc taacccgtcc ccaatcataa aaacgataat ccctatgtat ccccaagtta
  1205401 aattagaagg gatcccaatc ctgtccataa atgttttgtt tgaactaata gcgttcattc
  1205461 tcccaccacc gataagttat tttttggtta agcgcttaat tctttttgat aaaaaagtat
  1205521 gcgcttacat tatgaggtcg tcaattaaat ttttgacaat ttacaacttt cttttataga
  1205581 ggcagtctat ttacttattg gagaataaaa taatgacgag tatgaaaaga aagaaatgcc
  1205641 ttatagaagg ggggactact atataaaggc tcggttttct ttgctatatc agtattttaa
  1205701 aagagtatat ttgtagcttt ttagagtgtt tatttctaat tattaatttt tatttttatg
  1205761 taatacgtat attgagggaa tgcaaaattc ggatgaaaag aggagtattc aaaaaaataa
  1205821 aaatgttttc aatttagaat caagtgtgta taatgaagaa aaatagggaa agcgcttaac
  1205881 ttaatttaat acgctaaacc ctatagactt tcattttgtt tcttaaattt taatatagag
  1205941 ggagaaatca tatgaacgtt ttaaagattg ggattattgg tgctggacga attgggaaac
  1206001 tacatgttga taatttgcag cttatgccac aagtaaaaat taaagcggtt tcagatgtag
  1206061 taattggtca tctagaaaag tgggctcaag ataaaggaat ttccactctg actacaaact
  1206121 atcaggattt attagcagat ccagaaattg atgctgtctt tatttgttca ccaacaaata
  1206181 cacatgcgca aattattaaa gaagcggctc ttgcgaaaaa acatattttc tgtgaaaagc
  1206241 ctgttagttt ctcagtagaa gaaacattag aagcattaga agtggtgaaa gaacaggggg
  1206301 tatctcttca agtaggtttt aatcgtcgtt ttgatccgaa cttcaggaaa gtttatgatt
  1206361 ttattcaaca aggagaagtg ggacagccgc atattttaaa aattacgtca cgcgatccac
  1206421 aaccgccaag tatagaatat gttcgctctt caggcggatt gtttatggac atgatgattc
  1206481 atgattttga tatggctcgt tatgtgatga atagtgaagt cgttgaagta tttgcatatg
  1206541 gaacaacatt aattgatcca tccattcagg aagtacatga tgttgatact gcaattgtca
  1206601 cattaaaatt tgcgaatgga gctttaggtg taattgataa tagccgccaa gctgtttatg
  1206661 gatatgacca gcgtgtggaa gtgtttggtg aaaaaggcgc ggttgctgcg gataattgct
  1206721 gcccgacaac agttcaagtg tcaaaaacag aaggtattgt aaaagataag ccgctttatt
  1206781 tcttcttaga gcgttacacg caggcttaca ttgaggaagt aacacaattt acaaagtcaa
  1206841 ttatagaagg acaagctgtt atttgcagtg gtaatgatgg gttacaagcg gagcgaattg
  1206901 cgaaagctgc gaaggaatcc ttactaacag gaaaacccgt acaaattgaa cataaacagc
  1206961 ctgcattaaa tcaataaaga gagcgcttac ttatagatag ataaagagta atgaatagta
  1207021 tatttataaa aatatgaacc ttatcattca ttcataaagc atgggaggta gtaacaatga
  1207081 atccacttat ttttaaagaa aatcgtccat ttgacttaat tgcagttgga cgtttatgcg
  1207141 ttgatttaaa tgccaatgaa acacaacgtc ctatggaaga aacaagaacg tttactaagt
  1207201 atgtgggagg ttctcctgcg aacattgcga ttggtgcggc gcgtctcggc ttacaaacgg
  1207261 gatttatcgg taaagtgtcc gatgatcaaa tgggccgttt tattacaggg tacttaaagg
  1207321 acaataagat taatacagac cagataccta tcgattgtac aggtgcagtg acaggtctag
  1207381 catttacaga aattaaaagc cctgaagatt gtagtatttt aatgtaccgc gacaatgtcg
  1207441 cagatttaaa ccttgatcca acagaggtat ctgaggacta tattaaacaa tcaaaagcac
  1207501 tcttaatttc aggaacagct ttagcgaaaa gtccttctcg cgaggcggta tttctagcat
  1207561 tagaatatgc gcgtaagcat gatgtagttg tattttttga tgtggattac cgcccttata
  1207621 catggcagtc agaagctgaa acggctgtgt attacaatct agcggctgaa aaatctgatg
  1207681 tcattattgg aacgcgtgaa gaattcgata tgatggaaaa actattaaac tatgaaaaat
  1207741 ctaatgacca agttacggct gaaagatggt tttctcatca tgcgaaaatc gttgtaatta
  1207801 aacatggcgg ggatggttca atcgcttata cgagagacgg tcagtctcac cgaggcggta
  1207861 tctttaaaac aaaggtgtta aagacgtttg gcgctggcga ctcgtatgca tctgcgttta
  1207921 tttatggctt aatgcaaggg cttgagatcc ctcaagcgat gcgattagga ggcgcttctg
  1207981 cttcaatcgt tatttccaaa catagctgtt cagatgcaat gccaacaaga gcagagattt
  1208041 ctgcattcat ggaaacggct gaggaattgg tatagaaacg ttattaatca ataatcaagt
  1208101 gagggcgtat cttatggatg cttctacatt acataaaagg gagagaatga atatgacagt
  1208161 acaaacagca caaattgtaa aaaactacat tggcggcgaa tgggtagaat ccatttcaac
  1208221 taagatggaa gctgtatata atcctgcaac aggagaagta attgctcaag taccactttc
  1208281 aacaaaagta gatgttgaac aagctgtatt agcagcaaat gaagcgttca aatcttggtc
  1208341 taaaactgct gtaccaagac gcgctcgtat tctatttaaa tatcaacaat tactagtaga
  1208401 taactgggaa gagttagcga aactaattac gattgaaaac ggaaaaagct ataacgaggc
  1208461 ttacggtgaa gttcttcgtg gtattgagtg cgtggagttt gcagcgggtg ctccgacatt
  1208521 aatgatggga aaacagctac ctgatattgc aacaggtatt gagtctggta tgtatcgcta
  1208581 cccaattggt gttataggcg gcattacacc ttttaacttc ccaatgatgg ttccatgctg
  1208641 gatgttccca cttgcaattg cttgtggtaa tacatttgta ttaaaacctt cagagcgtac
  1208701 accacttcta gcagcaagat tagcagaatt agctgaagaa gcaggcttac caaaaggcgt
  1208761 attaaatatc gtaaatggcg ctcacgatgt agtaaacggt cttctggaac ataaattagt
  1208821 gaaggcaatt tcatttgtag gttctcagcc tgtcgcagaa tatgtataca aaaaaggaac
  1208881 agaaaactta aaacgcgtgc aagcattagc aggtgcgaaa aaccattcca ttgtattaaa
  1208941 tgatgcgaat ctggaactag caacaaagca aattattagc gctgcattcg gttcagctgg
  1209001 tgagcgttgt atggctgcct ctgttgtaac agtagaagaa gaaattgcag accaattagt
  1209061 tgaaagacta gtagcagaag cgaataaaat tgtaattggc aatggtcttg atgaagatgt
  1209121 atttttagga ccagttattc gtgataacca taaagagcgc acaattggtt acatcgattc
  1209181 aggtgtagaa cagggcgcta cgttagttcg tgacggacgt gaagatacag ctgtaaaagg
  1209241 agctggttac ttcgttggac caacaatttt tgaccatgtt acaaaagaaa tgaaaatctg
  1209301 gcaagatgag atttttgccc ctgttttatc cattgttcgt gtgaaatcat tagatgaagc
  1209361 gattgaaatt gcgaatgaat ctcgctttgc aaatggggct tgcatttata cagatagcgg
  1209421 ggcaagtgta cgtcaattcc gtgaaacaat tgaatccggt atgttaggtg tgaatgttgg
  1209481 ggttccagca ccaatggcat tcttcccgtt ctctggctgg aaagactctt tctatggtga
  1209541 tcttcatgcg aatggtacgg acggtgttga gttttatact agaaagaaaa tgcttacatc
  1209601 tcgttgggaa aagtaatcat gaagagagaa gtagaatctc tctaggtgct tggaagcaaa
  1209661 aagtaacgaa ggtagtaaaa cataagaagg aagtattagg agtttatcga attcctgata
  1209721 ctcctttttc atatgcagaa tgactgttag agatagaaag gagcaaatca tatgcaaact
  1209781 gttagaatga caacggcgca agcattggta aagtttttaa atcagcaata tgtggagttt
  1209841 gatggaaagc aacaaaagtt tgttaaggga atctttacga tttttggtca tggaaatgta
  1209901 gtaggcctag gtcaggcttt agaagaggac gctggggaat tagaagtata tcaagggaga
  1209961 aatgagcaag gaatggcaaa tgctgcgatg gcttttgcaa aacaaaaaca tagaaaacaa
  1210021 attatggcat gtacttcctc tgttggtcct ggatcagcaa atatgattac ctctgcagca
  1210081 acagcttctg caaataatat tcccgtttta ttacttccag gagatgtatt tgcaacgaga
  1210141 caacctgatc ctgttcttca acaaattgaa caaacacatg acttatctat ttctacaaat
  1210201 gatgcttttc gtgcagtaag taagtactgg gaccggataa atcgtcctga acaattgatg
  1210261 accgctatga ttcaagcgat gcgtgtttta acgaatccgg cagatacagg agctgtaacc
  1210321 atttgtttac cacaagatgt ccaaggagaa gcatgggatt ttccaagtta cttcttccaa
  1210381 aagcgtgttc accgtattga acgccgtcta cctacaaaag ccagcttagc ggatgcagtg
  1210441 gaaatgatta agagaaagaa aaagccagtt atgatttgcg gtggtggtgt aagatacgca
  1210501 gaagcggcag aagagttaaa acagtttgct gaaacattcc acattccatt tggagaaaca
  1210561 caagctggaa aaagtgcgat tgaaagtagt catccatata atctaggcgg cattggggta
  1210621 acgggaaatg tagcagctaa tacaattgca aaggaagcgg atcttgttat tggcatcggg
  1210681 acgagattta ctgattttac aacggcatct aaacaattat ttcaaaatga agaagttgag
  1210741 tttttaaaca tcaacatttc agaattccat gcgaataagc tggatgcatt aaaggttata
  1210801 gcggacgcga aagaagcact tcttgctcta atagatgaac tgcaagaaat tgattatcaa
  1210861 tctagttata cagtagaaat tgctgatgca aaagatgctt gggaaacaga attatcacgt
  1210921 ctacataata ttcgctttac atgtcaagat ttcacaccag aagtcgaagg tcatttcaat
  1210981 gaaaatttaa atgagtatgt agacgcactt ggtacacaat taacacagac tgcagtcatt
  1211041 ggacaaatca atacattact tgataaagat gcaattattg ttggagcagc aggaagtctt
  1211101 ccaggtgatt tacaaagaat gtgggcatcg agaaaaccta atacatatca catggagtat
  1211161 ggatactctt gcatgggtta tgaggttgcg ggcgcacttg gtgcaaagct agctgaacca
  1211221 tcgaaagaag tatatgcaat ggtaggggat ggtagttacc agatgcttca ttctgagctt
  1211281 gtcacaagtc ttcaagaaaa caaaaaaatt aacgtcttat tgtttgataa ctccggattt
  1211341 ggctgcatta ataacttaca aatgggcaat ggaatgggga gctttggaac agagtttcgc
  1211401 taccgaaacc aggaaacacg taaattagac ggagcaatta tgaaaatcga ttttgcagct
  1211461 agcgcagctg gatatggtgt gaaaacatat catgttacat cactagaaca attacaagaa
  1211521 gcgcttatag atgcgaaaaa acaaacagtt tctacattaa ttgatattaa agtattaccc
  1211581 aaaacaatga caaatggata cgagtcatgg tggcatgtag gtgttgcaga agtatctaaa
  1211641 aatcaaagtg tacaagctgc gtacgagagt aaagtaagta acttgcaaca ggcaagatct
  1211701 tattagatta gggcacaaag agagcttttt atctacatgc atattgttta agaagctctc
  1211761 tttttaatga acagataaga gaatttggcg aaattctatc acattttgta aagaggagag
  1211821 acaaggggat gtttaaagaa aatacaatta agcttggaat tgcaccaatt gcttggacaa
  1211881 atgatgatat gccggagcta ggggcagaaa atacgtttga acaatgtatt agtgagatgg
  1211941 cactagctgg atttaatgga agtgaagtag ggaataaata tccgagaaat acggttgtat
  1212001 taaaaaaatc tttggaatta cgaaacttgg agattgctag tgcatggttt agtacgtttt
  1212061 taacaacgaa gccgattgaa gagacggtag aagaattcat taagcatagg gacttcttgc
  1212121 atggcatggg tgcaaaagtc atcgttgttt cagagcaagg gcatagtatt caagggttaa
  1212181 tggatgtacc actatttaaa aataagcctg tttttacaga agaagagtgg gagaagcttg
  1212241 cggatggatt acatcacctc ggtaaattag ctcaggaaaa ggggctacat attgtatacc
  1212301 atcatcatat gggtacgggt gttcaaacaa cgacagaaat tgaaaagtta atggatatga
  1212361 ctgatccagc gcttgtatct ctgctttttg atacaggtca tcttgttttt tcaggagaag
  1212421 agccacttta tattttgaag aaatatttac ctcgtattaa acacgtacat ttaaaagata
  1212481 ttcgtcaaga agtagtagat gttgtaaagg aaaaagaatt gagcttctta caggcagtga
  1212541 agaatggggc atttacagtt cctggggatg gcgtaattgt atttgatgaa gtgtttacta
  1212601 tccttgcaaa ctctaattat caagggtggt ttgtggtaga agcagagcaa gacccagctt
  1212661 tagcgaatcc ttttgaatac gcattaaaag cccgaaaatt tatacaagaa aaagccggtc
  1212721 tgtaatttaa gcattttaag attattccta agtaaatagt atggtaatca acatgtcttc
  1212781 ttacaaaagg ggtaaaaaga cgtgaaggtt ggttttacat gtaataaata atattgaaat
  1212841 agggaagtat gtaatgccat tagttcaaat gaaagatatt ttaatgaaag caaatcaaga
  1212901 gaattatggg gttggggctt tcagtgtcac caatatggaa atggtaatgg gagctattaa
  1212961 agcagctgaa gagttaagct caccgcttat tctacaaatt gcggaagttc gtttgaatca
  1213021 ttcgccaatt catatgattg gtcctttgat ggtagctgca gcgaaacaag caactgttcc
  1213081 agtagcagtg cactttgatc acggtatgac atttgaaaag attcaagaga cgttagagat
  1213141 tggttttagt tcggttatgt ttgatggctc gcactatccg ttagaagaaa atatacaaaa
  1213201 gactaaagaa attgtagaac ttgcgaaaca gtacggtgcg acggtagagg ctgagattgg
  1213261 cagagttggt ggtagtgagg acggatcaga agatattgag atgttgctga caagcactac
  1213321 agaagcaaaa cgatttgcag aagaaacaga cgtagatgct ttagctgttg caattggaaa
  1213381 tgcgcatggt atgtacaatg gagatcctaa tttacgatta gaccgcctac aagagattaa
  1213441 tgatgtagtc catatcccac tcgttttaca tggcggctct ggcattagtc cagaggattt
  1213501 caagcaatgt attcaacatg gtgttcgtaa aattaatgta gcaacagcca catttcagaa
  1213561 tgtaattact gcggttaaca ataccgtcct aaatactccg tattcagatt attttacgta
  1213621 tcaccaggat gttattaagg ccgcatatga aaacgttaaa agtcatatgc aaatattcgg
  1213681 aagtgaaaac agagcataat cagaaaaatt ttcttcatta ctagttagaa gaaattcgga
  1213741 atgtagttag ctgacaaaag tggagaatgc tagtgaagcc attaattaaa aggaggagaa
  1213801 agccatgtta ggaaaattgg gtgaattaaa tgaggggtat aatgtattaa cagaaatgaa
  1213861 cggtcaatgc agtgatatgt taatggatat aggcatatat aagatgacta atgggaaaga
  1213921 agagttgcta tttgataata agaatgaaac agcagttctt ttactggaag gcgcaatacg
  1213981 tttagagtgg gaaggcatgg aacaagttct tcaaagacag tctgtgtttg aagaaaaccc
  1214041 ttggtgctta catgtatcta aaaatgtgaa ggttaccatt actgcgcttt cagatagtga
  1214101 agtgcttgtt caaaaaacgg ataatgatca agaatttgct tctaagttat atactccaaa
  1214161 tgagtgtcaa agtgttgtag ctggagatgg agtatgggag ggaacggcgc agcgtgttat
  1214221 tcgtacgatt tttgactata acaatgcagc atattctaat atggtagtag gagaagttat
  1214281 ttcttatcca gggcgatggt ccagttatcc acctcatcac catgatcaac cggaggtata
  1214341 ttattatcgc tttaacaaac cacagggatt tggttgtgca atggttggtg aggatgcata
  1214401 tcgcgttgta cataatagct ttattacaat tccaggtgag ctagaccatc cacaagcaac
  1214461 cgcgccagga tatgccatgt atttttgttg gatgattcga cactttgaga ataatccttg
  1214521 gaatgatcgt atcatggagg aagaacacaa gtggttatta gaaccaaacg cgaaaatttg
  1214581 gccagaaaag gaatagacga aaataaaaac gagcaatcct attcatagtg ataaggtgct
  1214641 cgttttgcta tttgtaggca gaaagaaaaa ttcctcatac tgttatcgcc agattattgt
  1214701 cctgcgaaca tttaaagtaa gagagttctt tcagagatta tgtaaaaaaa tcttttattt
  1214761 tggcctgtgt ttctgacttg ttagttattt actttttgtt tgttgttcta tctacatttg
  1214821 aaatggggaa gtctgtgccg tataggtctt ggttattatc tttattgtta ttgtttggat
  1214881 tatgttccac ttgagatgat gtttctagca tttgttcttg ttccttacta ggggtattta
  1214941 gggcatccga tgggacgcga gcaatctgtt cgcttactag cttttcttta tccatataat
  1215001 acagctcctt tttgagatga gattaaaaac aatggattta tgaatagaca cttcgatatt
  1215061 ttaagccttt gaatggaatt atatacaaac ttatattgca aagattgctt ttattcgttt
  1215121 cttgttttgg tttaaatttc gtttcggtac aagttttgct gttaaattgg cacaagcaac
  1215181 aaaagatatg ataaccaaaa ggtagtgaag gataatattt tttcgtagag aatattgcta
  1215241 gagtaggaat taatctattt tgttttttga tgaaagggga attctcatga atacacttgt
  1215301 aaatgacaag ttttatgaaa ctcgaaatca tttatttgag gaaattactt tgttaagcga
  1215361 tactcaattt aataggaaac cagataagga taagtggagt atagcacaag tttgtcatca
  1215421 cttagtttta ttagatgaga gagtaataac agtgatttcg tcaggattaa aaaagatgga
  1215481 tagtacataa aatgagcgta aagaaattca atctatatta ttagatagat caataaaatt
  1215541 tatggcccca gaaatgattg aaccaagcat agaaccattt gaagtgcagc aaatggtcga
  1215601 tttgttaaac gaatcgagaa aacaactaat gcgtttccta agtacaatag aagatgaatc
  1215661 tatattagcg aaaaaatcag tgatgcatcc agctcttgga gaattacttc ttgatcagtg
  1215721 gatagaactg atctatttac atgaacagcg ccatataaaa caaattaagg agataaaatt
  1215781 actttgtaaa gttggaaagt aaaaatcatt gtctattttg ggagaaatgt attctgttta
  1215841 aattatatag aaaagaattc aaataattta tatacaacaa agtagtgtaa attcactact
  1215901 ttgtttattg cccttaatta tttaaacaaa gcgttttgtg acgtctttac acacaaaata
  1215961 taaatctgta gacttatatg cactttattt ttataaaaga atcacccgtg aaattacttt
  1216021 ttgtagttga agttttccga ataataagtt acatttttaa agttcaagca tctatacgac
  1216081 agtacaaaag gggagaaata ttgttattat gcaaaaaatg aaatggaaga actatttatg
  1216141 ttattttgtt atttttatac ttcttggaac agcagtaaca gtcaaaccat ctatctcaaa
  1216201 agctgaggaa tctgatgtta acattacact gttaggtact gcagatattc atggtagatt
  1216261 tatgccttgg gattatgcgc ttgatggtgc aaatacgagt ggaagtttaa cgcagcttta
  1216321 tacggttata aagaaggtgc gtcaggaaaa tcccaataca atattagtag atgctgggga
  1216381 tacagttcaa ggaaactcag tagagttatt caatgatcag ccacaatcgc caatgatggt
  1216441 agcgatgaat gcaatgggat atgatgcttg ggcatttgga aatcatgaat ttaactttgg
  1216501 attagataca ttgaaaaaag ttagtgaaca atataaggga aatacattag caggaaatat
  1216561 ttataaggaa aatggagagc gttttcttcc tgcatatacg attgttgaaa aaggtggaat
  1216621 taaagttggg attattggta tgaatacacc aatgattagt gatttcgaaa aagggacaga
  1216681 tcatttggat ggattggtag tgaaaaatcc agtagaagag acaaaaaagg caattaaaga
  1216741 attagagggt aaagtagatg taatggtagg ggttatgcat atgggattag aaaatgagaa
  1216801 tggaatccct ggtactgggg ttcaagatat tgcgaatgct tgtccggaat taagtgctat
  1216861 ttttgcagct catatgcata agcttgtaaa aaagaagttg taaatggtgt cattatcacg
  1216921 gaaccagata aatatggaac acatatctca cgtattgacc ttacttttac aaagcaagat
  1216981 gggaagttgg ttttaaaaaa taaagccgct accgctatac ctgtaaaaaa tactgatgga
  1217041 acaacagtag tatctgatcc tacacttgaa gacacactga caccttttca cgagtatgcg
  1217101 aggggagatg caaatgttgt agtcgctcaa ttaaagggta gaaaccttgt tcctgaaaat
  1217161 gaaataaagg gtattccaag tgtgcagatt caagagacac ctttatcaga tttctttcat
  1217221 gaggtcatgc tctattacag caaagcagat gtagtagctc atcaaattga taacgataat
  1217281 gcccgtttgg atgtaggtcc tattaagaaa aaagatattg catataatta tcaatatgct
  1217341 ttgggtgaaa ttacggtata taaggtaact gggaaagact taaaagacta tatggaatgg
  1217401 gcagcagggt actttaattc atctcgtcct ggagatgtaa cagttagttt tgataaaacc
  1217461 cgtcgtgcgt ctaaatacag tacgaatgat ttctttggag gtgtaaaata cgaaattgac
  1217521 ttaacaaaac catatggaag tagaattaca aatttacgtt ctattcgtac aaataaacca
  1217581 atcaaaacga acgatgttat gacgctggga atgaatgcat atagaatgga ggctcttcag
  1217641 gcaaaaggtg gagctttaga ggggcgtaag tttgaacaaa tttggtcatc taaacaagag
  1217701 aatgcattcg gggaaactgg tggaaccatt cgtaatcttg ctattacata tttaaaagag
  1217761 gtgaagaacg gtgtttacac accaaaagtt atgcataatt ggaaaattac tggcgtgaat
  1217821 acacattctt cagagcataa ggctgtagta gatcttgtga ataaagggat tttagaaatt
  1217881 ccaaaaactg aagatggaaa atatacaaac atagcatcta taaatactaa agattcaatt
  1217941 acaaaagagg aaattgtcgc actctcacaa aaagtaaata ttaatccaaa tcagtttaag
  1218001 catataaaaa cgaaaggtga attttacaaa aaacttagta gaattgtaaa aaaaatataa
  1218061 gaaacataac tctagtgcaa aaaagttata actagaagtt taaatatata cgcaaaaaag
  1218121 agcactccta tacatggcga taggatgctc ttttttatgt taagaaaatc ttgtctactt
  1218181 ttagtctatc atcctacgca caattatagt aacgtgaata gtccgaaaca aacctgtttc
  1218241 ggactggggg ttcaatattt tatctacttt attaaacttt tttgtatttg tagtatgaat
  1218301 tttctgattt ttaagtgaga aaactggatt acgttaatta atagatactc caccagagat
  1218361 aatcagtttt gttggtgctg gcgtatctcc accattaaat gaagagtgtt gtgatacatt
  1218421 taaactaatc atgctacatg ctaatgtact tactattatc gtactgaata acaatttttt
  1218481 tatttttttc attactttaa cgctcctttt cttaaatgtt tcttatcagc attattacta
  1218541 atatagaaat acttactcgc tttaacatga ttatttgttt cgtaaaattg cagtgctaaa
  1218601 atctctgcat attcttttac acaatcccac atttcctctt ttttaaaata agaaatggca
  1218661 tcagtaacta ctttttttag tttaattcta ggcagttctg taattagttc atttaaaact
  1218721 gcgaaacggt gtttatattc ctcatttcct gattcatttg tatatttcat tccttgctcg
  1218781 atatatgctc ttgctgtttc aatgccttct aacttataat atgctcttgc taagacaaat
  1218841 aatgctttaa aatggttcgg tatggtattt ataatttcag aactctgtct aatcgccaat
  1218901 ggatataaat cttgaatatt atataaccag cctaaattgg atcgtactcg taataataat
  1218961 tgttcttcat catacttctt aaaaatatca ataaccatat tgagacattc ttccgctctt
  1219021 tcaaattctc ttagatctat acaagccagt ccatatacat tgtcgcataa agcaatatta
  1219081 attttatagc ctacatgatt caaatatatt tctttggctt ttactgcatg ttgaatcgct
  1219141 tcaaatggtt gataagattg ataacagtat gttgaaaatc tatactcaaa ctcagctttt
  1219201 tctatttcgt caggtatacc ttttaaaagt ccttccgcct tttcatagta tgtttttgcc
  1219261 tcagtataat ttgctataat tgtagagtgg attgccttaa agaaataata atagtaagct
  1219321 aaaaatgaaa attcatcttt aatatgaggt agtttttcta tttgattaaa agaatctttt
  1219381 gtaatactca ttccatctac caaaacttta tatctaaaat tcagcaggga ataatagaat
  1219441 gatacatatt ggtctgtttc tattcctttt aaactttctt ttacttttag atatgtttgt
  1219501 tttgcttcta ctacatgata taaacgaatt tcttcatacc attcatgtaa taattccatc
  1219561 aattgtttat tacttttttc ttgaacagtc ataatatccc ccatttctct gtaaaggctt
  1219621 attctgataa taacaggaat tcgataaatt aaatttaatc atgatttttt tcataaaaat
  1219681 acagaatatt ctgaattaaa tagttgtcca tgtttttaaa tttgaaaagt ataggtaagg
  1219741 tagttcaagt ttcgttaatg tattttttta cagttttcta ttaaatactt cttattaggg
  1219801 ggagcgtagg ttttggataa gtatcatagg aagcgtaact tttcataaaa tgtaggttta
  1219861 tacttccgct aagtaattat cataatgaga gtatacagat gtatcaaatg aaacttctac
  1219921 ttaatcaaat atgatttaat actttcttag ttttggttag ggatatttat atactttaaa
  1219981 gtaaagagct ttattttata aaggggggaa ttttggggtt tataactcat aatcttttga
  1220041 tataaattta ttttaagtgt tgaaagattt gtaaaaaata ctttatgaat tgtaagaaat
  1220101 aaattacatt tttttctgag aggtgttcct attgttacat aatagaattg tagtttgtcg
  1220161 agcagaaaaa ggttggactc aagaagaatt ggcaaaaagg gttggtgtta gtcgacaaac
  1220221 tatcgctact cttgaaaaga ataaatataa tccttctcta attcttgcct ttaaaatcgc
  1220281 aaatgtattt gaaaagccaa taacagacgt gtttgattat caggaggagt gagtcatatg
  1220341 ttgtggttaa aaattttatt tttagttgta atattcatta gtcagatgta cgtaatacaa
  1220401 tttcagtcca gtgatgaagc aaaagacgaa agagggagag aaattcaata taaaacaaat
  1220461 aatgtgttgt acaatatctt atctgtaggt atcattgcca tttttatcaa tagacacagc
  1220521 aaaaattacc aatatagtgt atttgattat gatgaaggta gaatgataac gatgtacaaa
  1220581 ttgtattaga atggaggttt atatggcaga ggtagagtaa ggggactttc agaattgaaa
  1220641 agcatgaata ttatgtgaaa gaaatggaaa ttgttgaaaa tataaaaaat gtatagtaaa
  1220701 ttgagggtgt atgctagatt ataatgaaca agaagtcggg tggttctgat tcttgttgat
  1220761 tgatagttcg taaggtcata aaaagtcttg gtttggtcgc caaggctttt ttcatgctgt
  1220821 attcaggcat aaaaaccttg tatatctcga ataattttcc aagctgcagc acgggatttg
  1220881 ttttttcaat tgtaaaaaac atatttgact tacatggtgg gaagtatggt gtaactacta
  1220941 ccgagaatgg agtattgttc tactttgctt agaaaaatgg ggtataaagt agtaagatgt
  1221001 gatagaagtg ataaagtatt gaaatgttaa aggggattta cattcatata gagtatttaa
  1221061 aaaaaggtgt aaagtcaatt ccatggcttc gcacctttta tttaacttgg actttgttta
  1221121 agcccgttaa tttgttcatt tttaagcgtt tattgcattt aaaattgaaa ctttatttgt
  1221181 tgtaaataat acataatttt gttttactgt tttgattaaa atacgatccg ttgttccata
  1221241 tgcagtgcca atacggattg cactagtcac ttcaacaccc gcataggtag catcttcagt
  1221301 aacctcaatt acatcacgta atggaatggt aatctccgcc aattgccatg aaattattaa
  1221361 ctcttctttt gtttttttac atcaatacct agcattatac caagaccttt ctataataga
  1221421 atgctacact tctaatctta ttatacaaat ttttagatta tttttccata tgtaggaata
  1221481 gaattggttt ctgcgtgtta gtatctttag cgtatcgaac gaaaaggagg atatactgtc
  1221541 tttctgttaa gaaatatgtt aagaacaaaa gttcacttca aattaatatg aatttgatat
  1221601 ggttgtagta ttataaacga gaaatattaa gagtggcagg aaggaaatga ataatgagaa
  1221661 ttaaattagt agggattttt acttgtatga ttgtgatact tggtatcttt atcgtttata
  1221721 ccaatcaatc tattggtaaa gaaccaagaa aaacaaacta tgaaactcgt gaaaactcca
  1221781 taaataaaga gaaaaatagt acttcaaata acatagcaag ttcttttgct agtgtacaag
  1221841 ctgtagttaa taaagaatat ggattgcctg aagactataa accggaagat ttagttgtac
  1221901 caaatgtacc attctcattc agtggaacgc tagaaaagag ttaccttcgt aaagaggcag
  1221961 cagaagcact agaaaggtta tttgatttag caaataaaga aggaatccag ttgaatgctg
  1222021 tttctggctt tcgctcctat gattatcaaa aaaaactgta tgcaaacaac gtgaaaagaa
  1222081 aaggacaaga gcatacggat cgcttctcgg caaagccagg acatagtgaa catcaaacag
  1222141 gattaacgat ggatgtttct tcaaaaagtg caaataatga gctagagtta acctttgcga
  1222201 atacgaaaga aggaaaatgg ctgaaagaaa atgcgcatcg tgcaggtttt atcattcgtt
  1222261 atccaaaagg caaagagagt attactggat atgcatatga accgtggcat attcgctatg
  1222321 taggggatat tgctgaaagt atatataaga aaaaactgac tttagaagaa tatatgaatc
  1222381 tgtaaaaata gaattgtaaa cgatactgct atttgaaaga tgaaagagga gcgattcata
  1222441 tatttacagt aatgtgagat gtatgatctt acgtgaggtg cagaatgata agtattaggt
  1222501 taatatatga tgggaatcat agagcaatga aaaagaatat aaatattacg tattcagttt
  1222561 tttactaaat aacaaggcat cattctaatt agaatgatgc cttgttattt tttagcataa
  1222621 tctattgaat tactttttca attttaggca ttacagcaat tgggggtaaa gatttggtcc
  1222681 atgcagcagc ataaacattt aactgttcac ctatagtgta atttttacca tttgaaactg
  1222741 gaacccttaa aatcttattt tgagaaacta actcccacca atcattttga taagcgagag
  1222801 cttcatcttt tgtagatgta gcagcaacca ctaaataatt gttttctact gaaatgacat
  1222861 atccagtaaa cggctcttgt tcttgttttt gaatagaatg aataggtgta gtgcttacag
  1222921 acgccttatt agaatctgca aatgccggtg ttaatccaaa agtaaatcca catcctaatg
  1222981 ttaaagctgt tacggttgtt actaattttt gtttttgtgt aaacataatt atatatcccc
  1223041 cttatatttt atccctacac ttgccatttt ctggttctat acatataaag ccttttaata
  1223101 ttaagatgtt taaccgattt gtaacaaata ttccataaat gttaatgata tctattaatg
  1223161 gaagtggttc tatgttataa ttcactaggt gaactattat tattaataca ttcatccttt
  1223221 gatgaatgta tacccttcct taattgtaaa tatgttcgat tttattggtg aagagggaag
  1223281 aaaaccctct tctttttttg ttccttctat agttcgaaga taccttaagg aagtaaaaag
  1223341 atggattgtg tttatatatt agtaaaaaca tttgtggccg cttttggtgg ttactagaga
  1223401 tgttggggca taatatttaa agtttaagta atcatgggag ccaattgact agattacagg
  1223461 agcgctcaca atggtattta acggagaatt gaagtgtaag tgggctttat gattatcgtc
  1223521 gaaaaggtag ttattataag ttatttcccc taactaataa tcaattttgt ttaaaatata
  1223581 aaactactat tttacttaat caagtaatta ttcacattat taaataatta ctttgtgtgt
  1223641 tattcatctt gttatcttac aaaaatgtaa gattttttta attgacactc gtatatataa
  1223701 gtaactatac tggttacaca atgttggtga atatatttag tagtctcaat ctataagtgt
  1223761 atgtcgaagg gttcttctcg aaataatagt tcgatataag attcttgatc tgtaatatag
  1223821 tgatgacacc aacttaatct atactttatt cgaagtcata tgatttaaag atgaactata
  1223881 attgatataa tttaccaact tgtaataatt tcttagaggt gctaaatttt gaagaacaaa
  1223941 ttaattgcta caggaattct tgctggaagt ttactatcat attctactag tattgttgca
  1224001 gatactcaca gattcccaga tgttcctgca tgggctgaca aatccgttac ttatttagtt
  1224061 gataaacaag tattgagtgg ttatccagat gggacttttg gttcaagtga tacactagat
  1224121 agagcttctg cagcaacaat tatgactaag gctcttggta tacacattga tttaaatgca
  1224181 aaaccatctt ttaaagattc acaaaaccac tggggaaccc cttatattgc cgcagctgaa
  1224241 aaggcaggaa tcattaaagg tgaaggaaat ggaatattta atccttctgg aaaagttact
  1224301 cgtgctgcta tggctactat gctagtgaat gcatataaac tacaaaataa aaacactagc
  1224361 aatggacaaa gtaaatttga agatttaaag ggccattggg gtgaaaagtt cgcaaatact
  1224421 ttaattgatt tgaaaatttc agttggtaca gataatggct ggcaaccaaa taaattcata
  1224481 acacgcgctg aagctgcaca actaactgca aaaacagata tgcttcaata tagtcatagt
  1224541 aatcctttag aaaataaaac cataattatt gatcccggac atggtggcga agatcctgga
  1224601 aaagacacaa agggattacc tgaaagtaag attgtactag acacttcttt acgtctacaa
  1224661 aaattgcttg aaaaacatac accatttaca gttttactaa ctcgtaaatc tgatactaga
  1224721 ccaggacatg atcaaaaaag ctctttacag gaacgtgtga aatttgctaa acaaaatcag
  1224781 ggggatatct ttataagtgt tcatgcaaat gcttttaatg gtaatgcaaa agggacggaa
  1224841 acatactact ataaatcttc taaatctgaa aaaacaaatc ctcatgtgga agagagtcgt
  1224901 gttttagctg aaaaaattca aactcgatta gtagacgctc ttcaaacacg tgatagaggc
  1224961 gttaaacatg gagatcttca tgttataaga gaaaatgaca tgccagctgt gttaacggaa
  1225021 cttgctttta tagataatgg tatcgattac agtaagttat ctacagaaaa cggaaggcag
  1225081 attgctgcag aagccattta tgaggggatt ttagattatt atgaatggaa aggaaataat
  1225141 gtatctgaat ataggctgta ataagcaaat gaaaatatag taattctcaa aataaagaat
  1225201 tctataattt ttttgtattt ttttaaacaa aaattttaaa tatatattta aaatttttgt
  1225261 ttaaatcgtt attttgtgtt ttaataatat tgataatagt tatcagtaaa gaagagatgg
  1225321 aaattagcaa atcaagtgtt gatagttatt ggcataaaga ttaataaatt tctacattgt
  1225381 aacgttataa atctatctct agtattgaga gctaaaaata atacgtttat atcttttaaa
  1225441 tgtttaagaa ggagtggctg tctgtatgaa aaaagcaaag ggaatagcta aaagtgttgc
  1225501 cgtagcgtcc gttataatgt ctggatcact tggtttacaa gcaacatctg catttgcaga
  1225561 ttctaaagga actgtagaaa atcttcaaaa tggtgggaaa gtctataata gttttaaaac
  1225621 tacttatgac atgaagcaga atatcaaaaa ttcaataaag gtttctttta ttgaggatcc
  1225681 ttacgcagat aaaaaattgc aattgttacc actgatggta gtaatataga tgcgaaatat
  1225741 acaattaatg ggggatacta taacgcaggt ttaaaatggc catcggcgta tcatacggaa
  1225801 gcagaaataa ctagtggcga tagcgctcaa ttccataaag ctgccccagt taatacaatg
  1225861 acttcagcaa aggttacttc tgaggtaggg tatacacttg gtgggagtgt taaagttgga
  1225921 gtaaacgata aagggccaaa tgccgatgca agtattacag gtagctttgc ttggaaagaa
  1225981 agtgtatctt atgatcaggt agactataaa acggtattag agactcacac agataaaaaa
  1226041 ttaaattgga aagtaggatt ccaatcgttt aatttcccag agtggggaat ttataatcgt
  1226101 gattcattca atactttcta tggtaatcaa ctatttatga aatcacgtag ttataatgaa
  1226161 ggaacgaata attttgtttc aaaagacaca gtaccagctt taacaggata tggtttttct
  1226221 cctaatgtag tagcggttat cactgctgat aaaacagaat ctacatcaga tttaaaaata
  1226281 acaaatcgta gaatttcaga tcagtacaat attgaatggg taagttcaaa atggtgggga
  1226341 acaaataata aggatacata taatgagttc tttacaaaca actataaatt agactggaaa
  1226401 aaccatcaag ttactcttga taaccaaaaa gcccctgaag aacaaatgat tggtatcaac
  1226461 aacgtgaata accagcttaa caaaggaaaa ggaaaattat ctttttcaat gaatggaaat
  1226521 cagcttaagg ctacatctag caatgctggt tatggtatca gttacgaaga taaaaattga
  1226581 ggtatctttg taaatggtga aaaggtctac acgtttaatg aaaaaacaac tgtaggtaat
  1226641 atctcaaatg acattaacaa attaaacatc aaaggacctt atattgagat taaaaaaatc
  1226701 taatcagtaa ataaggtaca attgatggat aattatttca tcaaaatatg agtataaagg
  1226761 tttattttaa atctgtataa cgtaatgaaa ggaccagata aactctggtc cttattattt
  1226821 tttgttcatt cttttactca agtagaaaag agcgtaaaat atttgaaagc tattcatgtc
  1226881 acgcaggggg atattttttt aagcatggcg tttaattagg aaaggagaga ttgaagagct
  1226941 gtctcttttt gaggcgtacg ttgtgtggcg aattgtttaa agtaatgaag acctcatcgg
  1227001 ttgttaagtt actactttaa atatataatt aaatttcatt aaaaagaaac tctattcaaa
  1227061 ttccttattg gatttttgaa gtgaaatata tattatttga ggtgtgtgaa atggagaagt
  1227121 ctcgtgagca gacgatggaa aatattttga aggctgctaa gaaaaaattt ggagagcgtg
  1227181 gttacgaagg tacgagcata caagaaattg caaaagaagc gaaagtaaat gtcgctatgg
  1227241 cttcatacta ttttaatggg aaagaaaacc tgtattatga ggtatttaag aaatatggcc
  1227301 ttgctaatga gttacctaat tttcttgaga agaatcaatt taatcctatt aatgctctaa
  1227361 gagaatattt aacagtcttt actacacata taaaagaaaa tcctgaaatt ggcacattgg
  1227421 catatgagga gattattaag gaaagtgcaa gattagaaaa gattaaaccg tattttatag
  1227481 gtagttttga acagttaaaa gaaatattgc aggaagggga aaaacaagga gtatttcatt
  1227541 tcttttctat aaatcatacg atacattgga tcacttctat tgttttattt ccaaagttta
  1227601 aaaagttcat tgattcttta ggaacaaatg aaacgaatga tacaaatcat gaatggatgc
  1227661 cagaagattt ggtgagcagg attatttctg ctttaacaga taagcctaat atatgaattg
  1227721 ctcagtgttt atgaatccta attttcctat taaaaaacct aatttctcaa tgtattgtag
  1227781 agaaattagg ctttttcgac atttcattca aatactttat aaactaatgg cttgatttat
  1227841 taatgattcg agtgaagtca catagatata gttttagttg caactgtttg ttgaaatgcc
  1227901 ttatcatgct caacaataac cattgtagga ttaaattgtt gaatcagctc ttcaatttgc
  1227961 atacgtgagt aaatatctat aaaatttagc ggttcgtccc aaatatataa atgagctttt
  1228021 tcacataaac ttttagcgat aagcagtttt ttcttttgtc caccagaata atgagatata
  1228081 tctttttcaa attgaattcg gtcaaagtcc atctttcgta agatggattt aaataacgtc
  1228141 tcatcaattt tttgctcttc aatatagtct gatagtgatc ccttcaaatg agaggtatct
  1228201 tgttggacat aggaaatggt gagtcctgta cctaaagtaa ctaagcctgt atactgtatc
  1228261 gattgcccta gaattagttt taggatacta cttttcccgc tcccattctt gccatcaagt
  1228321 acaattcggt catcttgttc aactatgaag ctaatcggct cattcacaac ttggtcatcg
  1228381 tacttaacag acacgtcagc caaaataacc aattcatttg acttaaactt caatgcttct
  1228441 aattttaatg actcagtttt ctccacattt tttagtaatt ttgacttttc ttcaataact
  1228501 ttttgctgcc ttgattcgag gttttttgct cttttcatca tcttagctgc tttatgtcct
  1228561 acaaatccct tatccaactt agaacctgaa ttccttgttc cattttttga agctcctaca
  1228621 tcgtgagacc aacttgctga acgcttggaa gactgtttta atcttcctat gtctttttgt
  1228681 agacgatcat ttgtagcttg ttcgtgctct tgctgtctat caaaatttaa tttccaagaa
  1228741 gaatagtccc cgctttgaac ttcaatattc gctctattta tagataagat atggtcaacg
  1228801 catccatcta aaaagattct gtcatgtgaa attaaaataa accctttttt cttccttaga
  1228861 taatcagaga ctatttttct tgcatcagtg tctaggtggt ttgttggttc atcaattaat
  1228921 agaaattggc cctcatttaa aaacagtgca gcaagcaaca cctttgtttg ttctccattt
  1228981 gataaagttt taaacggtct gtacatgacc tcggcatcaa catttaaata ggatatttca
  1229041 cgtagaaatt cccaaccttc tgcttggggg caaatttctt caaggatttc atgagtaaat
  1229101 ttgttcttat ctgcaacagg gtaggggaag taattgaatt ctaccgaagc aaggattttt
  1229161 ccactatact cataattccc taataataaa ttaaggaatg tcgttttacc tcgtccgttt
  1229221 ctaccgataa atcctagttt ccaatccgta tctatttgaa agtttacatc ttcaaaaata
  1229281 ttatcaaagc tacctgggta tgaaaaagtt aagtcttgaa cttttatcat tgacataata
  1229341 attcctcctt tatatatcga aacgtttcat ataaagtcgg aacatccatc cattttttaa
  1229401 ttgctctata taagtttgat ggatattaac gacttatata gagcattaca tgtgtaacaa
  1229461 tagtgtctga attagccatt tttcccgctc ctttatttgt taggtaaatt tagcgattaa
  1229521 taaatttcaa cttacataaa agggaataaa aaaatccccc aattattaat cggaaggatt
  1229581 agtctgtctc ttatacttaa taagtactta ttaatcattt gaatcatgac aaataaagta
  1229641 tgaaatgaat tataaaaatg gatagactaa ccctatattt tgtagtttga agttataaaa
  1229701 ttcaaattaa aatataaatt agttaatcat tattcatcca tcattccttt catatttcta
  1229761 tttttagggt aacattcttt ttgtggagat gcaatatcat cttcacttaa tgctagatca
  1229821 tgtataattg tttggctaat tagatataac aatacatctt tttttataaa catcatattt
  1229881 tgttcaaaat gtcgcgtctt ttgtccatta aaaggtgagc tatttgaaat tgacattacc
  1229941 tcctagttgt aactataatt gttacagtag gtttggtaat ttcattcgaa attctaagtt
  1230001 tatgatagta tatcttcctt ctttctaagg gtgtcaatta gcgactaact atgttgcaat
  1230061 ggaagcttag attctatctc atattcaaag aatagttaat ttgtatcatt caaattaacg
  1230121 atgagcgaat acttaaaaaa cacattttac atcttattct ttggggaatc cttagttgaa
  1230181 aaatggagaa tatctgcggg aagcaaataa gactgtagta tgtagaaaga aaacttttaa
  1230241 aaaggtaata ataaggaatg ataggtaaca cttagtttaa tgaatacgag ttgtgccgta
  1230301 tcaagtcatt ttaaaaaagt ctagaaaaaa tcaagaaggt gattccattg cgtaaacatt
  1230361 cacatgtgca attttatgta ttgatattgg ctttagtagc ttatttaagc ttttgcttta
  1230421 tatttttatt tgtttttccg aatgagtatt ttgtatcaga ttttaatata cgactatcat
  1230481 ccttagttgt tgaaattact gtatttatct cattacttta ctcgatagca tcaagaaaaa
  1230541 ttaaactagg agtcttttgg gtttgtatta ctattgcaat agggtgtttc ttgataggga
  1230601 attttatatc agcttttcaa gtacttaatg tagaattacc aattcaaaat tttaatatct
  1230661 ctgatgtgtt tttgttgttt ttcttattct tctttctctt tgcgttcttt tataaaatca
  1230721 tgatggaatg taacaaatgg gagaaagcgt atttactttg tgatttatgc attgttgtta
  1230781 ctgctatttt tacattagag tggtacctat ttaataaacc ttctgcaaat atcttattct
  1230841 tttcaattgg agatgttttt ctttcattta tttttccgat tatagattta ttgcttctat
  1230901 tacttggagt tacactaatc tttcgacctg ctattttcaa tgcaaaaagt aaattgttta
  1230961 tttttatcct agtattaact ggatttgcta ttacggacta cttatatttt tacttacaag
  1231021 atgatttgtc agatcgttca gttatattat taaggtgttt gtatagagtt tttctattat
  1231081 ttatcgctat tgctgcgact atcccaagga gtgtatcttc taaaagaaat tattttataa
  1231141 ttaatccgac atttggaaag aaacttcttg tcatattccc ttatcttgca gttgcaatct
  1231201 taattggttt tactttgaaa gagcaaactt cttcatctac actgattacg ggaaattgta
  1231261 ttgcctttgt atttgtactg attcgtcata taattgtacg catgcaaaac aaagatttaa
  1231321 ccgaaacatt aaaagtgttt aataatcaat tagagcaaaa agtatttcaa agaacagcag
  1231381 atttaataaa aaaatctaat gatttggtaa aaaatcaaga gaggtttaag tccttatatg
  1231441 agtatcatcc agaccctata ttaactattg atccaaatgg taccgtttta aatataaacc
  1231501 agtctggaag tatattatta gggaaggaca gtgctgcatt aataggaaaa gagtgcttct
  1231561 ctattttttt agatgaagat aaacctgaat tggaagcagc cctaaagatg gggaaacgat
  1231621 gtagttcgtc ttctttacag ttacgtgtga aacataataa tgagaaggat atatattttt
  1231681 ggtatgtcac tattgttcct attatgatag aaggacaaac ttttgggagt tatgtaatgg
  1231741 taaaagacat tacgaaaatg aagcaacaac aagataagat aaactatcta gcattccatg
  1231801 atacagtgac ggagattgga aatcgaatat tcttccaaca agaattagaa aaatccattg
  1231861 aacgtgcaca aaaaacgcag ggtgaatttg gactcttgta tatagattta aatcgtttta
  1231921 agaccattaa tgatacaatg ggacattcaa ttggtgatag tgttttaaaa gaagttgcta
  1231981 aacgttttag gacatgtctg tcaccgtcta ttcctctggc tagaataggg ggagatgagt
  1232041 ttgcagtctt agtccataac cacacagaac aacagctatt ggatttatgt gaaaatctgt
  1232101 ttcgtataac tgaaaaacca tttgtagtca atcagcatag tttttactta tctcttagta
  1232161 taggaatagc agtgtatccg tttggaggaa taaacactac tacactttta caacatgctg
  1232221 atatcgccat gtatagcgca aaggaaaaag gtaacaatgc tgtttgtatg tacgacgaga
  1232281 cattatctca aaaaataaca agacgattac aattagaaca ggatttaccg aatgcaattg
  1232341 aaaataatga gttgttttta ttatatcaac cacaagttga tagtaaggca ggtaaggtta
  1232401 ttggtgcaga ggctttaata cgttggcaac atccagagct tgggctaatt tcaccttttg
  1232461 agtttatacc tatcgcggaa gaaacatcgc agattatttc aattgggaaa tggacgttac
  1232521 aggaagcgtg tcagcaactg aaagaatggc attctgcagg ctattcaaat ttaaagatgg
  1232581 ggataaattt atcagctata gagtttgaac agaagggctt tgttcaaaca gtcatatcta
  1232641 ttatagaaga agtaggggta ccagctaact cgattgattt ggaattaaca gagcgtattg
  1232701 ccatggtaga tgaaaaagaa actttatcga agttaaaagc attaaaatca tatggtgtac
  1232761 atttatcaat tgatgatttt ggtacaggct attcttcatt agcgtattta cctttgtatc
  1232821 caattgatac tttgaaaatt ccaagagaat ttgtgaatag gattggaact tcaaatgatg
  1232881 gagatgaaat tatacaaact attatttcgt tagcccatac tttaaatatg aaagtaatag
  1232941 cagaaggggt agaaacgaag gagcaattaa cagtgttaca acaaaatgca tgttatctaa
  1233001 ttcaagggta ttactacagt aagcctgtaa atgaagatga atttattaat tttttaaata
  1233061 cgacacaaaa caaataagtc aaaaaatata tatgaattaa agcgaaaaga cgttctactc
  1233121 atatggagta gaatgttttt cttatgttta ctttcagaag gtatgcagtt aggtttctgt
  1233181 ttttgagagt aaatttagta tccatattct cagtattaga tttgttgtga actacacgct
  1233241 tatttaagta aataaaagtt agaatagtta aggaaaagga taatttttta ttaattaaca
  1233301 taattttcaa aaatgaaatc tgcggatgtt aagatttgtt atataatata gttgtcaaag
  1233361 tactacccct gtagtttcta tgatgaatcg gtaagatagt ttgtttgtcc catatattca
  1233421 cgtgatataa aaaaacttgt agagattcct gcaagttctt tttttaagga ttaaatgtga
  1233481 atctgaaata aagtaacgag tttttgaggg gagaaaagta aatgtttata aaagcagaaa
  1233541 gattactaat acgaaaattt gaattcaagg attgggaagc tgttcatgag tatacatcag
  1233601 atagcgatgt tatgaaatac atacctgaag gggtttttac tgaagaagat acaagaaact
  1233661 ttgtaaataa aaatatgggt gaaaatgcta agaactttcc tgtgatacta ataggtgaaa
  1233721 atatcctggt tggtcatatt gtttttcata aatattttgg tgaacatact tatgagattg
  1233781 ggtgggtatt caatcctaaa tatttcaata aaggatatgc ttctgaagca gcacaagcta
  1233841 cattgaaata tgggtttaag gaaatgaaat tacatagaat tatagctaca tgtcagccag
  1233901 aaaatacccc atcatatcga gtgatggaga aaattggaat gaggagagaa ggctatttca
  1233961 agaagtgtat accccatgga aatgaatggt gggatgaata ttattacgct attttagaag
  1234021 aagagtagtg tctcagaacg tattattaaa atcaaaatca taattaaaat tgtgctatca
  1234081 ttttttgaga attgcttggt ctataaaata attaaaatgt gggtggtgct ctatgcctat
  1234141 caagctaaca ttatacaagt ttaatttatc gaatggataa agtagatact cgagttatca
  1234201 ttgtaggagg aaatgggttt gggttttcaa atggatttga ctcatctgaa gatataaaac
  1234261 gccttcctaa cgattataca ggtggaattt ggacaaattg cattgataaa atagcacctg
  1234321 tatttaagaa ataagggata atataacagt ggaagttttt ttatctgttt aaccgtttat
  1234381 ctattagggg gtactttaaa atcttagctt gatagcaatg ggggagcact aaccaaacgc
  1234441 gaatttcgta cgctaagcaa agtttcatag aaaaaaagcc gttttttcta gatttagaga
  1234501 taatcggctt tttctttgta aatcaaaaca ataaaataag atgaaaccta taaatatata
  1234561 ttattacata aagtataatt cttagtattc tataatcaat taatcctcat catacaaatt
  1234621 atctacagat tcttgtaaac aatctaatag atagtcgccg aagttttcat aagtaatggc
  1234681 atacagttcc tttgaaaaac gactccaaaa gacaacagga cactcgccat ctttcatttg
  1234741 attggtatct aaacatgtca tagtaccatc aatatcattt aaaacaatgt attgttcagg
  1234801 aaggttatat gtttctctat atgacttggt gtggtaaaca acggaagaat ctgcagctgt
  1234861 tgtctcacaa ccatgaatat ccataccatc cagtccgccg ctaccatact gttttaaaaa
  1234921 ccaatgataa ctatttggga atttaatgtt tagcatttgt tgtatgcctt tattggcctg
  1234981 gtcaactgca ttattcatgc ccttcatagc tgagttcgtt ccatcttgga aaaagaagat
  1235041 aaagatagat ttgagcgtag atagaaactg taattaaagt aagataggac aaagactagc
  1235101 attgagaaat ataaaagatg gaagtaacat aggggattta cgcataaagt aagattgacg
  1235161 attaaattaa caaaattttc attttaatca aataaataca tggtgttttt aacttataat
  1235221 aatgttacta cgatgaaaat acggctacta attagttatt ttaaaaatca attttagata
  1235281 ggaagaggat aatgaagacc agagatagtt ataaaattgt tgtaattggt gctgggactg
  1235341 ctggaatatc ttctactgca catttgttac gaaatgtacc cctattgaaa gaaagtatag
  1235401 caattattga tcaatcaaaa aaacattact ttcaaccact atggagttta gtggggggag
  1235461 gaattgtgtc aaaggaaagt acagtgcgtg atcaagaatt gcttattcca aaaggggcaa
  1235521 catggatccc taaaagtgtt gttaagctgt ttccgaaaga aaataagcta cttttagatg
  1235581 atggactgtt gcttgagtat gaaattctta ttgtagcagc cggtatacaa ataaattggg
  1235641 acggcattaa aggcttaaag gagtctattg ggactaatgg ggtttgtagc aattactctt
  1235701 ataaatatgt tgattctact tggagagaaa ttgaaaaatt taaaggagga aatgcggtgt
  1235761 ttacccaccc aaatactcct attaaatgcg gtggtgctcc acaaaagatt atgtatttag
  1235821 cagaagagta tttttctaat agcggtgtaa gaaacaaaag tgaggtaatg ttttataccg
  1235881 cgaacgctaa catatttcag gttccacgat atgctaatac attagaacaa gtactagaaa
  1235941 gaaagcaaat aataacaaat tataataaaa acttagtaga aattatcgcg gagaagaaag
  1236001 aagcaatttt tgaagatacg caaacactga aaagagaaac agtaccgtat agtatgattc
  1236061 atgttgttcc acctatgggg ccacctaatt ttcttaaaga gagcgaaata agtgatcatc
  1236121 agggttggat agatataagc ccttatactt tgcaacatgt aaagtataag aatattttcg
  1236181 gacttggaga ttgtaccaat ttacccacct ctaaaactgg agcggcaatt cgaaaacaaa
  1236241 taccgatctt aaaacaaaat attatggacg tactaaacgg aagagatttg caggctaaat
  1236301 atgatgggta tacatcttgt ccgattatta caggatataa aagtcttata cttgctgaat
  1236361 tcaactacga acatgagcct caagaaacgt ttccgttcaa tcaagcgaaa gaacggtata
  1236421 gtatgttttt acttaaaaga tatatgttgc cctatatgta ttggaacttt atgttgaaag
  1236481 gaatcctata agggaagaga gaaagcggtt ataaaaattg aaaagcattt tgaattaact
  1236541 atttggaggg aatagctatg cttttaaaat atttttatga tgaaaaatta gcacatgctt
  1236601 cttatttagt tggttgtcag aaggaaggcg tagcaattgt gattgatcca ggtcgctata
  1236661 tagaacaata tatagacttt gctaagaaag aggggatgga agtaattgct gcggctgaaa
  1236721 ctcacattca tgcagatttt ctttctgggt ctagagaact ttccactctt tatcatacca
  1236781 atttatatgt atctgatgaa ggtgattgtg attggaaata tcaatatctt aacgaaggtc
  1236841 gatataattt ggttagagag gggacagagt ttaaagtagg tcatataaaa tttaatgtaa
  1236901 ttcacacacc agggcataca cctgaaagca tttctttttt agtaactgat acaagtcaaa
  1236961 ataactatac gaatgataag ccaataggaa tattcacagg tgattttata tttgtcggag
  1237021 atataggaag acccgattta ttagaaactg ctgtaggtat gaaagatacc gcaaaaatag
  1237081 gagcaaaaca attatttgat tcgatacaaa aaataaaaac actccctgat tatttgcaaa
  1237141 tatggccatc acatggtgca ggaagcgcat gtggaaaagc attaggagca attccaactt
  1237201 ctaccttagg ttatgaaaag atgttcaatt gggcatttca gtgtaatgaa gaaagtgatt
  1237261 ttatatcgac tttattggcg gggcagccag agcctccaag gtatttttct ttaatgaaga
  1237321 atttaaataa gtatggtccg cccattcgta agaaaagaga gatttttgct attaaaacag
  1237381 tagaggaact tcaagaagtt atgaggagcg ttcagcaaat agttgatata agggatggag
  1237441 agagttttgc ttctggtcac atcgagaaat caattaacat accgtgtaac aattccttca
  1237501 caacctggtg tggatggtta ctagattata aaacagaaac tttaatcatt ctagatgagg
  1237561 aaaaggttag agtggaggag gttattagag actttgaatc tattggtcta gataatatta
  1237621 ttgcctttgc acccttacaa gtaatacaaa gactcgatag atttgaaagt tacaaagaaa
  1237681 aaacatcgat tgaattatat ccgcatataa aggatggtag ggttaaggta attgatgtac
  1237741 gtagtaaaaa agagtgggac gaaggacatc ttcatgatgc aatacatatc cctttgggaa
  1237801 atctattgaa gcagctagat tgtataccaa aggattgccc aatcgtttta caatgtcgaa
  1237861 ccggattacg ttccgctata gcagctagta ttttacagag agctggtata aaggaagtag
  1237921 ttaatctaaa gggaggattt cttgcatgga ataaagaaga gcttccttat acaacttgta
  1237981 atctcaatgt ggagggaaat aatttttatt aatttatccg ataaggaaaa ttacggatta
  1238041 cataggagta tatctataaa taggagaaat agataattta ttctatagat ctaaatttat
  1238101 tcagtattat gctgatgagc aaatggatat agttttatca ggccacgctc agggtggaca
  1238161 atttaagtta ctatttatca gcaaattagt ggttctaaat caaggtgttt tacctacata
  1238221 ttcagccggt ttatatgaaa aacaaaatac gtctatggta gtaagtagag gattaggtaa
  1238281 tagtaacatt ccgcaaagaa tttttaatag gccagaactt gtagtcgtac agttaaattg
  1238341 aactgtacga cttttctata cagaaaaaat aggacatatg cattttatac aagttaacat
  1238401 tacaattttg ttaaaaattt tctacgttac ataaagtaac aaaatttgac ctgaagagtt
  1238461 tgttatagtg taaataatca aaaaattaaa aattagtcga gtgaaaagtg tgataagtaa
  1238521 ttcatataaa aaacttaaag gggtgtacac atgcataaag aatatgaaat tgaagaatac
  1238581 acggcgattg aggaacaaat ccattattat tgtaaatgtt tattagtaac tcatcctgat
  1238641 caaattataa agtatttaga aaaaagatta gaaaaatatg cagaaacatt acaatatgca
  1238701 catttatatc ccgacacagt tatattaccg ttacagcaat tagttatcga atattcttta
  1238761 gatgttgcta gaattaggaa gtatatgaat ttaaaaacgt aaagtaaaat atataattta
  1238821 aatgaaacag agtcgacttt aggaaatgaa attctaatgt cgactctgtt tcattgttta
  1238881 atattgttga cggaaaatca tactaatcaa tgaagtttga catataatta cgcaagagta
  1238941 aaaaataagt gagtactcac tcatttttat tggaaaagga ggatgaaacg tgcaacaacc
  1239001 ttaaattatt ttacggactg tatcaaaaag ttttggaaaa aaagaagtgt tacacaatct
  1239061 ttcattgcaa gttgaaaaag cagagatatt gggtttagtt gggccttcag gttctgggaa
  1239121 aacgactctt attaaattga ttgcaggtat taacgaagca acggaaggtg aagtgcttgt
  1239181 ttacaacacg aacatgccta atttaaatga aatgaaaaga attggttata tggctcaagc
  1239241 tgatgcatta tacgaagaac tatcagcata tgaaaatgca gattttatgg caacgatgta
  1239301 cggattaaag ggaaagcata aaaaagaaag aattgaaaag gtttttgatc ttgttcaatt
  1239361 atcacaacat atgaaaaagc aagtgcagca tttttcaggc gggatgaaga agcgtttatc
  1239421 attagcaata gcactccttc atgaaccaga aatattaatt ttagatgagc caacagtggg
  1239481 gatagatccg cttcttagaa aaacgatttg ggaaaaattt tatgatttga aaaagaaagg
  1239541 cactaccatt attgtaacaa cacacattat ggacgaagct gaattttgtg aacgcctagg
  1239601 gttaattaga gaaggaaagc tagttgcgac tggtacaact gaagaattga aaaagcgggt
  1239661 atcatcagga aggattgaag atgtcttttt gttggaagag gtggctgaat tatgagagta
  1239721 accggtgtaa tcattcgtat tattcgccaa ttttttcgag ataaacgttc gttagcgatg
  1239781 atgtttgggg cacctatgtt attactttgg ttattgtcac tagtgtttac acaaaaggac
  1239841 tatgtaccgc atattgctgt tgttgatatg cccgctcagt tagtaaaagt gatgaaaaat
  1239901 caggaagcgt caatttatga atataataca gaaaaggcaa tgtctgagct agaaaatcaa
  1239961 aaggtagatg cagtcattcg tttagaaaat ggaaaaatga atattgtatt agaaggtagt
  1240021 gattcgtcaa aaaatcgtgc tgtacttcaa atattacaaa aaagtacaga gaagaacgat
  1240081 atatcgataa tgaaacctga agtgaattat ttacatggct ctaaagactt tacaatgttt
  1240141 gatgggcttg gccctgtatt gattggtttc tttacatttt tctttgtatt tattttatca
  1240201 ggggtgtctt tcgtaagaga acgtttaagc ggtgcgttag aaaggttatt atcaactcca
  1240261 attaaaagat gggaaatagt tgtaggatat attattggtt ttgggatctt tgcatttata
  1240321 caatccatta taattgtaag tttttcagtt tatattttag acttgtatgt agctggctct
  1240381 atatggctaa cgctacttat tacatgtatg ctttctttaa cggcattaac tttagggaca
  1240441 tttttatcag catacgcaaa taatgaattt caaatgattc agtttatacc gcttgtcatt
  1240501 gtgccacaaa tattcttttc tggtttgttt ccaattgaat cgatgaataa gtggctccaa
  1240561 atgttaggga aattatttcc gctcacatac ggcgctgacg caatgagaca ggtgatgatt
  1240621 cgaaatcaag gatttacaga gattgcatta gatttaactg ttttactatt tttctcagta
  1240681 ttatttgcag tagggaatgt atttgcatta aagaaacatc gaaaaatata atgatgatac
  1240741 aaaggggtat tatagatgaa gaaggattgg ttggaagaat taattgccgc aacaaataca
  1240801 gacaaacgaa atgaacgtca aatgcgtata ttagaggcgg ctgttgatat gtttggagaa
  1240861 aaaggttatg cttcaacttc aacaagtgaa attgcaaaac gggctggtgt agcggaagga
  1240921 acaatcttcc gctactataa aacgaaaaaa gatttattat tagcagttgt catgccgaca
  1240981 ttaatgaagt ttgctgcacc atttttcgta caagcattcg caaaggaaat atttaaatcg
  1241041 gagtatgaat catatgaagg gcttctaaga gttgttattc ataatagatt tgactttgca
  1241101 aaaaagcatt ttccaatgat aaaaatatta attcaagaag tgccatttca cccggaactg
  1241161 aaaaatgaaa tacaacagtt agttgaaaca gaattacttt tacattttaa aaagttgatt
  1241221 gaaaagtttc aagaaaaagg gaaaattatt gaaatgcccc cagctactgt tttacgactt
  1241281 actttatcag ctgtatttgg tttattatta acacggtttt tattattgcc tgaagaaaaa
  1241341 tgggatgatg aaactgaaat tgaaaatacg attcagttta tattgtacgg attaacgcca
  1241401 cgaaattaat cgtcgaagta tgaattacat atgttacatt taagtaaaat aataaatcgc
  1241461 ctttaaaaag gcgatttata tttgttatat ttttgataaa taagtacttg tttactaaaa
  1241521 acattctaaa ttaacgtact tctttgtctc ttcttctaag acctaataat cctgctagtc
  1241581 ctaataaacc gagccaagcc caattattat ttctatcacg attatcattt aaatcatttg
  1241641 ttgtatttac atttcgagtt cttacatcat tattaactct gtctaagtta ttgtcattca
  1241701 ctcgagttga aatgtcagtg ttattaactc tattcatatt agttccatcg tattcagcat
  1241761 gggcagatgt acctaaaaac ataatagaaa gtgctaaaac acttacaata gatgataatt
  1241821 ttttcttcat aacgctccct cctttcttac atattaattt ctccagagca tgtgtgtatt
  1241881 attcgtttca cagtttctaa accgtcatta taaaggacac atttatagaa aatagagttg
  1241941 aatgattgct aatatattat tggctatata tttatcataa aattaaatgc atcaaacttt
  1242001 gcttaaaatg ttaatattag tacaatttat attatacgga ctagcattaa ggaggtaatg
  1242061 aaatgcgaca atttgcaaaa cctacaatcg ttgtaagtaa atgtttagag tttgatgctt
  1242121 gtcgttataa tggagagatg attccggatg taactatacg aaatttgcag ccatttgtta
  1242181 catttatacc tgtttgtcca gaagtcgaga ttggattggg gactcctcgt gaaacgatac
  1242241 gcattgtaga agaaaaaggg gtgaataaac ttgtgcaacc gtctacaaga gaagacctca
  1242301 ctgaaaaaat ggagcaattt tcaaatgaat ttttacaaac gttatcagat gtggatggtt
  1242361 ttattttaaa aaatcgttcg ccaagttgtg gtacgcgtga tgtgaaaatt tattctggtt
  1242421 ttgaaaaagc accagcaaaa gggaaaggac caggcttatt tggtggtgca gtagtaaaaa
  1242481 aattttcgca tcttccaatt gaagaggaag gcagattgtc gaattttatt attagagagc
  1242541 atttctttac aaggttattt acaatcgcat attacaagat gattaaacgt aataaaaata
  1242601 tgaaagacct cgtatcgttt cagtcggata ataaatattt atttatggca tataatcagg
  1242661 tgaaacaaaa ggaattaggg cgtattattg caaatcaaaa aaatgaaacg atcgaagttg
  1242721 tatttgaaaa ctatgagaag actttatatg aattatttat gcgcacaccc cgctatacat
  1242781 caaatgtaaa tgtatgtgag catatttttg gatactttaa aacaaagctg aaaaaacaag
  1242841 aaaaagatca ttttttaaat ttaatacaaa agtatataga aaagaaaatt ccgcttagta
  1242901 gcttacttgc aattttaaaa tcatgggctc ttcgatttga tgaaaagtat ttattaagac
  1242961 aaacatattt cgaaccatat cctgaagctt tagtagagat ttcagattca ggtaaaggta
  1243021 gagattatta aacataaaat tacataattc gacaagaaaa ctcctatgtt gttgtagaac
  1243081 aatgtaggaa tttttttgtg cattagtaca gaatctgttt taaaattaaa ttatgacaga
  1243141 attataacaa ttatctaact aatgttcttg tcttttcatt cgtaatgttt gtagtagaaa
  1243201 ctcgcacgct gtcgaaactc aatattcgat aaggggtgtg tagcggaatg gaatttactc
  1243261 taactcgcga aaaacaaatg attaaagaaa tggtacgtga ctttgctgaa aaggaaatcg
  1243321 caccgaaagc tgtgtattat gacaaaactg cagagtttcc atatgaaaca tttcaaaaaa
  1243381 tgggcgaact aggattatta ggcatcccat tcccagaaga gtatggaggt tcaggtggcg
  1243441 atacagtatc gtacgcgtta gcagttgaag aaattggtcg tgcttgtggt ggaacaggat
  1243501 taagttacgc tgcaacaatt tcattaggtg cttctccaat ttattatttc ggtacagaag
  1243561 aacaaaaaca gaaatattta gttccaatgg catcaggcaa aactttaggt gctttcggat
  1243621 taactgagcc gaatgctgga tctgatgcag gtggtacaca aacaaaagct atattagatg
  1243681 gagacgagta tgttattagt ggtgagaagt gttggattac aaatgctgag tatgcaaata
  1243741 caattattgt aaccgctgtc aacggtattg aagagaatgg tagaaaacgt atttctgcat
  1243801 ttatcgtacc gactactagt gaagggttaa cgatttcaag cccttacgat aagatgggcg
  1243861 tacgtgcttc taatacttgt gaaatcgtac ttgatggtgt acgtgtacca aaagaaaata
  1243921 ttcttggtga tgtaaataaa ggatttaaac aattcttata tacacttgat ggaggacgta
  1243981 tttcaatcgc agcattagct gttggtattg cacaatctgc atttgaacgt gcattgcaat
  1244041 atgcgaaaga acgtcaacaa tttggaaagg caatttctaa tttccaagcg attcaattta
  1244101 aattagctga tatggcgact gaagtagagc tagcacgtaa tttagtacat aaagcagctt
  1244161 ggttaaaaga taacgataaa cctttcggta aagaagcggc tatggcaaaa cttttcgcat
  1244221 ctgaggctgc tagtcgtatt gcaaatcaag cagtacaaat tcacggtgga tacggctata
  1244281 tgcgtgaata tgaagtagaa cgacatattc gtgatgcaaa actattagaa attggtgaag
  1244341 gaacttctga aattcaacgt ctcgtaattg ctagacattt aggatgtaga taaaaaggag
  1244401 gaatcactat gtttcaaaaa atattaattg ctaatcgcgg ggaaatcgca gttcgtatta
  1244461 tgaaaacttg tcaaaaactt ggcattcgta ctgttgctat ttattctgag gcagatgaaa
  1244521 atgccttaca tgtaaaaatg gcaaatgaag cttacttagt gggtgggccg cgtgtccaag
  1244581 aaagctattt aaaccttgaa aaaataattg aaatagcgaa gaagacaaat gccgaagcaa
  1244641 tccatccggg atatggatta ttatctgaga atccatcttt cccagtacgt tgtaaagaag
  1244701 aaggaatcgt atttatcggt ccatcagaag aaatcattac gaagatggga agtaaaattg
  1244761 aatcacgtat tgcaatgcaa gctgcagatg tcccagtagt tccaggtatt actacaaata
  1244821 ttgaaactgc tgaagaagca attgaaattg cgaaacaaat tggttatcca ttaatgttga
  1244881 aggcatccgc aggaggcgga ggcattggaa tgcagttgat ggaaactgag caaacgctca
  1244941 ccaaagcatt tgaaagcaac aaaacaagag cacaaaactt cttcggtaat ggagaaatgt
  1245001 atttagagcg ctatatagca gacgcgcatc atattgaaat tcagctttta gcagatacac
  1245061 atggtaacac ggtgtattta tgggagcgtg aatgttcagt gcagcgccga aatcaaaaag
  1245121 tgattgaaga agccccttca ccatttttag atgaaggtac acgaaaagcg atgggtgaaa
  1245181 ttgctgtaca agctgctaaa gccctaggtt atacaaatgc tggtacagtt gagtttcttg
  1245241 tagatgagca gaagaacttc tatttcttag agatgaatac gagattacaa gtagagcatc
  1245301 cagtgacaga agaaattacg ggtttagatc ttgtagaaca acaactttta attgcatatg
  1245361 gtgagaaatt atcgtttaca caagatgata taaaacgtag tggtcatgcc attgaggcac
  1245421 gtatttatgc ggaagatccg aaaactttct tcccatcacc tgggaaaatt acagatttaa
  1245481 cgcttccaac aaacgtacgt attgatcact ttttggagaa tcaagtaacg attacacctt
  1245541 tctatgatcc aatgattgcg aaagtcattg ctcatggtga gactcgtgaa gaagcaattt
  1245601 caaaattaca tgatgcttta gaagaattaa aagtagaagg tattaaaaca aacacgccaa
  1245661 tgctactgca agtattggaa gatgatgtgt tcaaaagtgg tatttataca acgggttttg
  1245721 taacgaaaca acttgttaaa aaataagatt taaaaatact aagggggaaa aaatgatgac
  1245781 gaaagtatat gcatcgatgg caggaaatgt atggaagatt gttgtaggag taggagatac
  1245841 agtagaggaa gagcaggatg tcgtcatttt ggaatctatg aaaatggaaa ttccaatcgt
  1245901 ttcagaagaa gctggcacag ttatgaaaat taatgtgcaa gaaggcgatt ttgtaaatga
  1245961 aggagatgta ttactagaaa ttgaataggg agatataggg ggaagcgaat tgaaactacc
  1246021 taattttgct gtcattaaag aagtcgggcc acgtgatggc ttacagaatg aaaaaaagat
  1246081 tgttggcaca aaagataaag taaaatggat tcaactactt acagaggcgg gattatcgta
  1246141 cgttgaagtt tcctcattcg ttcaccctaa atgggtccct gcattggcag atgcaaatga
  1246201 tgtgttttca gagctgaaaa gggacccaaa tgttacatat gcagcgcttg ttccaaatca
  1246261 aaatggtttg gaacgagctt ttttgcaaaa tgtagatgag gtgaatgttt ttttatcagc
  1246321 aagtgaatct cataataaaa gtaatattaa taaatccatt aaagaagcat tagttgtaat
  1246381 tgaagatata acaaaacagg cattattcga aggcaaaaaa gtaagaggct atgtgtctac
  1246441 tgtatttgga tgtccttatg aaggggatat aagtgccata gcagttgacg aattatgtga
  1246501 tcaactattt tcatatggca tttatgaagt gtctcttggc gacacaatcg gagtagcgaa
  1246561 tccgttacaa gtagagcgag tattagagca tttattaaag aaatatgatg cttcgcagtt
  1246621 tgcaatgcac ttccataata cgtacggaat ggctcttgca aatgtagtaa agtctttaga
  1246681 atatggcatt acaacatttg atagttcttg tggtggtctt ggcggctgtc catatgcacc
  1246741 aggagcatca ggaaatgttg caactgatga cttagttcat atgctccata agttaggggt
  1246801 ccaaacgaat attgatgaag agaagttatt aagagcgagt caatttattc aaagtaaatt
  1246861 aaatatccaa ttaccgagtc atgtgtatag agcgcttcaa cataaaacga taagtaggtg
  1246921 agaagatgct acaattacaa aatatttcag ttgattatgc aacaccgcac gttgtaaaga
  1246981 tttcattaaa tcgtgaaaga caagcaaact cattatcttt agcgttatta gaagagttac
  1247041 aaaacatatt aactcaaata aatgaagagg caaatactcg tgtagttatt ttaacaggtg
  1247101 ctggtgaaaa agcgttttgt gctggtgctg atttaaaaga acgtgctggc atgaatgaag
  1247161 aacaagttcg ccatgctgtt agtatgattc gcactactat ggaaatggtt gaacaattac
  1247221 cacagccagt tattgctgct ataaatggca tcgcacttgg tggtggtacg gaattaagtt
  1247281 tagcttgtga ttttagaatt gcggctgaat ctgcgagtct tggtcttact gaaactacac
  1247341 ttgcaattat accaggagca ggtggtacgc agcgtttgcc aagattaatt ggtgttggta
  1247401 gagcgaaaga attaatttat acaggaagac gtatttcggc acaagaagcg aaagaatatg
  1247461 gtctagtaga atttgttgta ccagttcatt tacttgaaga aaaagcgatt gaaatagcag
  1247521 agaaaattgc tagtaatggt cccattgctg ttcgattagc gaaagaagca atttcaaacg
  1247581 gtattcaagt tgatttacat accggattac aaatggaaaa acaagcgtat gaaggtgtaa
  1247641 tccatacgaa agacagatta gaaggattac aggcattcaa ggaaaaacgc acaccaatgt
  1247701 ataaggggga gtaaatatga tagaccaaaa acaacaatcg aatacatttg aagaacgagt
  1247761 tgaaacgatt aaacgaggcg gcgcaccaaa atatcatgaa caaaataaag cgaaaggtaa
  1247821 actattcgtt cgagatcgct tagctctttt atttgataat ggtgaatatg tagaagatgc
  1247881 attatttgca aattgtgaag aaacgggatt acctgctgat ggtgttataa cggcaacggg
  1247941 aaaaatacat ggtcgtactg catgcgtaat ggcaaatgat tctacggtaa aggctggatc
  1248001 atggggcgca cgtacagttg aaaagatttt acgtattcaa gaaacggcag aaaaattacg
  1248061 tgttccgtta ttttatttag ttgactctgc tggggcgcgt attacggatc aagttgaaat
  1248121 gttcccaggg cgccgcggtg caggaagaat cttctataat caagtgaaat tatcaggtaa
  1248181 agttccgcaa gtatgtttat tatttggacc ttctgcagct ggtggcgcat atattccagc
  1248241 cttttgtgac gttgttatga tggtagaagg gaatgcttct atgtatttag gatctcctcg
  1248301 tatggctgag atggttatcg gtgaaaaggt aactttagaa gagatgggcg gagctcgtat
  1248361 gcattgctct atatcaggat gtggagatgt tttatgtaaa acagaagaag atgcgattac
  1248421 acaagcaaga caatacattt catattttcc aaacaactac ttagaaaaga ctccattggt
  1248481 tacacctcaa gaaccgaaac aattcgataa aacgttagaa caaatcattc cagaaaatca
  1248541 aaatgctcct ttcaatatga aagatcttat taatagagtt attgatgaag gttctttcta
  1248601 cgaagtgaaa aaattatttg ctcaagaact cattacaggt ttagcacgta ttgatggtaa
  1248661 gccagtaggt attattgcaa atcaaccgcg aatgaaaggc ggcgtattat tccacgattc
  1248721 agctgataaa gcagcgaagt ttataaattt atgcgatgca tatcatattc cgttattatt
  1248781 ccttgcagat gtacctggat ttatgattgg tacaaaagta gaacgtgctg gtattattcg
  1248841 tcacggtgca aaaatgattt ctgcaatgag tgaagcaact gtaccgaaaa tttctatcgt
  1248901 tgttcgtaaa gcatatggtg ctggtttata tgcgatggca ggtccagcct ttgaaccaga
  1248961 ttgctgccta gcattaccga cagcctctat tgcggtaatg ggtccagaag ccgcggtcaa
  1249021 tgctgtatat gcaaataaga ttgcagcttt acctgaagaa gagcgtgata gcttcattgc
  1249081 tgaaaaacga gaagagtata agaaagatat tgatatttac catttagcat cagagatggt
  1249141 cattgatggt attgttcatc caaacaattt aagagaagag ttaaaaggac gattcgaaat
  1249201 gtatatgagt aaatatcaag tatttacgga tcgtaaacat cctgtttatc cagtttaaaa
  1249261 gccctattta gggctttctt gctcaaaaag ttaaggaggg gaaaacattg aaacaagcag
  1249321 tttggtttcc aacagaagag tataaagaaa aaacacgctt atatggttgg atgaaatcat
  1249381 tggggtatga agattatgaa acgttttata ataaatctat tgaagaaaca gcttggtttt
  1249441 ggggagaagc tgagaaagtg gttggctatc aatggatgaa accttataca gaagtgttag
  1249501 acctgcaaaa tggtacaccg tttgcacagt ggtataatgg cggaacatgt aacgttgtag
  1249561 aatcagtttt atcacgctgg cttgcagatg atgaaacaag aacgcaacca gcacttcagt
  1249621 atgaaggaga aaatggaact tcaaaatcat ttacatatga agaacttgat agctgggtaa
  1249681 gtcgcgctgc aaatggtttg aaacatgcgg gtattgaaaa aggcgaccga gtaacaattt
  1249741 atatgccaat gattccagaa acagttgttg cgatgctagc tgtaatgaaa atcggagcaa
  1249801 ttatttcacc aatattctca ggatttgcgt ctgatgcagt catgacacgc gtgcaagcag
  1249861 caggatcaaa gatgatcatt actgcagatg gtttttcacg ccgaggtaag attgtttcat
  1249921 taaaagatga agtagataaa gcttgtgagc attgtccaac tgttgaaaaa gtcgttatcg
  1249981 tgcgccacgc aggaaatgat tttacaccgc ataattatga tttctcatgg agtacgttag
  1250041 aaaaagaaaa gccatttgta catgctgaag aaatgcatag tgacgatccg ttaatgctca
  1250101 tttatacatc aggtacaaca ggaaaaccga aagggaccgt gcacactcat gctggtttcc
  1250161 ctttgaaagc agcatttgat gcagggtttg ggatgaatat aaaacaaggc gaccgcgtat
  1250221 tatgggtaac tgatatgggc tggatgatgg gaccattttt actatttggc tctctcatta
  1250281 atggagcaac gatggttatg tacgaaggtg ttccggattt cccaaaagca gatcgtttat
  1250341 gggagacagt tgataaatat gaaattacac atcttggtat atcaccaaca ttaattcgtg
  1250401 cgttaatggc aaaaggtgat gagtatgtaa ataaacattc gcttaagagt ttagaagtat
  1250461 ttgcctcaac aggcgagcct tggaatccag atccttggat gtggctattt gaaacagttg
  1250521 gaaaaagtaa tgtgccaatt tgtaactatt cgggcggaac tgaaatttct ggtgggattt
  1250581 tcggaaatgt ccttattaaa ccaattgcac cgataagctt taacgcttct ttaccaggaa
  1250641 tggcagcggt tgtgctcgat gatcaaggta atccaattcg tgatgaagtt ggagaattat
  1250701 gtttagagaa accttgggtt ggtatgacga aaagtttctg ggaagacgat gagcgttatg
  1250761 tgaacacata ttggtcacgt tttgaaaata aatgggttca cggtgactgg gtggtttatg
  1250821 atggtgagca atatattatt acagggcgct cagatgatac gctaaacatt gctggaaaac
  1250881 gcattggacc tgctgaatat gaatctattc ttgtgaagca taatgatgtc atagaagctg
  1250941 ccgcgattgg tgtaccagat gatgtaaaag gtgaagtttg tcattgtttt gtagtattaa
  1251001 gagataatgt aacatttaca ggagaattaa agaaagaatt aatgagttta gtaaactctc
  1251061 atattggaaa agcattatgt ccaaaagata ttcacgttgt agaagattta ccgaaaacac
  1251121 gtaattctaa agtaatgcga cgcgtcatta aagctgctta tttagggaaa gaactaggtg
  1251181 atttatcatc acttgtaaac cctgaagtag tgccatttat tcagggattg cagtctagta
  1251241 aattataaaa ttaaagcatg tataatgtga actgacctct aacaattaga ggtcagtttt
  1251301 tatgtataca gaatagttta gtacatgtgt ttgttttttc ttttctatgt ttttgcctcg
  1251361 tacactttga agctagtgga catactatat taatagaaat gactaggggg tgagattttg
  1251421 ggatctcgtt atagtaattc tagaaaaaag tgttcatgta aacagtgttc atgtaaacag
  1251481 gatgattgtt gggatgtttt tgaagagtgt aaaaaagaac atgaagagca aaataaggca
  1251541 tgtgactgtt gctgtgtaca aggaattaga gatgagctga gaaagttagt aaacagatca
  1251601 gtgcgtatta caacaggaag taataattat gcaggaactg tttcttcagt cacttgtgat
  1251661 gttgtaaagc ttgctaatag tgctggggta gttacagtaa ttatttcagt ttgtaaaatt
  1251721 gaagcgattg aagcattgtt aacataagaa acatggcata atggggctat gttttttgta
  1251781 aagccattct tatgaatggc tttactttca tttcgtataa aaggagaata tattctatat
  1251841 atagaaataa gtttgaggat atatagaatg gtgtatgaaa ggagaatgaa gttgattaaa
  1251901 ttagaaccct ttaaacgatc cgatttcaaa cgattaataa actggattga ttccgaagaa
  1251961 tttttaatac agtggtctgg aaatgcattt acatatcccc tacatgaaca acaattagaa
  1252021 aaatatatag aaagtgaaaa tacacttgca ttcaaagtaa tagatgaaga gactaaagaa
  1252081 gtaattggtc atatttcact tgggcaaata gaccatataa ataaatctgc aaggattggt
  1252141 aaagtactag ttggtgatac gagaatgaga ggacgttcca tagggaagca tatgatgaaa
  1252201 gcagtacttc atattgcatt tgatgaatta aaactacata gagtaacgct tggtgtttat
  1252261 gattttaata catcggctat ttcatgttac gaaaaaatag gatttgtaaa agaaggctta
  1252321 ttaagagagt cgaaaaaagt aggggagaca tattggaatt tatgggaaat gagtatgtta
  1252381 gaatatgaat ggggcgataa aaaacaatag ttgtttataa ttatgttatg tcgattaaaa
  1252441 ggggtatggt gggaatttat gaataaaaaa acgaaaatta ttacaattgc agctgtttca
  1252501 ggaggaggta aaactactgt tacagaaaga ttaactcata aattaatgaa ttcaaaagca
  1252561 ctatattttg atagatataa ctttgataac tgtcctactg atatttgtaa atggattgat
  1252621 gatggagcca attatgatga atgggtactc acaccattaa ttaaggatat tcagcatctt
  1252681 atacgagata gtaatgtaga ttatattatt gtagattatc cttttgcata cttaaatagt
  1252741 gaaatgcgac aattcattga tgtaactata tttatcgata cgcctttaga tattgcaatg
  1252801 gctagaagaa ttttgcgaga ttttaaagaa gatacaataa gtgaaataca taatgattta
  1252861 gagcattata taaactatgc tagaaaagcc tatttggagg cacttcatac tgtaaagcca
  1252921 aattcagata ttgtgttgga tggagcatta tctgtagatc aaataattaa tcaaattgaa
  1252981 gaagaacttt atcggagaga agtgatcgcc aatggttaaa agtatagaaa aatatgtaca
  1253041 agttgatgat tttaaaatat attcaaaagt atttcaagga aagaagttgc agcctgttat
  1253101 tataatggaa gcaggttatg gtgattattc aaaggcatgg gaccttattg ctgaagaatt
  1253161 gacggaatat gggacagtac tcacatatga tcgagcggga gtagggaaaa gtggcaagag
  1253221 ttccaagcga cgtattagtt ctgaaatgat aaaagatttg agaagttgtt tagagcaatt
  1253281 acaattgaaa ccaccttata tttttgtagg acattctttt ggtggtataa atgcacgttt
  1253341 atttgcgaat ttttatcccg aagatatgtc gggaatcgtt ttggttgatt cgacaccgga
  1253401 aaattataaa gaagattttt tgccaatcat gtcactggaa tttcaggaag cttactataa
  1253461 acagtttgta tatgaaagtt cttatgaaga gtttatgttt agtctaagtg aagcaaataa
  1253521 acattgtcag tcaatgagaa atattccact tgccgtatta gttactggta aaaaagccta
  1253581 ttattcgcaa gaagcacaaa tgaagtggtt acaattgcaa gaagaattat tacgcttatc
  1253641 aaacaatcat acatttgtaa ttgcagaaca aagtggtcac tatattcaaa aagatgagcc
  1253701 tcattatatt atagatgctg ttaaatggat aattgaggta gaggagagat aaatgtgtat
  1253761 actttatttc aatacaattg gcaagtgaga gatgattggt ttaagtggtg tgagcaactt
  1253821 tcaaaggaag aattactccg taagcgtatt ggtggtgttg gaagtatttt agaaacatta
  1253881 tttcatattg tagatgttga gtatagctgg attaatgccc ttcaagaaaa agaagattgt
  1253941 gtaccgcaat ttaaagagta tcaatctatc caaaaagtga aagcgttatc taatttatat
  1254001 aaaagagaat tagaagattt tttacaagta tggtcagcta acttagaatg taaaatatta
  1254061 aaagcttcgt ggacagataa aacatataca tatggtgagg tcttaaggca cgtaattgta
  1254121 catgaaattc accatatcgg tcagctatct atatgggcaa gggagttaaa tcttcggcct
  1254181 gtttcagcga atttaattgg gagaggacta taaatttaga aaacggcttg cactgtaaat
  1254241 gcaagctgtt ctttatatat aagaagattt cctagttgaa atcctcggat tttttttgac
  1254301 gtatatgtaa aagcattaaa attgtaataa taaagaaaat caacaatgtt tgtatgatca
  1254361 aatttttaaa ctgaagcaaa actgcccaag atgtaacagc atctttaaat gcttggagtg
  1254421 cagagtatga ggagggatca aagccgtact gtagtaattt ttttgtttca ataaaagtac
  1254481 tgttttcatt atcggcgtct aatattactg aaataagtct agtatctcct cgttttgctg
  1254541 tactgacaaa actataatta ctattagttg aaaaactagt ttgtaagcca tcaacacctt
  1254601 ggagtttaat gtttttattt agggaataaa tcattttatt ggtattgaaa actttggtat
  1254661 ctttgaaggt gaactggtaa gaggttagtt ttgtaacgtt cagtacatct ggaaagtctg
  1254721 ttactaatct tgttgctagt ttaccaactt caattgctgt tgtagttgaa agtttatttg
  1254781 taccgttatt cattccagta gcgtttagaa acggagatgg ttgtgataac tttagttgtt
  1254841 ttgctttttc attcattagc tgagtgaaat tatcttcgtt tccagcaatg tgttctgcaa
  1254901 gggcaagtgt ggaacgatta ttccctgtca ataacaatgc atgaagtaaa tcacgaaccg
  1254961 ttgttttatc tttcgaagtt acttgtatag gactcgtttc tgctcggaaa acttcgttac
  1255021 ttatttttac tacttcatct aactgtatat ttcctttatc cagttgttct agtacgatat
  1255081 attctgtcat taatttagat aaagtagccg attgtataga attttcttca ttttttttat
  1255141 aaacaacttc acctgaattg gcatctatta aaatagctga tttagcttga ataatgggac
  1255201 catttacata aagataaaaa tataaaacga taagagcggt aataacaaaa gataataata
  1255261 aaattgtgat tttttttaag aattgcataa gcgatcctcc tattatgacg tcgataataa
  1255321 tattgtaaaa aggaatactt aattaggaag aaagaaaagg taaagaattt ctaaagaatt
  1255381 ataaaggatt attaaaattt ggatgttaat ggaaaatgaa agatccaatt tcttatatca
  1255441 taagaaattg gacctaaaat taagctgtat taacatttat atggttgtag ctttacagtg
  1255501 aatgttgttt ttttgtcatc actatacact tcaattgttc ctttatgcaa ctctacaata
  1255561 ctttttgcaa ttgccaatcc gagtccagat ccaccagtgt ttgtagagcg cgatttctca
  1255621 acgcgataaa aacgttcgaa aatatgaggt aaatcggtac ttggaatagg ttggccataa
  1255681 ttggttatat cgattgcgat catattatta ttttcataag cagtaatatc aatataatca
  1255741 ccatcgttac cgtaagcgat agcgttaata attagatttt caaatacgcg cactaatttg
  1255801 tccccatcag ctaataccat taacttcttt gatgggaaaa aggggcgaca atcaatatta
  1255861 gcctcttgaa gctgtattcg aaattgaact gttaattgtc caagaagttc tacaatatca
  1255921 atagggacag aatataaact taattcttta ttttgaacac gtgtatattc aaacaaatca
  1255981 ttcattaatg cattaagacg agttactttg tcgtaaatga cttgtatata atgccgtaat
  1256041 tccacttcat ctctataatt atcatggtgg attaaattta cgtatccaac tatagaggta
  1256101 agaggtgtac gtaaatcatg cgatacattt gtaatcagtt cgctttttgc ttgttctgcc
  1256161 tgtctttctt catcaatcga gactttcaat tgttcaacaa tttgattaac cccgcttgct
  1256221 aactcttcta gataattatg gtttacgata gaaactttat gattgaagtt tccatttgca
  1256281 atatagcgaa tctcttctat cattttttta atacaagttt catagtaaag ctttctttca
  1256341 tgacgataaa aaatgtatag gtaggatgag aaaatagaaa ataaaaataa ataagagaca
  1256401 atcatcatcc atagagattc ttttattcct ttatattttt cataaccaaa aatcctaatg
  1256461 aattctttgc caagttcgct taacgtaagc gaactctcga ttacactcgt aacgaggcga
  1256521 tatataatta attcagtaat aggagtgagt gtgatagcta ataagagcca aaaaataagt
  1256581 ttccatttcg ggatatcttt taatatatca aatgcttcat ttctcaattt tatagcctac
  1256641 tccccaaaca gtatgaataa atttttctcc attcattcct gtttcaagct tatctcgtaa
  1256701 attactaatg tggaccatta cagttttatt tgaaccataa ccatcttcat tccaaacacg
  1256761 ctcaaatatt tcttcagaac taaatactct tcctgtatta ctcgcaagta aatataaaat
  1256821 atcaaattca atagatgtaa gcttaatata ttctccattt actttcacag tatgattatg
  1256881 tttgtgtatt tcagcggaac gaatgcgaat cataccatct tcatttttgg gagaagaagc
  1256941 attttggaaa gatgatcgtc gaagcaaagc tttcactcta gctactaatt ctaatggatt
  1257001 aaatggttta atcatataat catcggcgcc tgtcataagt cctaatattt tatccatatc
  1257061 ttctgctttt gcactcagca taagaatagg tacagtatta ttttcacgaa cttcttggca
  1257121 aacttctaat ccatttcgtt ttggcatcat aatatccaaa atcataaggt caacttcata
  1257181 tgtagaaatc atttgtaatg cttcatcacc atcatatgct ttataaatgt tatagccttc
  1257241 atttcgcaaa taaacagcaa gtaattcgac aatttcttta tcatcatcaa taattaatat
  1257301 atttttattc attatgtagt tcctttcctt acaaatcatt aacattacta taatatcaaa
  1257361 catttatgta tttgtagcga tgattctgta taaaatttca tgtaacgtat taaaaaaggg
  1257421 attacaacat ttataacgaa tacaaataaa aaggatattt aaatacaacg ttatattgaa
  1257481 agttaggaag aaggggacat acgatgttat ataaggatat atattcattt actccaactg
  1257541 gaaagattga aactgatata aaagcttttc tattaaaata caataaagaa gttacatata
  1257601 aacattcaat tcgagtggca aatgagtctc gtaaaattgc ggttatgtat catgtaaatg
  1257661 aagaaaaggc agcaattgcg ggatatttac atgatattag tgcaattttt ccaaatgaag
  1257721 tacggattac agttgctgaa gaatttggaa tagatttatt agaagaagaa cgaaaattcc
  1257781 caatgattat tcatcaaaaa ctttcgagag tactcgcaaa agagatattt aaagtgcatg
  1257841 atgaagagac tttaaatgca atttgttgcc ataccacact acgtaaacat gcaacgaaga
  1257901 tggatttagt gttatttgtt gctgataaaa tagaatggga tcaaaatggg acaccaccat
  1257961 acttagtaga ggtaaaaaag gggttagaaa aatctttaga acatgcggct tttgcatata
  1258021 tttcatattt gtgggataga aaagacacgt tgaaagtttt acacccttgg ctagaagatg
  1258081 catattggca gttaaaagaa attgtagagt agaaagaata taaaatacag ttaaaagaat
  1258141 atatgaatga aatatttact ggtgttacat tagtaccata caaataataa acacttattt
  1258201 gaagatatat ttttaaaaga agataaagtg tttttaatag caaatgttta ttggcttaaa
  1258261 aagggaaatg taaaaaatcc acagaaaata aatatatagt cgatttattc aaaaaagata
  1258321 tttaaagtat catacaagac aaaaaacaat acttttttat ttgaagatga agaaactacc
  1258381 ttgtattgta catatcaatt ttcattaaaa tatttcgctg gtgatataaa gtataaaaga
  1258441 tttattcaag cagcgaatca tgaagattta ccaggtcttt atcctagttt aggacgcaaa
  1258501 aaagaaattt cttatccaga tgtatttctc ataaatgcaa caaaagatat tatcatgttt
  1258561 atgtatgatg atagaggaag tgaagtaatt tcgaagaata aagaaacaat acgaaattta
  1258621 tatgagaaat ataaagagtg gattccagat tataaaagag aaagcataga taaattattt
  1258681 aaatgacagt gagggaagtg aagtttgtaa tgaaacgtat tgcaatcgta gctgcttggg
  1258741 aacctgaact tacgtatttg catcaatctt atccaagtga acgcattgaa aaaagagccg
  1258801 cttgggaatt tcattttcat actataaatg atctggaaat tatttcagtt ataactggtg
  1258861 ttgggaaggt aagttgtgct agttgtgcac aattattaat tagtgagttt cagccagatg
  1258921 agttgtttat gacagggata tgcgggagtt tatcaactaa ggtgaaaaat ggtcatattg
  1258981 tagtggcact aaacgccata caacacgatg tcactgctgc tggttcgggc gaagatgttt
  1259041 ttaacttata taatggtaga acagcaccta ttgaaacaac aaaatcgctt gtaagaagaa
  1259101 taaaaaaaat acgatcttat gatccgattc atttcgggac atttttatct ggagatcaac
  1259161 gtatccgtag ttcagaaatg aggtatttac tccatactgt atatggagca ttagctgttg
  1259221 atcaagaagt cgcagctttt gcttatgtat gtcaaatcaa taagaagcct tttttatgtt
  1259281 taaaagctgc ttcagatcaa gcaaatgata aaacgaaaga ggaacaaaaa atatttaaaa
  1259341 tgttagcatg tgaacgagct tgcgagcatt taattgcttt tttacgtgtg tatgaaatca
  1259401 atgtagtaaa tcatagatag taagaggggc ttaatattgg aaagtacaaa taaaatagct
  1259461 attttgggtg cgaacggaaa agctggaaaa attcttgtaa atgaagcgtt agaaaaggga
  1259521 tatcaagtaa aaatattaac gagaaactct acaaatacag agaaaataaa taaaaatata
  1259581 gagactatta ttggggacgc acgtaacttt tcaacgatac aagacttact tcaaggttgt
  1259641 agtgctgtaa ttaatgcagt aggtcaaccg aaaaatgaat cttacatttt tagtacagta
  1259701 acgaagcata ttttagaagc gatgaaagag tctaaaataa aaagatatat tctaatttct
  1259761 ggaggttctt taaatgttac gggagatcag aagggaatta taaataaaat aggagctact
  1259821 ttgtttaaat tgtttttacc aaaaatgatg caagataaat ataaagaatt acaaattatc
  1259881 caaaatagtg aggtagattg gacaattgtt agattaccat ttgttataga gggaaatggt
  1259941 attggaagta taaaagagag tttagttgat atgccaggaa tcaaaataca aaatggcgat
  1260001 attgcaccgt ttgttataaa acaaattaat agtgatagat atgtagggaa gtgtccgttc
  1260061 atttcaaatt aagcagtaga attcaaaatt aaagtatgat gtgactagta gatcttatgt
  1260121 atttgaacgt taagtttaac gcgagtaagt gggggataat tttatatgat tcaatataaa
  1260181 agatgcagtg aaataaatat agatttagtg tatgaagctt ttagggatgg gttttcagat
  1260241 tatattatta agatggaagt ttcaaaggga gattttataa aaagattttt tggtcttgaa
  1260301 gggaattcgt tagaacactc gtttcttgct ttagatggtg acaagccagt tggtgtaata
  1260361 cttggtggga taaaggatta tgaaaatata aaaacaatgc gctgcggtac attagcggtt
  1260421 catccgaatt atcgtggtgt tggtgtgagt caaaagttat ttgaactgca taaagaagag
  1260481 gcgcttcaaa atgagtgtaa gcaacttttt cttgaagtca ttgtaggtaa tgaccgagcg
  1260541 attcgttttt ataataaatt aggctatgaa aaagtgtacg atctatctta ttataattta
  1260601 aaagatatga ctaaaataat acatagagaa tgtaagggaa ttgaagtaaa acaattagaa
  1260661 tttgcagctt ttaaagttga aattcagaaa tggttacact tccatataaa ctggcaaaat
  1260721 gatatggatt atatcgaaaa aacaaatcat accttttatg gtgcatatgt cgataatgat
  1260781 ttaaaaggtt ctatatgtat aaatgaacaa ggtaaaatta gttttatttt catagacaaa
  1260841 gagtatagaa atcgtggtat tggatcaaaa ttattacaag tagcaagaga tgagttgaat
  1260901 ttagaaagct tattaattag ttttccaaac aacagtttac tagaagggtt tgtaaagaaa
  1260961 actggatttg aaaagaattc tttagcacaa tatgaaatgt atgtattgct gtaaaaagcg
  1261021 gaaggaaata ttctttcgct ttttattttt gtactatatt gatattttac tttgtataat
  1261081 attctttttt tatgtaaaat agataggatg gaggggatga aatggataat ggattaaagt
  1261141 ttaagatttt tgaattgcat tgtttcgttc aaaagactta ttctgatatg aaaatagcat
  1261201 gtgatattgc tatttatcaa gaaaacactt ctaaatattt aatttcatta gggtttttaa
  1261261 ataaatcata catgacttat atagaagcaa aaagatatta tcgtgaaaat gaagaacttg
  1261321 taagtgtaga atttgataat ttctttgata catatgatat attagaacag gaattaaaaa
  1261381 aagttatttc aactgaagat aagaatcctt cagtattaca tagtagattt gatcagtttc
  1261441 agcagaaagt tgaaaatata aatgacctaa taaaagtatt gcaaaatgct cgttaatgaa
  1261501 tgcttttctg ttttatatag aaattatgca tcaaaaatat attaggtata ttacatattg
  1261561 aagaggtgac ttttgttgat tacagaagtc atctttttac attagaaata gattgtataa
  1261621 atttcagtca tttcatattt taggaaatca taagagggaa ataacatgaa aaataaaaaa
  1261681 gaaatagcta tagttgcatt aacaacagga ttggttttaa caagcatagt accatacggg
  1261741 ataggttatg cagaggaaac gggtcaaatg caagttgata ttcaagagga ttcgttccgt
  1261801 acaggtgaac ttacaaaacc atcaaaaaaa acgccagaga gtgtagtgaa agatgcactt
  1261861 aaggaaaaaa cggagcatgt tttgtctcca aaacaagtta gtggagacaa aggggtagat
  1261921 tacaaggtcc ttcaaaaacg tggttcatat gatgggacta cacttgtgcg tttgcaacaa
  1261981 atatatgaag gaaaagaagt atatggacac caattgactg ctcatgtaga taaaaagggt
  1262041 attattaaaa gtgtttcagg ggaaagcgca caaaatttag aaaaagaaga tttaaagaat
  1262101 cctattaatt tatcaaaaga agaagcaaaa caatatattt ataaaaagta cggaaatgat
  1262161 attaaattta tttctgagcc agaagttaag gaagttattt ttgttgatga aaataatgga
  1262221 caggctagca atgcatatca agttacattt gcggctgcca caccaaacta tgtatctgga
  1262281 acttatttag tggatgccca taatggtgtt atgttgaaaa atacgttaca agaatccgat
  1262341 ttaaaagtaa gtgaagagca agttgaatct ttaaaggaga ataaaaaaag caattccata
  1262401 tcattaactg gaacaggaaa agatgattta gggataactc gcatatttgg tatttctgaa
  1262461 cagagtaacg gaaaatatgc gcttgctgat tatacaagag ggcaaggaat tgaaacgtac
  1262521 gatgtaaatt atagagatat taattttgaa gaaagatatt atcctggtat attagcaact
  1262581 agcacttcaa caacctttga tgatccaaag gcggtcagtg ctcatttctt agcaacaaag
  1262641 gtatatgatt tttataaaga caaatataag cgtaatagtt ttgataataa gggaaaaaat
  1262701 agtatcagtt gtacatgcat ggcattcagg agaaacagat gaccctaaaa attgggggaa
  1262761 tgcatttagt gctaatatta acaatgtgag tatgcttata tatggtgatc caatggttag
  1262821 agcgtttgac atagcgggcc atgaatttac acatgcggtt acatctagcg aatctaatct
  1262881 tgaattcttt ggggagtctg gggcaattaa cgaggcatta tctgatatta tgggaacagc
  1262941 tattgaaaaa tatataaata atgggaaatt taattggaca ataggagaac aaagcggatc
  1263001 cgttctccgt gatatgaaaa atccatcttc agtcaaattt tttgatggag taccgtaccc
  1263061 agatgattat agtaaataca gtgatttaaa cggagaagat aatgagggcg ttcattttaa
  1263121 ctcaagtatt attaataaag tcgcgtattt aattgcacaa ggcggcactc ataacggtgt
  1263181 aactgtaaat ggtattggtg aagataaaat gtttgatatt ttctattatg caaatactga
  1263241 tgaattgaac atgacttcta atttctctga attaagatta gcgtgtctta aagttgcaac
  1263301 aaataaatat ggagcaaatt caattgaggt tgaaacggtc caaaaagctt ttgatgcagc
  1263361 aaaaattaaa ggaccagtga aagaagacga aaaaactgag gtaaaccaag tcccagagtt
  1263421 aactgtacca cttacaatta cactacgtgt aggtgatacg tttgacccga taagcaatgt
  1263481 aaaagctatt gataaagaag atggtgattt aacaactcga gtaaaacata aaggtgatgt
  1263541 agatacttct aaaccaggca aatacattgt ggattactct gtcattgatt ctcaaggcgg
  1263601 gaatgcaacg gcaacacaga ctgtaattgt agagggaaat ggagaaacag cagatctaaa
  1263661 acctacatta acagttcctg ttgcaacgac aattactgta ggagattcat tcgatccaat
  1263721 ggcaaaagta aaagctattg ataaagaaga cagcaatctt acttctaaag taaaaattga
  1263781 tggtgaagta gatacctcta aagccggtac atatgtatta acgtacaaag ttacagattc
  1263841 aaaaggtaat gaaggaactg cgaaacaaac tgtaacggtt aaagttagag aagaagttaa
  1263901 gaatgaaata ccaatactac aagtacctgc tactactaca attactaagg gagataaatt
  1263961 tgatctaatg gtaggagtat cagctactga taaagaggac ggtgatctta cttctaaagt
  1264021 catgtatgaa ggaactgtag atacctctag aactggtact tttgaaataa aatatagtgt
  1264081 cagagattct gtaggtaatg aggtacatac aatacaagaa gtatttgtga aagataaaga
  1264141 cactggaaaa actaatagcc ttgctaacaa cagtaattct aataaaaatg aatctacata
  1264201 taaagagctt cccaatacgg gggggcagta caactaacag tacaacaatg ggattatgga
  1264261 tggttattgt aggtacagta ctcactttgg ctcgtaaatt tagaaagata caaaaataat
  1264321 aaggattatt cgttttaaaa aagttcatga tctaggagaa ataaaagagt tatgcattat
  1264381 gaactgattc cataaaggta gtcagattgt tgtattaaga aattttttgt gcttgaattc
  1264441 agtattgttc tggactcatg gtactgaatt tcttccttaa ttcgtttttt gttatagcaa
  1264501 tcattatatt tttcttaatt tattgaagaa ggaaggatat tagtaaacat agaatatatt
  1264561 aataaattaa aatgtttacg aggtgaaaat gatggcaata aaacaagatg aaattaaagt
  1264621 agttgtcgga gctggagcgt ttaataataa tccaggttgg attcaaacac aagaagatga
  1264681 acttaactta ctaaataaag ctacgtggaa agaaagattt gaatacaatt ctatttcagc
  1264741 tattttagct gaacatgtat gggaacatct tacgtttgaa gaaggtgtaa gagcagctag
  1264801 gatttgttat gaatttttaa agccaacagg gcatattcgg tgcggcgtcc ctgatgcatt
  1264861 ttttcgggat gaggtatacc aaaacatagt tcaaataggt ggccctggtc cgaaagatca
  1264921 cccagcagca agtcataaaa ttgttcataa ttataaaact ttaacgaaaa tgtttgaaac
  1264981 tgctggattt gaggtggttt tgcttgaata ttgtgatgaa aatgggaagt tttattacaa
  1265041 tgaatgggat gcaaacgacg gtgttatttt ccgttcgaaa aggtatgatt ctagaaataa
  1265101 aggtgataaa cttggttttc catcgttaat tgttgatgcg attaagcggt aaatcattaa
  1265161 agtaaattac gtgcttataa tataaaatta tgaattgtag tggagtttat ttgtttatac
  1265221 tattttatta taaaaatcgc agaaagtatt ctttctgctt tttattttgc aaaggggacg
  1265281 aatataatat gcaacctata aaacaagtgg cattaacatg cattactcat gatccaacag
  1265341 ggagcttatt atctacaata aaagagctaa aagagaaatt aatacattta aattatcata
  1265401 aaaaatatat aacaattagt aatgtaacac ctaaagaaat tgtaaaagaa ctagaggaat
  1265461 gtaacttcca tataaatata gtagaaaaat caggggtagg gaacgcacgt agggattgtt
  1265521 tgaagtatgt tagtaactat aatcatgatt actatcacta ttgtgatttt gatcgtttgc
  1265581 taacttggat gaaagaatat ccagctgagc ttaattcgtt cattcagaat atagcggatg
  1265641 tagattactt aatcatcggc agaacggatc gagcttttca gacacatcct gaagaatggc
  1265701 aagttacaga aacagtatca aataaaatta tgtcattaca attagggaaa caagtagata
  1265761 ttacagcagg ttcatgtgcg ttttcaaaac aagcagctga ttacataata aaatattcta
  1265821 aatgcagaat gactgatggt gaatggccga tgattataaa agaatttacc gattttaaaa
  1265881 tcgggtatat tgcagtagat ggtttaaaat acgtcaatag tcttaatcaa gataatatta
  1265941 ttgatccaat aaaagcatgg tcaaccagat tagaactttc atatataata agtcaatcaa
  1266001 ttatgaatat aacaaaaacc acttaaattc agtgaggtgg aatagatatt tcttttttta
  1266061 atgaaaccat gtaaaataga acgtatattc gttattggga agggggatta ataatgttag
  1266121 ctgtaataga taaacaaaat aatgaatacg tagtacaatt tgatcgtcat ttttcatatt
  1266181 caatagaaga agtttggtct gttttaaccg aaaacagtaa gttgaaaaaa tggatgtcta
  1266241 atttacagat tgaaagccta aaaacagatg gtgtaataaa attcgacatg atggatggtt
  1266301 catttataaa tattgatatt atagagtgtc aacaaaactc agtgcttgaa tttacttggg
  1266361 ataaagatcg ggttcgattt gaaatacata aagaagaaga tggtactctt ttactcctta
  1266421 aagaatacat tcatgtatta accgaccata caccaaaaga tatagctggt tggcatattt
  1266481 gtttagatct tttttctgct gttctaaaag gagaagaaaa agaattttct aaagataaat
  1266541 ggcaacaatg gtttgaaata tataaaggta aggtttttga attaaggggg taacaacgtt
  1266601 aaaggttata ttaattgtgt aattattata tcgcaaatat gattttaatg agaaataaga
  1266661 atagaggttc atatgaaggt aaatcaatta attgctaata acatcaataa attagttaca
  1266721 gacattccat ttaataagtc gtttggagtc gctggtttat caggatcggg gaaaacaact
  1266781 ttttgtcaaa cgattggtga agaatcaaaa aaacgattaa tttccttatt gccaaaggct
  1266841 gaatatcaat atttatttcc taatattatg gaaacgaatt ttagtgcgat taagatggag
  1266901 gatatgcctt tagtactttt tctaggaaaa tcatcgattt cttccaatcc acgttcaacg
  1266961 ataggtacac atactggtgt tttcactgaa attcgcgaaa aacttgctga cgtattttat
  1267021 ctttctcctg aggttttttc atttaataat cagttaggtt ggtgttctgg ttgtaaaggg
  1267081 cgaggtacta ctaaaaatat tgagtgtaaa aaatgtaagg gaaaacgtta tagtgaagaa
  1267141 attgaacaac atactataga tttatttgct aaaccacata ccatttcaaa tattaatgat
  1267201 ttaagtgttg agtctattct ttcgttagcg gaagagttaa atattagtga agcgaagcaa
  1267261 catatactgc aaaatataat taatatgaac attggttatt taacattaaa tcgaataatg
  1267321 ggtacgttgt caggtggaga gttaacacga ctgtatttgg ctgaatttat ggcagtaagt
  1267381 gaaaatgccg taattattat tgatgagatt tcagttggac ttgatcatga aacattatta
  1267441 caaatattag cggagattaa gcaattagga tgtaaaaatc aaatttggct cattgatcac
  1267501 tcagatacag tactggatac aacagataag caattgttct ttggacctgg tagcggaaaa
  1267561 tatggtggac aaattgtgaa agaatcacca aggccaaaac caatactgtg ggatttaaat
  1267621 aaagaatttc caacagaata ttatacattt cgagaattat attgccgtaa tatccaaatg
  1267681 gcggagtttc agatccctaa aaataggctt gtaacagtta caggagaatc tggttgcggg
  1267741 aaatctaccc ttgtcaatga atgtttagct acagatttct tgaaacgata tccaaaagat
  1267801 agactagtta tggtagggca agatcgcaat caatccatta caagtcgatc aactgtagca
  1267861 acttttctag atattaaaaa gaaactaaca aagtatagtg aagagattga tgatattttt
  1267921 gagcgttcga ttgaagatat tattgatgaa cttccaaatg aagatattgc ttataaacgc
  1267981 ttgagcctat taattaaatt aggtcttggc tatttaacat tagaacgaaa aacacaaaca
  1268041 ttatcaacag gtgagtttca atgtgttcat ttagtttcgg aactatttgc aaacacaaga
  1268101 aatccacata cgttatttat ctttgatgag ccttcaaaag gtttatcaca aaatatttta
  1268161 aatcaattta tagacagtgt tagaggaata ttgcaagatg aatcagtctc tatcattatg
  1268221 attgagcata atagttacat gttagaaagc tctgattata ttgtagactt tgggaaaaga
  1268281 cagattgaag ctattaatca tcttgaagta gtaagtcatg atgattatta tcgtcagaga
  1268341 accagtgtga ataatgttga gcaaatccat attacttcag cacttaagcc taaagaaggc
  1268401 gttcactatt tagaaggaaa tcatattaac tattttaaaa atgctgaaaa tgtttataag
  1268461 ggtggtattt taaaaagttt atcatcaatg gcgcgtttaa tttatggtga gtatgaatct
  1268521 aatacaattg caccggttat tgctattgat cttgagaaac atttatacag tcaatatagt
  1268581 tttttatatg aggttggtgg aataattaat catattgtag ctgctcatcc aactaataaa
  1268641 gatacgagaa gttttgattt ctattcacag gacaatcatt gtccatcttg ttctggacgt
  1268701 cttcaaattg aagttttcga taaagatatt acaatccaaa ataaaaacgt tccattttgg
  1268761 gacggtttat tcaatccaga aatcatgaaa gtattaaaat tttatcaata tgagaaaata
  1268821 gagtttctat tcgaagaaat taaaaatgaa cttggtcacg atttgtcaaa gagctataat
  1268881 gatatgtcag aagaaaagca tacgttttgg tatggatatt ttgaaaaatc attttatgat
  1268941 aaaaaaggaa agacgcgcag aacatgggta ggatttaata cgattattgg tggatatatt
  1269001 gttatttcaa aagcacctat taaagaagaa attaaggctt ctaaagaaat ggtaacatgt
  1269061 ccaatttgcg aagggacggt tttaaatcat cataaaccac ttatatttgg taattcagat
  1269121 attcgtgaaa ttatcaatca acaagttgat gaagtgttga aattagtcgg tgatttacct
  1269181 gagcttcata aattgaaatc tattgttggt ggcgatatga gattgacaga agatgtttct
  1269241 ttattgccaa gaaaagcaca agttgcacta aaaatgtttg agttagaaca ggcaagcttt
  1269301 tcaaactatg aaatggtgtt acaaaatgtc ttaccattct gggacgaaat aaaagggaat
  1269361 atcgaatcca ttagtgttaa taatcaagta actgtttgtg atttccctaa tgtttatgaa
  1269421 acgagagaaa acataataga tcagtatttc acaaatggta aatataaaaa acttacgtat
  1269481 gtatacgaag cgtttggata caaaaaatta gttacccaaa ttaataaaat taaaaaaagt
  1269541 aatccatgtc cattttgtaa aggaaagaaa gtaattactg aagataattt gcatgatggt
  1269601 gtctttaaac taacaattcc atgtgtaatt tgtaatgcaa gtggtattaa tgacgaaggg
  1269661 ctaaaagaag ttgttgaggg tgtggatgta aaaacatggt taactggaaa agttagtgat
  1269721 gttgtggatg agaacttatt aacagaggct gttgcgcaaa taccaatttt taatcgtatt
  1269781 cgtgaattgg ataaacgaga tatgatggcg gtttatgagt gtcttgagcg taatcagtaa
  1269841 agttttatta gcttatgtgt tattaacata atttatattc tttataatgt atatattaac
  1269901 gcagtatgat taatacaagg taatgaaaga agatctaatt tcttaatatc aaaattaaga
  1269961 aattggatct tttagtattt tatgtcccac atacgaaatt ttttattaag gaaaaagtta
  1270021 aggtaggaga ggtgagaaat taaaaagaat aatcggttca tatattatgt aattattata
  1270081 ttataaaagt gataattacg aatgaaaata gttcataagt gagatgtttg tttagtaatc
  1270141 atttattttt attatctgat tttttaaatt taacagaaat atatacttga atgaagtata
  1270201 tatttctgtt aaatttatcc tatggataga acaagtttaa ttaaaggtca tttagaaatg
  1270261 tgtgtattat ctattttgtc aaaaaagaaa agttatggtt atgagattat gaaagagcta
  1270321 gaagtacaca atttaaagtt gaaaggagta ggaagtattt atccaattct aactaagttg
  1270381 aaaattcaag agtgggttaa tacttatcaa gaagtaacag acagtggtaa agttagaatt
  1270441 tattatgaaa ttaatgaaaa cggtaaaata cgtcttgaga agaaaattaa tgagtggtta
  1270501 gaattgcaat cggatattca aacattatta aaaagcggtt tgaaaggaga ccttctgaaa
  1270561 tgaggaatag attgataggt aaagaaaaac aatttttaac agacgtacta aaagaattaa
  1270621 agaaatatga tataagttta gaagaaaggg ataatattaa gcgacaaata ttagaacata
  1270681 ttcaagaatg tcgtgaacac ggtgaagata gtatagatga tttaggtaca cctcaattat
  1270741 ttgttcaaga ttttttagaa ataaatgaaa ttgatttaca agttaaaatg aaacaacttc
  1270801 aaaatgaaaa ggacaaattc aacacattta tgttacgtgg catattcatc gcagttatta
  1270861 cttacctcag ctcgcaaagt atattttcaa tatttttaac tgaatcattt aatccaacta
  1270921 atagtaaaaa tgcatttcag tataatcttt tatatcgcat atcagagaat caatggtgga
  1270981 acgcattatt aataatgact agtttgacac tctctgtagt agtatatatt agtttagtaa
  1271041 gttataaaaa aagaaagcat ctaaagtata atgaagaatg cgatctataa agtctttcta
  1271101 atttgtattc tttgtaatgt atttatgcta tgtatcacac atccaaaagt ttacgctcag
  1271161 caaaatgtta aagttacatt agataagtat attgaaaaat ttataaagga acagaatatt
  1271221 ccaggagctg ctgttgcaat tgtacataat aaagaagtat tcttcacaaa aacgatgggg
  1271281 gttactggag aatctgaaaa aaaggtaact agtaaaacgc catttgcaat cggctcaata
  1271341 agtaaatctt taacagcttt agctatagtg aaattaatag aagataaaaa aataaaatta
  1271401 gaggatccag ttcaacgata tctcccctgg tttaaactaa aaaaccctca aatatcctca
  1271461 actataacaa tccaacatct actaactcat acaagcggaa tcaacacata tgagggctta
  1271521 gcattatcag ataagcaatc caaaagttct acagcattaa aagaaaatgt aatgaagctt
  1271581 tcaaatgtaa aagtaactgc tccaccaggt gagaaatatc aatatagtaa tgcaaattat
  1271641 attgttttag gtgcacttat tgaagaagtc acaaatgaaa catattcatc atatatggaa
  1271701 aagtatattt ttcagccgtt aaatatgaat ggcgcggcag caagtaaaga aaatgcatat
  1271761 gaaaaaggtt atttaacagg ttatcagtct tggtttggca ttccaagaaa aagtgtagtg
  1271821 tcctatgata ataccggggc accgtatggc tatattactg caaatttaga agatatgatt
  1271881 caatatatta tgtttttgaa tcgtccagag gatgctcaat tattaaagca agaaaatata
  1271941 catctttatc tatcaccact ttataagata aattcagaaa aaagttatgg ttttgggtta
  1272001 agaacaacaa atataaatga aagtgaaacg atgatttggc attcaggatc aacgcccgat
  1272061 gctcgtgcag aattatttac tttaaacgaa agtggctgga gtggagtaat tttaacaaat
  1272121 aaaaatcatg tattagaaga aacagcacta tcagtattga aaaagggtat tattagtatt
  1272181 ttgaatggag aagaaccggt tgatatccct aaaaaaatac cattaacaca aattattttg
  1272241 ttggtagtta cactcatact tttcataata tcaattatgt taattaaaaa gtataaacat
  1272301 atgaaaactg taaaaaaggt aatttggtta ttcataggga gtctatccct actattatct
  1272361 attattttta ttccactgtt tacttatagt acgagttcac cttggcgtac gattaaaata
  1272421 tttgcgccag acgtagcttt atttacaagt attagtgtaa ctttattagc tgttaacgga
  1272481 ctaatatcaa tttttatagc tttaagaagg aagtaagtag aaggggaaag aatgaaagaa
  1272541 atataagtta agtgttagaa acagttgact ctcacacaat gtcattgttt aagatgaagt
  1272601 tgaacttcga agtagatgta atttatagga ggaaatcatg tttaaaatag gagacttttc
  1272661 aaaactatct tccattagta ttcggatgtt gagacactac gacaaagtgg aattattaca
  1272721 accagtaaaa gtcgatgagc tgagtggata tcgattttat tcagcagacc aattaaaaaa
  1272781 agtaaatcaa attcaaatat taaaagcgat ggggtttaat attaatacca ttaaagaaat
  1272841 aatagaatgc gataatatag atagcataaa agagcaattt ttaaatcgta gtgttcaaat
  1272901 taaagaagac atgtataacc tccaaaaaca attacgtctc ctcgaagact caatgaaaac
  1272961 gatgagagag gatgttgttg agatgaatta tcatgtttca ataaaagaaa ttccagaaag
  1273021 aactgtagct agtgttagaa agattattcc atcgtataat tgcgaaggtg atttatggag
  1273081 tatattaatg caagaaattc aaatggagaa tattagtatt gaccatccga gttatagtat
  1273141 cgctgtcttc catgatcaag aatacaaaga aaatgatgta gatgtagaaa tacagctaaa
  1273201 tatcttagga aagcatgaaa atacaaaaga tgtttatttt caaaaaatag agccaatcaa
  1273261 agtagcttct gtaacagtaa gtggaagtta tgaacaaatg acaaacgtaa atgaagcagc
  1273321 cgcaaaatgg attgagacag aaggttacga attagcaggc ccgatgttta acatttatca
  1273381 tgtgagtcca gcaatggaat cggatcctaa taagtgggtt acagaagttt gttatccagt
  1273441 taaatgatga taaagaaaaa aggcattata atatgccttt ttctttataa acttatccat
  1273501 aaattttaat taaccaatca tacataatta tctttccttc tatcatagct ttcgtatcgg
  1273561 actacatagt gcaataaaaa cttcaagtaa cttcgtaaag gcagctaaag caaatacata
  1273621 cactggatta taagctgaaa taatgcctcc tactaatgcc ccgagtggca tagctaatcg
  1273681 tgtaagtaca cgtgaaaacc ctaaaactct cccttgcata tttgatggga ctgtttcctg
  1273741 gcgaactgtg gctacaattg tattccatgc aatattgcaa gtcattgcaa caccgaaagc
  1273801 aattccagga gcgaaccaat atgtattcca aagcgcgaaa gttaagccaa ttgctccaac
  1273861 aaataggagt aaaggaatta gtatgctgcg ctgcaacctt ttttctaaag gaattgcaat
  1273921 caagcttcct aaaagaccac ctattccaat taatgaataa ttaaccccac tttgttctgg
  1273981 ggtaagttgt aatgtggata ataaataata catgaataca cctaaaaccg cacttgctcc
  1274041 aaagtttcct atcatagctt gaaaagataa agctaaattt aagcggtcat ttttgagcca
  1274101 tgtaaatcca ttaaccaaat cagatagtac attttgaagt gtatttttat cttcgcattt
  1274161 tttatttgtg gttttcatag acggtaataa catcacagca actaatgtag caataaatga
  1274221 aagaacatta atccaaagca actgaaagcc gccaataaaa gaaatgaaaa ccccagctat
  1274281 cattggacca aataaactgg ctaattgatt gaccatttga tagaaagaat tggctttcgt
  1274341 taaggatgct ccggcaattt tcgggatgac tgtaacagtt gttacatcaa aaagcatgga
  1274401 cataactgct aacataaaag taattatgta taaatgccag atttctaata ggtgtaatga
  1274461 atgtagtatt ggtacaaagc ttactaaaat aatattggta atatccgcta ccaaaagtaa
  1274521 cttttttcga tcataacgat caattattac accaactaaa gggccaaata aaacgattgg
  1274581 taatacgtta atagcaaata aagaactcat aattacagct gaaccggtta attgataggc
  1274641 aatccaaggt aacgcaaaag tatagaatga gtctccaatt cgtgaaatga gtaaaccaaa
  1274701 aataaaaatc ttgtattctt tagaaaaagt tgtctttacg gtaaggctac gttcttgtat
  1274761 aagtttcaca ctgtttatac cacttttatt atagaggaat ttgaaaataa tccgtccaat
  1274821 atttgttatg tatagaattc tatgattctt ttgtgaatcc tactttttag atgtatttta
  1274881 aaattttaag gcggaaataa aaatgaaggc tttggattga agattattta aaaacataat
  1274941 aaaattatag taaactagtt tgtaagatgg ttaatttagg aggggaaata ttgatacata
  1275001 tagataagaa tgtacgaaca tctggtgcat atgtaatgta taaggattta tttgtttttc
  1275061 aagttggacc aacgagtaaa ggtgatacat taggtgtagt aagacttgga ggacataaag
  1275121 aggcggatga aacagcagta gaaaccgcta aaagagaagt ggaagaagaa gcttctatgg
  1275181 atattactat attgaattca ccaactacat attataaaga gtattggaat gcacaatcta
  1275241 agaaattaaa agtagaaaat gaagtcaatc caatattaat tattgatagc ccggatgaaa
  1275301 gtttatctat catgtatatt gcctattcaa agatgctacc taaactatct tctgaaacga
  1275361 atggactact attgctttca ttgaatgata ttgaattaat ttgcactggg aaaataacat
  1275421 taaataatta tataaatcaa ggcggagttg ctatattgaa agaaaaaatg gataaagagt
  1275481 taattttaca accttttcca caacttatgt ttttatcaga acttttaaaa gaggatcctg
  1275541 tattacttca gcagtttcta aattagaaaa aaacttaaaa atgtatcttt attgatggtg
  1275601 tgtatcaaac aaaaagactt ttgaagctaa catattcata ctaaagttgt agtttttata
  1275661 tgaaaaatcc atccttccgt ttgattttat ctatttataa ttgtaataca atacaaatag
  1275721 ataataagaa acaaggggga atgtaatgtg attacacata ttacagatat aaaactacaa
  1275781 acgatttcca tagaaggggt aaaacaagtt tataaggaca tattatgttt ccccataaaa
  1275841 aaagaaacga catcatttat tcaatttgaa gtaacaccgt acactacaat tagttttcaa
  1275901 gaagtatatg aaccaatcgc atctgcgcac tttgcttttg agattccata ttcaaaattt
  1275961 catgaaactg caagatggct tgaaaagtct ggattactca ttgtgaaatg gaaagatggt
  1276021 catacaattg atgaagagag cggccgattc aacttatatt tcagagatgg tgatggaaat
  1276081 ctactcgaaa ttatcgcaca tagttatgtt aaagaagatg tattagtacc gcaatcccct
  1276141 ttaaacattt tatatataag ggaaatcggt cttcctgtta aaagtgtacc tgtatttacg
  1276201 aaatggttga aattaaatct aaatatgaaa acgatggaag atggggatat ttttaacttt
  1276261 gttataggtg gcactgcata tattgttgca acttggtggc agcgaccgtg gattccgatt
  1276321 gcgatgaaag ctttgccacc gaaagtacat gtttcttttg gaacaccaga tcaagcattt
  1276381 ttacaacgca tacaaaataa cttgaagaaa aatagtgttc catatgaatg taaacataat
  1276441 gaagtatcat ttattcagca aggatattca tttactatct tgcatacacc aaatctccat
  1276501 gctgatattc caagtaaatt aaacttaccg ctttctattt aaggatggaa agtggtagat
  1276561 tttttgtatc ttcgtgaaga aggtttttgt tatgtttaca gtgaatgtaa agaatgtgaa
  1276621 tattatagat tgggtagatg ctagttcagg tgacattcgt gcagctagat tttctgagaa
  1276681 agtgtcttcg caaaatgaag tggatttgag cagactattg aatcagtatt tataagttat
  1276741 aaaaaaggtt gtctagtagc taattaataa acactgttgt ttaactaaag tttcctttta
  1276801 gttaaacaac agtgttttta aatattgata tacgtatatt tattttcaat cttcatccta
  1276861 taaaggttca ttatccgtac ttgttcctca gttaattctt ctttatccca atacatatgc
  1276921 attaagctat attcaaaaat ctcttttaat ttaataaaca atggaaactt ctcgatcatc
  1276981 tctttaggta gttcattttc ttcttggtac ccttcaaata gtgcttttgt aatggaatgc
  1277041 tcatactcaa cgatatttgc atttccagca aatgaatatt ctatcgcact ataaatagga
  1277101 acagctaaat cgaataggta aaaatgtttt tcgcaatctt gaaaatcaat cattgttatg
  1277161 gttgaattgt tttcaactaa aatattttct agccataaat ctccgtgaat taagccgtaa
  1277221 tttgaagtgg atttttgtag ctcttttata gaatttaaaa cttcagatgc aatttcccta
  1277281 atagtagttt cttctttagg aatatactta aggaaattat attcctcatt ctcataccag
  1277341 tcgttaatat atttaatcgg tttagctttt tcaaagattt tagatatacg atgcaatttt
  1277401 ccgatttgtt gaccaagctt tttaaatata gtagaattcc attcgcatct tggtaaatgt
  1277461 ataccaggag cagctttata taatactgta aaaagctcct tgtctaatgt taagttttct
  1277521 acaagattcc cttgtaaaga agggagtatt ggtggaacat ctaaaccgtt ttcgtataaa
  1277581 aaattcgtat atgtaacttc ttctaattgt tcttcatacg ttttatagtt tgtaattcta
  1277641 atgaagtatg ttccttgttc tgtgagacat ttatacattt catttgttat tggtgtaatg
  1277701 ttaataaaat tcaacggata tagttcattt atgaattgaa gtatttcttt ttctagttct
  1277761 ttcattataa tttcctttca aaacttttat tttttaacta gagaattaaa agaatcttat
  1277821 tttacaaaat tcgagtttaa ttttcgaaat cctttaaaat gaaatatgat ataaattgtc
  1277881 ttttaataat tagttaagtg ttgccagcat attaattaag gctaaattga aaaatgaata
  1277941 gaaggtatgt caaaataaga tagatgaaaa aataaagtca atatttatat ataaaattta
  1278001 aagatattac agaaagtctc atgttataaa acacaagaaa tatcaaaaga aagaaatgca
  1278061 cttctcttat acttttaaat aaggagtgga ggaaatgaat gaacatatac agcagatgat
  1278121 tgactggatt gaggtcaatt taaaaaagga attttcatta gatgaattgt cccgttatat
  1278181 ggggtattct ccttattatt gttcttttaa atttcaccaa gtaacgggtt tcagtattag
  1278241 acgctatatt cttcttagaa ggttatattt atctatagaa gatttaaaga atggtaggaa
  1278301 aataattgag atcgcattgg attatgatta ctcttcccaa gaggcttata gtagagcttt
  1278361 caaaaatgtt tttggaatga atccaagaga ataccaactt agcaaaatgc ctattcaatc
  1278421 atttgttaaa ctcaatttaa ataatgaagg ggcgtttaat gtgaatattt ctagaaaaat
  1278481 agaggttgaa cagttgcgaa ataggaagag tgagctattt gataaagagg tacttaacat
  1278541 attaaatggt caacttatgt atgaagaatt taaaaacgaa aagctaatgg gtgattctga
  1278601 ttatgcacca tttaatgaag cgatgtgtgt aaaccgagtt actacactag tttttgatga
  1278661 agaatttatt aagacaaggg cagcaggaca taacagttca gtagaaagtt acacaaataa
  1278721 ggttatagat ccattaaaga aactttttac gaaagagtat aaatgtattg ttttatggtt
  1278781 tggtgaagat atgttctgcc aaatgaactt acttaccata ctttcatacc ttgaacattc
  1278841 tcgttatgag gggaagttat acttaaatag cttcagagaa gatgaattta aagtaaatca
  1278901 aattgaactt gaattaggaa aatattcttc ggtatacaat gaagtattag taaatcataa
  1278961 aaagactttc tataaggtac cacctgtaat gtatcaggct atagatttat atttagaaat
  1279021 gctaaaagaa gataatgcag taataaaatt catctctaga aataaagatt tatcaactcg
  1279081 tgaattatta ataaagttgt ttcatctttt tccaacaatt ggatatggag atactcagta
  1279141 catagagctg attaataaaa taaagaagaa agctacacct aaaatatagg tatagttttc
  1279201 ttcttataat tgctcaagga attctaattc tttttctaca aatagcatta attctttaat
  1279261 tgtttcgcca gaaaaatcaa aacgaatacc ggctgcttca tacacttctt ttatagattg
  1279321 cgagcttcct agtgataatg cctttttata attttctagt gcttgcttag gatcctcttt
  1279381 atattgttta tacatttgta atgcaccaag ttgggcgatt gcatattcaa tataataaat
  1279441 tggtacttca aaaatatgga gtacaggtaa ccaactcgtt gctatccagt tatcgtagcc
  1279501 atcaatatgt atgacgttag actgataatg cttttgaagt tgtaagtatt ttccatttct
  1279561 ttcttcagaa gtatgagttg gattctcata cagccagtgt tgaaattgat cgacaataag
  1279621 cataacaggt aaatatgaaa taacatcttt aaagtagttg atttttgctt gttttaaatc
  1279681 ttttttgtct gtatagaagg tatcccaata attaagcgag aataattcca ttgtcatatt
  1279741 ggctagttca gctgtttcag ctggaatttc tatatactgt cgtaatttta atggttttat
  1279801 aagttcgtta tgaatactat gacccatttc atgtataaaa gtgataatat catcttgtgt
  1279861 ataatttaag ttcataaaaa tataagataa ttgtgaagct ggtaagtact cacaaaagcc
  1279921 tccagctgct tttcctttgc ggcttgttaa atcaagacaa tcgtgtttat acattcggtt
  1279981 taatagtgtt gaaaattcaa catctagttt attaaagata tgagtgctct tttctattaa
  1280041 atcattttca tttgcaattg gtttaagtac tttttgatct ggagttacag ctgatacatc
  1280101 ccacgggcga agcgtatcca cttgcagttt ctcttttttc tctagtaata ttttatcttt
  1280161 aagaggcaca acatacttac gtatggattc agctagttca tagcaatctt tcgctgaata
  1280221 atcaaaacgc tcgtatttct tgaacatata atcacgataa ttttctagtt gaatattatt
  1280281 tgctttttga tggcgaattt caattaattg atttaatatg ttttggagtt ctttttcaac
  1280341 agataaaaat tgttcagaaa taatggcttt tgccttttta cgggtgtcac gattcgaatc
  1280401 ttgtaagtag gattgtaatt ctgttatcgt tttttcttct ccgtcccaaa ttccaattaa
  1280461 tcctccagtg atttcaaagt actctgtgac taatttgtct tcctttattt ctaattcaat
  1280521 attttcatca caaaataact tttgagcatt ttttattttt gcatccaaca aaccatatac
  1280581 gttagaatct aattccattc gaaaaggtga ctttaaatat ttattatcca ataaattttg
  1280641 gtaccgcttt aaaagtggct ttacaaattg ttgatcatat tcaaaagtac cttttatttc
  1280701 ttcatcatcc gtattacatt gaaaggcgat ataatgtgat cttaattgtt cttcaatttc
  1280761 ccaaattact tttgattgtt cttttaacca gttttcaagg tctagttttg aagaaatcct
  1280821 tttatttaat aaagtcgaaa gagttttttc caattgtagt acattactaa tatcaatcgt
  1280881 atttacacgt tgcattatat atccctcact ttttatttat tcatgaaaat attctactta
  1280941 ttaattgtaa tttccttttt aagaggagga aatgtgaaat aatgttaaat tttaaaatta
  1281001 tagaaggtat ttatatgtga aagtaaaagt ttatcgtaaa tgaaaattta aggagggaag
  1281061 tgcaatgaaa agtggaaaga agttgattgt atttttattt tcaattgctg tattgtgtgc
  1281121 ttgtgagcct gaaatggaag aatccaaaag tgaagattct atagttatgg atattgctac
  1281181 agcagcggta aaggaggaat ctttttttag tgctgctata tgggatgata aggaaagaaa
  1281241 agtagattta gagattgctg atagcgaaaa tgctaacgaa ataaaaaaag aaattaataa
  1281301 aagattgcaa attcaaggca ttatgtccta taaagtaaat atatctcaaa gaaacaaaga
  1281361 gattgtaaat gcagaacata gatgggagtt agtttttgga cagatatttg atgacgtatt
  1281421 cagaaagaat ggatatgaag ggtttgggat tcagcaaata aattataaaa agaatcaacc
  1281481 tgttaccatt gatataaaaa ctaagattag agatgatgaa gtaggggcaa gagaatttgg
  1281541 acagaaaata gaaaaagaag ttgaggatgt acttaaaaca gaagcagtaa agaaatggat
  1281601 tgaaaatgat tcatatgcta ttgggattta cgatatagaa aatcggaaaa ttaactaatt
  1281661 gaggagtgga tggtatataa atgaaaagtc gatgtaatta aatatagaat tgctgaagga
  1281721 ggtgtaatat gtataagtat ttacatattt taaacgatat agaaaaaatg attcaaaatg
  1281781 gagcgataaa tgaaggacag aaattaccat caatacggtc acttgttacg caatatgaat
  1281841 gtaataaggc gacagttata cgtgcgcttt atgaattgga aaagcgtcat attatatatt
  1281901 ctgtccctca aagtggatac tacgttgtta aaaaatcagg gagtactata gaaaatgacg
  1281961 agataattga tttcgcttct tcagcaccag atccagatgt tttcccatat ttagattttc
  1282021 agcattgcat taataaggct attgatactt ataaaaatga tttgttcgta tatggaacgc
  1282081 caaaaggatt accatcttta attccagtca ttcaaaaaca gttggcaaat tatcaagtgt
  1282141 tcacgaaaga agacaatatt tttataacgt caggagtgca gcaggcactt gcaatattaa
  1282201 cttctatacc atttccaaat aaaaatgaaa caatattagt tgaacaacca acgtatcatt
  1282261 tatatataga atatctagaa ataaataaag ttccagtaat cggtattaaa cgtacgagtg
  1282321 aaggtattga tttaaatgaa ttggagcgta tttttcgaac gggtaaaata aaattctttt
  1282381 atacaatacc aagatatcat catccacttg gaacttctta ttctaaaggt gagaaagaaa
  1282441 aagtcgtact attggctaag aaatataatg tatttatagt ggaagatgat tatttagcag
  1282501 atttagaaac agattcaaaa gccgatccgt tatatagctt ggatcatgat aatcatgtca
  1282561 tatatttgaa aagttattcg aaaattattt tccctggttt acgagttggt gtagcagtta
  1282621 ttccaccggt tatttcgagt gctttccata catataaaaa ggttttagat attgatagcc
  1282681 cgatgatatc ccaagctgct ttagaaattt atataaagag tggtatgttc gaacgccata
  1282741 aaaataaaat taaatcttcc tataataata gatctaaaaa actagctgaa gcattagaaa
  1282801 gaattcatag tgaaaatccg cttttattca catataaaaa gcaaaataca attggaatcc
  1282861 acacttgttt agaattacac aaaacgagta tttctgaaat gttattccaa agattaaatg
  1282921 aaatgcaaat atgtattgat acgattgata aaaattatgt gagaggtttt ccgaaacaaa
  1282981 gactattaaa gttgaacgta tcaaatgtaa aggaagatag aattgagaaa ggaattcgta
  1283041 tagtaatgga ggaaatcaaa caagctgaac gtctaaattt tcaatttaaa aaagaataaa
  1283101 ttgatatttt tagagcaccc aatggctgag tgctcttttt attttggaca taagtaattt
  1283161 aaatggaaat caactaccaa taaatgttaa ccttaaagcg tagcatttat tttaaatagg
  1283221 agggtgatgg ggtctatggc agtacgtata gtcgatgatt tacaacaatt atcgttgtta
  1283281 cttatgtttt taagtacatt tatattttac agatacttaa agaaggttaa acgagataga
  1283341 aaattgactg gttttgaatg gacaatgtat tttgtcactc agtttgcgac attaatttgg
  1283401 gcaatgactt attttattaa acacttagct gaatcgtaat ttctattcac tcaatctagt
  1283461 ttactgttat ctattaggga tataaatata gtctgtatct aaatcaatga caatatcgct
  1283521 taagacgtct tcttgtaata acttttggat ttttttcata atgataccgt acacaaaata
  1283581 agtttagaag ttcttcatta gatatctctt cattttttac atttaaatac attattatta
  1283641 actcgttaag agaacagtta cggccaaaaa catactcatt tataccatat ccatcaaatt
  1283701 caattatcat tttatcactg ttgggtgcta gtcaacgtta tagcttaaat tttagatgaa
  1283761 tttattatac attgtttgaa atgtagtgag aatatatttt tataaaatga gagggtcata
  1283821 aatggaacaa aataaattag ttttagaagg accaaaatgc cttaagtgga aaacgtgtaa
  1283881 aataaagtct atacaggatg atgaaattat cgttaaaaca attgcagggg caataagtat
  1283941 tggagcagag ttaccgcagt ttaaaggatc cgatgttaca gatatgaatc ctatttatcc
  1284001 aagaaaaact ggatatgaaa gttatggtga ggttattcaa gttgggaata aagtaacaaa
  1284061 tttaaaagta ggtgataggg tagtttcttt ttatggacat gatacgatag gaatagttaa
  1284121 aggggataaa gtaattcgag tgcctagtta tatagaacct aaagatgcct tattatctat
  1284181 tctttcgtgt gatgctgcta aaggcatatt gaaactaaac ccacgacaga atgaaaagat
  1284241 acttataact ggaatgggag ttataggttt acttgcttgt tatttcttaa aatactatgt
  1284301 aggtgttaag catgtagatg ttgtcgaacc taataaaaat agaagagatt ttgcaaagaa
  1284361 gttttgtgca aaaaacatat atgaatcaga agaacaaata aaagaagcat ttcattacgg
  1284421 tttcgaatgt tctgctacaa atagcggatt tcatacatta caaaaagcac ttaaaactaa
  1284481 tggacaaata tgtatacttt ctgatggtaa tattgaagaa ttaacattaa ccgccgattt
  1284541 ttatcagaaa gaattgcaaa tcattggttc aagtgatggg tatgattatc aaaaacatgc
  1284601 agattggttt tttagtcaaa tagaacaaac accatggata gaagagattt ttcaacatga
  1284661 aatacaatat acagaactca ttcaatgttt tgaggaatta aatcaaggaa taattacccc
  1284721 tttaaaagta tttgtctcat ataaataatg aacaaaatga ccaggtaccg cataggccac
  1284781 gtatgtttcg acattaatat gataacagag cacggagtaa catgtacgtt ttttttaata
  1284841 ggtacaatgg cttgtgtaaa cagagaatgg tttttgctct ttcattatgt acaaatagta
  1284901 tattatcttt ctcaatgtac atattaagta aagtgtttaa tatcatacat aaaagggggg
  1284961 gataatatgg atgaaaataa gaaaaatgaa gaattgatta aatttaagaa acaatggttt
  1285021 aatgaagata atcaaccagt agctgttata gagttaactt taccgccgga tataggcagc
  1285081 atgttagact ccaaatcagt tgatgatgaa agtggaaaaa gtaataatga ataagtttaa
  1285141 tctatacgca tccattcggg tgctttttat ttttttgaaa atagaagatg gatcatcaaa
  1285201 tccttattga aaaaagattg agttaaatag atctattttc aatatatgta agttttgatt
  1285261 ttcacaaaaa gtttaattga aattcattta gaatgataaa gggttaataa aaagagtggc
  1285321 ttttacacca atctttatat tagatatagg cttattatta tgctatattc aatggagcca
  1285381 agatgaataa ggtaagtggt atgaatagaa gaaaaaacta tatagcaaca acaccctata
  1285441 acaacaacac aaaaaacttg cctttaattt aatactaaaa tggattgaaa ataaggagat
  1285501 agaaacataa tggaattttg ggaatcaagc tttattgaga aacaaacgat gtggggattt
  1285561 gaacctacag aatcagcaat tttgacaaaa gatttttttc tagaaaagaa tgttaaggat
  1285621 atattagttc cgggtattgg atatggaaga aacgcaaagg tgtttatcga taatggtata
  1285681 aatgtaatcg gaattgaaat ttcaaaaaca gctattgatt tagcaacaca aaacggatta
  1285741 gaagatatta gtatatatca cggctcagta aacgaaatgc cttttgatac taatctttac
  1285801 gatgggatat ttagtcatgc acttcttcat ttgctgaatg accaggaaag agagaaattt
  1285861 attaaaaatt gttttaatca gttaaaaccg ggtggatata tggtttttac aactgtttct
  1285921 aaaaaagctc caatgtacgg aaaaggaaaa cagttggata aagattatta tgagataatg
  1285981 gaaggtgtga aaatgttctt ctatgattct gaatctataa aacaagattt taaaaaatat
  1286041 ggactagtac aagtttcgca aattgatgaa ccaaataaga atatggtcaa taaaccttca
  1286101 atcaatttct taaagataac atgtaaaaaa gaacgataac taaaagttat taagaatgat
  1286161 taaatatgtt tatatattaa ttatgcacaa ataaagagga caagcatata atataaatac
  1286221 cttttaactt taagtaacct taactttcgt taagagggta tctcaaaatc cccaaaaggg
  1286281 cacttgcgga aacaagtgct cttttattta ttaagggtga ttaaatttag ttcaaaaaat
  1286341 atggaatttt aaaccattgt ttttatacaa agtggtaaac ttaataaggt aatatgtaag
  1286401 ggggcggggg atttgaaact aaaagagctg gcgaatttgt tattggttaa agaaactatt
  1286461 ggcgatatga atgtaaaaat tacgggatta gaaatggatt ctagaaagat aactaatggt
  1286521 aacctattta tatgtgtatc aggtatcgat ggttttcttg aagatcgaca tcaatttgtt
  1286581 gaagatgcag tgaaaaatgg tgctgtagcg ctaattgtag aaagagatgt aaatattgag
  1286641 atacctaaaa taattgttaa agatgctagg tatgctatgg cagttattgc gtcacatttc
  1286701 tatggttatc catctaataa aatgaagtta attggaatta cagggacaaa tgggaaaaca
  1286761 actacttcct atttacttga aaaaatttta agtgattatg gatatcacac ggggctcatg
  1286821 gggaataacg gagtgaaagt gggttcaaaa tggtatccta ctgatattaa tacgcaagaa
  1286881 cctccaacac ttcaacggaa tttgcaaatg atgaaaaatc aaaatgcaga ttattgtgtt
  1286941 atggaagtta cgtcacaagg gttacatatg gaaagagtta aagggtgtaa ctttaaaata
  1287001 gctgttttca caaatttaac acaagatcat ttagattatc atggaacatt tgatgaatat
  1287061 aagcatgtaa aaagtcttct ttttgcgaga ttaggaaata atttatctac tatagataaa
  1287121 aaaatagctg ttttgaatgc agacgatcca tcggtagaat actttaaaaa aattacttca
  1287181 gctgaggtta tcacatatgg aatacataat ggagcagatg ttcaagcgaa gaacataact
  1287241 ttaagtccaa aaggaattcg ttttttagtt tcgtccttta atggcgaaat agaggttagc
  1287301 cttaatcttg taggtcgttt taatgtttat aatgcattag cagcaataac agttgcattg
  1287361 gttgaaggta ttccgcttac aaacattagt gatagcttat ctaacttaaa gagtattgaa
  1287421 ggtagaatgg aaatcataga tgaaaatcaa gatttccttg taatagtgga ctatgctcat
  1287481 acaccggatg cgttagaaaa tgttctctct acaattagag agtttgcaaa aggtaaaatt
  1287541 attactgttt tcggttgtgg tggagataga gacgcaaaaa aaacgatcta taatgggtgg
  1287601 aattgctgga agttatagtg attttgtttt tattacttct gataatccac gttcggaaga
  1287661 tccgcaggca ataatgaaag atattgaaaa aggattttcg caaaataata atttgaatta
  1287721 taaagtggaa gtagatcgtg aacttgcaat taatcacgca ataaacatgg catcttctaa
  1287781 tgatattgtt ttgattgcag ggaaagggca tgaaacgtat caaattttaa aagattcaac
  1287841 tattcatttt gatgataaag aaaaagctcg acaagcaatt attaataaat gaattcaatt
  1287901 actagctgaa tagtatttct aataaaaata atgttttaga tgaagtaata acaaagcaat
  1287961 tttttgaaga atttataatt gaaaggtaag ggtgttttta tgaatatatg agggaaaagc
  1288021 cttacctttt atagttttat ttctgaaaaa caaatgttat agcatttgtt tttaattgaa
  1288081 tatgcctttc atcgcgaaca atatcataga ctaattcttt tatttcaact tcaatttctt
  1288141 tccattcctt ataaatactt tttaatagat gtatcatatc ttcagtagga aggttaattt
  1288201 caattaaagc atctaattct tcatttgtat gtaagtcaat ttcttgtatg ttcgagttaa
  1288261 taattaaaca attaataccg ccactttttg taccttcttt catagaatag agcacgtttt
  1288321 ttaaatcttc ttctgattga acatgctcta aactggatac tgcaacgata taatcataag
  1288381 tattaggttg gatatagtag ttttcaattg ctgcttgttc tgttttaata tttttaatta
  1288441 cttcatattc tttactataa gtttgtaatt ttgttaaagc ggaaataagt aaatcgacac
  1288501 atgtaacagt gccgctagta ttttgtatct tttgtgcaat gggaatacta tttcttccga
  1288561 cgccagagcc gaggtcaagt acttgcaagt tgttttgtcc ttcaaagtga tccatcaagt
  1288621 ccataactgt tttaaccggt ttgtacagcc aagaaccagt ttcaaatagt ttatattgtt
  1288681 catagcaaag gtcgtgatat ttcttttctt cttgtcttat gtaatcgata cgattcatag
  1288741 tgtttcaact ccaatacttt cattgcaaca tgatccttca gttgaaaatt attgaaaaag
  1288801 gtgtaaacct cacttttaat gatatttata taattccata aaaatttaga aaaacctttt
  1288861 attaataata tatggatatg ggaaaaaagc cttctcaagt tgcttgatga taggttataa
  1288921 atacgaggag gaaaatgcat atgatgtttt atgaaattgt ttgcttttct tgtaaaaata
  1288981 tatttcgtgt ttatgaaggt agtgaaaaat ataagcgatt taaagagaaa ccaaaagggg
  1289041 tatattgttg tgatgagtgt agccacaaaa ttcaattaga agctataaag aattttttta
  1289101 gataattcta tgattttaat ttagaaaagt atatcgaaaa atccatcaca ttattagact
  1289161 actagaactt agttaaaagt aacgcaagta cccaaaattc taagtacttg cgttccaaat
  1289221 tttactaccg tgaatacaat ttcggacatt cattaccact aggttcataa aaacaatgac
  1289281 ttttaaactg tcctacaaat ggctggttat accattcggg cggacaagct ccaactggac
  1289341 ggaaatacca aagagcccat cttgctggcc agcgccactc accttgtaaa acttttcgtg
  1289401 cgatttcttt ttctgattca cgagcacgtt gataaaaata tccgtattgc actgcttcaa
  1289461 atccaccggg gctttgatat acagcatcac gtacagaacg aagttgttta aaatctaagc
  1289521 aatcacaaaa tacacggttt actactacgc aaccaacaag ttgttcacct tgtcgacctt
  1289581 cgccttcagc ttcagcacgt attaatcgag caagtaagtc aacatcgctt tcgttatatg
  1289641 gaataagggg catagtgata ccacctttct gttatagtaa agagtgtatg tttttaaata
  1289701 agcttggtgc tttttcacat aaaattaaca tttcaagagg agcttgtctg aaaaaagcta
  1289761 attagtaata gtagataaat ataaaaggga gaggtattat gtatcgaatt cataaagaac
  1289821 atatcattta cgcaatgtca tcagaaaata aaccatgcat ggaagtagaa gttgggagtc
  1289881 gccttatatt tgaaacatat gattgctttg aaaatcaaat tgattctgaa gatgttgcgt
  1289941 ttcaagaatt agattggaac cgaattaatc cggcgactgg acctgtatat atcagtggtg
  1290001 cagagcctgg tgacatatta accgtaacga ttgaaaagat tcaaattgca gagcaaggtg
  1290061 ttttaactac aggtatgaat cttggtgtaa tgggtgaaga gctacatgaa aatacagtga
  1290121 aaattgtccc aatacataat aaacatgttt tgttttcgaa tgaactacaa atcccaatta
  1290181 atccaatgat cggtgtaatt ggaactgctc caaaagaaga gagtatttca tgtggcacac
  1290241 cgcatgatca cggcgggaat atggactgta aagagataaa agaagggaca acattattat
  1290301 tacctgtaaa tgttcctggt gctctattag cattaggtga tttacacgca gcgatgggtg
  1290361 acggtgaaat tggtgttagt ggagtagagg ttgctggtga ggtgacggta acagttcata
  1290421 ttataaaagg aaagaaatgg ccattaccaa tggctattca aaaagaaaaa ataatgacgc
  1290481 ttgcttcaga gcaattgcta gatgatgcag cgaatcgtgc tgtacgtaat atggtaacat
  1290541 ttttacatga agaattaaaa atgtctaaag ctgatgccac gcttttatta tcagctgccg
  1290601 gcgatttaaa agtttgtcaa gttgtggatc cacttaaaac ggcacgaatg gaactaagta
  1290661 tggattatgt ggagaagcta ggttttaatt gcagtagctt tcatattaag taagaataat
  1290721 agaagaagga tgcttttgta taaaagtatc ctttttaaat ttacggatta aataaaaaaa
  1290781 ggtattattt attttatata attgtatata cgattgcgga tcgaaaaagg agtaaataat
  1290841 ggttaaaatt atgattgtag aagatgatat gaaaatagca gaattattat caacacatgt
  1290901 tgcgaaatac gggtatgaag gaattatcgt atcggatttt caaaatgtat taaacatttt
  1290961 tttagaagaa caaccagagt tagttttatt agatattaat ttaccgagtt ttgatgggta
  1291021 ctattggtgt cgtcaaattc gtggagtttc cacgtgtccg atattattta tttcagctcg
  1291081 tgaaggtacg atggatcaag ttatggcgtt agaaaacggt ggtgatgatt tcatttcaaa
  1291141 gccattccat tacgaagttg taatggctaa aattcgaagt tatttaagac gtgcttacgg
  1291201 agattatgca ccgaaagtag aagagcggat ggttgagcaa catggtcttt gtttatatcc
  1291261 tgaaaggctt gtattgaagc ttaagaatca agaaattgac gtaacgagaa atgaagctat
  1291321 tttattagaa atgttaatga aaaattatcc gcgtattgtg agtagagaag tgttgttaaa
  1291381 taaattatgg gatagcgaat cctatgttga tgataataca ttaagtgtaa atacaacacg
  1291441 tgtgcgaaaa aagttaaaaa cgttacagat taaggatccg attgaaacga ttcgtagtgt
  1291501 tggatataga ctacatatta cttgggatac tggtatggaa aaatgataag attgtttatt
  1291561 cgtgatcata taccacttat ttgttttaca gcaatccaat tactatctat atttctcgta
  1291621 tattggtttg atggacataa ccatattgca acggcattat atgcaatgtt tttaggtgcc
  1291681 ttttttatgg taggttattt aatatttcgt tactttacac atcgttcttt ttatgagcgt
  1291741 ttagcaaacc cgatgcaatc tttagatgaa tctgttcaaa attctgattt tgcagctata
  1291801 tctgctgctc ttcaacactt gcttgaggta caatatcgcc attatcaaaa tcagcttcaa
  1291861 atacaagagt aaaaataatg atcatttaac ttttatgaat cagtggattc atcaaatgaa
  1291921 aacaccttta tctgtcatag aattaattac acaagatgaa gttgatccac gcttcgaaag
  1291981 tataaatgag gaaacagata gactgaaaaa ggggttagag atggcattgt atgttgcacg
  1292041 tttagaagca tttacacaag atttttatgt agaaaaagta cagctatata aaatagtgaa
  1292101 tgattctgtg cacgaacata aacgtttctt tatccggaat tttgtatatc cagagcttaa
  1292161 agttgagaaa gatattactg tagaaagtga tgcgaaatgg ttacaatttt taattggaca
  1292221 aatactatcg aatgcgatta aatattcatc tggtagtaga gagaagatta aagtgaaagc
  1292281 ttgtaaggaa ggtaatacag ccatacttga aattgctgat aacggtgtag gcataccgaa
  1292341 gcaagattta ccaagagtat ttaaaccttt ctttacagga gaaaatggca gagattttaa
  1292401 agaatcaact ggaatggggc tatatcttgt atatgaaatt acgaaacaat taggacatag
  1292461 tgtagaaatc cattcagaag ttggtaaagg taccgttgta cgtattaaat tttttaatgt
  1292521 gtaaaaataa gtaatctagg ctaaagaact ttggagataa gttttttagc ctttttgtat
  1292581 agcggttata tgaaatggta aaacgtcata ttagtatgta taatgacaca ctaataaata
  1292641 cgattgttaa atttgaagga tttaataaaa agctgataaa tatttttgta agaaaaaagc
  1292701 cacccctttg aaagagatag cttcatgaat cctatcctat gtataagtat aatgttcgaa
  1292761 tacgtgatat gttttgtgga ctataataca attagtcttt tgttttttca tgatacagta
  1292821 ttgtaattaa gtaaacaaac ttaataattt atacccaatt aatcccaaaa tagtgatagg
  1292881 aatcatcatt aagaaagaag acacacgata agcattagag cgttctaata caagaatcaa
  1292941 gataattccg actatcactt ccgtatatcc aacaggtaac atgtgactgt aatcttcaaa
  1293001 gtttaataga atgtgaagtc cgtccgttac aaaaactcca cttaaaagtg cgcttccgaa
  1293061 tttatgaagt gggtttgtag tatctttcca tagaaaacct gcaattccaa agatcgttcc
  1293121 tcctatacat gcacatacaa tccatacaga tataaaataa atagagtgag ctacattttt
  1293181 aataactatt gcataaccat aatagcctaa taccataccg agtagtgcaa ggataccaga
  1293241 aagcatagct gtacgcttag aataactaag gctagccacg aaaaaggatg gaactaacca
  1293301 aacgcttcct aagttagcta atgaatgcca atttcctgga agtatacctt gacctaattt
  1293361 agttagtata ccaacaatta tccctactac aatcgggagg agaacgattc ttaaaaatat
  1293421 atttaatttt gtgattttta atgtcctgtc cataaattca atccttatat taatattttc
  1293481 tgcaactata taatagctta ttaaagggta gtaatcaatg ataatttatt gaaaaacaat
  1293541 aagttattag tgggtaacga ataatatttt atttttatat aatagagagt ttagaagttt
  1293601 tttactgggg aattctaaag gacgtattac aatcaatgta atttgtgctt gttaaatatg
  1293661 aagttaaaga atgataaata agcctaaaag aaagcaatct ttttaacagc acaaataatt
  1293721 gcatttactc atacagtatt agtatggtac aatatggtta ttaatgacgg aaaggaatga
  1293781 tgggtggacg atgattaact aatcttattt ttaaatgttg aaattcaata aatttcaatt
  1293841 tctaaaaaat aggattagtc tgcccaattt ccatacaacg gtattgctat ttatgttgcg
  1293901 caatagttta tttgggtata aatattttaa cgactaatcc tgccaaattt atttgggagg
  1293961 attttttatt ctcccttaat gaaagggatc ggtattatga aagaactatt aaaattaaat
  1294021 gatgtttatg ttgaaataaa agaaaatatg ttgttagaga aaatgaatgt gacagtaaaa
  1294081 caaggggatg ttatcggatt aatcggtaaa aacggtgctg gtaaatcaac gttacttcaa
  1294141 ttaataaatg ggaagattga accttcaaaa ggtactgttg aatggatgca aatgaatatg
  1294201 acaacagcat atgttgaaca agaaaaagaa actttcgtta ataaagatat aattgcaaaa
  1294261 gaagcagaat tgcttgcgaa atggggcgtg ccaacgaacg actttcatac tttaagtggt
  1294321 ggtgaaaagc tgaaagtacg attagcaaaa ggatttgcta aaaatcctaa tgtcttaata
  1294381 ttagacgaac cgacaaatca tttagatgag atgagtacag aatttctcat taagcaaatt
  1294441 aaaaatatga aaggtacagt tatcgtcgta tcacatgatc gatatttttt agatgttgtc
  1294501 gcgactagaa tatggtcaat tgaggataag aaattaattg accatagcgg taattataca
  1294561 agttatatga aagcacgtga gcataaaaga atgacgcagc agcgtgaata tgaaaaacaa
  1294621 caaaaaaaga tagaacaagt agaaactcat ataaaagaac taagttcatg gtcacaaaag
  1294681 gcacatgcgc agtctacaaa acaagaagga gttaaagaat tttatcgtgt aaaagcgaag
  1294741 cgcatggatg cacaagtgaa gtcgaaacga aaacgtctcg aaaaagagct agagaaaacg
  1294801 aaggtagaac gtgtgaaaga ggagtattca gttgaattct ctattcaagc gagtaaaaaa
  1294861 gtaggaaaac gtttcttaga agtaaaacaa ttgcggaaaa aatttaataa tcgaatatta
  1294921 tttgaaaacg ttaattttac aattcaacac ggtgagaaga ttgcgattgt tggaccaaac
  1294981 ggtagcggga aaacaacttt actgaagatg attatgggaa acgaaactgc tgaaggagaa
  1295041 gtatggattt caccatcagc aaacatcggt tatttaacac aagaagtatt tgatttaccg
  1295101 ctggaaaaaa caccagaaga tttatttttc aaagagacgt ttgaagaaag aggaaaagtc
  1295161 caaaatttaa tgaaacattt agggtttgaa tcttcccaat ggaaagagcc gattcgatat
  1295221 atgagtatgg gtgaacgagt aaaatgtaag ctaatgactt atattttaga tgaaaaagat
  1295281 gtacttattt tagatgaacc tacgaatcac cttgatcttc cttcacgtga acagcttgaa
  1295341 aatacattag ctgagtataa cggaacactc gttatcgttt ctcacgatcg atattttctg
  1295401 gagaaaacaa ctaatacaaa gcttgtgttt gtaaacaata cgatacaaaa gcagctcgaa
  1295461 aaacctacga aaacaagaga cgaaatcgaa gagctacgtt taacattaga aacagagaga
  1295521 caagaagtat tagggaaatt aagcttttta acttctaaag acaaagaata taaagcactg
  1295581 gatgaacgat ttatggaact tacgaagcag attaaggcac tttaatgtat taacatggga
  1295641 gaagagaaat tgactacgtt atttagaata gattgtggag aaatatacct acaagagttt
  1295701 acagtcgaag atacagagag tatttataac atatccactc aaccggaaat agaaaaattt
  1295761 ttgccagact ggaaatcaac gaaagaacaa aggattaatt gggttgtaaa ttatgagata
  1295821 ccagaaaata aagcgtttct tcatgcagtg agaattacga ctaacataga tgatcacata
  1295881 ttaaaactag gaatatgtaa gaaaaccaca aatgaattta ttggatggtg ctgcacaggt
  1295941 ataaaagatg aactccctgc accgaatgga gagattatgt atgctgtttc aagcgaatat
  1296001 cataataatg gttatgcaac gaaagcgaca aaaggactgg ttgactattt gttcgaaaaa
  1296061 acgaaagtag atgtccttaa cgcaattgct ttaattaaca atgtagcatc aaataaagtt
  1296121 attgaaaaat gtgggtttat ttatttgagt gaacaggaga tagaaaatca actatataat
  1296181 cattatcaat taagtaaatc cgaatggata aaaaatattg ctctgtaaaa gaaattaaaa
  1296241 cgaaatcatt aaaaagctta gagctaaaac tctaagcttt tttacattca aatgtatcag
  1296301 ttaagcatat taaagagtag cttctggata aagttgcttt tcaccaaaaa cagatgcatc
  1296361 aagttgtatg tgcgaggact attatataag catcgtattt aaaaaggtat ttggaaaatt
  1296421 ttgtcgaata tgtgtaccta tgaaaacaat aaatttttac tcaaatcatc ctacaaatga
  1296481 atgactttag gctttagtag aagaatttat ggcaaaagtg caggcgagca aaggtgtgaa
  1296541 tttaaaatta acggttgagt gttagtggat tacatgtttt taaatatgaa attatttaaa
  1296601 tgagggaggg gaatgtttat tataatttgg tttcgtcact taccacagat aagtatggat
  1296661 ttgtcagaat ggactccttt tatacaaaat aattggcatc gaaaacatta tatgaaattt
  1296721 gtatatgtac ttcaaatcat catttttcta ataccgtatt actttggagc agatttcacc
  1296781 cacattaata tattttatct catcatcata ggcatttgtg tctttattat tcatgaattt
  1296841 ctacacgtta ttgttataaa gaaaaaaggt gatattagct taacgtgtag tggaatattt
  1296901 ttttggttaa atacaaatgc aattctatcc aaaataagat tttggatctt tatgagtttg
  1296961 cctattattg tattatcggt cgttcctgcc gttatatcgt tctatatatc aggaaatatt
  1297021 aaatcaatca ttttatttat atgttggata aacgcaataa tttccgcttc agatatttac
  1297081 aattcatttt taattacgat taaaccgaag aactcaattt tttgtagagg ttattataaa
  1297141 gtgaaatagt attaaaagag taactcaaaa acatatcaac gaaaggcaat agttaaaaat
  1297201 ataaatttag gtagtaaaag accgataaag caatcggtct tttctcagta tataataaag
  1297261 atttcatata cattgtaatt cctgctacta tacaattaat ataagatagg tatgcgttaa
  1297321 ttttagttta aaaatagttt tattatcagt tttttcagaa atattacaag cgtgtaagat
  1297381 aaatgaaaga tgaatcaata tgagctgtaa gacaattcat ttacactctg ttatgagaag
  1297441 tgcaaatgaa gggagaatat acatggaaat tttacatgca aaaagtatta gtaaagtata
  1297501 taaagggaaa gtgccttata aagcattagt agatattgat ttatcaattc aagaaggtga
  1297561 atttgtaggg attatggggc catctggtag tgggaaaaca acgttattaa atatggtatc
  1297621 tacaattgat tctccatcat cgggagaaat tttaattaat ggcacaaatc ctttccaatt
  1297681 atcatcagaa gatttagcgt tattccgtag gaaacaatta ggttttgttt ttcaatcatt
  1297741 taatcttctt agcacactta ctgtaaaaga aaacatcgta ttaccgatga ctttagatgg
  1297801 tgtttctgtg caagagatga acaaacgagt ggaagcaatt gcagagaagt taaacattac
  1297861 agatatattg agtaaaagaa cgtttgaaat atcagggggg caagctcaaa gaacagcaat
  1297921 cgctcgtgca atcgttcata aaccgcaatt attacttgct gacgaaccaa cagggaattt
  1297981 agactctaaa tcttcaaatg atgtaatgga gatgcttgat actcttaata aagaagaaaa
  1298041 agctacgatg atgttagtta cacatgatcc gtatgctgcg agtttttgca gtagagtagt
  1298101 atttattaaa gatggtcaac tatataacga aatttattgt ggtgaaagca gacaagcctt
  1298161 ttatcaaaag attatggatg ttctttcttt gttaggaggg aaaaggcatg acttttcgtc
  1298221 agttcgcatt taataatatt tttcgtaata agcgtacata cgttgcccat tttttaagta
  1298281 gtacattttc tattatggtt ttctttacat atgctctttt attatttcat cctgatttac
  1298341 aaggtgaatt gaaatcaaca agtgcaacaa tgagtgcata tggtacgatg ggatttacaa
  1298401 tttcgcaagg tttgattttt gtattttcat ttttctttat tctatattca gttagttcat
  1298461 ttttaaaaac tcgtaagaaa gaatttggca tattaatgat gcaaggtatg tcaatgagac
  1298521 agtttaagaa attattatta attgaaaata tgttgattgg acttggttca atttgtatag
  1298581 ggattttcat tggactcata ttttctaaac tagtcttatt gataagcgca agtgtattaa
  1298641 tgattaataa tagtttgcct ttttatacac cagtgaaggc tgtattatta acagtaatca
  1298701 cttttctttt cttatttttc attgtttcac tatttacatt taaaatggta aaaataacgg
  1298761 aacttgtgga acttattcga gcagaggaaa aaccaaaacc tgaaccgaaa tcttcaattt
  1298821 tattatcatt gctttcttta attagtatag gatatggata tttctcagta tttcgcttta
  1298881 tttcaagttc cagttttact acgctcggaa tgggtgtcct actagtaatt ataggaacgt
  1298941 actttttata tacacagtgt agcgtttata tattacatct tgctaaaagg agagaatatt
  1299001 tctttttaaa aagaacaaat atattaacgt tttctgaatt aatttaccgt atgaaagata
  1299061 atgcaacgat gttttttatt gtatctatta tttcagcagt tgcatttaca gctattggta
  1299121 caacagctgc tattggtaat agaaatttag tgtggatgac aaacccatat acatttctgt
  1299181 atgaaagctc tgaaaacaac aaattggtag ataaacatct ctctattata aaaaaacacc
  1299241 tcttggatgc aaatattccg tatcgaatgg cttcatcttc aagtaaattt acagaaagta
  1299301 acgtaaatgt attgaaatta agtgaatata acgaacttac gagagcactc gggtaccaac
  1299361 atgaaacgat tgaaaaagaa gatgaaattt tactaatccc tgggagggtg tcacaaaagc
  1299421 aagaatttaa aaatggtgac tataaaaaaa tattgaagtc attcaaggag attggacaaa
  1299481 gacatttcgt gtgaagaaaa ctgtagagaa tttagtttta ccacatgatt ctagtagtat
  1299541 ttatattgct gttcaagatc atgtgtataa tgaaattcct ctgacgagta atccagagga
  1299601 taaagatatt caatatcgta cttacggatt tgttgtagat gattggataa gaacgaaaga
  1299661 gatttcaaat caattaaaga gtatattcga taaagatctt agggacagtg atttctactt
  1299721 tgtagcttta acattaaact tgttggaggc aaagcaaaag aatggtttat tacttatggc
  1299781 aagtgtttta gtcggaatcg ttttctttac atttgctgct agttttattt atttccgatt
  1299841 atacactgat ttggaccgtg atcaacaaca atataaaatg atttcgaaaa tgggattaag
  1299901 taaacaagag ttaaaaaaag ttgtaacgag acagttatta ttaatgttct tcttaccgat
  1299961 tgctgttgcg gtgattcata ctgtagtagc gtatacggca ctgcaacaat tagttagttt
  1300021 ttctatttta aatagctcga ttgttatttt aatttcattt atatgtatac aagttttata
  1300081 tttctttatt actcgttggc gttacctaca aaagctttat aagactatgg agcaataaag
  1300141 gatatcaact aataaaatta cagaaaaaca tgtaaaaaat gatatgaatt atgaaaggaa
  1300201 ccgtgatgaa aagaacttta actattttta tgttaactat aatattttta ataagcttta
  1300261 gtgcatgctc taagaaggat aactcgtttc ctgcaaacgg tgtattaatt attggagatg
  1300321 aaaataatat ttcaccaatt attaatcgtt atcaagaaat tacgaaagaa aatgaagtgt
  1300381 tttctgtgaa aaaaggtgaa gttggaaatg gacatgtatt aattttaaat gaatctacag
  1300441 cactagcact gattaaagaa aaaatttttc ataaacgagg taatggctcc aattatattt
  1300501 tagatacgtt accaaaattc ccaaaagaag gatcgctatt gtttacaaat gaagacgaaa
  1300561 agactatgaa aagtattaaa atagaaggaa acgagattcc tgttacatac gatagtgaca
  1300621 cttggatagg taacacccgt aaatatccaa cgcaatcgta tgtgattgta gcaaaaaata
  1300681 gcgtatataa ggaaataaaa gcaaatgaaa caaaaatgca tcttcttcaa tttaaaaaat
  1300741 ctataggtga cgaaaaacct aaaatgtcga cagataatac aatggttaat gaaaatgtca
  1300801 aagtaaaaaa gctaattaaa ggtttggaag gagaagtatc ttttcagttt gtaacgattg
  1300861 gagaaaaatc ttaaaaaaga gttcgagctt gatagaaact ttatcaagct tgaactcttt
  1300921 ttagtttata gactattcat ataaaaaaga ttacattact tcatttaatc gagtctcgtt
  1300981 tgtttcctca atcgcatttg tattttgagc ttctttttct ttacgaactt tttgtagcat
  1301041 ttcaaggatg atccataaag gaacaccttt atcttttaac atcttccata aatctaattc
  1301101 attaaattta tgctctggct gtttcatttc tttttcggat gaacgaatat cgaacttgat
  1301161 aggatcattt actttcttac tttcaagttt agtagaagag atagtattat gctcaagatt
  1301221 agatggagtt attttagtag gttgagacaa tgtatgaata tttgatccaa tttgcatgat
  1301281 ttttcctcct tttgaagcaa tgagattagt tttcttatgg tttttaaatc tttttaacat
  1301341 gaggaaacta tatctaatta taaattcaaa taaacagatt tacaagttgt attgtaaaaa
  1301401 gtaaatattt atcaacattt gtatatgttt tctatatata caacgtatat aaaatacttt
  1301461 acattatgtt taagttatta aagcatgctg tatagcgaaa aatgtaaacg ttttattagg
  1301521 gggagaaagt atggggaagt tattttttta aatatgtttt tttgcattag tggctgtttg
  1301581 ttcattggta gcgaaaataa catatgctga agagagacaa caaaataatt atccgatcat
  1301641 tttagtaaat ggttttgccg gatggggtag agaggaaatg ctaggggtta aatattgggg
  1301701 tggtgttcat gatatacaag aagatttaaa acgcaatggt tatacagttc ataccgcagc
  1301761 tgttggacca gtttctagta actgggaccg tgcatgtgaa ttatacgccc aaattaacgg
  1301821 tggaacagta gactacggtg ccgcacatgc tgagaaacat ggacataagc gttttggcag
  1301881 aacttatagt ggttttgcgc cgaattggag tgaaacaaat aaaattcatt tagttgggca
  1301941 tagcatgggt ggacaaacga ttagaacatt agtacagcta ttaaaagaag gcagttatga
  1302001 agaaaaaaat tatgtgaaaa atcacccaaa caccaaaata tcaccactat ttgagggcga
  1302061 gaaatcatat gttcatagtg ttacaacatt agcaactcct cacaacggta caacacttgc
  1302121 ggatggtagt cttctactac cgttcgttaa agatttactc attacagctg caagttttgg
  1302181 aggaaacgat aatttatcac tatatgattt taaattggat caatgggggt taaaaaagaa
  1302241 tactggagag tcctttttcc aatacagtaa tcgtattcta aatagttcaa tttggaaaaa
  1302301 tacaaaagat ataagtcaat gggatttaag tacagatggt gcaaaggagt taaataattg
  1302361 ggtaaagacg caactgaatg tgtattactt atcctatagt ggacatgcat cacaagcggc
  1302421 acctataacg ggtttacatt tgcctcatat aacgatgaat aaagtgttaa tggggaatgc
  1302481 atttttctta ggttcctatg caaggtatga agaaaatcgt ccattaattg atactacttg
  1302541 gtggcaaaat gatggtgtag taaatacaag ttctatgatt gcaccttctt ctaatgctac
  1302601 tgtaaataat aatgagtcat tgcagattgg gaaatggaat catatcgaaa cgaaagcaaa
  1302661 ttgggaccat ctcgacatgg taggacttag tgtttcagac acgttaggtt tttctagcat
  1302721 tcaagagttt tatagagcaa ttgctgaaaa gttatcacgt ttaccgaaat agatagtaat
  1302781 aaagcgctct cgatggaatt cgagggcgct ttatattata ttgaaagagg gctttggtag
  1302841 aaaaatatag ggggatatta tgaaaattaa agttgtacta tcaggatatg gaacagtagg
  1302901 aagagagttt ataaaattat taaatgaaaa atatttatat ataaatgaaa cgtatggaat
  1302961 agatttagtg gtaagcggtg tattaggcag aaatgttgca atacataatg aagatggatt
  1303021 atctattcat catttattaa gatatggtgg cggtagctgt gcaattgaaa aatatattga
  1303081 acatcatcca gaggaacgtg caacagataa cataagtggt acagtgctgg tagaatcaac
  1303141 agttacaaac cttaaagatg gaaatccagg gaaacaatat ataaaacaag cgattgagaa
  1303201 aaaaatggat atagtagcaa tttcaaaagg tgcgctagtt acaaactgga gagaaataaa
  1303261 tgaagctgca aaaatcgcaa atgtacgaat tcgatacagt ggggcaactg ctgcggcatt
  1303321 accaacactt gatatcggtc aatttagttt agctggttgc catattgaaa aaatagaagg
  1303381 aatattaaat gggacaacaa attatattct ttcgaaaatg aatgaggaag atattgcatt
  1303441 tgaagaagca ctgaaagaag cgcaaagtaa aggaattgct gaaacgaacc caatattaga
  1303501 tgtaagtggt tctgatagtg cgtgtaaatt gttacttttg acaaacagtt taatgggaac
  1303561 agagaataag cttacagata tacatattaa aggaatcgaa catgttacaa aacaacaaat
  1303621 tcgaaatgcg aaggaacaaa ataaaattat taaattgata gcatcagcct ataaagataa
  1303681 tgaaggtaat gtgaatctaa atgttgaacc gtacaaatta cataaaaatc atccgctagc
  1303741 aaatgtaaat ggaacagaaa aagggattac gttctttaca gatacgatgg gccaagttac
  1303801 tacaattggt ggtgcatcaa atccacgcgt agccgcagca gcagctttaa aagatataat
  1303861 taatttatat cgtaaagatt tgtcacgtat taacagggag taaagttact aattgattaa
  1303921 agttgtattt tataaaaccg taccgccctt tataaaaaat acatatgcag tggacctttt
  1303981 gagaatgaaa taaatatgca aaaataattg cagggggtaa gaatttgttt aaagatttta
  1304041 aagttgtgaa agatcgtccc gtttatattc aattaaaaga ttatttaaag aagatgatta
  1304101 tgaaagggca tttgctcggg gatcaaaaaa ttccttcaac aagggaacta agtgaattac
  1304161 ttagtgtaag cagaaacact gtactcgctg cttatgcaga tttagagcaa gaagggctca
  1304221 tttatgcagt taaaggaaaa ggaaattttg ttgcgaaggt tgatatatcg aacacttcgt
  1304281 ctgttgaaat agattggaaa aataaactta atacagttac cttattggct gatgaattag
  1304341 atttaatgaa acatggtgtg cgctgggaaa aaggaatgat tgtttttaac agcatcgctc
  1304401 cggatgaaaa gctatttgat gtggaaaatt tcaaaagagc ttttcttact cgtatgtcca
  1304461 ttgaaggtga tgtcgtatta aactatggat acgcaaaagg ttatagaccg ttaatgaatt
  1304521 atctacttca ttatatggaa atgaaaggtg tagatatatc gaacaaagat attttaatta
  1304581 caaatggatt tacagaagga ttagacattg taatatcctc gttgtcaaag aaatcaggtc
  1304641 gagttatttg tgagaatcca actcaccatg ctgcgctgaa gctattccgc ttacatggcc
  1304701 ttgaagttca tggtattgat atgaatgaag atggtattga tacgaatcaa gttgaaaaaa
  1304761 gcttgcgtga aaaagagttt gattttgcgt atttaattcc ttcctatcat aatccaaccg
  1304821 gcattgtgac gagttcagag aaaagaacgg aactgatgag attattttca aaatataaga
  1304881 ttcctattat agaagatgga tttaatgaag agttacgtta ttcaggttca catttagcac
  1304941 cattattaac ttttgctggt gctggtaata atgtgattta tattagtagc ttttcaaagg
  1305001 tacttttccc tggcttgcgt gtaggctgga tcattgcaga taaagaacta attcattatt
  1305061 tagaaagtgt gaaaagagca agaacaattc acacatctac tttagatcaa gctgttctat
  1305121 ttcaatattt acatgaagga tattttgaaa aatatttaaa aaaggcaaga tctgtttata
  1305181 agaaaaaata tgagttagct gttgggatgt gtaacgagta cattccgttt caaagaatga
  1305241 ccggtgacgg tggacttcat ttatttatag agttagaaga aaaaattcat gctcgtacgc
  1305301 ttttacaaaa gtgttatgag caaggggtta cattttctcc tggagatgtt ttttattcta
  1305361 atggagaagg aataaacaca tttcgattag gattttcacg tctgaaagaa gaagaaatag
  1305421 ttcggggaat caaaataatc ggtgatacaa taaaaaatga aatttggagt tgaggaaatg
  1305481 agaattggcg ttattatggg aggagtatcc tctgaaaaac aagtatcaat tatgactgga
  1305541 aacgaaatga ttgcaaattt agataaaaat aaatatgaaa tcgtaccaat tacgttaaat
  1305601 gaaaaaatgg atttaatcga aaaagcgaaa gacattgatt ttgcgctgct cgcattacac
  1305661 ggaaaatacg gagaagatgg gacagttcaa ggaacgcttg aaagtttagg tattccttat
  1305721 agcggcagca atatgttatc tagcggtata tgtatggaca aaaatatttc gaaaaagatt
  1305781 ttacgttatg aaggaataga aacgccagat tggattgaac ttacaaaaat ggaggatttg
  1305841 aattttgatg agttagataa gttaggattt ccattagtgg taaaaccaaa ctctggtggt
  1305901 tcaagtgttg gggtaaagat tgtctatgat aaagacgaat taatttcaat gctggaaact
  1305961 gtgttcgaat gggattctga agtagtaata gagaaatata taaaaggtga agagattaca
  1306021 tgttccattt ttgatgggaa acagttacct atcatttcaa ttcggcatgc ggctgagttc
  1306081 tttgattaca atgcgaaata tgatgacgct agtacaattg aagaagttat cgaacttcca
  1306141 gctgaactta aggaacgtgt aaacaaagca tcactggcgt gctataaagc attaaaatgt
  1306201 agtgtttatg caagggttga tatgatggtg aaggacggta ttccatatgt aatggaggtt
  1306261 aatacattac cagggatgac acaagcaagt ttactaccaa aaagtgcaga tgcagcggga
  1306321 attcattata gtaaactatt agatatgatt attgaaactt cattaagagt aagaaaagaa
  1306381 gaagggtttt aagtaacggt attatgaata cttttgacag taacaagaag tatgttatga
  1306441 tgaatacgat acgaaaataa aatatttatc cactaggggg gcctattata ggctgagatc
  1306501 aaattggaat ttgagactct tagtacctga tctggttaat gccagcgtag ggaagtggga
  1306561 aagacattgc tatttcatgt ataaatactg tcaatttcac tttctttacg cctgtaaaga
  1306621 aagttttttt attataaagc gttaattgct gtggataaat acttatatga aatggattat
  1306681 tggagggaat caaatgactt tttcacaatc attacgtaaa gaagtagatt caatttggga
  1306741 agctagtttt catcatcctt ttgtaaaaaa actcggtgaa ggaacgttag atttagctaa
  1306801 ttttcgctat tacgtgcttc aagattccta ttatttgagt cactttgcta gagtacaaac
  1306861 attaggagct gcaaaagcgc ttgaattaga aacgactgct cgcatggcac atcatgctca
  1306921 aaatacatat gaggcggaat tatctttaca tgagaacttt gcgaagaaac tagggattac
  1306981 acaagaagaa aaagataatt ttatccctgc tccaactgca tatgcatata cttcacatat
  1307041 gtaccgtgct gcgtatgaag gacatttagg cgatattatt gcagcaattt taccttgcta
  1307101 ttggctgtat tatgaaattg gtgagcgttt aaaagagtgt cagccagaag agccgattta
  1307161 taacgaatgg atttctgctt atggatctga ttggttccga acattagttg aagagcaaat
  1307221 tacacgatta gatgcaatag ctgaaaaagt gacagagtct gatcgtaagc gtatgaaaca
  1307281 gcattttgtt ataagtagtc aatatgaata ttcattttgg gaaatggctt atactttaga
  1307341 aaagtggccg gtagatacag aagtaaaaga tgtaataaga taaagaaaag aggtattgct
  1307401 atacgtatgt atggacaata cctcttttta ggtttttata aaatcattgt aaaaatcaca
  1307461 aataaaacac tcctttatat tgtaattact tttaattttt ataaaggtta ttggcgttgt
  1307521 tgatgaaaaa gattcacttc aaaaagaatt gagagaagta tggcagaaac aaagttatgc
  1307581 ttggagacgg aagtgcactc aaactcatgc aagctcagtt tcaatatcgt gatgaggatt
  1307641 acaatacatt atttaatgaa tttaaagcaa ttatggaaaa gaatcatgaa ttaaagaatg
  1307701 acctttatgt atgtcaatgt acgtgttgca gaagaacaac cgcgaaaaaa cgtgcacacc
  1307761 ggcttgaagt tacaaagtcg atcacaagcg ctcgttatag cgctcaaggc agttttgtgt
  1307821 tggatggtat gaaaaaactg acaaaaggag tacgaaaaga gctacatacc agattggcga
  1307881 aattatcgaa cagaaatgta gacgttgtca ttataatcgc tcatccaacg agagttttag
  1307941 tgttaatgaa tgtaaagtat gcccgactgg tgatgaatta cgtcggttgg gcagatattt
  1308001 ggatacacaa cctaaaaaga atagtggacc gagaatagaa aaatcgagtg gtttaacacc
  1308061 tgaggttgtc aggaacttaa atatacaagg aataccggat aaggattatg atcctagccc
  1308121 ctcgtatgtc ggaaaaaaga aaaaacattg gaaacgagtg gggatttgga aaggtccaac
  1308181 tgatatgaga gaaataaaaa agggtagagc gaatggtaga agtagttgat gtgaaaggga
  1308241 tggcggatac ttaaaagttt cataaaatag ttaaattaat aaaaagcagt tagctttcgc
  1308301 tagactgctt tgctccctaa tgtagtcttg ttatgtaatt tagatgaaga tactacctac
  1308361 taggaataaa gctcctagca gaattagaga atccactaaa attaagaact gatttttctg
  1308421 tggctttcga agttccttta ccaagctaaa aactgcactc attccgaaac aaatatatat
  1308481 aaaaatcatt attgttcctg atataattaa cactcctaat atattgataa cttaattata
  1308541 ttacgaaata catgtacatg taagtttgta acaaaatctt tattttaaag aaagcgagag
  1308601 gaagaaatga atacagtaac agttaatatt caaacaacaa ttattaaagg agcgttaaca
  1308661 gggggttcca gaagagttgt aggttttgat agtgaaatgg atatggtaag cattgaggct
  1308721 gatgaagata cttttattga aactaaatca ggaaatatta agcaaaatta gtacaaaatc
  1308781 gttatttgag agaaagggat tatctgagat gagtttcagc taatcccgaa ccaatcatag
  1308841 aaaggagaat gtatatgcaa gcgaagacaa tacctagaat tattaaacta ataaaagcaa
  1308901 atgttttggc tgtacctttc ggagccaaaa tagccaaaac aattgagata ggtatcaaaa
  1308961 ttaaaggagg atcggcaaaa tacagattga aaaataagaa tgcagttaaa aatattgaaa
  1309021 tgaaaccaaa gtattctctc attacgttat cccttctcga aaagtaaata atacagatta
  1309081 taccatagag aaagtgaatc aaattgattt ttcaataaaa acgctatttg aaagtaaata
  1309141 accgtaaaaa cgtcaggcaa ccaattaagt tgcctactac gttcttgaat ggtaaatgat
  1309201 agatttctca acaaaagaga gaaataaaga aaaatgtttt taaatgaaat tcataaaagt
  1309261 ttgataggta ctaccgaggg aaaataccgt agctaccgca tgggcagtcc atttaggcat
  1309321 atttaatttt aatatggtgt tgtataagat tccatatacg atacaaatga ttaatacaaa
  1309381 tgcaattaat tgaagtgcta atagaaatag tggctgttct aaagcactaa agtaaagttg
  1309441 ttccattagt tgatcacacc ccttatttaa tatattaata taattaaatt gaaagtaaag
  1309501 gttttttcta taaagttcca aatgtatgaa gttataggat tggaaagtga ctttgaacaa
  1309561 aaacgctatt ctaataggaa acgagggagt gtaatggagc aattattgat atgtgtttaa
  1309621 gtgagtttct tgaagtgttt gcagtatacg agggattcgc taaagcggca gatcaagaaa
  1309681 atatacaaag gaagattatg gaaacaatac ttaaaaaaag agaagccctt aattaggtcg
  1309741 ctcctcttaa taccaatata aaataaccat tccattataa tgtataagta tgaaatgttt
  1309801 aacaattatc ttcatggtaa aaatttcatt ttgtagaaca ggggaatgga tatgtgtact
  1309861 tatggggaaa acgcagttaa agagttcttt aagaagcaag aactggaacg aaatataaaa
  1309921 gcagctagaa aaagctaact gctccgtgaa taagaagaac tcaatagtca ttcgtattca
  1309981 actttggggt atctataata ttaacatatt ttaggattct taataaaaaa gggggtgagg
  1310041 gagtgtaagg aaaaaacttt atataaaggt ccttttggcg atttaatcta ttaattgcag
  1310101 tcgtgataat attcatcaca ggaatcgtta ctatcgttac agcagataca aaatgttttt
  1310161 tgtacaaata aactaactat actagtagga ccttcctgtt tggtaagagt aagactttga
  1310221 aaatcttcaa cttgaaatat ttttgtttga acaggttgta atgtagtagt aattggtatg
  1310281 ctagaccttc ttgttagaat agttacttga acgggtgcac tcataccgac aacgaataac
  1310341 tgaattaatg ttttgttatg attgtttgta aaatcctcaa atacagtttg tggagcggtg
  1310401 gtttcaagga aaacagacac aggtatattt ccatttgcat tttctgcaga accagctatc
  1310461 gtatgagttt cagtaaaaca gttgtttttt tgatcgttcg aatgcgattg gtttttataa
  1310521 tattttttac catctttata aaagtaatca gccatatgaa tttaaagctc ccttctatta
  1310581 gatatctata taatctattt aataaagcga agtagtgctt gtacaacata ataaaatccg
  1310641 ctctcgtaaa ttacctgaaa atgttatttg aaaattaaag agcgccaatt aagggcgctc
  1310701 cttataccga ttgctttatc gatttctcga taactttcat tttcattcaa ataacgtaga
  1310761 acgatttgta ttttttcatc agctgtaaat ttagccatag aaaaactgca cctccgattg
  1310821 ttagactgtg tcaaacaatt ggggtgcagt tcaacttaag gtgttctttt gtagttttat
  1310881 tgtaaagtta ttgtaaatga taaatacaat acattatgta tattgtataa ttcaaatgta
  1310941 tagagatata tgatttcgga ggtgctggat atgataacta cttttaattt ttaaaagggg
  1311001 cgttttggta atgttttatt tggataaata gtttttactt ttcttttaaa tacttggttt
  1311061 aaattaatta gattaagtaa ttatttttct agtttttgtt gattaagaaa aatgaagaaa
  1311121 ggaagtaatc attttatgga aaaattaaag ttgttaacat ttgaaaatat agtagagcct
  1311181 cttttaaacg aaagtgtatc atttatatat tttcctattg aatggcttga tattgtagag
  1311241 atacattata agacattttt attaacgagt aagttgaaac gattgaatga aagattatat
  1311301 gatatgtttt ctgatatatt atttattcag cataatccgt atgtattaaa tgaaaataca
  1311361 ccatggattg tatcgaaaga acctattaga aaagaacaac tcgattatat ttttcaaagt
  1311421 tggtatgaga ttattcatga ttggaaacct aataaattaa tagaatcgcc aaaatatgaa
  1311481 tggcattacg atttaatttc taatttaacc gtattacatg ataaagaagt atattctaag
  1311541 tgggtgcccg ctttaatttc acatattttt tgtgaacgtc ctgtacaatt agaaaatata
  1311601 aacgaagaag atatatattt ttctcctctt agaacacaaa atatttgtga ggcgatgtca
  1311661 gagcctatta aagatgaaaa aacacaagac tattttgcct acgtatttcg gttcgaatat
  1311721 ataacacgcg gaggagagaa tattccatta ttaaatgttt caattggaat tcggagattt
  1311781 tatcaagaat ataatcatcc agatatctct ttgcttttga gacgaaaacg gggcatgatt
  1311841 ttaatttcta ctccggaatt tgcatcgaat aataacaaat tacggtttgt aaaactaaaa
  1311901 gtacaacaag ctacaaacgg tataaaatgg attaagatat ttaggaattt aaaagatgat
  1311961 tttcatatag gtggagaagt tgaattggag catattcttc aatatccgaa agattatatg
  1312021 ctaggaacaa atcttagagt attgcttcca tacaatgaga gaatatataa atttcaaggt
  1312081 actaaaataa aaccaggtat aaaagtaaag gaaagagagt atctatttaa agcgtttcag
  1312141 caaaaattcg cttatttcac attaatacca gaatgtaaga aactagaaac aaataatgaa
  1312201 aacgaaatat tccctttaat tgctccgaaa ggattagaga ctataacgtt agaaatatgg
  1312261 tctgaaaaaa tatcgttgga agtagaacaa gcgttatttg aaagtgaaat ggtgttagct
  1312321 caaatcagtg agtcatcata tgtattacat gcagataatc cagtattgtt aaaaatagta
  1312381 agatgtaata ttgaaaaagt attgcaaaat ccatataaga tgcaatattg ccagaagtat
  1312441 aaaacggatt tagtagagga tgttatgaaa gcggtttatg ctactgcagg taagcgcaat
  1312501 gatgcgacat tggtgttaat tgcaatgaaa aattgtgatg gacgtgaaaa aattgatcca
  1312561 aagcaaatta ttagagaagg atttgcacga acaaaccgta tttcagcatt tattaattta
  1312621 tttataggcc aaagtgtatc tcgtaaaacg attataaatg gtatttttag tttattagaa
  1312681 caaagaggat ttttaaaacg tagttggaat aagataaatt taccttgtac atatgttaat
  1312741 ttatcaattg aacgaatctc gaaatttgat ttcttaccca ttttttcaca aataaaagga
  1312801 aaagaaattt catataaatt atatgggaat acagagtggc aaacgattga ttatttattg
  1312861 ttaaatgtaa ataaacataa tgccttttta ccgcagcctt caaaaagaaa tgatatgggc
  1312921 attcaattta aacaatttgt ttctgaaaca ttaacggaag ttttacaaca tgcaaaagaa
  1312981 caaaatgagc aagtatactt cataatagat gcgaatgtaa gaaaacattg gataaaagag
  1313041 ttacaaaatg aaaaaattga tatagatact ttccctgaca ttgttccaga tgtgctaaag
  1313101 gttccaaact taaatgctgt aagaataaat gcatcttttg atgtgccaaa atacggtgtg
  1313161 atagaatgtg atgatgtact ggatagtaca agtttatata tagatcaaaa aggaatgtat
  1313221 tatagcactg gtgagtattc gtctaatggt agtgaaacct tacatcgata tatacttgaa
  1313281 atattcccgc taggcgtaaa agctgttgaa aggaactata ttgccaaaat ggtacattac
  1313341 atgtgctgta attcaagtat gcttttggaa aagaatatac acatgccata tcccatgcat
  1313401 atggcaagag taataaagaa ctatatgacg gatatagatg caagagagtt taaagagttt
  1313461 gatgatgaat tggatgtaga tattataaaa atagaaaaga aagattcgat tattcggatt
  1313521 taaataatag tagataaatc ctgttcatta tatcggtcag gatttgtcat tttttcatgt
  1313581 aaataaggat atcttttgtc atgtatcttt tcttttacat atttacttta tttccataca
  1313641 ggattaagat gttttttaga aataaaaaac tacatcatac ggaaaagcta tatgaattga
  1313701 ctcaaaagaa atttgaaagg aatgaggaat tgtgaagaaa ttagatgtgc tattaatgct
  1313761 attgagcggc ctctttccag ttgcaggaat tttaaagcaa atcccactag aacaatcttt
  1313821 atatattgga ggcctcttat tttttactag tttcggtagt tattttgcga aaaaaatata
  1313881 ttcacgtata tgtagttgga tagcgtatgc gccatttatt acattattgt taatcatttg
  1313941 gcatcaagat atttcaacta gttcaataat agcgaatgcg aaaattgccg cttgtatcgc
  1314001 tttagtccca tgtttattcc gttttcgtac atatggactt actttcggtt tatttgcatt
  1314061 atggtccgct ttactttggg atatgaaaga agtacagtcg ttagtcatac ttgaacgtat
  1314121 gtctagttta atgacaagta atttcaaata tatcatgctt ttagttggtg gacttatatt
  1314181 tggtggatta cttgcaatgt taatttaccg caaagagaaa gatgataata aagaaaatat
  1314241 aaatctattt aaacaaaaaa aagaaacgca aaaaattatc ctttaagatt ccacttccaa
  1314301 gattaccgaa atttaggatg aaattattta agtttggtgg aaaagtatct aaacgaaaaa
  1314361 cgccagaaaa aatacgtgag cataattacg aagaatcagc tccagctgca acatatgaaa
  1314421 tgaaagagca aatacatcaa cataaagaag gtacggctca aggacaaaca aggatggaac
  1314481 gtcgtagaaa taggtataat gcataagaga ttttagtaaa cctttaatga tttatcatta
  1314541 aaggtttttt tgtaattaca tatagattgc taatgagaaa tttatagcat aatctaaagc
  1314601 agaggactcc aataaaataa tgggaggata aaatgcttat tattatatat attgccgtca
  1314661 gtatattatt tttagttagc tttttacatg tttactgggc tttcggaggt aagtgggcga
  1314721 caaatagtgt tattccaact aaagatggag aaaaggcgtt tacaccaggt gcaggaatga
  1314781 cattgatcat tgcgttatta ttaagtatgg cagcaataat tttattacaa caaactaata
  1314841 ttgttcattt tgcatttcct aatattattg ttcaagtggc atcctgggtg tgtatgattg
  1314901 tatttctcat aagagtaatt ggtgagtttc attattttgg tatttttaag cgaaaaaaag
  1314961 atacccaatt tgctagaatg gatactgttt tatatatacc actttgtgca tttttatctt
  1315021 tatcattctt attagcaatt ataacttgaa cataaaatag tggctgtttt cttcaaaata
  1315081 atataaacgt gaattggcaa atctaaaagt gaaaaatcta ggagtaaata aaaaggatgt
  1315141 aagcgccttt ttaccgaatt atagattatt atgaaaggcg ggtgacacta tgaagtacgt
  1315201 aaaagtcagt atgaatggtg gaagtgaaca caaattttcg atgactttag ctcggtttga
  1315261 agaacttatt acaacagaga atgggctatt agaaaataaa ttagttagca ttgaaaatgt
  1315321 aatgattaat cctactaata tatcttctgt agttgaaaaa atcggtgtac cggctaaatt
  1315381 tatggaagct taaaaatgtg tacataaaaa acatccaggg ggatgttttt tatatgataa
  1315441 ttgtacaatg gatatttgaa caaatttttt aacgatacct atgcatgtat gaagtagcta
  1315501 gatatgatat ttaatatatg cacaataaaa taagtacaag catatattaa atagtaggac
  1315561 aagatcttcg tgtccgaatc aatactcaga aaaaacctct aatcacatta gggcatccca
  1315621 atagcagggt gctcttattt tttatgaaaa atgtagctct acaatggctt cgtttcaatt
  1315681 atagttttct ttaaccttta attttaaact tatcttttac gttaataaaa attaagaata
  1315741 aaatgacagc aataattaaa ttagacagat agaaattttg gtgaaacagt agttcaaagg
  1315801 taacatcaag tatatacaat aaagcgacag caggtaatat acaaataaat ataaatctcc
  1315861 aattttttaa ataatgttta taattagtaa gtactttttc cattaatatt tctcctgtag
  1315921 tttttatttt ctatataatt atacattcca attaaaggat ttaacaagtg tttaaaattt
  1315981 atttagcaac tattgtgatt ttgtgtgatt gataacgggg aagcaaaaaa tattttaggt
  1316041 ctataagttg aggagaagat gaagaaagat ttcattaaaa acttagatag ctgcattaat
  1316101 caatgtaaga aatgatttaa ctaaaaagct tttaaagaac gatagtaaaa tgatacacta
  1316161 taatctacgt tattttgaaa tgaatagagg gatttacgtg atagataaaa ttaaaagcgt
  1316221 tgttgaagat atgtatgaag atgaagcaaa acatttactt caaagtattc taatacagtt
  1316281 agatgtatta gacgggaatt ataacgaaga tatgataaaa aatttaacga gtattcctaa
  1316341 gcaattgacg aatcatgcga ctcaggaaaa gaacgcaaga gaaagtatac acattcatat
  1316401 cgcttttgat gattcaacag ccggttgttt aaaatatatg ttgaaacagg aagggttact
  1316461 cgaggagagt gtggtttcat tctctgaatt cttttcaatt ggaccaatac atcaattaca
  1316521 tacaaatgaa ggtcaattag caagaaaaga atggttagta aacaacttaa ccgcttatga
  1316581 tagctatttt gaagatgagt atttaccaag atttgagaaa actgtagaag ttctacattc
  1316641 aattccgaat gaaacaccaa ttactatttg gaaagcggag aacgcacatg aacatgtagg
  1316701 cttaagtttt gtaattgcgc aattaaaaga taagaaaaac attcgagtta tgaatacgtc
  1316761 tgaagcgagt aaagaagtat taaaacaaga gtatgatatt cgtggaactg gagaattagc
  1316821 gcctgaaagt ttagccctaa ttcaaaaaag ttttgtagaa ctgccgtatt taactgtgga
  1316881 gaaacgtatg cagtttgaac atgagtggga tagtctatcg aaaagtacgg aatttttaag
  1316941 agtttggacc gacaatgaag tgcattctgt acaagaagat tattttgatc aatttataat
  1317001 tgaatgtgcg aaaagtgtag gtgctgatca agaatttcta aaagctccga tagtaattgg
  1317061 tgaagcactt ggtcttgtag agcatttagt tggcgatacg tttttagaat atcgcttaaa
  1317121 ggaattaatt aaacaagaag tatttgaatt tgtaggttca ctagatgaaa tgcgctttta
  1317181 tagtgtgaag ttaaggaaat aataaataca ttttatgttt aaaaacctcg tatttttaaa
  1317241 aatgcgaggt ttttaaaatg aagttgggct ataacataag cttcctttag aaagcacatc
  1317301 acatatgaat gttaaaggta ctgaatgaaa agaaggtgat ttgttaatat gtataaccaa
  1317361 caaaattatc catataatca agcgatgtat tataatccac aaaactgcgg atatgaatct
  1317421 acaaatgaag tgagagatat ggaacaagaa gattatagac cagatgatgc ggaggatgct
  1317481 ccaacgtcac caccaccgtc acaagctcca tcgttaccat ctacatttgc ttctccagca
  1317541 caagcaggta atatgaaatc atggatgtgt aactgtttag gaagatgggg atatttacgt
  1317601 ttacatcgtc ctgggccttt cggaagagac ttatggtttt ttccgactga agtgagaaga
  1317661 aacggagtat caggttacac ttggcaaggt ggtcgtcgtc gtaaagtaag ttaccgctat
  1317721 caacaaatta gtaattatat gtgctttgca taaagaagag tgagagagta gaagtatttt
  1317781 actctctcac ttttttattt ttcaatatat gaagtaagat tttgtgtaaa aatttacaat
  1317841 tttcgcgttt ttattagagt ataattcatt tgttggttga ttttcaaaaa caaatgagag
  1317901 tgagggaata caatggcaat gaaaaataaa gttggaataa gaatagagga tggcattaat
  1317961 ttagcttcag ctcagtttaa agaagatgcg tatgaaatct ataaagagtc tagaaaagtg
  1318021 caacctgttt tatttgtgaa taaaactgaa ctaggggcgg aatggcttat aacaagatat
  1318081 gaagatgctt taccactatt aaaagataat cgcttaaaaa aagatccggc caatgtgttt
  1318141 tctcaagata cattgaatgt gtttcttact gttgacaata gtgattattt aacgacgcac
  1318201 atgttaaatt cagatccacc taaccacaat cgtctgcgat cacttgtaca aaaagttttc
  1318261 acaccgaaga tgatcgcaca attggaaggt agaattcagg atatcgcaga tgatttatta
  1318321 aacgaagttg aacgaaaagg ttcattaaac cttgtggatg attattcatt cccattacca
  1318381 atcattgtaa taagtgaaat gctcggcatt ccaaaagaag atcaagcgaa atttagaatt
  1318441 tggtctcatg ctgtcattgc ttacccagaa acaccagaag aaataaaaga aactgaaaag
  1318501 caactatctg agtttattac ataccttcaa tatttagttg atatgaaacg aaaagagccg
  1318561 aaagaagact tggttagtgc tttaatactt gcagaaagtg aaggacataa acttagcgct
  1318621 cgagaactat attcaatgat aatgttatta attgtggcgg gacacgaaac aacggtaaat
  1318681 ttaataacaa atacagtatt agcgcttctt gaaaatccga atcaattaca gttattaaaa
  1318741 gaaaacccaa aattaattga tgcagctatt gaggaaggat tacgatatta ttctccagtt
  1318801 gaagtaacaa cttcaagatg ggcagatgaa ccttttcaaa ttcacgacca aacaattgaa
  1318861 aaaggagata tggttgtcat tgcattagct gctgcaaacc gtgatgaaac cgtatttgag
  1318921 aatccggaag tattcgatat tactcgcgag aacaatcgtc acattgcttt tggtcatggt
  1318981 agccatttct gcctaggcgc tccacttgct aggttggaag caaaaattgc tattactact
  1319041 ttgtttgaga gaatgcctga actacaaata aaagggaatc gtgaagacat taaatggcaa
  1319101 ggtaattatt taatgcgttc tttagaggaa ttaccattaa cattctagaa tatttattgt
  1319161 aagacatgca tacatagaaa atgatttaca tagagtatgt atgtgttatt taaattcgaa
  1319221 acggaagggt gaaaacatcc caatgatcaa ctaattctat ttgtaagaga tcttcgttaa
  1319281 aaaacgaaat attcttctga ataggattag tctgtacatt tatagaaaag ggatgtattt
  1319341 cgctctgcga aaaatatagt cttttcatat gatttgtgct gcctcctgtt cagaacatga
  1319401 aataggaggc ttttttatgt cgacaaatgt agaaatgaaa caaaataatg gggtatcaca
  1319461 agtattaaaa aacaggtttg tacaaggaat tttagcatca gcattatttt tacaaattgg
  1319521 aatatgggtt cggaactttg cggtattact atatgtaatg gaaatgacaa aaggtgatgc
  1319581 ttttgctatc tcgatgattt cagttgcgga gtttgctcca attttcatct tttcctttat
  1319641 tggtggaacg tttgccgata ggtggaagcc gaaaaagaca atgatatggt gtgaaacgtt
  1319701 aagttctatt tcagtatttg ctgtattaat tactctaatg ttcggaacgt ggaaaatcgt
  1319761 attttttgta acacttattt ctgcaatcct ttcgcagttt tctcaaccat ctggaatgaa
  1319821 attatttaaa cagcatttat cggcagaaca aatccaatta gcaatgtcta tttatcaaac
  1319881 aatatttgcg atatttatgg ttttaggacc gattcttgga acatttattt ttcatagttt
  1319941 tggaatttat atttcaatta ttattacagg tatcgctttt ttacttgcag cagcggtgtt
  1320001 gttatttctt ccgaaagatc ttgagaatga taatgagaag aaagaaatca ctctgttaca
  1320061 ggaaatgctt gatggtatta agtatgtcaa aaagaaaaaa gcattaactt tgctagggct
  1320121 ttgctttatg gcagcaggac tagggatagg attaattcag ccattaggta tatttatcgt
  1320181 aactgagcaa ttaggactgt caaaagagag tttacaatgg ttactaacag tcaatggtgc
  1320241 aggaatgatt gttggcggtg ctttagcgat ggtatttgca aaaaacgttg cgccgcaaaa
  1320301 gatgttaatt atcggtatgc tcggtcaggc gattggcatc ggtattatag gttattcgac
  1320361 aaatttatgg gtaacactta cagcgcaact ttttagtggg ttagctcttc catgtatcca
  1320421 aataggtatt aatacgctca ttattcaaaa aagcgataca gattttattg gtcgtgtaaa
  1320481 tggcatttta agtccactat tcaccggttc aatggtagta acgatgagta ttgctggctc
  1320541 attaaaggag atgttttcat taagtatgat gtatgaagga acggctttcc tatttataat
  1320601 tggattattg tttattttac ctatatacaa tttaaagcca acgatagtaa tagaaagtga
  1320661 aataagtggt aaaggaagtg ctatacaaaa tgaatcctaa tccaaatgtt aaatacccta
  1320721 ttgaaggaaa tcaaaacgtc cattttataa aaaatacaat aacaaaagct aatatactcg
  1320781 ttggagacta ttcatattat gatgcgaaag atggagaaac atttgaagat cgagtattac
  1320841 atcattatga atttcttgga gatcgcctta ttattggaaa gttttgttgt attgcaagtg
  1320901 gagttacctt tattatgaac ggagcgaatc atcggatgga tgggttttcg gcatatccat
  1320961 ttaatatatt tggaaatggg tgggagaagt atacacctaa tttgtctgat ttaccttaca
  1321021 aaggcgatac agttatagga aatgacgttt ggatcggtat ggatgcaacc attatgcctg
  1321081 gaataaaaat aggggatggt gcaataatag cagctaaatc tgttgtgacg agagacgtcg
  1321141 caccatatac aattgttggc ggaaaccctg caaataaaat aagggagaga ttttcaaatg
  1321201 caataataga agaattatta caaattcaat ggtggcattt tgatattgaa aaaataactg
  1321261 aaaatatagg tgctattgta caaggaaata tagagccatt aagaaagcta aaaagggaat
  1321321 aaaaaatgca taacaaagag tatcatacct ccgaattttg ttaatgataa tagaacaagg
  1321381 aggtgtgata ctatggcaca agacgtttta tgtgaagtaa acaactgtaa attttgggct
  1321441 aacggtaata aatgtagcgc agacgcaatt tatgtagtaa gtcataaagg gaaacaggca
  1321501 tcgactacag aagaaacaga ttgcaaaact ttcgatccgg aagtataaat ttttgaaggg
  1321561 tagccaaatc gtggttgccc ttttattaat tatagtattg ataataaatc tcattttcat
  1321621 tcattgtttt taacttttct tttatttttt catattttct tcataagtga tgtaatccag
  1321681 agcaattcat gttcgatacg tgatttacta aattcaatga cttctgtaat aaaaggtgag
  1321741 ttagcatcta gagattgaat agcggtaagt tgtttatgta gtatgtcttg gcgtattgtt
  1321801 aaaacttctt ttctagcttc ataatcaagc ttttcaaaaa gcgcgatacg aacaagaaat
  1321861 tctatattgt ttgtcgcgag tttttcggga aactcgcgca acatttcaga aaagatttct
  1321921 tctcctgttt cagttatgtc gtacatattt cgattgggct taccgacttg tgtatgtact
  1321981 tttttcgtta tagcccccat attctcaaaa cgtcgaagag aaggataaag catattatga
  1322041 tttaattcaa aattctctcc taaccgattt tgaatatttt tctttatttc atacccatat
  1322101 tttggccctg acgtcaattc tgcgagcaat aaaatatcaa catacataaa aatccccctt
  1322161 atttatttct caagttctcc tacgaaaaat gccctttagt atatgttaaa ataacatatg
  1322221 ttagattata caactttgaa ctaccgacct atcactttta ttgtaaaaga aaagggagga
  1322281 aaggactatg gcttcgcctg aaaatgtgat tttagttcat gaaatttcaa agctgaaaac
  1322341 gaaagaagaa ttgtggaatc cgtatgagtg gtatcaattt atgagggata atcacccagt
  1322401 acattatgat gatgagcaag atgtttggaa tgttttttta tatgatgatg taaatcgagt
  1322461 cttatcggat tatagcttat tttcaagtag aagggaacga agacaatttg caatcccacc
  1322521 tttagaaact aggataaata ttaactctac agatccacca gaacatcgca acgtacgttc
  1322581 tatcgtttct aaagcattta ctccaagaag tttagaacaa tggaaacctc gaatacagtc
  1322641 tatcgcaaat gaacttgtaa aagatattga aaactgtagt gaagttgata tcgttgaaca
  1322701 gtttgctgct cctttacctg ttaccgtcat atccgattta ttaggagtgc caacaactga
  1322761 ccgtaaaaag attaaagcat ggtctgatat tctatttatg ccgtatagta aagaaaagtt
  1322821 taatgatctg gatgcagaaa aggggatagc actaaatgaa tttaaagcat atcttctacc
  1322881 gatcgttcag gaaaagagat atcatttaac cgatgatatt atctctgatt taatacgagc
  1322941 tgaatatgaa ggtgaaagat taactgatga agaaattgtg actttttctt taggcttatt
  1323001 agccgcgggt aatgaaacaa ctacaaattt aatcattaat agtttttact gctttttagt
  1323061 ggactcacct gcaacatata aagaagtaag agaaaaacct aaattaattt cgaaagcggt
  1323121 tgaggaagta ttacgctatc gctttccggt tacattagct aggagaatta cagaggacac
  1323181 caatatattt ggacctttaa tgaaaaagga tcagatggtt gttgcgtggg ttagtgcagc
  1323241 aaatttagat gagaaaaagt tttcacaagc atctaagttt aatatacatc gaataggaaa
  1323301 tgaaaagcat ttaacctttg gtaagggccc tcacttttgc ttaggggcac cacttgcgcg
  1323361 tttagaagct gagattgcat taactacctt tataaatgct tttgaaaaga tagcattatc
  1323421 tccatcattc aatatagaac aatgtatatt ggaaaatgaa caaactttaa aattcttacc
  1323481 tattcgccta aaacctcaat aaactgttca acaaggtgca aatttactgt accttgtttt
  1323541 tttatttctc aattgtaaaa ttttagttag ttatttagta tggaagtgtg taaataagag
  1323601 tagaggagga tgcttatgtt aacatgtaat ggaagtaaga cgttccaaac gtttattaaa
  1323661 gctgtaacgg atttagtaaa tagcaattta ttagaagatc aaattgtttg taggattgaa
  1323721 aaattattag aaaaactttt agaaaagaaa acatggcttc cgttagaaaa acagaaggcg
  1323781 aattcagctc aatatgcacg acacttgcta tatgaagatc ctttaaatcg ttttgaagta
  1323841 ttagctcttg tatggaaaga tggacaatcg actcctttac atgatcatga tggcacatgg
  1323901 ggagtagaag gcgtatttac aggaagaata atggtgcaga actttataca aacgaagcag
  1323961 cttgaaaatt cacttgttta tttaactcat acaggaaatc tttatttggg agaaggagaa
  1324021 acagataaag tcattccacc agctgattgt catattcttg aaatagcaga aaatgaaagc
  1324081 gttgtcacta ttcatattta tggaaaacgt ttagaaaagt ttaaaatata tgtcccaact
  1324141 gaagaaaaga atgtgtacat gtgtgagacg aaatatatta gttatagttc atagtttaaa
  1324201 atcagaagct tttctttaaa aagaaaagct tctgatttta tttttaatta tttcttgacc
  1324261 tgaaacgctt ttcataaatt ataaataagg agtacttcac gaaatcagta tgaaaacgat
  1324321 acctttcgtt taatataaat tcgtgtatat atagaaagtg gtgaagaaat aatgaaatta
  1324381 atcgcaattg atttagatgg aacccttctt tcggggaata aaatgattag taaagagaat
  1324441 gcagaagcga ttcgaaaatg ccaggaagcg ggccatgttg tggcaatttg tacaggacgt
  1324501 tctatagtcg acattgaacg attgttgcta gaagtgaatt tagagtgtcc aattattgct
  1324561 gaaaatggtg cgcttatata taaagataaa aaaatgatga aacgatatcc aattcaaaat
  1324621 atgcaagcac ttgagattgt gaattatctt gaagagaatg gtttatatta tcagctttat
  1324681 actgataaag gtgtgtacgt accagattat ggagtagaga gtgtacgtaa tgaaatagaa
  1324741 tatgtgaaga attcaaaaga aaatttcgac ttgaaagaat tagaaacgat tgcagcatta
  1324801 taccttgaac atacagcgtt tcttagtgca gaaagttgta aaccaattgt agaaactgat
  1324861 atacacgtgc ataagctttt accattttct tatgacatgg aaaaattaaa aaagttaaaa
  1324921 gaaacgtttc tgcataatac ggatttagca attacatctt catattggca taatttagag
  1324981 attaatcacc gagatgctca aaaaggaaat ggactatata ctttagcaga acatctgaat
  1325041 attccagttg aaaatactgt agcaataggt gatgggctga acgatgtatc tatgatggaa
  1325101 aaagcaaata tatcaattgc aatgggaaat gcagttgaag aaataaaagc gatgtgtcaa
  1325161 tacgaaacat tgactaatga agaacacggt gtcgcacatg ctttatataa atatgtaatg
  1325221 taatataaaa agaaaaaaag aatctaaata gattcttttt ttctttttat taggggtaag
  1325281 gtattctatg agattcatag aagccttatt acattttatt atatagaata tattggaata
  1325341 aatgtttata tttttcatac taattgtgaa aattttatga actttatatt taatgtattt
  1325401 ttatactgct actagtgcgt atgaatccat gttaaaactt aacgaatgaa aggacgttaa
  1325461 ggagagtttt tgcaacaaag aagatcatga ttggatcgga taatagtcaa tcggagatga
  1325521 ataaaactta ctaattagag tttcaaattg gacggatatt cttttctgat tttaattgaa
  1325581 aaataaaatt tattcgaata attattcttc agctatatac ctataggcac attcttcgta
  1325641 taatggagaa gtatgaattt taaatttgta tgaattttac atattgaggt gaaaaaggaa
  1325701 tgaatgcgcg gctaatggaa cttattgatg tgagtacaat agaaaccatg gcagaacaat
  1325761 tttatcaatt aaccaacata tcacatcaac ttcttgatgc tgaaaaagaa tgtatatttt
  1325821 catttggaat aaatgaaaag aaaatatgta aacttcccaa aattgaaatc cccatttttt
  1325881 atacaatcaa tatttaggat cttttgttgt atggtctcag aaaagcgaaa ttttcaattg
  1325941 ccaaaaatac tttgaaatgc tttcaaatct aattatagat ggagcaatga aatgctttca
  1326001 aagtaaaaat acaacattac ttactcgaaa agaggaggaa ctacatacaa tcctacaaaa
  1326061 catgcctgtt atggttgatg cgcttgatta taatggagac tttgttttgt ggaatcgcga
  1326121 atgtgaaatt gtaacaggat atactgcgga agaggtaatt ggaaatccag acgcacttca
  1326181 attactgtat cctgatcata attatcgtca tgagatacaa aagaaatttt tgactcgtgg
  1326241 aaagaatttt agagattggg aaatgcgctt aacatgtaaa aatggtgaaa ttaaaacgat
  1326301 aatgtggtcc aatatatcag aacagtttcc tgtaagtgga tttagctatt gggctgttgg
  1326361 tgtagatatt acacatttaa aagcaataga agagaaatta aaacaacaaa cgtctgaatt
  1326421 ggaattaatt tttcaagctt taccagattt atgtttctta acagaagatg atggaacaat
  1326481 tattgattat aaagcaggat cccccacaaa attttacgta cccgcagaag cttttatggg
  1326541 aaaaaagttt tacgaagtat taccatcttc agtagcacaa aaacttcaag aagcaatttg
  1326601 tcaagtaaaa gaaaaaggaa caaatgtaat tgttgaatat ccacttacaa ttaatgaaag
  1326661 tatcgatttc tttgaagcta gatgtttacc tttattgcat gataaaatta tgattattgt
  1326721 acgggatatt acagagcgaa aaaagacaga agaattgcta aataaatcag atacacttgc
  1326781 agcaatcggt caattagcag ctggtgtagc tcatgaagtt aggaatccat taacagtcat
  1326841 taaagggttt atacagttat tccaaattaa taaagaagat caagaaaaat attttgatct
  1326901 aatgctttct gaaattgaaa gaatagaagc gattcttcaa gagtttttgt cgattgctaa
  1326961 aacagacgaa ataagtaccg aaaagaaaaa tatttatcaa atatttaaaa atgtcgtctc
  1327021 attaataaat acaaaagcaa ttatgacaaa cattcaagtt gaattatata cagattccaa
  1327081 agatataatc attgaatgct cagaaaatca actgaaacaa gtatttatta acattttgca
  1327141 aaattcgatc gaagctatgc cagatggcgg aagaatttca attcacataa aagaaatagg
  1327201 taaagatggt atcattatta gtgtaattga taaaggaata ggaatacccg cagaaagaat
  1327261 taaaagatta ggtgaaccgt tctatagtac gaaagaaaaa ggtaccggta ttggattgat
  1327321 gttaagttat aaaattattg aaagtcatca agggaatata agtattatga gtgaggttgg
  1327381 tgtcgggaca acagtaacga tttacttgcc aaaaattcag agtaaaaagc ctttatcaaa
  1327441 ttatggtgat agattagaat caatacgttc aattattaac tcttaaatta ttaaataccc
  1327501 aataacgaaa agttaagctt ttcgttattg ggtatttttg tatttaattt agaaaacttt
  1327561 accttttctt tagatttgct ttaatttcta ttaagttttt atcaatatat tagtatttgt
  1327621 gcaaggtaat gtatagaaaa cgtacattac ttttaatata tagattcaat tattaataga
  1327681 aatacagtga ggaggagatt atgccaaggt gaaaaaacaa gagaaaaaaa gtggtagagc
  1327741 agtaacaatg cggttaaaca ttctattttt ttgtgtattt atattatttt ctgccatgat
  1327801 catacaatta ggtaaagtac aaattatcga tggtgagacg tataaaaatg aagtagagaa
  1327861 gagagaaaat gcaacggtaa gcctttctgt cccgcgtgga aaaatatttg atcgagaagg
  1327921 gaatccagta gttgataata agtctttacg tacaattaca tatacaaaga tgaaaggtgt
  1327981 aaaatcagaa gaaatattaa aaacagcaag acaacttgca gacataattg aaataccaca
  1328041 agaagatata gataaactaa ctgagacgga taagaaagat ttttggatgc aattaaatcc
  1328101 gacactaacc gaaaaattag tatctaaaaa agaaataaat aagttcagag ataaagatat
  1328161 taccggaaaa aatttagata aaaaaattga agagttaaaa agaaaacgag ttacggataa
  1328221 aaatcttcag gatttaacag ataaagatat aaaagtgtta gctattaaaa gtaagatgac
  1328281 ttctggttat caaatggctc cacaaattat taaaaaagac gttagtgaaa aggaatttac
  1328341 tataattagt gaaggtttgg cgaatctccc aggtgtagac gtgtcggttg attgggagag
  1328401 agtgtatgtg aatgatggat tattccgatc cgttcttgga aatgtttcta attctgatga
  1328461 aggattacca agtgaacgat tagattatta cttagtacgt gattatagcc gaaatgatag
  1328521 ggttggaaaa agttatatcg agcagcaata tgaagatgta cttcatggta caaaaaaaga
  1328581 agtaagaagc gttgcagata aacaaggtac tacaattaga acggagacaa tttcggaggg
  1328641 aaagagcggt aagaacttaa ctttaacaat agatatggaa ttacagaaaa aagtagaaga
  1328701 aagtatagaa aaaatattaa aggcatataa aggatcagaa tccatgttgg accgtgcttt
  1328761 cgttgtaatg atgaatccga aaaacggaca agtattatca atggctggga aaagacttgt
  1328821 agaaaaagac gggaaaacag aaattgaaga ctatgcatta ggtacaatga ctagttcata
  1328881 tgagttggga tcaacagtta aaggtgccac agttttaact ggatttgaaa cgaaagctat
  1328941 aacaccaggt acttattttt atgatgcacc tatgaagttt aaaggtacta gggagaagaa
  1329001 gtcttggaaa gagtttggaa atattgatga tttaagagcg ttacaagtct cttcaaacgt
  1329061 ttatatgttc catacagcat taaaaattgc aggtgtggat tatgtgagaa atagttcatt
  1329121 aaatattaaa caggaatact ttgataaaat gaggtactat tttagacaat tcggattagg
  1329181 tgttccaacg ggtatcgatt taccgaatga aacagctgga caaattggta aaaaagataa
  1329241 tcaacctggt ttcttattag attactcaat tggccagtac gacacgtata caccacttca
  1329301 gctcgtacag tatatttcaa caattgcaaa cggcggatat cgaatgaagc cacaaattgt
  1329361 tcaagaggta agagagcaaa cttcgcaaaa agatgagatt ggtaaagttg tgcatgcagt
  1329421 agaaccaata gttttaaata aagttgatat gaaagaggaa tatataaagc aagtaaaaga
  1329481 aggatttaga aaggtattcc aagatggaga tggaacagga gtaagagcgt tccaaaaagc
  1329541 atcttataaa ccagcaggta aaacaggaac agcacagaca gtatacggtg gagaaagtga
  1329601 tattggaaga aatgaaaagg gcgagagaag agaatgttat aacttaacgt tagcagggta
  1329661 tgcgccatat gataatccag aagtagcatt ttccgtagtt gtgccgtggg ttatgaatga
  1329721 taaatctggt attaactctg atattggaaa agaagttttg gatgcttatt ttgaattgaa
  1329781 aaataagcga ttgactggag aaactttaca aaaagatagc tctcaagaag gttaaaacat
  1329841 atgaaatagt atagaaatta gagtcgttta atttagggat agattcaaaa tgggtgatag
  1329901 aaaggtaaaa acattctatc aattgttcac gttttataaa aaaaatcata tattgatagc
  1329961 ataggacaag ctgaaaagct tattctaacc tcacagaaca ctccttatca cggttaggca
  1330021 tctacttatg tagatgcctt ttttaattaa ataactgata attatttatc aatctaaagt
  1330081 agcaagtata ttaggactat taggggaaga ttgacggtaa tcattacagt atgattaata
  1330141 agagtgttga aatgtaagga gtgagaaaga agtgctaaat attttaatga ttaatttgcc
  1330201 agcagaggga catgtaaacc cgacattaag tttagtcaaa gcctttactg aacgggggga
  1330261 tcacgtacac tatattacaa cagaacactt taaaggcaga attgaagatt tgggagctac
  1330321 tgtatatacc catccagatt tattaaagga tatttctatt gatactgaaa cttcatatgg
  1330381 attgaactct ttctttcatg tacatgttca aacttcttta tatatattag aaattacgaa
  1330441 acaattatgt gaaagcatta attttgattt cgtaatttat gatatatttg gtgctggaga
  1330501 gttagtaaag gagtatttac aaattccagg catagtttct tctcctatat ttttaattcc
  1330561 tactgaattt ttggagactt taccttttca tcctaatgca gaaataccat tccaacctga
  1330621 tgaaatttct gaacagttac tatatcgaat ggaacatgaa tttggagtaa agcctaaaaa
  1330681 caatcttcaa tttatgcata acaagggaga tattactctt gtgtacacaa gtcgttactt
  1330741 ccaacctaat agcgatttgt ttggagaaaa taacattttt attggaccaa gtatttcaaa
  1330801 gcgtaaaaca aatgtagagt ttccacttga attgcttaaa ggtaagaaag ttatttatat
  1330861 ttcaatgggg acactgcttg aaggacttga accattcttt aatacttgta ttgatacttt
  1330921 ctcagatttt aaaggggtag ttgtaatggc aattggtgat agaaatgatc gttctaaaat
  1330981 taagaaagcg ccagacaatt ttataattgc ttcatacgta ctccaatcag aaatattaaa
  1331041 tgaagcagat gtttttatta cacatggcgg catgaacagt gtacacgacg ctatttattt
  1331101 taatgtccca tttgtcatca ttccacatga taaagatcaa ccgatgatag cacaaagatt
  1331161 aactgagctt gaagccgcac ataggttatt gaaagagcat gttaatgtac aaagtttaaa
  1331221 agaagcggta acagacgtac ttttaaatga aaagtataaa catggtatac gaaaattaaa
  1331281 agatagcttt ttacaatgtg gtggtgcaaa agaagcaatc tcagttatta aatctctatt
  1331341 aaataaatag tgtaaatcat ataaaagcat agaggctcaa cctttatgct tttatatgat
  1331401 tatcctgcaa actgcacagc agtatttgca tgtaaaaaag cagtatcaaa cacaggaaca
  1331461 gtaagatcgt tttgggaaat aagcagtgga atttcggtgc agcctagtag tataccttct
  1331521 gcgccatttt gaattaatga ttttgtaatt tgtaatagct tttcttttga tatttctgaa
  1331581 ataatccctt tacttaattc atttaaaatt acatgatgaa taaaatttct gtcctcttca
  1331641 tttgggatga ttgtctcaat gttatagttt gctagtcgtg atttatagaa gtcttgttcc
  1331701 atcgtttgtt tcgtacccaa tagtccgata cgcttaatat tctgttctac catttcttta
  1331761 gcacttacat caccaatatg aagaagcggg atggatattg cactttctac ctcttcagca
  1331821 aataaatgga cagtattaga acacattaat aaacagtcag ctccagattt ttcaactttt
  1331881 tttgcaactg tgactaatgc atttttcact tcttcatatt gatgattttg taataaagta
  1331941 gttacttcac caaagtccat gctatataaa acaagctttg cattttgatc atattgagag
  1332001 agtgtaagtg tattaatatg tttataatat aatgatgtag attcccaact tagtccgcca
  1332061 attaaaccaa ttactttcat cgtacattcc tcccgtaact attttaaatt tattatttca
  1332121 taattccgat aagaatacaa tgatttaaac gtaccgttga acaaaaaata aaaataatta
  1332181 gaaaagtgtt gaaatttata cttcttaatg ccataatacg aattacaaat taatacttat
  1332241 ccagagaggt ggagggaacg gccctatgaa acctcagcaa cccctatgta aatgcatagg
  1332301 aaggtgctaa ttccgcagag aacacgttgt gttttttgga agatgagagg attcttgaac
  1332361 gtgaaagaaa atgacctctt atgtaagagg tcattttttg ttgtatagaa agggagtgtc
  1332421 gatgcataat tcattttcaa aataaatata gagtaataaa agttgactat taagagaggg
  1332481 gaattataat gaacagatta tcaacaaaat tagtagtagc aatcggaatt ggatcagcat
  1332541 tatacgggat attaggactt tggggatttt ctattgctcc aaatacattt attaaacctg
  1332601 cattagctat tttaaccgtt tttggagcgt tatttggtcc agtagcagga ctgttaatag
  1332661 gacttatcgg tcataccgta acagacacaa tcgctggctg gagtatttgg tggggatggg
  1332721 ttattagttc aggcattatt ggctttacaa tggggttcat tcaaaaaaga gttggcttta
  1332781 gtgtgaaaaa cgggacatat aataagggag atatttctta tttagccatt actggcttaa
  1332841 ttggaattgt cattgctatt atatttgctg gggcattcga tattattgtg atgggagaac
  1332901 cgtttgataa aattgttata caagtgttag gtgcaacaat tgctgacgtt attgtatttt
  1332961 tagttcttgg attgccaatt acaataggcc tagctaaatc gaataagaaa catacacatt
  1333021 taaaaattga aaagtaggga tattaaaatg caaccaatta tttcttttga acaattcaac
  1333081 tttcaatata agcatgcagc gcagcccact gttaaagaca ttacatttca tatatatcct
  1333141 ggggaaaaag tgctaattgc tggacgaagt ggttcaggga aatcaacgtt agctcattgt
  1333201 atgaatgggc taatcccatt ttcttatgaa gggattagta ctggtaatat tttaattgct
  1333261 ggaaaagacc cgaggaaaaa gagtgttttt gaactgagta aacatgtagg cacaattttg
  1333321 caagatcaag atgcacaatt tattggtctt acagtagaag aagatgtagc cttttattta
  1333381 gaaaatgaat gtgtaaatca ggatgaaatg aaaaagattg tctcggagtc attaaaaaag
  1333441 gtagggatgc atacttttca taaacaaagt ccgcatgaat tatctggagg gcaaaaacaa
  1333501 actgtttctt tagcgggttt gttaacaaca aatgctccta tgttattgtt cgatgaaccg
  1333561 ttagcaaatt tagatccagc tagcagctta catacaattg aacttattaa aaatatacat
  1333621 aagcaatata ataaaacaat tgtaattatt gaacatcgaa tagaagaaat gttaaatctg
  1333681 gatttagata agatcatttt aattgatgaa ggggaaattg ttgcgatcga cacaccagaa
  1333741 agaattttag cgtcaaatat attaccctca atcggattaa gagaacctat gtacatagaa
  1333801 ggattaaaaa gattacattt tgatagtaat aatgacgtaa tatatccact tgaaaatctt
  1333861 cataaggaaa gtattagtgg cgtaataaaa gagtggatgg agaaaaaagc tttttgtaaa
  1333921 gatactccta caaaaaaaga attattgaaa gtagagaatt tatcattctc atatcctaat
  1333981 aaacaaaaag cattagagaa tgtaaattta tccatatatg aaggagagat tgtagcactt
  1334041 ttgggccata acggagctgg aaaatcaaca ttagctcata gtcttatagg aataaacaaa
  1334101 acaaaaaata gcaggatttt aattgatgga gtaaatatca attcttggtc tatacgtaaa
  1334161 cgcggtgaga ttatatctta tgtcatgcaa aatccaaatc atatgattac acaatctact
  1334221 gttatagaag aggtttcatt cacattaaaa ttaaaaaagg tttcaaagga agaaattaag
  1334281 tttagagcgg aggaagcgtt aaaaatttgt ggtttgtatc catttcgaaa ttggccaatt
  1334341 caggcgttaa gttatggaca aaaaaagaga ttaacgattg catctgtact aacagcaaat
  1334401 ccaaaactta tcatattaga tgaaccgaca gcgggacaag attattatca ttataaacag
  1334461 tttatgtcgt ttattagaaa attagctaaa aagggaatat cgtttatttt tatcacacac
  1334521 gatatgaatc ttgcattgga atatgcagac agggcaatag ttttacacga agggagaatt
  1334581 attgcgaatc ataccgcgtc cattgtatta ggacatccag caacgttaca aagagcgaac
  1334641 ttaaaggaga gctctttatt caaactcgtt aaatttagtg gtattgcaaa tcctggaaaa
  1334701 tttatggaac tttattttga tgatattagg agggaggaag gtgtataata catattttca
  1334761 tcgcatggat ggagcagtgg aattgttatt atttattttt tgtatgacgc ttactttttt
  1334821 attttttgat tttcgcgtat tgttattttt atttttcatt ggatgtatcg gacttgtagt
  1334881 tgctaaaatt ccatttcgta aaatttttat tgtttttagt gttatattta catttagttt
  1334941 attaaattct gtcatgattt tatttattac accaagccat ggatctgaat taaccggatc
  1335001 gtatacttca tttatgtata ttgtatatgc aacaattaca tacgaaacat tattttatac
  1335061 agctacactt tcgttaaagt attttacgtt attaccattt acacttattt taatttatac
  1335121 gactaatcca agcgaatttg tgagtagctt aagtaaattt cgagttcatt ataagattat
  1335181 ttatgcaata aatattgcat tacgttatat acctgatatt caatctgaat ataaagttat
  1335241 taaacatgcc caagaggcga gaggagtagc ttttgaaaaa ggagaagcaa gtttatggat
  1335301 tcgtatgaaa aaccgtatct taattttttg gcctttaatt attcattctc tagagagaat
  1335361 cgatacagtt tcaaatgcaa tggatttaag aggatttgga aagaagaata cacgtacgtg
  1335421 gttttataca aataaagcga acagcgggga tttcattgct ttatttatag gtgtttttat
  1335481 tttaattact gcagtatatt taaagttaca tgtatttcaa aatttctggt atccatttta
  1335541 aagcactctc aaatgagtgc ttttacttat ttttatatag acatgctcaa aaaagggata
  1335601 tttacataat gtataatacg aaccagttaa aatgatcaac tacctattag ttttcaaacc
  1335661 aaaaggagga gaaaatatga gttacggtgg ttcttgtggt tttggtggag gttttgcttt
  1335721 attagttgtg ttgtttattt tattaattat cgttggatgc agctgctggg gcggagggta
  1335781 ctaatttcta attagtctcc acaaatgtaa actaaaaaaa catagaagat acttatgtat
  1335841 cgaaacaaat aaaaaaggag cataattgct ccttttttat ttgttatcag atgagttctg
  1335901 actacatttc ggaaatgtaa ttgttaaagt ggtaccttta ttaacgacgc ttcggattct
  1335961 taaactacct tgcatcgttt caatgatctt aacagcaacc attgtaccta agcctgtacc
  1336021 tttcgttttt gtattaaaat acggttcacc aaatcgattt acttgctctt gtgacatacc
  1336081 aattccgcta tcttcaatac gtatgataac cttattatta ctaatagatg aggagatatt
  1336141 taaagtaccg ccattaggca ttgcttcaat accatttttt attaaattta aaaaacattg
  1336201 ctgaaagtgc tgtttattac caactattgt tgccatagag aaatcttttg taatatgtat
  1336261 tgtattcata ttacataaag gtaagatcat attaataact cgatttaact cttgttctac
  1336321 tgaaatctca tctaattttt ctgaagcagg tttggcaaac gttaaataat catcaataat
  1336381 tccttgagca cgatgtaatt cttctagtat atgcttaata tactcatctc ttgattctgg
  1336441 agttaaattt ggtgttttta aaagttgagt aaatcctttt acgacagtta agggatttct
  1336501 tacttcgtgc gatatactag cagcgagttg gctaacaatc tccatttttt ccattttaat
  1336561 taacttcgat cgcatacata atgcatcttt taaaacttca ttaaaataaa cgacaaacaa
  1336621 cattaaaata gttggtaata ttatgaaata aataatatac aaattattca cttcaaaatc
  1336681 tgataaagtt aatacaatta cagttgtaaa tattgccaga aaaaatgtta aaaacattgc
  1336741 ataagttact ttgatttttc tattatacgt attaaatttt gcggatgcga atgctgtaat
  1336801 gataaacatt gtgccataca ctactattgt taacatacta aatccataaa atgaaaatct
  1336861 tgtaattaat aaaatagcaa acaatgttat accgacagga aagccaccat aaagcgtacc
  1336921 tattataacg ggtatttgtc ttaaatcatg aatacaattt tcatccatat agataggata
  1336981 acgcatacat aaaataagag ggatactcgt acaaagtata ataagtagtt ttttatattt
  1337041 ctttaaatag cgcccgctat catatataaa ataaaaaata aatatactac ttaaaatgta
  1337101 taaaaggtta tttaacacgt gttgattgat atacacaaag ttcataatat ctgcctcgtt
  1337161 atttttattt ccttttcata tatattatca tgataatagt ataaactata tatttgtttg
  1337221 aataatatag gtttatatct ttttagtatt tgacacgctt acccactctt cataaaattc
  1337281 tttaactgat gcatatcgtt cggttcggtt ttcatttact gcgcgatacg ctatttcata
  1337341 taaatcccta cttgcttccc attctgtaaa ggagcgctct tttccaccac ctaaaattgc
  1337401 gaaagccatt gcccccatat taaatacatt tgttctcgaa tcaattatag cgtttagctc
  1337461 aaattcttca ggagacataa aacgcgagga accccataat cttcccattt tattcacaaa
  1337521 tggttttttt gaatataaat caatatcaca aatctttgtc tcatttgtgt gaaaatcata
  1337581 taaaatacta ccgtcataaa aatctatcgc tacgtagttt ttcttttcga catatgtatg
  1337641 gaaagaaaaa atggaattta aagattgaat ccgttttata acaggtaaat gcttaaattt
  1337701 ataaaatgga gagtttggat ttttatattt gtcaggaggc gggaaactcc aatgcgaatg
  1337761 aagacattca ccatcaaacc aatcaaaaat taatacatat ccagattgaa ctggaaaatg
  1337821 atcgattagt tttataagtg agtcatgcat taattcctcg tatagggaaa ctgaactttt
  1337881 taagcgttca atagcgtctt tcattgttcc ttcatatgca attgttcgtg cccctgcata
  1337941 tttaataaat ttcttatgtc cgtctctttc tacaccgaaa gataggttac ctgaatcttg
  1338001 ttggtcaaaa accgcaaata cgtttcctaa tttcaatagc caatcaaaat tatgatgttc
  1338061 ttttaactgg aatgtaactt gattcaactg aatttcaact ggaatatctt tcatattata
  1338121 cctcgcattt attataatta agttatatct ttcagtattc gacacatttt gtaaaaattc
  1338181 tatgtgaatc acatgaattt ttgtaaatat agtaataaat aattataaga aggtggataa
  1338241 aatggaacaa caaatcgtta ttaaaccata tgaaaaagag tggcacgaag agtatttaat
  1338301 agaaaaagag aaatttattt ctttattcgg ggaagattgt attgctattg aacatatagg
  1338361 gagcacatct gtaaaagggc taggagcgaa acctttaatt gatatgatga ttggcgtaac
  1338421 agatttgcaa attatcgaaa agtggattga tgatctatta aaaattggat atgagtatgt
  1338481 tccaaaagaa acatctaatt ggcgtttttt tagaaaggga aaatggagag cgggtaccca
  1338541 tcatttgcac gtttatattt ataatagtga cgaatggaaa aacaatcttt tatttcgaga
  1338601 ctttttaacg aaacatgagt gggcacgtaa tgaatataga gaattaaaag agaaacttgc
  1338661 agctacatat ccttttgatc gaggttcata tacaagtgca aaagcgccgt ttattcaaaa
  1338721 tatatttgaa ttggctaaaa ctcaaaaaat ttaacattac agattcttat taaaaaattt
  1338781 aaaaaacctc cttcctatgt tatttatagg gaggaatttt tcttttgtta taacgatata
  1338841 cattatttct aattattaga gacagattag tttatttatt tcgatatttc tagtacattg
  1338901 aaaatattaa gggggaatga agcaatgaaa gcaattgtac atcaatataa aaaaggggta
  1338961 gagggattag aaaataaatt cttatctgaa acacatccta atgccgggga agtaaaagta
  1339021 aagttaaaag cagcaggatt aaatcatagg gatttattta ttataaacaa tagaaaagaa
  1339081 atggatctac cgttagtaat aggatcagat ggtgcaggta ttgttacaga aataggagaa
  1339141 ggtgtttcag ctgatttatt acaagccgag gttattatta atcctagtat tggatgggag
  1339201 aatatcgccg aagtaccaga gttaccagag gtattagggg gaccaaaaga tggaacgttt
  1339261 gctgaatatg taatagtgcc cgctgaaaat gtagtgggaa aaccgtcata tcttacttgg
  1339321 gaagagtctg gcgttttggc tttatcggca ctgactgcat atagagcgct ttttacaaag
  1339381 ggtagattga agtgtggaga acatgtttta attccgggga taggcggcgg tgtagcgaca
  1339441 tttgccatgt tatttgcaaa agcaattggc gcaaaagtaa gtgttacgtc aagggtagaa
  1339501 aacaaaagaa agtttgccga aacatatggc gcagactttt cttttaatag ttctggaaat
  1339561 tgggaagaga gtttatgcgg aggaaaagta gatttaataa ttgatagtat aggtccagca
  1339621 acattcataa aatactttga tgtattaaac ccaaatggga gaattgttaa ttttggtgca
  1339681 agttcaggag ataaaataga attaccttta agagcgttat tttataacca aattgatatt
  1339741 atgggaacat ctatgggtag ccgtgaggaa tttgatgaaa tgattaggtt tatagagaaa
  1339801 tataagatta aaccaattat agataaagtt tattcgttgg aagaagcaat tcaagcgttg
  1339861 agccgtatgg agcagggaga acagttcggt aatatcgctc tacgtatgga ataaaaagat
  1339921 gatttaataa cctatgtttt tactagcctt ttatagctta ggaaaaaatc cccctttgga
  1339981 aattcagagg aggatttttt gttgtataca agtgaataga ttacttgcaa taacaatttg
  1340041 agtgttatgc aaaaaagaga atgaatattc ttaaatttca cgtactgtat tttaagtatt
  1340101 taaataaact gacaataact atagctagtt tcacattgtt ttaaaggaat tcatacgaaa
  1340161 acttcgaaac atatagtatt gaaagtaaaa attacatatt ttaaagcgca tctttgcatg
  1340221 tatcaattaa aaaagaaagg agcgaaatat gcataaactt caaacgaata aaggcgcgcg
  1340281 ctattttatg attgctttta ttgttttgtt tcttattatg cttttgcgtt ttttctatat
  1340341 tcaagccgta ggggtcgtac ataatgtgaa tgtaaaggat cttgcaactg aacaacataa
  1340401 taaaaatggt attttggaag caaatcgtgg cacaatatat gatcaagctg gaaaagtctt
  1340461 agttcaagat tccacaacgt atcgtgttgt tgtgaatttg aaaggtaatg gcaaattgaa
  1340521 aaataaagat gaaaccgcag cgcaattagc tgatgcgctt gaaattaata aagaagatgt
  1340581 gttaaagaat ttccatgaag ggcgtacgca agttgaaatt ggaaaagttg gtcgaaattt
  1340641 aacgagagaa aagaaagaac aaattagaaa gttaaaaatc ccgggtgtat cttttatgcc
  1340701 tgagaaagca agggtgtatc cgaatgaaga ttttgcatct tatatacttg gttttgctag
  1340761 accagacgat aaaggaaata cagaagggaa atttggactt gaaaaaagtt tggataaata
  1340821 tttgcgctcg acaaacggga atatagagta tgtgggaggg cgaggaggta tcccgcttac
  1340881 aaatgatata ggaaaaatag aacctgctaa acatggaaat aacgtatatc ttacacttga
  1340941 taaacaaatt aatagttttt tagaagaagc gatgaataag gcgcaagatc actatgatcc
  1341001 ttctatgcta ttaggtatca tagcggatcc aaagacgggg aaagtgttag ctatgtctag
  1341061 taaacctagt tttaacccta ataaagggga tattgaatac tttttaaatg atccaattgc
  1341121 caatgcatat gaaccaggtt caacgatgaa agtatttacg ttagctgcag caattaatga
  1341181 aggggtatat aacggaaaag aatatttcca atccggaaaa tatgcagttg gttcatctga
  1341241 tataaaagat cataatggtg gatttggatg gggatctatt acatttgatg aaggttttga
  1341301 aagatcatca aacgtagctt tttctatttt agaagatcag ttattaaaac caaataaatt
  1341361 taagcaatat atgaacaaat ttggtttcaa tcaaaaaact ggaatagatt tacctggtga
  1341421 aagtaaaaat actttactat taaatacaca aattcaacaa gtaacaactt ctttcggaca
  1341481 aggttctaca gtaactccaa ttcaattaat ccaagccgct actgctatag caaatgacgg
  1341541 gaaaatgatg caaccctata tcgttgacaa agttgtaaat ccaacaaaca aacaagttat
  1341601 tatggaaaat caaccgaaag aaattgggaa tccgataaaa aaagagacag cggacaaggt
  1341661 aagagactta atggagcgtg ttattacgtc ttcaaaaggt actggtacaa tgtataaagt
  1341721 ggatggttac ccaataggag gtaagacagg aacagctcaa attcccaatc ctgaaaatgg
  1341781 acgatacatg gaaggaaaag aaaattatat tttttcattt ttaggtatgg ctccgattga
  1341841 tgacccggag ttaattgtat acttggcaat taaacaacca aagttaaagg gagacgagta
  1341901 tggagctcag ccgcttgcag aaatatttaa accagttgtg aaaaatagcc ttgaatattt
  1341961 aaaggtgaga ccatacacag aaaaacaaat ggccgatgca acggaaaaat cccaattaaa
  1342021 agtgcaaaac tatgtgaatc aatcaatggg tacggtagag aataatgtaa aaaaagagaa
  1342081 gctccaacca ataactttag gagaaggaaa aataataaaa caatatccgc agtctggcga
  1342141 agtaatgagt gaaggagatc gaatattttt attaggaaaa aacgctacaa tgcccaattt
  1342201 acaaggttgg tccatgcgtg atgtgatgta tttttctaaa ctattaaaat tagatttaaa
  1342261 aacttcaggt acgggatatg taacaagtca aagtatcaaa aaaggacaag ctatacaaga
  1342321 aggcgatgta ttagaactag aattagagcc accgttacaa ccgttaacag aggcaaatac
  1342381 aaattaatta ggatatgtga agggtctata tataatagac tcttttttta atggtttaag
  1342441 taatttcacg caccgtaatt tttagaaaaa ataataaata agatttttaa cagttactaa
  1342501 aacaaaaaaa cttacataaa tagtgaaatg acgcaactat aaatatctga ttattttata
  1342561 tttacagtta aaataaaatg tgataatatg gaaaaaatca aatgcagtga agagaagagt
  1342621 aaataagatg aatttttcac agagagctcc atttagctga aaaggagtaa aaattcttta
  1342681 ttgaaccaag cctctgagca gcgcatcgga atctattaat agagggtggt gtgacgggag
  1342741 ctcccgttat agagctatgg tataagcatg aatgaaaatg cagtaccaga taaggttaat
  1342801 atggtgacat attaacaaac tagggtggca ccgcgatgat aaatctcgtc cctaagacta
  1342861 aaagtcttgg gggtgggatt tttttattgg tttaaaacaa tttgaaaagc gggggcctaa
  1342921 aatgaaaaac ttacttaaag attggaaata tcctttatta ctactgtccg gagttggtat
  1342981 tgcaaattta ggggcatgga tttacttaat agcactgaat gtacttgtct atcatatggg
  1343041 tggttcagcc ttagctgttg ctactttata tgtaattaaa ccattggctg ctttatttac
  1343101 aaacgcttgg tcaggaagta tgattgatcg tttaaataaa cgaaaattaa tgatccacct
  1343161 cgatatatat cgcgcggtat gtatcgctat tttaccttta cttccatcac tttggatggt
  1343221 ttatgtattt gtattcttta ttagtatggc aaatgcaatt tatgagccaa ctgcgatgac
  1343281 gtatatgacg aaattaatac cagtggaaca aagacaacgt ttcaactcat tacgtagttt
  1343341 aataggatct ggggcttctg taattggtcc agcgatagcg ggggcattgt taatagcaag
  1343401 tacaccagag tttgctatat atatgaatgc tatagcattt ctcttatcag gagtaattac
  1343461 attgctgcta cctaatcttg ataaaaaatt tgatagtcat acatcaaatg acacattatc
  1343521 tttagctgta ctaaaaaaag attggaacat cgttttaaat tttagtaaaa aatctttgta
  1343581 tatcgttttc gtgtacttct tattccaagg gatgatggtg ttagctgccg caaatgattc
  1343641 acttgaattg tcatttgcga aagaagtttt attgttaaca gatagtgaat atggcttttt
  1343701 agttagtatt gctggagctg gatttatttt aggagcaata acaaatgcaa ttttatcaaa
  1343761 aaaactaaca ccttcattgt taattggtat aggatcatta ttcatcgcaa tcggttatat
  1343821 catttatgct ttttcaaatg agtttttaat agctgctatc ggatttttta ttttatcttt
  1343881 ctctatggca tatgcaaata cagggtttaa taccttttat caaaataatg tccctgtcca
  1343941 tataatggga cggattggga gcatatatgg attatttatt gcaggtatca ccattttaat
  1344001 tacgattttg ttcggagttg ccactcaatt tatttctata caacttgtgg ttattatagg
  1344061 ttctttagta atgttattta ttactatcat cttgtgtgtg tttactttat tgccatcaca
  1344121 ttctaaagtg cattcttctg aatcaataca ttcgaaataa ttctcttagt tttgatttaa
  1344181 atcttacgat gttcaatagg agggttatcc ctcctatata tggaaatata agaaagaaga
  1344241 acaatattga taaacgaggg tgatttttgt aatgaaaaca aaagatcaaa tagataacat
  1344301 tgtaaaagaa acatatcgtc atatagattt ctctggagta attttagtga aagaaaaaaa
  1344361 gggcatagtc tatgaagagg tgtttggtta tgcaaatcga aatgagtgta taaacaatac
  1344421 gctacaaact aggtttggaa ttgcctctgg gtgtaaaata ttcacagcta tcggtatctg
  1344481 tcaacttgtt gaaaatgggg taattacttt tcaaacaaag ttaaaagagt gtttaagtgt
  1344541 taactttcca aactttaatg aagatattac aatacatcac cttttgacgc atagttccgg
  1344601 tattccagat tattttgatg aaagtattat ggataacttc gaagatcttt ggaaacaaac
  1344661 acctatgtat ttattaaaaa gtttaaaaga ctttttacca ttatttcaaa acagagatat
  1344721 gatgtatgca ccaggaagta agtttcacta caacaatgca ggttttatca tactgggatt
  1344781 aataatcgaa gaacagacag gacttacatt tacggagtat atagaaaaaa acatatttaa
  1344841 tccaattggt atgaatcatt cgggctattt ttctttagat agattaccaa ggcagacagc
  1344901 tctcggatat ataaaagatg aaattagcca gacatggaga acaaatgctt actctattcc
  1344961 gataaaaggt ggttctgatg gtggagcttt tattactgcg tcagacatgc tgaagttttg
  1345021 ggaagcgtta tttaactatg aaattataag ccaagaatat acaaaaatac ttttaactcc
  1345081 tcacatccaa gtaaataata atcaatctta tggctatgga atatggattg aaacaagaga
  1345141 aaacaagata tttaaatatc atgtaatggg atatgaccca ggtgtcagtt ttcgctcggc
  1345201 cgtatatcca gacttaggaa ttacattagt tattccgtca aataaaggag caggagccga
  1345261 aaaattaatg atagaaatag aaggaagttt ttaattatat ggatatagaa attagagcgt
  1345321 atagaaaaga ggatgaaacc ggttgggtac gttgccgtgt gttatctttt ttagatacag
  1345381 cttattacga taatgtattt agagaaaagg aaagatatga acatccggct atagaactag
  1345441 tagctgtata tgaaaatcaa attgtaggtt tactagatat cgaatatgaa ttagaagaac
  1345501 gtacagtatg ctcaagagga actggtcttg gcggcatgat ttggcatatt gcagttcatc
  1345561 cagattttcg tagaatgaaa attggcaatc aactattaaa tgagggagaa aagttagcga
  1345621 aagaacgtaa actaaatcga ttggaagcat ggactaggga caatttatgg gttcatggtt
  1345681 ggtatgaaaa gaatggattt gtaaaagtag attcctattt acacgtatat agcgatcata
  1345741 cagatgagat aaaaggtgta ataaaaagta atatagatca gttatatcca gttcaaacat
  1345801 ttgctcatta tacaggtgaa aataaagaag aaataagaaa acaatttaaa cgagttcatg
  1345861 attgtttttg ttttgaaaag aattttaact aacaatttat aagggttaaa ggatatatct
  1345921 gttttaaata aatatgactg ttgcatgatg tgccataata aatagacaag atatactcaa
  1345981 aaaatatata acgaattaac aaaaaactgt aaatacattc attacttgtt tatcgatgtt
  1346041 gtgaacggta atactaaata acattgaact tttataacaa gggatgatta tatgatattc
  1346101 atttacacgg atttcggtgg aacacattca actgcactcg ctgcagctta tcatttaaat
  1346161 aaattaccta cggatcgtaa actaacaaaa gaagaaatat taaatgtaga ttactttaat
  1346221 aaattgaaaa ccgaagatat ggggaaaatt atttttcatg gaatagatga aaatagtaat
  1346281 ccggtttata cgattggatg tggtgcatca aaagtcgttg tacctgcgat gaaacattta
  1346341 ggagagatcc tgcaaaaaca ttatcaaagt catgaaaaga ttattttttc taatacatca
  1346401 ccaacagtgc ctttaccaat gacttttggc ggtctgtttt ctagaagatt tcatattgac
  1346461 tttatcggtg taccactact tatatggggt gcaaaactta gttgcgataa cgtacaaaga
  1346521 cttgttagtt atacgaaaga agccgggcga ttaacaaatg attatgttgt gattttagat
  1346581 aatgaaactt ttaaataatg taagataaaa agaaaatcga gcaaatttct tgattttctt
  1346641 ttttatttgt gaaaaagaca agaaatattc acatttatca tctatctact atagccaaaa
  1346701 caataaagtc ctgttactat tacagggata ttctcttttc ataacataaa tatatagaaa
  1346761 aattagaaaa gaggaattga attaagggag gaacaacatg aagcgtgttg cttggattac
  1346821 tgatagtaca actgcgagtt ttacaacaga aggagataac tttgttatcc caattgaagt
  1346881 tattattgat ggtgtgtcgt acaaagattg tgaagaaggt gtgcgtgagc gcgtttataa
  1346941 tgctttaaac gaaggtaaaa ctgtcactac atcacagcct aacatagggg aaatggtaga
  1347001 attattttcg aaatgcaaag aagaatatga agagggattt gcagttgcta ttagcggaaa
  1347061 agtaagtgga acctatcaaa acatgaagtt agctgcagaa atggcaggtt tcccattaac
  1347121 ggtattagat agtgaaacaa caagttatcc aatggatgaa ctaattagaa aagcgaaatc
  1347181 gttatacaat gatggtatga ctttacaaga tatacacaaa acattagtag atgaaaaaag
  1347241 aagacctttc catgtattcc cgaagagttt aaaaggtctt tacgcaagtg gacgtgtaaa
  1347301 gggagttcaa tttttacttg gaagtttatt aagtgttaac ttaatattag aagtaaaagg
  1347361 cggagaactt ttacttgaaa agaaagttcg taaaatccaa aaatgtcgag aatacattaa
  1347421 aaatgaactt gaaaaagaat taccaaaagt acttcacatg ttccatgcta acgataaaga
  1347481 tggagctgaa gaatggattg cagatattag acaagcattc cctgaaatgg atttcaaatt
  1347541 atatccatta ccaatttcat ttgcggtaca tgcaggtgaa ggtacaatag caattagtta
  1347601 ttaagaagaa aacccgtgaa taattcgcgg gtttttttat ttaaaaatgt ggacacacca
  1347661 cgtctacatt aagcaaaaaa attcatttta tcgtttcgag gactaaccga tcgctcgact
  1347721 tgattaaaaa tataaacctt tgcctactgg ctgaacagtt tctagtacga tttcaaccat
  1347781 ttcttcatta attagagttc ttataatcca agctgagagt tcttgagcag caaaacaacc
  1347841 cgcagcagtt gaaatgtttc cttcgtttac gaaacttttt tcaataacgt ctacaccaaa
  1347901 ttctttaagt tgttctactg cagatggata tgtagttgct tttttgcctg ttagcaattt
  1347961 tttagctcct aatagtagtg aaccagaaca catagatcct attaattgtt tttgaggatc
  1348021 tatgtgaatg ctattaatat attgttgatt tttatataaa tcttgtatac ctttaccgct
  1348081 tgcaaatatt acagcgtcag cagaaggaag atcagagata cttcctgtca tgggaatgcg
  1348141 caagccagac atggatatat gagtttcttt cgttcctaaa agctggacat cccaatcaga
  1348201 aataccgccg actaaacgta cacgatttaa taaatcccat ggtagaaaaa catctatatc
  1348261 agtaaagtta tcgaaacaga cgattgcaat tttcatttcc taaccctcca cttatgtata
  1348321 tcactttatt tataatataa acatctcctt tttatgttct atatcaagtt ataaatccct
  1348381 gtatattaca cgcagaggag ggagaagagg tgtagtgatt ttttaactcc tctaaacata
  1348441 aacaggtata atatcttttt ctttgtttct atcgattttt tgtacaaaac caagatctgt
  1348501 agtaataact agtaaggtat ttgggatgag aatctttaaa attctcaagg aaataggtgt
  1348561 aatttatcac atatacaaat agaaataaaa acgtcctcct ttcttataaa ttcacagata
  1348621 gaaacacatt tttattttta gggggcattg tttcattaac ttgctaatct tatatataga
  1348681 ctagcagcaa tcaataaatt atataatttt tataatttcc gtaaaaaaat tttgacgtat
  1348741 ttattttttc aatataaaat aatatccatt catccaaatt taaccaacat tatataaaag
  1348801 atatatcttt ttagttttag gggaaaggtt aatatggaag caaagaaact agttacgctc
  1348861 gcagtactat ttatgctatt acgcatgtca gttcaattaa ctagaattat tcaaggcaat
  1348921 tccagcaact gaacgaaatc ggaatggata ttatttttga agaaaaagtt tctggaacaa
  1348981 caaaatttaa actccttaaa agatatatgg ttggatttct cagaagaaca tctctacagt
  1349041 caattcttaa ttacggttat ggcaattaga acgtgatctt attcatatgt agcagcgtga
  1349101 aggagttgaa ctggctaaga aagaaggaaa gtttaaatgt cggttaaaga agtaccataa
  1349161 aaatcatgca ggaatgaatt atgcagtaaa gctctataaa gaggggaata ggactgtaaa
  1349221 tcacatttgt gaaattacaa atgtgtctag gtcctaatga tatagaaagc cattggaaag
  1349281 gaacagttga tgagttatac caaaaatcag aaatatataa tagaaaataa gtttcatata
  1349341 gaggtggaat tatatgccta aaattgacaa tatgctagca attctatgga tgcttcgttc
  1349401 aggtaaaaaa attactgcaa agcaaacttc agaaaagtta gagataaatg taaggactgt
  1349461 gtatcgttat attgatacaa tttcaactag tggcgtacct ataatttcag aaccaggaca
  1349521 taacggtgga tacactttat tgaacaattt tatagaggct cctctttttt ttgattttga
  1349581 ggagcaaact tcactatatc acgctgctgt ttttgcagaa gaagccggat attatggagg
  1349641 tgaagcatta aatagggcca tttcaaaact aagtaaatac tcaaatcaag agcaggaaac
  1349701 aaagataaac caacatttaa ctagtcttga agtaataagt cgattaagtc cactctctat
  1349761 agaaactttt ttgaaggagt tggagcaggc cgtagctgac gggtactcag taaaaattct
  1349821 ttaccataaa agtggtgaaa agcaattaaa ttatagattg gtcgatccat acagaattat
  1349881 ctattggaat aataagtggt atgtgattgg attttgtcat cttaggaatg atatccgtag
  1349941 ttttagagta gatcgaattg aaagtctaat gcaaaccgaa aataagttta accagccaga
  1350001 agatttttca gcaagtgact tttttataaa aagtcttctt ccaactatag aagataagga
  1350061 aagtattatt tctttggtta ttaatgggga taaaagtgta ttggctgata tttgccaaca
  1350121 ttggttttta ggacattatt tacaagaacg aacttcaaat caagcagttt ttcttctgga
  1350181 caaagatatg atacataaat atgtacctta tttactttta ccgtacaata aatctatcaa
  1350241 agttattgag ccaataagtc tgaagaatag aattattgaa gttctatctg aattaataaa
  1350301 atttcaccaa gtatgataac ttccctgacg ttaactgtca gggaagttat attataatag
  1350361 ctatataaat tgagattgga gtgttattgg atgcaaacaa aaaaagcttt tctatatgta
  1350421 tttaatacaa tgtcagactg ggaatatgga tatttaattg ctgaactaaa ctcaggaaga
  1350481 tatttcaaaa aagatttagc acctttaaaa gtaattacag taggagctaa taaagaaatg
  1350541 ataactacta tgggaggact gaggataaaa ccagatattt cccttgatga atgtactctt
  1350601 gagagtaaag atcttttaat tttaccagga gggactactt ggagtgaaga aattcatcaa
  1350661 cctattttag aaagaattgg ccaagcttta aagattggca ctattgttgc tgcaatttgt
  1350721 ggtgcaactg atgccctcgc gaatatggga tacttggata ctagaaagca tacaagtaat
  1350781 aacttagaat atactaaaat ggtatgtcct aactataaag gagaaaagtt ctatgagttg
  1350841 ggacctgcgg tatctgatgc gaatttagtt actgcatcag gaatagctcc tctggaattt
  1350901 gcaatggagg tactgaaaaa aatagatgta tttacactag atgcattaca ttcatggtat
  1350961 aacctaaata aaactcataa acctgaatac ttcttccagt taatgaattc aataaataaa
  1351021 tgaaataact aaaaagctcg atttctctat tttgatttgc agagaagttg ggctttttaa
  1351081 tttggaattc ccttagcttg atcggtattt tcctgatgct accccatgcc catcaagcta
  1351141 aggttttgaa gtaccctcta aacaaaaatg tctaaatata tagaattttt aacaaaaatt
  1351201 cataattatg ttatataatg atgttaacaa accatatttc aggcattacc cccgattgtg
  1351261 tagaacaaat aatttttcga tgagctaaag tatttggcta aaagaacttg tagcggggcc
  1351321 tgctacaagt tcttttatgt ttttagtaag gcaaaataag aaaaaggagg gaatacaagt
  1351381 atgacaagaa attttaagaa agcagcactg aattcgttag atggaaaatg gggggtaggt
  1351441 ataggagtat cagctttatt ctattttgta ccaaccttaa gtgcatcggc aatcgccact
  1351501 tttatgtatt taatatttgt actgtttatc gggataattg gccctgatgc actatttatt
  1351561 tattcaattg gtgggcaacc acaagtagat ccagtagcac ttgctgtact tattctaagt
  1351621 tatattggtt taggtggggt ttgtttccta atttatagtc tcatacaagg tatcttcaat
  1351681 tatggatatt ctgtttttac tttacactta gggaaaaaag aagatgctaa ggtagacgat
  1351741 gtattttcgg gatttaaaaa gaagaatgtg tttaaatcaa tgaaattggg gctgttgcaa
  1351801 gctatttttc tttttttatg gagtctctta ttaattgttc caggtattat taaatatttt
  1351861 tcttattcca tgtcgtatta catattagta gagaatcctg attatacagc aagtgaagca
  1351921 atgagagaaa gtaaaagaat aatgaaagga caaaaactaa agttatttgt tgtttggtta
  1351981 tcatttattg gttggttttt attagctgca tttattggaa tgtttacatt taatctatca
  1352041 tttattttta tttctcctta ttacaacaca actgtctcac atttttactt agatttaatt
  1352101 aaaaagcagg atattggaga agcgaaggta agtatataaa tagaaaaaaa gtatgtttaa
  1352161 ggtgaaaaat atacgtagtt gacagtggat atgagtttaa gcatatccac tttttaatat
  1352221 tatattaaaa gtcttaagct gctggttata tccagattaa tatgatttga gttaggatac
  1352281 cgcaaacgtg ttgcaagtta gatggaatag gtatagcact acatcacttg taagctacgg
  1352341 ttatatagtc ctcccgaaca aagaatatcc ctttataatt atttataagt atttaattca
  1352401 gctttatcaa tcatatactt acctaccttt tgcttttaat atatcatagt aaagacagaa
  1352461 atcgattatg gctataattc tatataggct ttttctccac ctggaatctt gaatgtattt
  1352521 acagcaaatt ctttaattat atataccttt atcgcttcaa aatccttacc aaaagcgaga
  1352581 gatggatttt ttaagaaata tattattttt tccttgtcat agattcgggc tgtaattatt
  1352641 tctttgtccg agtgaaacga taaattgact cctttgtaaa aatattcgta gtatccctct
  1352701 tcatcctgct cactcttatc ttcaaaagga acagattcaa tataatatat attgccattt
  1352761 aaatttattg atttcataca gcattactcc cttttcaaga atatccataa gaaattatat
  1352821 agtctctgtc tatcatacca aaaataggga atctactttt gaaatttata aagaatatat
  1352881 aggatcaaat taaaatcttt atattatttt tcataatagg ggtcaccata tgtgcccatc
  1352941 aacttaagaa ttaattgttc cccaaaacga aaaaagaaac atagaagtga aaaacccctg
  1353001 tttttctttt tgataaatat atttattgga aaatactttg aactttcggg tacagatgct
  1353061 ccttctatct tattatagaa gctattttga acgtaagtaa tttgtaagga ataggtaaga
  1353121 aaaaagagat tttcattgtg taggataaaa atataaggag gtgtgaaagg cggaacagat
  1353181 atgacttata tatgaagaac aaacctgtaa caagagtgtt tcaaggaaaa gaagtaattt
  1353241 ctggggttaa catacatgtg gaagaaaagg gatttaccgt ttgttaagac agaataacct
  1353301 ttgtaaaaat aataattatg aatatgatta cgaatttaat tatgactttt ttgtcattgt
  1353361 tggagatgat agctgtgtga ttaatacgaa acagcaagca actagcttta caatttaaat
  1353421 aaaggagagg atgctttatg aaaacatgca gtaaaattac atgtgcaagt ctatcacttt
  1353481 taatagctgg aagttccctg ttatacataa caccagcctc aattgtaaaa gcagaaccca
  1353541 cgcaaaatgt atctagttcg ttacaaacaa gtaatcaaag cgatcgtact tccgttaaga
  1353601 aagcaatgcg ggattcactc caacttggat accctggaat actcgctcaa atttctaagg
  1353661 gtggtaaaaa ttggagctat gcggccggga tagcggatct gagaaccaag aagcagatga
  1353721 aaacagattt tcgctttcgt attggcagta cgacgaagac attcattgca acagttctac
  1353781 ttcaattggc tggagagaac cgcttgaatc tagatgactc catcgaaaaa tggctacctg
  1353841 gcgtcattca aggaaacgga tatgatgcta accagattac gattcggcaa atattgaatc
  1353901 atacaagtgg gattgctgaa tacttaaagt caaaagacta tgatattatg gatacaaaaa
  1353961 aattgtatac ggctgaagaa ttagtaaaga tgggaatttc tcttccacca gactttgctc
  1354021 caggtaaggg ctggtcttat tcaaacacag gatacgtaat actgggtatc cttattgaaa
  1354081 aagtaactgg aaacagctat gcggaagagg ttgaaaatcg gattgttgaa ccgctcgaat
  1354141 tgtcgaatac attcctacct ggtaattcaa ctgttattcc aggtaccaaa catgcccgtg
  1354201 gatatgaaag atatgacgga gaaagtgagc taaaagacgt tacttattct tacccaggta
  1354261 gctcggatgg agatatgatt tccactgctg acgacttaaa caaattcttc tcttacttac
  1354321 tcagtggcaa attactgaag gaacagcaac taaaacaaat gcttactaca gttcctacag
  1354381 gaattgctga aatcggcaga tatggtcttg gaatctatga aactaaactt ccaaacggtg
  1354441 tctcgatatg gggacacgca ggtgcctctc cagggttttc tacttttgct ggaggcacac
  1354501 ttggaggcaa gcatacagta gccatcaatt tgaatggcca tgaaactagt tatagtcctt
  1354561 ctgatccttt taaaaatatt ttacttgctg aatttagcaa gtagtcaaaa aggaaagtaa
  1354621 agtaaatctt tttatagata aaaatatacc tttttggttc aaaaaaataa cctcttttta
  1354681 aaattttttt gaaattaagg tggtaaatgc tatcaagcta atattttaaa atatcctcat
  1354741 aacgaaaatt ttcttcgttt tggggaacta ccaatttctt aagtggatgg gtatgtggta
  1354801 ctaccctgtg atttgaacta taactttgcc attttggcaa ggttacggtt ctttttgttt
  1354861 acggcaaagt tacgattcca ttttctttag aaaattagat gaacctcttt attcacttcg
  1354921 ttgccagatt gaaattttgt ttaaaacgtg gaaatcattt tttgaaattg atgaatgtaa
  1354981 aaatattaaa agaaaacgcc tagagtacca tttatatgga caactcatcg gcattctcct
  1355041 ctgttcttct acgatgtttc aatgcgacag tttttgcttg aaaaacaaag caggagccga
  1355101 gtgaatattg aggtttaata tttttgatac tcataatttg acatacataa aaccaaaagt
  1355161 tgcatgttat attattaggc acaacaatat aaataatacc atttgttcat tccgtaaata
  1355221 atgttgataa aaaaagggga aaggattttt aaagataaaa atagaaatct gtataaaaaa
  1355281 atatttaaat ggtagggata ttatgaaaat cggtaagttt ggagaagtaa ataacttaag
  1355341 tattgataca attagacatt atatggatct cagtctcatt attcctgaaa aaaagggggg
  1355401 acactatttt tttgatgagt attgtcaaac agatttagaa cttattttac attacaaaga
  1355461 cctaggattt agcttgaatg aaattaaaga actatttttt tataaaaatt tagcgaaatc
  1355521 tatgaattac gaaaaagata ctttttacca atctttattt aaactgaaat atgacaagat
  1355581 ggaacaggaa atagaacttt tggagaagaa acgggataaa ttaaagagag tgttacatga
  1355641 tttattatta acaaacgaaa cttccaatac aattataggg atagatttaa gtgtactaca
  1355701 tttactgaca tgttctaagt gtagcaaaaa attaattctt caagatggaa ttattaataa
  1355761 caatcaaatt attgaaggaa agttaatttg taattgtgga gaagaataca ttattacttc
  1355821 aggaattata tctgctggta aattatttaa agcaaatgag caaacgtcac ttgaaaatat
  1355881 tatttcggat tatattcatg aaactgataa tgcatatttg gaaaatatgc atagagaagg
  1355941 ggaatgggcg aaaaagaaac taatacattt agatttaaat aacaaattaa tactagatat
  1356001 aggatcagga cttgggttct ttttgaggag catttatgaa gaactacccg aagattgcct
  1356061 atacatcgca gtagatagag atttcaataa acttttattt ttaaaagacg tattagcgag
  1356121 aaaaaatccg agaagaaata ttctctttat ctgtgcggat tttttaaaca tccctattca
  1356181 aaatcggtca gtagatattg taattgatca ctctggtacg agcaattata gttttgagca
  1356241 tgaggatttt ttacttcacg aattaaatca actttttaaa tctgattgtt atttattaag
  1356301 tttatttatt ttatttaaaa atttcagctt aaatagccaa attacaaata actttcgagc
  1356361 aaattttaca ctttcaaaaa taaagaaaga actccaaaat ctacagtttc aatccattga
  1356421 tgaaagtact tcaaattatt tgaaacgagg cggaaagtac gaggatttct ttgttcaagg
  1356481 tgaagaaatt tatacatatt cattttttgg aaaaagatgg ggttaacccc atcttttatt
  1356541 tatttcccct taaaattatt caaatcgtcc atattgcgat tgggttgacc caagaactta
  1356601 caatgtacgt aatacaaaat tagacagggg gaaaagttat ggcaagttta cggttacata
  1356661 tagaaaataa aaaaagcaac caagaactaa gaaatatttg tttatatgca attgcaaaaa
  1356721 ccgtatcaat attcggtagc tctatttata gtttcgcctt aggattgtat gtattacaaa
  1356781 taaccggatc ggctttaaat ttcgcgatta cgcttatttt aggaacgatt ccaatgattg
  1356841 ttatgaatcc atttgccggt gtaattgctg ataaggttga taaaaagaaa ctcgtcgttt
  1356901 gtatggatgt actaagcgga tgcttattaa taactgttta tatattaagc ggctattatg
  1356961 ggttaaactt attcatcatt tatactacta cctttcttat gacagtattt acaacatttt
  1357021 ttggaatagg tttagaggct gcaaaaccaa atatcgtctc taaagagaga ctaatgagtc
  1357081 ttaactctat aagtaaaatt atcgactcta tatctttaat tctagggcct atgttagggg
  1357141 gcattgtttt tgcagtcttt gatatgaaaa cttttataat tattaacggt atttcatttg
  1357201 tcctttcggc tatatccata ttgtttatca actttaaatt gtgcgagcaa tacataaata
  1357261 aggaaagttc aataagggaa attaatttta ttaaagatat aaaggaggga tactcttact
  1357321 taatggagcg ggaaagctta aaaaatacgt ttcgtatttt aatttcactt aattttttcc
  1357381 taggatttgc tgtaactgtt ccattgccat acattatgaa tacagttctc aatcttagtt
  1357441 ctaaacattt tggtttgatc caagggactt ttccaatagg tatgatagtt ggtgcaataa
  1357501 tagtaaaaaa gataacgaat cgtttttctt attcctatct attgaaaaaa ataagtttta
  1357561 tggtggcaat ttttatgata gtttcaggtg cacctgttct atttaaaagt attgaagtga
  1357621 ataaaattgt atttgtgact atgtactgcg ccattatgtt ctttttaggg ttaatgatag
  1357681 cattaattga tatcccttta atttatttta tgcaaagaga gattccagat gaatataggg
  1357741 gcagagtact tagtattgga ttaagtttag gtaaaatgat gcaaccgata gcactggcat
  1357801 tatcaggtct attattaaat catattccag cctacacgct tccaattgga ggagggatcg
  1357861 tatttcttat tttgaatcag gcttattcaa gtaaattgaa tttagaaatt cattcaaaag
  1357921 ggtatagtgt tgaacgtaat taaataatat tgaaatagcg caggatcatt atcctgcact
  1357981 tatctatcgt aattctactg tttttctaat aacaatctta tcaatatcat cttcttcatc
  1358041 accaataaat aacccgcgtt cttttaaata cgcttcaaaa tataaatctg cttctgcacg
  1358101 ttcatcatac ggttttatag atagaacgaa gcctaacttg ttttgttcct ctaaatgaga
  1358161 agtggagatg taagccggta cattgtgacg taaaaaaagt tctttaactg gaataatcat
  1358221 atctttcatt aattttgtta acatacccat ttcaaactcg aaattaaatc gatctatact
  1358281 acataaatca gcgaatacta caccaataaa acctgtatta tatacttctt gatattctac
  1358341 ttcttcgtta ccgtaaaaat tcttttcgat taaataattt ataaagtaag caacaccgtc
  1358401 actttgttca aaaggcttcg ttgaaagaac aaatccgatt ttcttttgtt tatgtaaata
  1358461 tacacatgac atgtatgctg aaatattatg ttctttaaat agagaactcg ttgctccaga
  1358521 gagaccatct agtacgtgat gcacaatttg aagtttttta cgagcgaaat aataggattt
  1358581 cttttgtaac tccaatgtat caataaagac agagccgata aagcctgtat ttgaaataat
  1358641 aggtgtttgc ttttttcttc ctctgcgctt tgcttgagcc attgtaaaaa tcatcccttc
  1358701 atgtacaatt aaaataaaaa gaacgtttgt tcgtatattt atattttact attaaaacgc
  1358761 tctaaagtaa agggtttttg acgaaaaaac aacaaaaaag acacctgtaa aaggtgcctt
  1358821 aaacgttgta gggaagaggg ttcatcccaa ctatttatat tatgatacag aaacaatctc
  1358881 ttccgtatct tctacatcta aatgacagtc cattgtacga acatcttgat cttcatgact
  1358941 tccgaaataa atagtaattt tcatatgtat cgctccttta ttctaggaat acctaaaata
  1359001 attactagta atgttaatat ttattatata ccactttttt cattccgaca acgttatatc
  1359061 ttatttaatt cttttaggag acaaagagtg atttatagag atatttttat agaaataggt
  1359121 atatttctta tatgttatat ttaatactga aagatttgaa tttgaatttt tatgaaaggg
  1359181 gcaaaatgaa tgaattttaa aaagttacta atagataatt ttacatataa aacttcatat
  1359241 attgcgcggc aggcacaggg aatgaatgta aaagaaacga agggttacat tgctgtcgac
  1359301 tgtggtttac ctgcagatac ttttaatatc attactttac taaacaataa tgtaacggaa
  1359361 aatatcgaga aattatataa ggaggtagta tactataatc aaaagaaatg tccaatgagt
  1359421 gtttggtttt gggacgagaa gctagagggg aatataaaga atgaattaat aaagcttgga
  1359481 ttaaaagaaa cagaacaaaa taccgcgatg gtagcaaact tacatacaat acttccaaca
  1359541 ataaacatgc cagaaggttt tacgatacaa aaagcatctt ctttaggaca aattaaaaag
  1359601 tttggagaag cgttagctag tctatttggt acatcagagg aagggcaata tgtacaagca
  1359661 ttctacaatc aaactgcttc tgcccattta tggaatagtg aaaatatgaa actgtactta
  1359721 gggttttata aagatgaagt cgtatcggtt ggttcattag tatgtacact agatagtatt
  1359781 ggtatttatg atatagcaac gaaagaagaa atgagaggaa aaggatttgg ttctactatg
  1359841 tttaattact tgctgcaaga agcaaaggaa ttaaacgttg ctcaatgcgt attacaagct
  1359901 tcacctgatg gggttaatat ttataaaaag gctggttttc aatctgttgg acaaatgacg
  1359961 gtatttgaaa atcgacattt atttgaataa attatccaag ccaaattgct tttatgtagg
  1360021 ggttaataca tcattatgaa aaagatatat atcgttacaa tcatttgcac ctttatagta
  1360081 ctaggtactt ttatttttca taaagtaaat gaacttaagt acacgaaagc tattaatcaa
  1360141 tcaaatcata taaaaacatt gcacatagag gggcttctgc gtatgcgcct gaacatacaa
  1360201 tagcagcata taaattggga caacaattaa aaggcgatta tatagaaata gatcttcaaa
  1360261 tgacaaaaga tggacattta gtagctatgc atgatgaaac agtaaatcgt actacaaatg
  1360321 gtacagggct agttaaggaa catacattag aggaattaaa gcaattaaat gcaggttcta
  1360381 cttacaataa aaagtatcca aatttagcaa agaaagaata tgaaaatgct aaagttccaa
  1360441 cactagaaga agtaattgaa gtgtttgggc atgacgcgaa ctattatatt gaaaccaaat
  1360501 cacctgatga atatccagga atggaagaaa agttattaga aattatcaat cactatgaaa
  1360561 tacaggataa agttattatt caatcattta gtgaagtaag tttgcaaaag ctacatagtt
  1360621 tacatgttaa tatacctcta gcccaattac tatcttacaa aaaggcagtt caattaactg
  1360681 aatcagagat aaaaaagtat aaaacatact gcatcggtct tggtatgaac tacaaatata
  1360741 ttgatgcagc ttatgtaaag agaataaaga aacatggatt agaagttcat ccatttactg
  1360801 tagataatga aacagacatg aaaaagctaa ttttatgggg cgttgacggg atgtttacga
  1360861 attatccgga tcgattatat tcattattaa agtcttaatt aaaagatact atttttaacg
  1360921 taatagttta tagaaaaaga atccaatact tttattggat tctttttatt tagctataag
  1360981 tgactaactt aaagcagtac aattttgaac ttattaataa aatattacat tgagtataat
  1361041 gttttataat aatcatcaga aagtaacgaa attgtaatga attttaacta cgctttttat
  1361101 attttttgat acactggcta cgagaggaat accgattaat gtaggtaaaa accaaaacca
  1361161 tataggcggc aataaattaa taataggaat atgaataccg atgtttacta ataacgcggt
  1361221 aacggcacca atataagaac ctaacatacc tctaatatgg tgatgaagcc aatttttcca
  1361281 acgttttttt cgtgcaaggt agccataaat cgcaaaagca taagagaaaa ttgctacata
  1361341 aaataaatat gcgattttat cccagtttat aatggataat ataattgcag taagggtgat
  1361401 gaccacatag gatgcatgat atatttcacc ccattccgta tgttttcctt tcttcttttg
  1361461 tgcaaccatc gctaaaatac cggtaattaa gcatattgtt ccaaataata tgtggatggt
  1361521 taaaagaatg ttaaaaatgc tcataataat tcctcctttt ttatttttat agtattgcag
  1361581 tataggagaa aagttgaaac gtattgttta tttacgttaa tatgttgaaa tgaaggagag
  1361641 acttccatgt ttacatctat tacatattta caatcaggga atgacaagca acaaaaagta
  1361701 tatgatgttt taaataaact aaacataatg gaggatttag ctttgtatag ccccgttctt
  1361761 tgcgggacaa ttcctataag aatggatacg cttcaatctg acttagatat agtaatggaa
  1361821 gtacataact ttgatgtttt tgaacaagaa atgagatctt tatatggctc ttatgaaggg
  1361881 ttcaggataa aaaagaaaaa aattaaaaat accgaatcga taaaagtaaa ttttgaattt
  1361941 gaaggttttg aatttgaatt atttgctcag cctaagccag ttcgtaacca aaatgcatat
  1362001 agacatatga tagtagagca catgttatta atgcagcatc cccatataag ggaagaaatt
  1362061 cttcgcttaa aagagaacgg tttaaaaaca gagcctgctt ttgctcaagt attaaacatt
  1362121 aacggggatc cttatgaagc acttatttta ttagggcagg aaatgagatt gtggtaaata
  1362181 agatacataa aaactcctct atagaaaaag aggagttttt gttatgccgt tagcttacga
  1362241 attaattcac tcaacaattt aatcccgtta gtcatttgct ctgaagaagc atatccatat
  1362301 gataaacgaa tataccggtc tgattcttct tcatatatac gtcctggatt taaaagaact
  1362361 ccttttgata gtgcctctga aaataatttc ttcatcggaa tgctaggtat tacctttagc
  1362421 catataaaaa atccaccact aggtatatcc caggtggcaa tatctgcaca atacttatgt
  1362481 aaagctcgta tcattatttg tcttcgttct tttagtttaa ttcttacgtt cgctagatgt
  1362541 tcctcataaa atcctttatt tatccattca gcagcaactc tttgggataa agagcttgat
  1362601 ccataatctg tttgcatttt tatatctgat aatctatcaa taactggttc tggaccgata
  1362661 acccatccaa ttctaagtcc tggggtaagc gtcttagaga gactaccgat atataataca
  1362721 tgtccatgtt tatcccttga ttttaaagga gctgggggcg gtgcatcaat ccataactcg
  1362781 cggtaaatat catcttcaat aataggtaac tgttcctttt cacatatttt taatatttct
  1362841 tttctccgct ctttagacat taatatgcct gttggatttt gaaaacaagg aattgaatat
  1362901 aaaatgtttt tcttctgact gtatttaatt cgttttaata actcgttagg taatataccg
  1362961 tgaggatcca tagatatacc agatagattt atatttgctg attgaaatac atgaagtgaa
  1363021 tataagtaag aaggttgttc aagtaaaatg gttgactctc tatgtaaaag accaattgat
  1363081 attaattgca atgcttgtaa tgcacccgag acgattaata tggaacttgg tgatgcatgt
  1363141 attccaaatg attttacgta tttacttatt gcttcacgta acggataaaa ccctttttgt
  1363201 tcctcatatc caaaatagtc taattcctca cttactttct tcataatgga ctgcatcgtt
  1363261 tctaatggaa aaagatgagg agaaagttcg cctttactaa gatggataag cttgttattt
  1363321 gcttatgctt catttatttc tcgtaccatt aacttgcttg gtttatgaat accggccttt
  1363381 acatattcac tccaatcagg tggtggattt gttgctaata atgaccatgt attattcgtt
  1363441 acaattgttc ctgctccaat tttcccttga atcaatccat cagccataag ttcatctagt
  1363501 gcagttatta cagtgctacg atttacttga aataattttg ctaactgcct ttgactaggg
  1363561 atcttacttc caattgtcca ttctccattt tcaatttttt ctttcatata atctactatc
  1363621 tgccgatact taggcagttt tttgctagtt gtcatcaaaa aactccttcg ttcacttgaa
  1363681 aaataccaag tggttggttt ttacgataaa aaactggttg aagacattgt atcaactatt
  1363741 aaatatgatg aaaagaaata attggtaatt tgaaaatggt tggtttgaag ggggagagaa
  1363801 aacatgaatt ataaaaaatg ggatttacgc attatatgtg ctcacgcttt tacgattctt
  1363861 atatggggat ctgcttttcc agcaatccgt atggggcttg aatcttatac gcctgagcat
  1363921 ctgactttac tacgtttatt aattgcttca gttatacttc ttttgttttc ctttatatat
  1363981 aagttacggc taccggattt aaaggatatc ccagccattt ttatatttgg tgctttagga
  1364041 tttacttttt atcacattgc actaaactat ggtgaaaaaa cagtaaatgc tggatctgca
  1364101 agtttaattg tttcagtcac gcctatagta acggcaatat tcgcttctgt ttttatgaat
  1364161 gaaaaaatga aattaaatgg ttggatcggt ggtgtaatta gttttatagg aattgctttc
  1364221 atatcattta gtcaaggaga tgctattcaa ttaaatagtg gggcattatt tatattatta
  1364281 gcagcgattt cagaaagctt atttttcgtt ttccaatctt cttacttaaa aaagtacggt
  1364341 ttcttgccat ttaccatata tacaatttta tctagtacgg tatgtatgct tattttctta
  1364401 ccaggaatgt atcaagaaat actagcagct cctcttgaag ttaacttgag cgttatatat
  1364461 ttaggtgtct ttccaacagt actcccatat attgcattgg cctatattat atctcgtgct
  1364521 ggtgcttctg aagcaacaag ttctctatat ttaacgccaa taactgcatg ttttgtcgct
  1364581 tggatatggt taggagaagt gccaacttta gtttcgataa ttggcggagg gattactata
  1364641 cttggaattg tgattgttca tataccagta ttaagaaaag aaaaacatag caatttagca
  1364701 aataatcaat ccgtataatg taattaaata atgattttat gatacttttt tatatagttt
  1364761 ctttctcatg ttgataaata taatattttg tatttcagtt aaatattgta tgttacattt
  1364821 tatgtagtaa gcattttaaa aggagctgac aacataatga atggaaaaag aaatattttt
  1364881 acatgtattt ctattgtagg aatcggacta gctagttttt ctaattctag tttcgcagca
  1364941 agtgtaacgg acaattcaat acaaaattct attcctgtag ttaatcaaca agtagctgct
  1365001 gcaaaggaaa tgaaaccatt tccccagcaa gttaattatg caggtgttat aaaaccgaat
  1365061 catgttacac aagaaagttt aaatgcttct gtaagaagtt actacgataa ttggaaaaag
  1365121 aaatatttga aaaatgattt atcttcttta cctggtggtt attacgtaaa aggagagatt
  1365181 acaggtgatg cggatgggtt taagccactt ggaacttcag aaggtcaagg gtatgggatg
  1365241 ataattacag tattaatggc tggttatgat tcgaatgctc aaaaaatcta tgacggttta
  1365301 tttaaaacag caagaacttt taaaagctct caaaatccta atttaatggg atgggttgtc
  1365361 gcagatagta aaaaagcaca aggtcatttt gattctgcta ctgatgggga tttagatatt
  1365421 gcgtattctc ttcttcttgc tcacaagcag tggggatcaa atggagcagt taattattta
  1365481 aaagaagcac aagacatgat tacaaaaggt attaaagcta gtaatgttac aaataatagc
  1365541 cgactaaatt taggagattg ggattctaaa agttcacttg atacgagacc atctgattgg
  1365601 atgatgtcac accttagagc attttatgaa tttacaggtg ataaaacttg gctcactgtt
  1365661 attaataatt tgtacgatgt ttatacgcaa tttagtaata agtactctcc aaatacagga
  1365721 cttatttcag attttgttgt aaaaaaccca ccacaacccg cacctaaagg cttcttaaat
  1365781 gagtcagaat atacaaatgt atattattat aatgctagtc gagtaccttt aagaattgta
  1365841 atggactatg cgatgtacgg cgagaagcga agtaaagtca tttctgataa agtatcttca
  1365901 tggattcaaa ataaaacgaa tggaaatcct tctaaaattg tggatggtta tcaattaaac
  1365961 ggatccaata ttggtaatta tccaactgct gtattcgttt cgccatttat tgctgcaagt
  1366021 ataacaaata gcaataatca aaagtgggta aatagcggtt gggattggat gaagaataag
  1366081 agagaaagct attttagtga tagttataat ttattaacta tgttatttat tacaggaaat
  1366141 tggtggaaac ctatacctga taataaaaag acacaaaatc aaataaatga tgcaatttat
  1366201 gaaggatacg ataattaatt aaaattgaga atggttactt aagaaaggaa ttagcatacg
  1366261 ctagttcctt ttccatctat tgaaggacct ttgttacatg atgtggttac tataagtaga
  1366321 ttagttaact caagtttttt aaatttgcgc accatacagt gaatgtagat acaaacggag
  1366381 atacgaaagg acaaacattt gctgattttt gccctagctt aatatctaaa ggggcccgta
  1366441 tatcattaga aataggtgaa cataaattta ttcaagattt tataaaaatt acgttatagg
  1366501 ttgttgtcga aaaaggaaat tatttcacta cgttgaatta aaaatatatc ctctttataa
  1366561 aggagattat catattgaat atccagttaa aggttgttac gagagaattg ggaagatgct
  1366621 ttaaagctgc aagttaaaga taatcagacg aaatttgttc catctgtagc agtttcactt
  1366681 gctaaagtat atataaaacc agatggggac gctgtagaat accaaccatt tgcgatatac
  1366741 aacggcgatc taatggttgg ttttgttatg catgctgttg taaaagaaac aactgatatg
  1366801 tattggataa acggatttat tatcgatcaa aagcagcaag gtaacggtta tggaaaagcg
  1366861 gcattacaag aaagtatata cttaataaaa aatacgttta aggcgtgtaa agaaattaga
  1366921 ttaacagtac ataaagataa tatctctgca aagaaattat atgaaagtta cggttttcaa
  1366981 ccattgggac atgattatga tggtgaggaa gtttatcgtt tattcgttta acaatgaatg
  1367041 ggaggaataa caattgaaaa ataaatttca tcatattgta cgagctgtta tgataaagga
  1367101 taaaaaattg atagtagctg aatatattgg ccatcattat tttctaccag gtggtcatgt
  1367161 tgaagttggc gaatcagctg agagtgcatt aataagagaa ctacaagaag aacttggagt
  1367221 aaattgtagt ataaaacaat ttttaggagt catagaaaac caatggcaag ataaagaaat
  1367281 gcttcatcat gaaatcaatc atatttttga gatagattca gaagagttac atattgattt
  1367341 cataccaaaa tctaaagaac ctcatttagc gtttcactgg atagattata atcgagacgc
  1367401 tttacatact tataaaatca tgccagcacc ttccgttaaa gagttactag aaagaaaatt
  1367461 aagtgatgaa ctactaaact gttggattag caatttttaa atacctctat taatagtaaa
  1367521 tctgtccagc aaaaagtgat taagaaaata ggctaagaaa caaggtacat cacctagtgt
  1367581 aagttcatat tttgttgatg tacgcattca agtatatagc catttgtttc tactttgttt
  1367641 attaaaattt attaacttta atttttggac ggaatttata ttgataaatg gagggtttta
  1367701 taatgaatca gtttcaacaa gaactacaat cattaaacct taatgattat caaactggta
  1367761 atgttgtgta ttgggatcca caacaaagtc aatatccata ctactatatt caagacgatg
  1367821 cacgtcgttg cggcggatgc ggaggttgtg gtggacgctg tggcggatgt ggcggcagat
  1367881 gcggtggttg tgcaggtcgt tgcggcggat gcataggttg cgcaggatgt ttcggttgct
  1367941 ttaattgctg gaactggtgg atcatttaag tatagaacat caaagctact ttgcttgaag
  1368001 gaaaggtgtg aaaactattt tgcacttttc tttcaagctg taatttttgt gtatatcaag
  1368061 ggggatttat ttgtatacat atgataagtt aatttcttgg gtagaggata ttaaagaaaa
  1368121 aaatcatagt tctgcaacag cactttgtat tataaaagat aacaaaattg tactagagca
  1368181 ttatagtgga tatcactcaa atacatcgag aaatgaaaaa gtaagcgcat cttcacaatt
  1368241 taacgttgct tctgctagaa aaagttattt aggattaatg atagcgtatg cgctttacga
  1368301 ggggaaaata aactctattg atgatgaagc gataaaatat tttaaagact ttgatcatgc
  1368361 attgcttggt aaaacaacga taaggcattt agtaacacat tcgcacggtt taggagaaac
  1368421 gaatgacgga aaaatttttc gtgaatttga acctggacaa tcttgggcgt atagagatat
  1368481 taatgtaaga atgatgacac gtcttattta tcagctatat aacaaaagtt ttcctgaatt
  1368541 gttaaaagag cgtgtgttta aacctgctaa tttccaagaa acaggatgga gaatacagca
  1368601 agatgataat ttagttgcag ttgttgatga tccaaataaa gacgcaatta gtgaaattgg
  1368661 tacagtagat gacggtactg aaaaaaatct gtttgtctcc gctagagaat ttgcgcagtg
  1368721 gggcaacctt catttaaatc aaggtatgat agatgataaa caaattgttc caaaagaagt
  1368781 tataaaaatc gctacgagtt tgcagagtcc aacatatgca aataaagagc taccacaaaa
  1368841 tggcttgttt tggttcgttc aaaatgaacc tgcacaatta agtgaactag gcgaacgtgt
  1368901 accaaaaggc tcgtatcaaa tattaggaat tacgggacca actatattag taatacctga
  1368961 atataatgta gttgttgcga aaatgtataa taaaagatac aactacggcg gtgataatta
  1369021 tttatattat ttacgtgaat ttagtaattt agtcgttgat acatttcgta acagtaatag
  1369081 ggtataatta ctcctataac aaaaaggagt gattgaaagt gaaagataaa gtgaacaaaa
  1369141 ataaaaagca aaatataaaa gatgtaaata cagagcaaaa tgcgatctat agcgatccaa
  1369201 aagatgcagc taatatgcaa acggtaccgc agccgaaaga ttttgatgaa attgaatatt
  1369261 aatttttcgt ttatccgacc atatgatgaa tcaaaaatac atcttaagtc ccatcacatg
  1369321 attgaaaact tttggtactc tatatacata agcatttgaa aatgtcttat cttaacaaag
  1369381 ctttctttaa gtaaatctaa tataacctgc aaaaagacac ttcataatgg agtgtctttt
  1369441 tgtgtacatg aattcaattt ccatttttca tgcagtatct tgctttttat gatggttata
  1369501 ctaactgtga aaattcatgt cacgataaaa gaaggggaca gttagtatga aacaaacttc
  1369561 tataaatccg ttactaattg ttctaggtac aatcattgtt caaattggcc ttggaacaat
  1369621 ttatacatgg agtttattta atcagcccct tgtaagtaag tttggatgga accttaattc
  1369681 agttgctata actttctcca ttacaagctt ctctttatca ttttcaacat tatttgcagg
  1369741 aaagttacag caaaaattag ggcttcgaaa actcatcgct actgcaggga ttgtgctggg
  1369801 actcggttta atactaagtt cacaagtttc ctccttacca ttactatatt tattagctgg
  1369861 tgtagtagtt ggttatgccg atggaactgc ttatatcaca tcactatcta atttaattaa
  1369921 atggtttccg aatcggaaag ggcttatttc aggtatatct gtatcagcat atggaatggg
  1369981 cagcttaatc tttagatata taaacggaaa tcttatcgat aatcttggtg tatcacaagc
  1370041 attcttatat tggggtatta tcgtattact tttagtgtta attggatcgt tcttcttacg
  1370101 tgaagcgatt gtaagtaatg ctgtaactga aacattacac aatgactata ctccgcgtga
  1370161 aatgatggga acgaaacaag tatatctctt gttttttatg ttatttacat cgtgtatggg
  1370221 tggtctgtat ttaatcggta tggtaaaaga tattggggta caactcgttg gacttagtac
  1370281 agcaactgcc gctaacgctg ttgcaatgat tgcaattttt aatacagtag gtcgtattgt
  1370341 tcttggaacg ttatcagata aaataggtcg aatgaaaatt gtctctgcaa cgtttattat
  1370401 tataggtttg tcagtcttta ctttaagttt tattccgcta aattacggaa tctattttgc
  1370461 ttgtgtagca agtgtcgcct tttgcttcgg tggtaatata actatattcc cagctattgt
  1370521 cggagatttt ttcggattaa aaaaccatag tacaaattac gggattgtct accaaggttt
  1370581 tggatttggt gcgcttgcag gatcatttat tggagcgata ctcgggggat ttcaaccaac
  1370641 tttcattata atcggtgttt taagtgttat ttccttcatt atttcaatat taatccgtcc
  1370701 accaaatgca gagaagaaaa atgaactaaa acatttacat cggaaagtag cttaatacaa
  1370761 aaaagagtcc taatataggg ctcttttttg tgtagagaat agagttattt aatttaaagt
  1370821 gaaatgattt gagaagcaat aaagttgttt atttcttgat gaactaagta gcagatgcgt
  1370881 agaatattca tattgtttta taaaggaact aacatgttgt taaaaaacat atagaaaatt
  1370941 acagttaacc aactttgtga tggaacgtgc acttcattca tagatcatta ttttcttata
  1371001 agtttacaat gaaagtagtt ggcttatatt gattacaacc ataatttctt ctgttgtggc
  1371061 attcgctaca acaaatattg atgatatttt tatactgctt gttttatttt cacaagtaag
  1371121 aacagaagta cttaggaaag aagatagagc tgtccgcgaa aaagctatga gaaaaaaact
  1371181 ttatattgct attggacaat atgtggggtt tagtatgatt atttttctaa gtatcgttgg
  1371241 gtctttaagc tcttttttca ttcctgtttc gtggattggg gtattaggat tcgtgccaat
  1371301 ttatatgggt gttaaaggac tattctcgtt tcgttctaac aaaagtaata aagtcattga
  1371361 taaagcttct agttcattat ttaaagtagc tgcgattaca ttagctaatg gagctgacaa
  1371421 tatctcaatt tatataccaa tgttcactag tcaatccttg gaagcaaata tcgttacatt
  1371481 aattatcttt ttttgcatga tagcaatatg gtgttctatt agctacacat tgttaagagc
  1371541 tcctatttta gctaaagtac ttgagagaaa ttgtcatatt atcgttccaa tcgttctaat
  1371601 tggtttagga atgttcattc tttttcgcag taatacaatt gaattattgt acttataagt
  1371661 tcaaactaac ggaattttta agtaaaaaga atcaaacgtg gtaaaaagcc gtactacaaa
  1371721 taaaatgtag tacggctttt ttaagtttta gtgaaatgaa accgtgcact acgacaatta
  1371781 agttagacag gatattacga ttattaaatt gaatagatac tttaaaagga gcgtgatatt
  1371841 taaaatgaaa atagtaaaac agaagaatat agacacgaag gttatggaac caagttaata
  1371901 aaacgtattg aagaatttgc aattgaaaaa gagtgtagcc taatcaattt agatactttt
  1371961 agctttcagg cacctgcttt ttataaaaaa catggatata aagtaattgg agtaagtgaa
  1372021 aatcacccta aagggcataa tcgatactat ttggaaaaaa ggttagaaaa tatatagaat
  1372081 cccaaaatga atcaatcaaa tcataaagag cgtacgttga ataattactt tcaaaatacg
  1372141 ttctttttat ttagaaatga agggggatcg attattacct ttactaagga tagataaatg
  1372201 aaatactcta ttaatttttt tatattttaa aacgattaaa tggtagaatg taacaaagac
  1372261 agaaaattct cgttattgaa ggtggactta gatgaaaaaa gtaaatgtta catatgcgct
  1372321 tttatacgat aaaacaaatg aaaagatctt aatggtaaaa aacaaaggga agaatggttc
  1372381 ttattacaca ctaccaggtg gtgcagttaa attaggagaa acgttagagg aggcagtcat
  1372441 tcgagaagtg aaagaagaaa ccggtctaca tataactgta aatggtattt gttacattag
  1372501 cgaagctttt ttcgaagaga gaggacacca tgcaatattc tttaattttt taggtgaaat
  1372561 aatcggaggg gaaacaaata taacaaggcc aaaagaaatt gaagagatta cttggatgga
  1372621 attacatata gcatcaccgc atttacgtat accagaacat ttagtaaata tgttaaaaaa
  1372681 gaaagaaacg gtaccttact tttttaacgg aactatcgtt catcaatctt cataaaaata
  1372741 ttatttcatt ttaggtgggg gaaaagatgg agtttatcgt taatcacaaa cattttacac
  1372801 aagcactttc agatgtaagt aaagcaatat caacgaaagc tataattcct atattatctg
  1372861 gcataaaaat aacagcagat caatctggga ttactttaat cgcaagtaat tcgaatattt
  1372921 tcatcgaaaa atttatacct agtgctatag atgacgaaca aattacgact atcttacaag
  1372981 caggaacaat tgttgtacct gcaaaatact tcattgaaat tataaagaaa atgccaagcg
  1373041 atatagtaat aaaaagtaag aatgagcaaa caattaccat acaatcagga gaaatcacat
  1373101 taaacttaaa tggctttcca gcgaatgaat ttcctaacgt accacaaata gacgatcata
  1373161 cagaaataca aatagaaaca aaacaattga ttgatgcgtt taaacaaaca gtctttgcag
  1373221 tagcgaaaaa tgaatctaga cacgttctta ctggcgtaca tatcgagtta gaccataaca
  1373281 aattaatatg cgctgcaact gactctcata gattagctat acgtgaaaca ctaatttcta
  1373341 ctaatatgaa agcgaattgt attgtaccaa gtgcaaccat taatgagctt ttaaaattaa
  1373401 tgaacagcaa tttagaattc gtttctattt atctatcaga aagtcacatt atttttacat
  1373461 tcggcacaac tacgttatat tcacgactaa ttgaagggaa atatcctaat atttctactc
  1373521 tcattccaaa tgaatttcaa accgtcatta acatagatag acaaagaatg ttacaagggg
  1373581 tagatcgatc aagcttatta gcgagtgaat gggcaaataa caatgttaac ttagaaattg
  1373641 taaacgaatc tacaattcaa atttcttcta acgcttctca gatcggaaaa atatctgaga
  1373701 agcaacagat agatgtaatt caaggtaaaa aacaattaaa tatatctttc gatggacgat
  1373761 ttatgttgga tgctttaagg gcaataaaag aagaaacggt tactttaagt ttcagcggtt
  1373821 ctatgagacc aatattaatt gaagcaggga cacaatctgc agcaatccat cttatatctc
  1373881 cagtaagagc ttattaaaaa cagaggaagg aatcacatta tgtacaaaca cactttatgt
  1373941 ttcataaaaa gaaatgaaga gatacttatg ctaaatagaa aatatgaccc tgtaaaaggg
  1374001 ttatggaatg gtgtaggagg aaagatagaa aagggagaaa cacctctaga aaatgcaatt
  1374061 cgtgaaataa aagaagagac taatataaaa gttacgcatg atcaaattca atttaaaggc
  1374121 attattaaat gggaggattc ttcatattct ggcggaatgt atgtttatct agtagagtta
  1374181 cttcatgaat ttacatatca cactccaaaa aaagtctcag aaggaattct agattggaaa
  1374241 gagatttctt ggattctaag tgactataat tacggcgtag gagagatgat acctaaattt
  1374301 ttagttgaag tgcttcacaa tgaattaata ttagagcaca attttgtttt atctaatcat
  1374361 aaattaatag attataggaa taaagaatta gctaagcagg ataactctat agataatata
  1374421 attccattat aaaaagtaag aatcgtaatc tatcatacac aacaaagtaa ttatcaccta
  1374481 aatataaaag ccatagatta ttcgaagagt agctaaggag aaaatttata tgaggatgag
  1374541 tgtgatgaag aaaataatta ttatactcgt aggtatcgtt ctaattacta ttgcttttta
  1374601 tcaatacaac caaaaagatg gtttagctaa aaatgataag gtgtatgtag aagactttaa
  1374661 aggtaaaaat gatacaaaca aaatacaatc tgctattaat aaagcagaat ctagtaaaat
  1374721 taaaacagta ttgcttgatg ataagaagta taaaatcacg tcaccaatcg tagtgaaaca
  1374781 gggtgtaaag ttattatttg gttatggaac acaatttgtt gttgaaggta attttaaagt
  1374841 tctagaatta gaaaaaaacg cgtctattga aggagcttat atagctatag acgatcctac
  1374901 atttaattct gaagttatat atttagacgg caaaaataag tactataaca cttggcacaa
  1374961 aacacaagtg aaagatataa atataatcaa ttggacagaa acgaataaag gtactggcat
  1375021 ttctttgtat tctggtgggc aggaaaatga aatttcattt attaattttg aaaatataaa
  1375081 agttgtaggg atggaaactg gtgtgaaatt agtagcaaag aaaccacaat ttggacatgc
  1375141 atggataaat gccaaccgtt ttatgaactt ctctcttgaa gattgtgtaa atatgattta
  1375201 tatggatagt aatgtaacaa cgccaaatga aattagtggt aatcaattta caaaccttca
  1375261 aatacaacct tcaaataaaa cgaaaagtat tgtaaaggta agtggacagc ataacgagtt
  1375321 ccatggaatg gtgtgggatt tacagaaaat caattacgaa aacgaactca ttgaactaac
  1375381 tgataagagc atgaatacat tgattaaaat gtccagtgta ccagaaaata gaattttaga
  1375441 tggcggaaaa gctaatatag taaagtaata attttattta tgaatttact tctaaaaagc
  1375501 agatagaaat aaaattctag ttttagacag gagattcgat atgtggacaa caaatattat
  1375561 caaaactcca agaggaaagt ttgaatattt tctaaaggga gaaggacctc cactttgcgt
  1375621 tactcatttg tatagtgagt ataatgataa tggaaatact tttgcaaacc catttactga
  1375681 ccattatagc gtatatttag ttaacttaaa gggatgtggc aattcagatt cagcaaaaaa
  1375741 tgactctgaa tatagtatga ccgaaacgat taaagattta gaagcgattc gagaagcttt
  1375801 atatattaat aaatgggggt ttgctggtca ttcggcagga gggatgttag ctcttgtata
  1375861 tgcgactgaa gcacaagaaa gtttaacgaa aataattgtt ggtggcgcag cggcgagtaa
  1375921 ggaatatgca tctcataaag atagtatata ctgtagtaaa aatgtgaaat ttaatagaat
  1375981 cgtatcaatt atgaatgcat taaatgatga tagtacagta caagaagaaa gaaaagcatt
  1376041 aagtagagag tgggcactta tgtcttttta ttctgaagaa aagcttgaag aggcattaaa
  1376101 attgccgaat agcggaaaga cagttggcaa tcggttaaat tattttagac aagttgaata
  1376161 taaagattat gatgttcgtc agaaacttaa attcgtaaaa atcccaagtt ttatatactg
  1376221 tggtaagcat gatgtacaat gtccctacat attttcttgt gaaatagcaa atttaatccc
  1376281 gaacgcaaca ttaactaaat ttgaagaaag taatcataat ccattcgttg aagaaataga
  1376341 caagtttaat cagtttgtca acgatacatt ataatcaata agtaaaaagc gaatctttta
  1376401 tataagacag attcgctttt tattataatt agactttttg ccaccaagca tacctaggat
  1376461 agtctgtaga ttttaacgta atagattcgc caatttgagg tgttgtaatt ttaactccta
  1376521 aacggttcgc ttccttcgta acacgttcta ttgggtcact ccattcgtgt aatgctaatg
  1376581 taaaagcacc ccaatgaatc ggaagaagta attctccttt tacatcaata tgagcttgta
  1376641 ctgtttcttc aggtaacata tgaattgcag accaccttgg atcatattgc ccgcattcca
  1376701 tcaatgtaag atcgaatgga ccatatttat caccaatttc cttaaagtga ggggcataac
  1376761 cgctatcacc actaaagaaa attttagtct cttgaccaag aataagccat gaacaccata
  1376821 atgaacaatc tctatctgtc atacctcgtc cagagaaatg ccttgcagga gtacatacta
  1376881 acttaatatt atcaaacgca atttcgtccc accaattatg ctcactaatt ttactaggtg
  1376941 aaatacccca tttaataaga tattgtgcaa ctccagttgg aacataaaag tgctttgtgc
  1377001 gatcttttaa ctgcataata cttttataat ttaaatgatc atagtgatta tgagaaatga
  1377061 taatcgcatc aatttcttga aggtcttcac gttctaaaga aaaggtaccg ctataacgtt
  1377121 tactattaaa cagaggaaac ggggaagagg tatctccaaa catcgggtct aataacaatt
  1377181 ttttaccttc tatttttaaa agagaagcag aatggccaaa ccatgtcaaa ctctctaaag
  1377241 attcattatc tttatttgat aaaacaatcg gtaaattctt tataggacgt agctttgtct
  1377301 tcgtttttaa gtaatcagtc attaaaccta taatatcttt cggtttaaaa cttacatcag
  1377361 tatgaatttg atttataaat ttctttttca ttcgttctcc tttttacgtt taacactata
  1377421 cgtatgttgt tattgtagct atctgtagtt taaacgaaat cattttacct ttcaccttaa
  1377481 atacagtaca tttcataaat ttgtcaaatt cattatttgt gtatataaaa tgtaaatcct
  1377541 acagcagcag ataaaaggaa tatgaagtaa atgtaaattg ttttaattta gtaaagttct
  1377601 tcttataagt aacaaagaac atatgtttcg ttgtatgtta tagaagaaaa tatgtctcta
  1377661 attattaaag ggaaggagag gatgtaagtg caaatagaga gaaaaaagaa atcaaaatgt
  1377721 aaactatcaa aacctgaaat cattcatctg tatgcggaag ggaagggtac ctcagaaatc
  1377781 gctatgcttg ctaacgtatc tgcaaggtat attcgtatgg ttctatcaga cagcaacgtg
  1377841 ccaaggcgcg ctatagggag ctggaagaga aagtatgaca taacagaaga ttattttaaa
  1377901 acgtggtcaa ataacatggc ttatatttta gggtttatag cagcagatgg tgttatacaa
  1377961 aaagaaaatc aatgcgttag tgtatcacaa aaagaaagtt atattttaga agatataaaa
  1378021 aacgaactaa aaacaactca gccgctatac caaaacaaaa aaacaggtgt atatatgcta
  1378081 aacattaata gcaaaacaat aaaagacgat cttatgaaca ttcacggaat taagccatgt
  1378141 aaatctttta acattgaatt tcctttcgtg cctgaagaat atttacatca ctttgttcgt
  1378201 ggatattttg atggggatgg ttacgtcaat tatgaaactt atacagttag tttcgtaggt
  1378261 ggatcatata attttatgaa ttctttacat caaatccttc aaaatcgcaa tttacgagcc
  1378321 gattcactaa atcaaaacaa acattatcgc gttattttat ctggaagaaa atcaatacaa
  1378381 ctattttcaa attggattta taaagacaaa gatatttatt tgcatagaaa atatgaagtg
  1378441 tttcagaaag agagtctgag tttagaccaa ttacaagatc gaaaattaaa acaaactcaa
  1378501 actgccgtta aacaaagaaa acaaaatttt cttaaagaat atatgaaaaa taaatgtagt
  1378561 gctacagctt gctctaattt aaaaataagc gaatccactt ttaaacgttg gttaaaaaat
  1378621 gataatcaat ttaaaaaaga ctatgaaaga attcattcat tataaaaatg caagaaacct
  1378681 tagtatatct atgctaaggt ttctaacttg atattattag aggatattta ttttcgttta
  1378741 tagaacttag taaatacata gattttacaa tgaatttact cgtaagggaa ggaatatgaa
  1378801 atgcccacta ataatagtcc ggagaatata ttacatacag cttatgaaac taaaatgatt
  1378861 tcatctggag ataattcgcc atctataaaa ataaaaggaa cgaaacttca atatttactt
  1378921 gtattgattc atcttggttt tgagtcaaat gctataaaaa tgatgttaaa ttggacgaat
  1378981 gatgaatttg aaaagcgcgt taatttatta gaagcagagg ggctattgaa acaaatagga
  1379041 gggaggtact atccaacgtg tatgattata acagcttgtg aaggagaaaa gctttataac
  1379101 ctttgtgaac ctctaattaa accaacactt aagatctttg aaaactattc aagtcatatt
  1379161 gaagatattt caaaaagaat cgacacgttt aatcatttat ctaaagaatc ttatagtctt
  1379221 ttattgtata gtggtgtgtt attagatttt ggacaaataa attacattga agaaaactat
  1379281 ttaaaaaaga aacgaccttt aagaaataag aaacgatatt attatgcaat tcaagaacaa
  1379341 gaattaacag atatagaggc tttcgggatg tatggtaata cgtatttaga tttaggagaa
  1379401 gttcaaattg gtctttatgg aaattctcga tattcaacat taaatttaat tacagcagat
  1379461 aacgaaacat ttgaagaata tttccaaaac actaatactg atattaatta taagaaaaaa
  1379521 caattagtaa aaggtttcgt agcagcagat agacaaaaaa acttacattt aaacgtagtt
  1379581 tacgaaaaat taggcttata tcaaaattca caacctgtta tccctgtatt taaatcaaca
  1379641 gacttattta tacttaacga aattgcaaac acaatcagtg aagatttagt cttattattc
  1379701 aacgaaaacg ataaaccttt aaaacaatac tttgccagca gcagatactc aaaagaaatt
  1379761 acttatgaag agttttttat ctggtggtat cactttttct atacaaaagt aactgaagaa
  1379821 ttaataaaac aaggtgtaat tataacaagc acccaaaaaa atcaaacgta cataatccat
  1379881 caataatttt aaattaaagt gctaatatac ttttacaaat gtagcagctg aatgataaat
  1379941 aagggataat ctgaatttaa aatctaatat aaagaaaata agatattcaa agaggagaag
  1380001 agccatgcaa aagaaattta tcaatccaaa aacgatgcca ccaacttttg gatactcaca
  1380061 tgtagtggaa gctagtaacg ctaaacgaac gatttacata tctggacaag tagcaattaa
  1380121 tacagacggt caaattgttg gaattaatga tttagctaca caaacacgac aagtatttga
  1380181 aaatattaaa atcgcattag aaacgtcaga cttaaatttc aatgatgtag taaaattaac
  1380241 atttttctta acagacattt ctcaaatggc cattgttaga gatattcgag atcaatacat
  1380301 tgacactaat aatccaccag caagttcagc tgtcgaagtt agaaagttaa ttaacgataa
  1380361 cttattaatt gaaattgaag caattgctgt agcaaactaa ttttaaaaac gtattcgcaa
  1380421 tcatatcaat acaattcgtt taaaatgaac acattaaacg aattgtattt tttattattt
  1380481 aaagtctaat ttatatagcg gataaagcga ataactacac aatcagtcac atattactaa
  1380541 ttcgatgaaa aaggggaccg taacaccatt aactaacatt taataagttt attattttta
  1380601 gtaagttaac ataatatata ttataggcag ttatagaaac aaagcaatat caggtatcaa
  1380661 aatccaagta aactatactt aatgagacga aacagagatt tttagtgaga ttcacataaa
  1380721 atcttattta aacgcattta tacagttttt tatctttttt tagttataaa ttcatcacag
  1380781 caaatcttaa ttgatgattg attaagattt aacgaatcaa aaacaatttt gatcagtaat
  1380841 aatttttatg cggaaaaatc ttttttacaa aatataaatt aataatttta ttttatgttt
  1380901 tactttataa atttattgct atttacacac gttttacaat tttacattat ttcttgttat
  1380961 ttctgttatt tacgcttgac ttttattatt cctattattt tacactctag ttaacataat
  1381021 gtttattttt aacttaaaaa aatctccctc accttcagga agatttttta gcttgctagt
  1381081 atttcagtta tatactctta atagcaatcc cagttgtaaa taacattgga aaaatttaga
  1381141 tttaacaaat cttctttttt aataaagaaa ttagcaacac cagaatctcc ccacataata
  1381201 tttaatgagt cgtctgtatc gatttgcagt aataatatat catgttgttg gtatttttct
  1381261 tcccattctc tcggatctgt ctgtgtgaaa aatggataac caccaatttt atgtccgaaa
  1381321 tctttacata aatcatcata cagttcgcct aattctgtat tattttcttc atcaacaatt
  1381381 tcttcccaat caatatcctc actaaacatc ttttcaaatc gataatctct agatgttatg
  1381441 ggttgataat ctaattcaaa ttgtaatttt gctgcttcag gtatgataaa gtcttctaat
  1381501 tctaaagtgt ttaaataact aaaatcagta attaccttat ttaaatcttc tataattgta
  1381561 gaatgataaa taattcgaaa gtctttttgg attgttgggt gatcaaaatc tgctccataa
  1381621 agctcatcat cagcacttac gaaaaactgc aatattcctt ttttgggcat atattcaaca
  1381681 tgcggaattt cttcaaagtt taactgcgca agtaacatca taggttgtcc atttgaatct
  1381741 ttaggatgct cttgatttat aggtaaatac ggataaccac caaacttact ctcaaaaaga
  1381801 gttgtctctg cttttgttcc agccacttta atatacggtt ttacactttc ttctaaaata
  1381861 gtacgatact gttctagttc tttcggaatt tgaagttgat acgtattttt catcacattt
  1381921 gcctcccttt cataatgaat tgaaaatgtc ttacttaatt atatagcaag aaatagcttt
  1381981 attaaaaatt gttaaaagtc cgttttcacc ctcgtttttt gcgcacttgg tggacaaagt
  1382041 aggttatgtt ctaaaacctt tttattaata gttcgagtta aatccgctgc ttctgcagta
  1382101 tttgtatttt cttttagttt ttcttttaag tcatcaattt cctttgaaag ctcaatccac
  1382161 ctaggtaaaa catgattatt tttcaaagtt ctatacagtt gcttttcagg attgtacgaa
  1382221 aggtctttat caagattaag aggtttccct ttaccaggta aatgatcgaa agcccctttc
  1382281 ttttctgcct ctttaacgat agaactaata tgatcctcat acgtatagga ccaaactttc
  1382341 tcatctttta ctaaaatctc ttgctttttt agttttttat ctagttcttc ttgattcata
  1382401 gattctctct cctttttatt ttttagtgtc gtttttgtaa gttctaatgc ccttaatcca
  1382461 tcgaatagct tttctcgcca ccacacgcta tcatgtccgc cttgaaactc ttcataagtg
  1382521 gtttgggtat ttcttttctt ctaaagcttt atgtagccgt ctattagcct ttaaaagaga
  1382581 ttcgttttca agttcaccta ctgctatgta agaattgaga tgagtcgcat tagaatctat
  1382641 tgatgaaatt tgattttcaa tccaaggaat tgtattttca taatcatcct ttttccaatg
  1382701 tacggatcca gacattgaca acacatttcc gaaaatatgt ggattttgaa gtgctacata
  1382761 aaaagcggct aagccaccaa ggctgaaacc agcaattgtt gtatgttttg ctttttgata
  1382821 cacatgatat ttagtttgaa tccatggaag taattccttc attaaaaatg tattcatttt
  1382881 atcgttataa gttagctctt ctaatcgatc aacaggatct atagcaacag caatacaaga
  1382941 tgggatttct ttttcgtaaa ttaaataatt aagtgttttt gtgattgaaa ggtcattaat
  1383001 gaatgaattc ccatcaaata caatgagaag ttcttgaaga tgtgaagtgt gagaataatc
  1383061 atgaggcgta taaatatgaa gtttacgtgt gttatttaaa atcgaactat aaaaagaata
  1383121 tgtttcaatc tttccagatg gataatgatt tgaaggaaaa cgactgctat actgcacgtc
  1383181 catatctatt tttaacacag acgctttatt ggcaccttct ccaaatacat tttcattgaa
  1383241 tgggtctagt cggtactgtt cactacgctt tatccaatca tttttgaaaa aatcatttac
  1383301 tgtaaaataa taagttgaaa taaacctctt attcgtccta aacgtaacat accaaatatt
  1383361 tgtctgtaat aatcgttgta attgatttac agacagatcc caaccaggaa aactaccgac
  1383421 tacataaaca ttttcagtat tttgatcacc taaccatata tacgttataa gtttatactg
  1383481 attatctata ggacattgtt ctactagtgg tgtatgattt gacttgattt catgcaaaaa
  1383541 agtataaaga gctttttcat ttccgttctt taagtgattt ttaagcttct ctaatttagg
  1383601 actgattatt gtagtcacct ctcttcctcc tttgtagtat tctatatgta gttttctcat
  1383661 tagaatccct atataaaagt agtcgtaagt tatgtgttta gagaagttat tgattagaaa
  1383721 aatgatcaat tgcttgaata gaaagttcca atgattttat tcttctttct aaaagagttc
  1383781 tttgaggact cccgagcttt gacttaacat aaatcttttc aattgacgga agcaaaccaa
  1383841 ttataacatt tcgagcgtct gctaaatcct cttgcgtgta atgatgggtt tcttgattcc
  1383901 aaatactttc taacatagct aagccgatac tagctgcttt gagtcttttt ttcactaaag
  1383961 tagtgtttga gcctttttga gtcatctgag atagtgcatt ttcaagttta cggattgttg
  1384021 actgtaaaga tttaattgat tctactttat ctacatttga tacgttttcc atattaaacc
  1384081 tgtcccttct tcatttctaa attagttttc ttgatatttg ataataccat taagaaatga
  1384141 attttactcg aaatatttga atttgagttg gacatgaatt gaaagggaaa caactaacaa
  1384201 acttctctct cctccctcac acatattcta tatgtacttc ttttttctcg ttaaaatacc
  1384261 tacatagata agttgtaaat attgtatatt ttatgaacaa aaaacgtaca agcagcatca
  1384321 cttgtacgtt ttaattttta ttcagtaaga taataaagta atagcttacg ggtcttttca
  1384381 taattcatga aatctctata taaaatggga tacttcataa tctctgtttc tagaaaacaa
  1384441 tattgtggaa accattcaaa aaacgatttc tttagccatt ttatttgatt gaacacaatc
  1384501 ttctgttcat tgttattaag tacgtaactt aaagtacctg ctgtatgcat ccaatagtaa
  1384561 tttaaatcag cacttataca atcatcttct gtaaacatat tattaaaatc ttttcgtatt
  1384621 tttcgaatgt cacaattcgg aaacggttta tacagtggac tatgcatttt ctgcaattcc
  1384681 ttaaaaataa tttgttttcc taacttcaac tttccacccc tttatttctc tatccaattt
  1384741 aataagtttt cataatgata ttgagcatct gtatagccaa gattatataa attaacgagc
  1384801 ttttctttac ttctttctat tccgcttatt ggaagctgta cgctaggctg aataatataa
  1384861 aagttgtctt tttgttttat ttgatgcata taagatatcg tctcattata aaaacgataa
  1384921 tgttctacta aagattgtgc gatattcgga tatttcctat ataaaatttt agctaggcct
  1384981 gaaaacttat tacgctgctt ctcatatcct tctggttttg tcataattac aacattcttt
  1385041 tcataaccat cagtttgcgc ttttaaaacc ggtataggat ctataatccc tccatctagc
  1385101 aatttgcgat tatcatattc tacaacaggc gctataaacg gcactgagct agatgcacga
  1385161 atgattttta aaatatcatt tccatgttct gctttattat aataaatagc ttttcctgat
  1385221 tcgcaatcag tcgtccctat aacaaactgt tcatttgagt ttaagaaagt ttgaaaatca
  1385281 aatgggacaa ttttattagg tacttcatca aataaaaagt ccattccaaa taattcgcgt
  1385341 tttcgaatta aatttctata agatatataa cggtgatctg caactaactc tgtatttact
  1385401 tttttatttc tccctttttg acgtgacaaa taagttactc ccatacaagc tccagcggat
  1385461 acgccaacta cataaggaaa gaattagttc ttttccataa aatattcgag tacgcctgcc
  1385521 gtatataaac ctttcattcc tccgccttct aatactaaac cgatattttt catgctatat
  1385581 ccctctgctt cttttttctt acttacatat tagcataaga tattaagatg aggttatata
  1385641 aatcaattgc aataataacc agaaactact aaagtaatat cataatttct tagtaaatag
  1385701 catggtacaa tataattaac acattccaca aataatggag gaggaatttc ctatgggttt
  1385761 atttagcggt attttaggaa atgcatcaaa tgcgagtaca gaaagtgtag aacgtgattt
  1385821 agagaagatt atgttagatg acgagaaagt agaacatgct tataaattaa ttcgtgattt
  1385881 aattgtattc acaaatcgtc gtcttatttt agtggataaa caagggatat caggtaaaaa
  1385941 aacagaatac cattctatcc cttataaaag cattacacaa ttcagtattg aaacagctgg
  1386001 gcattttgat ttagacgctg aactgaaaat ttgggtatct agtttgagca cgccaattgc
  1386061 gaaagaattt aaaggtgacg atagtgtttt aagcattcaa aaagcgttgg taacatatac
  1386121 gacgaaatag ttgatttttg catgtttatt cattttaaaa attactgatc cgattatttt
  1386181 ggaagaatat acattaaagt tgtatattta atctaaaata acataaaaag gtaaagcgta
  1386241 ttttaaatgc tttacctttc ttttttgtaa tgaataagtg tagttttatc atttaatttc
  1386301 tttattactt ctgttctttt ataccccatt ttttcgtata gaaaacaatt tctttcttct
  1386361 tctaaaatcg tagcaagttc aaaactttgt gcttctggaa acatctcttc aattaaaata
  1386421 agtaccttct gagcaattcc tatcccttga tagattggat gaataaacat tggactgatc
  1386481 caaaatttat aaggtagttc tttttgagat atacatatcg ctccaacaag tcttgagtct
  1386541 attatcattt tataaaaatt actgctggga ttatttattc taaatatagt tttttcaata
  1386601 gattcatttg ctgggtttgt ttcatagtct ttatatttat ttaataaagg gttaaatgag
  1386661 tctatttgca tttgaaataa aactgctgca tcactttctg ttgccttctc taatataatt
  1386721 ttcatgttac caatttagtc gttttcttaa tgaagttata tgagctgtat gatgacgtcc
  1386781 gtgccatgcg tatagtccta ttgcagcagc aagttttgtt tcaccagtat ctggatggtt
  1386841 aaatgtcttt tctagatctt caagttctaa agaatataaa aggttaaccc atcttttatg
  1386901 taatgactct aacattacta gtgaaacatc tactggtaat ttagaatcag gtaattctgc
  1386961 ccacttctct tctttatatg gtttaatcgt tggattcttt tctgttagtg ctaatttaaa
  1387021 acgtatgtag ctattcatat ggctgtcaac gacgtgatga actacttgac gaactgtcca
  1387081 tccaccaacg cgatacggtg tgtctaactg cttctgatct aaatctttaa ttgccttcgt
  1387141 tagttcatta ggtaaatctt caatttcttg aatccatgta tctatcattt cttccgttat
  1387201 aggacgtttg tatgtaaatt gcccaattgg ataacgtaaa tcattcatga ataagtcccc
  1387261 cttattataa gcgcgaagta tttctccaaa tataatgtac aaaattcaca tgttccccat
  1387321 ttaattgtac agatgttgta tctgcttcgt tttgataaga agaaaatccg cttttttcta
  1387381 gtacaatttg tgatgcaaga ttattagaag ttgttttagc atggacctca ttaattttat
  1387441 tatttttcgc tacatctaaa attaatttta cagctgcagt tgcaactcct tttttagtaa
  1387501 atttttctcc gacccgatac cctagcgaac taattcgagt ttctgtatct atatctacta
  1387561 aatttattcg tcctacaatt tctttttctt cattacgaat taaataaaaa taagaatttc
  1387621 catctgcctg ttctattaat aaatcgtcta gtagtttttg gaaatattca aattcaaaat
  1387681 attttgagcc acgatttggt accattgttt caaaaaagat ttattcgtaa gttcaaacgt
  1387741 aaataaatct ttagcatcgt gtttctttaa ttgttctatg tatattttca tttcgattac
  1387801 cccttctata tctactaact gttatatatt cttttttaat caactatttt cctgctattt
  1387861 cttttgtttt agtaacacag caagtagcac ttttggatga aataggtgaa atggactacg
  1387921 aattaaattc atcactttta ctaatcgaat ataaacgtca gaatcagttg cagatagttg
  1387981 atatatttgt ttcgtatacc atagttgaaa tttttgcttt atcgttaatt ctctttttag
  1388041 ctgaggatga cgtgatattt ccgttgttgt catttcccaa ggggtttcta ttatagtagc
  1388101 tgccttttta taaaattgtt gtgtaaatgt tttatcaagt tgttttctac cttgcagaag
  1388161 taattgcaac tggcgagctt ccatagcagc aacggaaaca ccttgaccga aaacaggatc
  1388221 aaaacgacaa tgtgcatctc caacgactaa taatccttct ggcatatttg tagtgagatc
  1388281 aaatctccga cgtacttgat aaggaatttt atacgttttg atatctgaaa ttgccacagc
  1388341 tttgttaagg aaatctgtaa cattagaaat tgatagattt tcagcaaaat cataaaactc
  1388401 atcatctgtt tgtggtgctt tctcatttgc gtatccactg aaagtaacaa aataacgatt
  1388461 atcttctatc gtttgaataa gaacgccata aggattatca gggaaacttg gagacattag
  1388521 catattacag cagtctaact cctcattttc tttaagtttg aacattttcg ttgcgtaaaa
  1388581 taaattaata cgcactttct cttcttgtac ttcaatttcg cattctcgta accactcaat
  1388641 actttttgaa ctaaatccac ttgcatcaac tacaagatct gcatgaactt cttcttgtgc
  1388701 gtctgtctct aaatgtttaa cttttactcc acacactttg ttaagctttt catctaccaa
  1388761 taacccttta accaatgttt catagttaat agtaatattt gaaatttgat gtattcgttt
  1388821 ttggatattc cattctagca aaggacgact ttgttgaatc atatgtactt cccctatgaa
  1388881 tggctgtttc cataaaccaa attgatgcca ttttaaatca cgagtaaagt tatttacgat
  1388941 actacctgct tctattaatt catccgtaat attaggaaac aattcttcaa ttgcgttttc
  1389001 tccacctttt aataacacat gaggatgatt actttgtgga actctttttc tcgaagactt
  1389061 tccatcccat ctttcatcag cttctataat gattacttct ttaaaagaag ttgataatgc
  1389121 ttttgctgcg aactttcctg ccatacttcc accaataacg atagccttat taaacatgtt
  1389181 ttcctcctta ataaaaagag accctgcctt atatgaatga aacaggatct taaacgaatt
  1389241 aacttcttta tcattatact taaaatacat cagtaaattg caacgctaaa attaaaatac
  1389301 ctaatcccca tacgtaatac gcgaatactt ttaaggagtg acgttttaaa tattgaatca
  1389361 tccatgaaac ggctatgtat ccaaaaaacg ctgctgataa cgttccgata attaaagatg
  1389421 tactagaaat agattctgct ttcccttgaa aaacatctgc aaattgcaaa atgattgctc
  1389481 cgacaatggc tggagttgat aataaaaaag aaaagtaagc cgcagtttcg cggtctaact
  1389541 tcctccataa tgcagcgacg attgtcatac cagaacgaga aattgccgga aaaatagttg
  1389601 ccgcttgaaa tgaaccgatg ataaatgcgt ctttatatgt aatgtcgtcc atttttttac
  1389661 gaccattctt ttgtttatct gccatgtaga gaaagaatcc tgtcactaaa aactcccaac
  1389721 caatcgtaat acctgttttt gaaatatcct caaaaaagtc tttaaataac aacccgatta
  1389781 caactgcggg tatcgtcccg acaataagta ataacatcag ctttgaaaac ggatttttga
  1389841 ttaaatatat aaattctttt ttgtaataaa taaacaccgc aagtaaagtc ccaatatgta
  1389901 gcatcgtatc taaaaacaat cctgcttcat ctaattgaaa caaatgcctt cctaaataaa
  1389961 gatgacctgt gctacttatc ggtaaaaact ctgttaaacc ttgtatgatc cctaatataa
  1390021 aagcttctaa ccaattcatg atggtcccct ttcttgtttg cttgtaccaa ttatatgaag
  1390081 gttaaatttt cgatatgaaa aaaactatat ttctctatga atttactttc aattcatgga
  1390141 tatatatgta aaaagggatg aggaggctta ctatgcggaa acatacaaaa ttcggcaatg
  1390201 tattactgtg gataggacct atccttgtat ttgtagggtt atgtatgaca aacgttattt
  1390261 ctgatattcc tttctttttt ggaaaacata aaacaattgg aattgtactt atatgtatag
  1390321 gtgtagtttg ttttattgct gctaatcatt tgaaaaaagg agggaaatat gaggaataat
  1390381 tctaaataaa aaacaatccc agtatatgta ctaggattgt ttttttattg cttatttata
  1390441 gaatacttta tcaacgttat attttgcttt gtattcgtta atgatatatg tttcgtaaat
  1390501 ttctctttct gttggatctt ctacgataca tgcatcaatg cggtatactt catcacggtg
  1390561 atttttaatt ggtgaaacat tgtcttcgaa atgcttctta atacgttgtc taattttacg
  1390621 agctttacct acgaaaagta gttcgtcatt aatattgtaa aacataaaaa tgccgccttt
  1390681 atctctaggg aacaagtgga agtcgataaa accattgatt ggcgtaattc ttggctcgtc
  1390741 tcctctaata acttgtttac gttcagtaat tgtaacatca acttcaggga tactaatttt
  1390801 aatcaagttc attcacgtcc tcttttatta taaagataaa taatagcata catatgtaag
  1390861 aaaagctacg ttcaaagcca tatttcattt tataattcaa atattatagg tgtatcatat
  1390921 aaactcttct tccaaatcat atgatcactt gattctcccc aataatcctt tagtacataa
  1390981 ctaggctctc caaacttctt cgtccatata ctttgcgctt ttttgtagcc actatctaaa
  1391041 cagtattctg ttattcctct gctaagtaac gtaagaaaca ttgtatgtag taggaaactc
  1391101 ccgataccct ttttttgata ctccggcagt ataaaaacag ttcctatttc atacaaatcc
  1391161 ttaagtacac cgcctgtaca actattaatc aatgtacttg ctggaccaac ttcgattgta
  1391221 ccaatgattt tatcgttatt tgtatctatt gctaataaaa agtaacgttt ttctccatta
  1391281 ctatcaaaat cattttttaa atattgcttt ttcgtgttaa tttcattctc tatgtcatct
  1391341 gataattgtg ataaaccttc gtctttaaag gtattcgtaa taactatacg aaaaaatgag
  1391401 tgaagctcct ctaaatcatc cgaatttggt ctcctaattt caacgttata catgttttaa
  1391461 atctccattc tatgcaattg ttaaaataat actttatata acctattcaa caatattcta
  1391521 caaagccctg catagatcca gcagtataga aagctcagta taaatattga taagataatt
  1391581 tttatatcca tagttgtatg aatagtagga ccaagtacgg gaaagcgaaa aatatctaga
  1391641 acaatcgtaa ttcctataag tagacaaatc gcagaaaagg aaattaccca aattcttctc
  1391701 ttgaattgta taaaggaaag ccctaaggct atacctaata agcctgtagt aaagggaaaa
  1391761 acaattagtt cacttggctc aataataaat aataggagga tagtaaggag ataagaaagt
  1391821 actccatcac gaatagagta gcaaatagcc aaaaaaattg gtaacgtcgc aaaagggcta
  1391881 ataaataacc ctataccagg aattaagtta cctgctgctt gaaacatggt ggccaaagca
  1391941 ctcattaaag ctgtaatgac tagcttattt gctagggata attttctttt atgaacaaag
  1392001 tccccattat tctctatcat aagttgacac caataacgta caaatcgatt catcaaaata
  1392061 ccccctaaag atatctcatt catcactttc tatcttattc atacactagt ggtttatgag
  1392121 ctgctttcta cttgtaatga gttactatac aataaagact tttaggggga gaaattgtac
  1392181 gttttaaaat aaaatgaatt ccttgtatga taaaactggg agtgtatatc gtattaagga
  1392241 ataatttcaa aaatggtacc tttgttaaaa tcagttactt tcatagaacc gtaaactcct
  1392301 aaatataacc tagtttgatc caaacttgtt cctaaactca tataataagc tgcttgcgta
  1392361 ccaaaatcat aatcagtttc aataacatga aaatcagtgt gtttaccatc tgtacctgct
  1392421 ctagtatatg ctaatacacc tttaactggc ggccgagact tttcttttct agcaaggtcg
  1392481 gtaaacacaa cgctaccatt taaattcggg attgcagttc ccatatatgg ttgaactcct
  1392541 gttagagaag tcccgccaaa cttatctgat ctcgggtctt tatgaaaata actaatgagt
  1392601 ggctgaattc gcttcactga tgtttctatt gtttcattat aataagtcat tgttctttcg
  1392661 tctaaagtag gattctctgt acagtgcctt ataaaagaag taggtaattc tccttcccat
  1392721 cctctccaac caaaattaat aaatctatct tgattggaag tgagtcctat tacatgcatt
  1392781 tgaacaattt cggtaaccgg tattggttta tattgaacaa atgaaaaaat agactctaca
  1392841 atatcttgcc cgacattacc ggcgtatttg atatattgat tataaaatct ttggaatgaa
  1392901 ataccggtta tattacgaac acctttcgca attaatgtaa gtgtttcttg tatagataga
  1392961 ggaagttcat taaagcgtgt aacgactgga ggattattta tgaatgtatt tttacttaca
  1393021 tcgatttcaa taattttacc tgctatttct aaatcatctt ggcttaaatt gaacggatca
  1393081 taacccgagc caccatctcc atttgtaaaa acaagtttcc ccgtctctgg agaaaagttt
  1393141 aaagtattta ctccattatg attaaaaaat gggcgtttta tattaagtaa tgttctacgt
  1393201 ttttgagggt gaccgtttga ttgtaaaatc cattcttcaa ttgtatcgat atgatcatat
  1393261 tgcgtatctc tatttagcca ttttaaattt aaagttttcg ggtcacaagg attcggttta
  1393321 aattgttcag aaagtgcacc tggtccttgg gttccagcga cggaataatg aagataaaat
  1393381 aaaccgtttt gataaaattg tggatgaaat gctagtccaa gcaatcctcg ttcatcataa
  1393441 ccactactag aaacgccttc ttcagatgta cctaaattta taatttgttg acgaatattt
  1393501 aaaaatgttt ttatgacgcc atctcctatg tagaaaacct ctcctaattg cgttgcgata
  1393561 aatagccttt cagccgattc acctggaaga attgctgttt ttattactgt gggtaaattt
  1393621 atgttatgaa caatgggtcg taaacgaact ttaacttttg tcaattaact ttacacccct
  1393681 ttatattctt tttaatagaa gaatatgatt agagtaatct tattagtatc aaataagtcg
  1393741 cattcctttt tattacaatt ttgtatataa tataattaaa aataaattag ggggctacct
  1393801 tatgacacta ttactacaaa tcatcttacc acttatagtt gcactatatt tatttaccct
  1393861 ctatcgtaat acagctattg gaaaagccgc ttttctttta gcaatcatta ttggaattta
  1393921 tggattagag aacatttttc aacatgctca tctaacagat catgttattt atccatattg
  1393981 gggcagttta aaggcagtta ttattgtttt atcagtcgta tttctattta aaaaaggtgg
  1394041 tttaacagga gaaaactgat ttgtaatact gtacatattt tctagttaaa ttgcgttcat
  1394101 tttacaaaag aaaatttgtt tatgtaaaaa caaaaaggaa ggtgttacat atgtccataa
  1394161 atattatctc gatagtatct ataataattt ggattgtgtt gattacagaa ctaataaaac
  1394221 cttcaaaaga acaaagtgga cgaaaaatag taatgttatt aactgctggt tgcgcatcaa
  1394281 catttatttt aacagtttca tttattcaaa atatctcgtt ttggaattga tagtgatata
  1394341 actaataaaa atatgtatac ataaaaaaga ttaggaccgt acatatctaa tatgtatggt
  1394401 cctttcgttt gctattggtt cagttattag tatgtaatcc ttttacaatt tgaatttctt
  1394461 tttaagcttc ttatattttc tatacgaacg tctaacaatg tttaacataa aatacggtat
  1394521 tttaacaggg aaaggaaagt tataaatgaa aggcaaataa aatgtaaaat atgccttttc
  1394581 taaatctttc cacttactat cttcttttgt ttttaagaaa tcagatacat cgactacata
  1394641 tccccttcct ttttccatca tcacattttt cccgtgaaca tcacaggggg ttaatccttg
  1394701 ttctcttgca tactctaaag ctttattgat atcaaggatc acctgcttag gaattttaat
  1394761 ccctttatga acagcatcgt ataaggtaat ttcttttaaa cgtttcaata ctatgaaatt
  1394821 ttctccttta taaataagct ttgaataaga aggatgattt ccgattctgc ggtatacttc
  1394881 tgattctttt tcaattcctt ctccttcttg tgtataaact ttcactaccc aatctttgta
  1394941 ttctttgtgc atgaatactg cggcataatt accttttcct aaacacttcc aaagtctagg
  1395001 aatatcttta actactacag gctcggattc atcctcgctt cttatgctta cctcttttaa
  1395061 taattcattc tttatcaatc ccacaaaaca atttatactc atcatttcca ctccggtttt
  1395121 gctaaaagtg ggcctgccca cattttaacg aaaatataca ctaagcgaat tttagcataa
  1395181 aacgggtcat ctttcttctt aaaataaaaa atgactcgtt ctatttgaac tgttgaatac
  1395241 ttaatatgta ttccgttatt catagtcaac aaccgtgcaa cataaaaata tttctaacta
  1395301 ttttcatttt tccagaggca actgtataga aaaaaacttg ctatatatga agaatagcaa
  1395361 gttttttaat tgttcaattc ttgttccact aacgtctttg ctaatacttt tactatttta
  1395421 atagtctttt gtttaattcc cacaatgctg ttttgttgct atcccatttc aaacacttta
  1395481 ctgcctcctc aaagcataac catttataat gtaagtgttc tttagataat gagatgtgtt
  1395541 tgttaggtac tttaactcca aaagaaaatt cttttattac ataaacttca tctccccaaa
  1395601 ggaatcctcc aactacatcc tctactggta gtgaagacac agaatctaat tgtatatatg
  1395661 gacattctct tgtaatacca gcttcttcaa acgcttcccg ttttgctgat tcaataggaa
  1395721 tctcaccatc ttctccacca ccagctattc cttgccaata accataatca cttcggttaa
  1395781 aaatcgcata ttgaatagaa tcgtcagttt ttatataagg aaatattaat acttgatatg
  1395841 gtgctctcat tacttaacct cctctcaaaa aaagctttaa ataaatagaa ataaagagca
  1395901 aacatcacaa ttctacatta ataatgcaag tttatggtgt cggctcttta tttttaaaga
  1395961 attttatttt tcataaacag tcttactctt aacggagaaa aaactgctta tttccttcga
  1396021 atttgcttag cgtgtttttt tcatacccga tattattcaa ttgcgcctgt aacgtcataa
  1396081 tcatttaaat ctaactcaat tggttgtcct agcgctaatt tagcaagttc tgaacctaaa
  1396141 tatggacctg cagttaaacc tgaagcacct aatccgttcg caacgagaat gccctcaaag
  1396201 ttaggaagtg gtccaataac aggtaaaaat cctggcgtga atggtctgaa tccaactctc
  1396261 gtttcaagca tggtagcatt ttctaagcca ggtgcaactg ttaatgcttt atggaatact
  1396321 tcatgtaaac caccagccgt aacacgatga tcgaagccag tttcattttc atgggtagca
  1396381 ccaattacga catggccatt atcaaatgtt aaaatgtatt gatcatttgg cggcataaca
  1396441 actggcatat tttctgttgc tgtattttcc atttgcaggt gaacaatttg tcctttttgg
  1396501 aacgtaacta aaaaattaat tcctaatggg tttaagattt cgttcgccca tgcacctgcc
  1396561 gttacaataa ccttttctgc taaaattgtt tcatcgttta ctttaacacc cgtaatatga
  1396621 ttaccttcac ggactaatac tgcatcgcct tttataaaag ttgcaccatg ttttttcgca
  1396681 gcgcttatta atgcgttgcg taataatctt ccatttactc gtgcagcacc actaatatga
  1396741 acacaactat attcttctga taatgctggg aataattttt tcgtttcttc agctgataaa
  1396801 cgcgtaattt caccaatctc tggtgcatct tcacgacgct tgtaagctcg ctcttccatt
  1396861 tgatctagtt ttttctcatc aatatgtaaa ctaattgcac ctacacggtt ataacctgta
  1396921 tccgtttcac cgtcttcttc taattgctga attaacgaag aatagtaacg ggcaccgcct
  1396981 ttaacgattt tataccatgc tttattacga cgttgcgaaa gccatggaca gacaatacct
  1397041 gctgctgcat ctgttgcttg acctacttgt tgacgatcca cgatagtaac gtttgcgcca
  1397101 gctttagcaa gatggtaagc agtagacgct cctaaaatac cagctccaac tacaatatac
  1397161 gatttcattt caaacacctt ttctcttttg ctaattattt aaatataaga acatacttta
  1397221 gtatactgaa aggaatcctt tttacaatgt gccaagctca attaattgtt gcatcattgt
  1397281 gaattaccta gttttacttt ttctttttac gaaataattc aattgtttta tatccttgtg
  1397341 aaagaacttc gatcattttc tcaagacgtt tttcacgtgt tttttcttgt tttacagaaa
  1397401 ataaattacg tgcccaatct ttttgatatc caggtgttaa actttgataa aacttaagtt
  1397461 catttggatg atttgctagc aatgcttcga catcttgaat tcgatctgca taatcagcta
  1397521 cacattggct cattgcaggc gttttcgtca cttttttctt ctcgcgcttt aaacctacaa
  1397581 cggtaaagat gtcatccata cttaccattc gagcaaattt aatttcgctt tcgcccacat
  1397641 atccatcttc tccaacgttt aatgctggaa acatctcatc acggtgaata aaagtactgt
  1397701 agcgagaatt accctttttc ggatatgcga agaatatgta tcctttttca attagtaatt
  1397761 cttcattact aataataaaa tttgtttgtt tcaccatttc atctagtgtt tctacaaaaa
  1397821 taaaaatagc atcgtgttct tttgaaaata cagtttcttt tcctgtaaaa acttcgtaat
  1397881 cacttggctc attaataaca accatattcg tatacttatt aagtttcaat ttatcgataa
  1397941 ttgacatgaa gatcttcctt tacattcaaa attcattgtt atactttttc atactgttct
  1398001 agtgtattat atctattaag aaaatcaaac tttaataatt gttttaaatt aaaataaccg
  1398061 attcttcata agaaccggct agctatttgt tttatcataa ctcaatagca aataaagtat
  1398121 ataaaagctc tctatattga tcttctgtaa tttcacgttt cgttttttca ccatgaacta
  1398181 tttcagtgaa actagtattg gttaaagaga catggccaga gtccgtcaat ttgactgcaa
  1398241 ttgggccctt attgaaaata gatttctcat cttctactac tcttttttga acatcattca
  1398301 ctactatttc atcaatcata cgattataaa aagcatgaca tactttccac tcaccgttcg
  1398361 tatcttttct ttctagaacg taattccctt tactcgtatc tttttgtctt actcgatacg
  1398421 taccattttt agaagaaaca gactcaccag taaaaggtac agggactaga ggtactagtg
  1398481 aagcaatacc tacatcaatt acgtatcgta ctttatcata atttaaaata atcgttatat
  1398541 gtccattctc aagtgcccat gcgtttatat catttttata tacggtacct aatgcgagtt
  1398601 gtacatcata accacaatct tttaaaaagt aataaaaaag cgtatttaat tcataacaaa
  1398661 gtccgccgcg ggatctactt aaaattttat tctgtaaatt ttccatagta attgtattcg
  1398721 tgttacttgc tataacatct aaattctcaa atggtatagt gtgtgcaaat gtaaagagaa
  1398781 ttgtatttaa ttcttcaaac tttacttcgg tacggtttgc acgattcaat cttgtaaaca
  1398841 gcttatgttg tagacttgtc atagttaaca ccccttaaaa tatataagtt aaaatagtat
  1398901 atgctgattg taaattcgat ggggtactaa aacaatgtac atttcattta actgtaccgg
  1398961 tacaaaaagt aaaacttgca agattactta agataagaag ctacgaatac aaatgtaata
  1399021 gtttgtctat aggtaaatta ttatgatcgc ttaaatcaac aaaatactga agctgccaca
  1399081 tttggctctt tttagcttgg ttgctaacag gggtatccca gatcggataa atcctcatag
  1399141 ccatcttgcc tttttgattt tgtgttctca agattttttc tttaagaaga atatctttag
  1399201 ggaaaataaa ttgtcctagt ttgttatcat ctatacaagt aataattaat aagtcaggag
  1399261 cagcgtcata agagaatgct tgattttgca tatcgtcatc tttctcccaa aaagaaacaa
  1399321 attgaccaat tttattagga gtaatttttg attttctaaa acgaatggtt ttgttattta
  1399381 agtgaaataa acatcctgca tattctgcgt tttgcttttc ttcttttaga ttcgtaatta
  1399441 ttaaattgtt aggtttgtaa actatattgt ttaaatgtcg gattgtatca ttaaaattgt
  1399501 tcaagaaaac tcccccttta ttcatttctt agtttaccac aaacatcagt tcttctatat
  1399561 catatataat catgaactaa gtgaaatcgg gggatttagc aggatataat tattacttta
  1399621 atgtacttag tttttcaatt gcttgttgtt cagttgctaa gtaaaaaata tctttacctt
  1399681 tattacattc ataaataaaa tcctttaagc ttttactagt atacatagag aaatctccaa
  1399741 caatagcaaa tttcaccttg tagtttataa acttttgaag gatatcgccc gcaagacgtg
  1399801 tttttagatc aaagaaatct tcacttatta aagatttatg gataataata tgcttcgcat
  1399861 ttacctcata ttgaacagtt gccatagtat ctaatgcaga ttgaacatcg gatattaata
  1399921 ccttattatt tctaatgacc gcaatattga ttccatcaat tactactttc tttatttcca
  1399981 tagtctcacc cctttataat ttacacagta taagtaaaat tgttttacaa aacttcgtat
  1400041 taatcataga ttaaattagc cgcagctatt aaaatcgcct ctatttttta ttactaatac
  1400101 ggtcaatgaa attaatttta cttgttaaaa aaatattgtg gcgtaacata acttaacaag
  1400161 ctatccaaag tgttaatctc ggcatatggt tgtattttgg tagtattctt aattttctga
  1400221 gggttaaacc acacaccttt tatatttgca ttttgaggac cagcaatatc cttttctatg
  1400281 tcatccccaa caaataaagt attttccggc tgtacattta gcttatttaa tgctagttcg
  1400341 aatatacgtt tatccggttt actaaatccc acttcttcag aaataatgat cgtatcaaag
  1400401 taattgttta aatgtgtgtt aattatttta gccttttgcc tctgcgttga gccatttgtt
  1400461 ataattccaa cttcaaagtg cttctttata tgatttaaga aatggatagt attctggtct
  1400521 attgaaaaac attttgggaa gttttcattc caaaaatctt ggatataatt gcgtggcaat
  1400581 ctatacctcg gcgcgaattc atcaaataat gattctaata ctatcgtttt atcactcatg
  1400641 ccatattctc ttttatcaaa ttctttgaat ttctgtagca tattgttttt gattgtatca
  1400701 ctaacatcct cataacactt ttcaaaaagt aataaaaaca gattatctac tgctttatcc
  1400761 ctattaagta acgtatcatc taaatcaaac agcatagctt tataacccat caaataactt
  1400821 cacaaccttt ctatatttcc tagttatcat caaaagtaat cacaacacaa ttcatatcaa
  1400881 agaactcgta atagaatgat attctaagag ttaaattaaa aatccttttt cagtttgtta
  1400941 aatgatgtga aagtatatga tttcgactaa ggtagtatat gattttttat tttaatttcg
  1401001 aactttcaga ttaatccgaa ccccttttat gataagctgt acttaaagat taaatataaa
  1401061 agatgattcg tatgcaaatt agaccaaagg caagtgaata taactcttat tatgcaacgt
  1401121 atattaactt agtatcagac ggaaatatca tacaaatttt agaacaacaa atagaggaaa
  1401181 cgaatctttt attaaaagag atttctgata gtgaaggact tttccgatat gctcctacta
  1401241 aatggagtat aaaagaagta attggtcata tagcagatac agaacgtatt atggcgtatc
  1401301 gtttgttatc tatcgctcga ggcgagacag cggaacttcc aggctataac gatgatatgt
  1401361 atgttcttaa agctgctttt gataaacaat ctatgcaaga tcttcttaag aatttaatag
  1401421 ttgttcggca atctaccctg catttactta gaagcttaga taaagaagct tggtcacaaa
  1401481 gaggatatgc gaataattct gaagttacag ttcgtgcatt tgcatacatc attgctggtc
  1401541 atgagcttca tcatcttcaa attataaaag aacgttacct tggttctgat ttatatccag
  1401601 caacttaata tttgaagaaa aagagtccta tttatgtagg gctctttttc agtatttata
  1401661 acggattagc gcttaaaacc atggcaatta aatgtcttta ttcacaaaat taaccacatg
  1401721 atatttttgc tatcccctct tattctgtac ataattttct ttaggctgat atactataaa
  1401781 cacaatagtt ctggaaaggt gatgatatta tgtatgaaca acaaaataat agagatagag
  1401841 atcaaaaaat gatattttct atgcaaggag ttcccacaaa taaaattaac atacatcaat
  1401901 tacctaaatg gattagaatt tttggctatt gtgcgtttgg ttggatgata gtatttagtt
  1401961 taattatgat tgtaggttta attgtgcaat aactatacag agtaggtgaa cgggacgata
  1402021 tttaggtcat acatctaggt aatgtcccgt ttttatgtgt aattatccca tgatataagt
  1402081 aaccaaatat aataaaacgg gaacaacaaa ctattttaac attcagtaca gggagaccat
  1402141 tttgattatg gcttgatttt attataaatc aaattttacc tgttcaagaa aagctagaac
  1402201 acaaattcaa aaacgcagtc gttgttgaat attggtaagg agtagtcaat ttaagaaaga
  1402261 gggtttagct tgatttaatg tatgtaacat aaaaaaatat tcattgtata atttctatac
  1402321 aatgaatata gagaacctat ctgtgaatat ctctatagga attacagcct tttaataaga
  1402381 aaagaatcaa gttaacattc ttttatatag ataagaatat taacttgcta cttaaatttt
  1402441 agtataaatt atttattgta agttttataa tataatatac aaatttatcg cctgtgttta
  1402501 taattcaagc acctactatt agggaaagag aatattttcc aattaattta aaacatatat
  1402561 cttgtctatg ttttaaacaa tatgtatttt ggaggaggtt aatttgattt tttcaaaact
  1402621 cattgatcgg tacgccttat atgatttaca caaaaaaaga agtgttgcgt ttcagtttac
  1402681 ttccctaaaa ttttgctttt cataattctt catgagtcta gaaaagaaat ttttctaatg
  1402741 tacataatta caacgccatt aaaacccctt gctcttaaat ccactacttg tattattgat
  1402801 tgcatgaaac tccttcttga gaaaggtttt aatttccgaa tattctgttg actgttataa
  1402861 catatccaat ttacaattta attgtggtgt tctttcacaa ttaaactact tagaatacac
  1402921 ttcatttatt tgaaaacaat tacaaataga ggtgctaaaa tgaaaactag agtaaatcca
  1402981 gaattattac aagggttaga gatgtttccg gatctcgatt tacgcccagg aaatttgcaa
  1403041 tcaatcagag aaggaatagc tcaaatgaga ccacctaccg ttgttgatga ctccctttct
  1403101 ttaatagata aagtcattgt tgggcctgat gataatccgt taccattacg aatttatcgt
  1403161 ccaaaatcaa atcatgaatc tttacctgtc ttattatgga tacatggtgg aggttatatc
  1403221 ttagggtcta tagatgataa cgatgatact tgtatgaggt ttgcaaaaga agctagctgt
  1403281 gtggtcgtgt ctgtagacta ccgcttagca cctgaacacc cttacccagc accaattgag
  1403341 gattgttatt cagctttaaa atggattgct gataatgcat gcaaagtcat taaacattga
  1403401 ttcgaatcga attggggttg caggagtaag cgctggcggt ggactaacag cagcattatc
  1403461 attattagca cgagatcgaa aatatccttc aatttgttta caaatgccac tatatccaat
  1403521 gattgatgac cgaaataata caccttcagc caatgaaatt aaagaaggat ttgtttggaa
  1403581 ccaaagggca aatgaagctg gctggaaaat gtatttagga gaaatgtatg gaatggatca
  1403641 aatccctgca tatgcagcgc cttctcgagc tgaggattat agtgacttac cgtatactta
  1403701 cacatttgta ggtcaattag atccattccg aagcgaaaca ttaacctatg taagcaaact
  1403761 agcgcaagct ggtgttgatg tcgagtttca tttatatcca aatgcctatc actggtttga
  1403821 agggttaaat ccaaatgccg atgtatctat ttatgctgtg aacgaaatag tacaagcaat
  1403881 aaaaactggg ttcaaacgag tatctaaggt tgaggcttaa tcccattaca agagaaacac
  1403941 tcataaatag tatacattgg tgagtgttat tatcatttaa atataatagc cgattcttat
  1404001 ttgaaatcgg ctattatatt taaaatccgc ctattatatc aaggttgagg aacagatata
  1404061 agatgtttag acgttgtgtt tatttcctct gccaatactt ttatgttcat catgatttga
  1404121 agtatttctt cttttgttgt ccttgggttg atagagcaaa gtcgaattac tactttttct
  1404181 tttaatttag tcgtacttag catagcaaat cctctttgat taatttcttc caccaatttt
  1404241 ttgtttattt catgaattgt atctgtagat gttagctcac atggaatata acgaaaagta
  1404301 acaattccta attgggcagg tgttactact tcccaatctt tttctttcct taaaaactct
  1404361 tcaacttgtt cagctagcat aatgccatga tcaattgcct cgcgaaaagc tgtaactcca
  1404421 aatgctttaa aagaaagcca tacctttaat gctctaaatc tacgagaaag ttcaattcca
  1404481 cgctctccaa aattcacttt ttcttctata ttagtttccg tatccctaat atactctggg
  1404541 atcatacgaa acgtttcact taaatattga ctatttcgaa tgagtacaca accaacatca
  1404601 taaggctgaa aaagccattt atgcggatct aatgtcaaag aatcaacacg atgaattcct
  1404661 cttaacaact ctcttccttt ttcgctgaga attgctgcag ctccataagc cccatccgcg
  1404721 tgtaaccata tatcttcatc accacataga tcagccaatt catcgaggga gtccaccgct
  1404781 ccgcaattcg ttgtccctgc attcgcaata acacaaaatg gttttttccc ttttaatcga
  1404841 tcttctttta tttgctttct taaagtacta actgaaattt ttaaatcttc atctgtctca
  1404901 attcggcaaa tttgatgctg tttaaaacct aatactttaa gcgctcgatc tacagaaaaa
  1404961 tgagtttggt tagaaaaata aacaatcgca ttttcgattt cattattcaa cttaacctgt
  1405021 ctcgctacag taagtgcagt caaattagcc atggaaccac cactgacaaa cagtccttca
  1405081 gctgaatcag ggaatcctag cattgatttt aaccagttaa ttgtcgttaa ttcaatttgt
  1405141 tcggcacctg cacctactat ccaagctgta ggaaatacat taaacccact tgctaaaaaa
  1405201 tctgctaata caccaacata attattagga cctggtacaa aagccataaa atgaggatga
  1405261 tccacatgag taatttgatt aaacacattg ttattaagaa aatgaagtaa ttcttttgga
  1405321 ttagatccgt tttccggaat cgtttcaatt agcttgtctc taaaaatatt actatcaatc
  1405381 gtttctgaaa ctggtttact ttttaaatga ttcatatgat caacaatcaa gtcaaccgct
  1405441 tgatatccta actgacgcat ctcttcggct gataactgca agttttttgt catttggttt
  1405501 actcctattc tatttaaaaa ggcgagttct tgctcgcctt ttcatttttt ataatttgta
  1405561 atcaccaatt gcttgtattg gattttgaag aatcatgttg attaatccat ggatgtgatt
  1405621 taatattccc tgtattttct ctgcttcata tacggtttga tcaaatccaa actttattgt
  1405681 aagtttttct tcagggaagc acataattcc atactttaca tgtggctcat caacaacttc
  1405741 gtaatccgtg atagcaaaat gtctgttttc atttgaagaa aagattgctg gattagttgg
  1405801 atagttttca aaaacccaaa gatggtcagt caactcagtt tttaattcac tttgcttttg
  1405861 tatatcaaca aatgaatagt atgcatactc attacatttc aatgtctcta gttgtacctt
  1405921 ttgtaggaag tccacaaaag attgcgtttc tgtccatgct aatcggatag gcaaaacatt
  1405981 tgtgaacaga ccgaacatat tttcaattcc ttctacttcg ggaggtctga ctgatactag
  1406041 attaggcaat acgacttctc tcgttccgtt gaatttgcca agtaatattc cccatacagc
  1406101 tagtagtgct gtattcatag ttatattgtt tttagttaca aatgtctgta actgattagt
  1406161 caaatccttg tctaatgtta aatccataaa aatgaagttt aacccttcac ttttagatgg
  1406221 gactttcttt ttaggaatac taattttctg attgtatcct gataaataat ctcgccaaaa
  1406281 atgacgtgct ttctcatgat cttgtgccaa agtccagtct atgaatgttt caaaaggttt
  1406341 taccataggt aactccacca tagttcccgc atttgtagtt tcgtagagct ggaataattc
  1406401 gtctatcaaa atgctgacgc tccaaccatc acataacaga tgatgggaac tccaaattac
  1406461 cttatgctcg ttattaccta gttggaatat acagagacgt gtcataagtt catcattttt
  1406521 aaatcctcga cttaaatttt cattcatcca ctgttttagg aattcttgct gttcttgttt
  1406581 cgtcatctca atcaagtttt ttatttctga atttatttga acatcatata gaacagcttg
  1406641 ccaaggtttt gcttgttcat cttgcacaat tattgttctt aaagaatcat aacgattaac
  1406701 caattgttgg aaacactgaa taaagagttt aatatccagc tccccctcaa gagcccaaat
  1406761 tgtttgttca aaatatgcat ttgtatcagg ttcattcgta gcatgttcat aaataacttc
  1406821 ttggaaaggt gctaacgggt aaatatgttc tatttttata tccggcattt tttcttgtat
  1406881 tttggtaagc gtttgttgat taagttgttt atctttaata tttagtaatg cagctttatt
  1406941 atcgttcatt atgtttacat catttgtttg tgaacttgaa aaatggtcta gctttttaac
  1407001 aaattgaacc atgtccctta atataggaaa tgaaaataga ttttttggtt caagctcaaa
  1407061 tccttgtcga tacagtctga cggacacttg aatcgctttt atcgaatctc cacctaaggc
  1407121 gaagaaatga tcatttactc caacttgatc tattttgagt acttcttgcc aaatactagt
  1407181 taatattttt tccatttcag tttttggagc aataaatact tcattttttt gtttctctgg
  1407241 agtagggagc gcttttctat ctaatttacc gtttggagtc aagggtaatt ggtccaaata
  1407301 aacaaaataa gaaggaatca tgtaatctgg caagtgatct cgcaaatgct ttcgtagttc
  1407361 tgttgtacta atattttgct cagttaccac atatgcaact aaaaatttta ttccgttctc
  1407421 atctgtttga tcaattacga cagcgtgttc gacttgttta taagttagaa gacaatgaga
  1407481 gatttcttct aactctactc gatatccttg aattttcact tggtaatctt ggcggcctaa
  1407541 aaattcaata tatccctcag aatgcatttt tccacaatct ccggttttgt atataagacc
  1407601 aaaatcagga tgtgacacaa acgcttcatt tgttttcttt tcagcattta aatatccttt
  1407661 agcaaggccc actcccccga tatataaatc tccaattaca ccaacagggc acattttctt
  1407721 ttcatagttc aacacataat acgtttggtt tgccaagggc atcccgtatg gaatactatt
  1407781 ccaatgtgat ttcacttgtt tgaccggata ataaattgac caaatcgatg cttctgttgc
  1407841 ccctcctagt gaaactactt ctgcaatcgg aaaatgtcgt tttatttttt ctggtaaaga
  1407901 aagcggaatc caatctccac tatgtaaaac taaacgtaaa gaagaatgtt caaaatgaga
  1407961 acctacttga tccaatgcta aatccatgat tgcaggcact gtattccaaa ttgtaatccc
  1408021 tctacgttcg acagtgcgga ttaattcttg catgtctctt ggatcacgaa tcatcaccaa
  1408081 cattgcacct gtgcttaaag ctccgaaaat atcgtataca gataggtcaa aacacatgga
  1408141 agagatacca ataatacgat catcttcatt tacctcatat ttttgattta tgtcttgaat
  1408201 agtatttgta accgcttggt gagtaataat tactcctttt ggttttcctg tacttcctga
  1408261 agtgtatata atataggcaa tatcttctgg accagcaata gcaggcatat cttctgttgt
  1408321 ataaaatgac aaatcatttt cttcataaag gctaggttct aataaaagtt tgcatgagct
  1408381 attttttaaa atatatgttt ggcgatctaa aggatgatcg gaatcaatcg gaacataagc
  1408441 ggcacctgct tttaaaatac ctaacatatt aacaattgtg tcaactcgcc tttttgctaa
  1408501 aagccccact ttatcaccta gaccaatgcc ttgctctttt aagaagtggg caatttgatt
  1408561 ggagcgttta tgaagttccg agtatgttaa ccattcttgt tcaaatacca ctgctacttc
  1408621 atccggtgta cgttttactt ggtctgtaaa taattgatac agagtagttg aaggtatttt
  1408681 ttctgttgtt tcattgtatt gcttaattaa agtttgatcc gattctttca tctgcaaaga
  1408741 tgttatatcg ctttgtttca ccaattgttc caataagtca acaaattggg aaaacattgc
  1408801 ttctattaca tcaacatcaa acagctcttc aacatagttc cagctaatta ataactctcc
  1408861 atttttttca attactacat tatccaaata tacttgtgga gtccgagcat gaatatagcg
  1408921 aagagaacca agttgttccc aagagaaagc acctgcacct gctaacatcg aggtgaaaac
  1408981 gattggcata actgcttttg gcgtcatttg atgatatcga gtgaaatctc gaataaagtt
  1409041 aactccatcg taatgacgat gttcaaggcc atctaataaa gtagattgcg tttcttttac
  1409101 tctagtaaag aaattttgcc ctggttttac atcaacatcc agcaaaataa gcgatgtgaa
  1409161 atctccaaca atcttttcta cttcatcatg aacaggataa cggttaaata cagtcaaatt
  1409221 aattgctaat cgacgttgat tactccaata tgccaacaca tcaccatata ttgtacaaag
  1409281 tagagcggaa ggcgttacct ctttctcttg tgctaacttt cgtagctttg tccatttttc
  1409341 attgtccagg atttttgtaa gtgattggaa tttaggagta gcaatctctg ctggaccctt
  1409401 ttttaacagc aaagaaggtg caaacggaaa atcaggaagc ttacttgtcc aataatcttt
  1409461 tgctgtttta tattcttcgc tttgttccat ttcatcatag ataaacatat aatcttgaaa
  1409521 atcaaaagat aaagattcta atttttgatt tggtttataa taataatgca acaaatcctg
  1409581 tccaacaatg ttcatgcttg ctccgtccat taataaagca tcgtatcgaa aacataataa
  1409641 atacttgtct tcttttaaaa gaaaagcttt caattcaaac aaaggccatt gccccaaagg
  1409701 gaatacatgg ttagtcattc gagaacgctc ttcttgtaag cgagcatttt gattcctatc
  1409761 atctaaatct atgagactca ctatttcaat ctcgtaatca ggaacgcttt gtaatatttg
  1409821 ttgttttccc tctggtaaaa ttacagctcg caacattgga tgacgatgga ttaccttttg
  1409881 aaaacttttt gaaagacaat tgatatccaa tgctgtttca tattcaaaat atgtttgagg
  1409941 tgaaatacca cttaattcaa actgtgaatt ccttcctaac atatacgcta tctgaacttc
  1410001 tgttaaggaa aatggattag acaaatcttt aacatgagtt ggtctacttt caaagttttc
  1410061 ctctttatgc tctaacttta cacaagaact cagttgagcg attgtagggt gcttaaaaaa
  1410121 atctgttgta cttattttta agcagtcttt tcttaataaa ttaattacct gaagtgcttt
  1410181 aatggattct ccttttaatg caaaaaaatt atcatgaata ccgattccct caatctccat
  1410241 aactttttcc cacgcacaca ctaatttttg ttcaatttca ttgcgcgggg caacgtatgg
  1410301 aattgataca taatccgttt gtgttatatc caataacctt tttctatcca cttttccatt
  1410361 tggattcaat ggaatctctt ctacctgaat cattttttca ggaatcataa actcaggtag
  1410421 tttatcactt aaatattttc tgatttcacc aaaagacacc ttgttatccg atacatagta
  1410481 ggcagctaat aatttcctat ttccatacac ttgatcaaca acgataacct ggtttatttc
  1410541 tggatattcc cttaattgag tttcgatttc tcttaattca atccgatacc cccgaatttt
  1410601 cacttgatga tccattcgac ctaaatattc aagttctcca ttaggcaacc aacgaacgag
  1410661 atcacctgta tgatacatca tttcccctgc cgcaaaagga ctcggtacaa acttttcatc
  1410721 tgtcagttta cttttaccaa gataccctcg tgctaccgct acgccagcaa tgcagagttc
  1410781 accaggaatt ccaaatggtt ttaattggcc atacttattc aatatatagg aatgataatt
  1410841 cgggttaggt ttgccaatcg taacttcttt ggaagtgctc aagtctttta ctgttgcgca
  1410901 aatggttgtt tctgtgggac cataaatatt tgaaattgtt gcttcactga tacaacgaat
  1410961 tttttcaacc aaatcaatgg aaaatgcttc tcctgctaat aaaatagatt ttaaatcttt
  1411021 tagaaaattt gccccttctg gatcactcaa aatcacttcc attcgcgatg gcgttgattc
  1411081 ccataaatcc accttatgtt ttttgactaa atgagccaat tcttttgttg caaactggtc
  1411141 ctccgtagca attactactt ttgaaccttg cgttaaagga agacatattt ctaacaagga
  1411201 aatatcaaaa gatacactag caagaaacaa gaatgattga ttagccttta ctttttctct
  1411261 cattacattt aaaaaatgaa ctagcgattt ttgttctatc attacccctt ttggatttcc
  1411321 tgtcgatcct gatgtgtaaa taacataagc caaatcatta ggattatgtt ctcgtactaa
  1411381 attactttct tcaccttgaa aaagatattc tttatcaaga tacagtactt cacccgcaaa
  1411441 ttgtggcaat acttcttctg ttcgcttact aagtaaatat tttgcttgac tatcttgtaa
  1411501 catatattca attcgttcag ttgggtagtt agggtcgatt ggtaaatagg ctgctcctgc
  1411561 ttttaaaatc cccatcatac caataatcat ttctaatgac cgatctacca taacgccaat
  1411621 aatactttct tttgaaacac ctttactttg aagaatagaa gccaattgat tcgctttctt
  1411681 attcaattct ctatatgtca aagattgatc attacaaaca acagcaattt gatctggagt
  1411741 ttttaatact tgcgcttcaa acaaatcttg aaatgattga aacaagtcta tgcccgtttg
  1411801 aaaagtattc aatccttcta gcaactcttt ttcttcttct gcaataatac aaatatcttt
  1411861 caatgccaaa ttcgggtttt gtgaaacttg ctttaaaaca taacaatacg aattggcaaa
  1411921 ttgttgcaaa gaagagaatg aacgggactt gcaagaaatt tgaaattcaa attcattatg
  1411981 tatttcattc cattttcttc gtatccatag gactaaatta ttctctgcgt attcttctag
  1412041 cgaattttca ttatgtaatc cttccatccc gattacaatt tgaaaagggg ttaaattgtg
  1412101 tttaactaat aattcagaga gcggatactc ctgattttca tacccgaata aagtcgtttg
  1412161 ttcaatctca tttactaatt gtttaaaggt gtgatgcgga tgaatttcac ttcctaaagg
  1412221 aatcaactta ttaagattct cactttgttc aagattcttt tcaattatag gaatactaat
  1412281 agtaactctt tcttgatctg tataatgtgc caaacaaacc cttaaagcgg cttgaaacca
  1412341 actaaataat aataaatctt gagacttact tattttttgt atacttttac taaactctac
  1412401 attcactatg acttgaacga actcacaagg tgtttcttta tttagttggt tatcgctatt
  1412461 aaatacagaa aaatcgagaa cctcggaaga taattgctcc ttccaaaacg cttctacttc
  1412521 tttattttca tgaattgaac ttcgaccttt aatgtgcatt tttatcttta tccccctaat
  1412581 attcatttct tctactcgtt aattttcaag ccaacttcaa gcccatggag aaacacttga
  1412641 tggttatcca aacataaaaa ttgctgaatc tcttcaaatt tcatatgacc aactgaacaa
  1412701 acccctaaat ttaatgtctc agcaaccata tttaaggtag cagtgataat gcctgactcg
  1412761 atacaagcaa ataaatatcc atctgaaccg tatttcggga tggaagcgtt cgcattataa
  1412821 accaaataaa ctgagaatgc agattgagta aataaatcct gattaattaa ctcatgatca
  1412881 cttttgatca cttgatcaat gttgtttaca atcacaagac tattttttga tgggttataa
  1412941 taataaaatc cagctttcat accctctata cgttttggtt ttatataaac aaagatatca
  1413001 atgggataga gcccgcctgc acttgcgtaa tgatagtata ttttttcttc cctaacctgt
  1413061 cttagagctg ataagaattg ggaaaactct gaaaaactaa tgtatttttc catttcaaat
  1413121 tgacgacaag acctacgttc cttgattata gtgggtagct catctgttgt ttcaagttga
  1413181 atttcggttg accgtgcagc aacgtgcgtg cgatttaatt gttcactcat atacttatct
  1413241 aactcttctt tagaaaagcg aatctggttg ctatatggat ttggaaaaat cttttcttgt
  1413301 gaagaaaata cttctcttgg gtgtaatatg ttacttacta acacacgatt ttttatcatg
  1413361 agctctatgt ttttttgtgt ctcttctaca tttcctaacg aaaagcgctc tactagttca
  1413421 ctaattttca cacctttttg agccataaaa taaaaatcag gaaaccactc agacagaata
  1413481 cctgtaaatc tcatttcccc tatcaaaact tcattatgca acttctccca atgcttaatc
  1413541 ggagaccagt aataaatttt ctcgctcata taaccctcca taaacgttta acttattttt
  1413601 gaaatgcaat tttctaattc acaaaatttt ttttagattc tgctccttgt ctcatagtga
  1413661 ttataaatac atgtacttta acgaaaattg aaaataatga aataactttt tcttcattaa
  1413721 aattttttat ttcatcataa aaaatgattt tttttgatat ttcacatcct ttcccatagt
  1413781 aatcctataa ggtataaacc atttataaca ttgagaatat tcatgtattt tcaatgtgaa
  1413841 attattgtaa tagattggag agcggttgaa tatagttatt aaatcaaata atattgagaa
  1413901 agttttattt attatatcga taaaatttta tgatgcaatt tattacaaat agattaagaa
  1413961 aagagtttta aatttttctt aatcagttag tgtgaaaata tcacatacta ttacatacaa
  1414021 tcgagttact tacatttcat attcaaaata gagaaaagac accttgaatg gtgtcttttc
  1414081 tctattttaa ttccatatac ttattacgct tttgttattt ttaaacgatt tgtaggaatt
  1414141 aatacaactc gaacatctag ttcgttatat gttcgaatat ttaataaaca ttatatgaat
  1414201 tacgaatgta tttcatataa ttttataaat aaactcaaag atatcttctc ttcctactgt
  1414261 cacaaaagaa ataatctatt gcttatttct tttattaaat tgtaatataa ttacagtatg
  1414321 tgaaattata ttacattaac tttaaaaacg aagtgagaat aatcttcact tcgctttttt
  1414381 catttgcaat ccttattaac tttgctcaat tcagtattta tttccacact cttcgctttt
  1414441 atttaatcgg tttttctgat tttaaaacaa tggaacttaa tgcaggaact ttaattttat
  1414501 tgtcatggac aacataaagt ggtttacttc ccgcctgctt gccatctact agtactttcc
  1414561 aaggcccttt agatggaagt gttatttcaa cagcttctct atttgcattg tgagccactg
  1414621 taaagtattc atgtttattc ccctctattg tataagttac agtatttttc ggagcatcaa
  1414681 taaatgatac gtgtgttttt atttgctctg cagatgtcat tcgaaaagct gggtactttt
  1414741 tgcgtaattc tattaaaccc ttcatataat ctacttcatt attaaacgtt gcacggcgca
  1414801 gccaatccat ctggttaatc gaatctggag atttgtaact attatgatca ccgtatttcg
  1414861 tccgcataaa ctcttgccct gcatgtaaaa atggaattcc ttgtgatgtt aataaaattg
  1414921 aagaagacaa tttgtgtatt tgttttcgca cttcttcact gtcacctgga ttagttaact
  1414981 caagtttatc ccataatgta tgattgtcat gtgcttccac ataagttaat acctgttccg
  1415041 ggtcttgata ggtagacgaa tttgtatcat agtcaatacc tgccgtaata ccttttttaa
  1415101 tacggtcttc catgttttcc tttccattta caaatccatt ttctttctct tcaaacacac
  1415161 tacctttcaa tccatcacgt atattatcgt taaaatgggc aattcctttc attttctccg
  1415221 catttttttg atttgctttc aactcagctg caaggggtgt atttaaatcc caaccttctc
  1415281 catgcagtat aatagaaggg tcaatttgat taacagcttt acgtatttca ttcatcgttt
  1415341 cataatcatg aatacccatt aaatcaaaac ggaatccatc taaattgtat tcttttgccc
  1415401 aatatgtgac ggaatctatc ataaatttcc tcatcattgt tctttctgaa gccgtatcat
  1415461 ttcctactcc agttccattt gcaaatgttc catcttcatt gtaacgataa taataacctg
  1415521 gaaccaactt atggaaatta gattcagcag cgttatacat atggttatat actacatcca
  1415581 tcaccactcg aagattatta tcatgtagtg tttgaatcat ttgttttaat tcagttattc
  1415641 gaacagttgg ctcatatgga tttgtagaat aggacccctc tggaacgtta aagttttttg
  1415701 ggtcatatcc ccagttatat tgtggttcgt ttaccttctc ttcatttact gaagcataat
  1415761 caaatattgg taaaagctga acgtgtgtaa caccaagatc tttcatatga tcaagtcccg
  1415821 ttttcacacc ttcaggccct tttgttcctt tttctgttac acctaaatac ttccctttct
  1415881 gtttaatacc actttcgggc tgaatagaaa gatcgcgtac atgtaactca taaataatag
  1415941 catcttccgg atttttcaat ttaggctttt tgttagtgtt ccattttttc ggatttgttt
  1416001 cttctaaatc aacaaccgca cctttatctc catttacaga agcagcacgt gcatacggat
  1416061 caacggcctc tgtccactta tcaccaattt tcaccttata cgtataatag agaccttttt
  1416121 gattcccttt aagttctgct ttccaggtgc ccttttcacc ttgttgcata tttatttcag
  1416181 tacctatttt atcgttccat tttttatatg taactaactt cgcttcactc gcagtaggag
  1416241 cccatacacg gaactttgta tgttgtggtg tatatatatt acctaaatcg ttgccaccgt
  1416301 aataaaataa atagtcaaac tcctcactac gaatgacttt accgatttca gtattcgtat
  1416361 cagctaagtt ttctatttta actttgtatg tttgttttaa atcaattttc tgttccgtaa
  1416421 ttattttaac cttattcgta atatctccac tgtttatatc ataaggacta atactcttaa
  1416481 ttttaatacc ttccatttca attttctttt ccttaatatt aaatgggaca ttcgtcgtta
  1416541 cagtaatttc atggaaacta tcaatagttg ctttttgaat tgagagatcc gatgacggct
  1416601 tagaattata cactttttca tcacccgaaa gaatccatac ttcagcacga ccgtctttta
  1416661 tattttcaat ccaacgatcc ccaccatctt tttcccactc atttgtacga atgataaatc
  1416721 ctaaacggtt ataatcacca tctatattaa tctttgcgta ctttccaaat tcatcttcac
  1416781 cagtaaattc atatgatttt ccacttgaat tttctcccca tatccaaagg ttccagtctt
  1416841 ttgtatttcc agactgctct ttgtaatgaa tgatgacttc agttgttttc gaatttgaaa
  1416901 ctgccttcac actctgaaag gagaaaatcg atgataacat aacgattaaa gtaagtaata
  1416961 aaactgtttt gttaattaat ctttttgtaa tttgcaccac atacaccctt tctttaagta
  1417021 gtacgaacga tttattatgc ccgtactaca ttacacaatt taaattaatc tagaaatctc
  1417081 ttttgcttca cccccgtatt ggttattttc acatatgtat ttcaatgatc ttttcgatac
  1417141 gaaaacgttt gcattaacgt ttaaaaaaat agtttattta tgtcttcata tatttgtaaa
  1417201 tacgaaaagg tcagagaaat tattttaaag caaccgtttg ttatcgcttt cattttatag
  1417261 tactttccat caagaggtca atatattatt aattttctgt ttttatatac tataaacctt
  1417321 aaatctttgt cgcaacttct taaaggtaga gtgcctaatt attgcttagt aagtttattt
  1417381 ttcaaataca ttgatatgaa aaaacagcta atatccttaa aacggtatta gctgtttttc
  1417441 ataatgtcat aatatatgaa taagaactat atttctaact tacttaattt ttgctgcatc
  1417501 aaacgccttt tgtactgctt gaacttcagc tgaatttgca ccatatttat tagttgccac
  1417561 tcgaatacat gctgatctca attctttgaa attagaagtc atgtttaact catctgtatt
  1417621 ggcgtaatag aaaatatcaa acattttatc ttcaccaatt cctttaacag ttacaccgtt
  1417681 atgagttccg ccttttgcga tgagatacgc aactttatta ataatgcttg aattaaaatg
  1417741 aacgccacct tgatcccatc cgttaaaatc attaaattca ctgtaatcat ctggataagg
  1417801 tactccaagt gaagatggaa cagaagttgg gttttccata tcacggaaga cagatccagt
  1417861 ttgttctccc atcgtccagt taaagcttcc attatttacg tatttctcaa tagatgttcc
  1417921 cataatatca gatagtgcct cattaatcgc accagattca ccgtaatatt caagattaga
  1417981 ttcactagaa gtaacagcat gtgtaaattc atgcccagct acgtcatatg ctttgacgat
  1418041 aggatctcca tatacaagca tactaccatt attagcactt aacgcattct gccaattttt
  1418101 cggatcattc gtatccccag aatcccaagc atgtacaact gaaactacct tttgtccctg
  1418161 attatcaaag ctattacgat tgtatttatc tttataaaaa tcaaaaactt ttgttgctaa
  1418221 gtaatgagca cttactgctt ttggatcgtt aaatgttgtt gaagtactag ttgctaatgt
  1418281 accaggataa tagctttctt ctttcgtaat atctctgtaa ttcacatcat atgtttcaat
  1418341 cccttgccct cttgtataat cagccagagc atatttgcca ttactttgtt tagaaatacc
  1418401 aaatgaacga gaaataccta aatcatcttt tccagtgccc gttaatgatg taagactgct
  1418461 ttttttactt ttctttaagg ctccaaccag tttttcactt gcttttaagt tagattcttg
  1418521 taccatattt tttaacatat caccattttg tgcatttatt aaataagttc cggaaatata
  1418581 gtttggtgtt gcagcttcaa atgtaacctg gtatgcatta ctagcttgtc cgttattttc
  1418641 atcaacaaaa ataacttctt taacttctgg ctcagaaata aaattgatgt cgttcccgta
  1418701 cttcgtataa atatattgtg ttgcttcatc ttttgataga ttgataggtt ttttcaattc
  1418761 ttcttgtttt aaattttgcg cactatcacc tgaaacactt ttaataacac cgctattatc
  1418821 tacgtgtgca gttaattgat ggccatatac ttctttccct tcgtatgttt gctgtatacg
  1418881 tacaagtgta gtcccatcat atgaaccacg tttttgaaga actttataat ctactcctgt
  1418941 ttctccattg acttgctttg gagaaagagc ttgttctgtt ttctccttca gagcatcttt
  1419001 tactacattc tctggtgcct tttgtgacgg ttgtgtaagt tcacccgaac ggaacgattc
  1419061 ctcctgaatt tgaacttgta gttgatctgt ttcctctgca tgacctactc cgtatggtgc
  1419121 tactgctgtt aaagctaaac ccgttgttaa tgctacctta gttaacgtct ttttgttttt
  1419181 cattttttca cctcgtataa tttttgaaat agaaagcttg tacaaagtat acttgctgtt
  1419241 tctgtcgaaa aaaagggaaa atacacaatt tatgtaacat tatgcaaaat tacataatat
  1419301 aaggacgatg atacaaatta agaacaactt atataagtgc atgaatttca ataaaaaaag
  1419361 agctccctaa ggcgctcttt acatacgatt ataaatcata aatgcattgt gtcatttatt
  1419421 agtatatgct cgtctcattt aattgtttac ttggtatttt ctctgcacat taaccattaa
  1419481 aaatctgtta tctaatacat tgaaattctt cgttactatt tgattagtaa atgaaagaga
  1419541 tagttaagat aatgtaagaa acaaacatga taaaagcaaa ccaatagata aagatagcac
  1419601 tcgacatgta ttgtgttatt ctttttttca tacaaatttg ttttacttat taacttttcc
  1419661 agggttaatt tgaaattgcc ctttccaaga tccaactatt tttcctattt tatttatatt
  1419721 tacatctaat gttaaaggtt gtttaaagga atcttttcct tcaggacctt caacaaatgt
  1419781 aataacacct tctggtctgt ctttatcgcg aatgcctaca tgctctagct ttttcccttc
  1419841 tgataataat tcgaatggta aattgtcttc accttgaata aatgataatt gtgaaaacat
  1419901 accatttcct gtgttatatt caggatttcc ttcttgttgt ccgtttactt tcccatcgct
  1419961 ttttatatct aatccagttg tatcaaattc aaatggcatt agagttccat cggctttttc
  1420021 aactctataa tgaacagata tacgtgcatc tgccacgtat aattccttaa aatgtacagt
  1420081 taccccttga tcagttatct tttcatcaat aggtataaac tgtcctttca acataccttt
  1420141 ttgttgtaca ccgttttcat ctttacttcc ttcattcaca actgtatcat ttaacacctc
  1420201 attagcaaag taagaagcaa tattagttgc tgcaacttga acttgcggga tcatagctat
  1420261 agtaaaaata cctatcgcag caaccgccgt atacatgaaa cgttttgatt ttttattcat
  1420321 atttgaaaat actccctgct tcctttctat cgtttgattt gtactaaata cattattagt
  1420381 atggttataa ctattaaatg tttgccatgc tttttcgaca tcaatattta tttccggaat
  1420441 ctcatgaagc ttctcctcgg ctagtgttga atgttcccat tgatttaatt ctgttagctc
  1420501 aattaataaa ttttgacact ccttacattt gtctaaatgt tttataaatt gttttctttc
  1420561 ctcacgggaa agttcaccat caatatatga ttgaatggat cccatttcat aacaagtcat
  1420621 ttatttaccc tccatttgtt caaaaatttt ccggaatttt agtttagctc ttgccaacat
  1420681 tgttccaata gacgaatcgt caatctgaag tacttgcgcg atttctttat atcgaaaccc
  1420741 tgaaaatttc attaataata ttgttcgatc ttgttctttc atttttcgca acaccatttg
  1420801 tacttttgta atttcttctt ttctaatcca ttcatcatct agcgacgaat caatttgaac
  1420861 ttcttgatac tgggtttctt tatcgattct tgcctgatgt ctcttttcag aacgaatgta
  1420921 gttataggcg acataagtag aagactttat aagccaagca cgtaaatttt ctattgcttt
  1420981 ccaatctgaa tgatacagtt gcaaaaacac ctcttgcgct aattcctcag caaccgtctg
  1421041 ttctttaatg atccatatta tttgtttaac aacatacgca tagttttgtt taaacaacgc
  1421101 ttcaaatgtt atatgtgaaa cattcctctc ttcacttttt attgtttgca tgtgaataaa
  1421161 acctctctct cttttgatgc ctgcattata gagaaaccag aatgctcatt tttgtgacaa
  1421221 aaaaataata tttttattat gtactattac gtacattcat catataaaca aatattcata
  1421281 ttaattaaag taaacttttt tctcaataac aacataaaac ccactctcaa ctatttttaa
  1421341 gagtgggttt tatactatta aaaaacaatt ttttaatacc gcttataatt tatactactt
  1421401 attatttgtt cttttttatt ggcacaaata aatcaacctt taattttcct tctaggtctt
  1421461 ctgcaacatt gttcatacaa aactctaaat tatccctatc ataatctgca ctatattcac
  1421521 tatttggtaa ccacactgcg tacatatatc gatacacttc acttaattta tgaggttcat
  1421581 catagaattg gtatagagcg tatagacctc catctacact tttaaattgc acatcctcat
  1421641 gttgttcttt ttcaaagttt ttaggtatgg taacgcaagc atcatgtcgg cacatatgac
  1421701 ttgcaacaag ttcaggatta tctaatgaaa ttccgataaa tgattgctct agtggataaa
  1421761 gtttattttc aatagaccag ttcaataact tcccccaatg atcttgtggt tcaaagtaac
  1421821 tgcccgttct tcttataaat gccacttcta atgatggtaa attttttata atcactttca
  1421881 tatacatcac tccccttaac aaatctctac tcaaattatt tagcctttat tttcatatat
  1421941 tccttcataa ataaaaaata ccctgccact tttatactaa ataacataat agaattcctt
  1422001 tcatcgccct agcaaatttc ttgaaataca ataattaaaa gcatccttct ttcgattatc
  1422061 attaaataaa tgtaaaaaat gaccctattc attcattttt catgcgtatg tatgtacatt
  1422121 tgttaattta ttcgatatat tatgtgtatt gaatgattac gaaaagctta taggtcgcta
  1422181 aaaacacctt atatttttat atccgtgaaa actacaaaat gtataaaatt ccatttgtca
  1422241 aatgaattta atgcggaagg aggtttgtgg ttacttcatc gggatataat aatcagtttt
  1422301 aaactgataa aaatatagga ggcgacataa tgtttcgtac gatttcaaat ttcatgagag
  1422361 tagctgagat aagaaggaaa atccttttta cattagcgat gttaatcgtt tttcgaattg
  1422421 gcacgtttat tccagttcct catactaacg cagaggtatt aaaaatacaa gatcaagcta
  1422481 acgttttagg tatgctaaac gtatttggcg gaggagcatt gcaacacttc tcaatctttg
  1422541 ctgtaggtat tacaccatat attacagctt ccatcatagt acaattacta caaatggacg
  1422601 ttataccaaa attttcggaa tgggcaaagc aaggagaaat gggtcgtaag aaatcagctc
  1422661 aatttactcg atactttaca atcattctcg cattcataca agccattggg atgtcttatg
  1422721 gctttaataa tatagcaggt ggacaattaa taacagatca aagctggact acatacttat
  1422781 ttattgcaac agttttaact gcaggtactg catttttact ttggttaggt gaacaaatta
  1422841 ccgctaatgg agtaggtaat ggtatttcga tgcttatctt cgcaggactt gtagcagcga
  1422901 ttccaaatgt tgcgaatcaa atttatttac aacaatttca aaatgcaggc gatcaattat
  1422961 tcatgcacat cataaaaatg ctcttaattg gtctcgtaat tttagcgatc gttgttgggg
  1423021 ttatttacat tcaacaagct gtgcgtaaaa taccgattca atatgcaaaa gctgtttcag
  1423081 gaaacaatca atatcaagga gcaaaaaaca ctcatttacc tctaaaagta aatagtgctg
  1423141 gtgtaattcc agtcatcttt gcttccgcat ttttaatgac gccgcgtaca attgcgcagc
  1423201 tcttccctga ttcaagcgta tcaaaatggt tagttgcaaa ccttgatttc gcacatccaa
  1423261 ttggaatgac actatatgta ggtcttatcg ttgcttttac atacttctat gcatttattc
  1423321 aagtgaatcc tgaacaaatg gcagagaatt tgaaaaagca aaatggttat gtaccttgta
  1423381 ttcgtcctgg taaatcaaca gaacaatatg taacgaaaat tttataccgt ttaacattta
  1423441 tcggtgcaat tttcttaggt gcaatttcaa ttttaccgct tgtattcaca aagattgcta
  1423501 cattaccacc ttctgcacaa attggtggta caagcttact gatcattgtc ggtgtggcac
  1423561 ttgaaacaat gaaaacgtta gaaagtcagc ttgtaaaacg tcattataaa gggtttataa
  1423621 aaaagcgaat taagtaaaaa aacacagttg gttatttttc caactgtgtt tttaattcta
  1423681 ctgcatctaa tttttctact aatgtaccaa tgaccttttc caagttcatt attttttctt
  1423741 ctaacgctcg aatacgttta ttgctctcgt ctacatcatt atattttaaa ctgttattag
  1423801 agactttgaa ccgctcccct aattcggaag tgatatcttt aattgttgat ttttcattat
  1423861 tactggttgt atttgatttt aattcaaatt gaatttcata tgtatttcca gttaactctt
  1423921 tagctatttg cgaaattaaa tctttataag actttttaac ccactcttgt tggaattcgt
  1423981 tttcaaaata aatgatcaat gaatcttcat ttattctagc tgtcgtttct ttgacccaag
  1424041 tttcatatga cggtctcgaa atttttaatt gcattttatc ttttatttta ttccaaattg
  1424101 tttttgattc ctcttgtccg gaagtacgtt gattattttt catgtgatga acctgtgctt
  1424161 tagaagtagc gcttgatcct atttcgaacc aaatttgata ttcttcatca gtaattttct
  1424221 gtacggtact tgaaattata tttttatact ccccttcaag caaatcacga tgaaacgcat
  1424281 cttcacaaaa gattattact ttattatctt ttatcgtagc gtttgtattt ctaatccatg
  1424341 tcataaatgt tttctctgct attttaggtc ttaatgcttt ctttacttca tcccagctac
  1424401 taagcttttc tttttggaca tctttcaagt tagatggttc gccattacat agatcaaact
  1424461 gaatttcaaa cgacgtatta aacatttctc ttaatgtatt aaatactaat tctttataat
  1424521 gagattctaa ccagtcacgt gcaaattcat ttggacaata aattgttaat atatcatcct
  1424581 ctaaataaac agtagtatta gtaaaccaag tttcatatga tggttttgaa atttgcggtc
  1424641 gaatttttcc ctttacttca gtccaattta ttttcataat aactcccctc ttcttacaga
  1424701 tctctttcat atagcttaat aatattacgc ctttccaata aataaagtca atccgtatta
  1424761 tgaataaaat gaaagcagcc ctcttttata caaggctgct tctttataca actacatttc
  1424821 cttctcaaat aatctccctt gtttgaaata agtacggagt gtggatcgat tagctaaaaa
  1424881 tacaccaact aaaatgaaac aagcgcctat tcccattata gggtttaaag gttctcctaa
  1424941 tatgatgtat ccaactataa tagcaattaa tggtgagaca tataaccaag ttgacgggaa
  1425001 tacaggattt gtttttgata agagccagta atataatccg tgcccaccaa ttgatccgat
  1425061 aaatatgaga tataaaatag gccactgtac actccatgaa gctaatacag ttacattcgg
  1425121 ttgttctact atgaaggata cgattagtag taaaactcct ccgtaaaaca tttgaatacc
  1425181 attaatgaga aatagcgata cactttgtaa atccgaaagt atttcttttg agcgaataga
  1425241 gcctattccg taaaataact ctcctattat taatacaaaa caagcgatac tccatatgaa
  1425301 acttatttct tggtgcattc caggtaaaga aacaaaaaca acacctatta gtgcaataat
  1425361 taaagcaaga agttgttcct tttttaattt tgtcttattt ctctttgtct gtaacaacaa
  1425421 aatcatcata ggccctgtag cagatagcac agcagctaac cctgaagaaa tatattgttc
  1425481 tgcccaatat aatgttgcga atgtcataaa tgttaagcaa aaaccagcat atataattcg
  1425541 tcttgaaaat atgtgtggca taatttcttt tcgttttagc ttaaatataa tcattaagat
  1425601 tactcctgct aaaaagaaac gaattcccgc tgaaaataat gggggcgctc ctgcttcaat
  1425661 tccgattttt atcgttaaaa atgttgttcc gaaaataata catactaaaa tataattaaa
  1425721 aatgaccatt actcttcctc ctttttactc ttaacatgag tatagaaggt atagtgtata
  1425781 acagtgtatc tatgtatata acagttgcct aaaatagtag ttgattctct ttatattttt
  1425841 cgcttaaatt aaataaaaac gaaaaaggtg aaaccatgaa gattgtactg cgtaaagaat
  1425901 ccaacatacc gtattacaag caaatatata tgcaaatcgt tgaaagaata caaagtggca
  1425961 tgctttcgca tggtgactca cttccatctt tacgctctat ggccgaagat ttacagatta
  1426021 acctattaac tgttcgtaag gcgtataaac atctggaaaa gaaagaatat atacgcattg
  1426081 aacaaggtaa aggtgcttat atacataaac atgtaaaaaa agattctaaa ccaattccgt
  1426141 ataaatggca acaaacgaaa acgattaatg ttatgcgatc tcaatatgca atgaatcagc
  1426201 accggaaata ttacgatttt tcacaagcga ttttgtatcc tcgtctattg ccaaatccat
  1426261 tcttggcaga cgaaatgcat aaaatactta ataaagacaa gatgattcta gcaacatatg
  1426321 gaccagttca aggagattat gaactacgag ttgaaatagc aaattactta aatgaacatc
  1426381 aaaaattagt gacagaccca tcccagttat taattacaag cggcgcacaa caaggaattg
  1426441 atttaattgc tcaaacacta ttaaaacctg gtgatattgt gttagtggaa agtccgtgtt
  1426501 atagtgctgc gcttgatatt ttcatcaata aaggagctca aattatacct gtttctctag
  1426561 ataatcatgg ggttcgatcc gatttaatcg atgatatttg tcaaagtaaa aatcccgttt
  1426621 tattgtatac gaatccaact ttccagaacc cgacaggtac agtaatgagt aaagaacgaa
  1426681 gaatggaact tatagaacta gcggagctat atgagttttt tataattgaa gatgattctt
  1426741 tcggagaaat atattttgaa gatgctattg ttccccctcc tatcaaaaat tttgatacaa
  1426801 acggacacgt actatatata aaaggattta gtaaaacgtt agcaccagga ctgcgtatcg
  1426861 catctcttat tgccgatggt cctattttcg catggttata tgccgtaaaa ggttcgatgg
  1426921 atatcggtag ccctttatta acacaaaaag cacttctacc gtttttacgt gcagaacgta
  1426981 tgaaacatca tttagaaaaa ttacgtacag ctttacaaat tagacgtgat ataacgattg
  1427041 atatgttatc accacttaaa gaaatacaat ttgaaatacc tgatggtggc tttaatttat
  1427101 ggattactct tcctaattcg atagatccct ttaccttatt acaaaaagca aatgaagtag
  1427161 atgtttcttt tttaccagga acagcttgtc tattacataa cgatataaac aataaccaat
  1427221 tcaggattag ctattctatg ttaaatgaaa aagatatgtt gattggttta gagaaattac
  1427281 atgacacaat acgaaaattt aagctataaa agcatatgca caatatcttt aagctaaaaa
  1427341 gtaaatcccc caaaacattt tagttttggg ggataatgaa attttgaaag atacttaatc
  1427401 attttcattc tactttcatt acaattttac ctctaacatg ttgaccttca ctcaaaatat
  1427461 gagtttctct aaccaccact tcattttcct ctcctccttg ctgtttattt taataacata
  1427521 caattatttc tcaaattttt ttgccttgaa ttatcataaa cttatttttg ggggtaatta
  1427581 tgtaagaaac aaagcaaatc ttacacacac cttagagtca ttcaaaattg tattttaaat
  1427641 taaattcaaa agaaatggag agaactctat gactgaaaag atatttaaaa taaacgggat
  1427701 tgatatatgt acagaaagct ttgggaatcc taaaaaccca gctattttat taattatggg
  1427761 tgcaacatgt tcaatgattt attgggatga agagttttgt gaacgattgg ctaacagtgg
  1427821 gaaatttgtt attcgttttg ataaccgtga tgtcggacgc tcagtcgcat atgaaccagg
  1427881 aacttccaat tataccgtta cagatatggc tgaagatgca attggggtat tagatgctta
  1427941 tcatattaat aaggcgcatc tatttggtat gtcattaggt ggtatgattg ctcaaattgc
  1428001 tgctgtaaaa catcccgaaa gagttttaac gttaacatta ctagctacaa gtatcatagg
  1428061 atctgacaat aatacgcgcg atttaccacc gatggatgaa agaattttaa cacatcacgc
  1428121 aaatggcaag catttagatt ggacaaatga aaatgttgta gcagaatatt tagtttcagg
  1428181 gtcccgtcta ttatgtgggt caaaacgaac atttgatgaa ataagagtct ataatcaagt
  1428241 caaacaagaa atggaacgag ctaacaatct attaagcatg tttaatcacg ctttacttca
  1428301 aggcgatgat gcatatgaag gggtgcttca ctccatacaa gcacctacat tagtcattca
  1428361 cggaacagac gataccgcgc tcccttttga acatggtctc gcacttattg atgaaattcc
  1428421 taactcagtt ctattaaccc ttgaaggcgc aggacatgaa aatcatcctg atgactggga
  1428481 aaacatagtt catgctgtta ctgaacatac agctaaaata atagataaat aacgaataaa
  1428541 aggggcacgc cacaatttgt gcccctttta ttcgttacat gtaaaaaagc ccatcactgt
  1428601 atccgtatgt atagtgatgg gcgatactta tatttttcta tgtttaaaaa aacggacaat
  1428661 ctaattggtc aacagcttcc catgattttt tttatattat cggtggattt atttgcttct
  1428721 agtggtacgt ttttaaaagg attaacttca acctttaata aggatgatgg ctctacgtat
  1428781 aatgagaaaa catggctgct tggtatagct tttgacacat caatatctcc cacttgttta
  1428841 aagagttgct gcgctgcaaa gaaaaagaaa ttggttgggt ttgattgttt attcagccat
  1428901 gcaagcattt caggtgatac tgatttatga atattaattt tcactcgatc accacgttta
  1428961 tatcgcctag atcgcatgtt tccaccaact aacttatcgt taagtttgta aatcctaact
  1429021 ctttttgctt atgctctcta tattttggtg aacaagtgta gactaataat ccacgtgcgt
  1429081 ttgtaaataa tggattatct acaaagatta cattggttaa acgtcctttt tgttttaaaa
  1429141 tcattttcag gctatttttt atgataactg cgcccccacc gtaaataaat acgtacggat
  1429201 catctttcat atcatcaatt ttgtttataa tatccgttgc aacgcgcgct gctaaaccta
  1429261 ataaagctgg ttgtgattcc tcaactaata atgcatttct aggatgttta tcatttaaat
  1429321 aaatttgatt gaattctgta atgctatcaa tcgtcttcgt tgggtacttc cggttccatc
  1429381 tcgtaataat ttgtagtaac gtttctttca caccataaga taagccctta cttagttgtg
  1429441 gtcgaaagtt tacgcctagt gaaacgactt cttctgtcgt ccctgctcca atatcaaaag
  1429501 ataatagtgt tttatcaaca aaatcaattt ctgaaacttt attttgttca cattctattt
  1429561 tatgtttcac aacatttcct tcttcatcat atacaatgcc ccacgtccca gaagcaccct
  1429621 caggtagaca tttgcaatat tcgattgaaa tattaattgt aacatcacgt ccgtttggat
  1429681 aatggaacac aaccttatga ttccccatat aacgtttcgc attttccgca gctatttctt
  1429741 gcgtaataag ttgcatagga agagcaacag ataaatcata tcgaatatta atatggctag
  1429801 aagttgggct ttgacgcata gcacttacgg ctaaaccaga tagaattgta ataaccatta
  1429861 actcatcagt tgacttattc gatttcttct caacttcagt accttttaat tgatcttgaa
  1429921 tgactttttc tccaacgata taccgcacat tatttaacat taacgatgga gaactaatgg
  1429981 tcacgtcaat gtgattttct aattcagata atgaaacatc tccctcatct aagagtcctg
  1430041 taggctctcc tatatataaa gcatatatac tcggaataaa aataggatct tgccctttca
  1430101 ccattaactt caaaccatta tttcctgcat cagcaccagc ttttaaaaga atagacataa
  1430161 ctacccccta aattaatctg acatcccttc caaatatatg cgagcccatt cttttacatt
  1430221 caaatgtaat gtaatttttt attaatctta aaaaacaaaa catcatattc ttaccctata
  1430281 tgtaaaaagt gtttgacata caacttctcc aattttatac tatgaatgta aagagttttt
  1430341 tacaactatg gaggtggaat ttttaaattg aatcataaaa aatttatttt catgattatc
  1430401 gttttatcat tacttggagt gcttatacat ggggtttata aatacatcac tgaaggtgaa
  1430461 attttaggtg gcacaatttt cactagcgct ataataatta gctaccttat caatcatatt
  1430521 acatggggag atccccacgg tgtatcaaaa gaaagtcagg atgaaatggg acaacaaatt
  1430581 acatataaaa gctctaaaat tgcatatttt acgctcgtag ttgtaatgtt ccttatatta
  1430641 ctcttctctg aagggttttc tatgggagct aatttagatg gggttaaaaa cttccctctt
  1430701 tttattgcac tgtgctcttc attctttatt tatcctatca ttgaactcat tgtagcgaaa
  1430761 caatataaat aaaaagaaga ggttttctat agacagaaaa cctcttcttt ttatagttat
  1430821 atactctcta caatcgcttt taatttattc acagtcctcc aatttcttac tgtagctggt
  1430881 gtatgtatct tctgaaactg gttcattaat ttagaatttc gaatgctagt tttgaaaaat
  1430941 aaatacacaa ctttttcatg tatataacaa tcttcattca tatttttata tataagcaac
  1431001 tgatcttttt cttttttaga aagttcattt gctaagaagg caatatgcat actttcccct
  1431061 tctagcaatg aatcagcttc ataagggcat atttttataa tgtttgtaaa ttcagcatat
  1431121 gttcttaaca taaccggaac atcaaaacca aaaacatttt taatttcaga ctgtattcgt
  1431181 tcctttagaa atgttatatc ttcctcagat ttgaatacga tattcccact ttgaatatat
  1431241 gttttcactt gtttcaaccc tattgattca aacgcttgtt ttaaatcagc cattttgatt
  1431301 atcttatgcc cgcctacatt gattcctctt agtaatgcaa tataaattgt catatcaatc
  1431361 ctccgcattt taatgaactg agcaattaag ttgattttca ctctcatatt tctcgaatat
  1431421 ttgttttaat tcctctaaca tatcatgtat agataatacc tcaaataaaa tgatagattt
  1431481 gcttgaaaaa tgatgatgat attgattcgg tttacaatgt gctaaatcat ttttattagt
  1431541 ccaaaattgc ttatctaatt catcaatcag tttaaaatgt tcctcatcta tttcttcaca
  1431601 atgatttctt aatatagaaa ttatagaatg aattgttcgt cgcaaaattt ctttttcatt
  1431661 ttgtgaccaa tcacatgttt caattggtgc tcgagctaaa ttatctatat gataaataat
  1431721 ttgctgtaat aaatgaagtt gcttttgtac aagtaaaaag cttctcattt ctttttttgt
  1431781 atgtcgatgg tatttccaat ctttttgctc atattgaaca aattgtactg ctttatgtaa
  1431841 taatacagtt aatttagaaa gattataggt tgtctccttt attataactt tcccatccat
  1431901 taacgcagta agccattcct ccataatatt tgccgtttta acaaatagct cctctgtaca
  1431961 tcccgaaatt gttttaacat agtgtggtgg caaaataaaa aaattgacta cagtagacac
  1432021 tataatacca gtagatgtag tagctaatcg aattaaaaat gcagtaaaat aatgatctgc
  1432081 cgtaatggga atcattgcaa cagcagttaa agttgcgact aacgttccag cgtgtagcct
  1432141 tagtttttga catgtaacga ttgtaaacat tgccgctaac gcataagaaa gagcctgatg
  1432201 acctaggaaa aatgtgaaag tcattgcata cgccgatcca attgttgaag ctggaaaacg
  1432261 aactagtcct ttttttatag aatccgttgc tgttggttca atcgttacaa ttgccgtaat
  1432321 aacagcaaaa atagttggta tattgaaaaa ttcgcaaact agaactgtaa gaaaaaccgc
  1432381 aattcctgtt tttatcaccc ttccaccaat aatattccat tttctaactt gattcatttg
  1432441 tatttccttc atttctattt cgtttattta tatattttac aacatatatt gttatttcat
  1432501 aataggcaaa tgcattataa tttgttgacc aattggtccc attcttctaa gccctttatc
  1432561 ttggaaacca actttttcat ataaattttg tgctggaata tttttttcat tcacagcaag
  1432621 tacaacttca ttttttatcg gaaaataacg ttgtacaaac tcttgtaata atgccagtga
  1432681 ttttttagca tatcctttcc tttgtctatt gtgatttata gaaaacgaag ttaaaagtaa
  1432741 agcgctttca ttttctgtga attcctgtac tctatctcct gtttgcaatg caaaaagacc
  1432801 aacaggtacc ccattgtaat ctaaaataac aatgacattt tttgtacgat cattttttgc
  1432861 ttttttcaat agttcagctg ggtccgacgt aaattgaact tgttcacttg gtaaagtaaa
  1432921 tgtttctata acttctttat attcctcttt atacggaact aattgaatct cccctgtatg
  1432981 tatgttcatg ctaaactctc ccattttcaa cttattaact taagccttgc tgcactttag
  1433041 aatgtacttt tccatctaaa aaggtaattt caactaatgc agttggattg cttcccttcc
  1433101 aagcaaaaat ttgcttaatt tgtgtagaat gttctacacc ttcttctatg agtaaatccc
  1433161 cttcaaaacc aattaaatct tttacttctt tataagtcat tccttcattt atatttgaaa
  1433221 aatgatttat attgatagat tctttcttct gattttccat cacagtagaa gaagtcgctg
  1433281 tttgcttttt tacttctttc ttctgttcac acgctgtcat actgaaacct aagcataaac
  1433341 tacataatat taatgtgctt tttttcatca taacagttgt ccctcccatc ataattaaac
  1433401 catattttcc cttaaaaata aactgaatat ttaatattat attaaaaaac cctgcacaat
  1433461 ttagtacagg gttaaggtta tctttattta ttcaaatgat tatttgattg atcattctgt
  1433521 tcttttctta gttcttgttc ttcatctttt ggtaattgtt tatcattatc ttgaattgga
  1433581 ttcgtttctt tattttcaat catgtcattt ggaacttgtg gcattacacg gccaacaatt
  1433641 gctgctaact catccagtat accttcgcct gtttttcctt ttttaatttg ctttccaatt
  1433701 tgtttcagtc gttcgtacgt atcaacatct gctacaacaa ccgcattagc accatcagga
  1433761 tcgtttttca aactttctgc aacagagtat ttaatggatt caacacgagt tcgatcaagt
  1433821 ttcgctttta catcaattcc tacgatagca tatttcccaa ctactaccgc tgtcgcatca
  1433881 ttcacacctg gcacacttgc tgctaaagat gctagatgat ccgctgcttt ttcatttggc
  1433941 ttatttgact tattcgtata attgacattt ttcatcgaaa catttttttg ctctgacttt
  1434001 tcgtttggac tatccttttt tccaatacta catccagtta ttaaaaaaca aaccatcaat
  1434061 atatatatta agattttcat tattctcacc actttaccat taaagtttaa tcataaattt
  1434121 tttcaacagc ctgcattttc ttcacttttt cttctgctcc gctatttgca ttaatgaaga
  1434181 tttggtacgt atctttccct aacgtaccta caaattcata gcaaagtact tcattatgca
  1434241 gatcatttac tacgacagct ttacgttctt ccataacttt cacatctgga ttgattttct
  1434301 ttcttgcttc tgctgcagtt agttttgctg atggaactgt tcgtttttga tgtgacgcta
  1434361 aatattcttt tgcggagaat ccaacgatag aaccgtcatc taaagcaatt ttcatttgaa
  1434421 ttgcttcagg ataaattcgt acgccattca catttactac atacgtaaat actccaacat
  1434481 tatcatattg tgagctatca taaagctcca tattattaaa cttatggtcc tttaagaatt
  1434541 tcaaaccttt acttcctgcg tcatttaaac taatcttctg ttctttaatt tctcgattat
  1434601 tcataaccca aattggatat ccgccttttc cggtaatatc catataaaac tcattattcg
  1434661 ttgcttcatc tttaattttc acactataga aagattcttt tgcacctttt ccacttttct
  1434721 caacttctac tttttcattt ccttttaaat tcaagaacga ttttgcgatt ttccccgctt
  1434781 catcttttga aattgctttt ccttctgctt caaatccacc ttttttattt ttttgtgcac
  1434841 ttgtaaaggt aggtccgaag tttgtagatg aatacgatgt tacatttttt tctactgtct
  1434901 ttagtccgtc aataattgta ttgtcggcag gatcacgatt ggatgcgagt gccatctcaa
  1434961 catccatcca gcgtaaattg tttttcaaaa caagatgttg cacttttctt agttcatctt
  1435021 gtatatttcc ggcatttgag tataaagttt gcaacgtttt gtattcttga tcatttaacg
  1435081 gctctttttc tagatcacga atagctgcac ggtaactaaa atcaccgata ttcgctaaaa
  1435141 attcttccgt tttattaaaa ggcattaatg ttaaaggaag ttgccctaca tctgaacgag
  1435201 cttcagatgt taatctccat acatctgcta atgcaggtga taaagatgca cgtgaattca
  1435261 tcgcaagcgt tgtaccaatt ttatcgtgta ataaatctac ctcgtacgct aaatcgtgaa
  1435321 acgcacgttg atagctattt tctgcccgaa ttaatactgc attcttctct tgatgctctt
  1435381 tatagcccca gtaccctgtg ccgactacac cgattgttaa taatacgatt ataatacctc
  1435441 gtaacatagt tccacctccg ctctatttac agaaaatatg tttcccgatc tttttaattt
  1435501 gtggacgagt ccaaatccat ttacttgttg cagtatctgg attgaagtag tacaatgcgt
  1435561 ttcctgttgg atcccatcca ttaattgcat ctaatacagc ctttttcgct gtttcatttg
  1435621 gcgttaaata tatctgtccg tctgctaccg ctgtaaatgc tcttggctca aagattacac
  1435681 ccgaaacggt atttggaaat gatgcacttg taacgcgatt taaaataacc gcagctaccg
  1435741 caacttgtcc taagtacggc tcaccacgag actctccata tactgcgttt gccatgagct
  1435801 gaatatcatt ttgagaataa ccatttggaa catttgtccc tttattttga gatggtttat
  1435861 tttcttgtgc tgtaccacca ctatttcctt tattagcagt tgacttatca tacttcgttg
  1435921 ccttcacgag catttgcttc gttttagctc cagctaaacc atcaacaggt aatccaaatt
  1435981 tctcttgaaa atttcgaagt gcccagtatg taccccatcc gaaaacacca tccacttttc
  1436041 ccgtataaaa tccgttatat ttcaaacgag attgcagttc aataacatct tcgcccgatg
  1436101 ctcccctttg aatgacttga ttagaaaagg cttctacatt ttttagttgt atactactga
  1436161 ccattaaaga tagtcctatg aacgcaagta aaactgctat tttaaaaata gctttttggc
  1436221 gcataaattt ccctccttaa ttacagaaat gatttcttgg ttatgttttg taaaaggctc
  1436281 gcttttatgt aaagaagaca aaaaaatcca agctcatatc gttgaaaaaa tatgtaaaca
  1436341 atatacaaaa aggataaaag gagttcatca tgaggaaatt gttaaagcgt gtcggactgg
  1436401 tcattctgct cctaacaaca tgttcaaata tatataccgg ctcatcaatt gttcatgcgc
  1436461 agccgccgta tgcgaaatgg ggtaaacttg ctgtagaaaa gacgaaagaa caatacccaa
  1436521 aagcagagat tattgattac cttcatatag gtagaaaacc gaaaaccgtt caaataacag
  1436581 ttgaaaaatt caaattatgg ttacgtgagg acggaaaaga atacggtgtt tttgttgatg
  1436641 tagaatttga gacgaagtct gagaaattta taaaggtgtc gttccagaag acgagtagat
  1436701 aaaataaaaa cctcacagtt tataacgtaa acagtgaggt ttttatttct aaattacttt
  1436761 caattgtgaa gaaatgaaac aattgaactg gattgaatgg atttatttgt gcccttgttg
  1436821 aaaattacaa ttctcttgta tatgttcaat aaataatttt aatggaacaa gtccacgttt
  1436881 tggcatatga ctacttatta ctgcaacgag ctctaactgc ggaatgataa tgatatattg
  1436941 tccgctatat cccatagcaa agtacataca gtacggtatg tgaaatcttt cgttattcaa
  1437001 tacccaccag tgatatccat acgccccgac atgttcatac gtttcaaata gagccgtact
  1437061 tgattcttct aaccattttg atgatatgat ttcattctct tgccaatacc cattttgtaa
  1437121 acataatatt cctaacttta ataaatcttt agacttcatt ttcattccga agccgccgac
  1437181 atgtattcct tgcggatctt gctgccactc atattcggta atttctaatg gatcaaatac
  1437241 atattttttc gcaaactgtt ctgtcggcat tccagtagct ttttggataa tgtaactaag
  1437301 taaatgcgaa gagcctgagt tataattcat ttttgtagcc ggttcttcaa tcattggttt
  1437361 ttctaatatg tactgcaccc agttatcaga ttctacaaaa tcatttggga acactactcc
  1437421 atttccgaac tctttccaat cttctcctgt agtcatcgtt aataaatgat aaagagtcaa
  1437481 atcctgcttt tcctcagata cattttcaat ccattctgta atcggtgtat gtatatcatt
  1437541 tatatatcct ttatcgattg caatacctat taatatagat acaatgcttt ttgtaatcga
  1437601 atttatttta tataagttat ttgcacattc gggtgtttta taatactcag ttgttaattc
  1437661 ccctttttga taaacaagaa atgtatttac ttttttcttt tcaaatttat tttctagctg
  1437721 cttgaaatcc aatactttac ctccaattaa atcattacct aatttattat atcttgtagt
  1437781 tttaattaaa acatacttgt gttcaaataa aaaacaaacc tgccagtaat gaactgacag
  1437841 gtttgttttt ataatttcgt gcgaacattc caaagctctg ggaagaaacg ttgatcaagt
  1437901 actcgtttta aataagatac accagaagag ccacctgttc ccattttatg tccgataatg
  1437961 cgttctactg ttttcatatg acggaaacgc cattgttgta gccaatcttc aatatcgata
  1438021 agtttttcag cgagctgata taaattccaa tattttttca catcagcata cacttcaagc
  1438081 catgctgctt ctactgttgc atcttcttcg tatggctgcg taatatcacg atttaacacg
  1438141 tctttatgaa ttgggaatcc ttcttttaca agagcttgaa ttgccacatt atataaactt
  1438201 ggtgcatgta gcgccgtatg aagtcgagcg tgtaattctg gatctttttc ataaattttt
  1438261 aaggcatgcg gcgttttata accaagcgca tactcaatca tacgatattg atacgattga
  1438321 aaacctgaag cttgaccgag cgagtcacga aactcaatgt actctgacgg cgttaatgtc
  1438381 gcaagaatat cccaagattg aatgatttgt gattggattt ttgatacacg tgctaacatt
  1438441 ttaaaagctg gttgtaattt gtcttgttta atagattcaa ttgctgcgtt taactcatgt
  1438501 aaaataagct tcatccaaag ttcgcttgct tggtgaataa cgatgaacaa catttcatca
  1438561 tggtggtctg ataatctctt ttgagaagat agtaaactat ctaattgtaa atattccccg
  1438621 tacgtcatat tctctttaaa gtccgtatga atcccttttt ccataattac cttttcattt
  1438681 tctttcatat tagcaaaacg cccctttata tatatttcta cttatattgg tctaataact
  1438741 gctcgaactg gacttccatc tgcatctgat aaggcaagtg gtaatgcgat tagttcgtaa
  1438801 tcaccatctg ctacatgatc tagtacgaca ttttctaaaa tgtgtatact atgtttaaac
  1438861 aattgatgat gcgctgctaa ttctttatca tctaatggat caactgatgg tacatccacc
  1438921 ccgattaaac gtataccttt ttctgaaaga aacggtgcta tatccgcacg taaatgcggg
  1438981 attatatctg ggaattcatt cgctttacca tgtgaagatg tacgtaacaa caagcgttct
  1439041 acgccttcta aatgaaattt ctctaattcc tttttcccaa tgctttcaag attagaaacg
  1439101 tcaatgattc gcgtaggtcc gacataaact tgaatatcta aatctaacac tttctttcca
  1439161 tcattatcaa aatggaacgg tgcatcaata tgagtgcctg tatgaatact catcgttaac
  1439221 tttccgacat ttactgagcc actctcttct tttgaccata atacttcata cgagaacggt
  1439281 gtatcccctg gccaagtagc aatatcatta tttagcggtt gtgaaatatc aatccacttt
  1439341 gatgttttca tacttatgcc acaacctctc gcttattttc aaattgctta tactcttcat
  1439401 ctttcataat tttctttaaa atcataacag actgccatac ttcttcgtac gtattatata
  1439461 aagcaactgg cgcaagtctc actccatttg gcgctctaaa atctggaatt actccatttg
  1439521 cttttaacgc tttacatatg cgcgctgctt ctgcatgctc taaataaata tgcccgcctc
  1439581 gtttttcatc ctctaatgga tttccaattg taaatccaaa atcacttaat tcatgagcga
  1439641 ttaaattaag catgaatctt gtaatatgta gagatttttc acgtaaacgc tctataccag
  1439701 cctctttaaa aatttcaaga gaaccgatta acggcgctgt acttaatacg tgaggagtac
  1439761 caatttgata tgcaccggca tggtcagcag ctgttaatgt atgttccata tcaaactgct
  1439821 tatcttttct agaactaaac cagccagaca agcctggaag tctattaaaa tgttttttat
  1439881 ttacataaag ccctgcaaca ccaccaggtc ctgcgtttaa gtatttataa ttacaccaaa
  1439941 tcgcgaaatc aacatcccat tctttgaaat gatgcggaat agaaccgatt gagtgacata
  1440001 aatcgaaccc gatatgaata ccacgctcat gagcttccgc tgttaaacgt ttcatatcaa
  1440061 gaatttgtcc acttctatat agtacagaag gcaataaaat taacgcgatg tcatctgtca
  1440121 ttgcttgaat aatatcatct tcagaaagtg ttctaccgtc tcggctcttc actcgtacta
  1440181 aatgttcatc tggatctagg ccctttaaac gaatttgact ttgaagtgca tatatatctg
  1440241 atggaaatgt taattcatcc gcaagaattt ttgtccgaat tcctttcggc tcatagaaag
  1440301 ttgcgattac ttgatgaata ttcgttgtcg tggaaccggt tacaatagtt tcttctggta
  1440361 aagctccaat aagaggtgca gtcaattcac ctaatttctc cgaaaggaaa aaccacggat
  1440421 gctcaccctc ggtccagccg tcaatgccat actctttcca tgaatctagc aacgtaagta
  1440481 acgatttctc tgctcttttt gaaagtagcc ctaatgagtt tccatctaaa tatattgttc
  1440541 cttctttttt ataaaattca gtttgaaaat ctttcagttc atcatgttta tcacattcaa
  1440601 gcgcatactc ataagttggt tgaaagggtt ctttatacat ggtgtcacct tctcttaatt
  1440661 ttctttttat tctaactaat tgaaatatat caccttagtt gatataacgt caatgatatt
  1440721 atgtcagttg actttatata tgaaattctt ttacaataca gttatatttt cagatatttc
  1440781 agtataaaga ggtgattctt tgaaaaacac tactctttca tcaagaaaac accgctcctt
  1440841 agaaacaaag aagaaactat tacactctgg ttacactatt tttattcgta acggatttca
  1440901 aaaaacgaca attacacaaa ttattaaaca cgctgaaacc ggttatggca cggcatatgt
  1440961 atactttaaa aacaaagatg atcttctcat cgttttaatg gaagatgtta tgaatcaatt
  1441021 ttataatatc gctgagcgct ctttttcgcc tcaaacgaca gaagaagcac gtacaatgat
  1441081 ccaaaatcaa gttaaagcat ttctacaatt agcagagaaa gaacgagcaa ttttacaagt
  1441141 tgtagaagaa gcaattgggt tatcaaaaga gatacgtcaa aaatgggacg agatacggga
  1441201 acgctttata aacagtatta cgcaagatat tacatactct caagaaagtg ggttagcaca
  1441261 ttctaaattg aataaagaaa ttgtagcacg tgcttggttt gcgatgaatg agatgtttct
  1441321 ttggacgatt gtgcaaaatg ataaaaaatt agagttagaa gaaatcgtgc atacattaac
  1441381 ggaaatgtat acgacagggt tatataaata gcacaacttc aataaataag gtgtgctatt
  1441441 ttacatctat aaaaatattt tatcagggta tggtagtgct aaaggaggct tttcagataa
  1441501 tgagaaatat tgtagtttta aagattcacc atctattgat ttcagttttc cactagtaat
  1441561 ttcacattca aacacaacaa caatatattc tacttgatcg ccattcggat atgtatggcg
  1441621 atactcttct cctccaaaca cccctttttg tttttttact tgcactttca atcctgtttc
  1441681 ttcccacact tcacgaacta ccgcttcttc tggagtttct ccaggttcaa ttgctccagc
  1441741 tggcaagctc cagtattctc cgccaggata ttgaaataag atttcccctt gctcattttt
  1441801 aataacagca gctacactcg gtataaaaat tagttcatga cctaattgct cacggatttt
  1441861 tttataatat agcgacatcg acatataatt ctctcccact ctattaataa ataactgtat
  1441921 tttctgacat ccattatata ataataccaa taacaatttc tatatagaaa ggataagaaa
  1441981 atgaaccaag tacaactagt aaatagcttt ctatcatttt tagatacgac aaaacagcct
  1442041 actagcttaa aatttttaaa tgagcttatt aaagctcatc aagaaaaaat aaaatgggaa
  1442101 actcttacta aaataattga ctgggaaaaa ggtaatgaaa caggcaatta ttttccttcc
  1442161 attgagacat acataaaccg tattacaaca aaaggtctcg ggggtacttg ttggacacac
  1442221 tcaattggat tccattggtt attatcaaat cttggttttg atgttcatta tatgtatatg
  1442281 gatcccggac atttatgctt acgggttaac ttagatcaac cttattatgt tgatgttggt
  1442341 tattgtgcac ctttattcaa agcttaccca ctttatgaat catttcaagt aagtaatgta
  1442401 agagaaactt tcacttatga agtctcaaat aataggatta aaattgctag aaatccaggt
  1442461 ccagcaaaaa tcttacatac agatccaata catttatcaa gtatgaaaga actcattaca
  1442521 aagtctaacg attggcatac atctcctgta ttaaagaaaa ttcagatttt cggttatatc
  1442581 gatggtattc caacttctat taataataat gttttaaaac gatatttcca aggtaagaaa
  1442641 agagaacaca tcattacatc ttctgaactt aattattgga taacagaaag attttgtgtt
  1442701 gataaagaaa tatatgaaag agctattgaa attttcaatg aaaaatcttc aaacagtaaa
  1442761 agcgttactc acggaattga gtaacgcttt taccttaata tatttttaat attaaacttc
  1442821 tttatgataa gcagtttcta cacattctgc tagacgctcc atttgttcca ttgctaaacc
  1442881 tcgtgaaatc cagcctgtta acttatacat aattttatag taaaaattac tcggttcata
  1442941 ttctgaaatt aatgttagtg ctgtaccttc ttcatcttct tctaacatat aagtcatcgc
  1443001 tgaatatcct tgcttcattt cactacctag tgaaataata tggggtgtat cgtattcaag
  1443061 aatttctact tctgcctcca atattttctt accgactttt tgaacagaaa tatatttatc
  1443121 tcctacacgt ggattctctt tatctatatt tgaaggatag cgattttcta tcataaatgt
  1443181 attccattct tttatttttt catcttctat tatgtagtca catacaacat ccattggtgc
  1443241 ttttattact atttcaattg caaaactcat tatactgccc ctctcaaata ccctatccat
  1443301 ttctatttaa ctaaatcatt atgccatatt ttatatagtg aaatacaagt ggaattttaa
  1443361 tttttattac gagaattttt ttcgtaataa aaaaccatga ataagtcatt taaatactta
  1443421 ttcatgccaa atattttact aacgatacaa caattaaata tagcgcaacg agtagtaaaa
  1443481 cgatacccat acttctattt tctttatttt taaaattttg cacccctaaa ctaactaaca
  1443541 taaaccctaa aagcgtttgt aaaattagca tactcagttc cgaagtatca ttccaactat
  1443601 aaatggaata ccccattata ataattgcaa gtaaaacagt tacaatccta ttcatacgca
  1443661 aatcctccct ttttaaaaag aaaccgctaa gtttccttag cggttttatt aacaattgat
  1443721 atttagtaaa agtgcttttc atgaatttga tataagtcaa aagaatttcc tggtcaatat
  1443781 aactacgcat gttagcccac tttttcttta gccagtctac ttacaattcc aaaaataaat
  1443841 ttatattcaa tcctcctctt tttaaccttt ttaaaccctt ctttcgtatc taaaattaaa
  1443901 cacgttttcc gaaaccacat tcgtacatat aacgactcca agtaaatagg ttttataatt
  1443961 cctcgttctt caaattcagt tccatcttta ttttcagttt ctgttcgaac gaaccaccta
  1444021 tttccgaagc cgatttcaat atacttcata taagccccct tccggaaatt aatttctaac
  1444081 tattctatta tttccccggt aagcgcacat tccgacagaa catgagctca caaagaaaaa
  1444141 gtagattaca aaaatctact ttataactta tatttttgca ttcgtttata aaatgtactt
  1444201 cgaggtacat ctaacagttt tgcagctgac gaaacatttc cgttcgtctt ttctagcgct
  1444261 tcaatcatgc tatcacgctg tattttttca cggaaattca atgtgtcctc tgttttattt
  1444321 tctgtttgca attcaagctg atgttgattt ctcatcattg tttgtaataa aaaagagatt
  1444381 tgtttttcgc atatttcccg tccttgcgac aaaatgtaga tgcgttctaa tgcatttaat
  1444441 aattctcgaa tatttccggg ccatgtatgc tgagaaaatt gattacaaat actttttgga
  1444501 aatacaacat tccaattctt tcgtttgcaa aagtgtttta tgaagtacgg aatatcctct
  1444561 tttctttcta ttaacgatgg aacatatagc ggataaacat gtaaacgata atataaatct
  1444621 tgacggaatt tcccttcttc taccaatcgc aatagatctt tatgtgtcgc agtaataata
  1444681 cgaatattaa ctggcacctc ttttgaactg ccaattgggg ttactgttct ttcttgtaaa
  1444741 acacgtaata atgctacttg catctctgga ggcacttcac caatttcatc taaaaatatt
  1444801 gttcctccgt ctgcttgttc gaatttccct ttatatcctt gacgccgtgc acctgtaaac
  1444861 gctccttcag cataaccaaa caattcactt tccattaatt ctttcggtaa tgcaccgcag
  1444921 ttaacagcta taaaaggacc attttttctt ggactatttt catgaatcgc tctcgctaca
  1444981 tattcttttc ctacacctgt ttcaccacaa acatatacac ttgcatcagt tggtgataca
  1445041 agcttaattt cttctaatgt atgttgaaat gcatcgcttg tcccaattac tccagggaaa
  1445101 gtgatgccat ttataaatag ggaagttgaa aatacttttt cttgtttatt ttcctttaca
  1445161 taaatacatt tcccaatcat tctattatta ctgtatactg gaacttctaa tttagttttc
  1445221 aatccatagt acattaaatc ttcaagtttc attcgtgacc aattagttac tcgttcccga
  1445281 atcctcttgc ttgcagaaac gataacatta cgatgattac aaattacaac ttgttcatta
  1445341 ctgtcaatta catctaaaaa acgatggatt aaatgcagtt cattttgatg tactcgaata
  1445401 ctacattcac gttcaatcgc atgtgcaatc gaagttacca ttccgagcat atatggatgc
  1445461 gaaaattcaa ttggacagga gaaatctaga acaccaatta atttcccatc atcgttatga
  1445521 atgggagcag ccgcacagct ccagctatga gatgcgacag aataatgctc tgtaccactt
  1445581 atcataatag cctcttcaat ctcaagcgct gttcctattg catttgtacc aacagctgct
  1445641 tccgtccatt tcacaccttc aatgaagtta atatgttttg ctcgtttcaa tgtttgttca
  1445701 tttccactta acgatagaac gtaaccatct ggatcaatta ataatgccat catttgcagt
  1445761 tcatcaatgg tttttctcat attttgtatt tgaggtattg ctatatctaa gaagatttca
  1445821 ctctttttct tttggtcttg aaaaatatta gaagacaaaa ttttctgacc tttattcata
  1445881 tgaggattca catttgcttg tttacatcga taccatgact ctgaaattct ttcgtttata
  1445941 cggttcgaat caaggactcc ttcatcaaca aactttttcc atgtatgtaa gtaaaacggt
  1446001 gaagctaaca ttgtatcatc tccctattta ttgttttgga gatctgtaaa aaacatacct
  1446061 ttattataaa actgaataaa agcgttttca ataaaactag aaagacgaca caaatatgtt
  1446121 aataatttga atatcttaat gcgcttcttt attctttttt agtagcacta tgttttgtat
  1446181 aatggacgca aaaaaaatac ataaccaaaa ccacatttgt ggattaccgt ttataaagaa
  1446241 aataattacg gctattgcaa ataaaatagt agatgctaca ctaaaatata attttgtttt
  1446301 cattcccact atctcccacc tctctatcac tttacagtac atactaactc ttcgtttttc
  1446361 atctctacta tgtactcctg taaaacatat tctcttccgc catgtttttc ataccattca
  1446421 tgtatttttc taatatgctt ctcgtcattt ctaatctttg attctatttc tttatactgt
  1446481 tcataactat catattccca tatggcaaac acttcagtcg taccattctt attatctttc
  1446541 atccatcgtc ctattagcct ggaaccatac tttaactgat taggtaaatt cgtgttatta
  1446601 aaatgcccat taaatatttc tacaaattca ttctttacta tatagtactt tcttctgtaa
  1446661 aacatatatt ttcacctctt ttatgaacag actcaaatac accttcccat tactaccgta
  1446721 ttataatact tcccatccga cagcctttta tcatttttta aaataccttc tacttcaaaa
  1446781 cctaactttt tataaagctg aatggctttt tcatttgtct ctaatacttg taatgatatc
  1446841 tttttaatct cattttcatc agcccaatga atagattgtc ccaatagact cttacctatt
  1446901 ccatatcccc aaaattcttt taaaatacaa acaccaaatt ctattttatg agataatctc
  1446961 tttaaatttg acccttcgca tcttgaaaat ccaacgattc gatcatgtac ttctgcaact
  1447021 aaaaacaggt tcttactctc ttcactatct gtttttatta tgttttgaaa tcctatctta
  1447081 tctataaatc cctctccagc ttctctatcc atattttcag tttctccatc gatctgaact
  1447141 ctaatttccg ataactgttc cgcatctgtt tcagctgcag aacgaattgt ataagttagt
  1447201 ccatttatat gaaattcttg tctttttata atcatttcaa actcctttta aacgtagtct
  1447261 attgatgcta ttacaatttc tttaccttgt ttctcaaatt cttgaattgt ttctttacta
  1447321 gcctccgaat ctgttattat aagatcaatt tcaatcagtg actctccttt tataaagtag
  1447381 tctattccaa gtttattatg aggagctaaa caaatatttc ttctagcaat cttacttact
  1447441 gttttactaa aaaaagcaac ttccggcgtt gcagtactta taccgtttaa tgaaatacca
  1447501 tcacctgtag aaaaattaag atcaatagaa aatctactta ttaactctga agcaagtgta
  1447561 tctgtcatat ttcctgatgg tttcaccatg ccaccaatta agtacatatc gatgttctta
  1447621 tattcctgta acgtactagc aatttctaaa gcattcgtaa taactgtaaa tgatgtttca
  1447681 ggtaaatatt ttaacatggc ataatgaata gaagctccac caataaaaac ggaatctcct
  1447741 tcttgtatat aagaagctgc gatttttgca attgcgtctt catatacaga accattacta
  1447801 taacgtttca atggcttggt agctaaattc cttactctag caagttcaat tgctcctcca
  1447861 tgtgttcttt ttaacaagcc atccttctcc ataatagaca aatctcttct tatagaatcg
  1447921 atagacatat cgaaactttc cgcaagatcc tttgcaatta cccttccatt tttcttaagt
  1447981 aactctaaaa ttttctctct acgctcttca gtaaacatgt gtccaccgcc gttattgaag
  1448041 attctgaaat cttatcctta ttttaattat atgcatgtct cttccgcttt acaatatttt
  1448101 caattcttat tcactccgtt ttattcagct ttttccctct ttctattctc ttaactggat
  1448161 aacgaaataa atgtatattt acatattcca caaacacact tccatttacc ttcctattga
  1448221 tgtaaaatta ttcctatgtt ttacttttta acacagaaag gaattactat gaaatctata
  1448281 atgaaagtaa cttgtacagc actattattt acaggactaa tggcaggatg taatgggaat
  1448341 actgcaccaa aacaagaaaa gagcgctatt gaaaagaatg caatgcacta tggggaaata
  1448401 gttaaaaacg aatactatag agcaactgtt gaaaatgcaa agtttgaaaa aatagacaaa
  1448461 gaacggcgca ttactactcg tgttatgatt aataatgttc gagacgatgg acaaactatt
  1448521 gatctttcgg aaataaaata tttcatacaa gatgaaaaaa ctggtcagaa atatgaaggt
  1448581 gaagctcatc cgatatatga cgagcactat aaaaatgttc cacacgaatt ctctttaact
  1448641 actgacgttg tatttgaact gaaaacttca ccaaaagatt taaataatat gtatctatac
  1448701 atagatagca aagctgcacc gttaacagat acatattgga agctggatca tttagtatct
  1448761 aaataaaaag gccagtctta aatgactggt ctttttacat tcatgtatct atttttcatt
  1448821 aacatttaaa ttgatttgct aataacaact tgaattacat cagctaatcc agtgtgccct
  1448881 tttccttcaa ctcgctcttg ttctccatta aagaaatgaa ttaccttatg tttttcacac
  1448941 caagtaagga tatcaattgg atcatacagc atatcaacat cttttggtcc accagtacca
  1449001 tagtttattt gtttttttga gtaaacttca aacataatta atccaccagg ctttatcgtt
  1449061 tgtatcattt tatctaatat cattttttga tgatcattat gaaaatgtcc aaagaccata
  1449121 attgctgcat catattcatc tactggcaaa ctatcagcta ataagtctac tttttttgtg
  1449181 tgtacttcta cgttatgctt cttggccaat ttttttgtct tttctaatcc atcttccgaa
  1449241 taatcaatag ctgtcacttt atgcccttgt tttgctagaa aaatagcatt tctaccttct
  1449301 ccctctgcaa aagctattac tttattgtga tttattaaac gaaatgcttg ttctttaata
  1449361 aatacattag gtgtttcacc ataaaagtat tcatctgatt tatatcgatc attccaaaaa
  1449421 ttattcatct cctacttcct ttctacatat cattttttag ttagaaccgt tcatctgtaa
  1449481 tatcactatt aatagctatt gctgctttat tcccctgtga cgctgcaata attaatgagg
  1449541 atggcccttg agtcgttgtt tctcctgcta agtaaatgtt tttttctgaa gtacgcccaa
  1449601 aatcatcaat tacaaaagtt ccattacttt gcaactcaca accaagttgt tctataaatt
  1449661 gatttggtct aaagaaagta ggtacgataa atcctccagc cctttcaatc cgtaaaccgg
  1449721 aatgaaactc tacttttttt aaataacctc cttcaccttg tagtgtacgt atagattctg
  1449781 taataacagg tatattttta ttagacaatt catccataat agtttgactt agctcattac
  1449841 catttgttgc gattaccaaa tcggtagacc agttataaac taattttgtc atatgcaatg
  1449901 tatgatcttc gttttcagaa ataataatga gcggttgatc ttttaattcc catccatcac
  1449961 aatacggaca gctaaataag ctttttccat agtattctcg aacattaggg atagatggga
  1450021 attcttcctg catacccgtc gctaataaaa ctctttctgc caaatatttt gtgtgatctt
  1450081 tggtcacaat ctcaaataaa ccagtggatt gttttgttat cattacaact gttttttcat
  1450141 aataatgaac tgatggatac ttcatcactt catttaatcc aatttcctta aactcttccg
  1450201 gtttaatccc gtcacgcgta ataaatccgt gggaattttg tgttacacga ttcctattcg
  1450261 tgttattatc aaataacgct atttgtttac gagctcttcc taaaactaaa ctcgcattca
  1450321 gtccggctgg tcctgcacct ataactgcac agtctatata tttcataagc aattatcctc
  1450381 catgaatgaa taaatttaac tataattaaa gatattaaag agttttttta tctttaatat
  1450441 ctttaattat aaaagtggat taaaaatcca cttttatttt tttcgcaaga tctacaattt
  1450501 tttgatttct taactcttct tccattttct cttctgctgc gagcattgct tcattaatta
  1450561 aacatccagg tttttcatgt aaacagcatt caaacaatga tgttttacct tcaattgcat
  1450621 ggatgatatc taaaaatgaa atatcttccc aattatgact aagcgaataa ccaccttttg
  1450681 gaccagatga tgaatgtatc atcccttcct tcgtcaactt agttagtatt ttagacaagt
  1450741 aggttggtga aacattttgc atttctgcta attggtgaac actgactaac ttatttggtg
  1450801 ttgcctttgc cagaaagagc attgtatgaa gagcataatt tgtagcttta gaatatttca
  1450861 tagtacggct cctattgtag atttcatgta tctacaataa ctttatttct gtatcctgtc
  1450921 aaacatttgt aatactccat gcaaaattat ctctcttcaa gtaatacatc ggctgcgcga
  1450981 gtctttcttt tatagaatta taattatctt tataagcttg ttctaaatca tccattcttt
  1451041 tctcataatc ctctgtctat tcaagcataa gtttctttag tttttccgat gggtattctg
  1451101 aattaattgt attatcatga atgtacggat gtagtgactt aggtagaaac tttaataaat
  1451161 cttctttctt ttcttccgca tcttctctta aactttgctt ataatccatt cctatctttt
  1451221 cactctctcg caacatctct tcccattctt ctactgtttc tgagaagttt aaaaatccag
  1451281 acacttgcat ttctttatac caatctttat taaaatactt caaagacgtt ccccctaaaa
  1451341 tattttagca tccaataaaa gcgatatatc tatttattat atcattccaa taactatttt
  1451401 ttctaaagaa aaaatgtaaa actgtaaata ttccgccttt tattcctaaa acttcagaat
  1451461 atttacacta gttgataatt agaatatatt ttactagtac aaagattcac atgtacaaaa
  1451521 atctaaacaa aaagggatgg ttatatgttg aagaaattag tagcagggac attagtagct
  1451581 ggatttgcat taactggggg attaggtgca gtaagcgctg aagaaaaagg taacacaatt
  1451641 aaatcatttg attatttaaa agttgatgaa caaaatgtta attcctttgc taaattaagt
  1451701 gatcaggaga aaaaagacat ccaaattact atggtattac ctgagcaaaa tgaaaatgga
  1451761 gattggttag cttacggttt tactagcaga gaaacattag atgcttatat tgaaaaggat
  1451821 aaaaaagtac ttaaaaataa aattaatcct ttaggtagcg gcgctggtag tactgatttt
  1451881 tatgaacata taaataaagg tggacaatac atttactgga gcagcggttt taagaattta
  1451941 ccttctagct ggaacgacag aatttcttct gtaagtacgg cttcaccttc tgcaagttat
  1452001 tcaacgacac tttgggagca tacttctaca caaggatatg gaaaaggtgt tgtatttaaa
  1452061 cacgctgatt ggtatggtaa aactgctaat ttagctcctg aatggaacga taaaacttca
  1452121 gctattgacg taaaaaaata ataggatatt caatttcttc cgtaaaaatt caaaccacta
  1452181 ttctcttatt catttagaaa atagtggttt attataattc catttaagca tgtacagcat
  1452241 gccctacagc ttgcaataaa gcttcatgaa tcgattcaga taaagttgga tgcgctgcaa
  1452301 tataatctct cataatatca gcggtaactt ccgtatgaat cattacagtt ccttgaccaa
  1452361 ttagttctgt tgcgcgagga ccaataatag aaattccaac aatttcttga tatttaggtt
  1452421 ccacaataac ttttactttc cccgtttgtt ctccaataat aagcgctttt ccattcgctg
  1452481 taaaaggaaa ttcgccaatt tgtatgtcac cgtactgctc ttttgcatct ttttctgtta
  1452541 aaccgacgct agcaatttct ggagcggtat aaatacagcg aggtacagca tggtagttta
  1452601 cttttacatc ttctccactc gcgtataatg ctgccgtcgt tccttcatgg aatgcaacgt
  1452661 gagcaagctg gattccacca atcacatcac ctgctgcgta aatatgtgat acattggttt
  1452721 gcatatgttc attcacagaa attcctttat ttgaatattg aatgcctgct ttttctaagt
  1452781 ttaattgttg tacacgtggt tttcggccga cagaaacgag aacaaattct ggattaactt
  1452841 cttggatacc tccttcatat tcaaataaag cctgcttctt ataactattt aatcctttta
  1452901 aagttgctcc tgtaaatatt ttcacgccat cattttctag tttccctctt aaaatgtgtg
  1452961 cgatatcttc atcttcacct ggtaataatt gcggtgccat ttcaacaatt gtaacttttg
  1453021 ttccaagacg actataaata cttgcaaact cgcaccctat tacaccaccg ccaacgatta
  1453081 ataatgattt cggtatgttt tttagagaca ttgcatgggt actatttaaa atccacttcc
  1453141 catcaaatgg agcaaaaggt aattcagtcg gttctgaacc tgtcgctata atgaactgtt
  1453201 ctccatctac tacaatttct ttatcaccgt atgtaactct cacacgatga tccgtttcaa
  1453261 atttcgcttt accttgtata acttttattt tatttttctt cattaaatat tgaattcctt
  1453321 ggacgagctg cgttacgatt tgcgattttc tcacctgcat ttgcttccaa tcgattgata
  1453381 tacttccatt gttaagcgta actccataat gattcgattt tctcacaatg tcatgcactt
  1453441 ctgcactttc taacaatgat tttgtaggca tgcacccgac atttaaacaa gtcccgccaa
  1453501 gatcagcttc atcaataaga gtgacatttt ttccattttg agccgcggta attgccgcta
  1453561 catagccagc aggtccgcct ccaataacga ctaatttact cattctctca ccttctcttt
  1453621 ataaaagaat tgttacaggt tcttctaaat agcgtttaat tgtgcgtaaa aatgcagctg
  1453681 ctggtgcacc gtctagtaca cgatgatcga atgttaaact taaaggtaac atacttcctt
  1453741 tttttaattt tttcccttta tatacaggaa catgttcaat tgcacctaca cctaaaatac
  1453801 cagtttctgg tgtgtttaat acgggtgtaa aatattcaat accgaagctt cctaaattac
  1453861 taattgtaaa tgttgttcct tgcatatcat cactatttaa attgcctgct cgtgcctttt
  1453921 gtgccgcatt cttaatctct ttagataact ctactaatga gagattattt gcgaagcgaa
  1453981 tagctggaac gactaatcct ttttctaatg cgactgccat acctaaatga acatgttcaa
  1454041 attgatgaat tgcatcatct atataagcgc tgttcatttc tttatgctcc ccaagcgcta
  1454101 atacaacagc tcgagaaacg aaatccgtaa tggttaattt gttatcgtat cgtttttgta
  1454161 caacttccgc tatttcttta tgtaaagcaa ctaaatctgt cacatctact ttcatcgtta
  1454221 atgttaattg cgcactattt tgtaagcttg catgcatacg atttgcgatt gctttccgca
  1454281 taccagtaac aggaagtact ttactttctt caagtacttc tggaattgct actctttctt
  1454341 caagtgcctt taatacatct acctttgtaa ttcttccacc tggacctgta ccaagtaatg
  1454401 ctctaatatc aagattttca gttttcgcaa tcttcttcgc tacaggagat attttgattc
  1454461 tttgtttatt cgtaacttct ttccctaacg gttctggatg ttgtacattt tgtggtactt
  1454521 cactcgctgt cagttcttcc tcaacctttg tgctttcatg tacctctact ttttcattcg
  1454581 gtttaccaat gtagcaaatt acagtgccag gtggaacccc ctcatcttca cttacagcta
  1454641 tatcaagaat agttccatca gctggtgctt ctatttccgt ttcaattttt tccgagttaa
  1454701 tactggcaat taattctcct tttgccacat tatcacccgc tttaatattc cagctcgtaa
  1454761 taataccctc tttcatcgcc atccctaact tcggcattac aacttctaca gccatatttc
  1454821 tctctccctt ctcatcgttt cattacacat gtaataaaga ttggtctccg atcatttctg
  1454881 atacagtttc aattactttc tccggcgttg gtaaatataa cttttcaagt ggtggtgaga
  1454941 acggaactgg tgtatgtggt gctgtaattc gtttaatagg tgcatctaat aaatcaaatc
  1455001 ctctatccgc tacaattgct gcaatatctg tcgcaatgct acatctaggg tttgcttcat
  1455061 caataacaat cagtcgattc gttttttcaa cagatgataa gattgtatct tcatcaagtg
  1455121 gtgataaaga acgcggatca atcacttcta cttcaagtcc ttttttcgct aattgctcag
  1455181 cagccgcaag tgctgtatga acttgttttc caatggcgac gattgttaca tcagaacctt
  1455241 ctcgtttaat atctgcttta cctaatggaa ttgtataata cccttccggc acttcacctt
  1455301 tcatattgta gagtgtttta tcttcaaaga agattaccgg atcatcatct tcaattgccg
  1455361 ctaatagtaa gccttttgcg tcatatggag tagaaggaac gacaactttt atacctggaa
  1455421 tgctcgtaaa taacgcatac aaactttgtg aatgttgtgc agctgcgcta aaacctgcac
  1455481 catgcatcgt acgtactgta actggcactt tcgctttacc accgaacata tagcggaact
  1455541 ttgcaccttg gtttaatact tgatcaagac aactaccgat aaaatcatta aacattaatt
  1455601 cagcaatcgg acgtagtcct gttgccgcag ctgccattgc tgctcccatg taacccgctt
  1455661 ctgaaattgg tgtatctaaa atacgatttc ggccaaattc ttgtacaagg cctttcgtaa
  1455721 caccaagaac accgccccat gcttcatcat cttgcaaatg atcaacttgt gcaccacctg
  1455781 caacatcttc tcctattaaa attacgtttt catcacgacg cattgagatt ttcatcgctt
  1455841 cattaattgc agttgacata cttactgttc tagtcattat ttttcaccct cctcttattt
  1455901 gtaagaaacg tatacatctt ttaataactc ttcatcctct ggatatggac tattttcact
  1455961 aaattcaatt gatttttgaa ccgcttcatc tactgccttt tccatatcta caagctcaga
  1456021 ttcagttaat aaagcttcat gaattaaatg cttacggaaa ttcacaatcg catctttttc
  1456081 atttaaatgt tcttcttttt cttctgaagt tttatacgtt tgtgcttcac cttcgaaatg
  1456141 accgtaatta cgatatgtca tacattcaat tattgttgga ccatcgccat tacgcgcacg
  1456201 ttctaccgct tcttcagcag ctttatatac agctagaaga tcctttccat ctacttgaac
  1456261 acctggaatg ttataagctt tcgcacgatc tgcaatagaa tcgcaacttg aagcatattc
  1456321 aaatgtcgtt gcttcaccgt aaccgttatt ttctgcaata aaaataacag gtaacttcca
  1456381 aatcgccgct aaattaaccc cttcatggaa tgttccttca ttatttgctc cgtcaccgaa
  1456441 gaaacaaaca cttacatctt tcgttccttt atatttagct gttaatgccg aaccgcaagc
  1456501 aagtgggaaa ccaccaccta caatgccatt tgcaccaagc attcctttat ctaaatcggc
  1456561 aatatgcatg gagccgcctt tacctttaca taaccctgtc gctttcccaa aaagttcagc
  1456621 catcataccg tttaaatcac aaccttttgc gatacagtgt ccatgtcctc tatgcgtact
  1456681 tgtaatactg tcactatccg ttaagtgggc acatacacca actgctaccg cttcttcacc
  1456741 tgcgtataaa tgaacaaaac ctggcagcac gccttgagcg aacaattcat gtaccttatc
  1456801 ttcaaattta cgaatctcta acattttttc atacatccaa cgagcttgtt ctttcgtaat
  1456861 ttcattctct ttactttcag ttgtttttaa catgtccagc cctcctattt tcttgttcat
  1456921 cttttatatt gcaagtactg tgccaaattc taatgcttga tttaataggt tttctctttt
  1456981 cttgcaaaat aaaaaagtgg acaaaatgag acacctgtct cgttttgtcc acttttgttc
  1457041 acctaatttg agaattatta tcttattcat tatcaaaact cttctgtaac ttccgaatgt
  1457101 aaataatttg accaatatga taagcattat gagttgttac atttgctagc acttcccacc
  1457161 acttcgcaca tactggaaat ccaactacat cactttcaac cttctcttca ttgataagct
  1457221 tttgccattg taatagtttc tctagtagtt tttctcttaa ctcatcgaag gtttgattat
  1457281 ttgaaagcat aaaacttttg ttattatcac caatagcggg cacggcattc acattcgatt
  1457341 ctttgtacct agtttgccac gttgagttcc aatacagtaa atgttgtaca atttcagcta
  1457401 tactattact ctcttcattc ggtttccaga aagcttccct ctcagataga tctttcactg
  1457461 catctgaaaa cggaatatac caactaggat cgttcgcatt cgctaataac tgatctgcta
  1457521 atacatcctt cacatgggcc attattcttc cctcatttca taaacgtatt catactcact
  1457581 tctctatata cgctgagtcc gtataatttc ctcttttaaa aatctcatag aatatagaat
  1457641 taacgggtaa tgctctcaaa acgaatgtaa aaataataga ttttcttatc ataactcgtt
  1457701 atgataaaag aaaaagaaag ctggcagaaa atgaacaaaa aagtcgcaat tattacagga
  1457761 gcctcaagtg gatttggact attaactaca ctcgaactcg caaaaaaaga ttatttaatt
  1457821 atcgctacaa tgcgaaacct tgaaaaacaa gcgaacttaa tatctcaagc tactcaactc
  1457881 aacttgcagc aaaacataac agttcaacaa ttagatgtaa ccgatcaaaa ctctatacat
  1457941 aactttcaat tatatataaa agaaataaat agagtagatc tacttattaa taacgcagga
  1458001 tatgcaaatg ggggctttgt agaagaaatt ccagtagaag aataccgtaa acaatttgaa
  1458061 acgaatcttt ttggtgctat ttcaatcact cagcttgttt taccatatat gagagaacaa
  1458121 aaaagcggaa aaatcattaa tataagtagc attagtggtc aagttggatt ccctggttta
  1458181 tccccttacg tttcttccaa atatgcatta gaaggatgga gtgaatccct tcgtttagaa
  1458241 gtgaaatctt ttggaataga tgttgcttta attgaaccag gttcttataa cacgaacatt
  1458301 tgggaagttg gtaaacaatt agcagaaaat caatctgaaa ctacctctcc atacaaagaa
  1458361 tatatgggta aaatacaaaa acatattaat agcggcagtg atagatttgg taatccgata
  1458421 gatgttgcta aaaaaatcgt tgatattgct gaagctaagc gcacaacatt acgataccca
  1458481 attggaaaag gtgtaaaatt tatgatctta gcaagaaaaa ttcttccttg gagattgtgg
  1458541 gaatatcttg ttttgagaag ctttaagaaa atgtaattac ctttattgaa aaccattttg
  1458601 aaagaggtgc taaacaaatg ctaggtttac cgtacgggaa agtattttta gttccgtgga
  1458661 ctgaggaatg ggaatttgag tttatgaaag agaaacaatt cattgagaaa caaattggcg
  1458721 aacatatttt agccatacac catattggca gtactgctat tccgcattta agtgcaaagc
  1458781 ccattattga tatagcaatt gaattagaaa attataggga tggtatacat tgtattaaaa
  1458841 agttagaact actaaactat aaatatagaa aagatgtatt gcctgaacga tattatttta
  1458901 ataaaggtga gccaagaact catcaaattc atatgtatga acgagggaat acatatttaa
  1458961 tggaacaatt acaatttcgt gattacttaa tagacaataa aactgctcgt aaacaatatg
  1459021 aacaattgaa gattcaactt tcaaaagcta atcctaatga taaacatcaa tatgcagagg
  1459081 ataaaacaaa tttcattaaa tccgtattag cgaaattaaa tgtttaaatt gaataagaaa
  1459141 ccatttagca gtaaatggtt tcttatttat tagttatctc attatttata atcaaatttt
  1459201 taattataca gcaggtggaa cgaaataaaa tagtatcgag agcatcaata taaaagaaac
  1459261 cattcccgtt atcgaaagta tatattcttt tgattttcta tcatatttcc attccatcca
  1459321 tgctcttaaa gtccatgata tccctaaata agtgaacatg acataagcca ttttagcgtt
  1459381 ttcaaattta aacatataat aacaactact tactacataa ataataataa gacctatttc
  1459441 taattttaca tgtaaactat tcacatgctt atatccaaag aagcctcttt tctccatatt
  1459501 taattttctt cttaaaaact gttctaaaaa gtaaccacct atacccagtc caataataat
  1459561 aattaaaatt gtagaggtat ccattgttat ccctccaatt actttatata tttttagaaa
  1459621 caaagtggac tatattatgg ttattctctt ctaaataact tacaattcct tcaggatatg
  1459681 ttggcttctc ctttaattcc tctatgctct tccatattaa tataatattc tcatgttctt
  1459741 tatgccttat ttcatttgta accatctctt gaacagttcc ccaatgtatc aatgtacaat
  1459801 gatgtccttt ttcgttgttc cactcgaaaa tatgctcatt tacaacagct agctcttgga
  1459861 catcaatttt caaatcgtat tcttccatta attctcgtat tatcgctcct tttgctgttt
  1459921 caccaaattc aatagagcct cctggaaaac ggtaaaataa ttcattctca tcacattgaa
  1459981 caagtacttt agaatgatct tcatttaaaa tcattacttc agcgcgtaat ttagacattt
  1460041 tcattttgtc tccccattta ttctacatat aattaaatcc aatagttata aaagaaaaga
  1460101 ttaatcataa ttcctgttat tattaataat ggaaccgtgc ctaaagaaat gacatactcc
  1460161 ctcgattctt tatcatattt ccactccata tatgattgaa agcaatataa agttattaaa
  1460221 aatagtatgg gtaaattact aatataaata ggattgaaag tggcacatat catcgtaaca
  1460281 attatataag aaatgataag agccctagcc ccccatttat gagcgttgtt tacatattta
  1460341 ctattccagt cagtttgttt cggtatattt aatttttttc tcactacttt ttccaaaaca
  1460401 actaaggata taatccataa tactaataaa atccctttag ctaaaagcag tgatgtcccc
  1460461 tcctttatct tttctccggc tgatcactcg gatacgtagt atttctttta ttttcaacat
  1460521 cccaactaat aattgtcgca ctgtctcgtc cgaattgatg atgaacgtgc tctaatacat
  1460581 gatgaacact ttcttccagt tctatatcat ttctattcat atcattatac agatttaatg
  1460641 gtgtttcata gtgtcgttcc ccgcattcta ataccccatc tgtaaccatg acaattcgat
  1460701 tttttccagt acgtaattca cgaattcctc ttgagtagca aggtacagat aaatcaaagg
  1460761 tatttacatt tccaatccat tcgtaaaagt gacgttgatt taatgcatat tgtcctaact
  1460821 tatgtaactc ttcatgaaat acataaacta agcaatcgcc aatagataac caccatatgt
  1460881 agttttcttt tcttacacat agtaagcaaa ctgtttcacc ttttactctt ttgcactttc
  1460941 ctttaaatga gggggattga aagattgtaa gtagatgatt ttcaacagat cgaaatactg
  1461001 tatcaatcga ttcattcatc attactttta tattttcata ttctttttgg attgtattta
  1461061 ctactaaatc aacactttcc gcactattat gtccatctaa aatagctgca aattcccaat
  1461121 caccatttga ccaaactaac gcgccatctt cgttcttttt tgctccggcg cttatattcc
  1461181 cgccatatgt accaagtacg atatcaccat attgttttac tgaaacttca tctaaacaca
  1461241 tcttcttatt tccaacccat gaacattgtc tattatttgt tgtatgcata ttcgctcacc
  1461301 aaccttttca tatataatat cataaaaaaa ggaaaaacag gttttatatt ccgaaaattc
  1461361 cttcttttaa tagcgcattt tttgaaataa atttaaaacc ttactatttc ttcaaaaaag
  1461421 taattccaat tacaattcca atcacaattc cgattactaa actattagta aagaacccct
  1461481 gaaacacacc gattacaacc cctataccaa tacctattgc caaggcatca ttccttttat
  1461541 tatttttagc caaaattgca tctcctccca tcatttctcc ctaaataaca tacacttact
  1461601 tgaatgtatt aatatattca ctatctcact tgaatatttc caaaaaatac attttaactt
  1461661 tacatataat attttccatt ttctgtacat actcctttta taatgaaaaa tttcaagtga
  1461721 ccattcatta tatgtagaca tttactataa gaacgattca aatgcatcct ctctggaatc
  1461781 caaatataca tcaacaataa gtatatttct cccatcctat gaggaatacg ttgcatcatg
  1461841 attctcaatg tatggtgctg tgtactacaa gtcttgaaag taaataagca aaactaatct
  1461901 cattaatcga aaaaaataat cagttaatca aatcaatgga acaataacaa aaccaaatct
  1461961 gtgccccagc tgacggttct gtcattgttc gtatgtaatc ttattcaaac aaaaaacaca
  1462021 ctttgtataa taaagtgtgt ttttttgtta tcttcttttt tgatgaaatc cttgtgtaat
  1462081 gcggtctaat ataatcgcaa tgacaacaat agctagtccg gcttcaaatc ccattccgat
  1462141 attaacttgt gttactgaac ggtatacatc aacgccgaga cctggtgctc ctacaagaga
  1462201 tgctgttact accattgata acgaaagcat aatgctttga ttcacaccag ccataatcgt
  1462261 tccagttgcg agtggtaatt gtactttaaa tagtttttgt gatgcggttg aaccaaatgc
  1462321 attcgctgct tctattaaat cttctggaac ttgtctaatt cctaaatcag taaaacgaat
  1462381 tgtcggtggc attgcaaaga ttactgatgc aataatccca ggtactactc ctactccgaa
  1462441 aaatgtaatc gcaggaatca gatatacgaa agccggcatt gtctgcataa aatctaatgt
  1462501 cggttttaaa aattttgaga aacgctcatt ttgagatgct aatatcccaa ttggaattcc
  1462561 aacaataatt gaaataataa cggaagtaag tacgagtgct aatgtttgca tcgtctgtgc
  1462621 ccagtagtta atatttaaaa taaataataa tccgatcagt gtaaaaataa ctaaagatac
  1462681 ttttctcgtt gtgtaccaaa ttaggaaaca cagtaaaata atcatcaata tggccggtat
  1462741 tattattaaa aaattagtga gtaaatcaac gaatcctcca ataatataag agaatcctcg
  1462801 gaataagcct tcaaagtgct catataaact tgcaacaaat gaatcaaccc attcccctaa
  1462861 tggaatacgc ggaatactat tcatcgtctt tcacctcttc ctcaatgttt cctgcaagag
  1462921 cttgaatgac actttcacgt ttaatgattc ctctaagtct tttcttctca tcaattacgg
  1462981 gtaacggata tttcatctct gccatttttg catacgtttc ctctaataaa gtatctaaat
  1463041 acacgtgcgg aatatcgtta agtaataaat cggcaatcgg ccactgtttt tgaacggctt
  1463101 tacttgcatc atccgcagtt aatataccta aaaattcata ctttttatta acaacataca
  1463161 cagtagaaac cccggcgttc ctcataattt gaagtgctac acgtggtcca cgatcaatta
  1463221 ataaagtctc cggtcgtttt aaaatagatt ctgctgtaat tacttttcct aaattcacgt
  1463281 ccgccacgaa cttctctaca aattcattgg caggactcat cataatttct tctggtgttc
  1463341 caatttggac aacttctccg tctttcatca atgcaattcg atcaccaatt cgaagcgctt
  1463401 catctaaatc atgcgtaata aaaataattg ttttttccat tttatcttga agttctaata
  1463461 gctcatcttg catttctttt cgaataagtg gatctaatgc actaaatgac tcatccataa
  1463521 gtaaaacatc tggatcattc gtaagcgctc ttgcaatgcc aacacgctgc tgcataccac
  1463581 cactcagttg acttggataa ttatctttat gatgatcaag tccaactaat ttcaatgatt
  1463641 ctaatgcttt tttctcacgt tcttctactg gaactccttg tatttctaat ccatatgcaa
  1463701 cgttttgcaa aacggtacgg tgaggaaata gagcgaattt ctgaaatacc atgctcattt
  1463761 tcgttcttct tactctccgt aattcttcct tgcccatcgt cgcgatatct tcaccatcta
  1463821 tgtatatatg gcccgctgtc ggtttaatta attgatttaa catacgaact aacgtagatt
  1463881 tcccgctacc tgacaaaccc ataataacga aaatttctcc agagtatact tcaaacgttg
  1463941 cttttttcac accaacgttc attcctgtct ctttcaaaat ttccgatttg ctttttcctt
  1464001 cttttaataa ggaaagggct ctttgcggat gtttcccgaa tacttttgtt acgttttcaa
  1464061 cacgcacctt tgtattatcc atgtcactac tccttttcta cccatctatt cacatagtgt
  1464121 tgcgatttta caaagaaata ttacataaaa atgacattca taagaattct ttaaaattct
  1464181 cgtttccgtt cataataaga atgcttactt atacatttat ttaaagaggc aaacgtttct
  1464241 taggaggttt tcgatgcgaa agaaaatttg gtttatatgc cttgcattat ttattactat
  1464301 gattttcact tcatgtaatg caacaaatgc aaattcgaaa ggaaaaatta aacttggtgt
  1464361 aacaagttgg aaagaaaata ttgcaactgc aaacatgtgg aaggtactac tagaacaaaa
  1464421 aggctacaaa gttgaactca tgtatttaga aaaagcggca atttggactg gtgtggctcg
  1464481 tggtgatgtt gatgctaatt tagaagtatg gctacccgtt acggataaac cgctaaatga
  1464541 tcgttataaa gatgatattg tcttaaaatc caaatggtat gaaggtactg gacttggcct
  1464601 tgtcgtacct tcttatatga aaaacataag cagtatcgaa gatttaaatg ctcataaaga
  1464661 tgaattagat aacaaaatcg tcggtatcga accaggtagt agtcttatga acttaacgaa
  1464721 taaagcgatg aaggaatatg atataaagct aaaacttgtc caatcttctg aagctgcttt
  1464781 gatgagtgaa ctaaaaaaag catatacgaa aaagaaacca atcgctgtta cgctttggaa
  1464841 tccacattgg ggtttttcag aatttgactt aaaatattta aaagacccta agaaagtata
  1464901 tggtgaaaaa gatgacattt attactccgt tcgtaaaggt ttcgaaaaag atcatccgga
  1464961 tatcataaaa tacttcgaca aatggaaaat gaacgatgaa cagcttggta cattaatggt
  1465021 cgagttaaat aaaacgaaag atcccgaaga agcggcgcga aaatggatta aaaagaatca
  1465081 agcgttagtt gatgaatgga taaaagatta ataaaacagg ctagagaata tactttactc
  1465141 tctagcctgc tttctgctat tttttcgtaa caacatcatc tacaatccca tatgccttcg
  1465201 cttcttctgc agtcataaaa taatctcttt ctgtatcatg tgctactctt tcaatcggtt
  1465261 gccctgtttt ttctgcaatc attttattaa tatcatgttt taactttaaa attctttttg
  1465321 ctgtgatttc gatttccgtc gcttgccctt gcgcaccacc aagtggctga tgaatcataa
  1465381 tttcactatt tgggagtgca aatcgttttc cttttgcacc tgataataat aacaatgcac
  1465441 caaatgatgc tgcaaagccc atgcatagcg tttgcacgtc tggtttaatt aaattcatcg
  1465501 tatctaatat agcaaaacct gctgtcgttg atccgcctgg gctattaatg tataaaaata
  1465561 tatctttctc tgcatcttct gcttctaaaa ataataattg agctactaca ctactcgcta
  1465621 cttgatcatt tatttctgaa ccgataataa caatacggtc ttttaataac cttgagtata
  1465681 tatcatagga acgttctcct aatttcgttt gttctacaac atatggaatt gcattcattt
  1465741 taaatccctc caataattgt tatgcaacgc aaagcataca actgtaggaa gaaggttgtt
  1465801 tcacattaaa taataagact ggctgtttag atggtaactt agtaaaatct attgttggaa
  1465861 gcagtttcgt taataattcc ggtctctctt ctcgaataga cgttactaca acttccatat
  1465921 cgtctgtgaa ttcaactatc tctatccctt cttcacttac agttttcaac ctatttctac
  1465981 tccgaaacaa agaagctttt actgcccctt ccgatacgga acacacttta gcaatatcag
  1466041 cgatactata ttgaaaaaca tcttttaata ataaaattgc ggattgctgt acatttaatg
  1466101 aagataatac tttccctacc atttcatgca aatctgcaat tttttcatgt ggttcttcaa
  1466161 aagtaatttg gtctcttatt ttttcatgaa ctgattttga ctttatttga tctaaccaac
  1466221 gatttctagc tattttatat acgagcgtta tacaaatatc tttattacta tatttttgaa
  1466281 gtactttaca aactgtttct tgggcaagat cttcgccatc ccatttattt ttcgttaaaa
  1466341 atgtacagta tcttttcaac tctccgtatt gctcaattaa aaaagttata tttgaatgat
  1466401 tcatatcgat atgatttttc aaaatatgag ttacttttgt gcacaaaata accactcctt
  1466461 ttcagcgctt acttaattaa cgattcaaca aataaaaaag ttacggggca tataaaaaaa
  1466521 ttatgtttat gttcaataat tcgcggtcat aaatatgtta tgtacaattt tacgtgagga
  1466581 ggaacaaatt tgccaaaatt aacaattgaa gataacggtg taaacatact ccatcgttgc
  1466641 ggcggaaaag cacgttgcac aacttgtaga gtagaaatta tagccggtga tttttgtgaa
  1466701 gcgagtgcga atgaaaaaaa tgcgatgaca gaaaaaggaa ttgaagatca tttacgatta
  1466761 tcttgtcaaa tgcgtgtaca taaggatata gtagttcgcc cagtacttac agttgaaagt
  1466821 tcaggtcttg atgctggacc acgtccggcg gagtaaagcg atggatttaa aacagatagc
  1466881 tggtgaatat gctgcaacct tcgtaaaaga tggtatgaag attggtcttg gtacaggatc
  1466941 aaccgcatac tggacgatac aaaaattagg tcaacgtgta aaagagggat tatcaattca
  1467001 agctgtcccg acatcaaagg aaacggaagc attggcacag cagctaaata ttccgttgat
  1467061 ttcgttaaac gacgtacaaa gtcttgatct tacaattgat ggagctgatg aaattgattc
  1467121 taatttacag cttattaaag gaggtggtgg tgcattactt cgcgagaaaa ttgtagcctc
  1467181 ctcctcgaaa gaacttatca ttatcgttga tgaatcaaaa gttgtgacgc gtttagggac
  1467241 ttttccatta cctattgaaa tcataccttt tgcatggaaa caaaccgaaa gtaaaattca
  1467301 atctttagga tgtcaaacaa cgttacgctt aaaaaataat gaaacgttta tcaccgataa
  1467361 taataacatg attatcgatt gtatattccc taatcatata cctactcctt ccgatttaca
  1467421 caaaagatta aaaatgatta ctggtgtagt tgaaaccgga ttgtttgtta atatgactag
  1467481 taaggcgatt attggaacaa aaaacgggat acaggaatta taatgaatgc tgactcttac
  1467541 agtcagcttt tttatatttt ctcgttatta cgtaacatta tgatatacta tgaaaacaaa
  1467601 agcacatcac actagaaagg attgaacaat ttgcactcca aactcataac agaacttaca
  1467661 gatttagaaa ctgcctttca tattcgaaaa gaagtatttg taaaagaaca aaatgttcca
  1467721 cttgaagatg aattcgatat gtttgatgaa atcggggaga aatgtaaaca tattttagtt
  1467781 tattataaca atcttcctgt tggtacaggt cgcatacgat ttgttgatgg aactggaaaa
  1467841 ttagaacgta tttgtatttt aaaagactat cgtaaatacg gtttaggaaa aataattatt
  1467901 caagcgttag aagaaattgc tcgtgaaaaa gaatctacaa aagtaaaact acacggtcaa
  1467961 acacaggctg aaggatttta taaaaaacta ggttatcaaa cctcttctga tgtatttatg
  1468021 gaagatggca ttccgcatat acttatgacg aaaatgttat cataataaaa aaggcagtat
  1468081 atgaaactac tttatgtatt catatactgc cctgttttat ttatagaaaa atgaattctc
  1468141 aagatgtcct tttgcatcaa agcccattat ctcttagttc ataccaaggt aaagcttaca
  1468201 ctgttttcca taatgataag gcataaatcc agtttggatc cccatttcct ttataacttt
  1468261 ggactgcttc atatactttt ccctcgtgta gaactttatc tcccttttca tatgctttct
  1468321 ttgcatccca ctcttcgtat gaaacgcctt cagtttttgt agtaattgtg aatatatcac
  1468381 tctgtacaga ttcatttcca gctacatcga cagcttttac tacatattta taagtagtat
  1468441 tagggagtaa atttttatcc atataagaag tcgtattgga tgttgcaatc tttttcatcg
  1468501 atccttctgt ttctctataa atatcgtaat ggcctacacc aatattatcg tcggaaggac
  1468561 tccacattag atccacactt gacgttgttg ttcccatact atgtaatcct tttggttgtg
  1468621 ttggtgcttc tgtatcagga gcctcaactg tcgtttttac tgtaagcttt gcactttctt
  1468681 tcgaagcatt tccagctgcg tcaatcgctt ttacagtata agaatattcc gtgcttggtt
  1468741 gtaatttttt atcaataaaa tgagtgcccg gtactgtgtc gatcatctct ccgttacgga
  1468801 agatttgata tccttttacc cctacattat ccgtagaagc ggtccatgct agttcaatac
  1468861 tattcgctgt tactttttgt gcctgaattc catttggaat acttggagct tctgtatctg
  1468921 gttttacgtc attgatgaga gtaacatcaa taacattata gaatgcattt gctgtatcag
  1468981 ctacatccca tactgctaaa atcacatgat atccacttct atcagtaggt acattaattt
  1469041 tgtgagttaa atgatttgag gctgcagaac catcatgttg tacagttcca atcggttcaa
  1469101 aatcagctct tgtgagcgct ttatttggat tccatccttt ttttgtaata tagtaatgcc
  1469161 atttactcgt taagtgaggc gctgtatact tccaagtaaa tgtattttct ccaccagtga
  1469221 ttgtattttt aaaccaacga tcggctgttt gttgatctaa aataccacca aatttaccac
  1469281 ctgcagaagc gatttgtcca tcaactgggc ccccttgtgg gaagcctttt ggagcttcca
  1469341 gactttgtgg ttcatacata acacttccgc aatttacatt taatgcacca taagttggac
  1469401 tacataaagc agatcgactg ccaggttttt caacaaaacc atgcgcatat gtgttttgag
  1469461 gaataagcgt cgtaccaata attccggctg ttaatgcaac agctcctaga cttttcttgt
  1469521 tcattttcat gttttgtagt tgttttaata atcgattatt catgttcctg tccccttttt
  1469581 gttataattt gtagtgtaat gtgggcttcg atgtaaaaga ataacaagag acaatcttgt
  1469641 atcgatgtat gtgttactta tgcatacacc gcagtgaaaa tatatttctt tttatgtgaa
  1469701 acatttcact taatgaatat atcatgacat agaaatcacc aaaacatgtg cagaagttgt
  1469761 gcagaaactg tgaaagcatt actaacatgt aatactatgg ccagaattta taaaacacga
  1469821 tattttatct ttcaatgtaa ttgattctcc tcttcatata acaaaaaagt gtctatatca
  1469881 tttcatatag acacccttct cacgtataat cttctattta ttaatgacct ataaatgtaa
  1469941 aaatctcatc aacagcttgt ttatatctac tagattttca aaattacttc attttataat
  1470001 ctaactattt acgttatcgt acttctctaa aaatagtttt acttcatttg aagattttaa
  1470061 aataacaaca tctttatcct tacttaattt atttagcctc tttaaaatgg aaggtcgttt
  1470121 cgttttagga tattcccata tccatttaaa aaattgcaaa tcaaatcttt cttcacatcc
  1470181 cgcgcccata tccggtcttg ttttattccg atattgtaca actcttttaa aagcacgata
  1470241 aacacatatt gttctatgaa tatcaagaaa gataattgta tcagctgcct tcattcttat
  1470301 gtccattgtc cctccataat tcccatcaat aatccactca tcttctttca ctaattcatt
  1470361 ttgaaccgtt ctttgctctt ctttcgaaac accctcccaa ttcggtttcc aaaataacgc
  1470421 atcaagatga tgtactttaa tatttaattt atttcctaac tgccttgcta gtgtagattt
  1470481 tcctgaacca ccagaaccta ttaatataat ttttttcatt ttcgtgcgat cctttctatt
  1470541 gactcttcaa tagcctcttt attagcaaaa atccaaaaaa acatctcttc atttagcttt
  1470601 aataaatctt ttaactgaac aaaataagta ataaatataa cttggataga aagcataaca
  1470661 taccaaatgg attgtagttc ttctctcgtt aaaatgtttt gtttattata tccttcaaag
  1470721 attgtgctga taatatgttg ccacttccct cttaatactt catcactata taactcactc
  1470781 aaaatactcg tacagcaata gcataaatcg aatactctta cattactttc caatagttca
  1470841 aaatctataa aaccttgaaa ttcattatct ttaaagatta catttgataa gtgcatatcg
  1470901 cgatgaataa tttgttttcg taatgagtga actgtttcct tgaaatctat atgtatttga
  1470961 ttcatttttc gaattacatc ctgatgaaca tactcattct tttctaaaat aggtaaagcc
  1471021 catccgtata ctactttata taaatctctt tttactaact cgttattatt attcaccgaa
  1471081 ttaagcgctt gatgtagatt agctatttct actccaattg tacttcctag ctctttcaaa
  1471141 atttccgtat cttttatttc aagtacactt ccagcaacat attcgtacaa acaataatac
  1471201 ttctctctat aaaatacata cttttcacta ttactcgttt ccactaactt ttgtacttta
  1471261 accccttttt catcaagctg ttataataca tgtatttcaa ctaatagttg ttttatcgat
  1471321 cccttttcct tcaaaatata ggatttatta ttacaatgaa tctttgttac gtttgctttt
  1471381 atttcagtag ctgtgacatc tttatcttca aaccaaaaat tcacaatttc taatatatcc
  1471441 cccataataa atacccccat ttaaaatcgc ttattcgtcc ttaatataaa ctcaaaaaga
  1471501 aatcctaccc caataccaat tgtataagca actaaatcac tccacaaaaa tccgcaccct
  1471561 aacacaagtc cacctaaagt cgttgcacga atattatcta tccattccgc atggtacaat
  1471621 tggctcattt caatcccgta gcaaaatatt aaactaataa aagctaattt cttcgtttct
  1471681 attttaggaa ataaaaatcc gaatccaata aaaatcatca atgcccataa agcatcacct
  1471741 aaataatcat ttaataactc aggtaacgcg aaagcaaact ttcttgaact aagccctaaa
  1471801 ataataacaa tgattgtaaa cgttgcgtat agtaatctat ttcgtttcgt attcatttta
  1471861 aaactcctaa ttcatcattt aaaactgcaa aatagctagt aaaatataat cattttacta
  1471921 gctatttatt aactgcttta acaataagaa aatgtggatt tgtatttaaa tagtgataag
  1471981 atttttcatc tagattttct ttatatgtac tcgctaattt atcatatgta cctttaatcg
  1472041 tgtctttcaa cacacccacc ccttatacat attaatataa taactcttgc tgctttttct
  1472101 ttgaaaatga ctgcagaact aaatcatacg accaatcaac catcttatta atttgcactt
  1472161 gttctacatc tttatgtata tacactgtat tccaatgttt tttattcatc tgtacttaat
  1472221 taggtttttt cctttgatta ataccaatcc gttgatgcat aatatattta ttttagcaca
  1472281 aaaaaaggga gcctcacctc cctttttttt ggaatttatg gtaaacgaat ttccattttt
  1472341 gagaaatttc ctttagaaat caattttcct tgtttgatta actgctgcac gcggaagttt
  1472401 aaataagtat cgcccatacg ttgttcgctt ttcaccatta cttctccaac gataacaaca
  1472461 gcttgttggt actcttgggt agcctgttct aatatagctg tgtcataata atcttctgat
  1472521 tccgtaacta tttttccgtt ttccaacact ctcagtaatc cgttagattg cgagtagttt
  1472581 tcccaatcct gcactaattc ttgaacctgt tcttgagaca actctttttc catttgaatt
  1472641 gcacctagga taaactcgga cggcacttct gccaaacttt taaacgtatg aaacagttcc
  1472701 tttccctgtt catcttgaac tttataatca atgcggcggc tgaaatctgt aacgttcact
  1472761 tctgaaaatt ctatgccttt gtcttgaagt agtgctacta cataactcac tccaacaacg
  1472821 tctgaagcat tttctccgta ccataaaact accttgctat tacttggaac ctcttctatt
  1472881 tttgggtttt gctttagttt tgcttccacc cattccacat agtctaagtt tgattcttgc
  1472941 cctgttgatg tcaacacctc tttaagccat ttcttcctag ctcgcattcc gtctgtaaaa
  1473001 tttaacgacc ctattgaaaa atcatcattc acgcaaataa ttttttcatt tctttgttgg
  1473061 aaagcgtgct ttaaattccc aaatgctgaa tctccaaata caatgtgtgt aacagtcata
  1473121 atgtctagtc tccttgctca ttcaatgtga ttttgtttcc ttaataacag tataagcacg
  1473181 gcattacaaa ataactatcg tacttttatt acatttttgt aagataaaaa tacaccgccg
  1473241 ttcaatagcg atgcattttt cgttctaata tttttacaag tcttctgttt tgaactccgt
  1473301 ataaccttat tcatatgata ccccggaatg attgtttctg gatactcttc tcttactctt
  1473361 agcacaagtt ctggatcaca tttcaatgta attgcagctt tttctccttc ttcatggttt
  1473421 actattgcaa atattttatt attaagcctc atacacgttg cattccaacc atctggtgaa
  1473481 tcttctgtcg cttttctttt cgataaacaa tattctcttg ttgcattcat tctaattccc
  1473541 ccctattctt tcactatttg attacgatgc attacaattt gtttcgtcgt ttgaaattgc
  1473601 tgttgcccat agaaagttat aagtttctct ccgcaaaata agctcacaat atcaatataa
  1473661 gatatctctt caagcaacat tgtaagcatc ttctcaccaa tgcctttatt tcttacactt
  1473721 tcatgcacaa caacatcttc taggtacgct cgaaaaacac catctgaaac aactctagca
  1473781 aaaccgatta actcattttc tttccatacc ccaattgcta tactgttttt taacattttt
  1473841 tgaatatcga tttcttttct ttctggccac caaccgacag aatcataaag cctctttaat
  1473901 ttttctgaac agattggttt ctcatcttgt aatttatacg tgtacatttt ctttctccca
  1473961 tttaacataa tataaattat tataaacgat tttataaatt tataatatgg attttacaat
  1474021 acaaacaatt ctctactacc tttcctatcc cctctattaa gttagattat ttcaaattaa
  1474081 cgaatttatg gaaatacaaa acaattaata aaatatttac ctattaaact ttgaatcact
  1474141 tgtaagaaat gataaagtta ataaggtaaa aaatacatca agtgaggcga ttttttgaaa
  1474201 aagtttagtt tattattaac agcatttgtc atgattttaa cattgttcat tccaaatctt
  1474261 acaagtgcta aatctttccc tgatgtccaa tctaatcatt gggcaattaa agaaattaac
  1474321 tatttatcgg ataaaggtat cattaatggt acaccagaag gaacttttaa accgagtgat
  1474381 tatgtaactc gtggacaaat ggccttaatg ctagatttat cattaaaatt agaaaaacca
  1474441 tctaactata atcatatttt ttccgatgta gccaaaggtg tctattacta tgattctgta
  1474501 cataagttag cacataacaa tattgtacaa cgtgaaacaa actacttccc tgaccgctca
  1474561 ttaactcgtg cagaaatggc agtagtacta gttaaaactt ttaatttgaa acctacaggt
  1474621 gctgacgtca atttccctga tgttccatct aatcattggg gttacaatta tgtcaaaatt
  1474681 ttagctcaaa ataatattac agctggattt cctgatggta catttggtcc agacgtaaaa
  1474741 gtaactcgtg aacagttcgc tgcattctta gcaagagtat tagaaccaag tttccgtcca
  1474801 ggtcttccta agcctaaagg agagttagaa gtccattata taaatgtcga acaaggtgat
  1474861 gctacattta ttaaatctcc aagtggagaa acgatcctta ttgatggcgg aaataacgga
  1474921 aaaggtaaag ttgtagcaaa ttatttaaaa ggattaggat tccaaactat cgattatatg
  1474981 attgccactc atcctgatgc cgatcatgta ggcggattgg atgaagtact ttatgctata
  1475041 aatgtaaaaa acgtttacgc acctaaagta agtcatacga cacaaacgtt taaggacttt
  1475101 ttaactgcag tagctaacaa aggattgact attaaagaag cgaaatctgg agtaacttta
  1475161 ccaatcaatg gtttaaactc acaattttta gctcctgtta aagaatacgg taacgatcta
  1475221 aatgagtgga gtgctgtatt aaaagtaaca catggcagca aatctttctt atttactggt
  1475281 gatgctgaat ctaaaagtga aaaagatatg gttgcaacgt atggttccgg cctaaaatcc
  1475341 gatgtattaa aacctggaca tcacggaagt aagacatctt cttctcagcc atttttagat
  1475401 gcagtgaaac caagtatcgc tataatcagt gcaggtgcag gtaaccgata tggccatcct
  1475461 actcaggaaa ctttagcaaa gttaaatgca atgtctgtta aggtatatag aactgattta
  1475521 aatggaactg taattattaa tagtgatggt tctaacattt ctgtaagagc ggagagataa
  1475581 ttatgaagag aggtattatt gaccgttttg aaggcgaact agcagttatt gaagtgaata
  1475641 acgtaacaat tgatgtacct aaatccaaac tcccttccac tgcaaaagag ggtgatgttc
  1475701 ttataataga ggatgatacg tatacgattg ataaggacga aacagataaa agaagacgtg
  1475761 aaatacaaga tttaatgaat aagctatttg aatagtaaaa aagagccctc caaaactgga
  1475821 cggctctttt ttgtacaaat ggtagctagt tattttttta ttatttaact tcataccacc
  1475881 aaccttttcg atcaagccaa cttttcagtg cgtttaattg cgtatcacta gtcggttcag
  1475941 taacaaaata tgttaaacca tccgattgta aaatgaaggt agcagtcatt tttaaagaag
  1476001 ttaacgctcc cataacatct ggtgtttcat aaggtgaaaa agctccagat tggataatat
  1476061 tttgtttaga aacttgtgct tgtatgtttt cttgttttgg tactgattca gtaaaccaag
  1476121 aaagcggctt atttcctatc aattggttta aatcacattt cccgatacct ggtacattac
  1476181 ctgtctcagt gtattgccaa atatcacaag gatatgctgg tttattaccg ccatatctag
  1476241 ggatccatac aaagtcactt tttacgttcg ccataccgaa aggcccatac atatgatgac
  1476301 caacatataa cccaactttc ttagcaccta gtcggcgtaa ttcatcaata aaagcttgtg
  1476361 taccggctat catgtcatcc attgttttca cttcgacatc agccacccac accgtagcgc
  1476421 tcttatcacc gcgattccag aaatcttgcg cttccttctt cgcatcagca attgaaataa
  1476481 aacgacaaaa tgcatagtta ccaaaaggaa tatttcttgt tttcattgct tgaacataac
  1476541 ttttatataa aggatctata taatttgatc catcctgtac cctggcaata acgaaatcta
  1476601 attgaggagc tgctacatcc cagttaatgt taccgttcca tttcgaaata tctacaatat
  1476661 aacccataac ttaacacctc ctttatcact attatattca gtgctcgtct tattgctcat
  1476721 gcccttctaa aaattcaaca ctctttgtta gtatgtatag taaatacggc cactgtcttc
  1476781 taaaaagata atagctcatt ttcaataaaa aagaaaaagc atcaccttgt tagtgatact
  1476841 tttaaaatct atttttcttc tagaatacta tgactataat ctcttctcta aaaaatgttg
  1476901 gctatgtcct ttaggatgat cttcaacaac accatattct cggtagccgt gctttttata
  1476961 aaattctggt gcttgaaaac taaatgaatc taataatatt aatctacaac ctttttcctt
  1477021 cgcaatatct tcaattttat gtaatagttg actaccataa ccatcatgac gaactgattc
  1477081 atcaacccat aaaaaatcta tatgcagatg ataaaaatac attgttcctg ttactccgcc
  1477141 aaagattctc ccattctcat ctttcactac aaaacttact tgttccatcg gctgttttgc
  1477201 ttcatctgtt aaaatagaca tgttatattg aatgacctta ttttttatgt attctccttc
  1477261 agcgcgagta ccattctcta tgtgtttcat atattccttc ctttcagctt attaagctac
  1477321 ctttcatttt tactttttct ctttaaaata ctaataaata cgaatccacc ataagtaaca
  1477381 aagcatgaaa aaccaattat ccctggtaca gagacatagc ctattcttat ataacttata
  1477441 actgcaaaag aagcgataga cagtaaaata gatggccaaa atagaagtgc tgtttttctt
  1477501 cgtctctctt ttgttgtact ttctttctct ttagaaatac gtgtaccaaa aagtaataca
  1477561 atacaaataa ggatcgctgc aaagtaaatt gtatataacg ataaagtatg atcgtaaatc
  1477621 gcgattccaa cttccaaagc gatgattgtt attattaata taatgattgt tgatgtcttt
  1477681 aagtttcttt tcaattactc actcctagca tactttgact atattctttg tatatgtact
  1477741 tcaaagctac cgcaaaagct tcatctacct ctttattttc aagtcgatta ggtaaatctt
  1477801 ttccccccat aacataaaga aacggaaatt cgttaaatat tcctattata ccaatattta
  1477861 ttgcagctga agatagtcca cctgtcatat gagctaagtg atatgaatgt attccttcat
  1477921 attcaccttg ctgccttacc ataccgctaa taattggttc ccataattct gcttctgatt
  1477981 tatacccctg aaaaatatgt actaaaaggg aaagaacttc atttaattct ccaacatttt
  1478041 tctcatctct agcgtcctct tgtatatgaa tttttgaaaa gtacgtttgg gcatacgttt
  1478101 tcacaacatc ccacccacca cagtacatta caactgactg cgcaacgtaa ctatcatgac
  1478161 atgctatcat tacttctact gctttactaa gtgttaaagt ccttcttcct tgtaaatgtg
  1478221 gatataactg cgcactatct tcatgtggat tcaatttaac atgatgaagt atatcatccc
  1478281 aattacattt attttccttc accatctgcg ctactacaaa tcctattgtt acttttgctg
  1478341 ccgatgctaa cggaatattt aattcactat tatatgaagc aactatgcga ttattttttg
  1478401 tagaataaat agctattcca acatgatcag attgtatctc tttcattttt tgaatgacag
  1478461 tttccatttc ccagcctctt ttccaaacgt tatattattt tttaataatt caatatataa
  1478521 tataaaatcc cttttttaga aaagcattct tatgattaca ataagaaaaa ggtagcatga
  1478581 ataactccat gctacctaag atactaaatt tctattcttc taaaggattt ttaggaccac
  1478641 aaagctccaa ttgataaaaa gctaaatcta gccacttatt aaacttataa ccagcttttt
  1478701 ttattgtccc tgcatgaaca aatccatagt tttcatgtaa ggcaatactt ttctcatttt
  1478761 ctgcatcaat tccagcaatt aaagtcatat attctctttc ttttgcaatt gtgatcaatg
  1478821 ctctcatcaa agaagttcca atcccacatt ttctatattc cttatcaaca tacacagaat
  1478881 gctcaattga atatttgtag gcaggccaag ctctaaacgg accgaatgtc gcaaatccta
  1478941 ctactttatt atctagttcg tatacaaaaa tcggataacc atcatccttt ttttgttcat
  1479001 accaatctat tctattttca agggttacgg gtttatacgt atatacagca gttgtattca
  1479061 gtatcgcatc attataaata tctaaaatgt atattacatc tttttccgtt gcttccctta
  1479121 tcatcctttt cttcctttca tatacgttct ctttttaact acctatttgt tacacgaaca
  1479181 ctagcttttc gaaagccatc ataaatgttt aatgcagcag ataaaacgta aatgagaata
  1479241 cccccaccaa ttagccactt tttaagttct tccggagaaa tagtgaacac atttgccaca
  1479301 aacgtaataa atccatcggt aaatatgtgc ggatttacta caattataat gaatactatc
  1479361 gttccaacta tttgaagaag agcattcccg attgccaatc tttttgtcca ttgtccctgt
  1479421 actaacttat aaagagatat agctatttca agaacaatca taatcataac aattggccaa
  1479481 tactgaagta acacctcttg attaaacgtt ggcgcgacaa actttaatcc attttctgta
  1479541 ccactgtata cgccaactag atggttcgca taaaagtaaa gtgtagccca aattgctgtc
  1479601 cacattaacc ctccaaaaac ttcaaacttg gagattgctt ttttcttcgg aatatgcgaa
  1479661 atgtttttca aatcatctgg cgtccacttt tttaaacttg tcgtcaatgg ctcggtatct
  1479721 ttatttttat ccgttctttc taaaatagca aatacaagtg ttaaccagaa aaatacatgg
  1479781 agggccactt caaaaatccc cccaatactt ttacctatta attgtaaaat aacatttaat
  1479841 actgcttgat caccagtata atttatgaaa ttttctgcaa ccattgcaat gagtgcgata
  1479901 atagctgcaa ttggaatgat catttttaat aacgtcaaat atacatcaaa ataacgcggt
  1479961 ccaattaaat gcatcggtct atccaaatat ccattagcta atgaaaccgg actccccaat
  1480021 ttttcaagaa ctcttttttc atcgtcttca ttataattat caggcaacat atcctcaatt
  1480081 gttgaccgta gctcaagaat aatatcttca cgattttttt caggtaatct cttcgctact
  1480141 tcctcgacat aaatatcaat taaattcatt cttgtcctcc tttagtaagt tataaagttc
  1480201 tttcgaatcc tttatccatt cctttttcaa ctgcaggaat atctctaatc cgtattcact
  1480261 taaaacataa tacttacgag gcctactctc tgttttatcc caactactcg tcactagctc
  1480321 ttgcttttct aaccggcgaa gcagcggata taaagtgctt tgatcgattg cgattcctga
  1480381 tttctctaat aattggacaa gtgaataccc atactgcggc gttcttaatt gacttaaaac
  1480441 cgctaatgtt aatgtacctc ttcttagttc agtaattaat gaatttaata aagcatccat
  1480501 gtgttcacct catttccatt actatatgtc atacagtatg tgttttatac tatgtatcgt
  1480561 acagtattag tgtgacaaaa acaacaatat tttaccaaaa aacggataat aaaaagcaca
  1480621 aactatatga tttgtgcttt tctaactaaa ttatttactt gtaacacgct tacctttgta
  1480681 actctggtaa tataaattcc cctttttcct tagggaatgg aacaacatct ataattgcat
  1480741 ctatattaat tgctccgtaa acatgcggat acttttgacc atttgaagca agttcatatt
  1480801 ttatttctgc ttttacaacg gctggattaa ttgtaagtaa taaaacatct tcttcatgaa
  1480861 cgaaatgttt ttgagcaacg tttaaagctt gttctaaaaa tgaacagtgg ataaatctct
  1480921 cttctattag tgatttttca ttaatttctc cagttgtttt tgcgatttcc caatttcttt
  1480981 ttgttattac ttttgtaatc attatcatgt cccctatatt tttataaaat aagatgcttc
  1481041 tctattgaaa aaccatttga atttttactt cttaattaat ggagatgctt ccccgctatg
  1481101 gaaaatccat aaatcatgaa gcgaccttgt acatccgaca tataataact tcgcatcgtg
  1481161 tttcgtattt ttataatgtt cttcatcgac atcaatgagt agaacagcat caaattctaa
  1481221 ccctttcgct aagtatacag gtactaccga aatgccccct tcatatttac tttgatctgc
  1481281 ttcaatgacg tttacagtca atcctgcatt cgttaatttc tcatacatat cgcggcattc
  1481341 atcgtctgtt cttccgatta ccgcaattgt tttcacatct gcattttgta gctgttttaa
  1481401 tgtcttcaaa atttcagtaa actgatcttc tgtatgaatt acttttactt cttctccact
  1481461 acggaaaact ggcattgcaa gccctacagg aatttctgca ttttttatta tctcatttgc
  1481521 gaattcaata atttcttttg tagaacgata acttctcgtc agttcataat aacctgtttc
  1481581 ttggaatact tccttaaacg cactccaatc ttcaatccct tgataatcat aaatcgcttg
  1481641 agataaatca cctaatatag tgaaagagtt acctagtgta atttctttta atacataaac
  1481701 ttggaatggc gagaaatctt gcgcttcatc gataacgacg tgatgaaact tttgtccaat
  1481761 ttcaatacct gtgatgcggt gatgtatgta tattaaagca ggtaaatctt ctacatacac
  1481821 ttctttttta cgacaattct tttctgtttc tttaacaagt tcttcaggta atactccgag
  1481881 tatttcctta ctctttaata ttgaactata cagtgaaaga gcactcattt tcggccaaaa
  1481941 cttcatgtaa gtgttcagtc ttttagttgc ttcttttttg agtaattttt tctcgtttgt
  1482001 ttctccatac tttttcagtt caatttcaat ccagcgtttc attcggccga ctagacgttc
  1482061 tcttcttttc tttaatggat agtgtttata ttcgacttgc atccactttt taatatcttc
  1482121 cactggaata acagctttat cccatgcctc aaaattaatt gttggtacta gttctttttc
  1482181 aatttgaacc atttgctctt caataaagga cttaaattct agcgtacctt tcaatttacc
  1482241 aagcataacc tttctttcat cacgattaat agaaaatgct tctttcaact tttcttctgt
  1482301 ctgcttcagt ttcaccgaat catctaatgt acgtaatgcc cagtccagaa atgttgtttg
  1482361 actaatattc cctacaccta attcagggag tacactcgaa atatagtcta aaaacagact
  1482421 attcggagcg aaaacaatca ttcgctccgc ttctaattgc tcacgatatt cataaattaa
  1482481 aaaagcaagg cgatgtaaag cgattgttgt tttaccgctt cctgcaaccc cttgaataag
  1482541 taatggtaag tttctttccg cacgaataat atcattttgc tccgattgta tcgtcgaaac
  1482601 aatatccttt agtttattat ctttattctc acctaatcga tatagaagaa aatcatcggc
  1482661 atgcgagaca tcttcatttc cttttacata tgtatcaaca acacgttcta attctctttt
  1482721 tcgaatagag atgtttcgct ttaaataaac atcaccttct actaatccgt ctggtgattg
  1482781 ataaaacgct aattcatcac cgccggtaaa tgaataaaac atacttgcga caggtgcccg
  1482841 ccaatcaatt acaattggtt tcatcgtatc tttatctgaa acacctacct taccgatgta
  1482901 gatcggcata acttcttcct tgccatcctc ttgaaaatct aatcttccaa agtacggttc
  1482961 ttgtacacca atacgtaagt tttgtctatt agactccctc atactttcaa gaatttgctc
  1483021 tttaaaatca tcgccataat aaactgggat tttttcaagc tgttctaatt gatcatccat
  1483081 cgtacgtaat gtatctttca ttttttgtaa ctcttcttca aaaatgttgt tcattagatg
  1483141 attccctcct atccgttcta atttttcagt cgaaatataa ttgtattaaa aatccaatta
  1483201 taaagtcaag gacttaattt gttttttctg aaaaaactta cttttcacct ttctaatatt
  1483261 gaaattcaaa tgatattttt acatgataag aatatataac atctaaaaca tacaactaca
  1483321 catataataa agtgatttat acaaaagctg ctattttcta ttgataaaag gactttatac
  1483381 tatctaacta agttcccctt acatactctc cagcttcttt tctagatatc tattatttca
  1483441 tttataaaat aactaaaatc acaaaaacaa aaataaaagt aaaggagtct attcaaaatg
  1483501 actgctatca aaagaaaacc cattaagtta catttactta tttttgtgtt cattgtattg
  1483561 gcaagtggct ggattggcgt aattctagat tcttttctaa cagatcagcc tgaaggaaac
  1483621 tctttaggca tgggactgtg gctaatatta cctttcctct catgtatttt ccttagagtt
  1483681 attagccgag attggaatga ttttggtata aaactaaatt tgaaggcaaa ctttaaatgg
  1483741 tacttcgttg cgatactaat ttatccgttc gttacagtaa taacgataag tttagcactt
  1483801 atttttggag tagctaacat aactagtttt gaaatatatt cgttattgtc actcatattc
  1483861 atgtctacta ttggtaactt tattaaaaat atttttgaag agttttcatg gcgcggttat
  1483921 ttaactccta agctcattga actaaagtta aacgattggt ttatttatat tatttctggt
  1483981 ttagtttggg ctctttggca tgccgcttat tatttagtct ttttaccaaa tgaatatttt
  1484041 aaatctattt caaggttaca tatgctttta tcaggctgta tacttatggt ttcttggtct
  1484101 attatgtatg ttgaaatata tagacttaca aagtcagtat ggccatgcgt tatcatgcat
  1484161 gcaattgaag atgccgttcc tactgtttta gttacaataa cagggatcat tacacttact
  1484221 aacagcagtg atttttggtt aaaccctatt agcggagtcg ttgctactat tatatttctt
  1484281 ggaattggga tcgtactaag atctataaga attaaaaaag aacgacaatt aaatacggat
  1484341 gataatcaat tattcacact atagaagcaa aaagagtaag gaattaatcc ttactctttt
  1484401 ttacttttat tcgatatgat aaacattcat ttaaagacgc ttgctcttta tatttcctct
  1484461 cttcaaagtc atacgctcct cctgggaaaa tcccaactat actgaaacga gcctctgcac
  1484521 ataaattact aatctcatct atcgtatagc aacgtaaaga ttgtgtcacg atatcatttg
  1484581 aagaatcctt ttcccaccag tggtccagca tcctagcatt ttcactatca tattcatatt
  1484641 ttcgcattgc agaataaatc ggcatttctt gtccatttgc tttttcccaa tataatggtt
  1484701 gataaatatc aataagtgca cacccatcat ctttcaacca attatggatt cgctttaata
  1484761 aaaccaattg ttcttcatct gttcccacac caaatccgtc taaataacta acaacatcaa
  1484821 acttttcttc aaagttaatt ttataaaagt cagcacaatg aatcacaatg tcgttagtag
  1484881 aatgttcttt agcaaacata actaactctg gtacaagctc aacagtagtc atttttacat
  1484941 tcaaattaga catcgctctt gcaaaaccac catttccagc tcctagttct aacatcgttt
  1485001 gaaatggata tccaatttgt tcttgtactt ctttcgtaac tttctttaac caattttcat
  1485061 tttttatatc atagcttagt aattcaaatt gttttttata aaattctttt acatttaatt
  1485121 cgttcattat tattctcctc ctgtacgtta tttttctact acaggtgaga aactaaattt
  1485181 ctgataccca tgaaaaatcc tccttttgat ttccctatat ttacatttta tctaaaaaat
  1485241 aagaatcttt aaagtgtcaa aaataaaaaa gcagataatg gacaattcca ctatctgctc
  1485301 tatggctgct attatttccc ttgttgatac ttcaaccaat caccagaaat gataactttc
  1485361 tttagcatat ttttatcgtg agcgatatac acatatgcct ctatttccct atcaccatca
  1485421 aatactattt gtgtaattcg ttcatataaa tccgtctctg cattacctgt atattcttct
  1485481 agttcgtcta acttatgcaa tatgtcatca tttacttcat aaacttctcc atacaccttt
  1485541 tcttcattcg aataagtcat cgccggatat ccttcgtttg tatcaaataa tttgccatac
  1485601 gtccacgctt cgtctgcgat acatattgca ccttgcataa aatgagcatt cgattgctct
  1485661 tttcttaacg tgccatatac aaaaatgtga tgcataaatc cctatcccct ttacatgtct
  1485721 ctactttcta atttgtaaat aagcacgaat cataaagtaa ctcacttcat tcggaagttg
  1485781 ttctttaatc gatttcagac caccctcagc attttgcaca gcagtttcaa tcagttgttc
  1485841 gtattctgca ggaacaaaac tgttccagtc tacttccatt ccatcttcaa aacaacgaat
  1485901 taaatgattt tcaatcgttt gtcttgataa gccacgttct ttcgcaattt catctagatc
  1485961 aataccttgt ttatacattt catatgtttc taaatgagaa tttgctgaag ctttccctga
  1486021 cttcttccgc tctgacacca cttctgtttt aatagtttca gcatagtttg ggttttcctc
  1486081 aataaagtgc tgcaccgctt gtaagaagtg cgaaccatac ttcacaagtt tatgttctcc
  1486141 aatccctttt acagttaaga gttcagagtc actttgcggc atttttgcgc acatatcttt
  1486201 caacgtttgg tcagagaaaa taacgaatgg aggtacacct tctccttgtg caatttcttt
  1486261 acgtacttca cgaagtactt caaataaagg atgatcttga acgatttgtc ttgtctctac
  1486321 tcgttcttta cgtaatacat tctctttacc tagtaacact tctttccctt tttccgtcac
  1486381 ttttagtgtc gggtaagtac catgttcaac tgcaattaat tcgtctgaaa ttaaaaactc
  1486441 aataaactca ctaacttctt ttacactacg atttgataaa agtccgtaag ttggcaaagt
  1486501 atgaaaatta aattcaatga ctttcttatt tttagatcca gttagtactt gtgcaatcat
  1486561 ttgtttacca aatcgttgat tcgtcctaat catacaagat agaaccattt gtgattctct
  1486621 cgtcacatcg atactttctc ggttatccgt acaattacca cagcgaccgc aatcctcttt
  1486681 cggttcttct ccaaagtatt gcaaaataaa ggattgtaaa cattgttctg tatgacagta
  1486741 atcagtcata ttttgcaatt tttcaagttc atttgaaaaa cgagattctc cgatcgattg
  1486801 atcaattaaa aagcgctgta cttgcacatc ttgagaagca tacaacaata tacatgcact
  1486861 atctaatccg tcacggcctg cacggcctgc ttcttgataa taactttcca tattttttgg
  1486921 cagttgataa tgaataacgt aacgaatatt cgatttatca atccccatac caaacgcaga
  1486981 tgtagctacc attacactca cttcatcacg taaaaagagt tcttgctgct catttcgatc
  1487041 atgatcgctc ataccagcgt gatattttga aaccgaaact cccgctttca ttaaatcttc
  1487101 atacaactga tcgactactt ttctagtagc tgcataaata attccggatt ccttttgatt
  1487161 ttgacggata taatccgcta aatacgcatt acgatcttgt cctttaataa cagaaaatga
  1487221 taagttctcg cgctcaaacg ttgtcataat cgtgttttct tgattaattc caagcgtgtt
  1487281 gcaaatatca tcacgaactt gtggtgttgc tgttgctgtt aatgctaata caagcggctc
  1487341 ctctggaagg tagtctaata tgcgatgtat atgtaaataa cttggacgga aatcgtgtcc
  1487401 ccactgagaa atacagtgcg cctcatcaat ggcaatcatc gggattttca tatcgataag
  1487461 ttgatcaaca aactccattg aatcaagtcg ctcaggcgct acataaagta acttataatg
  1487521 tccttgtttc gctaattgaa ttcgttgatt cgcttctgta atcgaaatag aactattaat
  1487581 ataagtagct gaaataccgt tttgtaccaa tgtatctact tgatctttca taagtgatat
  1487641 taaaggcgat ataactaacg ttgttccttc aaatactaat gcaggaattt gataacaaat
  1487701 tgacttacca ccacctgtag gcataataca aactgtatct ttcccatcta atacattttt
  1487761 aattgtttca tcttgtcctc ttcggaatga cgaataaccg aaataagacg ctaaaagttc
  1487821 ttgtgctttt gtaaacaaaa aagagtcacc tgcttttctt tatctttcat ctacttctat
  1487881 tatatcatca cttacgcgtc atgaaagtga tgaatacatg actaacagct tgctttttca
  1487941 ttactttatg cttctttacg ttttagagaa tgattagcac tataataaat tttaaaataa
  1488001 atacacattt tattaattct ccttgaatac tactaatctt atacatatga attcaggagg
  1488061 ttactatatg aagcaccgta atatgagttc catcaaacaa aaaaccgtac caaaccaact
  1488121 ccaattctca aataatgacg cgtggaaata tgaatcatat tataagtacc agccattatt
  1488181 ttcttataga aagctttttc attttctttc tcaacttttt aaacgttaat acacgtacga
  1488241 aatagatcat tcataatcat tttctcaata taaaccttat agacttacta caatacaatt
  1488301 gttatcatat gaaatattct gttggataaa ccccttaagt tgacccgctt atataagcgg
  1488361 gtcttttttt attattatat atttcataac actattagat gtaattataa atcttatcgc
  1488421 cattttataa tcttaatcca ctcactacaa atggtaataa tcacaaaagg taaaatataa
  1488481 atgcttaaca tttaattatc taattctttt ttctcaatac acaaaacgaa tttcacttgc
  1488541 tattataaaa gtactccaga tgagtttttg ctcatcgaca ttatctagtg aaagggatct
  1488601 gccgcgggaa gcaggttcct ttcactttat taaagactca ctttcaattg gacacattta
  1488661 ccaggttttt ttaatagaat tttatgataa tattacgtag tcgagtccga catctcggca
  1488721 ataccctttt gaggctctgc aacttccctt gcagagcctc ttttacttta tattctattt
  1488781 atttatatat aacacaataa aattcctcat ctttttccat atcatttttt gaaattaatc
  1488841 taggacacgt aactaaaaat aaattttcat catactttga gttatacatg ttcaaaggag
  1488901 tgttactatt tatgtattca tattggcaat cgtattactc cccctatcat aatccttatg
  1488961 taaactttga tgtatctgca cgtaactacc gaattagtaa aaacgagaat tttttaaaag
  1489021 gttatatgcg ttctttatgg gaacaacatg tcgcttggac gagattagct attataagta
  1489081 ttgttttcaa tttacctgac gtaaacgtta ctgttggacg gcttcttcaa aatgcaacac
  1489141 atatgggact atctcttgaa ccattctatg gtgaagatgc agtgaaaaaa tatagtgcat
  1489201 taattaaaga ccacttagta attgcagcgg atcttgttaa agccgcaaaa gctggtgacc
  1489261 aaaatgcagc tgccgctata gagaaaaaat ggtacgataa cggtgatgaa attgttgcgt
  1489321 ttcttactag cattaaccca tatatagata aagaagcatt tagaaaaatg ttttatgaac
  1489381 atttagcatt aacaaaagca gaagcacttg cctttctaaa taaagattat gaagcaggag
  1489441 taaaattgta cgataaagtt gaaaaagaag ctttagaaat gtccgacatg ataacaaacg
  1489501 caatcgtaca gcaattcccg caagtatttc aataacaaca agccgatttg aaaaaacaaa
  1489561 tcggcttgtt aagctttcta ttaaggatat ttcaccaagc tctttacatt tagcttatat
  1489621 cgatatattt tattaatatc cgttttttat aggaggaaat agtttgatta acgccattgg
  1489681 tctcgtattt atacttacaa ataaacatga gaaaaaaaag aaagtatatc tgaatgaaaa
  1489741 atttgcatta atagacatta ttgattctaa ggaagtaatt gatgatgaag ggaactcact
  1489801 agtagaacta acatgtaaat acagtatata tttagatgaa aaatactact gtaaatctct
  1489861 tgatgattat actggacaag tctttccctt tttaagtgct aaaataggaa aaggacttct
  1489921 cagaaactta aattattact tttcttacgt tgatgcctat gataaaaaac cacccgttaa
  1489981 agaaattaga ccacttatga aacaagtaac gaacagatag tgaaaatact aaaaagaaag
  1490041 catctaactt cagatgcttt cttttttatc tagaactcgt taaattctat ccttcttcta
  1490101 aaaatatgta ttgaggcata ctttaaatta aaaacattgg aggattaaag tgaatgaaat
  1490161 actcagaaac gatagttagt aaacgccttc gaacacttaa aatatgtagt atgtttataa
  1490221 tgctagtttt aatcgcatgg gttggttata caaaattact ttatgaaaac ggatttctac
  1490281 aagaaaagaa aaattcagtt gaagtaatga atactagtat tacaggagaa attgaacaaa
  1490341 atttccaagt aaatttacaa ggttatcgta aaacagacct tgatactatt atagatgcaa
  1490401 gtagggcaga tccgaacgaa ctatccttaa ttgagattat caataaatct tgttcacaag
  1490461 attgcatagg tgaaccattg acatatgtga acgcaaacaa tggatatatc ttttataagg
  1490521 aatctactgg aactcatgta gctataaaga ttaaaaaaca agataaatgg aaaattgtaa
  1490581 aaaaatctgt tgatgatgga atataacctt ataaaatgaa agagtactta acgtactctt
  1490641 tttattatta atacccttcc tgtttacaat ggcatttcgg tttctcttta caatgacatt
  1490701 tttcacaatc acatttcggt ttcttcttgc agcaacactc ttcacaatcg cacttcggtt
  1490761 tctctttgca acgacattcg tgacaattcc tacatccaca tcttccaaac attaaatcgt
  1490821 cccaaaatga acgcctacaa ttccaatgat tccccatgaa tatgcatcct cctaattaga
  1490881 attcatcata ttctatgttt gaaagtataa aaatgcttgt ttgctagtct atattctagt
  1490941 tttataagta tagttataaa tgttatactt ctctgttagt ccttccaaat ccccttaaag
  1491001 taaatactac aaagaaaaaa acccaatatt tgggctttaa atgtatacgt gttttctttt
  1491061 tttcacacac aatatataaa ctgaaaggct caaactaaaa gttagctata actctcttcc
  1491121 ttctcccaca gcccctttca acctctgcaa catataccca attcctttac agcctgctaa
  1491181 cggatgcgta atgatttctt ctggatataa ttgtgttact accttcttat gcttcttacc
  1491241 tgcaagtaag acgatttcat caaagtgaat taagtctttt tcaatcattt gttgttttaa
  1491301 ttgttccatg ctaataatct catcactctt tgaatcaaac gcaagatcat agttttctag
  1491361 tacaatatca tttggcctta aaaacccatg cttcgccgat aatataaccc aattctcgaa
  1491421 aaacatagtt gcatacgcct gacatgcttt tccgaatggg ctaatatata catcctttgc
  1491481 ctccatcggt ccgtaatcag gatacttatc ccaaattttc ttctttccgc atggaattat
  1491541 gcataacctt ctcatcgttt tttcttacct catttctaac tttttaaata taaaaataga
  1491601 gaattctcta cttcttcata ctcagcttct atctctccaa tccccactac gttctaacca
  1491661 ttttttgttt ctatcggttt ttcattcatt ataatatgaa cttgtgtcat atttttaaaa
  1491721 tcttcttcaa atgatgctaa aacaggctga tttatcatat atgttttatt atgtatactt
  1491781 acacttaaaa atgttttatg taatacttta tttccgttta actttacatt cattggatta
  1491841 aacgaattta attttatatc ccctacaata tacagatcat acccttcttc accatagaat
  1491901 tgcttaatct ccttgtctct ttcgttttga acaaaatgaa ggatttgctt cgtttcttta
  1491961 cttattgtaa tttcattatt taaactcaaa tccacattta tattttgttt taaaaaagca
  1492021 tataacgatt tatcactatt aaagaaactt attttccatt cagggaggat ttcatctaat
  1492081 aataaacata aaagcattcc tgaactatag cagctctttc tcatgttaca attagcatca
  1492141 tatacatcta aaatgaggcc gctatatttt cgtaatgtgt cgctttcatc acttttacat
  1492201 actgtattgt aggcattcat ttcaacatac caagcaggcc cctctatact ttcaaccata
  1492261 tactcatatg ttataaaagc ttctcccata acactagctc tttgctctct taattcaata
  1492321 aattgcttaa tataattatt tttctcagct tgtgacttgc aatgaaccgc atcatataaa
  1492381 caaattcgtt ctttatttcg caattgtata ttttcttcta ttataggata ttgaaatcct
  1492441 agagattcat ttggaaatct actttcttta tttaaatatt gatagcaatg aaaaagttca
  1492501 tgcaccacaa tcgcaagtaa acttgcataa tctttatatc tattcatatt tacgatggca
  1492561 gttggataat ctttgaatag aatgcaagta tcacctttaa attgttcctc ccactttaaa
  1492621 actctatact catcattatc tttcaaaaat agaggatgat gaaatacata cacatgttca
  1492681 tcatcatata atgcaaatgc agccctctta aaaccaggcc atagcccatt taataaatcc
  1492741 atatttactt ctttttttat ttggtttagt atattgttca ttatatgtaa cacccctata
  1492801 tcattctaca tacacctatt ctattccact taaaaacaac ccttttattt acataattat
  1492861 tagaaaaaca tatattttat ctcaaactat aatgtattat ataaatatac atgtgatgat
  1492921 tttatgaaaa ggaggtgaac aaatgaaaaa tataacccct gcactagtac tttatattat
  1492981 tgtttacata atcgctatga tcgctccatc atcccaaggc tataatcata ttggctggaa
  1493041 attgtttgtt ggacaagcgt atgccctacc tattttccta attacagcta ttattacatt
  1493101 ttatataaac aagaaaaaat ctacgaataa acagttataa ggatagcgaa tgctatcctt
  1493161 attttaattc attgatcaaa tccaaaataa cacttgcagt actttctatc ctttcttccg
  1493221 aaaaatcaaa cgtgacacct gttttttcat atatttcttg tatagataaa ttccaatctg
  1493281 cactcgcacc ttctttaaag aaatcaatcg ctttttctgg gtcttcccag taaatttgaa
  1493341 acaattgcat tgctcctatt tgtgcaattg catattcaat tttataaaaa ggaaactgaa
  1493401 catagtgaaa tgactctatc caacttgcac caatttcatc ctctaatcct gcaatgtcga
  1493461 ctgttgaata ttgatatctt ttgcatattt cggcgtattt cttatcacgt tcttctggtg
  1493521 tatggtttgg attctcatag atccagtgct ggaatacatc tcccgcaatt gacgacatta
  1493581 ataaagacaa agcacgatat atttgtacgc gttgcacttc tttatattca tcctcttgct
  1493641 tataaaaaac attcagctta tccattacta ataactcaag actgagggaa taaagttcag
  1493701 ccacctcttc gcgcagatat ctttcctgca tactactatc gtttttaaat tgtttataaa
  1493761 aatgaaatgc atgccccact tcatgtataa gtgcattaat tgcataaaat gaaggactaa
  1493821 aattagaata cacaaaaacc tctttactat gaggcaaggt aaaacaaata gctcctgctg
  1493881 ctttattttc acgttcttct acgtcaatgc atccagcttt ccttatatga ataaatttct
  1493941 cataaaaata taaatctgtc gtccgaaaca tttcttccac cccatccaat aaattaatag
  1494001 cattttggaa tggggctttt ggtaaattac atggagaaag atcccaaggg cgatacgttt
  1494061 ttacatcgag attcttttta gaaatacttc ctaactgttt ccaaattggt acaacatact
  1494121 tttctataga ttcatggagc ttatagcaat catcaatact gtaatctctg tttttttgtt
  1494181 taaaagcata ttcactataa ttattaaacc ctgcatttaa agctatctca ttccgcaatt
  1494241 gtataagttc attcataata cgatccactt ctggtttcac tacactcctt gcttcacata
  1494301 aagcgtacca agcttttttg cgaatagctc tatttgggtt atctagcttt gctttaacgt
  1494361 gtgcatacgt cttttgctcg ccttcccaat taattgttat gttagacatt atttctctat
  1494421 acttcgtaat gcactcttgc cctttaatag aaagagcaat gtttttttca ttaaacattt
  1494481 tactctttac aaatcttgct tttttcataa attcatattt tcgctcgtct aataagttag
  1494541 aaaacggaca ctctataaat ttttggtcaa actttgcatt gtatcttttt aaaagtggtt
  1494601 gaattgtatt ttgattatac atatgtaaat cacgcatatt tctgttatct gtatctctat
  1494661 acgtggcgat taaactactt gttatcttct cttctatttc agcgtttaca cgcaattcat
  1494721 cgaaaagcca attttctaat tctaaaacag aagtaatatt tcgctctaaa agtgactgta
  1494781 atttactctc caaatcatta aacatacaca actctccttt taaaattcta attttctgtt
  1494841 ttttagagaa agaaaaagac aagtagccaa tctgactact tgtctttttg ttaaatcata
  1494901 ctcaataata ttaagcttgg aatgcttctg ttaatactgg tacgatttgt ttcttacgag
  1494961 atacaacacc ttttaatgta gcagtattgt tttctagaga tacgttgtat gctttctcaa
  1495021 caatgtttgc tgctttaccg atcgcaagac cgacagaatc gttagttaag atatcagtta
  1495081 caacgaataa gaataggtct aaaccttttt cttctactac tgcagagata actttttcaa
  1495141 gttccgcttg gtgtacaaga acgtcatttg tatcaacagc gtttacttgt gcgatttcaa
  1495201 ctttcgcatt acccatttgg aattctttag cgtcaagaga gattaattgc tccattgttt
  1495261 ttccgcttaa gtcagcacca gcttttaaca tttctaagcc gtatttgtca gcatctacac
  1495321 cagcgatttc cgctaattca cgagctgctg ctacgtcttg ctctgtgcaa gttggagatt
  1495381 tgaatagtaa agaatctgaa atgattgcag ataacattaa acctgcaact tctttacgaa
  1495441 ttgtaacgcc gttttctttg tacattttgt ttaagattgt agctgtacaa ccaactggct
  1495501 cacaacggta gtaaatagga tcgcttgttt caaagttagc aatacggtga tgatcaataa
  1495561 cttctaacac acgaacagat tcgatatcgt tagcactttg ttgacgctcg ttatggtcta
  1495621 ctaaaataac gttgtccact tcgtttgcaa ctgtctcaac aaaacgcggt ccttctactt
  1495681 taaaatagtc taacgcaaat tgagtttcac cgctgatttc acctaaacgt acaggctcag
  1495741 cattcattcc taattctttt ttcaattctg cataagcaat tgcagaacaa attgcatctg
  1495801 tatctgggtt tttatgcccg aaaactagta ctttttccat gttttccacc tcttcatgaa
  1495861 aaggatatct taaagaagca aatatgacaa tatttaaagc ataatttttt ataaataatt
  1495921 gcactttctt ctatattttt catcgttttt tataaaaaag atcatctaaa ataaattaga
  1495981 tgatcaaaat gtatacttta tttaaaataa tgtaggaact tgcactacat gatttagcac
  1496041 gttatttgat gctaaaccgt tatttacaag gttaacatct atcacttgat aaaatgcatt
  1496101 tccagtatcc gctatttccc acacagctaa aataaggtga tatccatttc tatcagttgg
  1496161 tacatttgct tcatgtgtta ctgaagttcc aggtctagct cctccatcat ttttcacata
  1496221 gaaaggtact aaatctaaat cagatcgtga tagtggctta tttggattcc aatctttttt
  1496281 cgtaatataa tatttccatt ctttcgtact atgaggtgca gttagtttcc acttaaatgt
  1496341 attcgttccg ccgtttaacg taactttttt ccacctatca actgtttgaa cgtctaaagc
  1496401 agggaaatgg ccagctcctg cgatttgtcc atcagaaggt cctaattgtg ggaatccacc
  1496461 tattccttct acactttgcg gctcatattg aatcggacca caatttacat ttaccccttg
  1496521 cttacataaa taagaacggc tcgctggtga ttctacgtat ccatgagctg aagctttttc
  1496581 tgaaaaaccg aaagttaaca atcctgtaag taatatccca ccacttaata taactttctt
  1496641 caccttctgt aaacctttcg ttttcatctc gtcatcccct ttcccataat aaagcgaaaa
  1496701 taactatagt tgcctagtca tctcctctac atccattata agtcgaggaa cattactaaa
  1496761 agaaccctct aaaaactttc tcaaattcaa ttagcacatt aattaaattc aaataacacc
  1496821 gctcgagaaa tatagacggt gttaaaaatc gaactttatt attttaagca tgatagcatt
  1496881 ttaatcatca cttataaaaa tttataataa ataactgtgg catctaaatt accatttgga
  1496941 gatattgcgt attctggtat ttttccaact tcttgatagt ctaatgattt atacaatctg
  1497001 ttggaagggt ctccttctct cgtatctagc actaaaagag acctattttc ttgcttcgct
  1497061 cgttcctctg ctttttgcat aagtaaacgt ccaataccat tacgtctaaa gtttggatga
  1497121 gtcattaact tacaaatctc ggctctatga attccgttag gctttgtaac taaatgtaat
  1497181 tgaatactcc ctgccaattg attgtttatt ttagcgacat ataagatcac ttctggcact
  1497241 ataacagttt gccaatactt tattgattct ttttgttcca gtggaggtaa aaaaccaatt
  1497301 gacgctccat catctacaac cgttttcaaa aggttagaaa gctcttccac atcatctttt
  1497361 atttgcttaa tctcttcaat tactaaattt tgcattacta atcccccttt tgtttcattg
  1497421 tatcaatttt aaacgaagga acaatgaaat actaagatga aattattaga atctataatt
  1497481 gttaagagca tatacaaagt tctttctgat gtagagaaat cgatttatga agacatagaa
  1497541 tattaaaatg aatacaaatt taatttcata taaaaaacgt tttaaacata aagtttaaaa
  1497601 cgttttttat attcaatgct tttgattttt cagttctgtt aaacactctt gcactaaagt
  1497661 tactgcttga ctcatcgcag ctccaccagc aaatgctgct gaaacaccgc atgcttctag
  1497721 aatttcctta tctgaacacc cttgatcaag acaacctttt gtatgataaa tggtacaata
  1497781 ttcatcttgc gttgctaaac taattcctaa tgcgataagt tgtttttccc tttttgttaa
  1497841 agtgccctct tgaaaacaag cttgcgtgaa tgcattatat gtttcagcaa tttcaggaat
  1497901 ttggtttgta aaactaccga ttccttcttt ataatgatgt agaacgtcat ttactgaact
  1497961 atgatgttgt tcgtgttcca tattattatt ccctccattc aaattatctg tacctattgt
  1498021 agtatgtgat gaaaggaagg caatataccc cactaaatag aatgaatatt ctgtttatta
  1498081 aaactacaat ttcagactat catccactac cgcttgttct tttgagtttt ttcttgcaac
  1498141 ctctttactt ctttcttccc aaaatgttaa accttcaatt cccacatttt taggatcaaa
  1498201 cacgggatct ttcccttctt ttttctgcgt ttcataatct tttaacactt ttaatgcgat
  1498261 tttacttaat agtagaatcg cgattaagtt taaccatgcc atactaccga ttcctaaatc
  1498321 tccaagattc cataaaagcg atgctgattc tacactaccg atgtaaacca taattaaaaa
  1498381 tccaattttc aaaactggtt ttaaccaact atgcttaagt tcacggtcta aataagtaag
  1498441 tgtcgtttca gcgatatagt agtatgcaag taatgttgta aatgcgaaga agaaaattgc
  1498501 gattgaaatg aataatggac caaaccctgt cataacagtt tcaactgctt gttgtgtata
  1498561 aattggaccc gcatcaacat tccctatatt ctttacgata gcgcttttcc cttcaggtat
  1498621 aacattatac atacctgtta ttaagatcat aagagctgtc gctgtacata cgacaattgt
  1498681 atcaatgtat acagaaaacg cttgaactaa cccttgtttt gctggatgag atacttcagc
  1498741 cgcggccgaa ctatacgtcg cttctccaac gccagcaacg ttagaaaata cagcgcactt
  1498801 tacgccccac gcgattgctg caccgacgat tccaccaaac atttcattca caccaaaagc
  1498861 acttgagaaa attaaagcga acatacttgg gatttctttt acattcgcaa ttaatacgat
  1498921 acatgtaaca attacataac caattgccat aaatggaacg agcatttgag aaacgccagc
  1498981 aattctcttt acgccaccaa aaataattgc tgctaataat acaactaaca agataccagt
  1499041 tatatatttg ctaatcccat tagagttttc gaatccaact gcgatactac tagattgaat
  1499101 acctggtaat aaaacaccat atgaaagtgt tacaacgacc gctacaatga ctgcaaacca
  1499161 tttcatgttt aagccttttt caatgaaata cggtgtacca ccgcgatatt cattttcaac
  1499221 tttactttta tatatttgag ataatgttga ttcgacaaag gcactagctg ctcctaaaag
  1499281 agccattacc cacatccaaa atacagctcc aggcccgcca aaagcgatag ctgtcgcgac
  1499341 ccctgcaata ttacctattc caaccctgcc tgataaagct aaacaaaatg cttgaaagga
  1499401 tgatattccc gtttctgagc tcttcccttc aaataatagt ttaatcatct ctttaaaata
  1499461 acgaatttga agaaaacgag ttgcaattgt aaaatacaca cctgctccta acgcgaaaac
  1499521 aactaaacca atactccaca cttgccctac taaccactct actaattgct ccatccaaat
  1499581 cccccttatc attctttaga aaactatttt atatataaga aaacggacaa ctattattaa
  1499641 aacttccagt tgtccgtcta tctcattatt tcatctctct attactttat atttacccaa
  1499701 acacttttca cttctgtgta attatcaagt gcatatgaac ctaactcacg gccgatacca
  1499761 gattgtttaa acccaccaaa tggtgccgct gcattttcta agttataatc attaatccat
  1499821 actgttcctg cctttaactt attggcaact tgatgtcctg ttttaatatt ttgtgtccat
  1499881 acgcccgctg caagtccata tgacgaacga tttgctcttt caattacttc ttccgtcgaa
  1499941 tcaaatggaa gtacaacgac aacaggaccg aagatttctt ccttaactat cgtcatatcg
  1500001 tccgtaacat ctgtgaatac tgttggctgt acaaaataac ctttttcaaa tgcacgttca
  1500061 ccaccagcag caacagtagc gccttcagct tttccttgtt caatgtaatg tagcacacgc
  1500121 tcttgttgct ttttagatac gagtggaccc atttccgtgt ccttctccat acctgctcca
  1500181 agtttcacgt tattcgccat tttcacaagt tcatttacga ctgtttcgta atgttttcgg
  1500241 tgaacgaaca cgcgagatcc agcactacaa ttttgaccgt gattatacat aataccttgg
  1500301 aatgcaccgt taatcgcttc ttctaaatca gcgtcttcta aaatgatatt tggtgattta
  1500361 ccacccagtt ctaacgttac atgtttaatt gtttctgcag attgacgcat aatatatttt
  1500421 ccagtaactg ttgaacccgt aaaggctact ttatcaatat catgatggtt tacaattgca
  1500481 gctcctgctt caggaccaaa ccctggaaca aagtttacaa caccgtttgg aaaaccagcc
  1500541 tctttaaaga gcttcgctgt atataataaa gataaaggag tttgttctgc tggttttaat
  1500601 acgatcgtac aacctgttgc tagcgcagct cccattttcc aagaagacat aacgagcgga
  1500661 aaattccaag gaataatttg ccctacaacg ccaacaggtt catggcgtgt gtaatttaag
  1500721 taatcttttg aaatcggaat ggtttgcccg ataatttttg tagcccatcc tgcataatag
  1500781 cgataatttt ctacagtcgc tgcaatatca tcatcaagtg ctacttgata tggttttcca
  1500841 ttatctaaag cttctagctg tgctaattct tctccatgct cttcaattaa gtctgctaat
  1500901 ttataaataa gatgtgctct ttcagcagta gtcatttcca cccaaggtcc tgattcaaat
  1500961 gcagatctcg ccgcttttac tgccacatca atatcctctt cttgtgcttc ataaacaact
  1501021 gcaagaacat cttctgttgc tggattatat gtttcaaacg tctttccact aatagaagga
  1501081 acaaattcac cattaataaa cattttaatc tcttcatcta aaaacgcttt cacttttggt
  1501141 ttcaactcaa tatttgtcgt taacatatat gctctcctcc ttaattaaac agctgcatga
  1501201 gctgcaattt ttgaaataat cgcttgaagt ttttgatctt cttcttcagt taacccaagt
  1501261 cttggataac gagaaggtcc cccagcttgc ccctgtaatt ccatagaacg tttcacgatt
  1501321 tgcacatatt tccctgatcc ctccaggaac tcacaaagag gtaaaattgc atcgtttatt
  1501381 tcccaagctt tttctaattc accattttga aaatgctcat acattttcgt aacaagtccc
  1501441 ggtacgacat ttcctgctac tgaaacccat cccgtcgcac caactaaata agattccata
  1501501 actaaatctt cagatccgca gaagacttga aaagcacctt cgccttgtct tactaaatct
  1501561 cttgcttttc gaatatctcc gctagattct ttaatatgtg taacattttc acagtctttc
  1501621 ccgatacgta gcatgagttc tgtactcata tcaacaccag atgtaaacgg gttattatat
  1501681 aacataattg gtatatttac agcatttgag atttctttaa agtgaaaata aatttcctct
  1501741 tcttttggct tacaatagta tgagttaata attaatgcgc agtccgctcc gtgcgtttct
  1501801 gcatgttttg taaattcaat cgtttctttc gtcgtttctg ctgcagttcc aacaataacc
  1501861 ggaatacggc cattaacttc ttttaatact gtttctacca ttttaaatcg ttcttctttt
  1501921 gacaaactaa caaactctcc tgtgcttccg tttataataa tgccagccac tttttgctca
  1501981 ataaagtagt ttacgttttg ttttacaccg ttccaattaa tttcttgaaa ctcatccatc
  1502041 ggtgtgatta atactggaaa tgccccttta attattttca tatttatctc tccccttacc
  1502101 attttatttt aataaaaatc ctgctggaaa tggatctgta gggtctagta gaaatgtctg
  1502161 cacccctgta ataaaacctc tactttcaaa acggaaaatg taacccgttt cttccctttt
  1502221 cactttttca actgttataa agctattaaa tatactttca tttataaaag gtttatccgc
  1502281 tgtatagtca tttttaaata acgcatgaac ataagacaca atagtagaaa caaaacctgg
  1502341 cgatcgtacg ataaagttat cttcatgaaa ggtaatcgac tttatatggt tcttttcttt
  1502401 ttgcgaagaa tctactaaaa taagcctgtt tattaacaac tgtttttgta tagtttggag
  1502461 tgtaacttct ccccattttt tcaactcaga aatgttttca atacaaattt ctggagaata
  1502521 cgcacctttt tctacaactg cgtatacttt atctgcctgt ataagagagt aacttatatt
  1502581 accaacctgt aaatttttct caatcaaata acatagttta ctttcaaacg aaacagatac
  1502641 aacttcatca ttctctacat acgcatggac tgaaaatatg ccagataacg tttcgatttt
  1502701 gtattgattc gtctctctct tttttaaata gccgctttct agtaacatcg ttatgactgc
  1502761 gacaatacct ccgtaatgga gaggaattga cccttcgtga ttaaaaaata atacagctgc
  1502821 atcaacttcc gtatgaatag aaggaacgac gatacatccg tttaaaccga taaaaccacg
  1502881 cggttcattt aataaaagtt gcatttcttc tgctaattca cttgaaaatt gttcgtttaa
  1502941 ttgctctaaa ttgtagtagt acttgcatgg tacatctttt attacacgga atgcctcgcc
  1503001 atttacgtgt acgtctactg ctgtatacat tttttgaatg ttcattttac atcctccgtt
  1503061 tcatgttcca tcggcggaat tagcaaaaat ccttctttca gtggatcctt ttcattgtaa
  1503121 aaaaatctat gcatccccat aagccaagct gaacctgtaa ttttcgttac gacagcttcc
  1503181 atatttgcaa catttgtcgt atttataacg caccctttaa ataaagaacc aacaatactc
  1503241 tcatgaacaa actcttcatt catttcaatt ttttggtttg cgtataatac agctaacttc
  1503301 gctgatgttc ctgtaccaca tggagatcga tcaattcctc caggcggaac gacaactgtg
  1503361 ttttttacat gtgcactttc atgggtagga tctgtataaa actccacatg ggttaatcct
  1503421 ctaataaacg aatactctgg atgaatgatt tcaaatctct cattaatgat atttctaata
  1503481 tgaattgcct tatcgataat tgtagatgca tgttccggta ctaactctaa ccctactgat
  1503541 ttcgcatcga taatggcata aaagttccct ccatacgcaa tatcagcctc tacagttcca
  1503601 atgttctcga cgtctaccgt gatatgtttc agtataaaag ctggtatgtt acaaaaggag
  1503661 acttctttcg cttttccatc tcgaacaaag atatccactt caactaagcc agctggcgta
  1503721 tctagcttta acgaagtaat cggttcaact accggaatta aacctgattc aattaaagct
  1503781 gtacatacac caattgtatc gtgaccacac attggtaaat atccgcctgt ctctatgtat
  1503841 ataacaccaa tatcggcatc agggtgacat ggatctgtta atagtgctcc ggacattaca
  1503901 tcatgaccac gcggttcatt cattaacaat ttgcgaatcc agtcatactc ctttttcata
  1503961 tgtaacattt tctctgccat cgtctctcca agtaacttag gtagtccgct aatcaatgtt
  1504021 ctcgttggat tcccacccgt atgtgtatca atcgtcgtaa agactttttg tgtcctcatc
  1504081 cgtttaacac cctttctgta aaacgactca aacgaagtgg ttcaatagga atgattgttt
  1504141 ctttttcatt taataactct tcaatcactt tccctgtaac cgcggcaaga ctaatgccat
  1504201 ccccttcatg ccctgctgca ataaagtaat tcgggatatg ttccacacgt gaaataatcg
  1504261 gcaaatgatc ttctgtccac gggcgtaatc cagcatatga acgaatcacc atcatatccg
  1504321 ccattttcgg ataaaaacga attgctctat tcgcaataca tttaataacc tcgttgttta
  1504381 tcttcgtatg aaaccctaca aactctctac tactaccaat taaaaaattt tggctttctg
  1504441 tcggctcaaa tacgagagct actccatatt tttcagttaa agcatccact tttcgttttc
  1504501 caccaaattt agaaattaaa taaccaaatt ccataacttt acgacaacca acgtgttgtt
  1504561 gccttgaagc tacaataata tgcccttttc tcggttcaat ggggatattt acatccaaca
  1504621 tttgtccgat tttcggagcc cacacacccg ctgcgttcac cacttgcttc gcagtaaacg
  1504681 tcttatttgt cgtttctaca ataaaggaac cgtctttatc tcttttcatt tcttttactt
  1504741 ccgtatgatt aaaagccttc gtaccatatt tcttcgattc tgcaagaagt gaaaaagcaa
  1504801 gaagatatgg atttacagtc gaatctgttg cgcattctaa cccgcctaat aaatcatctg
  1504861 caaagaatgg cgattccgct cttatatctt gcctatcaag cattcgaaac ggtaaacccg
  1504921 cttctttttg acgattcacc cattgctgcg ctgcttccat ttcttcgtct gactcacata
  1504981 cgagaatact tcctggcgcc ctatattcaa atgagtgctc taactcttca cttaaatccg
  1505041 ttactaattt ttgacttact aacgacattt gactatcaaa cctcgggtct ttatcaatag
  1505101 ccaaaatatt tccatcacag cgtgaagacg tcccgctgac aaattctcct ttttcaatga
  1505161 ttgttacgtc tcttccgtat tttgaagtgt aataagcgat cgagcagcca ataataccac
  1505221 cgccaattat taaaacgtcg cagtgcctca caaaatactc ctccttcccc taaacctctc
  1505281 actttctttt atgcaattga cgtgccaact gtacatatat acaattttta caaacaatat
  1505341 ttttatttgt aaaaatattt taaatttatc gtaaataagt gtattatttt tttatcactg
  1505401 tcaaaatttt tatacataac aggaggacaa tatggcattc tcatttccca caataaaaga
  1505461 atttctaaaa acattatcta ttgatcatac atatagcact caacacattg aacaagttga
  1505521 cgaaaaattt tattaccgac cttctactac agaagaatat aattgtgcag ttatatatga
  1505581 agatgattcg ttcaccactt taattgacgg ggtttccaat gaactagctg ttatcataat
  1505641 gaaccgaaat aaagagccta tatgctctat aacggcacag caaatcattc cgtttcttgt
  1505701 taagtcttac aatgaactcc aatcttttta taacaccgta atacaaacta ctgattcttc
  1505761 tgttacagtc atcgatgata aagaacgtgt ccgtacttgg acagatggcg ccgaaaagat
  1505821 tttttcagtc aagcataatg aaattatcgg gcaacctatc actcgctttt ttgactataa
  1505881 agatttggaa attttgcaat cattacatga cggaaaaagc ataatcgctc agttccatca
  1505941 acctcggcct gatctgttcg tattaattaa ttcaaaccca gtttattgta acgatgaaat
  1506001 tataggagca gttgtctctg aaactgatgt tacgaatcaa gtcgctttaa atgaaaaact
  1506061 atttaatatg tcacatgaaa tgcaccgttt agaacaagag gtcgcaaagt ataaagatga
  1506121 atcagaccct ttccttgcga tgaatggaaa gagccctgtt atacaaagaa cgatacaatt
  1506181 agctagaaaa gtttgttcgg tgaaatcaac tgttttaata ctcggcgaaa gtggtgttgg
  1506241 aaaagaagta tttgcgaaag caattcatga tgcaagtgaa gcagctaaag ctccgttcat
  1506301 ttcaattaac tgcggcgcaa ttccagaagc attatttgaa agtgaattat tcggctatga
  1506361 gcgcggggcg ttttctggtg caaatagcaa agggaaaaag ggtaaaatag agctcgcgca
  1506421 aggcggcaca ttattccttg atgaaatagg cgaaatgccg ctcgatatgc aagtaaaact
  1506481 tttacgtgta ctacaagaaa gaaaatatta ccgagttggc ggagaaaaag agattcatat
  1506541 tgatttccgt attatcgctg ctacaaatcg tgatttacaa gaagaaatga aaaaaggcac
  1506601 gttccgagaa gatttatact atcgtctaaa tgtcgttagc ttgcatattc caccgctgcg
  1506661 ggaaagacgc gaagatatca ttgaattaac ctactctttc ttaaacgatt tttcaatcaa
  1506721 ctataacaga ccaattcgcg acttaccgtc cagcattatg catgaactgc ttcattacaa
  1506781 ttggccaggt aatattcgcg agctccgtaa cgttgttgaa agacttgttg tatttgcgac
  1506841 tgacggtatt ataaaacaag aatatttacc atttcataca actgaaactt tagaggaaca
  1506901 ttcggctcat tccctattac tcagcaacaa taatacaatc ctctctttac aagaagagat
  1506961 ggaggaacat gagaaaaaag tcattgagag ggctttacgc attttgaatg ggaataaatt
  1507021 agaatgtgcg aaacagcttg gtgttacgag ggccacttta tataaccgtt taaaaaaact
  1507081 tggattacaa taaaccttcc ctcctctata ttggcatatt ttttgcatta tataatttgt
  1507141 gcaaaccgaa ctagaggagg aatacatatg acgaataaag accacttaat tgtttgtcga
  1507201 tgtgaagaag ttacttacgg tcaacttctt cacatcgaca attgctgatt ataaatgctc
  1507261 ggcaagagaa ttaaaactaa gaacacgtgc tggcatggga ttttgcggtg gccgcacatg
  1507321 tagaatgatg atagatcgaa tgattgaaca tgcaaatcca ggcgtaacta caaatgatat
  1507381 tccattgaaa tatcaaccac cggtacgagc agttactttt ggatcggtag gtgaaagtaa
  1507441 atgagtagaa ttacacatca ccctatttta ggaagtttaa ataatagcaa tcacatcact
  1507501 tttcaattta acggtcaaca atatgaagca tatgaacatg aaacgattgc ggccgcttta
  1507561 cttgcaaacg gaataagaac attaagagtg cacgaagata acgggacgcc gcgaggtatt
  1507621 tactgtaata tcggacattg ttctgaatgc cgcgtcactg taaacaatca agcaaacgta
  1507681 cgagcatgct taactgttgt agaaaacggt atggttgttg atagtggtaa acagcatcca
  1507741 aatatcgtta gagagatggt gaaaaagcga tgaatgatgt cataattatc ggagctggac
  1507801 cagcgggttt atcagcctct atctcttgtg ctcgttttgg actaaatgta cttgttattg
  1507861 atgaatttat gaagcctggc gggagattgt taggacaatt acatcaagag ccttctggag
  1507921 aatggtggaa cggaatagaa gaatcgaagc gacttcaaga agaagcaaaa tcactttcag
  1507981 ttcatattcg atgtggtatt tccgtctata atttagataa agatgaaagt tgttggttcg
  1508041 tacatacgaa tatcggtacg ttagaagcac cgttcgtttt acttgctact ggcgctgctg
  1508101 agtactccat tccccttccc gattggacac ttccaggagt catgtcaatc ggggcagccc
  1508161 aagtaatgac aaatgttcat cgcgttcaag ttggggaaaa aggaatcatt attggtgcta
  1508221 acattttgtc attcgctatt ttgaatgaat tacaattagc aggcatcaaa gttgaacata
  1508281 tcgtacttcc tgaaaaaagt gaattaagtc aaaaggctgg agaaccagaa gtagttttaa
  1508341 actctctttt aaatgcggct catctcgctc cttctgcttt tctacgcata ggtagccatt
  1508401 ttatgaaata tgactggatt cgaaaagccg gattaacctt ctatccaaac agcggaatga
  1508461 aaataaacga tacacctctt caccttcgaa aagcagcgct tgaaattatc ggaacagatc
  1508521 aagttgaagg tgtacgcgtt gctaatattg atacgaaagg aaacatcatc actggatcgg
  1508581 aacaaatata tgaggcagac ttcgtttgta ttgcaggtgg cttatatcct cttgctgaac
  1508641 tagccgctgt agccggctgt cctttccgtt acattccgga attaggtggg cacgttcctc
  1508701 tccattctga aacaatggaa acccctctta ctggtttatt tgtagccggc aatataactg
  1508761 gtattgaaag tgggaaaatt gcaatggcac aaggtactgt tgctggatat tcaattgtaa
  1508821 aacaggcaaa taaaaaatcc cattcagttg aacaacaatt gcaacaagca atccaacatg
  1508881 tacatgccgt acgtcaagaa gctgccattc aatttaacca gggtgttgat gtcggtagaa
  1508941 ggaagatgaa tgaaatttgg cgtgattatt cccttgcatt tgcacatact aaaaagagct
  1509001 gttgagaata ctctcaacag ctcttttttc tactcatctg agttattaaa tttcgccaat
  1509061 gcgtaaatgc cttcttcatc atctaattca agttgtaatc ttgccgcaaa tgaattgaca
  1509121 ttatattctc tgtcaagcaa taagcgtagt gcttcgatta agttcgcttg aattaaaatt
  1509181 tgctggcgac catttacctc tacttcagca gagaaaccat agtcatcgtc gtacataagt
  1509241 tcaactaaaa cttcttctgg accaacttgt cttttttcag cgatatatac gcaaagggca
  1509301 ttgatcagtt cttgttcaga aatttttatc gtttccatgc tacttcatct tcctttttct
  1509361 tacgttgatc tttgaagtat ttaaatgcac gaactgctaa cattacgata ccagccatta
  1509421 ctaacatatt taccataaac gctaatacag aaccaagagc tcccatattt gcaaataagc
  1509481 tacccattag taaaccacca agaccaccta gtaataaacc tttcataaag cttcctttat
  1509541 tactttttgg tgctgtgttt gttgctttcg ttttcgaatc tggagtcgtt ttttgagaat
  1509601 ttacatttga atcttttttg tttaaatcaa cttttgattt ttggcctgaa cttggtgaaa
  1509661 atgatttttt accagatttg taacttttcg ctgccgcatg atctacgaac ataaagctac
  1509721 tagcaccaaa gattaccatg aatgctgtca ttactgctac aagttttttc aacatattat
  1509781 atccattctc cttttatata gatatatgtg aagtctatct ctctagtaaa ttcagaatga
  1509841 tagatttatt tttaagaaca ctttaaggtt cttatgaact tattatatga acttttgtcg
  1509901 aaatatgcaa gtattattta cttccgacag ttttatgaca taaggaaaaa ttaagcaaaa
  1509961 cagaattgac tttaaatgaa acaaaacata ttataggttc ataagaactt ttattattta
  1510021 tggaggtgaa aagatggaaa catttcatct cacacgaaac gaaatggcta ctcttcttct
  1510081 atcactaaga ggatggaata cgaaaaagcc tctcggtatt ttacaagaag cttgggcaaa
  1510141 gtcacataaa aaagatattg aaagcggaca aagcgttact gcttttatta ctaccgcact
  1510201 ttcacctatt ttcgaaaaac taattaagat tgaagatacg gacgttggtt tttcattaaa
  1510261 tgaaatagtt gcgcttggaa atcaaattga aaatacaagt ttctcagtaa cagccatgca
  1510321 gaactgggtg aaacgagata taaaagaaat gattggctct cctcaaaaag gaaaaaaata
  1510381 ttcaattgaa caagcagcct tactattcat tgttgaagat ttaaaaacag cacttgattt
  1510441 tgaatctatt cgtaagctat tacgccttat cgtaaatgac ccagctgatc gaagtgatga
  1510501 cttaatcaat cctgttcatt tatatggagc ttactcttct ctatttgaag aactcaatca
  1510561 ggggaattgc ttacaattaa atgcaacaga tacagttcat acaattgaaa acatcgtaaa
  1510621 agaaaaagct gataaaatcg caagcaagtt cgatcaaatt aataatgaac aacgcgaagc
  1510681 aattcgtaac gccattatta tcgccacact ctctgtgcat accgcttatg tacaaatgtt
  1510741 agcgaaacgt tacgtaacag caactttatt tttacagaat ttagatgtga agccgtaaaa
  1510801 aataggagca gaaatgctcc tattttttta tgagaaattt ttaataatct tttcattctc
  1510861 tcttcatgaa aattgaactt atatacttta ctataatact tataaaggac ataaaagaat
  1510921 tgaaatagca atcccctata caaataaggt ataatctaca catagtgaat cttttatatt
  1510981 attaactata aggttcacct attcaaaaat acataaacta gaaggtgcaa caatggtaag
  1511041 tagttttatt cactcagtat taacattttt tgaagggcta ggttattggg gcattatgct
  1511101 tggacttatg attgagatta ttccaagtga gattgtcctt gcttatgcgg gatacttagt
  1511161 attcaatggt agtatctcat ttttaggcgc agttgtgttt ggtacaattg gtggtgttat
  1511221 tgctcaaatc tttatttatt ggattggccg atacggcgga cgccctatat tagaacgtta
  1511281 tggaaaatat attttcatac ataaaaaaca aatagatgct gcagaagatt ggtttaatcg
  1511341 ttacggaact ggcgtcattt ttacagcacg cttcattcca gtagtgcgtc atgcgatttc
  1511401 aattcctgct ggtattacaa aaatgtcatt cctacgtttc actacgttaa cagcactcgc
  1511461 aatcatccct tggtctatca ttttcattta cttaggtgaa aaactaggtg aaaattggga
  1511521 gaatattaat gatatcgctg gaccatatgt gaaatcattc gcaattggtg gcgtcatact
  1511581 tattttttta tacttcgtta taaaaaaatg gacaaaaaac gtaaaaatct tgcgtaaaaa
  1511641 tatataataa aaaccgctat acattcatta cgaatgttag cggtttttat tataggcttg
  1511701 attttgtatt agaaattgta ttatttcttc tttgtgcttt aagtcatgtt gaatgagtga
  1511761 tgaaaagtaa tgatttaatt tcactttttt agtgccaaat tggtagacat tataaaaata
  1511821 tttggtggga attcgctctc atccactaac tgtttacgag taacactgaa ttgatttaat
  1511881 agtccttctt ttgaaatacc agatctcgca tatttaattg ctcccttatt catttcctca
  1511941 acatctattg gaacatttgg tacagattgt ccacttataa agtatggaat tctatccttt
  1512001 attaaaaaca cgtcccaaac gataaaatgt gaaattacat ccgcaattgc ccatgaacct
  1512061 tctcttaatg cctgaaacca tatatcatca ggtactcgct gtaatgtttg acaccattct
  1512121 attatattta acttttcttc taaaacattt tctttcttca ttatgaattc ctttctcgca
  1512181 cttgtaattc attcatatga atatcttcta ggaattatat aaaaagcctc cataattatg
  1512241 tggataagca acaattcact cattcatttc gtatattatc tcaaaaagga gtgatctccc
  1512301 tatgcattgg caacaaaaaa tacaatactt aatcggacgc cctatcggca tttccttcat
  1512361 aaatgggcaa ggaacctctg gtgtattatg ttcagcacat gatggtcaat tatatgtgta
  1512421 tgaatacctt tatcaagcgc agttcgcaat gaaacattat gattttagac aaattcaaga
  1512481 tatacatgcc tttccgaatt gcccacatca aaatcctcta tactaaaaaa aggaacagct
  1512541 tatagccgtt cctttttctc cacacttatt tttcagtata aaagttttgc actgcttcat
  1512601 caaagtaaat ccagcctttc caccctaaat gaattgtatc ttttaagaaa tacttatcat
  1512661 attcatggcc agagaaatcg actactggat accctgcttt ctcaacttgt tcccgaactt
  1512721 ttttataata tacttcacgg cgttctttag ggaagccagc ataatcatac catggtccgt
  1512781 ttacaggtac agaaatgaat agtggcttga catttttctc tttaaaaata tttaaaacaa
  1512841 tttgtaagtc atcatattca ggtgattctt catacgattc atttgctcta aagtttttta
  1512901 aaccttttaa ttttttcttt aaattatgtt tatagtaata cggattttca atgccaaatg
  1512961 tgtttgtagt agattccgct ttcccttctt cttccgcatg tttacgtgca tctacccatg
  1513021 aaattgaacg aagtcccaca tttgtttttt ctttcatcgg ctcaatctta aatatagagt
  1513081 taaataaatc tctatgatct aaaatatttc gatgcatata agcaagtggt ttaactaaac
  1513141 ccgcttttat gttatgtttc gtatcattat atacaatacc ttctaatgaa ttttttaaaa
  1513201 tatcatcttc ttgaacaact ttataatcta atagtcgttt cgcaatttgc ttcttcattt
  1513261 ctacatttat tttatcatta aaaataaaat gatatgcctg ttgtttggag aaattgttcg
  1513321 taaaatcccc ctgcgaaacc ccagtctttg taaaccattg tggcgataaa acaaagacta
  1513381 cttttttacc ttctaactca tccatagtag acgtcatatt taatatatga gctaaacttt
  1513441 gtgtaccgcc aattccgatt aaatatggcg taaaacctgc gggattcacc ttgaagtaat
  1513501 tagatggatg atatgcatcc attcgtaaaa attcagatga accgtacatc ggtaaatact
  1513561 gagaattctc taacattttc tgttgcaaga atacactttg taatttttct ttttgtaagg
  1513621 aagttgccgc atcttctact ttcttatcac taataagtga tactaagctt ttcgatggaa
  1513681 tgagtatgat aatgaaaaaa agtacacacg ctaaaattat cggaccaaaa gcatgcttca
  1513741 ttttcatttt ttgttcctct tcctatcgct attaaattgt aacccttgtt tttgaaacgc
  1513801 catcatttct ctcctttttc tctatacatg ttccattcta tttatctatc atatacatgt
  1513861 atgtatttct ttccttgttc tattaagtcc tatatttagc acaagaaaat gtttccatag
  1513921 aaacacgtta attatacaag attctacata catttcacac tggaatttga gtaataattt
  1513981 tatttttaaa ccgttaaaaa acataaaaaa tgtctataat ttatctaatg atgtctggag
  1514041 ttcaaagtac gataataaac ggccactatg atcaacatca tgagtatatg tgaaacctaa
  1514101 atttcgtaaa agttttttcg aattctcatt tgctactttt actctagcaa ttattctttt
  1514161 tacattcatc atctcttttg catattgaat ggacgccttt gctgcttctg atgcatatcc
  1514221 atttccccaa tactccggat caagtaaata cataatttct atttcacctg tttcatctat
  1514281 ttttcttaaa ccacaatgtc ctaaaagctc tcctgtattt ctattaacta acaaccatac
  1514341 cccgaaatca tactgttccc aatgtgatat tagttgtata acatagtctt ttgcttcttc
  1514401 ctttgacatt ccacttgatt tagcaagcca tttgccaata gcttcttcct ttaatatgct
  1514461 ataaaattgt tcaacatctt ctataagcgg ctttctcata aataaccttt ttgtatgtat
  1514521 tactttcttt tcttcaaaca taaaacttca ttcccctcca aagttttata cagtctagta
  1514581 aattatacca tgtactattt acccgacttt aactaaaaaa acagactacc acacacgtgg
  1514641 agtctgtttt ctcatccttt atttttgtac atctgcccat tttaaacttg tagctggacc
  1514701 aaattgatgt acatataaat ctttcacgta tggtttttgt aagtaagata atccgcgctg
  1514761 gaatactgga gcaataactg catcatcaag tagcattttt tcagcatctt gtagtgcttt
  1514821 ccagcgagcc ttttcatcat tacctaattc ggttttaatc ttcttaatta acgcatcata
  1514881 ttccggattt gcatattctg tattgttcac actacttcca gaaaggaata cttctaagta
  1514941 tgtcattgga tctggataat ctggtaacca gcgtgataac gacatttcat attctttctt
  1515001 cttctctagc gctaattttt gcgtgtgtgg ttgtaatttc acatttacct ttaagcccgg
  1515061 taagtttttc tcaagctgct ctttaatata ttctcctact tttttgaagt tttctaaatc
  1515121 atagtttaat aactcaagcg tcacttcatt tgtaccagtc tcttgcttcg ccttttccca
  1515181 atattctttc gcctgtttta catcagtttt attaaattca cctgccgtac ttctaaaatc
  1515241 ttttttatct ggacccttta aaaatccttt tggtacgtaa tagtttgcag cgaccgaacc
  1515301 atcatttaaa aatgaagtcg caagtccttt cttatcaaac actgtactta gtgcaagacg
  1515361 tgcattttta tttttaagaa tcggtacatt ttcattgaat cggaagaagt acataaccgg
  1515421 atctgtatat tgtttaagct ctttattatt tttatattta tctacgaatt cagttgaaat
  1515481 gacagctcta tcaactttat ctgtttcata taaatttacc gcagttgaaa tttctttaac
  1515541 aatttgatag tttacttcat ctagcttcac ttctttttta tcccaatact tatcgttttt
  1515601 cttcatcgta aaactagctt catgcttcca atcagataat gtaaatggcc cattatatac
  1515661 cgctttattt gcttctaatc catatttatc accttgctcc ttcgcatatt tctcgttaat
  1515721 tggatagaag gacggtaaaa taagtagttt cgtaaaatat ggtacaggat gttctaactc
  1515781 tacaacgaac gttttatcat cctttgcttt tactcctaat tcatctaacc ctagttgttt
  1515841 cttatttatt ttctctgcat ttttcacatc gtacgcaatg tatgcatatt gagaagctgt
  1515901 atccgggtta ataagctgct tccaagcata tacgtaatct tgcgctgtta ctggatctcc
  1515961 gttagaccat ttcgcatcac gcaaatggaa tgtatatgtt tttccatctt tactcacttc
  1516021 atatttttgt gctccagcct caatcacttc atcatttttc gataaacgga ataatccttc
  1516081 cattacgtta tttaaaacgt taaatgatac tgcatctgtt actttccctg aatgtaacga
  1516141 tggaatttca cccgtttcta gtaactgtaa tactttcttc tcatctttcg gctttgtcgt
  1516201 tgttttttct tttgcgcagc caactaaaat cgaagaaacg aatagagtac taaataatga
  1516261 gtagcgaaca aattttttca tttgaaaacc ccctctattt tttaaggtaa gtaacgacga
  1516321 gcaccagcgt attcttctat atatccaggt gtatttaacg gtataatctc tactgatctt
  1516381 tcagctcttg gtgagtgaat catatttccg tcaccaatat acattcccac atgatggaca
  1516441 ctacctttcc cttgatcatg tgtaaagaag attaaatctc ctttttgtaa attttcttta
  1516501 tccactgcaa ctccatttct cgattgcgga ccagaatctc gcggaattgt aataccgtgc
  1516561 gatttataaa tcgtatgtgt aaatccagag caatcaaatc cgaagccgct tgtaccagcc
  1516621 caaatgtaag gtaatcctaa aaacattttc cctgtgttta ttaaatcatc ggccgccggg
  1516681 attggaatat cattttgaga acggtaaacc gttccatcat tttttcgtag ccaagctttc
  1516741 tgcccatttg gtagcaacac gcggtatgaa atcgtatctt cactaagtag cggcagtcgc
  1516801 gtattatagc tcacttcaag cgatttatgt ttttcagaag gatttatata taaaatggct
  1516861 gtcggtttcg ttactaacac gaaaggttca tttgttttat ctgcaaattc ttgattatat
  1516921 gttaactgtt tttcaggcat ccatcctggg tagccttctt catttcgagg tgttggctga
  1516981 ccatggacta acactttcac ccaatcccct tttttatcta caactgttac ttcttggcct
  1517041 aataacgctt gcgtttctaa tttatttgca cttgttaacc aaagtttctc atcgagcgtc
  1517101 atcgatttcg tccacttcca caaatcaact ggatttgtag cacttggtgc atcaattggc
  1517161 cgtaatgaat caggcgtggt ccaaagtgtt gcggcagata catcgataaa cgccttacta
  1517221 tctttctttt cttcagcatt tgctgatgta aacgatgaaa atataaataa agttgttaaa
  1517281 aatgcagttc ctactttttt cataaatatc ccccttaaaa gataatttac tagtctcttc
  1517341 tcctaagatt tactattcac tgtcgattga aggtttacct ttgatccaga ataagtcatt
  1517401 ccttccggtt cttccattaa ccaaagtggc gcatcaagat cgaagtaatg aatattagga
  1517461 tgtgcagcag ctaaatgtgc aacagcacta acagaaagag aagattccat catgcttcct
  1517521 accatacatt tcacaccagc tgcttctgcg atatcggcaa tacgccacgc ttcgcgaatg
  1517581 ccactacatt tcattaattt aatattgatt aagtctacat atcttccttg cacaattttt
  1517641 aatgcatcac tcgctgaaaa tatgctttca tctgccataa taggtgtttg tacatgatct
  1517701 ttgacgtact ttaatccatc ccaatctttc gcatgaacag gttgttcaat aaattcaata
  1517761 tttaaattgc gattttccat ctctttaatg atagaaactg cctcttttgg attccaccct
  1517821 tgatttgcat ctaatcgtaa cgtcgtattt tttggtacgc tatttcgaat cgcttcaata
  1517881 cgttctaagt ctaagtgtgc agatttcccc actttaattt ttaaagtttg aaatcctttt
  1517941 tctacatgtt gctttgcctc tttcgccata atgaaaggct catctacact caacgtaata
  1518001 tctgtatgaa tttctttctt cccgcctaat aatgcgtaaa gtggaatgtt atgatattga
  1518061 caatacacat catataatgc gatatctacc gctgctttcg cacttggatt tccaatgcaa
  1518121 ctcatttgaa tgtgctgcag taactgctga aattgaatga tatcttgacc aattaaactt
  1518181 gaacgcatcg gccctaaaat tgcttcttca atcccgttag cgaaatcacc cgtaataacc
  1518241 ggcgttgcag ctccagctcc cttaccgaca attccttcat ctgtatgaat atatacatct
  1518301 atactttcta tttcggttac ggtacgaagc gcggttttaa acggtgtatg aagatttaca
  1518361 cgtctacgat ttacttttac atcggtaatt ttcattttgt tcatcctttc tttatctagc
  1518421 aaaatagagc cttaattctt aacttttttg aatcaaaaga tctccggttg tgcttacttt
  1518481 ccatgtagaa ggtacatgtg aaataaaaaa tccagccata agaagattct tacggctgga
  1518541 ttttgtctat gaatgtgtag acaaagcagc gatttggtta tattttttct gtgcatcttt
  1518601 taatgctaca agtagtgcct tttgagaaga accgaaataa cgatctttta tttccattac
  1518661 taacgctggg tcattaatat ttttatgtag aaataaatat ttaacaaact gtgatgttaa
  1518721 tgcaattgtc gctgagcaat ctgcatctac aatttcccca gtctccttaa caagtacaaa
  1518781 cgctacaaaa tagcttttaa acttttcggt aatgggatta ttttgaggtg ctttcgcatc
  1518841 ccctacgact taaattgtat ttgaagcgta cacagctctc ttcctttcta atacgggata
  1518901 acggttttct taatagtcgt atgagtgata aactcaacgt tgattaaaaa atgtatccgc
  1518961 ttaccttgta ttataataca attgacagaa ttttaacaac atttattttc gtatatattc
  1519021 cataagtata aaaacagctc aagctcttca tttttacaat atgtaattgt ttcttgtacc
  1519081 atgacattca tacatgaaaa aacagctagc tatcgctaac tgttctatta cactacttcg
  1519141 gcaacacaaa tatagtttca tttgacttag aaaattgata ttcttttctc gcaaatttca
  1519201 aaatttcttc ctcatcatct gttaaatttt ctatgttagt ctttaaagaa gcctcatctt
  1519261 tctttaaaga aaccaattgt tttttttgat tcgtaattgt atcttttttt tctacaatta
  1519321 tttcttgttg tttcgttaaa ataaattgaa cgtacaaagt agccgccgca ataaatataa
  1519381 acatgaatat aaatcgcctt agttttttct tattaattgc ttgattctca ttagactgtg
  1519441 atagttgttc ttgtatatta ggaacattta ttcgcttgag tttcctcatt atgaaatccc
  1519501 cctaacacat atattttcac taccatcggc atgatttctt attaacttta attctattct
  1519561 tataaaataa gctccttcac aaaaatatct cactaattaa ccaattaaag atagcattcg
  1519621 acgacatttc catatttaca ttgcattttt ttatgtatgc tggcataaaa tagtagtttc
  1519681 tgttattctt tttctactat tgtagaagag tttttttaca tacaaagttc tccttgtttt
  1519741 aacatggtta caaggagaaa agagatgcat tttcgtacat tcaataaaac tagaatgact
  1519801 gtttaagagc ttaagtttag agcatagatc atacctatat acactcaaaa taagaaaaaa
  1519861 gcccaatttg ggctttttta attttataaa tcaatatcat actccatact tttggccgtt
  1519921 tcttcagcaa tctccacacc taacaaattt ttcacaatat gaaatgatat gttaatacca
  1519981 gctgaaattc cggctgatgt aatgatgtgc ccttcatcta caaatttcat attctccatt
  1520041 tcaaattata gtttacataa taatattatc tgtttaatca ctatctttta ttttaaatat
  1520101 taaaattttc tgctaaaata atactaatca tgtttagtat ggaggagaaa ttatgttaca
  1520161 agtaatacct ttaaatagtg aagactatga tttaattaaa agcggctgaa aaagtaatcg
  1520221 aaaaaaacta taaatatggc cgtcatcata tcggttcagc agtacgcact aaaacaggta
  1520281 atatttatgc agcagtgcat gttgaagcga atgttggaag aataacagta tgtggtgaag
  1520341 ctatggcaat tggaaaatct atttcagaag gtgatcatga atttgatacc attgtagcag
  1520401 tcgctcaccc acaccctcat gaagatatag aaaaatgttg ggttgttgct ccatgtggta
  1520461 tgtgtcgaga attaataagt gattacggaa aaaatacgaa cgttatactt tcttataatg
  1520521 atgaacttgt aaaatgtaac gtaatggaat tattacctga aaagtataca agtgaagtag
  1520581 aataattatt ccagttttcc attcatctta taatattatt ccaataaaaa aacaatccgt
  1520641 tttaaaaacg agttgttttt ttatttctgt tttatgcagt ttattttatt tttctatttt
  1520701 tttaaatgat tagattatca ttaacaaaaa tgaaattgaa aatatttaag tttatttcat
  1520761 tttttcattt gaaaataaaa atgcactttc tccttatatt cgataaatat gaatataaaa
  1520821 tctctaaaat cagcagtctt atcataccaa tctataacaa ttctgccttc ttcccttacc
  1520881 tgtttccttt aacacatatg attttaatac aagcgacgtt aatgaatctg ttaatgtttt
  1520941 atatgataaa ttagataatg ctaatagatc gttcgtatat aacattctat gcttctctaa
  1521001 taataatagt actaatcgtt cagacggttt taatgcctca tcactttcga gtataaagtc
  1521061 tatatttttc atttctctaa ttattactcc ttatataaaa aaaatactta cgcaactaat
  1521121 ttaatataaa aataatacat aacaaaattt gaaatatatt aaaataacat tgttttaaaa
  1521181 cactattata ctataacata gaaaaagcat ttcccgaaat aggaaatgct tttttattgc
  1521241 ttatagaatt cttcaaacga tacattatat ttcaaatatt gatccgtaca attccctaca
  1521301 aacttctctg atcattcaaa agtatttgta gtacatcaag ttctactaaa atgagttaac
  1521361 cattttccgg cattttgttc taccttaaat atttcttgcg atgtgcggct tactgtaatg
  1521421 acttgttcca ccaccgccta ctactacttt accgccctgt tcgaaaatta ataatttact
  1521481 tgaaccatct gcaagaagta ctattacttc agcattatta cttgttgcta cataaattac
  1521541 ataaccactt tttgatatac aagtttccca attcgcatca aattctgatc ttaatacacg
  1521601 atttgaatac acttgatttt caattctatt ttgttcttcg tttgccaaat ttatccccta
  1521661 cctctctaaa atatcattta tagaaacatt acagttctat ttaaaatagt gactgtcttt
  1521721 aatataaata gtatatgtag ttagtaaaag gatgcttgga caatgaaaac gtaataacat
  1521781 gtacgtaata tacaattaaa acaagacaat cgatattgta tcgattgcct tgttttctta
  1521841 catacttctt tatttttctt ttcgtactgc ttcaaaagta aacatttgat ttgcctttga
  1521901 cggttttttt tcaaaaacat agtcagcaga gcaagtaata ttagagaaac caatactttc
  1521961 taaaagaagt ttaaactctt ctattccata ccaacgcacc gcaaagcgtt gcaattccgt
  1522021 ttgtactaac tgccctttac tccatttttc atattttaaa tatgatagag tagtttgatt
  1522081 cagccaatct atttcaattg atttattttc taatgtaatt ccgtctccat ttggcaaaga
  1522141 aaaagtcgat gtatgaatct cccccgtctt ccagtcatac ggaagcataa tatctacgat
  1522201 taatcgtccg cctggattaa gatgttcata aaaacatttc aatgcattta tagaatcctc
  1522261 tcgattttca attaagcaaa aagaaccagt aggaatgata attgcctcat atttatgcgg
  1522321 aagtgaaaat ttttgtaagc ttccttcata taaattaggg tgtaagcctc tctctttgca
  1522381 tcttatacgg cacgattcta gcatttcagg tgaatagtca atcccatcta ctgtaaaacc
  1522441 agcctcaata agcgggatga tgacacgccc tgatcctact gctgcttcga gaattctacc
  1522501 tctacaattt ttcaaacatt tttcgtaata ctcaatatca ccatttaaag aataaccgac
  1522561 aggctttgtg taatcataaa gttccgtgca aagtgaacta taaaaactaa acatttattt
  1522621 tctcctccgt ttttacgtac ggaagatttt cattcaatta atcttcctgt acctttactt
  1522681 ttaatgaaaa ttcgaaagag ctgactgtca tactatatca ctcgctttcc atagaatata
  1522741 atcatattgt ataatatttc ctttgaaatg ccaatgtaaa taatgaaaat tcaaactctt
  1522801 taccaaaagg aggatatgat gaattcattc attatatttc ttttacttct tattgctttt
  1522861 aatgctctaa ttttctttat agcgaagaaa tataggcaaa tatggaaaat atctagtggt
  1522921 attttcattc ttgctgcccc cattgttttc ttcgccactt tgcacataat tggcgaaaaa
  1522981 gtaggcgatg gattcgctgg aggttttgcg ggccttatat ttagtggcct attgatcatg
  1523041 aatgcaattt tcttatttgt tgtaagtatt tttgtatcta ccgataaaaa ttcataataa
  1523101 actccccttt tcaaaatata aagagcttac tatacggtaa gctctttata ctatttattt
  1523161 cacaattggc aatgtcactt cacttaattt tactgtaagc ttcgtgcccg ctttcggtct
  1523221 aattgtataa tcatagtcac tagccattaa aacgacccct atttgatgcc cagctttaaa
  1523281 tacataatca tctggctgca tatcccatgt aaatgtataa tctttgcccg gttgaatcgc
  1523341 cgttgaattt tctatactct ttacgttttg tggatccatc cagcctctcg ttacgatttc
  1523401 cggcttcgct cctccataat caacaagtaa agcggttaaa tttgatacag atcgatcaat
  1523461 atttcccgta attgaaatct ttggtgtacc acttatacgc gtatcttttt gcagtacagg
  1523521 cattgtatac actaatcgat tggctacttc taattctggg tttgcaacta attggtttga
  1523581 tttcattttt gcatcatcta cgaatgaaaa catcttatta acagaaccca tactcaatgg
  1523641 taaattaacg gctttattac ttaaatacat tcgcactttt gacggcacag ctgatggatc
  1523701 cggccaattt ttcattttat cccaagtttt attttcacgt tgtacatcga ccattggttc
  1523761 attcataatt ccattttcaa ttccgtataa ccaataatcg aaccatttat tttgtgttct
  1523821 ttgccagtca ttcgttgatg ttccaccgtg tccaccttga tgtagccaca tttttcgagg
  1523881 gacattattc tctccaagtg cttcccacca ttgcgcgaac tgcttcgtct ttacattcca
  1523941 atcatttaaa ccatgaacaa caaatacact cgcttttacg tttttagcat cttttacata
  1524001 atttcgttta tcccaaaaat cattataatt accagttttc cggtcctgtc cggctgttag
  1524061 ctcttttatt acttgtccgc aaacttcagg gttttccctt gttaatactg cttcggccat
  1524121 attatctgta tcttctcctt ggtatccacc tggcgcaatc actgcaccgt ttgcacgata
  1524181 ataatcatac caactactaa tcgctgcgat tggtataatt gtttttagcc cttcaacgcc
  1524241 tgtcgtcgca acagcatttg gtaacgtacc attataagaa actcctgtca taccgacatt
  1524301 tcccgttgac caatcggctt taacttcctc accattttct ttatatgctt tcgcacgtcc
  1524361 atttacccaa tcaattacag atttcgtccc taatatttct tgctcatccc cagtcgtcgg
  1524421 acacccttct gatttcccag ttccaatact ttcacctaaa atgactgcat agcctcttgg
  1524481 cacataataa tttccatacg aaccaagatt aacagctcca tacggtttcc cttcatacgc
  1524541 atacaattct tcatctacgt tatatacagg aacatctttt aaaccagctc gatatggact
  1524601 catttcatat ataacaggaa ctttcacatt cgaatcagtt tttggacgca taacctttac
  1524661 cgatacacga tccttttttc catctcgatc actatctact tccgtttcta caaataaatt
  1524721 ttcaataatt gcttcatcaa gcgaataaat cggttttgtc atcccatttt ctaattcaat
  1524781 tttcatgttt gattgtaacg cctctgaaac ttttccattt aacttcacgt cattctcatt
  1524841 tatgtagttt gtttctttat tgtctgcata cgcagtcgtg ctagaaactc ctgatgtaat
  1524901 tgataaagat aatattgctg ataatgttgc tattttcttt ttccccatac ccttccctcc
  1524961 ccatatattt ctctttttac tatacaataa aattacagaa aattcagttt atattttata
  1525021 caacaacttg agaaatttgt agaacactct tccaacgggc tttcaaggtt atatattttg
  1525081 aattactact tacatatatc aataaaaaaa catcgcctat taatagacga tgctctacta
  1525141 gtattgaatt agtcattctt catatgaata taaaatcgta tttctccccc tatagtaact
  1525201 acgccatagt caaaaccatg tctttctaca atacttttca cgatcgctaa gcctagtcct
  1525261 gtacctgaac gatctttact acgagaagat tctaagacgt aaaaaggttc ccaaatttta
  1525321 tcgatatctt tcatatgttc agcattcata ccattttgaa tttgaaaata tacactctca
  1525381 tttcgatctt ctaatgtaat ttttatattt tgatttgatg tatattttat cgcattagaa
  1525441 attaaatttt ggaacaccat tctcatttta tttacatctg cataaacaat tgcatcgcca
  1525501 acattatagt tcacttgcaa attaatttct ttcgactcca gttcaatctt atgcttatct
  1525561 aatatacttt ggactagtga tttaatagaa aattcttctt tttgtaacac atctctttct
  1525621 agtttagaaa atcgtaataa ctcttcaatt aagtttgata tgtgatccga ttgtttaatg
  1525681 attgtatcta tgtatgtacc atcatctaga ccatctttta ttcccataga atatgctttc
  1525741 actaacgcga ttggagtttt taattcatgg gtcacatcac ccataaatcg ttttaaatgt
  1525801 tcattacgat ctgttaaatc ttgatgcgct tcctgtagtt tttcactcat gatattaata
  1525861 ctagtagcta agtctcctat ttcatcattc gttttcactt ttgtcttttt aaactgtaaa
  1525921 cgtgaaatat cttctgcgac atcacttaat tctttcagcg gtgtcgtaat tgtttttgac
  1525981 aatatccata caagtacgat aatgagaaaa atcgtaataa ctaaaatgaa taaataaaat
  1526041 gagtttaacg tttttattat ttcatttgaa tgtgcgatag aaactcctac taaaatcaac
  1526101 atatcatcct tcgccatgta tttcacaaaa aaactagatt tgattttctc ttgatcatat
  1526161 attttattcg aatgtccgaa tttctttact ttcattattt cttcttttgt aatccaaatt
  1526221 ttattaaggg caactctctt ttttgtaagt tgcatacgta actcatcatt aatatgatct
  1526281 tctgagtctt ttatggatgt atacgcaatc gtaacattcc cctcattttc aatgctcgta
  1526341 attgcttcat ccaattgttc tctcggtatg gactgaattt gcgctgtaat accttctaag
  1526401 ctttctcgtg ttttgtaaat attatatttc ggtaaaagat agttaattaa taataaagag
  1526461 atcgtaaata taagaataac ggttaaagat atactaagaa atagcttttt tccaagctta
  1526521 ttcactctgt tcctccaaac tatatcctag cccgcggtgc gtctttataa tattttctcc
  1526581 aatttttttc gtaatctcct tacatgtgta tcaacagttc gctcttctcc aaaatagtca
  1526641 aatccccata cgatatctaa caatttttta cgagttaaaa tcatcccttt atgatttaaa
  1526701 aaacatttta ttaattctag ctctgttttt gtaatatcta attccttgtc atttttataa
  1526761 actttatttt tcgtaaaatc aattttcaaa tcttgaactt gaatgacatc atcgtgctgt
  1526821 attagctttt tcgctcgagt aatgagtaca cctggatgaa atgttttttt tacgtactca
  1526881 tctgccccgc tttgaagagc tgctaattca tcttcgcttt cacttttcgc cgtgagcatt
  1526941 aatactttta cgcttgagtt tttctttatt tcctgacaaa cagtaatacc gctatgtttc
  1527001 ggcatcatcc aatctaaaat agctaaatca attttttcat cataaaatat ttgaagtgct
  1527061 tcttctccat ctttcgctaa gaaaacttcg aagccttctt tctcaaaata agcttttaaa
  1527121 atccttagca tatcttgttc atcatctgcg attaatactt tcatacatta tcctccattg
  1527181 cttttaaaca aaaatcaatt gtatcataca acttctttgt tacatgtatg tgacagaaaa
  1527241 atatttgaac cagttaaggg tatagtaaaa acgaggtgtt gtactatgat gaaaaaaatc
  1527301 ggggtcatta ctcttctttt cttcttatta tcaacaaatg cgttcgcaaa tacaaatcaa
  1527361 caaattgaag tatttgattg tcaaaaagaa atggtcgttc aaaaacaatc tttagatcca
  1527421 gctattcaaa aagaagctat tcaatatgct aaatccatta ctggcccatt caaaaactta
  1527481 aacgtcgttc caaaagatgg tcacatgata aaaatccctt tatctaaacc agtttctatt
  1527541 acaaatcaat ggttacatac aacaattgat gaagtactta ttctcctccc tcttaatcaa
  1527601 aaaccttata ttatgcttta cgacgatgaa aataatccac atttctatta tgtaaaaggt
  1527661 gatccgaagg gattattgaa gcaaatgaat gtaagcacat aattgactag aaaaaaagag
  1527721 atctcgtaag cttattttta gaagccgagg tctctttttt ctactattat ttcggtaaat
  1527781 gaaattaaat tttcttttta taaatatagg aactcgagac taataaaata ttgttttaat
  1527841 agccttttct ataatacttt atagtgacta gatcttttat atacttctct cttcacaaat
  1527901 ccatttgcag tataaaatac atcaccttgt ttcgtatctg tatgtaaaac caccacttta
  1527961 aaatactttt ctgcatgaga taatagtttg tttaataaca acttccctag tcctatacga
  1528021 cgatagtcct tcgcaatata aaatctcctt aatcggccaa tcttattatt ttctgtatac
  1528081 ggatccgcat ttagcccacc tattccaatt aacttttccc cttgaaaaat accatataga
  1528141 cattctcctg ttttattaaa tgtgtttatt ttattttcat attcacttat tagttttatt
  1528201 aggaaataaa acccttcatc tttgctttcc tgaacaagat aatcggattc gtatatcatt
  1528261 aaatcttcaa tttgttgaat atgtatatct ttcaagtaaa tcccccctta atatggaaac
  1528321 acataaaaat gctctagaat tattgattct gagcattttt atgattgtta tcttattcaa
  1528381 ttcgtagtat gtgtattctt cacttcagtt ttaaatcgat aatatagttg tttaagtctt
  1528441 attgaactaa agtagctgtt tgcttaaatg aatagattta catttataat gcctctcaaa
  1528501 tataatatca gtttataaat tcattattct actctaacat tgttcaagtt aagttataat
  1528561 ttgttaatct ataatcttgt gtaaccacag ttcaaatatc tttaactgtt cttcagtatg
  1528621 aaaataatgt tcacctgtct ccatgacttc taatgcacaa cgatgttttt ttgtaaaatc
  1528681 gttaataatt tcaaattcac acagttcatc cttggctcca tacataatat atgtatctat
  1528741 attccatgta ttaataggat gttcttttac atagcataaa taatcccaat ataacttttg
  1528801 gccaattggt gtctctatag tcatttcttt ttgcaaaagc tccggtgtta cattaaacca
  1528861 tttcatcata ttttcaataa ttcgttccat attaactact ggtgataaaa ataatgcctt
  1528921 ttctatcaca tcattttgat aggctaaaag actaaaataa gctccaatac tacatgcaaa
  1528981 cacacttact tgtttccaat gttcttttgc gtaattcata attatagata attcactaac
  1529041 acaaacctgt actttgcaag gtgtattatc atttgttctt tctccatgct caggtaaatc
  1529101 aaaacttaat acttgataac ctttttgatt agcttcttca gctaattttt gaataactgt
  1529161 atcctcctta tttgacatat ttccatgtac tgcaataaaa actttttcac ttctatctcc
  1529221 ccacaaaacc gcgggaatat tactaatatt aaaattatct ttaagcatat ttcctccgtg
  1529281 gaataagata tataggaatt ggcaaaaaac tgcacacatt ttataatctc tgcacagtag
  1529341 acaatatccc cttcagctcc agtaaatcat ctattactat atcagcttgg gcaagttcat
  1529401 cttcttgtgc aaaatcaaaa ttacatccaa tcgcaatcaa gccattatct ttagctgcgt
  1529461 ttatatcaga taaacgatcc ccgactacag ctgcttcttt tatatcatat ttgttcaaaa
  1529521 tactttttac taagtcgctt ttattaagtg agtttatttg ttcaatacta aacgtttcag
  1529581 taacccattg gtctaaatca taataagata caattgctcg taaatattca gttaaaccat
  1529641 tacttgcaat atatattgag caattatttt cttttatata tgtaaaaatt tcttttacgt
  1529701 tcggatataa agcacctttt ccgctcttaa tgttttcaat taatctttct aaaaaatatg
  1529761 catctgtttg ttctcttatt tcaagagaat gatccggtaa taaagcttcc caaactttcg
  1529821 gtaacggcac gcccataatt tcacggtact tatcaatagg tgttaccgta tcccataatt
  1529881 gaagtgatct taagtgatca aatgtatcat ctaacgataa ctctaaaatt ttatctgttt
  1529941 gaaataacgt cccgtccata tcaaaaatta atgcttgtaa catttcattc tctccttttg
  1530001 aactataagt tttactcgat atagttttca acatctcaac gataatttct gaacaatagt
  1530061 ttgcggccgt tttcgcgaag tcatcataag aaatttgtgc ttcatcgtct gcactgtcag
  1530121 aaatacatcg tattacgaga aacggtactt catttatgta ggcaacatgt ccaattgctg
  1530181 caccttccat ttctgtacaa tgcggtgcat attcatctat taatttcgct tttagttttg
  1530241 aatcttcaac aaaacattca ccgcttacaa ttcttccttc atgaatttcc atatgtaaag
  1530301 aactactatt acatgcttta cgcgctagct ctactaattc cttacttgcg ataaattctt
  1530361 cttgaaacgg gaataggttt ttcatttgag tcttacttac atcatgatgg gtaacattcg
  1530421 ttgaaataac gatatcacca acttttacat ccgggtgtaa ccctccagca acacctgtat
  1530481 tgatgatagc atctacatca aatttatgaa ttaatgtttg cgtacatgcg gctgcattta
  1530541 ctttccctac accacatctt gtaacaatta cttcagttcc catgaattct ccaacataaa
  1530601 aaggcatccc tgcaattatt tgttcttctt gcataattaa tttttctaaa agtaagtcta
  1530661 tttcaatttg catcgctccg ataatgccga ttctgttcat gaatgtaatc tcccttttct
  1530721 tataaatctg ccaatatact atgtaatgca ctgtaatttt tagctatcca attcatttca
  1530781 tccgcgaaac gtgaaggtgg tacactatgc tgatccatat tggcatgaat ccaccatgta
  1530841 ctctccatat accaaagcat ttgaattgcc cgaacaatat tccctactgg aaagtctaat
  1530901 tcattgcggt acccttctaa aaatgatgca acaagactct tatttaaacc cccatcatgt
  1530961 aaggcacaag atataaccgc acgcccaata tctaattcta cataatcata atccagacga
  1531021 tcaaaatcta gaattgctga gactttatcg ttatggaata agagattatc tacccataga
  1531081 tcgcggtgca cccatccctt tttactatta taaaattgat ttacatttac caattgtgtt
  1531141 gcttcttgtt gtaattttat ataaggaaga atgtgctctt ttcctagttg ctcggcttct
  1531201 ctccttttct cttcccaatg tttcaccctt tcctctatag taggcggaac aaatttaggg
  1531261 gtttctcctt ctattaaaga gccatcattt aacagattat gcatatgacc tatcgtctta
  1531321 ccaagagagt agatttcctt tttattcact tttccaggtg aaattagatt accttcttta
  1531381 tattctaaaa ctacaaatct ttcattattt tttgatgtat gcattacatt atttttataa
  1531441 gttagaagct ttgggcaact tataccatta ttatgcagcc tttgctgttg gtgtaatgct
  1531501 tgcaataacg tcaatgggtc atataactta tatcgttctt tattatattg ctttaataca
  1531561 aagttcccta catccgtttc gagtttccac ttcaagttta accaaccacg atgaattgga
  1531621 attacttctt ttattttaaa ttcaaataaa gattcgcact ctacttgcag ctcttgtaat
  1531681 atcatattag ctttttcatt agataacgac tctatcatct tttttatcct ttcttaactt
  1531741 gatgttcctt tcatcctctc taccataact gaaattaaaa atttcggaag tacgagttgt
  1531801 ctctttattc ttttcggctg tgagagtaat ctatataacc attcagttcc tgtatccctc
  1531861 ataattttcg gtgctctttt tacagtacca gaaattatat cgatcatacc tccgatacct
  1531921 atagatagcg gaatgtttaa tgtttgtaga ttttcataaa tgaattcttc ttgtttgggt
  1531981 gagcctagtc ctactagcag taagtccggc ttgaattgct taattttcat ttttacttct
  1532041 tctatttctt caccatttac aaatccatgc tgccctttaa actgtgctcc tgggaactgc
  1532101 tcatttaatt tttctaatgc ctttttatta ctttctggag cagctccaaa aagaaagacc
  1532161 cgacatccat tttcattaca atgttttatt aaatcgtgag tgatatctgc cccagtgacg
  1532221 cgttctttca gcgttccttt taatattttc gaaccaatta tgacgccaat tccatccgct
  1532281 gttattaaat ctgcagaaag taatatcttt ttaaattgtt ttgatttagc cgtgttttcc
  1532341 tttgcagaca taacaatttc aggatttgca gttactacaa atcttggttt ttcttgtttt
  1532401 tcatgtagcc aaccttttaa taaacttata gcttttgcat attctaaagt tgcaaaaggt
  1532461 attcccttta taagttggtg atccactata ctctcccctt atataagcct caaatatgca
  1532521 tcaatatctt tagaaatttg tttaaaagct ttatcccaga atgcatagct tgttatatct
  1532581 atttcaaaat gtttttttat aagctcttcc actggagcct ttccattttc tcttaaaaac
  1532641 tctttaaact tcgaatgaaa cgtactttta ttttctttag ctatttctaa taaactaaaa
  1532701 ctaactaaat atccaaatgt gtatggataa ttataaaaag gaacatctgc tatataaaac
  1532761 tggacatatt tcatccaaac aaatggctga tattctgata atgcattccc atatgctttt
  1532821 tcttgcgcta ctatagatat tttctcgatt tcatcagcac ttataggact ttctttacat
  1532881 ttttcataaa agttcttctc aaattcgaac gatgctcgaa ttgccattac ataattaaaa
  1532941 cagtttctta ttttccagct aagcaatgac ttttttatat ctatactatc tgttgtttga
  1533001 attagataat ttataagcag cgtttcaaag aaaatagacg ctgattcagc tgtactcatt
  1533061 ggcaaataat catctaaaaa agaagaggat tgctcaaaac tcatattata aaaatgccaa
  1533121 gcatgtccta gttcgtgggc aagtattctt acactatcga tacttccgtc ataacgcata
  1533181 gagattcgag attctttttc actgaaaaaa ggagcacaaa atccacctgg gggtttattc
  1533241 tctctcggtt ctgcatctac ccaaccactt tctatcgcat tacgtgctaa ttctgctaat
  1533301 tcttcatcta tatttttaaa tgcaccgtat atgttttgta ctgctactga aaaaggaata
  1533361 atagcctcat tattttcctt tactgtcata atttcatgcc atgttatcga gatttttcct
  1533421 tttttataca cgtttaaagc acttactaat ttatctaggt tttcttctgt cgcattccat
  1533481 atttgtaata atacagtttc tgaaatacca ttcgcatgaa gggagcttgc taaaatctct
  1533541 ctatcttcta attcattgcc ctttgtatta cgcaatcttc ctatttgatt taatacagta
  1533601 gcaaaaattt ctttctcctt atgtaaagca catgttaatg actcgaatac ttttactctt
  1533661 tccttttcat tatcactatt cattgcaaca tgatttgctt gtccaaatga taattgctta
  1533721 ttattgtgtt ctatttctat cccttaattg tatgtacata ttttcccacg catgaagttc
  1533781 atcttttatt agcctagtat tatcggtaat ttccacttca ctttgctgta tgacttgctg
  1533841 cacttcactt tttagttcct ttactttcat agtcaatcta gtaatgtcag atgaaacact
  1533901 ttcttcagct gatcggcagt acaaatagta ttctactttt tcgatagatt gtataagatt
  1533961 tgaaagaatc cctatatctt ttgttacaaa aaattgttct ttcaactcca atattggaac
  1534021 taaaatatct gtattcgaat acaatcgacc taaatcccat ttagcaattt catgcatttc
  1534081 tatagccgcc tccctttttt acaaatagtt acaaatattc ccccttcaca attatatatg
  1534141 aaacgaaaaa attttaatat ctttaagtat ttagattttt acaagcgaca tgaattcaaa
  1534201 aaaatatgat tctgctcatg acagaatcat atttttaaca tcttatattt agcatttaca
  1534261 tactatcttc ataaaaaact aatttatata tttagtaact gctttttctt cgcattaaat
  1534321 tcatcttctg taataacgcc catatctagt aattccttaa actttttcag ctcatctgct
  1534381 acagaaatag tagcattacc ttgaagaaaa aaaggattga tcaaaagatc aatcctttac
  1534441 tctacttcat ttaagaaaaa taacgttata acgccaggtc ctgtatgtgc tccgattgct
  1534501 gcaccaattg tgtttacgat aaaaacttca cagccaaatc tttctgtaat taatgctttt
  1534561 aatgcttcag ctgtttctaa gtcatcgcca tgagtcatac caattgtttg acctttaagc
  1534621 tcttttccgc gttcttccat aatatcaaca atacgactca atactttctt tttccctcgt
  1534681 actttttcaa gtggtacgag ttttccttct tccacgttta agatcggttt aatgtttagt
  1534741 aaaccaccga taaaacctgc tactttactt aagcgtccac ctctcacaag gtactgtaag
  1534801 tcagctacag tgaagatatg ttccatatgg ttcattagaa agtcaacacg ttttaaaata
  1534861 tcttcttttg atgcgccgtc tttcgccatt ttagcagctt ctaaaacgac aagcccttga
  1534921 ccaagcgaag cacatttcgt atcaataatt tctaaatcta agttagcata tgtttctttt
  1534981 acttcctctt taatgagaac tgatgattga tatgtaccag acagttcaga tgaaaaagct
  1535041 aaatatatac aaggattacc ttcttttgca taagaaacaa atttctcttg gaaagtttca
  1535101 agggaaggca atgacgttct ataaacagcg ccttctctca ttttttgcaa taatgtaact
  1535161 gactctaatg ttactccatc taaatactct gtttctgctt catcatatac acggagtgga
  1535221 attaaatcaa tatcatatgc ttgcagcaat tctaccggta aatccgccgc actatccgta
  1535281 atgattttaa cacccatttt taaacctcta ttctgttata aatataaaat atataaaata
  1535341 aaaatagtac ttttaaatta tatacgtaaa acttaaatga agaaaggaaa acactttata
  1535401 ttgtatgcac tattcttcaa aacttgaact aataataaaa atcatgccag tatgaccaat
  1535461 tttcctgcta ttatattcta tataatggga aaatcacatt ttttataaag gggaaatata
  1535521 aatgagtatt catatggcta catctaatga tttagaatgg attaataatc aatatgactc
  1535581 aataggattt gtacgaagtg atttaaaaag agataaagtt gcaatcatta catacaacaa
  1535641 tgcgtatgca ggtgttggac gattagtcca aatagatgaa gatactttag aaatgggcgg
  1535701 gatttatatt ctccctcaat ttagagggct acaattagcc ggggaactcg tttcattttt
  1535761 agtagaaact gcgaagaatt tacaagtatc aaatgtatat tgtcttcctt ttgaggaatt
  1535821 agaaaacttt tataagaaat atggctatac tgaggtcgat actacgaaag aagttgttca
  1535881 tccaattatt ctagaaaaat ataattggtg tttgggtcat tatgacaagc atgttttatt
  1535941 atttaagttg taaatgtaca taaagagagc atatatatta attatatact ttccacattt
  1536001 ataataaccc tactttattt ggtcaacatc agcttctaca agatatacta ttactacata
  1536061 cgctgtcttt ttccttaacc ttactttcgt ataaaagatt agtttgttta aaattacctt
  1536121 aaatcgtatt acaacaaact aatcagaacg caaattccta tataatacaa ttaagtattt
  1536181 aaaaggagcg ttactcatgc tagatatatt aagactcgtt atttttatta tagttgcaat
  1536241 tggcgccatt tttaacatat atatggaatt taaaaagcct caaaaaagta tattctcaat
  1536301 cgttttttta tcagtacttc tcattggatc ctcaggttta atcaaagata ttttatctaa
  1536361 acttatatag ttatttgatt aaaaatcact gttttgtcaa taatgtaagt aacatgattg
  1536421 tatctctcca ttcccccttg gagaggagca gctagctttt gctagctgct cttttatgta
  1536481 caacgatttc atctattatc cacaaaatat gtatgatacg ctttatcaaa aacatatcct
  1536541 agtttagcgg atgtagtatt cgctgcatcc cagtttggat gtatcccttt ttctaaacag
  1536601 tccaaaatta gcgctgcact aactatagtc accaatcctt ttcttctata attgtgatca
  1536661 gtcgcaactt caatttcaat gcctttatca taaatactat atgataacag ttattagact
  1536721 catgaatgat ttgcaatcta caaagataac ctcattgtcc tcttgcacgc atgatatgat
  1536781 acgatacctt tcatctcatt aaatgcaata agatattaca atttcatgct gactcgcaat
  1536841 ccattacact ccatccctat actatatgtt tttatctaat acatatagta tagggatgaa
  1536901 atatgagaag agcttagaca gtatactttt aacctagaca tatagttact tattcattac
  1536961 acaaatcatg aaattatgtc tataatgggt aaaaacactt aaatttccct ataaatacat
  1537021 ataacaattt catctttcat gaaaaaaacg ttataatgag gtgtagcctc tacgattacg
  1537081 ttataaagga gattaaaaca atggctaaaa ttaaagtata ccaagcaaaa gaagaaaata
  1537141 tggaaacagt aaaaaacatt attgatgttg aggagcaaaa tcccactgct gaaaacttac
  1537201 aaagtcttta cgcatgtgta ttagatactg aagatatggc attgcctgaa tcatacattg
  1537261 aagaagatat cttaattgat tctattgaag ttatggttaa tgcttctcaa agcaaagtaa
  1537321 gagacttagg tgcttacgat gtaatcgaag ttcaaaacaa aggtaagaaa acacaaattt
  1537381 tattattagc agacgaagaa tacgaaatca tcgaaggcta atctaaatcc gtacatacga
  1537441 aaaagctccc ttccaattgg aaaggagctt tttcattaca cttttgatat ttcgcctttt
  1537501 ttattctttt gttgtttctt cattaccatg cgctcattcc ccataaagaa aataaatatg
  1537561 aatgctaaac cagctggtac caatgcccac ataaatgttt ggacaattga gctagaaagt
  1537621 gcgtcaataa ttttatctaa tatttgcggc gggatttgag atcttgccga ttctgataga
  1537681 atagctcttg aatctcctaa agcgtttgta ttcattcccc cgctcatccc tttaaatact
  1537741 tcttctaatt gatcttggaa gccagttctt tgaatcattc cgaagattgt aataccaagc
  1537801 gtcattccta atgaacgaat gaaattactc gttgaagtcg cagatccacg ctgctccata
  1537861 ccaaagttgt gaatagctgc catacttagt acagaaaatg agaatccaac tccaaatccg
  1537921 ataataatca tatacactgt taataatgcg cgacttgttt ctggcgttaa tgcgcttaat
  1537981 aaaaatagtc caattagcat aataaccgca gaaataatca taatgtttcg gtagctaagc
  1538041 ttcgtcgtta aaaatccgcc taactgcgct gttacaactg atcctaacat catcggtaaa
  1538101 agtaataacc ctgagtttgt tgcactacct ccgtatacac cttgaatgaa taacggaata
  1538161 tatacagttg ccgacataaa cgcagcaccg taacataaag caataatggt actcattccg
  1538221 aataagcgct gcttaaacat ctcaaatgaa atgatcggtt cttctacttt acgttcaata
  1538281 aaaataaatg aaataattaa aatagcaaat ccaacaaata aacttaaaat aaaggtagaa
  1538341 tcccaatcat atttttgtcc accaagttca agcgcaaaca ttaaacaaat tactgcacca
  1538401 actaaagtaa ttgcaccaga ccaatcaatt ttttgctttc tatgaactct tgattcttta
  1538461 taaaagaacg taataaaaat aagtgctaaa acgccaagcg gtaagttaat ataaaatacc
  1538521 cagtgccagc taatgtaatc tgtaatatat gcgccaagta atggcccgaa aatacttgat
  1538581 aaaccaaata ccgctccaaa taaaccaccc attttcccgc gcttttcagg agggaaaata
  1538641 tcaaaaacga ttgtaaacgc gatcggcact aatgccccgc cgccaatacc ttgaatggca
  1538701 cgataaatac ctaactgtgt aatattttca gcagtaccac aaagtgccga accaaccata
  1538761 aagacgatta aaccaaaaat aaagaatctc tttctaccat acatatctga tagtttaccg
  1538821 aaaatcggca tacctgccat ttctgcgacc atataggccg aaacgaccca tacaaagttt
  1538881 tcaagacctc ctaagtcacc aacaatcgtt cccatcgctg ttacgacaat ggtattatcc
  1538941 attgatgcca ttaaaatacc tagcaataag cccgccacaa caaagccgag cttattattc
  1539001 ttctcaacca tatctcttgc tctccctcat actacttata tttgtttatg ttcttttacg
  1539061 actgcattac ctttttgctt aaaactagta tgatattcta caacactaat ttcacatccc
  1539121 ggaccaatag taacattgtt tcctcttact atttcagcaa ccgtacgttc taaatagata
  1539181 tcatctcctt caataattga agtttggagg ttaccagcat gactagtaaa aggaatcaat
  1539241 ctcgcttttt tacgaacggt aattttttta ccaccaattt ctcttacctt acttccttca
  1539301 taacgaagtg agatttgaat attttcagca ttaagtaacc catcactttc gagaccgcca
  1539361 gttaatgata aatcttctac ttcaatatct cccttcacat ttaaagcacc ttttacatcg
  1539421 acaaaatcac ctaaaaactt ccccgcgata tccatcatac ctctaacttt tgttttttta
  1539481 atatgtgcat caccatgaat ttgtgcatta ccatatacct ttacatattc cgcatctata
  1539541 ttcccttgta cttcactatc tccatacacg acatagtttt tcactttcat attaccgcgt
  1539601 acatcactcg taccatacgt tttaaattca ttacagctca tatcattaga aatcgttcct
  1539661 tcgccgcgta tcttcacttt gttataatct ccacctgctg aattaccgga accatttact
  1539721 gtgagactat gtggatgttc catattactt actccctccc attaaacctg cttaatttcc
  1539781 tttacatttg cacttttatc aacagtaaga acacccgtat attcaatgag ttcaatttca
  1539841 caattcggtc ctactgtaac attgtttcct cttaccgttc ttatgtgagc ataatcaata
  1539901 tcgatattgt caccttctaa cagttcagct tctaattgta aaccaaatac tgatttaaac
  1539961 agtctactaa aagtacccag cctatgtctt actttaatcg tttgaccacc aatttctttc
  1540021 gctcgacatg taccgtgaat atttatattt atttcatctg cacttaataa tccaccaact
  1540081 tcaaactgtc catcagaaga aaaagtatcc acttcacaat tgccatcaat cgtcgcttga
  1540141 ccattaattt taaattcttc acctgtaaca tttccaccaa ttgtaccttt tcctgcaatt
  1540201 ttcaaactgt ttgccttcac atctttcgta atagttcctt tcccatcaat tcgcatagtt
  1540261 ttcgcatgaa ctgtgccatc aactttacct gatccgctaa ttcgtgcact gctacttttt
  1540321 aaatcgcccg taacagcacc gtaaccgtta cattcaaatt tttcacattc aacatttcca
  1540381 ttgacagtcc cttttccatt taattgcact ttatgaaact cgccaccatt cgatgaaccg
  1540441 taaccattta taattaaatt ttctgtacgc ataatttctc ccccactaca atagtttcgt
  1540501 ttttaatgct tcggtatatt tcgtaattgc ttcacgtaaa acgatttttg ttcccttttc
  1540561 aaaaattaaa tcatccacat ttgaaactaa gaaacatgta gaaatcccta acttacgaac
  1540621 gataattaaa tcacaagttt tatgtttaat tgcttcataa ttttcacgta aaacttgcat
  1540681 gaccattttt ccttcttcta aactaatctc tcccgattgt aataattctt ctaacatgta
  1540741 cacgtaaaga atatctacaa attgaaactc tgatgtttta ttcgtttgtt ctatgaaaaa
  1540801 ttgtaaaact ggttctgatg caatcccttt acgtaagata tcttcttttg ttaaaagaat
  1540861 ttctcttaca ctcggtgaaa acatattcgc tagttcatca agtgataaat cttctttcat
  1540921 cgtttgaatt ttattaatac gttctaatat cttttctttc ggaaaaaatg tctcttgacc
  1540981 agtgaatgtt gactttcgta caaaccaatc ttccggtatt aaattttttc ttttccacct
  1541041 atataactgt ccgtatgaaa taccagttag ctctaataaa tctttttttg aaattaaatc
  1541101 tgtactcaac tgtataacac tccttcctaa taacaatgta acataacact gttacgttgt
  1541161 aaatgaactt ttatcacaag tatcgtaaca atgtgtaaaa caaacctgtt ttacatacaa
  1541221 aaaaaggttc ttacacctct tgtaaagaat gcgtaagaac ctttttttat cagggtttaa
  1541281 accatatttt ataaaaatcg atccaccctt gtgaattaat cattatattt tgtacttttt
  1541341 catgagaagt tacttgttgt ttgttgcgat ataaaggaat aacatgaatt tgacgtaaca
  1541401 atgtgtcctc aatatcgcgt aacagtgtaa ctctattctc tacttgttct agtttgaaat
  1541461 aaggagataa cgttgcatga aagtccatgc tgctttgccc atgaataaaa ctattttttg
  1541521 taagaaacat gtatagtaga ctatcttcta ttcgttcgct aatcgttgca ctatcatgca
  1541581 tcatatcagc cttttgtatc gtatttattt ccaataactc ttctatttca agaaaattat
  1541641 tttctacacg aataccgtac ttcgcacact ctttttgtat ccattgcgca tcttctacat
  1541701 gatcttgtcc tgtaaatgtg taaagttgta gcacttcatt ttgatacata ctttctttaa
  1541761 ttaaactttc tatatcttcc tcaatctcta ctatactgtc actagctaat agtatttcct
  1541821 ttgccacttc tccacgttct ccaccgagtt cttgaacgat tgcttggcca tgaatgattt
  1541881 tatataacgc ttttcggaac atataatctt gcattgatcc ttcttttgca agattgcatg
  1541941 ttatatatgt cacgttcgac tcaagccgag ataattcttt attatgtttt tctttatctt
  1542001 tatactgcgc ctttactaaa atatcgtatg tatttacact ttgttctaca ttcaatagtt
  1542061 caattcggtc aagaaaagat ctttcacgat aatataaatc atgtgcttcc aatacaaata
  1542121 aatgtgcatt cttttcgctt aatttaaagg ggcctgttcc aatgaggttt cgtgcttcat
  1542181 cttcctttac gatagaacac tgttctgcac ttatcatatg taaaaacatc ctattttccg
  1542241 tacgtaactg aatttcaata acatattcat ctactgcgcg gaagctttca atatgttgta
  1542301 acatccacgc atgtgggtta ttttcagctt tcataaatcg attccatgaa tgtataacat
  1542361 catgtgcagt aagttgtttc ctattatgaa agtgaactcc ttttcgtaaa taaaacgtcc
  1542421 atatcttttc tgcatcatta tattcccatt gaaaagctag ccttggttct atatagtttg
  1542481 attcctcatt tacatatacg agtgtatcaa aaatatgttt aaccatatga cattctgatc
  1542541 gcattgtagc gtagaccgga tctaatgcaa tatctaaatt catttgaacc tgcaaacgaa
  1542601 gtacatctct tctcccttcg gatgtccttt ctattttatg accaaatatt gaatctatcc
  1542661 aaacttcata ctcttccttt actgacggaa attgtgagct atagcgtttc acaaatgaaa
  1542721 ttccgctttt tacatcccct tttttcgtta gttcttttcc tctgtctaaa attaatgtca
  1542781 ttggttgctt tttaaatatt aatttagaac gattccctct tccgcgccct ggaaaccaag
  1542841 caatccaatt taattcatct aactttttga taattaattt actattacgt tctgtacaaa
  1542901 ataatgtttc tgcaatcatt tgtactgtta cttcaaattg ttcgccttct tgtctccctt
  1542961 taccataggc acaccatagt tcaatatatt gatctaaaat aaacatcata atccccctaa
  1543021 aaggtgaaaa ataacccctt ttgtttctac cctttttcca tttcttcttt catcttatca
  1543081 tttcaatata gaaaggagga aacaatattg aatcatctct tattacgtta caataaacca
  1543141 atcattatta gactgggcgg tgaattatta actcgaacaa cagaatccat gttagcactc
  1543201 attatgatta tttatgttaa taaaatgtta aacggtaata taatgattac tatgcttatt
  1543261 ttcgggctac aaccattttc agacatcgta tttacactaa ttgctggtgg aattactgat
  1543321 aaatatggac gaaagaaaat catgttacta ggattgttac tacaaggtgt tgcaatcggt
  1543381 agtttcgttt tcgctcaatc cgtttttata tttgcattgt tatacgtcat aaatggtatt
  1543441 ggccgttcct tatatattcc cgctcaacgg gcacaaattg ctgatttaat aaaacaaggg
  1543501 cagcaagcgg aaatttttgc cctcctgcaa acgatgggag caattggtac cgtaattggc
  1543561 cctttaattg gtgcagtctt ttataacact catcctgaat atttatttat aatgcaaagt
  1543621 attacactta tggtttatgc agtagttgtt tggactcagc tcccagaaac cgctccggca
  1543681 attacaatgc ccaagcaaaa acttgaagta tcatctccaa aacagtttgt acgcaatcat
  1543741 tccgccgtaa ttggacttat ggtttctaca ctgcctatta gcttttttta tgcacaaact
  1543801 gagacaaatt atcgtatttt cgcagaagat gtatttccga atttcatttt catactcgct
  1543861 tttatttcaa catgccgggc tattatggaa atcattctac aaattttcct cgtaaagtgg
  1543921 tctgaaagat tttccatggc caaaatcatc attatttctt atacctgtta tatagtagct
  1543981 gcaattggct acggcttttc agcaacaatc gtgtcactat ttttcacatt actcttttta
  1544041 gtcattggcg aaagtattgc tttaaaccat ttacttcgat ttgtttcaga aatcgctcct
  1544101 tcagataaac gtggattgta tttttcaatt tacggcttac actgggatgt atctcgaacg
  1544161 tgcggtcctg ttatcggtgc gattttatta agtaaactaa acggtagtat gctattttat
  1544221 atttgtgctt gtttcttaac aattggaggc attatccaag ctctttttgt tcgaaattta
  1544281 gagcgtaaga aaagaagaga agttattcaa aaagatgttt tagagcatcc ccatcatatt
  1544341 ttataaaagg aagtttctta tttacacccc aaaaaaggat gtcacatagt catcgatttc
  1544401 gacttttgtg acatcctttt tttattatcc taccctgcca ttttgtttat actatcctct
  1544461 ggcgaaaata ccgaaatatg atttaccttt ccagtcgatt ttggaatgat gaattttaac
  1544521 tcaaactgct tgtttacttt atatacatat attttatcct caccatttcc tttaactgag
  1544581 tttggttttc ctaatgcctt ttcaatttct tgtaatgtaa ttgattttag ttctgcatga
  1544641 taggagcgta catcaaaaac ttgtgatcct ttattaaaac cgaaggaaac atttttattt
  1544701 gtaaaagttg cgtacattcc gtttcctgct tgttctgttt tatctgcttt tccccacgct
  1544761 ttttctattt cttcaatatc tcctgtatga gctgcgaacg gaacattagg tacttttcct
  1544821 tctttcgcta gttcaaacaa gtttttaacg tggttaattg atttttggtt tataactata
  1544881 tccttcgaat ttgaatcggt atttgattta acctcaggct ctttctttcc ttcagaagaa
  1544941 gtattctgtt cgtttttact attttccgaa gttgggtttg tttccttttt ttcatctgtt
  1545001 cctttacatg ccgctaaggc aaatatgcat gtaaaagtaa gacataataa agctatcttt
  1545061 acatacactt tcatacattt cagctcccta ttaaatgcta ttcatttcga taaccaatcc
  1545121 aacacactac tttttaaatt gtatttattc caaaaaataa atacttcact ctctcccaat
  1545181 gcttgtacaa tatattctac aaaagcagtt cctaaaaaat aaccgagtcg gttgtatcca
  1545241 aaatactgcc caccagataa ccgaaaccac tctttctctt tttcaaacgt ccatccttct
  1545301 atataatctt ccaaaaaacg tttctttata tgttcttcat tttctatata gcattgtaac
  1545361 caacgttcac catcattgtc atatgagtaa tatactgatt catttaaacc ttttataatt
  1545421 tgctttgata agtatgttgc aatgccttca cgatacaaat taactgtcgc atcggcccac
  1545481 tcggctttcc cccagtccat tccatcattt tgtaacataa cattatgata tatatgtcct
  1545541 atttcgtgag caacaataac acgaaggtga tttaaatctg gagataattt ttctgcggca
  1545601 aaaaacatat ctccaataat ctctctttct acaaatgcat ttgatccaaa tcctccaaca
  1545661 aataaatgaa atttcatttt tacatcaaag ttaaatttat tatgatatgc atttgttacc
  1545721 tcttggataa taattggtaa tgattctgca atgatacgaa tatcttctat ttttgcggga
  1545781 tatagattaa tggcattaga aagacgttct ttcgtgttag gacaatgata cttaaagtat
  1545841 tcttcaaata tttctggatg cgaagtgaag tattttttaa gcgctactaa ttctacttcg
  1545901 ttactttccc ataattttaa aaaatttgga attgtattgt ttatcatttt tcccatctcc
  1545961 ttatacactc cttctcgcta tttacactgc aatccttcct taaacgtaga aaaagcaaca
  1546021 aaggaggatg aaccttcttt gttgcttttt ctatttaatc aaaccattta tcaccattag
  1546081 aaatccattt accattttgc aaatcataac attcattata ataatgaaaa aagctgtcca
  1546141 aaaaggacag ctttacatat gtatttttac acttcgattg acttaccatc ttcaacaata
  1546201 tggtaaagta agtgagctaa atgatgaatt ggaccatatt cttcctcttc ctcatccgtt
  1546261 tcgccttgga attcaagatc atttaagtat agtgctaaaa attgatagta tagttttaaa
  1546321 tcaaatccgt agcacgcagt tggctcttca tgatctcctt catattgtag cattaagtat
  1546381 tgatcatttc cttctgcatc ttctgcatca aagaatacga agaatccaac atttgtatct
  1546441 aaatcaaata gatgacgagt gcctttttct gtcgctttat tgaagtcctc ttcacttaat
  1546501 ttatgtactg ttgtcgcttt agcattatct tcttgatgaa aatttactgt aaatgttttc
  1546561 aatgctgaca cctcctgatt gtataatact agcataacat ataaaaagga ctgcttacaa
  1546621 atgtaaacag tccttacatt cattttcgca ttgctcgcaa taagaaactt acgatgaaga
  1546681 ttaaaataat cgcaccaatt aaagctggaa taattgcata tccgccgatt actgggccga
  1546741 aactaccaag taatttccca ccaatccaag aaccaataat accagcgata atattaccaa
  1546801 ttacaccacc tggtacatcc ctgccagtaa ttaagctagc aagccaccct aatataccac
  1546861 caacgattaa agaccaaatc atatgatacc ctcctttata cttcaacaat caaaatataa
  1546921 ttagaaacaa ttgcttacca ttagttatgt tacattttcc ataagttatt catacagctc
  1546981 aactattaga ttatttcaaa ataatgaaca gccagttttt ttgatttatg gtagaaatcc
  1547041 ttcatatttc acatattatg gacaatcagg tttcaatatt gtccgcataa actcttcttt
  1547101 aaatgcagga tagttaaaac caactgcaat cttttgtact ggacgatcat caaaccttgt
  1547161 cggctcagct atttttctaa agtctgccac actttgccct cttgttacgt catttgtcgt
  1547221 actaatccaa actgctgatt ttttatattc aaaaatatca tcatttataa acgaaataaa
  1547281 cggaagtaaa tcatgaatcg gacttccagc aataccaggg tattcttttt tataaaagtt
  1547341 ctcataataa aaatcaatca ttggttttat aagtttcgcc tgccctgttc cttctttatt
  1547401 aataatatcc accatttcag gagtaattag ggcttcttgc gttacattta atggataaat
  1547461 atgcgcattc tttgcgtact tcattacaat atttgcggcg attggatctc cataaaaatt
  1547521 cgcttctgat acaggagtaa cattaccagg aaataaaaaa gcaccgccca taatataata
  1547581 cgaacatact ttatccatga catttggata taataaaaat aacgttgcca atgttgttaa
  1547641 tcgtcctgtt tctacgataa taatatcttc tggacaaggt tcaattaatt taattaattc
  1547701 acaaaaattt tcccgtttac aaatcctcag atcaggcgga ataattggcc ctaaaccatg
  1547761 ctccccatga atttcaggaa agaataaagg ttcttcagct gtcatcggtc ttgctgcacc
  1547821 ctcaatgatt tttacttctg tagcatagta tctttctaaa aaatacacat tttctgttac
  1547881 gatttctcgc gatacattcc catattcagc aacaatacct aaaatatcta atttacatgt
  1547941 tttatttgca taaattaacg ccacagcatc atcaatacca aagtctccaa aaaagatgat
  1548001 tttcttatta actatactca cccctcttca gcattatcta ctattattag tatgtaaaaa
  1548061 agacaaggct gtgaaacggt gcaaactaaa aaagccgcct atttattggc gacttcaatc
  1548121 tttttataag ataaatatgc tagtacattt ttacttgaat catattttgg attatttcct
  1548181 tttctcggtt ctctcatatg tgttttttca aatccaggaa tatccggcat tttctccata
  1548241 aattcaagca tttcttcttc agttccttca atacgtacgc gaatcattat tacatttcct
  1548301 caattctcat tttctctgtt actaagtata acgtactttg gaaagactgc aagaaattta
  1548361 tctttttaat gttgaacttt tttacataca aacaatgcca tttcagtata aaacgatatg
  1548421 attttattat tttcatattg aatgttaaag aattcttgca tttcaactga tgttttcatc
  1548481 atacattctg ttaacttcac ccgcttctgc aaaggtacat tcatcatatc gcaccaccag
  1548541 tcaaattcaa atttcttgtc aaaagtaaga catgactgca tttgcaaacc atttttctct
  1548601 aataaggtaa tccattctgt ttttttcaaa gcccgttcat gactcggatc tcgctttttt
  1548661 tctataaaat tataaaatat gtcaaattca ttattttccg gtgaaacgtt atctattaaa
  1548721 ataaacaatc cattatcttc taacgtacga tttacttcat aaataaactg agctggattc
  1548781 gtaaagtgat gtgctgcaat tcggcacgta attgtatcaa aagaactatc agaaaacggt
  1548841 aaactctcag cgtttccagc aacaaaagac acattttcat ggccgttact tataataaat
  1548901 ttttttgcat tctctaacat tttttctgtt aagtctaaag caactacttc tttaaacaat
  1548961 ggcgctaata catttgcaac atgtcctccg ccagtagcaa tatcaagaag acgattatta
  1549021 tgacgagact caacttgttg aactacatat tgtaaatccg gtcctttagc atgaatttta
  1549081 ctttttacat acttctccgc attattacca aactgttgtt tcacaagctc ttctttactc
  1549141 attttatcat cttctttcta ttgttattta catatagaat tcatataata attaaagttc
  1549201 tctttatgta ttttcaaatc ctcttttcag ctcacttctt atcatgctgt cctatcatca
  1549261 acataaaatc gattttccgt ttacatataa aacaaaaagg ctacgggaac ttgtccccta
  1549321 acctgactaa atatcaatta catttttact ttttcatata catctatata atataaatcc
  1549381 tcttgcaact tcataataat gtctacttcg ttataagtag cctctcgagc atgtaaacca
  1549441 aattgatcca taccaatcca tatccatcca ggtgtatgat agagaacatc tatgttaaaa
  1549501 tactctaatt tagtaagctc cgatttaata aatttatctt tattagcaat ttgtttatct
  1549561 attaaaccat attcttttcc attttccaat agcgatataa tttttcctac aatcgggtgt
  1549621 tcacgaacaa taaagtgata ttccttttcc tccacattcg ccagaattaa acgagaatca
  1549681 gataaatcag cctctaaatt cgacatcttt atttattcac ctcctttatg agtttcataa
  1549741 acataataac aaatgaatat tcaaataata ttaatataat gtaaaaaaat aaaaaagctg
  1549801 acttcccttt agaaatcagc ctttatagtt taatcatctg tatactttta caaactatta
  1549861 taatgtttct ttttcctcat cctttccaga aactaaattc ccaatagcat ctgctgttac
  1549921 ttccaccaca aattcacaaa ttcctgctac aacttctcca atcacttcat ccatcatttt
  1549981 taccccctta ttttatgtaa cttatttgta gcatagaaga gattggttat ttttaactat
  1550041 cggaaaacgt gacaacaaca ttacaatttt gtaagctttt ttaatttgtt tagcttttat
  1550101 cctttgaaac ttcaagtatg attcacaagc atatgggcca tcataatatt aagtaaattc
  1550161 caattctgct agaggaggcg tgtaaaatat actacgtaaa attagttaaa ggtcaatcct
  1550221 tctatgcttt tgatcatcgt ttcttaatgt ctgaagaaga agaggtttcc gagaaagttt
  1550281 ataattactt acgtcgtaat gaatttttcg aagtacgcaa agaagaattt tctgcttaaa
  1550341 gtatgaaaag catcaagaaa tataccacct aattgtggtt ctattcttga tgcttttata
  1550401 ttataacttt atatgtaacc ctattctcaa ttttatttat atcttctttt atacgtccaa
  1550461 tctaatccgt cattacgttc atatttttat atatgaggag gtgacgaaca taactcatat
  1550521 cattgattac caaggtattc agccaataaa taaaacggat gcaacgactt ttacaattcc
  1550581 caactcccca aacaaagcaa ttctagtaaa tattgaatta aaaattccac taaaatattc
  1550641 acgcaataat agaatagaat taattaccac aattggtttt aaaagtgtaa caaatagatc
  1550701 acaattattt gttagaattt tccgtaacga cattgatatt tttaacacac aagtaagtat
  1550761 aggctccaca gattataaac aatattcagt tgaaacattt caaactattg ataaaaatgt
  1550821 aagcagcggg attcacgaat atactttaac tgtggaaaat ctaacaagtg atgcaagtgc
  1550881 agatgtcatt ggtcccctct cttttagtgg gttagcaatt ggacaagttt ataattcata
  1550941 ttaagcaaac ctactcaaat attatatttg agaaaagtaa gacgtagtat tacgttcttg
  1551001 ctttttttat ttttaatata cgtatcatta gaagcttatt tcattacatc acaaattaaa
  1551061 tttttaacaa atcaaaaaaa ttgaaatcca ctcatgaaac acgtaatata gactctgact
  1551121 ctaaaaaagt tcgttaaaaa taatacataa aataaggagg ttttatatac gagtttttca
  1551181 ttttaaaaga cggagaggtt ttatattatg tggcgtaata aaaatgtttg gattgtttta
  1551241 attggggagt ttattgctgg tttagggtta tggcttggaa ttcttggcaa cctggaattt
  1551301 atgcaaaaat atgtcccttc tgatttcatg aaatcagtta tattgtttat cggactatta
  1551361 gcaggtgttc tagtgggacc tatggctggt cgtatcatcg atcaatatga aaagaaaaaa
  1551421 gtccatcttt atgctggttt tggtcgtgtt attagtgtta tttttatgtt tttcgctatc
  1551481 caatttgaaa gtatcgcctt tatgattgca tttatggttg cacttcaaat ttcagcagca
  1551541 ttttatttcc ctgcattaca atctgtaatt ccactcatcg tacgtgagca tgagttatta
  1551601 caaatgaacg gtgtacatat gaatgtaggt acaatcgctc gtattgcagg tacttcacta
  1551661 ggtggaattc ttttagttgt aatgagttta caatatatgt acgccttctc aatggcagca
  1551721 tatgctttat tattcctctc aactttcttc ctacaattcg aagataagaa atcaacaaca
  1551781 ccaagtaaac aagctgcaaa agataatagc tttatggaag tatttcgtat tttaagagga
  1551841 attccgattg ctttcacagc acttatatta agtattatcc ctctattatt tatagctgga
  1551901 tttaatttaa tggtaattaa tattagcgaa atgcaacatg atccaacgat taaaggcttt
  1551961 atatatacga ttgaaggtat cgcatttatg ttaggcgcct tcgttattaa acgtttatct
  1552021 gatcatttca aacctgaaaa gttactatat ttcttcgctg tttgtaccgc ttttgcacat
  1552081 ctatcattgt tctttagcga tataaaatgg atgtctctta catcatttgg attgtttggt
  1552141 tttagtgttg gttgtttctt ccctattatg tcgacaattt tccaaacgaa agtggaaaag
  1552201 agctatcacg gccgactctt ctcattccgt aatatgtttg aaagagtgat gttccaaatt
  1552261 gtcttacttg gcacaggctt cttcttagat acgattggat tgcaatatat ggttcttatt
  1552321 ttcggtgtta tttcattatt cattattttc atatcgcttt ctaaacagaa acagtacgaa
  1552381 aaacaaccat cgcaatctgc gaatttataa cataaacaaa gacgcatggg tcctattaga
  1552441 ttaatccatg cgtctttgtt atataaaaac ttatttatta cgcttattgt aattatttaa
  1552501 aggagtaccc cttttctctt tcgaatacag tatactaaca tgatatatag ggggtgcgca
  1552561 attgtctgat ggcatgcagt tatttagtat atttattttt gtattagctc tgcttagcat
  1552621 cataaacttt ttagctattt ccttatctgg acataacttt aaaaaaagaa ttattgccgg
  1552681 tttcatattt ttactgataa ctcctattgt ttttttggct accgtagcgt tcgcttctat
  1552741 attcgataaa gctggatttg gcgcaggggg cctagccttt attgttgcaa ttgtatatat
  1552801 tttaaatgga attgtgatcc tactttcctc tttatttttc ctcaaaagaa acatcacata
  1552861 gactattgta ctcggcatga atctgacttt acactagact catgcttttt taatcccctc
  1552921 taaattttta tatgaaatta aataattctt tataaaaatt taaactttat ttattacaat
  1552981 atccctatcg tattcgcacg tttattgaaa acgaaaagaa aggagtacaa aatgaaaaag
  1553041 gttctattaa ttattccgtt attcattata ctactcagtg gatgtagcaa taatgatata
  1553101 tacggttctt gggaagtcgt tgacaacaaa aacggtcttt gtcctatatc gtataaattt
  1553161 gaaacagttg taaaagaaga aaagaaagaa aaaattattc aatatttagt agaaatgcaa
  1553221 acaacaaaga aaaaagaaga tttatacaaa ggttcatttg taaaggattc taatgtatat
  1553281 cacattgatt atggtaactc atttacatcg gatcaaactt tacaagttgt cgatggcaaa
  1553341 ttaaatgtat acttttatgc agttgaaaaa ttatgtacat ataaaaagaa atgatgacac
  1553401 ttcatatcaa acgcagaaat tattttctgc gttattttgt attccatccc attatcctcc
  1553461 ctctaaattt gtcaatcatt ttaattttca taaaaaagtg ataaaatgta accatgtgtt
  1553521 ttcagaataa ttaaaaacgt agaaagaaaa cactgttttt taggaggggt tttgatgact
  1553581 tacacgttag caactagaat gaaagcattc caatcttcta tatttagtga attaggggcc
  1553641 tataaaaaag aaaaaattgc agcaggtcac aaaatgattg atttaagtat cgggaatcct
  1553701 gatatgccac ctgctgattt cgtaagagaa gaaatggtac atacagcaaa tcaaaaagaa
  1553761 agctatggat acacattaag tggtattcaa gaatttcacg aagctgtaac tgaatattac
  1553821 aacaacactc ataatgttat attaaatgcc gataaagaag ttttattatt aatggggtca
  1553881 caagatggac tcgttcattt acctatggtt tatgcgaatc cgggagatat tatattagtt
  1553941 cctgacccag gatatacagc ttatgaaaca gaaattcaaa tggccggtgc aacatcttac
  1554001 tatatgcctt taaaaaaaga aaatgatttc ttacctaact tagagctaat tcctgaagaa
  1554061 attgcggatc aagcgaagat gatgatttta aacttcccag ggaatcccgt tccagcaatg
  1554121 gctcatgaag atttctttaa agaggtaatc gcattcgcga aaaagcataa cattattgtt
  1554181 gtccatgatt ttgcttatgc tgaattttat tttgatggta ataaaccaat tagcttcctc
  1554241 tctgtgcctg gtgcgaaaga tgttggcgta gaaatcaact ctttgtcaaa aagttatagt
  1554301 ttagcaggta gccgtattgg ttatatgatt ggtaatgaag aaattgtcgg ggcacttaca
  1554361 caatttaaat ctaatacgga ttacggagtg tttttaccaa ttcaaaaagc ggcatgtgct
  1554421 gcactaagaa atggtgctgc tttttgtgag aaaaaccgtg gtatttatca agaacgtaga
  1554481 gatgctttag tcgatgggtt ccgaacattt ggctggaatg ttgaaaaacc agctggcagt
  1554541 atgttcgtct gggccgaaat tccgaaaggg tggacttcta tagacttcgc ttatgcatta
  1554601 atggatcgtg cgaatgtcgt tgtcacacca ggtcatgcat tcggacctca cggagaaggg
  1554661 tttgtacgca ttgcactcgt tcaagataaa gtagtgttac aacaagttgt tgaaaacatt
  1554721 agaaatagtg gtattttcgc ccttgaaaaa gtagatgaat tagttaaaaa ttagttccca
  1554781 ctcccctgct taactttagc aggggtatta ttcattggag gtactttcat atgcatatta
  1554841 aagacacgct tccccatcgt tatccatttt taatgattga taaagtaaaa aacgtaaaac
  1554901 aaggtgaatc cgttacagga tataaactca ttacaaataa cgaatggttt ataaatgata
  1554961 gtcaaaatca tatgcctcat atgttaattg tagaggcact tgctcagctt agtgcatttg
  1555021 tacatacaag tgaatctgac ggactaggct tcctttcctc gttagatggg gttacgttcc
  1555081 atgaaaaagc atatcccggt gataaacttg atttacatta tgagttaact cgcaatcgcc
  1555141 gaggttttgt tctcggtaaa ggtaccgcaa ctgttaataa tcaaccgatt gtaacgatag
  1555201 aaaagctatt aatataccaa acagaataga gacgttttca ttcactaggg tatctatctc
  1555261 ctacaaattc gtctcatcaa catgaacaga gtaaacaaat tatttagtta ggggcagaaa
  1555321 aatggaaagt acgatcggta tcgatgctgg aggaacatta acaaaaattg cttatttgaa
  1555381 taaaaaaatg caattagctt ttgaaaaagt ttattcaaat gaacaaaata aaataataga
  1555441 ttggcttaag aaccaaactg gtataaaaca aatatgtatt actggtggta aagcgaaaca
  1555501 attacaacaa ctactttcag cctcatataa aatagtggaa ctaaatgaat ttgaagctac
  1555561 tcttgtaggt gtccgttaca tattaaaaaa agaaaaatat gatataaaca actttgtttt
  1555621 aacaaatatc ggtacaggta cttccattca ttacatttat aatgaccaat atattcgcgc
  1555681 tggtggaacc ggtgttggcg gtggtactat tatggggctt tcaaaattgt taacaaatat
  1555741 agatcatttt gaagatgtga ttcctttaac aaaagtagga tctagaaaag aacttgatat
  1555801 tacggttgga gatatttatg gtggtattct ctctcctatt gataatagtt taactgcaag
  1555861 caattttggt aaagccgcta ttacagactc aaattataat agctcagata tacttgctac
  1555921 tatacaagga cttgtcggtg aagtcgttac tgcattaagc cttcaattcg ccgaaacaaa
  1555981 aaacattgac catattattt atattggttc gactctatgt aataacatac atcttcaaaa
  1556041 tattattagt agttacacaa aataccaaaa taaaacaccc atctttttac gagatggtgg
  1556101 taatagcggt gcgattggtg ctttacttta tgctacgaat aaaaaaagct gacttttgtc
  1556161 agctttttga aatgcggatt ttatacgcta aaacagtctt taaatgtgga attttatctt
  1556221 tgttacttta aaaatcaact agttccccag ccagctaaag gtgcttgttg acgtaaaatg
  1556281 cgttagctgt actaaaaaag ctcttttctt acctttttta ataagatttc aataatttat
  1556341 ttataaatac agtaacttaa ttatctattc actgcagctt ttttgagtaa tatacagaaa
  1556401 gcaagttaaa ttctatatgt aataatattg gaaaaacaat tgatagtgag aaatctgtaa
  1556461 tcatgccatg tataattccc cctaaaaatg cgaacagcat aaattttata ctggtctgat
  1556521 taaatttgta atattgtaag tgagatatag caaatagaaa ggaagatatt agaattggta
  1556581 gtgtaactgg tatgtaagct atttcaaaat aagagaaaat tgagaatgcg ttgttaagta
  1556641 ttggtataat catccctcta aaaattactt cttcaaaaat aggatacata attacaaagt
  1556701 ttaagatatt ctttttccca cttggattat atcctgagta tcgtgaaatg aaaatattcg
  1556761 ttatcaaagc aatcaagatt aataaaacaa ttgattcata gtgaattggt aaacggaata
  1556821 cataattatc ttcataaaaa taactaatta tcgttagtaa tgttccccat atataaataa
  1556881 tctcattttc tatcttttgg taccgtattt ttccaataat aataccaact gtaatatcaa
  1556941 caattttata tgaaaaagct aataaaacgg caagtactaa tgtaataaag tagctcatat
  1557001 taatttatca cccatctcac aagaaactct tttcaattca tgcatttgat tcacttcata
  1557061 accaccattt attccctata ttattaaact ttaccacacg atggtgattt tgagtaaaaa
  1557121 attagttaca taccctataa tgattacata aaaacaaagt cttctctatt gagaagtctt
  1557181 tatttttaca ctgtttgatt actattcccc cgccaaactt tcctaaactt tatatagcaa
  1557241 gcaattctcc acggaatgat ataagatact gcaactacgt aaaataataa accaaccgtt
  1557301 tgttgatcta aatccacaat aaatcttctt gagccatacc ttaaaacgac aagtgcaata
  1557361 aaagtaatta aaaaagctac attttttttc gtataaatat tcccatcatc tcttcgttca
  1557421 taatttgtta atactataag cggcacagca aaaagtacac caatgaatac cgctataatt
  1557481 acttgtaata tagctggatg tacggggcca aaaaaccata taatccctgg tgttaaaaat
  1557541 aataatggcc ataaaatacg ttttcctgat ccctttattg gcctatgcat agagcgataa
  1557601 cgacgccaaa atattagtag tgcaatgcat aaaaagactg taattagtga ggatgtgtct
  1557661 cccatttaat cttccttctc ccttaaatta aatgtattta aattgtatct tcaaatgaaa
  1557721 ccttacgaat aaatagtgcg cttattacaa tatatatgaa aataagtact atcgaaactg
  1557781 atataaaatg aggtatttct agtaacattt tactattaat aaacaccaat tcttttattc
  1557841 ctatccctgc atacattgta ctagccaatc cgaataaaaa tattatacta aaggctaatc
  1557901 cgaaccaatt aaatcttttc tgaaaaatga ttgttgattg gaataaacaa gctaatgtac
  1557961 tataaaatat gaactgcaca aagaattgtt caattgcata tgatcctaaa tttatctgtt
  1558021 ctgttttata aaatgtacct tgtaaaaata aaacttgaag acctgaaaac aatgctgatt
  1558081 gcaataaaat aaaacatatt gaacccatca agaattgcaa cctagtgaca ccgaacgaga
  1558141 cgaccgtagg gaaaatatca agttgaataa gaaacacact tatcacaata aacattacga
  1558201 ttgcaattga tgaattatta aagatatcgt gtaaaaatgc tatctttatt ccctttaaat
  1558261 ccgttgccgt cattgtccct tttataagta atgctacagc ccaaaaggta agaatggctt
  1558321 tatactgata ttttatatgt aacttcaact gcttcattaa catcgtcatt tcacttcacc
  1558381 accagttata tgaataaata gtttttgtaa tgtaattcta tcaattgcta aaccttcttt
  1558441 ttcaagagag taataatctt cattagaaag ttctttccat ataacagcaa tccccttatt
  1558501 tccataaact tctcggttta ttactttttt attgcttgaa aaatcatcca ctttatcttt
  1558561 ttttcctgaa ataatatgac cttgttgtaa caatgcttcc actgatgatt gaacaaccaa
  1558621 tcttccttct tttatgatga ttacatcttc aataatatga gttacttctt ctactaagtg
  1558681 ggttgataat ataattgttc gtggatattc gccgtaatct tctagtagta aactataaaa
  1558741 caactcacga tgtgctgcgt ctaaacctgt agttggttca tcaaaaatag taattggtga
  1558801 tctacttgct aatccttgaa taataccgac aacagtttgc attccgtttg ataatttatg
  1558861 gtatttttct ttcaaattaa gctgaaatct cctagcaagt tcttcagcaa acttttgatc
  1558921 ccagttttta taaaacatgt tacataaatt aaaaatttct ttaactttat tatttaaata
  1558981 agcagcttct ttcactttaa caaaacaaat attttgcatc gctttactat tctcaaaaac
  1559041 atgttcgcca aatattgata cgcttccact acttgaagta atttggcctg caagtaaatt
  1559101 taatagtgtc gtttttcctg ctccatttct tccaagcaaa ccatatattt tatgctcttc
  1559161 caatgaaatc gtaacttcat ttacagctac tttcttttta tattttttcg ttatctcttt
  1559221 cgtttcaagt gcaatcatcc ctctttcccc tccttcgtaa ttttttgaat catatccatc
  1559281 aattcatctt ttgatatttc tagcactttt gcttcttccc acactttcgg taaatattcg
  1559341 gtcataaaag tgttttgtct ttttttagta cgacttcttt cgctcccttt gcaacaaaca
  1559401 tcccgatccc tctcttttta tataaaatcc cctcatccac taatacgttt acccctttag
  1559461 ctgcagtagc tggatttatt tgtaacatct tcgcaaattg atttgttgat ggaacttgtt
  1559521 cttcttcaag taatatgtct tttaaaatat ctgattcaat cgtttctgca atttgcaagt
  1559581 atattaattt attttcctct agagtaggtt tcacaatttc accaccttag gttcataggt
  1559641 tcattacttg tgtaattaac catatcacat aaaaatatct atttccataa atttctttta
  1559701 aaaaaagaga gtcattcatt taagaatgac tctctttcta aaattttgaa gtttcaactg
  1559761 aatgattacc aacgtatgtc ccagcatatt tcttaaaatc acttggttcc atatcagata
  1559821 tttcttttat tctttctccg ctagaacaag cagtaataca taaaaaaatt gttagcataa
  1559881 ccactccatt acgatgcata tatttcattt agcagccccc atttttatcg ctatttcgtt
  1559941 aattacaata tgtctcgtca aattccttta aaacatacgc attttaatca aaattaaaaa
  1560001 ttttcaattt ttatgtttac aattatccat taattgtata tacttactga cgtaagaaaa
  1560061 atattctaaa aggaggtcga aggaaatgat gaaattacaa ttacatgctt taactttagc
  1560121 gttaactgca cctgtgtttt ctggacaatt aaatatgaat tcgaccatcc taatggagaa
  1560181 ttgaaaatcg cactttattt ctattaattc ataaattcgc cacaggaggt cgtatacttt
  1560241 cctgtggctt tttcacgcct agccatagga gaactatatc ttcctgtggc ttttttgtgc
  1560301 gattttttag tctcttacat tattttttaa agaaaggagc aacattcgat gactattagc
  1560361 gtattgtttt taagtattac gattcaaaga aatacaattt ccaaagatga aatttttcat
  1560421 aatgagcaaa ttgaaaaagc tatgaatgat gttaaggagc gccaagcact ttattgtgat
  1560481 cacatgtaat tccttttcga aaggaggaat tcatttatga cttttcatat tttctttttt
  1560541 acgactgtac ttcagaaaaa tactttaact gaagctgaaa tcaatcgtaa acaacaatta
  1560601 aaacaactga ctgataaaat gactgacatt aaaagttcat actatacgca aatgtattaa
  1560661 aaatatattt taaaggggca ataccttcat gaaatttaaa gcattctttt taactatcac
  1560721 cattcaaaaa cgtaaacttt ctcaaagtga gattttacgt gaacaacaca ttcaaactat
  1560781 tatggatgaa gtaaaagagc gtcaagcctc ttattacaca cgtcttttct aaattaatta
  1560841 taaaggagca atgccttcat gaaatttaaa gcattctttt taactatcac cattcaaaaa
  1560901 cgtaagcttt ctcagaatga gattttacgt gagcaacaca ttcaaactat tatggacgaa
  1560961 gtaaaagagc atcaagcttc ttattacagc cgtcttttct aataaactta taaaggggtt
  1561021 ttatctaatg aaatttaaag tattcttttt aacgatcacg attcaaaaaa ctaagttctc
  1561081 ggacagtgag atattgcatg accatcaaat taataaagct atggaagatg tgaaagaacg
  1561141 tcaaagtcac tactgtagcc acctataatt cctttcgaaa ggaggaatgt aacatgaagt
  1561201 ttcacctttt ctctttaata attacaatcc agaaaaaaag cctttctgaa gctgaattaa
  1561261 aacaagaaca acaatacaaa aagattatgg acgaaattcg agatcgtaga accaaatact
  1561321 actctcacct ataattcttt aacaatataa aacttgaaag gagtcgatta tgatgttgat
  1561381 agcacgttgt aaggaaatga tttggatagt tcagagggat tccacatagc tttatcgggt
  1561441 ctatatcata caactttacc gttatatttg atatgtaata aatatataat aaaattgtat
  1561501 tcgtacactt ttcaacattg attaataaag aaaagataca ccacttaaaa agcggtgtat
  1561561 ctttctaaac atatactatt ttcgattact tcgtttcgtc ttaaacagtc tcactaagtt
  1561621 cgatacaact gttttcgtta ctgcataaac tggtaccgcc aaaatcattc cgataattcc
  1561681 cgcaaagtta cctaccccta aaattaaaat aataattgtt aacggatgga tatttaattt
  1561741 tgaactcata atacgcggtg aaatgatgtt actttcaaac tgttgtacaa ttgttacgat
  1561801 aataattacg tataacgctt gcatcggaga tacgaacaga cctacgataa cagctggtgc
  1561861 tgcaccgata aatggaccta agttaggaat gatattagta aatgctgcta taattcctaa
  1561921 aacaaaagcg tacggtaaat cgataatgaa ataaccgata aaagtaaaag cacctacaaa
  1561981 tatacaaacg agtgcttgtc cttgaatata agcagacaat gtttcgttcg tttccttaat
  1562041 gatgcgaagt ccttcttcac ggtaagactc cggtaatagg cttactgctt tacctgggaa
  1562101 ggcatgtcca tctttaaaca tgtaaaacaa tatgaacggt actgtaaata tgactaacgc
  1562161 aacgttcgtg ataataccaa ataaagccgt tgcactcgac gtaagtgtgt ttggtatatc
  1562221 ctttaagtat tcaattgcat ttttttcaat tgtttcaatg gaaacatagt tttgtgtaga
  1562281 taaccattca aacaatctat gatgggataa atcttgtatg tatacttttc cctcttttat
  1562341 ataacctggc atatttttta ctaaatccat tagctgttgg gagatcgttg gaactactac
  1562401 tccaactcca accgcagtta atgttatgat aaaaagatat aacagtaaaa tcgctaaatt
  1562461 tctaggtact tttttatcct ccaaaaagac taacaccgga ttaaatatga agtataaaaa
  1562521 aagcgcgatt aagattggga aaaacaacgt tgatatgaag ataccaatcg gttgaaatag
  1562581 aaacgatatt tttgtgcaaa taaatatgat cgctacaacc attagcactt ctaatgtcca
  1562641 aaagtgcact ttcgatttca aaaaacgtcc tcctttaaac tagcacttct ctttattgta
  1562701 ccaaaataaa caataatttc acataatatt ttcctttaca atattccaaa ataccaataa
  1562761 atacactaca atgagattac atacaaattt gcaggtaaag gtgataaaaa tgacacaatg
  1562821 catcatttgc agaaaagata cgaaagaact tagtgaacaa tatgtcatcc cagaaatatt
  1562881 atgtggatat tatttcacaa actccatttg tgatacttgt catgaacaaa tgacaacaaa
  1562941 tattgatcgc cccttaattc ggcataaatt aagtcaattt aagattgagc aaatgaaaaa
  1563001 acagattgac tcccccctct atacaaatga gcatggtgag gaacttgcgg ccgctgagac
  1563061 agatattgtt gaagtaagcg atgaaatact ttattccaat gcattaatta tgaaactatg
  1563121 taaaaagcac gatatttcac tacataatga aatttggaaa gaagaacgtg taacgaaagt
  1563181 agctagctct attcaacgtg aattactttt agataaccgt aagtataaaa tgagtgtatt
  1563241 aaaaatggct tatactttcg ctgtacaagc agtcgatggc tattttgaag atccagatgc
  1563301 gatcgatatc tctaacattc tatcaaatgc cgacttcata gaattaaaag aaaagagcat
  1563361 tgttcgcgat ttaagcaaaa gttcattatg gaatacatta aatacaaata gcgaaaacca
  1563421 ttactttatt ttattaagtg ataaagatgg cctgttctgt ttcattcgtc tatttgatat
  1563481 ttttgacgtt gtcgttcatt tatcagaaaa aagatatgaa cttccatcac caattgtcgg
  1563541 agtaaataat gtaaatgaac aaaaatttta tgtccaaact ttaaaacagt atatggacgg
  1563601 gctctttaaa gaaaaagcac cttctattta accgcaaaac agaacatgcg gtctcctttc
  1563661 ttgatgaaaa gacactgtgt tataataagt atgaaaagaa caatacaatc acataaacca
  1563721 attataaatt gtatataaat aaaaaagact agtgtgcggc tacacactag tccacgtaac
  1563781 ttagcagatt ggattgttca tttatcctat ttgtttctta caaacaaaac aacccacatt
  1563841 ctattggcat aggtgggttg ttattttttg agcttgtcta ttaaaacgac gacgaacgtt
  1563901 aacaatgcaa cgagaaacag tccaccttgc agtaacaacg ctatttcact cacttattat
  1563961 cacccccctc ctacttggag aagtgataat tgaacaacca accgtacctt aagttactat
  1564021 ttaattttac catattttct aatagtttac gatgaaaacc cgcaagtgat ttacttgcga
  1564081 gtttttttat ttctcactat ttttttaatg catatgcatc agctatcatt tcaccaacaa
  1564141 ttttattttc ttgtttctta tcttctttca ataaaggaaa taacagttcg gccacttcat
  1564201 atgcctcttc taaatgcgga tatccagata aaacaaatgt atcaattccc aacgcttcat
  1564261 attcttttat tctctctgct actgtatgcg gatctccaac aagcgcagta cccgcaccac
  1564321 ctcttacaag cccgatgcca gcccataagt taggacttat ctctagcgac tcccttgttc
  1564381 ctttatttaa atgtgtcatt cgtttttgtc ccactgaatc atatctcgca aatgtttttt
  1564441 gagcaagctc aattgtttca ttatctacat attgaattaa acgttctgcc tcttcccatg
  1564501 cctcttcttc tgtttctctt acaattacgt gtaacctgat accaaatcgt actgaacgcc
  1564561 ccttctcttc tgccagcttt cttacttcct ctattttctc cttcacttgc tctggcggct
  1564621 ctccccacgt taaatataca tcactatgtt cagccgcaac ttcctttcca gcatcggatg
  1564681 atcctccgaa atatatagga ggatatggcg tttgaactgg cgggaacaca actttactat
  1564741 ctgtaacttt catatgtttc ccttctaatg aaatggtttc accttgcaat gtcgatttcc
  1564801 aaacctttaa aaactcatca gctgcttcat atctttcatc atgttcaaga tataatccat
  1564861 ctccttgtaa ttcaactgga tctcctccag cgactacatt aatcagtagt ctcccgtctg
  1564921 aaattctatc aaatgtagat gccatccttg ctgcaactgt cggtgacatt agtcccggtc
  1564981 taactgctac taaaaatttt agcttttctg tctcagctgc aagagctgac gctaacaccc
  1565041 atggatcttc acaaccttga ccagttggaa gtaacacgcc tgtatatcct aaataatcag
  1565101 ctgcctgtgc gacttgttta taataaccat actcagctgc tcttcctctc tttgttgtac
  1565161 ctaaatatct accatctcca taagccggaa taaaccataa taattccatt tttttgcaca
  1565221 cccctttatt attttgaaac gtatattaaa gcactctata taaattaccc ctaataattt
  1565281 atatattaat tccctgtctc ccctttaaaa ccatctcgcc atcttaagaa tttcacttct
  1565341 agtaaacgta cgagtgaatc cgaaaacttc ccaacgaatg caaagatgat aataccgaca
  1565401 aatacgatat ctgtatttga aaattgcctt gcatccatta tcatatagcc aataccttct
  1565461 gtagatccca taagttctgc tactactaaa ctcacccatg caactcctaa tgataatctt
  1565521 gctcctagta ataggttcgg taatgtggca ggtaaaatta attttgtaat taattttctt
  1565581 ttactaaact ctaaaactct tgcaacatca aataactttg aatctacacc acgtattcct
  1565641 agaaacgcgt ttacgtataa aggaaaaaat gcaccgtccg caattaataa cacttttgat
  1565701 gtttctccaa aaccgaacca taatacgaaa agcggtgcaa cagctaagtg gggcacagtt
  1565761 cttaacattt gtactgacgg atctaaatat tgctcacttc tcgttgaaaa tccaacaatt
  1565821 gttcctaaaa taattcctaa actcccgcca ataaagaaac cagccgcagc cctgaataca
  1565881 ctaatactta aatgaccgaa taactctcct gtttttataa gttcttgaaa agctacaaat
  1565941 atatctagcg gcgttggtaa aactgtttta gaaactagac cgaatacgcc agccaattgc
  1566001 caaattatta atataataat cggtatagta attgccctta tcaaaaattt gatattcgtc
  1566061 ttctgtactt tctttacatt gtttttctca atcgttatac tcgccctttt aataaccgct
  1566121 ttcgtattct ccaatttata aaacctcttt tcaattcgcc tttaacgctt tttctacgaa
  1566181 agaattatct acaactttat ctgtcttaat ttctttcttt atagaaccga gcttatattg
  1566241 aaaatctgct gtctgttgct gttctgcaac tatttctttc gttaccggaa ctaagatggg
  1566301 tttgtcgtga ttaaacactt cttttacaat ctctgcatct attttctttg cagaagtgta
  1566361 tatttttatt gcttcatcca agttttcatc ttgccataca cgtgcttttt catatacttt
  1566421 aaggaatttc tcaactaatt ctggatgctc tttcgcaaat tttgttctcg caattaaaaa
  1566481 ctctggagaa gatacattta atcgttcacc atctgtaatc accttcgctc ctttatttac
  1566541 cgtatgtaac gatatgaaag gatcccaaat tgcccacgca tctactgacc ctgattcaaa
  1566601 tgctggctgc gcttcatctg gttgtagttg aataacattt acatctttcg cattgatacc
  1566661 ttctttatca agcgctcgat acaataaatt aaaagcacta cttccttttg ccaccgcaat
  1566721 ttttttacct tttaattctt tgatactcgt aatcttacta tccttttgta caagaatccc
  1566781 tgttcctttt ctcgcatagc ttgtatttgc aatttcagta aatccaatac ctgctgcttg
  1566841 cgctgaaata accggggagt tccccacttc accaaagtct aatcgatttg atgcaattgc
  1566901 ttcaaaataa ggaggaccac tttgaaactc tgtccatttc actttaactc cttccttttt
  1566961 gaattcttct tcaaaccagc cctttttctg tgccagtaag agcggactta atccttgctg
  1567021 aataccaatt tgcactgtta catcttcttt cttactactt gctgtgcttt tttcacatcc
  1567081 gaataaaaat aaagatatag ctaaagtaaa agaaagtact ttaaatttct tatacataaa
  1567141 tactcaccct ttccctatat acttgtttga atcaatcctc catgctcaaa ctgctgtaat
  1567201 actttcgttc gaagctgttg gaatgattga gaagttttat ttcgcgggta agacaaatta
  1567261 ttttcaatta ctttatgtat ttctcctggc tttgcactca tgatgacaat tcggtttgaa
  1567321 agatatatcg cttcatctat atcgtgtgta acaaatatca ttgtcgtttt cttttgctcc
  1567381 caaatattca gcaatacttc ttgcaaatga cttcgcgtaa acgcatccag tgctccaaaa
  1567441 ggttcatcga gtaataatac acttgggtct cttaataaag ctcttgcaat cgcaacgcgt
  1567501 tgtgacatcc cacctgatat ttctttcgga tatgattttt caaaaccatc taaccgaaca
  1567561 atttcaaccc attcctttac cttatccttc acatacttat cttttaatga caaatcagct
  1567621 gcaatgtttt cttcaactgt taaccacgga aacagacgat gctcttgaaa tataaatcct
  1567681 tgcttcttac tcggttttgt tatgcgctcc ccatcaataa tgatttcacc ttcaaaatcg
  1567741 ttgtctaaac cagcaacaat ttttaataat gtacttttcc cgcaaccact cggaccaatt
  1567801 actgtaacaa aatccccttt ttctaattga aaattaatat tctctaatac ttgaacagta
  1567861 ccagtttgct tccaaaagta ttttgatacc tcattaattg aaacagtcac ttcttcccct
  1567921 ccttgaaatg attcatctaa atgaatagat tcagtattta tgtaataaaa aaaccaaagg
  1567981 cattttatca atagataaaa tgcctttggt ttctccaatc agcaatacgt tatagaatta
  1568041 actacatatt atacaaatat ttcctataag tcaactaggt tttattaaaa catacaaacg
  1568101 atttgtttaa acttcttgac tgttgtgtaa tcgaaagcta tttcttatcg ctcttaatcc
  1568161 attgtaacca ataagaaaac tcacatgcta aatgcatttg atgtgagtta ataagactat
  1568221 taggacaaag cgctgggaac tctacaacta gacttacttc tattccagta tctgtatctt
  1568281 tgaattgatg tcgaactcca ccaatagtgg taccgtcttt catacgtgca acacctgttg
  1568341 attgatattg ataagtctta tctctaggtg tcttcaatcc cgtttcgtca ccaaaaacaa
  1568401 taaaaaattg aactggaaac ggagaattac cagtagtttc gattacctct aattcatttt
  1568461 ccccaaaggg tcttagtaca tagtgatcag gacaagctga taaattcact tgatcatttt
  1568521 cacgtgattg ttcaagcata aaactatcaa tcccatttat cgcttcttct gctgtaatcc
  1568581 catctaaata gatatttgtt tttgaaaatt ttcgtctatc accagataaa actgtacaaa
  1568641 tacgcatacc catttcactt aatttaagtt ttgatttcaa cttatcatac atttcattat
  1568701 acgaataatt caactttagt tccgttagtt tttttatcat aacgtctgta tcaattaaat
  1568761 ctggctcttt atgtcctaat gtattgaaaa ctttttttat acgttctctt ttccactttg
  1568821 taagttgttc attcgaaata ttgtttccat caatcataat tttcatatac attctccttc
  1568881 actttgatcg tatcgtagtg tatttaatac taaattaatc atttcttgct tcgtgtctag
  1568941 attcaaattc acctctgaat gagcaatact gctaagaccg tataaaataa atcctgatgt
  1569001 taataatgag ttatcagtat taaaaatccc agttttcacc ccttcttcga ttacttgtcg
  1569061 aattaatggc tgcattcgcg taaataattt ctgttccagt tgaaaatgtt gttccgtctg
  1569121 aaacgaactc aaatttttat aaggtgctaa tttttcgata aatgtccaaa atatatttag
  1569181 agaatctttc agcttttgca tgacagaccg ttcattagaa ataagtattt cttcaattaa
  1569241 ctccatattt ttcacaataa aatcatttaa tacttcatca acaaaattct ctttagactt
  1569301 gaagtaataa taaaataagc ccgttgctac acctgcatga ttcacaacat cttttatgcc
  1569361 aaatcctttc ataccatttt tcatatatag ttcaaaacca atatccatca actcttgcct
  1569421 tctaacatct ggttcttttg atattctttt cataggtcat ctcctactat gttttacctt
  1569481 cgactgaatc tgattcaatc ataaacgact gaactatatt cagtcaatat tagtttcaaa
  1569541 aaaaaaagag taatctcaag aaatatacat ctaaccttag acttatcaaa aaagttagat
  1569601 catataactt aagactactc aatttcatta aacacatatt ttcttttcaa atcaattgca
  1569661 ctttagttta accataccat ttctgtctct acaatcattt gaggaagcat cttttgaatg
  1569721 atttcctcta atacattaag agcttcattc acatagccgc cctcaaaacc atctaaaggc
  1569781 tcaggtaact catcctcatc taaaataaaa tattctccgc ttggaagtac taaaatatca
  1569841 ataattaaat cttcaaatga cactagttcg tctgttattt gcgtattttt tacaacatta
  1569901 aaataagagc ctacatacat tccattttta tctctccata tgtataaatt gtacggacga
  1569961 tcttcccaat agtatgcaat ggtgtaactt ccttttggga ttgttaaact cgcacgatgt
  1570021 gcagtcattg taaatgaata ctgaacctca tgaaatagca cgatactttg caactgcttt
  1570081 tcaagtaata agcaagtatg atctactatt gtcgagtcat atcggatttt tctttctaca
  1570141 attttacttt taagtgttag taatttattc atgatttgtt tccccttatg ctatttctaa
  1570201 ccttaattat atccatttat atagtgataa agaagtgttt gggctccaaa tacacaataa
  1570261 aaactccctc ttattttaga aggagttttt cactgtccat gtttcatatt ttttcacttc
  1570321 taatggaagc tcatttgatt tcagccactc tactgcacta catacaagcg gagatgaatt
  1570381 gcgttctgta atgctttcga taggaatcca tctagctcct gatgaatctt gttcttcaaa
  1570441 ttgttccggt acttcgaatt cacctccgca cctttcaaca ccgtagaaaa ctgcgatatg
  1570501 atgtacatgt gtgtactcct tgaactttga tggaaattga aaatcaattg tacctatttg
  1570561 ttttactacc gttacattta gcccggtctc ctcttttatc tctctatgaa gtccagctaa
  1570621 taatgcttct ccatcttcta gactaccacc aggtagatca taccgatttc tatatggacc
  1570681 tttcatttta tcgattacta atatgtgatt gttttcgata caaatgccgt acacaccaaa
  1570741 cgcacgatga aaattagtag cattattcac gttttaactt ctccgtaacc gcatcataaa
  1570801 acttccgttc ctcatcaaca tttaagtgaa cacgacttac tgttttagaa aatccatata
  1570861 ataattgtgc tttcattggc tctttaagta ttatttcaaa tgttggaggt tcctttataa
  1570921 attccatcac cgttgcatca agaacctctt tctctttctt taaaagttcc cctttataaa
  1570981 acgtaattgt atcaatttgc gcaaatggta taatgatttt ctttcctaat ccaatttgaa
  1571041 taattatttt ttcttccgta acaataattg ggtttttacg cattgcttgt atttcagcta
  1571101 aaaaataaaa cattgcatat acgtttaaaa taagtaacac ccatgctatt actggattcc
  1571161 attgatgaag caaataatga aaaccgatac tttctattaa ggttgcatgg atgatcatga
  1571221 tatatacacc tattgcacca gtctttttgt gatatgagta tacggattca ccttctggca
  1571281 ctttttcacg ccacgataaa aatgcataat agattaactt acactctgtt acaatgatat
  1571341 ctactaattt atttcttttc atagtgactt caaacgcagc atcaattgca taagaaaata
  1571401 aagaatactc acttttatat tctttatatt tttttattat gttaggaagc tttctaacaa
  1571461 ttttatatag aagaaataac tctacacata caaaagcaat ttctcctaca actataatat
  1571521 aagaaacgta tgaaaaagct tgtaaatagt cgcttggaat aataaatctt gcaaatatat
  1571581 aaccagctat tacaacagga aatatatatg ttaacgagta cctttttcga ataataaaga
  1571641 aatacgtaat gattggaatt acaaacatac aatctaatat tgatccaagg acaacttctt
  1571701 tcggagcagc tggtacaatc ggaagagcat ataataaata gtttgataac aagattaaag
  1571761 atacgagtcc aatccatata ccttttcgcc ttcgcgaaag tgtgacactc atactttcac
  1571821 tcctctattt aaaaacctca tttaaatgat ctttataaaa tgaaatagca cgttcaaatt
  1571881 ctttaacttc ttctactttt acgactgttt caagtaataa tttcatcgcg gattcatgat
  1571941 cgtttacgtt aaatttcgct aatgacaaaa atactttcat cacatcatta tctggaaact
  1572001 gctgcaaacc tgtttctaaa acagtaattg ctttgtcata ctcacctata caacgatatg
  1572061 tactaccaag accgatatat gcgccgcaaa gcgactcacc ttcaagaccg tttgcaatcg
  1572121 cctgttcata atacggcata gcttctgttt ccagccccat tacatcatgt atccaggcac
  1572181 attgataaag tacttctgca tccctcgtaa agttcgttaa tccaatgagt atctctttag
  1572241 actgcgcata tttcttttct ttccggagtt taatagcttg ctttaataaa tgttccatag
  1572301 aattcactcc tcaccactta ttctatgtat ccatattgaa tggttaacgt ttgtatcaaa
  1572361 gcaaaaagtt tcgcttacca atatatacta tgcagattca ctcttatcca aatacttgaa
  1572421 attataaagc agtaacgtga ttacatagta cttctaacct tttgacaatt tctttcgctg
  1572481 tttcatcttt tccattacat aactgccctt taccgtcttg tccaattacg tagtgcattg
  1572541 ctccgcgcga atataaagaa tgtggtgaat ttgcaatcat tacacttgcc ttcgcttctt
  1572601 ccattctatt tttcgctctt tcaaacagtt cttcttcatt tacatcactt tcaagtttaa
  1572661 agccaacgag tacagtttct gaatcccact gttttatttg ttttaatact ttcggtgcct
  1572721 tttgaaaatg tataattggc gctatatcac ttgagatttt tccattcata tcaagaacat
  1572781 tgccctcttg atcacaaatt ttgtccacaa cccaatcaga cccagccgct gccataataa
  1572841 ccgcatcgac tttttcatgc gtaatgatac ttttcatttt atctcgtaaa tcaataattc
  1572901 cttcaaatgg gtgtaattct aattgattgt ttatatcatt cggtttctcc gcaaaataac
  1572961 cgtgtaaata tataacatgg gcccctttac ttataagctc ttcggcgatt attcttccaa
  1573021 ttgttccttt tgccatattt gtatgtccgc gtacttgatc ccacttttct aaacaaccac
  1573081 cgcttgtaat taataccttt ttccccttca tcgtaaccat cccttactaa tttttcttac
  1573141 gaaaccattc tgttccaaag tcaactatat cacgttgttt cataagacgg cactttgcgt
  1573201 ttcctatttt ccccattgtt acggttccct tttgctcaaa ctctacacca atttctacaa
  1573261 atttatcaga atcgtaatcc atatcaacaa attctttcca tactctttca ccattttcta
  1573321 taataggtgc ccctactttt attaactcac atgcaccaga acgtacttct gataaatgta
  1573381 cagaagtatt ggaatcatat ccaacaccaa ttaataatat gtatccgtct agatcgtata
  1573441 tttttcttaa tggagattct tctcctaaac tcatcgatag tgactgattt accgttattt
  1573501 cttctgcatg tcttccccat gcagcaaagc ttcctaatgg atggttacta cgtactacat
  1573561 tcggatatgt acgaaaacat tcaactactt ttcccattgc ccttgttggt gttatatgtg
  1573621 gctcaaacgc tggaacgtta tcccggataa tttgccacca ttcttcaggt acaggtggtc
  1573681 ttgaccaatg tttcggatca gataaatccg aagactgagt tggcataata atcgttccct
  1573741 cttctgtaat aacctccatt aacgcctcta ctactgcaac tgctccgcct gatatccagc
  1573801 caatggaact taacgaagaa tgtacaataa ctgtcattcc tttttttaac cctaatttcc
  1573861 ttaaatcatt tgtaattgtt ttgattgtat ttggcaattg cgtacttgcc actatgtcat
  1573921 tcattttcac aattgttccc ccatttgttt taaactacta catacatata ttatcatatt
  1573981 tttcttaatt tttaacttaa tcgtttttat gaacataaaa aaatggtaat atacttacaa
  1574041 agatatcagc taaattatgg tgtattgatt tgaaataaaa aaagcaggtg aacaaatgaa
  1574101 aaaagcttta ttctctgttc tactatttgg actcgtcttc ttaagcgcat gtgtttcttt
  1574161 tcaaaatgaa tatgaagatt attgggtaat agaaaaatcc agatataata aaattggatt
  1574221 tggcccatca aatttatatg aaaaagcaca agaagatcca acgatggtac attactcaaa
  1574281 taatagtatt agcgaaggta aaagaatgat atatttaaca tttggaacga agtacaaaaa
  1574341 tgataaaatt acagtaaaag aagtgaagga tgaaaaagac aaatctgtta tcgtcttgca
  1574401 tatcgagaaa agtaaaggaa aagatgaaaa cccagtcatg tatattggtg taccaaaact
  1574461 tagagacttt attaaaattg tagatgaaga tggaaacaaa atctttgaaa tgaagaaaaa
  1574521 tgaaagcgtt acatcacagc aataaaaacg ctatatgaac aaagagctca tcaaaaatga
  1574581 taagctcttt gtttcattta tccttcaatt gtaactccag taaacatcga taagtttccc
  1574641 gttattttct cacctacacg taaaaataaa ccagcagctc tcccgctaat acagtgtgaa
  1574701 ccaattaata gtttaccagt atacggaccg tcccatgtgt caatcgtata gtcaggcatt
  1574761 tctacgtatt gctgatatat ttttcgctgt tcaaagtaat actctgtttt atcttcagct
  1574821 aatagttcat tattttcgta tatagatact cctccgcctt cacggccgta tagaggttta
  1574881 gaaacatatg attcatttct ttctataaac ggtttatttg taaaatatgt cggtaagaag
  1574941 tagttctgaa tgattcctcg ctcctcttcc tcaaagaaaa cttcctcttc gtaaagttgc
  1575001 caaattaatg cgagtacact tttattttgc ataagaaaag cagctggtgg attaatgatt
  1575061 ttcactctac cttgcgctat atgatctaaa aactgaagtc caattctttt cccgttttta
  1575121 tcagcgtctg atactaaata ttcaattgga tatagtctat ataaataatg aattctctca
  1575181 ccatttggcg tatatatacc atcatctgcc acgacgatat cttgtatacc tatataatcc
  1575241 gttgactgat ctaagcaata gcttcttaaa aattgaaccg tttgatggtc ttcatcatgc
  1575301 caatcataac tcgtaaaata aatcgtttct ctaggatcta tactatagtc atgtttaatt
  1575361 tgttcccacg cctgcacaat atgctcttct atatgatttg gatgattcac atcgtgataa
  1575421 cgacataaca cttcatttgc gacagacggt tctaaataac ctgttggtgt atcacaattt
  1575481 acttctatta actttatatc ttcactattt acgataaagt caaaccttgt aaaatatgaa
  1575541 aacaaaccag tatgtttcat tctcgcaatt tcccacgttt cagctggaaa tcctagtttt
  1575601 tgaaaatctt ttgacgtatt gagaatatat tgatacgttc tatatagcac atacataatt
  1575661 tcttctgtcg cttttgaaat agcagtataa gtttttattg gcatacgata catacctgtt
  1575721 gccatatatt gattccattc ttcattttct aatagactcg gccaagtaaa cccattccga
  1575781 ccagcctctt ctgcaagtga aaaccatact ttcatataat ctttctgttc ttgttctgta
  1575841 tacattactc cattatcctt tcattttagg atcctgctgg cgcttttgcg ttcccaattc
  1575901 cactagaacc agaattcact ttcggcgttt gtgtcgtaga tgatttcggc gtatttgtat
  1575961 ctggtgttac tttatttgat ggatttggct gctgtttatt taaatctact ttattggaag
  1576021 aattactatt gttactgtta gttccgccgt aataccctcc accaccacta ccaccagttc
  1576081 tacgctcatc tttttcacga taaggaataa tattgttcgt atatggtttc ttcagtacat
  1576141 ttggttttgc tgaataattc atatttgagg ttctgcttgc taataaatat cctgcaacga
  1576201 acgggaggat aggtaaatgt gaattttcat tatacgatga aaacgatgga ttattttcct
  1576261 tacataactc atctttttct acattttcat tagttggggc tttatcatca caatttaatg
  1576321 tttctagttc atttccttgt ttcgcaccat ctgttttaac agcagtactt tcttgctggg
  1576381 cagtttcttc ttcataatcg ccacagcccg ttaataaaaa agatgatact cctattgaag
  1576441 tagcaatttt tataaattta cttttatcca ttctcatgtg ttatacaccc atcttctttt
  1576501 atctatattt ttccagatac ctatattata taatgttatt attacttttt tcaaaccata
  1576561 ctcaatatgt atattttcat tgctcctttt ccaagtaaca atgaaatctt tcaactcctg
  1576621 gatatttttc tcctaaagtt ctaacctgaa aaccaattct tttataaaat tctaccgcct
  1576681 catcgtctgt ctctgcctcg agatacgtca attggtgtat tcttactact tcctttatca
  1576741 tttgcaacgc aatcccttta tgacgatatt gcggaatgac tgctatgtgg cgaatttttg
  1576801 ctttatttgc tcctattatt tcaataccta tacaagcctg ttcttcatat ctatacaatg
  1576861 tccctttatt cctttcataa aataaaactg ctttctttaa actcgcttta cttggtccaa
  1576921 ctgcatattg tagtacattt aaaatagaat ctttctcaat ttgttcaaca tgttgcaaat
  1576981 tcatttcttc atccctttct acgaaaaaag attagctctt tataaaaaga gctaatctca
  1577041 ttacgcagtt attttttctt cttttttcac aacgactgct acataactat gtagtatcat
  1577101 tccgataata actagactca taccaatcca agataaagat gacggaattg gtgcagatag
  1577161 taagatgagt tctcctacta gcgcaaataa aacttcacct gactgagttg cttctactgt
  1577221 tgctagtttt tgtggatcat cttttacaag atctgtcgca aagaagaata ataccgttgc
  1577281 gattaaacca gaactaactg ctacaataaa acattggaaa acttggctac ttgacggtag
  1577341 cccgcctgtt gatacttcat aaccagagag taaaaaccaa aatggtaaac ttgctaatgt
  1577401 cataccaaga actcgctgga atacatctaa ctccccttta caaacttgca tcatttttcg
  1577461 attgccaaga ggatacgcaa aagctgcaat aagtactgga acgacacata gaacagtttc
  1577521 acgaattcct aatgaagaag catgttctac ttgcataagt acaacaccgc ataaaataat
  1577581 acccgacata actaattcct tcattgggag ttttttatgt aacggatcta ccgcaaaaaa
  1577641 tggtgttaac aaaatccctg cgacgattgt aatttgccat gttgatgcaa cgagccaacc
  1577701 aggtccaaaa gctccagcaa aactaagtgg tgcatagaag agaccgaatc caacgatact
  1577761 ccacactaac caatctttcg gattattttt catatattga aagagttgct ttaagtttcc
  1577821 tctatacatg acaataagta aaagcattgg aaccataaag tagtaccgta atgatgcact
  1577881 ccaaatccag cttccgcctt ctagatccat tgcccggttt aaaacgaagg taaaggcaaa
  1577941 gaaaaatgat gccaatatcc ctactgcaat agctttcatt ataaaactcc ttgtttagtt
  1578001 tcttcttata ctatacaaca aattaaatat aattaaaatt cgaaatcttt atctcgtatg
  1578061 cattctagct ctatatagtt ttcttaactg actaatatga gcttgatggt accgattatg
  1578121 atcagctata tgccatattc cccaccttat agtcgcattt tctccctttt cataaaaaac
  1578181 ctctcgtgtt aaatcatttt ctgttagttt catacattcc tcataaaaca tatgttgcac
  1578241 tgcttcataa tcttgcatta attgttgcaa tgtatgtttt cttaaactgg gcagctctcc
  1578301 tgcttcattt aacataggtc catatatatt atcaagtgcc agtggaacgg gttctccttt
  1578361 taagcggtat acccaatgca aatcgacaac tgctaaatgt tgaagtagtt gtccaatact
  1578421 attttcatta ttttttaacc ctttaaaaga cagttctttc tcatcagtac cctctactaa
  1578481 cttttgcaac cgtttaaatg tatcggcaac tgtcgcatat agaattgcta cttgcgggtt
  1578541 catatttttt tctaaataga gatctttcat agtaaactcc ctcttttaaa ggaacaaaac
  1578601 catatgttca tcatcactat acacaccatt catctttata gctctctttt caatcccata
  1578661 cgttttaaag cccattgatt catacaacct ttttgctggc tcgttagtgg atacaacacc
  1578721 taatgtcaat tgttccaagt tcatttcttt tgctctttca attgccttac atattaactc
  1578781 acgtgcaagg ccacttcttt gattgcttgc atctacatac atcgcaacga tatgcccttt
  1578841 atgtttatat gcttctttct cttctgttag taaagtgaca actccaacta attgatgatc
  1578901 ttcattaaaa gcaccgaatg tacaactagt agcagctgtt aaattacttt ccactcgctt
  1578961 aatcggattt tcttgacgaa tcgcctcttc ataagttgtt acaaatgcct ctggatttac
  1579021 ttgtaatgct tgtaaacgta acccccaata tttttttgca tcttctttcg taagtaatcg
  1579081 aatcatattt ctccatccct tttaagttga cataatattt ttacaaacta ctaattaaag
  1579141 attgatattc ttctcttaac atactataac gatagcgatg aatgaaccga cctttacgca
  1579201 atcgatcatt tctcattaac ccttcgcata caaaaccagc cttttcatag ctctttctag
  1579261 cttgtaaatt atcttcatct acacgtagcc atactttttc taattcaaat tcaaagaatg
  1579321 ctacatgtaa catactatat aaggcggcta ttccataccc tttaccccag tattctttat
  1579381 taccaatcgc gattcccaat tctgcatttt tatttgtttt atcaaagttt ttaagatcta
  1579441 tccatccaat atgtatgcca ttctctgcag tgatagccct ttgttcataa ccattttttc
  1579501 gatttataca tgcctcaatc cattgttttg tatcttcaag agtgaacggt ggatattgat
  1579561 ctgatacaac taaatgtttt gttacttttg tatctaatga ccattgatat cggtcttcta
  1579621 catcatctag cgtcagttct cttaattgaa cgaatggaac attcattgtg ctatcccctt
  1579681 tttattttcc tatagaaaac ccttcgaaca ttcttcctcc atactgttct aacgtttttt
  1579741 ctacaaaagt aattaattta cttttttctc ccgttgtata aaaatgatcg aacgccgcta
  1579801 caaattgatc tgcatactgt tcatcatatt ttctaagtac ccttataaac cattttgaat
  1579861 ttccaagcca tttcccattt actcttaata catattcatg taataaatca gctaataaat
  1579921 tcgcgataaa caattcttct tctctttttg atgcaccaat aaaatcatcc aaagtatccg
  1579981 taataaaata ccgcttctgc ttcatcattt cttcggtcca tttagctggt cctttattta
  1580041 gtaaatcact tgcttctctt tttagttttt caacaatttc attttcacct tttaatacaa
  1580101 tcccctctga aactaattgt ggtaacgaag gtctcccgcg atcgcaatcc attttaaaaa
  1580161 aggttttata cgtttcaaaa ttatgtacaa acacttcaac aggccagcca ttactataga
  1580221 aagattctcg ataacaagac gttaaacttt gatcaactat tacaatgtcc agatcggatg
  1580281 tttttgtcgc ttctcctctt gcaacgcttc ctccaagtaa agctacatca caatccggaa
  1580341 agtgtgatgt aattatgctt tgtgccgctt ccattgcttt cataaccgtt ccccttttct
  1580401 tatttcattt tctttttttc agctctttct ctcgcttttt ttatatacga ctctgcgtct
  1580461 ggtgttttgc atgacgttgc cccgtgatca acctgtactt ttccaatttc acgtgcaatt
  1580521 tcaatcgctg tttgctctaa gtcttcatta cgaattccta tcgcaattaa agcactattc
  1580581 attgcttctc tttttctatt tttttcatta tgtatatttt ctttaatctc ttctagataa
  1580641 ggagagaagg aatcatcttg taacgtttta tttttaatcg ctatatttgc taataaagac
  1580701 cagcctgctc gtccaatcca ttcatcatca gactttgtcc attcttccat tctttctatc
  1580761 gcaattggcg acgtacaaat agccgtcatc aaaacgtcca ttaaacaata ataatcaact
  1580821 tcctgtaccc atttatttaa cagttctgtc gtaactttct ttggatctaa aatcattgtt
  1580881 gctaaagtca ttgcatccat attttttgtt tcccataatg aaattgctaa atcatgatct
  1580941 ttttttatct tcttttttaa caattttaaa ttagcaaaac taactccgaa tagtggctct
  1581001 ttcgctccgt ggtttttata cgttttacga ttttgttctg ttccatattc ctctagttgc
  1581061 tgcattactt cttcaagtaa catataccca cctctttatt ttttatgttg acttcatata
  1581121 tgtatgtacg atacattcta cattactttt tggttttcct atatgtattt ttaaaatgcg
  1581181 gtatgtgaaa ttttaaattt attcaaaaaa tataccgtct ccttttttat tcgcaagaaa
  1581241 atatattttt tcatctaata agtatggtat acagcttctt ttctttataa gttacgcata
  1581301 ttaagatgaa aataagtttg gctatctata ttttttacac tcattagccc atatacaatt
  1581361 ataaaccact ttcctttttg agcgaaaagt ggtttatgtt ttccgaaaat atttgatgtg
  1581421 ttaagctata caattcatta ctgttcgact actcattttc ttttttcttc ttttgttcct
  1581481 cagatggctc ttctgttgga tctggttctt gttcatcctt tttgtttaac tcattatttt
  1581541 gttctttagc aggatcttgt ttttcatttt tttcctcctg tctttgttca gaaggttcct
  1581601 ccgttggatc tggctccttt tcatcttttg gagctgggtt acaaccaatt aacaatccta
  1581661 ccgtaaatat gctcgtcata aatatagaaa gcatttttta taattcaatt aaagcacctc
  1581721 ctaaaattaa tatctcctgt attgtttcca acttataatt caatttatcc aattttttat
  1581781 gacgtttctt caaaaatgcc attcctttaa aatcttgcat acttttttac aaactttctt
  1581841 gcgcttgtaa aaaagttttt ttgcatttcc atacctataa ttgctaatat agtagagtag
  1581901 aacttttata gagagaagga aaattatgca caatggaatt cgaatgacaa ctttaatgaa
  1581961 aagggctatg ctgatttgcg cgggggtatt atttacatac gaagcagctt taggatcagc
  1582021 acatactgct ctagcaagta cagaggatga agcaaaatct gttcaacttg taagtgaaat
  1582081 tcaatcatct cttgcaccga aagaagctcc taaacaatat aatgggcaag ttagaaaagt
  1582141 agcttattta acatttgatg atggtcctgg aaaatacaca gctgagcttt tagatatgtt
  1582201 aaagaaagaa aatgcaaaag caacattctt ccttattggt tcaaatgtaa aagctttccc
  1582261 tgatcttgta aaacgcgaag atgctgaagg ccactacgtt gggatgcaca gtatgactca
  1582321 taactacaag aaactttaca cagaaggtca ttatgtagat gagatgaaag aagaccaagg
  1582381 attaatcgct ggcgttctag gtaaatcgcc agtattaact cgtccatctt acggctcaat
  1582441 gccaggatta aacgaagcgc ttcgtaacaa agttgttgag aatgggctaa aagtttggga
  1582501 ttggacaatt gattcattag actggagata taacaaaatg cctgttgacg ctgcatcagc
  1582561 taaaattgta gaaaacgtta tcaatggtgc aaacaagccg acagaagtta tccttatgca
  1582621 cgacattcat ccacaatctg taaaagcagt acctggtatc attaaagggc tgaaagaaaa
  1582681 aggatatgaa ttagaagcct atagtgagaa cgaacacttc ccattaaact tctggcatga
  1582741 taatcgtatg taatgaaaaa gacttgattt cctttatttg gtgatcaagt ctttttatcg
  1582801 ttttaggaat tactcctcat atactacgac tcaactcccc cttctctaat atcaatacaa
  1582861 attaaaaatc acacgctata ctataattta gtttaaataa gtaggtgcaa ttatgatcgt
  1582921 atatacagtt caaactgaag aagcttggaa gcaatttaag aaacttggtt atttagaagg
  1582981 taataaagaa tttatcgatt cagacgatat atattcatat gactggatgg tgcgcgttgc
  1583041 taaaacaaaa ttgcctcatt acgaaggtaa ctatcctatt tgggtctggg aagcaaataa
  1583101 ttacccaaac cgaaatcata aagcttgggg tagaaaaaat tcaaaaatgg taattttaac
  1583161 actagatgta ccgaaaaaat gggtactatg gagctatttt gactattggt gctgtgctat
  1583221 gactgatggc tcaacatatt tacatacaaa aaataagtgt actttagatg aatggtatat
  1583281 atatatggat aaaaaatacg ggatcatatt caatttcgac tatttattat cacatcctga
  1583341 ttggtatcta gataaagagg attcgttaga aaaacaaggg gttatcggaa aaatccccct
  1583401 ttccttcgta aaaaaagtac gacgttttcg tgctaaggaa gatacatcta ttcatacaat
  1583461 cagaagtgat aactgggata atagaaaaga aaaccgtatt aaaaagatga atcgaaaatt
  1583521 aagaaaaaga aacgaaaagc aaaaaagagt gcaaaagcga cttatacgaa attaaaacag
  1583581 attgatcaaa atacagtaag aaattatgga ttgaatatac aaattcaatc ctatttttta
  1583641 tattatcaac actttagcac atattactct taagggggga tgtatatgga ttttctttca
  1583701 gctgaatatt tgtcagcctt gcttgccatt attgtaattg atttagtgtt agcaggtgat
  1583761 aatgccattg taattggatt agcagcaaga cgattaccga aagatcaaca aaagaaagtt
  1583821 attatatggg gaactatcgg ggcaatcgcg attagagccc tcgctacttt agttgtcgtt
  1583881 tggttgctaa aaataccagg gctactacta attggtggtg tactccttat atggatcgct
  1583941 tacaaattaa ttgctgaagg caaagatcat gatattaaag cggaagaagg gttctggtct
  1584001 gctattaaaa ccattatcat tgctgatgca ttgatgggaa ttgataacgt tctcgctgtt
  1584061 gctggagctg cgcatggcaa tttttcttta gtaatcatcg ggctattagt ttcaattcca
  1584121 gtagtagttt ggggcagtac attaatttta aaatgggttg accggtatcc tatcatcatt
  1584181 acgattggag cagctgtttt agcttatacc gctgcgaaaa tgattgtgga tgaaaaatgg
  1584241 ttcgctgcat ttttcgaaag taaccctttc ataaaatggg cattcatcat tatcatcatt
  1584301 gccggtgtag tttttttcgg aaaggcaaaa caaaaagcaa cagatggttc tatctgatga
  1584361 tgatgttata tttacaaaca aaagacacta ttcatatgaa tagtgtcttt tgctatttat
  1584421 ttagcttccc cttccggagc cgtttttact ttcgttttgt ttttatcacg attgttatag
  1584481 ttatacttcg aacgatctat cggtgtaaat ccttccggtg tgtagaatcg taataagtca
  1584541 ccatttacga cttggtcaga gtattttaac gagttttgaa ccatttgttc attttgtttt
  1584601 atttcatctg taaattctac aggttttcca gttgttgtat cataatattt gccgtttagt
  1584661 gcagtaactg ttgggcttac gaagttgccg ttacggaacg caacaacttg tttatgatct
  1584721 ggtgataata aatctgaacc aaattgaaca taattttttg tatctgttcc tagtaagtgt
  1584781 aaaagagttg gaagaacatc aatttcacca ccgtattgat gttgtacgcc acctttcaca
  1584841 cctggtacac gaacgattaa aggtacacgc tgtaactgtg cattttcaaa cgagttaatt
  1584901 tctttaccca ttacttttga cattgctgcg ttatgattat ctgaaatacc gtaatggtct
  1584961 ccgtacataa cgataataga attatcatat aaaccagatt gcttcaagta atcgatgaaa
  1585021 ccttttacag attcgtctaa ataacgtgct gtttggaaat acgtatctac agatgagtca
  1585081 cctgtgttcg ctggttcaat tgtcgcttcc tctttatcaa ttggatacgg gaagtgattc
  1585141 gataacgtaa taaacttcgt atagaacggt tgtttcaatg tttctaataa cggaatggat
  1585201 tcattaaaga atggtttatc ttttaatcca tagtttacta catctttttc gttcatatca
  1585261 tagtatgaag catcaaagaa tttattaaaa ccaaatgatt tataaatatc atcacggttc
  1585321 caaaatgttt tatagttacc atggaataca gctgatgtgt atccttgttg tcctaaaatt
  1585381 gctggtgctg attgatacgt gttatgagat ttcgttgtaa atacagatcc ttgtggtaaa
  1585441 ccaaacatag aattctctaa cataaactcc gcatcagacg ttttcccttg tcctgtttga
  1585501 tggaagaagt tatcaaagta aagcgtattc gcatcttttg taaatgagtt taagaacggc
  1585561 gtaacttctt gaccgtttaa tttataatca attaagaagt tttggaatga ctctaaatga
  1585621 atataaatta cgttcattcc cttaccttta ccgaaatact caggatttgg acttgcgtaa
  1585681 gttgatgtta aataatttct tacttccgtc atattatctc catcagctaa cgctctttcc
  1585741 gttgatgctt tcgcactttg aataccatca taaatcgtat agttatatgc ccctaaatat
  1585801 ttcacaatat aattacgatc aaacgttctt gttaataatt caggacggtc agattctgca
  1585861 agtcctaagt taacactgaa taataaaata cctgctacaa atactagtga tactttatat
  1585921 ttcgcaacac gaattggttt tggatttgca aatttcgttg caactaacac aattaaaata
  1585981 attgtatcta agaagtatag cggatcataa agatgtagca acgcaacaat actaccacct
  1586041 aaatctccaa agttattcgt ttgtgtcaac gtcgggaacg taataaagtc actgaaaaag
  1586101 cgatagtata cgacgtttgc atataaaaga atcgacaata acaagttgat aacaattaac
  1586161 caaatataag atcgtttccc ttttgcaaat aatgcaagtc ctaaaaataa cactgctgaa
  1586221 ctaagcgggt tgaaaaacag caagaatttt tgaattgtat ttgaaatacc taaattaaat
  1586281 tctgttacat aagccgcata tgttttgagc caaaataaaa taacggcaaa cagaaagaat
  1586341 ccaaaatgat tgcttagcac acttttgctc tttaataaga attgtttcat ttctccacct
  1586401 cttttgatca tccaaggctt attttttata agtctgtctc tctattcaat tttttatctt
  1586461 caaatagatt ttatttaact atatgaagaa tactagtaat tataatttga agctagtatt
  1586521 tattcaacta tttctttctg gacattttga ccttggtttc tatttaacaa aataaatttg
  1586581 taacatttcc tgtttactcc caagattcat ccactaatta tgacatcaca tactatatac
  1586641 ttttattcac tgcttcgcaa ataaatatgt ctccagttct ggaacattaa tgtaatatta
  1586701 ttaaattcac aattgaccac atttattttt tcaatgtata ttatatttcc tcaactattt
  1586761 atgcttcagc catttttcta tgtacaacat tcaaatctct ttccttcaat aaaattattt
  1586821 ttgaataatt attcacaatc cataaaataa agtttataaa aaaacctcgc tctcaaaacg
  1586881 agagcgaggt tttcctcatt tattattgac ctttgtacat tgcatctact tgtttttgaa
  1586941 gttcttcatt ttctaagaac tcatcgtaag tagcctcttt atcgattaca ccgtttggcg
  1587001 ttacttcgat aatgcggttt gcaattgttt gtacgaactg atggtcatga gatgtgaata
  1587061 acattgtacc tttgaatgcg attaaaccgt tgtttagtgc tgtaatagac tcaaggtcta
  1587121 aatggttcgt tgggtcgtca agtgtgatta cgttcgcacc acttaacatc attttagata
  1587181 acatacaacg aactttttcg cctccagata atacagaaac gttcttctta acttcttcac
  1587241 ctgagaataa catacggcct aagaaaccac gtaagaagct ttctgactca tcttgtggag
  1587301 agaattgacg taaccattca actaagttga ggtcactgtt ctcaaagtac ttagagttat
  1587361 ctcttgggaa gtaagattga gaagttgtaa cgccccattt gaatgaacca ctatctggct
  1587421 ccatttcacc cataagaatt ttaaataatg ttgtcattgc aatatcgtta cgaccgataa
  1587481 atgcaacttt atcaccttta tttaaagtga agtacacatt atctaacact ttttccccat
  1587541 caattgtttt agaaagacct tcaacagtta ataagtcatt tcctacttca cgctcaggtg
  1587601 tgaagccaac gaatgggtaa cgacgagatg atggtctaat atcatctaaa gtaattttat
  1587661 ctaataattt tttacgagaa gttgcttgtt tcgctttaga tgcgtttgag ctaaagcgcg
  1587721 caatgaagtt ttgtaactct tttactttct cttctttttt cttattagca tcttgcgtta
  1587781 attttaaagc taattggctt gactcatgcc agaagtcata gttaccaaca taaagttgaa
  1587841 ttttaccgaa atcaagatca gccatgtgcg tacatacttt atttaagaag tgacggtcat
  1587901 gggatacaac gataactgta ttttcaaagt tcattaagaa gttttctaac cattggatcg
  1587961 cttttaagtc caagtggttg gtaggctcat ctagtaatag aatatcaggt ttaccgaata
  1588021 atgcttgagc aagtaatact tttactttct ctgccccagt taattctgac aatttcttat
  1588081 catgaagatc ttcaccaata ccaagtcctt ttagtaagat tgcagcttct gactcagctt
  1588141 cccaaccgtt cagctcagcg aactcacctt caagttcagc agcacgcata ccatcttcat
  1588201 cactgaagtc ttctttcatg taaatggcat ttttctcttg cattacttta taaagttgcg
  1588261 tgtgacccat aattactgtt tctaatactg ggaactcttc gtattcgaag tggttctgtt
  1588321 ttaatactgc tagacgctca cctggcgtaa tatgtatgtc acctgttgat ggttcgattt
  1588381 ctccagataa aatctttaga aatgttgatt taccagcacc gtttgctccg attaaaccgt
  1588441 agcagttacc tggcgtgaat tttatgttaa caccttcaaa caatttgcga tccgcgaaac
  1588501 gcaaactaac gttacttact gtaatcattt gtgtcctcct actaataccg cttatttcag
  1588561 cgttttctca ccgattgtct taaaaaatcg catattacga ctcaattatt gtagactata
  1588621 gctattatat agtagaagct ggatgaatag caacggttga ttgctattcc tttctttcca
  1588681 aactcgaata aaacctttgt ttttaattat attaaagtta catacacgtt ttaaagagga
  1588741 ttcattttga aaaaacattt ataattggag cattatgttt atcaattgaa ataatacaat
  1588801 aacttgtatg catttcgcat tataaatagt aaactaaaac gctcagaaaa tattctgagc
  1588861 gtttttattt ctttctccaa ctaaagcacc agttagtgta aaaagctatt tcaccatttg
  1588921 tattgttaac ttatctttta acattgatct atatgagcca atttcatatt ttgtattatt
  1588981 gattttttct tttttcattt ttaacatatc gaatatttct aactctaaat tccttctagc
  1589041 ttcaagaact tttatcgctc cttctactcc tgaatggtta tgttctttcc catagccctg
  1589101 attcgtgtaa taatcgacaa ttcctgtgga ccattctgga tttctttctt ttaatgcctt
  1589161 cctaaatgaa aattcaagat catcttgttc tacatagaat aacattggat ttagattctc
  1589221 tatgattttt gcaactttca ttacataatt tattattttt tctttttgtt caccgtattt
  1589281 aatcatccca atcgttaatg gattttgtat gaaacaacat tcaaaaatat aaaccttatc
  1589341 atcttctaga gcaatttcag caaagtcctg ccatttgtca gcaattaatt caacattttt
  1589401 atcgaatggt aattcatata tatcgtttct tgaaatatcg ttaaataatt cgtccgaaaa
  1589461 ctggtcacca aactcatttt ttatctttct gtatggtaat aaataattgc ttcctttttt
  1589521 taaaactctt ttaagaagca cttctttaaa atctccactg ttagataata atctgtcgaa
  1589581 ttcaaattta ttaaaacaag atacaccatc atagtcggct gggtggttca agtttccttc
  1589641 taaaaatagt tcaacttcaa ttttattttg gcttagaata tcatttatta gctgtgcagt
  1589701 ggtcgatttt ccgaatccag gtaaaccttc tactattatt agttttgtat tcatagttat
  1589761 aaatcccttc cttcaaagta tttaaccaag attaaaaaaa ttacttactc cactgcaatc
  1589821 actccttcaa aatataatat tcaccatttc ctttgaaaaa tctctattat tattttaaca
  1589881 taaatttcta tttacctttt aaaaaagata gtccaccttt agttgagtga aatataaaaa
  1589941 aaggatgtta aatcatatgt gatttacatc cctaatttga gtgttatttt atattttatc
  1590001 tcctataact gaactagtta cttttaaacg gggattcttt tatttccttt cacttaattt
  1590061 ctttgcataa tccttcattt tactcattaa acctattaaa gcaggtaaca atattggcat
  1590121 cacaataata gctaatagta acaatgcaac accaacaacg gatgctactt gtataagcgc
  1590181 caatacacct gaagggatta atgcagcaaa tgtaccacct aaaataagtg ccgctgataa
  1590241 tacaactcct ccaatatgac gagaagcagt tacaattttc gtcgctggtt ccccttctaa
  1590301 ctcattgtat ctcatcatta caaaaatact ataatccact cctaaagcga caatcattat
  1590361 gaagctaaag aatggaacat tccagcttaa tgaatctacg tttagtaagt gtgtactaat
  1590421 ttgttcactt ataccaagtg atgcaaaata agctaatatt aaagatccaa taataaagat
  1590481 tgtgtttaat aatgaacgtg taatcacgat taatacgatt gcaattccaa ttaacataat
  1590541 tgtagctgta cgtaagaaat cttgcccagt tacttctttt aagtcaacgt ttctagctgt
  1590601 ggtccctcca attgcttttt tgcattattt aattctgtcc ccttcaaagt accatctatc
  1590661 gttttattga tttcttgaat aattggcatc gcttcttttg aatacggatt tacgtctaaa
  1590721 atgattgtca tttaagcagt ctttctatca tgtgacatgt acgtattcaa agctttttgg
  1590781 aaatcttctc cctccaaaac ttcttttgga atataaaatt tctcagagct ttttgattca
  1590841 tttagttctc ctaaatattt ctgagcatcc cctaagccat tacttacctt ttcaaggcct
  1590901 tctgtacttt tagatagtcc tgattgtaat tgtcccatct gttcttgcaa gtctttcagt
  1590961 cctgttaata cctgtccttg cccatcgttt attttcgtta atccggtttg taactcagat
  1591021 gacttgttcg caatttgttt tgaacctgaa gcaccttcat ttaatccatt tttaagatca
  1591081 gctgctcctt tttgtaactt agtaactcca ttgctcattt cttttaagcc gttatccact
  1591141 ttcaataacg attgattcgc ttctttaaat gatcccatcg ccgcattatg ctgcgttgct
  1591201 aattgattta attcatttga cagcccacct aattgctttt gagcctcttt agcaattcct
  1591261 atcgtctgca gaatgttagg atcatttgct aattctggtt tcatttgaat gaaattggtc
  1591321 attaacattt caatttgttc ataacctttc ttcgcaccgt caatcgcttg agaaatactt
  1591381 ccgaagtatt gatcgtaaga acttaaacct ttctctaact gtgtatagcc agcatgaagt
  1591441 tgtgaagttg cattagataa tacacttata ttttcattta ctgaagttaa ccccctctca
  1591501 atttgctgcg caccttttgc tccgtcattt atgccatttg atagttgatt taaagctgtt
  1591561 cctaatgccg acacaccatt tttcgcttca tttgttccat caattaactt ttgaacgttt
  1591621 gcaagactat ttgaatcctt actacccatt ttatctttcg cagtagttaa tccatcatta
  1591681 atttccttta taccaccatt ggcatctcct aaacctgtat ttagttcatc cgcttgttta
  1591741 tttatatata gttctttaat tctttcacca gttggacgtg tcggtgcata tacttctgaa
  1591801 acacctttca ctttcaaaat cttttcagtt agttcatcta aagtttgaag cgaactcgcc
  1591861 tcatctaact tattattcga ttgaatgact aacgtacttg gtgaagaaaa accaggtgga
  1591921 aaatgttctt ctattacgtt aatccccatt ttcgactcat atttattgtc tacttcaaat
  1591981 aaatcgttgt aattaagtgt attagaatac tttaatacga taggaatcga tatcacgaat
  1592041 acaataatta aagcgacaaa cggtcttgca actgaatttt tcgcaaagaa tccccatagg
  1592101 cgactatctt catgaccttt aaatgtttta actggataaa acatcccttt tcctagaagc
  1592161 accatgaaaa atggatttaa cgtagttaat acgagtaata atactgcgac accaattgct
  1592221 accgctgaag tagattgata taatttaaag ctcgctaaag caagagatgc aaaaccaatt
  1592281 agtactgcta tcccactata taaaacagtt ttccctgccg atttaaatgt ttctttcgta
  1592341 gccaaaaatg cgttttcttg tttacttaat tcttctttaa atctcgtaaa taataaaatg
  1592401 ttatagtccg ttccaacccc aaacaggaca acaactacaa acacttgtgt aaagttagaa
  1592461 aacggaaaat taaattgatc tacaagatga gcaataatcc ccattgaaac taaatatgat
  1592521 accccaacag taagaagaga aacaattgga acaatcggtg aacgaaatac aatgattaat
  1592581 ataactagaa tgaaaatgat tgaaataact tcagtctttt tcactccctc ttgagaagat
  1592641 gtaagaaaat cacccgcgat taagtcactt cctgttaagt acgtttttac ccctttcgtt
  1592701 ttcactttat tatgaagatt atttgaaact ttcgatattt caccatgttt tttatctatc
  1592761 gatatttgcg ttaaaatagt cgtattatct ttagaaacta attgtttctc taattcttta
  1592821 ttatctaaat gtgaaacaac ttctttaatt cctaattgtt ccttttcatt ttgcaaagcg
  1592881 ttgattgttt ttgttatttc ctctttttgt tcagtcgtta aagctgtttt actaccacta
  1592941 ttaaaaactg ctataatgtc atacttttct gtcccgtctt tattcatttc ttttatcatt
  1593001 ttgtcagcaa tactactttg ttctgtatta ggaatcgtaa tgtgcccttt ttctttcact
  1593061 aatttatcca tattaggcat cgttacgatc attgtaatag taataactat ccataataga
  1593121 aaagataaac ttctccaatt tttcagcttg ctcatttgga tcatctcccg cgattaaaat
  1593181 tttatattag ttacggaatg aatattcatt cctattattt tgaaaacacc ttttcggaat
  1593241 gaacattcat tcctctcgtt ctattaattt actttttagc tctattaaac tatggatttc
  1593301 ggaatgaata ttcattcctt taattgtaca gattgatcat ctcctacttt tctttttcac
  1593361 accctcatcg gaatgaatgt tcattcctgt tcttataacg ctatagaatc aaatgattct
  1593421 aatagcattc caacagcttt cttccagttc ttttaccaat tcttctgtat attctaattg
  1593481 gcctgtttcc attactttaa ttaatttttc aatcggttga tatacaatga taattaacgc
  1593541 aattggtggt aatggacgga gaaaaccttt ttcgattcca tcctcaatca agtccataaa
  1593601 gaaacccata aaatcctcga atatttcatt actatgttca tcgagaaaat aactatcaca
  1593661 gtgagaattc gtaaaaagaa aagcatctgc attttgtctt gcaaattcaa ataaacggtt
  1593721 gtatgtatgg ctaaactgtt cacgaatatt tgcgttgact ggaaagtcgg tttttattaa
  1593781 ctctgatagc tgtaaaacac ttttcgtaaa taaagaatta acaagtgctt ctttattttc
  1593841 aaaataacga taaatggtac cagcacctac ttttgctttt tcagcaatca tcggaattgt
  1593901 tgtaccatca taacctcgtt ctgcaaaaag ttgtattgcc gcatcaaaaa tgtcttcttg
  1593961 tttattttta gccatttttt cacctcaatt tcaggaatga aaattcattc cgtttttaat
  1594021 tataaattac atcggttaaa agtcaagtgt gtgacaagta tcatttcgtt tttaatccct
  1594081 tgttttgtaa aaaaatttat atcagcgatt ttcaggatat atcggcgcat ctctaattat
  1594141 atcagcgatt ttcaaaatat atcgacttac cgacaaaaac tgacaacatt tgaagaagct
  1594201 attccaaatg aaattttaga atagcccgat ttcaaatatg cagattaaaa gaaatcataa
  1594261 ataaacggct tacgcactgg tactacactc tcaaacgctc gtatttcctc ttcgcttccg
  1594321 ctaattaatt caagttcatt tagttctaat gggcgtctgt atccaaacaa tattgtagat
  1594381 agtgcattta tatctagttt gattccttta tctattggtt cttctataat tgttatttca
  1594441 tgatttgcta ttctcactgt tatgttattc cactgagcaa atgaatctgt aatatgtaag
  1594501 atcacttctt gctgtacatt gttccagttt aactcatatt gttttaagaa ttgctctaca
  1594561 tctacaattc ttcccataaa atatggtttt atttctgtct tcacacgtgg ctcttgcaat
  1594621 gtatataaca acggttcatt ttcacttact gtcatttcaa gatctttaat catagaatca
  1594681 tgctggcaaa taaagttcca tagaccattt cgtgcttcat tatgcagtgg tacgaattct
  1594741 tctacagtca ttttatagtt ttctatttta tataacatat agccagctgc agtttgattt
  1594801 tcatcgtaat aaattgctaa tgttaaatca tcataaactg cttgtaacca ccatttttca
  1594861 ttgcgaacta gcataccaga aaaaagttct gcaaatgttt cataaagctt ctcgacctct
  1594921 tccgggtgac tttctttatt gaaacgtttc acagtaccat tcacttgttt tttcataact
  1594981 aaatcactct ttgtcatatg acatacgaga agattcgcac aaagttccca gccgtattta
  1595041 cggtaaaatg aaacggcaaa tggatgtagc atcgatactg tatatccgtc ttttttcatc
  1595101 gtttgaagtg aatgttgaag caattctttc acataaccgc ttcttctata ctctggatat
  1595161 gttgctaccc ctgcaacgcc acccatttta aatttttctt tgcctatgta tatatggaat
  1595221 ggaataaggt gtagttttgc cgctaagttc tccccttcca taataccgta tacttcatga
  1595281 ctttctttca tttttgtaat ttgttgctgc aatcgatctt catcaacttt atattgaaaa
  1595341 gcgtattctg ataaacgtaa tgcttctcta aatttatctt cctttaatcg tataacgttc
  1595401 atatatttct cctccattcc ttattcgaat tgtaccataa ttcgaaatat taaagtgcgg
  1595461 cgaatgaaat tatatggact taacgacacg aattcaatat aaaaaagcag atacatcttg
  1595521 tatctgcttc tcattacttt atcccgcttt aacgggcagt aagaccccca ctgattaaag
  1595581 tttcacttta tttagccaac ttttgaagtt cttcgaaaaa cgtaggatat gatacgccta
  1595641 ctgcttctgc gtcttcaatt attgtttttc cttctgcgat acatccagca atcgcaagca
  1595701 tcattccgat gcggtgatca ccgtaactat taactgtatt accttttaga gctgattttc
  1595761 cgtaaatgat cattctgtca tcagttgctt ctatacgagc tcctagtttc gttaactctg
  1595821 caacaactgt atcaatacgg tttgtttctt ttacttttaa ttcgtgtgca tctttaataa
  1595881 ctgtaattcc ttccgcttgc gttgccgcta atgcaattac aggaatttca tcgattaatc
  1595941 tagggataat atctccaccg atttcgattc cttttaatga agatgtttcg attgtaatat
  1596001 ttgcagctgg ttctgatgct ccttcgttaa ttggctctac agtgaacgta gcacccattt
  1596061 tctctaaaac atcaataata cctgtacgag ttggattcat ccctacattt tctaatacta
  1596121 gtttactatt tggaataatt gcacccgcta ctaagaaaaa tgcagctgat gatacgtcac
  1596181 cgggcacttg aacgtctgtt gctgttaatt tttgtccacc tgctagtttc actgttttcc
  1596241 cttcgcgagt tactttgacg ccaaatgctt caagcattct ttccgtatga tcacgagaaa
  1596301 tatgtggttc tgtaacagct gttacacctt ctgcacgaag tcctgcaagt aaaatagctg
  1596361 actttacttg tgcgcttgct accggggaag tgtattcaat tgcttttaaa tctccaccac
  1596421 gtattgttag cggtgtaaac gttccttctt cgcgtccatc aatgtttgca cccatttgtt
  1596481 ttaatggatt tgttacacgt ttcatcggtc tttttgcaat agatgtatcg ccttgtacgc
  1596541 aagagagaaa tggtgtattt gccaaaattc ctgacattaa acgtatagtt gtaccagaat
  1596601 taccaacatc taatacagct ttcggttctt gtaaaccctc taatccttta ccaactacag
  1596661 tgacttcatc accgttttgc acaatgtcta ctcccatttc tttaaaacaa gaaatcgtac
  1596721 ttaaacagtc tgcaccaggc aagaatcctt taattgttgt tgttccttct gcaattgcgc
  1596781 cgaacatgac agcgcggtga gaaatcgatt tatctcctgg aattgtaatg ttgccattta
  1596841 atccgttatt aacaggttgt attgttcttt ccttcacgtt ttcaccttct catttaaatt
  1596901 gtttcataag tttggtattt ttcttctcca agcgctagct ttgctttcat acgatcttct
  1596961 tctcgctgga agctaatacg taatacccca agcaaccctt cacgcgcttc taatatttgc
  1597021 aagttcgtaa tactaatttc ttcgcgcgct aaaatactcg taacgtgagc cagtgcccct
  1597081 actttatcta aaacatcgac gtataagtcg tgataggcag gaattgcccc tctctttcgt
  1597141 actggtaaag agtctcggta ttctttcgcg tctgcaaaat agttttgaat ctcgcctgca
  1597201 tctccgctag aaactgtatc atataaatct tccatttcag agatccactc ttttaataat
  1597261 accattaaat gctcacgatt ttgcttaaca atatcactcc acattttcgg actactagat
  1597321 gcaatacgtg taatatcttt aaaacctcca gcagctagct gatgaatgag tggattatct
  1597381 cctgcatgtt tctctacttg cttcactaaa cctgctgcga taaggtgcgg gaaatgacta
  1597441 acgatccctg ttacataatc atgttcttct gtatttaaaa caaggaaatg tgaccctgtt
  1597501 ccttttaacc aatcttttaa ctcttccaca tgttcatttg gcacatgatg catcggtgtt
  1597561 aaaatgtaaa atgcattttc aaataaatgc gcttttgcac tttcaactcc cgttttatga
  1597621 gaacctgcca tcggatgtcc accaatgaaa gaaatttcct ttgaaaataa agcttccgct
  1597681 tcgttcataa tagacccttt tgtactacca acatcagtca ctataacatc ttctcgtaaa
  1597741 tggaatgacg caagtttgtg taatagcttt ttcgtttctt caactggaga agcaaaaaca
  1597801 attaaatgtg cctcttcaca tgcatgctgt aaatcaactg ctatttcatc tactacgtgt
  1597861 aattcttttg cgcgctctac ttgttcttga aatatatcat aacctgttat cgttacatcg
  1597921 tggtccttct taattgctaa tgcgagagaa cctccgatta aacccgttcc aattaaaact
  1597981 acctttttac gcatttgcct catctcgaga ctttcttttt ttattttcaa agtgttgttg
  1598041 taacactgaa atcactcctt cattttgctc ccttgttccg actgtgatgc ggacaccatt
  1598101 cgggaacgga cgaataataa accctgcgtg tgcgcatgct tcataaatct ctccaccatt
  1598161 ttctactggc aagaagatga aatttgtttg tgactgataa aatggaattt cattttcctt
  1598221 acagaaactt tcgtattgtc gtaaaccttc tgtattcaca cgaactattt cttcaataaa
  1598281 ctcgtcatca ccaaaagcaa tcgtcgctgc tttttgcgct aatgaagata cgttaaatgg
  1598341 caaacgaacg acatttaatt tttcgattaa ttcttcatgt ccaaccgcat atccaacgcg
  1598401 gaaagaagct aatccgtacg ctttagaaaa tgttctaagc acaagaatat ttttatgttt
  1598461 ttctaaaagc ggtaatgtct ctgggaaatc ttttgctgtt acgtattcat agtacgcttc
  1598521 atcaatgaca attaacgtat tttcactaat accttcaatg aattgagtta attttcggtc
  1598581 attcacatat gtgcctgttg gattgttcgg gttacaaatc catacaattt ttgtatcgtt
  1598641 atctactact gaagaaattt cgtctaagtc gtatacaccg ttatttaacg caacttcctt
  1598701 cacttcgcaa ccttctataa ttgcatgatg acgatactgc gggaatgttg ccccagccgt
  1598761 tacgatgtta tctcctgctt taagtactgc tctgcttatc atttgaatga cttcatctaa
  1598821 accactaccg caaagtactt gttccatttt cacatgtaac ttatttgcaa ttgtttgacg
  1598881 gagcgttgta gcacctccgt cagggtataa agcatgatcc aaccacgatt tttgcaactc
  1598941 atctaaaact cgtggcgaac agccgaatgg attttcattc gatgctaatt taacaaacga
  1599001 atgatctccg tacacttctt tcatttgttc aggtgattta cctggtttat atggttgtaa
  1599061 tgatgatagt tgatctttta cttgcatgtt aaaaccacct ttttattaaa attcttttgc
  1599121 gtatttatta tgttgcgtaa tgttttgttg aattaactcc atacgatctt ttccgaattg
  1599181 ttcgactagt gcatgtgcaa gttcccatgc tacaacagat tcagctacta cacctgctgc
  1599241 tggtactgca cagctatcag atctttcaat actcgcttgg aatgcttctt tcgtatcaat
  1599301 atcaacactt gctaacggtt tgtataatgt aggtattggt ttcattacac ctcttacgac
  1599361 aattggcatt cccgttgtca taccgccttc taaaccgccg gcattattcg tttttctcgt
  1599421 gtatccttgt tcttcatccc ataaaatttc atcatgcact ttacttcctg gctgtcttgc
  1599481 cgcttcaaaa ccaacgccaa tttcagcacc tttaaatgca ttaatactca taatcgcacc
  1599541 agcaagtttt gcatctaatt tacgatcgta atgaacgtaa ctaccgacgc caattggcat
  1599601 accttctgca atgacttcaa ctataccacc gattgaatct ccactacttt ttgcgttatc
  1599661 aatcgcatcc atcatctctt gttctactgt tttatctaaa catcgaactg gtgagttttc
  1599721 agtaattatt tgaatttctt caattgacaa gtttgaaata tgttttgctt ttactccacc
  1599781 aatttcaagt acatgccctg caatttctac gcctaattct tttaaaattt gtttcgcaac
  1599841 tgcaccagca gctacacgaa ctgtcgtttc tcttgcagat gagcgctcta gtacgtttct
  1599901 tatatcacgg tgaccgtatt taattgcccc gtttaaatcc gcatgtcctg gacgtggttt
  1599961 cgtaattgta cgtttcattt ctttactttc tttttccgaa attggctctg cacccattac
  1600021 tttcgtccaa tgtttgaaat catcattttt tacgattaac gtaatgggtg agccaagtgt
  1600081 catcccatga cgaacgccac ttacaatttc aactgtatcc atttcaattt gcatacgtct
  1600141 tccgcgtccg tgcccttttt gtcttcttaa taattcttta ttaatatgtt ccgccgccag
  1600201 cgttaaacct gctggtacac cttctaaaat aactgttaac tgcggtccat gtgattctcc
  1600261 agctgtaatg tatctcattt ctcttgcccc tttactattt ttttgtacaa aaaagtccct
  1600321 actgagcgct cagtagggac gatatttatc gcggtaccac cctagttgta gactaaatac
  1600381 ctgtctacct ctcttcttct ttaacgatca tttgaccgtc tttccctcca aaagttggcg
  1600441 gaaaagatgc tccaaggctg taattcatgc ttatctttgt actgattcac acctaccatc
  1600501 agctctcttt aacagtgaga taagcactac tgtttcctct tcagcgcata tataatatgg
  1600561 aattaagata atttattttt gaaacctttt aactcttcca tgaatctatg gaattccgga
  1600621 atatccattt gttgtgcaga atctgataat gcaactgctg ggtctggatg tacttcagcc
  1600681 attactgcat ctgcaccaat tgcaagagcc gctttcgctg ttggtaataa taaatctcta
  1600741 cgtccagttg aatgcgttac gtcaacaaca actggtaaat gtgtttcttt ctttaagatc
  1600801 ggtactgctg aaatgtctaa tgtgttacgt gttgctcttt cgtatgtgcg aataccgcgc
  1600861 tcacatagaa taatttggtc attaccttgt gcaatgatgt attccgctgc attaatgaac
  1600921 tcatcaattg ttgctgctaa tccacgtttt aataatactg gcttgttaac tttacctaca
  1600981 gctcgtagta aatcgaagtt ttgcatgtta cgtgcaccaa cttgaattac atcaacgtag
  1601041 tctaatgcca tttcaacatc gtttggattt aaaatctcac taatgatcgc taagtcgaac
  1601101 tcatctgcta cttgacgtaa aatttgtagc ccttctactc ctaaaccttg gaaatcgtat
  1601161 ggagatgttc tcggtttgaa agcaccaccg cgcattaatt ttaagccttg gtctttcatc
  1601221 gcttgcccta cttggcgaac ttgctctaag ctttctaccg cgcaaggtcc catgatgaac
  1601281 gtttgtgtgc cgttaccaat caattcacct tttacatcaa cgattgtgtt ttcttgtttc
  1601341 tttttacgtg atactagtaa tgctttacgg ttatcatctt cttgtaattc taagctagct
  1601401 ttgaagattg ttttgaaaat atgttgaact gttgatgttt cgaatggtcc ttcgttattc
  1601461 tctgcaatca tatcaagcac ttcacgctca cgtactggat caaaacgttt tgtaccttgt
  1601521 acttgctttt gttccccaat tttttgaacg atttcaccgc gtttgtttaa aaggtgtaat
  1601581 agttgtaagt taatttcatc tacctgttta cgtaattgat ctaattcatg atttgccatt
  1601641 tggaaatcct cctctaatgt tttaaaagta tagtaagaga atgaaaaatt ctctattttc
  1601701 tgaactggtc aattatacaa atttaaagtg gaatcgatac ctcttcttat tttaaactaa
  1601761 taattcgtac aaagacactc tctactagtt aaaaacccac tttttttgta caaaaaatcc
  1601821 ctactgatgc aatcagtagg gacgatattt atcgcggtac caccctagtt gtagacttct
  1601881 ttcgtctacc tctcttcatt gttaacgatc atctgaccgt ctttcccttc ataaagataa
  1601941 atactatctt tactacgaaa aagatgctct aggactgtaa ttcgctcttg tttttgtact
  1602001 ggttcacacc gaccaccagc tctctgttac agggaaacaa caactactgc ttttcctttc
  1602061 aacgcatgca tatttaattt tcaagttggg ccactaaaat acaaaaagtc cctactgaat
  1602121 aaatcagtag ggacgatatt tatcgcggta ccaccctagt tgtagactaa atttctgtct
  1602181 acctctcttc actgttaacg atcaattgac cgctttttct tcataaagac aatactatct
  1602241 ttactacgaa aaagatgctc caagactgta attcatgatt atccctgtac tggttcacac
  1602301 caaccaccag ctctctgtta cagtaagact aaccactact gtgatctctt cattgcactt
  1602361 tgtttattca aatgtttttt gaaattgaat aagtatgatt catattatag aacgcttttc
  1602421 aaaacactgt caacaacttt ttatatattt tttcaaatta catttttgcc ctacatttct
  1602481 tcttgtaaat tctccagaac aattccgatg cgaattatct cattatctat tgcatttatt
  1602541 acacattttt ctactctata tccaattaat aattctttta tttgaatgat ttcagtttta
  1602601 agtaaattag cttcctgaag cgtttgcagt aaagtgaaaa atacgtttgc atacaactct
  1602661 ttatacatct ttatactctc tgtcttctca agtatttcat gaaataactg ttttaactcc
  1602721 gtttgattcc cttttccacc cacgtccgaa aatgatttac aaattatcaa taagcctctt
  1602781 tctactattt catccataaa taatataata cgtaaaagca ttacatattc tctagctgtg
  1602841 attcccccca ttttcggtcg ctctcgcaaa aatatactga gccaagctgc ccaaaatttt
  1602901 tgttgttctt ttgcacttaa cgttttgacg taatagcata agaactgcat aaatttaatt
  1602961 ttattttctt cattttctcg tataagtaaa gggtataacc aatctgtttt ttgctcccaa
  1603021 tacagtacac atttaataaa tacaaaactg agccatttta agaaagcttc cctcgtatgc
  1603081 ggatgtaata cttccaaatg ttctaccgcg tacttaataa atcgcttcat ttctgtaaat
  1603141 aagggtaaat tgatttgtgt gtaacataag ccggcccatg catatttcgt aatctcattt
  1603201 tccttcttta actctaagta cggtaacaaa tattttcggc accattgctt ctcaatatga
  1603261 taaagaaatg taatgtctgc tactaaacga gctatcataa aatttgtccg ttctgtacta
  1603321 attcttactt gttcttcaaa caaaaataaa tattcataca cattacgatc gtataaatga
  1603381 tcatatgata acagttttaa taatactgct gtcattttcc caacaggatg ctgaatcgat
  1603441 tcattgtaaa aatcttgttt tgccagctta aaatccgtgt cacttttcat gacctggggg
  1603501 aataccgaaa aagcaaatcg ctttacattg cgtatactat tttcctctaa ctcttctaat
  1603561 cgattactaa tttcatatag aaagctacta attaaccaat gaaaagctgt atttctaaca
  1603621 aatttctgta atagaggaat aactttttgt atttgttcat ttgtcagtcc tcggttattt
  1603681 cgccactctc taatacaaac aaaccatact tcattactta tttcgtgcat tccaactaat
  1603741 tgatatgcaa atgaaatact ccattctgta tttaatttac atgctttcga taacatctct
  1603801 aaaaaatgac gttgttcaaa aacaccatct tgagaaaatt gctgaacttg tttcataatt
  1603861 tcttcatctt tcagctgcaa taatccatca gctgtcacat tacaagtaat actttgttct
  1603921 gccgcctctt tcttttgtac actgtatcgc tcagaatgaa aatgaggatg tttttgcttc
  1603981 attaactcat aaccttttgc cgtagatgga ctattcgaat cacaagtgaa taataaatct
  1604041 aacacgaaac aaacatcaaa tgctctttcc tccgcaaggt cctttaatac aatttgaatg
  1604101 acttcttcct ttgttttttc taaagagagt gcgaaatgat tctttataag ttgaaaaact
  1604161 tcgtgtttat acgtgacgtc taaaagaatt ccttcctgta acaaccattt cattttctca
  1604221 tcggcgctaa caaatacatt tttattcatc gcatcaattg caattcgatt ttgaagtacg
  1604281 ctgtttgctt ctatcatttc tgtaatataa taatttgctt ttttctcatt gtttttacat
  1604341 aaataggcta aacactcttt tacaatttga attaaaaacg ctaaatcatt ttgttgaaac
  1604401 tctttctcaa cattttcctt atcccttttt ttcagtgccg cttgccttag tgataacatc
  1604461 cgtatcttct ctattcccat catcataatt ggaacggcat aataggaaat atgcggtttc
  1604521 atcttttcat tccaaatttg ctccacaaaa gaaaatgtag acacgggtaa acgactcgat
  1604581 tcctcaagtt ctattgattc cccggtatca tttccccact ttctttcacg cttcaactta
  1604641 agtttgccgt ccaaaataaa cgttagtaac aataaagcaa tttctttatg ctcaggaaaa
  1604701 gaacattttt gcagtaagta agaaattgtt tcaattgatt tactatcttt ttcagctgtt
  1604761 tctaataata ggagtgtcca ccttgcaaac aacaaagggt ccattttcat tttcgtttcg
  1604821 tttaagtagc tacaaattgt tctccataat agtggagata gtttagaatg atttttaaaa
  1604881 attaattgaa ataattcttt ttgatgacta aaaagaaatt gttccactaa ccattttgcc
  1604941 agtaattcat ctacctcgtt atagtttgat gtaattaaaa ataaattttg taatttccct
  1605001 tccgcttcaa gccattccac ccattcataa tcgtgagcaa attcaacaaa gtagcggact
  1605061 gtttcaattt ttttatggat tgttttatgt atgataattg ttcctgctct actgacggcg
  1605121 gaactgttac tatgtcacga attcgcattc gttttgtaat ataattatcc cccattaact
  1605181 ccgcccatcg ttttactgct ttaacgagag attgatgatt attaccttta ttcggatata
  1605241 caaccggccg tattcccaaa tgctcccagt ggtacgtatt ttccccttgt gcgacaaatg
  1605301 cataacgtct tgtacttggt ggtaaaccag ttgctaaata tttcattact gggtcattat
  1605361 ggctatatcc aacgaataaa acggtataat tcgagaataa atcaactaaa aatcttcttg
  1605421 cccatccttc tgtcaagtaa gcccttccaa aatcaccatc tgttaaaatt aacgcttctt
  1605481 tttcttgttc tatattgcca tgtatgtaag cgagtccttt aaacgctcta cctgtaggta
  1605541 acgcaggggc ataatatacg tttaattctc tattcatttc tttcattgca gttgtaaaat
  1605601 gtcgatcaaa atttgttgtt acaatacgga cttctgtatc taaaggaaac aacctcggaa
  1605661 tcgcataatg aagcggattc ggctttgact tttcaatatg cactaaatct cttgcaactt
  1605721 gatgtacatc ttttgttttc gcaattttac caagataata atcatgcggt tctgttattt
  1605781 cacgtttttc gacatataac gtctttgcaa tttcatcaac taaatcatca aaattcggta
  1605841 agtttgattt ccctttcata gaaactcccg ctccaacaaa tagtactaac tttccttttt
  1605901 caagatgatc aattaactcg tctggaattt ctacttctga agtaatccac accgaggatt
  1605961 cccccttacc taaaaatgtc atatactctc attttactat aacatttttt ctttgttttt
  1606021 taatatttag acaaaacatg agcatgaaaa agttttatgt aaatatatcc gttacaatgt
  1606081 atgaactcct atatttattg caaaactatg gataaaacgg aggtgtaaat tttgaatgat
  1606141 ttcacagtag tgcttatcaa gtttatatcg tgcattatcg catttagtat cggactcgct
  1606201 ttatttttcc cagcaacgtt cgtccaaatt atttcgttca gtctcttcgt tacaatcgta
  1606261 tcttatatgt tcgttgataa aattatttta aatcgaattg gcaatactgg tgccattatg
  1606321 tcggattttt tactaacata tttaagcgta tggattttcg gtaatatttt attagacaac
  1606381 tatatgcaaa ttgcatgggg aagcatcctt tccgcgattg tctttacatt atcagaagta
  1606441 atcgttcatc gcttctctag ctcccgcaca aggcaccaca acgataatat tcatattaat
  1606501 cgccgctttg catatggtac ggagtttgct gaagagcaaa atatattgga taaagataaa
  1606561 aagaagtaat attttgatgc aggagcgccc tttttaattt tgtggtgctc tttttttgtg
  1606621 tttttattat ggtacgtgaa attatattga cgatttttca atgtatcgac ttaccgacat
  1606681 tatttgacgc catttcttct aaataaaaaa ctgcctctta tttagaggca gtcactttca
  1606741 aatcttttaa cgtaacaaca tcagcaaacg ctccaaacac tacgttatga tgcttcacaa
  1606801 tgtcttcagc acgtaatact tctgtatcaa atgtactatg tgcatcactc actaacgtta
  1606861 ttttatatcc ttcactacat gctctgcgcg ttgtcgtatc cacacagtac tgcgtctgca
  1606921 ttcctgaaat gataacatga tcgattccct tgtcttgcaa tacttctttt aggttcgtct
  1606981 tgtggaatga atctggagtc gttttttcaa ccacacactc cccttctagt ggagcgattg
  1607041 ccgcatggat cttccacccg tctgtacctt tttctaacgg atggtctttc ggtccgttat
  1607101 gttgcacata aattaccgga atatcatttg aacggcattc cccaataagc tcttgtaatg
  1607161 tctctaaaaa cttttcccca ttatgtactg gcattcctgc tgtatacata cctgcttgca
  1607221 catcaattac taataatgct tttttcatat cgcgcagctc ccttttattt atattccatc
  1607281 atccaacaat cttctaatac cccttcatgc agttcatgtt cctttaaaat cttcaccttt
  1607341 ttaaatccgc atttttcata acactttatt gcacgttcat tatttacttt cgggtccatt
  1607401 gcgattgctt ctgctcccat ttcactcaaa atgtatgtaa ttgcggcctt aacaaatttt
  1607461 gttccaattc cttttcccca ataagtcggt tctccaataa attgatccat cccccataca
  1607521 ttttgcgatt cttcatagcc atataatgtt ttcgactccg aatcaactgg atacatttga
  1607581 atataaccaa ttggcacatc atcaaactct attaagcacc ttttttcagg actatttgga
  1607641 ttatgtataa aatgattcag taccatttct actgattgcg gatcatctcg tccttcgtaa
  1607701 tactgcagta cttctgggtc tgttaaccat tttgaaatga ttggtgcatc ctcttctact
  1607761 acatacctaa ccgatacatt atctttttga aatagcatat agtacctctt tttaattcta
  1607821 tatatttttt cttgtagtga aatctttcat tgcacctatt agtgcgtatg gtaacaatgt
  1607881 aatggcaaaa aatgctgtaa acacattaaa atgaggaatt ttatatggcg tgaaccattc
  1607941 tgtaaaaaat tgagaattta atactctatt aaagaattct ccgccaggtc taaagtttgg
  1608001 tgtccatgca gttacttcac aaataataaa caacaattgt accattataa ataccccaag
  1608061 atagcgaaac catgttcgtt tcaaaattgg ctgcgcctta tttaatttcg cttccatttc
  1608121 gcccccacct tttttattta catcatatta attatacact ttctacgttt catttgttaa
  1608181 aattttctat ataatcattc gcgttggggg aatacattat gtctaatcct ataaaatcaa
  1608241 cattaatcat ccttagagga aactccgcaa gtggtaaaac aacaattgca aagcaactac
  1608301 aagaacattt cggacaaggc acacttttag tatcacagga tgttgtacgt agagatatgc
  1608361 ttagagtaca cgacacgatc ggtaatttat cacacgattt actatttgaa attacaaagt
  1608421 acggaaaagg gaaatgtgag tttgttattt tagaaggtat tttaaacagt cgtagatacg
  1608481 gtgatatgct gaaagaatta atacatcttt ttgaaggaaa cgcgtataca tattactttg
  1608541 atttatcgtt aaaagaaacg attcgacgac ataacacaag ggaaaagcgg catgaatttg
  1608601 gtgaggattc cctacaaaaa tggtataatc cgcacgatac aattgaagtt actagagaaa
  1608661 ctatttttac agataactta acgcaaaaag atatatttga tgcgattctt aatgatgtta
  1608721 tggtacgaaa ataagaccga cagaatatgt cagtcttatt ttcattatgt tatattctag
  1608781 attgattata aaatcttcac tttaacagtt tgtcttcccc aattcatcgc tttacttttt
  1608841 gaacccatta atacatcaat gcgattacct ttaattgcac ttccggtatc tccagctatc
  1608901 gcttctccat aaccttctac ccatacttta gatcctaatg ggattacttt cggatctact
  1608961 gcgataattc tcatattcgg attagccgtt aaatcatgcc ccatcgcagt taaaacgcgt
  1609021 ccaccatatg taccattctc actcggatca gcagtatatg ctgtcgccac caccgttaat
  1609081 tcacgtttag cagactgcgc gttattttta gactcttctt ttgcctttag tgcttctcgt
  1609141 gcttttgcct cttccttagc tttggctatt tcttgcgctt ttgcttcttc cttagccttc
  1609201 gctatctctt gtgcttttgc ttcttcctta gctttggcta tttcttgcgc ttttgcttct
  1609261 tccttagcct tcgctatctc ttgtgccttt gcttcttcct tagctttggc tacttcttgg
  1609321 actttcactt cttccttagg ttttactact tcttggactt tcacttcttc cttaggtttc
  1609381 gctacttctt ggactttcac ttcttcctta ggtttcgcta cttcttggac tttcacttct
  1609441 tccttaggct ttactacttc ttggactttc acttcttcct taggttttac tacttcttgg
  1609501 actttcactt cttccttagg ttttattgtt tcttttgcct ttgttatctt ctgtgtttta
  1609561 gcttcttcct tagctttaac cgatttttgt actttcgcta cttgcttcgt tttctcgtca
  1609621 gccttttttt caactggtgc tttacttgat aagaaagaaa catttacata agctgttttt
  1609681 cccttatact caaattgtag ccatccgtct tttacttggt tcgttgattc aattacatca
  1609741 tcttttttca gtctgccaag aatttttgat tctgtgtttg attcagaacg tacatttaac
  1609801 aaatctgctg ttacatggta aatatcttta gtaaactctg agcttacaaa tacttcttta
  1609861 ccatttaact caatttttga ccagccatct tcggtattga tgacttttaa ctcttccccg
  1609921 ttttttactt tttcgaccac ttttgattcc gtagtcggtt tttcacgtac gttgagtaca
  1609981 tctgctgtta cgatcgtttc tgcagtagca gttgtagtaa atgctcccaa tccgaaaaca
  1610041 gttgctgttg ctgcgccaat tacttttttt catattaacc tccattatat ttttttgaat
  1610101 tctatcaaat gctttcgtaa aaataataaa atttaatatt ataccaaaac atttgcaaca
  1610161 acatattaat acgacttaat atactgttat taaaacgcct tactccaata ctatcaaatt
  1610221 cttattttta attctatata ttataacttc tcatatctcc tataaacgtt ctatcctctt
  1610281 cttcatactt aatagttttc ttacaattac taaaacatat agaaaactat acactccacc
  1610341 taatctatct aaatgcaaaa catccatttt ttaaaatgga tgttttgcaa aaaaagttta
  1610401 cataatataa ctattcaacc atcgaaagta acactttctc aagctctttt ttagaaagca
  1610461 tactaccatt tatatagatt tgatatgcat tttccccttc ttttccaggt accactattt
  1610521 tcatagctcg tacattcgat tctttatatt caccgaatgt aacgtcatag ccatttaatt
  1610581 tatatttttt tatatctcca gtaaaattat gtcctctttc agatggttta tcaaatggtc
  1610641 tatcaagaaa ataatcttta tattctccct caacgatttc taattgatga atggtaaaac
  1610701 ctaattctac atctgaagta tgtagctctt tttttacatt gcgattttca tatctcatcg
  1610761 taatcaacgg cataggtttg tctaatgtcg cttcggcttt tatttcttca aatactaatt
  1610821 gatgtccaac cggaatatat gttggatgct tgattggaaa tccagttatt ttttcagctt
  1610881 gttcaaatgt ataggtaaaa tgttgattta ttctttcttc atatgtattt aattgttcca
  1610941 ttacttctct atctctcttt tcttcatcat catttagacg gtttgtagct gtatattgtc
  1611001 tctcatcatt ctctacgaca cttactttct tataaaaatg atacgtttcc tgtaataaag
  1611061 ctacatactt ttcaaagtct tcttctgtaa atatactttt agcaatttct atacgttcca
  1611121 ttactaaatt ataaccatcc tcagtcattc ccgtatcttg tcttgctttt tctggtgtcc
  1611181 ctacaatttt atccattatt gatgtacctg caaaagtacc agtcgggatt aaaatagctg
  1611241 cagcaacaaa tccaagtaat aactttttct tcatagaagc cttctttttc attttcaact
  1611301 gttggtattt ataaaaagag ttttgcactt tattatctaa acttggagac ggatctagac
  1611361 tctctgcttt tctttttagt tcattcgtta catacctttc aaaatccatt tacttcttcc
  1611421 tccctttcgt ttggcatttg ttccatttcc attcttaatc gttttagtgc tgtgtgtagt
  1611481 cgagatttca ctgtaccaat agggatttga agaagtgcag caatttcatc caagctatat
  1611541 tcatggaagt aacgcataat aactacttca cgatgtttat aagataaatt ttgtacaact
  1611601 tctactagtt cacttcgtgt ttctttatgt aaaatagctt catccattat gtaagaccga
  1611661 ttttgttcat acattttctt cttttcaaag attcgaaatc gtcgccacga tttacgacgc
  1611721 caatcctgta cttgcttgac aactagtcca tgtaaccaaa aacgaaatga acgattcata
  1611781 tcatagttgg ttacggactt ccacattttg atgtacacct cattaactat atcgtctaca
  1611841 tcttggtttt gacttcctac taaaaatact actgttctat aaatatcttt acatgtatat
  1611901 tcatagataa tctgaaaggc ttcttggtcc ccagactcca ttttatatag ccattctttt
  1611961 aattgtactt catccaaagt ttcgttcccc tctcatgatc tttcacacta tattcgctcg
  1612021 tttttcacaa aaggttcatt ttacatggaa atttatttat tacaataaaa atataaagta
  1612081 tatttttata caaaggagga tttcaagaat gaataaagaa gataaaaatt tatgctgaaa
  1612141 aagtattgaa aaatctcttt atcggatcac aagttgatgg attacaattt ggtatttctt
  1612201 caggcactat aaagattcat ttcacaaact ttcacgactc cgttgattat gacagacaat
  1612261 tatatatcaa tatcgaatca aaatggtttt tatttaataa atctacaaaa agatacctat
  1612321 taaatgaaga tgactttgaa gattattctg aggaagaaga atatgagaga atatttgaga
  1612381 taagaagaca aaaagttacc gatatacaac tcggcttaga aagccctcat ttaattatta
  1612441 tattagagag tggaaaaatt atttttgtaa atggttttca tgatcattat gaatgttggc
  1612501 aagctggtat gcaatgtgag caatggcttg tagttgctgc acctgggaat gaaatcgcca
  1612561 cttggactcc cgataagttt atcgataaat aaactgtctt cccgaagaag aaccgacgat
  1612621 attttatgaa ctacataact atttctatta cacttaaacg aatgaccatt ttactttaat
  1612681 agaaatcatt ttattaaatt tgaaaggacg ttaatgatgg catgtgtcca tgattttgga
  1612741 ataattgaag aatttgattc tcaaaaaagt tacaacgatt atacaccaga gaaatatggt
  1612801 tgtgtttctg ttgatgatga tattatcagt aatttaagcc aaaatttatc aattatgaaa
  1612861 acctactttc atacagtaaa aaatcaggaa tatggtttag catattgggg gattacaatt
  1612921 atccctcctg attcattagc aattttctat gaaacagtta catcttcaaa gttcttcaaa
  1612981 aaatctgatg agctgaatga attagcttca aaaattgtac aagctgtagc agaaaagaag
  1613041 tacatgattc attatggcat ttgaatgtaa ttcaaaaaat gcttaggatt tctccgaagc
  1613101 attttttgta tataaataat aaatttattc cttagccatt tagtcaatac ttgaacctat
  1613161 ttcctcgtct tttaaatgtg agagtgcccc tattaatcta aataagcgtc tccttcccaa
  1613221 gcttccaact aaaccatctc ccatgtcctt ctgtttctcc aaccgtttca cgatattcgt
  1613281 ttccgttaat ataataatca atatgaaggt cccggtccca catgttgtta tataggtgga
  1613341 atacatcgcg ttttgcacca atttcttgga tttgtttttc cagtttgcgt tttacttgtt
  1613401 ctggtatttg attggcgacg tgtgtatgga aaatgcagat aacggcatct tcacttattt
  1613461 gttcaataat agatggtaat aactccacac cgtctccttc tattaattga acagatttat
  1613521 tttttactaa agatgcagct tggtcaaaca gttcaagcct ttctttatgt tctggccaaa
  1613581 tgagtgcacg tagccataaa taatcttcat cactatgtag atcgtttaca tgtaaatcta
  1613641 gtccgattct ttctacgaca ggtggacttt cttttaaaag ttgaggcaca ttctcccctc
  1613701 ttatttcaga agttacatgt acattcgaat ttatatttcc gtaactttca cctgtaccgt
  1613761 acgaatagct atattggtcc caaaatagtt gtaatccaga acttgtccca atttctatta
  1613821 acgctaacgg tttattcact ttgttaaata tgtaattgaa acttggatat aagtacgcac
  1613881 atcgtcttac ttcattcgtt tgaacaagtt tcgtttgtaa taaggtaata atttcttctc
  1613941 tgtacatttt acagaaatct ttaaaatgat gaaaagcttg atctaaattc gtattagcac
  1614001 tttcaactaa gctactataa tacgttttca gatgatgttc tttccctgct agtaataaat
  1614061 aatgtactgc acctaataat aagtttggga ctggttgacc tgcttgagcg taggaagata
  1614121 gtgtaagtac ttcctcatct tcagctattt ttattgataa gtattcatat aagtcacttg
  1614181 accctttaca ttcctttatt gaaaaatttc gaaataagtt tacgatttgt tcttgtgtac
  1614241 gcatgagtat cccccttttt taattttcat aacaatcaca caataaacag ggcaaaaaat
  1614301 cccacaaaaa ggtatccttt ctacccgctt ttggatacgt aagctttttc gagataattt
  1614361 caaactgtaa tttttttcta tttaccacct taaaagagct tgttaaataa gatttttggc
  1614421 gaataaaacg ttaaatagtt taaaattatc agataacact agatatttta gtctattaat
  1614481 tattataata gagtatgaga tggttataca attgagacaa aaaaggtaaa tacctaggtg
  1614541 gggcctaggc ggtgttttct ttttacggct tagatacagt aaacacctac tcttttttgc
  1614601 caatataggg gatggagaga ttatcatgag caacatgcag caaaaaacag acgttatctt
  1614661 aattggtgca ggaattatga gtgcaacgtt aggctcatta ctaaaagaat tagcacctga
  1614721 atgggaaatt aaagtttttg aaaaactcgc aagtgccggg gaagaaagct ctaacgaatg
  1614781 gaataatgca ggtacagggc attctgcgct atgcgaactg aactatactt ccgaaaaatc
  1614841 tgacggatct atagatatta gtaaggctgt aaaagtgaat gagcaattcc agctttcaag
  1614901 acaattttgg gcatatcttg taaaaagcaa attaattcgt aatccacaag attttattat
  1614961 gcctctacct catatgagtt tagtacaagg tgaaaaaaat gttgagtttc taaaaaaccg
  1615021 ttttgaagcg ctttcaaaaa atccactgtt tcaaggaatg gaattttctg atgctcctga
  1615081 aacattaaaa aaatggcttc cactcattat ggaaggtcgt acatctaatg aaccgatggc
  1615141 tgcaacgaag attgactctg gaacagatgt taacttcggt gcattaacac gtatgctgtt
  1615201 tgattactta aaaacgaaag atgtcgagct aaactacaaa catagtgtcg aaaacattaa
  1615261 acgtacgaag aatggtttgt gggaagtgaa agtacacgat atgaatagtg gtaaaatcga
  1615321 acatcatact gcaaaattcg tctttatcgg cggtggtgga ggtagcctac ctctcctaca
  1615381 aaagactggt attcccgaat caaaacatat tggtggattc ccagtaagtg gactatttat
  1615441 ggtatgtaag aaccaaaaag ttgtagagca acatcatgcg aaagtatacg gtaaagctaa
  1615501 agttggcgct ccgccaatgt ctgtacctca ccttgatacg agatatatag acaataaaaa
  1615561 agctttacta ttcggaccgt tcgcagggtt ttctcctaag ttcttaaaaa ctggctcaaa
  1615621 ccttgactta atcggttctg taaaaccgaa taacgtctta acgatgttag ctgctggtgt
  1615681 aaaagaaatg ggattaacaa aatacttaat tcagcaagtt atgttatcac atgaaaaacg
  1615741 tatggaagaa ttacgcgaat tcattccgaa cgcgaaaagt gaagattggg atattgtagt
  1615801 tgctggtcag cgtgtacaag taattaaaga tactgatgct ggcggtaaag gaacacttca
  1615861 attcggtaca gaagttgtta gtgcggctga tggatcaatc gcagcattac taggtgcttc
  1615921 accgggtgct tctactgccg ttcacgttat gcttgaagta ttagaaaaat gtttcccaag
  1615981 tcgaatggta gaatgggaag gaaaaataaa agaaatgatt ccttcttacg gcatttcatt
  1616041 aacagaaaat ccaagattat tccaagacct ccacacttct acaggtcgta cccttggatt
  1616101 aaatgaaaaa gaaacggttc ataattaatg aagaaataaa aacgtccgaa tatatcggac
  1616161 gttttttgtt actaaaaatt atatttatca atattatcct ttgtaaatac gactcgttct
  1616221 ggtagtacga taattccgtt tccttctgcc tcataatcat atccttgaat ggagtttggc
  1616281 tctactttca cttttccaat tccttttact tcaaagctat cccctacttt taacttcttc
  1616341 ccttttacaa caatttcatt tgctacataa gttgcgagtg caccttgttg ttttacgtcc
  1616401 cataatccga attgttgtac agttcctcgt tttacgtaat cacgcataac gtttggtgta
  1616461 gagaagccag ttacgacaac ctttttatcc atttttaaat tttcagctgc ttgtgccatt
  1616521 gccggaagtg ccgttgcatc tggacaaatg actgcattaa tatcaggata cgtttttaaa
  1616581 atattctccc ctactgacag agacttttgc gcattatttt caccgtactg cgtcgttaca
  1616641 atttcccagt tcggatattt ctctttaata atttctttcg ctttcgttac ccattggttt
  1616701 tgatctgtta ctgttgggct agaataaaaa aatgctactt tccccttatc tccaatttgc
  1616761 ttggaagtca tttcaattaa taagttagca agttggtctg gtgttccttg gcttatataa
  1616821 aaggaacgat ctttcgggtt cacatcggaa tcccaagtta aaacagtcat cccttttttc
  1616881 ttagcacgtt gcagtgattg cgataaacca tcaactgacg ttgaagaaac cataagtgca
  1616941 tcatagtttt gattaatgaa attgtttata tattttactt gcccagaaac actcgcttca
  1617001 gatggtccat catatttcac ttgtacgcct agtttatccc ccatctcttt tgatccttca
  1617061 ccacctgatg taaagaatcc aactcctgtt aatttcggga taaatgcaaa tttcacatca
  1617121 tccgcttttt tcttatctgc ggtttgacta gaacaggcga ttaaaccgat taaacaaata
  1617181 catacaatga atacaatccc tagttttctc ttcatgacat ttccccctta tgcaaattct
  1617241 ttcttttccc cagtgtgaat tgatgtaatt tgaaatgtct cataataact gaaagaataa
  1617301 ggataatacc aattactacg ttggattgtt catttgttaa acccgtcatt tgcaagccat
  1617361 actgcatgag tccaatgaaa atactcgcca gtacagtacc gataatgctt ccttttcccc
  1617421 ctgtaataag tgtcccgcct aatacgactg ccgtaatgat tggtaaaatt gtttcacttc
  1617481 ccatatcagc acgtgcggaa ccgaaatagg cagttaagaa agtcccccct aatccacctc
  1617541 ctaacccgga aagcatgtaa gcgatgatga ctactttctt cgtcataatc ccggtgtatt
  1617601 ttgctgcatt ttcgttcgca cctgttaatt ttacatggcg tccgtatata gttcggtgaa
  1617661 ataatacagc acataaaact gttaatacga tcagtagcca taataaattt ggtattccta
  1617721 taaaactacc gcttgccagt tgtacaaatg cgtcaggtaa accacttatc ccttcatacc
  1617781 cagaagcacc tgcccctcct gaaatgacga gtgcaattcc tccgtataaa aacatcgtgc
  1617841 cgagtgtaac gacgagtggt tctacatctg tcatttttat aataaatccg tttaaagcgc
  1617901 ctgctaaaca actaattatt agagatatta tgacagcaaa caaaatagat attccgttca
  1617961 tccaaagtac accgattaag atcgaagtga gacccattat tgagccgacc gatacatcaa
  1618021 ttcctcctgt tactataacg aaagtcattg gtatcgcagc aattgcgata aataggaaat
  1618081 catttgtact aaaaaggaga ttactaatat ttaagaaatc actattgatt aaactaaaga
  1618141 gaatgaattc tataagaagc aatacaatta gaacaccttc ccatctgtat acatacttca
  1618201 tagattcatc ctcctttctg ccttccactt tttcataaca ctatccagta tgatgataag
  1618261 taataataaa aaacctgaaa tagcattatt ccaaaatgct ggtattttta aaaagacgag
  1618321 tgaactgctt attgtttcta aaaataatgc tcctaatgca gctccaaata aagatcctgt
  1618381 tcctcctttt aaatgaatgc ctcctagtac agcggctgcg attacttgta attctaatcc
  1618441 tgtaccagtt tgatttggaa tgaacccgat attcataaca aatatgcaac cagcgagtgc
  1618501 agcacttatg cctgaaatta taaacgcaca tatcttcact ttattaacag gtataccaat
  1618561 aagtctcgcg ccatcttcat tatcacctac cgcataaaag tatcttccaa atggcacttt
  1618621 ccttaaaaag aagtatagta gtagtaaaat aataagaacg aaccatacag ttataggtaa
  1618681 accaagaatg acgatagatg acagctgctt aaaatcgttt ggaatatctt caatccactt
  1618741 cccgcctgtg aaaatcaaca tcgcacctct aataattcct aacatgccta atgtcataat
  1618801 aatggctggt actcgaaact tcgcaacgcc catcccgttt acgaaaccga taatagcgcc
  1618861 aagtgtaata gcagcaaata tcgacaagga tgcactatat tcattcgtta gcaacattcc
  1618921 gcaaactgct gcacttaacc ccatgcttga accaactgat acatctatat ttttcgtaaa
  1618981 taagacgaac gattggccga ttgctagcac gactaaaata acgcttgatt tcaccattaa
  1619041 agataacgag ttaaattgaa taaaactagg gtttatcatt ccgacaatag ctatataaat
  1619101 tagtagtaac gttatgatag acatttcgtg tatttttagc atgcgcttca ttccgctaca
  1619161 cctccgtatg caaggcgtgt aacttcattc acactcagtt gttctttttc catatgagaa
  1619221 acaaatcgtc catttctcat tacatataca cggtttacta attgaacaat ttcttcaaca
  1619281 tctgaagaga ttaataaaat tgcgagtcct tcccttttca tttttccgat tgtctcatac
  1619341 acttcaagcc ttgctttcgc atcaattcca cgagtcggct catcaagaat aataacttta
  1619401 ggattacatg cgagatactt tgcaagcacg accttctgct gattacctcc tgataaagat
  1619461 accagttctt cattcatatc ctgtacaaca attcggaact gttctataaa cgaattaact
  1619521 aaagcgcttt ctttttcttg atttataaaa aagcgattat attgctgtaa acttgctgct
  1619581 gcaatatttt ctttaacaga agcaattgag aaaattccat tcctcgccct atcctccgac
  1619641 acataaacta gtccttcgtc tagcctttta tgcaaagaac atgtatcaat tgatttccca
  1619701 tctaataaaa tagaccctgt ttttacagtt ttcaatccaa atatcgcttc tgctaattcc
  1619761 gttctgcccg atccaacaat gccagcaata cctacaatct caccagcatg tacagtgaat
  1619821 gaaatatttt cgaatgcgtg accatttata tcaatcactt ctaatatttc tttcatcctt
  1619881 gtggtctctt gaactacttc tattttctct ttctgtttat acccttttgg caatagtccc
  1619941 tccatcagca tgtcatatgt atagtcacat acatctcctt gacttacaat cattccatct
  1620001 cgtaatattg ctactttgtt ggcaatttca aagatttctg gaaaacgatg cgtaatataa
  1620061 atcatcccta ttcctttttc ttgtaaactt ttcatcaaca caaaaagact cttaatttcg
  1620121 tgagttgtta atgtcgatgt tggctcatct agaataagaa tctcggcttc tcgtattaat
  1620181 cctctaacaa tttctactaa ctgttgttgc gcaatcgata atgatcctcc tagttcatta
  1620241 aggtcaatat cccatcctag gctgctaatc aattgctgaa tctgtactct taatttcttt
  1620301 ttcttttctt ttaatccgat acatatattt tcttcaatag tcatatgcgg aaaaatgagt
  1620361 ggttcttgcg gtattaaata aatacctttt cggtgtgctt ctgacggatt tgaaaactgt
  1620421 tgcttcgttc cttttacata catttctcca tcatcatacg aatataaccc cgttaatatt
  1620481 ttcattaatg ttgatttccc ggcaccattc cctccaacta aagcgtatat atctccgcgc
  1620541 tctacttgaa tgttcacttc ttttaataca agttgattta aaaacgcctt actcattttt
  1620601 ttacttgtaa taaaggtgcg ttctccacat gatgtcacct gcctttatac agaacattat
  1620661 ttgagaaaat gattatttgt tctacttgtt ttgtagcatt gtatattcct tttttatatc
  1620721 tagaacactt ttttctacgt actattaatc gcttcaactg gaataaacaa aatatatggt
  1620781 acatatgttt aagctgtggt caattgttga aagggatgaa aagtatgact cagctgaact
  1620841 ttgaagagaa tttattaacg aaagtagctt ggtactatta taaggaccaa ttaacacaac
  1620901 aggagatcgc ttcacttctt catatttcaa gaaataaagt cgtccggtta ttagataagg
  1620961 cgcggagtga aggtatcgtt acatttcacg taaaagggac tggtttgcac tgtttaagta
  1621021 ttgagcgtga cctaatgaaa aaattccact taaaagatgc ttttattatc ccgaccccat
  1621081 taaacaatta tcacgattct ctcggaaaag ctgctgcaca atatttagaa actcagctcc
  1621141 agcaaggcga tttactcggt attggctggg gagaaacaat tagcaaaatg ctagaaaaca
  1621201 ttcatttcga aagttctatt aatctctcaa tcgtaacgtt aacaggcgga gtaaatcact
  1621261 atctcccgag aaaacaaaac tatttacatt acatgcaagg tgatcttcac attatcccta
  1621321 cgccgtttct agcgtctaca accgaaatgg cacaaagtat tctatcagaa ccgagcgtaa
  1621381 aagatatgct tcatgtcgct tcacttgctc atacggctgt tgtcggtatt ggaggactat
  1621441 ctcaagatgc tacgattgta aaagaagaaa aattaacttt acgtgagatg acatatattc
  1621501 gtagtcaaaa cggtgctggc gatattttag gacagtttta tgatacaaat ggcggtttat
  1621561 tagagctctc gcatcacaat cgtctaattg gcacgcccct ccctgttttg cgcaatatga
  1621621 agcatgtcgt cggtgttgct ggaggtactg aaaagataga tgcaatttat ggtgccttaa
  1621681 aaggaaagtt tattcataca ttaattaccg atgaggaaac tgccctttcc ttattacgaa
  1621741 aggatggtga ttgttaatgt ccaatttatt agctttcgat gctggtacag gaagtattcg
  1621801 agcagttctt tttgatttac atggtaatca aattgcagta agtcaaaaag aatggattca
  1621861 caaatctgac ccactttatc caggctctat gaactttgat gtaatagaaa attggaaact
  1621921 agtacaagaa tgcacgaaag aggttcttca aaaaagcaat actcttgcct cttccattct
  1621981 tgctattagt gcgacaagta tgcgggaagg gtttgtttta tatgatcaag atgggcaaga
  1622041 aatatgggcg tgtgcaaatg ttgatgggcg cgcatctgct gaggttagtg aactaaaaga
  1622101 aattcggtca caccttgaaa aagatttata tacaaagtct ggtcaaactt tttcattagg
  1622161 tgctttaccc cgcctacttt ggattaaaaa acatgaaccc gacgtctata atactattca
  1622221 ctcttttaca atgttaaacg attggatctt atataaatta agcagagtgc tgcaaatcgg
  1622281 tccttcaaac ggatgtacgt caggtatttt tgacttacaa aatagagtgt gggataacga
  1622341 tgttgctaag gagtgcggtc tatctttacc attttcacca acagtaaatg aagctggtac
  1622401 agtaattggc aacgttacaa aagagtgtgc agcattaact ggattatgtg aaggaattcc
  1622461 tgtcgtagcc gggggcggag atgctcaaat ggcatcgctc ggaactggag tcgtgaaacc
  1622521 gaatcaaaca ttaatatgcg gaggtagttt ttggcaacaa gaagcgaatg ttactgagcc
  1622581 aataccagat ccacaagctg cgattcgtat aaattgtcac gtcgtacgta acctatggca
  1622641 atacgaaacg attgcctttt tcccaggcct cgttatgcgc tggtttcgag acgctttttg
  1622701 tcaagaggaa aagaaacttg ctgacaaact cggtgtagat gcttatgaat tactagaaga
  1622761 acaagcgaaa gacgtacctg tcggttcaca tggcattatc cctacttttt caaacgttat
  1622821 gaactacatt tcttggcgtc atgccgcacc ttctttttta aatttaagtt tagacgctga
  1622881 caaatgcgga aaaaaaagaa ctgtttcgtg ctattgaaga aaatgccgcc ttcgttacac
  1622941 ttggaaactt aaaattaata gaaaatctaa ctggtatatt cccttctgaa gttatttttg
  1623001 ctggtggtgc cgctaaagga aaactatggc cacaaattct atcagacgtc cttggtattc
  1623061 ctgtaaaagt acctgttgtg aaagaagcag ctgctttagg aactgcgatt gctgcaggag
  1623121 ttggtgctgg catatattca tctatggaag agactgccga acagtttgta cagtgggagc
  1623181 aaacattcga accagttact gaaaatcacg aactatataa agagttctat gaaacatgga
  1623241 aaactgtgta taacagtcag ctcgctttag ctgataacgg gctcacctca cacatgtgga
  1623301 ttgcgcctgg tgcactgtaa cacattacat aaaggagtgg aatgtatgtt aaaagcgaat
  1623361 gaaaatgact tctcctatcg cttcggtgat aacgggccga aatatttaat acaaggtccg
  1623421 aatatcgatc ttggtcttgt tgtcattcag cctgggcagg agtttcaaaa ccattatcat
  1623481 acgacgtgcg aagaggtctt ttatgcatta gaaggtgaaa tagatttcta tgtaaataac
  1623541 gaaagggttc caatgaaaca aggtgatgtc ctgcaagttc gtcctcatga atctcactat
  1623601 cttattaacc attctgacaa accttttaaa gcggtcttta taaagtcacc acatttacca
  1623661 aataaagata ctgttcaaac ggaaaatcca acattaacga aggagtgatt ttgaatgact
  1623721 tggggattta aaaatcgatt aaatacaatt ttacctgatg gtagagcggt tatgttagcg
  1623781 atagatcacg gctacttttt aggaccaatt cacgggcttg aacaaccact tgaaacagtt
  1623841 aaaaacttgc ttccttacac agattccctc tttttaacgc gaggtgtact taactcctgc
  1623901 attcctgaaa actgcagcac accgatggtt atgcgtgtat caggcggagc tactgtcgtc
  1623961 ggtaaagact tagcgaatga aacaattgtt acccctgtaa aagaagcagt aaaacaaaat
  1624021 gcaattggcg tcggtgtatc tgttttcgtc ggatcagact atgaaacaca aacagttaca
  1624081 aatctcgcaa atgtagtttc agaagctcac gattatggtc tgccagtact cggcataacc
  1624141 gctgttgcaa aagaactgca aaaacgtgaa gctcgctttt tagcacttgc ttcccgtgta
  1624201 tgcgttgaaa tgggtgctga cattattaaa acgtattact gcgaaggatt cgaaaaaatt
  1624261 acaagcacat gtcctgcccc agtcgtcatt gctggtggac caaaactaga ttcaattgaa
  1624321 gacgcattaa acattacgta caacgcactg caagaaggtg caatcggcgt agatatgggc
  1624381 cgcaacatat ggcaatccga acatccagct gcgatgattc aagcgataca tggtattgtg
  1624441 aaaaatggat tgaatgtgaa agaggcgttg gaattatata atgatgtgaa aaattaaggt
  1624501 gagagataga ctattacact taaataaata aaaaatcaat atttactata aggaaaagcc
  1624561 catacataac atatgggctt tctttgacat ttcttattat ttcaaatttg gccaggtccc
  1624621 tacaaatcgc gcacattcca aacaatctca ccgcgttcgc caaacgtact atgatgccgc
  1624681 ttaaatccta tcttctctaa cacccgaaaa gacgcagtat tccaagcgcc tacagtagac
  1624741 catagtcttt ttcgccccgt agcaatcgca gcctccaata ccgctgatgc tgcctctgtc
  1624801 gcataaccca tgcgatgagc actacggaac aactcgtatg caatctccgg ctcttcaagc
  1624861 gtggaacgac cgataattaa gccacagtaa ccgatgaaat ctccttcgtc tcgtctacga
  1624921 atagtgagaa gagaaatgcc attttcaact gctatcttgc gcttctcaat aagatcgtta
  1624981 cgaacagatt caacggttgg catttccact ccacgttcac caattagttc tctaagccag
  1625041 actgcatcgg attcctccca catattcagg tcgagtcgtt ccgttcttag ctggaacgcc
  1625101 atatctttaa atacagatgt catagcgata acctcctatt tatatcactg tactacttat
  1625161 aatcgtttcg tactgtacca tatgggcaac ctgcttgatt ctctagattt tcttgcatta
  1625221 agatacatta ttgttatttt atacataatt aatttctctg caaaatagac cttgttatga
  1625281 aacttcattt taaaaaattg actagattac gatcttttag ttgctactta tacagtatat
  1625341 gaaatttata tcaacgattt tccaaatata tcaatcgtaa cttgaattat atcaacgatt
  1625401 ttctcaacat atcgacgatt cgacacaaca tatcgattta ccgacaatat tagacaatat
  1625461 tatttatgaa gcacccactc aattaactca attgctgctt taatacggtc cttcgtatta
  1625521 cctaaaaata gtttattaag taacgcatct aaatgaattg gcttattcgg caacgtttga
  1625581 atatacctta aaacagatcc cgctggcggt actggcttat tgttaatagc ccatatccct
  1625641 tctaacaatg tccaagttga agtttgaact atgtatgaag cctttaactc atcatttgct
  1625701 ttcaaagcag attgaatttt aattaacgaa ctctgtaacc aatgagaaat gcctttcact
  1625761 ttatcgctag aaacacgata gttttcaaat tcagatatag ctattccctt taattttttt
  1625821 aagtcaccac ttttatcaaa taaaatttca ccttctaaaa atgaatatag ttccatcgga
  1625881 ttgtttttaa agtttactaa tatttgatta acatctgcac acttatattc aaccaaaatg
  1625941 ccttctctcg tttcagaatg aaatttcttc ttttgtcctt cttctaaaag aatataaaaa
  1626001 tctaaatccg aatcaggata tgcgtcacct cttgcgacag atccgataag catgaatcca
  1626061 tttacctttt ccgtacacaa ggtttccgct actattgttt gcactaattt tttatgttgt
  1626121 ttatgtttaa atatttgtgc ttctaacatt tgtaacctcc acacacatta ttaaggagtt
  1626181 attcgttacc tatatatttt acttctctta tatctttcat cttctacata cttattcaac
  1626241 aattttcagt tcatatataa ttacatcttc actgcttttt gttttatctt gaatcgttac
  1626301 aatgtctcca gcttttattt tcgaagcgtt cactactttt accatctctg gcggaacata
  1626361 tcctccattg ttctctttat ttagcggaaa ccactttacc gatttactag ttgcttctaa
  1626421 aattttatat ttaattgtac catcatattt tatttcacca acaagatctt tcactaatgt
  1626481 aggtgtatat ttaccctctt ctttttccaa agagatatga tcacctatat ctaggatacc
  1626541 atttctttta ggcgccttcc attttgttga gtttaaatca tttaaactta ctttcacact
  1626601 gtcttcttta tttgagctag catcttttag aaatatatca ttatgtttct tatcaataat
  1626661 gatatattcc ttctgctcta ctatgtttgc actgctttca cgtttttctt ccttattctt
  1626721 agatacttct tctttcacat tattattaca cgctgataat aatatcgttg ctaaagctgt
  1626781 cattagtaat attcttttca cttcatttac ccccatttac aaataaacat ttatcacatc
  1626841 catattttac tataaatcaa aaaagaggat atttgtttct taataaacaa atatcctcta
  1626901 cctttatata tattacgact gttgataagc cgctttcgat gatttcacat aataaactgc
  1626961 gtgatccaca ttaataatat gatctggctt tggtttacca cggctcgctc tatgtccagc
  1627021 taaatgttct tcacttgttt cccagttttt ccatgcttct tcagattccc agcgaatcat
  1627081 aacgactact tcttcgtcgc cgcgtcttac ttttttcaca agaacactca agtcgataaa
  1627141 gccttcaaat ttttcaataa taccttctcc agtaaaacgt tctacaacta tatttgatgt
  1627201 accttctttt actgtaaatg ttttcgtttc gataaacata tatcccactc cctctttgta
  1627261 atacgaatac tactattctt ctattatagt tgattatgat aattattttc aattataaag
  1627321 tttaaatttt ttgaatcaag ctgttttctc ttctatcgcc tcatctaaaa acttgaaata
  1627381 cggaagtaac attcctatta aagaggtgac acatataatt gcaccgatga ttaaatatag
  1627441 cgctcttact ccccacattt cactcaatat tccccctact aatacacctg acggcatagc
  1627501 ggatcgtatg aaaaataatc gcactgaaaa tacttgtcct atcatattgt tttggactga
  1627561 ttgctggcat atcgttgtgt tatgaacatt gaaaaatgca atacaaatcc ctgctattac
  1627621 ttcaactatt attgcaatga taatactatg attgaaccct agcgaaatgt atgtgagccc
  1627681 ccctataaac aatcctccaa gcataagtat acgccgactt ttatatgtta cttttccgac
  1627741 tagtatagat ccaactacat agccaagtgg gaatccggcc ataaaataac caaattccgc
  1627801 atatcccgct gacagctccc cctttatata aggaaggttt gtgaccattg ttactcctgc
  1627861 tccaaattgt acgaaagtaa gaaatatacc gagccaaacg atgattggtt ttgtgaaaaa
  1627921 atatgtaaaa ccgtgaagaa actgttctag ccacgttttc cgaataggtt gcgacgctct
  1627981 attttctttt atataaagta agaaagtgcc actaacaaat aaacaaatgc atacgaaaga
  1628041 taacgcaagt tctgtgccaa tgaaatgaat gactactccg cctaatactg gcgcaagaaa
  1628101 catcataaga cgagtcattc catcaatgta cgcatttgca tcttgaagtt gttctttcct
  1628161 tacaatgctc ggtgtaattg cttgacttgc aggtgtataa agtggtgtaa taagtcctac
  1628221 tacaatctga acaacataaa tgtgccaaac ttctaaacta ccggaaacta acattatcaa
  1628281 aggtaataag aatacggacg ctcgtatcca ttgtgaaaaa atcataatcc acttccgact
  1628341 ccatttatca ataaatgggc cactgattaa ttgcagtatg agtgatggga tgaaatataa
  1628401 tagccacata ctacttaaag ccatttccga tcctgttaac tcatatacta gaattgaatt
  1628461 acataacgtt ccgaaacccc ctcctaattc tgagattgca ctaccaatcc acataaaaaa
  1628521 gaacgaacga tttttcaata catttttcaa tttcatacac caacttttct tttatattcc
  1628581 tccctttatg tacattctcg ttgttaatta tctattcaaa aacatatcta attctttcgc
  1628641 taaagactgt actgcttttt tcctcaatac atactttccg tcatgtatat caaccaactt
  1628701 cgctgcacgt aacaatttca aatgatggtg tacagtcgat ttaccaagtt gcaatctttc
  1628761 tgtaatttcc tgcaatgttc gttctttttc gaacaacatt tttacaatac gtaacctcgc
  1628821 ttcatctcca agagctttat gtttttgaac taaaaaatag ttcggttcat atggatcttc
  1628881 aggatggata ctttcgtttg caactggata atgaaatact ttcgtatctt caacatccgc
  1628941 ctcaatattc cacggtctgt acgttatttg cgggataaga agcacgtgat gaacacttgg
  1629001 ttctggcata taatgaacgc cacctgtagc ccactcgaca aactcttctg gtttcatctt
  1629061 tttattcatt tcaacctttg cttcataatc tcgttttaat atagaaagta tttcttcttc
  1629121 ctctttctga ataacgctct cataccaacc tgtcataaca gcaattaaat gggctttcag
  1629181 cacttgtaca tcaacatcgc atataaaacg aatataagta gagaaaaact gatgatcttt
  1629241 tgtcagttcc attagttcat gtattgcagt tacatctgta cttgcggcta aacgtctttt
  1629301 ctcctcatac ttctccccta aaaacggtaa acatatatac ttcaaatctt cttctgaaag
  1629361 tgaatcgatt gtagtatgaa actgcgatac atcgtgaaaa tcttcttcat acaacaactg
  1629421 aagcaatgct ttccacgtat tatgttcttc gacaaattgt aagtgctctc tcatttcttc
  1629481 tgttaatgat ttcttaattt cttcccattc attttgactc ttttcaagag tatcaattaa
  1629541 ccgcttatga gtaatcgcag caatgccaag agcgcattcg aaaagtatcg aatattttac
  1629601 ttgaacgtta taagtttccc tctttctact cgttatgtga tagacctcca ttttatcccc
  1629661 tccttgtttg ctatatatta aattctattt ttatcgaatt ttaccttcta tatttttaga
  1629721 attattttac gaattcaaaa agctctaatc aatgagcaaa tagagaaaag tttatacact
  1629781 ttttcattct gactcaatga aaaccttgat tattaaaaat gaagttgttt catggctctg
  1629841 ttatacgttg catttccttc tcttgttcag ttattgagaa ggtttattga agagaaaaga
  1629901 gaatttttta ttaagagaaa tgaacaggag gctatacgaa tgggaagaaa agaaatgttg
  1629961 caaaatggag tccaacaagt tttttacgaa gaaaaatggt acccaccaat atcagaagcg
  1630021 ttaaagaatc ttacagctga acaagcatgt tggcaaccag aaggtgctgc cagtaatacg
  1630081 atttgggaaa atgtgaacca tttattaatc tttaaagagc gcttactttc ccgcattcat
  1630141 gaagatgata catttgttgc tccacaaaat aatgatgata cgtttagcca aggtggacct
  1630201 aatgatgatg atgcttggca gcaaacagtg aaacgaacgc ttcaagtaca tgatgcctta
  1630261 caatcttcat taacatcctt tcaagaagca gaactagacc aaccaaagcc ttctctacca
  1630321 atttggcaac aatatatgaa tatccttttg cacgatgctt atcatacagg acaaattata
  1630381 caacttcgaa aactccaagg ttcatggcca actcaccgtt cttatttata agcgatgttt
  1630441 acatttgctt acgtttaacc tgcaacaaaa caattgaaaa tagctacttg ttttgtaatt
  1630501 acttcgatgg ctcaaattaa aatacatgaa tccttaacat cattcacatg cttcataact
  1630561 tctgatcata atccaaattt ggaagaatag aggctttttt atatacaaat aataagcctc
  1630621 aaggagttgt tgacatgtat ttcatattga atatgttagg gattttcgtt gtcatattaa
  1630681 ttgtttactt atgttcgcct aataaaaaac atataaaatg gagaccaatt gtaattctca
  1630741 tcatattaga gctttttatt acgtggttta tgttaggcac aaagctaggc agtattatca
  1630801 ttaataaaat tgcttcattt ttcagttggc tactggcatg tgcgaatgaa ggaattcgat
  1630861 ttgcatttcc ttctgctatg gaaaatcaga caattgattt cttctttagc gcattactac
  1630921 ctatcatttt tgttatcacg ttctttgata ttctttctta ctttggaatc ttaacttgga
  1630981 ttattgataa agtaggtgca gttatttcaa agatttctcg tttaccaaag ttagaaagtt
  1631041 tcttttcgat tcaaatgatg tttttaggaa acactgaagc acttgcggtt gttcgtgatc
  1631101 aattatctgt tttaaaagaa aaccgtttgc tgacttttgg aattatgagt atgagtagcg
  1631161 tcagcggttc cattcttggt gcttatttat caatggttcc agcaacatat attttcagcg
  1631221 caatcccatt aaattgtatt aacgcattaa ttttagccaa tgtattaaat cctgtggaag
  1631281 tttcgaaaga agaagatgtt gtttacacac cttccaaaca tgaaaaaaag gatttctttt
  1631341 ctactatttc aaacagcatg ttagtcggga tgaatatggt tatcgttatt ttagctatgg
  1631401 taattggtta tgtagcttta actgcatgtt taaatgggat tttaggattt tttgtaacgg
  1631461 ggttaacaat tcaaaaaatc ttctccatta tctttagtcc tttcgctttt ttactcggtt
  1631521 tatcgggcag tgatgctatg tatgtagctg aattaatggg gatcaaaata acgacgaatg
  1631581 aatttgttgc aatgatggat ttaaaatcaa acttaaagtc tttacaaccg catacggttg
  1631641 cggttgccac aacatttcta gcttcttttg ctaactttag tacagtaggt atgatttatg
  1631701 gaacttacaa ttcattattt ggcggcgaaa aatcatcagt catcggtaaa aatgtttgga
  1631761 agcttcttgt gagcggaatg gctgtttcct tattaagcgc tatgcttgtt gggctttttg
  1631821 tatggtaaat aatttttaaa ataaaagaca cccaaacgaa ttgagtgtct tttattttta
  1631881 ttttcgaatt tgtccatttc cacgaatgac gtattttgta gaagttaatg caggaagccc
  1631941 cattggtcct cttacgtgta gcttttgtgt actgatacca atttctgctc cagatccgaa
  1632001 ttcagatcca tcagtaaaac gagttgatgc attatgatac agtgcagccg catcaacaga
  1632061 tacgaaaaat ttgctgactt tttcctcgtt ttctgaaata atcgcttcag aatgcataga
  1632121 tccatacgta tttatgtgat gaatcgcttc ttctatagaa gaaactaatt taactgctgg
  1632181 cgtgagagat aaaaattctg tcccccagtc ttcttctgaa gcaagtacaa ttgttgaatc
  1632241 cattgccaat gctttttgat caccacgtag ctccacgcct cttttcttca aagaagaaaa
  1632301 caactcgcta ccatattgct ctgcccactt ctcatgaagt acaatcgttt caattgcatt
  1632361 acatacagat ggacgctgcg tttttgcatt tataatatca aatgccattt gtttatccgc
  1632421 tgtttcatca atgaaaacat gacaatttcc cgcacctgtt tcaagtactg ggacagacgc
  1632481 ttccctcaca acagtatcga ttaattgctt gccacctctt ggaataagaa cgtctagata
  1632541 atcattcatt gtaaacaact gctttgcgct atctcgcgtt gtatcttcta taagctgtac
  1632601 actttcttga ggtaagcttg tttgtttgag cgctctgtga ataacggcaa cgatggcttt
  1632661 attagaatga atagcagaag aactaccacg taatatgact gcgtttcctg tcttcaaaca
  1632721 aattgtagca gcatccactg ttacattcgg tcttgcctcg taaatcatcc caacaacacc
  1632781 aagtggtacg cgcatttcct gaatagatag tccatttggc ctttcccatg cacttacaca
  1632841 ttctcctaca ggatcacgta attcaattag ctgcttaatc ccttctgtca tatcaacaat
  1632901 acgctgttca ttcagcataa ggcgatcaag gagagaatca gaaaaccctt ttgccttacc
  1632961 ttcttcaata tccttcttat tttcttctaa aatataagct gtttctaata ttaactgatc
  1633021 agctattgcg gaaagtgctt cgtttttttg ctctgtagat ttaagcacta gctctctagc
  1633081 gatctctttc gccttctttc cctttgctaa cacttcattc atttttattt cctccttttt
  1633141 gatccatctt cttaaaatga aacccaataa tctctatgaa tgacttcata attatgtctt
  1633201 tcgcctcttg cttgaatctg ttggctttgc atacctttta catcccttag ctcctctgca
  1633261 ctatatgtgc attgtccttt tccaatcacg cgtccttgtt gcgtcattac ttctacgact
  1633321 tcgcccactt ggaaaaaccc tgaaacattt gtaacaccag caggaagaag actcttgcca
  1633381 tgctgaatga tagctgtagc tgctccggcg tctatttcaa tttgtccgct aacaaccgaa
  1633441 tgcaaagcga tccattgctt atttatcttc atttcttttt gaggggcatt tccgacatac
  1633501 gttccatcac ctttcccctt caaaacatct acaaatttct cttgtccacg tcctgttccg
  1633561 ataaatacac tgacaccaag agagagtgct gtctttgcag catcgacttt tgatttcatt
  1633621 ccgccagtcc caagtttgga gccagcatct cctgcaagag aagcgatttc ttctgtaact
  1633681 tcaggaagga aataatattt tttcgcatcc tcatttttct gaggattttt atcatataaa
  1633741 ccgttcacat ctgtaaaaat catcagcata tccgccgaaa caagtccgct tactaaagct
  1633801 gacagcatat cattatcacc gaacgttagc tcctctaaag aaatggaatc attttcatta
  1633861 atgattggaa gagcagaacg gtttagtaac tctcctaaag tcgcgtaagc gttactatat
  1633921 tgttcttttc tagaaaaatc acttctagtc agcaatagtt gcgcagtaac gataccgtat
  1633981 ttacgaaatt cctccgtgta cgcctgcatt aacaaacttt gtccgacagc cgcagctgcc
  1634041 tgttttcctt taattgttac aggtctacta gggtacccta gagctgaaaa acctgctgcg
  1634101 acggccccag atgtaattaa caacacttca tgcccttcct ctttcaatcg agctaatgcc
  1634161 gcaacatgat ctgaaagttg ttctttagaa atgccttcgt gactatccgc caaagaactg
  1634221 ctcccaatct ttacaacaat tcgttgtttt ttcactttta tatcccccaa gtctaaaatc
  1634281 aaagtttttt tatacattac acttttattc atacagcttg cagcgatttc tatttttatc
  1634341 agtgctgcac ctagtctatt taagagcaaa ataaaaatga ccgcttcgcc cttcataaaa
  1634401 taaaaaggac gaaacggtca ttgttccgcg gtaccacctt aattgatata catagatatc
  1634461 cacttggtgc ctataacgca ggcgaacgcc taaactttca tttaagactc agggataggt
  1634521 tcgatatatt ctatacgagg aatctttcag ccggtgaatt ccactctctt tcgcaagaag
  1634581 acatatgtac tatttccctt caacgatttt cggtttaatt tttttatatt atgcgatata
  1634641 gttcgatttg gtgtcaagaa gtatttttaa aaataaatag aggagcaagt tacttgcatg
  1634701 aaaagattgc tctactgaat gaaaatacaa attgatataa ctacaactca tatttataaa
  1634761 tataatacct tacattatag tgtatatatt tacagaatgt cgaatataat tgatttttta
  1634821 tcttttggtg ttgcaaaaag gaaaatattc tcttagaatg tttctttata ttgcatggag
  1634881 atgttattgt tattttaaga taacaatttc aaaatgatat aatttattaa aaaaggagca
  1634941 agattgagtt attatggata aacaaattgg attcatcgga tgcggaaata tggggatggc
  1635001 tataattggc gggatgctaa ataaaaagat agtgtcttca aataaaatca tgtgttcaga
  1635061 tttaaacacg acgaatttag aaaatgctag tgaaaagtac ggaatatcta taactactga
  1635121 caacaatgaa gtcgctaaaa atgctgatat tttaatttta tcaattaaac cagacttata
  1635181 cgcatcagta attaacgaaa ttaaagaaga gatcaaaagc gatgttattg tcgtaacgat
  1635241 cgctgctgga aaaagtgtca aaagtacaga ggattctttt gatacaaaat taaaagttgt
  1635301 acgagtaatg cctaataccc ctgcccttgt tggtgaaggc atgtctgcat tatgcccgaa
  1635361 tgaaatggtg acagaaaaag atttagaaga tgtgctaaac attttcaata gctttggtca
  1635421 atcagagatt gtaagtgaaa aattaatgga cgttgtaaca tctgtaagtg gttcttcacc
  1635481 agcatacgta tatatgatta tagaagcgat ggcagatgct gctgtactag atggtatgcc
  1635541 aagaaatcaa gcatataaat tcgcagctca agctgtgtta ggctctgcaa aaatggtact
  1635601 agaaacagga atacatcctg gtgaattaaa agatatggtt tgttctcctg gcggaacaac
  1635661 gatagaagct gtagctacat tagaggaaaa aggcttacga acagccatca tttcagctat
  1635721 gcaacgttgt acacaaaagt ctgtcgaact atctggtcaa acgaaaaagt aaaacgatat
  1635781 aagtaatcgc gttaactatg aatttaatta gaaacgcact acaggataaa aggctaaact
  1635841 cgaatatact tgagtttagc ctttttcatt ttaattatat taaaataatt ccacttattc
  1635901 cttccctact atacttgtgt aattttatta gaaacaagta atttttcaat gcaaatcggt
  1635961 aacatatcta atagcgtttc aaatgcgtaa tttacatcta gacgttctgt ccattgatga
  1636021 gcatcttttc ctaccggccc catatttaat actggaacgt caaattcttc tagttcctga
  1636081 agtggaattg agtaaccttt atcccataat ggcatattgt ctacaagtga actcattgaa
  1636141 tgtaatggat tttgtaagcc cacatagctc aaatctgaaa ttcctccaaa atagttttgg
  1636201 ttttcaaatg taatattatg attgaagtgt gcataccttt ccatttctcc gactacttct
  1636261 ttaattaact tgttgttacg tgaacttaca gctggataat atggcggagc gaagaaaagt
  1636321 acaatcatcg gcgccttttc tttacataaa atagctaatt tatctactaa atcaatcgtt
  1636381 accgcacgat catctttatc ttctctattt ttaataatgc tagattgaat atcatctatt
  1636441 ttctcttgcc catgttgttc aattgcataa gcgataagct cttcatatgt taatacattt
  1636501 actttgaggt taggtggtat aaatggatta tatttagaaa aacgataagc ttgcttctca
  1636561 tatgattctt ctattttttc tgctactttc gttacttttt gacgcagcaa tgaaacgaca
  1636621 tctgtcattg atttttctag taaaaacaaa ttaaataatg tgactgcacg atgcggaatt
  1636681 tgtacagaat aatcctcctt taagtcccgt tgaagtaagt tagttggcgg aggactcgct
  1636741 tccccttcta caatatcaca aaggtctgta ttcaactcta attctgctgt tattaatgaa
  1636801 gccatataac tcccatttaa acctgcaaaa ggttcaccta catgtgtctc ttttccgtag
  1636861 caaagaaaac caggtaacac tttaccaata gaaccagtgt aaatatattt cttttgatca
  1636921 ccaggatgcc ttgaaaacat aggctctgaa tttagtactg ttttataatc taaatcatgt
  1636981 tctcttgcta aatctaataa tcttgggaca gcagctctca tcccgacaga atttacttct
  1637041 tcatctggaa cagctagtaa aagaacattc ccatcaaatc ttccttcgca agcttgctca
  1637101 atcatcgcca tttgtaacgc aaggccgcat ttcatgtcca ttgttcctct accaaacagc
  1637161 caatctcctt gttctatatc ttcacgtaca tgggctggta attcatcttt atgagaataa
  1637221 aacatagatg ttaacttttt aggattaaat gcatcttctt tccacactcc gtaatcttgc
  1637281 acatctacaa catcaaagtg actaactaga attacggtgt tttttgtact atcacttttc
  1637341 tttactagtg ctgtaacaaa ataccttccg tcccccgtcg gatttttttg caaatgatgc
  1637401 gggttttctt tgaagtactg taaatcagat aattgttcca caacgaagtc tggcaatatc
  1637461 acttcagctt ctgtacctgt aatactagga atttcaacaa gaccgcttac taattgaatc
  1637521 aattgttctt ttgattgcca ctttgacata taaatccccc tatttttccg tattatgaaa
  1637581 atgaattcca gtatatgaat aaaaaatgac gacagctatc aaaactatag ttctgatgta
  1637641 ctgccgattt ttattgatat ttcatgtgct gcttgtttta ccttactaat aagaaaagat
  1637701 agtcgatcat cattaatgcg atgactaatt aacccaacac ttaatgctcc tactacttta
  1637761 tgattaaatc caataatagg tgcagctact gaagctgtcc cttctgtttt ttctccataa
  1637821 ctgacagcat atccttcgtt tcttatttgc tttagttgat caagaagaat ttgcttttgt
  1637881 tctggtaaag cagaaagtaa ctgctcaaca atatattcca tttcactctc tttcatattg
  1637941 gcaagcatcg ttttatttgc agcaccaatt gaaagaggaa tctgttcccc taagttatcg
  1638001 ataactcgaa tttttaaagg actatccatt ctttcaataa taatagaatg tgttccattt
  1638061 ggaatgttca aatagacact ttcttctact tcagaagcca atcgcttcat tacttctctt
  1638121 gcgactgatc tgtagtctac cttctccaat tgtcgtaatc ctatttccat ccacattggt
  1638181 ccaattttgt actgtttcgt ctctgaaatt tgtgtaacta gcccatgctc gattagagag
  1638241 ttaagtaatc tatgtactgt actaactggg agatgtgttc tgtccgctat atccgaaatg
  1638301 gcccaatact ctttttcatt agtagaattt aataacttta taatacttat cgctcgatca
  1638361 atggactgta ccataactca cctctacttg acttgtaata tgttagtacg ctcaattacc
  1638421 tatcaattta acaaaaattc gaaatgaaat caatccgttt attcaatttt ctaaaaataa
  1638481 aaatatgttg cgaacaataa tttgaaagcg caaacaaaaa aatattgact tttcttttta
  1638541 attatctgaa aattataaca agatttcaca tcacggaata cattccataa tacggaaaaa
  1638601 catcaaaatt tattctatca actacgaaag tgaagaaaac aatgtcgcaa gtaaacaata
  1638661 caaacaatga attaaaacgt acgatgaaaa gtagacactt attcatgatt gcactcggtg
  1638721 gtgtgattgg aacggagtta tttaacggat ctggctttat tataagtcaa gctggacctg
  1638781 gtggatccgt acttgccttt atggctggtg gattattaat gtatttcgtt atgctttgtc
  1638841 ttggtgaact cgctgtagct atgcctgttt caggttcttt tcaggaatat gcaactaagt
  1638901 tcatcaatcc tgcaactgga tttacaatcg gctggttata ttggttaagc tgggcaaata
  1638961 cgaccggtct tgaatttaca actgctggca ttacaatgca gcgctggttc cctgatattc
  1639021 ctgtttgggt ttggtgttta atatttggtg ttacaatctt catgattaat gcattatctg
  1639081 ctcgtagtta tgcagaaaca gaattttggt tttcaagtat aaaagtatct gccattatag
  1639141 cttttattat tcttggcggc gccgctatgt tcggtttaat tgatttaaaa ggcgacgaac
  1639201 cagccccatt attatcaaat ttcgtaaatc atggcggttt attcccaaat ggacttgcag
  1639261 ctattctatt aacgatggtt acagttaatt attccttcca aggtacagaa cttgtcggaa
  1639321 tcgcagcagg tgaaagtgaa gatccagcaa aaactttacc tcgttctatt agaaatatta
  1639381 tatggcgtac gatgtttttc ttcgtcttag caatctttgt tcttgttgct ttaattcctt
  1639441 gggaagaagc aggattaaca aaaagcccgt tcgttgctgt ttttgataat atcagtattc
  1639501 catatgcagc tgatattatg aactttgtta ttcttacagc tgttctttct gtcgcaaact
  1639561 caggacttta cgcggcaact cgtatgcttt ggtcattatc aaaaaatgaa atggctccag
  1639621 cctttttaaa gaaattatca tcacgaggaa tacctttaaa cgctttaatt ttgacaattt
  1639681 ctatttctgc tttttctctt ttaacaagcg tcgtagctgc tgaaacagtt tacttatggt
  1639741 taatttccat ttctggcgtc attacaatta ttgtttggat gtcaatttgt gtttctcaat
  1639801 tctttttccg taaacattat gtagcagacg gtggaagatt agaagactta aaatttaaaa
  1639861 cgccacttta tccacttgta ccaattcttg gttttggatt gtatggcatt atattagtaa
  1639921 gtcttatctt tatcccagat caaagactag gcatttattg tactgtacca tttatcatct
  1639981 tttgctacac ttactatcac tttaaagtga agaaaagaat ttctactaac acttctagtg
  1640041 aaaataaaat tagcgagact atataatact ctgcttatat aaaagaccgc acatggcttt
  1640101 tacttcatgt gcggtctttt atccttctaa ttcgctttaa aattatacaa cggcttaata
  1640161 atgtgtttta tatctatcgt ttcttttgta ttttctataa tttcatccat tggcttatat
  1640221 accattggtg cctcgtcaat tgtactttct actactgatg tagtccaaac ctctgtcatc
  1640281 gtattttgaa attcctctag actcaatgat tctttagcct tcttacgact catgatacgt
  1640341 cctggcccat gcggaccaga aaaattccag tctggattcc ctttaccaaa tgcaataatt
  1640401 gaaccatctc tcatgttaat tggaataatg actcgttcat ctttctgagc tgaaatagca
  1640461 ccttttcgta gaatcatatt ttctatgtca atatagttat gtattgtagt aaattgatct
  1640521 gtaattttcc agtccatttt cgtaacaatt tcatcaatca ttgctttacg atttaacgcc
  1640581 gcatattttt gggcaatatt catgtcattc atataatctt tgaacccttg ctcttctaaa
  1640641 taagctagtt ctttacgaat ctttggcttc tgaattccac gtaaagtttc ttgtatttct
  1640701 tttgctcttc cctcttcagt taacctctta ataatatcat cttttattga tgtaacatca
  1640761 ataagttgtt catatgcgaa gttttggtaa tactctgcaa tttgcttacc taaattacgc
  1640821 gaaccactat gaatgacaat atatacatta cctttatcgt cctcattcaa ttcgacaaaa
  1640881 tgatttcctc ccccaagtgt accaatactt ttttgagcgc gttgtaatgt aaatggagct
  1640941 ctcacaccat caaaatcaat catttttgag aatcgatgtt ctttatctcg tatacgaaaa
  1641001 ccacttggaa cgaatttacg aattgtttcg tctaagtaat cgaaattaat ttcttctttt
  1641061 ttcttatcaa ttacaacaac ttccatccca cacccaatat ctacccctac aagattagga
  1641121 acaattttat cttggattgt cattgttgtc ccaatcgtac aacctgctcc tgcatgtgta
  1641181 tctggcataa tacgaatttg actatccttt acaaattctt ggttacaaag atcaataatc
  1641241 tgccctgtcg cagtctcatc aacgttattc gtaaatactt tcgcttcatt gtattttcct
  1641301 tgtaatttca acatctttca tttccccttc cttttgaaag aattatttta ttacgttgtt
  1641361 tctgttctta tcattactct catccaccct ctgctttcca ttaatatatg cacgatatcc
  1641421 ttcacagtaa taaaaaatat gatgattatt cttgtttaca taatatattt accgtctctt
  1641481 tatgtttata tctacacatg tatttttcca cgtccccgat atcagttata cataacaaaa
  1641541 actcccctta catcgataat gattaagggg agttttatag ccgatgaatt tatagttccg
  1641601 atttcacccg gacagaaaca ttatttttaa ttatattttt gacttcttta aagctaacaa
  1641661 aattgttact tttctcatcc caaagacgga aacgaagtga acgcaagctt gtagcaagtg
  1641721 taatcgttgg tacatttttt aacggaagcg tattattgtg tgcctcttct agtttatagt
  1641781 ttggtactct tgggcttaaa tggtgaacat gatggaatcc aatattacca gttaggaatt
  1641841 gcaagatttt tggaagttta taaaatgaac ttccctctac ggccgctttc acatattccc
  1641901 aatctttatc ttcttcaaaa taagaatcct cgaatgtgtg ctgtacgtaa aacagccaaa
  1641961 tccctactga acctgcaatt aagaatatcg taccatgtac taataggaac gattgccatc
  1642021 ctattgccca gcaaagtata gctactacgg caacaattat aatattcgtc aaatacgtat
  1642081 tcatacgttc tttctgtctt gcaccttttc ggttaaatct atttttaagc aagaatacat
  1642141 aaatcggacc taacccaaac ataacgaatg gattgcgata taaacgatat gctaaacgaa
  1642201 gtctaagtgg cgcagctaca tattcatcca ctgtaagcgt ccaaatatct cctgtacctc
  1642261 tcttatctaa attaccactt gtagcgtgat gaatcgcatg atcatgcccc cattgatcaa
  1642321 atgggaataa cgttaacaca cccatacatg tccctactat tctatttgca cgtcgacttt
  1642381 taaagaatga ataatgggta caatcatgaa aaataatgaa aattcgtgtc ataaaaccag
  1642441 cagctaacag agatggaact actgctaaca gataagaaac ggacaaactt ttataagcaa
  1642501 ggtaccataa aataataaac ggcacgactg tgttaataag ttgccacaca ctttttttaa
  1642561 ttgttgattt ttcataaggg gcaacttgtt ttttaaattt ttagtttttt ctaatgtcat
  1642621 tttttctaat tcccttcctt tatgttgcta attcatatta tagcatacta ttagtatcag
  1642681 gtgttaaaag tagatgtaat aaatattatt atatactata aaattctctt ttttcttact
  1642741 cactccttac aaattgctta cgtttactaa acaaaaaatt gccaaccact cctcctaatt
  1642801 aaggtaagtg gttggcaatc ttttaacgag aatgttttct aaatagatga attgcttctt
  1642861 ctggtacgta aacctttcca ttactttcta caacaacact tcctaattca tactctttat
  1642921 tcttaatacg aattatattt ttgttaacaa ataattgagc tgttacatta ttacgtttta
  1642981 ctatgagtac agggttcgct acatcagttt tatctattgt tacagctgca tcattctgct
  1643041 taatggctga ttcactttct acaaataatt tgtttgttac tttttctaag ttaaagccca
  1643101 tcgctttcgc catcgtcttc gcaacgtccg tattttgaat caaaccgtat ggcttttgag
  1643161 gaccgtatga atataagaat acatcctcac ctgtatgccc tcctgttgtg aagcctatgt
  1643221 tcgcacgctt agacaataat gtagtgaaaa ttggacctac atctattttc tttttagccg
  1643281 tttttaacct ttctttttca tcataagtta aattgtccaa cccgtataat ttagctacct
  1643341 cttctacatt tgatatatca gctttcaaat tattgatagt cccttcaagt gtcatcttcg
  1643401 cttttttcaa tggataaatg tacgcagaga tcggcgtagt attatatcct tttgtcgtat
  1643461 tcatattccc aatagaaata ccgctattac catggtccgc tacggctatt agcatcgtat
  1643521 taccatcttt ttttgcaaac ttcaatgctt ctgcaactgc attatcaaat gctaatacat
  1643581 cactaatcat cccaattgga tcattcacat gagctgccca gtctggctta cttccttcca
  1643641 caaataaaaa gaagccatct ttatcttttg ataacgtttg aattgctttt tccgtcattt
  1643701 gagaaagtgt tggttgctct gggtttgttg cttcacgatc catatcaaat gctaaagcat
  1643761 taagcgagaa agagccccaa attttattag atttagagcc taataatgct tctttcgttt
  1643821 caacaaagtc gtaacctttg tttttgatca cttttactaa atcttcaccg tcttttcgaa
  1643881 tcccactatc tgtctcaggt agaagtgctg cttttccccc acctaatacg acatctatat
  1643941 tttgatatac ttgttgctcc gcgagcactt cgaaattgtt acgattcaca tgatgagcgg
  1644001 agaatccagc aggagtagca tgctgaattt cagctgtagc aacaattcca gttgcgcgac
  1644061 ccgtacgttt tgcaccttct aaaacattgg caactggtcg taacttatcc tcttctttca
  1644121 ttggttttaa gccagatgaa cttacaattg aaggtaatac acctacatat cctgaatttg
  1644181 atttattccc cgtcgctaaa gctgtagctg ctggagctga gtctgttata gctgattccg
  1644241 ccgaatatgt acgaactcct cctgttacaa tttcgtctaa tgcaagtggt ttccctttat
  1644301 acaagcgagc taatgtagtt gctgtagaac ttgttccgtc cataaccatt atgattacat
  1644361 ttttaggctt gcgttctact tttttcactt tagcttccgc tgtatgataa ttcatcaaac
  1644421 tttcagtaca taacatactt agtatgattg ttcctactaa cagtaatctc ttcatcttta
  1644481 aagctaactc cgacattatt gcgcctccat ttgtttcgca ttcatttaca tacaaagttc
  1644541 tggtttcgtt ttacttttca caacctatat atgttttatt agttcccaat tcttataaag
  1644601 ctaacaatag taactttctc atttattaca tgtcggtata gttcatctat cttataaaga
  1644661 agatttccca tcattaactt acttaacaac aaatctccaa ttaaaataaa taaaaattta
  1644721 ttgttaaaca ataaatttca tggtaaatta ataagatatt aaataaatga ggtgcttttt
  1644781 atgaaacaag gatcaacact tttcttaaag acagctgtga ttctaatggg tatccctgtt
  1644841 cttgctatgt gcattttttt agtccctaac atagggaatt tcgctgctga attatatccc
  1644901 gaaatggcat atattaaata tcttgtattt atcaatttat acgcgacagc aataccttat
  1644961 tacttcgcac tgtaccaaac atttaagctt ttaaactata ttgataaaaa caacgcattc
  1645021 tcagagttgt ctgttaaagc tttaaaaaat attaagtaca gcgcactagc aattagtgta
  1645081 ttatatgtat taggtatgcc acttttctat cttgtggcag agagagatga cgcccctggt
  1645141 attattgtta ttggaatgat tataattttt gcttcaatgg taatcgcggt ctttgctgcc
  1645201 gttctccaaa gactattaaa agatgcgata gatataaaat cagaaaatga tttaacggtc
  1645261 tgaggtgaat aatatggcaa ttattattaa tattgatgta atgttagcga aaagaaaaat
  1645321 gagtgtaaca gagctttcgg agaaggttgg aattacaatg gctaaccttt cgatcttgaa
  1645381 aaatggtaaa gcaaaagcag tccgtttttc aactttagaa gccatttgta aagcattaga
  1645441 atgccaacct ggggatattt tagaatatca accagaagaa agcgaataaa aagagtcctt
  1645501 catacgagaa ggactctttt tattgcacat tacggcgcaa aacaaatttg accagtaaac
  1645561 aataaaataa ttgcgatgat ccaaaatata aaaaatgatg aggacagtat taacgaaaga
  1645621 atagcaatcc ccttcttctc agtttttttc gccattgtaa tgacagaaag tatgatacct
  1645681 gcaactgtca gggcaactgt aacataatct cccactatat tacctgcatt cgctatcctt
  1645741 gtcggtgtaa taaatacgaa cagaaaacat aaaatgccga tgagtaaaga tatgtagctt
  1645801 attatactgt acttcttttt aggacctatt tcagttttca tactaatccc cccttctata
  1645861 tagctataag ttcatagtag tacaaataac cataatttgg ttaaaacaaa aatagagata
  1645921 cagcagaact tccgctgtat ctctttttta tttaataact aaacctgcta tttcttcttt
  1645981 atcattataa gttataataa atgtccgttg ttctttacta tatttcgcta caagaataac
  1646041 agtatataaa ccatcttttt cttcaatcga ttgtttttca attttttcga atgtaccagc
  1646101 tttctcgatt ataggtgtaa gatctttcat cttttcttct gacaatgcag ctgtcatttt
  1646161 actatcaaat ttctcatgca cttctttata ttttgcctca tttaataatg atacaatttc
  1646221 ttccgctttc gaaataaagt ttttagacgt actttcatct actttattac cggtacatgc
  1646281 tgcaagtgca aacgccgcga tagcacttat aataataagt aacattcttc tcattttaat
  1646341 acaccctttc tttttaaaat gaaactataa ctaaaagtga gtaacgcaaa aattgctatt
  1646401 gaaacttctg acataataat cccaatttcc cctggcacat atagcgatat aatgccagct
  1646461 aatgcattta cagtcccatg gatgagaatt gcatatacaa cataacgaaa tttcttttgg
  1646521 acgacagctt gcaatacaat gaaagaaagc ccaacatgta ataccatcgc aaaaatgcgc
  1646581 tcaataccac cgagataata actgtcacca ttttgaatga ctgtttgtga taataatagg
  1646641 gatattactg ggataccaac tatcaacacc gcctcaatac caccatgccc tgctccaaat
  1646701 aaaaaaccag actgccaatc tcgttgcttc ataaaataac gcattgcgat aaaacgagct
  1646761 atctcttcaa aaattccagc tgatatacta agcaaaactg caaatagtat aggctgcata
  1646821 accgaaaaca tttgaaaatc tgtgctagtt ccatttaaat aatttagtat tggtatgcga
  1646881 atcaatattt gtgatacaac aaaagccaat atacctaaca tatatggaat atagcgtttc
  1646941 ctccaaagag catataaaag tgctataagc ggtaaaccaa agctaatcat tgttgtaaaa
  1647001 ataagaccat tcatctcgct tcacctctta cttgaagtgt ataaaatcga gtgaagaaag
  1647061 tatgtagtta tttcttattc ggtttccttt tcatcataga tggtcatttc atctcattta
  1647121 atataaatgt ttgtgtgaaa taaggactta cataagttgt ttctaacgtc gcattatttg
  1647181 ttttatttat gatccgtttt aacgaaaata gcccgtaccc tctagcacct tctttatttg
  1647241 aatggttttt ctcataaatt ttttgcaaat caatcgcttc accctttgaa ctattacgca
  1647301 cgataaaata ttgtcgtgaa tccatttcaa agaatgcgat ttgtaatatc ttttcctcac
  1647361 tacatactgc ttcctcaatt gcattgtcta ctaaaactga aatgatacga ataaatgaaa
  1647421 taatcgtcat cgaaacactt tcaatgttct ccggtatatc aagcattact tttatttgct
  1647481 gctgctgggc agtgccgact tttgctctta atacacttct tacttctgga atttgtatgc
  1647541 gagataattt tgcaatatca agttcatggt catttattgt ttttaatgtg ggagcaataa
  1647601 catcgtagta cacttgctca atttctttca cattttttgt acgtattccc tcttctaacg
  1647661 atagtaatac attcatataa tcatgacgga aactagcaag ctcatcatgc ttatcctcta
  1647721 atttctccac ataatctaat aactctttat ctaaacgttt ttcatgctct tctcgtaact
  1647781 tttctttcga taaatgtgag cttattagta cgatgattag taataataaa aaaataataa
  1647841 tcgctgaatt ataacttact tcactgtatt gttgatttat ttttgctaaa aactcagttg
  1647901 acggctgagt taaaattagt tcaataataa acccgataat taataatata taagttatat
  1647961 aatataacgg actacctact atatattgag caattttttg aattctttta cgcgctaata
  1648021 gaataccgat aaaagtaagt gtcgatacga taagatgaat tatgctacct gtccataaat
  1648081 ataaattgaa tggcgttaac ataaagattt tcattcctaa atctaatagc aacattttca
  1648141 ctaacgttat aatcaccata cttaccagtg caaaatataa attatgctta aattttaatt
  1648201 cattttgcat taatcctaaa cttattaaaa ataacacaat cgtactattc aactctggat
  1648261 atctcgttac tgttacgact atagcaagta aaataatgaa taccgtactt aaagctatta
  1648321 acattctaac tgacaatctg ttgtatcgga ttaattgtat gtataaaaac gtgtgacaca
  1648381 tactagtaag cagtattgca aataaatcat aaatatacat tacatctcac cctttaacat
  1648441 gttacgtact ttactcacta aacgacgtga taccggaata cgtttcccgc tttttaaaac
  1648501 tatcattttt tgcttcgcat cataagaaga catctgcttc gtattcacga tatatgattg
  1648561 atgacaccga aataaacgtt catcgattat ttcaatttcc tttaaagttc cataaaaata
  1648621 aacgattcga tctaatgtca ctaatgctaa acggtgcggt tcatcagtca taacatattc
  1648681 aacttcataa aaaggaaccc gcacagtggc attactattt tcaacgataa agtcatcgga
  1648741 cggaataata tgcttatttc ttgcttcata ttgaagtaaa cattgttcaa aaactttata
  1648801 tctctcctca tatgacaacc ctttatcaat aaaagttaat gctgatacca tatattgata
  1648861 tgaaataggt gcaaattcag aatgtgtcgt tacaaacaca ataattcctt gcgtatcata
  1648921 ctttcgtatt tcttgcgcca cgtgtaaccc tttacgctct tctcttttta tctctatatc
  1648981 taaaaaatag attgggacgt actttgcctt tggaatatta gtaataatgt tttcactctt
  1649041 actagttacc tcaataaaat ctaaaggcaa catatatttc tcacaaatct cttcaactaa
  1649101 ccgcttcatt tgctgcgctt gtatgacatc atcttctaaa ataaaaatac tcatgtgatc
  1649161 actcgcttta ttgaaatctt ttcatctata gatttatcta taaatataca attcaaatta
  1649221 taataatatt ctccttctca ttaattgaaa taattaatct gctattacat agagaaacct
  1649281 caacttttca aacaaaaagt tgaggttttc ttcaaatcac tttatgacta aatccgccct
  1649341 atccttcggc gattccattt ctaagtaata atcctctgcc ttccaatacc tattttcaaa
  1649401 ttttgaaagg tttttctgcg tttcctcact ctcgcgtaaa aatcttgtct ctcttggaca
  1649461 atccaagtac accatataat gaaagaaatc tctccattct tttcgctgta gaaaaacccc
  1649521 ttcaattaca attacaccta ctatggggat ctgtactttt ttcatttcgc ataagtctgt
  1649581 ctcatcatga tagaacggta aatttagttt tgtttcattt tgtaactttc gaaaaaactt
  1649641 ctgccgaagc cactcaatat cccattgtaa ataataatac tcataccatt cttcaaatcc
  1649701 tgtatcatag cgtttattac gctccactat ataattatca atatgaaaaa tatgaaacgg
  1649761 aatgctttct tgtttcatat tttcttttaa gtttgttaca aatgttgttt ttcctgatct
  1649821 acttaagcca tctatcccta aaatgaacct attttcctta tgtttcttca ttatatttat
  1649881 aagttcgttt gtactcatta cttcttccac tcttctttta ataaagaata taaaatggta
  1649941 tcatgcgcaa ctccattttg aatcatatgt tttcgaagta atccttcttc ttgaaatcct
  1650001 gctttactta ataatttttg agaagcttta ttttctacat atacgacagc agcaattctt
  1650061 attagttgca acgtttcaaa tccgtaagtt aaaatcgcct gtaacgcttc cgatgcgtat
  1650121 ccttgtcccc aatatgtatc gtctaattca taaccaattt cagctcgctt atgatgatgg
  1650181 ttaattaaat gaaaaccgca cgttccgatt aattggcccg tccccttttt ctctattccc
  1650241 cagcgaaata cacttccctc ttcataacga tttttaaacg tttgaatcgt tgttttcgct
  1650301 tgctcaatat tttcgaaaga atccatgcca aaataacgta taacagattc ttttgaaaaa
  1650361 taatggaaca tcgtttctgc atctaacagc gttaattctc ttaattgtaa acgttctgtt
  1650421 tctagtttcg gaaaccccat cactttttct ccttctattc taatgaactg caaatttcaa
  1650481 tataatttcc atctggatcg gcaatatatg caatggtttg cccccacggc tttacaattg
  1650541 gttcaactaa aaccgtaata ccttgttctc taaattgctc aatcgtttct tgtacatttt
  1650601 caacaacgaa tcccaattca aaatgagaag attgtaactc accttctgta agtggtagtc
  1650661 ccgttaattc ttttacgtct tgccgcgtat tcatcgctaa tatggtagta cccgtattaa
  1650721 attcaatata tgtaccatgc tctgctttta tcggtaactg taatacatct ttatagaatc
  1650781 ttagacattc ctcaaacttt tctacgtata aaatgatgta cttcattttt aaattcattt
  1650841 tacatccccc tttatatcca tccctaaaat ttcgacaaaa gccttataaa aaccttgttt
  1650901 cctatagtaa cgagcacaaa aaaatgaggc cgatttctcg gcctcccagc ttattggcat
  1650961 aaaacaggag atttggtttg gacataacca gttcgtactc ttattatatt ttattttttc
  1651021 tgaattttaa atacattaaa cacctattta tattgagaaa gtttttttgc ttgcataaaa
  1651081 ttaataagtt taagaaatgc tacaaatgga ggtgtataca tatggaacca atgctatgtc
  1651141 caagttgtaa aacgaaccgc actcgcttta atattcttga gcaacaagta aaaccagtca
  1651201 aattaaatcc acaaactggt caagtagaag aagaatacac aaatgaaacg atgaatgctt
  1651261 ttcatatggc ttatcaagga cctacttatc gcgtccaatg tgctgtatgt ggacttgttg
  1651321 aaaatcctga acaatttatt aaacctgctc aaaatcagtc tttctaataa tgtcattact
  1651381 atcccttgta gaaaaaattt tttctatagg ggattttttc tttaaatacg gtaataaaaa
  1651441 acgtatctct tccttattat attatatgtt aaactttaca ctcttttatt aatattcata
  1651501 aaaggagtaa ttatctaata atattgatat acaaataact ttaactagtg attattattg
  1651561 agaatcattt ctttttcgtt tatgattttt tagtttaatt acttgtcttg tgttgcaact
  1651621 ggtatttcta caacgcaatt ataaagtttt tattatgtaa aaaagagtta acaaattatg
  1651681 tttatataga gacaaaagaa gttgatcccg gttttaaggt tttaacctct tctctcatca
  1651741 acttctttta aactccactc tttattataa tatttcactt tttaatttct tgattttcca
  1651801 agaaagtctt ataaagaagt acatccacat accacctgta agaccggtca taactttcgc
  1651861 ccacattggc actcttgatt ccatcgggct taaaaacaga ttatacattg atggtaataa
  1651921 acttgctgat ataataacaa ggaataacaa taattcattt agtttttgta tcctcgtctc
  1651981 cttttctgag taaatatcag gcaattcatt tacttcttct acttctttac aaaaataatt
  1652041 ccatcttgtg aaacttgtta cgcgtttcca acctgacatt tcgtatattt cgaaatactc
  1652101 ttgttgttgt tctttcgaat ctctataaac caatctaaaa tcagctttgt acattacatc
  1652161 ttttggctcc gttttctgaa acgtatacat taaattatat ttttgtaatg cccaaccttg
  1652221 ctgatgcatc tttcgtaaaa aagcttcttc tttttctaaa ttccatgccg taaaaaattt
  1652281 gaataccctt tttgtctcca tcttccattc actcccctaa tatactattc ccattcctta
  1652341 cagatcgttg caacctgtta tactctagct ctaacacttc tttaccaaac ggcgttaact
  1652401 catagcactt ctttctatct gttgaggcaa cttcaacaat taatttctct tttaataact
  1652461 tcgtcgtatt cccatataaa gttccaggac cgagctttac ttctccattt gtcatctctt
  1652521 ctaccaattg cataattcca tatccgtgca ttggtttcac tagtgataac agtatgtaat
  1652581 atgtcgcctc agttaacgga atatattttc tcgctttcgt attcattata accacctccg
  1652641 atacatcgct tcatgatata tcgcctcgcg atacatcgta taccgatatt atatattctt
  1652701 attcccaaat atgcaagagt ataatttaat aattgaatat ttatttcttt gaattgaaaa
  1652761 accatataaa ttttctgaat aatttgttaa aatatagaaa tacccgttta tattttgaaa
  1652821 ggaatgatat atatgataaa taaattgaag gaaaatatag gatcagtttt tgtaggtaaa
  1652881 gaaaatgtta tcgatctatt aatcgtttcc ttgcttgctg atggacatgt gcttcttgag
  1652941 gatgtgcctg gtacagggaa aacgttactt gcgaaaacac tttcaaaaag tattggtggt
  1653001 aatttttctc gcgttcaatt tacaccggat gtacttccga gtgatgtgac aggtattgaa
  1653061 tatttcaatc cgaaaacgag cgaatttgag ttaagactcg gaccagtcgt ggcaaacatt
  1653121 ttactggcag atgaaattaa ccgtgcaatg ccaagaacac agtctagttt attagaagcg
  1653181 atggaagaac gacaagtgac gcttgaaaag cagtcaactc ctcttccaaa accgttcttt
  1653241 gttattgcga cgcaaaatcc aattgaatca caaggaacct tccctcttcc tgatgcacag
  1653301 cttgatcgct ttttaatgac aatttctata ggttatccga atcctgaaga cgaactacaa
  1653361 atgatgcgac gttttcgtaa cgatacacca ctagaaagtg tcatatccgt tattacttta
  1653421 gatgatattt tagaggcaca gaaacgagtg aaagaaattt tcgtatcaga accgttagaa
  1653481 cattacatca ttaagcttgc tcacgctaca agaaatcatg attatatcgc taacggtgta
  1653541 agtccgcgtg ccacacttgt tttagtacgt gcagttcaag cgctagcctt tttacgtggg
  1653601 agagaatatt gcacaccaga agatatacaa tttttagttc cttctgtttg gaatcaccgt
  1653661 atcgtcttat caatggaagg cgtattacgt acgacaaaaa atgaaattat gcaaaagatt
  1653721 ttaaaagaag tggacgtacc tgtggagatt gagcaagcat gaatggacag cgcgttgtaa
  1653781 ctgtaccttt atttttccaa cttcatatta ttcaactatc tgttccaggc gctatactat
  1653841 ttacattttt tatgccacaa cgaatcatta tgtttttctt tttcttttat tatttatttg
  1653901 cgattttcat ttataaatat gtcgcttaca tagagaaaaa atttcaagtg ataaatgaga
  1653961 aacaaacaac acgtttgttc cctgatgaat ctggacagtt ttttattcat ttaaaaaacg
  1654021 gagcaaacat accactcgtc aatggtgttt gttatttcca tttagacacg tccctactac
  1654081 cgcataaaga tcaaggaatt gaacaaatat caaaaacact attctctttc ccattttcac
  1654141 aacctgccca ttcagcgcaa aaatgggatt tatcattaac cgcaacgaag cgtggtgtgt
  1654201 ttcaaattga acagttcgaa tgtgttttga aagatccttt tcatttatta tctgtacatt
  1654261 tacctgtatt tgataaatta agaactgaaa ttattgtgta tccatcccct aaagaagtag
  1654321 caggtttgca agaacttcag caacttttaa atggatctta tcgaacgaat ttttcttttt
  1654381 acaatgatga aacatctatt atcggtgtga aacggtacga acgtgaatct ttccgctcca
  1654441 ttcattggaa agcatctgca aaaatgcagg agttacaggc aaagcaatat gaacctgtta
  1654501 aaaattatag ttggacaatt tgtctttcat tagctgctaa tcgcgggttt ggttggaaag
  1654561 ataatataga agatctcatt tcatttgcaa catacatttg tcaatacgca acgaagcatc
  1654621 aaattccgtt tgaactattt attagtgtat tagctgaagg tggtcctctg cacttaccat
  1654681 taaatgaagg acaaacacat tacgcaaaag ctttagagga attggcacgt atttcagacg
  1654741 atagcacatt aattccgaag caaggatttc tccattatac aaatagaaaa ggagagcgat
  1654801 cgtctacaat gatttacatt ggcttgcaga agaatgatct ctcccttcta tcgcaaccta
  1654861 cgtttctcat aaataacgaa gggatggtgg aaaaacttga aaacttggct ctatcacgtt
  1654921 aatgactttc ttctgctgct cctcctttcg ttattaacag aaagggacga acttattgct
  1654981 attgctatat ttttaacaac aggctatatt ggagtatttc taatttataa attcatggga
  1655041 aaaagaacgc caggatttgt catactgtta ataacgcaaa taattggttg ttctttctcc
  1655101 ctttctcttt atttggcaca attatgttac ctcttttctt ctttatcgta tatgtagtcg
  1655161 gacctagcta ccaagttcaa aaatctttag gcggtattgt ttggtttggt gtttcggcta
  1655221 tattttatgc tccctttcca acgctcggga aactgttact attagtgata cacattatga
  1655281 ttacattttg gttaaccggg gcaaatcgga atcaacaggt attgcgtttc acttctatca
  1655341 ttacgatcgg tgtaatgagt atactaattg ttcaagtgtt ttcttttatt cgagtcattt
  1655401 ttagttttat cacagaagta gtcgcattag gagtcggtta tattataaat ccatttctcg
  1655461 tagcagctga attgaaagat acggaaggtg tttgggcaag taaagggcat ctcttaaagc
  1655521 ctcaaattga aaaaaataga gggaaacttc ctgattttga tccaactctc ataaatagta
  1655581 taaccataat agcctgtaca gctatcgcta tttacgtcgt ttggaaaata gtaaagaaac
  1655641 gaaaacaatt tagtttacca aatatgcctg tcttcgaatc tactattatc actgataaag
  1655701 aaggtatgag ccaacaacgt tttaaaagaa acaaaccacc acataacgaa attcgaaaag
  1655761 aaattttcaa acttgagagt aagttaattc ctcctttaaa tagaaatcgt ggagaaactg
  1655821 ttgaagcatg gttagggaga ataaatagtg aagaagatgt aaatattgag agtcatatta
  1655881 ttataaatgc ttataataca gtgcgttatt ctaatgagga aaacaccgta cttttgcatg
  1655941 aatttaagga agagattcat aagctttata tgtatcagaa gagtttaaag aaaaggaaga
  1656001 aataacacaa taaaaagact cctattttca taggagtctt tttatacttc tacggtactc
  1656061 tttaaattga ggcgtttttt cctgcttcaa tctctaatga ctcttcatgc caccaaagtg
  1656121 tttcttcagg gtcttcttta gcgatttggt gtgcttcttt cttcgtttct actgtaggat
  1656181 atgaaccttt tagcgcacgt cctgatgttg taacgaatag tacactaaat acaactaatc
  1656241 caataatact tacacctgtt aaataaaatg ccggtgcaag cgggttacca gttgcatgaa
  1656301 ctaaatagga acatacaagt ggtgttgtgc caccgaatat cgatacagaa atattaaatg
  1656361 agatcgaaag tgctcgataa cgtacatcag tgaaaaagag tgatggtaat aatgaaggta
  1656421 atgttccttc atatacactt aggaagaaac ctaatacgaa aatacctgca aatatagctg
  1656481 caatatgccc gttacctatt agtaaaaatg ctggaattgc aaatacagtt aaaccaagta
  1656541 aaccaatttg cacgacgcgt ttattaccaa ttttatcact taatttaccg aaatatagtg
  1656601 ctagtggaat cataagtgcc atcgtaatag aaataattaa taagccagtt gtttctttga
  1656661 ctttaagtac ttgagttaga taagaaggaa tatacgaaag aatcatataa tttgtaatat
  1656721 taaagaaggc gacaattact gtgcttaata agaagtcttt tttgtgatac ttaataatat
  1656781 ccatgaatga aaattgttca ttgtcttcag attcctcttg tgctttttcc atctcttcaa
  1656841 agataggaga ttcatctaaa tgacggcgta agtataaacc gaccaaacca attggtgcag
  1656901 caattaagaa aggaatacgc cagccccagc tgagcatttg ttcatctgtt aacaataacg
  1656961 tcaaaatggt aacaattacc gatgcagcaa tgtaacctga gagtgttcca atttcaagac
  1657021 cactaccgag tataccacgc tttttatctg gagaagattc tgcgatataa accattgcac
  1657081 ctgaatattc gccgcctgta gagaagcctt gaatcattcg ggcaactaaa agtagtattg
  1657141 gtgcccatac accaatttgt tcataggttg gtagtaatgc gatgaataat gtagaaagtg
  1657201 ccattaaaat aatagtagta cttaacacaa tttttcggcc gtacttatct cctattctac
  1657261 caaagaatac acctccgatt ggtcgaacga ggaaggccgc tgcaaatgta ccgaatgtaa
  1657321 gtacaagttg caagccacta ttatcaacac ctgagaagaa taattgactt aaaattaccg
  1657381 ctaaatacgc gtataatccg aagtcaaacc actccattgc gttcccaata ccagtagcaa
  1657441 ctactgcttt cctggcttgt ttaggattaa caatattaac gtcttgaggt tcaaaattta
  1657501 aatcattatt ttgttgcata taataaaaca gctccttatt taatttaact tctttaagca
  1657561 caccttctct tattgaataa aattaattcg aagcacttaa ggaaaagcaa cgtctccttt
  1657621 tctgttatta ttatttcaca taattaatta tttgtccaat taaatgctct ttttatataa
  1657681 atttacatcc tatttaactt gttataaaat gacgtttagc ttatataatg cataccttta
  1657741 cactacaaat aaaactttca tttatttata tttataacgt ttctataatt gcttccttta
  1657801 acctagaaat cagtaacttt tactaaagat ttgcatatat ttaaaaagtg aactcattag
  1657861 ctcgaatttt gtcttattac attcaactat aatattatta taggtttaaa ggaggctatt
  1657921 ttatgttgga aataatactt ttatttgcta ctgtttcttt tctcttaatt atttctggat
  1657981 ttttcattac cttaaaacaa tataaagaaa taaaaaatat aaagactata ttaactacaa
  1658041 aaaaagaaaa tgagaaaact acatccgaaa actcaatccc tatgcaatta gaccttagcg
  1658101 ttctcaataa tttactcgct tctggaataa ataaaagttc taattcaagt aatgaaaatt
  1658161 ctgattctga taagactaaa taggcattac gtatataata aaatatatat ctcctatttt
  1658221 atctaatctt attaacaact acctctgatt aaaaaggaga ctacttatgt gtaaaaatcc
  1658281 gatttctatt attattcgta tacagcataa cataagagtt ttacctgaaa ttttgaaagc
  1658341 ctgtgaacaa ctacagcctt tagaaatcat ccttactatt aacggctata tcgatgattc
  1658401 cattgatatt gcaaaatctt acaattgtaa aattatcaaa ctagaaaaac cgacagaacc
  1658461 aaataattgt tatgtaattg gtgccaaaaa agcaaagggt aagtccctct tatttttaga
  1658521 tgcaaattac attattcacc cttccttact tataccattt cttcaaccat tactagacga
  1658581 atcagctgac gtagtattaa acaatttaga tgattttttt tatcaaaagc aaaagcccac
  1658641 tatagaaatg atttggcagc aagtcacgaa tcattttttt catcgtccag atttaaatat
  1658701 taactcatta ttatttcctc cctatgcaat aacaaaagaa actcttgaag ctattaatcc
  1658761 agaaagttta ttaaatccga tattggcaca aatgaaaatt attaaaaata aatttcgcat
  1658821 tagcaatcat tttaaaattg ctataccgca aattccctcc ttctcctcaa aacaactcaa
  1658881 ttgttaccac ctagaagcga ttgaaaattg ggtaaatata ttacaagatc caaggggaaa
  1658941 ctataccgat aataatcgaa gacgggatat tattttagaa cttcaaaacg gcgaacaaag
  1659001 agctataccc aaaataatta caggtaaaga gttttattcg aatacttatg gaaataaaca
  1659061 attatccatc attatccctg ttcaaaatga agaaaaaacg atagaatcta tcatttttga
  1659121 ggtgcagaaa ttaaaacctt tagaaatcat acttattgtt aatgggtcaa cagataaaac
  1659181 agaggaattg gcgaagaatt gcggtgcaac agttattact tacaaagaag tactcggcat
  1659241 tgataccgga cgtgccgttg gtgcatattt tgcaaaaggt gatatattat tatttatcga
  1659301 tggtgatttc ttaattccta gttctgattt attaccattt gtacaatctg ttcaaaatgg
  1659361 aaccgattta gctttaaata aattagagca ctactacatg tatcgtcttc cttatactat
  1659421 cgtgactgca tgtaagtatg ctgttaattt agcatgtaat cgaaaagatt taggtatggg
  1659481 atccacaact gctgtccctc atgcttttag tcgaaaatgc attgatacaa ttggttttca
  1659541 ttcacttctt tcaccaacct taagtcaagt taaaacaatt ttagcaggct tgcatgtaca
  1659601 aaaagtccat tctgtcgacg ttgacaagat aaatcgagtt cgaccagaaa aacacttctc
  1659661 taaggaaggt tacctttcat tagcaacaca gcaaatcatt ggtgatcata tagaagcaat
  1659721 ttattacatc gccgaacaaa aaagaggcac tgaatgcttt taattgtata tccttaccac
  1659781 cagataatat atgaattcaa tataaatata taacaaaata aaaaagatgg tttgtaacca
  1659841 tcttttttac ctttacatga attcaaaaga aaatagaagg caggcttttc atttctgtgt
  1659901 tttcttaaga agtttgaaaa gagaggcttg ttaatgaaga tgcaacactt aaatcatcat
  1659961 ttagtgtaat tgagaaacat gcaactaatg gtaaagtaat aacaattgat ccactaggac
  1660021 taattacaat tgtaggactt gtcccacatg cacccccaca atccaataca gcgtcaattc
  1660081 cactaccagg ggtaattgta attttaaggc atacatcaaa acaaacatta ttcgtagtac
  1660141 atgccataac tctccctcct ttcttttaac aatatatgca gttggttaaa ttcggacacg
  1660201 actctcttac taaattttat aaattagatg ttattttact gttaactcca tagaaaatta
  1660261 acgttttatt aaactatcta aatcaactaa aaaactcaaa tcatccttta ctgaaataga
  1660321 aacacatgca ataaacggta ttacattaaa atgagatgaa cattcatcat tgcaccttac
  1660381 aaatatttct gccccaccat ttggattgac tttagtttct aaacaaatat taaaacaact
  1660441 tttattgatg caagacaagg tattccctcc tttcttatat ctaacatcaa cttatgcaga
  1660501 aataaaaata ctgttacaac tttatccact ctttacttta catacttaaa ataaaaaaga
  1660561 taaaagcttc ttcatgtata taaagaaacc tttatctttt tgttacttgc tcatttatta
  1660621 tcagtcagtg aaacatgccc tttacttgta cctaatctaa aaataataaa aacttttgat
  1660681 ttagtttcat cgcaatacta aatatcgtca agttgcttaa atgaaatgtt tatattactc
  1660741 aatcaataga caaatttacc ttttaaaata aatctttaaa atccctatgc ttcaataaat
  1660801 atgaaagtcc ttctaaatga tccccagtaa ttctcagtac agctggtgga tgtcctatcg
  1660861 tggcaaaatg ctcttgtggc cgaatacgat ttggtttcat tacatctaca aaatggacac
  1660921 attcgacttt atatccttct aatattgcct ttacttgcgc aacacaagat gtgtgaagtg
  1660981 tatcccagcc gattccctct aaacattttc tactaatagc atgaggaaca gcaattgtgg
  1661041 atcccactcc taaatcttta cgattacaag caatattcaa catatattta tataaattta
  1661101 caatatatag aggaaatctc agatttaaat ttaaatcgtt taaagctata tcaaccccat
  1661161 ccacaacagc cttcgttaat ggatgaagat cttttgctgg aatagcaaag tcagcatcaa
  1661221 taaagagaag tatatctcct gtggcttctt gtgcaccaat agcacgtcct acatcatgcc
  1661281 ctaatgcttc ttcataaaca attactgtag ctcctaattg cttagcaatt gcttctgttt
  1661341 gatctgttga tccattaatt acaacaatta tttctttcgg ttcaattttt cttgcctcaa
  1661401 gaataacttc tttaattgtt gcttcttcat tttgcgctgg tataataatt gataactgtt
  1661461 ttccattata aatagaggaa ttcattcccc atcctttatg aaaaagtgaa taattcttct
  1661521 gtttttttag ttgctctata acttctcttt ttcttcctcc atctgtatag ttccctctat
  1661581 catcttttcg ttgtaaccaa ctttccaaag cttttacatt ctctttaatc tcacatactt
  1661641 ctaatttagt taattcattt ttatagaaag aggtgttgtt tgaggttata ttatttaaag
  1661701 aagtgttagt gatggctgac gaggaatgta gtggccatcc tttctcaata agagttactt
  1661761 gggatagaat agggttctgc aagatatcat atccaatgtc tttaatcgct tttttagtaa
  1661821 tagcatatgg catagataac atcgaatcat attttaaatc catacgcccc aatacatcgt
  1661881 ttactatttt tctatacacc attgcaatgc ttggccattc tactctcatc ttttcaaaac
  1661941 atacggagtc tatgttattc aaaattacat cctgttcctt ttttagtagc ggttctataa
  1662001 atcgttctaa ttctaccgaa aaaataacat cttctccatc taaaaataaa actacatccc
  1662061 cattggcaac tttcgcccca tgaactggtg ctttccattt atttttctct tcaatcacaa
  1662121 caacgttaca ttcaacaaat gttggtatag attgtatagc actcattcta tcatcagcta
  1662181 caataataat ttctattggt tttatatgct gcaatttatt taaaatctga ttcaacttcg
  1662241 atttttcttc tcctaaaact ataacaactg atagctctgc ttctttttgt tcttcttcca
  1662301 cagtctgatt aggctttact tttttatata ttcaattgtt tcacttttcc ctacagctgc
  1662361 atgccctgct tttttatcaa aatataagtc tattataatt tgatttactt ccgtgtcttt
  1662421 atctagttgc cctaattcag aaataaatgg taataaatga ttttgcacat caaattcaca
  1662481 cgcgaaattt tgcaaaaaat aaatattcgg tacatattta atgtgattaa aaaatttcac
  1662541 aacattaatt ctttctccaa atttctcttc aacttcttct cttgataaac ctggataaga
  1662601 taaatcgaaa actagattta caggtacagg tatccatttt attaaatttg tttgaggatt
  1662661 attaatgaaa gctgtggaac ctttaacaaa tccagctaaa attaaagaca taaaccctcc
  1662721 cccggaactg ccataaaaca acacattttt cgaatcaatt tttaactttg taaatactat
  1662781 ttctaaaata tttgctatat cttgtaaata aaatctattt aactccccct gcccccaacc
  1662841 taaagataat tttccaagat ataaagtagg atcattataa tatataacag tatcttcaaa
  1662901 ttcatccatc caagaatgtc gatgaaaaat aggtggacca attggctgtt cttgaaaccc
  1662961 acctgctccg gatccaaaaa caattgtgtt atcagcatcg ggcttaatac gaattaaaaa
  1663021 ttcatacgtt actttatccc aatcaacctt gagtataaat ggctccgtag tttgaaaatc
  1663081 catttgccat aattgttcat atgaaatgtt aattatttta tactggtcta acagtttaat
  1663141 caccctttcc atccatttcg agttgttcta tcaaataaga gagcgcttca acatggtcac
  1663201 caattattct taatactgct ggaggatgtc cattttgact tacattttcc tttaaacgaa
  1663261 ttctattcgg ttttacaaca tcaacataat gtacacattc taccctatat ccttgtaata
  1663321 tagcttttac ttgcgcaaga ctaggacata gtaaagtttc ccatcctatt gcatctaagc
  1663381 atgatttact cattgcatgt ggaattgcta ctaatgagcc attacttaat tctggacgac
  1663441 catatgctaa attaagcata tactttacaa tatcaacaac ataaaaaggc ggattgagca
  1663501 ttgggttcaa atcatttaac gctatgtcta tgccatctga aaccgctttt gtaaagtgat
  1663561 gcaaatcact tcctgaaaca ctaaaatcac catcaataaa taagagaata tctcctgtag
  1663621 cttccagcgc cccgatagca cgtccaacat tatgaccaag tcgttcgtta tatttaataa
  1663681 tagtggcacc aagtctttta gctatatcag ctgtatgatc tgttgaacca tttacaacga
  1663741 caattatttc tagcggttct atttttcttg cctcgagtat tacttgttct atagtttctt
  1663801 cttcattttg caccggtata ataacagaaa gttgcttccc gtcataaatt gaagaatgca
  1663861 ttccccaacc ttgatgatag gaaggatatt gcttggcttt acctagcttt tgaataatat
  1663921 cccttctttt tcctgcatca gtaaacccta ctcttcttcc ttttttctct atccatttag
  1663981 atatacccct taaatatctt tctactttct ctttttcatt ttttgataac tcttttttta
  1664041 ttaaatatcc ttcttcctct atagtctcat ctttagataa cgtattaatt gcatattggt
  1664101 cgttaatccg ccagccttga ttcacaatat tcatatgaga taaaacgata tctttcatat
  1664161 aatcaaagcc gatattttcc accacttcct tcgtaagcgc atatggcaat gaaagtattg
  1664221 aattgctttt taaatctggt cgtcttaaaa tttcatttaa catttttctc catacaatgt
  1664281 ccatgtttgg acatttacct atttctatca atttatctat tttatttaaa actacatcgg
  1664341 cctgatttgt aacaattggc tcaataaatc tctgcatttc atttgtggat aatgaaaaat
  1664401 tgctatctaa aaataataaa atttctcctt ttgctttctt tatacaagct tcatatcctt
  1664461 gataatgcgc actatattta ttcattaaaa cactatgaca tctatatttc attgctattt
  1664521 catataattt acttttatca ttaggggcta aaattataat ttcaattggt tttagtttcc
  1664581 atgcagcgtt aattaattct tctactagtt gctctcgatc actatacgaa ataataaccg
  1664641 ttaacgattt cattacaatc cccccttttt tacacatcat gtggcatgaa acatcattca
  1664701 tatgaactta aaatattaag tagtacaatt cactctaaat ttgctacttt attaacatat
  1664761 tcaaaagtga actatactgt gtgaaaacaa acgtctattt ttgaaaatat aaactctaca
  1664821 cttgtatccc tccttttatc gttgtgtgtt acaactctca ccataaaaaa caaaaagagt
  1664881 cctaatttct ttaggactct tttacactaa tttataaata tcattaattt tatatacaac
  1664941 ctttttccac gttatccctc tatctgttgt agtaaatatt tcttttttat tacaagccca
  1665001 acctttacgc cgattaaaaa aatgtaaaca aaatacattt ttcaacaatg gattacttga
  1665061 tacctttatc cattttgctc ctttttttat taattgatat acacttccat gttcactatt
  1665121 tataacccag ccataatagg aactaaaaaa agaaacagcc gctttactag tatttattgt
  1665181 tttatttgaa atatgccacg aattcccctt atcaactgag taattcatga aaaatacatc
  1665241 attattcatt ttagttggta ttactaacaa gttattttta tagattgctt tataagccat
  1665301 agaagtctca ttattacttc cttcaagact tggaatatct tttataggct gccaacttgc
  1665361 cccaccatcc attgttttaa atactgctga tgtttcatat tgtttgtgta atgaaataaa
  1665421 tccaattaac tcgtttataa atgttatccc tgagatacta tcactaatac ttatattttt
  1665481 aattattttc caaacttccc ctttcgtttt caaatagtat aaattatgtt caaatttatt
  1665541 tgatgcaagt tttctagaca atacaatcca tatactatcc atattcgtgg catgcaattg
  1665601 tacttgaaca tcagtcgatt tctcccactc ttcttcaatt ggtaatataa actcactcca
  1665661 tctttcccct ctattaactg tataaaatat tgcgggcaat aaatcatcat tcgtttttgt
  1665721 taaaccatat gcccaagagc ttcgagcgtt tattggatat ccaaataata caattgaatt
  1665781 tagaggatta acaacatccc attctactcc tccgtttcga gtatataaga tggcttgctt
  1665841 tttatttgta tattgaatac cagcccaacc aaatctatca gttcgcattt gtaaagaagt
  1665901 aaattgaata tcattatttt ccaatatatc acctcattct tatcatatat atattcgtat
  1665961 gctattattt tcaaaacgtt ctatcattag ttgttaatac cactcgtttt atctactatc
  1666021 tttacacatt tactttctct tttcctcacc aactaaatat caatatataa tgtatcaaat
  1666081 ctaataaaat tccttctatt ttttcattat catttaataa cgactgtatt tcacaaaatt
  1666141 ctactataaa aaatgcaccc taattgtaaa actatttcta acaattagag tgcactttat
  1666201 ataaaatata acttttaact tttaagcact tactacagca gcaactttat ctatacaaaa
  1666261 aataaattga gtaataaatg tatcaatttc ttcttttgta attatatatg gaggaagtaa
  1666321 acggatgata ttcccttgtg ttacgtcaac taaaattcct ttctccatta gctctacctg
  1666381 taatttcttc acattttcat ttgtatcatt caaactaatt ccaaacatca tgccagcatg
  1666441 acgtacttcc tcaatataat aagaattttc tttctgaatt tcttgcaatt tatcatttaa
  1666501 ataaagtgac atttcatacg cttcttgcat taacccatca tcaagtaatg tatttaatac
  1666561 agttaaacct aaagctgttc ccattgatga atgagcaaat gttgtcccgt gatctcctgg
  1666621 cgcaaataca tcacataact tttcacctac aataattcca cctagcggta tcccgcctcc
  1666681 tgctccttta ccaatttgaa taatatgtgg tgtaatattg aaattttgat aagcaaaaag
  1666741 ttttcctgtt ctccccatac cactttgcac ttcatcaacg ataagaatga cattatattt
  1666801 atcacataag ttttgaacac catgtaaata ttcacgcgat aaaggataaa tacccccgct
  1666861 tcctaataca ggttctaaca gaatcgctat gggattttca tttataattg tttcttctaa
  1666921 ttgctctata ttctcacgct caacttcata tacaggaata gatgtcgtag ggaaattttg
  1666981 atatacactt tcttgtctcg taaaatgaag tgctcctagc gtacgcccgt ggaaactatt
  1667041 tttcagcact acaattcctt cacgttcttc atttgtaata gctctatatt tatcaattaa
  1667101 ttttaatgtc gtttctgtcg cttccgtacc tgagtttgta aaaaagactt ttccgttttt
  1667161 taatgagcaa tcaactaatt tctttgcata ctcaatcgca actggattta aaaaatgaaa
  1667221 cggtagatgc aacgatttcg taacttgatc cattgtggtt tgtacaattt taggatgatt
  1667281 atatcctaat acatttactc ctacgccaga aaataaatct aaatactctt taccatccac
  1667341 atcataaagc ttgcaccctt cccctctttc gattgcaatc ttcgtacgac aatatgtaga
  1667401 catcatatat tctttatcta attgaaacca atccgacatg ttacattcct cctagttatt
  1667461 ttccctgttt atttatgttc attctctata aagtcatgta taaattcatt tttaagattg
  1667521 aaattttaat agtaatgttc ttcccgatat tcatttttcc ataatttctt ctatttcaac
  1667581 aggtccactg catacgcgtt tttttcatct agcggtctgt tactattttg agctttgcgt
  1667641 gttatacata atcaaggcta aaaaatcata tttagtaaca atgaacaaaa aagatttgga
  1667701 ggctatattg atgggtgaaa accatgataa acagaggcaa tctttactag ggaaagactt
  1667761 taatgaaaat ggagaacgta atgaacaagc aatccttcac tctcaaacag ttggttcacg
  1667821 tggacctgtt ttagagcaag atagtgtgct tcacgaggcg ttacaagaat ttattcacga
  1667881 aaaaatttta gaaagacctg ttcatgtaaa aggattcggt gcgttcggtt attttcaaac
  1667941 gatctatcca atgtccgaac atactaaact aagttttcta caacattcta atgagaaagt
  1668001 tcctgttatg gttcgatttt cattagctgt tagtacgaaa ggaacacctg acactgctag
  1668061 aaatgtacgt ggtttttcta caaaattcta tacaaaagaa ggtattttcg atctattatg
  1668121 taatcacatt cctgtctttt ctgttcgcga tccgatgcgt ttccctgaaa ccattcaagc
  1668181 gttgtcacct tcacctaaaa ataacttact agacccgaat agattttgga gttttgtcgc
  1668241 tagagcacct gaatccattc attttgttgt ccatttgtac tctgataatg gtacggccaa
  1668301 aagctttcgc cgcattccag gacatagtgt aaatacatat gtttggagaa atgcagaagg
  1668361 taaccgcaaa tatgtaaagt atcattggta cccatttgaa ggtgtacaat ccattactaa
  1668421 tgaggaagcg aataaactag ctgccgaaaa ccctgattat agcgggaaag atttatatga
  1668481 cgcaattgca aatggtaaac cagtggaata tggtttatac gtccagctta tggatccgaa
  1668541 agatgaagcg catctttctt acgatccttt agatgataca aaagcatggg atgaaaaagc
  1668601 gtatcctctt ataccagtcg gcaaaatggt attaaataaa aaccctgaaa attatatgga
  1668661 acaagtagaa aaagtcgctt tctccccttc taatttactg aacggcgcag aattatcaga
  1668721 tgataaaatg ttgcaaggac gtgcaaacat ttatagtgat tctcaaagaa gaagaattgg
  1668781 tcctgaattt cgtaaattag caattaacca acagcaagat tggacacctg ctaatcaaat
  1668841 aacgagcggt gacggaaggt acgttgaagg taaacttgag agaacttcta taccgaaaca
  1668901 agatgacttt acacaggctg gtgaatttta tgcgaagtta caaccgatag aaaaagaaca
  1668961 tcttgctgaa aacttagcta gtgacttgaa agttatatcc gatgatatta gaaaggtcgt
  1669021 tttggggtat tttcataacg tgtcagctga tttggtgaag aggattgaaa gtgcgatgca
  1669081 acagctttga gaatataaaa aacgtcattt tcaatcttta aaatgacgtt ttttatggcg
  1669141 aaattactag ggatttctat cgctttattt acaatgatta acgaaatttt tctccttcaa
  1669201 aatttccttt ctttcatttt agattatggt actcatttct ctttttcata taatcttttt
  1669261 cacattgcaa cggcttgaat ttcacttttt tccctttctt ctttttcgtt tttataacga
  1669321 gccattcccc tttttcaaca tctaggttta agtgtttcat tacatttata ttatcttttt
  1669381 ctttataaag taaaaatgct tcttgcgccc tcacaaataa gctgggctgc tcgctaaatc
  1669441 caccactatc ataaatttta gttagcgaat tataataaga atcattttcc tttccaccat
  1669501 acatcaaatg ggcagcctcc agatctcttt tactcacctc ccaaaaacta tgttcatcaa
  1669561 tatttaaatt aaatgtggat ttaatgtcct gtattatatt cttcacatac ttttcatctc
  1669621 gaattttcct ttcttcaaga caatccgaag ataaccttgg tgcatctgat tgggaatgta
  1669681 caacatgttg tatcgataca cataaaacaa atacacttaa aatgtacaat atttttttca
  1669741 tatttacata tctcctcaaa tgatttatat actatatcat ttgaggccta caatattctt
  1669801 atgctagaaa tgagaaagat cctataaaat atatctttta taggatcttt ccatctaata
  1669861 ttgctttatc aaattcaccg gcgaagcaac tacctttcca ctttttacgt catatagccc
  1669921 tataaacgtt acccgtataa acggcaagtg cgtcgcagaa aagaataaaa tcgtaaatgc
  1669981 tggatcgtta tatacgtaac ctcgctcttg cagtaaattc accatctttt tctctttctg
  1670041 tattaactcg ctcattttta attcagacat aatcccaagc aatggtaatg ctatttcgtg
  1670101 taatacttca ttcttttcag ctataaccat tcccccgcca agttctttta tcctgtgaaa
  1670161 agctgtaagc atatcttctt ttctcttccc gacaagaatg atatcacccg taccagaata
  1670221 agagctagca aggcctccta tttctttcgc aaaacctttt acaactgtat tcactcgcca
  1670281 agtaccatca cgagcaatca tcataaggaa acattcatca taatctatgg acaattcatc
  1670341 acagtctatg ttaatttcac tagtatatgg ttttgttata acgttattta ataagtggat
  1670401 acccgtttta ttagaaaaaa gcatatcctc tttttctatc gaccactcta atgataatgg
  1670461 agttacttta catttactcc agtctatatg taatgcttcg tgtgtattta caccgtcgcg
  1670521 ctttacccat tgtccctttg caattacgct cgttggcact gggttctctt tactttctaa
  1670581 aatattgata ttagcaattc tacctgtcgc aatcgcacca tgtatatgct ccatattata
  1670641 ataacgagca atattataac ttgccatttg atacgcatca attactggaa tacctttctt
  1670701 tatagcggta gcaatcatga tattcgtcat tccattttca taaaaggacg gatgtgaacc
  1670761 gtctgttgta aaaatgaatc tatcaaactg cttaacacct aattccaaca attccttcaa
  1670821 taaaacttct aaatctgggc gtatggaaga attcctaaga gaaacggtgt aaccttgcat
  1670881 aagacgagct aacgcttctt gccctgtcat cgcttcatga tcgcaatccg tacctaacag
  1670941 ttttaatttc gctaacgttg cttcagatgc tcctgggaaa tgtccttcca cttttttctg
  1671001 taatcgcttt gtttcctgca cccaagttaa catttcatca tcgccatgta ataattttgg
  1671061 ccatgctgtt aactcgccgc cttgcagaac tgcttcatgc tgtagccact ttattatttc
  1671121 ttcactatta aataaagatt ccccgttttg caattcagtt tgtccatcaa aacgacacca
  1671181 ccaatacata ctagctggaa tctttgtaaa ttcatctaat aaatgaaatg attcttcacg
  1671241 ctttaatgtg aaaaataaag ttaaattatc attaataaaa gttgttgtcc caaattgcat
  1671301 cgcatgattc gctaatgtct ctggattata taattgatac ggatgtgcat gtggctctat
  1671361 gtaactagga actacatact ttccatcaca atcaatgact tcacattcat gtaattgctc
  1671421 tggtagtttt tctcctacat atataattct gtcatcatag atccaaatat ttgcttgcat
  1671481 ccattcacgt atataggaat ttaagtatgt tgcgttcttt aataatttat gaggacttct
  1671541 tgtaccgtct attatttcaa catgttctcg taattgctcg ttactccatc tgaactgatt
  1671601 ttgtcccaat gtatttcact ccaaatcaat ttactttttt tattaaaata aaataattaa
  1671661 caaactaaag tattatccat tcataactcc cctgtatagc cctatacctt tcattatatg
  1671721 gaatactcct aaaaataaca attttcaaaa taaataacac ctctttgtcc cacaacaaaa
  1671781 aggatgtcat gcaactgaca tcctttttat actaaactat aagattgaat tgcactttga
  1671841 aatacacttg tatcatattt atgttctaca tatacttaat accatatcat gaatgttaat
  1671901 actgtcctta tttgtgaaat ttaaaaagca tctcttttat ttacaactat tgcagaaccc
  1671961 cattcgcttt ctcttcatct atttattaaa ttcaacttgc atcattttat caaactgtgt
  1672021 aagaatatca actggaccta aagagttaac attgacagca aatgtatgct tgcctccaat
  1672081 tactccacca gcaaaagtca taaacccagg aattgatcct ccgtgacccc atactgagac
  1672141 accatttgga agttttgtct catagattcc aagaccatat ccatcaccaa tcccttttcc
  1672201 ttctatagga actgtagtaa gcatttcttt tagctcgcgt tccttcagta acttaccacc
  1672261 gagtaaagat gaaaagaact tgtttaaatc atccgcatta gaaatcatgt ctccagctgc
  1672321 attagctaaa ctcggattat aatacgtaat gtctttcaac tcgcctgttt cttccatttt
  1672381 cacatatcca cgagcatgat tctttcctgg gatgacaggt gaattacctg gtaaaaacgt
  1672441 atttggcaag tccaaaggtt caataattcg cttttcgatt tcttccgcat aactattacc
  1672501 agttattttt tcaataagca ttcctagtat tacgtatcct gtgtttgaat acgaccagcc
  1672561 tttacctggc gaaaaatccg aaggcagcgc aagtcctatt ttcactattt cttctgctgt
  1672621 atacgttttt ttcgaattca ttatgtcagc atcttttgac tttaagtatt cagcgatacc
  1672681 acttgtatga ttcaaaagtt gacgtatcgt aatttgatta ccatcatacc catttccttg
  1672741 aatgagaccc ggtagccact tttcaattga atcgtccagt tgtacgcgat tttctcctac
  1672801 taattgaaga acagtcgtgg cggtaaaagt tttcgtcaca ctaccaatcc gaaagcgata
  1672861 atccgatttc accggtttct ttgtacttaa atctgctacg ccagcagtat aactactaat
  1672921 tttcccttta ttagatgtct tagctaatac ccctggtgct ccaattttga ttgtttcctg
  1672981 cattacttgt ttccatccat tccgattctt ttgatcatgt acttttgacg aattcgaaat
  1673041 actttgagta gactctgctt tcacagtgaa accaggtgta aatagagtag tacccgctaa
  1673101 taaaactgtc aaactcgcta acttcattga attacgtttt ttcataagga tttctctccc
  1673161 ctattcatat cgtattgatt caagctatac tttcatccta tatgataaaa ctgtcttttt
  1673221 tcttatccat tccttacgaa atacttacgt ttaaatttaa ataaagtaaa ctggggaaga
  1673281 gttatgcatg caaataaaaa gagaacatgt tttcattttt tatgtaaaca tgttctcata
  1673341 aacatttaaa attctatatc aacttttcat cctattcttt acacaactaa tctaaattca
  1673401 tttttaccag cctgcactag cattcattcc atttccaata atagaaagta atagtggcca
  1673461 taatactggt cctaacgtaa gcagtacatt tagaagtata agtattctat atccaccggt
  1673521 gaaattatga tttttacgat tcacaaatac gagactgact aatgagatta tggtcgttaa
  1673581 aaataacact aacattacca accaatacca caccattaaa ctgagactcc atggtgttaa
  1673641 tagctcgtgt atgatgcaaa atgagattcc taataccgca aaactaaagc tagtcaccgc
  1673701 tgtttttata agccatttac ttattttttt atcgtatgta tttttacaat ataaatctat
  1673761 taaagtatac aaagataaat atgccatgaa tacgcctacc caagacaata accagtctcc
  1673821 gtcccctttg aataataaga acagcaacca acacatactt actgcagaaa aaacaaagga
  1673881 aataagtatg ctttttaata ccgatttcat tacattttca cacccttaaa aaacttaaaa
  1673941 attaattata atttataaaa attaagtata ggttaacatg taatgaagta taagtaaata
  1674001 aagttaattt acagttaatt tcattttctt agttgaagac agttttatat atgaaaatga
  1674061 ttcatgataa tcaaatttct ctacaaaaaa gtaaaggtgg atatttacgt atccaccttc
  1674121 ccatctccct ctacccactt cattattttt tccacatcta actccgtata cgtcttttca
  1674181 ccataacgaa cagactcata tagcgaagta atatttctcg ttctactaat tctttttaac
  1674241 cactgttgca tcgtttcata ggatcttctc tgttcatgaa atggtaatgt tctttcccat
  1674301 tcaactagcg tttttcttat cgtatctgtc ggtaatggct gttttaactg atgaatgact
  1674361 ttcttgttat tttcggttct taccgtattt tcttttgtta ccgatttttt ctcctgttct
  1674421 atttctggtt tcgttaactt tttcctaacg gatttataaa gaaaatatat aattatccct
  1674481 gcaatcatta cataaaaaac tatactaatt catgaatttg aaagcacaga aaatacgtct
  1674541 ccccatgaac tttccttttc aaaaccttta aattttttac ccgttgtcgt tctctcacca
  1674601 ttatctccta cttttttctc ttctataggt gttccgtaat cttcagtatc accatagttt
  1674661 atagtttcct tataaacttt ttcagttttc ttttcagtaa aaaaacgttc ttttactatg
  1674721 ctttgcacat gcacaacacc tcgtgataac gttattgcac taatcgcaaa gaaaaatatg
  1674781 attaaagctc ttacactcca caacttcact ttcatatgcc gcgctttatt caccatgaca
  1674841 taagcccctt cttattcttt cattacaatc catttatttg ttctactata tttctttggt
  1674901 gaagtaccaa gaattaaagg aaccgcatcc agttccttac gacgaaagcc tgctgtgtaa
  1674961 aaataagaag aagatacagg cgtatcttga tccgatattg aggcaagtat ttttaataca
  1675021 ttttgcaaat gtttccgatt atcaccattc tttacatgta gcaaaccgtt atcctttaca
  1675081 ctattaatcc ataattcaaa tgaacagttt tgcataagaa gttgtttaca tatgcctgct
  1675141 gttaattcaa ttaattcttc tatatcattt cgcaatgaaa cgccactttt attttgcaag
  1675201 ttgagataaa tcgcgtattt atctgattgc gttcgctcat actttttcgc agttatcgtc
  1675261 cctgttttcg ctgttgcact ccagtggatg gaacgaaaat cttcattttc ataagacttc
  1675321 actcccatta ctttcgtttc atcatataag ggtgaagaca tcgcttttcg aaatcctcgt
  1675381 gaccattctt gtaattcagg gacttgcatt tttggaacag ctggtaaaac taaataggac
  1675441 ggcgtatcga cttgtttata tgttatatga ttcgttataa atccaaaagg atccgtaata
  1675501 acaatttcaa cttcttccca tttcgcaatt cctcttttta acgctacagc ttgtaaatga
  1675561 aatgaagctg actctcctcc ttttaaatta aaattcatat aataatttga acctgtattc
  1675621 gtatttttgt ttatttcatc atgattccaa gttagcttgt tttcacattt aaatcgaaat
  1675681 acgatattga aaataggaaa tatcgactta tttgaaattt tcattttgca catattcgtt
  1675741 tcacctataa aaacgtttga attcccttgg ctatattccc attcaacacg agatacttta
  1675801 cgtatgtata catgcatagc acctattaaa attacataca aaaatacgag agataaaaac
  1675861 agtagattgc ttgaaaatac gcataaaata acagctacaa ctgacataac tcccattacg
  1675921 aaaggctccg ctaatggtgt atacacaagc tgttgattca tcgtatattc tccactggta
  1675981 cattaatcgt atgaagaatt tctctcatga tttgttcttt cgtcgttttc atctcccctt
  1676041 caatcgttaa cgttaaacga tgagcacaaa cggatgcagc aagcgtctta atatcatctg
  1676101 gcgtacagta atctctttca tttaatatag cccttgcttg aatcgctctc ataaatgcca
  1676161 acgtcccccg cggacttaca ccaatttcaa ttagctcatg cttacgcgtt gcctcaataa
  1676221 tttcaagaag ataatcttgc acatcatttc ctactaacac ttctcttgca cgtttttgca
  1676281 tcataataat ttcttcactt gaaataatag agtgtaacgt ttctaacgga tcattcattt
  1676341 gaaaccgatt catcatttcc ttttcagctt ctctcgtagg ataaccttgt cgaatcgcaa
  1676401 gtaaaaatcg gtctaattga gcatccggta aaggaaatgt accagcagat tcgaggggat
  1676461 tttgcgtcgc aataactaaa aaaggttctg gtaatgaatg tgtctgtttc gcaatcgtaa
  1676521 cagtacgctc ttccataact tccagtaaag aagattgtgt tctcggtact gcacgattaa
  1676581 tttcatccac taatactata tttgcaaaaa taggccctaa cctcgtttta aaatccgatt
  1676641 ccttcacatt aaaatattca agaccaataa catctccagg caaagtatcc gctgtaaatt
  1676701 gaattctttg aaatttagcg tccacgcttt tagccaaact tttcgctaat gttgtttttc
  1676761 ccgtcccagg tacatcttct aataaaatat gcccttttgc tataagagct atagctgcca
  1676821 gttcaattga ttcatctttt cctataataa ctttcgaaat attattagtg attttcttta
  1676881 atgtgttcat atatttccct cccgctttcg tttattcaga aaattaagaa ttatattttt
  1676941 ccaaattata acacattacg ataaaagtaa atatattcct gtcattataa aaaagatgac
  1677001 cttagcacta taagctaaag tcatcttttt cattttatta ttttactaac tctccattat
  1677061 aagcttttat atcaagtgga gcagttaaat actgttttgc tttgctaacg aaagatgtga
  1677121 agtgttcact cgtattatga ctcgcaactg cctcttcatc tttccatact tctaccatcg
  1677181 tatacacatt ttctttttct gtatctttat ataaatcata agacacattt ccactttctt
  1677241 ctcttgaact atgaattagc ggatgaattt cttctaaaaa tgattgttgt ttcgctggat
  1677301 ctacttgaaa tattgcgtga ataataatca tggtgtttcc cctctcatat ttcacttatt
  1677361 tctttaaaat tacttccact ctgcaacttt ttcaattgga agacgtactg attggtaacc
  1677421 actgtcagca gcttttccga ctgaaattaa cataactggt acgtaacgtt ctttatctaa
  1677481 tccgaacgct tcagcgattt ggtctttttc aaaaccacca attggacaag tatcgtaacc
  1677541 gtgagcacga gctgctagca taaattgcat tgctacaaga ccaccgtcaa taagtacagt
  1677601 atctttcatt acttctggtg taaccattga gaagtaagct gaaagttttt tcatttgatc
  1677661 ttctttaact tcagctggca tgaaaccacg ctctactgct gtaccgtaaa tttcttctgc
  1677721 gttatcaaag ttgtttaaat caccaaataa agcgatcatt gctgaagaag tttctacttg
  1677781 agattgatta aatttcgcaa gtggcgcaag tgttgcttct gtaagaattt ctgtcatttc
  1677841 ttctttgcta attttcactg atgggtcgta tttacgaatc gaacgacgtc ctgttaaaat
  1677901 ttcgttaaaa tcatttgttt ttactgagtt agtcatagtt gtattctccc ttttttaaag
  1677961 ttcttttatg ttttcttgaa tatgaattaa catatttaaa agattatcgc gttcttcttc
  1678021 acttaatcct ttaaatgccg atgctgcaaa acgttctttt tcctcttgaa acgcctgaat
  1678081 tttatttcgt ccctcttcag taagagaaac taacgtaatt ctgttatcgt ctggattttt
  1678141 acgtcttaca atcattccgt ttgcttctag ctgttttaaa tgcctcgtta tcgcggcatt
  1678201 atcaatgttc acttcttgct gaagtgcttt ttgactaatt tcacctactt caaataactg
  1678261 aagtataagc tctaatcgag actggctcat acccgtacac ccttcaaatt tcgaacttac
  1678321 ttctttattt agaaagtgta atttatataa aataatcgct tcttttgagc atgaacttgt
  1678381 cacattaacc ctcctttaca atcaaaataa aaacatttga tgtatcaata gttgatatgt
  1678441 caattaatat aatctatatc gatttagaat gcaagcattt tgtttttatt ttattttttc
  1678501 caaattaagg cgctttgtag cgttacaaaa aatgtaaatc gcattataat agtaataatt
  1678561 taattgactg gagagtgatt ataatgcggc aatacacaaa tagaaatgag gatatgaaaa
  1678621 tggaaaatga aatgaggata ttgatatatg acaacaataa atatagagat tgtcgcgcac
  1678681 gtagacgctg gcaagacgag tttgactgag cgtattcttt atgaaacgaa tgtgattaaa
  1678741 gaagttggcc gagttgatag cggaagtacg caaactgact caatggaatt agaaagacaa
  1678801 cgcggcatta cgattaaagc atctgtcgtt tctttcttta ttgatgatat aaaagtaaat
  1678861 gtcattgata cacctggaca cgctgatttt atcgctgaag tggagcgatc attccgcgtt
  1678921 ttggacggtg cgattttagt tatttctgcc gttgagggtg tgcaagcaca aacgaagatt
  1678981 ttaatgcaga cattacagaa actcaacata ccgacgattt tatttgttaa taaaattgat
  1679041 cgtactggtg caaatactga aaaagttgta aagcaaataa aaacgattct ttcaaatgaa
  1679101 acattcccct tctattctgt ccaaaatgaa ggaacaaagg aagctcgtat tattgaatat
  1679161 aaatcatatg acgattgtat agaacgatta gcaccttata atgaatcatt acttgagtca
  1679221 tttgtaaata acgaaatcgt aacggacaca ctattaagag aagaacttga aaaacaaata
  1679281 caacaagcaa atctgtatcc gatcttcttc ggttcagcac tgacgggtat aggagtaact
  1679341 gaactacttg aagatattcc agccttactt ccagctaata atccgtctca agatgaagaa
  1679401 ttgtccggta ttgtttttaa aattgaacgt gaaccttctg gggaaaagat tgcatatgta
  1679461 agagtttttt ctggtacctt acacgttaga aaatatgttc atatacagcg cgatgggtct
  1679521 ctaccacata aggaaaagat taaaaaaatg tgcatattcc ataacggaaa tgctgttcaa
  1679581 acttctaccg ttcctagcgg tgacttttgt aaagtgtggg gactgaataa tattaaaatt
  1679641 ggtgatatta tcggtgaacg gaccgattat ataaaagata ttcactttgc cgaaccacaa
  1679701 atggaagcag ccatcaatgc agtaccaaaa gaacgaattc atgatttata cgctgcactt
  1679761 atggaactat gtgaagcaga tccgctcatt aaagtgtgga aagatgatat tcataatgaa
  1679821 ctttatattc gccttttcgg tgaagtacaa aaagaggtta tcgaaacaac actttatgag
  1679881 aaatataatt tgcaggttac tttttcaagt acgcgagttg tatgtatgga gaaaccaatt
  1679941 ggcattggga attccgttga agtcatgggt gaaaaagcga atccttttta cgcaacaatt
  1680001 ggctttaaag tcgaacgtgg tgaacttaat tctggcataa catataaatt aggcgttgaa
  1680061 cttggctcac tacctttagc atttcataaa gcgagtgaag atactgtatt tcaaacgtta
  1680121 aaacaagggt tatacggatg ggaagttacg gacatttctg tcacgttaac acatacaggt
  1680181 tatgctagtc ctgttacaac agcgagtgac tttagaaact taacgccgct cgttttaatg
  1680241 gatgctttaa agcaagctga aacatatgta tatgaaccag taaatgagtt tgaattaact
  1680301 gtaccagagc atgcaattag taccgcaatg tataagctcg ctgccattct agcgactttt
  1680361 gcagagccta tattcaataa tgattcttac cagttaacag gatcattacc tgttgcgaaa
  1680421 acggagagtt tcaaacgcat gcttcattcc tttacagaag gagaaggtgt atttacaacg
  1680481 aagccagctg gattcacaaa acttatggct cccttgccta ctcgaaaacg tgttgattat
  1680541 aatccgctga atcggaaaga ttatttgctt catgttttga aggcttatta aagtaaaaga
  1680601 ggtgcaattc gcacctcttt ttgcatgtgt tgataggcta gtttggccta acaacttctt
  1680661 taagtttttc tattactttc gctatcgctt caattgaatt ctctgtttca aatcccccaa
  1680721 catttacaga atggtttgcg tttttgatga catcgatttt caaattcgtt ttatataact
  1680781 gatcaatttg atttgcatta taatggtgat ctttatcccc aataactaaa agcccttcgt
  1680841 gactactatg taaaatagaa tcaaaaatag attcaaaagt tagtaaaggt gtaagtacta
  1680901 tcatttttga ctgtaaaaat tcttttctct tcattaaatc atttgcaatc ggaattgttc
  1680961 caagtgactt ccctaaaaac atcggctcgt tgtattgatc accttttaat acttcattca
  1681021 ttataggatg aatatcatcc atcattactt tcgttacttc ttctattggt ttactcatta
  1681081 cctgttcgtc gtaagaataa tgaatatgca caacatctat tttcttttct agcattaaca
  1681141 tcgttgcata ataaaataac ggcttatcgt aattatatcc tgaacctgag aacataaagc
  1681201 aaaccgtact agaacctttt tcgatatgtg tgtaataaat tactttgtca tttatatgta
  1681261 tctctttttt agttcccttc atcgtttctc cctccgaata catttacttt tgtaatacgg
  1681321 tatgttctgt gtgaactgat acatccttta ctttctcttt tataaatgca ggctgtaaat
  1681381 tatatgcatg taactcttct accggcaccc acttaaacaa atacgttcta ccctcttctt
  1681441 ccaaaatata ttgatccgct ccatttgcag gtaactcatg tagctctact tcatagtaga
  1681501 aactaattcc atgaaacttt tgctcagaaa gcgtaaagaa attttctact gaccatatta
  1681561 atcttttccc ttcaatagga acagctagct cttccgcaag ctctcgtttt aatgcatctt
  1681621 cactattttc tagcattttc actctaccgc ctggtacgta ccaaaaatct tcactgtcac
  1681681 cttgcagaat aagtatttta ttatcatgtt tacaaattac tccgccgcgg tagttaaaac
  1681741 atgttttctc aactttgaac gtaagatcca caacgattgt cccctatact tcatttaaaa
  1681801 atcgctataa aactattatg tatgtatcgt acaaataaga ttactaaatt tttctagttc
  1681861 gttcaataat tttcgaactt tccaaaaatt atacacatca tttgtcatca caagtataaa
  1681921 tacatatgtc acaattactg cgcacacttt ggaagcagta tgggggacga atgcatctat
  1681981 ctctatcaat atacaaaatt gaagaatcaa ataattttca agaaatcatt gtaaaagata
  1682041 aagtgaaaca tcaataagtg gagtttttat ctttttcctg ttgtttttaa atatagttaa
  1682101 gacattatta aaaagacgca aggtcaactt atgtgctaat taattctttt tctagaaaaa
  1682161 gcgtctttta ttgcacttgt tactacattt aggaataata aaatagccat aactgccgtt
  1682221 agtacattaa attgctttgt tttataagga gcgaaccatt ccgtaaagaa ctctgaatta
  1682281 acgagacgat ccccaactcc tccttccttg aagttcggta tccacgaatt catgtcaagg
  1682341 atgatataaa ttagttgcat aacgaaaaat gctccaatag ttttcagcca atttcgtatt
  1682401 cgactaggac gctctttttt taatttcatt taaaccatcc tccttttaga acttgctatt
  1682461 aaagagcctt gttctgatag atacgaatag ataatatcca tgaaacccca tagcacccca
  1682521 ctgctatgac agcaaataaa agaaataatt tcaaatctga aatctctttt aaaaaggtca
  1682581 gtacgccatt agcatattta tttaataaat atggagtatt tttcattaaa tatataactc
  1682641 caatagataa aaatataaaa actggtacaa gtgttttcac tttaaatgca acaaaaaatg
  1682701 ggatgtaaaa tgctgttatc agcatgactg ccaagaagcc tagtatgtaa ctttctatgg
  1682761 aaagttgaaa ttccatgccg tctaaaatga aatattttcc aactaaacaa aatgggatga
  1682821 ttactattgt aaaaagtaaa gttccaacgt attttgaact tataatttcc ttcctagtat
  1682881 acggtaatga gtttactaaa atattagcat tatctttatc atcagattga tatgtgttaa
  1682941 ttacaaaaac ggcactacaa atgattatga catatgctac atccatgccg gcccacaaat
  1683001 aggtaactag aaataagaga taagcaggca agaaagtttt ttgtaaaatc aaatcctttt
  1683061 taattaaatt aagcatcttg aatccccctt tttcatgaaa tacataatat cctctaaact
  1683121 cggtttttca atcaccacat ccttatcaaa taaattttcg atagaatgtg cattttcaat
  1683181 caatccctcg aaacctgtat ttgccttacg tacagaaata aattcacgct cagtatcaaa
  1683241 ctttaacaaa tctagtggtc ctttgactaa aacataatcc tctgcaatgg cataaatatc
  1683301 ttttgtgaaa atatgcttcc cattttgaat aaatgtaata taatcggcaa tgcggtctaa
  1683361 atccgttgta atatgtgatg agaaaaagat agttttctct ccatcctgca taatattttg
  1683421 tagaacatcc aataattctc ttctgaatac aggatcaagt ccagatgtag gttcatccat
  1683481 aataattagt tcagcatgat gtgaaagggc aattgcgaga gaggctttca ttttcattct
  1683541 tttggagaat gttttcattt ttttgtttaa tggtaattcg aacagctctt tataatatgt
  1683601 aaattggtta aaatcccatt ttttataagc aggtgcaata attttagtaa tttcctttaa
  1683661 tgtgagttca tcataaaaca cattatcgtc ataaacgaag ccaattcttt ctttaattcg
  1683721 tttcgcatca gtcgaatagt tcatgccaaa taaggagacg tttccactat ccgggtttat
  1683781 tagattcata atcattttaa ttgttgtaga tttacctgat ccatttcctc caataaaacc
  1683841 cgtaacaaat ccttttttta cttccatcga aaaattgttt atttgaaacc ctttaaaaga
  1683901 tttactgaca ttttgaagtt ctattacgtt ttccaagagt tttcctcctc gtataaaatt
  1683961 gtaagcattt cttttagctc atttaaagaa acatccattt gcttagcatt ttgaatcgct
  1684021 tcacataact tttcttcaac tgtttttaat ttttcttctt tcatagtttc aatgttttgt
  1684081 tctgctacaa aggaccctct tccgacaatt gaattaataa aaccgtcttt ttccagttct
  1684141 tcatatgctc ttttcgttgt aataatactt actcgtaaat cttttgctaa ctgacgcatt
  1684201 gaaggaagag catctccttg ttttaaatca cctagtaaaa taagcttttt tatttgggca
  1684261 ctaatttgtt cataaatagg ttcctttgaa gtgttcgtaa tagtgatttg catgcaaata
  1684321 cctctttttg aaaatattgt atatatactt tatatacaat atacactatc gtacatttca
  1684381 aatcaacaga aaatttccaa aatatagtta caaacacaat ctaataatgt aattaataca
  1684441 acttatttat acaggccttc cttgtattag ccggattttg aggcggcggt cttgctacta
  1684501 gctaatacac gataaagact tcgttgtgtt ttacagaaaa attggcacaa ctgatagtgt
  1684561 gaaaaagaaa gagtttggaa tagaagaaaa atttgaggaa gttgatatca agttagacta
  1684621 ggatgaggat gacgaagaag gactgaaaaa tatgttttct aagctgcggg aaatgtacga
  1684681 ggaagaacca attgaattat aaattcacat acgaaaaaca ccttgtttct ttagtaacaa
  1684741 ggcgtttttt cttaatacta ggtttaaatt gttatttttc cgctaaattt attaatacca
  1684801 tctttctaac aattccttct ccctttcgcc tgaaatacct gcttttaatt cccattcgtc
  1684861 tgtgctcttc atccactcat acacgtctgt aactgtctct tctattcttc taaaagtaag
  1684921 ccctgctttc acagcattat cgatacttat agaaaacccg cctttccacg gcttcgtctc
  1684981 accatctaat ggaaaagttt ctggaatcca taaaggcatt tctgtccacg gctgcacatt
  1685041 atgttcactc ataaacgatt cgtctaccca aacgaattca gcatcactat gcgtaacctt
  1685101 tttacacgta tttaatagtt cttccatcgt caaatcataa tttggacctg tcacattgaa
  1685161 tatacctgca tttttgtttt ctgccatgtt tagtccccaa tttgcgacgt cttttatatc
  1685221 aactatctgc acgggacggt cttttcttcc tggaactaac accttacctc cttttgctac
  1685281 acgctgaatc caatatggaa gacgatctgt ataatcaaac attcctgaaa gaagtcctgc
  1685341 tcttacgtgt aaaacacgcc gcggccaata ctcctctgct tctttttcac ataatacttt
  1685401 tagcgcaccg taatactcat aaggagatat ttcaccattt tctacagcct ttatttgctc
  1685461 tttcgttggt tcaggttgta atatatagtc ttcttttata tgatgcggaa tccaatcttt
  1685521 atatacggaa aggcttgaga tgaatatata gtgttcaata ttatctttaa gtacttctcc
  1685581 aacatttctt atgtgatgtg gagaaaatcc acatgtattt atgacaacgt cccatttacg
  1685641 attttctaaa cttgatacat caccatttct gtcaccgata agctgctcca cttctagaaa
  1685701 aatctcctgg tttgttccgc ggttaaataa tgtaacttca tgccctctct gtaaagcctc
  1685761 ttctacaaaa gctctcccta aaaaacgtgt accacctagt attaaaattt tcatggttct
  1685821 cccccattca tcattgaaaa atcctttctt ttgttaaacg aatttcagtc gtaaaaagtt
  1685881 acggtggatt tgttatttaa ctttaattct agaaacaaaa atagaatcca ttttgaaaaa
  1685941 tcaatcaaca tggattctta aataaaaaac aatttttttg atgtatctta gtttaattgt
  1686001 taactctgca caatttcccc atcaactaac tcaataattc tattacactt attcgctact
  1686061 tccatatcat gcgttacaat aataattgtt cgtccttctt cattcagttg taatagcaaa
  1686121 ttcataattt cttctcctgt ttttctatct aaatttccgg tcggttcatc tgccaatatt
  1686181 aattctggtt cacctactaa cgctcttgca attgcgacgc gctgctgttg tccacctgat
  1686241 agctcgtcgg gtgttttata catatgttct tttaaaccta ctttttctaa atagaacttc
  1686301 gccttatttt ctctttctcg ttgctttagc tttctatatg tgagtggtag cactacatta
  1686361 tccagtacag tatgttcttt taacaatgca aaatattgaa aaataaatcc gatcatttca
  1686421 tttcttgttt tatgaacttt atttgctcca atttcagtta atgattttcc atttaacgta
  1686481 tattcaccct catttggcat atcaattaac ccgataacat ttagtaatgt actcttccct
  1686541 gagcctgatc gccccattac cgctataatt tcgcccttat atatcgttaa atttataccg
  1686601 tttaacgcga acgtattgtg attcttatta ctatacacct tcttaatatc ttttagttca
  1686661 attaacccca ttattccatc ccacctatta atgttttcgg ttcaagcttt ctaataaaca
  1686721 aaaagacaat tacattcgag acaatgataa tcaataataa gaaaagaaat actaaaaaca
  1686781 atataggcat atccaattta aagtctaata ccgttgcttc ctttaaatcc ttcgacattt
  1686841 gtaatagaac cccatacctc catgaaaagt aagctattga cattcctaag ccagttattg
  1686901 ctacaataat gttctctaaa acaatttgaa taaacatacc aaatttactt tcgccaaaag
  1686961 ctatttttat accaaattcc cgttttctca tcaagataga aacaatggtc gttactacaa
  1687021 ttccgacaat cgagaataca atgaataaga ttcctactat aagttgaggt atttcagaat
  1687081 agccgttaag agtaacatct tcatttattt catcacctaa actttttaaa tgaaacgtac
  1687141 cgccgtttcc tttaagttga attgattctt ctagtttctt tacatctgca cctttttgta
  1687201 aatataaaac tgtactttga tgtagcctta aaaacattgc ttcatatttt tcaaatctat
  1687261 caaatgacat aggcattatc attgcgtaat ccaacttcaa atatgtgttc gtcgtattat
  1687321 tatttacgat aaatttattt tctggcaaaa accctgtaat tgtatattga ttattaattg
  1687381 tatccccaac ttgaaaatat tttttaaagt aagaacccat taaaactttt gttttttctt
  1687441 ccttattttt ttgaaagtca tcatgcgcga aaccttcttc aggttttaaa ggtaaatgta
  1687501 acattttata gtaattttca tctacaaaaa ttgttttaat agtaggtctt tcgtcatgaa
  1687561 acgttttatt tttcaaatca gtaatcatac tgttttgaaa tggtctatta cttgactcta
  1687621 tttcaataac tcgctcctcg tatgtaccat acgaaatcac atctttattt tgatgaattg
  1687681 tattataaac cgcttgaatt ttctctttat taaattgatt gctttgtaat ctatctgtcg
  1687741 tcctttcaaa agtaactaaa tatgttttat ccccatttaa taccgagctg aatttatcgt
  1687801 ttagatagtg taaattataa aacacattaa ttgaactcgt tatagttgct aatccaaatg
  1687861 taatctgtat tagaagaagt acggaaaata gaaacctctt ttttaatgct atgaacgcac
  1687921 tttttattct catcgttttt actcctttaa tgctttagca ggttcacttt taagcacata
  1687981 tacaaatggt attacagaga gaatgaaagc tatagtaagt gaaagaaata cacacattac
  1688041 aatatgagta gactgtaaac taatattata gcttgtaaat tctataatat tttcactcaa
  1688101 aatgctaaaa atccattgta tgcatattgc acaagctgtt gcagtgattg cacataaaaa
  1688161 taattgacta aatataaaaa taaaaagatt tacattactt gctcccaaag ctttccttaa
  1688221 cgacaaactt tttttcttcg tataaatcca ataataactt actatgatac tagtaatgaa
  1688281 agctatacat aaaagcctat atggaaaact gagtaactct tctacggctt cacttgagtt
  1688341 tttttccttc tcatagttct ctttttcact aatcacttta gcatttatat ctttattgtt
  1688401 ctgtttcata tgctgtatga aagtttctat ttccttgata ggtttttcgt tagaacgaac
  1688461 aatcatttgg aatgtattat ctttttgtat catctgtttc acttcatctg gcatgtcatt
  1688521 tagagagacg taaattttaa tattatactc atatccagta ttttctccag ctacgccttt
  1688581 aactgtatat tccttattaa ataattttat tgtttccata tccttataaa ttttcttccc
  1688641 cactattaca ctattttttt catcttgtcc tatctgagaa ccttttagca aaggtggaga
  1688701 ccaattttta ttaaggagac cattcattat tacgtggccg atatccggaa tagtaatacg
  1688761 aatatcattt gtaataacac tagcgttttt aaaatcagat tctactaacg tctgaaattg
  1688821 ttcgaaatta atttccccca tattagtaag ttgaacagaa tagtaataat taaaataacc
  1688881 atttttacta tcataaaatt tctcatcata ataatctcgc gtcgacattg cgattaggat
  1688941 tggccatatc gtcaatacaa atccaataaa taacataatg aatattgttt tgttcaccac
  1689001 tatttctttt aatactagat tcatatatcc tcctcatttt aaaaaccgtg aaaaaggtat
  1689061 ttatcctttt tcacggtttt tgttgatttt tatttaatta ccattttctt agaagtgtac
  1689121 gcactatccc ctaccattat ccattcatga cccgaataac ctctggtcac cggtcctttg
  1689181 gatgcaacgc taacgtttat acaatctgac gttttagcat catacaatgc taactcttta
  1689241 gaagtcctat catcaaagct agctcttaca gtcatcttgt aaaaatgagg ttcgttcttt
  1689301 ttcgcagtat aggcagttgc cttagctttt gctccgcttc ctgtccacgt tgcatcatta
  1689361 tcccaactaa tcgaagcaaa tgaaacggaa gaaaccatac ctaataaaga agcagttaat
  1689421 cctgtaacag ctaaagtttt ttgaagtagg cttttcatat attcttaatc tcccttttta
  1689481 aaatattcac ttaaatattt aagtattttt aggccttgtc ctcattatac ataaaaaaat
  1689541 aaccacatat cgataaaacc taatatttac atttgttaac gcgattctta cattcccctg
  1689601 aactttccgt cataaaacaa aaagatcgta tgaaactcca attcacacca tctttttgct
  1689661 accattattg atttgatcgt atacaaggaa gaatatattt cacaatcaat tcccatctat
  1689721 cccgtgcatt cggcatagct tcagaagcca ttactacaac caattccttc tctggaatac
  1689781 aacaaatcat attcccaccg tcacccatag cacagtatga aaagattcca tcttcttctc
  1689841 gtaaccacca taagtaacca tattgatttg tgttcatttc tgttgattct tttatccatg
  1689901 atgttgatag aatttgtttt ccattatgag taccttcatt caaatacagc tgtccaaact
  1689961 tagccatatc tttaactgtt aacgctagtc cccatctgcc cgttgaaata ccatttggat
  1690021 cgtgaaccca tccctttaca ccttttccaa ataagtcatc gaatccaaat gctttcatat
  1690081 tgtagtttgg aatttctctc ataccgagtg gccgaaatag ctgttcattc gcaaattcac
  1690141 gcgcactttt tcctgttgta ctcgtgataa ttgctgatag tacatgcgct cctgcagatg
  1690201 aatatttaaa agccccaatg tttccgcctt ttcctatcct atctaacgta tactgtatcc
  1690261 aatcttgttg cgtacataat tcttctaacg gttcctgcca gtctacgaaa ggatatggag
  1690321 ctgtcatagt aaggagatgc cgcactgtta tttcagatga attacaatta tattctggga
  1690381 aaaattctat tactctttga tcaacgcttt ttatatagcc tttatctata catatcccaa
  1690441 ttagcgcaga gattatcgtt tttgtaactg acgctacatg aaatgtatca tttgatccgt
  1690501 aatcgttata atatttttca aaaataatat tacctttctg cactactaac ataccattca
  1690561 tatttttata ttcttctttt ataatctgat ctaacttttc agcagttttc attattcctt
  1690621 cccctttaac ctataattaa aaaggttcga taggtacata tatatcaact atatgtttat
  1690681 gctttggatg ctgctttgga tcatttctat atacttcaaa aggatatgag tctctcggtt
  1690741 tatatccgct atttggcagc cactcaccat atataaagtc ccatgctctt ttatattcat
  1690801 cttggaatat ttcaaaatgt cctactgcat acttgcctga aggtattacc attattccaa
  1690861 tgtcgttcgt ttctattgca gattcacctg gaattgttat acataaactt gttcttaaat
  1690921 gattgtcctc cgtaaattca tgatgatcgt ggtaaatggt taatactttc gtatcctcaa
  1690981 atacatgata gttttgcttg gttgcgtatt gaaatagttt ctctatcatt ttcggaaaag
  1691041 ctatagttaa ctcttcatat gtaccgatat gccttatgta tgcgacgttt atattgtcta
  1691101 ctgttacaat ttcaacattc cttcgaacct tcttacattc attgtattga gaaattcttc
  1691161 ttacgtcttt gcaattcttg ctattgtcgt ttcgatattg agacggactt actccataat
  1691221 aatttttaaa tgtacgggag aaaactgccg aatctgtgaa accaaaatgg taagtgatat
  1691281 cagtaatcgt catatccgaa cggtatgtaa gaaggtttgt tgccctttcc agtttcaagc
  1691341 ggtttacata ccgagataat ggttcatcta ctatcccttt aaaaattcta tgaaaatgat
  1691401 actttgaaaa tcctgctata tccgctagct cttcaatgga tagtgaatca tttatgtgta
  1691461 attctatata attttgtact ttgtatatgc gctgtaaata ctcatttcta ctttgtttat
  1691521 tctccatact tctatctcct cacaacaaaa aggctaactt tgtgctagcc tacttttaca
  1691581 catttttcaa aaataaaact ctactaccgc cgttcccgtc ataatttgta tgtactgata
  1691641 caccctctat ctcatcatcc ccagcctcta ttcgaaagcc aatctcccta tgaaactgta
  1691701 tcgatttttt attaactggt gatgtgattg ctttcacaac tttacgctta tttgcacgag
  1691761 cgacatcaaa gaaataagaa tacaatgtcg atgcgattcc tcttcttcta tacttcggat
  1691821 ttaccccgat aaaatgaacg tacgcttcct ctttatgcgt ttgcgaaagg aatccgcata
  1691881 agaaacctaa cgtttcgcca tcttcttcaa tgataaaact cgtttcttga aagtgaacga
  1691941 aaaacaattt tggcaacatg tcagccatgt ctctcccgcc ccaccaatca tttaaaacag
  1692001 aatgaatctt tacataatct tcctcttgaa tatttcttac tcgcatatgt ttctccctct
  1692061 cactcacttc attttttcat aaattttaat gactgtttct actaaaagga taaataccca
  1692121 tatcccgcaa aatacaagaa ctgactgaaa tatagaacct aacataacaa tacttattaa
  1692181 acctaattct gatcctgaaa tggatatttc atcaaaccca agattatgta taaatggacc
  1692241 agttgaaaaa gccattaaaa tagatcctat taaataaatc acactcatta tttttaatat
  1692301 ttttatagaa agatgtgaag tttgtttttc ttccgcttgt gataattcga tttctccact
  1692361 cgcaattcct ttttgcaaac agtcctcaca tagaaattct tctttaattt ttttaccacc
  1692421 atgcaatgta cctgttattt ctttacatct ttcacatttt cgatttatca tgttgttacc
  1692481 actccaatct cgtaagatta tacttataca attctatttt taccttatta tcccttttat
  1692541 gtattttata gaaaggtgac gtgttttatg atatctaaac ttacttttgg ctataaaaag
  1692601 cctactgaac aatatgtatt acgacctagt tgttatgcaa ttatttttaa ctccacttct
  1692661 tcaaagattg ctattatcca aaaaggagaa agctactttt tacctggcgg tggtatggaa
  1692721 ggtactgaaa caaaagatga atgcttacat cgtgaactac tagaggaatt aggatggaaa
  1692781 attgaaattg atcagtatat cggtaatgca atgcgatatt tttttgccga aaaagaagat
  1692841 acttattatt taaatgacgg gttcttttat atcgcgaaca tggtgcagaa acaaactgaa
  1692901 aactgtgagg aagatcatgt tttaaggtgg atgtctccat tgcatgctgt ggaacttctc
  1692961 attcacgatc atcaaaaatg ggcgattgaa caagcgcttt tattacgaaa tgaaaaagga
  1693021 tctccttcta tatgaaagaa atccttttta ttgttaactt acttttttca aattgagagc
  1693081 tggctttttg attccgccct tttttacaac atatagaccc acaaagataa taagtccgcc
  1693141 aacgagttgc atcatattga tttgctcccc aatcgttact gccgcaaaga taactgcgaa
  1693201 taatggtacg agatacatat aaaccattac tttcgttgag cctatttgac taataccgac
  1693261 ataccacatt gcaagtccga agatagtcgc aaagatgatg gaatatgcta gagaccccca
  1693321 gcttagcgta tctactggcc acgttaaaga atttacgttg aatagacagt atatcacaag
  1693381 cggtacaatt ccaattaaag tagaccatga tgtaactctc attgcggagt attttgtaat
  1693441 aagaggttgt gctaatattg gataccatcc ccacgcaatt gctgcgacta atccaattat
  1693501 atttccgagc catgcatact cgtaagtagc tcctcctgta tgacctgtta ataaaacgaa
  1693561 tgcggcacca ataaaggcta ctattgaacc tatttgtact ttcatcgaaa agcgttcttg
  1693621 tttgtgcaat actgctaata tccctgtaaa tataggtgac atcgcaatta ataatgaggc
  1693681 gttcgttgct gaagtatatt tcacagatag cataaacatc gtttgataca ttgtcgtacc
  1693741 aacgataccg actgctacta atcgtagcca atcttttctt tcaatacgta atgagcgttc
  1693801 cattaaaaat gtaataagta ataataccgg tgatgctact aaaaatcgta aactattaaa
  1693861 ttgaatggat gacatatatg ccacgccata ctttccaatt gtataatttg ctccccatac
  1693921 taacgctact gatactagga gccattccat ttgccatcgt ttcatccgaa tctccccttc
  1693981 catatttagc atagtaaaat tggctggata taacaccgtc caattggctg tttttttacc
  1694041 cagccaattt gctatactgg atttatataa gagatacgga ggcacttttt atggaatgga
  1694101 aactagatag tgacagtaaa atccctattt atcagcaagt tgttgacttt atcgagaaac
  1694161 gtattacata cggggaactt cctccaggta gctttctacc ttctgaacgg aaattagcta
  1694221 cacagttaaa tgtaaaccgt agtacggtaa cgactgctta taatgaatta cgtgctatgg
  1694281 gaattgtaga aagtacgact ggtaaaggaa cacgcgtgag tacacatatg tggggcgttt
  1694341 ctccgacatt aacgccgaac tggaggaatt tcgtagaagg tggtacattt ttaccaaact
  1694401 taccgttact tcgtcatatt cgagcggaag tacaacaaaa tgaaaatatt attgatttcg
  1694461 caaacggaga actcggttgt aacctctatc ctcacgatca actacaaacg attttacgag
  1694521 aacaaccgtt aacgcactca ttaagttacg atcatccgca agggtacctc ccgctaagac
  1694581 aagcggtagt aaaatatatg aaagaatatt taaaagttga agcgactgaa caatcgatta
  1694641 tgattacatc tggtgcacag caagccttgc accttatcgt acaatgttta ttaaatccgg
  1694701 gtgatgctgt tgctttcgaa agtccttcac actgttattc cctgccatta ttccaatcag
  1694761 caggtattcg tattttccca ttacctgtcg atgaacacgg tattaatccg gatgatgtgc
  1694821 aagagctata tagaaagcat cgtattaaaa tgattttttt aaatccaaac ttccaaaatc
  1694881 ctacgggcac aatgctgcat ccaaaccgta gaaaaaaact attatcactt tgtgcagact
  1694941 tacgaattgc gattgtggaa gatgatccgt ctagtttact tacgttagaa aagaaacaac
  1695001 cttgccctac tttgaaatcg attgatgaaa atggaactgt tatctatgta cattctttat
  1695061 caaaaatgat tgcaccggga ttacgagttg gttggcttgt cgccccacaa tcggtagtag
  1695121 aaaggttatc tgacgcacga catcaaatgg aattaggtat gagcattttc ccacagtggc
  1695181 ttatgcagca atttttcgaa actgtacctt ttcagtctca tatcgtaccg ttacgaaaac
  1695241 aattaacaga aaaaagagac gttatcgttc gcgccttaaa tgagcaactt cacgataaaa
  1695301 tctctttttc aaatccgacc ggtggtatat acatatgggg aaaattaaaa gaaccgataa
  1695361 acgaaaaaca acttattatg caaagtttaa aacaagaaat cgcctttatg ccggggagta
  1695421 ttttcggcgc gaaagatggt tatattcgtt tatcttatgg aaaagtgaat attgatcaaa
  1695481 ttgaggaagg gatttctcgc ttgcgtgagg ctattttggt ttgtgaaaag taacttatga
  1695541 taaaaggatc tcgtttgaca aaacctaaat ctaccattat catcaacacg aacctagtta
  1695601 taggagtgat accaatgaaa atctatgttg atgcagatgc ttgccctgta aaagatgtaa
  1695661 ttatttttga agctacgaag gcagaaattc ctgttatcct cgttacaagc ttttctcatt
  1695721 attctaatgc tgagcagcca aaaggcgtgg aaacaattta tgttgattct ggagctgatg
  1695781 ctgcggatta ccgaattatg cagttagccc aaaaagaaga tttaatcgta acacaagatt
  1695841 acggtcttgc ttcgcttgct ttagcaaaag gctgtatcgt gctacaccat aaaggatata
  1695901 agtacacaaa tgaaaacatt gaacaactat tacaaacacg atatttaagt gcaatggttc
  1695961 gaaaaagcgg taagcgtaca aaaggaccga aaccatttac agcagaagat aaagagaaat
  1696021 ttagagcact ctttaaaagt atgatcgcac tgtagaaata aaccgtctat ttgtagagaa
  1696081 agaaaagaag agaatatcca aatgaacatt ctcttcttgg ggtttacccg tttaaaatga
  1696141 aggtaaatta tctaagttat tttcttttat tccatccggt tcgctacgta taatatctct
  1696201 accatactta tgaaatacat ccacatgagc taatttccct gatttggctt cattaagagc
  1696261 agtcatataa tctaactctc ttccgctact tgttttaaac gctattaaat ccccatcacc
  1696321 atttttacga acggcaacaa tttgttctgc tcctgtatta acttcatggc ctacttcaaa
  1696381 ttgagcttgt tcttctcctt gatgtaaata atcattatac actttttcaa agtctttctt
  1696441 gtccataaaa ctcacctcca acacatttta ttagtatggt tgggaggtag tggttttatg
  1696501 tgctttttat taacttaaca agacgatact actccaaata aataattcaa atttatttta
  1696561 gaatccttcc ttgtcaattt aagctaaatt taagtgttta tattttccag aaaatattat
  1696621 aatttattat atagaataga aatatgaaac ggagaatgat taaggtgaat atagatatta
  1696681 atcgtttaac tgatatttgt ttagagtatc agcaatctag attttatgtt actagaatcc
  1696741 ctaaagattt cttatcaatt gcccgaaaac gcttttctat accaacggat gaccaaatta
  1696801 ttgctttttt aagttgtaat ttatttggat ctggaaaata tggtgtttac tttacaagtt
  1696861 caggtttata ctggaaaaat tggttattag gtaaaggaaa tatgcaatgg gatcaattaa
  1696921 atgaagtgcg acaaatcgaa attgataaag atggtttttt atcttttgat gcacaaaaag
  1696981 cttcaatatt aacggaagtg attatccacc actattattt aaagaattac ttatggctct
  1697041 tacaaattca ttccaaaatt caaagcaaaa tgatatacat ccagctataa aaattaatga
  1697101 gataaaatca atctgctctt tatttgaaac gcataatgaa ttattagaac ctgataatgg
  1697161 attatttgta gaaactcata tttcagacaa aaagttaaaa gcaattgagg tacgatttat
  1697221 cattccaata gaagaacaaa tcattgcttt tttagataca tctgtccttg ggaacatggg
  1697281 gaaaggatct gatggagtat taatttgtca atcaggtata tattttagaa aaacctttgt
  1697341 acacttatat tacccctggc atatctttag aaatatccct attactttaa cttcagatga
  1697401 atttgaaatt ggaaaaagaa atatttttca tcttcaacat gctagaatgc ctagtgaaga
  1697461 gattctatta ttcatcgaga atataaaaca gtatgtgaat agtttatatg aagaacatcc
  1697521 ggaattacat atttaataca tttattatta tatataagct tgtgtatggt taagtctaaa
  1697581 atttcaattc aattacaaaa acgatcattt tgtagggaac ccacagaaat gatcgtttaa
  1697641 aaaatcttat tctttattta tatgctcttt tatgatggaa tccggtgaag aagcacacgc
  1697701 tctaattcga tagccttttt taatatctat gccgtttctt caaaatttcc aatatagcat
  1697761 ctgtgtgaaa aacgtactcc actcttcttc agttaaacgt ttttggttct gtaacgacct
  1697821 gatagatgtt actaataaaa cttacacttg aaatttaaat attcttttga gtattttcaa
  1697881 atgaaaacat agtcccctca ctatttgatt gtaaagtgta ttttatatcg aacatttttg
  1697941 atatatcttc aatatttttc aaaccaagtc ctgttccttt actatttata tcgaacccaa
  1698001 tcccattatc tctaaaataa acaatatctt catctataat gatttttagt tttttagctt
  1698061 ttgaatgttt aaggacgttt tgaaaaatat tatcaaatag cctttgaatc cataactcat
  1698121 tactattcca tatcaactct ttatcttgtg gattatatac taattcaatt ttatgaatgc
  1698181 tatacaaata gctccatttt ttaatcatag tttctattaa attatgtata ttcacttcat
  1698241 catgcacaat ataagtattc tctaaggttt cggtagattg catattaaat tcgttagtta
  1698301 aatcacttat atattgtatc tgctcataca gtgattcaag tactggtgct tgtcccttgt
  1698361 actcaccttc taaataatat aattgtaatc taaccgctgt taagggtgta ttaatatcat
  1698421 gccgtaattt atttaatagt tcctttttta tttgttcctg ttgttgtagt tccaattctc
  1698481 gataagttgt tctttctata agcaagttta ctgatttaat cagttctccc atttcatcat
  1698541 cgcttttaac atctattata ttagggattt ttttatcact cgctaaatct cgaattgttt
  1698601 gatttaatat attaatttta tttaatacgg tgttaatcga ccttgaaaat acaaaagcta
  1698661 atactaataa tgataacaaa aatatgatta acatagtagg atatgcatag gattcgtgaa
  1698721 aagggatgtt cttattttta gttttaaaga cagcattata aataactgat acaaagatac
  1698781 taatcgacaa caataacagt ggtacgctaa taatagcgga gaataatagt aactgatatt
  1698841 ttttctttaa gttcatttct tcatataggt atttaatcta tacccttctc catatatgtt
  1698901 ctgaataata tcacctgttt tatcatcaat tttggttctg attttcctta tatgtacgtt
  1698961 catgatattt tgatttctat cttcgagttg ccataggtaa tcatagaagt gttctttcga
  1699021 taaaattcta tctctatttt catataaata gaagaatatt ttacgttcaa ttgttgtaaa
  1699081 agcaacttca ttacgcaaat cattaataaa aactctttta tattctgcat ctataaatac
  1699141 atggttaatt tgtgtgaacg taccatattg attacctaac attttctgaa tccttaacaa
  1699201 caactctcta gggtcaaaag gttttatcat gtattcttct ccaatagtta aaccttttag
  1699261 tttactatcc atatcattcc ttgctgatag aaatataatt ggaatattta atcctagatt
  1699321 ttttattttc tttgtaattt gataaccatc ttcgcctggt aacataacat ccattacgac
  1699381 taaatctatt tcatgaatta tatcaagaac tttccttccc tctttctccc aatacacatt
  1699441 atacttctca cgctgtaaaa ttttttgtaa taaatctcct ataattaaat cgtcttcaac
  1699501 aattaatatg ttatatactt tcattatgta gacctttcat cactaaaata acaattgctt
  1699561 agttcttcac tactttattc ttaataaaat ccatagcaat tttgtatatt tcatcaggag
  1699621 catataaata aatactatgt gtaccttcaa ttatttttac atcagctatt aataacttgc
  1699681 tagcaaactc cttataatct ttgttttttt gccttgtata cttcgaatct ttatattgcc
  1699741 tagcaattgc atctataaat aacataggtg tttcttttgg gatcgataaa gaatttgatt
  1699801 ttttaccgtt attgtagctt tgtaaaagtt cttgcttcat atcatcatta aaagcccgct
  1699861 tatacgtaag cgctttataa acatcttttt cctgttcgtt taaaaaggat tgaagaatga
  1699921 cttcgggatt ataagtaata gagggagcta atctctgaaa accaattttc gttaaaatat
  1699981 tcatcccttt tatttttaat gaattaacca tacctatttt attagtcacg tactgtttag
  1700041 gtaaaccaat atctaacgca ataatccctt ttacttcact tggatatttt tgtgcccaat
  1700101 aaatggcctc aatacccgat agagagtgtg gtactaagat gtatggtggt ttattcccgc
  1700161 ttcgaataag cgcttctctt gtttgttcta gtatcgtatc aatatctcta tcatcttgaa
  1700221 aaacatcact gtatccataa cctgctctct caattacaga aatcttgttt tctttcgaaa
  1700281 atttactgta taagcctttc aactcataaa caggagcggc aattccagat ccggccataa
  1700341 atacaaacgt atcttccccg ctcccctcat tataaacatt cactttttta ttatcgaaat
  1700401 taacaagttc acctttattg ttcattaatt tcgattccat ttttaattga cagttatgat
  1700461 atataaatac agcacctgta ccaaaaaaaa taatactaat acacattaaa aaaattattt
  1700521 tcactaacct caatattttt tcatttgaca cccctttcag cctatactaa aagggtacaa
  1700581 tgtaaaaata aatttctaat aaatttttca aaattaatat ttattcttgg tttctaaggc
  1700641 tggagcattt ttaataccta cgcaaacccc tcaaagtctc caatatatca tctgtaaagg
  1700701 ctgtgctacc ctctgtctct aaaactctaa aatataaact tcttaagaaa gctctaatat
  1700761 tttgcaccaa aatatcatgc tgaggatgcg agatatcttc aacgattgct atactatgta
  1700821 accagttgct ccactcttct tctgttaaaa gattttgatt acgtaacgac ataattggcg
  1700881 ttactaatct ctcatcctca aagtgtatgt aaacatagtc atttagtcga actttctgac
  1700941 gaacagctgc aagaatcgca tatgaaaact cacgattttg tattgtacga gctaacgcat
  1701001 cgagcgcatc cgctgcatgt gcagtagagt gtgcccatcc ttttccttct acataacctc
  1701061 ttacatcttc ttctaaatat acatattcca gcacttgttc tgccacactg tacagttgtt
  1701121 cttctgataa caacggttct ctttcatgaa cagataaaat aagtggtgga attaaaacag
  1701181 agaacgcacg tttaaaaaca gagtctgttc ccttttcacc aattttataa aataaataat
  1701241 caggactaat tgcttgtagc attaatcctc gtaattcttt ttgtctaaac acatcatttg
  1701301 taatccatgt gtgaagcgta ctataaatta aatcatcacg taattcagca tcaggtgatc
  1701361 cgatataatc tagcatccac tgcgcatatg gatatgcatc tacgtcttct ggtacagcat
  1701421 aattattatt tttaatttgt agtagttctt cttttagttc tagtacttca ttcattatat
  1701481 tttttctccc ctttttgcgt ttcttattgc cttatccccc gtttttcact ttctaaagct
  1701541 aatataatta tacgagaatt ataactatta ataaaaggct atacatatac ttttgattgt
  1701601 gtattacatt cgctcttgaa atataagttc tggatttgct aaatcactat tccgaaatac
  1701661 aacatccgca cactctttcg gattatgctc atctatatac atcttacagg ccgcatgata
  1701721 cctgctcaaa aacatcttct ctgcttcttc ataacttcca aaagcttcag tttcccgctt
  1701781 agcaccacgt tttctcgcaa tctcaaaatc tgtatctaca aaaattttgt aatcaaataa
  1701841 atgcgcaacg tcttttttca atagaaacgt tccatctact attagcacca tattgggttg
  1701901 agccattaac ggctcattat gtacaggaat atccgttttt aaattatgag agatcgtttc
  1701961 atactgtaaa ttcccattag gtcctaaagg ttttaatagt ctttctttga atgctgtata
  1702021 atcgtgtgca tcttcataat accctcttgc agattcttta ccttgtgtat aacgaatcac
  1702081 ttttgggtta tgaaaatcgt caatgctagc gcgcgttact ggtaaccctc gtttttttat
  1702141 ttcttccgct acttcgtttg caaatgttgt ttttcctgat gctgtaatac cgcttactcc
  1702201 aactcttgtt ggatgcgtta catttaacgt taaaatatga ttagcaattt cttttatact
  1702261 ttgttttcgg ctcatgatat ttctcccttc atttagttta cataacaaaa ttataattaa
  1702321 cttttatgtc actatttgtc ggtaagtcga tatcctttgt cgaatcgttg atatattgaa
  1702381 aaaatcgttg atatatttta agttatgata gatatatttg aaaaatcgtt gatatatttt
  1702441 aagttatgat agatatattt gaaaaattgt tgatatatta tgattggctt actttccctt
  1702501 aaaccctcga tataaagcag tccgtaactc ttgtttgtat tcttcaattt ctggcatatc
  1702561 gagctcttct gccagcctga tagctaattc aatatcgtac ggtacacgta cgagttggat
  1702621 ggaaaagctt gctgcttctt tttcattgta agttccttcg aatattaaat aagaagcttg
  1702681 tgtaatttca agcggatttc ctacgctacc agcgttacat aacgttttgc ctctgaaatt
  1702741 ttgaacgaat gcttggtgaa catcaccgta gcaaacgaca tctggttttc tttctccttc
  1702801 tatattctct gtgagatcac tattttcgaa catactaata cgttcttctc ttgaagcgtg
  1702861 tggttgaatt ctttcatata aacttctagg tgaggcgtgg aacatgcgaa tgagttttcc
  1702921 gctcataaaa aattcgatcg aaaatggtaa gcttcttaaa tagtcatttt gttcttccga
  1702981 taattgtttt tgatgccatt ttaacgcttc aaattcagtc ggttttgtta taaaatcatc
  1703041 ccagtttccc attacgacta cttcacattc tttacgaatg atttcaattg cttcactaga
  1703101 atgagggcct tttccgacta aatctccaag gcaaattatg cgttcgattc ctcttaattt
  1703161 aatatcttgc agtacagatt ctaaagctgg aatattacca tgtatatctg aaattaccgc
  1703221 aattttgtcc atatgtattc ctcctttatt tattaaattc acttgattgg taccattttg
  1703281 gaatatagga tgaaaattga ttatgatctt ctaaaatttg gttcaatctt tccttcatat
  1703341 catctactaa atgtggcgtg cttcggtttg tccaaacgat atccgctggg aatgtcattg
  1703401 ctgcatataa tgagtacagt ttccaaaaat gaagtgacgg ttcgcctccg caataaccgt
  1703461 gaacttgtcc aaccgcaaat gatttgctta ttcttatagt aaaaattgct acgttataaa
  1703521 aatcttgtat cggatcgcca aaatcatatc caccaaaatc gataacgata aattccttat
  1703581 tatgaatcat actatttgct ggatggaagt catcgtgtaa aaatgtaatt ggacgatttt
  1703641 ttaataagtc tttatgattt tctacaaaag ttaatactga cttcaaatct agaaaatcca
  1703701 cttcgtaatt tgctaatgcc tctatgtatc tttcgtattt attccatcta gatgcttccc
  1703761 atttattact tgcactttct ttttctatcg agtgaatcct ctttaatact tctcctgctt
  1703821 ttcttcctgc atgatactgt tcttccgccg atagcttcct taaaccttct tcaccattta
  1703881 caccttggat ccattcaaat acttgaacac atttatttaa ttcctcaagt tttatgaagt
  1703941 gaattaactt cggcgttgga atatgtaata actctaattg tttcatatac gtatattctt
  1704001 cttgtttact ttcaaaatga acagcatcac atacttttac aaaatatgtt actctatttt
  1704061 ctaattttat tttatatttc tcttcatgtg aaaaaccttt tgaaatagct gtacacttta
  1704121 caatacgagg ccattctagt tttctctcta tctctctaag catttcttcc aaagcgttca
  1704181 cctctatcaa tatatgtaca aactacctaa cacttcatac tctcgtttat tttccccttt
  1704241 aaattctact gcaaatggat attcgccatg attcttcaaa tattgtagta ctagcccttt
  1704301 cccaattggt tcacaaaact gtacttgaat gtcaccaaac gatacacttt gacactccgc
  1704361 attccattct tcatttttca caaccgagct tgcagttaac tccattactt ctttccattt
  1704421 ctgcaccgtt tctcgaacat ttttcaccgc gtaatgaacc gtttcaattt gttgtacctt
  1704481 gtttttatgt tccgtgattg ttccaatgtt acgtaaatct tttcttcttt cttcatctgt
  1704541 ttcattccac tgtataaaga aaggtaattt cggcccgttc tcttcttgct ttacaaataa
  1704601 cattttccat tctaaaaggc ggccatcttt tctcatacgt ttcccttcaa atggtcctat
  1704661 tgtttgtaaa ccgtatttac taaacttatc tgctaactct tcaatggcat ctgttcgaat
  1704721 tgcgatttgt agcatccctt cgccaccttg taatttcact accgtttctt gtactaacgg
  1704781 attttctgct tctttcgctt tttcttcatg ttgaactgct aaaaattcta tgtatgataa
  1704841 atcaaaataa cttaaactat tccaagtacc ccaaatagta tgctctccgc ctagtgcggt
  1704901 atgaaatcca agttcctgca tttgttttgc cgcttcttcc ggtgtgccat gaactgcgtg
  1704961 aacgagatga tcaaatcgta acatgtcttt ctcccctttc tctccatcct tttattgtat
  1705021 attttatttt tatttcgttc aattcaaaaa actttaaaac ccagtttatt tatacgatta
  1705081 atatgtatta taatgaaaca aatttcaata ttgctgattg gaaaaaccaa aggcactttt
  1705141 ctcacacggg aaaagtgcct ttttcattta ctattacagg gggatttttt atgcagaaat
  1705201 taattgtctt tgctattatt ggattttccg ctcaattaat cgatggagca cttggaatgg
  1705261 cgtacggggt aacatctacc tcacttttac taatgtttgg tatcgcaccg gctgtagctt
  1705321 ccgcttctgt tcatttagct gaagttgtta caaccgccgc ttctggtgca tctcacctca
  1705381 aatttggaaa cgttgataaa tataccgttt ccaggcttac attaccagga gcaattggtg
  1705441 catttgttgg ggcatgtttt ttaagtaatt tacctggcga tgtcattaaa ccgtacattt
  1705501 ccttattttt atttacttta ggagtttata ttttattacg atttattatt caaaaacaaa
  1705561 ttgttacttc aaataaacgt atgtcagcta aacaacttgt gccgcttggc ttattcgctg
  1705621 gattcgttga ttcaactggt ggcggtggtt ggggaccgat tacgacacct gttcttctag
  1705681 caagaggaaa tgaagcgaga aaagttattg gatctgtaga tacgagtgaa tttcctgttg
  1705741 cattagctgc aacaattggc ttcttcatct cgcttggctg ggaacaagta agctggtttt
  1705801 gggtatttgc gttaatgctt ggtggtattg tcgcagctcc aattgctgca tggctagtac
  1705861 gcatcgtacc atctcattta cttggcgtat tagttggtgg tcttattatc tttacaaata
  1705921 tacgtacact acttactact tttaaagtag atccaactat tatctcactt tcttacgtgg
  1705981 cagttggtct tgtcgttatt atttctattt tcattgctgt tcgtaatcat tccaatcgtt
  1706041 ctaacgcatc aacagcccaa tatccgaatg atcaaaaaca gatgctacct taattactaa
  1706101 aaaaccgctc aacttacttc gagcggtttt tttctatttt ccaattcatc attgtttctg
  1706161 tcgaatctac tcttttcata tgtaacttct ctaacacacg aatcgaacca taattatcaa
  1706221 ggagcgtctc tgcaataatc gtttctacct ctcctgtctg aaaagcccaa tctattagtt
  1706281 cttgtacagc ttctgtcgca taccctttat tccagtattt ctcaataaat ccgtaaccaa
  1706341 cttctactgt atgttcctca tttggtttcc ctttaaaacc tatatcacct agaacgatgt
  1706401 catcttcttt tcgaatgaca taccacgcgc cccaaggtaa tacatcctta ttttgtttta
  1706461 cattttctac atgccctaca atatgtggac cactattata tccttgctcg ttagcaacgt
  1706521 gaatactctc ttttgtacac ggtactatat agagcctttc tgtttctaat ttcattttga
  1706581 tttccccttt tttgcttaca cgttactcta attatatcaa aaaatatgac ctgattatga
  1706641 atgtcgaatt atattttctg aattttcttt taatttttga agggtttttc aatatttttt
  1706701 gcgaaacatt tgtataacaa ttttttcttt gcttattgtt acataatagt aggttcgggt
  1706761 ggagttttgc aagcgtttcc tatacaataa ccgatatttt ttgatttttt cctacaaaat
  1706821 atcttgcaat atattcagaa actcattaca attgccatat attaaaaatc ttagcaatat
  1706881 ataaatcctc atcaatccga tgaggtagag gttgcgactt ttaagagtaa aacggacgag
  1706941 atacagagaa tgtctaagac tccgtttgaa aggaaaagtt gccgaagttt atatttcttc
  1707001 tctggaaata tgagctgggg ctgtgtctga aaggaacaga actgtcacgt ttacaaaatt
  1707061 accgtgtaaa cgtggggtgc tatcttaacg gaagggtatg atggggtggt tatttgtgaa
  1707121 acgttccgcc aaattccttt ggcggttttt tgtatttttc tcccccgctc cttcctatct
  1707181 tacaagaaaa ggagtgttga acatgaatag cgcaacgaat caaactacct ctcaaacaga
  1707241 aactacaaaa ggaaaaggtg aattaagacg cggtctaaaa tcaaagcacc ttacgatgat
  1707301 ttctctcggc ggtacaattg gtaccggact atttcttgcc agcggtggtg tcattcattc
  1707361 agctggacct ggcggcgcat taattgcata cgccgcaatt ggaattatgg tttacttttt
  1707421 aatgacaagc ttagccgaac tcgcagctta catgcctgtt actggatctt ttagcacgta
  1707481 cgcaacaaaa tttgttgatc catcacttgg ctttgcactt ggatggaact attggtataa
  1707541 ctgggcaatt actatcgctg ctgaactagc ggctgtaaca ttaattatga aattttggtt
  1707601 tccagatact ccttccctca tttggagcgg attatgttta gctattattt tccttttaaa
  1707661 ctacttatct gttaaaggat ttggtgaatc tgaatattgg ttcgcactta ttaaagtagc
  1707721 tacgattatt atctttttaa ttgtcgggtt tatgatgatt ttcggaatta tgggcggcga
  1707781 aactgttgga tttaaaaact tcactgttgc agatgcacca tttaacggcg gcatcatggc
  1707841 aattatcggt gtatttatgg cagctggttt ctcattccaa ggtactgaat tattaggtgt
  1707901 agctgctggt gaaacatctg atccagagcg taatattcca aaagcaattc gttcgatctt
  1707961 ttggcgtatc cttttattct atatccttgc gattctcgtt atcggtttat taattcctta
  1708021 tacaactgaa agtcttgccg caagtgatgt aacagtaagt ccatttacac ttatttttga
  1708081 aaaagcgggc gttgccttcg ctgcttctgt tatgaacgct gttattttaa cggcagtact
  1708141 atctgctggt aactctggta tgtatgcatc aactcgtatg ctttgggact tagctcgcca
  1708201 agggaaagca ccaaagtttc ttggtaaatt agatagccgc ggcgtacctg ttaacgcatt
  1708261 aatcgtaaca tcgattgtcg gtagtatcgc tttcattgct tctttattcg gtgacggtgt
  1708321 tgtatacatt tggttactaa atgcatcagg aatgtctggc tttatcgcat gggttggaat
  1708381 cgcaattagt cattaccgtt tccgcaaagc atatatcgca caaggaaaag atttaaatga
  1708441 cttaccttat agagcaaaat ggttcccatt cggaccaatc ttcgcttttg cgctttgcgt
  1708501 catcgtaatt ttaggtcaaa actacggcgc atttatgggc gaatcaatcg attggaacgg
  1708561 cgtactcgtt tcttacatcg gtttaccact cttcttagta ctttggttag gatacaaatt
  1708621 tacgaaaaaa acaaaagtca ttccacttga taaatgtgaa ctaaaataaa gtgaaacgag
  1708681 caaacaaatt tgtttgctcg ttttttattg caaacctctt tgcttcccta ttgcccctgt
  1708741 ttttgcaata ataaaggaaa tataaataaa ggttgggata caatgaacat tcgtattact
  1708801 gatgaggcaa aagcagctat acatagatta gaacgtgaag ataaaaaaat cattcgtatt
  1708861 agagggacaa tgacaaactc ttgtagtatt ttcgttgatg tcgatttaat ttgggataca
  1708921 tatgttgcag atgatgtggt atatgaagat gcagacctta tcgtacaaat ggatacattt
  1708981 acgaaagact acactggtga tacggtgaag cttgattata agacgacagg ttatagtatt
  1709041 acgactccga gtgagacttt agtttatgga ttgtcgatta aaaaataaaa cttgttttca
  1709101 actgaccaat gaggtgaaaa aatgggtaaa tatgttccgc taaaattttt gtttaacgaa
  1709161 gaattagcag aaaaaatggc tgattctatt tgtaaacacg atcctacttt ctctaaaaga
  1709221 aactttgtgt cttccgtaac atgtaaagtt gaaaacttag agttaaagca gcgtattgaa
  1709281 gtaatggcag atgaattaca caatgcttta caaaaagatt ttaatgaagc aatacatata
  1709341 ttactgaaaa cattaggccc aggaaataca acagaagtag gcatgtttac aaacggatat
  1709401 atgcacatgc ctatggcaaa atacgttgaa aaatatgggc ttaacgattt tgaatcctct
  1709461 ttcaacgcca tgtatgaaat aacaaaaagg aatactgctg aatatgccat tcggcctttt
  1709521 cttgaaacat accatgaaga cacactaaac atattacaaa agtggattca tgataaaaac
  1709581 agccacatta gaagattagt ttctgaaggt acaagaccaa ggcttccttg ggctaaaaaa
  1709641 ataggagctc tgaaaggtga ctttaagtac aatttacagc ttcttgaccc tttaatggat
  1709701 gatccttcta aatatgttca aaaatctgta gccaatcata ttaatgatat tacgaaagaa
  1709761 gataaagaac tcgtttttca atggttacag caattacgtg ataaacagca tccagttaat
  1709821 ccttggatta taaaacatgg gttaagaacg gtaataaaaa atgatacttt accaaaagat
  1709881 ttttattttt gagtatttta aacaaaagtc cttatacttc aaaaatgaag tataaagact
  1709941 ttttctctct caaacattat ccttgcctta aaatattttg aaacattttc ggcttatttc
  1710001 tttcaaaact ttctattaat ccttttccaa atatcgttat actcttctcc caaggatgac
  1710061 ctaaataccc ccacttaaag tccttctgaa taaaaaagta gtaatctcca ttcggaaata
  1710121 ttggtatgct ccactcatca aattcatttc tttcaaactt taagtgagga ttcacccaat
  1710181 aacactcatg ttgccaatct agtgccatta tatattcatt cgatactgta ttttccttaa
  1710241 acacttgtaa cgctttatct tccaaatcgt catacacatc taaatctacc aattctccaa
  1710301 agtaatgaga aatattatat gtaataaaag gacttggcac cttaaatgat ggaaatgtag
  1710361 aaacacttgg tgaaaactca agttcactat ataacttgtt ccaaattcga tcatcctctt
  1710421 tgtctgtaaa ctccatccag ttcttcatta aacaacacct tcccatgtaa gttcaaagga
  1710481 tttttactct ataatgccga atatataaat aactattctc acaaggagcg aatttatatg
  1710541 aatctattcg agcacgaaac gtaaaaccgc ttctctttca taagaggtcc tcctttttct
  1710601 tttttcatca tatcattcat tgaaaaatag gaggacataa ttatgaaacg taatctatta
  1710661 tttttaactt tattagaaag cgcaaataca cattttagcg gttgggattt ttctttcatt
  1710721 tcagaaacag gccgaatgaa gagcgagcct ttatcatggt cgtacggtag cactgctttc
  1710781 cagcttatac aacacgcaaa atcaatgcta gatatgggca ctggcggcgg agagttttta
  1710841 tctatgttac aaccattccc gccaactatt tatgcgactg agggttatgc tccaaacttg
  1710901 ccaattgctc ggaagaaatt agagccttta ggagttacag tcgtcgaagt gattaatgat
  1710961 actgctttac catttccaaa tggtcagttt gatttaatca tgaatcaaca tgaatcatat
  1711021 gctgcctctg aggtaaacag aattctttct cctaatggaa tgttccttac acaacaagtt
  1711081 ggtggtctcg attgcgctga acttaatgaa cagtttgaca caccactaaa tagtgaattt
  1711141 gcaagttggt cgcttgaaac tgcatgtcgt gagttagagg aaaatggatt tactatttta
  1711201 gaagcaaaag aagcattccc tttccaactc ttttatgata ttggcgctat cgtctactac
  1711261 ttaaaagcaa ttccgtggca aattcctgat tttactgtcg aaagatatta tgaggaatta
  1711321 tatcgtatac atgaaattat cttacaaaaa ggatattttg atgtgaagca acatcgcttt
  1711381 atcattaagg cgattcgtga ctaacggaaa agaggtggca aagccacctc cttttttgtt
  1711441 ccgtttacat atattctcta ctctttcacc ataagaaaag ttatatcatc ccatttcctc
  1711501 tctaattgta aagtagtctt ttcaatactt actcctgtta acaaatcata cccttcaatc
  1711561 tcagctacca attgtttcgt tttactcttt ggattcatat ctttatataa gatgtataac
  1711621 ttattaccat tcatatgcat atatgtaacc accgtttttc attgcatttg aataggatac
  1711681 gagatagtcc gcttgttgaa tgtttttaag ttctttatca cttttagaac aagctaccaa
  1711741 aaggaacatt gtacatataa cgattatggc caataaattg tatttctgaa acatatcatc
  1711801 acctcgcata tataatgaga gcaatcaaca tacaaatgct gattgctctt tgaaatattt
  1711861 tattaacttg agtatgagag agtttttttt acatgccgtt tgttcacatc atcttctgtc
  1711921 aaacatgaag ttgtgtaatt aataatattc ccgttatcat atgtgaatat atgctctaac
  1711981 ttattttctt ctgttaatac tattggtaag tattttggta aattgctaac tacacctcta
  1712041 ttatccttat ttaatatcca atcaatttct ttccattcta ataatccttc ccccgtactt
  1712101 actggcgtgt ccatatgtac cccatctggc agatcagcaa ggaatacata cattccttca
  1712161 cgcccctgag actcgtcctt acttttaaaa acgacattcc ctttatacgt tacacttgga
  1712221 agatctatgc ctgtttcttc aaacgtttct ctaattattc cttcatatgg cgtttcatta
  1712281 tcttcaattt ttccaccaac accattccac attcccatat ttggcttttt atttctattc
  1712341 aataagagta tttatttcct tttctaatga aacaaattgt gtacttatac atacgtttct
  1712401 ttcctttctt tttcccctca tctaaaaatt taaacagcat tttgattaga cttgctgcat
  1712461 aaaaaaatac ttattataca aacaactggt tttttaatga ggtattttgc tcatttttat
  1712521 tcaaaaacat tctccttaca attatatttc acataatata ttgtacaact ttcgtttcag
  1712581 aaaggagtgt tcaaaatcga taacataagc agcgaatttt taaaacaatt ttacgatagt
  1712641 cgagtctggt tatatgatac acattggctt ggagtcccca ttctcaaact tccttctgat
  1712701 ctttttttgt atcaagaaat gatttacgaa ttaaaacccg atttaattat tgaatgtggc
  1712761 acttgttatg gtggtagcgc actgtattta gcttccattt tagatttaat tggaaaaggt
  1712821 catgttctta ctattgatat atttccacaa ccaaatcgtc catcccatga tcgtattacg
  1712881 tatttaacag cttcttctgt ttcagtaacc gctgtgcaaa caatattaag tatgcgcaaa
  1712941 cctgatgatg tgattttagt tattttagat tctgatcata gtaaagagca tgtagcaaaa
  1713001 gaattgttgc tttataaatc tatcgttact aaaggcagtt atattatagt agaagatacc
  1713061 tctattaatg gaaatcctgt ttctcctgat tggggacctg gcccaatgga agctgttgaa
  1713121 gagtttttag ctacaaacaa caatttcata atcgatgaat ctaagcataa gtttttcata
  1713181 tcgtttaacc caaaaggttt tttaaagaag ataaagtgaa acgttaataa gtggggatag
  1713241 agaaaccccc acttattcta tgatcttcat ttttgaaaaa ggataatata caaattccac
  1713301 tttgcctatt atattatctt cttcaatata tcctaaaccg tttcgactat ctctactaag
  1713361 ttcacgatta tctcccatta caaataattt atttggtggg atttttgtct tttgaaagtt
  1713421 ataaaacact tgcgtattat tgaataaatc tttatttgta tacggttctt cttgtttttt
  1713481 atcatttaca tatacagatc cattcgttat gttaattacg tcaccaggaa gtcctattac
  1713541 tcgttttaca taatatttcg attcatcctc ttcctttata atgacaattt ctccatgctc
  1713601 taaatcggaa aaatgtactg ctgctttatt tacaaatacg tagtcttctt catataaagt
  1713661 cggttgcatt gatttccctt ccactttaca taaagtaaaa gaatgataag ctactaccaa
  1713721 aacaaacacg aagagtatat atttccccca acctctttta atctcctgtt tcatatccat
  1713781 tcccacctta ttcaaacgct ttttaaatca aaaaatatat cactgcacca tatatctcca
  1713841 tgcagtgata ctatttttac tgggccttgt tcggcttctc tactgggact ggatttccac
  1713901 ctgctctttt cgctttcaat tcaaaatacg catccaaaat ctctttacca atcgcggaat
  1713961 taattcctga tttgtcatca ttcacccatg gtacaacaac tgaaaaagct acttccggat
  1714021 cagcatcata cggcgcataa ccggcaagag ttaaattata acattttttt cgattattgt
  1714081 tttcatctct tccaatttca ctttctccgc catacacagt ttcagctgtc cctgtttttc
  1714141 cagctggttt atacggtaat cctttaaacg ttgcagtacc tgttccgtca ttctcttgaa
  1714201 aaactcttct aaatccttct tttacatgat taatgtatga agtgttcata tccactcgat
  1714261 ttaaaataac tggttcaata gatcgaataa cttttccaac atcctctggt ctatgtggtt
  1714321 gctctctcac ttcttgcaca atttgcggtt tcattcggta accaccgttt gcaatggttg
  1714381 aaatatattg agcaagttga agcggcgtat atgtatcgta ctgtccaatc gcataatcaa
  1714441 gtaaaaaacc aggtatgtta tccgttctac ccatttgacc aatcgattca ttcggcaagt
  1714501 caataccagt cggtacacct aaaccaaatt gtctaaaata gtagcgcatt ttattaaatg
  1714561 tttcttgttt aatgtctaat ggattgtttg gcacataatt tatacctgcc atttttaatg
  1714621 ctgtattaaa catatatacg tttgatgaaa cttgtaaagc tcttaaatca tcaatatcac
  1714681 caaagtcttt ccacgatttc ttcggcttag agcttccttt aaaatacatg ggtgcatcaa
  1714741 agaaatgcgt atacggctta attgtgtcag tttgatagcc ggctaataat gtagcccctt
  1714801 tcacagttga ccctaactca taagaacttg tcatcgtccc taaagcatag tcttctattt
  1714861 gcatcccgcc atctttattt acaattttct ttcctgccat cgataaaatt tgaccgtttt
  1714921 tcggattcat cattacaacg aatgcacgat ccatcatcgg ctctgcagaa tgaaatgctc
  1714981 gtaaattctt ttcaagactt ccctctactt ttttctgtaa ctccatatcc actgttaaca
  1715041 ttaaattatt tccacttttt ccttcggtta ctttttctgt ccggataata tttcctgctt
  1715101 tatctgtaat gcttctagac tgttctttcg ttccatgtaa tgcgtcttca tattgctttt
  1715161 cgatgtaact cttaccaatg cggtcatttc ggttataatc acgcactaaa taataatcta
  1715221 attgttccct tggcaatcct tcattttcag tagaaacgct accaagaata gaacgaagta
  1715281 ttttatcatt tgggtattca cgttcccagt ctactgtcgt atctactccg ggcaagcttg
  1715341 ccaatctttc acttacgact gcatattcat tttgacttac atctttttta acgatttgcg
  1715401 gcgtcatttt atatcccgca ttcattttgc ttttaatagc tagtacttct aggtcttctt
  1715461 ttgaaagttc gcttaattct tcttgtgtaa ttctttccct acgtaactct tccacttttt
  1715521 tatctaattc tttcccttct atctcctgct tcctaaattt actctcatct tctttcgtta
  1715581 ctttttctgc tgcccgcttt tcatttaact gcatccaaaa atccttttta tctgtttctg
  1715641 ttaacttgtc tatatcctct ggcgacattt caattaactg ggctaactgt cttgctactt
  1715701 gtaaaacttc tttcgaatct actcctttca ttttcgtata tgtaacggtt cgtagtggtt
  1715761 tattatttac aatcacctga ccttgtcgat caaacatttt ccctctagga acaggtgtac
  1715821 ttaccgttac atcttccttt ttgttcactt catttctata cgtttctcca tcaatgattt
  1715881 gtactttacc taattgaatt ataatagctg aaaataaaag aaagacgata taaaatagta
  1715941 catttaaccg aaaaggaata tgagtctttt tctttttcga ttgtttcttc tgctcctttt
  1716001 tctgtctcat ttcgctccct cgcttcattc tattaacatt tctacataga accattatgt
  1716061 atcaaattta tttatatgat atatatagaa ttttatatta attataaaag aaataaaaga
  1716121 tttaattttc agttttttaa ttttatatcc tatttattac cattccctta atgcacaata
  1716181 acatgaatat tattctaaaa gaaaaatggt acaaatttat ttttatacca ttagtttaca
  1716241 tttatttgta tactaaagaa ataaattcat aaaagacatt acttaaggag agaacgaaaa
  1716301 tgacagattc atttacaata catactaatg cgccccattg tttaaacttt atgatttata
  1716361 ttcaaaatat ttatctcaac caaaaagaga aaaaaggaaa tttacgtttt ccttacatag
  1716421 caaaacaatt caatttctct actaactttg aagcaaattt caaagaatta tggcattcac
  1716481 ttcgcaaaca aattgctaat gacaaatatg attcgcaaat tttttatgat gaaaatcata
  1716541 tgttttatga gaagcttttt gataatcatt tatgtaatga agaattattc aaagaattaa
  1716601 tatgtagttt taaaatatgg tggagtagca tagcaggtca gctttcatta gagtggtctg
  1716661 taaatgagta tagtacgcaa ctttataatg acttagtttt atacctaagg cagcagcaaa
  1716721 tagaaccttt acaacagcta catattagct tactttatga cgactgtata ttcgttaaag
  1716781 aaaacatttc ttcctattct gctattttgc cgactaaaac cttttttata aattatagag
  1716841 ctgtggttac tacattatcg acctgttttc atgttactta atacagcgat tacccaaata
  1716901 aaaaactgag gtggatacct cagttttttc gataatttat tttattgaag ataacccttc
  1716961 aacaaactca ccaatcttat tttgaaaaac ataatcaaag ttatattcct gtcctgttaa
  1717021 ctcttcattt actaagatgg ttgttgctcc tacttccctc tttgcaattt gcgggaatga
  1717081 agcgacgggc tgtactttta gtgacgttcc cataacgata agcacatctg tttcatataa
  1717141 acgttttatc gcattttgat attgcggcaa tgtatctccg tataaaacaa cgtctggatt
  1717201 taaaatgaaa ttacacttct cgcagcgcgg cacttcatga tctatcatat actgcaaatc
  1717261 atatcccatt ttacacttcg gacaatgtgc tgtttgcagt gttccatgta aatcaatgac
  1717321 atgtttacta ccacctactt gatgtaaacc gtcaatattt tgcgttaaaa tcgtaatatc
  1717381 tttcccttgt tcttctaatt cagctaaaaa gcgatggcca cgatttggct tatattgatg
  1717441 aaacgtatta atttgaaata tttctttata atgcttccaa aattctttcg gacttcggtt
  1717501 atagtaccct cttgataagt acatttccac attcgcatca gcatacaatc catttgctga
  1717561 acgaaaatct ggtataccac tttccgtact tgcaccagct cctgttaata ctgtaatttt
  1717621 cttcgctttt tctaaaattg tacgtacttc ttcaaattgt tgcacaaaaa tcacctctat
  1717681 gtatattgct atacttatta taccagttgt ttacaggagg tgttgtacaa ttcattctac
  1717741 ttaatgcgtc gtgccaccaa cctctacaat atccacctca acggtcgtcg ttacctcaac
  1717801 tgccaactct atccctttac gaatagtaga aagtgacata ctcggttgcc ctggataatt
  1717861 actcgcttgc tctggtaaaa acggaatatg aataaatccg cctttcattt ttgtatcatg
  1717921 tttttctaat tcatgcatga gaccatagaa taaatgatta caaacgaacg tacctgctgt
  1717981 ttgtgaaacg gaagccggta taccttcttc ttgaagtttt tttacaattg ctttcatcgg
  1718041 aagtgtagac caataagcag ctggtccttc ttctacaacc ggtacatcta ccggttggtt
  1718101 cccttcattg tcagcaattc ttgcatcatc aatattaatt gcgacacgct ctatcgtaat
  1718161 atctggtcta cccccagctt gtccaatgca tataataaat tccggtgcta gttcttctat
  1718221 atactctttt aatacgctga ttgatttatg aaatacagtg ggtacttgtt tactaataat
  1718281 cttgtattct ccgattgttt tttcatgcaa actttttgcg acttcccaag ctggattgat
  1718341 actttctccg ccgaacggat caaatcctgt taataatact gttttcatag ttttctcctg
  1718401 gtttaaaatt cttataaaaa cctataaatt gttggcgaac caagtcaaat gccaactacc
  1718461 gaaaaggaat ctcacctttt tcctgtccgt aagggttgtg accttttcat tcacctagtg
  1718521 tgaaagaatg acggcaggtt cctgttagga acgatctgtt cttgcatact accattcatc
  1718581 caagtcagta gtatgcaaga ggttataaga aataaaccag tacccccctt ctcatttaaa
  1718641 ttttaaatac tacttgttga ttgttcatat aaacagtttt gtgaagaatg ctccacaatt
  1718701 tccaattatg atattctttc cacgtttgaa ttgtttgtaa ccatttttta tatacttttt
  1718761 gcgtattctt tttactttct tccatggaag caacaagaat acgcagtttt gttgtaattt
  1718821 ggttttttaa taataatata atttcttgtg gtaattgttc ttgcaattct aatccacgtc
  1718881 ttgcgatcgt gaatgcggct gcttcatgaa cgctaatacc gaaattttta ctgtatttta
  1718941 attttccgat cacacttgta taagcggggt ttactgtttt aacagaaaat ccgttacgaa
  1719001 gagccatacg aattaaactg ttcaacatct ttttatacgt aaattgatgg aaattacgat
  1719061 tactgtattt atcagtatca tgagattgtt gaaactttaa atcttctaaa acaattccac
  1719121 ctacattgtt ttccaataac cttgttttaa tttgttgtac gatttgtcca attatcgttg
  1719181 cgcgtttgtt tgttgaaaat gtattcagat tgtgtagata aaaaattttt gaacctttaa
  1719241 aattaccttg ttttgtacat aaactaactg caatgcggtc cggatttaca tcaattcctg
  1719301 caattacatc tgattgtggt gtttccttga aatctagtac acgacctatt tctgtttcat
  1719361 caaacgtaat atttatataa aattcatttt gtttacgaat gatttctaca ctatattttt
  1719421 gatgctctat aatcggtttt ccttttggat ttacaccgat ttgctttccc ataacgacat
  1719481 ttgtaatttg atgataaaaa cgatatggaa tcataatcgg aactttgatt cgtgggcttt
  1719541 ttgtttttcc atttgttcgt cctaatggat ttgcaatttc taaccatcct tgcccacaat
  1719601 catcaactgt aatgcgcatg ttcaaattcc cttttttact tttatctccg cgagaatata
  1719661 attgtcgtgt ccgcaaatct ttccattctt gattggatat cttgtttttc attctttcat
  1719721 agaaattttt ccgcccacca aaaataatag gaggtaatgt tttattttta atatgttttg
  1719781 catacgtttc aattctttgt tctaattttt gttttcgttt tcttaagcca attaaacaag
  1719841 tttctaatgc aacttgttta ggtctttttt tgccgcgttc ataatcatct attttttgta
  1719901 acgtcttttc taactttttt tgattgtttt ctaggtaaac aggaagaagt tctttttgag
  1719961 agaaaaggat cgattgcgct tgtaaaatcg catcttcaca aaaacgttta tttaacaaat
  1720021 atttaggttg tagttttttt atcaattctt tctcgttttc gccctcaatc aaacgattaa
  1720081 aactatatcg ttttgcactt tcgaacgtac ggattaaagt aattaaatct tccgtttgtt
  1720141 cttttgtaat agaattgatt ttacaagtac gtgttgtttt catcctttcc ccccttttca
  1720201 tcacctgaaa atattatagg ttgaattctg taaaatataa aacctgtaat tgtaaatttt
  1720261 tatagttttt tatagattct catttactgt tattccctcc taattagaaa cgatatacaa
  1720321 ggccgtacat aataaacata ttaataatga aaatggaaag agcaattggt acctgtgctt
  1720381 taataacggc atttttatct ttcagttcta aaagcattgc cggaacgata ttaaagtttg
  1720441 ctgccattgg cgtaagtagc gttccgcaat atcccgcaaa cataccaaga gctgccataa
  1720501 tcgctgggtt tccgccgtgc atttgcacaa ttaaaggtaa accaattccg ccagtaataa
  1720561 cggcaaacgc tgcgaaagca tttcccatta cgactgtgaa aagcatcatt cctaaacaat
  1720621 acgccataac agcaacgaac ggatactctg tcggtaacac ttgtccaact aaatcagaaa
  1720681 cgacttgccc aacgccagat ttcgcgaaaa taccaccaag tgctgctaac atttgtggta
  1720741 aaataacagc ccagccgaca gcttgtaata gtctgcttcc ttcttgtaca ggcgttgtta
  1720801 ttttcgattt tgtaatacgc attgccgcaa cgaatgcaag taatgctcct aatgctaatg
  1720861 ctactagcgt tactttatct ggatcaacaa gagaaacatt tccccatttg atttttccta
  1720921 acgttaacgt accgataatt gtaaaaatag gtattaaaag tgcaggcata aaaattttat
  1720981 tttttaattt ctccgcatgt ttcacacgtt cttgtactgg tgcttctttc tcctgagatt
  1721041 ttgttacttt attcattgac gctaacacaa ccatagcgag tactatacag ccaacgtaaa
  1721101 acgaaggaat tacatttccg aataaaaatg taacggcaaa caatgcccaa aatagactag
  1721161 aaccaaatcg atttggatgc tcacgatcaa acgcgatacg aacagcgata aaggcaacaa
  1721221 ttatacctaa tacgtaatag attgtatcca ttgtgatgat gttcatttta tattgcctcc
  1721281 ttctcttctt ttacttttga tgtcatcgtt tttgctatat atttatcaaa ccttctaaat
  1721341 ctaatccagc ttacaatgag tgcagatatt gcagttggaa taccccaaag cgccatatcc
  1721401 catacaccga catgcatacc tactgaatcg aagaatcctt tcattaataa aatggcacca
  1721461 gttgcgataa aaatgtcttc tccgaaaaac caagctgtat tttccgcagc ggctgcattc
  1721521 gctttaatct tttctcttaa cttttcagga agcttaccgt atttaccttg cgcagcccct
  1721581 tctgccatcg gtgcaacgag cggtcttact gtttgtgcat gaccaccaat attaagacct
  1721641 agtgctgctg atgattctct tatcgtaaaa tatgacatta atactcttcc agttgttgca
  1721701 ccttttgatt tcgttataag tgcttctgct ctttctttta aaccgtaacg ctctaaaatt
  1721761 ccgattaccg gtaaagttag tatgataggc atagacatat atctattttc tatgaaaaat
  1721821 ttaccgaaca tgctaatgac atcataaaag cttaatcctg aaaccatccc cgtaacaata
  1721881 cctgcaacca taacgactaa tagtgtattt aatctaaata aaaagcccac tgcaactagt
  1721941 aatatcccga ttaatttcac caattccaac acttcccctc atttttttat ttcggtgcac
  1722001 atatagaaat tttattatgt tcgaatgttc tgtatatttt tctcgcaaat tgtactgctt
  1722061 tttctccatc accatgtaaa cagattgtct gcgcctgaac tgctactttc tcaccattca
  1722121 ccgaatttac atagccttct ttcaccattt gaagcacttg ttttatcgct tcatcttcat
  1722181 tttttataag cgcattttct tccgtacgac tcgttaaggt tccatcttcc ttatacgtac
  1722241 gatctgcaaa agcttcttgt acgagagtta tattgtattt ttccgcagcc tgtataaacg
  1722301 cctcgctatt tgctaatccg taaagtgata gacttgaatt catatgataa attgcctttg
  1722361 cgattgcatc tgcaatttcc ggattagttg ccgccatatt atatagggct ccgtgcggtt
  1722421 tcacatgctg catcttccca ccagctgctt ttacaaaagc gtctaatgca tcaatttgat
  1722481 ataaaacata atcgtatact tcatttgctg aaacgttcat gtttcttcta ccaaatccaa
  1722541 ttaaatcagg aaatcctggg tgtgccccta tcgctacatt atgctgcatt gccttttcaa
  1722601 ccgtttgccg cataacggac ggatcacccg catgaaaacc acatgcaacg tttatagagg
  1722661 aaacgaacgg aagaatttca tcatcattcc ccattttata agcgccaaaa ctttctccta
  1722721 aattacaatt caaatcaatt gtagtcatga tatttccctc ctgcactcag cttcgtaaag
  1722781 cgatgaactt ttttaataga ttctatttac ttctttttct atgtacaatt gttccgcttc
  1722841 ttcaagcgta atattctcaa acgatacata gtcccctggt tttaactggg caagaagagg
  1722901 taaatctact gaaatgatat ttcccattct cggataacca cctgtcgttt gcctatctgc
  1722961 cattaatata atcggctgtc cgccatttgg aatttgaatg gttccatatg taactggact
  1723021 cgataaaatc tctttttcaa cggctctatt taaaatttct ccttcaaccc tataacccat
  1723081 acggtcagcg taattagata ctttatactc tttcgtaaaa aatgcctttt tgctttcttc
  1723141 tgtaaattga tcatattcaa aaccagttat gacgcgaagt ttaggatact tcttatattt
  1723201 tggtagtacg ctactgctaa ttgcccattt tgtttttatg cgctcaccct tttgtaagtc
  1723261 ttgcatgaaa ggatgagcca tttctgatct ttccccaagt tgaaaatagt ctcctttttt
  1723321 cagcattctc ccttccatac caccaatcgc agcacgtatg taagtacttt tgcttcccat
  1723381 cgtacgatca atatagatac cacctgcaaa agtcacatac gctctacaac ccgttttcac
  1723441 ttttccaaag caaagcatgc taccttcttc cgctaaaatg ggccgccata atggaatacg
  1723501 ctcaccattt agtaacggtt ccatatccgc accgccaatt gcgagtaacg tcgttttctt
  1723561 tattaacaat ttcggtccca taatcgtcat ttcgagtccc gcttcatttt cttcattacc
  1723621 aactaacata ttgatcatcc gaagtgcact ttgatccata gccccgccaa cgggtacgcc
  1723681 gtattgttga taatgagatc gtcctaaatc ttggactatt gtaaacatac ctgcatgcaa
  1723741 aacttctaca tccattcttt agccccctca agtgatacgt actcttcctt cgttattggg
  1723801 ataaatcgta aatacatacc gctttgaata aaggtcggtg tttcttcttc cggattaaat
  1723861 aaggagattg gtgttcggcc aataatattc catccacccg gtgtttcaag cggataaata
  1723921 cctgtttgat ttccgccaat ccctaccgaa ccaggagaga tttgtaaccg cggtatttct
  1723981 tttctaggtg tttctagttc ttttgatagt cctcctaaat acgggaaccc tggtgtaaag
  1724041 cctaacatat atacaaaata cgttgtttca ctatgtatgc gaatgacatc ttctacttgt
  1724101 aaaccgtgat aatgcgccac ctcttctaaa tcaggtccat attctccccc gtaacaaacg
  1724161 ggtatagaaa tatgtttcac atctcgtttc agctcttcct tatacgtatc taacattcta
  1724221 gctatgtatt ggcatacgta atcatacggt cttatctttc tatcatttcc cttccatact
  1724281 tcatacaaat tatagtaaac ggccaatgaa gtaaatgacg gaacgcattc gatcattcct
  1724341 gtaaacggat gttgctgcaa cacttgaaat aatcgttgta ctttttcata tacatccatc
  1724401 ccgatttcct caccaaatgt aacaataatt gcttgatccc ctaacgcaga aaatttcatc
  1724461 ctactccctc tttctatgcc aaaaagccga gttctttcga aatgcgatgt gctgtctctt
  1724521 tcaccttagc gataaaatat ggaatgttac tttcgctgta ctcaattgct aatcctgaaa
  1724581 tactaatgcc tgctacaacc gttccatcat ttgcgaaaat gggcgctgct atagctgctg
  1724641 tatgattttc taactccgag tagctaattg tatgtccttc ctttttcgcc atttgtaaca
  1724701 cttctagcaa ttgtttctta tctacgattg ttccatctgc aaactgtttg aaatccgttt
  1724761 cctctacgta cttctgtttc tcttcctcgg taaaatacga tagtaaaatt ctcggacatg
  1724821 caccagcata aagtggctct cttcttccaa ccgccgtata tacacgtaca ggctgaacac
  1724881 cttccatctt ttccacataa atcgcgtcat taccatcttg aataattaaa ttaactgcct
  1724941 gccctaaatt atctctaagc tctttcatat atggaatcgc aatatttctt actgataatc
  1725001 tttgcgaaac aagttgacca aaccgtaaaa aaacgactcc tagacgatat ttcccctttt
  1725061 cgtttttttg taaaaactcc atttcttcta acgagccaat taaacgataa acagatgttt
  1725121 tcggcatact tgtaagctga accatctctg ttaaactgag ttcttcatgc tcataaaaca
  1725181 actctaaaat atccattgtc ttaactgccg ttttatttat actcattcta tctccttctt
  1725241 gttccgaatt tcggaactta aattccattt tccgaaacaa acatataatt taaaattata
  1725301 aaatattcta tcaattctat caatatattt ttcagctact taacctttat gtagagtgaa
  1725361 tacaaaataa attctagaaa taatgatggt tctctttcaa aagctcaagt tatagcaaaa
  1725421 ccaaacgttt aaataaatgg gcataaaaaa agtatggaag aatatttctc ccatacttct
  1725481 ttctttatag cgctcttact tgtttcaacg gccagaaaac agcttgtcct tttccgacaa
  1725541 tttcatcttc tgaaataaat ccaaacatac gaccgtcttt agaaacttca cgattatcac
  1725601 ctaatacaaa cacttggcct tctggcactt tcgtttttcc tgtaatttgt tctaacgtaa
  1725661 agtctggagt taatacacga cctgctgctt tttctttaaa ctcttttaaa tatggttctt
  1725721 ccatcgcttt gccgtttaca tataaaacat catttttata ctcaactgta tcgcctggta
  1725781 aaccaattac tcgttttact aaatcatatc cttcttttcc atggaaaacg ataatatcaa
  1725841 agcgttctaa tccacttata ctataaccaa tcttattgac gagaactcgt tcgttatttt
  1725901 ctaaagtcgg catcatcgat tcgccttgta ctaatgacgg tgtaaataaa acaccgcgaa
  1725961 taattgcgat taatacaagg gtaaatccta tcgttttcgc ccatgagaat aattctttct
  1726021 tcgtattttc cttcatcgtt tctcctcttt cttaattgtt tattgtatga tttgaactaa
  1726081 ttcttgtact aaattaagat caatttcagc aaaacatgat ttcccttctc ttaccgctgt
  1726141 accgacatga gcttgcgaaa ttccagtttc atttagcaat tgctttatat tttctttcgt
  1726201 tacaccagct ccaacaacaa gctgaatttg accatcgctt atcttttgca tatctgtaag
  1726261 caccggaata ttatcaacta tattcccttg tccacctgaa gttaaaacgt gagtcacttt
  1726321 atgaaacttc tttaacgttc tcatcgcttc tactggattt tctatgtcat ctattgcacg
  1726381 gtgatatgtg acatttatcc catctaccac agataataaa tccgctagtt tctcttcagc
  1726441 cacttcattt ctttcattta atacacctaa tacaacacca gctactccta atttctgagc
  1726501 aactacaata tcttctttca tcatttcaat ttcttcttcc gtatatgtaa aagacttcgc
  1726561 atgcggacga atcataacat gaatcggtat ttgtactgct tctaccgctt tttttataaa
  1726621 tgcataactc ggcgttaaac cgccttctgt ataagatgaa attaattcaa ttcgcttccc
  1726681 gccagctcgt tcaattcgtt tcacatcttc taaacatgtt gcaataacct ctaacatgag
  1726741 atgacctctt ttcgtgcttt tttcttatta tacagtaggt gaaataagaa gcatagtatt
  1726801 ctcctataaa acgataaaaa gaagaatgaa aagaaagatt ttttcatttg ataacattta
  1726861 ctttacgctc attcgtttcc tctccagaac cagggccgta ttatttatcc gcttataatg
  1726921 cagatggatc tgaaagtagt atgagacttc tggtacagcc tgaataatag gaaaaaggag
  1726981 taacctctag aacttcatac taggtgtcac tcctttttat tttataaaaa tactaggttt
  1727041 cccctatata tttagttatt tttcttaacc acttcattat aatagtggct aaaggcttct
  1727101 actaatgcgt caacggaagc atacagttct tctggtgtat tatctacccc tcccatttca
  1727161 ataagtaatg catttggaga aaggtcttga ttatatactc cgttcccgct tttacgatct
  1727221 ttaataaaaa ttcctcggct taaaccgtaa tacttctcgt ctaaatatga atttattgcc
  1727281 gttactattt ttttattttt ttcaaagcta ggattctctc gtcctaaaat aaaatagagc
  1727341 ctcgcataat tctttccgtt aatatttttg gttgtaatat tttttcttgc atcatctcta
  1727401 tgaaggtcca ttggaaacat aatattttta tcttgtgcta atttttcttg taatatttga
  1727461 cgagatcctt tgtaagattg ggcccagttt aaatttttat ttcgcagaaa gtccctcata
  1727521 tttgtcgtat catgtgaaac gcctattcct ttttcttcta acttttgttt taaatagttt
  1727581 ccgacaaacg taatattcac ttcattattt gtactagagg catcatcagg tttagtagca
  1727641 cctggaatga gaggaataaa cgactcccaa ctatgtgtat gataaataaa aactttattt
  1727701 tcgccgttat tttgtatatt tgaattgttt tctttctcac tttttggatg tttaacagca
  1727761 gtacctttat cttgaatatt ctctaaagga atgctggatt cttcaggaat gttcgtataa
  1727821 tctgttcctt ccccggcaat taatatttcc gaataaaatt gattcatatt tggaagttct
  1727881 cgggttaata agcttcgaag gtcatttaca ttaatatttg tagaaagtga aagtaaaaaa
  1727941 gattccaaag acgctcgtcc tttttctcta tgaaattctt ctgcaaaata acgattttca
  1728001 ctgcctatca tatacataag gcctttagta gaattcgttc ctagtaattg gttaatataa
  1728061 taagatttaa atacgttcga attactagaa atgaagaatg aagtgagaat acatataatt
  1728121 gtgaataaaa gacatatcat gacatacttt atattaaata ctttcagttt cactttattc
  1728181 attttatatc tcccttcatt tactatattc ttacgcataa tttttaagta atatgattaa
  1728241 taatttaata gaacttcctc aactactatg ttttcatttc accttttccc ataaagcgat
  1728301 tgaggtgaat tttgccgtgt gcaaatatca tctaagattt tttaaaaaat taaataacct
  1728361 gagtctatat aactatagac tcaggttatt taatttcttc attttccatg tcaatgccta
  1728421 attggtcttt caataacttc ataccttttc ttgtaagatg gacagcccga ttcttatccg
  1728481 tctttgtaat ccattcctgt tcaaaaaata gttttgctat tgcagatcct aaccaaccag
  1728541 aaatatggta gcgtctttca ctccaatcaa gacaaggttt tgcaaatact ctccttttta
  1728601 tatttgcctt ttcaatattt attccaaaat tcagaaacca tttcttacct tgttccgtta
  1728661 caatatattc tccttcctct aaaatgataa atttcctatg tagtaatttt tcagctatct
  1728721 ctacaccaag tttgcctgca agatgatcat agcaagttcg agcataacga acttgtttta
  1728781 gttgatccga ttgttttaaa gaacgaactt ggactgttgg tgcgattgtt cctaactttt
  1728841 caagcacttc tgctacctct tgattagcaa gtcgatagta acgatgtcta ccatgttgtt
  1728901 caactttaag tagattcccc tctactaatt tagaaagatg agaactaatt gttggatgtg
  1728961 acactcttgc catataagcc aattcactag caggtagtgc ttgattattc attaaacaat
  1729021 ctaagatgat tgctcttgta ggttcagcaa ttagtttagc aatatatgag atattcggat
  1729081 atacattcat atttcgatga taccctaact attaaattga tacaattatt ttaaatttaa
  1729141 tagtaaagga gaatgtatta tgaatgcaat tgatcttagt atattaaatt taaaagaaac
  1729201 gagaaggcgc tcagaaaaat tatggaattc tcttcccgat aattttctta attggaagcc
  1729261 tgatgatgag gctatgtcct ttggtgaaat gattcgtcac gtatggagtt caacttttta
  1729321 ctatcatatg attttaaaaa acaacggctc aataaacgac atacatttcc cgtatgatga
  1729381 cgagccaatt acttgtgtta aaaaagagat tgaattagca caatcatgtt ttgtcgattt
  1729441 catagaatat gttcaatcaa taagcatagc agagctagat tcaagactta ttgatcgaag
  1729501 cgatgttggc tatcaacgat atttaggcga tatgctatta cgaattgcct atcatgatgc
  1729561 ggtccatgca ggtcaatttt tacaatattt acgaatggta gatttggaaa gaccattgat
  1729621 ttgggattaa attcagtaat tatttacaaa gtttccaaac tggcattgcg ataagaattt
  1729681 ttcaacaaga aacaatcaca aaaccatgat aaccatttat attaaaaacc tacatctcaa
  1729741 cttggtacgt tcctgcacat aaaaagcacg cgttcgatta ctaatcaaac acgtgctttc
  1729801 aaaataacta tatttcactt aaataataaa gttcaagtta aaaaaactac gatcgaaacg
  1729861 ccgcatccgc caacatagat agtgttgcat catccatcgg cggattgtgt agtcctgccc
  1729921 taacgtttaa ataataacga tgaagcggat ttttttctga taaacttttt gctcctacga
  1729981 tgcgcattga tttatccact atggatatcg ccgcatttgt tacggcgtat ttcactgccg
  1730041 ctaattctgc ttgcagtgac agtttatctt ctgcctcatc atattttttc gcaatttgat
  1730101 ataaaaagac gcgagcttgc ataagctcga gttctaattc tccaactaat cttctaacat
  1730161 tcggtaataa actaatagaa tggtttaaac tattcggctt gtatgatccc gcaaattgaa
  1730221 ctgcataatt tcttgctgat tgtgcaattc ctaaataaca tgctggtata tgtagcaacc
  1730281 agccaatacc cttttgtttc actttcccgc ctttcacatc cgtaaaaaag cggttttcta
  1730341 tctctacatt ttgtaagaca aggtcgtggc tagcagtccc tcgcatcgca acgctatccc
  1730401 acgtttcttc aatggataca ccgagtgtat ttcttggaat aacaaactca ccaacttctt
  1730461 cacggccttc catactcgct gaaataataa aataatcaag tactggcgcc atcgttgtaa
  1730521 aagtttttct tccatttata atccacttct caccttgttg aaccgctatt gtttctggtt
  1730581 ttccaccacg cgtcggactc cctgttttcg gttctgttgc tgctcggtta aagagcgcac
  1730641 cgctacgcac ttcttcgcaa aaccatttga acatctcatc attccaagag cgattttccg
  1730701 ctagttcttt cacaatgcca agatgccagc caatcgataa tgcagtagcc ccgcagcctt
  1730761 ccgcaatttt ctcttgaaat agaacgaagt catataaaga aatcgcacta ccaccaaatt
  1730821 ccttcggcaa cgttaatttc gtatatccga tatctttcaa atcatttata ttttcatacg
  1730881 gaaatgatcc taattcactt agttgatgct ccctttccat gaacttcgga atcaatttat
  1730941 ttatttgttc aataatgaaa gattgttttt ctgtttcaac aaatgagagt gccatactat
  1731001 aatctccttt atgctcgatt cttaaaccgt tcattttgtc attatgatta tatgaagcta
  1731061 cctctccatt gtttcactat tccgataaaa atacaatgtt tttgactaat aagaaaaatt
  1731121 cctattgaaa gataggttct ttccttatta gtctcccttc aatgccttta atggcaacga
  1731181 agttacatat ccaatatacg agaataattc tttaaagaag aatggtattt ctgtatctaa
  1731241 cgttttatat gctgatgtcg gcgttggtga agcatatgct tcaatattaa tatgttttgc
  1731301 gattctcatt gcgcgtttca tatgaagtgg atcacttaca atcgtgtatg tctgtattcc
  1731361 gttctcaatt ccaacttgct tcgcattttt taaattttct tcagtgaaaa gagattttgt
  1731421 ttcaattaaa atatcttcct cttttacacc ctgtttcatt gcatatactc ttgcagtacg
  1731481 tgcttcctca agttctgcct cgaactttgt accacctgta aaaataatct ttttaatatt
  1731541 tccgttctta tataaagaaa tcgcatgatt aattctttct ttaaatacag gagatggttt
  1731601 tccgttccat gaagctgctc ctagtacgat accagcatcc gttttcacgt catcatttgc
  1731661 tttaaaacga taactccaaa tatcgtaagc tgcataactt acatataaaa tagcagaaca
  1731721 aatcattagt aaaaatactt gaaagattcg tcttttctta ctcttcttat tttctttcat
  1731781 ttgtaattgc ctccgtacat catccatact tctataaaaa aacatttata tcaaatcgtt
  1731841 ttgtttgagt ttgtttaaaa gaaggaactt tactttttat ttatgtataa aagggttttc
  1731901 atttaaaatt gaggattatc aattcatttt catttgcggt tttcattaca tgttttaaat
  1731961 tcataagttt attaccatac aactacattg taacgaattt tttctcagaa gggaacgatg
  1732021 aaacaaaagg aattaaaata aagtagcatt ttgtaagaaa aaaggtatat ttttcatgca
  1732081 tcacgaacaa tatacctttc aaaacacgaa ttatagcttt tctttataca actctaactt
  1732141 ttctaacaat tgttctttta cgcctggcca ttcactcgaa ataatactat acaccactgc
  1732201 atctctcaca tatccgtttg gcaattttct ttcatttcta agcacgccct cttttactgc
  1732261 acctaacctt tcaattgctc gttgtgcttt ttcatttctt gcatctgtct taatttgtac
  1732321 cctgagcata tgcagttttt caaaagcata ctggagaagc atatacttac actctgtatt
  1732381 gatactcgta cgctggacac ttggatgata ccacgtttgt cccaactcga ctgttttatc
  1732441 ttctactgaa atattatata gacgtgtact tcctacaatc gtattcgtct gttgatccac
  1732501 tacaacgaaa ggtatttgcg taccttttcc ataaccttgt atcgcttttt gaacgtactg
  1732561 ctgcatatct tgcacactat ccattttaga gattaaatac gcccaaattt cccgatttcc
  1732621 ttctacaatc gaaaacaaag tttcgacatc attaccatcc attaaccgta gctttgctct
  1732681 ttcgtgaatg atttccattt gtaagccccc ttttttctta ctatatcaca gaaataaaca
  1732741 tttaattata tagatgttaa aacattaaaa ctaactttta aatgtactta aaattcaagt
  1732801 tttaatacct tcttacataa taatccgtaa aagcctgtaa caaataccgt gtccatccca
  1732861 ttatatcaag ctacatttat attggtttca tttcatgtaa gttttttctt tttctaaaga
  1732921 tctatatacg ttctttaaaa atttgcacac caaaaatact attatttcta caaaagatta
  1732981 ttttttcatt tatgaatcaa gtttttagtt tgatagaatg gataattatg gataaaaacc
  1733041 caaaaatact atataataat aaagtgaaag ttttacagtt aattcatatg gggaaatggg
  1733101 aggatataaa aatgctagat caaattactt ggggaacgcc aggcagctta ttatgcttag
  1733161 gattcttttt tgcaggatta ggaattttct taagaagtat tacgtcatat acaaaaaaca
  1733221 aataaaacat caaaaaggtt taagttttca cctgaaaata taaacctttt tcgttttagg
  1733281 gtatttactt aataaaaata acaaaagaag ccttcctttt acagaaggct tcttttgtta
  1733341 tagctttatc tttttaaagc tttaaagtaa caaataagca atcggcgtaa taataagtaa
  1733401 cgttaaaatc gttctttgta cgtaaagaat aataagttcc gatactttta acggaatatc
  1733461 tgtcgataaa atacaaggaa tagaagctga gaaaaacaat atagatgata ccgaaaccac
  1733521 cgcaataaca aactttgtca caagtggtgc acttacaact aacaatgatg gtaaaaacat
  1733581 ttccgcaata ccaacggatg ctgctttagc agctaagcct gcttctggta attgtaaaac
  1733641 ccatgtaaaa ggatagaaaa tatagctgat ccaatcaaat attggcgtga atttcgctaa
  1733701 gacgatacca attaaaccta ctgacataat agatggtaaa attcccattg tcataataaa
  1733761 tccatctttt aaattcaccg cgatattttt cataataccc ggtgcagact ttgatacttc
  1733821 taacgcatct tcccaagcgc gttctagcat tttctcttta taaacaggct ctgggaatcc
  1733881 ttcttctgtt acatatgtat ctggttttct actaagtggc gggattctta cggtgatagc
  1733941 agttacgatg aatgttacaa cgagagtagt ccaaaaataa acattccata aatgcataat
  1734001 gtctaatgtt tttgcgatga taatcataaa tgtagcggat actgtagaaa aacctgtagc
  1734061 gataatagca gcttcttttg ttgtatactt tccttcttta taaacacgat tcgtaattaa
  1734121 taaggctaag gaataactcc caacgaagga agcaaccgca tcgattgctg accgtcccgg
  1734181 tgttttccat aatggtctca taatgggtct acaaaacgta ccgataaatt ctagtaatcc
  1734241 gtacccgact aataaagcta aaaaagccga gccaattgga acgagtaaac ttaccgatat
  1734301 tactaatttt tcatacaaaa acggcccaac gtctggcgca aagaaccaag ctggtcctac
  1734361 tttcaaacaa tatagtacgc caaaaacgac gccgactact tttaaaatag aaaaacaaat
  1734421 gtctacgagg gatacattcc attttttcgt ataaaacgga taaatcgcac ccattatcat
  1734481 aacaagtagt gcgtaataag gtacgacgct cggaaccgaa gtccgaatcc atgatacgat
  1734541 atgatcaatc ataatggacg aagcaccgtt tatcgtaact ggtacgaaaa acataaacac
  1734601 cccaacgaga ctagcgagta taaaccgaag aataatcctc ttctcactcc ctgtcttgat
  1734661 tacattcctt tttaattcaa tttcactcaa aattcgacac ctcctattta tctaaatatt
  1734721 ctgtataatc atgtcagatt cctccttttg atttctaata tttaatcata tgaaaaagcc
  1734781 tattttaaaa taggcttttt ctattacctc ccataatcat tcacaattac ttgaatgaca
  1734841 cgatacgatt cttctgccac tatcttatta ctaatcttat tcgcatcata cgtaattaac
  1734901 gccttccaaa gtgcccatcc tctcgctcta ttccacgttt cttcatctat ttgcagcact
  1734961 tctttaaata tctttctact acttttatca aaaaatgtcc atgacatcgc tgcatcacaa
  1735021 gccggatccc ctactcctaa aataccaaaa tcaatgacgg cacaaagctt tccatcctta
  1735081 acgagtaagt tccctggtgc aacatctcca tgaatccaaa ctggcttgcg cctccatgtt
  1735141 gactgaagtg ctaaatccca aagatgcttt aatactgttt catcaaaaac gtccttatta
  1735201 ttttcgatag catctctcgc ctcttcatca tatacagata taagcccgcc tcggtaaaaa
  1735261 ttatgcgctc cagctatcgg tcctttgctc gcatcaatgg attgcaattc cactaaaaat
  1735321 gatcctaagt gtgccgcaaa ttcacttaag tcacgaacat tttgtttcgt aactgtttct
  1735381 ccctctatcc acttattaat agaccaaggc catggatacg cttcagacgg atttcctttc
  1735441 gcaattggtg tagaaatcgg taaagaaagc tccttactta atataggtaa ccacttgttt
  1735501 tctttctcta cttgcggtgt atatgccgca tcacttggca atcttacact catcttatca
  1735561 cctaattgaa atgtcctgtt atcatgccca ctaaacttta caggtttcac ctctaaatgt
  1735621 gcccattcag gaaactgttc ccttattaac cttttaacta aacccgtatc aatttgattc
  1735681 attcactatc cccttttctt ttgaaactta ctaagtccat ctgtactgcc aacataatca
  1735741 aaaccatttt tcttataaaa atcattcaac gtacgattat gtccaacgca atccaacttc
  1735801 aaaaactctt tgtcatgttg tacattctct tctatccact gtaaaatcca ttctcctatt
  1735861 ccgttacctt tatacttccg ttttaccgca aatctatgaa tatataatga attagaaact
  1735921 tcctctttac caaaaatatg ttcatcccat tcattttgtt taggagatac tgtaactgta
  1735981 ccgataattt catcttcttt cgtaatcaca tatgtatatt tctctcttat accttctagt
  1736041 atttcatccg tagcctctcc tcctaaaagg tactgccact ggtccacttc tttatgttgt
  1736101 agccattgtg ctacttcttt taatagtgtg ataatactat cgctttcctc ttccgtagca
  1736161 gttcgaatta tatattcttt aattgtagtt ctctccatat tcctgttctc ctttcatatc
  1736221 cttacttctt ttactaattt tcgttttgta cattatatac caaaatgaac cactacactt
  1736281 tcaagatatc tattttacag cttgtattca aaaaaaccgt ctcactacta gtgaaacggt
  1736341 tttaattcct taaacactca cttcattttc acaaagtaat ataaaaacca caccgcatga
  1736401 ttttgttcat cggcagctat tctacgcagt aactctttca aatgtgtatc tgatgtctca
  1736461 tctgcaattt ccaaataaaa atccactgtc ttctgttcat cttgtatggc gaattctaat
  1736521 ccttgtaagt acgtattcga acattcttct gtaatttgtg gttttggctg ctgaccagtt
  1736581 aaatttgtat agatctgtac aaactgatga aaatgcttta tttcatcatt acgaatttca
  1736641 agaatttgat ttcgttctac cgtatttgga gccatgttag ctaatttcgc gtaacaattt
  1736701 atagcactaa actctccgtt aattgctttc tcaatatcac gaatcagctt atcattttgc
  1736761 ctataccaat cataataatt cgaactatac atcatatccc ctccattatt tcacataaca
  1736821 ctttatgcaa tttgaaatag taggagcatg tatacaaaat gaaccacaaa taagaactct
  1736881 tcatctccct atagactaat aatcatttca ccacaaaaag aacgcttcac tacgagtgaa
  1736941 gcgttctttt tttctaagcg tttaattctg ttttattttc ctttattgca ctacgtttga
  1737001 aagcagttac taaaataata accatactta ccgcaccaat ccacacaagc acagtaaggg
  1737061 gtgtactcca gcttaatcca tttccaaaga agaatatttc tctaagtcct tcaatcataa
  1737121 atcgcattgg taaccatgaa taaacccaat cttgataaaa tggagacaac atttcaggtg
  1737181 ctaatgataa taacggtgcc ccgaaaaata gtaataaagc gaataaaccg attcctttta
  1737241 gtccaactaa tgaaagtacc gccgatatca ttaagaagaa actaaaggat gtaatagata
  1737301 aaaacagtgc cgtatcagtg aaatttgaaa tatttagtcc taccattcca tctgcaatcc
  1737361 atgtaagacc gaacccaata acaagtgcgg caattgcgcc tgttacaatt tgctttagct
  1737421 ttaatacaaa gttttcgttt cttgtacgaa tcggcatttt acttatcgca ataaagataa
  1737481 tcgctgcact cgctaaactt gcaatccata atggttggaa taaagaaatt ggtgaattac
  1737541 cgttcgcact atttttgccg atttcattta catttgtcac tttctttgta ataggtgtta
  1737601 ctaatttcgc agcttggtct gttgttaaag tagccccttt tgctttcagt ccttctaata
  1737661 tttgtttacg aacattgttg ttcatattat caactacact atttaatatt tgtcctgcca
  1737721 tagttgatgc cgctgtattc attccttgat ttatgaatat ttctacttct ggcgaagatg
  1737781 actgtggtgt tcgtaatgat gcttgttttg tactaaagtc tttcggaatg actaatgctg
  1737841 cataatactc ttgtttattt aaaccttttt gtacggattc cttatttttt acttctaccc
  1737901 actttatcgc aggttctttc tctgattttg atgtcttttt catattatca acgattgttt
  1737961 gccccatgtt cattttcggt tgatttggaa tttctactcc ttgatcctca tttacaattg
  1738021 cgattggcaa atttttcgga ttaggttgaa cggttggaaa taatgttaat gaaaaaataa
  1738081 aaacaacaag tagtgcaaca actggtgata accataaaag tttattttta aacattttct
  1738141 tttctcctcc ttacatttga tttataataa ccaacaacgt gttgtttatt tatattttga
  1738201 attatatgtt cgagttgaac cttatacaat aatcaaaaat cgtgaatgtg tcggttataa
  1738261 gacacattct taaaatgtgt tggctaaaat gaaggaggaa catgctttgc gcaatagtaa
  1738321 tttagattta cgtgttgttc gtacgaaaac tgccatacga aatgcattgg tggaattaat
  1738381 tgaagaaaaa ggttttgacg ccattacagt gaaagatatt acaacgaaag caaacattaa
  1738441 tcgcggtact ttctatgcgc actatcaaga taaatttgat ttaatgacaa aatgccaaga
  1738501 agacattatg tatgagtttt ctagcattgc caaaaagaga ttcccagaag tgattgcgga
  1738561 tctcggatcg aatccttctc caacaatgcc gtttctactt atcacttcta ttcttgaatt
  1738621 tctaaatgaa aatagtgatt ttatgaaagc tgtattaagc ccaaaaggag atttatcttt
  1738681 tcaaacaaag ttgaaagact ttatgtggaa aacattattt gaagatacga atggtgctct
  1738741 cattaataag gaaaatttac ttgttccaag ccaatactta acgtcttata tggcatccgc
  1738801 tcatattggt gtcattcagc aatggttaaa tagtggccaa aaagaaacac ctgaggaaat
  1738861 tgctcgtatt ttatcaacaa ttgcagttca tggacctttt tatgcagctg gtttaaagaa
  1738921 ataagtcaag tatatatgaa acaaaggatc atccactata atagcggatg atcctttgtt
  1738981 tcattacaac atttcaatat acccttctgt tccatgtacc cgaattcgtt gcccatcttt
  1739041 gattcgtttc gtagcattct ctactccaac aactgctggt aatccatatt cacgtgcaat
  1739101 cactgccccg tgtgtcatga gcccaccaac ttcggtcact aaccctttta tagaaacaaa
  1739161 caacggtgtc cagccaggat cagtaaaagc agtaactaat atatctccct cttctaaatt
  1739221 cgcttcttcc atgtttaaaa taacacgggc tctcccctca actactccgg aagaaacagg
  1739281 caggcctaca atcgcgtcag ctgggagatt ttctcgttta tatttacctg taatgatttc
  1739341 tccatcagac gtcataacgc ggggaggcgt tagtttttca tacaatttat aatcattttt
  1739401 ttgtttttgg ataagctcgt aatctagttt attcgtgcga acaacttcat gaagttcttc
  1739461 aaaagttaga tagtatatat catcgacctc acaaatgaca ccgctttgta caagttgctc
  1739521 agcttctttc aataacgcct gcttatatat gaagtaacga ttaatcatgc cgtattttgg
  1739581 atattcacga tagccaataa aattacggat attacgaatc attcgcttcg tttcttctac
  1739641 tttttgttta cccttcggca aatgttgcaa tcggtctaat aactcttctt ctttattcaa
  1739701 agcttcctgc agtccttttt caaacttctg cttactagca cccgcttcaa agtctcttat
  1739761 attatttaat atcattggga taatggttgt tggcttctca ctccagcgcg ttttcgtaat
  1739821 gtcgatttcg ccgctacatc tcattccgta tttatttaga aaagcaacga ttgtatctcg
  1739881 agctttttct ccgcctttat actgaacaag ttcatctaaa aagctatcat cttctacatg
  1739941 ttgtaaatac gtaataactt ctggatacgg acgaattgca tcagcaacat ccattaatgc
  1740001 taaacccatt tctgatgtaa tattattttg taccgattga gaaagcatgt ctgctgcatt
  1740061 cttttcacct agccactgct ccattttttc attaatccat gttgaagcat tcatacctgc
  1740121 catgatgaca gctatacttt gcggattaaa taatactttc tttaattgct ggatgtcttc
  1740181 caaaataaaa tcaaatacat ccactcctga tttcagttgc atattttgtt ttaactcttc
  1740241 aagtgatgct tcactattcc ttattaattc cgtaacgatt gctggatcat tttcgatttc
  1740301 tggttgcgaa cttactggtg gcttactttt gctagcactc ttttcttttt cttcatccgg
  1740361 taataatgta ataaaatcat ctcgctcgat tatagtcgtc aatgcatctc ttacaagtgg
  1740421 atccgatttc cctaaagtgt ttattaaata atctctgcta gcaggtaaaa ctaattgttg
  1740481 cgtagcatct acaaacagcc tgcctcccgc tttacgcata ggagcattag tcgttaacaa
  1740541 gaaaaaagat aaccctagtg gtttcatcgc atcggtcatc atttgttgat gaccaactga
  1740601 tatatacaca tgatttccct catcattttc ttccggaatt ggatataaag tcgttatcgg
  1740661 acgactttgg acaatataaa atgtgtgatc gactaaacac cattcaatat cttgcggaca
  1740721 gccaaaataa gcttcaatct gccttccaat ctgtactagt tgtaatattt gttggtcaga
  1740781 tagtgtttga attttttgct gaaccggatc attctgtttc gtctcagttc cgccctcttt
  1740841 taaagcataa atagctaatt ttttagttgc aatcatctta tcgatgattt cgccttcttt
  1740901 tactttataa ttatcggcag agacgagtcc cgatactaat gcctcgccaa gtccaaaact
  1740961 ggcatcgatt gataacacct tccggttaga agtaatcgga tcagcggtaa ataaaattcc
  1741021 tgaagcctgc ggaaaaacca ttttttgaac gacaacacat atagaaactt gattatgttc
  1741081 aaaaccattt tgcatgcggt acataactgc acgatctgta aataaagaag cccagcactt
  1741141 tcttacatgc tgtaaaattg cgttttctcc gataatattt aaatacgtat cttgttgacc
  1741201 agcaaacgag gcatacggta aatcttcagc cgtcgcacta gagcgtacgg catacgcatg
  1741261 ttcatttcca aagcgtgaga gataatgagc tactgcttcc actacatcag aagggatttg
  1741321 taccgccata atgttttctc taatcttctt gctgatttca ccaattcgaa ctcgctcttc
  1741381 acgtttcaac tttgttagct gttgcaacaa agcttgaagc tcctcatttt gctcgatggc
  1741441 cttttcatat cctgccgttg taacacaaaa accttctggc acttgtatcc cttgcatgtt
  1741501 ggataacgcc cctaaattca aaccttttcc accaacgagt gaaagctgcg ttttttctat
  1741561 ttcctgaaaa tcgagaacga aagaactcat gtaacatctc tccttactat gcatgtgttc
  1741621 ttgattgtag cagtagtaca taagaagaaa cagtctattt tgaattttat ttacgtggta
  1741681 taattaagtt aggaagagat aattattttt atttccccct ctaattcact tcaattacat
  1741741 caccgaactt aaacattctt ttatttaaaa agcagtcatt acatgtaatg gttttctatc
  1741801 gacctttgtt atgtatttgt catataactc cacattataa tattcgtata aaccttttat
  1741861 caagtcataa actcgccaaa aaataataga aactactact ttgcaatcca tattttttgt
  1741921 ttgcacttta tataaattga tgtgtctcca ccttaattct aggagtaaat tattgttttt
  1741981 taatccccac tcattctttt ctcaaatcct ccaaaatgga tttgagaaat tagggaacta
  1742041 taatgtcgta ttaacatata gtaaggggga taaaaagtgg acaatgaaat gaattatgga
  1742101 agtgattaca gatttattcc agcaacttca attgaaagtg gtcatggcat cgaagtattg
  1742161 cctgatttat tttgttacac gattcaaatc gtcaacatct gttttgttgg aaatcccgag
  1742221 agcaatgatt ttgttttagt tgatgctgga atgcctaaat gtgcaaatga aattatctct
  1742281 gtcgctaagg atcgatttgg taccaatagc cgcccaaaag caattatttt aactcacggg
  1742341 cattttgatc atgttggtgg aataattgaa ctcattaagt attgggatgt tccagtctat
  1742401 gcccatcaaa tggagatacc gttcctgact gggcaacaaa gctatcctaa gccagatcca
  1742461 acagttgaag gtggtatggt agcgaaaatg tccccgctgt tccctaacga accgattgat
  1742521 ttaggaaata gcataaaagt acttcctaca gatggaactg ttccccatgt gccagggttt
  1742581 agatggattc atactccagg acacactcca ggtcatattt cattattccg agaaaaagac
  1742641 cgaacattaa ttgctgggga cgcttttgtt acggtgaagc aggaatatct atataaggta
  1742701 attactcagg aacaggaaat aagcggtccg cctcgttatt taacaacaga ctggaaagct
  1742761 gctaaagaat cggttattac actagagaag ttaaagcctc tagccgctgt tacgggacat
  1742821 gggctaccga tgtcaggtga attactatca acaagcctca acacactcgt tcaagaattt
  1742881 gataaaattg ctgtacctga ttacggaaaa tatgtagata aaaagagaaa ttaaacaaaa
  1742941 aactaaaatg tatcacaaaa tcaaaacgtc aaaagatatt aaaatatgta aaaaacaatg
  1743001 accttagaca acatctctat tttaaaaatg gaactatcct tattgaataa aactcgatat
  1743061 tccgcaaaca ctatccgtag tgtagcctgc ttcttaccca ggttgtactt cttaccataa
  1743121 aaagaggctg tcccaaaagg tgctttttag cccaaatcga ataaaaagtg aaaggcagaa
  1743181 acgttgattt aataacgttt ctacctattc aatttcatgt gattttactt cgaaagtgac
  1743241 ttatgagaca gccccttttt acttttaaca tactttttta aattttgttc ataccatact
  1743301 taatccataa tacggtttaa ctaaatttta tttcaaagtt tttagtttca aaaaatccgg
  1743361 tacatcccat gaccttacta cattattaac ttttgttctc tgtctgctac ccctagacca
  1743421 ttgcaaacaa agtataaaaa ttagaacaat atcaatgaaa tccccaccat aatacatcag
  1743481 cacgcctccc atttcagctt gttcagtaac tacaccagca ggcggatgag catatatgta
  1743541 ttttgataat attccatgac cagctgatgc aattattaaa ataattgatc ggtacatata
  1743601 gctataccta tgggatatta aatccacata aatcattgaa gtggtaaaca gatatcctgc
  1743661 aataaaaacg tggaaatgta tgaacaaatg aagaagtata ctttcgtgca tcatcgagta
  1743721 taagctagtc gtatagagaa tccatagtcc ccctaaatta agcaaggttg cgataattgg
  1743781 atgagtaaga atttgtagag gcctactctt tagtatcctt gaaagacttc gtgctgcttt
  1743841 cacattgagc gttcgtaaaa aaagagtcat tggagcggct aatgctataa aaattggagc
  1743901 aagcatccca aggagtaaat gcacaagcat atgtactgtg aagtcattat gagcacgatg
  1743961 agctaagggc ccaacaactg ctattgccac acaaataagt cctaaaaccc agaagacact
  1744021 tcgatagaac ggccatcgtt tgtaatggcg atttgataaa atcgtggcta ctatataaat
  1744081 gattagcatc attaaaatga atacgaatag taaaatatcc agtgcattcc atatttcatg
  1744141 atgaagatgg ttattgttca tttaaacttt tacctctcaa taatctttca tcagttcttg
  1744201 tctgaaaaac tagcagaatg ccaattaaga gcattacagt cgcaattata ttccatatta
  1744261 cgtcgtagat aagaacatta tctacgtatc gaatctgatg tattttcatt agtttgtgtt
  1744321 gaattatacc gtcatataat tgaaatccac cactaccaac cattaatccg ctccaccatc
  1744381 ttttcaacca aaatgcattt ctacgacgaa gatcagcaac cataaacaag gaatcaatcg
  1744441 ttgcaaacca actaaaagca tgaaaaagac catctgaaat gagtccaata tttgttgtag
  1744501 atttatcata gaaatggtgc caatgcagca gttgatgaaa aatagtttca tctataaaag
  1744561 ctactaatcc taacccaaac aagatacccg accatagatt acgggtcaaa taaacagaag
  1744621 aggttaaata gcttgtatta tcggttttgg taaccattaa atcctatcct ttccactaat
  1744681 gtatattctt atttttccca aaagaaaaac gtgctaaaca tacttagtgc caaaggaaaa
  1744741 taacattcaa ttagatgtat catataaata cttattctca agcatattta atatttgatt
  1744801 aaaactcact aaaaaaactt gaaggggttc accattctaa aatagcgcta gtataatttc
  1744861 tttaatattt tagaatgaat ctatattttt agcatataat caattcatta ataatggaaa
  1744921 ttaccattta gtcttaacta tttaatcctc tataaataaa ctatagtttt cctctaaaga
  1744981 taatttccat atctctgttt taatattgca tttgtattgc cttttgcaca ttttgaacat
  1745041 cattttttaa tagttccttt aaatcataag ctggatagta accacgttca tacataaagt
  1745101 taaaaacctg tgcatgtaat tgtatagctc catttatttg acgggttaaa acttctctaa
  1745161 gtcgcggcgt tgcagtttcg gtaatcgcta ttgcatagtt tcgaacagat gtctttgcta
  1745221 atccaagtaa atctccagcg taaaatccag tgtcatcacg atgctgcgct tgaaatccag
  1745281 gagcataagg ataaaattgt actaactctt gtagattgtt ttggatggca tttatagctt
  1745341 taatatataa cgattgaagt gcttgatcag gtacattcct aactgatttt tttaatttga
  1745401 ttaaaccgtt tgcttgaaat gctactaatt catgtaactc caatgtttca tgccaagcta
  1745461 gctgattagg ataagacata gatgttcccc cttaatattc attcatgcca cactatgcaa
  1745521 aaaaattcaa aaagggccta tactactgaa ttcatttcaa tctaattcat cattactttt
  1745581 cagccttcta tgttaatcac aataaagtat ccttaattcc tcttccctac ttttttatat
  1745641 ccttaatttt gattttcaaa atgacttctt cgcctttaca atctataaat ttaatttttt
  1745701 cttccttaaa aatccccatc ataatacatc ctttcttgtt tcgttataaa ccatattagt
  1745761 tagaaaatat aaatgtgaac attgtaccta catattcctt ttatattttt taaattttat
  1745821 agctacttaa atttatacgt tattaaagat ccactattaa agtaactaca ttgaagggga
  1745881 tttttcatta aatcatttta tttttataga ttaaaaaata attattatag ccgtgttagt
  1745941 cacctattct taaataatta ataggttata tattatgact taggagggat aaaaagatga
  1746001 ctatacttta tgataaagac tctttacaaa aaaatattat tacccttcca cattggcaac
  1746061 aagaagcttt cggttctttc caattaaaaa tgacagataa aaataaacct ttcccttgta
  1746121 tcccagccca acacggcttt acagcaaatc acctcaggta cgggttcatt gatgacccta
  1746181 gagatacgaa tactagcgag gattttgctg cattacttaa agaatatact gaatgttcta
  1746241 gagacacagg tcaatacgcc tcacttattg tttttattca tacaccaata gatttactgc
  1746301 gagaaactac agttgaagat tttgaacata tgtattggtc tctacttaat acaactagtc
  1746361 gtttggacga gatggaatgg cctacacaca ttccaaatga ccctatggag aatacttggg
  1746421 aattttgctt tcataatgaa tcatatttcg tttactgcgc tacacctgcc catgtcaata
  1746481 gacaaagtag acatttttca tgtatgatgc ttgctttaac ccctagatgg gttttacaag
  1746541 aaattatgaa ttctgagaaa cgcagtagaa aactaaaaga cttaatacgc caacgtctag
  1746601 ccgcttatga caaagctcct attcacccct ccctcaaaga ttatggtgaa aaagataatt
  1746661 atgaatggca gcaatatttt ttacgtgacg atgaaaccat cccatccaag tgtccatttt
  1746721 ctcgaattat aaaatacttt cataaaaata agtaattcac tccgtttttt attatttagt
  1746781 tgtacaaact ttaaccactg aatagattta atatagatca aatttagtgg gaggagcata
  1746841 ttatacgtgg gcatattttt aagctatgtt ttcttaggtt tatcattatc tgctccaatg
  1746901 ggacctataa atgctgcgca gctagaaaaa ggtattagga gtggggtttt tcacgcttgg
  1746961 attcttggca taggagcctt acttgcagat gttatctaca tggcacttat ttatttaggt
  1747021 gtaattcatt tcctcgaaaa agatattata aaacttttct tatggtcttt cggcgctttt
  1747081 gttttaatct atacaggcat cgaaagttta aaaaatgcga atcaaattag cattagtaat
  1747141 actagaaatg atgattcaat tattaaaagc tttttttctg gtttttttat gtctttatcg
  1747201 aatccattaa caattctatt ttggcttgga attttcggat ctatattagc aaaagccgct
  1747261 tcttcctata gtaaagagca gcttttgtta tatagctttg gtactatttt agggattttc
  1747321 atttgggata ttatgatggc aagtacttct agtatatttc gtaaaatttt aaatacgcgt
  1747381 atattgtctc ttataacagt aatatctgga atatcactta ttatttatgg attatatttt
  1747441 ggttttcaaa cttaccaaat catttttcaa tagcttctat tatttagttt tcacatacta
  1747501 ttcatgttgt gtaaagatag attcttcata tagctttatt cctttttctt gagacaaaat
  1747561 gaacaattat agtaacaata ataactattc ctaaaaacaa caagctcact aggaaaccaa
  1747621 aacgcgttgt tttttgcaat aatgtcccac taacagctag tgcaatcatt ataagaccaa
  1747681 taatgctttt tatctgcatc caaccttttg gattcattaa tctccaaaat gaaagaagaa
  1747741 tgagactcca tgtatataac aacatcaatc cagctgcagt tgttacatat tcatatatgt
  1747801 ttttcggtag taataaagca ctaaggatag aggcaccaag tccaattata ataagagtta
  1747861 gggctgggaa tgagatattt ttcttatttt ttttagcaaa cattgcaggt gcatcacctt
  1747921 cttcagctaa gttcattagt acacttgtca ctgcaaataa tgaaccaact aatgttgaaa
  1747981 aacccgctaa aattaatact acatttaaaa taaatgacac atacggcaaa ttatagtctt
  1748041 gtaatgctat tacaaaaggg ctttctttcg tattaaactg gtttaatgga accatcataa
  1748101 ttgccaaccc taaagagact acgtaaataa tcgttaaaat cattaacatt actcttcctg
  1748161 atttttgtgc atctttaggg tctttcagtc ttattgtcat taaccccata atttcgattc
  1748221 ctccaaatgc ataaaatgca taaattagag aggaccaagt accttttaat ccatttggga
  1748281 atcagtcttt aaaattctgc ggaatttgtg ctttatataa accacccttt ataaatccta
  1748341 aaataactaa aatagcaatt acaataaacc ccataatagc agcgattttt ataatagcca
  1748401 tccacttttc taaacgttcg aatatcttta cccctataaa gataattaat atagccgcta
  1748461 ctccatatat agtagcaaat atccataacg gtattttagg aaaccagtag cgtgaaaaga
  1748521 ttcctaacgc acttaactgg ctgcccataa taagcagttc agaacaccaa tatgtccatc
  1748581 catgactaaa acccgcccaa tttccaaaag ctttttttga gtatatgcga aaagatcctt
  1748641 tttgcggatc ttctacagcc atttttgcca atgcttcaaa tacaatataa gtagtaaatc
  1748701 cagttaaaat aagaataaga ataattgacg aaccacctat tttaattcct atactggatc
  1748761 ctaaaaagaa gccggtccct attgtacaac caatcccaat aagtgagagt tgccaccatt
  1748821 ttaaatcttt ttttctttcg tttcattctt aacatcatga caggtcatat cactattctc
  1748881 ctttattcat tttgagaatg cccctcatga tcacttaagt acttctcagc aagcttttca
  1748941 acaacatcaa cgacatcatg agcctttatt ttatggtttg ctactctttc acttcctaca
  1749001 gaaatctcaa ctgtaaataa cgcttcatat ttcatttttt ctactccttt cgcatcaaat
  1749061 ataaccccac atcttttatc cttttattac gcaaaaatta attatgtatt taaaaccttg
  1749121 tgagtctaaa agttaaacaa ataaatttga gttatagttg taaattaaaa aaatgtatga
  1749181 gaaaggagag acggcatgcc tctcctctat atccatttca tatataaaat taacgagtaa
  1749241 cgccaccgcc aagttgttgc tcagctaatg atacaagacg tttcgtaatt tcaccaccaa
  1749301 cagatccgtt tgcacgagct gttgcatctg caccaagttg tacgccaaat tcttgagcaa
  1749361 tttcatattt catttgatca agagcttgtt cagcgccacg tactaataat tgattgctgc
  1749421 ttccactgtt attgtttgac atgttatttc acctccttct ttctttaata tgttaaatta
  1749481 catgctaaaa tatatagcta attaattggt aattacgacc gtgaattcaa aggtatagtt
  1749541 gatactcttt aagcccaaaa taatcatgta taggagaacg aaatacacct tacgtgccat
  1749601 gggatatcat aaataggcct ccattacaac ataaaacggg ttaagctatt taacagcata
  1749661 acccgttttt aatgaaatat tttattccat atacttttaa acaatggagg aaaatgatga
  1749721 aacattttgt tgctttatta attaaataca cagcgataac tgcggtatta ctaatcgtac
  1749781 ttagtatctt taaaggcatt tcaattccta gagtattact aatttctctt ttccttacag
  1749841 gagctgccta tttaatcgga gatctcttca ttttacctaa atacggaaat atgattgcta
  1749901 caatagcaga tttaggctta agcttctttg gaatttggtt actaacaccg ttgtttactg
  1749961 atttagatgt tactcgtaat attggacttt cttcatttat agccgcttta attattggtg
  1750021 gaacagaaat tttcttccac atttatatga agaggctagt actgcgtaac gacaatgaat
  1750081 taagaaatca caatcatatt catcatgata aatatgctat ggaaatgtca aatgaatata
  1750141 tagattcttc cacaataaat aaatccaagc gtgaggatac atctaaaaaa taaaaaagtg
  1750201 gccaatgcca cttttttatt tttgtttatt aagcttgatc agaatttctt acatgtaacg
  1750261 gaggtggaac tacccaccct tttttcttac ttaaacgtag caacgttaca cctgcttgtg
  1750321 cttttttcat atgaaattgt ccaaataaca tgcctacatc ttctcgaagg cattttccca
  1750381 ttacttgact acatgtcaca agtccagctg ctaatcctgt agaaacagca gctgcaattt
  1750441 cagcatcatt aatacgcgct cctggaggaa tgtcttcgat agatgcaact ggtcgttctg
  1750501 gcggagcagg cggtaaagct acaccattaa cctttaaaag agtttttaac tcttctattt
  1750561 ccgaattcat atcattttca attaagcctt ctaaaaactt cttcaagtct tcatcacctg
  1750621 tatgattcat aaatacttgg tggcttgcaa ttgcaccttg tgcagctaga agataactcc
  1750681 aaatatcaaa tacttctccg taatgtaacg gttcattttg aggatttcca cttaatatac
  1750741 ccatttttaa attcctccct ttcgaaaata tcataataaa tattgatttt aatattgaaa
  1750801 tcaaattttt aagtatgctt tttcctgcaa aagattttct actatgcatg gaaaacacct
  1750861 ttccaacact gcgtgtttat tgtttaggaa agtagtttac aaattaaata ctcaaagatt
  1750921 atgaaagaag attatcaata atctttgagt gagaatccat ttactataag tttttttatt
  1750981 tttatacata cacaaaagaa attgatttat atatttgcta tactgtatgc taatttactt
  1751041 agcggttagc tctaccacca agttgttgtt cagccattgc tactaaacgt tttgtaattt
  1751101 caccaccaac agatccattt gaacgagctg ttgtatctgc accaagttgt acaccaaact
  1751161 cttgtgcaat ttcatatttc atttgatcaa gagcttgttc agcacctcga actaataatt
  1751221 cattacgact tccactattg ttgtttgcca tattgtttca cctccgatgt ttttaatatg
  1751281 ctacaaatta tgaaataata attatccttt ttatgggaat ttaattatga ataaatattg
  1751341 agtttcttct taaaatagag caaaagacat aagaaaaaag agttgctaga acatactgtc
  1751401 ataacaacac tatgtataga tttctcttta ctaaagattt ccgttttgcc aagagataca
  1751461 tataaattat gaaaaatgat tcctaaagga gatatgagat gaaagctgta acctatcaag
  1751521 gaccaaacca agtacaggtt aaacaagtgg atgatgcaaa gttagagaaa aaagatgata
  1751581 ttattgtaaa gattacttca actgctattt gcggttctga tttacattta tatcaaggga
  1751641 acatgccttt acctcaagga tacattattg gccatgagcc aatgggaatt gttgaagaag
  1751701 tgggcccaga tgttactaaa gtgaaaaaag gagatcgtgt tgttatcccc tttaatgttg
  1751761 cttgtggaca ttgtttttat tgccaacacg aaatggaaag tcaatgtgat aactcgaacc
  1751821 ctcattacga ttctggtgga tactttggtt atacagagaa atttggtaac catccgggcg
  1751881 gacaagttga atatttaaaa gttccttttg gaaatttcac tccatttgtt ataccggaat
  1751941 catgcgaact tgaagatgaa tccctactct ttttatcgga tgttttgcca acagcctatt
  1752001 ggagtgtaat aaatgcaggt gttaaaccag gtgatactgt tattgtcctt ggttgtggac
  1752061 ctgttggatt aatgacacaa aaattcgctt ggatgcatgg tgctaaacgc gtaatcgcag
  1752121 tcgattactt agattatcga ataaattatg caaaaaagat taacaatgtt gaggtatttg
  1752181 aatttacaaa atttcctgat atgggagaac atttaaaaga aatcacacat ggcggtgcgg
  1752241 atgtagtcat tgattgcgtg ggcatggatg gtaaaaaatc gcccctagaa tttctggaac
  1752301 aaaaattaaa actacaaggt ggtaccctcg gtcctattca aattgctacg aaagccgtaa
  1752361 gaaaatatgg aacagttcaa atgactggtg tttatggtgg taattataat gcatttccac
  1752421 tcggagcatt ttgggttaga aatattaatc tgaaaatggg acaagcacct gtcattcatt
  1752481 ttatgccgga actatttgaa aaaataacaa acaaagaatt cgatccaaaa gagattatta
  1752541 cacacaaaat cccccttgaa gaagcaagct atggttatca aatttttaat aaccgggaag
  1752601 atgattgtat aaaagtcatt ttgaagcctt gaaaatacat cctttttaaa tgattatttt
  1752661 taactattct taaagctaaa gataagatta aaatccatgc ccttatcttt ttcacccaaa
  1752721 attagtagtt atttttgatt acatcctacc ttcttttatg ccctctttat tatacaaaaa
  1752781 atgcaagttg tagcttttgt ataaggcttg attcaattaa tttaataaac cttgataaaa
  1752841 gaacaaattg aaaaagcgtg ttttgaaatt ttttttgatt aaaacacgct tttctatatt
  1752901 taattgaatc atccttttat aaaaaagttt gataattttt gtgatccttg ctcaattaaa
  1752961 acgcccttta gctgaaggaa aaatcagttt atagctgatt tttcttctct aattctaatt
  1753021 gattaacaat gtaagatact aatgtattca atggattaat aatagtctta gatgttttat
  1753081 actcaacttg ctgagatgca tcaaccatag ataattgagc aacggagata actttctttt
  1753141 catctttcat gatttgattt aaggactttg taatttcttg gttgtattct tcttttagcc
  1753201 cttgcattat caattcaaaa gtactatcta taacaataac ttctaaatct aaagattttt
  1753261 gatagttatt agcatgatgt ttaagacgtt ttactgtacc ttcaacagtt gcaggatttg
  1753321 taaaaagaat tgtctgaggt tgctgtatat tgctgatgta atcaaagaaa ggttcatcaa
  1753381 ctttaataat tggcactgat gttgagagtt ggtcttcctg taaaattgca atatagtttg
  1753441 tgcaagtaat aaggatagca tcaacattac attgggcaat ccattctatt tgctctttaa
  1753501 ctttcagttg agcatttgat tctaggaaat tttcatttga tgtaactcga tacattaatg
  1753561 ctgggtcaac aaaatgtatt aattcaatgt taaatgaaga aagtgcattt tctatatatt
  1753621 ctatattcga ataatgggcg tgtaagcagc ctaatctttt tctcaattcc atcccaccta
  1753681 tattatattt ctgcttattc tatcagtacg cgaattaaaa tgtctattaa aattgagaat
  1753741 gagacctttc ctcttatttc acaaaatggc cttttaatga aacaactttc ttgtcactta
  1753801 acacaaagga gtaaatcatg gtaacttttt tataaacatc tcgtccttct tcaaaacaat
  1753861 gcttcttttt ttaataacac cgtgacttta tttaaaagca atacaagttc aaatctcccc
  1753921 acactcatct caaatttaaa atggttgttt cacaccttca catttttgag gaaaaaccca
  1753981 caatcagaaa aaaagaaata taagtaacaa acatcctatt attggaaact ataacaatgt
  1754041 taactatctt aaaaaagagg tgtacttcat gttttattat aaagaggaac taattaatat
  1754101 gattaagccg gacaaaccag atccagctgc tgcaaaagtt ttacaagaaa tattaggtgg
  1754161 gcattatggt gaaatgcgta caatgatgca atactttttc caaagctcaa attttagagg
  1754221 taaagagaaa caatatcgtg atttacttcg aggtgttttt ttagaggaaa taagccatgt
  1754281 agaacttgta caacatacaa ttaatcaact attaactgga tctggtgaac ctacgcctgg
  1754341 aaatgctggt attgacacag caccacttga cgaagcggtt aaacatgcaa atcctcatca
  1754401 ctttattgta ggggctcaaa gttcattacc tgttgatgca gctggtaacc catggaatgg
  1754461 atcttgggta tatagtcatg gaaacttaat tagcgattta ctagataatg tcgtacttga
  1754521 atctacaggt gtacttcaaa aaactagaat ttatgaaatg agttctaatc aaacctttag
  1754581 agaaacactt gcatttttaa ttgtacgtga taatgcacat caaaatgctt ttgcaaaagc
  1754641 tttagagaca cttggggttg aatggggcaa actcttccct gtgccgaact atgatattaa
  1754701 taaataccca gagtgcagaa agtatgtaga catgggattc cataacgcac aatttaattt
  1754761 cagcttagat ccaacaagaa tgggagaaat attcaaaggt gaatcaccaa gtagaaacaa
  1754821 aggaacatta acagtaactg acccgccaaa aggttttcct gtaccagagc ttcctgaaat
  1754881 gccaaatgag catagtcccg gattaaaaga tatggatctt taagatcata tttctgctcc
  1754941 tcttaatttt gtttctaatg aaccattaga agctactgta aacttgctca taacatccct
  1755001 acctctattc atatatagca tttctatatt gtaaacaaaa aagaggggct tgtcccccct
  1755061 ctttttttaa tttttcttta aaagagttgc tcctgcaatc cctgggtgtg tcatttcaaa
  1755121 tggatctaaa attaactcta aatcttcttg tgacaataca ccatttttca cacaaagttc
  1755181 tcgaacggat tgccctgtcg cgattgcttc tttcgcaacg cgagctgctg cttcataacc
  1755241 gatatgaggg ttcacggctg taataattcc tacactcttc tcaacatact cttttaagcg
  1755301 atcttcattc gcttcaattc cttttaagca attatctgta aaggcacgga aaccgttatt
  1755361 cataatgcta attgattgta gtaagttgaa aacaagtact ggttccatca cgtttaattc
  1755421 taattgacct gcttctgaag caagacaaat tgtatggtcg ttaccaatta cttggaatgc
  1755481 aatttgatta attacttctg gcataacagg gtttactttc cctggcataa tagaagaacc
  1755541 tggttgacga gcaggtagca taatttccgc taagccaaca cgtggacctg atgccattaa
  1755601 gcgaaggtca ttcgcaattt tagacatatt catcatacat actttaagtg ctgctgatac
  1755661 ttctgtgtat gcatccgtat tttgcgttgc atctactaaa tcttctgcac caacaagtgg
  1755721 cagttcacta attgcagcta aatgttttac aactgcttca atatattctg gatctgcatt
  1755781 taagcctgta ccaactgcag ttgctcccat atttacttca tataaatgtt gacgcgattg
  1755841 ctgaattcgt ttcatatcac gttcaagtac gcgagagtat gctttaaatt cttgtccaag
  1755901 acgaattggc acagcgtctt gtaaatgtgt acgccccatt ttaatcacat gatcgaactg
  1755961 ttctgctttt aattcaaata catcgtgcat ataacccatc gtttgtaata aaccttctaa
  1756021 tgcgtttaat gttgcgatat gaatcgccgt tgggaatgca tcgtttgttg attgtgccat
  1756081 gtttacatga ctatttggac taatataatg atagtctccc ttttccatcc ctaataattc
  1756141 aagcgcacga ttggcaatga cttcatttgc attcatgttc attgaagtac ctgctccgcc
  1756201 ttggattgga tctacgatga aatgatcatg ccattttcca tcaagaattt cttgagcagc
  1756261 ttctgcgatc gcgccgccct tgttcaattc caatcttcct acatctgtat tcgcaagcgc
  1756321 tgcagctttt tttacaactg cgaacgctct aattaaactt tcatgaattt tataccctgt
  1756381 aatcggaaaa ttttcaacag cacgtaaagt ctgaattccg taatatgcct caataggtaa
  1756441 ttcctttcct cccaaaaaat ccttctccat tcgcacgttc ttgtttgtca ttgccatttt
  1756501 aatttctccc ccatattaaa tgtaaaacct aaataaatca tatgaagtca ttaccaatcc
  1756561 ttatcagatt ttattgttaa atcgtaggat aaaggctctt caataatttt tttaatctct
  1756621 tctaatttat tagtttttcc aagtgcccac atcaattttg ctatgatggc ttccgtattc
  1756681 atatctccag ataatattac ttgatgttgc gccactttcc gtcctacttc atagagaagt
  1756741 atgtcttctc cttcttctag gcattgagta gtaatcacta cagcaacccc catttcagtc
  1756801 aactcttgaa ttttcgaaag caagttcctt ccttcaaaag gtaatccacc gtttccaaaa
  1756861 ctttcaataa taatcccttt atacaagtct tttaaacaat caaatatctc cggctttgta
  1756921 cctggataca atttcataag aaaaacatcc gtgcataaat tagtatttat tgaaagttga
  1756981 ttatgtgagg aagttggctt ccaatgatat ttcacttcat cttcatttac ctcagcaaca
  1757041 tatggataat tcacactttc aaatgcatca taactttttg ttcgcatttt aactgctctc
  1757101 gtcccaataa ttaccctact atcaaaaaca ataaacacac cgccaacatc ctcacaggca
  1757161 aacctaagag catcagctac atttttcttt gcgtctgtct ttttaaaact aataggtact
  1757221 tgtgagcctg ttaaaacaac tggttttctt aaaccttgaa gcatataaga taacgcagaa
  1757281 gatgtataag ctaacgtatc cgttccatgt gtaattacaa acccgtcata gtcatcatag
  1757341 tggttaaaaa cagcattagc tatttctttc cagtgctcag gttgcatatt ggtactatca
  1757401 atattcatta agattttgca atctatttct aaatttcggg atgacctcga aaaataattc
  1757461 aataattcct cagcggacaa tcctggagca agcccttcat tcccctccac agatgcaatt
  1757521 gtcccaccag ttgcaagtaa taaaattttc ttcatacaca acccctccat aaaataaaga
  1757581 acgatatatc gttcgcgtaa tgcgtattta tatttatcat tatagaactt aatttgaatt
  1757641 aatcaagatt ttgtattcaa tacgcgtact tttttctatt cttgattctt tttctatgtt
  1757701 ataattaatt taataaaatt agatggggta tgagacgaat gctggaacgt ttatctgaat
  1757761 taagaaaaaa tcaaaagtgg tccttacaag agacagcaga tcgacttggg attgcgaaaa
  1757821 gcacctatgc cgggtatgaa aatggttata gattaccttc attacaatct ttatcaaaaa
  1757881 tagccgattt atttgatacg tctgtagatt atatattagg tcgaattgaa cattcacatc
  1757941 aaaacaaaga tgtaattgat attacaagac tcctaaacga tccagatcca acacttttaa
  1758001 tagatggaga agcactgtca acagaagaga taatagattt tattgctttt gtgagaagta
  1758061 aacgagaact aagttccaag agaatagaaa atattgaacc gacatgtaaa agttgattca
  1758121 ataaaaaacg aagacactgt actctttaaa cttagaaata cttagacaat taatttgtaa
  1758181 acggtatata taggattagc tttaggaata ttattaattc gaatttattt tattaacttt
  1758241 atatttataa attacatttc aatattttta tatacaaaat atccttccaa aaacaaggac
  1758301 ttcccgctat tttagcgtta cttgcccttt tatctgtcat atagaactaa aacttttcaa
  1758361 taaaggaact catttgtaaa aaatacgcta ttctttctgt agatttataa gaaaggatgg
  1758421 cgtttttgta tgtctatttc tgtatcgaaa gaatttggaa gtataacaga tttcaaacaa
  1758481 gcattagcaa agtatataaa gtactataat catgaaagaa tcaagaaaaa atcaaaggga
  1758541 atgaacccag tattgtacta ggctcattcc ctagaggcta cctaataaac cggtctttct
  1758601 aagtttttgg ggcacattct agttgaattg ctacaagcag cgaatttact actttaaagt
  1758661 taagtgttta accttgaagt acttaaattc ttttttccag ataaagcata cattatatct
  1758721 tgatgcttta ttgtcctttt ataattatgt ggcatcggga atttgtttcg gtgttctttc
  1758781 attataatta aagtttgaag ttctatgctc aatacttttg cgagaacatg atagttatat
  1758841 ccattgttta acagagaaat tatgtcataa aacatagttt ttccgcctac taattttacc
  1758901 aatctattct ttaactcatc ccttttttct ttagcttcct caatttctaa caacatagat
  1758961 tttttatttg tttgcttaat gtattgagta tataactctg ggaattcttt ttggacttct
  1759021 ttgtttaata ctggtttata tttaatcata taagtaactt gtaacaatga gcgttttaac
  1759081 aaactatctt caatgagata cgctacttta ttaaataaat gtacatattc cttaatattg
  1759141 gaataactat taaaatgagc taatactcta ctttttatac taaaagcctt gcctatataa
  1759201 ataatattgt cattataatc tttaatgaaa taaataccac tgtcatcttt ttctaattca
  1759261 ttatccagtt cttctagact cataaaatgc aattcactca tactttcctc tccttattag
  1759321 ttttaaatca tgaaaaatag gcaaggtttc taaaaaaggc actctgctgt cctaggattt
  1759381 ttcattttat ttcttgctaa atgtcaaaaa actgtttcta tgttactcaa ctatcaatat
  1759441 gattattaat aaaattttct atcgttatta tctcgcaatt ttatcatgta atttcgagat
  1759501 cgtttcctca tttaaattac tgtgttttat cgaataaagg aaatatatta ctaccccaat
  1759561 agtaatccaa atgctaaagt acacccatgt ccttaacggt aaatttagca ttaaaaacac
  1759621 acagcataca attgcaacgc atggtaatac aggtacaaaa ggtaccataa atccacgttt
  1759681 taaatttggg tgtgatttac ggagaataat aactgataga caaactaacg caaacgtcac
  1759741 caaactaccg atattaacta aattaaccaa ttcttttaaa tcaataaacc cagctattat
  1759801 agagctccct attcctgcca atccagttat aaaagtgggt gctccagttt tcttattaac
  1759861 tttcgcaaat gatttcggta acaatccatc acgactcatt gcaaagaata ctcgtgttgc
  1759921 cgcatacata ttggaaaaaa taacagccat aaggccaatt acagctccta cagcaattgc
  1759981 accagcgact tttccttgtc ctaccacttc cattacataa gccattgcct cagggacatt
  1760041 taattcttta taggaaacca ttcctgtcat aacaaggcat accataacat aaataattgt
  1760101 acatatgatt aatgatgcaa taataccgat gggaagattc cgcttcggat cttttacttc
  1760161 ttctgctgaa gttgctaata tatcaaaacc tgtgaaagcg aataaaatag ctgctccacc
  1760221 cgtaaaaacc ccacttaaac cgtatggtgc aattggtatc cagttcattg gttttacata
  1760281 gaatatacca actgtaataa acaacaaaat cataccaatt ttaatcaata ccattatatt
  1760341 attgattcgt ttactttccc ttgtaccacg ggataacatc catgctaata tcaatgtaat
  1760401 gattactgct ggtagattca caataccacc atgtgaaggg atcgttacta gagctttagg
  1760461 tatctctaat ccaaaccctt ttattaaatt gtggaaatag cctgtccatc cagcagcgac
  1760521 agccgctgtt gccacaatat atattaacag taaagaccaa cctactagat gagcaacaaa
  1760581 ctcaccaatt gttgcatatg agtacgtata tacactacca gacgccggga gtgtggaagc
  1760641 aatttctgcg taacataatg ctataaatcc gcatataatt gctgcaagta caaatgaaaa
  1760701 aataactgct ggaccagcat ctcttgctgc tactaatcca gttaacacaa gaacccccgt
  1760761 tccaattatc gagcctaccc ctaacataat taaatcaaat gctcctaatg ttttcgttaa
  1760821 ggccttactt tgattatgct ccaacaattg tgtaacggat ttctttttta ataacttact
  1760881 catattctct gtattccctt taaaataagg tttgctcttc tcattattgt tgtatataaa
  1760941 tttacttagt tattagatag tcttataata tttcttttac gttaaataaa tttgaaacat
  1761001 tctatttttt tctttcctcc actgttcaac aaacatcagc tataatgtgt tatagctaat
  1761061 tcaatttacc tccaaagata taaataaaag attttttcat ttcaaagaga taattagttt
  1761121 tgtatgcccg ataatggtat gataaacaaa aataatttat ttatttaatt gagtttcact
  1761181 agaacttaag gtatttttct tccgtaatac actaacaaca tacccacata caccgcctat
  1761241 aatagccgga aatccccacc ctaaacctac actatataaa ggaagaaagt gctcaaaaaa
  1761301 attatggatt atttcgcttt ctattccagc agcttttaat ccatctaacg aactaaaaat
  1761361 aaatgtcaat atcaaactcc cttgatatac ttcaaatcta ccattgaata cagagtgtaa
  1761421 aaatgttaga aatattaagg taatagcaat tggatacata gttattaata cagggattga
  1761481 aatcttaatt aattgtgtta accctatatt cgcaactagt gtactgaaaa cagacaaaat
  1761541 aatagcaagt tttttgtaag aaatctttgg aaataattta tgaaaaaaag aagaacaagc
  1761601 agtgataagt cctacgcttg tgattaaaca tgctactata atcattacac ctaagaaaat
  1761661 tgcaccatac gaaccaaagt aatagtccga aacttttgct aaaacttcag ccccattatt
  1761721 taaatgacct agtttttcta cactagaagc gcccatatag gaaagggcag tatagataag
  1761781 agctaagagt gtagcagcaa tagtcgttgc ttttacacaa acaaccataa gctgcttttt
  1761841 agtagtagcc cctttttctc taattgcatt cacaataata attccgaaaa caaaagctcc
  1761901 aagagcatct aatgttaaat acccttcttg aaaaccttta aaaaatgcat ctgatgcata
  1761961 cacttcacta ggtgcctgaa ttcttccaat tgggtgaata aaagcaacaa ctacgagcat
  1762021 cccaataaca gtcaatttga taggagtcaa aattttccca actatatcaa caagttttgt
  1762081 aggattaagg gataataagc atgtaactat gaaaaataag attgtaaata cggttaatgc
  1762141 agcaggacct gcatcatttg ataaaaacgg tttaattcca atttcaaatg atacagttcc
  1762201 agatctaggg atggcataaa agggaccaat cgctagatag agaacgatcg caaatacaat
  1762261 accaaacacc ggatgtacac gactagctaa agattgcaaa tcactttcac ctgaaaaaac
  1762321 aaatgctgtt attgctaaca atggtaaacc aactccagta actaaaaagc ctgcattggc
  1762381 tatccataca ttatttccag ccatttgacc aagcataggt ggaaaaatta aatttcctgc
  1762441 tccaaaaaac aatgcaaaca gcatcaatcc tataataatg ataaaagaag taggaacttt
  1762501 atttgacata acaactcctc cgattataca tttgtatacg ctctttattt tccaaataat
  1762561 atatattaat ctagtttatt ccagactaga gcgccattgt gaaaggcaat tttatgcccc
  1762621 gctctctata agagaatagc aacaagcttt taatttaaat aatagcttac attaatggat
  1762681 atgaagttac gcctaaacaa atcttctcac ttactagtta aacgagacat ttccatagat
  1762741 tttttcgtac aacgtttcat agctgaaatg atagctgttc ttaaaccttt ttcttctaat
  1762801 gttgctacag cttctatcgt cgttccccct ggagaacaaa ccatatcctt caattcacct
  1762861 ggatgtattc ccgtttccaa taccattttt gcagaaccta atacagcctg agccgcaaat
  1762921 ttataagcct gttttctcgg cataccgtca agtacagcag catctgccat ggcttctata
  1762981 aacatataca catatgctgg agaagaacca ctaatagatg taacaacatc cattaatttt
  1763041 tcatttacga cctccgtctg gccgaaacta ttaaatatat ttagtacctc ttttatatct
  1763101 ttttctgtaa ccatttcatt aaaagataat gcagacattc cttccccaac aagtaccggt
  1763161 gtattcggca ttactctaat aacctttaac tttctatcaa attcattctc agtgctctta
  1763221 atactttttc ctgcagcaat agttacaaca attacatcat tttttatttg gttttttatt
  1763281 tggtttttta tttggttaat taccgatgtg tataagtctg gtttaattga taaaattaaa
  1763341 atgtcggcac tgttagcaac ttcattatta ttagtagtta tagttatgcc atatttatca
  1763401 ctagcatttt ttaaattact gacgtttaaa tctgaacaaa ttatttgatt tggagacact
  1763461 atatttttat taatcatccc acctatcata gcaataccca tgtttccaca tccgataaat
  1763521 cctatttgtt tattcataat aatttgatct tgctccttct attctaaact ttattgattt
  1763581 tgaaattatt attctaagtt agggctatta caattactgg gtttatcaat agaatttaaa
  1763641 aattctcctt cctataatga gttatgtttt cgtatgtact ttacaagcat gcattttaaa
  1763701 aaatgaagag actttctatt catagaacta ttaaaaacaa gagtaaaatg gtgataattt
  1763761 ttcggaatta atattcttta actattcacc attttaaata gagcttacat attcctctaa
  1763821 taattactta ttttcaaaat ttatagttac gcttaagaaa atgtatttaa attccaaata
  1763881 attatcccca tagataatat gaaacaaagt aatgcaggaa ttgccattaa aatagattgt
  1763941 tttgctcgaa aaatatgagc atgaatggct ccgaccatga gaactgctaa taacgtattt
  1764001 gctcctagcg ctaagtattg attccaaata ccaccgatta tacctattgc tccaataatt
  1764061 tcaataaaac caattataga cataaaccat aatgaatatt gatattgtcg ccaatgttct
  1764121 acctgaaaag atatacggaa aatttttatg aatcccccta ctacaataaa aattgctaaa
  1764181 actacctgaa gaacaatcat catttaaact cgctcctttt aagactttgt taattttcat
  1764241 acttcacaag gaataaatat atgcgtttta caaatatcag aaagggagat atacataatt
  1764301 taacttttta tacgctaaga actaagtaga taacctttac tacataatat tttcttaaga
  1764361 aaaatattta ttttaatata tttacctctt ttgttaacct gaatagattg tttttaattt
  1764421 cagacatgct gatatttttt cttgaaacac cggtttccac tgcagcacgt gcgacagcat
  1764481 atgctacatg tggcaccacc ctaggatcaa acggatttgg aatgacatag ttgacatgaa
  1764541 gctcttcttc tgaaattaac tcagctattg cataaacagc tgctagcttc atttcttcat
  1764601 taatttcttt tgcttgtaca tctaaagctc cacgaaaaac tccggggaaa gctagtacat
  1764661 tatttacttg attaggaaaa tcagaacgtc ctgtaccaac tactagtgct cctgctattt
  1764721 ttgctttatt aggcataatt tcaggtgtag ggttagccaa ggcaaaaata ataggattat
  1764781 gattcataga acgaatcata tcctcatcaa ctacatctgc agctgatact ccaataaata
  1764841 catcagcatc aataagggcc tctgctaatg ttccccgctt ctgttctata tttgtaatac
  1764901 gagctatttc ttctttaagc gcattcattc caataggtcg ctgttcatat attatccctt
  1764961 ttgtgtcaca caaaataaca ttttttacat gcatatgaag taacagctta acaatcgcta
  1765021 tcccagcagc accagcacca ttcacaacga tttgcacatc ttcaattttt ttatttgtta
  1765081 acttaagtgc attaattagg ccagcaatcg ttacaatagc tgtaccgtgt tgatcatcat
  1765141 ggaaaacagg aatatcacaa gattttctta ggcgctcctc aatttcaaag cattgtggtg
  1765201 ctgcaatatc ttctaagttt atcccaccaa aatttggttc taataattta acaacctcaa
  1765261 caatcttatc cggattatta gtgtttaaac aaataggaaa agcatcgatc tcagcaaatg
  1765321 atttgaaaag taaagctttt ccctccatca ctggcatagc tgctttaggc ccaatattcc
  1765381 caagacctaa tactgcagtt ccatcagata taactccaac tagattccct ttcattgtat
  1765441 aatcatatac tttgctttca tctttataaa tctctaagca tggctcagca acacctggtg
  1765501 agtaagcgag acttaaatct gttgaatttt gtactttaac tttagaataa acaccaatct
  1765561 tcccctgttt ttctttatgc atttttaatg cttcatctcg taaaagtgac atataatttc
  1765621 gctcctataa ttaagttaag aattaattaa atcaatattt tattaactct atattaaact
  1765681 tgatattgta tgatataagt aagacttcta atataatcat tatttatttt tataaccttt
  1765741 taacatatct tttgcataac gattggggta taaagtattt aacatattgt atggacttcc
  1765801 cttccaatat cttcttaatg gtgtccataa cttatgttta attaaccatc tttgtgtgta
  1765861 catagatagt aattgctcct ctgttagttt ttccttttct tcaatagtcc acttcagcgc
  1765921 ctctaatgct tttttttcag tccaaaatcc ggtaggtgtg aatttatatt cccattcttt
  1765981 attttgacca ggatataatt cattgatcat agagtacgga ctgttattcc agaatatttg
  1766041 acaaggagaa attaaattat gaatagtaag ccattttaca ctataaactt gtaataattg
  1766101 aaaagaagtt aatttttctt tttcttcaat agtccacctt aatgctacca atgctttttc
  1766161 tttagtccaa aaattgttag gagtcatact aaattcccac tctttaaatt tattaggata
  1766221 taaagaattt atcattgcat aagggctacc attccaatac ataactaatg gtgcactgag
  1766281 tttatttttc tctaaccatt ttttactata gaatttgagt agttctactt tacttagctt
  1766341 ttctttttct tcgacagtcc attttaatgc ttcaagagct ttttctttag tccaaaaatt
  1766401 taatggtgcc ataccaaact cccactcttt aaatctatta ggatataagt cttcaatcat
  1766461 cttataggga ctgttatcat aaccatgttt gagcgcgccg agtaatcgat attttataat
  1766521 taaaggggta ttccattttt gtttaatatc ctcttcattc cattttaaaa ttgtttcaat
  1766581 taaatatttt gtaacccttt tagatagctc tctatcgcta tcttctttcc atgtattcgg
  1766641 tggaaaccta cttcttttac cgtctaatat ttcttgatag atttcttcta tttgcactgc
  1766701 tttcgcttgc acttcaaact ccctcctatt caagacatat aacgattcct ctttcctaac
  1766761 attaaatagt aactattgtg atttactttt ataacgcaaa agaaatgtat agggtaaaat
  1766821 catttcttta atttataata tgaaggacat aaaaaaacaa aaagttacaa aaatttttaa
  1766881 attaaaattt ttgtaacttt ttgtttttgt gtaaatataa ggtcgattag gacgtctcat
  1766941 cgttttaaac ttgacgctcc ataatcttgt atagttacat ttatatgata tttaatcggt
  1767001 accttactaa atgttcgatc ccaatctttt ttgactttct cccatgttct cgggtgttta
  1767061 attcttaatt ggttgccaaa acccgcaata tcgacttgat attctttttg tatttttttg
  1767121 taacatgatg tactaagtgc tttacttctt tttcaatagc tttttcttcc ctttttaaaa
  1767181 attcattttc aaaatctttt cctgattgca tccaattttc agacaaacgc ccttctgatt
  1767241 caatgtttac atcaaaggaa atattatttc cgttaacatg tggtatgatt ttgcttttta
  1767301 ttgactttat ttcgtatata atgagtttct ttgattcttt atcaaaagtt tttaccacac
  1767361 caccattcct ttttccgttt atccatacta ctccttccaa ttcctgttca tttaaaaagc
  1767421 ccatcaactt ttttgtcttc cctttaatta cagcagctcc tgcaaatttc gtttctcctt
  1767481 ttatcgagat tacattttgc aatagaaaac tggaccctga ccgcatcttt ccttccaatt
  1767541 tagcgagtga tacaggaggt aaaatccttg ttgttctctt tcgattatct gcaattccag
  1767601 acaaacgaaa tgctgggatt tctccttttt gtttgattcc agtacctcct tcgctagacc
  1767661 cttgctaatt aagatcatac agctaagccg aacttcattg tcacggagat actgttcaag
  1767721 taattgttct aaactgtatg tacgtacaag actatcacta ataacaatgt tttttaaatg
  1767781 tgggctgaac attgcgctct ctcttttcaa tgaaaactca cgaacaattt gatgaatgga
  1767841 atcaccggtc tcagaaacat ttatataacg tttttgttgt ccgtttcctt tactttgtgc
  1767901 ttgcgaactg acaatttgat aagttgctgt tataagattt cttttaggat aacctccttc
  1767961 ctcatcctct ttctcaattg ttgaatcctt ccctttatct agtgctatac ctgcagttaa
  1768021 actcaactct tctacttctt tactgctcca acatcctgtt aaaaatagaa gcaaaagcgt
  1768081 acataacaaa accaaataga accgcatata attaaattta tttttcacac tactcctcct
  1768141 tttaatcgct taataataag aagaagcagt ggcagtaaac caaataaaaa taaagcagca
  1768201 ttaccgagca tatcccccag tttaagcaaa tcatttatat ttttcgaagt catagcaatg
  1768261 atgtaaatga ttggaatcaa agcaaaaata aacggatgaa tactcttttt aaagagttgt
  1768321 gccaatccta atgcagctgc atagtaacta attgtatagg tagcaaatat ttgcataatc
  1768381 catattacaa gcagtaaaga ttcaaaacgt tcaaatatta aaccagaaat ttcaaaactg
  1768441 cgcataaggt caattgtcgg ccatgttctt gttacaaccc catctaacac cggtttaatt
  1768501 cccaaaccta atacgggacg gagattatct atctcgaata tccctatact cataaaggaa
  1768561 atgagtaaaa aaataaagaa agtaatagga aatattattt caaacatccg tgcaatcgag
  1768621 ttaataccac tcataattaa atagagacct atccacataa aaggcataac aatagcccat
  1768681 gtgggggttc cttctagcaa aaaaaagctt attacttctg ccattgaacg aatttgaaag
  1768741 gctgaagttg taagaaaata ccctataata agaaaactaa gcaacctgcc tatccatttc
  1768801 cctacaatat cttgactgta ttgataaaat gttttatctg gaaactgctg acttagtttg
  1768861 accataatta ctcctgaaac cattgcgagt atcccaccta atatcacact taaccataca
  1768921 tctggtgttt tcactttttc tacagatgct ctgggcagag tgaggattcc tgttcccagt
  1768981 atgtaattta caataataac aactgcttgt gcagttgtta ttcggtcttt agatatagta
  1769041 atcactgaac cccacttcct ttcgtcatca gctacctttt gcggttagtt tttttggtat
  1769101 gcattatttt cggtcgacgt ctcattattt ttaatggcat gcgaaccata aaatctttcc
  1769161 agtcactaaa tcggtacgga acagcagggc tagtataagg aacgccaaaa cttttcagtt
  1769221 tcactaaatg actgcaaagt aaaagaaaga agagaataac tccatacaag ccaaatatcg
  1769281 cagcacaaaa catagctaca aaacgaagaa tgcgtaacgt aattcccaca ctatattgcg
  1769341 ggatagtaaa agaagaaata gctgttaccg caacaacgat aaccattatt ggactaacaa
  1769401 ttcctgcttc tacggcagcc tgaccaatta ttaaaccgcc cacaattccc attgcaggtc
  1769461 caattggttt aggcagacgt aaacctgctt ctcgtaaaac ttcgatagct acttccataa
  1769521 ttaacgcttc tattaaagcg ggaaaaggaa ctccttctct cgatccgaga atagaaatag
  1769581 cgagcttagt gggaattaat cctggatgaa atgaaatgaa agaaatatac agtgctggag
  1769641 caaataatga aacaaaagct gtcatgaagc gtaataagcg gagaagcgta ccaggaagcc
  1769701 acctttcata ataatcttct ggtgattgca gtagcatact aaatgtaaca ggagcaatta
  1769761 aaacaaatgg tgttccatct aacaaaatag ctactcgacc ttccatcaaa gcactaataa
  1769821 cacgatcagg tcgttctgta ttttgaatct gcggaaaagg actgagataa ttatcttcaa
  1769881 tgagttgctc tatgtaacca gattcgagta cactgtctat gtcaattttc tgaattctat
  1769941 tttttatttc ttccaccaat tctgtactag caagatcttt aataaatgcg acaactagct
  1770001 ctttctttgc acgttctcct actggtagct tcactaatga taagttctca tccgcacaat
  1770061 gccgtcgcaa aagtgaagta ttatcactta atacttcagt aaaaccgacc cgtggacctc
  1770121 tgactaatgc ctccgatact ggttcttcca tgtttcgttt atttgctttt gttgtaccaa
  1770181 gaataaacac atctgctaaa ccatcaatta aaagagctgt tgaacctatc aatactttgg
  1770241 gtatcaaatc ttttatgtaa tgaacttctg ctacttcact aattgtaaga actttatttt
  1770301 taatatattc ttttgaaaca gtcccctcca cataataaga ttcattttta tattcgtcag
  1770361 aaaaatcatc cattagtaat ttcataatat gtttgtcaat tatctcttta tctgatagac
  1770421 catcaacaaa aatgattcca gcctgaatat ctgtgcgtcc aatattaaac tcccgaaagc
  1770481 gaacgtcaga attatgtccg atttgttgct ttataagttc taagttagag gcaaaatcat
  1770541 ttgtgaaatg aacggttgta ttttgagaag gtttatgctc ttgtttcgtt ttactttgaa
  1770601 taatattttt ttcacttgtt tatctcttga cttccaccaa ctcattcttc ccactctttc
  1770661 tctgacatac gaacccaatg aaaaaatctt gagatagtat acggaattaa aaacaagata
  1770721 aaagcttgta caaagacttt ccaatctgga agataagcag taattatgtt ccacattttt
  1770781 atcacccaat ttatatactc tgccaggatt gagatttcta aagaacgata tgtacttaat
  1770841 aaaaaataac gataagatta aagagcagaa aagcaagaca ttatacttat ttagtaccga
  1770901 tagcctagtt agtataaaaa catttctgac ctaaaatatt atttccaatt ataatttgtt
  1770961 taatattatc tcctttcccc ttatttatat gcccacattt gaattttaaa taatataagg
  1771021 attaatgata tttcctctta aggaaaaaaa gatgctagaa gatagcattt ttttaaattc
  1771081 aacttactat gtattatttt attttggaaa tactcgttta ttaaatgaat attaatgtgt
  1771141 aaaaaataca tattcttttg ttctaagttc atacacttct accaaatcga tacggaattt
  1771201 tctgatttta aattcaatat gaaataaagg acaatcctct cttagaaaaa ctatataaaa
  1771261 caaataacat gaaaacaact atcaatctat taattgaaag taataatgag caagagttta
  1771321 tcatcttaat tccaagtgta ttcgttttgc ttcaaaataa agaacttgaa taaatttttt
  1771381 cgtatcaata cgagcaggta atgttggttc attattcaat tctgtcatct ttctccttac
  1771441 ggtagtaaaa tcaaaaaatc tagaagcata gttttcaaac ttcgggttta aaaaatcagt
  1771501 aagtccaagg gatgctaaat ggtttaatga ttgataaatt gctctccgaa tccgttgttt
  1771561 ggaagcttct ataaaccttt ttaattcggt atcttcagct gaatccccaa gttttttttg
  1771621 agctaaattt ataaaaatct cttttagtga gggaaaacct tgttccaaag tgttatcttg
  1771681 ttcatattta tataaataat ctagcatatc cattaaatct ttacttccac tttcactggc
  1771741 tattcctaat tcagacaaaa gaaaatgaat ggaattttga aaatgattaa aagtatttaa
  1771801 atgtttttca ttacggtatt tttcttgcac acttgaatta ctatccaatt ttagtaccgt
  1771861 attaagcgat tcttgaatgt tttttatcga tttttccaaa cgaattcgtt caatgacttt
  1771921 tcgaacaact gttaatactt caatccggtt aatcggctta ataatatagt attcaacgcc
  1771981 aagcgaataa gcttcagcaa ttaattcttt tgattctact tgagagacca tgatgatttt
  1772041 ccctttaaac gaaggtttta tttgacgaat tgtttttatt ccatcttgaa tcggcattaa
  1772101 caaatcgata aataaaatgt ctatattttt aaggattagc atttgttgct ctaaagataa
  1772161 accattctca gcttctccta taacctcccc aagatcttca tcctcgataa tttgagccaa
  1772221 cattgagcga accgcttttt catcatctac tatataaaaa tacatagaat caccctttcg
  1772281 aaattatatg atcaatccct aatctaatta taaaaattga tccttttcct tcggttctgt
  1772341 cctcaagcgt aacatcacct tcaagttgtt cgaccatttc tttaacatac gataatccga
  1772401 tacctgtcga tggattgcct aaatcatcat atttagaagt aaacccaggc tcaaaaattg
  1772461 aatctttata ttttgaagaa ataccgggac cattatcgcc tatttgaaat tcaacaaaat
  1772521 ggtggtcttt attaatgtca attgtgatgg ttcccatacc ttggatagcc tctacagcgt
  1772581 ttgtaacgat attatttata atagataaga ttgtgtaaat atgataatga ggatgcacac
  1772641 catcaatttt atacacaaat tggatgtctt tctctagcaa ccgtgcatat ttcgcatttg
  1772701 cccgtataat gatatttact agttcatgta cagacatata atctgtaaaa ctttcatcag
  1772761 aaattaattt tgaaagtcct gcaaaaatac gttggttatc ctttttaacg tcatgaacct
  1772821 caccagcaat ttgtaatgcc tgttgcctta aatccccaaa ctgaaaatcc atctgtttgt
  1772881 gctcaaaaga gtctaaagtt ttatataaat cataggattt ttttgttata ttctcagcat
  1772941 cttgtaatgt ttttttaaat gaacagcatc ttcatataaa ttagagatga gcataagcat
  1773001 atgttcattt tgtttcttta tgtgtttctc ccttgattgc gcttcataca atttcatcat
  1773061 attgaaaaag cttagaacta taaaactatg ggaacatgcg ataacaatga tctcatttat
  1773121 tgcctcggat gtgatcgatg tttttaatac gaaatattga atcattaatt ccacacagtc
  1773181 tgacagtatt tcaatcatgc aaccaatcaa accaatcatt agtggttgat gataaaaacg
  1773241 tttaattttt gctaaatgaa agagatacga ataagtaaaa taaaagaaaa aactaggata
  1773301 gtgagtatga aaagcggcta gccaatccat atttcccttt ataatgacat ccattgagat
  1773361 acgaaatact accacgacta tcgctgttaa aaaaaccggt aaaaatgctg gaattcgtcg
  1773421 aaacaataac aaaaaaaaga aaaatgttgg tgcaccaaag ctcattctaa atgtttcatt
  1773481 taaaggaaat gactttattt cacctactaa gggtactgta agtatcatta aaacgagaat
  1773541 atagatgtgt ttttttacta aattactaag attcaaaata atcacttctc actttcgcct
  1773601 aacagtcagt atacaaacct atttgcataa atacaatact tactctattt ttttcaaaaa
  1773661 ctgataaata agatataaac gaaagcatta tagattgtga gtattcatta cactcttcta
  1773721 ctttagaaag atactttata actcaaaaat gttcagacac aatataaggt ctgaacactt
  1773781 ttggactcgc tctaacacca aaatatctgt gctccttttt aaaatatact taaatcccat
  1773841 tcttttgcaa tatgttctaa caacataatt cctggtaaac tattcccata ctcatcaatg
  1773901 gctggtccgt aaataccaat accacatcca tcttggaacg ataaatcctt cctagatttt
  1773961 gagggaacaa gtgtcataat tccgccggat accccactct tagctggtaa tccaatgaaa
  1774021 gcagcaaatt ttccagaagc attgtacatt ccacaagtaa gcattaaagc ttttgttaac
  1774081 ctagctactt ctttagggag cacttgttct ttgcgaatag gatgatatcc atcatgtgct
  1774141 agtataagcc ctattaaggc aatatcttct gtatttattt caatcgaaca ttgttttagg
  1774201 taaacctcta gtgtctcctc cacatctgat tctagaaaac cattttcctt taaatagtat
  1774261 gctaatgctc tattacgatg agccgtttcc cattctgatt gaaatactat ttcattaata
  1774321 gcgggacgtt tctctatcat tttttcaatt aatacgtata tagattctaa tttttcttgc
  1774381 accgatgtcc ctggcaaaag tgaagctatc gtaattgctc cagcattaat cataggatta
  1774441 aaaggttttc ctggtttatg tatctccaaa cgaataatcg aattaaaggc atctccagtt
  1774501 ggctctacgt caactcgttc taatacataa gaaataccgc gacttaaaca agcggctata
  1774561 aaaccgatta cttttgatat actttgtaat gtgaaaggta tctcccaatc tcctgacttt
  1774621 atcattgttc catctggctt tactatacaa atacctaact gcgatacatt tatttccccc
  1774681 agagctggaa tataactggc gcttcgtccc ttagctgcat acgttcgata atgagctacc
  1774741 cattgatcta agcaaacttt ttcttgaccc tcaacttgaa cgctagaatc ctttatcatt
  1774801 taatcatatt cccccgtact attaacttta tatagaatga ttttttcttt actataatca
  1774861 ataatatttg cactagaacc aagaaaaata ttcagacata ttgcagtctg aatatctttc
  1774921 ttattacaca cttttctttt ttgaagtttc ctcataacta tcccaacatt caatattttc
  1774981 aagcccttta atgttttctt tataaaaaat aggatcttta ccagcttttt tctggttttt
  1775041 ataatcttgt aacgccgcaa atgctacttt tgaaagtaag gtaatagcaa ttaaattaat
  1775101 aataaccata aagcccataa ataagtccgc taaatcccat acaatttgaa tctttgcaac
  1775161 agaaccaaat acaatcatag ccaacacact tattctgtat atcattaacc acactttact
  1775221 tgtatgtaag aagcgaatat ttgtttcacc ataataatag ttgccaatta acgcaccaaa
  1775281 tccaaataaa aaaacaaaga tagcaagaca acccgatgcc caaggaccta tgtgttcact
  1775341 taatgctgct tgtgtaagtg caataccatt taaccccggt tgtttatatg catcagaaag
  1775401 caaaataata aaggcagtgc tagtacaaat gatcagtgta tccgttaata caccaaatgc
  1775461 ttgaatcagt ccttgtttca ccggatgact tgttgttgct gttgcagcaa cgtttggtgc
  1775521 acttcccata ccagcttcat ttgaaaataa accacgttta accccattca taagtgctgc
  1775581 accaattgaa ccacctgcta tttgtttaaa accaaatgcg ttttgaacaa taagagaaag
  1775641 aacttccggc atttttgata tgttggtaac tacaacaaat aatgcaactc caatgtataa
  1775701 taccgctaaa aataccactt tgtattcagc catttttgca atacgttgta caccaccaaa
  1775761 gataattgca gcgaaagcaa tggccatgat tatcccaacc gttagacgat ctgtaccaaa
  1775821 tgagttttga aaagcaattg taactgtatt tgattgtact gaattgaata caagaccaaa
  1775881 agtaattgtg attaaaatag agaataatac tcccatccaa cgtttattca accctttttc
  1775941 catataatag gatggaccac cgcggaagcc agttttatct tttactttat atatctgtgc
  1776001 taatgtgctt tcaacaaaac tggatgccga gctaataata gaaataatcc acatccaaaa
  1776061 tacagctcca ggccccccta atgcaatcgc aatcgcaatt cctgtaatat tccctgttcc
  1776121 aacgcgagct gccataccaa tacaaaacgc ttgaaaaggg gagatttgat ctttagaacc
  1776181 acttttcccc tccattaata cacggaccat ctcttttaac attcgaaact gtacaaaatt
  1776241 caatttaaat gtaaaataaa ttccgcaaat aacaagcata ataattaaca atttagacca
  1776301 taaaaaatca ttcgttgacc cgactaaatc tacaaaaaat ctttccatat tatcactcca
  1776361 taccaaaaat ttatctatca taatctatat aaaatcacct atattccctg gcataaatac
  1776421 ctcattcata ttcaaataca acaaggataa aaattttcta tatgaatagg attgacctgt
  1776481 ttaagcaaac atcacaacat gtaactgtaa aactgaaatt ttgaagaact taacgtttat
  1776541 acacccggtg ctctatcccc ttctgtaaaa ctaatattct tatccactca tgttgttgta
  1776601 ctattatgtt tgtttcgttt accggtgatt tacatttaaa tcataataat caatagtgat
  1776661 taactggttt tttgttaaat ttctcaagaa catggaaata tctcctttct cactactaat
  1776721 ctcaaaaata ggctaggtaa aaattcatag aaaaactatg aagcgctttc aatcttcaac
  1776781 taagagaagc ttgtctttaa tttataatta aaagtacaga atgttacgaa aaagtacaga
  1776841 tttttataaa aacaaaaaat atttcaaggt tttttcatct aaaaaccagt gagattttgt
  1776901 gaattttata cagtatccaa acgtcgcgga ttctgttcta cctaatcttt gacaagcctc
  1776961 tattttcttc ataaaagcat gcatactttt tctcttttag aacttcatat aaaggatttg
  1777021 aaatcaagaa tcgataggat attataagaa tattttaaaa ataaaacatt taatttattt
  1777081 atggtatcat acaaaaaaca tttgttttct caattaatcc cctagtggga ttcgtctata
  1777141 ttgcacatat ttacaacatg aaagtcacta cgcaaaaaag aattttgttg aagggatgaa
  1777201 acattacaaa actcttattt aggattttat gacatcctct tttctagcaa tatcgagtta
  1777261 atcaaaaata tgtttttaac agctccacaa ataaaaaact actcatatta ttattttttg
  1777321 aaaacgttac taatattatt ccatttaagt ttcaaatgtt agaacaacca attgataaga
  1777381 aaagttatta attttattgc aatataagaa gatttgttga atatctatta ttcaatgtat
  1777441 atttcccttg cgtttcattt tactaacata gattacaggt ggtgtattgt gaaagaaata
  1777501 gtattcgttc aaaataaaaa aagactactt atgaaattcg aatttttaaa aaaggattta
  1777561 gtacttacca tttcactgat actagcaatt gtaagctgct taatacattc gccaaagatc
  1777621 gaatatatta actttgaagt gttaattagc ttatttaatc taatggtggc cattaaggcc
  1777681 ttggaacagc taaagatatt agacaaactt gccgttgcga ttttaaataa atgcaataac
  1777741 agcaggtcaa tatctattat tctaattttg ttatgcttta ttttctccat gtttgtaaca
  1777801 aatgatgttg ctctcctcac ttttgtacca ataacacttg tcattagtaa aaaaacacaa
  1777861 atgaacatga tggatacaat catcctgcag acaattgcgg caaacatcgg tagtagcttg
  1777921 atgcctatgg gaaacccaca aaatttatac ctatattctt actatggaat taagctcatc
  1777981 ccatttttag gttcaattct gcttttagct gtacttggaa ttagtttatt acttatattt
  1778041 actcaaaaac ttcaaaaaac agatttgaaa atagaactac ctgttattac cgtgaaaaat
  1778101 cgaaaaaaag ctaccgtctg gattttgata cttatcacta tcattgcatc catttttggt
  1778161 ttcattaatt attacattgc gctaatagtt acattgatgg cagcatttac gttagataga
  1778221 aacttactat ttaagatcga ttactttctt ctaataacct ttgtctgttt ttttattttt
  1778281 atcggaaaca tttcccattc cgatgcgctg gagacatttg ctcgcgctaa tttaagagga
  1778341 gatacttcag tcttctttag ttccatattt ttgagtcaat tgattagcaa ttttcctact
  1778401 tcaattcttc tatcaaactt tacttctgat tggaaagctt tattactagg agtaaatatt
  1778461 ggagggcttg gaacaattat cgcatcttta gccagtgtaa tttcctataa actattcact
  1778521 caggccaatg gtaaagagag caaggcatat ttaattaaat ttagcattta caacttttca
  1778581 tttttaatca tacttacatg tatacagtac tttatcttta aatttctaaa gattttttaa
  1778641 agaattgatt actttagaaa aacccaaata tctcagcatt caattgagaa atttgggttt
  1778701 taatataggt atgtttaaag agatacaaca cagttaccat caatttaata ttttaagatg
  1778761 ttctcaaagc gaaaatcttt tagcttttac gttatttatt agatttcagt tcatttttta
  1778821 tacactcagt tatataataa atgactgaat ttatagggta ataactttca attaatacta
  1778881 gaaatataac ttattaaaat gttatttcat ttttgaagtc ttcttcacaa aatccttaat
  1778941 gtccctcaat tttttcccgc taatattatc tttgatggtt gaatctatgt cattttcaat
  1779001 ataaaaagtt ttattcttaa cctttgtttc aaatttatat ttatttttat cccaatttat
  1779061 tagattgctc tttaggtgtg caatatttct tacatcaaat tcaatcataa aaggttctaa
  1779121 agctggataa aaatgtccaa gtttattatt ttcttttaaa aaaactatat atgtcgcctc
  1779181 ggattttggt tttatataca atggatcttt attttctact tttttagtaa acactttcgt
  1779241 agcacctttc agaatgattc catttttatc aatgatttca ttactttcct ctaatacgag
  1779301 attttctgaa tatctatgat ttattaagat ttcattcttt acatagtccc cttttaagat
  1779361 ttctttgaca tgaaaactaa acaaatggcc ttcaacatct tcactttgaa tctcatgtga
  1779421 tgaactgttt gccatattcc atttagagta taagccgtca tattcaccta gtacaattac
  1779481 gtctgcttct tcaaccattt cgcttaaatg atttgtagtt ttgaatgtct tatttaatac
  1779541 tatagtttca gaattcgatg acacgctaga cactcctgtc acatctatac tggaccaaat
  1779601 tgttttacca ataataatta aaaaagtaaa tatgaataaa catagacacc atttcattgc
  1779661 tttatattta tacattataa taaagtctcc ctaaattata ttttctcaat acaaaatatt
  1779721 ctaaatgtta attaaatatt aatccaaaag aagagaatgg tgctataatt ctcttgttaa
  1779781 aaataatctt tggagggata atatgaattt caaaaaaggg attactgcat ttttattagg
  1779841 tactgtgttt gttttttcaa gcgttggcgt ttcagaggct tatgtaaaag aaggatggaa
  1779901 gctgccttca aaatcagcta catataaatg gggagacaga ttagacgatg gttcaagtat
  1779961 catcaaatct ggttggcaag ctgccgattc agcctggtac accgcttctc gtattaattt
  1780021 tacagtttct gcttcttctg tgaacacatt aaactcttgg tttgaaagtt cctctactta
  1780081 ttatggaaga atgaagacat cttataatac atccactaaa aaagtaacga aatttgctgg
  1780141 tgatattaac gcaggtaata caaatattac aaaatcaaat gttgctaaaa gtacaggagt
  1780201 ccatgagttt ggtcatgcaa taggaatagg tcacaacagt ggtacttcaa ttatgaacag
  1780261 caatcgtaat cgtactacta tgcatgtccc tcaaactgac gataaaaatg gtgtaaatgc
  1780321 aatctattaa cagaaaaagg agatgatttc ttaatgttaa gtaaaaaagc aaaaactatg
  1780381 gtaattgcaa tacctttggc tacagtaatt ggtttgggag gatattcagc atttaatagt
  1780441 cacttctccc ctgttgctga agaagataag aataccgaaa ctgttattct cagtaaagtt
  1780501 ttccctgcta caagtgattt aaatcaaatg attaatgaag cagatctagt tgtaatcggt
  1780561 gaatatgaag gtcttgactc taagtggaat atggcacgta atccaagtaa tccatcggaa
  1780621 gaggacaaag aaaattacgt tgaaggacat ctatataatt tcaacatttc cgaaacaatt
  1780681 aaaggtgtga atgaaaataa acaaataaaa atcaatcatc gtttcgctga aactgtaaaa
  1780741 cttgaagatt ctaatgcagt tattgcacca gatggcacag ttacaaaaaa ggctactaag
  1780801 ataactacta aagaggtgca aaataaggat cctttatata tcgaacctat gattaataaa
  1780861 aaatatatga tgtttttgaa gaaggatcaa ttatttggta actactacgg agcaattgaa
  1780921 ccattcgcaa ttacctttga tgaaaataac aaagcagacc ttcagacaaa catagaaact
  1780981 attaatgaaa gtaaaatgtc ttccaaagca caacttgcag gaaaaacaat tgtattaaaa
  1781041 aatgaaatac atgaaactat tactgacaat attagcggta agacccttga tgaattaaaa
  1781101 gaacaagtaa aacaaaaaaa caagtaaaca ttataactta taatgctttt tcttatttca
  1781161 taagataatt aaccttaatt tataactgtt attacagatt aaagcaaaat caacttaacc
  1781221 taccccacta tgtctttcgt attatctaag actatagtta caactatttc aatttttaat
  1781281 tttacaaacg ctgctcctac atagcggatg tgccaagatt catctgcata actagttaca
  1781341 ttctcccttt tccattgtta atagcttcgt aatacaaact gttaaacagc aaaaaattga
  1781401 gatggactca ctttttgaat ttgaacaagt atatcaaatg atttacctaa tgatatatca
  1781461 acagtttttg gtatatcagg cacttcggta gttatctcag cgaaaattag atgttgttcg
  1781521 cttaaccaag tttttgtcac tccgtttgcc ttacgtaaat caataaaaat ttgatctttt
  1781581 taacttgtcc aaagatgtag ttttaactgt ttggatcatc tgattttaat gttccatagg
  1781641 ggccaaattt accgttacta ttaattggtc acagtaagac gttatttcaa acccataaaa
  1781701 aatagattac ctgtacacta aaaagtatag gtaatctatt tttttgtgat taataaaaac
  1781761 ctaatttatt ttttgaattc ttccatcaat aatagactga attggttctt ttgatttttt
  1781821 tatgtaatct actaatgctt caaaatcagt tggtcctgtt tcagcatctt taccgttttt
  1781881 aaaggataca aatccatctc cacctgaagc tagaaatgcg ttcgcaacga cgctgtaagt
  1781941 tttagaagga ataatttctt ctccatttgt taggcgaata cttgttactt tttctccatt
  1782001 aggtttgttt gcatcccaag tgtattggat ccctgaaatt tgaagcattc ttgttatgtc
  1782061 tttttgccat tgttgattta aaatatcacg aatatcttga cccgttaaat ttacttttat
  1782121 taattgattt ccgaatggtt gaataccata tatctctccc catgtaatat caccagcatc
  1782181 taagtcatta cgaataccac caggattcat aagtgcaatt tgagattgca ttgttgcacg
  1782241 ctgggcatca gcaactaaat ttccaagagt agattcacca gccgtattta gtttgcgatc
  1782301 tagcggagca atagacttac ctacaacttc attaacaaga ggtgcgattt ttgcttgata
  1782361 tttctccatc ttcttcttta tttttttatc aggctccatg ccttcatggt aagttgtaac
  1782421 aatttctgct tttttctcaa caatatcttg tgttttacga tcaatcttta catcaacatc
  1782481 agcaaaagcc ataccgtaag aatttgcttg tacgacaagt ttattattaa cagttccatt
  1782541 tacataagtg tggctatgcc caccaaaaat aacatcgact tctggatcag tctcatttgc
  1782601 taatcggacg atatcaccat ttgttacgcc gttcccatct gttgtcccac cgttatgtgc
  1782661 aagaacaacg atagatttaa cacctagttt ttttaattgc tttacggatt tgttaatagc
  1782721 ttcaacttca tctgtaattt ctacattctt tagcatagta ggcataacaa ggttaggcac
  1782781 atccgttgtt acgactccga taaatccaac aggaactcct tgtacctttt ttatagtgaa
  1782841 tggtggtaaa aataaacgac cagtagattt attatagaaa tttgcggcaa catatgggaa
  1782901 ttttgcacct ttaaatttcc ctgttttctc atggtatcca ccataaataa ggcggttcat
  1782961 ttcttcaaca ccttcatcaa attcatgatt tcctatagtt ccaacatcga atttcaaatc
  1783021 atttagaaat tcaatagtag gttcgtcttg taataatgct gaaacaggag tacttgctcc
  1783081 aacaacatcg ccagcatgta cttttaatgt attcggattt tgtttttcac gatcacgtaa
  1783141 ataagcccct aagtactcga ttccccctgc atctttattg ttaatttttt ttactgtgtc
  1783201 tagttgcccg tgaaaatcgt taataccgag catttgtaca tctatgtagc ggtttggttc
  1783261 tgtacttgct tgggctgaag gcacagcgaa tacactagta aaaataactg tacttaatgc
  1783321 taaagcaact ggaatgattt ttttcaacat aaaatttctc tcccctaatt aaaatcttac
  1783381 ataatacaat gttattttaa tatattaaga ggattatttc tataaaaatt ctactaatta
  1783441 taaaaattaa taagatttta tcattttcca acaaaacact tcttcttcaa aaatttgaag
  1783501 atgtaaaaca acaattttaa gaggagatga ttattcgtag gtggtagtct acacttttgg
  1783561 attaggatat aaaggccctc tctcaactta agaaacttca ctacacaaac aagaacatgt
  1783621 acatttcttt gttttgagaa ttattcaaaa tattatcttg atagtaatat aacaatactt
  1783681 ctaagagact aaaaaactct aatccataca tgttagctgt taagaagcat attcaatccg
  1783741 aaactaattg atatttataa acctaactca atatcaccat ttaaaaatga ataaaaattt
  1783801 cgttatggaa gatttcgatt ctttaaattg gttacagtgg tgcactactc cgcattcaaa
  1783861 aagatgctcc tggatttatc caagagcatc tttttgaaac tttatttttt atttgtttat
  1783921 gaactatctt atgatattta gtacttctca tataaaaaaa cattttaaca atcatatgga
  1783981 aggctaccta actattttca cggaatctct aggtattcta ctgtgctcac ttcaattaat
  1784041 aaggatcgga ttcatggctt ttctttactg catcttttgt tgcttcgttt gcagctaatg
  1784101 aaccttgacc atattttgat ttacttactt cgcggcccgg aagtttgttt tccgttttag
  1784161 cttctttcat tttcttttca ataccttctt taacacgacg gccataatct tcatcagctt
  1784221 gtgtgaagtg tgcaatcatc gcattctgaa ttcttttgtc acatactgca agtgcttcag
  1784281 atagattttt aaccaactca tttctttccc actcctcaaa actacgatac gtgtgacctg
  1784341 cttgaccata attgttaggc cgatcgattg gtgcgctcat agcagccgca ttgtaagttg
  1784401 gttggtgtgg atgatgcttt tcttgttttg catctttata accacccagc atagatggct
  1784461 catagttaat atgcggattt tctccagact ctttcggatt acgcatatcc atttgaccac
  1784521 gatgttgatt tgtacgaaca ggcgctttag gtgcatttac aggtaattgc agatagtttg
  1784581 caccaacgcg ataacgttgc gtatctgaat aagagaaagt acgaccttgt agcattttat
  1784641 catctgagaa gtccatgcca tcaacaagta ctcctgtacc aaaagcagct tgttcaatct
  1784701 ctgaatggta atcaactgga ttacgatcaa gaaccatacg tcctactggt aaccatggga
  1784761 actgctcctc tggccaaagc ttcgtatcat caagcggatc aaaatcgagt tctggatgat
  1784821 aaccatcctc cataatttgt acaaatagct cccactctgg ataatcttta cgctcaattg
  1784881 cttcatataa atcttgtgtt gcatgactaa cattcattgc ttgaatactg tttgcatctt
  1784941 cttgtgttaa atttcgaatt ccctgctttg gctcccagtg atatttcacc aatacagctt
  1785001 cgcctttttc atttacccat ttataagtgt tcacaccaga tccctgcata tggcgatatg
  1785061 ttgctggaat accccatgga gaaaataaaa atgtaatcat atgtgttgcc tctggggtac
  1785121 gagaaacaaa gtcaaacatc cgctgaggat tcgatacatt tgaaactgga tcaaccttaa
  1785181 atgcgtgaat catatctggg aacttcatcg catcacgaat aaagaaaatc ttcaaattat
  1785241 tccctactaa atcccagtta ccatcttccg tatacatttt cactgcaaaa cctcttggat
  1785301 cccttgctgt ttctggtgag tccttagctc cagctactgt agaaaaacga accattaacg
  1785361 gtgttttttt accagcccct gaaaatactt tcgcacgagt atatttttct gccggctcat
  1785421 ctccaacttt tccataggtt tcaaaatacc caaatgctcc agctcctcgc gcatgtacta
  1785481 cacgttccgg aacctcttct cgatcaaaat gagaaatttt ttcgatgaaa tgataatttt
  1785541 caagtgttgc tggaccacga ttcccaattg ttcggatgtt ttgattatcc ttcacagggt
  1785601 gcccttgtcg tgtcgtcaat gtctcacgtt tcacgtcttg ttcctctaga gaattcttgt
  1785661 cctggttttc tgccataatt gaaaacctcc tcaaaattat tcacctttag gtatttccat
  1785721 ttattagaaa aaatatgata gaattgcaac ttatttataa tgtatcaatt aacaattata
  1785781 tagttgtaat cagtccttta aaaataatag aagtgcttca ttaaattctt tggcatgcgt
  1785841 tgcatttagc ccatgtggac caccctttat taacgctact ttagaattag gaattgcttc
  1785901 atgtgttaat ttcccactat attcaaatgg tacagttgca tcagagtctc cgtgaataat
  1785961 aagagtaggt atattaaact tctccaagtc ttttctaaaa tctgtcttac taaaggcggt
  1786021 aatacaatca agcgttcctt taggtgatgc accggctgca atatcccaat tatataaacg
  1786081 gaatgactca ctaactaaat ctgttcgatc accagccgcg aaaaatccct tagtaaattc
  1786141 atcaagaaat gcaaggcggt catttatcac accacttttg aatgtttcaa ttgttgcatc
  1786201 atctaatgcc ccttcaggat gatcctctga tttgtataaa tatggaggaa ctgctccagc
  1786261 aaaaacaacc ttttcaatac gatctgttcc atacgtacta atgtaccggg ctacctcgcc
  1786321 tccacccata gaaaaaccaa caagtgtgac attttgaagc tctaactgtt ctaatagttg
  1786381 atgtaaatca gaagtaaagg tatcatattc atacccttcc cacggctgag atgattttcc
  1786441 aaaacctcga cgatcatatg ttataactct gtatccagcc tcaacaagag cgggaacttg
  1786501 gtattcccaa gatcgaccac ttaacggcca accatgaata agtacaactg gttttcctgt
  1786561 gccatgatcc tcataatata tctcaattgg tgcttgattt tcggttccta cagtaatttt
  1786621 tgccattctc ctacctcctt taatatatat ccttttcttc aataatccgg ataaatctca
  1786681 taacctattt atgcccattt atattgtgaa ctctatgtat aaaactctac tgttccgatg
  1786741 cattcatttt ctgtttatgg ataattcccc atctcctacc tttcttatca caaagtattt
  1786801 gctaaaaatt cctcctattc aattctaata acaaaaatag atgactatca atatcgttct
  1786861 atctatagaa tgtatagata aaatcaatct attttatagt gaaaacaact atagttacga
  1786921 cctatacaaa ttatagataa tttagaattg attaacgaat gatttttcaa atactataaa
  1786981 tttgtatagc acttcatgtt ctgtgaatgc tgctataacc aatattattg gtcagcttag
  1787041 ttataaacga agaaacttat gatagtattc gactattaaa actttcttcg attacttaat
  1787101 ttttaggagg aatacataat gactgatctc tattctcgta ttaacaaaga tgatgctgtc
  1787161 gtgcttttag tagatcatca aactggtctt atgtccggac tagtacgtga ctatggtgtt
  1787221 gatgaattta agaacaatgt tttagctctt gctcacactg ctaagttttt tgatttacca
  1787281 gttattttaa caactagctt tgaaaacgga cctaacggac ctttaatgca agaattggtt
  1787341 gatctctttc ctcacgcaca aaaaatagct cgacctggac aaattaacgc atgggataat
  1787401 gatgattttg taaaagcaat cgaagaaact ggaaaaaaac aacttatcat cgcgggcgta
  1787461 gttacggacg tttgtgttgc tttcccggca ctttccgcta taaaagctgg atatgaagta
  1787521 tttgctgtta ctgatgcttc aggaactttc agcaaacaag ttgcagatgc tgccaatacg
  1787581 cgtatggcac atagtggtgt gcaacttatg aactggttta gcgtagcttg cgaattacaa
  1787641 cgcgattggc gcaacgatgt cgaaggtttt ggcaatttac ttgctagtaa tcttccaggt
  1787701 tatcaaaata taattggaag ctatatggga gctcaacgag atcttagtaa acaaaatgca
  1787761 taaatgtatt ccacagaaat agctttaaat cactttttta aagtagatag tataaaatta
  1787821 gtgctgatta aatcagcact aattttaaat taaaaagtat agcagagctt caattaacag
  1787881 aagatacatt actttcaaca aataattata aacaattaaa aaaggagcct tttattatga
  1787941 gtaatttaga attgttaaat ccggagaaca gtgccttaat tttgattgat tttcaacctc
  1788001 aaatgacttt tggagttgca agtattgata gacaaacatt gattaataac gttatgctgc
  1788061 ttgctaaatc agcaaaaact tttaacgtac ctactattct tactacagtt gagacacgca
  1788121 gcttttctgg ttatttttgg ccgcaaattc ttgacatatt cccaaaccat gaaattatag
  1788181 aacgcagttc aatgaactct tgggaagatc caaaatttgt tgaagcagtt aaagcaacag
  1788241 gtagaaagaa attaatattt gcagcacttt ggactgaagt ttgccttgca ttccctgtgc
  1788301 ttgaagcaat taaagctggc tatgaggtgt atgcagttga tgatgcttca ggtgggacta
  1788361 gtttgacagc acataacgct gctatgcgtc gtgtagagca agctggtgca attccagtta
  1788421 cagcaattca agttctactt gaataccaac gtgactgggc acacaaagac acttatgatg
  1788481 ctgcaatgga gattgtaaag gaacacactg gtgcttatgg tcaaggtgta gaatacgcat
  1788541 atactatggt gcatggcgcg cttccaagca ggaaaatatg aaacacgaag gagtagctgt
  1788601 cgaagaggct catacagaga acacgatgga tgctgtcgac ccagtaacaa caattgttac
  1788661 atggaaaatt caacaaggga aagaaaaaca gtttgaaaca tggagacatg aaatcgaagc
  1788721 tgccgctact aaattcccag gacatttagg cgtaaaccta atagtcccaa gcaacaaatc
  1788781 tagagagtat actgttattt ttcgctttga tacgtatgag catctacgtg cttggcaaga
  1788841 atcagatgtt cgccgggatt tgttaaaaac ggccgagcaa tttcaagtta ctaatccaac
  1788901 ttacaaaact gaaagcagtt tggcttattg gtttgttact ccgaaagcgc cagttccacc
  1788961 gccaaaatgg aaaatgtcta tcgttaccct tctgggtgta tggcctctta gcatgttagt
  1789021 tcctaaattg ataggaccta ttataaaaca tatgaatcct attatgtccg cttttttcgt
  1789081 ttctgtatgt atagtgtcct tgctatcatg ggtagttatg ccgattttcg gtaaattatt
  1789141 tcatccatgg ttacaaaata ataggaagta gacgaggtgt gaatatgaat gtaccggata
  1789201 tgatcttata taacggaaaa atcactactc ttgatccctc tcaacctgag gtatctgcta
  1789261 tcgccataac tgatggttta ataactgcag taggtggaga tgagcttctt aatagtgcca
  1789321 cagaaaaaac aaaaaaatag accttaaaag aaaaagaact attccaggcc tgaatgactc
  1789381 tcatatacac gttattcgtg gcggtcttca ttataatatg gaattacgat gggaaggtgt
  1789441 gccttcaatt accattgctc tcgaaatgct caaagagcag gcaaggcgta ctcctgctcc
  1789501 tcagtgagta agagtagttg gaggttggtc tgaatttcaa tttaaagaga gacggatgcc
  1789561 aactttggaa gagattaatg ctgtttctga agacacacct gtctttgtgc tacatcttta
  1789621 cgatagagca cttgtaaatc gtgcagggct gcgtgcactg ggatacacaa aagatacccc
  1789681 agaccctcca ggttgcttaa ttgagcggga taaacgaggg aatccaacgg gccttttaat
  1789741 tgcgaatcct aacgcttcta ttctttattc aagtttgggt aaagctccca tacttaattt
  1789801 tgacgaccag attaactcaa ctcgccattt tatgcgcgaa ttaaatagat taggtattac
  1789861 aagtgccatt gacgcaggtg gcggtttcca aaattaccct gacgactaca gagttgttga
  1789921 acatttagcc gagaaggaac aattaacttt acgtattgct tataatctat ttacacaaaa
  1789981 tcctaatcat gaatatgaag actttgcttc atgggcaaaa attgtttctc caggtcaagg
  1790041 aaatgataag tataaaatga atggtgctgg agaaatgtta gtattctctg cagctgattt
  1790101 tgaaaaattt caaatgccac ggcccgaact agctacgatg atggaagctg acttaaagaa
  1790161 agtaatttct ctattggtgg aaaaccgttg gccattccgt ttacatgcaa cttatgacga
  1790221 gtcaatcaca cgtttcttaa atgtatttga ggaagtcaac aaagaaattc cttttaatgg
  1790281 tctacgatgg tggtttgacc atgcagaaac aatctcagat cgtagtatgg aacgtgttaa
  1790341 ggctttaaat ggcggtattg ccatccaaga ccgcatggct tttcaaggtg aatactttgt
  1790401 tgatttatac ggaaaggaag ctgcaaagcg tactcctccg atttatcgta tgttagacct
  1790461 aggtatacct gttggcgccg gtagtgatgc aactagggtt tccagctata acccttgggt
  1790521 tgctctttac tggatggttg ccggaaaaac cattggtggg ctttccatat acgacgaaaa
  1790581 aaataaactt gatagaaaag tagccctgga attatattca aaaggaagtg cgtggttctc
  1790641 tggtgatgaa ggtaaaaagg gaacccttgc agtaggtcag tttgctgata ttgctgtatt
  1790701 gtctgctgac tactttactg tgccagaaga agaaattaaa gaccttgaat cattacttac
  1790761 cattatgggc ggacaggttg tttatggaaa tgatgaattt aaaaatttat cacctgaatt
  1790821 gccgccagca tcacctgatt ggtcaccgac gggagtttat ggttatggtg gtgctaactt
  1790881 agcccacact attctttctc acgattccca tgataacaag ttacatagtt gcagtaaccc
  1790941 tctccatcaa catactcata ccgtaatagg aaaagatgga actaaatggg gtattggttg
  1791001 tacttgcttt gctttctaag tcaaaaccac cggtataatg ccggtggttt tctttatgca
  1791061 ataagaatac agcagtatat ccctaatgga atctattact atgcgataag accgaagagt
  1791121 taattgatta aattgacttg tttttaacag ccttctctcc ttgcaaagtc tgtccttttc
  1791181 ccttttgaag tgactacacc acacatatac atctacttgc cctttgactg taatttaggt
  1791241 cttatcctaa gaattatgta tcatttttaa ttctcacact ataatcatta ttatttctat
  1791301 tatactaata ctttttcagg ttcatttaac ttctgcataa agatacgtgc tgcaaaactt
  1791361 aaaaatttat catcaaagtg aataagatta atatcttgcc ttggtgtcgg atcaataata
  1791421 cgaactatgc tcaaggtatc attattaaca aagtcaacca gcgaaagagg tattatggca
  1791481 accccatgtc cattatatac aaggcttaat agagaaatag aagattttgt ttctatattt
  1791541 gcttcagata aagataaccc taacctctca caatatattt taatagattc acgacaacta
  1791601 catgaaacca ttattctact cagtcctact aattctcgaa aagaaacaaa tgatgtttca
  1791661 ttcaaaggat gattttttgg aatgacaagg acaagctctt cactatacaa aagggtgctt
  1791721 gttaatgtgt ctggaatttg agcactacgc gtgatgccta tatcaatatt tttatcaacg
  1791781 atttgattta cagcaacttc ggattctata atttttacaa cgatgttggg ataatgttgt
  1791841 tgaaacttca taatataagg tgttaaataa gtgagatcct ctaatagacc gcctatagta
  1791901 atcacacctc tttttacacc ctttaattca aaaatttcat tataaacgtc atcaaattgt
  1791961 tgcatgataa attttccttt atcaaatagc agcttacccg cttctgtcat tttgatacct
  1792021 cttccaactc gatgaaacaa aggtgtatca agttcacctt ctaacacacg gatttgttga
  1792081 cttaaagtcg gctgtgaaat acctagaact tccgcagctt tagtaaaact attattatta
  1792141 caaacttgaa taaagtactc taaatgacgt aattccattc ttgataccca ctctccgctt
  1792201 tatgaaagat ttataatgaa aaggacaata tgtatatgtt aacataacaa ctttattccc
  1792261 cactgtacta attgcaatta tatgatttat tcattttgta ttacaataca tttactacta
  1792321 cttattaatt tttcctccta tttttttaat ttatatttaa ttaggatatt gctaaacaga
  1792381 aatatcccct acaaacttac aatttctgtg cgtaatatcc taactttttc aactgtttca
  1792441 ttatcatttt ctctcaatat agtccaaact accaaatatc ttccgaatcc cctctttatg
  1792501 ctgaggaaaa atagtatcca tcaattcaat accttctgaa ttaattgaca cctacgtgac
  1792561 acggcggtct ttaggacatg attttcacct cttcttttcc aacctatcca ctacatacgt
  1792621 ggtactacta cttacaagta atgttttgct ttcaagtttt tgtataggct aatcaccttt
  1792681 actgtatagt agcttaagca ctgcaaattc agttggatta aatccgtaac tttttatatc
  1792741 ctcttcaata cacttagtga ttggctgtaa ttcctttgat aatataacaa ataactttaa
  1792801 agataagctt tcatcgtcaa tcacgctcat aattaccaat cctttacaag ttatcttgaa
  1792861 ttcgagattt attatattat cgtcaaaata ttatgtcaat cattcatttt agctttatca
  1792921 agccacttat aatttatttc tcaacataag acatatggaa ttagaagaaa acaattgtta
  1792981 ctatataagt atctcaatta cgttatttct tttaaagaga gcttgttttt aatcacaagt
  1793041 tctcttttgc aatattctaa attggaccct aacaaatttt agagtatatg atatagtttt
  1793101 taaacaaaga ttagagctct cctacaagaa ggagagctct aatctttcat ataaatattc
  1793161 accattttta tcattgcggg gacatcaaaa ctttaacttg atggggatat gatactacct
  1793221 caattcatac atagtactaa ccatatatct atcatatttt ttataaacag gattaattag
  1793281 atttaaaaaa agatttcttt ttctttactc gtaataagtc acctgtccat cctttgactc
  1793341 gcatatataa atacatacct cctgttgtga aaatgataaa taagagagcg attaaatagc
  1793401 tatatttcca ttctagttca ggcattaaaa ttcatccccc acaatgctcc taaggccgtc
  1793461 aaaggtgtac ttacagcagt taatacagta agagatttca taatctcatt cccacgatga
  1793521 gaagaaacaa cttcttgtaa atgaatcatc gtgtctaatt cttcttggta ctctttaaca
  1793581 agttgtaatc cacgctctaa ttttacgtgt gtttgtttat aacaaagggt gtttgttaag
  1793641 ttttctaacc aagcttcttt caggccttgt aatacttctt gtattaagcg gaacacatgt
  1793701 gtgttcataa ataattcatg acgaatatga tagattcttt ctaaaactgc tatgttatta
  1793761 tgatgataaa aatcccataa tacatttcta aaattgtttt cgaaatagtc aacctttcgt
  1793821 aagtagtgag atataaagat tgataagata gcacataatc cttcagcgga actattacaa
  1793881 tttttcacac taaaagagga attatgtatt aatttttgga aatcctcttc ctctttttcc
  1793941 tggaccgtta tcagtattcc atgagctacg aaataatgaa gaaatttttg aattttggca
  1794001 tcctttttat cttgatcata taaaaacgaa ccatatacac aagtttgact tggtgataac
  1794061 gtataaacat ataatccatt ctcacaagga gaacttattt tctttacaaa ttgagagaaa
  1794121 taagatgtta catcacgagg gattatagaa gaaaattttt caagttcact agttcttaca
  1794181 tgataccaac tccatttcgg catttttatg cattccatat tattcatcct ttctgaatag
  1794241 ttttatgttt gatcgaatca tatccgtaat atgtaatttg tatgtaggta ttcatgtctt
  1794301 ggaggaaaag tttttagagc aactaaatta caaaataaat ggcatagggg gccttattct
  1794361 gttaaaagga agacccccta tatattagct atttttattc tcaattttaa acatttcctc
  1794421 tatataagca ctttttatct tttcttataa aggatttttt atatgtggaa aagaagctac
  1794481 ataatttggc acgtctattc agtgaactcc atttcggtcg ttattataat ttagattcat
  1794541 atacagattg attggtgatg tcgtcaaata cttgacttcc aatcatatag tacccatgaa
  1794601 gtgcagcctc tttcgaagcg tctaccatac ggaaagaaga aatttcacct tgcatttttt
  1794661 caattcgttt tttgtggaga tctactattc ctcctgtcca aataatagtg tcatactggt
  1794721 ctaacttaaa ttgttcttgt aatacacgca taacgtcttg gaagtgtgca tccaactctt
  1794781 tttgaatcaa aatatgaacc tgatttgtct gaggatcttc ttctcgacct ccatatcctt
  1794841 tttctaatat gtttggcata tcgttaatat gcaagtgatc actctctccc gcatgattct
  1794901 gcacgatatt cttaatattt ttcaaaggct tgctacatcc tagttccgtc tcataatgat
  1794961 ttaaaatgac attctgtttc atatctgtca tttctaatgt acgaaatcca ccatcaataa
  1795021 ttaagatacg atctcgttcc tgaatgattc cctcttttaa gaaataagca tgtaaagcga
  1795081 ccggttgctg aagaatcaaa gcattttcca ccgtaatatg aataaatttc ccatcaattt
  1795141 gtacggaagt ttcttttttt agtgcacgtt gtaattgctc atgctgacta ccaaaataag
  1795201 tgacaggaag cccggtaaca actaaaggta acacgacatt ttctttataa tcctttgcaa
  1795261 tgcaaccaaa tatttgttgt ttaaactgtt cgctttcata ataattttct atttcttctt
  1795321 caaatggagg aagaaatgaa gcgtcagatt gatgcgcttc atttcccatg tagtatgcaa
  1795381 agtctaagtc tataaaactt acctttgtta gatcttcact ttcatcatga ttaggtacag
  1795441 gggctagtgt ggaagcttca ctcttaaccg tcacctcaga atcttcatcc tgtcgatata
  1795501 ctcgcttagt aaagccgatt cctacatcaa ttgcatacaa agatttcata cttttttcct
  1795561 cactttctat ttttagaatt aaatctaagc actctcttct ttcccttctt tcacatattt
  1795621 cttttcattt ttcgtttttt ccccgtctat ttccttacta ttttcatttt tttcgtaatc
  1795681 cttttcatct tttttctttt tattattttc gttttctgtt aaatctttaa tggtagaaat
  1795741 aacaactggt gtggctgtaa gcagttgtgg taatgtttgt tttgcaacat tagctgcagt
  1795801 tacagagaat tgtttacttg tctcagttac cttctctaat gtttccttta tgtttccttc
  1795861 ttgcaatttg tcttttacgt tttttcctgt tgtttgtata gctttccgat tttctttttt
  1795921 taatagggag actatgactc cggtcgcaat cccaatcaca gtatatttaa atattgtatg
  1795981 tttcattttt ctcacccttc tctactttta atttcttcca tgctacaacc taaaataatt
  1796041 aacttatcta tttattagat agtgcaatct attagagaga atgatagttt tgcggctgcc
  1796101 tatcactcgc cgttagtgtt tcatctgtta ctaggagtaa aattctccct tgatctagtt
  1796161 tttcttcata taagttagct tcctccttcg acaaccccat ttcttccatt tgatttcgga
  1796221 gctcgtcccc ttttttggag aaaaagttga taatacttgt gcccaatcct tgttctttta
  1796281 ctccaatcgt atttgtgttt gtatcatccg caatcttttt tgttagatgt ttttcatgtg
  1796341 ttaagacgta aatgtcatct tggtgaatcc cttgcaattc tagctctttt actttcataa
  1796401 ctacttcctg ttcattttca tattcatgaa ccaccggttt tctttcattc ttatgcattg
  1796461 tatttttcct cctttagatt ttttatttag ttgttatgta atatgtaata cacctatttt
  1796521 aaagatgtta aacctaaatt ttcaaaaaat tttatgtaat aggttattaa tgtttttgaa
  1796581 tatccaagca atgtcatgag aactttgctt ccataaaagt gttacaaata acgatttgtt
  1796641 tggaaggcaa gtcccttatt ttatagaaaa tttctatttg gaaaaagtta caaaaggagt
  1796701 acaagatact tttttcgtta attaaatcaa aataaaaaaa caggttattt ggctattcat
  1796761 tccgtaagct taatactcaa gttaatcttt tttcacacgg ttaaacttta ttaagaaaac
  1796821 tttaaggaat tcccctctat atttataaga atttttttct atactgaatc atgtaaatga
  1796881 acaaaaggag aaatgattat gaagaaattt gtactttgca tactaggaat aggcctacct
  1796941 atatacttac tacctttcat attacgaggg gattttgata gatttaatcc gattgctgaa
  1797001 gaaaaaaatg tatacgccat tgcgaagggg tatggtgttc cagattacca tcataaagga
  1797061 cgagctatgt actcactaaa aagttttgat gaatctggga gcaggaacga atatacagta
  1797121 ggaactagca cccctaatga ttttataaga aaaacttact tgagaattca tgtaaaaggt
  1797181 aagtatgttt actcgtacga ggctatttct gaaaaggata ttccggagaa aataaggaag
  1797241 caattagagg tagaaattaa ataaaagagc ccactcgtat gagttggctc tcccgtctat
  1797301 cattattgtt ttaataacca ttcttccatt actttcactg tttcatctcg ttgtgctttt
  1797361 gatgtaatta agctcgcatt atcacctttt tgctcaccat acataccaaa atgagcatgg
  1797421 tttccgcctt ttatcatgtg catagttgta ttctttgaca tgaacttttt attgttctct
  1797481 attttttcta cagttgctaa cgcatctact tccccataaa ttgataacat cggaatcgat
  1797541 ttcgtagaga aatcatctgc aggatatgaa cctaagaaaa taatcccatc taccttatct
  1797601 tcatgttgaa aggcatactt agaaatcata gctccgccca ttgaatgccc tgcaacatac
  1797661 catttttgaa ctttaggata ctgttcaatt acactgtcta cttcattgat tccaagtatc
  1797721 gctaaattta atggtaactt cggcatgact acaaaatgtc catcttttgc aagagcttct
  1797781 cctaaataac tataagcttc agcttctact ttagctcctt gataaaaaat aactcctatt
  1797841 ttcgcatctt tctctccaaa aactatatga tcttcatctt ttttatcatc cactaacgac
  1797901 atagcctctt tcgttggttt ataactaaac tgagaccaaa caaaaaaact aatacttcct
  1797961 ataagtaaaa tacctagtaa agagtacaga ataattttta tccatttctt cacaaagatg
  1798021 acctccctaa gatgtatata ttctatattt tagattacca ttaataaaca taaaaactcg
  1798081 agcattttta ttgtgctcaa gttttcattt acgtctttaa tttatactat aaattgtcca
  1798141 agataaatat gtagcaaatg tagaccataa aaaatatgga attagcaacc atgtcgatac
  1798201 tttagataat ttggaagaaa ccgctatgag aagcaacgta gtaatagcga ctagtaaaca
  1798261 atctactgtt gctaaaaata attttttttg actgaattga aaatagctaa acgcttgatt
  1798321 gcatatgtaa tttaaaagga atacaaacca aaatgttttt ggcttacatc catatttgtt
  1798381 ataaataatt gtaactgata atgcaatcag tccatataat atagcccaaa tcattccgat
  1798441 tgtcatgcca gaaggtgtcc aagacggctt ttctagcgca tcgtaccaca tacgatcaat
  1798501 aggaaataaa atactagaaa cataaaacaa accatatgtt agtaaaaata ctatgatact
  1798561 agaatttttc ataaacattc tcctttttca atagaaggtt ttagaaactt tatatgatta
  1798621 gtatgtcctt gtaatggata aaattctaat atttaaattt taaatacata ttgtttaacc
  1798681 tatttcatac gaattctttc atacttttat atgcacaaag cgctctctct cgtgctgcct
  1798741 tatgatcaac gactggcaaa ggatatgtat gaccaagctg tatattggcc ttttgtaaaa
  1798801 tatgctcagg tgcttcccac ggtttatgta tatatttatt aggcatatct tttaattctg
  1798861 gtacccattt tcttatatac tctccgtttt tatcaaactt ttctccttgt gtgatcggat
  1798921 taaaaatacg aaagtatggt gatgcatctg ctccacttcc agcaacccat tgccacccca
  1798981 ttgtattatt tgcaatatca gcatctaata gtgtatccat aaaccatttt gctccttctt
  1799041 gccacggaat taacaaatgc tttacaagaa aagaggctac agccattctt gtgcgattat
  1799101 gcataaaacc tgtttgccac agttccctca ttcctgcatc aataaacgga taaccagtgt
  1799161 cacctttctg ccatactctt aataactcct cttcattatt ccacggaaaa tgttcaaagc
  1799221 tcttattaag aggtttatat gctgtaaacg gataatgata tagcaaataa taagaaaact
  1799281 ctcgccaaat taattgacgt ataaaactat ttacttgttt ttcaaaaaga ctacattggc
  1799341 tttctgtact tttatttatt aagtaatgat agattagctt gactgatatt tgaccaaatg
  1799401 aaagataagg cgccaacatt gaatgagcat tttgatttgg aaaatctctt ccttcactat
  1799461 aagaggccaa tttgctagag aaaaattcct tccatgtttt gtatgcccct tcttctgtag
  1799521 gctcccatat tgattccata tgagatgtcc acggtatagt cggcaacaag tgtaattctg
  1799581 aaacagataa gcttactggt aaagagtttc ctccctttat actctgcact ttactaattg
  1799641 gcttatgtat tacctgcttt tgaaatgcat tgtaaaaagg cgtaaacacc ttatattcag
  1799701 tgttatcttt ctttttaata acccaaggct ctaataataa atgtgaatta aattccttac
  1799761 agatcatacc tttatgttct aacatcattt tcattttttg attagattgt aatctgtccg
  1799821 gatcataaca aatattccaa tatacagccg ttatacctaa ctgttctacg agagaaagta
  1799881 tttcttcttg cgtacttcct ttacgaatga ttaaagtaga gcccaatgcc tcaagttgct
  1799941 tctttacatc tattattgca tggtgtaacc accactttga cgcacttccc attgaaaaag
  1800001 tttcatcatg tacatatacc ggaacaacct caccggactg agccgcttca aatagagctg
  1800061 ggttatcata taagcgaaaa tctttttgaa acataacgat aattttattt tgcatggcta
  1800121 tcctttctta ctcttaaaac ataataaagt gaaactttaa tcaacccgat ccccacctaa
  1800181 cttctttgct tccgttgatt tttgaggtgg gggtaatgcg gggtaaattt tattatacaa
  1800241 cagcaattca tacataaaaa tttatttgtc cttaataaat taattcatgc attcagctac
  1800301 tttattagca gaaactttaa ccaccgtttc ttttccacct gttttatcaa tcatgaagcc
  1800361 atgaacttta acatcagaag gtactaatgg atgatgacga atcatatcta tgctcttctc
  1800421 aatattttca ctaacatttt cttttccact tagccattcc tcaaggctac catttgaaaa
  1800481 ttcaggcatg caattttcaa agagataatc tagttccttg ttatttttta tggaatcacg
  1800541 ttggatttgt aaattaacta catctgtttt tttatcctct attccgacaa caaaaatttc
  1800601 ttccacattt tcttgataaa tagcgataat aatagacctc attatatctc caaaaggatg
  1800661 tacaattaca gaatcgcagc tgtgtatagt caacatattt tctcgttgaa tgttagttac
  1800721 ttgttgtatg ataggctcta ttccgtgttc catgtctgtt aacaataaaa cctttttatt
  1800781 ctttgcattc atatatagca ctccttcttc atgattgtat ttatagaact ttttaaacta
  1800841 gtaacaattg ttgagtattc attacataat tgttaccaat ttttccaacg tccctctgga
  1800901 tcaacactgg caagtctaac ccatccattt tgaacttttt ctcgaaatgt gaaattatta
  1800961 tttagcaaac gttctatata tttagtaggc gcttgaatta caattaataa acgaagtggt
  1801021 gaatgatacg tctcacgatc tgattgcata acggattgcc aaggtaagcc tggtaacagg
  1801081 tcacttgcat ttccttgcat aacaccaaga cctgccgtta cagtttgggt tgctttgttt
  1801141 ccactaccat aataatgagg ggctacagtt gaagcgtaat attgtaaatt gatccactga
  1801201 gctactgttc ctggtccggc tatgatgtta gctaatatat cgccactttc atcctgtttc
  1801261 caatcataat tatgaaggaa agccctacct tctaggtcac actcctgagt caattcacgt
  1801321 tgcccgataa taaaagatgc attacgtgct aatccccatt ccggacgtat ttcactccaa
  1801381 tcttctgcaa atcggtgtgc ctctttactc ggatttttta ttttcgtttt aaaatgaggt
  1801441 aattgcatta aacgctctct atttgcatgt tggctcacat ttggcataat ggcctcaata
  1801501 caatcaaatg cttcttgcgc agtttccgaa agttctggaa cgtaaatcca ctctaattca
  1801561 tccactgttg ttttatgttc agctgctgca aaaatggtgt catcgggaat tttaatacct
  1801621 tcagcagaca acgcctctct cacttctgga agattacata aagtagcgaa aactcttgca
  1801681 ttaaatcctc ccgctgctcc gccacacgca ccacactcaa gcgctgcagc ataaggattg
  1801741 ttcgtacttt gactactgtg gccgcacatt acaactaaag gagcgaaacc ttctgttaat
  1801801 cccaccattt ttaaagtttg acgcacatag ttcacttttt cttctttcgt aaaaccgatc
  1801861 ggtatctcac agtttgtatc atgaacatga ttaagcgaga aagttgtatc aggcttttgc
  1801921 aacatatttt tacgaaggtt acgaatgaag ccacctactc ttcttggcac aaaactcctt
  1801981 gtcaccattt gtaaaccaag taaaggacca cttacttcag gtagcaacat acttgtcagt
  1802041 acgttctgtt tcatcgtttt aaatgtataa cgtaccgaac tgcctaccat cttacgttgt
  1802101 tcataagatt tacattcatt ttcatctgtt agctctttta tttgatgttt cggttttaat
  1802161 ataactggca aagaaggatg gctgtcatta ctacctagtt cagtagtcgc aattggtaac
  1802221 ccaaagaaac cagctattcc aaacgtttcg aacggaccta atttttcaag gtggcgacga
  1802281 aacggttctg aacgtacatc aatacaaaat gctaattgag ctactacacg ctttttatca
  1802341 tgagttgcac gttgcttaga agcaatcttc tcccttaatt gctctgcatg cgtctgttcc
  1802401 caagcttcta gccaaagttt cttgcgagta ttttcatcaa agcgataagc gaatgccaat
  1802461 aattcacttt gttcagttgc agacatttgt aaccatttct ctattgaaat atccccccaa
  1802521 tagatccaag aagctataag tgggacgatc gaaacttttt tctcaacctt ttgatttttt
  1802581 aaaggtaaat acggttttac aatggctagc tccatagaaa gtcgaactgc taaatattct
  1802641 atgagaagtt cctgttcctc aattgattgt tgcgagcgcc atcgtatcat tcctgcccat
  1802701 ccaggcaaag aaagtaagtg cccttcaagg taagcttgca tgttagattc agaaattcct
  1802761 aattcagata atgcttttgt taaagctata agggcatctt ctggccaatc ttttaaaact
  1802821 ttacgttcag ttttactgag cgctggatca aatgtaataa ggtgttgcca cgcacgataa
  1802881 aaacctttct ctcgatttgg catcgcccaa cttgccccgg cgtcatcaag atataattta
  1802941 caccatttaa taatatgata attaagaata tccgataggt tgtcaccatt ttgattctct
  1803001 ataagcgagc ttattggttg catagaagag tctttcatac tccctgtatt tacataattt
  1803061 atttcttctg ccaatttatt taattctggc gatgataata gactagaagg taatctttct
  1803121 aactttaaag cttcttgaca aaaacgctcc gctgtctctc gcggcatatg aaaagattgt
  1803181 gaatcaagcc aacgagacaa ggcaatttgt aaaaatgatt cctcaatctc acctttcgcc
  1803241 tttgccgaat gaatcatgga agcactagga taaatatcca cattacgagc ttcttttaac
  1803301 caatttgcaa cttgttcaaa tgattgcttt tccagcccca tccaagggtg atgagctgca
  1803361 aatgtagaga taggccaaag tggcgcaatc actcggctag ccgatacaac taaatcattt
  1803421 atattatttt cttgtagatc aatattttta tctttctttt ttaaagtctc tttccttaat
  1803481 attgacggta tgctcatcac gaattacctc cctttgatac atcatgtttc agatagcttg
  1803541 gatgactttc tactgacttt cgtctcgcct cacctactcg aactgaccaa agataaagta
  1803601 cagcggataa agtagaagat tgattacgag taacgaaagt acaaataaca ctactaaata
  1803661 gtaagataca tataacaaag ataacggctg gagctgaagg ttgaacactt tgatacatgt
  1803721 cagtgtgcaa ccatttataa agagaattat gaacggtaaa gtaaatgaga gaaaatccaa
  1803781 tcaaaacaat taagccagca attcgtccca ttcttccctc tccaaaaaca acaagctgtt
  1803841 tccaagaaaa gtatagtgac cagcctaaga ttaacgcact aactaattga tacccctctc
  1803901 cagaagttat aaaccagaaa gcaattgcta taaataaccc taaaacacgc ccgactatca
  1803961 tccataaatt ggacatcttt ttattagact gcttcactac ctcaacacgt tgtactgagg
  1804021 aaccagcttg taaaaacagt gtggctttaa ataaaccatg taaaattaaa tgaataacag
  1804081 ctgctaaata agcgcctaat gcacattgaa tcagcataaa tcccatttgt gcaatagtag
  1804141 atcctactag ctgacgttta taatcaactt gaactaaact aattcctgtt cctattaaga
  1804201 cagaaatact agagaaaatt agtaaaatga tttgtgcaat atcatcatga aaaagtggcg
  1804261 aaaatctagt taacatgata ccgccagcat ttactaaacc cgcatgcata atagcagaaa
  1804321 caggagttgg agcaacagct gattcaatta accatctttg aaaaggccat tgtgctgctg
  1804381 gaatcatcac agctactata atcaataagt taattcctgt tttctccaat gttccaaatt
  1804441 gggctacatt ttcattcgtt acaactgatg ttaactgcca ctgtccagtt atttgaaaca
  1804501 gccaaatgat agctgatagt aaggcgatcc aacttattgt aaataaatag ccagagattt
  1804561 ttgttgcttc gctaactact ttccaccctt tatttagccc gatgagtaga accaatccta
  1804621 taagtgttgc accccaacac ataatcatga agcgaagatc atcacttaac catgcaactg
  1804681 aagatacacc tgtagtaaat gtaaaaagtg caaagtattt tcgatatgag cgatctccca
  1804741 ttaagtaacg tacagaaaat cgctgaatga ttaaaccaat tgtaagaacg aagaaagcca
  1804801 ttaaccaagc taaagtatct agatgccaag gccccacaac tctatctcca ttgttattaa
  1804861 caagtgcaag taaagaaacc aatgaaggca aagcagcgat accaatatgg atatgaacaa
  1804921 aacgtaaagg catccttgca tgtaaaaaca ataatccact tagccaagaa gcactaagcg
  1804981 cgataaaaaa taatgttaac agtgttgatg aacttagcga aattaacatg taaaatactc
  1805041 ccttccaaac gaaaataacc tataaaaatt ccttttcatt acgatagttt tttaatttca
  1805101 atttttattc actcttttta gtacatcgtt ttttccataa aaaaaaccga caacttccat
  1805161 aattcaatga ttttatatca tcattgaatt atggagattg tcggtttcac ttcaactaac
  1805221 ttcaataaag ttttttgaag agctcccatt ttatagagga taataatgta tgtattaatc
  1805281 ctattaaaaa taacagtata tctctgatct cctagattat gcaatcaata tatcaattta
  1805341 tgttatgcgc tatccttcaa ttaagaaact ttttcattta gtcaatatta catattaaaa
  1805401 aaatgctaaa gccttaatta tagcaaacag ttaaaataag catctattaa tttttaaaac
  1805461 aattataaga taaaccatat taagtagttt gtcaatttat ttatccgttt tccgaatcaa
  1805521 aattcattat acataaataa tttcaagttt tcttgttttc taatcattac cttgttaata
  1805581 agataaaata aagtacacaa cttgtagatt tcttaattac ctcactgcat ttttagtgta
  1805641 tcttccacta cccctacagt ggttttaatt tttaaaattt ctcctcaaga ttatgaaaca
  1805701 atttaaaaat cattactcgt tcaccagtac gtgagcttat atccgtatga aaacttttca
  1805761 cttcttctcc agttaattct aatataatct ctttcaaatc gtcaattcca gattcaacta
  1805821 gctccgaacg atttttcttt atcgttagca taccgtcttt cgtttcacaa acagtatatt
  1805881 cagccggtgt taaaatacct tgtaaattta cgataatcat atcccgtaat atatctgtct
  1805941 taacggatat agacccgcgt cctaggtagt ccttttccca gtgcgtaatt gctttactta
  1806001 tctctgactc aatagagcct tttgagtttt tcatttatgt atcctccttc aataaaataa
  1806061 atttacaata acaatataat aatctggatt gattttattt tcaattattg agaacaattt
  1806121 ataggaatcg ttgtaaggta tcctttagta ttaaaacgaa ttttcatatt acgatatacg
  1806181 ttttttgatt atcctcaaca aaagactctt actataaaga ctctgttgaa aaggacattg
  1806241 cggagaaaat aagaaagctc ttataacgta atacataaac gaaagagccg atttctttat
  1806301 aaaatagtaa atcgactttt gtcttagtta ttgatttagt cataaaaaca ctttttaaaa
  1806361 gaaataagct tatactatag acattcattt ttctagaaat tcaaacgaaa atgcccctca
  1806421 tcactgtata tcccaaattc ataccctttc tctttataaa atttaatgat ttcaggaaga
  1806481 agttgtaatg atatccttac taatgaaatt ctattataat tttgtaattg gaatgcattt
  1806541 gaattaaata aaaacccaga aggaattcta ttatttggag gtatcccaat gagcctttta
  1806601 attagagagt tagaaacaaa tgatttagat aatttcccgg agattgatga cagttttata
  1806661 gtgaatgctc ggttaatgct ttctctttca aaagtaaata gacgcataga atatacagta
  1806721 gaagacgttc cgagttatga aaaaagttat ttacaaaatg ataatgaaga actggtgtac
  1806781 aatgaatata taaataagcc aaatcaaata atttacatag cactgttaca taaccaaatt
  1806841 attggattca tagtattgaa aaagaattgg aataactatg cttacataga agatataacg
  1806901 gtggataaaa aatatcgtac actcggggtt ggtaaaagat taattgctca agcaaaacag
  1806961 tgggcaaaag aaggcaacat gccaggtatc atgcttgaaa cgcaaaataa taatgtcgca
  1807021 gcatgtaagt tctatgaaaa atgcggattt gtaattggtg gatttgattt tcttgtttat
  1807081 aaaggcttaa atatgacaag tgatgaagtt gcaatttatt ggtatttgca tttcgactct
  1807141 taacgttaaa catagtcaaa ataaaaaccc caatctctcc atattaaaat tgagaaattg
  1807201 gggctaattt atttcatcat atttttattt aaaacaagta actaattagt aatcctgctg
  1807261 ataataagaa gccgaaaatc gtatttgtca tcgctgttga tttcattgcg atgcgcatat
  1807321 atccgggatc ttttgctcct ttttggaaac tttgaattgc agaaattggc tttctcaaac
  1807381 ctaggaacat cactaatgcc caagggctta tataacccat ccatacaatt accgcgatcc
  1807441 ataaataagc aatgaaaaag gctatagcaa gtgtgaccac tgctttctct ctcccgagaa
  1807501 ggattactaa cgtctttctt ccacctttaa tatcttcttc gatatcccgg atgttatttg
  1807561 acatgttgat tgcaccgact aaaattccaa ttggaatgga aatcaataca ctttcagtcg
  1807621 ttatcgtatt cgtttgaata aagaaagcaa tgagtacaaa acatgtcccc attaacaatc
  1807681 cagaaactaa ttctccaaac ggagtgtacg caattggtaa tggaccacct gtatataaat
  1807741 agccaaccgc cattccaatt aaaccgatga cgactaacca ccagctacta ttcatacaaa
  1807801 tataaactcc aataattgct gctactacat acaataaaag cgcaactgtt aacacatttt
  1807861 ttggtttcaa tccatgacgg acaattccgc caccgatgcc aacagaatca gcggtatcta
  1807921 atccacgttt gaaatcatag tactcattaa ataagttcgt tgcaatttgc aatgctaaac
  1807981 atgcaaccat catcgcaata aataaaagcc aatcaatttt ggcaacataa agtgatgcca
  1808041 ccgttcctaa aattacagga gaaaacgtcg ccgttaacgt atgcgggcgc gtcatcttcc
  1808101 atattaattt agcggaacta atttcttttt ctgtccccat aactcagttc gatctcccta
  1808161 cattttaagt ataaattact agcagtatct ttctatctat atcctgccac gcatctatta
  1808221 tatcaaaaaa tgaactggta atagaactgt aatgctcttg cttatctctc tatcactctt
  1808281 aaattcagtt tttcaaaaga aagtcggttg ctcacattcg aacaacggac cttttttata
  1808341 gtaaccaatt taaaacatct tcagcaatct cttccggcct atcccaatgc attagatgtc
  1808401 ctgtattttt gtaaagctta gtcgtaatat caatacgctt cttaaattcc gcaatctgca
  1808461 attctcttat ttttaaataa tcatctggaa gatcgcaata caacaataaa atatcgcttt
  1808521 taattttatg cgatttcaat gttttataca ccgtatattg aaacttaatt acacctctag
  1808581 cggtatcacc agtagcgtgc catttcactt tactatcttc ttctcgcatt aagtcataaa
  1808641 ccgcacgttc tattaatggt gaccacctgc tgtaagcccg tttttctgat tggatgaaag
  1808701 cttctttact gtcaaaaata tattcatcaa aatctttttc gtaatgagtg atttcttctt
  1808761 ctaatgattg tggtggacac tctccttctt tcgcatcttt atatagctgc gcaaaatagt
  1808821 ccgcattcat tttgccatga tgataaccac catctaataa aaccatttta ttcacttttt
  1808881 ctggacgttc tgctgcatag tgaagcgcaa cgcttgctcc ccatgaatgt gctaataggt
  1808941 gaaatgtttc ttttcctatg tgctcaagta atgctactac ccaatttatt aaatgggatg
  1809001 caccgtaatc ttcatccgtc tcaaaatttg gtgttttccc atgtccaggt agatcaaacg
  1809061 atacaacatg atatttatct tttagaaatt ccgccatttc tataaaactt aactttgtac
  1809121 ttcctaaacc atgaaaacaa atgatttgag ggttactttt atccccccat tcacaaacac
  1809181 ttgcttggta ttcaccaaat tctacaaaaa agtgattcat ttttaatctc ctctaattat
  1809241 tggatgtaaa ttagttccaa ttcaaaattg ttttttctga ataaataaat tcaagaaaat
  1809301 tacccaaatc cctttttcgt aaatgatttt tataaaatgc gagagttcac tctagttaaa
  1809361 agcaccaaac atttaacttc atgtttatcg atgctaatat ggttagacta cattttcaag
  1809421 cccatgaaat gaatatggtt taagaattgt atgattcgtt tatcatgaat gacatactat
  1809481 aattacattc ctcacgtgaa ccccttaatt accaaaataa ataaaacttt ctaaggaata
  1809541 ttgtctttca tgccatcccc tctattttta cataatcaaa gcgtatgaaa attagcagtc
  1809601 tttactcctt ttcatgacct cttactttac atgtataagc atcgtttatg tccattatat
  1809661 taaactttcc tcattttaaa ggtaatggga tttgggaagg tgatgctttt ggtaatattg
  1809721 tctcatcttc tttagaatct gttacgaagc gaatgtaact aaggtatatt cagccaaatt
  1809781 attaataaac atgatacaaa aaaagagcca attcacatga gttggctctt ccttacctta
  1809841 taaaacttca acagttacac aagctagatt ttacttttgt aacccattaa taatggtatc
  1809901 tatattccat ttcatcattt ttaaatacgt atctccatcc tcacctgatt tacctagtga
  1809961 atctgtaaaa attgtacctg caattggcac gtttgtttct tttgaaacag tttccatgct
  1810021 gcgtcgatct acactagttt ctacaaatag agccggaact ttatttgttt gaattacact
  1810081 tacaacatct cgaatttgat ctggtgtacc ttgattttct gagttaattt cccaaatgta
  1810141 tcccgtttta atatcatatg cttttccaaa gtatttaaaa gcaccttcac tagagattaa
  1810201 gaaccgtttc tcctcaggga tttgatgaat tctgtttact gtctcatcat gtaacttttg
  1810261 aagttctgct acatagttgt cagcattttt agtatagaac tctttatttt tagggtcttc
  1810321 tttaattaat gcctttttca cattttcagc atataaaata ccatttttaa tgttcatcca
  1810381 tgcatgcggg tctggttctt tttctaatcc ttttgtctct aaataaatag cttctacgcc
  1810441 ttcacttact ttataaaccg gtgcatcttt ctctgattta tttgccgttt ttaatagctt
  1810501 tttaaaccac gctccacctt cttctaggtt caatccattg taaagaacca tatctgcatc
  1810561 tgtcattttc ataacatctt ttggtagtgg atcatattca tgcgggttag ctccaattgg
  1810621 aacaagacta tgaatctcaa ctttctctcc gccaatttgc ttcaccatat catatataat
  1810681 ggagtatgta gttacaactt ttaattttcc actgccctct tcttttccat ttgtgttact
  1810741 agaacacgct gttaatgcaa atacgaaaat acaaagtatc gataatacaa catttttaaa
  1810801 tttcattttt atcctccaat caattatgac aactctgctc tattttttct aattttgata
  1810861 gctctccaaa acaaaccttg tgacggtgag aaaaagaatg ctaatgcgaa caagaatgtt
  1810921 gcaacaagaa caattgtcgc acctgaagca agattataag agaaactaaa atataaccct
  1810981 actacagatg aaagtgcacc gatgcctgcc gctaaataaa tcatgaccca taaacgattt
  1811041 gttaataaat acgctgtagc cgccggtgtg ataagcatgg caacaactag aataattcca
  1811101 acagtttgaa gggatgcgac tgtcaccatt gtaagaagaa tcattaagcc ataatgaatc
  1811161 catttgttcg gcaatccata actttgcgcc attgttggat caaaagtgga tacgagtaat
  1811221 tctttgtaaa acagcatgac aaggccaata ataactactc caataataag tgtcatccac
  1811281 atatcggaag aacggactga taggacgttc ccgaataaaa tatgatataa atctgaacta
  1811341 ctcttcataa aggtaattaa aataatccct acagcaaata cagatgtgaa cataatccct
  1811401 atcgccatat catgtttaat acgactattt tgacttacaa aaccaattcc aactgcagta
  1811461 ataacacctg ttaaaacagc tcctatgaaa tagttcattc caatcatata agaaagcgct
  1811521 actccaggaa gaacggcatg tgaaatggca tcacccatta atgccatacc tcgtaaaata
  1811581 ataaaacacc caatgacacc acagataatt cctaccataa cggaagttaa caacgccttc
  1811641 tgcagaaaac tgtactgcgt taatgcatct ataaattcta caatcttcat gatgaatgta
  1811701 cctccgccgc attattaaac aatattcctt gattcacata tgcttttgac ataacagttg
  1811761 gttctaacac ttgtcgtact tccccataat gaattaaact tttattcaat aatagtaatt
  1811821 tatcaaaata cgattctgct ttacttaaat catgatgtac aacaacgatt gtttttcctt
  1811881 ctttacgtaa ctccctaaga attttaataa tggtttcttc acttgttaca tctattccaa
  1811941 caaatggttc atctaagaag aatatttccg ccttttgcgc taaagctctc gccaaaaaga
  1812001 cacgttgttg ttgtccacct gaaagctcac caatttggcg atgtttaaac tcttccattc
  1812061 cgactttctt tagacattca aatgcccaat cccgctcccc tttcttcggc cttttcatca
  1812121 tccctaaaga tggatatgtt ccgattagca cgacatctaa aactgttatc gggaagtccc
  1812181 aatctatatc acttctttgt ggtacatatg cgacactctt tctaacactt cgaataccct
  1812241 cctcaagaat ttgaacatat cccttatcct tcggaattaa atctaataca gctttcatta
  1812301 aagtagattt tcccgctcca tttggaccaa taattccaac gagttttcct tgttcaattt
  1812361 caaaagaaac attttgaact acctgattcc cttgatagga tacaaacaaa tctttgacga
  1812421 ttatagcctt gcccattttt tatgcattcc cctttctttt tttcgtatat gtaattattt
  1812481 tgcattaagg caacttttaa acaaaaaata tatcacgaat ttttaattcg cacataagtt
  1812541 tccttaggga aactttttta tatgagtcaa attatataag ttagatacaa atttgtaaac
  1812601 tgatttttac taatttatga atatataatg aaaataatta tcactatgaa acaaagtaca
  1812661 tggttcattt tatgatcttt cggagagaat attactgtaa aaaataatcg tgtataaacg
  1812721 aaaaagccaa ctcatacgag taggctcttt ttctttaaga atatgcaata cgctctacag
  1812781 taaaaaatag gattcagtga ataaaaaatc actcccaaac aactccccgc cgctcatatt
  1812841 ccatcctata ttcaacagca gctgcaattt tagaacttgc gaacctttcc gtaatccaaa
  1812901 gacctaaatc aacgcctgaa gtaactcctc ttgcagtaat aatatcgcct tgatctacaa
  1812961 ttctgtaagg aagaagttct gctccatatt tcctcatttt actctgcgcc aaatgatgca
  1813021 tcgttgcctt tttatcattc aatataccag aggcagctag tagcatacct cctgtacaaa
  1813081 ctccagcaac aatcgttcct tcattgtgca tctctctaat cattttggtc aaagtaccaa
  1813141 gctctgcttg ctttcgtgcc ccgtgctttg ctttatgatt ccagccacca ccaggtacaa
  1813201 ttaacaaatc tggacgatta tccattcgta aaaaatcatg taatttaact gtaactccaa
  1813261 atgaagtagt gacttcttgc tttcgttcac ttgatacgag ttcaactgta aacggagctc
  1813321 cttcttctat ggctctgttt aatacttcaa aaggtgcaaa ggagacaagc tctccaaaac
  1813381 catcaaacaa tacaatttgt attttcattt ttagaacacc tcatatggtt ccttatttga
  1813441 atcccaaatt aggagaatac atgttatata caaattatta atgaagacaa cctttctccc
  1813501 ctcactctat aaacttccaa atgttcttct aattccctct catcacttat tacacttaac
  1813561 gttttcttca caaaattcca attcaaacta ccagatagcc aaagtaatga agaaagtctt
  1813621 ttataatcat ttgatgttac aatattatga gccttatatc cttctaaaaa tgcactagca
  1813681 acacttagac tgacttcatg cgaatgtacg ccttttgttc gagaatacca ttttagtaaa
  1813741 aaggacaatc cttcaatacg gtctacataa ctaatagatt caaaatctac aattccttgt
  1813801 atctgttcac ttgagtccca taaaacattc aaaggattta aatctgtttg tacgataaac
  1813861 tctaattcac tcgtatatgc gcactctata tgatatgtag ctagatttat atactctcgt
  1813921 aattctttac atgcgcttgc cttactttct aacatatgaa taaactgggc ataaccatcc
  1813981 aaatgagatt tcttttgaaa aatcgagctt tgaaatgtac tagaaatatc atggattttt
  1814041 cttgcttccg ttccaaaggc ttctgcaata ttttctgtac aatgcataat atgttctcct
  1814101 tcaatccaat tagacaatac aaatcggtat tgttcatcat tccaagtgac aaatgtaaat
  1814161 aactctcctg ccctattctg atttatctgc ataaaaggaa ttccatgctc gcgtaaataa
  1814221 tacgtaaagc gtacttgctc tattagttgt tcgtttgata acgccccaaa agctggattg
  1814281 attgttcgct tgctatttat aaatcttgcg gaatatcgct ttccattcac cataatttta
  1814341 tagtgtaaat ctgtattcca actattatta tgtaattttc cttccactgc tagtgaatga
  1814401 atttctgtaa aataattcat tactacattt cttattatgt gtttcacccc attctctcct
  1814461 tccatacaaa aaattagggt acgtgtaatt cattacgctt cccataataa aattcatttc
  1814521 acttaattaa gcatagctag gatatttcaa ataggaaata gaattataga caatagtaga
  1814581 tgggaggcat attattgaag atcttaaaat tcggtataat tggagcatta agtatcactt
  1814641 tattaattgg atgtacaagt aattcaaatg aaacgaaagc ttccaacaaa gaagcatcca
  1814701 cagcagtgaa agaaaaagaa attgtatatg aaaacgttat gtttgaacaa aaagaagtga
  1814761 gaaaacttga gattagtcct gtaaattcaa aaagtagtaa tcaagtagta aatacagaaa
  1814821 atataaaaac aattttcaca agtatggaaa gcgcagagaa aaaaacactc cttctagatc
  1814881 aagaggccaa aaactatata cattcaaaaa tgaaggttac ttatcaagat aattctatac
  1814941 aagaattctt tgtttggata gagtctgatg gtgacatcgt aatagcaaaa gcgagcgatg
  1815001 aaacacacgg tgaaggctat gatctacgtg aagataattc taaaaaaatc attcagtttt
  1815061 tcgaaaaaga attctaaaac gaattacgac acaaataaaa aagccgcatt tgcggctcgt
  1815121 aaacttatag aactaactca tgtctatcgt ttcatcgcat caagaaatta ttcatcaaat
  1815181 agaaaataat atcctacata gttacataca tttataaatc ctacattttc cacaactgcg
  1815241 acagaaggct tgttcaattc catacagtcc caatatggag taatgttatt ctctaaacaa
  1815301 tctttcacaa aactatgagt tatcttttga gctaattttt tcccttggtg ctcctctatt
  1815361 gtttcaatat ctatgcaatg tatattttca aatacaaacc ctgaaaaaca aacactcaca
  1815421 attagatcat catagacaat gcaataaccg attccctcat tgaaaaaatg atccggtgaa
  1815481 gaccaaaatt ctaaaatttt tgattgtaaa aaatcaatgt tcttaaatgt attattattt
  1815541 tcatagagag ctttatccat tttcagcaca gtatatccct gttcaatttt agattcatga
  1815601 tgattttcat aatcctcttt tcttagcgta tacactcttt gattccaact ctttaagtta
  1815661 cggtgctgaa atattctttc aattgttttg ttccactttg aatgattacc gattccttca
  1815721 aaacaattta gtccaacctt tttcgcctca ggttttatta cattattaat aagatgcttc
  1815781 atttctttat taaactcttc attttcagca tttccaataa aaaagaagcc atcattattg
  1815841 cctaaccaaa tgagtcccga attaggggaa gatatgttat ctacaaatat acgaccagga
  1815901 ttcacccctg caattacagc tttgacttct aattgacctc gttcatttat taaactacta
  1815961 catttataaa aatcattctt gcttaattca gaaatcataa gttaaaccac ctttttgaaa
  1816021 tcgctttatt ataactttaa cactatgaca gaatattcta tattcttttt aatagttgtt
  1816081 ttaaaccaat gaaatatata ataaaaaaga gccaatctcc aacacaacag aagattgact
  1816141 ctttccttta tttattcccc tgtttcagaa aatcgcttta tacgttcacc aatttcatca
  1816201 cgcacacgtt gaaattcagg ccattctttg cctgctggat catcaaatcc ccagtgaaca
  1816261 cgattcacat gcggcggagt agatggacat acagcatctg catgactaca aagcgtaacg
  1816321 actaaatcag cacgatttaa aatgtttgca tcaattatat ctgatgtttg attcgttatg
  1816381 tcgatattta cttcgttcat tgctttaatt gcgtttggat ttactccatg tgcttcgatt
  1816441 cctgcagaat acacattcca cttatctccc aaatattgtt tgccccatgc ttctgccatt
  1816501 tggcttcggc atgaatttcc cgtacataag aaatagattg tctttttatt ttccatgttg
  1816561 ttttccacct ttgtttttaa attatactag ttgatcatta aaatatttac gcttaaacca
  1816621 aaaagcgacg tttacaagtg caatcatgac aggtacttcc actaacggtc cgataacagc
  1816681 tgcgaatgcc gcaccggaat gaataccaaa cacaccaact gctacagcaa ttgctaactc
  1816741 aaagttatta ctacctgctg taaatgctaa tgttgtagtc accggatagt ttgcaccaat
  1816801 ctttcttccc ataaagaaag aaacaaaaaa cattacaata aaataaatga gtaatggaat
  1816861 tgctattctt actacatcta gtggtacact aacaatcatc tctcctttta aagaaaacat
  1816921 aatgatgatc gtaaatagca atgcaatcaa tgtaagtgga ctaatcttag gtataaacac
  1816981 cttttcatac cactgtcttc cttttaactt cacgagtaca aagcgtgtca acatacctgc
  1817041 tataaaagga attcctaaat agataaatac tgattttgct acttctatca ttgtaatatc
  1817101 gacaatagcc ccttcaatcc ctaaccattc tggaatgact gttacaaata cgtatgcata
  1817161 aaccgagaaa aagagcattt ggaataccga attaaaagcg actaaacctg ccgcatactc
  1817221 tttatctcca tcggcaagat cgttccaaac aatgaccatt gcaatgcaac gtgctaatcc
  1817281 aatcataatg agaccgacca tgtattctgg tttatcagga agaaaaataa ttgctaaaac
  1817341 aaacataagt accggaccaa taatccagtt ttgtactaaa gataaaacta acactttaac
  1817401 atctttaaat actcggccca tttcctcata gcgaactttc gctaatggtg gatacatcat
  1817461 tacaattaaa ccaacagcaa gcggaataga cgtcgttcca acttgtaatg tattcagtcc
  1817521 gtctactaca ctagggaata caaaccctaa accaatccca acagccatcg ctagaaaaat
  1817581 ccatagtgtt aaatatcggt ctagaaaaga taagcgtttc attttatttt ccatctccta
  1817641 ttaacaacaa gaatttttag ctacctcatt tgcagtcgtg caacatgatg actcttcaat
  1817701 tttgtgaaca tcactatgtg ctttcgtata aaagaattcc cactcattcc catcaggatc
  1817761 tgttacccaa aacttatctt gcactgcata gcaacaagtt gtatcgatct catcacgcgc
  1817821 aaagaaaccc tctttttcta acctttcttt atgtaatgta atttcttcag ctgtatccac
  1817881 ttggaaacca aagtgattta cctgatttcc attcacctca tctcgtacgt tcagcgtgaa
  1817941 attaagtcct ggcgtctcta atagaaattt tgcataatcc gttttcactt taactggtga
  1818001 aacaccaaat accttttcat aaaatttaat agacttctct aaattcgtaa cgtttatacc
  1818061 gacgtgaaca tatctcatac cttattactc ctctttatac atcattaatc aatttttttg
  1818121 attaatatta taaaatttta acaacagcta cctttgcctg tttttctaaa gatacagcat
  1818181 aattcttctg ataataaatt attcacttcc gcatcattta aatcataata actccacgta
  1818241 ccttttgttt cttttacaat taaacctgcg tctaataaaa tctttaaatg atatgacagc
  1818301 ttagattgcg tcatttcaaa aatctctgtt aaatcacata cacacgtctg tccccgctga
  1818361 caaagttcat acatgatttc tagacgtttc tgatccgcca acgctttaaa ctttttctca
  1818421 tataactgaa aatcttgtgc cactgtagtt cacttccctt catcaagttt ttttgatgtt
  1818481 tatagtatat aggctgttga gttctttatg caactaatat atcaattttt ttcgattaat
  1818541 ataacctcct cttctttcac atcttataga gaatacatct gtagtctctt acaaacacat
  1818601 cattacattt taatataatt acataacaga aaaaatagta cgttatcctt actatggttc
  1818661 tcgtaaatag gataacgtac tatttttata cgaaataaga agtatcaact ctaaccgaag
  1818721 actctttgaa acaccttctc atttctctat tgctttaaca taaaacactg ttatggaact
  1818781 acatttagat tttcaaacga ccatattact acttcttcat ctggtgaagt agtatttatc
  1818841 atcaatctta atatcataca gtccaattgt aaggctttcc tctcaaacat tatccttccc
  1818901 tcatatctgt aaggaggtca tttttccatg caattgtatg cacataagaa tctttaactc
  1818961 taaacatacc gagtgtgtaa aaaatattgt atttatcttt gcttatgaac tctatgtcca
  1819021 atttattaaa gtgactaccg atatgaaaag caagaaagta ctcatgccaa tctgaatagg
  1819081 agttttgagc aagttttgcc gcttgtatca tataatattc cgcttctttt ttagataaat
  1819141 aacctaatct tttaccaatt cgacttaaac aaatacacca tgcataatca aatgcagcaa
  1819201 tcccagcatc aggtaacatg tgcaatgagt aattcacaac gtacattttt tcatcgtttg
  1819261 attgtcttgg aagtaatagc tttcgctgtg cttctgaaag aggggttaat tgattgtaca
  1819321 tcgtttgaaa ttcttggcgt gatccttctg ttaataacca ctcaatcatt tcttttaatt
  1819381 gttccggttc ggtacaatca aatcttcgta attgtgcttt caaaaacttt ttcccaagta
  1819441 tacggtctct tataaatgta aattcatatt ttgtaaaata atgaataaga agataagtat
  1819501 ccatacatat tgtagacatg catcgaaaat attgttctac ctgttttttc tttcttgaaa
  1819561 cgaacaccta agctcctcct tatattttga ttttcagtct ataaaacttc catgcttccc
  1819621 aaacaactgg aagaagaagg atatatttga aaggtaatcg cgtaataata gcaagaataa
  1819681 aaaataaaat atacacccaa gtacgtctta aaaacatgcc actatacatc aatatccaac
  1819741 caaatacata agccattgta acccctggtt tatttggttt ctttccgctt tgtgccaaaa
  1819801 acgaattgaa atatgataga aactcaacat ggttcctgtc tatttgaaaa gcatcctgca
  1819861 ctattttttc agctttctct atttctcccg ctttttctaa gcattttgtc atcatgaaca
  1819921 tcgcatccat atgctctggg tagacagaaa gaagatgttc acaatctttg atagcatcgt
  1819981 gaaattgccc aagattatgc tgaatacggg cacgatataa taatgcatct gggtcgtctt
  1820041 tatcaatcaa cagaatattg ctaaatgctt gtaatgcctt ctccttattg tctatacgta
  1820101 aataataaat accttgcata cgtaataatt cagggtccct ttgatacatt gcaaacgcac
  1820161 gatccagttc ttcttttaca tcttctaatt cattcgctat cagtttcctt tgtatttctt
  1820221 ctcgtatata gaaatacaac tcaaaatcta aatcagcagt tttttcaaag atatcgtaac
  1820281 gcatttcttt ttcgccgcta attctttcta ataaaaattg aattgtattt tctccatatt
  1820341 catttactaa atcatttctt tgctcgctga atcgaaatac ttgatcgatt aattcccaaa
  1820401 tcgaatgtgg gaagtgataa tgatttaaga aaaattcaat taactgatct tgtagtgctg
  1820461 ctgcatattg aacatcccat atcacatctg aacgcaatat ttcctcccaa ttcccctgct
  1820521 ctatccgtgc aaagaaatta tcataaagca tctcaacact ttccatgaat gtatagactg
  1820581 gatgttcagc aattgtagta gtagcaattt ccgcatcact atcagtccat ggagaaaata
  1820641 caagttccct atcagaagca ttcatttcat ctatttgaat cgacagctta tctttcatat
  1820701 ttttcgcact tttcactgcc tggtcaaacg cttctcttaa tctttgatat ccttcggggt
  1820761 catcttctgg atgatgtatt ttcaggagtt ttgcataagc ttttttaatg actgaaatat
  1820821 cgtcagtagg ttcaatctcc aatgtattcc aaatactcat tagcgatttg cccacctttc
  1820881 catactttca atatgttctt ttaatatact ggaagcttct ttaatctttt tatcattttg
  1820941 cgttgtaagc acgctctcaa attgttgcag taatatagaa atctttttgc gttcatcacc
  1821001 aagtaactct tcataaagcc tttcgcactt tgcaagaaga agtcgatttt cttctctatc
  1821061 tctcggatga attttaatat ctcttaactc taaaagtctc ttttctattt ctgcatctgt
  1821121 aagatttcca gcgttttgct gtatgatcgt tcttttcttt tctccagttg atgtacttat
  1821181 tacctcaact tcaagaatgc cattaatgtc gtatgtataa cgaatatcaa ccgactcatt
  1821241 tccagcagga gcaggaggaa tcttaatttt gagctcacct agttttaaat tatttactac
  1821301 cctacggttt tccccttgat aaacatcaat agttataaat tgttgtttat cctttactgt
  1821361 atatagtcgc tccaccttac ttacaggaat tggtgtattt ctctctataa tagggaagaa
  1821421 gtacccagac tctgacttac catctccaaa ttcttgaaca acacttgttc ctaaagaata
  1821481 tggacagaca tcggttaaaa tcacttcttc taaagcctta tttcgttctt ttaaggcaac
  1821541 ttgaattgca gcacctaaag caactgtttc atctggattt atatttgcat aaggcatacg
  1821601 cccaaacatt ttagaaataa cagatttcac aagaggcatt cgagtagctc caccaattaa
  1821661 aattacagca tctaaatcat tcgggtttaa cgaagcatcg cgaagagcac gttcaattgg
  1821721 ataacgaaga cgtaacagta gtggcgttac aattttttcg aattctcccc tatttatact
  1821781 cgtttcatat gtttgatttt gaatcacaac attcatagtc gcagctgatt cattacacaa
  1821841 agtaagctta caacgttctg cttgtgtata aattaatgat aatgtttttg aatccagtga
  1821901 atctggatcc agttgatgcg attctaggaa gaaggtcatt aaacttcttg tgaaatcttc
  1821961 accaccaaga taattatcac cagcaataga ttttacatcc attatccctt caaacaattc
  1822021 caaaatggaa acatcaaaag ttcctccacc taaatcaaat acaagaaatt ttgtttccga
  1822081 ttcttcttgg tataagccat aagcaattgc cgcagccgtt ggttcgctaa taagacgttc
  1822141 tactgttaat cctgctattt ccgctgcacg tttcgttgac tttctctgcg tatcgttgaa
  1822201 ataggcaggg acactaatta cagcaccggt aacctcttca tttaaatacg cttctgcgtc
  1822261 ttgtttcaaa gatttaataa caaaagatga taactcttca gatgaaaaag tatatgtacc
  1822321 cagctcatat tttttctctg ttcctataaa acgtttaaaa gttgctgctg tcagttgtgg
  1822381 atgagtaatt agtcgctctt tcgcaatacg cccaactaaa atttcacccg tttcatcaac
  1822441 gctaactacc gatggtgtga gaaattcacc taaaacattt ggaataagcg ttgcaccatc
  1822501 ttccgaccat gttgctacta aactattagt tgttcctaaa tcaattccaa ttatcgccat
  1822561 actaatcccc tctcttttta ctatatttta ctataccatt ataaatagga aaagtatgta
  1822621 agaaactaat aatactaaac tttcataata taaaaaacct attttaacgt agttaattga
  1822681 aataatatgt taaattataa aaacgatgtt cattttataa taagatcgtt taaaaatatc
  1822741 aatcatcaaa attttttagt ttgacccaaa atttaatttt attcccaatt aattccttaa
  1822801 ccttcctccc gttctgttct cataaaaagc gagggtaacc gctactcgct caaatttcat
  1822861 ttacaaataa acatataagg tacactctaa aagcaatgtg tacgttaaat ccccttcctg
  1822921 aaataattcc atcctgaact ttatcacttc tacaaaatta cacatacaaa aacgctattc
  1822981 tctcctatga ttcaacggaa aaaaatagcg tttttaaata gtattttatt agcttgttat
  1823041 taatttacaa gcttctttac taattcatca ttcattatgc atagttgtgt ttgaaatcat
  1823101 acgaaatact ttcacataga aaactgcact aacaagggca caaagtagta taattccgaa
  1823161 cacaacgatt ggagataacc atgtagaaaa tacaatcata ataggtgcaa taaagcgccc
  1823221 gatggtaaat tgtaaattag atgcttccat atattgtcct ctagcatttt caagtgcata
  1823281 tttactgaca aaactatgta caactggcga acgaatcaat tcgccaattg ttaatattgc
  1823341 cataaacgga aagtacatct aaaacaatgt attgaacata gtttcgccaa tcaatctaat
  1823401 ttttaaattt ctctcccagg ataaccatta caacgtaata catcccctat tttaacttgt
  1823461 cttctattca ctatttattc gataaactgt cagtccaaag aaaaaataat aacataaagt
  1823521 gaatttattt tacaaattaa tataggaatc taaactttga ttacaataaa tttcctagtt
  1823581 atttataaga atctgttttt ggggatatct caattcattc gcttgatggt cataagctgt
  1823641 tttccttcta taaacaaaat ccaccagaaa catctataat ttgccccgtt acccatcgac
  1823701 tatcagaagc agcaaggaat gctactgcat ctgcaatatc ttcaacttgc cctattcgtc
  1823761 cgaacacaga tgaattcgca gcaaaatttc gtatttccgg atcatctagc aattttgcat
  1823821 tgatatctgt cttcgtatat ccaggcataa ttgtattcac tgttatacct ctttctccaa
  1823881 gatgtttagc tagaggcagt gtcatcgtat tgagtgcacc tttacttaaa ccgtatgcaa
  1823941 tggatcctgt aaaaccaagt cttacttcag ctgatgaaat gttaataacg cgcccctctg
  1824001 ctcgtagtaa cggtaatgtt tgctgaatta agaagaacgg cgccttaata tttacggcca
  1824061 taatttcatc aaaaatttct tctgtcgtat tttcaatcgt cccttgtgta cctatccctg
  1824121 cattgtttac taaaatatca atctctgatg taccaactct tatttgtaat tcattcttta
  1824181 attgttctac tagcttttta acaccatcga ttgaattaag atcagcttca attaaaaatg
  1824241 cctttccttc attagattca atctccctaa ttgtttcatc tgcagcttgc ttattccggc
  1824301 cgtagtgaat cgcaactaat gcaccgtcgt ttgccaatct catcgcaatc gcacgaccaa
  1824361 taccgcgact cgcccctgtt actaacgcta ctttcccatc aagattcttc attttttcca
  1824421 tccttcctaa atttctgttt gataaaacct atacttatat ttttattcaa acagcaatat
  1824481 tttaaaatat agatttatag gtaatttagt tcattcactt atgatattat agttataatt
  1824541 tgtgattcac tttaaaaaat aaaataagga ggctatacaa tgcaaaacgc agtaaaatta
  1824601 gatgaaatcg atcataaaat tatgaacttg ttgtatgaaa atgcgagaat ttctgtttca
  1824661 gaaataggac gaattatatc catgacgcaa ccggctgtaa aggagcgtat aaataaactt
  1824721 gaagatcaag gggtcatagc agcttaccga acgaaatttg agccttccaa aattaataaa
  1824781 aatattcaag cattcatcat gtttaaaacg agccaatgct ctgattttat ccaatattgt
  1824841 aatgccgctc ctgaagtaac tgatttatat cgaattagtg gggagtttaa ttatatgatg
  1824901 aaggtcatga gcgattcgat ggattccctc gctgcatttt tagactcttt aatgcaattc
  1824961 ggattatcat ctcctttaat tgttttaaag agtgagtttg aagagaaatt gtcgttctaa
  1825021 taaagtgata ggcaccagct ttccaaaaaa gaaaaaggga gtggattatc cactcccttt
  1825081 aaccacctac ccctgatttc tctgcgcctc tctaaactct tccttcacct tctctaacaa
  1825141 cccttcttct gtaattaatc gatacgcggt atttgctagt gcttttgctg atgtaattag
  1825201 agctttgtct cctaattctg aacgtgctgc ttctctaaat tcattcgtat gtgcaattaa
  1825261 atcatctggg ccgattttaa tgtacgggtg gattgtcggt acaacttggc taacgtttcc
  1825321 tgcatcggtt gaaccaatac caaatctttc tttacgattt acgtcttccc cgagtaattc
  1825381 tagttcttca gctacgacgt cgttatatgt ttttgttacg agcagttcat cgatttcatt
  1825441 ttggaattga tggattttta cttttgtgtc tgttgctaac gctgctccct gtgcaatatt
  1825501 ttttactttt tctgttactt ctgcacatct ttttcgcgtt gctgcacgga tgaagaatct
  1825561 tgctgcggcg tagtcaggaa taatgttagg tgcttttccg ccttctgtaa taacgccatg
  1825621 aattttcacg tctgacggaa gttgttggcg aagtgcgtta atgctgttgt acagctgaat
  1825681 caccgcatct aatgcattaa ttccttcttc aggtgacgct gccgcgtgag ctgtttttcc
  1825741 gtaaaaatga aaatcaagtg gatcgactgc tagtgaaggg ctcgttgtcg ctgtttttcc
  1825801 gctcggatga atcataagcg ccgcatcaat atttttaaat aaacctgctt ttacataact
  1825861 cgattttgcg ctaccatttg gcccgccttc ttctgctggt gttccgaata cgacaacttc
  1825921 tccaccaatt tcttcgagtg tttctgataa tgcaatcgct gctgcaacgc taattgtgcc
  1825981 gattaaattg tgaccacacg catgaccgag tcctggtaaa gcgtcatact cagctaaaaa
  1826041 tgcgattgct ggtccttgtt ttcctgaact ttttcgcgcg ataaatcctg tttcgtgtcc
  1826101 agctatattg tgctgcaact gaaatcctgc actacctagt aataaactta acgttctaga
  1826161 tgcgtaaaat tcttgattac caatctccgg attcgcatga atatcatgac ttgtttctat
  1826221 gtacttttcc ttatttcttt cgatactctc ttcaattgtt tttctttgtg acgctactcc
  1826281 tgtcgctccc atttttcttc ctccttttat tttcacgtaa aaaagcctct ttctaaaaga
  1826341 tagaaagagg cttctgtata tatagtcaaa atgagcttct ttcttatctt tcaagttacc
  1826401 ttgctggaat tggcacagta ttcataacga atccgctgcc gaggtttcat agggccagtc
  1826461 cctccacctc tcgtgataag aattttcata aaattatatt aaattacatt cattctaagt
  1826521 tcatttcaaa taaaagtcaa ggaattccta tccgaattta ccgaatatct aaaaatcctt
  1826581 ttaatacacc aattgtctca ggtgcttgca gtcttgcaca tacgtatgga aattctgtac
  1826641 tgccttcaaa catcatttga gatgtgaggg gcgcccctgc ccaaaagatt tcatcatcga
  1826701 ttacgataaa cgggaatgct ttattttgtc tttgtaactt tacatttttc aatggaactg
  1826761 gtccatcact atacaccgtt atttgcgcat ttgtacgcat taacgcttgc catactcgtt
  1826821 tatccacttg ttttgtactt ggaagtgaaa tcacgatttt tcgttttgca gctaaaatat
  1826881 cttttaatag ccctttcggc tcttccagat tcatttccat aaaccaacgt aatcgtttcg
  1826941 atatttttcg ctcccacaat tgtcttgatg tcgtgcgatc atacacatct ccgtggcgtt
  1827001 ctatatgagc agttaattgt gacaacgctt gttttctaga aaggttttta cacatataat
  1827061 gacaatctga taattgaatg aacttccctc tcgcccttgt cacagcaacg ttgacgagac
  1827121 gatgattttt atggtcaaag aataaaacgc caggtcgttc ttgtggataa ctgtcaaccg
  1827181 tatcaaagat catcatatct ctttcagatc cttggaattt atgaactgtc gccgctaaaa
  1827241 ctggtatgtt ttgatatttc gttctctgta acatctctct aatacacgtt gataaaaagc
  1827301 gagactgcgc tctgtaaggc gtcacaatac caattgattg cacaccatct aacagtccga
  1827361 ttaacatcat ttgcattgct actaaaccag acataatgtt aaaacgagat cctgaagcag
  1827421 catcttttaa cgaaaaggcc cccatttggc tcgtatcaaa taaaacacta gcttcatttg
  1827481 cgaatggctg caattgcgca agttctttac gttctgaaac tgatggatga tcatataccc
  1827541 tatttttata aataaatgag tttgtaaatt tcgatatatc cgcatgcata cgtctttgtt
  1827601 cctgcagcat aaataggttc ggatgtgctt ctgatttatt gacagactca acaattccgg
  1827661 catggtaaaa catatcttcg ccgagccatt ttcgtacgag ttcatggttg gccatcgcaa
  1827721 ttggaggtaa ctgtaaaaag tcaccacaaa cgacgatacg ttttccaagt gaagcagcta
  1827781 atgcgatttg cggaacgaac gccatactca cttcatctac gacaactaaa tcaaatgtac
  1827841 gctcataaat aagtgaatca atggcacatt tcgataaagt tgcaccgatt actttcgcat
  1827901 tttcaatgta ttctttttct acttctttaa ttttcgctct ctgttttcga agatcacttt
  1827961 caatctcctg catacgcttc ttatcagcag atgttgcttt atacgataag attttttcac
  1828021 gaagctcttg gcgtgtttct tctaagtaga gtctttcctc accccatgat ccgttcgtcg
  1828081 tttcaactaa cttcgatgca agaagcgttt catgatttcg tatatgttca tgttgactat
  1828141 aaccgtaacg aacaatttcg ccaggtgtcc atttcttttt cttttcaatt tgcttcgtta
  1828201 cttcactcat taatacgtcc actgcggcgt tactatgagc taacacaagt accgactttc
  1828261 ctttttgata atgagccgaa ataatgcgtg ataaattgta agacttccct gttccaggtg
  1828321 gtccccatac gtacgttgtc ggattgtaaa acgcacgata cgccaattca tttttcgggt
  1828381 ttttcatctt ctcgatatgt ttcggactgc tcgtcccatc aacaagacgc tttatacgat
  1828441 tacgttttag cttatcttta cgcgcttcct tcaacctctc ttgtagttgc tctaaaagct
  1828501 gccacggttc actgtataaa acagcttctc gtatttcacc ttgtatataa tcatttaatt
  1828561 tcagttctat ttctaatcca tgtacagata atacttcccc tgtcgcttcc tcaccatcga
  1828621 actcaattcg aatgggtgaa ccttcaggta agcttacttc cgaaataagc tgaaatacat
  1828681 atactgtact ttcataatct gtatataaaa aacgaccgtt catgatagaa attttactac
  1828741 cacctatcgt tttccaatgt ttaatttcat atgctaatgc ataatgccac tctttcatcg
  1828801 tttccgataa tgaaggagtt tgagtaggtg tattcatcgt ataatctcct tccttctccc
  1828861 caaacatact ttctcactat accatataac acgctaaaat ttgtaaggtt tttatcttgc
  1828921 ttattttctt aattttcaat aacatattgt atataatttt cagaaagaag gaatctacat
  1828981 gccagttaga agaatcgaac acgttggact tatggttgca gacttagaaa catctattac
  1829041 tttttatgaa aaagtagttg gcttacagct cattaaacgt atggggcacc cgaatccaga
  1829101 cttaaaactc gcttttttag gtgtggaaga atcaaaagag acaatactcg aattaattga
  1829161 aggctacaac tcttcccttc cggcagaagg aaaagtacat cacatttgct ttaaagtgga
  1829221 ttcattagag gatgaaattg aaagactaaa gaaacatgca gtaaccttct tactaggaga
  1829281 agaaatcgaa acattaccag atggaacacg ttacatattc ttcgcgggtc ctgatggaga
  1829341 gtggattgag ttttttgaaa ccaagagata aagtaaacct ttatgttgcg ggatagaaaa
  1829401 ggagccggaa ttcaggccct tgtttttaac cagtaacaat gaaacatacc tccaacctga
  1829461 gaattcacca agtttaaaaa cataatcatt ttgttaggag gagagaatgg taaatacagt
  1829521 ctttattatt gtttttggga tacctatact atttccaatt ctttatgtaa tcaagaaaaa
  1829581 ggattggaat ataaaaacag ctgccttatt tgttggaaga attctattaa gtattgtcta
  1829641 ttttataaat ggaatggtgt taggtagaac cttccctatg aaacaaaatg acttattctc
  1829701 ttgataagtc atttttaatt attagtacgg ttattaataa ttttcagtga cctcttggct
  1829761 tcatttctta taaccaattg actatcgttt tgttctattt ccataagaat tttaatgaca
  1829821 ttgatgtcgt taaaactttc aaatgctctg accaatttcc ataggataat gttatcgttg
  1829881 aaattgttcc ctaaacacag aataagtgca tcaataattt gagtattaga atgtattttg
  1829941 ttatagaaac aaatgaaacc tattgcatca atagcttccc taattgcagg aatgttattt
  1830001 gtctttatta catccattaa aactggtata atctcttctt tcatatgagc taaaaaggtt
  1830061 gtagcgatat tttgactcat ccatatacat aaagcgacta aatcttttgt ttggtattta
  1830121 ctggttcgtt gtacgaaacc aacatctcta gcaagatccc gtaaggtatt tggaaataaa
  1830181 aaactttgaa tctcttgagc aaatagttgt aattcatcag atacagaaat agacatacaa
  1830241 aaacgccatc ctttcctatg attctacaaa aagaatagcg tattttttca ttttagagga
  1830301 gattttgttg aattagcttg atagtgattg gtggtacccc ttataggata atagaagttt
  1830361 gcatttttaa ttttttcaca ctctattaac aaggcagtta tagcatcctg gtttagcgtt
  1830421 aagaatgtaa atatattcta cttctttatt atcaaaaatt ccatctatat tttctcttac
  1830481 atttacacct tctgtaaccc ttgcttctac catcattgag tcagcattgt agccgcgtac
  1830541 agatagatac ctatgatgta acatatgcgg aatttcattt atatctagct tagcagtagt
  1830601 tgctcccttt cgtataaata taggaccact tgctttataa ggcgaattaa cactatgata
  1830661 ttggtaattc agtaaaatta cctcttctcc tacctctgca tccttcaaac ttatcctgca
  1830721 aggatatcca ggatttttat ttgctattat tttgactgcc ccgatacttt ttaatacttc
  1830781 ttcattcatt agaaataggt tattaaactc cttctcttgc aacgcaacga tttgaaagtt
  1830841 attcctcata ttctacccct ccttaattag ttgttataaa gcatttcact aatgatgtta
  1830901 ccactaaagt tcataaaact tgttcaataa tcttgcccgt ttgttgagga ttgaattaaa
  1830961 aaacttacaa ttctataaca gagaaaaatg gcttattatt gttcaataca aaattgttta
  1831021 cttttaatca atcagtaatg atttatcgaa aaatacgatg agtgcaaagc actcttgtta
  1831081 attcatgcta tcttttgtta aagaacgtga attcagtcaa gttcttggtt tacggtattt
  1831141 ccactatgaa aagcacggaa ttgactcggt gaaaatcctg tatttctttt aaatgcatta
  1831201 taaaagctag atacactttg atagcctgtt tgataaccaa tctctgtact attaaagacc
  1831261 gttgtcaaga gaagttcctt tgctttctta actctgatcc tttctaaata tattcgagga
  1831321 gtataccctg ttctttcttt gaaaatccga tttaaatgaa aacgactaac tcctaccctt
  1831381 gatgcaattt catttaaaga catgttttga acataattat tttttatcaa tcgcatagta
  1831441 tctttcaaaa cgcattcgaa cggatcgtat atttttatat ttagatctga tcggcatctt
  1831501 ttgcatgggc gatagcctgc cctttgagct tcttgcgcat ttgaaaaaag gatacatttt
  1831561 cataattagg aaccttagac ttgcaagaag gccggcagaa aaccccagtt gtcttgaccg
  1831621 cgtaaaagaa tatcccgtca tacgctgaat cacatgttac tgttgctttc cacatggtat
  1831681 ctctggaaag gttattttga tccttcatta gattttaatc ctcccttgta ggcgaaaatc
  1831741 ttattactca aaatcatata aatcgtatat atagccacga caattaacgg aacaaatata
  1831801 tacaattgaa aaaatggaat caccagcaaa cataaaatga aagagattaa cgatgcccac
  1831861 catgccggtg tgttcttcct aaataattta acgcctgctg ccattgaaag aacataaact
  1831921 aaaatcccaa gagaagtcgg tataaacaaa atatcatcaa acgttagtga caaagctttt
  1831981 gtcactaaca cacctgctac cgaaaaacag ataacaaaca ataccatctg tcttggaatt
  1832041 tgagtagttg catgcagcct tgagaaaaat tttgggaaag caccatctct gcttaatgaa
  1832101 tatcctaatt gcgttaggct ggctacaaaa gcattcgctg tccctgtaca aataattaaa
  1832161 gctaaaacag ctgtaacgac tttggcacct ccgcctactg tatctcccat tataacacca
  1832221 ataggagaca ggttgctttc ttgactgcca tacgtggccg ttccaatagt gacaaggctt
  1832281 agcgctaaaa ataataatcc aatgacaact gcactaataa ctgctccttt gacaatatct
  1832341 ttttctggcc ttttaaagtg ctcagccaga ttacaaatcg cctcccaacc gaaaaatgac
  1832401 caaaagataa ccgttatagc gttcccgaca gaaaaccatc catttggaac aaagggatta
  1832461 aaatttcccc attgtattct tggaaacgcc acaaatacag ctgacgcaaa aagaatcagt
  1832521 aataaagaac ttaaaatcaa tgcaacttta ccactaacat ttacgccgta ataattggaa
  1832581 acacctgcaa ttaccaaaat aaagacggca attaaaattg tttcaaaatg cgaaaatcca
  1832641 aatgcctgac tgacgtaaaa agcaccagtt aaagatacaa tcgtttgacc aactgctgct
  1832701 gttacaaagt aaaaccaccc aacgatattg ccaagatgat atccaaaaga atttctaaca
  1832761 aaggttgctg ctccaccgga atcaggaaat atccgtgcca aactagcaaa ggaataagca
  1832821 agcggaaaac taattataat aacgataaac caggatacaa tagatgcagg gcccgctatt
  1832881 gaggccgtta cccctgataa aaataggaca cctgatccta aaatagctga aatgtataac
  1832941 gcaattcctt gaaataatcc aatggcttta tttttcatga tctccctcct tttataggat
  1833001 ttagtgtact agtaaagggt ggggaattct tcttgttttt tgcggtttaa ttcgtttaat
  1833061 aaaacaatca aaagcatttt tattatattt cttcttcaac aatctggccc gattgttgaa
  1833121 gaaagtagcc tgttccaata aagaacttta ttgttcagta aacaacttgt catgaaacca
  1833181 taaaacgaac cgaaattttt cttaagagta gaaaattcgg ctcgctttat gttgggattt
  1833241 gcttagcgta tattttcgtt aaaacgtggg cgggatccca ttgctattaa actaagaatt
  1833301 taagtgtaat atcatttaag ggaatactta agatacaaat aaaatatctt ttccaagtga
  1833361 tactgtttta ttaaagtcta tcccgagttg tagctagttc aatgcgactg taaattcgga
  1833421 gttcggtgcg ccagcaaata caaccgttcc gttctctggt agtttcactt tgttattatt
  1833481 actaacaacg ctaaaattga cgcatactcc attctcatca tacaccgcga atgaacttcc
  1833541 tgatggcaat tccacattca tcgttttccc tgctgcctct tgcgggatcg taaaccattt
  1833601 cgcatgccca cttttttgca atgtaacttt cgataattga cctgtatcaa gggattttac
  1833661 gttagattca ctgacgtata aaaagctgga catctccata tattcagtac catcctctgt
  1833721 atagaaatgg gcttcctttg tatcccgccc attcatcacg ggaatttgaa tttgatgcgt
  1833781 cgccgtattc ggacctgtaa tttttttgcc gtcccaatag ccatctttga gcgtaatttg
  1833841 tgtattaaga ggtatctgtt gtcctagata atttatagaa ttaaattttt cgttaacgag
  1833901 gtagaacttg ccgccctcgc gcttcgccca tgcagcagct gttttcttcg gtaacacatt
  1833961 gttttctaat ttctgggcta aatagtgagt cagcacattt tgccccaatc ccggcgataa
  1834021 ttcatatgcg ctctctctca aataaacttt tccattcttc tctgtgacga agttaagctt
  1834081 ggaagtgccc ttctcattta taaagcttcc atccgccgta tatacatatt tttcttctgg
  1834141 tttagttggt aaaaacagtt ctcccttctt cgtaatttct attttgaaat ggctataact
  1834201 atttccataa aatcctgctt tttttaccac gtcttgaggc actttagcct tgacgggctt
  1834261 gccgaaggat ctatctggtt ttatatcctt aattgtccct ttctctttaa gcctagctag
  1834321 cagtaattta tttgccaaca gttgatttgt catgctggag ccgccggagg acaatacagc
  1834381 tgctgccatc ttctgttctg gaagtacgac caatgtagca tgttgcagca tcgtatcccc
  1834441 acccttagtc aacgctttta tcccatattc actgaatggg tatagtttca cactatccca
  1834501 gccaagacca tagttgaaca catttccgct atctcccggc cacattcctt ttttatattc
  1834561 ttcttgttcc atcgccttga ctgctttatt agagaggatt tcttttccct gtcccataaa
  1834621 tatttgtgag aatcgcacca catcttctgc agtagaagag attcctcccg taccaatcac
  1834681 atttaccatt tcacttggaa gctgtccctg gtatgtcgga gaatattgtc cagcccgctt
  1834741 ttcgtcttcc catttatctt gcgatgttat cgtatgattc agttttaatg gctctgtaaa
  1834801 cttttgatgt agaaattcag taaaactcat accgctgact ctttctacca agatctcagc
  1834861 cagcgtaaaa ccgtcattac agtatactga gaacgcgcca gggtctgcct tcaagttttg
  1834921 gttggacaat tgttgcaaca agatatcatg ggcataaaca tcattatctt taaataaaaa
  1834981 tgcattattg agcgtcgaac cttgcaaacc tgaggagtga ttcaacagca tacgcggtgt
  1835041 aatgcgttta tatcgttcat ctttcatttt gaactcagga atatagcggg taacagaagc
  1835101 atccaaatca acttttcctt cgtctactaa tttcataaca gccgcagctg tatatacttt
  1835161 actggttgaa ccaattccgt atagagtatc tttggttaat ggctctttcc cctctatgtc
  1835221 attcttgcct gtctgtcctg acaaaataag tttaccatta tcaatcagcg catactgtac
  1835281 actagtcgtc tcataggact tcgtgagcag tgcagcgttc tctgcagcaa tcttctccaa
  1835341 atctttgcta gcaacttctt ggctagatac aaccggagtc ttactgctag aagacgctat
  1835401 cgctcctgtt ggtaggctca tcgttagagc taaggtagcg gctaacactc cagataattt
  1835461 attttccata agaaaaattc ctccttagat aaatgatcgg tttcatcttt tatttgctca
  1835521 attacaaaca tcacataaac tactattctg gctttatctc tactgtcgta acaaacggta
  1835581 aaacctctct ttttcacatg tatgttagta ccataaatga tttttttatt tagaatgtgc
  1835641 ctattactag tttggttttc gtataaataa atcctattta tcctccctct tttgtgcttc
  1835701 tctatatttg tatcctacat aataaaaatt tcttttttct tatgcatttc ttacaatttc
  1835761 cttacgttca aatcacttct gtaattagat aggttttatt ttaaaatctt caggataata
  1835821 aatgcttata taatcccacg atttcataga agatggattc ataaccctgc gccaaatcat
  1835881 cacgcacatc tctgacattg ccttggatcc cccccaaccg gcatcaacac ttcttcacgt
  1835941 tcttataaat agtaataact aatcaactcc ttacctgaaa ataaatgaat atagaaaaag
  1836001 agagataagg ttaaaatacc tttatctctc cttttctctc acatattata cgaaggattt
  1836061 ttttgttttg gggttaatct gttttcttag cttgatgggc atgcaaatgt ggcaattact
  1836121 tcttataaaa aagaaacgag aactgagtga atataagacc atgtatatgg ttaaagatta
  1836181 ctttcttttt cttttccaag ctatacagaa agacacgcaa gaattatcaa aggctctcct
  1836241 tcgtctgttt aacctcctac agcacaacat aaagaacagt acctcaagat tttggttcgt
  1836301 tggtatgaag gcgatttctc tcaatcggtt gaggagcata atttattatg ggaatgggac
  1836361 aataacagca ctggtaaagc atacgaatta gcgacaccgg aacaagaaga agcatacatt
  1836421 ctagaacaag cgaagtctga aaaacaataa caaaaacgga cctgttatca ggtcttttct
  1836481 tgcattttct ctgttatacc cctttaaaaa ctacttaagt catctaccct tcgttacctc
  1836541 tggttactaa ttaacagtta tgttcataaa ttcgtaacat gtatagacag gtatatatgt
  1836601 tataatcaac ttagcaaatt acaaataaat ttgcatttcc tgcgcccctt acctcccagt
  1836661 aaggggcgta cccttttata aataataatt ttaatacaac ttttcccacg tgactttcac
  1836721 aaatgtaaga actctcatat attagacttc atacatcctt ctccaaggaa caatatactg
  1836781 atacacaaat ccctatttat atagggattt ttttgtacga gtccctcacc atcaatgtaa
  1836841 gaaataaaaa aagaagggga ttatccccct ccttttatgc ttgcctgact ttcggaatta
  1836901 tttcgtatac ccacgattca gttccgttaa cttttcattg atgttaaaaa ttcttactct
  1836961 aatatcttta acaccagctg cttcaagtct gttcttgtgc atttcagcgt atttttcagc
  1837021 atcttgtttt tcttcaaata catagatgcc tccagcttct tttgtttctt gattctcagt
  1837081 ccatattttc caatggaatc cttcttcttc gttaatactt tttgctaaat cccaaaatcc
  1837141 tttttccatt tcttcaccaa aaggaccttc aaacggaaaa tcaacttgta ataaatatgc
  1837201 catcttcact cactcctatt tttaatataa aattcatcag gaattccttt ttataaaaat
  1837261 tcttcccatt cttttactaa ttatgattca aatgatagta atgtctaaat tcatatcgct
  1837321 attattattc aagcactact ttgagaatcc ccctatttgt aaaataatca caaaacgtta
  1837381 gtaacttgaa cgtataaagt ttaatagttt tcagttatgt ttaaaaaata tgatacaaac
  1837441 ttatccctaa actaaggacg aacaaaacaa gtgcaggtat tgctttctta aaaggatctc
  1837501 tcgctaatac aataagggtt aatgcagctg caagcatcgt accgcctaac aacaatcctg
  1837561 ccaataaagc tgccattgga acccaaattc ctattaacat tccaattgct cctacaatct
  1837621 caaaagctcc agttaagaaa ttaaaaaacg aaggtaaacc aaatcgctta aattcatctg
  1837681 ccattttccc agatataatt ttcgttcctg tcattaaaaa gaacagaaac aacactactt
  1837741 ttacaatatt gatgaaaatt aaaatagtca tcacaccttt cttattattt gataaaaatc
  1837801 agtattgttc ggatagtagt cactaccttt accctatttc ctgagattgc ccttatggaa
  1837861 atggattcaa ttcacattac ccttttccat atgaaaggga taataattac atgctatagc
  1837921 atatataata caaaaaattt gactggtact agaaaaaaag tgatctgaat taaatattat
  1837981 acaaaataaa gctatctcta ccattccccg aaacacaata tatgctatag catatataag
  1838041 atataaaaca gaggttgttc cttataaata gcatggcatc aataaggaac aagtattaat
  1838101 agcgtgtatc atacaatttg tttaataatg attgtaatac tttaatttct tcctcgctca
  1838161 aattactcgt aacgaaatgg tgagcgtctg tcactacagg caaaattgtt ttctttaact
  1838221 cgtcgccttt ttcagttaaa aacaggttgt gtgaacgccg atcttgctca ttcaaagcct
  1838281 tctttacaat cccttttctc tccattgact gtatcattct tacgacagta gtttgatctt
  1838341 tatcaatcgc ttctgctaac tctttttgag tagtggctct ttggctacaa agaacactaa
  1838401 taatccccca ctgctctggc gtaacgccaa aaggctttaa tttcttcgta aaataattgg
  1838461 tcattttcac atcagtacga tgaacaagat agcctattaa atcatgtaag ttcatgtatc
  1838521 acctctataa attaatatat aaaagagtat agcataccac tcaattattc acagtgaatg
  1838581 tattcatttt attaattata tgctatggca tatatattat agcaggtcat tttaattgtc
  1838641 aaatgaatta cctattattt ttctacagta tcaatccagc ttattaaaaa taaggaaatc
  1838701 ccgtatttaa taaacatacg ggatttttat taatgagtta ttcacttatt cgaaagaagt
  1838761 tcattcgtta catattactt atctaattaa gaaacattta tataccagcc caaacatctt
  1838821 ttccatatcg tccttcctct tgcagacggt ccaaccaatt ccttgcttct tgttcactga
  1838881 cttcatgaat ttcttgatat gcttgacaaa gggtatcttc tacgtcagga gccattttac
  1838941 ttccatcacc acatatgtaa agatgagctc cattatctaa taacgaaatt aaatggattc
  1839001 tatcttcttt tattacatgc tgtacatatg ttttagcttg tccttctaag cgagaaaaag
  1839061 ctgtgtgtaa agagattaat ccatctcttt catcattctc tagttctgta cgataaagat
  1839121 aatccttttc aggatgacga caaccaaagt atagatgtgc ttctcctacg ttcatacctt
  1839181 tttgcttttg aacacgtcgt gcttgtaaaa atccacggaa tggtgcaatt ccagtgcctg
  1839241 gtccaaccat aataattggt gtttctggat tttcaggtaa ttgaaagttt gattgtggcg
  1839301 ttcgaatgaa acagataatc tcatctttat tatgacgctg agctaaataa ttagaagcga
  1839361 ctccttcata tgtcccttcc ccgctccatg caggcgcatt cacaacacca accgtaatgc
  1839421 tcagacgatc ctgtgcaacg agtggagagc ttgaaattga atagtaacgc ggtttgagcg
  1839481 caggaagaag ttctaaaaag ggttcaaatc gaatttcaca agcctcatac ttttcaagaa
  1839541 gatccaacat tgaaatacgt ttctttaata tttgttcttg ataaactccg tcttccaata
  1839601 atgattccaa ttccttttta tgaggagggc atgctgtgaa tgtcaccatt tctcgtattt
  1839661 gtgctcgagt ggctgcttct tgcacttcaa cactataact aagaaggtca tataaacgaa
  1839721 caggactgtc taaaggtatg tgatttacac ttcgtccact tgcactcagt atgacttgat
  1839781 ccttcccgtt taatccaaag cgttttaaaa ttcggttgac atttttctcg ctattaattg
  1839841 gcagtacccc aagatggtct ccttctttat atgtagcgcc ttctggcaaa gatatttcaa
  1839901 tatgtcgcgt gcttctttca ctgctagatg attgaagttc acgattttct agtatagatg
  1839961 cataaactgc ttcatatgtt cgcgcaagag gagatcctcc aagacgactg acaaattgta
  1840021 aacttaatgt actgcgttct ttctccatgt ttttgttaag ttccaatcca aataccttca
  1840081 tcgcatcaga ccacattctt tgtttccatt gctcgagctg ttcctcgaaa tcaccacttg
  1840141 catccgcttc tccacgtgta gaaaatcttg ttgctccttt ttgcgccatt tgctcatcaa
  1840201 tgtatcttgg aattcgctga taggtactag cccaattatg gtctccacaa ccaaaaactg
  1840261 cgtattgaac accttttagc tcatcccctt ttaattcctc cagccactgc acaaactgcc
  1840321 ctgcattact tggcggcttt ccattataag aagaagttac aataagaacc gctccttctt
  1840381 ttggcaaact tccaattcga tcgttaagag ctgccacttc cgtttgaaca ccttctaaac
  1840441 tagctgtatc tgctagttct cttgcaatac cttctgctac ccctgtatct gagccataca
  1840501 gaacaagaag tgaaagatta tcggctccaa taatggaagg agttttctga acttgctgct
  1840561 taatttcatg gttttttagt ttctcctctg taggcgcaag aacagtagta tggctaatag
  1840621 tttgatttcg gggtacaatc ctaattttaa aatcaccagg ctttagcgtt aatgtttgtt
  1840681 ttacgtccag ctgatattct tcataatcga tgaattcaaa atgttgaaga agcattccca
  1840741 tcacgagtgt tgcttcatga agtgcaaact gcataccgat acatgctcgc tgaccatttc
  1840801 caaatggctt ataagcatga tgaggaacct tatccagctc ttcaaatcgt tcaggttgaa
  1840861 attcttccac attgtctccc cacgcgtctt tatccctatg tagctgtgga atcagaacag
  1840921 aaatacgatc ttcgcctttc ttaattgggt attttccacc aattactgta tcttcttttg
  1840981 catagagact aaatgctgga gcagtaggcc atagacgtag tgattcattt aaaatcatcc
  1841041 gtatatactt taatttcata acttgttggt atgttggagt agaatctgtc aaaacccgat
  1841101 ctacttcttc ataggctttt ttcaatttat ccggattctt taataaaaaa tagattgcaa
  1841161 aagataacaa tccacttgtt gtctcatgcc cagctattaa aaaggtaata atttggaaac
  1841221 gaatattttc atcatctaat ttttcaccag tttctggatc ctgcacattt aacatacggg
  1841281 aaagcaaatc attttcttcc tgattttcac tacttttacg ttcagcaata atattatcta
  1841341 ctaatgaaaa catagattga atatcatgct gaaattgacg tttcgttctc cacatgagtt
  1841401 tgtcttctat atccagccgc tgtaattggt gcatcgcctc atctaacgca cgggtcatac
  1841461 tagtaataaa aggatgaggg gtctcacgat aaaagctatt aaatcgataa ttaaaaccac
  1841521 atagaccaat tgtatctaat gtaaggcgag tcatatcttc cggaacatct acgttttcat
  1841581 tcggattcag tcttgcccat ttttgaacga gttgtacggc aatatcgacc atcatagcat
  1841641 ggtaatcttt cattgctctt tggctgaatg taggcatcaa aatattatga gctttttgcc
  1841701 agttaggctc ttgagtctcg cttgtaaata atccatctcc agcaaaagca cgaacctttg
  1841761 ctaaagcacc ctctatactt ttatcgaacc gtgtttcgtc acagacttct gctaccagtt
  1841821 catgtccaga aacgacaatg atggtatcac ttaaagtttg catccgaaaa atgggaccat
  1841881 actcttccgc cagcttaata aacgatagag tcggtttatc tttatcgatt aatgggagat
  1841941 tccccagcgg tccatatgtt ttcggttgag gaatggcaga tactttttta tccattacaa
  1842001 acaccctttc aaaaagcatg aaataaagtg aaactttaat cagtgggggt tttcttcatc
  1842061 ccccactgat tattagttga accaatcgga cttttatggg cagttgatcc cccacctaac
  1842121 ttctttgctt ccgctgaatt ttgaagtggg ggtcttactg cccagcaaat agcgagataa
  1842181 aatatcccag tcaataaaaa gaacatagta atgaatcgcc tgggataaag atatgtaatt
  1842241 gattaccttg ttttatcttt tccctaacta ttcacgatta tgatatccct tataaggttg
  1842301 gtaatctaaa ccgtgtattg acattaaatt tataccttgc agaaaaaata atatattata
  1842361 atgtttatca gaaattgaga gctaaagatt gtagtatgtg gaaatccagt agtttctcat
  1842421 gtcaattcaa acaaatacga taagcaagta tactgtgtta cgaatgaaaa aggatctgat
  1842481 atgaatatca gatccttttc gttatgtgta attatttcac tttttctttc agctcttttt
  1842541 cccttttagt agaaatcatc atcttgattt ttattttgct ctatcgattt aacctctcaa
  1842601 cagcttccgg gcttgtatct acacgtttaa cgaaaaaaac taatagtagc gcaacgacat
  1842661 tcatgccaag tgctacatag aatgaatgct gaattccgga taataaagcc ttctgcgtta
  1842721 acattatctt cgtagcttct gtgaagcttg ttggatctac atgagccatt aaactttcag
  1842781 cttttgtttt tgttacagaa ttcataatgg taacaagaat agcagtacca attgaaccgg
  1842841 atacttgttg agctgtatta ttaacagctg taccgtgcgg atttaagcga gttggcaatt
  1842901 gattaaggcc atttgtcata agcggcatca tcaccatcgc catcccaaac atccgcagtg
  1842961 tgtaaataag aatagtatgt gtgtgactag agtcgagttg taggtttgct agcatataag
  1843021 ttgaaacggc tgtaatggaa agtcctacta taccaagaat acgagggcca tatttatcaa
  1843081 atagtttacc tgtaattggt gacataatcc ccattattac ggcacctgga agcatcatca
  1843141 gcccagagct cagcggtgaa ataccgcgaa cgttttgtac ataagctggt gttaaaatca
  1843201 tacccgaaaa catggccact gcgttgacaa tcgcaattac agacgcaagc gcaaacattg
  1843261 ggtacttata aacacgtaaa tccaataacg gttcattcat ttttaattga cggataatga
  1843321 aagcaataag ggcaatagcg cctaggatta aggttgttac gacaacttta ttcgtccaac
  1843381 catcggagct tgcagaactg aacccatata ataaaccgcc aaaaccgata gaagataata
  1843441 gtaatgaaag ataatcaagt tttgcatttt tgttttgtct catgacattc tctgatttcc
  1843501 aaatccctaa cagtaagcta atgattgcta acggtaaaat catttcaaaa agcaaacgcc
  1843561 agtcataata ctctacaata taacctgata atgtcggtcc aatagctggg gctgtaatca
  1843621 taactagtcc aaaaatcccc attgctgttc ccctttttcc tctcggaaag cttactagca
  1843681 taatattcat taacaaaggc cccatgactg aagaacctgc tgcttgaacc attcggccag
  1843741 tcagtaataa accgaagttc ggtgctacag ccgctaaggc cgtaccaaga gtaaaaatca
  1843801 tcatagatgt aataaataag ctcctattgg agaagcgtgt tattaaaaat gctgatgcgg
  1843861 gaattaatat accacttaca agcatatatc ctgtagaaag ccactggatc gttgaataat
  1843921 ctttaatgtc taaatccttc attattgatg gcaaggctac atttaaaagc gagttattta
  1843981 gaaatgaaac aaatgcccca ataaaaagga ttacaagcat tacatatggt ggttttcttt
  1844041 tatgtaacgt ttcactcata tatttatttg ccccttcatt ataaattaca ttgattcgtt
  1844101 taaatcgttt gcatatttgc acaagaatac gtgttgtcct tgcagtattt tgccaaactc
  1844161 ttcgaatgga tattctcttt ttagcaattc tacttgctca acttaaaact ttgaatgcat
  1844221 atgtaaacac gtttgttaac caaaattaaa tgaggctgaa ataataaaag gagcaaatga
  1844281 aaatatcctt cgaaaataaa gtgaaacttt aatcagtgtt tttttacagg aagccaacaa
  1844341 caaacagccg gataaatcaa caagaccaca cacccattcc tttaaatata ggcttggaaa
  1844401 tctagttatg taaccatcca tcaaaaggaa gattacatag gctaagtcta acattacatt
  1844461 tttaaagtaa ggggaataag tttatgaacc aatattggta tgtgaattca aaaggaaatg
  1844521 aagagcatta taatcaccaa atttcaatgt cctcattata tgtacagccc aaaataacta
  1844581 aagctgacga aatgagtggt ttgaagattt ctgagaattg gagttgtcgc ttctatccag
  1844641 ttggttggga ttcaccggtc aattatacgg gtttcaatcc ccaaaccctt cctttctctt
  1844701 caggtcatcc aacccattat gcagggatga taccacaagg acagcctgct aattggactc
  1844761 cattcccagg gcatacaggt tttaattttc aaaaacctcc cttcccctgg gctcagcctt
  1844821 tcaatcatac aggaatgttc gcacaagggc atcttgcagc tttactatcg ccgccagcta
  1844881 aggcctttaa atttaatatc aataacgggg gtattttcgg aaactctcca ggatggggag
  1844941 gacagataag tcccatggga tgggggaata acggaggtta cggccagcca ggaatgcttg
  1845001 gaaacttact tacagtagga aaaggcacta tgaatggaat tggaatgctt agtagtctaa
  1845061 tgggtatggg gaagttcttc ttttagtgga ttaattatta acccataaac ttgccatgaa
  1845121 tgctgttggt ttgtaataaa gtttgatcaa aagcatgcta caaaaattga tttttcaata
  1845181 ggaaaaaacc aaatattttg aaagaaaact cgatcaaaat gcttggtttt tttgttgcta
  1845241 gtgaataatt tttcataaaa aagtttaatc atttttctac ctgtgtttgc tcaacaatcg
  1845301 cgcccaattg cgatattatt aaattgctac ccttttttcc ttttcggcca aataaaattg
  1845361 cttatggcaa tcaaaagatc gatacccaac acaagtgtcc atacttttag aaagccagcc
  1845421 aacacttctg ttcgcgaaga atcgttaatt aaatagatta agacaaataa aattccggca
  1845481 cctattagaa aagcaagcac atgttgtccc cagcttttaa agtagtgttt cgcataatcc
  1845541 atgccaaatc ttttaactgg tttcgctcct tgtttcatca cataatattg aaagcgtata
  1845601 tcagcccact caatcatact cctaccgaat gcgattgaga ttccaatata aatagcagct
  1845661 attgcatgca cttgggtagc agtcgcacca cgatacaagt cgacacccgt aacaactaat
  1845721 aaaattaaat caataacagg tgttaaagct aggaaaaaca atcctaattt atttttctta
  1845781 aggatatatc gtgtgagcag acctaaagtt ataacaaccc aaaaccctat ttcacaagca
  1845841 acgatcaacc acgcaattac attcactcca acaccccctt gtacaacaca attactcgct
  1845901 tttccttaac agtaccacaa tatggccctt tagtggagta actttattgc ataggatggt
  1845961 taattatttt gcttaagttt agtactttca gggaattcat aagatgtaga gattgagcca
  1846021 cttaaatgaa tggcagaagg ataattttat tatttatatt acaatacctt aagagctatg
  1846081 gaataaattc ttcttcaact aaccagctaa tagaagcata gagattcccc accttttaag
  1846141 atagtaacgt ataaacgcga aaaaacttct aactaatttt gttaggagtt tttcacatat
  1846201 atgatatttt tttaatcctc attatcgatt tctattacgc ctgttctagc actaactttt
  1846261 aaaacattta atagattctc aggtgtctta atttccactt catattcaaa tgtagattgt
  1846321 gttaagctgt catcttctaa ttcgaattct tttttcacat tcataatttc tccatttgta
  1846381 tgggctaaag aaatttcacg aacttgtttc tctgtgtagt tttcattctt ttttgcataa
  1846441 ttgtaaccca taccataata tccaccaaca atagcaatac cacttactaa aatagcaatt
  1846501 acacttatca ttattttctt tttatgtttt aacattttca tccactcctt catgattaat
  1846561 cctctattcc aaatcttgct tccagtgcat tttctgcttg ctctaattga tcttccaata
  1846621 tatcgtgttc tctttcttgc gtttgatatt gttcaatcgt tatcgttcca gcgcgataat
  1846681 ctgcttctag ctgattatca gataaatcta ttttgtcatc taattggtca atttcttttt
  1846741 tgactgctaa gtacgtattt aagttatctt cttttactcc aactggtttc gtgttatttg
  1846801 ccttttctac aatagatgag acttcgtttt tgaaatcttg tatttgcttc gaatcattcg
  1846861 cagcaggtag tgttttttgt ggttcttgtt gtagttgagc aacttctttt tgtaatttat
  1846921 cattttccac tttcagttgt tgtacttctg tattgttatc agcttgagta gaacaagctg
  1846981 ttaacaataa acaagaaatt gctccaatca gcatccattt tctcattcgt ttttcctccc
  1847041 tttacatgtg caccttaacc ttgcctttat attactgaac aaacattaaa ggaagattaa
  1847101 tgtacaaaaa ataaaatgat ataattaaat cgtttctaat ctctctttaa tgttttggaa
  1847161 ttatagtgat acatataaat aaggaaaaaa ggagaatgtt aatgcgagtt cttattgtcg
  1847221 aagatgaaca agacttacaa aatatattag taaagcgatt aaatgcagaa cattatagtg
  1847281 tcgatgcatg cgggaatgga gaagatgcct tagattatat aaacatggct acctacgatt
  1847341 tgatcgtgct tgacattatg attcccggaa taaatggttt acaagtatta caaaaattac
  1847401 gcgcggacaa tcatacaact tctgtcttgc ttcttacagc taaagataca attgatgatc
  1847461 gcgtaaaagg actcgactta ggtgcggacg attatttagt aaagccgttc gcttttgacg
  1847521 aactgctagc aagaattcga gtgttaatgc gaagaaaaac aggaaataca tctaatgtgt
  1847581 ttgaaattgc tgacctagtg gtggattgca atatgcataa agtaacaaga ggagaccaag
  1847641 ttattactct ttccagtaaa gaatttgcta ttttagaata tatgattcgt aataaagaag
  1847701 ttgtgttgac acgagataaa attgagcaac atgtgtggaa ttacgactat gaaggtggct
  1847761 caaatattat tgatgtttac gtccgctatc ttcgaaaaaa agttgatagc cagtttgaaa
  1847821 cgaagttaat tcatacagta agaggaactg gttacgtatt gcgagtagaa tcatgaaaag
  1847881 actatcaata aaaatgagag taaccctgtg gtatacgggg ctaattgtaa ttattatggc
  1847941 actcgtgtta gcttttattt taacttcttc agataaagtt ttgcttttta atatgaaaaa
  1848001 tcaattgaag agcacagtaa aagaaagcgt tgaagatatc gagtataagc atgggcaatt
  1848061 aaagatggac gatgattttg aaacctttga agatggagta aatatcatca tttataataa
  1848121 acaaagtgag ctgctggcag gtaatagtcc aacaagcttt aataaaaaga tatcgcttaa
  1848181 atccgatgaa atacaaatta ttaaagacgg taataaagaa tggatcgtat atgattttct
  1848241 ccataatgca gacggcggtg agcaagtctg ggtgcgtgga ataatgacga tgagccgatt
  1848301 atcatcaacg atgaatacac ttatcgtatt aacactgatc tcatttccat tacttattct
  1848361 cattgcggca gtgggaggat attttattac gcaaagagcg tttcgacctg tgcagcaaat
  1848421 gagtgattca gccagtaaaa ttggtgatgg taaagacctt tcgaagagaa ttaatttaaa
  1848481 aggttcaccg aaagacgaaa tgtatcattt agcacaaact tttgacaaaa tgtttgagcg
  1848541 attggagaca tcatttgaaa gtgaaaaaca atttacatct gacgcatctc atgaattaag
  1848601 aacaccaaca tctgttatta tttcgcaatg cgaatacgct ttatcccaga gaaataatcc
  1848661 gaaagaaatg gaagaatcgt tagaagtaat tttaaagcaa tcacgtaaaa tgtccgcgct
  1848721 aatctcacaa ctcttattat tagcaagagc tgaccaagga aatgataata ctttccaatt
  1848781 tgaatgtatc aatatgagtg aattaacgga aatcgttgta gaagaacttt cattaatggt
  1848841 tcaagaagct tcgattgata taacaactca tatagaggaa gacctgttta taaaagcaga
  1848901 tcaaacattg atgatgcgtt tattaatgaa tttattaacg aatgcgattg cttatagcaa
  1848961 agcgaacgga actgttcata tgcaactgtt ccgtgacgaa accaacataa taggtaaagt
  1849021 ctccgataat ggcataggca tcagtgagca acatattacg aaaatttggg accgcttcta
  1849081 tcgagttgac gcagcacgaa catcttcaaa cattggaaat acaggtttag gattgtcgat
  1849141 ggtaaaatgg attgtcgaac tgcacggagg agaaataaca gttgaaagtg gattaggaga
  1849201 aggcagtact tttaccttta aactaccaat tgaaaaacaa gcatagttga tgagcggctg
  1849261 tagcttcaga ataaagatct ctcttccccc ttatataaaa gtaattgacg tattttaaac
  1849321 atcattgatg aacagggtaa aatacgaata gtattctaga agttctttct tgatttcttt
  1849381 ttacttgtaa atttgaaaga aagatttcca tgctttgaac aaattgtcaa ttttaccgtt
  1849441 ttggacaacc tgttccgtta agttgatata catgtggaaa aaacgatcaa aataaacccc
  1849501 cagaaatcca aaggtttctg gggcttcatt atatatttag ctctttttgc tttttgtttt
  1849561 gtttacgtct ataaagtaat tttcgactta ttagagaaat tactaataaa atcaggatta
  1849621 atacgataag ttgcataaat gacaaatcaa aatatttagc acctgtaacg attaaaagtg
  1849681 tagaaatcgt gccttttaca acgaaaaaaa taataaccca taatccgcct tttttccagt
  1849741 tcattttcta ttaccctttc ctacgttcaa attcataaat ggagcacctt aatagaaatc
  1849801 tattatacta acaaaaaata catgtctaat taaatgcgac gattctatat taagtgaaaa
  1849861 tgatattcat tgtcaatttt attgactatt tgaaaacctg ttttatctta acctttttcc
  1849921 actttgtttc ttatacgcaa taaatttttg tatttaaaca aaaaacacct ccattgcatt
  1849981 tgcacactta gtatgcgaat gcaagaggtg tttttcatat attttctgct ttgtttattc
  1850041 gtataagttt ttaatacata gctattttct agtacacaat aactggatca tacgtgttca
  1850101 aactatcata tacagttttt gctacattag gcagaaggtt cacacaccca ccggatcccc
  1850161 ctgttaaata tgcattattt ccccagtctt ttcgccagcc agcatcgtgg aatccttgac
  1850221 cgctatttgt gaatggaacc cagtagtcta ctttaaccgc ataatcagct ttccctactg
  1850281 cgctacctct tagcgtgtat ggtgttcgtt tgtataggac gtaccacaca cctggtgatg
  1850341 tatcttcacc tgtactatgt ttacccgtta ctacatttgt tgtaacgact agtttgccat
  1850401 ctttataaat ccaaatttgt tggtctgcaa tggatacttc tgcatatgtg tctccaatgc
  1850461 cattattcga tgttgtttta taaccaatcc cttccttctc ccaaccattt ccgtgaatat
  1850521 tagaagcaga aagtgatttt tcacctttct caaaggcttg cccaacttgc tttgtctctt
  1850581 tttcaacatc aagtgcccat ccgtatcctt gaccttttac tgatataacc gaaccagaat
  1850641 gtgttttaaa agcgaagtct ttatgtaatg tagatttatc cttattaatt tcagcaacct
  1850701 tattcttaat ttcgctcgca tcgattgtca ccttcatatc ttttgacata gaggcatttt
  1850761 gaattaaatc ttttgctttt aatgaataca cttcattttg cactttataa tcaacagact
  1850821 gcgtaagaag attctgtaat gccttctctt cttttttgat aatcggatcg ttttctttaa
  1850881 taggctgtat gtatgcagac tttaaatgaa tttcgctttt atgcttctgc ttatcgtaat
  1850941 cttttagtag actcgtaacg tcgtactgtt ttccatcaac gctcttcgaa ataacaattt
  1851001 ttccttgttc aagctttgcc atagcatctt gaggtgcctt taatttttca ttcatagaca
  1851061 cgagcttttc ttctacaagt tttttcatcg tttcactacg atactgctct gccttttttg
  1851121 gtagcaatga ataatctttt tcctttgaag aagggaaaaa tgtccactgg ctttttaata
  1851181 gttttttaac ttgcggcaaa tctttttccg tcagttccgt ttttgtctct ttttcatcta
  1851241 aaatttgttg ttgatcaata taaactttgt ttgctagtcc agatgttttt aatttctgta
  1851301 ttgcctcatc agcgctcata ccaccgactt ttgtatcatt aatcgtaaca tttgaattga
  1851361 agtgagttgc ctgataataa ctcattcccc caataagaag tgcaattaca ccgccacccg
  1851421 ctgcgataag cttccaattt gtaaaacgtt tttttgatct tacccgtttt ttctcaactt
  1851481 cttcaactga ttcatttact gtattgttat tcatcaatct tcccccgtat acattaacgt
  1851541 caatcgattt taaaccaaaa ccattgatta gtgtacctta tttttcctga aatttcattg
  1851601 tttttaagta ggttttattt catttaatcg ttaaaagtta gatttttcat agaaagatat
  1851661 ataaatatgg tagataaagt gaaaaaggaa ctacaccaag tgagctatta cggggctcct
  1851721 agcattcccc gaattgtaaa gagtaatact ctcaatgaac tttaacttaa tgaaataaat
  1851781 gttagaaggt tcaagttaga ggatagcacc ttagaatgtc ttctatttat gaaaaatatc
  1851841 cacaaaaaag ggtctacatg tagactcttt tttgtgaaca ttttaatatc gtatttttat
  1851901 aaaaaaagaa ttccccctat acttcccgct tttcaccaag gttcacaact tctactattg
  1851961 gtctaactca tttcacccta tgccctttta tcatcaacaa ctttaagcta ttatatatgt
  1852021 ttgtaccacg ctttattgat acgttcactc ttttcaggtg ttgaagtttt ataatcattc
  1852081 tttgttgtaa ccctattatt agaacatcct gcaatagtga gacagcatgt agccaataac
  1852141 gctaataata ttaatttctt caaatagcca ctcctacata agcgaaatat tatattaaga
  1852201 aaattaaaca taacatcgaa tctttctaaa aacaatatat ttcctagtat tattattcat
  1852261 cggcgattta acggatatct taagatgtac gaatccactt acaaccctag aacctcatgt
  1852321 tcagtaagtc aatatccaat atccaatatc caatatccaa tttccatttt atccgatttt
  1852381 taatgtttat tccaatataa aaagatagct attttcgttg aaaactaagt gtcttccaaa
  1852441 ataaaaaact gtaagcccca tatacattta ttcaaccaac ttctctcctg taataatctg
  1852501 aaacaaagtg gctgcatttt tcccttctaa ttgaacgtac tgactattcc cagctataat
  1852561 ctctatttta tccttattag gaattaccca aatttgatac aacgtagctt tcgcctctat
  1852621 tttcggattt ttaaattgaa aaacaaaatg ataatcagct ggacgcgaca tttgcacttt
  1852681 tttattttca aaatgagcat catttaatat tttctttact tgctgaactt gcttattatc
  1852741 tgtaactacc ttcaaatctt catatgtatc atctacatgt ttttgcactt tgatcgtttg
  1852801 atcttcattt cctatcatat tcgaacaacc cgctattatg aatataacta tggcaataaa
  1852861 aactacagat acatttctcc ccttcatatt catcaacctc atttcaatca aaatatgaat
  1852921 attataaaat aaaggaaatg attttatagt tagcaatata aagagtaaca agaaaggagt
  1852981 accgtctatg cagttaaaaa catacacttg gaaaagttat acgcttctta ttgtaagtat
  1853041 attcgttacg attaatcttt ttcttttcac acctctttta gacagcgttg ggatagaata
  1853101 tgtcgtgcct ttcgcctact tcatactagc ttccgctgtt atagcaattc tattagcgat
  1853161 tatctctttt tgtagccgag atgagaagaa aattttagca attatcggtt tatgctttac
  1853221 tctatttaat acagcaatta ttttattctt cctttggttc ggttaccatt ttacttaagt
  1853281 gaaatataaa taaactccat aagccacaaa taaaatgaat agaatcgaaa tgctgagtac
  1853341 tgtatatatg atccatttta aatttgaact catatactcc ccctcccaca ctgtgataat
  1853401 tccagtatat aacaaaaagc attggatacc caatgctttt tcatacttac gcgaataaag
  1853461 atgtattcgc atataaagct ggtgaaccac ctgaatgtac gaataaaatg ttatcctctt
  1853521 tattaaatgt accttttcta attaagtcga ttaatcccgc tactgcttta cctgtatata
  1853581 ctggatcaag taaaatacct tctgtttttg ctaacagctg cactgcttcc accatttctg
  1853641 gcgttggtaa cgcgtaaccc ggtcctacat attcatcaaa gcatgtaacc gcttcgcgcg
  1853701 ggataaagtt tggaatacca acatgagctg acgtttcatc tacaagtttt gctactttct
  1853761 cttcttgctc tgcttttcct ctacttacgt taattccgat tacagggatg ttactttgtg
  1853821 ttccagcaaa acctgtaatt aaaccagcgt gcataccgcc gctaccactt acgcaaacga
  1853881 ctgaactgaa atcaattcct tggtcaaatg attgcgctat aatttcttgc gcacaagcaa
  1853941 cgtatcccat tgctccagta ggattcgatc caccgaccgg aatgacatat ggtgtattcc
  1854001 ctttttcact aacttctttc gcggctttat gcatctcttc cataagatct gctccgttcg
  1854061 gtacaacaat gacattttca gcacctagta aatgatataa gaaatagttt ccattaaagt
  1854121 ctggcttctc ttctggctca agcccttctt ctaatacaag gatacatttc attttttctt
  1854181 ttaccgccgc tgcaagtgtt aggcggcaat gatttgactg aataccacca gctgtaatta
  1854241 acgtatctgc accctttgcc tgtgcatccg caactaaaaa ctctaacttt ctcgtcttat
  1854301 taccaccagc tgttaaacca agtaaatcat ctcgtttaaa ataaatagtc ggcccaccaa
  1854361 gtgcttctga aaaattgttt aatttttcaa ttggtgtata tgactctgta tatttttttc
  1854421 tcgggaattt agctaaattc atgaataacg ctccttttgt acttctttca caatgtatgt
  1854481 aacgttacta ttattgcatg taaaaatgat gaagtcatct ttctggggga aaaatgtatt
  1854541 ggaattcggc tttggtgaat ggaattatat taataatttt aactccaata cggtacgtga
  1854601 aattataata atgattttaa ccatattacg gtacatgaaa tttatatcga cgatttttca
  1854661 aatatatcgt tcataacttg aaatatatca acgatttttt caatatatcg acgattcgac
  1854721 ataagatatc gacttaccga caaaacttga caacacaaaa ggacccactc gataaaaagt
  1854781 aggccctctt ccaatcactt atttgcagaa aatcgaagaa gctgcgttaa tcctggttct
  1854841 aaattcattt cgcctttatg gcgtacgtat acgattttgt ccccgtcaaa tttgggcggg
  1854901 tttcctggat tatacgtcag ccactcgttc gttcctttta cagagtactc catatactcc
  1854961 gttgcaccaa tgattatatt tttactatca tctgccgtta catttggtgc catttgtgca
  1855021 attttcgaat tactaattaa taatttcttt atttccttat cacgtttgta atcataagct
  1855081 gtcaccatta catcgctacc atatgctttc acttgcaacc cttgtttaaa tgaatagcca
  1855141 tcaggagcag tcttctctcc tccatttggt ccagccgaca tccagcccgt ttcaatcccg
  1855201 cccgtattta caacagtaaa tcctttttta tctccgcctg caattttctt tttaccagcc
  1855261 cagtctggca agtttaaatc ccagtgcgta tgactcgtga agaaaacaac ttgcggatag
  1855321 tcttttaata tatcgtacaa cttatcgacg tttaaataat cttgtaagta cggtgattgt
  1855381 cttgatccag acaccgtatc aggtaaaacg tgatgagaga aaatgaaaat tggcttattc
  1855441 ttatcttttt aactatactc ttctaaattt tgttttaacc aacctaattg ctcatcactc
  1855501 atatatactt cgtcccacat ttttgaatcg tggtatttca tatatttttc agttcctaaa
  1855561 aataaaagcg gataaccgtc taattctttt ttatgatata ctttttcttg tccgctaaat
  1855621 tgtaaatagc gattaaataa cgtttcttcc gttacaccat ttggccatgt actttgagaa
  1855681 agcttcccat cagctgtcca tttaccagca taaaactcat gattcccaac agttgaccat
  1855741 acattctctg gatgcttatt tttgtttaat actcgcttca catcatcata ttgggactgt
  1855801 tgtccagttg gcgttatatc cccattcata ataagcgctc tagaaagcgg cgtcactttg
  1855861 ttcatatctt ttaatacgtg atcaaaatct cctaaatcac cttgaatgtc actaataacg
  1855921 ttaaaagttg tagctgactt tcgaacttgc tctttccctt ctgcatacac tgaaaacgtc
  1855981 ggcaataatg ccgccataac tgctaacgaa gcaactgtct ttttcataca aattctcccc
  1856041 ctaataatag aatgtacaaa ctgacatatt ctgctttctc ttaggtgctt gtccaattca
  1856101 cattataagg agggattgta aagatagatg gagtaaaaaa ttaagtgttt tttaaaagat
  1856161 tttgttgttt tttgcactcc acaattaatg attcacgcca atctagcttt ctagccttta
  1856221 acattacata catgtaaatt ttgatgttaa tttttttcgt ttcatacgtt gttttttatt
  1856281 acttttaatt ttcgggaaaa atccactaat taatagcgtt ataatccatg ccattattag
  1856341 aatgaaattt attgtattac cggaattcaa actaaaaact ctccacaaat aagcagcaca
  1856401 aaaaatgaga acagcagtaa caacaagtaa aaatgtccta actactaatc cgatgtaaga
  1856461 tttcttctct tgcttaaaaa tgaaagttct tctacctttg tacaatctaa tcacaaatag
  1856521 tagcaaatat atactaagtg tggccccaat aacaattgat gtaatgaagt tagtttttct
  1856581 ctgctctgct agagaaaagt aactttcagg taattttccc gtttcatatt caatccatgc
  1856641 gtggtaaata tcctgtcgta agtctatgcc accttcacca tttgtaagga ttaccaatcc
  1856701 atcctttgta ttaggaataa aaccataaaa agaatgccag cctcgattgt caccagaatg
  1856761 ataaagtaat ttccattgat tagataattt ttttcaaata tacctaaacc attctcccct
  1856821 aatatcggct tttgcatttc ctcaacacgt tcacttttga tgacaccatt ccctttatta
  1856881 tttgcatcca tgcttgcaag tatcaatgtc atcatatcgg taacatttgt cttaagacct
  1856941 gcagcagcct gttcggtaaa ttggtaacta gggagctcct ctccaaaata tccataagct
  1857001 tttgaaaggt tatggttttc aggacgttgt aaaaatgaac tagatttcat tcctaaaggt
  1857061 ttcataattt gttcttccat ataacgatca aacggtattc cggtaacctc ttcaattaca
  1857121 agttgtaaaa ttgtatatcc gccaccagag taaattgttt ctgaacctgg tttattggta
  1857181 acctccactg cttcattaag ccatcctttt ccagacagag actcctcaat agagtcaaga
  1857241 tgtttccctg gtgcaacccc gaggtatcct ttatgtgcag atagtcctgc tgtatgactt
  1857301 aacaatcttc ttatggttac ttcattatta ttaaactctg aattaggtaa tttccatttg
  1857361 gtcagatatt ttccaacggg atcatctagt aataaacgtc cttcatctac aagatgcaag
  1857421 attccccacg ctgtaaggtt tttagaaatg gaaccagcct gaaacaaagt atcatcactc
  1857481 accgcttttt ttgccttttt atctacataa ccgtagttaa gtgtataagc aatacgtccc
  1857541 tcatgcacaa ttcctattgc aacccccggt acctcataat ccccctgcca ttttggtacc
  1857601 tgttcatcca gctttttttg aaatcctcta tactcctatc agtcagcatg cccgattctg
  1857661 ccctcaccac atttgtaaac catgctccat tcgtaatcaa tatgcaaatg attaaacata
  1857721 aaatgttttt gcatattatc gatgcttttt gtctattctt catttgttct accccttttt
  1857781 tcagaatatt ctacccgtca atcagagtat cccattccaa tatcccgttc tatcgatttt
  1857841 tattacttaa ccttacaaaa ttgtaataaa aatcaaagag ctaaagtttt actgttcttt
  1857901 atccaaagac catgatattc atcaacaaga tagacatgaa gttatattta tggtttcagt
  1857961 taatgtccct aaaatactag ttcggttaag caattggata tattccacac tacaaatatt
  1858021 cattttataa aaagaagaac cccacacatt ttgagtaaaa tgtgtggagt ccttctggct
  1858081 tccctaagtt tttatgaaaa agattgatta ttttatgtag cttactaaaa aaacactttg
  1858141 ttcaatcaac taacagaaca agatgaaaca cttagctcat attagtaatt tttactgttt
  1858201 ctgttaataa atataaaaat actgcctaac acacttaatg aaagtgcaaa atataacaac
  1858261 aaatcaggta gaaattgcaa aggaataata tcaattaatt gtaaaacaat aatggcaagg
  1858321 atacctaaat ataaaatatt gtacaaagca ttatttgttt tatatagaat ttctcttcct
  1858381 ctttcgtcat ttgcttcatc acttgattga aattttatta catacatctt acttattact
  1858441 attaaaccaa ataacaaaat ttttaacaac aacatatgta tcactcctct agataatcaa
  1858501 atacgtcggt taacggcttt tcaaatgcat ttgcgatttt aaaggcaaga attagagaag
  1858561 ggttatattt attcttttca agagtagcga tagtttgacg actaactccc actcttgttg
  1858621 ccagttcttc ttgggtccaa cctttttctg ctcgacaaac tacaatttta ttatgcaaca
  1858681 atagcaacac ctctttagat aattgtaaat tattttttac aaattgtaaa ttatttctta
  1858741 caatatattt tcaaaattaa aaatcctcat aaaaaaagac ataaagattt ctccccatgc
  1858801 ctactaatct tctacttctt tactgtatgt acataatgcg ctgtttcaaa aacttaataa
  1858861 aaaagagaac tactcttcaa acacttctct ctttcatcca aacgatacat ataaaataaa
  1858921 ttattaaaaa tatactatat aaactccata acgtaggtat tgcagctaca cttaaataaa
  1858981 tagtttcagg taacaagcaa tcataacagt ctttttgttt aaaagcgatg tttttttgcc
  1859041 atcggttcta tatatgtatt taatatccac attaatactt tccatacctt ttgttggcta
  1859101 ggtggtaaat gagcgttata tacataacta tattcaatct gctgtgttgc accacgattt
  1859161 cgtttgaact ctccagcccc agcactacaa tgacaaatta aatctttttc gatagaatcc
  1859221 attgtaataa gaagggaaag tatacggtat aaaccttgtt gctggtcaga gtttgtatga
  1859281 tagccaagga ttggcgttgt cataactcca tccctaataa aataagcaat gacaccatca
  1859341 attgtgtccc ctttttttat ggcctttatc tcaaataaac gatgctgaag agcattccat
  1859401 aaataagcgg gtgtaaacat tgggttatgg gcggaatatt tttcaatata tagttggttg
  1859461 tataactggg aaatttgtaa aatatcatct tttgttaatt cctcattcgt aataatttca
  1859521 taattgcttt tctctaataa acttttatca tttaataagt cttttcgttt ttttcgattc
  1859581 atttttttat agtgtttcgg atcaaataag tatatagaac gagacataat tttattgtaa
  1859641 ccgactgtag atagtgcttc tgtcgttgcg ggatataatt tgttatttaa agagcgaaat
  1859701 agaatcgtat gctctggaaa tttctcaact aatactttcg ttatttgttc gatttgttgt
  1859761 tcgttgatag agtgataaag atttgttgaa agcatccaat tatttacgac aattacttta
  1859821 ttaatattcg ttcgtcttag ccaatttccc ataagatgaa tcggataggt taatagcttc
  1859881 tctagccatg gttttttcaa ctcccatagc tcttctaacg cataagatat gtaatgtgta
  1859941 taaggagaac atacatatga attttcgaac tctgcgttat taagagtgac tggcaagatg
  1860001 agatcatcaa cttctaatag aaagagctgc gtgttaacat tttcaataaa tgctgtaatg
  1860061 cccttttgaa aaaaaggcaa gaaactatct cgtacatacg ctccatcttt tttggattcc
  1860121 caatcaatgc tatgcaaaga atgaacatca tgtaactgaa tcatttatgt tcaccacgcc
  1860181 ttacaaaact ttctattctt tttaattttt tatcatatac ttgaatatcg taatgtgaaa
  1860241 agaaaaaatg tggtatcgca cactttttag tagaccatag tgtatgtaat tcttgcatta
  1860301 cctttgattg acataattcg agattttcag gtagtgcttt aagtttcatt tcaattttgt
  1860361 ctacgctatg ttgtattact ttaaattctt gaatgtcact agatgcaaac aaaattgctc
  1860421 ttctaatgaa atctggaaaa ataaatattt cgctatgatc cacttcactt attccaataa
  1860481 atatatcatc acatcgacca tcaatacgtt ctaatgctaa gaaaggtgag ccacagctgc
  1860541 acggcgtctt tttctcaatt aatatgtcat tgagacgata tcgtataatc ggctgtgttt
  1860601 tcctcatgaa atcagtaata atgggaacaa atatcccttt ctcttgatct aagtattctt
  1860661 tttcaatatg aacgaggtct tcattcatgt gtaatgtccc ctgcttgcag gtggtagcaa
  1860721 gaaaaccttc tgtacattgg taaacttggt gtactgtctg cttgaaagtt gcagaaataa
  1860781 agtctctatc aatatcttca agaacttctg ctacagagat aattttctta ggacaaattg
  1860841 taatcagtcc ttcttgctgc cagtaagcaa ttttccttaa catagacgga ggtgcaatta
  1860901 aaatagatgg ctttacttca tttaatcgcg tgatatgctg ttgaaacgaa tctagtaaat
  1860961 caaaaaaatg aaatgagatt cgcttatttt ttgtcgcttc gtataaattg ctatttgcac
  1861021 gtaagaaaaa agcaatcgtg tgtttatgta gaatgctaga aggaagcacc tttccaataa
  1861081 tcgagccagc ccacaacgtt tgttcttcct cggaaacgag aaaaacccca cgatttccac
  1861141 tagtgcccga tgataaaccg acagttatat tacaaatggt tggtgagaaa ttccgggtct
  1861201 tctctgcttc aaatgctaca tgaaacgctt ctttctttga aatatgtact gtatttagtg
  1861261 tatcaaaatg ttccatcatt acttctttat caataatggg gagtgcagac aaattccctt
  1861321 tttcaatttc atgtaaaaac ggcttatata actggcgata aaaaggcgac gcctctatcg
  1861381 tgaacaaaag ttgtttttct atttgtcgtt tatgaaactg ttccaattgt ttgcgatttg
  1861441 aaaatctcaa gccatatttt gttttcaagt attgcttgag aatccgtagt ttattcatag
  1861501 tacacccctg ctttaatttt atcccatgta tgttcacaat gagttggtac aatttcaatc
  1861561 tcaggtgatg tttgtgataa atggtataac ttctcaatat tctttcggta agattttggg
  1861621 tcgctcgtta aaaggttcgc aaccttacta ggaaagaaaa gattttgata cgttttactg
  1861681 agccacactg cgtctgcaca aagaaagaca attttattac tctgtaaatg gacgaatata
  1861741 ccaaattgac cagttgcatg tcctgttaag tcaacagcaa ataatgagcc atcatcaaat
  1861801 acatcatagc cctcttcaaa ctttccatat gtagaaggta agttaaggga tggagtttga
  1861861 tcaatgaatg acatcctctg ctctaaatcc accggcagtg tatcttttaa acaccctttt
  1861921 aatagagcac caaatttact tctcttttta atatcctcat aagcttttgc gaaggttaat
  1861981 atttttgctt ttggaaaatc gggtaaaccc gctgtatgat tgccatgaaa atgagaaaga
  1862041 ataatatatt taatttcttc tggctgaata ccatcaagaa gaagttgctg tttaatagat
  1862101 tgctcttccg taaaatgaac aggcgtcagt tttgcatata cagagtaagg gaattttttt
  1862161 gtcgcttctt taaagtgttc tgcatatcca gtatcaaata aaatatatcc taattctgga
  1862221 tgctggagta atcctactgt tgctggaaaa cagatttgtt tccaactgcc cttggagtat
  1862281 gcaatttttt ctggatgtgt acaatatcct gtatcatata gctttaaaga tttgattttc
  1862341 attgtgtttt ccaccagtct acaaattttg taattccttc ttctatactg acctttggag
  1862401 catatcctag ttcttcttta gctttatcaa tacttaacgt ctggcttttt gaaaggacac
  1862461 taacagtata ctttgtaaga ataggttctt ttccgaataa aatagttttt gagattcctt
  1862521 ctaatatagc cgctagtgta aaagcagttt tgtaggaaat ttttttatat cgtacttcct
  1862581 tatcaaggcg cttcattaca ttttctatga cctcatataa attgatacgt tcgtcatttg
  1862641 ttatattgta cttttgccct aatgtatgtt ttggggaatg catacaaaga agtaaagcat
  1862701 ctacaacatt ctcaacatac gtaatatcca caagaacatt ttctgtacca attctcggca
  1862761 aagccccttt ttcacatact ttaataagac gcggaagaat cgcgttatct cctggtccaa
  1862821 ataaagcgcg cgggcgtatt gtgataactg gtaaaccatg cgcgaaagct tgatcaatag
  1862881 cttgttcagc catgtacttc gttgttgcat agtgatttac aaacgtatca ggaagtttcg
  1862941 cattttctac tacattttgt cgctcatcat aatagaaata aatgcttggt gttgatacgt
  1863001 ggataaggcg ttttataccg tacttttgac ttccctcgat aatatgtttc gttcctaaca
  1863061 catttgcatt ataaaaatct tcatatttgc cccaagggga agaatgtgca ccgctatgaa
  1863121 agatataatc tttatcttta caaacttgta gcacacgctc cctgtcttca agaggacaat
  1863181 gaacaaactt gattccattt tgttctaata ccttaccgat tgttttattt cttcccgttg
  1863241 ccgttacttc atagcccata ttcttcagtc gaaaggcgag tttttgtccg agaaagcccg
  1863301 ttccaccagt tactagcatt ttcataaatc ttcaccatcc cacgatatgt catatgttgt
  1863361 ttgctctaaa atagtccgtt catatttata actttcacgc cttaatttgt acatgctaaa
  1863421 aaactgataa aaaatggttt ccaatcattg tgacgataaa cgatatctgg atatgagcat
  1863481 agaactttta accatcgttt acgtttttgt ttacttttta aataaggaaa tccatataga
  1863541 agcatcgcta accgaattgc acactctgaa ttttgttttg gaatgaatgc attgtttact
  1863601 ttttcattaa aaaaagcggg caatatttcc tcatcgaata aatgtaatcc acttgtagta
  1863661 cgtggattac attcaattgg aatcgcatct ccattctctg taacgataaa atcaaaggca
  1863721 atttgtcctg agaaatttaa ctcttttaca atatgcgtaa caaactgagc aattttagaa
  1863781 tgatttatag gctgaaacgc aatggtagca cctaagcctg ccgtgaattc cgttttgtac
  1863841 gtagagtgag ctaacacttc cccagattgt gcaatactgt aggaacaatg ctgcgttcct
  1863901 tgtataaact cttgcataat ataattcgac ttatgtatca tgctttcttt tagagcagcc
  1863961 tcttttgtca taaattccac tttatcagaa aaccgggagt aaatcggctt taatacaaaa
  1864021 ggagtatgag ctggtgtttt gtgcatcatt gaccttatcg cttcttcatt atttattcta
  1864081 tatgttgcag gtacttgcca ccctaaactt tctacgaact gaataaattc ccacttatta
  1864141 tgcagtaata aaagtttttg aaaatcatct actaatacat gacaaaatgc acttaattcc
  1864201 tctttatatt tagatatata aaatacttct tcacacgttg gaataagcaa atctacattg
  1864261 tgacgttgaa taatggatag tagcgcacgg atactttcat ttgttttcca ctttggagat
  1864321 gggatttcat aaaagtaatc cgtactcttt gaaactttac ttaacggata aggaatacta
  1864381 tctgcaataa taacggtatg tccagcgtta tgaaacagtc tgcataaatg caaagttgct
  1864441 ggtgcacgtg cccctgtaat taatactgtt ttcttagtat tcaagaagga tgcccccgat
  1864501 agaaagtccc gcagaagtgc ctaataataa tattttattt ccacgttgca ctttcttttg
  1864561 cttaatcgct tcgaaaagag cgactggaat agatgcggaa atcatattgc cataatcttc
  1864621 aaaaatagtc ataaagcgtt cttcatctac ccctaatttt ttacgaatga gtctcatagc
  1864681 tggtccactt gcttggtgag gaacaattaa atcaatatcg gctagagaat aaccagtatc
  1864741 cataaggagc ttgtcgataa acttcattaa atacttagaa gatagtttaa aaatagctct
  1864801 tccattcata tcgaacaaga agtcttcttt tcgttcctca ctatactccc taggatgaat
  1864861 catcgttcca ccgccacgaa tttctgataa atgcgcacca gagctatatg tttccatatg
  1864921 ggaagcaata atagaagatg aatgatcgcc ttttgttatg acaacagctg ccgcaccgtc
  1864981 accgaataaa atactgcttt cattttgtcc ccaatttaat ccaacagaag aaatttcaga
  1865041 agaaataata acaacatttt tgtatctccc gcattcaatt gcgtatgaaa ttgtatcaag
  1865101 tgctgttatg aaacttaaac atgttgaatt gatatcaaaa catggaatac cagaatgctg
  1865161 tagcccgagc tgttcttgaa taagtgatgc agtagaagga atcgcctgtt gaatcgttcc
  1865221 gcttccgcaa ataatacaat cgatatcatc ccatgttaac ttcgcatctt ctacagcttt
  1865281 ttttgcagcc tcagccccca tataagaaga cgtttcccca tcaacaaagt atcgtgtttt
  1865341 taccccagct ttttttaatg tccagccttc tggtacgtct aacatttgat ctatttcaag
  1865401 agaatctact tttcgttttg gaagatatgt gccaattcct tttatactaa tatatctttt
  1865461 cattttctat cgcctcttaa tctttttata agttcaaaaa ttccgtcata tataactact
  1865521 gttgtggatg catacagatt tttttgtgga attctgctat cccattatgt acatctaatc
  1865581 ctatttttct tcaacaaaga gccagttctc tacttgagaa ctggctcttt tcgcatgaga
  1865641 attcttcaaa tacataatct agaaaaaact tttatatcaa tttaactata ttataacaat
  1865701 tatccgaaaa taattaatag tatttttttg taaataaaag tgaatatgtg gtacaaactt
  1865761 atgcgggttg ctagtttatt gagcagcaaa tataaatata tggagcgtat atacatgtaa
  1865821 ttttaacatc ttctattttc tcttttgttc ccacaaaaaa agacacagag attcctcccc
  1865881 atgcctacta attcctactt tttcaccgca tgcacataat gcaccgtctc gaaagctttt
  1865941 aaataatcgt ttcgtccttc aaaatagaat gtatttatgt cttctggcga taaatgctca
  1866001 taaatgagta agcccgcctt ctctaacagt gcttccattt cggcataaga aaaacatgat
  1866061 ttcatcggtt ctccgcctat tgcagccatt ttcaccatat tttccactcg attggacagt
  1866121 cccttttctg taaataagtt ttcatctgga taatcgaaaa cgatagagct cccttctgga
  1866181 accatcacaa ataggcattc tattaaacta gaaagttcct ctttcgttaa atagtacgtt
  1866241 acacctaata aactaaagaa cgtcttttta ttttcaaatc cttcattctg taactgttca
  1866301 taggaaaatc ctttcgtgaa atccatcgaa ataaaatgaa ggttgtttgg aatttcaaac
  1866361 tctgcttctt ctattctctc cttcttaaac tgctgtgtag aaggatgatc cacttcaaat
  1866421 atttctattt tattttctaa ttctcggtgt ctaaaactga acgtatctat gccggcaccg
  1866481 agtatgacgt attgtttcgc gcctagtgca acttcatgta gtaatactct ttcacaatat
  1866541 gccgcacgtg ctaaaggtgt tggtgataat tgcacttgtg taatccattt taatatttct
  1866601 tgtggattat cttgaaactg ctgtgcaatg tctgtattga aaaaatgtat cccttgaacc
  1866661 atattcattt caatgtcgtt acgttctttt tgagaaatga actctttagc tacataatca
  1866721 tcaaagattt ttggattatc aaattcacta tgatatgccc ttccgaaagc tgatactaac
  1866781 gacgttatac ttgcttcacc ttttttcacg cacatacact ccttcatttt cacaacaaaa
  1866841 atagggttcc cctggccagg agaaccctat tatacacttt atttttatat tggtaaatta
  1866901 tagcataaat aagttttttt gtcaagtttt tagcctacta tcacttcggc actttgtata
  1866961 ttctctagca ggaaaattgt cgatccacac agaatattcc agattataac aataaacatg
  1867021 gaggccaata tgaaacgatt cgtcattatt acagtaggaa aaacacacag cggaaaaact
  1867081 acatttgcaa gagaattaga aaaagagttc cctcactctt tcgttatgga tcaagataac
  1867141 caagcagaat ttattaactc gcattatgaa aaattacaac cagctgaagg cactaataca
  1867201 tttaagcacg gtctttctaa attcattgtt gattatgcga aagaacatac gagtttacac
  1867261 cttattattt gcaactccaa tcgcagtaaa aacggaagac tatatttact aaatgaatta
  1867321 tttccgccaa atgaatatgt acgtatactc gttcactttg acgtcccaga taatgtactt
  1867381 tacgaaagag tggctcgaag cacgcgaagt acgaatattt ttagaggtag ctactctagt
  1867441 ttcaaagaag tactcgatcg gcaacaagct gaatcatttc acgaagatgt cgtggatcct
  1867501 gtagaaaacg aggctgatta tttgtttgtt attcgcaata gtaaagatat acactttact
  1867561 attgaagaaa ttgttcatct tgctgaagtt ttgtccccta ctccaaaata aaagaatttc
  1867621 aaaattacat aatcatagat tattatgcaa atccttcctc taagcgccta acatagtata
  1867681 taatgataag ataatctact tctatatgct catttttaca caaaacagct catgcatatg
  1867741 aaagaaaaga ggtacaaaat atgaaaacaa aacaaacaat tgctgcgtct acactagctt
  1867801 tagcaatgat tgctggcgca aactctgctc atgcagaagt aaatgatgct actcctcagc
  1867861 aaagtacggg agatcgatta gctgaaatta agcaacataa acaagagtta gatgcgaaat
  1867921 tgcagcaaca caaagaaaac gtggatcaaa cattgaatga acttaacaag gttaaggaaa
  1867981 atgttgatac gaaggtgaat gaactacatg aacgtaaaca agttgctgat gaaaaaatta
  1868041 atgagattaa acaacataaa caagaattag atgcaaaact tcagcaagac aaacaaatcg
  1868101 ccgaagataa aatcgcggaa ataaaagagc ataaaaaaca agtagaagat aaagttgctg
  1868161 aagtaaaaga gcataagcaa aatatcgata acaaagtgaa tgagattaaa gaacataaac
  1868221 aaactgtcga tgaaaaagtg aatgaaatga agcaacataa agagaacatc gatcaaaagg
  1868281 ttaatgaact taaggaagtt aaaaaacaag tagatgaaaa gttagctgag ttaaagaaag
  1868341 cgaaacaaac tgctgaggac aaacttgctg agctaaaaga aaacaaaccg aatactggta
  1868401 acacgttaga agagcttaag aaaattaaaa gcaatttaga tagcctttcc gctaacttag
  1868461 aactagctaa acaagatgtg aaaaacaaac tagctgcatt acaagaagct agacaagatt
  1868521 taatcaataa aattaatgag attaagcaat cgaaacaaac tgtttcagac gatttatcga
  1868581 agaaaaaaca agacttagat attaaaatca acgactttaa acatactgag aaaaaaattg
  1868641 atgacaaatt agctgagata catacaacga agcaaaatat agataacaag atcaatgaag
  1868701 tatctcaatc gaaacaaaca gaaacaaaga ctggtactac aaatgcaaac aataatgcta
  1868761 gagaacttcc taacgctggt agtaagcaat caaataatat ggctttaggt atgttatctg
  1868821 tattaggcgg gattttatta gtaacacgaa ataaaattaa aacgttattc tcaaaataaa
  1868881 gccattatac ttattaaaaa caattataca aaggccaacc gcatgtacgg ttggcccttt
  1868941 cctttatatt aactgtccat ctcgaagcgt caatatacga tcacatacat caagcattct
  1869001 ttcatcatgt gtaatcataa tagctgcttt tttgctttct ttcacttcgc gtttcatcat
  1869061 ttctacgact tcacgtgcgc gttttgagtc taagcttgcc gttggttcat ctgctaatat
  1869121 taaatctggg ttgttcatga acgcacgagc gattgctacc ctttgctttt ccccgccaga
  1869181 cagttgattt ggataatgat tttttctttc tcctaatcca aatgccgcta ataaatgatc
  1869241 cgcacgcttt tctgattctt gtttgttttc ttttttcagc tttgcaatgt acagtaattg
  1869301 ctcttttaca tttaaatatg gaacaaggtt tgcaaactgg aaaatgaagc cgattttttt
  1869361 caaacgaatg tctgtcattt ccttttctga taacttcgta atattttgct cacgaatgta
  1869421 tatatcccct tttgatggtg atagtaatgc acccgcgatt gataataacg tacttttccc
  1869481 tgatccagaa ggaccgacga ttccgataaa ttctccagct tttacatcaa gcgatatcgg
  1869541 atgaagggct gttacttccg tattcccttc tccgtacact ttacttactt tgtctaattt
  1869601 taataatgaa gtcattacat cccgcctcca attgcttcta atgcatcaac ttttaatact
  1869661 tgatataacg aaataagtgt tcctaaaata ctaatgacga taaagattgc tgcatattgt
  1869721 gcaatcatcg gtgctgttaa taagaacggc atgcctgccg gtaaaatttg ttctaatcct
  1869781 tgtacaagaa caatactaat tcccatcgca acgactgata agaataacgc ctgcacgact
  1869841 aagctatttg ctaaatacga gttctttgta ccaatcgctt ttaatacgcc taattgctgt
  1869901 gttttttgca gcgtaatgac gtagaagaat acaccgatta ataacgcagc gataactagt
  1869961 aagaatgcaa tgatcatcgt taacgttcct tgctcttctt taaaccctgg aatactttgt
  1870021 agtacttctt ttttattaat aacgtgagca tttttaatct ctttatctgt gttaagtgca
  1870081 attgcgctat aatctttttg gttcggttgt gtaatagcac cccatacgtc ttcatttaca
  1870141 tatacgactg gtgtatggct aaacatttgg tctttcgtaa atccaacgat tgtaaattct
  1870201 ttctttgaaa caggatcaat aattgtatct ccaatatcga ttcctttttc tttaatcgat
  1870261 tcgtcagcaa ccatttcatt atttgctgta cctaatttct caccttttac aatgttcggt
  1870321 tctaaaaatg tatcgcgttc acttgagaaa atagcgatat ccactttttt cgaactatct
  1870381 ttcttttcat acgttgaaac tttcacgcga aacggaacgg cctctttctc gcttgcttga
  1870441 ttgactacgt tatctacatc gtctttctta atttgtgaac gaagtaattt attttccgca
  1870501 tcatctgcta aaacgaactt atttgcctcc atattttgaa tcgatgaagc attatcatat
  1870561 gataatccat ttgctaatcc tgaaataacg aggactaaaa atgataataa caccataatc
  1870621 aatccgatta atccgtatct taattttgat tgtttcaatt cacgcagagc taaaaacatt
  1870681 tcgctcgctc cttcctcttt ctttctatgc acttatcata aaaaagaaat atgaacggaa
  1870741 tatgaacaga agattacaga ggaaagatta aattttcaga aagtattgaa aataaataga
  1870801 atccttgata caattcagtc aaataatact gaccgagtaa atttattcaa ggagttgatc
  1870861 atattgaagc ccgtattaac actaactact tatagccaac taaaagcatt aagcgatcca
  1870921 ctacgtgccg aaatgatgat acgtctatgc gaacgtcctt atactggaca attactatct
  1870981 gagaaattcg gcatttcaag ggcgaaaatt cattatcatt taaaagaatt agaaaagaat
  1871041 gatcttatag agattgttta tacagaagaa aagaatggca ttgttcaaaa gttttatcaa
  1871101 tctgtcgcta aaggcttcac ccctgccaca gatctattac ctcatttaga aatattaagc
  1871161 gaatcaggtc gccaaatctt tttacaaatg atagaaagaa cgaaaagcca aattctcgct
  1871221 gcaccagagg aagcttttac attacgaaat gcaagtgaag acccagctaa gtggaattac
  1871281 gtttcatctt gctgggagtt tgatgctacg ccagaacaat ttcaagtatg ggtaaaaaag
  1871341 ttttatgaat tgatgtctga attaaacgaa atcacaaaag gtgcagataa agatccgaat
  1871401 agtaaacctt attatatttc tactactgca cttcaaatcg cagagagaac aatgcagcaa
  1871461 tttgttaaag aagaagaaaa atcgtaatac gatttttttt acataaacgg tcaaatttat
  1871521 tttaccgaat aaatttatta taaaggagta gattaaatgg atatattgaa aaaccggaat
  1871581 ttcctcttat tatttttagg aagaattttc accaacatag gagatagctt gtactatgta
  1871641 gccgcgatgt ggctcgtata taagctaagt ggtaatcctt tttattctgg attggctggt
  1871701 ttccttacgt tactaccttc tgcattacaa tttcttaccg gtccattcgt tgatagatgg
  1871761 ccaataaaaa acaccctcgt catcacacaa gtactgcaat gcattctaat attaatcatt
  1871821 cctattacac actacttcga cctattaacc gtccaactac tactcatcat catgcccatc
  1871881 gtagccttta tcgaacaatt cgcctatcct gcacagtcaa aagctttacc acttctactg
  1871941 cataaaacac aattattaaa aggaaactct ctcttctcat ttgcgtatca aggcattgat
  1872001 ttaatttgta cgacgctttc tggaatatta gtagcactat ttggcgcgat cactttatat
  1872061 gtaattgact ctttcacatt cgcgattact gcccttttgt tcttttcatt gaaaatgcca
  1872121 aaacaaaccg aaacaggtac aacactttca actaaacaat atttctctga tttaaaagaa
  1872181 ggtttttcaa tcgtctttcg ttccttaatg ggcgtattct taatcggttc cgttgttgcc
  1872241 aatttttcta tcggtatgac gatggcaata ctcccttctt tcgctgattc tttaggtggt
  1872301 gtgaaatcat atggtttctt cttagctgct atatcagcag gtagtttaat tggagcatta
  1872361 ttcagttcat gggttggcaa acgtaacgtt ggccgcgctt ctattattag ctttgcaact
  1872421 ggtgctatct tttggtttct ctctacggtt gtaccgtttc aatggttatc tattttctta
  1872481 ttcggcctag cttgggtacc gattggtgca accaacatat tatttgcgac aattagtcaa
  1872541 attttaattc caaatcgata tattggacgc atcaactcag tgatgcgaag tatgggcaca
  1872601 attgctatgc cattcggttc tttaattggt ggatatgctg caaatatatt tagtagccaa
  1872661 ctcattttcg cactcgctag catcgggatt ttatttattt ctctcgtatg gctactccat
  1872721 ccgaaattac gagcattgcc gaaagctgat gaaattacag cggatacttt tggggtgcag
  1872781 tttaaggaag agcatgggaa aggtgcggct ttatagcagg aatgagagta cgtgaaattt
  1872841 atatcggcga tttttcaaat atatcagcgc aactcgaatt atatcggcga ttttcacaat
  1872901 atatcggcgc aactcaaatt atatcagcga tttttcgatt atatcgattt accgacaaaa
  1872961 aacgacaaaa agaagaggcc gtttccacac agcctcttcc ctctattttg gaagctccac
  1873021 ccgaacagta gtcccttccc ctttcgtgct ataaaccgaa acgtttccgt tatgcagttc
  1873081 aacaatcttc tgcacaatcg ataaccctaa accgctgcct tctacatttc ttgctcttgc
  1873141 tgtatctact ttgtagaagc gatcaaaaat acgatccatt tcttcttttt ccattccgat
  1873201 tccattatcg gatatagaga tgataacgct agactctaac tcttcgacga aaaactcaat
  1873261 ggtcccaccc tcatttgaaa acttgatgct attcgtgaaa atgttactcc atacttgatg
  1873321 aagtaagttc tcatcacctt ttatagtgat atccggcaca tcaaattcaa tggcaatatt
  1873381 tttctcacgc catttccact cgagcataaa aatgacgtct ttaatttgct tctgcaaatt
  1873441 gaattctttt atttgtaaaa ctttctcttc tttatctaat gaagcgagcg taagtaactg
  1873501 tttacataaa ctagacattc gcttactttc gccctcaata atttgtaagt aatggtttct
  1873561 ttcttccaca ctcatctttt ctgtttgcaa tgtctttgaa aacccttgta tggaagaaag
  1873621 cggcgactga aattcatgtg aaacgtttga aacaaactct tgtctcattt catctaattc
  1873681 tttaatactt ttcgtcatct tttggaagct tgtagatagc gtccctattt catcttttcg
  1873741 ttttacgtct aattcaattt catattcccc actcgcaatt ttttgcgtcg cgttcgtaaa
  1873801 cttacgaatg ggacgaacga tgtaacctgc tgcaatcgca ataaaaataa tacttaatag
  1873861 tacgataaac ccaagtaaca ccgctaagaa aattcgcatc tcgccaaatt ggttttgaat
  1873921 gtcagggcga ataaataatg cgtactgttt atcaccgtgc tttagtggta caccgacact
  1873981 atttattaat tcattatcga aaaaaccggt aataaagaga cgagtcggat atgtggaaac
  1874041 accattaaac gtttcgccat tcaacacttt acggattgta tcatcactta tcgtcgtctt
  1874101 acgaaacgca ttgccgatac gctttccatt cttttgatca tctacaatat aaatttcata
  1874161 ccctaacttc gcaatagatt gtaagtacgc ctcttgattt tcttcgcttt gcttttcata
  1874221 taacgattta acttcttccg catactttaa aatcttttca ctgttatacg gttttaactt
  1874281 cacttgataa tatacgttcg ttaataaaaa gccgataata ctactaagta gcataatacc
  1874341 gactgtcata aatacaaatc tagaatataa tgatttcatt ttatttcagc tccaacttat
  1874401 acccgagtcc gcgtactgtt gtaatttgaa aatcatccgt tcgttttgag aaacgatctc
  1874461 ggagcctttt cacatgaaca tcaactgttc gttcatcccc ttcaaaatcc attccccata
  1874521 ctagttcaat taactcttct cttgaaaatg ttcttccagg atagctagca agttgtgata
  1874581 ataactcaaa ttcctttaat ggaagcaaaa tcgtctgccc gttacacttt acttcaacac
  1874641 ctttacgatc aattgtcgtc ccgtgaagtg taattatgtc tgcacttagc atttgataac
  1874701 ggcgtaataa agctttcata cggaaaatga cttcagctgg ttcaaatggt tttacaatat
  1874761 aatcgtccgt accagaaatg aatccttttt ctttatcaac taactgatct ttcgccgtta
  1874821 ataaaataac aggaatatca tgatacttac gaatttcttc acataacgta tagccatcaa
  1874881 cgaacggcat cataatgtct acgatcgcaa gatgaatatt ttccttctct aatacttctt
  1874941 gcgctacctt tccatcttct gcttcaaaaa ctttaaatcc ctctttttgt aaatggtaat
  1875001 gtaacaactc tctaatatgc ttatcatcat cagctaataa aatatgtatc atcttcatta
  1875061 aaccctctct tgttcatcct tctacatcac tacattaaga aacaattgga ttttttgcaa
  1875121 gaaaaagaaa aggattcctt agaagatact cttgttatca ttgtggtcag ctgctttatt
  1875181 ttcttataac ttggtgatgt actctgttgt acgaataagt gatctaatac ttttttagta
  1875241 agtggcataa agaaattcag taatagccca cctaaacaaa cggttaatat agttccaata
  1875301 ccaattgatc catgtaaaat cgttgccatt atcaagaaca taagataaat aaatgttcgt
  1875361 gatataaaga tattcgttct cgttaattct tgtatgatta aagttaatcg gtcaattgga
  1875421 atgggagcaa aatttgtttg tagatatatc gcagttccta atcctgtaat aactaagcca
  1875481 attccaaaat aaatcatttt actgtaccat atttctggtg taattaaatt acgtaataaa
  1875541 aatagccaca catcaatacc aatgcccgtt atgaatgctg ttaacacccc tagtatctct
  1875601 ggtctatgtc tttttaaaat tgagttacaa catattaata ataaagctat tattatttcc
  1875661 caacttccca cagtaagtcc cacatttaaa gaaagtccta ctaaaagcgc atcaaaaggt
  1875721 gacgttccaa gatctgattg tattgtaaaa gaaataccaa gagttaatat taaaattcct
  1875781 aatacataaa aaacatactt cattttaatc aacctcttca tcgttatttt cgttgcattt
  1875841 acaataaaaa tattttatat taaatgtaac ttcaaattgt tgcagttgca acaaaaacaa
  1875901 aagataagga gttcattatg aaagaaattc ttcgtgaaat tggcatgatt gcaagggcat
  1875961 tagattctat tagtaatata gaattcaaag aatatgagct tacaaaaggt cagtatttgt
  1876021 atcttgtgcg aatatgtgaa aacccaggaa tcattcaaga aaagctatct gagatgataa
  1876081 aagtagatcg tacaactgca gcccgggcta tcaaaaagct tgaaattaat ggatttatcg
  1876141 aaaagaaaga agatgaatct aacaaaaaaa ttaaaaaact tttcccgaca gaaaaaggaa
  1876201 aaaatgttta tccttttatt aagagagaaa atgattattc caatactgtt gcattagagg
  1876261 gattttcgga aacagaagcg gaaactattt ctaaccttct tcaaagagta agaaaaaata
  1876321 tagaaaaaga ttgggaattt gtaaaaaagg gaaataagag agattattga ttatataaag
  1876381 gagcgaacta ttaatatgac tacacatata gaaaagtgca cccttaaaga tatacacaaa
  1876441 cttcaagaaa ttagttatga aacatttaat gaaactttta aacatcaaaa ttcacccgaa
  1876501 aatatgcatc attatttgga aaaggcattt aacttaaagc aattagaaaa agaactatcc
  1876561 aatatctctt ctcaattctt ttttgtctac ttcaacgatg aaattgctgg gtatctgaag
  1876621 atcaatactg atgatgctca gtctgaagaa ataggcgatg aatcacttga agtcgagaga
  1876681 atttatataa agagctcctt tcaaaaacat ggtcttggca aatatctact aaataacgct
  1876741 atcgaaattg caatagcaaa taataaaaag aatatttggc taggcgtatg gaaaaaaatg
  1876801 aaaatgctat tgctttttat aaaaaattag ggtttgtacc agctggctct cactcctttt
  1876861 atatgggaga tgatgaacaa gttgacctta tcatgattaa aacactcata taaatttttt
  1876921 gagaggtggg ctattatgta tattccaaag tattttaaag tcacaaatgt tgatgaaatt
  1876981 tggggttttg tccaaaaaaa ctcttttgga acaatcgtca caacaaaaaa agagaaacca
  1877041 atcgcaactc atttgccctt tgggttaact aaacaaggtg atgattattt tattactgga
  1877101 catatggctt atgggaaccc ccagtggaga acatttgaaa cctgtgagaa tgttcttgta
  1877161 atgcttcagg gaccgcactc ttatatctct tcttcttggt atgaaaatga agaagttcca
  1877221 acatggaatt atcaagctgt ccatatatat ggtaaagcaa gtattttaga taaagaggaa
  1877281 ttaatagatg aattaacaac aatgctgaaa aaatatgaag agcatcgtga aaattcagta
  1877341 ttatgggata aactttcccc cactctctta gaaaatgaac tgaaaggcat agttgggttt
  1877401 aaaattaaag taggagacat tcaggctgca tataaattaa gtcaaaatcg aaatgagacg
  1877461 gattatatta atattattga gaaattgtac gatgaagaaa atccagatgc aaaacaaatg
  1877521 gcggaactca tggggagtag attaaacaat cacatataat ccattgtaat tcaactctca
  1877581 catttcaaaa ttaaagaaca gactggagag ctttatcggg cgttttcttt agaacgtaaa
  1877641 agattgaact gaaagtgaat ggcatttaat taaaaaagaa tctattttga aaacagatga
  1877701 ttcaaaatag attcttacgt tttagtatta agattatttt aatgaaaaac aatttttaag
  1877761 ccttcgaaat atcaacaaat ccttctccga acacgtcgcg aacatcgtgt atagcgatga
  1877821 acgcagccgg atctgtagtt tgaacaatcc tctttagctt cactacttct tgcttattaa
  1877881 taacaacata aagaatgtcc ttcggcgttt tcgtgtaata gccatgacct gagtacacag
  1877941 taactcctct acccattaag ctagtcacct tcccggcaat ttcatccggc ttatcggaaa
  1878001 taatcgtaat ggcctttttc ggatttaaac cttcaattac aaattccatt actttcgttc
  1878061 ctacatataa cataataatt gtcagcatca gcttttctgc accaatgatg aaataagatg
  1878121 aaaacgcaac gattaaatca aagaacagta gaccgtagct aatgctccaa cctaagtact
  1878181 tatgtgtcat cctcgctaag attgtagtac ctgctgtcgt tccaccaacg cgaataatga
  1878241 gaccaatccc gcacccgata aatattccac cgaaaatggc atttacgagc atttcatccg
  1878301 aagcaatcgt ccatccttct gttaaatgaa gaaatagcga gttcgtaact acagcgataa
  1878361 tcgtataaat cgttgtgatt ttattcaaaa atttatagcc gactattaat aaaatcgcat
  1878421 ttaaaattaa attgactaaa cctggtgacc actcaaataa gtagtacgta ataatcgtaa
  1878481 tacctgttac cccgccttca ccgaactcat tcgggataac aaacaaattc acacctaacg
  1878541 caaaaaggaa tgcaccaata ataataaaaa taatgtctgt cgttcttttt ttcatacagt
  1878601 acctcacttc ttatgcaaat atttcttcag atataaactc tcaccattat atcgtggaat
  1878661 attcaaatcg aacagtggtt tatttttatt ttcatatagg atgataaatc aactttattc
  1878721 tatatccaca tgtaatttta aaagggtaac aactgtattt attatgtact acaagtaaag
  1878781 ttttgatttc gcatgttatt cacgctaaaa aacaaatatg ggaagccata gaatagactt
  1878841 cgcatcaagc atttcattac tgagatttat acacaatttt atacttctgt atgttgttga
  1878901 ttatttcact ttatttcttc cgggtaatga aaaaaactcc attaaatttg catagttagt
  1878961 atgcgaattc aggagttttt tcatatacta ccattcggtt tcatttctaa tgcattcaac
  1879021 tcacttttta caccttactt ggctcattca aaattagcac gaggttcctc taaccgcttc
  1879081 ttacctctcc agttaaataa gctttccgtc ttcgtctgct gccctggttt cacaaacaac
  1879141 attgccccca ttgcaatagc ggccaaaatg gcagctacga taaacataga aggatagcca
  1879201 taacttacaa ctaagtatcc agttaaagtc ggggctaaga ttgtcgcgat attagcgatg
  1879261 aaatgcataa ttccactata tgttcctgag taagcaggag cagtatcgac aataattgcc
  1879321 caaaataatg aacttggtaa aaaagcaaac gcatttccaa gcgacataag cgctaataca
  1879381 gctacgtaat tattcatcgc tggaatgaag ctaaaacaaa ttgctgtcag taataaagca
  1879441 ataatcggta acccggttcg agctaaacga aggtttcctg ttttacgtaa aatacgatca
  1879501 gatagcttcg cccctagtgg caatgtgatg caagctccga gccaaggaat catcccaaga
  1879561 taccaaaggg aagataattg aaaatggaat acatcttgca agtattttgg tgtccaagtt
  1879621 aatattaaaa aattgatata ttggaagcaa aaatatgcta tcgtaaccat aacgaatgtc
  1879681 ggaactttaa aaaaggagta ccatggctct tttggaattt ctttctctac ttttactgat
  1879741 tgaagcacac cttccgtact tcgtatttca gctagttctt cttttgtcac tcgtggatga
  1879801 tcctcaggca tattcgtaaa agtaaaatac caaataatcg cccatacaat ccctattgta
  1879861 ccgaggataa aaaacatgat tttccaacta gtgaaagata gcaacagaac cgctacaggt
  1879921 gctgttaata ctgcccctaa cggaacgcca acaaaaccaa gggatgttag aaaagccctt
  1879981 tcttttggag ctgcccagtt tgctgctgtc ttattcgaaa ccgcaaaaga tggaccttct
  1880041 gttaatccaa ataaaacgcg gaaaatagca aatcctatta aagcagaccc tccaaaaaca
  1880101 gcaatcccta tttctccagc aaaagcagtc gcaatttcaa aaatagacca agccgtcgct
  1880161 gctacaatcc atacaaattt cggtcctttt ttatctgaaa aaatacctcc taataaagaa
  1880221 ccaatcatgt aaccgtaacc aaaataccct aatatagctc cccactcctt cgggtcaaag
  1880281 ccatattcct ttataatgaa agactgcgca taagcgatgg cccctcgatc aatataattt
  1880341 actatcgtaa taaacgtgag cattgtaaag acataataac gaaatttatt cttcatcaaa
  1880401 agtcccactc cccctcgcat tcttttgttt ttcattctaa tcctttaata gaatgacatg
  1880461 gaccttgcct gggccatgaa ctccaaaagc taattccatc tcaatatcac ctgtccggct
  1880521 aggcccagtg ataaaattaa tacaggcagg taatccattc gaaacctgtt catgaattct
  1880581 agttactcct tctgttaagc gtctataaat tgtatgttct gagagaattg ctacataaac
  1880641 tgctggcaaa acgctaacta aacgcccgcg tccaccacca ttccataaaa caacggttcc
  1880701 cgtctcagcg agtcccattt cagcatatgt aattcccata tccacttgag ctgcataatc
  1880761 ccgtagttct ctttcccctt ctttactttg ccacattcga tgagaaacga aatttcctat
  1880821 taaatgcttt cctatttcaa gttgatgtaa tctatcatcg tcccaataca ccgcagattg
  1880881 aatattaaat ttatgtacaa catactgtag tgcactccct atttctgaac ggtgtatatg
  1880941 acttacttct gtatgtaacg tatgcaagtt tgcaataaac tgctctacta aacttttgtg
  1881001 atctatctca ttagaaaagt ggctaagtgg attgtttttc cacctgggag gagtaactcc
  1881061 cgagcgacgt tctcgattta atttacgtgc gatattgttt aaaaaagact cttgtacatc
  1881121 cgtattcata ttatgaatcc ctcgtttctt ttttccacca atcacggaat gattgtttcg
  1881181 caggttttgg aaaatctcta ctttctgtcc atccttttaa tggacctggg ccattcgcaa
  1881241 tataaccatc ttttgcaaat atcgataacc ctgtatgtgc cattttaatt gctttctcat
  1881301 aaacgaatgg atgactcacc ataaacgtga aacctttaaa ggcaagttgc tcaaatttcg
  1881361 ttataaaccc ttgttccacg acatctttac gatgttcaat gagaaggtca tgcaatggaa
  1881421 ttttcacagg acaaacatct gtacatgctc cgcacaaact tgatgcaaaa ggtaattctt
  1881481 ttaactcttc atatccttct aataaaggcg caagtaccgc tccaattggc ccgctataaa
  1881541 cacttccata agcatggcct ccaatattgc gatacacagg acaaacattt acacaagctc
  1881601 cgcaccttat acactttaat acttcttcat aagcagttcc taaaatatca gaccggccat
  1881661 tatctaaaat aattaaatga aattcttcag gtccatccat atcttcatgt aaacgcgccc
  1881721 cattaattcc tgttacataa gatgtaatct tttggcctgt agcacttctt gttaacatcg
  1881781 aaatgactac atcaagatct ttccatgtcg gaacaaggcg ttccatcccc ataatcgcaa
  1881841 tatgaacctt tggcaatgtc gtagtaaggc gagcatttcc ttcattactt ataagcacaa
  1881901 ctgatccaga ttccgctacc gcaaagttac aaccggaaat accaatatca gcctctaaaa
  1881961 actctttacg caatttctcc cttgcaaatt gtagtaattg attcgtatca actgggatct
  1882021 ttcttcctgc ttccttagaa aaaagctctg ctacttgttc cttcgtctta tgaatggccg
  1882081 gggcgattaa atgggatggc gtttctccag ctaattgaat aatatactcc ccaagatcat
  1882141 actctactac ttttaccccc atctcttcta agtttttatt aagatgtatt tcttctgaaa
  1882201 ccatggattt tgacttaatt actgatctcg ctcctttttt tcttacgatt tcagaaacat
  1882261 atgatacagc atcttccgct ttgaaagcga aatgcacatg ccccccattt ttccgaacat
  1882321 tagtagctaa ttgttccaaa taactatcta aattttcgat tgtgtgcatc cgaatttcag
  1882381 atgctgcctc gcgccattct tccatgttcc ctaattcatg tgtagcctgt tcccttccca
  1882441 tccgaagccg atcttgtgta aacggaaccg cgcttctcat ctgcggatca tgcaacgctt
  1882501 tatctactct tttcaaaaaa tctagttccc ccgccacact catttattca gccccttcgc
  1882561 cagtacttct gctacatgta acacttgaat atttttattt tccctacgca atcttccccc
  1882621 aatattcata agacatccca tatctgctcc aattaagaga tttgcttctg tcgcctcaat
  1882681 atgttttatt ttttcatcaa ccatcgtttc agaaatcgag ctcattttca ctgcaaaagt
  1882741 accaccaaac ccgcagcaat cttggcaata tggtaattct tttatgtcta gaccttctac
  1882801 ttgcgataat aacttcagtg gttcctcttt gatcccgagc gcccgactca tatgacaaga
  1882861 ttgatggaaa acagctttct caaccaactt agatttccaa tcatttttcc caagtatatt
  1882921 tactacaaag tccgtcaact catacgttct atccgctaaa tgaaccgctt tttcatacca
  1882981 ttcactatca cctttaaaca tctctttata ataatgatga accatgctag cgcaagaacc
  1883041 tgaaggggtc acaatatatt cactatgttc aaatgcttta atcatttgct ttgctgctag
  1883101 ttttgcatct tcttgatatc cactattgta agctggttgt ccgcaacaag tctgtccttc
  1883161 agggaaatct agttccactc cacattgatt cataatttct acgacactct tacctacttg
  1883221 aggaaaaaac acatctgata aacaagtaat aaataacgag actttcatca aaatccccct
  1883281 caaaacgata tgatctattt tcaagttatt acttttttga acattatttt taatttttag
  1883341 aattttctat ttttaaaact ttttgtttat gatatcatgt gggagattat atgaaaacta
  1883401 tctataaggt tgttttccca tacaaaaatg gtatagaaag ggactttgac atggatataa
  1883461 gaaaacttcg ttactttatt gtaatcgctg aagaaaaaca gcttacccgt gctgcccaac
  1883521 gacttcatat ggcacagcca cctctaagta gacaactatc gctactagaa caagaattat
  1883581 cagtaaacct ctttgaaaga aacggccgaa atatgctttt gactgaagaa ggaaaaattt
  1883641 tatatatgaa agcaaaaaac attattcttc aattagaaga aactattacg gagattaaag
  1883701 ataccagtga agggctaagg ggcaagctat ctattggagc atttcattct tgcattcctt
  1883761 ttctttctga aaaaatacgc tattttcaag ataactatcc aaatgtgaac ttaaaaatat
  1883821 gggaaggtgg cccttcatac ttaatagagc aattagaaaa tcggcatatc gaactcgcta
  1883881 tcttgcgtac accttttaat aaagatgttt tttctagtat ttgtttatca aaggaacctt
  1883941 tcgtattagt catgcctgct aaatgggaac tatatcgttc tcacctccca atccctctaa
  1884001 ccgaattaag ccatattccc cttttacttt tacataaaga taaagaaaat agctatcatc
  1884061 agctcgtcat cgatgaatgc aagcaccttg gtataacttt aaatatagca tgtgaatgtc
  1884121 ctgactcagc atttattctt atgcttatta tgactggcat cggtgcctct atcttgccga
  1884181 aaagtgctat atctcatatc ccgcaagaat ttataaaaat agtagattta atagatttcc
  1884241 cttatgagtc tgaatcatca attatatggc tgaaagatcg gaagctttct aaaagagcgc
  1884301 aacgatttat agaatgtaca taaatgaatt ttagaggtgt agcgatgtat ttctacgatt
  1884361 cttcaccact attacctcgt ttatcaaatt atttcttcta ttattattga acatgttata
  1884421 ttagtcgctt atgtgaatac gagaatagct tattaatcct tttaaacaga aagtacccac
  1884481 caaatgatca tttgatgggt acttcatgat acatttatta tttacaggag tttaattaag
  1884541 accaaatcca aacatcatca ttattttcaa cgttgctctt tacctcataa accttttcga
  1884601 tatgatccgt tgtgttccag ttaatagaac ttccacccca gcctacatac ttcatatcaa
  1884661 ttttcacttt ctcacccgta tgaaatactt gtccctttgt taagaaaaca tcaataatca
  1884721 ctttcttccc gtttagcgat ggatactcca ctacgacata tttagtagca ccgtctccct
  1884781 gatcttccat cgttcctact tttgctactt ccccaattac ataatcaggt gagccatctt
  1884841 ctttcatgtg catgcctaac ttgtttgttg tattttcaac tgcagttgca accatatatt
  1884901 ctgtaaaatt acgcatcata gatccagtag cttttacttc atctcctact ttcacatttg
  1884961 aaagtgaatc tatatatacg ctaacaggtt cttcgtattg cttagatttt acaacaatta
  1885021 caccgttatc tacttctact actcgtcctt ctaacgtcga gaaattcgat tcaatagaag
  1885081 ctgcactcgc ttttgttagt tctaatcctg gtacattcgt tcctgataat gctgcgattc
  1885141 ctaaagcacc tgctaaaatt aattttttca tacccattat gaaacatctc cattcatgat
  1885201 gattttattt ttgattggat acaaccaacc tgtaactatt atagttacag gttgtaaaga
  1885261 atagcaaccc tctttctcat gcaatgatgc atactgtact ttttaaatat aaagcgtttt
  1885321 tctctatatt caatactact gctaaattct tgtacaccag caggtaaacg gattgatgat
  1885381 gaagaaacta atgacatgca tcatattttt caatgctacg gtttgtataa tcgtatttca
  1885441 ttacattatg tagggcggaa ttcatatgtt aataaaacca aacagattac agccaggaga
  1885501 tatcgtggca acagtaagtc cttcatgggg aggcgcaggt gatcctgaaa taagatggcg
  1885561 ttatgaacaa ggagtaaaga gattagaaga ggttttcggt cttatggtta tcccaatgcc
  1885621 caatagttta aaaggtagcg aattcattta taacaaccca caggctcgtg cggaagattt
  1885681 aatgacagca tttaaagatg cgcgcgtgaa agcaattatt gcaaatattg gcggtgaaga
  1885741 tagcattcgt ttacttcctc atatagattt taatgtgata cgtgaaagcc cgaaaatttt
  1885801 tatgggatac tctgacgtta ccgtctcaca tttattttgc cataaagcag gtctttcctc
  1885861 tttttacggt ccagcaaatt tgaccgactt tgccgagaat atagagatgg atccatatac
  1885921 ggttgaaatg gtaaatcgaa ctctcttttc aaatgaaatg attggcgaga ttcaaccagc
  1885981 tcataaatgg acgagtgagc gtttagaatg gatcgaaata aataaggata caagacgtaa
  1886041 gatgcagcaa aacaacggat atgagttact tcaaggctct actactgtac aagggcgctt
  1886101 aattggtggt tgcattgaag tacttgaatt tgcaaaagga acggaacttt ggcctgagaa
  1886161 aaaacattgg gaggatagta ttatcttctt tgaaacttct gaagatcacc cagaaccaag
  1886221 ttatataaag tattggttac gaaattatgc agcgcaaggc attctgaaaa aagcaaaagg
  1886281 aatcattttt ggtaaaccga aagatgaaca atactatgaa gaatataaac atgaaatact
  1886341 gcaggttatg aaggaacatc atttagaaaa tttgccgatt ctttataatt taaatttcgg
  1886401 ccatactgaa ccgaagttta ttttacctta cggtgcgatg gcagaaattg attgtgaaaa
  1886461 tggatctttc tctattttag agagtggcgt ggaataaagt gaaactttaa tcagtggggg
  1886521 ttccattcac atcgctacca agttaacatt ttgaagttct cccagaacga aaatttattc
  1886581 ttttcatagg tattcaagga aatttagttt atttttttcg ttttagggaa caattaattt
  1886641 cttaagttga tagcgatggg gtattggtaa cataaatgtt catgctagtt aatcgtttac
  1886701 tttttttctg agtacgtaac acccttttta ctttctgtat acacttgttt tttcttacgt
  1886761 tctcaaagtt gttttttagt taatcaatat atattaactc gtgtaaatag ttttttatcc
  1886821 ttccaatata agcatctgtt atttcataga cctgtcctgg ttttaaagta ttcataatat
  1886881 gttttaaatc aactttgata tactgagatt gtttttttat agatatttta tgttgtttaa
  1886941 tacataacag gttttaactt atcagaagac ttcacccagt tcttatgatt tcagatgatt
  1887001 tgctctctat aaccatgaac gaactcttcc atggtaattg gtttttacct agcaactcta
  1887061 acaagcctga cgtaactctt ttggctagcc ctaatttagc tgctggatat atagcaatca
  1887121 tcactatgat aaaatcaggt ttgagtcctt tttgaatcat ctttttctaa ttttccatat
  1887181 accgggattt ttataggttg tttgttcatt tcctttgaaa taatttcagt aatttcataa
  1887241 tatgtcaatg ctttagtccc tgctaaagcg tatgattgga attcgtcacc agcttctgtt
  1887301 aatactttta cagctacttc tcctatatct cgcacatcga taaaactcgt tcttcctctt
  1887361 cctgctatta cctcaatttt tttcatttct taactcttca ccatattata ataatacgtt
  1887421 ttgcataaaa agctcggcct taaaaatgta taagagattc ctgaattttt tcttatttct
  1887481 tctattttca catgaggtac tatgtttttt tccacaccta gtaaccatag aaatacaata
  1887541 tgttgaacac caacttcttt cgcaacatca accataggct gaaaatccat ctttccatca
  1887601 gtaagatatg aagggtgata gcctagcagt aggtcggtgg tgaagttcga ttcctgcgta
  1887661 aaatatcaac cgtataaaga gaaatccaat cttggacatc tagaggtgga gcgcccaaaa
  1887721 ggagggatta gagagacgaa agggttattt tcgtcgtgga actgagaagc tcccacttca
  1887781 agctttgcaa agtcgcgagt agttcatgag aatatccctt aattatgtat attaaaaatc
  1887841 tttttagcca attaaactcc ttatttcaaa actagtaaaa tcattttgtt catagagact
  1887901 acattttttt agtttttagt tttagttata gcaaatgata tagaatacaa aaacgcgtga
  1887961 cagtctttaa tgtagacttt catcgacagg tttttcataa catcctatat gaaggaaaca
  1888021 cccatccttt ataatcaata catttggatg agtgtttagt aacgcattac ttattctatt
  1888081 cttactggct attaagatat ctaaaatgat accttattat ttcaattttc atttaaattc
  1888141 tattaactgt atatatcttt ttctatactc tttaacaaca tttctaacct atccctagta
  1888201 acttgattaa aatgtggatt taattccttt attatgaatt caagtaactc atagcttatg
  1888261 tattcaccca attccagtga atattgttca gctaaaaaag actttaattt tttagagata
  1888321 tcaatcttat cctttttact aatctttatc tccattcgat aacaaacccc tcttagatta
  1888381 atcttacatg ctaatcaaaa tattttttta atatttatga aactttgctg tttactacct
  1888441 tattggatat acaacaaggt agcctattta tgtcatagta ttcaatcacc tgagaactag
  1888501 tcactgttgc ttatcatttt tatttttgaa gtatctctga tgtatatatt acacattaca
  1888561 atatataaaa caaagcccaa atacggaatt tttaacttta tcaatttttt tagagtttcc
  1888621 acataaaatt acctttttca tattataaaa aatttttcct ataaattttt catactttct
  1888681 actttcttgg cactttcatt actgtaagtt gaaattttcc tcatttttaa aataatacaa
  1888741 cctagactca atgcaaaaag tgaaaatatc ccaaaagtaa cagtgatagt atttaatgat
  1888801 agactccagc taattaggaa agatactagt gcccccccta aactagccga tgcaataaat
  1888861 aaactagtca cttgatcaat attattttcc ataatacggg aagctaaaat taatgttatt
  1888921 ggaaaaaccc ccgctatgac taaaccaata ataaagatga taaacaaata catacctgta
  1888981 cctcgaacaa agggaaatag agataaaaga atcactaatg taaagcaact agatgtaatg
  1889041 tatgtccaat aattaaattt atgggctagc ttacctacaa gtattcttcc tataactatt
  1889101 gctagccaaa aacaagatat acttactgaa ctgattaatt cattattggt aagaatcatt
  1889161 attgtagata aaaaatttgc aagattagtt tctatgcctg catataagaa tgcaaaaagt
  1889221 gaaataaata atataactgt aatcttttca cttttaaatt tcagagtgaa tgaggaaagg
  1889281 gatgctcctc ccttttcatt attttgagga gaaaaattta gaaatttcgt acgtccaaac
  1889341 acgtaccaaa caaacagtgt aaaaataaag aatagtaata tcccataaag aataaaatac
  1889401 cattcgtaaa attttataat ataattaact agtaacggaa accctagcgc cccaacccca
  1889461 aaccatactt caagaatgct aaatttagca gcactattcc tttctgctga aataataaag
  1889521 gaacccaccg tagtttctaa caaccctgct ccatagccta atacaaagca aataacagat
  1889581 aaatatgccc attcttttat atatataaaa cctcctagaa cgatggacat tactaaaaca
  1889641 cctaatgtta ttgttttaaa ataatgatac tttcttacta atataggtga acttagaaca
  1889701 ccaaataaaa aacctgtaaa ttgaaaaaat attaaaacac ctaattgatc aggggttctt
  1889761 ccataatatt gtattaatga aggaattaaa ctacctatac aaacatgtat gattcctaca
  1889821 ataaaataaa acaagcaacc ataataaaac attaaccgca tcttttctca actccaatcc
  1889881 aaaataaaaa cagggattta agtaaaagtt ctaaacccct gtttttacca taaaactaaa
  1889941 tagttgctac agatcgctct ttattactac tgcttttatc aaaaaacata tccaaaataa
  1890001 cttgtgaacg aaatccatct tcaaatgttg ctacagactt tttaggacca tcttccgcag
  1890061 cctttgccca ttctaaaatt tcacttctaa aagaatcaga ccattcaaaa atctcgtttt
  1890121 ctggatcgac tagtaaaggt aatggtaatg cgatttcatg tttttccaat ccatcaaaga
  1890181 gtatatattt atttggctct ttagaagaat acttatattc ttttttcgta cctattacct
  1890241 ctatactaaa accacaatcc tctggaaatg aacttttaga tgttgtaata ttaacaaaaa
  1890301 ccttattttc caattggcca taaacctcag catagtcatc aacaaaaact ggtttgcttt
  1890361 ctttttcctt aacatttgtt ttgattttag ttcgaacggt atcctctcta aaatcactct
  1890421 caaataaaaa ccatagtaaa tctattagat gaattcccaa atctcccaag gctccactag
  1890481 ttctattact ttgaaaatca tctcgccaag taaacgaagt tctcctaaaa gcgctatttt
  1890541 ttttaaaatg caatcttatt actactattt cccctaattc ttcattttga attaattgct
  1890601 ttaaagcctt aacataggat aagtagcgat aattaaaccc cattgaagcg actaaattag
  1890661 tatttttcgc tattgtcatc atgtactttg cttcctcaca agagatcgcc ataggctttt
  1890721 cacataacac atgtttgttt gttaataatg cttgaacagc ttgagattta tgacaaaaat
  1890781 tcggggaaga tattattacc ccatcaacta cttctagtaa ctcttcatag ctatcaaaaa
  1890841 ccttcccacc aaaatcccct accaatttat cggcattctc agaattaaca tcatacactc
  1890901 caactaattt acaattatca atagttgata atgctctaga atgagctctt gcaatacttc
  1890961 ctgcacctat aattccaata ttcattatat gaacatctcc ttttaattaa taatgtgctt
  1891021 tagagtattt aaaattccaa tcgagtattc accttgagct aacattgagt gtattttttt
  1891081 agcctcttct gttgcatttt ctactaaata accatgtctt acagcttgta gcattcttaa
  1891141 atcattccca ctatcgccaa aagcaattgc atttgattta tctagttcgt acttgtctaa
  1891201 aataaatttc actatctcat ctttacctgt tccaagtgga ataaaatcta catcatagca
  1891261 attttctggg tcaccagcta atggattaca tttgttaata ttaactccaa cttggaatat
  1891321 ctctccgatt tcttctatct tttctaaatt ctttgcatca ataaattcat tttgctcttc
  1891381 ataataaaaa ttaaatttgt acttagaact tcctaattgt gtctgaggtc ttaaaaaaat
  1891441 ttcatatttc atttctagca agtgaataat tctttcaatt tttgaagaat caaaaccacc
  1891501 ctctataatt ctctctttcc aaatttgatc atctatagta gtcccattac tatcaaagta
  1891561 cgttatttct gtacctaatc cactcgccac aaaatgagga aaatactgta taccaccctt
  1891621 tttcattttt tcaacaattg attctaaact acttcccgtt acccaaccaa ttactaaatc
  1891681 ccctttactt ccttgttcat acaaatactt ttctaacaat ttcatattgc ttcttttaga
  1891741 atcatccatg ctatgaggat aataagtttc atcaaaatca cagaacacta catatttcgg
  1891801 gtttttaacc tgtggtagtc tttcaaaatt taaagacttc aaaacttcat tacttattga
  1891861 cattgaataa tccctccaaa acgaaatttt gctcttctaa catcatattt ggatgtaaag
  1891921 gtagatgtaa tatttcttta tgaacttgct ctgtattgaa catattgttt tgcaaatcat
  1891981 tttcctttaa ccacttagta ttttgtttat gagataatac cggataataa atatctgttt
  1892041 caatgttata caattggtac aatttatttt tcaactcgtc tcttcttcca ttttcaactc
  1892101 taatcggaaa aaggtgccag acattatctt ctgtcatcat aggtagcttt attaattctc
  1892161 tatcctctaa atcctttaac tcacgaatat atcgttgagc taaatacgct ctttttaaat
  1892221 tgttgtatga taaatactta attctttcca aaccaatagc tgcttgcaaa ttatcaattt
  1892281 tagaattgaa tccaaagtct aatacctttt tattttttta tcaatttcaa atccatgata
  1892341 actatattga ttgcaacgta ttgcaagatt ttcattatta gtaactattg cacctgcctt
  1892401 gccacataca ccaaaattct tatatggatt aaaactaagg acaataatat ctccatattc
  1892461 tccaagattt gaagaaccaa tagcttgaca tgcatcttca ataactctta attgatatat
  1892521 atccgcgatt tcacgaattt ttttcatttc acactgctta ccatacaaat gtacaggtaa
  1892581 aatgcatttc gtttttgggg tgatagcttc ctctatttta gatggatcaa tacaataact
  1892641 cttctgatct atatctacaa atataggttt tgctccgacc gctaacacag cattttcagt
  1892701 agcagcaaaa ctattagctg gcataattac ttcatctccc ggctgaatac caatagataa
  1892761 caatgacacc ataagggcat ctgtaccact gcttgttgca attacaaaat ttttatttaa
  1892821 ataacttccg attacttctt ctagcttttt tgaaaatggt ccacttgtaa attgacctgt
  1892881 cggtaaaaca tcttttaaag ctccaataat tttttcaacc tcatcttgag aaatcaaccg
  1892941 attaactggc ataaattcta ttttctgtat attttttctg ctataattga aaatatcttt
  1893001 ttctatatca atatctattt tcaatttgtt ttccctaaat aatttctctt tcatcttgtg
  1893061 attcggtaat atattactaa tttcaaattc tttttctttt gtttccccct gtaggcactt
  1893121 taataaagct aaattgtctt tactatgtcc agaaattgta gtaagagttt tcacgttaaa
  1893181 tcacctctaa gaaattattt tgaaaatcat gagtagacta tattttatgt tatcgattac
  1893241 atgtcaacat attttttacg gagggttttt ctatggtaac aattaatgaa atagctaaat
  1893301 tatgtaatgt atcaaatgct accgtttcaa gagttctaaa taatcatcct tatgtaaatt
  1893361 cagaaaaacg tgagaaaata ataaaagtaa tgcaagaatt caactatact cctagtgcta
  1893421 ttgctagaaa tcttaggata aataagacac aaaccattgc tctatcaatt ccaaatatag
  1893481 atcatccctt tttcgggaaa ttagctagag aaatttctaa agaattatta aaacacaatt
  1893541 acaaattgct aatttatcag actttttatg agaaaaaaat agagcttgaa ttactttcat
  1893601 tactaaagaa taaagctgta gatggtgtaa ttctcgcatc tctagaaaat agttgggaaa
  1893661 atatagagca ttatttagca tatgggccca taatactttg taatgagtat gaggaaaatg
  1893721 cacctattcc gataatttgt tacgatgaat ttgaagctgg atacaaagct gttaaacatt
  1893781 taataagcaa aggttataaa aaaattggct tttgttttga ctctcttaat agtcaagcac
  1893841 aattaaaacg ccaacaaggt tatctgcatg ccttaaaaga aaaacaatta ccattcaata
  1893901 aaaaatggct atttggagat gcaattacta ttaatgatgg atttaaaatt tttgagaagc
  1893961 tagataaatt aaaagataaa cctactgcat tatttactgg aaatgatcaa gttgctgctg
  1894021 gagtcattaa aggagctact attagggggt attctattcc aagtgactta gctgtttgtg
  1894081 gttatgataa tcaattaatt tgtacagtta caaccccaac aattagtact attgatattc
  1894141 caattgttga actgagtaaa cgtaccgtta aggagatact actatatata aatacagatg
  1894201 aatctattaa acgtaaaatt attgaatacc ctacaaactt aattattcgt gaatctacat
  1894261 aattaaatta aagtttttgc ttaaactgat gtgattaata aaaagaggtc gtaaataata
  1894321 atgcgtcctc tttttatcgt tttaggtatt aaattctacg tacattcgac atgaattgat
  1894381 tagtttttat gaattttatt gaaaaaattg taaaacacct ccatttttcc ttctattttg
  1894441 ctatgatagt tacaattaaa taggattaag atatttctat aggatggggg aatatatagt
  1894501 gagtgtttca gtaaagggaa atgagcaatt aacctctcta ttgaacgact ggtatcgatc
  1894561 tatgctatct caacaagttg taaaagctac taatctaaaa aagaaaattg atgaaaaaat
  1894621 tactaagtta agcattgagt caaatcaaga acgtcaggat caaaatttgt tactatatta
  1894681 ctcactactt gaatttcgtt acacagtctt aacagatagc ctcggtattc aacaaaatag
  1894741 ttttgatgct attagtgatt acgatatgcc tacagaccat tttctacgct tctattatca
  1894801 cttttttaaa tccattcatt ccacttttat atcaagtttt actgaggcag aggaacatta
  1894861 taaactggca gaaaagatac tagtaaacat tccagatgag attgaacatg ctgaattcta
  1894921 ctatagaatt gctacttttt atcatcatac ctataacatg ctcgcttcta tcgaatacgc
  1894981 aaataaatcg aaagcaatct tttcgaagta tgaaggttat gaagtaaaaa cagccttttg
  1895041 taatagtttg ttagggggtt gctgtatcta tttaaagcag tacgaacaag cagaagaata
  1895101 tctacattgt gcaattgaat tactacagaa gaataaggaa gaagattcct tgttatacgt
  1895161 aaaaagtact atggggtggc tgtattctga tcaaagtatg tctacgttag ctattcgtca
  1895221 cctttcagaa gtaacagaaa aaatccctac acacttcaaa gctatcttcc tacaagctaa
  1895281 ggaacattat aaattaggag aacaattagc agctagcaaa ctcattgata agggattaca
  1895341 gatctgcaga ggaattcata acgaagaata cacacaccac ttctctattt taaaaagatt
  1895401 aaatgaaaat attccactag aagaattaga aaatatcatt caagaaggaa tcttatactt
  1895461 tgagcaagaa gaattatggg aatatgttgt cgaatacgcc gaattatttg ccacaaaatg
  1895521 tagacaattt gagaaccacc aaaaggtaag tgattatttc catatttgtt atcaagcaag
  1895581 acgaaaatca atcgaaaaag gagtgttaaa ataatgaaaa aaatcagcct attattatcg
  1895641 ggtattgctt ttattgggat tctaacggtg ggaatttctc cactttctaa agcggatcag
  1895701 tttgctactc atggacatta ccctgttcct acatatagtg ttggcgatca tggtggtgta
  1895761 ccacaacaaa cttaatataa gtgtatgtaa agacccgtca tttgaagggt ctttacatat
  1895821 caaaatatgt attgttcttt ttggctacgc caaatcaaaa ttcttctctc gcctataacc
  1895881 ctgcactctc ttaaggcagg atcattcttt cggaaaatgt aatagactaa ctattatatc
  1895941 tatcaactct ttatatgcaa tattacatgc gaagtgcctt aaatattttg ttatactatg
  1896001 tatgtggatt tttcatccag aaatcctctc aaacgcatat ttatgtatat gccaccctaa
  1896061 ttgatgaaag tgagaagaat gtttatcatt tttctcactt tttttattta aattatgtgc
  1896121 ttgtacttat tctttagtta ttttaaataa taaaagctca aaaagagaat tcacttttca
  1896181 aatccaacct attgaatcaa ttattatcta ataataccac accatcttta tcaactcatt
  1896241 ttagaatatt tgaacaataa ttttatatac aagctctgca taaattattc attttcattt
  1896301 ataaagataa tgctaaatat atactctaac attaccttcc ccaaagttaa ttatagagta
  1896361 ttttctcaaa aaagatacag ctctgcccac ttttggaata ggattttttc tttttacata
  1896421 tactattttt gagccttttt accaatacgt gttctattgg tgtcttgaat tcctcctaac
  1896481 aagggcggca gatacgactg catgcccttg ttatttatat tgctgttcta tatccaatac
  1896541 agcaattgaa aactaaagat gcactattac atattttttt cagtttagat tatgttaaaa
  1896601 tttcttaagt tgtttatttc atagttgaat tatggtttca tatctaattc agcaatatgt
  1896661 gagctgtatc ccaaaagaaa agacactcaa aaggtgtctt ttcttctttt aattaaaaaa
  1896721 acatttttct tttccaaaga ttttctgtct tgttcttaat tttgtcaaaa tcctcatata
  1896781 gctatacaaa acatatatgc tattatgttt ttaagaaact atgtgttccc ttaaccctgt
  1896841 atccgaccct gtatttttac agggtctttt tttattttat ttactttcat tagtttataa
  1896901 aagttaatac acaccccatt tcaattaaaa tcgtttaaat gttagttaga atttgaaatg
  1896961 ataaatctat tagctttttt gacaattgta atctaatact agatttctaa atgtatacta
  1897021 cactaaacat cagttaacac tatacacata gtgttaacta tcttaattga atattagtaa
  1897081 tagtaagtat aaagattatc aatttactat atcttacatt tatgtaaaaa tagatgtatg
  1897141 ttaagctttt tcaaaatctt tcccctaata aagatttgaa gtagcatttc atgattctcc
  1897201 ttactgttaa tatgccttga aaaagaaccc aatagggttc tttttcttct gattacatcc
  1897261 tcagtaatta cttatttaac atacaaaaag gactgacaat tacttgcaat cctttttaca
  1897321 ccttaatata cacttgtatt aagtacttaa ctctttattt agcatgcatt taaactaaac
  1897381 cagtcattat tatttatata taaaacactt caaaatttag aaatacacaa taataaatct
  1897441 ttcccagctt ccagctacat aactattagc tgttaattct ctaccgccat ttgctgatat
  1897501 gaatctacca ttacttagcg cttgtaatac atatatccta ttgtctccac cattatataa
  1897561 gataaatttt tcccatgccc caattgatgt acgatctgct actactctac catttggctc
  1897621 aaacgaaaca tactttccat tacttttcgt ttttaaagca aacgtatata attctccagt
  1897681 cggaattaat tcgaatttct cccatttatt aactgcacta ggatttgcta ccacatttcc
  1897741 cgatggctca gcagaaacat attgtaaatt tgcagcttgt atagcaacag tccaacttcc
  1897801 attaaataga ctcacacctt ttagtgaacc ggtatttgat tggtcggctg ccaatgcgcc
  1897861 attcgatggg gttatcatca ttatcattag aaccattggc aaaaccatta aaactaactt
  1897921 tttaaagatc ttattaccat ttgcatgagt tatgaacctc ttcattccca ttcctctctt
  1897981 aatatatata gcactcatat acatcatact aaatatgtaa aaatttgtaa taaataaaga
  1898041 tctttatcaa caaatacctt attattctgt ttcttttttc tcaaatttat cattttctaa
  1898101 aaacaaaaaa agaatccttt atggattctt ttttgccttg cactcttttt caaatagtgc
  1898161 atttttgcac ctacttttag tataacttat aattcctata aaataaataa gattaaataa
  1898221 aattcacttc tttattttca taaaacatca tacatactcc ttcataattt tacagataaa
  1898281 atagggtatt ttaaaactca tcttttgaac attcctttag ttgctccata gcaatctttc
  1898341 gcgcatgttc ctcactatct atcaaagtca atccttgtga tatataactc caaaattcat
  1898401 atccacaatc ctccatccat ctataagctt ctgttatata tagtccatct tttcttctaa
  1898461 tgatttgaac cttatagttt ttacttggag aaaaaaactc ttgtataacc tgctccattt
  1898521 atgaaatatc ctccttaaat ctatttaaaa ttatattgtc acataaactc gtaatcgcaa
  1898581 cctcttttac gataaattac tgtaactttt tgaaaggata atatacctta catactccca
  1898641 tcattttctt cctgaactac ccactataaa taatacagtt tgtatcctag aaacctcaaa
  1898701 aacattaggc tgttacttct ctctgtcgtt caacatattt ctactacata taattaaata
  1898761 ttttttcaaa aaccacttca taaaagaaca taagttcatt tataataata aaaggaacaa
  1898821 acgttcttat ttttattagg aggagttata gtgtatgact attcaatttt accgaataga
  1898881 atcattttat gtgttgatct tcgtagcttt tatgcttctg ttagttgcat caaaatggga
  1898941 ttagacccac ttcatacaaa attagctgta gttggtgata tgaataggaa tggatccatt
  1899001 gttttagccg caactccacc tttaaaagca atgggagtaa agaagttggc aaggctatac
  1899061 gagattcctc gacaaaaaga tattcttatt gtgaatccaa ttatgggaac ctatattaag
  1899121 tgctccaatt acataacgaa gttagctcta caatatgttc ctattgaaga ctttcatcaa
  1899181 tatagcatcg atgaattttt tatggatatt accgatagca tccatctatt tgctcggaat
  1899241 ccaaatgaat ttgcattaca gtttaaacgt gaaatatatg aacacacacg aattgaatgc
  1899301 acaatcggga ttgcacctaa cctattgatg agtaaggttg ctttagatat tgaagcaaag
  1899361 aaaaataaag acggagtcgc ttattggaca tacgaagata tacctacaaa attatggagc
  1899421 atacgaccgc ttagtaagtt ttgggggatt tcgcataaaa cagaaacaaa attaaatcaa
  1899481 aaaggaatac attcaattgg tgatttagct aattatcctc ttaaatattt aaaacaaagt
  1899541 ttcggcgtga ttggcgaaga attacactta catagtaacg ggattgattt tagtcgaatt
  1899601 tcagagaaat atgttccggt tacaacttct ataggaaaaa gccaaatttt aatgcgtgat
  1899661 tatacaatag aagaatttcc gattatccta ctggaacata ccgaagaagt ttgctatcga
  1899721 ttaagacaac aaaacaaact tgctcaaacc gttcaatttt caattggata tagtaaaagt
  1899781 tattcgggtg gctttagcaa aacacatacc ttaagccgtc ccactaactt aaccatggac
  1899841 atttatcaag tttgtctata ttttctaaat caacaatata ctggagaacc aattagaagt
  1899901 attactattt ctctaacaaa actaattggt gaaggagaag aacaaatttc cctttttgat
  1899961 aacatcatac aacgagaaaa agaaataaag ctaacgaaag taatggatga aatacgcaca
  1900021 aagtttggaa aaaatagcat attaagagga atttcctata caaataatgc aacagcaaga
  1900081 tacagaaaca cactgttagg gggacacaaa gcatgaacaa cgctaatatg ccaaaaggta
  1900141 gaggaatgat aaaatggacg ccgtttgcag caatgccaga acaattcgtc ggaatacgtg
  1900201 aaatgatcaa agagaaaact aaagtagcac gtcccatttt aacctctgaa gagaaagaat
  1900261 tgattgagaa catgttacta tgttcgttac tttctgaaga agagatatta attacatatt
  1900321 atgaagatgg ttatttactc accaactata tgaccgttat cgatatatat ccattacata
  1900381 gctctatcat atgtactgat gctttctata ataagatgac aatacaattt tcaaatataa
  1900441 tagacgtaaa atagatttag gtgattatct ttggagtagt ataaaggagc atataaaatg
  1900501 caagggaatc agataagaaa gaatatagcg agaaccatta ttcataatga tataaataac
  1900561 tatccctatt taaatatacc tatgattatc aatgagaaag atggaataac ttacgaggtt
  1900621 ttaagcgctg gttttcataa taatgatgca gtagcgatgg taacgacaga tggtttcgct
  1900681 acaactaggg taaatacacc gattgtaaca gtaaaaaaca atgatggtag tatccaagca
  1900741 ttccgcttac ctttagaatt ggaatattgg gtactttcat gtatgtgtgc tgcttcaaca
  1900801 gggagaaatc cgttcccatg taaagttgct tttggaatca ttgatactaa atttcatgtc
  1900861 gaattcaagt gaaaaaggag caaattaatt tgctcctttt atcattataa gatttttaac
  1900921 ttctatcctt aaacacacta tctaggattc tatcctagat tctgaactta tatcttaaat
  1900981 ccaccaatta attcttgaag ttcttcggcc gtctgtgcta attgtattgc tgaagaattt
  1901041 atctcttcca tagaagcatg ttgttcttca gatgaaccgg ctatcgtttg catacttgaa
  1901101 gaattctctt tcacagccat agatatttga ttaattgatg tatcaacttc cattacatca
  1901161 cttgtcattt tatttgataa ttccaccata ccatgtactt ttgacacgat atcatttgca
  1901221 gattttgaaa tttcataaaa actttgtttt gtatcattcg caacctgaat ccctgactgc
  1901281 acttcaactc ctacttcatt catagctttt acagtctcat gtacatctgc ttgtatttca
  1901341 ttaattaaac ttccaatttc cattgaagat tcggatgatt gctccgctaa cttcctgact
  1901401 tcatcggcga caattgcaaa gccacgcccc tgttctcctg cccttgccgc ttcaatcgct
  1901461 gcattcaatg ctaataaatt tgtttgtgct gcaatatttt gaattacttc taatatactt
  1901521 ccgatttgct gcgatttctt atctaataat ttaattacat tatcagattg agaaacagaa
  1901581 tgatggattg actgcatttg cgttacagtt tgttctacta attgttcacc ctcattggct
  1901641 ttttgttttg tgtataagga tgaagccgat acttcagaag cattatcagc tacgcattga
  1901701 atgtttcgtg ttacctcacc aattaatttc gctccagacg ccacttcatt attttgaact
  1901761 tctgcactat tcgatatttc ttccatttct tttgtaattt gttctgtcgc aacactggct
  1901821 tgctctacgc tagcggttag ttcctcagat gaagcagcca catgtcctgc agatgtgtta
  1901881 atttgagaaa ttatattacg taaagactct gccattgtat tgaaactacc acctaattga
  1901941 ccaagttcat cctttgaacg aatatttatt ttctcagtta aatctccacg actaattctt
  1902001 tgagctgaaa taactaattg tcttaatgga ttaataatag atttaagaat gaagaaaatt
  1902061 acaattccac ctaacaacaa tgaagcccct attatagtga gcgttttata aaaaatagga
  1902121 ttggtagctt cttcaatttc tttaataggc attacaccag ctattttcca acctgttttt
  1902181 tttgtttgtt ttaaagctta tgtttcgatc ctcaccatta aggctataag taattactcc
  1902241 atcttctttc ttgtatagtt catctgctaa tgatttctct aatttctcac ctggcttaag
  1902301 tgtaggatga acaactatag tcttatcttg acttactata gatacaaatc cttgttttcc
  1902361 tatttttatc attttagaag tttttacgat atcattaata ttcaagtcca caccaatgac
  1902421 accactttta tcagcatttt gctttgcaat tgctattacc atattgcctg tagcctttga
  1902481 tttataggga gacgaaacaa taatctctcc attagctttt actgcatcct tataccaact
  1902541 actttctaat gggttaaatc cttcaggtat ttttccaacg ggcgcatgaa taaattgatt
  1902601 attactagat gtagtataaa ttgtttctat ctctggatgt aactgtatat attgatcaaa
  1902661 tttaccttgc acattttgca attggtcagc gttataatca ccttgtgtaa gtatctttgc
  1902721 aaaatgagtt acatctacat gtttattttc taattcatca tcaactatct tatttaaaat
  1902781 actcacatta tctttcgcag tttgtagaat tgtttcatta agatctgttt ttgctttatc
  1902841 ataagacgat actcctacga taagacttgg tataattaat attgcaataa atgccataga
  1902901 caacttcgtt ttaagcttca tttgttccaa tctttctttt attttaaaca ctctctactt
  1902961 ctccctttca ttcttacaac tgatttagtt tatttaatcg tttgctcctt tattttttct
  1903021 acattcattt atggaattat tcaaaatgaa attaccgttg catcctttta catacatctt
  1903081 cttatataac aatttagttt ttacaagcgg agttttatct atccaccttt cgaatatgtt
  1903141 attttgctat attaagcaat gttaaggcta cgaattattc taaattacct ggatgaaaca
  1903201 tagacttcat ttaaaagatt atttttgact ttaattggat caaaagttta atctagaact
  1903261 attcaaattt gatgaaatcc ttaccataat aaacgcctaa aacttaacta agtgaattta
  1903321 tttttttgat aattatgctt aacagctttt taaccactct aactgcttca cttcattcat
  1903381 ttatctattt actacagcca cttttggatt atcggaaact aaaccataaa ttctaaatag
  1903441 aagaataaaa taaattggag gacttcattg taacacgtat acataagttt taaatattaa
  1903501 aattaagaaa ttttttatta tgctcatctt catgaattac taataataga ttgcggactt
  1903561 ttttgcgcta gcgtctatat cagattatta caaagattag aatggataac agcaccgatc
  1903621 aatatgtatt ttgtggaagg aactgttttg aactacccta ctgctaaatt acactcggat
  1903681 gaacttttac agattttaca agtctcttta ttccatcatt tccatctaaa tatcttctta
  1903741 ctaccattac tttttcctct cgtgaaaatt tagccataaa aaagtacact ccaattgttg
  1903801 ttcgtgttta acatttgggg tgtacatcaa tttgaactgt cccccgaatc atggacactt
  1903861 aaaaaaaccc catgattcgg gatttttgtg tatttttatc aaaaaactga acattattac
  1903921 atcaaaaagg ttctttatca aaacatatag aattagcaca tatacaggtt ttgataaatg
  1903981 aagaggtgat tgtgttgaag tatttaacaa aattaaaaaa ctcatcagca ggtctaagag
  1904041 ggtatttgga atcctatccg ttaacttcat tttttgtaat ggcatattta ttctcatggg
  1904101 ttgtattaat tccatttatc ttatctcaat ggggtatttt ccctaaaaca aaggcatttc
  1904161 atattttctt ttttgccaat gcatttgcag ggcctatgtt agcagcgtgt atcatgttta
  1904221 gaactcttga aggcaaaaag tcatggaaaa aagttagaaa aagcattcta actactaagg
  1904281 tcggtttgaa gtggtacttg tttactctta tcgttatccc agctgcaatg tttctcggga
  1904341 tggttatagt aaatggaaag atacctactt tccgtgacct taatttcgaa ttttttataa
  1904401 cctatctctt ctcttttgta gcaattttct ttctcggtgg gcctttaccc gaggaaactg
  1904461 gatggcgtgg tttcgctctg cctcgattac aatcgaaatt cggaccgtta aaagcaacat
  1904521 tacttcttag tgttttgtgg gctttttggc atcttccgca tttcttaacg gctgcacaaa
  1904581 ggggtggccc aggttctgac ctttctctcc tatatattca tttgccaatt tttattttac
  1904641 tatgcttgcc catctcaatc attctcactt gggcctataa ctgtaatcac ggtaacttat
  1904701 ttattgtcat gctaattcat gcgagtgtaa atgcgtttag tttagcacaa actcattcca
  1904761 ccaaccctgt tttaaaaaat acggatatat ttgtagtgat agggttggga tttgttgctt
  1904821 tacttattct tattttcaca cgaggcaacc tcggatataa acaaactttt aatgaagtag
  1904881 agttcagtaa caatgaaaat ataagtcaat agaaacaaaa atcatagaat aataggttga
  1904941 tgacaatagg gtaccgccac actgctaaca agttaacaat cattttcttc ttcaaaaaaa
  1905001 cgtgcttctt tattcaagct gaaatacaat tgtttgcaaa gagattctcc ggatatttgg
  1905061 tatcatatac cttggataaa ttagatagaa aaatagggtc ttttcaacag gaaaataatt
  1905121 tatagtagaa agaatatatt tatattgatt ataataatgt gttttgaatt gtacctttaa
  1905181 ggaggcgttg tcgatgagaa aaaatttcta tttgattggg caaaaaaaca agaggataac
  1905241 gtatcactag cccataaact acgtgcttcc tcttcaatat tggaaggaga gtatcagatt
  1905301 gaataagatt tatttaaagg ctattgacaa aaataattgg gaagaagcaa ttaaactttc
  1905361 ggttaaagaa gaacaacaaa catttatagc atccaacctt tattctatcg cagaagttca
  1905421 atttctagat aatttctatg caaaaggtat ttatcttgaa gaaaaaatgg ttggatttac
  1905481 tatgtttggg atagatcctg aggataataa ttattggatt tatagactta tgattgatga
  1905541 aaattttcaa ggaaaaggta taggtaaaca agctatatat ctggtaattg atgagataag
  1905601 aagaaataat aacgcaaact tttctagaat aatgattgga tatgctcctg aaaaccttac
  1905661 agctaaattt gcatataaaa aagcaggatt tattgaaact gaattatcat cttggggtga
  1905721 acagttagct aagtattcct tataagcact tgaattcttg acattcactt ttagactaat
  1905781 taaagaaaag agtctgatag tataataata tagataggaa atgattaaac ttttttataa
  1905841 aagaataaac caactgagaa tattaagagt gtgttttgat ttaccttttt caaaacacac
  1905901 tcttttattc cgagatatca tattaaaaga aaagaacaaa tatcgggaat tatatactcc
  1905961 ctcctgaggc taattcggtt ttattagctt gataatgttg tagctatacc ccttaaactg
  1906021 acaaattatg agtgaatatc atttttcatc ttctattcta actaacaagt cgtgaaattc
  1906081 gtttcttctt ccatgaaagt ttataatatc catattgcaa aagtaaactt acaataaatg
  1906141 cagctggata tccaatccat attcctttta taccaagatt tgtatgataa gaaaggtaat
  1906201 aagcaactgg gacttctaca agccatattg atacgacacc aattatagtg ggccataata
  1906261 cagttccact tgctcgcatt gtcgcaccaa taatttgagc atgaccgaaa attaagtaac
  1906321 tccaaagtgt aatcattacc aaactatgtg caatttcgat tgtattcgaa ctcgttaaga
  1906381 ataacgataa gatttctctt gaaaacaagt aaataaaagc aattaatata ccaccaatta
  1906441 tatagttcat aacgattcca gcacgaatca cttcctgtaa tcgattaaat tgctttgcac
  1906501 caatggattg cgcagcgaaa atggatactg taattccgag actgactgca ggcatctgaa
  1906561 cataacttgc aacctgattt acaaccacat atgcagcagt cgcatccgaa ccgaaacgat
  1906621 tcacaaatgc gattaccgca atctcagata atgaaacaag aatcatatta atactggctg
  1906681 gaattccaag gcgtaataat agttttaaca aaccccaatc catacgaaga tatttccgta
  1906741 ctgtctcatc taattgtagt ggatgattct tcttctttaa ataaataatc ataacaataa
  1906801 atgttataat ggttgagata acagaagcat aagcagctcc gtacacacca atttttggta
  1906861 ttcctaccca accaaaaatt agaataggta atagcattat atttaagact gtactaacaa
  1906921 ttaagaaata aaacggtgtc ttagaatctc ctgtacccct aataaacgtt gtataggaga
  1906981 aatatagaaa taaaactggc atagaaataa ataaaatacg tgcataatgc acactcatat
  1907041 caattatatt ttctggcgta cccataagac gcataatgtt tagagcaaat acatttccca
  1907101 ctattgccaa aataactcct attataaagg taaatgtcaa cgtcgtacca acaatggctt
  1907161 ttaaacgctc ttcattatgg gcaccaaatg cctgaccaat taaaatcgaa ctacctgacc
  1907221 caattccaat tacaaacgaa accagtaaga agaataatgg aaaaaatgct gaaatggcag
  1907281 ctaattcatt cacaccaagc catcgcccta ctaccaccat accaaataat tgtccaactg
  1907341 attgtaatat gttacttaaa agcaagggaa ctagaaacat agacattgct ttccatgttg
  1907401 ctttctcttc cttttgttga ttttttaatc ttttactttc ttgaatacta tctatcgatg
  1907461 atttcatatt tgatttcccc ttttatttgg aggatttata tcattttgag aataatacgt
  1907521 taaaagtgaa aaaaatttca agttaacgtt ataatcttat ctacagattt ccccctacgt
  1907581 aataatgatt tttgagaatt tgtttgtcat tcttttttct acacttctcc cttttgattt
  1907641 actcttcaac atgtgcaaca gttggattaa ttttccttga cccgtttatt ttaataaaat
  1907701 tatttatatt attaaatgta ataaacaatt aataaataaa attggtgtaa aaaatgattt
  1907761 ttgtaattaa caaaggtcat tttttatttt taaatattgt aattacttaa tagtagttta
  1907821 tttaagagtt acaaaataaa tattcttccc ttgatttggt cttcgttata gcggttaaca
  1907881 tagattactg ctcttttata ttgtatattt cttaataatt tgtccaaaat ataactaacc
  1907941 tgttttagaa caaattggtt accgagtagt tagcttttgc taactgcttt ttattattaa
  1908001 gtatgttcca aaatgatgaa ttcctaacta ttaggttagc tcgtgctatc tacaaaagga
  1908061 gtttgacgtt ttacttaaat accccaaaga tactctactc atatattttc caataaaaaa
  1908121 ggagagatat ataatctccc cttctaatcc ataaactata taattagcga gtgaatcctc
  1908181 caccaagttg ttgttcagcc attgccacta gacgttttgt gatttcacca ccaacagatc
  1908241 ggtttgaacg aactgttgcg tctgcaccaa gttgtacacc aaactcttgt gcgatttttc
  1908301 atatttcatt tgattgattg cactttcagc accacgaact aataattcgt tacggcttcc
  1908361 actattattg tttgccatca ttacgtatac tcgttaattt tcatgtctat actgtttaga
  1908421 gaaggtattc catgccattc ggattgccct ccagcacatg ataagtttat aaccgttcct
  1908481 ataattagga acggtcttat ttcattcaac tatccttttt aattacagta actgtttttt
  1908541 tgataagcat tactacactg tttcttctgt tcaagataaa ttcccactaa actcattcaa
  1908601 attctcttca ctatttaata catatgtttc atataatagt ctttaatatt cattcatacg
  1908661 aataaaccat agtcttttat ttttataact tttacactta attctaatac gcccttattt
  1908721 gcatgattag aatgtgcagc ttcatgttgt ccaaaatagc ttgtattccg ctccatctaa
  1908781 ataaattaaa agttatagca tgtattttta gctaggggta acgataacat ttcagaaacc
  1908841 tcatgctaag caaatttgga taagaaaagt gtctctgtta caccctgtac cagagacaaa
  1908901 ctatttactt tttcttgata accaaacttt tcacaaagaa agaatttaaa caatttatag
  1908961 aactaatact tgagaaaaaa taggagcagc ctatcgtgac agactcctcc tgaaatacaa
  1909021 cccttgtata catataggaa atgaatttat tttaccaata atgaatattc accattttta
  1909081 tcatcgaatt tataaacatt caaataatat ttgcctggtt tcgcttcgaa tttccccttt
  1909141 ataacatttc cttcatcttc accacaagct acataatttt gcatgtctga ttcatgataa
  1909201 agtacccatg tcatcccaat attttgttca tttaccacag aaatatctac ttcttttgta
  1909261 tctgtaacat caaacgtata aacatctgtt tgatcaggag taaccagatt tccttttaca
  1909321 agcgtattaa acaggagtac cttctcctct tcatggaatt cacctgtttg cggatcttgt
  1909381 tttacagtaa cttttgtttg ttctttgctt tcttttcctc tacgatcttt cacagttagt
  1909441 tccacagtgt atgttccttt ttcttcatat acatgggtag gatttgcttc tgtacttgtt
  1909501 gtaccatctc caaagttcca tagataagaa gtaacttttc cattttcact ttttgtacca
  1909561 tcgctatgaa attgaatctc ttcatttact atcccgctgt atggtccatt catatttact
  1909621 atagtatttg ttttttcctt ttcctctgtt gcaacaccat gaaaaacaat atcatattca
  1909681 aactggttag ctgcattcac acgatagttt acaaaatagg ctgtaactgt tttataacca
  1909741 ctccaacctt tttgggataa ctgctccaaa gttcgattta cttgtttact catcgttttc
  1909801 caatcttcag actcaccttt tgatgtacca cctgtgtact tgccttccac ggtaaatgta
  1909861 ttaaagaatt gcgactcata ttttgtaatt tttgcatctt ttatatttgc tacatccaca
  1909921 atttcgtttt tcacttcagc taacggcttt ggtgcgtgtt gaattaaata atcatttgtt
  1909981 acttgcggta cattatattt atcttgatta tcaatcaact gctgcatata cgcttgatat
  1910041 tctgcattca attgtgtatt gttgctcaat gattcacgat atgagtcata atttttcaca
  1910101 tcgtttacac ggattaaatc ttgaagctta tcaaatgtgt caaattgatg attatacaaa
  1910161 tatgactgta gtgcaaagga atacttataa aagtcccatg atccatattt tgagaacaaa
  1910221 gtttgctttg ctgtataacg gcttgctgga tcagatgata agccacttat catactttta
  1910281 cgtggaacaa cattatttgt acgtgtagat cctgcaaaaa attctgcatt cccttcttgg
  1910341 aaccaagtta atcgttcatt ttgatacatt tctccgcttc caaataaacc aggaacctca
  1910401 taccttcctt gtaaataatg agtgaattca tgacggaata actcttctaa actataaata
  1910461 ctctgctttg gcgtacgctc atatgtaaag aaggtcctct tctcttcaat ataaattcca
  1910521 ccgttgtttg tttcatatcc atataattgt ctatttaatt gatattcatc tggattatta
  1910581 taaattacta ttgttagtac atcatcagcg ttacccggtt ctagtgcttt atcattacca
  1910641 attacacggt gatattgcgc ttttacttct ttggctgccc aatataatct cttaattttt
  1910701 tcttctgtta ctttatctcc cgtcttgaag acaattgatc cgtcatcaaa tgtatatgtt
  1910761 ttaggtaagt attgtcgttt cccttcttca cgtattttct gtagatctac tgcctttcca
  1910821 ctataatctt ttccaccata gtttgtttta atttgttcta ctgctacaaa ataaggtcca
  1910881 cttagacgag gatacaagct cattgcttgt gtaataactt ccaatccttt gtatggatta
  1910941 ctatgaaatt tccctaaacg acctgcataa taaatgccat tattaattag ccaactattt
  1911001 tcatttgtta tattccccac gagagcaatt ctattaacct catttataaa gttatcaatc
  1911061 tttccatacc acattgtttc attaggttgc ttattcgtat cttgcaaata agactgtata
  1911121 tcataatcaa ttccttttac aatttcatat acagcttgtc ctttcgcata atcgcttaca
  1911181 tacgtagtaa gattatcatt atattgtttt aaaacattta ccgcatactg tactgtttca
  1911241 gtatcactag aggcattacc aattaatttt ccatacgcag ctactactct atcttgctca
  1911301 gctgtaccta atgtaaagtt tggatttttc gcaatcgctt tcaatgctgg taaacatttt
  1911361 tcatggaagc ttctctcttt taagtaactt aattcattat tataatatcc cacataaaaa
  1911421 gcagaacgta atacttcaac aaatgtttca atgccctttg agttttcttt cgtaaacgtc
  1911481 cttcctcttt gtcctaattc attaatgata acgttcatgc gctctttatt ctgataaaat
  1911541 gctttcgtat cttgattgaa ttgaaataaa tccgtaattt gattccaaga aatttttgat
  1911601 aatgtatcaa tgagttcgct attaggcatt ttattcagtt ctgccagagt gtagctttgc
  1911661 tttaattgaa tttcatcacg ttccataacc agggtaggac gttgtgaaaa atctcctact
  1911721 tttaaacgct cttcaaaagt caaagtttcg tccgcttttg tagcatgtac aatttcatct
  1911781 tttgaagttt ctgtccctat tggtttcatc tgtaagatat tataggatgc tgtttcttct
  1911841 gctgatacgt gtgtttgaat acttccaaat gataatgcca tcgtactaat cccaatcatc
  1911901 atttgagtaa attttaagtt cttgttcatt acatttcctc cacttatata ttccacccaa
  1911961 aaatataaca ctttatctta ataaatcatt ataatatgta tcatttcata ttttattaca
  1912021 tgaatttcct tataaactga tattaaataa aatattatag aatttctttc ttttttcatc
  1912081 cttactcatg aattgagtat atcttttgtt taaaatttac gggttcatcg taaaaaacca
  1912141 aactctctgg caagatttcg taagatattt ggcgataaaa agctttgaat ttcttgagca
  1912201 aatagttgta attcattgga tacagaaata gacatacaaa aacgccatcc tttcttataa
  1912261 ttttacaaaa agaataacgt atttttttat aaaaaatact cggcaaagtg taaaacaaaa
  1912321 agggccatct cagccctttt tgttttataa atcctctata tcatattcgg tatatccctc
  1912381 ataatagtaa ctcatattaa tacctttcat gaatatttca cgactattta tttcatctac
  1912441 tagtgcattt tggagtaaat gcttaatttc aatatcttta attgggctgc gttccattgc
  1912501 cagtaaataa tcttctttat caattttatt ccagtcgacc acctgatgaa gttcattttt
  1912561 aaatattaaa tctagccata ttctaagtcg ttctaccgtg tccttatcta aaggggtgtg
  1912621 caatattcgt ttcaacttaa agagagttta tgttttgaca caagctcttt tttattggat
  1912681 ttcaaatata ttcaacaagg tgagtctttt tcaattacag caatatagac aaaaaatctg
  1912741 gttctgatgt aaaaacttca aaataaccgc aattaatcta taaaactcgg acataccaat
  1912801 gaagaagcat tcaaacgaat ccgggctgtt taaatttgat tataaaacta tttttctcta
  1912861 gcaaaataaa gcaaggctat ggtcggaaaa gcgattccta tccataatgt tagattccat
  1912921 cctccaataa aggatccaac agcacctcct aaaaagaaaa tagccataaa tagtccgttt
  1912981 aatcgactac gaatttctgg acttaacgag aaaattaaac gttggctaag cacaaggttt
  1913041 gcagatactc ccatgtctaa cagaattgca gcaattacta aaacagctat tccgatgggc
  1913101 gaactacttt gaataataag tggtagtaat aaagaaataa taacaacagt gagagctatc
  1913161 ccagtggcgg atcgtgtcca gccaagatca gctagacgac cacctattgg agcggctatt
  1913221 gcacctgtaa ttccgacaag tgcatataat gctatggcag tctgagaaaa atgaaaagca
  1913281 ggactagata ataataatgg aacagtggtc cagaataagc tgaaagcccc aaatacacaa
  1913341 gcatgataaa tggcgcgacg gcgtaaaatt ggagtagttc gtagcagttg ccacattgaa
  1913401 ttaagtaagg ctatataatt tgtttttacc tgtggtttcc tagtagggag tactttcgat
  1913461 aatacaaacg ctaagacaat aattacagta gcagataaag caaatattgc attccatccc
  1913521 cacatatcgg ctactagact agatatcggt cgcgcaagca taatacctaa taacagacca
  1913581 ctcatgacat tgccaactac gcgaccgcgt gcattctcag atgaaagata tgatacaaga
  1913641 ggtacgagta cttgcgctgc gaccgaaccc agtccgataa agaatgaagc aattaacaac
  1913701 aaagttgcgc tttttacaaa aaccatggaa atgagtgcaa atgcacttaa aaataacaat
  1913761 ataagtatca attttttatt ctcaacaata tcccccaaag gcacaagaaa tagtaagcca
  1913821 acaacatatc caatttgagt tagcgttaca attaatccag cgctactatt agaaagccca
  1913881 atttcattac taattacccc aattaaaggc tgtgcataat aaagattagc cacaataata
  1913941 ccacatgcag ttgctaaaag aatgattaaa cctgatgaaa tatccttatc aattacttta
  1914001 tttttaaaat tagacataac tatttcctcc catactttta tttcaaaatt actaaatcgc
  1914061 cttggcaaga actactgcga tgccattttt tattgtaata aattaagtct gaactacttt
  1914121 ccattctgct tttaaaaggt ccaagttcat ctctttttta tccccctttt ctaaatgttt
  1914181 tttagcaatt taatttgtga tttttggaac ctaaatatat ccataccatt acaagatgtt
  1914241 agttatttaa ttaataaact aaacgttcag ttcattaatt aaataaaata tatactaaac
  1914301 gttcagtttt gtaaataggc tattttattt tcggttcata ttaagtatac taaacgtata
  1914361 gtttatgttt tgaaaggaat gattaatgtg caaggtaaaa gaggtcgacc acgtaatatc
  1914421 gaaacccaaa aggccatact ttctgcgtcc tatgagttat tattggaaag tggttttaaa
  1914481 gcagtcacag tcgataaaat tgcagaccgt gctaaagtca gcaaagctac gatttataaa
  1914541 tggtggccaa ataaggctgc tgtcgtaatg gatggttttc tttctgctgc tgctgccaga
  1914601 ttgcctgtac ctgacacagg ttcagcattg aatgatattt taactcacgc tacaagttta
  1914661 gccaattttt taatcagtcg agaaggaact attatcaatg agttagttgg tgaagggcaa
  1914721 tttgattcga aactagcaga ggaatatcgt gctcgatatt tccaaccacg tcgactgcaa
  1914781 gcaaagcaac ttctggagaa gggaatgaaa agaggagaat taaaagaaaa cctcgatgtt
  1914841 gaattaagca tcgatctcat ttacggacca attttttatc ggttgctagt aaccggtgag
  1914901 aagttggatg attcctatgt acatgacttg gttataaacg cattcgaagg gatacgtttg
  1914961 aagtaattaa catataaaca aagatttaga tttccactgt ttcctatacc gatgtaactt
  1915021 gcattaactt aataaataaa gtatctaatt ttttaaaact gttgtatatg ggatcgtcct
  1915081 ccatatgcat cagttttaaa acaggcttaa tctacaagct aatcacgctt cctttttgat
  1915141 ttttggcagg ttgtaatgtt tattagttat tgatttttca tttgaaaata gattaaaacc
  1915201 acataagaag cctgaatttg tattgtatac agtttaccta ttctaattag ttttcataaa
  1915261 atatcttctg tttacacaag aacggatagg ttttaatctc ttctgaatct aagttttcat
  1915321 caaataaatg aatggctgta atttgtctac aatcgtagat atgataataa tatgtaccag
  1915381 acaccatgca cattgtgctt gcatagatag tattgtctaa tataccttct tccgtgatta
  1915441 ctccaccctt aggaacttcg caatttgata agatatgaac aacggctgat attccctctt
  1915501 cttttaaatc gtgacatatt ttagatgttg atgtcattgg attaaattaa taattactta
  1915561 aaaaattaat aaataaaaac cctccacaac aaggagggct tagtattcta tataagtaaa
  1915621 tctttaaatg gtagacttaa tattttattg tattggtcct aataatccca taatttcttc
  1915681 agctttttgg ttttcgatgc tatagtaaat ttctaaccct tgacgatttc ctcttagaac
  1915741 cttccctctc attttagata agtgttggga aactgttgat tgtgggatgt ttaaaatttc
  1915801 ggtcatttgg gttacgttta gtgttttatg ttttgaaagc tcattaatca gttttaaacg
  1915861 cattggatgt gccataagtt ttaaaagctc tacatcctct tctaaaatcg tgttctctac
  1915921 atgctgattc gcaaatctcg tcatagtatc cgctctccct tatttgtttt cttctaacgt
  1915981 aacacaactt ctgtattaca taatattagt atgtttgaat gtttgttgtt aaaaaatgat
  1916041 aattaaagta tacaactata gtttgtacta gtagtggagt taatgtgtgg tttgtatgaa
  1916101 gtttccattt attattaatc tagtctgttt aagctagtat aaaagttatg catataatta
  1916161 aaaagacaaa ctctccaaga tgaggagttt gtccaaaaac atgatctctt tagttcaaca
  1916221 atatagaatt cagttccgat aagaattttt attttttcca tatcccacgt tttttgcatt
  1916281 agaactaaca atagtgaatt agaataatga cttaatactt gctagaacag taagtatccc
  1916341 tataataatt acaaatacat tgctcatttt ccctctgtat tttgctagca ctggtacttt
  1916401 acgaatcgca tacatcggta atagacataa gatggcagcg actaacggac cgctaagggc
  1916461 atcaatgatt ccaagaatac ttggatttgt ataagcaaca taccagcatg ttagtacaac
  1916521 aaaagtaaga atcattgtct taactgtttt ttctcctata tctttcccac gttttttacc
  1916581 ggacttgata atcatgtcac gcattacctc atacgctcct atataatgac caaggaaaga
  1916641 ctttgtaata gccacaaacg caataatagg agccgcaata gtgattactg gtgaattaag
  1916701 ctcattagca agatatgata gaattgacaa attctgttct ttcgccacct taagatcatc
  1916761 tggagtcaaa cttaaagtac tgctccaaac aaagaacata acaacagcga atgtcatgat
  1916821 ataacagact ttttgtattt gagcacactt ggcatcagta gcatctattc catacgtagc
  1916881 tctctgtttc ataacgaatg acgaaatcat aggtgaatga ttaaacgaga atacgatgat
  1916941 tggtagtatc atccaaatcg ttccgaaata ccctgttcca gttgaagcag tagaaacact
  1917001 tgaaaaactt agcattgaag tattccattg tggaattaaa gatattgcaa taaaaagtag
  1917061 cgaagcaatg aaaggatata ctagcatgct cattatcttt acagtaatat cctgaccaaa
  1917121 atttagtata gtgataagac cgattactaa tacaagtgat aaaatagccc ttggaggctc
  1917181 cggcatgtgc aattggtgta caataaaact acttgcagta tttgtaagtg caaccgaata
  1917241 catcagcacg atcgtataaa ttgagacgaa atatacgatg ttaaaaatga tacttgcttt
  1917301 atttccgaaa tattctctta ttgtacctgt aatcccctcg tcggcagaat ttgaagcgta
  1917361 tatcatttta gcaagcgccc tatgtgagta atacataaca ggatatgcca gtatggtaat
  1917421 taacagcaac gataataaac cacctgaacc tgcattaata ggtaagaaaa gtactcctgc
  1917481 tccaattgct gttccaaata gactcaatgc ccaggtagta tcctgtttat gccacttttt
  1917541 agggtctaga tatttctcat tttttactgt agtattatca acttgaaatt ctatgttttt
  1917601 tgcagtattc ccattcatat aataattcct cctagtgtcc tattcttact tctctattta
  1917661 aggcatcgga atatagaccg ttctttaaaa atgaattgtt tataaagtgc gccacattgt
  1917721 atatccttct tttaagttga tcaaaattta aaaatttacg aggcatcaac ctgacgagtt
  1917781 tgttaccact tacaaaatgt ttcaattata tagtaggata tattattgat aattccccca
  1917841 atatccagaa atccttaagc gaataataga gaatagattg ttaaatattt cacaatatag
  1917901 acgttaactg ttcattgatt tgattgtttc tccccaaata ttttattttt aatggcaatc
  1917961 cctgtaggtg tagccgcaat tccacctaaa cctgtctctc ttaattcgcg aggcatctgt
  1918021 cttccaattc tatacatcgc ttcaataact tcgtcagcat tgatgatatt gtttacaccg
  1918081 gctaatgcga tgtcccctgc tgctaaagca tttgccgtcc caatggcgtt tctctttaca
  1918141 caaggaattt ctaccaaacc agcgactgga tcacaaacta aaccgagtaa attttgtaac
  1918201 gcaattgaaa aagcttcaga agattgctgt ggcgttccac ccgcagcttc tactgcagct
  1918261 gcagccgcca tcgctgaggc acttcctatt tcagcttgac atcctccata cgctcctgaa
  1918321 atacaagcgt tgtttgctac tatcgttcca aataacgctg atgtgaatag aaaatgtatc
  1918381 atatcttcat gacttaactg caacgtatcc ttaatactaa ataggactcc cggaatcgtc
  1918441 ccactcgcac ccgctgttgg agttgcacaa atagctccta atgcagcatt tacttcatta
  1918501 acgccgatag cactttgaat ccctaacacc atcaaatctc cagaaagagt tttcctattt
  1918561 tctcgatagt ttttaatttt aactgcatca cctccggtta aaccggttgg agaaaataca
  1918621 ccgtcgccct cgatactttt atttatagca ttttgcatag tcgctaaatt ttgttccatt
  1918681 ttactccaaa cttcttcata agaagtttta gtttgttcaa tttcctgttc aattgctaat
  1918741 tcataaattg tcttttgact tttattagct gcatccacaa tttcttttat ggccatatac
  1918801 atattttttc tctccttaat gtaactaaag aataataaga ttagctatat tgcttaaatt
  1918861 ccctaattcc ttctgagcat taccaggcaa tagcgaatcc aaagcgaatg catataaata
  1918921 ttttgtttta tctttcaaac tatgaaagtt gttaatttca acatcatatt gtttaaagat
  1918981 cctgcgtaag acaaattcaa agtcagctct ttctgaaatt gcaataacaa ctggcaatgg
  1919041 cccctgcagt tctaagctaa atccgtcaat ttcaacatgt ttgacttcga tcaatccacc
  1919101 accgactgaa atacccatcg ttctaatact tcgactgtca tcctctacat atacatctgc
  1919161 cgtatttgga tgaccggcag gactatcacc tgatttttca ataaaagtaa tgtcaatccc
  1919221 tttagattct gctattttaa tagcatctgg cactttgctg tcatcggcag caaagcctaa
  1919281 tataccagca attattgcaa aatcagttcc gtgaccttta tgggtttcag caaatgattc
  1919341 ataatacgtt accacaactt tttttggaag accttgaaat aatttattag caactgttcc
  1919401 aatagacaaa gcacctgcag tatgtgaact tgaaggacct atcattatgg gcccaatcac
  1919461 atcaaaacaa cttttgtatt taacaacctt tttttctttc atagatgcta catttatgtt
  1919521 catataagca cccccatggt ttattatttt taattgctgt tgaatctaag ttattagcat
  1919581 aatcaattca acataagacc ctttttgata gcgctttctt tcttgagttg aataaacttt
  1919641 ccttttgttc cacaaccctc catatagtaa tcatatcagt atgtaaaatt ttagaaactt
  1919701 actggcaagt tctttagaat tttcgaacca aaacgaggtt tgatattttc gctaaaggtc
  1919761 atatattatc tctcgacgcc ctcattataa cttgtatatt tatgagttca atctttttat
  1919821 atttttagaa agattgaata ggcagaattt tgaatgggta ataaatttca cttagtatgt
  1919881 agcaattatg tcctttgttt gaagctgtat tagttaatag aaaagtaaaa ataacacaga
  1919941 attactttca ttaacacatt gattatattg aaaaatcatt ataaagatac ttatattgtc
  1920001 ctatgttgga acatcttatt ttggacgtta aagctgttgt aataaatgat tattgaagat
  1920061 ggaaagtaat aagttaataa aatataaaat cattttgttt aataataaaa tatcacgaat
  1920121 ttatatgcat tattcagaaa aaaagaactt ttcttgatga atcctaaagt actaatttat
  1920181 aactatccac tactataaaa caggatgtta actcttctat ataggttata tattatttat
  1920241 cccaaaaccc taatgaaatt ggatatttag aagtgttatc ttcataaata gaaatttcac
  1920301 ttgctgtttt aatagttgaa tagatcatta caattcaact accttatata ttattccctc
  1920361 atttattaat tctctcccca cctatcgatt tgaggtaaaa taaggggatt atatataaat
  1920421 aatatcatca tcaacgtgca atttataaaa gcaatcaaaa aaacaaattc aaaacacctt
  1920481 tctttaatgg tgaatgaaag gtgttttgaa ttttaaaata tcatatatta tttagaatga
  1920541 tatactagcg aaagagatgc acttacttct tctgtgccgg cagatatctc ttctgttaat
  1920601 gcagaaactt cttgaatttg acttattatt ttatctaaat ctctcataat agataagaat
  1920661 gttagatcca ctttgtgggc cgcttctttt ccttcttcta ccgcaactac tgcaaacggt
  1920721 ccgcaaggtt attaagtgca agtcgttcaa acttagtgag ttacctcttt taaaatagta
  1920781 gaaatactat cctctaacat ttccaatcct ttacttaatc cttctaagtc tattgttaaa
  1920841 gaaggtaaca acttaataac ttcatcatta ggtccagatg tttcaataat tagaccattt
  1920901 tcaaatgcaa ctgagcaaat ctttttagct attccaaaag tattacacgc tatgccctgc
  1920961 ataaagcctc tccctcgtac ttctccttga agttgggggt atttcaaaca aatctcatta
  1921021 agaaaactag tgattttttc acttttccat tttaaagcat taataaactc tatatctttc
  1921081 caataactca atgcttctgt agctgctaaa aatgctagat tattccctcg aaacgttcca
  1921141 ttatgttctc ctggttccca cttatcatat tccggtttaa ttagtgtaat agccatcgga
  1921201 aggccaatgc cacttataga ttttgacaaa caaattatgt ctggtttaat gctcgcaggt
  1921261 tcaaagctaa aaaatgtccc cgtacgtccg caccctgctt gaatatcatc gacaatcaat
  1921321 aatatattat attttttaca cagtctgtca attcccttta accattggga gctagcggta
  1921381 tttaaaccac cctcaccttg aactgtttct agaataattg cagcaggtaa agccactcca
  1921441 cttccactat cgcccaatac tttttctaaa tatgataaag aattaagaga atctaaataa
  1921501 ttttcatacg gcatgataat actattattt agtggtactc cagcaccctt tcgcttaaaa
  1921561 tgattactcg ttatcgaaag tgatcctaaa ctcattccat gaaaagcatt agaaaaactt
  1921621 ataatatttg tgcgcccggt cacttttcga gcaattttca gtgcactttc aacagaattt
  1921681 gtacctgttg gaccaggaaa cataatttta taatttaaat cacgtggttc caaaataatt
  1921741 ttgttaaagt gctttaaaaa attcacttta gcgcttgttc ccatatcaag actatgaata
  1921801 ataccatctt ctaaaagata atctattaat acctgcttca ttttatcatc attatgtcca
  1921861 taattaagag caccagcacc tgagaaaaag tcaatatact cttttccatc tacatcccat
  1921921 aatttatatc ctttagactt agtgaagatc gttggaaagc ttctgctata acttcgaact
  1921981 tgggattcta gttcattaaa tatatccatt tttgaactaa ctaccataaa agagcacctc
  1922041 ctaatttttc gtttttacta tactcacaaa gaataatgaa aagttatata attgctattg
  1922101 taaatttata ccgaatgcat atctttatag cgatgagctg ctattgctgc ttgaccaaga
  1922161 gagattcccc catcattggt aggtacttgt ttgtgcatgt aaacctcgaa tttacaagcc
  1922221 ttaagtgact tataggtttc tacaagtaaa aacttattta aaaatactcc cccactaaga
  1922281 actagtttat taatccctgt ttcttgacga atttgtttac aggtttctgt aatcatttga
  1922341 accattgtat aatgaaaacg atagctcaat tcacccttgg tatacttatc tttaagtatc
  1922401 aaagatacca actctttaaa cataggtttt atatcgattt ttctaattcc attcgaagca
  1922461 actatttcat atgataataa aggattggaa gaattattga tatcaatcgc ttgctccaac
  1922521 tcaatagcag cctgtccttc atattggact gtttcacaga cacccaatag tgctgaaaca
  1922581 gcatcaaaaa gccttcccat acttgaagta agaggagaat taattccttt ttgaatcatt
  1922641 tttataagta catctagttc aaaactattt cgctctgaaa ttatctttat tggtaattct
  1922701 ttgacttgtt caccatatat ttgcgtcaat attcctaaag caattctata cggttcttta
  1922761 acagctttat caccgcctgg cagctgaaag taatcgatat atgccgctct ttcataatta
  1922821 agaaaatcac cgattaaaaa ctctccaccc caaatattcc catcatcacc ataacccgta
  1922881 ccatctaaaa taactcctaa aacaggacca tctaattgat tatcaaccat acaagaagcc
  1922941 atgtgggcat gatgatgctg aacctgtaca actggtaaaa cattttgatc aaatgcatat
  1923001 tttgtactat aaaaatcagg atgaagatca cttgcaatta cagaaggact aatttcaaag
  1923061 attttttgta agtgagctat agtattttta aacgattcat aaattttata gttttttaaa
  1923121 tcaccaatat gatgactaat aaaagctttt tcacctttag ttaagcaaat cgtattcttt
  1923181 aattctgctc ctaaagcaag tacattaggt gatccttctt taaaatcaat tgggtttggt
  1923241 acataacctc tagcgcgacg aattatttgt agttttatta cttcatcatc taaatcaatc
  1923301 cccctaacaa tagagtcatc tactctagtg aatatctccc tattgtgtac taaataataa
  1923361 tctgcaattc cctttagctg ctcaattgca tctccatctt tatatacaat aggttcatca
  1923421 gaaacattgg cgctcgtagc tattaatgaa ataaaattcc ctcttaaaat aagatgatga
  1923481 agtggtgtat aggctaacat taccccatag gtattattac tagatgcaac atctgaagaa
  1923541 atatactcat tatccttttt gttcaataac acaattggtc gttctttaga aactaataaa
  1923601 gtttcttcat tttttgttat ttcagcaaaa tttttcacat catctaattg agatgacatt
  1923661 aaagcaaaag gtttttcatc ccgttttttt ctttttctta attcttttac agcttcatga
  1923721 ttcattggat ctacaactaa gtgatatcca cctaaccctt taatagctag gattttcccc
  1923781 tttttcaaca aatcaattgt tttttctatt ggattatcag tggagacatt tgtaccatct
  1923841 gttgttttca attgaacttg tggtccacat ttccagcaag catttggttg tgcatgaaat
  1923901 ctccgatcaa gtatgtcttt gtattctata tcacactctt tgcacatagg aaatttggac
  1923961 attgtagtat acggtctatc ataaggaata tcttttatta ttgaatatct aggtccacaa
  1924021 tttgtacaat taataaatgg ataacgaaac cttctattcg ttggatcaaa taattcttct
  1924081 aaacattcat tacatacata agtatcagga gatattaagg tttgcctact actatgtttt
  1924141 tggctactca aaatatcaaa agagctataa cgattgttgg attcttgttc ctctatcaat
  1924201 ttaacctctt gcacataagc caattctggg gaattaaatt caatatcatg aataaaatgc
  1924261 gaaatattat tttgttcccc ctctacttct ataagcactc catttgaatc atttaacacc
  1924321 catccgttta gatgatactt ttttgctatc ctatatacga aaggtctaaa accaacacct
  1924381 tgcacaatgc ctttaacttg atactttttt ataaacatat ttattacttt tttcataaat
  1924441 tgtctcctaa cataatcgag gtaattctgc cccatataat aactcaatga gtttcaattc
  1924501 acctgatttt gcttccatga gtacttgtct ttcttttgtt tgagtaactt taccaattac
  1924561 cgcagcttct ttaccatatt tagtattttt taataccctc acgacttcct cacttacctc
  1924621 tggagacaca aacatacaaa cattgccctc attagctaga tacattggat taacacctaa
  1924681 catgtcggca gccataatag tttctgctaa cataggaata tctttttctt gtatttttat
  1924741 tccagtatta attgtttctg agacttcatt taaaactgta cctaacccgc ctcttgtaat
  1924801 atctcgcata caatgtatag aatcaccaaa atgatttttt aactctgtaa tcatatgatt
  1924861 taatggtgca caatcactat ttattctctg ttcaaaccct aatccttctc tgatagaaag
  1924921 gatatgtata ctatggtttc ctagttgtcc tgttataatg atatcgtcac cttcttgaat
  1924981 agagtttacc gaaaacggtg ctacatctcc ttcaaaaact cctattccag ttgtattaat
  1925041 aaagattttg tctacttcac cttttttaac aacttttgta tcaccagcaa caatatacac
  1925101 tccagcttct ttcgcggtct ctcttataga atctaatatt tcttccaaat ctttaattgg
  1925161 aaaaccctct tctagtacta atgccaatga tagataaagt ggttttgcac cactaaccgc
  1925221 taaatcatta accgttccac aaactgctac tttacctata ttcccctcac caaaaaagat
  1925281 aggatcaata acaaaagaat ctgttgtcat cgccaatctt ctactactta cctcaagaat
  1925341 ggcactatcc tccatttttc caaggtgaac atcttctagt tttgcagtaa taattgaact
  1925401 aattaaatcc tgactcaata gtcctcctgt tccatgatct aaaattatat tttctaaata
  1925461 tttagttaat tccatttgtt aaaactcctt ttcattttta tttttgaaaa ataatatcac
  1925521 ttgctacata gaacaagtga tattacaacg tatttactta aggaattgca accccatcaa
  1925581 aagaaatatc ttcattttta gaaattgaat tacagatttc ctcgatactc ataatctttg
  1925641 cacaatatga acctaaccat tttaaagctc gttccttatc ttcatccttc gctgaaacaa
  1925701 ctgcatcttc tggtacgatt acattataac cacggaaaaa tccatccgct gcagttgttt
  1925761 ggacacaaat ttgagtttgc atacccgtaa taataattgt gtctactcct aattttttta
  1925821 aggtttcatc aagatttgtc tcaaaaaaac cactatcctt atttttctcc ataataatat
  1925881 ctttttcatg aagaaactca ggtaagattt ctgcaccttt agatcccttt gtgactggta
  1925941 aaaaatcacc atatcgttca gctttcggat catcttctaa gttaattaac tgcaggtgaa
  1926001 taatagaaac atcattttct ctcatagtat ctaagaaaga caccatttta ggcgtaaacg
  1926061 cctccacagc tgcaattcta tcctcatttt tattaaccaa atcgtactgt aaatcatttg
  1926121 tgagcactgc atatttcata ataatcctac ctccaattaa ctaagaattt aatttttcta
  1926181 aaatacaatg ttcattattc caccagtagt aagaatatgt caaatgttat tttttatcta
  1926241 aattttctaa ataattttct gaaaattaat acctaatagg actctatttc ctattaggta
  1926301 ttaatttaac gctttttatt ttgaataatc actcatatgt aattaaagtt tttcactctc
  1926361 tgtaaaaaat gatttatgtt ctactggaga agaaagcact attaaggttg taggctttcc
  1926421 atactctaag cacaaattaa tatagtcttc gagtgtatgt acagattccg tgactacctt
  1926481 tgttagataa ctatacatac cggcaatccg gtgacattca accacatctg aatgttccat
  1926541 tgcaaacttt ttatatttat tgcaatccct tggttccatc aaaacaaacg cagtaatatg
  1926601 tttttttaat tctttcggat taacaatcgt gcgataactt ataattacct cttgttcttc
  1926661 tagtcttcta actcgctctg taacagaagg agaactcaaa cctaccagtt ttcctatttc
  1926721 aaccatactt aaacgtgcat tttcctgaag atgagaaaga atctttaaat ctgtatcatc
  1926781 cattgcttgg cctccccttg attaattaag aaaacattta ataattctta aattctttaa
  1926841 gaaaattata attaatacat aaattatagc atgttatctt ttttttaaac tttatataat
  1926901 taatatcaat taacgaaaga gaggctgaga atcttgacac aacaatcatt gaaacgttca
  1926961 attacttggg tacaggggac cgcattaacc attggagctg tgttaggttg tggaatcctt
  1927021 attttacctt caattactgc aaatagcgct ggaccagctt caattttatc ttgggttatc
  1927081 atgtctatat tagcttttcc tattgtagcg actctagcac gtcttgctaa aatgattcct
  1927141 agtgctggag gaattacagc ttatgttcaa atggcattta atgcaaatac aagtgccatc
  1927201 ctaggctgga ttatgttagg ttctattcct attggagtac cgattattgc tttaacaggt
  1927261 gcccattata ttggatatgt ttttccaata agcaatctta gtgttatagg aattgcagca
  1927321 ttaattttaa ttacctcttt actcttacat ataaaaggga tcgagttatc atcaaaagtt
  1927381 agtgtgtttg taatttgtat tatttcactt ttaatagttg tcgctgttat cgtttctata
  1927441 ccatatgtaa aattaagttc ttttacacca tttgtaccaa acgggtggtc ttccgttggc
  1927501 gcttcttctg taattatctt tttctcattt gtagggtggg aaatgataac cccattagct
  1927561 gaagaattta aaaggcccgc taaggatatt tcgattagtt tatttttagg agcaatttgt
  1927621 atctccatta tgtacattgc aatatctttt gtaacaatag ggacccactc atatggtgat
  1927681 aaggatcaga tagcttccct tagtattcta atatcaaaag gattaggacc gataggtaca
  1927741 tatataacaa ctattttagc aattttcatt tcgtttagtg ctgtacatgc taacattgca
  1927801 ggtttttcaa gaatgattta cgctcaagct agagaaggac atttcccttc cttctttgct
  1927861 aagttacact ctcaatttca aactccaact agggtattac tagttctagg aggcattttt
  1927921 agttgtattt taatttttta tggtatggca cgaccaaatt tagaaatgct tcttaaaggt
  1927981 cctagtgtaa tatttattac ttcatatatt tttacaatgc tagctgctct taaattatta
  1928041 aaagtgcgtg atataggttg gtggatggcc ttcctatctc taattatatg tattattgta
  1928101 tactcattta gtggttgggc tattttctat ccagttatct tatcagttat tggttggatt
  1928161 tatatagtta tgaataagaa gtatagtact ataaccaatc attcaataaa tacatcaaat
  1928221 gaaaattagg ttctactcct ataaactcat accacagatt atatactgtt attaacacta
  1928281 tccaagttgg aataagtaca gtttcagctg acttataatt aggtcaaagt aatttaataa
  1928341 aatatgaatg attaatagaa tttatttttc aactttcaaa taacaaccct tttttataac
  1928401 gtatctctgc aaagaaatgt tataaaaaag ggtgattgat tatgtgcaga ccctctttca
  1928461 ccttacttca catatacata agcttcattt gcaattacaa agtaggtttt atccttattg
  1928521 ttgtgtattt taacagtata aatataggtt ctcgtgcagc ttttttaaac tataataaac
  1928581 tccgaaaaac caactaagga gcataataga atagataaga tatgttaaag aaaagtagtt
  1928641 tgaaaaagat aatatgtctg aaattctaaa ggaacgtggt attccaattt atccaacaat
  1928701 cattatgcac taagttcgta aatatgaaaa ttttatccgt tatttttgaa aaacaacaaa
  1928761 gcaaaaatac ctttataaat ggatgaacct tatataaatg tcaactaatc tatgtagaaa
  1928821 aacgttcact taattgtgca taaaattact caatttctct tcagggatga taagaacacc
  1928881 tgtagattct tcaaggtaac tacataatgg tgtgagttat atacttacaa ctttttggtt
  1928941 aaaccataca tataaaacaa ctaactcctt tgctcaatat tttctttagc taggtattct
  1929001 agagcacaag aaaatatata tcgttgcaat tttccactta acttgatgtc tagtttagtc
  1929061 taccatctcc aattactacg ttacttttcg ggttcaattc attatatttt ctactttata
  1929121 cttatacaca acatattctt tcctttccac tccacatata gtgatatatt ttatgctacc
  1929181 tagccttatc tccccttcat aacttctttt tcaagttgat tcctacatgt aaacatcgca
  1929241 ataatctttg tgcgattttt ttcatcaggc tcaaattgtt cgatggttac gtcacaacga
  1929301 atggttacta ttaattggtg actttctatt aaatgaaaat cgcctcttat agagcgcagt
  1929361 tttacttata ttcattctta tgcaaattct gaagcatatt cttcgtatgt ctttaatgta
  1929421 ttaagcaatc gagctgattc aatcatgatt tcgttcgatg aatcagttac acaaatgaca
  1929481 ataaatcgat tatcatttct gtctccaaac aatccttcta attcaagttc cattaacaca
  1929541 gttaacgttt ctttcaacag tgtatgtact cgtatgttaa agtcatcttc gacgatatta
  1929601 tgatatttct taataatttt gttcacttca tcaaacattc caaaatcgtc ccattcgctc
  1929661 cactcaatag ctccgtatct ataataattg tataaagggt ccgatttatt aactttgatt
  1929721 agtctttctt cattagccac tggtccaatg ttattgacac aatcgtctgt taatatggag
  1929781 tacccatata ttgtgtcaac accgcatctt gttaaaagtt cgttataatg acaacgaatt
  1929841 gcatttttta attcaaaata aaaacttttt tgcagctgta ttttcatcgt atttcctccg
  1929901 tttttttgta gcgacctgtt gttacatatt tcaatcttaa cattaaaatc aacattaaac
  1929961 gtttactgag ccaaaataag aaaaaccgaa actaaaaatc atttcggttt tccaaactaa
  1930021 agaagtctat ttactttaac gaatgtacaa acaacccact gcgcagtttc ggttcaaacc
  1930081 acgttgattt tggtggcata acttctccag cgtctgcgat tgctaataaa gattccattg
  1930141 atgtcggata tagtgagaac gccgctttat atgcaccgct atttacaaga cgttctaatt
  1930201 cttctaaccc gcgaattcct ccaacaaaat caatgcgtga atcagatcgc ggatcatgta
  1930261 tttcaagtac ttggcttaat aaatggtctt gcaaaataga tacatctaaa cctttcacaa
  1930321 gatcattcgc atcaaacgtt tcctctttca ctgtgagctt ataccacttc tcatttacat
  1930381 acataccaaa tgtttttggc tcatttggtt tatacggaga aacagatgct tcttctacat
  1930441 agaagtattg cgtgatttgt tttaaaaact gttcttctga taagccgttt aaatctttca
  1930501 caactcggtt atagtcccaa atggataatt catcgtgagg gaataaaact gataggaaga
  1930561 aattaaactc ttcttctcct gtgtaattcg gatattgttc tcttcgcatg agcccaactt
  1930621 ttgcagctga tgcggagcgg tgatgtccat ctgcaatata aagattagga atatcttcaa
  1930681 atacgtttac taaacttgca attacttctt catcagctat tttccaagca acatgctcta
  1930741 cgccatcttc tgctgtaaat gtatagattg gcgcatgttc ttctttccag cttgcgatga
  1930801 aacgtttcac ttcttctttt gtacgatacg ttaaaaagat tggacctgta tttgcatcac
  1930861 acacatctac gtggcgaata cgatctagtt ctttttcatg acgcgttctt tcatgttttt
  1930921 taattgtatc gtcttcatac tcatcaatag atgtacaaac gacaagaccg gactgctttc
  1930981 taccttgcat cgtcagttca taaatatata gtgctggctc ttcatcttga atgaaaactt
  1931041 cttctcgtat caatcgattt aaattttcac ccgctttttc atatacgcga tcatcgtacg
  1931101 gtgaaagcgc tgggtctaaa tcaatttctg ctttatcaac gtgtaagaaa gaaaatggat
  1931161 ttccttttac aacttctctt gcctcttcac tatttaaaac atcatacggt aaagctgcaa
  1931221 cttgtgctgc tttttcttct actggacgaa tggcccgaaa cggtcggatt tttgccaatt
  1931281 ccctctctcc tttacacaat cattcgaacg gctacaacac ctgtaatttt gcttatattt
  1931341 tccacaatgt tctcttttat tatatcatca attccgttat cgatatcaat cattgtgtac
  1931401 gcccaagaat gtttactacg attaatcata tctgcaatat taatatgatg ctctgctaaa
  1931461 caccctgtaa tttgtcctac catgttcgga acgttttgat gcatgattgt aatacgtttc
  1931521 tttccgatat acggcagctc aacatttgga tagttgactg aattacgaat atttcctgtc
  1931581 tctaaatatt cacgtaattg acgcgctgcc atgactgcac aattttcttc tgattcagac
  1931641 gtagatgcac caaggtgagg cgtcgctgtt acatttttca tctttatcac attttcattc
  1931701 gggaagtccg ttacgtaatg tgcaataatc tcttcttcta acgctttttg aagcaccttt
  1931761 tcatctacaa gttctcctct agagaaattg aatagacgca tacctttttt catcttctct
  1931821 acagcgtgtt caccaatcat tcccttcgtt tgattcgtaa gaggaatatg aagggtaata
  1931881 taatcacacg ttgcaaaaat ttcatctaaa ctaaatgctc tttgcacatg tgtagaaagg
  1931941 cgccaagctg tttcaactga aatgtaagga tcatatccga caacgtccat ccctaacgct
  1932001 aacgcatcgt tcgcaactaa agctccgatt gcaccaagcc cgataactcc tagacgtttt
  1932061 cccgcaattt cagatccaac aaattgtttt ttccctgatt caacaagctg tggtacttcc
  1932121 tcaccttcta aatttttcgt ccagcttacg ccgttaataa tgttacgtga agacataata
  1932181 agactggcga tgataagttc ctttactgca ttggcatttg cccctggcgt attaaagact
  1932241 acaatccctt tttctgtaca tcgctcgaca ggaatattat ttacccctgc accagctctc
  1932301 gcaatcgcct ttaaatcttt tgaaaattct tcttgatgta aagaataact gcgaagtaaa
  1932361 ataccatctg gatgattgat tctctcccct acttcataac gctctccgcc aagtacttgc
  1932421 aaaccttttt ctgctatttg atttaacgtt tgaacacgaa acatatcccc atctccctat
  1932481 ctattctcaa gctcaaattc cttcatataa tttaccaatt gctgtacgcc ttgtactggc
  1932541 atcgcattgt aaatactagc gcgcatacca ccgactgatc gatgtccttt taacgtaaca
  1932601 aggccgcgtt ctttcgcttt ttgtaaaaac tcattgttca gctcttctga cggcgttgta
  1932661 aacggaatgt tcataagtga ccgatacgca ggatcaactg gtgaagtaaa caattttgat
  1932721 tcatctaaga aattgtaaag aagtgaagat ttcattttat tttgttcttc aatcgcagat
  1932781 actccgcctt gctcttttaa ccactctaat acaagttttg ttacgtaaat actaaaggac
  1932841 ggcagtgtat tatataagga gttattttta ctgtaagttt catagtttaa cattgtagga
  1932901 caataacgat ctgctcctcc aattaaatct ctttttataa ttgcaatcgt taagcccgct
  1932961 ggccctagat tcttttgcgc tcccgcatat ataagaccaa actttgaaac atcatatcgt
  1933021 tctgataaaa tatttgggga catatccgca acgagtggta ctttatctac atgtggaatg
  1933081 tccacatatt tcgtaccctc tattgtatta ttcgttgtta tatgtacata atctagtttt
  1933141 tcatcgccta ataaaccatc cagtttagga attgtagtaa acttctcatt ttcagaagaa
  1933201 gcaatcactt gtacttctcc aactttttca gcttcttgca gtgccttttt agaccatgaa
  1933261 ccagtcaata cgtaccctgc ttttttatac gtattcatta aatttaacgg tatcatagag
  1933321 aattgtaatg aagcaccacc ttgtaaaaac aatacttcat actcatcagg aatgttcatt
  1933381 aattcacgaa gtaagctacc cgcttcatct ataatacttt gaaaataaga agatcggtga
  1933441 ctcatttcca taatagacat gcctgtcccg ttataattta caagctcctt ttgcactttt
  1933501 tctaaaactg gcaaagggag tattgatggt ccagctgaaa aattatacac tctctccatc
  1933561 accctaataa cctccctatt tctcatcttt tattttttaa actttctgaa ttatacccta
  1933621 caatacaaga cacggtcaat ttgttttcta ttattacggc gtaagacgca atggaatcgc
  1933681 ttgcaagtgc caatatattt tttataaagt taacaaaaaa catatcaact caacgacatt
  1933741 caaaatgtat actgctctcc ttttaaattt gatacgttct tctcttatct attttacttt
  1933801 ttacacataa aaaaagagcg aatctacatt cgctcttttc cacatattta cggaccaaag
  1933861 cttatcatcc aacctaacat aaatccaaat acagtaaaca gtagcataaa aacaaataaa
  1933921 ctacatgccc acaatgcata ttttcgactt tttctttttg taatcatgcc tacgactgaa
  1933981 cataacaatc caacgccaac tatttcccga aaaccttcgc ctataaatgt ttcttgacta
  1934041 agcaatgtaa tgttcaaata caataacgct agaaaggcaa taattaatga aatagtcccc
  1934101 atccatgttt cctttttata actatgattc tttctttttt ttaagaatgc caattccata
  1934161 atctcgcttc acctactttc aagtttctaa ctttttcatg gctcatcaat ttttcaactt
  1934221 cccctttagg tccagttaca actgccccgt atgtttttac cccatttttt tcaaggaaag
  1934281 aaatacgctt tgacaactct aatgttttcg ctctagatag cttcaccgct aaatcttcat
  1934341 gattttgtaa tgactttaac acaccaataa attgttcctc atgaggtgaa tcacttacaa
  1934401 aaggaccact tagacttgaa atcatatctg ctggaaaacc aatcggagca acatacatcc
  1934461 cctcatcatt cttttgcttc tcctctaaac ctgtattcac ggcataccag acgatatcaa
  1934521 tagtaggaaa catattcgtt acctcttgta cacttaataa ttctctaaaa gatacaaatg
  1934581 cttctacgac agattcttgc ggaagacctt ttaatacctg cgcttcttcg ctactattat
  1934641 aagacgtatt ataattatta ggatgggaca gtacttcgtt atctacatat gggacttctg
  1934701 gaattttttc atctgttgta tattcacggc ttactttcgc cactttactt aataaagaat
  1934761 atgttttctc ttctcctatt cgaatatctt tctttcctac ccttttatac aaatcaaaat
  1934821 gcaattgtaa actaagcggt aacaatgttt gctccatgtc tctttctttc atatatacat
  1934881 ttggttccgt tacacttatc gtttgtttta ctacattccg tatctccatt gcgtttatag
  1934941 gtgcaaatac atagtataag agcgtagata tatatataat aggttgaatc agtaataaaa
  1935001 aagtaaatac aattaaaacg tttgtaatac gcgctctttt ctttcctatt ttcaacactt
  1935061 gctcctgttt tccatcagga agagatgcag gtctttgatg aagagcttct tgcaacaagt
  1935121 ctttataatc ttcttgttca gaatgaggtt tatcatttgt cattttgact cttttcctcc
  1935181 tttaacaatt gttttaatct ttttctccca cgaaatatgt ggcttttata cgtgtttaac
  1935241 tttaaatcta atacagaagc accctcttcg tacgttaatt gatgtacatc acataataaa
  1935301 acagcttgtg cctctatcac aggtaaagta tgaataatcc gaattaattt ttcataacta
  1935361 ttttttgcga ctacatactc ttctgtagat tcacctgctt gaattgcctc taattcctcc
  1935421 gttcctacaa aagatacttt tttctctttt ctaacaaaat caataaacgt atgatatgcc
  1935481 actttaaaga gccatgattt taccttttgg ttttcatagt cttctagata aagatacgca
  1935541 cgataaaaag tctcctgcat caagtcctcc gctgcatgat ggctacgaga aagggaaaat
  1935601 aaataccggt acacatcgtt tatataaatc ttatatattt cttcaatttc catccccctc
  1935661 ctcctttcac atataacacg aataagtgcg ttaaaaagtt gcattatttt tcctttttat
  1935721 tttttttata aaaaaatacc tcttatacat tctaataact atttacaatt ataaacaaaa
  1935781 tataagatgt tataactatg aatcccccaa aaaactccat atatagtatg tacggagatt
  1935841 acaccatagt ttatttataa attgtaggtg gagaatattt aatgcttact ttataaacat
  1935901 acaaaaaagt gttaagtaca taatcgtact taacactcta gtaataaaag aataatagct
  1935961 aattatccgt aaagaaccga tcaaaaattt gataaattgc agaaagacca atgagccaat
  1936021 aaatagtgtc cacaagcgcc ggcatagaac caaaccattt ctcaactaca ttgtaatcta
  1936081 acgctacaaa taaccaattc aaaccgccaa gaatcaccaa aattactgta aggtaagaca
  1936141 aaaatttcat tatgattgcc ccctaggtga taagatggtg aaaggccttt cactagaaat
  1936201 atatgtagtg aacctcaaaa cttgcctatt ttataaaaat tattttcggt accagccgtt
  1936261 aataactgcc tctgcttctt tactatgtat ttgatacgca tgcgtactat tattagatcc
  1936321 aataaaccaa attgaaaagc ctttaaaata tggctttggt tctaatacgt cacggtaagc
  1936381 gcgccatccg tttaattgta cgtcttttga aaacacatta gaaacatctg gattccacgg
  1936441 attttgcaag cctagttcac gcgctggaac gttaaatccg ccaaaataaa ctggttttcc
  1936501 tgttgcttta tgtaattgtt ctagttgctg aacaacattt tgtccacgat tatacactgt
  1936561 cgtcgcaaat aaactttgct tcacttcttc atatgatgga tttcttttcc cagaaacttc
  1936621 aaaccaacta tcgatactaa caatgtctac cttctttaaa tacggacggt ttattttctc
  1936681 aacaaacttc gcttcatatg aaggatcaaa gcttgctgtt aaccaccaat tcatttgata
  1936741 caaaacattt cctttatact gctggcgaac aaaatcaatc gtatcgctcc aatatccttc
  1936801 tgcatattcc atattcacga aattagaagc aatcttgagc ccgtacacat tgtatttact
  1936861 tgtaatcgtg ttaaaaatgt cttgcaaaat aaccgttttc caattccaga agaaatcatt
  1936921 aatattactt ggattccatt ccgtttctcc aacatttcct tgctgaatat atgggaacgg
  1936981 ttccactata acttgaatat tacgctttaa taattcttga attaaaataa tagcctgttg
  1937041 cttttgcgct tgattaatta ccatgttcgt agaagtcaca ttcggaatat ctacctgaat
  1937101 tggtacattt actgtattta aatttaagcg ctctacatca gctaacactt tcgctatatt
  1937161 tccaacttcc cataccgtta catttcctga tttaattttt ccagattgaa cagtatttac
  1937221 atctgcctgt acatttcctt gaaaacaaaa agaaaacagc ataataaaca ctcctaaaaa
  1937281 acttattaaa ctcttatttt tcttcacaac tttcccccta taatttttgg ctttcttgat
  1937341 tattttatac aacgtttcat atatattcca caaaaaatcc aataaatttt tattgataaa
  1937401 aatgctattc atactaacct cctaaaaata gtaagataaa taaaaaaagg aacgggtttc
  1937461 cgctcctttt ttatcttttt acgattatca atccatttcc cttttaggct ctaccaacat
  1937521 gatgtgggat tccttttcag tgaaaggttt atgctcaacg cctctcggga caataaacat
  1937581 ctcgccctta gaaattttca cctgtccatc acggaaatcg atgaacatct ccccttcaag
  1937641 cacaataaat agcttatccg tattaggatg ctcatgccat ataaaatctc cattagcttt
  1937701 aaaaagctga atttgatcgt cattcatttc actaatcact tgtggatacc aataatcgtt
  1937761 aattttagat aactcgtcat ttagtttaat aggttggtaa tggataatga tccctcctca
  1937821 ttttcaactt ccactatatt acagtaatct aagtgaaaaa gtcgttatta cgcttaaaaa
  1937881 gaaaatgctc aggccagaac ttttcattca gatagtacaa aggagtgatt tcaatgaaag
  1937941 tactttcaat ccaatgtttc ctttaactct ccataagtat agaacagtga ttttcaaata
  1938001 agaatggacc cctgttgaca ttagtatgga ttattgatga acttctcgcg atatttagta
  1938061 ggcgaaatgc caactcgctt cttgaaaacc ctactaaaat aaaaagggtc tgcgattcca
  1938121 acagcctgcg caatttgttg tacaggcaca ccacttgtac ataacatttt ttgagccatc
  1938181 tttatacgat agttcaataa atattctgct ggccccatac ctgcatgctt tctaaacacg
  1938241 taagaaagac gatttcgatt aacattattt tgttctgtaa gtgtatgtat tgtaatatct
  1938301 ttataatagt atttatgaac gtaactagat attcgttcga ataaagtatg cgattcatag
  1938361 ttgttttctc tattgacaac acttaataaa gcttcattca acgcttcgcg aaatagcatt
  1938421 tcagtctgaa acatcgaaat gcctcctcgc tgattataca catcccaaag acgcataagt
  1938481 aattcgacaa gacgaggaga ttgtcctgtt aataattcaa aatgctgatg agtaaagcca
  1938541 gagtcttctc gttctgaatt gcttatccga tataaaacaa gaatatattc ccagtttatt
  1938601 tcaccaagca ttttatgggc taatgtcatt tttgcacccc catgtataac ttttcctggg
  1938661 gaaagggtat acggcgtacc attaaattga aattccgtct tccctgtaag tggaaataca
  1938721 aatcctggga aagaatctgt ggactcagca caaggcacac ctggattttt agcataacga
  1938781 tatactcctt ctactcggaa aggagtattg gcaagatact ctgctaactc attcacgtcc
  1938841 aacttcacaa tgcaagcctc atttcaataa tagttttctt gtaattcacg agattaattg
  1938901 gtgtacattc tgggcaacgc taaactaaaa atagtacata cgacttaaca acatctagtt
  1938961 attaacctat aaatatgttg tttttcattt attgacaaaa gtatcctccc tatattattg
  1939021 ataatgattt tcattgtagt ttgataaaaa aacatttgtc aagttggatg gcctagaaaa
  1939081 atgatgaaac aaggggtaca gaggaacagt tctgttgcaa ataatatctg gtctttgtta
  1939141 actaatcccc ctcaaaactg gaatgatcat gttaatagtt gtagtggctt tattagttac
  1939201 agcacttgca gcatgtagaa ataatcgtaa tcctgaagag gttgctacag cgtatttcga
  1939261 atatggaaac agcccactat caaattaaat gatagtaggc tggctgttaa aattatttaa
  1939321 gaactgggtt atgttctaaa tgataagctt tcattatcaa aaacattatt actagtcccc
  1939381 tccacaaaca aaaacaccct attacttcgg ctctaaattt aacaccttcc cctctatccc
  1939441 ctccgtattc aatgtagtcg tatgatacgt gccatttacc caatcatcta tttgatcatg
  1939501 ataccaatca cttctaaaat gtcctgattg tcctggccct acaatatgat aaccgtttga
  1939561 catatctttc gtatcaatga cgaatctcca agacgctcca tgattgacaa taccgttatc
  1939621 gccgtaactc gctgcttgaa cggtaacttg acttccgcca attggaactg gtttctcacg
  1939681 attaaacgca agtagcgcta acatactaga tgattttgaa attgggtgtg taaaagtaag
  1939741 ttggtgataa tcgccccact tccactccgt aacatctggt ccatattcct tctgtaattt
  1939801 cttcattaca ttttcgtacg atgtatgcac aacttttgtg aatcctccgt acttcgtaaa
  1939861 ccaagtgctc ttttctcctg ctacttcttt tcgaatcaat tcatccacaa cttgtgactt
  1939921 cccttcaaat aactccatca catctttcgg aatttctttt gaaaataacg tatttgaaat
  1939981 ctccttcatt aataaatgga atattaacgg tgccgcgtca tctttactat cgtaaaaatt
  1940041 ccacttcgtt aattgtttta cgccttcttt ctctacttca tgtaaagacg ctttatttaa
  1940101 ctcttttaaa aatataggag taaactcttt cccgtataaa tttttttgat ccatctgtaa
  1940161 ctcttctaaa tctttcactg tatatttttc cttctcttgt aaaaactctt gaatacgcat
  1940221 ttgcctatat ggctgcgccc acgtattact aatatgatac ggataattat catctacaat
  1940281 tttattattc gcagttgaaa taaacccttg ttttggattg attacttttg gtagctgatc
  1940341 atacgggata tacccttccc attcatattc atctgtccat cctggaacag gtaaaccacc
  1940401 atcacctttt ttacgcactg gtatatttcc atttgcttta taagcaattg tgccgtcatt
  1940461 tgatgcaaat acaaagtttt gagttggtgt atgaaaatct tgcagtgccg tttcaaactc
  1940521 attccagtct ttcgccttat tcatatttaa tacagccttt aattcagcgg aaggctccaa
  1940581 agcagtccat ttcaaagcaa atactgtttt cgtcttttct ttccctttat ccgcaaactc
  1940641 tgaaataact gggccatgcc tcgtaactgt aacgttatac ggaattgttt tcccgccttt
  1940701 tactttaata gattcatcca caacggtagc tttttcccac ttatcgttat acagaaattc
  1940761 attttcatta ttaggatttc tcttctcaat atataaatct tgcacatcag gacctgtatt
  1940821 cgtaacgccc catgctattt tgtcattgtg tcctaatata acccctggta cgccagcgaa
  1940881 aataacgcca ctcacattca aatctttcat ctcaagtttc gattgatacc aaatagaagg
  1940941 cgtcgcaaga gataaatgag gatcatccgc taaaatcggc ttaccagacg cactcttctc
  1941001 accgcttata acccagttat tactaccatt aaactctggt ggaatgatcg tttttgcaaa
  1941061 actttgtgcg acattcacat ttgtattctc aagttcagct agcaatctag gggcatcttt
  1941121 cggatatgta ggaaatagct catttgtttg ctcttttggt agatttttca gcgcccaata
  1941181 tcgaaatgcc tgtccgtgcc aatgtccgcc taaatcaaac gccatatact ttccaattgt
  1941241 taacgtatca acaattgacc actcagcagg ctcataacct aatatagtaa actcgaccgg
  1941301 caatttcttt tcctcttttg cctcgcgtat aaaagcgttc accccatctg caaatgactg
  1941361 cagagcatct ttcgcctccc cgtcatattg actaacagac gcttcggctg ctcgccgtaa
  1941421 accgagcgtt cgaaacaact tatctcgatc aacagctgct tctcctacaa cctcactcag
  1941481 cataccagaa gcttgccttc tacttaaatc catttgaaac aaacgatctt gcgcttgtac
  1941541 atatccttgc gaaaaatata aatcatgcgc attttccgct ttaatatgtg gtactccttt
  1941601 actatctcgc tttaccgtaa cagcacgttg taaatcctct agttttatcg ttccatctat
  1941661 ctttggcaca gatttcagtg tatatatgtt caaaaaaatc gctgtacaaa taactaataa
  1941721 aagaacgata ctactagacc aaatgaaaat tttcttaccc ctagttcgtt tcttctttat
  1941781 aacaacttcc atataacccc tcctttctca aactattcgc ttctattttg aaagaacctt
  1941841 tttgaatagg aaaaatcctt cttttctcat gttatggatc atgtaaacag acttctcctt
  1941901 cctttcttcc actgaaatcc ccccatcctt tcttacacca attcctcaaa atccccttca
  1941961 cataagcaaa cgttcgctta ttctgttcaa acgcaatttt aagtgcctct aatactttct
  1942021 ctcctgaaag tctttgtatc caattcttca attccttcac gatatatggg gatagactac
  1942081 ttatattttg ttcgtaaaat ttgtaaactt cactatgcga agtatccgct acctcttcca
  1942141 cattttctat ttcttcaaca acttcttgta aactactagt atcctcttct ttaggcatac
  1942201 caaaatgctg caacaacaat ggaatcttcc attcttcttc cagacattta cgtaaaaaca
  1942261 tatgtatgaa ctctttattt ttcacagtct ttaattcacg caacacacat ttttctacat
  1942321 tcgtatttaa aatagggttg tagtttagcc aattcattat gtataactct ttcgtttcca
  1942381 catcgtataa aatctttccg tattcaacaa acctatttaa taacttctca acagtctcca
  1942441 tattgtaacc tgtttcaagt tctgccacac gctttggtaa tacgtaaatt ccacattgct
  1942501 tcgttttcgt accagttaac aaatatatgt aaaaataacg ctcctctggc gttaaatcta
  1942561 atataaattc atcttgccaa aaattcactt gcacattacg gtacaccgcc atatgtttac
  1942621 ctcctcctcg cacttataaa aaggcagatt tcaatccttc aatatacata taggagtgag
  1942681 ggcttggttt ttgcagttga atttcaaatt tttttaacta ctataacgac ggttttattt
  1942741 tttcgcgctt ttttgttctt gtagttgttt ttattttgtt ttttcttagt gatttattac
  1942801 ttggtaggtg cttataaggg gcttgtaagg ggcttaataa gggcttatat aaaaaggagc
  1942861 tgttccaaat tctcattttg gatagctcct ttatcattct ttctattttt gacttgcatc
  1942921 taacatcttt actaaaaagg cagctgcttc accacgagtt gtcgtccctt taggattaaa
  1942981 ctcattattt ccaacaccag taactacctt taagctatat aatcgttgaa catgctgttt
  1943041 gtatgtaatt aaatgttgat ctgtaaatgg taatgcggct aattcacctg taacaccttt
  1943101 atactgtaat gctttgtcaa tcatgatcga tgcttcttca cgagtgatag atgcgttagg
  1943161 atcaaaaatc ccgccgccac gaccgttaat aattcctgca cttgcactac gctttatacc
  1943221 attatgaagt gacggatgcg ctttgttaat gtctacaaat gtcttatttc cttctggtag
  1943281 tttaagagca tttgaaatta atgtcgcaaa ctcagctctc gttacattac gataaggcgc
  1943341 aaatacacca tttccttcac cgtgcataat tccaaggctg ttcaacttac gaatatgccc
  1943401 ttcaaaccat ccacctgtaa tatcatcttt tggtttttgt acttctttat ttggcacatt
  1943461 atagtttatt ttaatccaac ttgggttata gaaaatccac tcatcattac ctactttata
  1943521 ccaaccgttt ttaactgcta acactttgta acggtctcca tttgaagctt tacgcacagt
  1943581 ttgatgttcc agtcctgcac cactacgtac gtttatacca tcccctttta ctacaagctc
  1943641 catattaggt tcagctggat tatattcatt tgaatcaaat agctcatttc tttcttgtaa
  1943701 aggcgaatca atttgtgcgt taacatttgc ataccactga ataccttgta cgaagccagt
  1943761 ccaattccca cgagaaatta aaatatcagg acagtttttc ccgctccatt gttgatgtct
  1943821 ataaatatgg tccgcgctaa ttccttcttt gttcattaaa tatcccgcaa gtctctttgc
  1943881 attctctaac gctttattgt aatccccatc ttgattcact gaaatttcaa taccgataga
  1943941 ttctctattt cctgaaccat caccatctcc tgcatgccaa ccattttcat ttgttggtaa
  1944001 gtgctgataa atttgtttat cgtctacagt aaaatgccat gaagctgttc gaaacgtacc
  1944061 ttccgttgct tgtttatata aatacttcgc atggttttca gcatttgcac cgcgggcagt
  1944121 gtttgcagtt tagtgaattg taatataacg tgctttcatc ggattagcgg ggcgaatatc
  1944181 agggtttcct gctggaacaa tccactctac aaatggagta cctgcaagcg ttccatattt
  1944241 cttcgtagtc atcgatgcgc tatactgaat agctctccgt ttttcaaccg gcttcatttc
  1944301 gcgagtagaa ccatcatttc gaccgtctac atgttcaaaa gctttttcaa tgtttgaaat
  1944361 agcatcttct tccgctactt ggcctttttt cgcttctttc attttatgta attcttctga
  1944421 ttcagaatgt ttatgcttat attcttctaa aagaattttc tcatttcctg atactttcgc
  1944481 ttcgttaatt tgcatgtgat caggagtttc tagattgaaa tcagaataac gtaatccgct
  1944541 cgttccacgt tccccttgtg caatactaag ctggtcagta tgagatttgt ttatctctcc
  1944601 tgctgatatt gataaaggtg cactccctaa aatcactaaa cttgttgata gtgcgattac
  1944661 tcgtttttta atattcattg ctgtaatcga tacctacact atccgtgtaa atatctcaac
  1944721 ctccctttat tttctcattc gtgaaagact atgaatctac tatgtatgaa aatatgttta
  1944781 ttccaccttt tcattttatc cccagaaggc gaattatatt ttctagaaaa tcccttaaca
  1944841 gacattattt tataaccaat tgcaattgcc gtcaaaagca cttacaaaaa ataaaaagcc
  1944901 tatgctccga tagctacaac aaatgttact tcttttctct ctattacttt caccgtgcat
  1944961 atgcaaggga ttacagaaaa tagacatacc tcttacttac gattaaaatt gaaaagtgaa
  1945021 gaagatttaa taagaaattt aaatggtctt tatattaagg aaggaagtgc acagctttgg
  1945081 attttaaaac agttatgcaa gagcttgagg ccctaggcaa agaaagaacg aaaaaaatat
  1945141 acatatctaa cggtgcgcac gagccagttt tcggcgtagc tacaggcgct atgaaaccaa
  1945201 tcgctaaaaa aataaaagta aaccaagagt tagctgaaga actgtatgcc acaggcaact
  1945261 acgatgctat gtattttgca gggattattg cagatccgaa agctatgagt gagtctgatt
  1945321 ttgatcgctg gatagacgga gcgtattttt atatgttgtc cgattatgtg gtggcagtaa
  1945381 cgttatccga atcaaatatc gctcaagaag ttgctgataa atggattgca agcggtgaag
  1945441 agcttaaaat gtctgcaggc tggagttgct actgctggct tttagggaat cgcaaagaca
  1945501 acgagttttc tgaaagcaaa atttccgata tgcttgaaat gttgaaaaac acaattcatg
  1945561 attcaccaga acgaacaaaa tccgctatga ataattttct aaacactgta gcaatttcat
  1945621 atgtgccact acacgaaaag gcagttgaga ttgcaaaaga agttggtata gttgaagtaa
  1945681 aacgtgataa taaaaaaagc agtttgctaa atgcttccga aagtattcag aaagaacttg
  1945741 atagaggaag acttggtttc aaacgtaaat atgtaagatg ttaaaaacag caaaaagggt
  1945801 atcaatcttt cttgattgac accctttttt gctgtgatta ctgtattaca ccatgtaaaa
  1945861 cttatatgtt agaaacttct tcttttaatt tataaaccct atctcttttc tcatcacttt
  1945921 tgacaaaaat aagctttcct tctttaacaa atccttctag tactaagcat acttgtccat
  1945981 atgctttcgg cttattcgtt gtgaatcttt catctgatat tttgccagat cgtattaatt
  1946041 gttcgcatag ctcaagtgca cttatttctt cagaatccac taattccaat atatcttttt
  1946101 gtaatggcga taaaggtgct ggtatatgag ctacctccac cttttctcgt ttattttctt
  1946161 cttcaaataa atcttcaaat gaaatttgat tcattacttc ttttcctttc taacgattga
  1946221 tttgtatcac atgaactgaa tcctatagcg tagttattat tatgtagtac ttaccttatt
  1946281 acataaatgt caaactcatg tacatcgttt catatagtat gttttgatta taccaaatac
  1946341 atgttctatc ttctatcgta gattgaaaaa aggagcgttt tactgttcac aaatagagaa
  1946401 aaggaattta gatgattttg ttgaatggat ttaaaaatac cattttttac atagagatga
  1946461 atatttacag atagtgagat taagttgcat acagattagt aaaatagtta tttattctat
  1946521 agaaatttat ggtaaatttt cattacttat atgttataat cacgatgtaa acatttaagt
  1946581 atattaaatg tttactaagg ttattcaata cgtttcatat aacaaggggg ttcacaaatg
  1946641 aacagaaaaa caagtaaagt taaaaagttt ttgggattcg tactaaccgc agcattagca
  1946701 actacaacga tggtaggtac agcaaatgca caaacaacta cgaatagcta taaggtagct
  1946761 agcaatgaga acactgtatt tacagatgta ccaaaagacc actggtcaaa agatgctatt
  1946821 gattacttag cggcagcagg gatttataag ggatatggaa atgggaagtt tggttttggg
  1946881 gacaacatta ctagaggaca ggtagcttct ttagtcaatc gacatttagg tttaattgca
  1946941 gacgataaac aaggaaatat gtttagtgat attacaaatc atatgttcga aaaagatatt
  1947001 aaagccattg cgcaagctgg aattatgaca ggtgatggaa caggtacatt tcgtcctgat
  1947061 gatgtattaa ctcgttatga gatggcagta atattacaaa aagcatttca tttagaatca
  1947121 aaagaacaag ggaaatttaa agacgtacca aaaggtcatt gggcttatga agctgtaaat
  1947181 acactgcgta gtaaccgtat agcacaaggt gacgaggcag gtaattttaa cggaaataca
  1947241 tttgtgaagc gtgagcaata tgcacaattt ttctataatg caatagcaaa aaacagagat
  1947301 tataatttca acatcaattc aaaagaagaa atgaaacaaa tgttaacaac agctttagag
  1947361 aatgggacgt ttggtccatt tcaattagat gtattaggta aagatctatc tgacgtaaaa
  1947421 aaagaatatg gggtgcctga tgtttggaag aaagcacctt gtacagaatg tgatgcacct
  1947481 aatatagcgg tatacggcga ttataatatt gacatgtacc cttcggacgc tagatatata
  1947541 tcggtgaaaa tggatatcac tattaatgaa ttaaaagaat ggtttggtga gccagatgga
  1947601 atcggagagg atatgactag tgaaggcttc atatataatc gaggaagcta ttctctttat
  1947661 ttcagcttct ctgatggtta tattcaacgc gctgaaatat ctaaaaataa atttaattaa
  1947721 tatgttacaa gcaatataaa atatataaag cataaaaaaa tccttcaaga acatgccttt
  1947781 tcttgaagga ttttattttt tcctatctat tttatatagt acaaatctat aaaactccta
  1947841 ctgattaaac tttatttctc ttgatgctcc gcaccccatt cacttaaata cgttgcatat
  1947901 tctaattcat ctggatcatc atgtaacata gaaataaact ctaatttatt tccatcacaa
  1947961 tctagaaaat atacgcttgc agctggcatc catctttgaa caattggctc ttcattccct
  1948021 ttcccctgac tccctactac ctctattcca cgctcttcta accataatct agcagtcttt
  1948081 aaaaaatcta aatctacacg aaaagcgaag tgtttcatct caaaatcttc attactatgt
  1948141 acttcccata acccaagcat ttgtttttta ttttctccta cccaaaagaa agcaacccgc
  1948201 cttttcgata gtttttttgc taatgttaaa cctaacttat tttgatagaa atctattgcc
  1948261 ttttctaaat ttcttacatg taaatgcgtt tcatatatgc tttgtatcat gatgtattcc
  1948321 ccctcccata cattacaata tattttgttt ttatcataca aataaataca tttgaaatcg
  1948381 tcctactttt gtatcattgt tctttccttc aaaggtatat atctaacatt atcattcata
  1948441 tcccaacgcc aaaatccaat aaaaaccaca tttacattct agtaaataca ttcgtaaatt
  1948501 tttataatat aataaaaata acattttaat aatagaggag gaactgttct ggataaaacc
  1948561 aaagttatgg cttattttaa tgtaacaggt gatatattcc ctgtcgaagc aattaccgag
  1948621 gctctaagta tcgagcctac aaaaacttat aaaaaaggag atgttattga aagacgtgat
  1948681 aatccaaatc ttgtatccac aaaaaaccta tatagaaaag agacggattg gactttaagc
  1948741 actggatacc aacaatcata cgatataaat aatcagttgt atgttattct aaaatccctt
  1948801 gaagggaaaa cagaacaatt aaaacatctc aagaagaaat atggtttaga gtttcttttt
  1948861 atgatagtaa ttcaagtgga gaataacgaa tcgcccgcaa tgtatttaca aaaagatatt
  1948921 attgatttcg ctagttccat tcaagcagaa attcattttg atctatatat ttgttaaaaa
  1948981 taaaaacgct attgatattg aaatcagtag cgttcttatg tgaccatatg ttttatctta
  1949041 cttgtaccca aaagcacatt ctttttatat aacgtattac ttcaatttcc cctcaaaaac
  1949101 aatcttccta ccgcacggtt ccactactgt tttgtcatct ttcttcactt catgaaagat
  1949161 tggctcttcc atacggcgag acggtgcata gccttcttgt tccatacgtg ctaagcagtc
  1949221 tgtaattgtt tcgttttcga gtacttcaaa tttcttttta ttaggttgtt ttgtcatgcc
  1949281 ctaacctact ttctattttt cttgatgcaa attgattctt catgtagatc atatataata
  1949341 ttgcgagagt tcctattata atcataaccg caacaaaaaa gcttgtatac tgtatttttt
  1949401 ctataaatac gcctcctaat acaggtccga gtatacttcc taaactaaag gcgattccag
  1949461 ataatatatt tcctgctggc aataagtgtc tcggtaataa atctgtcata aatccaagtc
  1949521 ctaacgagaa gcacgatcca atgaccatac ccgctaacaa catgcaggca aagacgatcc
  1949581 agtaatagtg atcaaatacg gctgccagta agaaaatgcc cgtacttatg cagaacgtcc
  1949641 acgttaaaat acggtccctt ccgtatttgt cacttaatat accgagcgga atttgtgtaa
  1949701 taatgccccc aactgcaaac gctggcaata agaaggatac ttctgagacg gaccatcctt
  1949761 ttcgaagcgc gtatactggt aagttactat ttaacatcgc ttccagtacg ccatatgcaa
  1949821 gtggtcccag cagtgcaatc catcctaatc caacaacttg tttataacga gaaaatgatg
  1949881 attcactctt cacttctctt tcatcttgcg ctgggaatgc attttttgtt ggtaatagta
  1949941 acagccaacc tattaaacaa agtatagtag atataataaa tggcgttgca agaccgtact
  1950001 gaacagtgct tgctaaatac gggccaacgg caaaaccaat tccgaagaat acaccgtata
  1950061 tcgatacctg tctccctatt ttacttggat ctgctgttgt cgtaatccat gtttgtgttc
  1950121 cgacatgcag catatgatct ccgactccaa ctagaaatct aaggataaac catacccaga
  1950181 atgaaaaagt ttgtgtaaaa aagaataatg aaatgataac gagaaaccca ccaatcacaa
  1950241 taattggctt cattccaaac ttttgcatcg gtttttcaag aaacggggaa ataactaata
  1950301 tcccaatata tagtgccgtc gcatgaatac cattaatact tgaactaacc ccttcttgtt
  1950361 caaaaatcat tgcaatggcc ggtaaaagca tcccttgtga caaaccagag attgctacaa
  1950421 ttccaaccat aatccaaaac gtaaaacgta tcgacatccc taatctctcc cttttgtaat
  1950481 ccaccacact cattatatat tgtttactat ggaataagaa aggactagtg gatgaaataa
  1950541 ttttcatttt tccacaaaaa agaagctaga cacatgtcat ctaacttctt cctcacccta
  1950601 cttaccttct aaccaatcct ctacatgctt tataaataca tctaaacaat caataaacgg
  1950661 agaatgaccg caatcttcta acaattgtaa ttcagcattc ggcaaatgtt ttactaactc
  1950721 ctcacccact acttgcggta cgacataatc tctgtcgcct tgtatgacga gtgtcggagc
  1950781 tttaatacga tgaatttgct tatttccctc tacaaccccg ttatgttcat ccgaaatatt
  1950841 aaatgtaatg agcgcataat tcacatctac gaaattacgc tgcgttaaca tatcgtctaa
  1950901 atacttttca tagcgatctg gttcaggttg attatgtgta tatattaaca agttccatac
  1950961 tgtacggtaa tatagtttat tcatattttt tatcgcatct aacactggtg caatttgtac
  1951021 aggatcttgc gcaatttctt ctttcgtctt aactaaacta gatacaatcg gctgcccgtt
  1951081 tatatctttt ttaaagattg ggtagccctt cattcctact gattctacta aaattaactt
  1951141 ttcgacaaac gttggatgat tcgctgtaaa ttgcatcgca acaccaccgc ccattgacca
  1951201 gcccattaat gaaaatttct ctagttttaa cccgtcgata aatagtttta catcttctgc
  1951261 aaagtcttgt attgaatcta tcgctttatt atatgttgat tgaccaaatc ctcttaaatc
  1951321 tagagcgtaa atatggtatt gatcttgcag cttttcaata actaaatcaa agtgttgtga
  1951381 cgatgtcatg tttccgtgaa tgagtacaag aatttctgca ttttgccttc caacttcctg
  1951441 atacgcaatc gtttctccgt tcgatagtga aacaaactcc attgttgcag gcttaatcat
  1951501 cacaagttcc cccattcttt ttaatagaaa gataattctt tacttaatta aagaataaca
  1951561 tgcagaatgt atgttctcaa cataaaagct atacgaaatt tttacataaa tcaacatgtc
  1951621 tattactaga caattataat aaaaaagtat atagttagct aggtaactaa tttgaaagga
  1951681 tcaacataca tggacgaaaa acaacatttt tttcacattg tcagccagac ttctcggaag
  1951741 tttacgaaga aatttaatga acgtgtatct cccactgggt tatttagtgc gcaatgggct
  1951801 gtaattttcc gcatcaatca aactggttct tgtacgcaaa ctgaattgtg ccagtattta
  1951861 aatgttgaat caccaacgat gactcgtacg ttaacacgta tggaaacgat gggctggatt
  1951921 attcgtacag aaggaaaaga tcgccgtgag aagctcattt ctttatcaga aacagcgata
  1951981 aaaatgattc cggtatggca agaagaagtt gatactttcg aagaaaagac gctagaaggt
  1952041 attaacgaag atgatttaca tcaagcattt caagtgttac aacaaattat taaaaactta
  1952101 gattaaattg gagggatgac aatgcaaagt gaaaaacttt ggacgaagga tttcctcgga
  1952161 acttgtttta gtagtctctt tctcttttta acattttaca tgctaatgac tactctgcct
  1952221 gtctatgtaa tagacgggct aaaaggaaaa ccagaggaaa ttggtttagt tgcaactgtt
  1952281 tttcttattt catctgtttt atgtagacca ttcacaggaa aatggctaga tgatttagga
  1952341 agaaagaaaa tattatttat ttcactttca ttatttttag ccgctactgt tatgtatttc
  1952401 ggtgcgcaaa gtttattttt attacttgct cttcgcttct tacatggtat tgggtttggg
  1952461 atggcaacta ctgcaactgg tacgattgta actgatgttg caccagctca tagacgaggc
  1952521 gaagcacttg cctatttcgg cgtatttatg agtctgccga tggtaattgg tcctttttta
  1952581 ggtttaacaa ttatttctca tttttcgttt actgtattat ttatcgtttg ttccgtattt
  1952641 tcattactgg catttttatt aggactactt gtaaatattc cacatgaagc acctgtaagc
  1952701 aaacaaaaac aagaaaaaat gaaatggaaa gacttacttg aaccatcttc tattccaatc
  1952761 gctcttacag gatttgtttt agccttttct tatagtggta ttttatcctt tattcctatt
  1952821 tatgcaaaag agctcggttt agctgatatt gcaagttact tctttatttt atatgcactt
  1952881 gttgttgtca tttctcgtcc atttacaggt aaaattttcg atcgcttcgg tgaaaacgta
  1952941 cttgtttatc ctgctattat tattttcaca attgggatgt ttattttaag tcaggcgcaa
  1953001 acgccatttt ggttccttgg cgcaggtatg ctaattggtt taggttatgg aacattaatt
  1953061 cctagcttcc aaacgattgc gatttctgcc gctccaaacc atagacgtgg ttctgcgaca
  1953121 gctacgtact tctcattctt tgatagtggt attggatttg gttctttcat tttaggtata
  1953181 gtcgcagcga aatcaagtta ccataatatg tattttatcg cggctattat cgttgctttc
  1953241 actttacttc tatattatgg attacacggc cgcaaacaaa aattcaagaa acaacgtaca
  1953301 gatggacaaa tatccgctta gcttttataa ggaaagtaaa cttccccgtt tactttcctt
  1953361 attttgtatt tctttcaaga gaagcgtata cttataatag aaataaaaag gagggaccgc
  1953421 tatgaaacta aaaaaatctc ccctactctt actcataatc acattcatat ttgtaattac
  1953481 agggctcggt tttacatact tcaaacataa taaaacgact ccatcgaaaa ataacgtgac
  1953541 gaagaaaaat tggttagatg acccttactt acgttggtca tacacacata tgaaagaatt
  1953601 tactttaatt aatgatgtaa aaaacaatcc tgatcaaatt gctcgcttcc catccgcatt
  1953661 gcaaaattta gacgattttg ctgtgcagcg tagatttgga agtgcaactc ctctaaaaga
  1953721 acttttagac gataacaaaa cagatgcgtt tgtcgttgta cataatggac aacttgttta
  1953781 tgaacgatat ttcaatggct ataacgagag cgaaccgcat ggtatggcgt cattagcaaa
  1953841 ggtatttacc ggagcaataa tacaatctct cgctgaagaa aaccgtattg acttagaaaa
  1953901 aacggctgac acatatataa aagaattaaa aaatacacca tttggaaaag caacactaca
  1953961 gcaattaatg gacatgcaag tttcagtaga ataccctact cacggatacg aacatccagc
  1954021 gttagaaaat caagatgcac aactatactt ggcaagcaat attttacctc gagataaaaa
  1954081 ttacgatggt ccaatgaaaa tttatgatat gttacaagaa gcaaaagaaa ctgcaccgcc
  1954141 tggttctgtc ttttcttaca ataacggatc aacagaaaca ctcgcttgga ttattcgaac
  1954201 gatcactggt aaatcattag ctgaaaatgt tagcgagcgc atatggtctc aaattggtat
  1954261 ggaagaaaac gcgtattacg ttacagatga aacaaaaata gaacaagcga gcgctggttt
  1954321 aaatgcaact gctagagata tggcgagatt tggacaatta ttattaaaca acggggaata
  1954381 taacggaaaa caaattctac cttcttctat tactgaagat ataaaaaatg tgcaagaagg
  1954441 tgaacttgca attggccctg gtgcttccat ctcttatcat aatcaatggt ggattccgca
  1954501 caatgaacaa ggtgcttttg aagtgttagg tagttacgga caaacacttt acatcgatcc
  1954561 gaaagcaaag atggtcattg tccacttctc ttctaacgct acgccaagta atgaaataca
  1954621 ttccgtttac tccaatatgt atattgatat tgcacatcat ttggagaagc ttccacagta
  1954681 gtggaagcag gagtttaaac cttacatgta tgattatttg attgaacaca caatctgttg
  1954741 tgctgaaaca tcaatatatc taaaaaggag ctctcttcat aaagagagct ccttttctta
  1954801 tttcttcttc ttttctgtcg gttgactttg tttagcgaaa ttagatgaat catcgaaatt
  1954861 tggttgcttt ttaccagcat tattacttct accttttccc atatgtaatg cacctcccct
  1954921 catccttact attcccaata aaaaaatcct cttgcatcca ggaggatttt tttattgtct
  1954981 cttattcata atgcaccact gttctcgtag tacttccaac actttcagtt agagaagctt
  1955041 ccacagtagt ggaatctttt tattgttggg gtgttttatt taaacccatt accctcatca
  1955101 cgtttattca taatgaaact ttttattagc aatccaataa tacgttacga agagtgtcaa
  1955161 taaaatccac actatagtta gtaatccagt aattattgcg tttgaattta cgccccccgt
  1955221 gactaacgtt tccattgcat acttactcat accggctgga ttaagccgat ccattattgg
  1955281 attcaaaccg acgattactc tgcaggctag aaggaaaaca attgaaatta atgcaataat
  1955341 accttgactg tgaaaaatag cacttatcat cgttgtgaaa gatacgataa aaagaaccca
  1955401 aattagataa aatagtaatc cagtaattag gtgtgcaaat ggaacggcag taaaaagaaa
  1955461 atttacatat agataagacg ttacgtatcc aattgttaca ctacacgcta ccattacata
  1955521 gtttgacact attttcccac ctacatatga agtaacagta acgggccttg ttaaaataaa
  1955581 ggccagtata ccattagctt tatctgtttg aattgcaccc atcatagaaa tcactagaat
  1955641 cataagtcca agctggtcaa actgggatcc caaagtagtc gctaatactt cgcccccttt
  1955701 ttgcgctgcc atactcagat caattgtaat tccctgacct ccacctaacg cttctagaat
  1955761 ggatggtaaa taatgagtta ctatcggctg tgttgcacct aaacatataa aaacaattgg
  1955821 tagccaaatg atcttaaaat cacgtaacat ttgaacacat tcttttttta tcaataccat
  1955881 tgagttattc attttgcacc accaatttca agaaaatctc ttctaaagta tcgttgctca
  1955941 tttcaaattt aacgatgtcc actttatgtt cgagtgcatt ttgtaataac atatttttgc
  1956001 ttatttcgat actttcaacc ttcactttga ttttaagccc aaccacttct acgttcttca
  1956061 catacggtaa ttttttcaca atttcaatcc acttttgatc tttagctgtt atttcaataa
  1956121 ctaatttatt ttcacgatta cggtgtaaaa gctccgtaat cgttgtgtct tctatttttg
  1956181 ttccatcttt tataatgaca aatcgctcac agatttcttc tgcatcgctt aagatgtggg
  1956241 ttgataataa aatggttgta tcttttttta tttcttcaat tagattcaat acttcccgcc
  1956301 ggccgatcgg atctaatgcg gatactggtt catccatgac aataagcgaa ggtttatgca
  1956361 ataatgcttg tgcaatacca agtcgttgct tcattccacc agaaaatgta ctaacctttg
  1956421 tattttcttc tcccttcagt ccaactttct ccaacatttt cggaatcgac tttaacaatt
  1956481 cttctttttt cacccccgaa agttggccca taaacgtaag cgtttctctc gctgtcatcc
  1956541 aatgaaaaaa attaggatat tgaggtagat aaccaatttc acttttcatt tttgatattt
  1956601 ttatcccatt caataaaact tcaccatcag ttggattagt aatatccgaa attactttta
  1956661 ttaatgtgga tttccctgct ccgtttggtc caattaatcc gacgcattcc cccgcttgca
  1956721 attccatcga gaaattattg acagcaattt ttcctttaaa tgattttgtt acatttttaa
  1956781 tctctaattt catactttcc caccgtcctt tctccctata acaaagtaca agataggccc
  1956841 caatatatta acgaaaagaa taatgaacgt ccatacaagt acattttttc ttgttttcct
  1956901 atgtcgatat aaatcaatga atgcaattaa aactaaaagt gcccccactg caataactgg
  1956961 caatataatg ggtagaaaag ccataatatc aatgtcttta agatcattca atccataatg
  1957021 tattttcatt gtcatcactc cttttaaatc tcattatcat tattgataat aataaaataa
  1957081 aaacagatgg attgcaatca ttattctcat tatttataat gagaataaaa aacgatatat
  1957141 aaggtgatat aatgagtaat aaagttgaaa ttttaatgca tccggtaaga atgaaaattt
  1957201 gccaagtgtt aatgagaaat aaagaagatg ggctaacacc attagaaatg gtaaaaatca
  1957261 ttaaaaatgt accacaagca acactatata ggcagctaca aactatggtt gattcaggta
  1957321 tcgtccatgt aattaaagaa aaaaaggtga aatctgtttc tgaaaaatat tacgcaatca
  1957381 atgaagaaga tgcaaaaatt gaaggaagtg aatggaaagg attatctgat gatgaaaagt
  1957441 taaactacat ttcctattac cagttatcac ttatgacaca atatcaaagt taccttaaga
  1957501 aattagagga acaaaacagt caagaagata aggctacttt ttctgtagta gaattaaagc
  1957561 tagacgagga acactttgga aaatttcaaa acgaacttaa cgaattaatg attaaatact
  1957621 ataatagcca aagtaaagat gacgaaatag aggctccagt tcggaccgtc gctattacaa
  1957681 ttattccaga aacgtgaact aactcaatat acataataca agccgatgct tccttaccat
  1957741 aggaatcatc ggctatcttc atttcgaaaa ttgttttaac ttctgctgta tggctggcga
  1957801 aaaaactgat ctagaagcta aaatgttgta gaatctaaaa ttcgaatgtg cttaaaattt
  1957861 tatctatatt acatgaattc ttttctcgcg ttaatctcat accatccaca ctctccaaac
  1957921 actttttaaa aagaagcatg ggtaaactaa taaatataaa ttagggatcc accaagacat
  1957981 atcaaaatct aaacggattg tccaaaatgc tagagcttgt aaccctgagc aaaaagttaa
  1958041 aattaatgat aggaatgcaa agtggctcca aatatgtttt tgtttagaat gtaaatataa
  1958101 acttagaaat cccgttaacg agattaacaa atctagaggc aaaaaagacc aattccatgc
  1958161 tactaaaata ggatcttcgt aatctttaaa caaatattct tgcggaatta tatgaaaaat
  1958221 tgttatgagc caatatataa caaacccaac atcagtaata aggaaaaaat actttaatcg
  1958281 attcaatgta tacgttcctc caccatttct tttttcttcg cttcatgtgc cgtactatta
  1958341 aaatttaaaa ttacgactcc aattaaaata aaaagaattg ctactatctt aattatattg
  1958401 atactttctc caaaatagat aaaaccaatt gttgtaatcg ttacaattcc catacctgac
  1958461 caaaccgcat atgcaacgga catttccatc ccttttaatg caaatgacag aaatgcaaaa
  1958521 cttactacat aaaatacaaa aataagaatg cttggtacaa gtttcgttaa tccatcagat
  1958581 agttttatcg cagttgtacc tgctacctca aataaaatcg ctaaacataa ataaatccac
  1958641 tgcactactc tcccaccctc tatttcgaat tagaaatgcc atacagtaac atatccataa
  1958701 tagattccag catacttcct aatgtatgat cacttttttc aataaacata ggatcatata
  1958761 tgcgattcag tgcccccaaa tagacttcaa taaaaaacgg aatttgaatt tttcttatgc
  1958821 ttccttctct cattccctct tctattaaac caattacagt agaccaccct tcacgtaaaa
  1958881 actgatctaa ttttaaccat tggtaataat gatgtttttt tagttctact aataaacgtg
  1958941 catccatgaa tgtaaattgt tgtggaatgc aaattaagat gagtcttatt ttttcaactg
  1959001 tttgtaacgt atcatcttca gcgatatttt tttccttttc ttgaatactt tctattacat
  1959061 tacgaataac ttcatctact atttcatctt ttgaagagaa gtgctcatag attgtcctct
  1959121 tactgacagc taattgtttt gctaaatcac taattgtaaa tgtaaacccc ttcgtttgaa
  1959181 tttgatgaat tgtttctgtt actattcttt gtttcataat ccgccccctg aacctttggt
  1959241 accaatttag tttttttggt accattccat tttacaatat ttaacacaat gtatccaact
  1959301 aatttttata attttctaac gtttaactta aaataagtta aacgttagag agatgaggag
  1959361 cattcttgca tattcaacaa tccagtgaat aattggatga cactcataca tgaagcttta
  1959421 aataaagtta aatgcagctc tataaggcta tgttggtata tgttcttttt tagcttgatg
  1959481 gcgagaaacg ccgatctact ttcacctaag taaaaaagcg ccctataaac agggcgcttt
  1959541 actccaacct aatgactaat agtagcagtt ggatataatg ttgttcctcc aattgaaacc
  1959601 tttatttcat ttgttaatgg aacattttgt tcattaatga tagttctcca ccattcccat
  1959661 gcaagacctg tacattctct tgcaacgatt tttatatttt ttgaatttgg tggaagaggg
  1959721 ataactgtag agtaatgggc tgttttgtct ttgccactac cttcccatgt tttatgtgtt
  1959781 agtacttctt tcccattttg atcaaatgta aattcatccc aaaatacatc aaattgagca
  1959841 acgtaagcac cgtaatgatc gagtgtcatt ttagcacttg aatattctgt agttgtcgtc
  1959901 tcgatataat ctgtattgtt atgaacagca gcagttgcat tatcttttaa gaacgtgctt
  1959961 gtatatgaaa ttgggtatgc tggattttta aagcttaatt cagcattatc tttaataata
  1960021 tttcggattt cattgaaatc ttttgtaaca accttgttat gctctttcgc atctccgcct
  1960081 aatactacag cagtaaaggt actttcttca aaaatatctt tgtactgtcc actcgtttcg
  1960141 acgctgttat tcttaagtag agctttaaat gcagcttgta catctttact cttagatgtt
  1960201 gtttctaatt ttacataaac cgttctacca taagctacat ttgaaaccat aacaggtgga
  1960261 gccgaattac ttactccttt acgagttaac tcatcaaaag taacactatt atcaaagaga
  1960321 tcagatggat tattaggtag ttcagcactt acagtataaa atatttgttt atatgccgcc
  1960381 accatcactt tcttttctcc atttgcaact gcattaaagt caatatttag actgttatca
  1960441 agatatttag cattaacatt aagagcactt gcgatttgtg atttactata aaccatagat
  1960501 tctgtatact gcattcttgc aggtaacgta tgtgttgtgg aatacttttc attccaagta
  1960561 gatactaaat catctactgc tccagccaca ttaccatatg tcggattttg gacagtgatt
  1960621 gtattttctt ttctcatgcc aggtaagtct atactaatat tcaaaggctt tctcttagct
  1960681 actaataaac tcggttgatt gtctgcaaat gctttattgg caagttgtac agctcctgga
  1960741 tacgtacgat tcactacaga atcaataatc aaaatatcga ctggtgacgt tgtaagtgat
  1960801 tttttctcgc gttccactac tacaaattta ccgtttgaat tgatactctc tttcggaata
  1960861 aaactctcta ctttatcacc atttactgct aaaatatctc tactatcata ctttagattt
  1960921 gctataccag tattaatatc actagcattt tttattgcac cagttgcatt accggcttgt
  1960981 gtttctgcaa aagaaataga cgaataatga atggtacata gactaactaa taaacatgca
  1961041 aggaactttc ttcttttagt gtttttctta atattcagaa aaatcacccc gttctttttt
  1961101 agtaagatat aataatgatg gatacatgat agctaacgaa taaccttaca taaacgcttt
  1961161 taaaagttct tgaactaaag gaattactcc acctaaaaat tttaaaactg ccattgcgat
  1961221 ttccatatta cttcctcctc tttgctgtat aaagatgtgt tgaatattta tgctttcatt
  1961281 ataataagct tttacatttg catcaattca tttttatatg caatatttca tatttgagaa
  1961341 aagcaacttt ttctgtcaag ttgatgatgg tactactctt cttgaacata tttctatccc
  1961401 tttaaaaata tcagaatttt ctatttttaa aaggttatga acgaaacaac ctcgaataat
  1961461 tgtaatacat atacataagg aggttgatct attttgtttc gttcttttac taatggttgc
  1961521 gtcgccttag tgcaacgttt cttgccagaa ccgtttatat tatcatgttt attaactgtt
  1961581 tttgttattt tcttcggcat gtttgcaacg catcaaacac ctgtggaaat gattaatcac
  1961641 tggggtaatg gcatttgggg acttctcgcc ttttctatgc aaatggcact tgtactcgtg
  1961701 acaggatctg ctttagcaaa cgctcctctt attaaaaaag gattaatgaa agcggcaaga
  1961761 ctaccaaaaa caaatggaca aggtattatt gccatttcaa tcgtaagttt actaggggca
  1961821 tacataaact ggggatttgg tattgttgta tctgttttat acgcaaaaga agtggcaaga
  1961881 caattagaag gattggatta tagactagca atcgcttctt cttactctgg atttctcatt
  1961941 tggcatgcgg ggctttctgc ttctatccct cttacgttag caacaggcgg agaaacgtta
  1962001 atgaaaacga cagctggaag tattaaagaa gcgattccaa tcactgaaac gttattctca
  1962061 ccatatgctc tcgttccagt tattatcttt ttagttacga tgcctctcat taataaggcg
  1962121 atgcatccag atgcaaaaca tacaataaca gtagatccta gcgtattcca tgaagaagct
  1962181 gccgctcaag aggcaggaaa aaatacgttc gcggaaaaaa tggaaaatag cattattatt
  1962241 acactttgcg ttggattgtt aggtctcatt tatattttca actactttta tacgaaaggc
  1962301 tttaacctta cactcgatat cgttattttt atgttattaa ttgctggact cattttccac
  1962361 cgtactccaa ttcaatatat tcgcgctttt tcagattcca cgaaaagtgc ttctggtatt
  1962421 ttacttcaat ttccgtttta cgcaggaatt atggggatga tgatcggagc aaatagtgaa
  1962481 ggcctttcac ttggaggagc tatttcgaat ttctttatta gcatttcaaa cgaaacaact
  1962541 ttcccgctct ttactttttt aagtgcgggc atcgttaata ttttcgttcc atctggtggc
  1962601 ggtcaatggg ctgtgcaagc acccattatg attccagctg gcgctgaact tggtgtacct
  1962661 gctgcaaaaa cagcaatggc cattgcgtgg ggcgatgctt ggacaaattt aattcaacct
  1962721 ttctgggcat taccagcatt agcgatagct ggtttaggtg ctcgtgatat tatgggattt
  1962781 tgcgttgtga acttactata tgcaggattt atcataagtc tatgtttctt atttatttaa
  1962841 acgaaaagct agttttatac tagctttttt acataataaa tcatttattt cccacgcaat
  1962901 ttatcacggt cttccactct atctccgtaa gatataatgc ctcaaatgca aaaaaatctc
  1962961 cacatacttt ttcaattaga tgttgattat ttttaaggaa attccactgc agcgctttag
  1963021 gaagaaaata cgtttcatat tctttacttc ctcttactac ctcatccact tctctttcaa
  1963081 aaatccctct tattaaataa tcatttctta attgaatctg tatttgttga aacgtttcac
  1963141 tacatttctt caattgaatt aagcaattaa tatatgtacg aaaaagttca ttatcatact
  1963201 gacaacaatt tataatacgt tccatttcat tcataacgta cgagcctttt cttctatttg
  1963261 taataaccac ttttcccgct tctctcgttt actcgttttc acagattgaa aaacagatcg
  1963321 ttttatatcg cgaatgccgc aaaaacgtaa aacacctctc ttcattataa tccaatcggc
  1963381 tgatcgatat agtagtgcga cgtaccataa cggtgagtct aacgtattaa ttccccatgc
  1963441 cttcttacct tttagtaacc ctttcggcag ggcaccttca tatttataag caaaaccagc
  1963501 aacgaaaatg cgatcaataa atccttttaa aatagctggc atcccccacc accatattgg
  1963561 ataaatgaag agaagagtat ccgcttcttc tactaatgct ctgtaccgag ctgtttcttc
  1963621 ttcatttact aaatcacgcc ttttcttctc ttcattaaat acaaggacgg gattaaattg
  1963681 ttctttatat aaatcaagta ccgtaaccga atggtttgtt tcttgtaatc ctttttgtac
  1963741 atgctttaaa atcgccgcgt taaaactgga aggactagga tgagcgtata caattagtac
  1963801 attcaataca taacaactcc ctctataagt taaagtttcc ccttctttaa catcttctct
  1963861 acaatttgta tgttttttga gctttgtaat aaacggttta atacggtaag caactcttcc
  1963921 ttgtctaaat ctttcagttt ctctttcacc gtactttcac cagcaccttg aatatcataa
  1963981 acaactgccg ccatatgttt acaatagttt tcatatggac actcacagct actttctgta
  1964041 aaatcttcaa gatcaataat cacttcatag tctcctgcat ttccagtaac gaaagcaaat
  1964101 attttcttgt cttgtatttc aacatcttct acatttcctt cttcataata ttcataccct
  1964161 ttatccataa tgtacttagg aatccatttt gttatatcat gtaacaaata agcgtacata
  1964221 acaacacctc ttcctttaat tcccttttga cttccaaacc tgtgcatgtt attctaataa
  1964281 ctgtcaaata gcaagtctat atgacaaaac gactgacacc tattcggcga aggtgtctct
  1964341 tttcatttgc agccgatatg aattgcctct ttcaggcaca ttcaatcttt gacactacac
  1964401 actcaacacc attccctgta tcaggctgct taagcagtct tttactctac atatttcaaa
  1964461 aaaagagagc ttagctccct tttctcgctt tataaaatac ccctttttca gtatagagat
  1964521 attcatcagc taatgtaatt ttcccatcca gtttcagttc atctaatagt cttgataaat
  1964581 aaaattgatg taacatcttt ttcgtgaatt ttccttcatg atgcgaaacg atatgttctt
  1964641 gaatatctaa caatgatatt ggcttatctt gctctatcat atattcataa actgtactac
  1964701 gcagttttac gtatttttcg agtgtcacag tacttcgcaa cccctttctt cttaatataa
  1964761 attttttcgt aatcggtttt tttgcaataa aaaaacctct ccgataagaa gaagttacgt
  1964821 atatatcttc gtcttatctc ccagaacaaa tttgttctgc tggaattagc acctgcatcg
  1964881 cggttgctgg gtttcatcgg gccagtccct ccacctctct ggataagaaa atattcactt
  1964941 aattcttact atacataatt tcattttaat tgtcaaacaa atataacgaa ttatattttc
  1965001 ttctttactg ttcatactat acatatatga atatgcaagg aggattatga aatgcacgaa
  1965061 aatgcccgcg gatatgtcca agattcgttt caatcattac aagaagcaaa acaatgttta
  1965121 gaagcagcac tacagactgt tgaaaaagat tttaatcgtg ctcgtattga acaatctctt
  1965181 tatgcaatcg aacaagctat tcaacgctgc gattacaccg ttcacatttt agaacaagat
  1965241 tgaaaaaact tcccatcata aggtgggaag ttttttcaaa tggcatactt cataattatt
  1965301 gccgttatga ttaaaaaata tacagaattc acaatttcta aaatccctac ttttataata
  1965361 gaaatttttt tgccatacaa tataatggct cgaatgacac ttggtataaa aataagggag
  1965421 caccacggat taattgcaaa tacaatgatc attaatagaa tatgataacc ccaagatata
  1965481 aagcgatact tcggattatt tttctcacgt atcatcgttt tgacataaaa cgtacttcct
  1965541 aaaaaatata aaaatgaaat aagcgcaata aataatgctg ttttatctat aagtttcatt
  1965601 gaaaaataat aactaactaa accaccaata cagaaaacaa taatcgcact aatgtcattt
  1965661 cgtaatgctc tttcattttt ttgacgagca taatacatat ttactataaa gaatggaatc
  1965721 atgactgcta caaataaaag aatgcgccat tcatataata gagaaatcat cccaaataca
  1965781 aaagcgatga taaaatacac aattgctgca tgtaaatact ctttttttcg tttttgcttt
  1965841 atgtacataa ggaatggata cgtagctaaa tagataaaga accaagctat aaacaatgga
  1965901 atatgatata tagtaggttt cccaagtatg acacttaata gaaatggtat aacaagcatc
  1965961 gcccatgcac catgttgctt cggaataact aacttcatta actatacacc tcccttttga
  1966021 aaataattct cacctactat tatacaaata attttatata gtaacggata tatattggac
  1966081 tattttttga caataaaaaa tgctccttac aatatgtaag aagcatgaaa gaggcaaacg
  1966141 aatatgtaag tcgcgaccct accttatatg agtatgcttt tctataccat gttatgctca
  1966201 tctaatatgc catatttctt tttaaatctt gtaagaatcg taatccaaga cgtactaaat
  1966261 aatagtaaga aaacgacatt cgaaattgca tggctcaaat cgaaataaaa acttgcgata
  1966321 taatacgaaa tgactgtttc ccacgttgcc tctcgtataa aaccgagaag tccccagaaa
  1966381 ttcataatcc agccaaataa aaatccaaca aacaatccgt atagaagtct tccccatagc
  1966441 tttttcatta aaaacgtatt acgtaataat ccagctataa aaccgatcat accccatgaa
  1966501 aacatttgcc acggcgtcca cggaccttgt cctaaaaaga tgttagatac gatagccgct
  1966561 gttgccccaa tcataaatcc ggtttcactt ccgaacacga ttgcagaaac gataataaca
  1966621 aaagaagtcg gttgtacact tggtaaaata gaaaatggta cgcggctcac tgctgcaatt
  1966681 gccgctaaca cagcaacgag aacaatttca cgtgaaacaa acgccttcct ttcaaaacgg
  1966741 atatagaacg gtaacataat aacgactaat aaaaacaaac tacttaacat gtaataacca
  1966801 tccatgataa gtgtcgtaaa gagtaatgtg cctattatta ctgcaaaaat acatattatg
  1966861 aatgcaacat atcgttttga cacgcttcgt acacatcctc ccacgttaat gcatatggca
  1966921 gttcttttcg aatgaatcgg ttaatagatg ttgtataaaa gaagttacca ctaaaaaatt
  1966981 ctttcggtgc atcattcata atgactgctc catcaaataa catcatacat tgatccacgt
  1967041 atttcgctgc aaattcaata tcatgggttg ccattacaat tgttgtaccc tctttttgca
  1967101 gcttcctaaa tagctctcct actctttctt tcttccacgg atctaatcct tttgtcggtt
  1967161 catccagtaa taataaagtc ggctttgata ataacgttgt acataatgca agtagttgtt
  1967221 gctctccccc gctacaatca tgtggatgac gttctttaag tccatatagc caaaactttt
  1967281 taagctgatg ttctgctatt tcttttcctt gttctccata taattcacgc gctcgttcat
  1967341 acacctcgtc ccacactgta tcaaatgtaa aatgataata cggatgctgt gatacatacc
  1967401 caatactttt aaatcgttct ttcgaatcaa ttttatgtat cactttccca ttccacttta
  1967461 ctttccctct tctcgctttt tgtaaccctg ctaaaatcgt caacagtgta gactttcctg
  1967521 tcccattctt tccaacgaga gctacccatt ttcctttttc aatcgacact gttaaatctc
  1967581 gtaaaatgag cggattattt ttttcatatt ggaacgaaat atgctcggca cttaaaatga
  1967641 cttcttgctt ttcactttgt actattggct cacttacata tgatatcgct aaaaaatcat
  1967701 tcagtttcat ttgtgcttct cgcactgtaa acggaatgtc tttcgcattc cactctaaaa
  1967761 acaaccttgg aatttgcgga ataaatggac ggaacttttc tacttcccac atgttcgcta
  1967821 caaccgtttt cggactacca tcatacacga ttcgaccgtt attcatacaa ataacgcgcg
  1967881 ttgcaagcgg aattacttca tctaaacgat gttcacttaa aacgatcgta attccaagtt
  1967941 cttcgttaat acgttttaat aatcctaaaa attcttttgc agcaattgga tctaattgtg
  1968001 ctgtcggttc atctaataat agtaatttcg gctgcataac taataccgca gctaaattga
  1968061 caagctgctt ctgtccgcca gataacgtat gaacagattg atgcaataaa tcttgaaatc
  1968121 ctaagaagct aataagctct gctattcgtt tttgaataat atgtgatggt aacccaatat
  1968181 tttctaaaga aaatgctaat tcttgaataa ctgtatccat tacgagttga ttttctggat
  1968241 tttgaaatac cataccaatt tcttgagcag ataacaaatc aggtacattt tctaataaag
  1968301 taccatcata atatgtatcc ccagtacgct taccaattgg aagtaattct tttttaaaat
  1968361 gttttaataa agtcgtcttc ccggatcctg atccgccggc aagtgcaata aactctcctt
  1968421 tttgaacaga aagagaaata tgctgtaacg ctttttcgtt ttcatcagca tatacaaatg
  1968481 ataaattttt tatttctgca tgcgccacca tatccattcc cttccttcca ttataattgg
  1968541 taaactaata aacatcgtaa atacgataaa catcatccca tcgtattgct gaaataaaat
  1968601 agattcgact ttcggataaa tgattaactt tcctccgcca tacgtactac atatgatagc
  1968661 aattataaat agaatactta aataactgag cgtataccaa tctcgtcttt ccattctata
  1968721 gcgaatatat gtcgtacgtt tcgttacacc aaatccacga gcttgcatag aatctgccgt
  1968781 ttgcagtgca tcttctaacg aacaaattaa taatacttgc aatagttgca taccattttt
  1968841 cacgcgttcc acaatagaac ctgcatctac ttgtacacct ttcgtttttt ggacgagtgt
  1968901 tattttctgt aatcgtctca taaacaaagg aacaaatctc actgtaatca tcgttaacaa
  1968961 tgctactttc ggtgaaattc tagaaaataa atataaaaat ttatgacttg aaataatatc
  1969021 attatacgaa gcaaacgtaa acataatcgc aactaataat aaccccatta ctactccaaa
  1969081 cataattgcc tcaagcttaa tacggctatc acctacccaa aataatgtcg ttcggcctct
  1969141 atgcgtgaat aacgaattaa ataaaatgac cataacaaag aaaacgattg tactcggtaa
  1969201 catctttctt accttttcgc tattcccttg catcacattt aaaataacaa ttaatagtat
  1969261 tgccccaatt aaaaaaagag gatgaagaca catcatacat agtatcatca ccccaatata
  1969321 atagaaaaaa ttcacaaaag gatgtaaaga agaaaaactt attttcatag tcctttaccg
  1969381 aatgcctttc ttattttaat acaaacaccc actcgattgt atcgcctggt tttactgtaa
  1969441 ctacacctgc actatggttt ggaaacgcac cgttcacacg atatttccat ccactagtag
  1969501 cggtaatatc tttttcatat aaatcattaa tcccttttac ataaataccg tctttagagc
  1969561 ccatcgcatc aacatctaat cctgtacgct gcaatacttt ataaacagta tcgccttctt
  1969621 gtacatcaac cttttttgct cctaataaat atccttcatt accttttact gagatcgtaa
  1969681 cttgttttgg ttttggtatt actggatctg gcactggcgg tactggatct ggtaccggtg
  1969741 ttggtggagt tggtacacta ttgttctctt ctggtttttt cttttgctcc tgcttcggtg
  1969801 tttctttcgg ctgattcaca accttcgctt cttcttttac ttcttgtgct ttcggttgct
  1969861 gttgtttttc ttcttgtgct ttttgttgtt ctggttgctt atttacagct ggttgttctt
  1969921 tcggttgttc ctgctgtttc tcttctttct ttacttctag ctgtgcctgc ggcttttctt
  1969981 ctttcggctt ctcttctact ttttgttctt gtttctcttt ctgttcgtct tgcttatttt
  1970041 gctcttgttc agcttgtttt tcctccggtt tttcttccgg tttcgcttca tcttttttct
  1970101 cttcttgttt tgctacttct tcttgcttcg gttctacttt cttctcaagc tttacagctg
  1970161 cctcttcaca tccggcaagt agcccaagtg aaagcagtaa agaaataaac catttcatct
  1970221 tactcatgtt gtctctcacc tttcataata aaattaggag caaatgattg ctcctaattt
  1970281 ttgttaagct gctttacgtc tccataatac atatgcagaa gcaatacata atacacccat
  1970341 acctacttct gtcgctgcac tatgagaaga tgctcctgtt ttcggtaatg tgctaccgtt
  1970401 tccggatttt ttatttttaa ccggttcgtt atccacaaca acttttaaag tgtcatcttt
  1970461 tgtttcttgt tgcacttgtt tttgttcttc tggttgttca gtaacttctt tttccaccac
  1970521 aacattttct gaatctacat ttggttttgg attaatttca gtaacaaatt cagttgacca
  1970581 gtcataaatc gattttccaa ggtctttaaa ctgaagtaaa gctaataacg cttgctctgt
  1970641 tgccattccg ctaccgtttt gatcgcctgg taaccattta aattcaccat tcggaagttg
  1970701 atatgacaat agattttgca tcgccttatg tagacggttt tgatctacat ctttcacaag
  1970761 tgataatcca ataattgctt gcgcaacact attagaattt tcttgtccat cagcagaaaa
  1970821 accaccattt tctagttgtt cattatataa gtatgcgaca gccttttgca cagctggttt
  1970881 cacatcttca cggtcttgat aaggagctaa tgctgataaa accatacctg ttacatcaac
  1970941 gctactcgca ctttctttac tgcttgcact atcataagtc cagccgccat ccgtatgttg
  1971001 cgcgtttaaa agcgcatcta ctaaagcaac tcgattccat tttgaatcca ctggaacttc
  1971061 atatttcttc gtatcaaatg caagtaaagc aaatgtataa cctgtaacag aattaacttt
  1971121 atcagattcg tacaattttt gaactaaatt atgttcgcct acctttgttg ggtctgcatt
  1971181 catggcattc atcataataa ttgttctagc taaatctgtc gctgaaaaac gattaattcg
  1971241 cttttctact ttttcagtta cagccttaac ataatttaat ttcgcctcga ttggtatatc
  1971301 ctttccagaa cgagaaagac ctaacgctac ccaatcactt tcaattccat cttgtaacat
  1971361 cttttcagat gtcttagaga tcgcgtcatt tacttgtgct gctggaattt gaatgttctc
  1971421 ttgctttggt tgttctggtg tttttgttcc atctggattt tcctgttttg gatcatccgt
  1971481 ctttggctct tctggtttct cttcttttgg atcatccgtt tttggttctt ccggtttctc
  1971541 ttgctttgga tcatccgttt ttggttcttc tggtttttct tgttttggat catctgtttt
  1971601 tggttcttct gccgttttac aagtaccaaa tttatctaat gtttgttgta atgtttcttg
  1971661 actcatattg ttccagtctg aaacaaagcg gaaaacaaca acatctccag attttaattt
  1971721 ataactatcc gctccaactt ctgcagattg atcatttaca tcatatagcc agccgcttgt
  1971781 agccccggcc attaagccat caatgccttt tacatacgtt ccaaacgaca tcgtttcagc
  1971841 ttctactttg tcccccatga ctttttgtag caagcttaaa gctgtttccc catctttaat
  1971901 ttgctcttct ttcggacata acataatgcc cttttgtgat tcaccaataa ttgcaagttt
  1971961 tgctgtattt ccttcttcag caaacgtaat atgtactgta ttcgcaaaag aaacaaatac
  1972021 aagtgtaact gccattaacg acgtaagcag ccattttttt aacattgcca tcccaaaatt
  1972081 tcctccctta ctactattca cacaaaaaaa ggcccttcaa gggcgtgcaa ttgacactct
  1972141 ttttttgtaa gtgtcgaaca aactgtgcaa cacctcctac ccgcatcatt cgcggctata
  1972201 tttgtatagg aaaaataatt ttgttcatga acgtatcatt gtgataacat tcacttttct
  1972261 aggcacaact tacttccatt taagttatcg taaaacgata aacctataca ttctgttaat
  1972321 tttaaatttc tgtattattt tactattgac aaagaatttt gtccatgctt tatcggattt
  1972381 attttctaag aatagtaact tactaacctt taacgatgca aactcttatc actaataatg
  1972441 acgccatctt catccacata cacatattca tccggcttcc attctacttg tccaaattgc
  1972501 aatgaaatat ttcgttctcc ttttccttct ttaacacttc tattcggcat tgttcctaac
  1972561 gctaaaatac ctatatttat attctttagt tcactagaat cacgaacata tccattcaca
  1972621 ataattcctg ccagctttct ttcctccgca atagctgcca aattatcacc aagtaacgca
  1972681 caattcgtag aggctccccc gtcaacaact aataccgttc cttccggcaa tgtttgtaat
  1972741 ccttccttca ctagtacatt atcatccttc actttcaccg ttgcaatttt cccgtggaat
  1972801 tgttctttct ttccaaaaga ccgaaaaggt tggcgacata tttgcaattc attttcaaac
  1972861 tcatcacata gatccgtagt tttccacatc tttttccctc ttttcctttt attttctatt
  1972921 taacatattc ttggattatt ttcgtttccc tgtctaatgt tgcaataatt tgtatgtgcg
  1972981 gaaaaaggac agaaaaacta ttgccttaag aagccacctt tattataatc tatttcacag
  1973041 ataaatttca gaatattaaa aattaaccaa gtgaaaaagg agggatttta tgcaactaca
  1973101 aactgaagta aaaaaacagc ctagtaaacg aaagtttaaa atgcctgacg cgtacgtact
  1973161 actatttttt attgctctgc tttgtgcaat agctacgtat ttcgttcctg ctggagaatt
  1973221 taaaagagtt acaaacggga ctgttacaac gacaatacca ggaagttacc attctgttcc
  1973281 gcaatcaccg gtagggtttg tttctttttt taccgctatt gaaaaaggaa tgacacttgc
  1973341 tgctcctatc atcttcttaa ttttatttac aggcggtgct attgcgattc ttgaaaaaac
  1973401 cggtgctctt gacggtttaa tctatcatgt tattaacaaa tttcgtaacc agcaattact
  1973461 ttttatatgc attgtcgccg cactcttttc tattctcgga acgactggta ttatcgttaa
  1973521 ctcggttatc ggctttatcc ccatcggcat catcgttgca cgcacattaa aatgggacgc
  1973581 tatcgtcggc gtagcaatta tttatttggg cacttatgct ggttttaatg ctactatatt
  1973641 atctccttca cctttaggca tttcacaaaa aatcgcggaa ctcccaatgt tttcaggaat
  1973701 tggtttacgc acagcaattt atatctcttt tttacttgct accattctat atattaattg
  1973761 gtacgtaaaa cgcttaaaaa aatcgaataa aggaagcata ctcggagata actggtttcc
  1973821 aagtaatgct ctttcaagcg gaaaagaggc gcaaaaaaca gaagttcctt ggacaatacg
  1973881 tcataaatta attttactcg tttcagcttt atcattaatt gcatttttaa tcggcgcttt
  1973941 tcgtctacat tggacagacg cggaaatgac tgctactttt agtttcatag caattacagc
  1974001 cggaataata ggtggaatga aagcaaacga tatcgcttct acttttctag caggctgcca
  1974061 aaatctcata tacggtgctt tgatcgtcgg aatggctcgt tgtatttcag tcattttgga
  1974121 gcaagggaaa ttacttgata caatcgttaa ccaactcgca cagtctctcg aaggacaaag
  1974181 cccagtattt ggcgttatcg gtatgtatgt aagtagtgcc gcattacatt tcctcatttc
  1974241 atccgggaca ggtgaatctg tgattttcat tccgatatta gctccattag ctgatttcat
  1974301 gcacattaca cgccaagtta cagtacaagc tgttatgctc ggcgaaggtg tagtgaactg
  1974361 cctcaatcca acttctggtg ttttaatggg agtactcgcg gcgagcggta tttcttacgg
  1974421 aaaatggatt cgatttatgg ctccacttgc attcatttgg tttattattg gacttatttt
  1974481 tcttattgtt ggggtgaata ttgagtgggg accgtattaa aagacgcgta ttatacttaa
  1974541 cttgataaaa tatctatcct attttcctct ccaattctat aaaaattact tattctagta
  1974601 tagatataaa aagggattaa tcataatgat caatcccttt tctcaaagta aaataccttt
  1974661 aagtatttta gttccaaatt ttatttaccc attccggatg atcaatgaaa ggattacgat
  1974721 tatgttgata tttcgtaaaa atcacttcat tacgctttct ctctaaatca tcgaccgggt
  1974781 cttgttcatt ccattttagt aaaacggata gtttgcccat gtatgggtct ttattgttat
  1974841 tcaccttttc atttagttct aagtctattt caccgttgtc tccctcgtaa cgaactgcca
  1974901 tgtaaaatag cattctagcg atatctcctt ttacactatc acgaggttcc caagagtcac
  1974961 tatcatattt acattctgtc gcttctgaat gattcacgcc accattatca aaatccagat
  1975021 ttccacgtga actatttaca gatacatccg tcgctcttaa atgatgcaaa tctgttccag
  1975081 gtcctgcagt cgttccaaaa tcaccgtgtg attttgccca aacatgctct cggttccaat
  1975141 tatcaactcc tgaaccattc gtaagttttc cttgcgaacg cccagtatat aagagtatca
  1975201 cattgttttt attatttgga tcttcatcag tatctcttag tgcttcccaa accgcactgt
  1975261 atgataactt tgtatgatca tcaataatat tatgaagttc cttctttaat tctaaacccg
  1975321 tttttcctat tgcattatta taatatgtat catcatagct ttttacagta atctcttgtg
  1975381 gtgatgcaga agctacttca ccttgtatga tatttgtgaa tgatagagat gcagaaccta
  1975441 aaataaaaaa tgaagatagt gtaaccatag caagctttgt atttcgaaac ttcatatacc
  1975501 catttcccct ttaacatata atttgaagct attaactaaa aaatgctttc taacccctaa
  1975561 aaacttttag aaagccatac ccatcctttt ctttttattt aatacaaaac tctattgagt
  1975621 ctgtattatt tccacacttt tggtttatct acttttcaag gaatatcctt ctctagtaaa
  1975681 gattattaaa atattcctta caattaaaaa gtagtttaat gttaacctat aaatttcaat
  1975741 ttttttatgt aattatgcat atttgataaa tcgttcaaaa aacattttga ataaaaatta
  1975801 agatgatagt tcgacttttc ctttttctat cactgtcttt attttttgtg taaaaccctt
  1975861 cttcctctga agaataagta caaaaataga ttggatacca tgtaggcacc aatctatttt
  1975921 aattaaagaa actgtgtcaa ttctgagttc acaacacgtt gtgcagtaat gataacactt
  1975981 tcagctgtta gcccataaac actatatagt ccaccaggtt gattaggaac aatttgaact
  1976041 tcatattcaa atgcttgtcc aaaagcagga tgaactaaac ttagagttgc aaaagtagaa
  1976101 gcattagaat tcacattgaa gtttacctgt tcaatcaaca ctaatgaacc gtcaagtcta
  1976161 aaaactctag ctactccagt aagcgggccc gcagtacggt taaggatttt caccctaact
  1976221 ttatttgcat tagcaggttg atttcctaca ttttcaattg gtcctgtagt aagagacaaa
  1976281 taacatcacc tccattatat tattatgata ttcaacgata tatagtgatg ttatagttta
  1976341 attacccaat ttatttaaaa taaaaaaatg ttcgttttta tctcgttaat taataaaaac
  1976401 gaacatttta taatgaatga attcgcaaaa aaaataaatt catatactaa actaaatcaa
  1976461 cctacaacaa ccgttttttt ttacagacaa ttactcttcc ttccgacttc ctcactttcg
  1976521 cctaatattg agccgggaat cttactaccc gcatgttgcg agataaaatg tgtatccagc
  1976581 caattcacaa ttatttcttc caactctgga tgaagtggct ttcttgcccc ttcttcataa
  1976641 ttctttttaa actctaatgt tttaaactca cctttaaaaa ctttcaaact atgatccata
  1976701 tcttttatta catgtacttc agaattcccc ttcacataat caccgatccg cttcgctctt
  1976761 tcagggtcag cctgaatatc tttatcacca gcaatagcta atactggaca tgttacttgt
  1976821 tgtaaatctt tataaatatc atgctgaaaa tgctctctaa accattttgc attcatcggt
  1976881 ttaaaaccaa ctttaatcgt atctttttct gtgttcatca ttttctcttt tattttttcc
  1976941 atctgctttt ctccacgttt ctccacattg agaagacgca ttagttttcc ttttattcct
  1977001 ttctgctctt ttaattcttt ataagcaatt tctctttgtc ttttcgcagc ttcttctaat
  1977061 gattccgcag ctcctgtaag aaggatgagc ccattaactg gtgttcttgc atttactact
  1977121 gttgctaaca tacaaccttc actatgacca gctaaaatga tattttccgg atcaacaaat
  1977181 ggttgttctt ttaaatacgt aatcgtagac tctatatcac taactaaatc ccacattcca
  1977241 gtcttcagaa attctccgtc actctttcct actccgcgct tatcaaagcg gagcgtcact
  1977301 accccaagtc tcgacattac atgcgctaac tctttatata tgttcgcctc aagctttagc
  1977361 ggtacgatcg ttccatcacg gtcaatttct ccagatcccg cgataatgac aacagccgca
  1977421 tacttccctt cagctttggg ccttgtaatc gtaccttgta aagtaaactc actctttatc
  1977481 gctacttcat attcatcaaa agtcatcatt ttgtcacccc tattctttta tatccaattt
  1977541 aaatttcaaa ctcgttatta tatttttata ctctcttaca tctttcattg gagcaaaaac
  1977601 tggattctct gcaatacttt gtaacatgct tcgctttata atctcttcat ttctaactgt
  1977661 tttagcgccg agcggaaact ctgcaaacca ttcatcaatc gcatcaaaat aggaatcccc
  1977721 atgtaaatgt agactattta ctgtaaagct cgccgcacaa accgctgcat atttccgtaa
  1977781 catttttaag gctctttcaa aattgccttg catacaatat acttgcgcag cggcatagta
  1977841 tacttttaaa gtcatattag gatgtaatgt ttctatttca tatatgtcta ttaacataaa
  1977901 agctctattt aaaatcacct ctactttttc aacgcttgag gcatttacta ctacataatt
  1977961 cggtattgtc gcaacgagtt gtattaaatg ttggtacata ctaatttgca ttatttcatt
  1978021 cgccttttta gtatttccaa gcatttgata cgcctgtgcg attaaatctt cctctggaac
  1978081 gttaggacgt atcgtttcgc caagcaattg caatacttca ttcggtttat tgagtataag
  1978141 atagcaagtt gcttgaaacg ataccgcctc tttcacaaga gaaacatcat cactttcttc
  1978201 ctgcaccctg ctaaaaagat tcattgcttc ttctaaaatt tcaattcttc tatccgtgtc
  1978261 ctccgttaac atgtgatgat taataaaaag gattcctatt tgaattaata atggaaaaca
  1978321 agaataatat ttttttatga ttttcctgca ctccatcatt acttcatcaa atggtttttc
  1978381 actaaaagct tccgctagtc tatgatataa atttttaata tcttcctgtt ccatttgcgg
  1978441 tttataactg attagttcat ctatacttat gttaaagtac gatgctagca gtggtaaaaa
  1978501 tgtaatatcc ggataactct gccccgtctc ccatttggaa acagacgcct tcgtaatacc
  1978561 gatatacgcc gctaactctt cctgcgtaat ccccttttct tttctcttat ccgcaattat
  1978621 tttatgaatg tttatctcct tcacatcatc acctcatact tttattatat gcttttattt
  1978681 cacacaaaat atggatttga agtcgacttt cgttaacaaa atcaactgtt aggaaacatg
  1978741 tctctaaaat caaaggcagg gacatatttg atatgtccct gcctttttat tgtggggtac
  1978801 cgatacatag ccatctagct aagagtttga agtgcttcaa atcaaacatt tcatctcacc
  1978861 atagttttct atgggaatcc agtgaacagc ttatttacat aactttcgaa agcggaagtt
  1978921 aaaagttttt agtttcttgt tcaattaaag cacccgttag cttaacaaat aatactcaat
  1978981 atttttagac tattttgttc tctgttccat ttagaattct ctttatattt tgtcgatgaa
  1979041 gaatgattat tgatacgatt attagtagag aaagtgctat gataacttta tcttcaaata
  1979101 ttagactata aataaataat gctataccag ccaacattga acttagtgat acatacttag
  1979161 taaataacaa agttagcaca aacacaacaa aaccaaccaa aacacctaaa ggtgacaaaa
  1979221 ataaaaaaac tccagttgct gtcgcaacag cttttccacc tttaaaacta gcaaatacag
  1979281 aaaatatgtg tcccaatatg gctaataaac cacatacaat agggttaatc gtagaactaa
  1979341 gtattagtgg aagtaaacaa gcaaatgtac cttttaatat atcagcaatt gcaacaatta
  1979401 ctcctgcttt tatgcctaaa actctataag cattagttgc accaagatta ccactaccat
  1979461 aatcacgaat atctttctta taaaacattt taccgactat taaagcaaat gaaattgagc
  1979521 ctattaaata acttaaaatc agagttaaaa tgttcaaagt agtattgtct cctcacttag
  1979581 tttattattt taagtatttc taattgttgt atattttttc ctgcaatcct tcttgcgtta
  1979641 aactgcacct ttagttgaat aaggaacagt gtatatccta tacatgttag attgacataa
  1979701 cgtctcatta tcagtagcaa tgaaaaaagg ataaccctgc tctcacaagg gaatcttctt
  1979761 ttttagttct ataaatctat acatttttta tacagtccta tcctaacgcg gttttagtgt
  1979821 tcttgtttgt tactggatta gcaaaaaaac tgtataacac cttgcaaact cttagcgtaa
  1979881 gattccccca aaatactgga ccccaatacg tgctttctta tgggtatttc ttgcccccca
  1979941 ttaaacaatc ttctgtcact tgtctatctt taagagtaac gcaccgagcc tttgtcctcc
  1980001 tcccaaagcc aaacaaatga ttcatattat agtctatttc aaactgaata ttcgatcttt
  1980061 atttatttta atataggcat gtaaataaaa aggataatca gccccataat ggactaacta
  1980121 tcctataaat ctttatctaa attaaataaa actagaactt cttttcccat gtatcattat
  1980181 ttcgttattt caccaaactg tgctctcgtt actttcgcta agtcatccac tttcagctca
  1980241 atttgtatac ctattttccc gccgcttaca atcatcgttt caagtgattg agcactcgca
  1980301 tcaatacatg tagaaaataa cttcttcatt ccgattggtg aacagccgcc gcgaatgtat
  1980361 cctgacactt ttgtaatatc ttttacagga atcatttcaa tcttcttttc acttactgct
  1980421 tttgcggcag cttttaaatt tagttcctca tctaccggga tgataaacac atgataattt
  1980481 ttactattcc cttgagcgat taacgtttta tatacttctc tcacttctcg tccaattttc
  1980541 tcggctactg atacgccatc aattttccca tcgtctggat tatatgacat catcgaatat
  1980601 tcaattttct ctttatctaa tattcgcatc gcatttgttt tatctttttt catagggatc
  1980661 tccttaaacg gttatttcat attattaagt tttattatac acccttttcc atttctccta
  1980721 cataacttca cgtatatttc aaaactaaaa atattgataa ttcaaaaatc atttgatata
  1980781 atttggaaaa acttatgtta aggagagatt tgtaatgcaa aattttaata tttctttcca
  1980841 acttcatcat catacgtaac gccgtgtatc cgaagaaaaa tttttcttcg tgggtacagg
  1980901 gcttttcctg ttgacccacg aagcgttcat aaagctatgt gggtattttt atacctgcat
  1980961 agcttttttt aatttaaaaa ggagtgatta tgatggaaat aagaaatgta aaaggaacga
  1981021 aagactattt accagaggag caagtactgc gaagtaaaat taaaagagcg tgtgaggata
  1981081 cgtttgaacg ttatggctgt aaaccgttag agacaccaac gttaaatatg tatgagctta
  1981141 tgtcatacaa gtacggcggt ggtgatgaaa tattaaaaga aatatataca cttcaggatc
  1981201 aaggaaaacg tgaccttgcc ttacgctacg atttaaccat tccattcgca aaagttgtgg
  1981261 caatgaatcc gaacatccgc cttcctttta aacggtatga aattgggaaa gtatttcgag
  1981321 atggtcctat taaacaaggg agatttcgtg agtttataca atgcgacgtt gatatagtcg
  1981381 gtgttgagtc tgtcatggca gaagctgaac ttatgagtat ggcgtttgag ctgttccaaa
  1981441 cgttaaactt agaagtaaca atccaatata ataaccgcaa attgttaaat ggtattcttc
  1981501 aggccattaa catccctact gaattaacaa gtgacgtcat tttatcatta gataaaatcg
  1981561 aaaagattgg gattgatggc gtacgaaaag atgtattaga gcgcggaatt tctgaagaaa
  1981621 tggctgatac gatatgtaat accgtattat cttgtctaca gctttcaatt gctgacttta
  1981681 aagaagcttt caataatcca ctcgttgcag atggggtaaa cgaattacaa caattacagc
  1981741 aatatttaat cgctcttgga ataaatgaga atacgatatt taatccattt ttagcacgag
  1981801 gactgacaat gtacacaggt actgtatatg aaatcttttt aaaagatggc tcgattacat
  1981861 ctagcatcgg tagcggtggt cgttacgata atattattgg agcattccgt ggtgatgata
  1981921 tgagctatcc aacagtcggt atttcattcg gcttagacgt tatttataca gcactatcac
  1981981 agaaagaaac gatatcatct acagcggatg tatttatcat cccgctcggg acagaattgc
  1982041 aatgcttaca aatcgcccag caattacgtt ctaccacttc cttaaaaatc gaactcgaac
  1982101 tagcgggacg caaattaaaa cgtgccctga attatgccaa taaagaaaat atcccttatg
  1982161 tgcttattat tggggaagaa gaaatatgta cagaaaccgt tatgctacgg aatatgaagg
  1982221 aaggtagtga agtgaaggtt cccctttctt ctttaagtaa ttatttataa tacaaacctc
  1982281 cctcgtttgg gtggtttttc tattttatag atatcccaca attagttaac ataaaaaaat
  1982341 tacattctac taaattctac aaatatataa tatccaatta cctgttatat ttgttaatat
  1982401 atagatgtaa atcattttag gaggaataac tttgaacgtt ttcataaaag tactaaagtg
  1982461 gactacaggt atctcccacc ttatactaat tccttgttat tatttaactc caggattagt
  1982521 tgacttgtat gggataccac cgcttacagt gattacttta catatcatta caatactttt
  1982581 agctaaaaag gaagacatga atacgtatcc acattatata ggtattatcg ttactctagt
  1982641 tgccttcttt ccttatatag acatcgttct acatatgata gcagccattt tccttttatt
  1982701 agatgcagct tctacgaata caaaaaaagt gtatgattca tagctggata aaatgaaact
  1982761 tcaattcata gagtttggaa ataagtcgac aaataggcaa atcactctca cacactaacg
  1982821 ttattgctaa cacccaaaaa ggatttactt tttaagtaaa tcttttttaa tttcaaatta
  1982881 ccctccttac tccagaccaa taaaagaata ttctgtttat tttttataaa tttctaaaca
  1982941 tttataaaac attcggatta tcatacattt tagttatgta aaaaactaag tttaaaggag
  1983001 aggaatttat gcttaaaaaa ttaatagtag gtgcagtcgt agccatctca tcattaactg
  1983061 taggattggg gtcagtatca gctagtaccg aaaaggatta ttcgattacc tcttttgaat
  1983121 atgtaactgt agatgaaaag acagtagatt cgtttaacaa attgggtgct ccatctaagg
  1983181 aagacataaa aataacttta gttctaccga aacaaaacca aaatggagac tggttatctt
  1983241 atggtttttc gagcaaagaa agtttagagt cttttattga aaaagataaa caaaggttga
  1983301 atcatacaat cactcccctt ggggttgaag gaagcggccc tggtagtaca gacttctata
  1983361 aacgtacaaa tcaaggtagc gagtattttt ctctaagtag cggttataaa aacttgtctc
  1983421 ctagttggca aaatcaaatt tcttccgtaa gtacagcatc ccctactgct agctattcaa
  1983481 caacgctatg ggaacgtact tcaactgaag gatatggaaa aggtgttgtt tttaaacatg
  1983541 ctgattggta tggtaaaact gcaaacttgg ctgccattcc aacttcagca gttgaagtta
  1983601 aaaagtaaaa atacagaaat aaaaggtgtc ttcacgtatg gaagccacct tttatttcta
  1983661 caactcttaa ctattatttt tcatattcct actctccaaa actttctcca tattatgagt
  1983721 cgcccactcc atcattaata gaatcattgg acgcagtgat tcaccaagct ccgttaacga
  1983781 atattctact ttcgggggta cttcacggta cacttcacga tgtatgatgc catctgcttc
  1983841 gagttccctc agctgcaatg ttaacattct ttgtgtgata tttggtttta acctttttaa
  1983901 ttcattaaac cgttttgtac catctaataa atgatacaaa ataacccctt tccatttccc
  1983961 tccaatgacc tcgaccatcg cttccactgg acaagaatat ttatttaaaa atgggtaatt
  1984021 tatattattt tcgtttgaac aatccataat aaatcccttc ccttaacatt agtatctttt
  1984081 ttgatactat accacataaa tgtgcgtact tgtttctatg ttactttaaa aatataattt
  1984141 ggttacaaaa tacattaatg aaaagaggca tttttatgac aaatacaaat caaattacaa
  1984201 aagaaaaaat tatggaggct tttcatttca gacatgcatg taaagcgttc gatcctatgc
  1984261 aaaaaatctc agaagaagat tttaaattta ttttagaaac aggaagatta tctccttctt
  1984321 ctttcggata tgaaccttgg aaatttgttg tcgtacaaaa taaagaagta agagaaaaac
  1984381 tacgaccata ttcatggggc gctggtgggc aacttgcaac agctagccac tttgtcattg
  1984441 ttctttcaag aaatattaaa gatatgcatt atgatgcaga gtatattaaa catatgatga
  1984501 acgatattat tgaattacct gaagacgcgc aaaaaattag atatgaattc tttaaaaagt
  1984561 tccaggaaac agattttaac ttattacaat ccgaccgtgc tgtatttgat tgggcatcaa
  1984621 agcaaactta tattgcttta ggtaatatga tgacgagtgc agctcaaatt ggcattgatt
  1984681 cttgtccaat agaaggattt gataaagaga aagtagattc tttacttcgt caagaaggca
  1984741 ttattaaaga aaataatttt gaagtatctg taatggttgc gttcggttat cgtaaagaag
  1984801 agccaaagcg tgataaaaca agacagacta tggatgcaat tgttgaatgg atttattaag
  1984861 ataacacgcg ctccttatag ctgtataccc atacgaaaga agtagaattt catttttctt
  1984921 atgtatgaaa ttagtttttc atggaaagat atattagtat gtatgcagtt taaacactct
  1984981 atttattaga gttggacagg aggagaatga atatgtctga tattgaagtt ggcgaagtgt
  1985041 ttactcttag tgatgagaat aacgaagagc aagaagtaga agtgctcgga gcgatggatg
  1985101 tcgaaggtgc agaatatatt gcagttgcct ttgttgaaga tatccaaaca gaaaccgagg
  1985161 aagacattga tattttcttt ttaaaagtag aagaagatag tgaattctca tacattgaga
  1985221 atgacgagga atttgaaaaa gtatctgctg cgtttgaaaa gattttggat gagcaagagc
  1985281 aagaatagaa tgaaacacac gaggacggat acatatccgc cctcttttta tttttcactc
  1985341 atccaaagat ttatgcagca attccagtac atctttcatc acaaaaggac cgtctttttt
  1985401 tacatgctca gcaaattcag aaacgagacg tagtgtactc acactttcaa ccggatgctc
  1985461 tcctgaagca ctttcagcag aaagcataac agcattcgtt ccatccagta cagcttgaaa
  1985521 cacatcagtt acctcagccc ttgttggaat cgaatgatct accatagatt gaagcatttg
  1985581 tgtcgctgta ataacatatg tattcgttcg attacattcc tgaatcatca ttttctgcaa
  1985641 gagcggaata aattgatacg gcaactcaac tcctaaatcg ccccttgcaa tcataattcc
  1985701 gtctgcttct ttacatatat cttgaaaatt ctcgattgct tccatcgttt ctatttttgc
  1985761 aattaaatta ggtgacgttt ctttatactg ttgtataaaa tctcgtattt cttttatatg
  1985821 actaggtttt cttacgaaag aacacgcaat aaaatcaaca tcctcttcta aaagaaactg
  1985881 aatatctttt ttatctttct ctgtaatagc tggtaaacta acgattgccc ctggtaagtt
  1985941 cactccttta tgtgatgaga tattaccacc tgttttgacc tttgtttcta ttttatccgt
  1986001 acttaccttc tcaacaatta actcaacttc gccatcattc attaaaattc tacttccaac
  1986061 tttcacatca ttcgcgattc cttcataatc aacacttgct tccgtactac tccctgtaac
  1986121 tggttgcgta cgtaacataa aagaatctcc cgcctgaagt gtaatttgtt ctccttttat
  1986181 ttcacctaac cttattttag gaccttgtac atcgcctaaa attttaatag aatcatctaa
  1986241 cgatttcact aaacgaataa tatctttatg actttcatgc gtaccatgtg ataaatttag
  1986301 acgaacaatt ttcataccat tgtttattaa cttcgctaac gtttctttat tattacttgc
  1986361 tggcccaatt gtacaaactc gatcgattgt catatttcca ccatcctttt tcattaggat
  1986421 tcccataaac tttaattaca ctctcaacgt aaaaaaagcc tactcacaca agtaggcttt
  1986481 tgaaactacg aaagttttgt taataattgg tttaaatctt ttttcgtttt cgtcgttaat
  1986541 gacttcattt tagtaatatc tatcttttct ttctccgctc ctacaattaa tggatacata
  1986601 ctttgtccaa ttgttttata ttcagctggg tgtgatgttt ctaactcttt ctcaattaca
  1986661 tcccacttcg cattaatttg ttttccaagt ttatttactg tttctaattt cggattagca
  1986721 gctaattgct tatctaagct atcaactaat gcagcaactt ctttcacact cgttttcaca
  1986781 gctacacttt tcttaggatc tttcgttgtt tttccgtctg agtttgtact tgtactttga
  1986841 tctgttgttt ttccgctagt cgtttgatca tttgtttttc ccgtcgtctc tttttctttt
  1986901 gtttttacat tctcgttttg agttgacgtt ttaccgttac tttctgttcc tgatgattct
  1986961 ttcgtgtttt ttgcatcttt atctgttttt tcgttggaag aagtatttgt ttctttgtca
  1987021 gtatctttcg ttgtttttga cgtttcatct gtacttgtcg tttttacttc tccttcattt
  1987081 tgcgcagtta cttgctcctt cttatctgtc tctttatctg ctgacggact acaagctgcc
  1987141 atagtaagca ttgtaccaat tgttatcgat gcgatagcga cctttttcat tttcatataa
  1987201 atccccctat gtttacttta tttatcctcc cctttacgat tcgatttccc cttaaaaaat
  1987261 ccttttcata cgaattacca tctttccgac agtaatcttc ataataatac gtacaaaaac
  1987321 tgataaatca atttgaatat tcgagtttct tctacttcat ttttcttctc tgtagtaaaa
  1987381 gaaaaagagt atattgtcac atgaagaatt acgatcttca tatgacgata tactcttcta
  1987441 tcaaattttt atctttcttg acattttatt tatacaaaaa aataaaattt tctttcgttt
  1987501 ttttgtttct caacaattat taacataata tatttatgag taaccaccat tcgaatgaat
  1987561 aacttgccca gtaatccatt tcgcttcttc acttactaaa aaagatatta agcgcgcagc
  1987621 atccaccggc tctcctactt taccttgcgg gaacttccat actaaatgat gcttcagctc
  1987681 ctctgtaatc catcctgtat tcgtcggtcc tggatcaaca gcatttactg taatcccctt
  1987741 ctccatcgca actggtgcta ctgattttgt aaatgcttca attgctcctt tcgttgctgc
  1987801 gtatgctagt tcatcaggca tcggccctag tgactgtcct gaagtaaggt taataatact
  1987861 tccactcgcc ttgcttgcat actgttttat aaataatgaa cttaataaca tagtagcccg
  1987921 aacattaacc gtataatgtt tatctaactg ttctacattt aattcctcaa ttctcgtatg
  1987981 agtagcatac gctgcattat taattaaaat agatggatca cctaaccgtt ctgataccat
  1988041 ataaaacaaa cgattgggcg aatacgactg cgataagttg atttctgcca tttcacatcg
  1988101 aacaccgtaa ctttcaatct cctctttcaa caaaaagggc tctttctcat gcattcccca
  1988161 cggcatcgtt ttatcatact gagaccaata cgtgaaaaaa atgtctattc ctttttgagc
  1988221 aagtaccttg catacaactg caccaattcc attcagacga gtggcccctg ttacaattgc
  1988281 tattttcttc accttttctc ctccacctat ggataaatcc tctgcacgaa tacagaggat
  1988341 ttatcttttt attcaatatt tgacaatata cgttctgcac ctaattttaa aattttaata
  1988401 aagatataat ttacaatcgt aaacattaca aataaaacga taaacataac ccacagtccg
  1988461 acatgaagga agaagtataa tagacttact cccgctacaa taactaaagc tattaaaata
  1988521 ttagctaaaa aattccacaa agttgtatag cggctcttaa ataatttctg ctctgtatcc
  1988581 caatgtatat ctgcagtttg tgcatcccag cgtgtgccga ttaaattaat taacaataaa
  1988641 ccattcgcac ttaataagaa ccaaagaacc ataaatactg gagaaattcc cgctacaact
  1988701 gccatcgtaa taccgaacac tgctaaaata attacattaa ttaaccaagc agtgatcgct
  1988761 ttcgcaaaaa agatatccga agcttttact ggtaaataac gattcacaaa ccaagagctt
  1988821 ccatcacgtg agaatgaagt tgttgcgatg acgttacttc ccattaaaaa tagagaggca
  1988881 caaaggccaa caccaattgc aagccctgct gattttgggt tatcaatata tcccgtaatc
  1988941 cattttaaat tcccatcttg cacgaataaa acgaagaaca acataattgg cataacgaaa
  1989001 gtttgtacga tacaatttaa gaaaaattgt ggtgtacgga ataacgtttt aaattctttt
  1989061 ttcacatatg ctttcaaatg tgaactttgt accgtagatt tctgtaagcc ttctgctgaa
  1989121 atgacttctt tttttgctgt actcgttgaa agtccaataa ccccttttaa atatgtacgc
  1989181 tctgcaatgt aataaaacaa cacaaaaaat acaaatgaaa taactgcaaa gattattacg
  1989241 tataaaggac ccttccaatt tgcattttct actaatgcta ctgctccaaa atatgtagtt
  1989301 ggaaaatagt ttgtcatttg tactaaaaga gaagactggt tgtttgcaag gtaatccgca
  1989361 attgcatctt cagaaaacga acttttattt ttccactgca aaaatacgtt aattcctaca
  1989421 ataaatagta tacttacgat tccaataaat atatttcctc ggtctttatt tttcgctata
  1989481 tttgtatacc tcataataac tgtcatcagt aacgaagcta gtactaacgg cacaattggg
  1989541 aagagtaagt aaatgaaaat catatatatg taatatgtaa taaatgcgcc actttttaaa
  1989601 ccgtacgtaa taaagatcgg taataaaata aatgaactca ttacgtattg tgtaattaat
  1989661 accgttaaaa atttggctga aataatttgc gctggtttta atggtaatgg taataacatt
  1989721 tcaatgtcat tgctgtagta aaatacagtt aaaatgttcg taatactcat taaaaatacc
  1989781 catatactcg caatcgcaag tcccattgcg ataatcattc ctggatcttg ccctaaatgt
  1989841 atcattccct catacattgc atgcgtgata gaaccaaaca gtaaaaagcc gacaaataaa
  1989901 atagctgcaa atgaaaatac atacgcccat cgcttcttct tatctgttat aaaatctgca
  1989961 taatttaatt tcaataatac tttcgttaac gtccaaattt tactcattgc ccgtcatctc
  1990021 caagaacatt ttttcaagtg attcattgga tttaaaatga tctctcattt catctaaatt
  1990081 ccctttgaac tgcaaattcc ccttattaat aatcgcgacg cggtcacata atttttctgc
  1990141 cacttctaat acgtgtgtag agaagaatac aatctttcct ttatccgcat gttctctcat
  1990201 catttctttt aaaatatatg cagatttcgg atccagcccc gttaacggtt catctaaaat
  1990261 ccatacatct ggctcatgca cgagcacacc aataataaca atcttttgtc tcataccgtg
  1990321 cgagtaactt tgtatttgat ccgataacgc attgtaaaga tcaaatttct tcgctaagga
  1990381 ctcaattcgt tcttggcgta cttctttcgg cacttcatac atatctgcca taaagtttaa
  1990441 atattcaatt ccctttaatc gtaaaaacat atctggacta tctgggacat aaccaaacgt
  1990501 ccttttcgct tccatcggat ttttcataat atctatacca ttaatcgtaa tcgtcccttt
  1990561 gtccacccca tggataccag taatcatctt aattgtcgtt gatttaccgg caccattcgg
  1990621 tcctaaaaat ccaaagattt ctccgctagg cacagataaa cttaaatctt ttactgcata
  1990681 ggtagaacca ttataacttt ttgacacatt cgtaatttca atcattccat ccaatccttt
  1990741 ccttaattac caaataacta tattaacatt atagcatact tatattttta gatttttgta
  1990801 tttttcagtt tttaaccttt aaaataaata tacagaccta atccaacgat taaaacgaca
  1990861 gctagtataa tataaatcat cgtaagtctt ctaatattcc cctttgtcgc tttactataa
  1990921 tttgcatcac cctttcgccc aattaacacc gtcgcgacta cagtaatgac tacaagtaat
  1990981 acaacgatca tgatccaatt tagcatacct tcctccccct ccttacaatc attttacaat
  1991041 attatcctct ttatttcgca gcatatttcc tctctttact attattatga agcaaactgg
  1991101 aaaactatta ttaccattcc tatccatatg tgatatattt ataacataat gtgatttatt
  1991161 tataacatga ttaggaggaa ctatcgtgaa aacaacttgg ataaaatatt taggatttct
  1991221 tggtttcttc ggttttcttg gcttttttta tgaaaaagga ttgtttacta tgttttgttt
  1991281 cttctccttt ttcacctcat atagaacggt tcaacacgat gaactgtttg aacaaatcgt
  1991341 taataaatcg tgccgcaatg cctttatcgt tacgttacta actaccgcta tcattatgtt
  1991401 cattgaaatg ttatttccaa acccggtgct acaagaaatt gatatcgctc ttattttcgg
  1991461 cacacttatt cttacgttcg gattctctat gttcttttac gacaaaccag ttgatgaact
  1991521 ggaagatgca ccatggcgtt cgtaacgaaa ataaaagaat accgcaccaa attgaacatg
  1991581 acgcaagaag atttagcgaa acaagttagt gtacgtcgtg aaacaattag ccatctcgaa
  1991641 aaaggtaaat acaatccttc cttgcagctt gctcacgata ttgcgagggc acttcatagt
  1991701 acgattgatg aggtttttat ttttgaggat gaataaaaaa taccggcatt cttttcacaa
  1991761 agaataccgg tattttttat ttatacaacg atcacccata caaaaccgca tgaaatacgc
  1991821 ctaacagtaa gtattgatcc tttatataat tttcatcata tacattcatc tcaatgtaat
  1991881 acatatcttc ctcaagacga atattccaat ctgcgattac atagcctttt cgtaataact
  1991941 ttcccatccc aaaagtagtt ttatgaacaa catattcttc tctcttatat gtaaaggtaa
  1992001 ataagaaatt tgcatccaat aactttccgt cacatacaag gatttcatgc tctgcatcat
  1992061 gattatcttt gtacgttact aaaatccttc tttgacgctg cctacttaca tcctttgcaa
  1992121 tgacgcgaat gttgtcctta ctatccttta tttcataaat gatattacta ccgactttcg
  1992181 gaatgaaatc tagcactctc atcaacgtat ttttgtagta gccccgtact acacctactt
  1992241 gtttactttc attataaacc tctattgatg tcgtatccgc tttactatca cacaatcgct
  1992301 tgtaagagag ctgcatcatt cgctctcctc ttaagtactg atcaaatgtc acaggatatt
  1992361 ctaccatgcg cagttcttta tttaactcat ataaatagcg ttgaacactc tccactactg
  1992421 ctgtagtaga aatacattcc tgaacctcaa attgttgcca actggaagaa actctccact
  1992481 gattgtcctc ttcataggag aaactaagaa tgatttcttc acggtcaggc gtttcataat
  1992541 tcatatgtac attctgccca tgttgcactt gctccatcca ctgtcctaaa taaatgccaa
  1992601 gctctgcaac cttcatgcat gacttttgaa aaagtacgct gtcaccagca taaatcgtta
  1992661 cttctccttc gataaagccc ttggaatagg catcataccg tggttcatcc ttttgcggga
  1992721 tattcttgtc taactcaaat gaaaacttta acattcttta ttcacctcta gttgttacac
  1992781 aactctttcc taaattgacc ggagcaattc aaaatatatc aacgattttt caaatatatc
  1992841 taccgtaact taaaatatat caacgatttt ttcgatatat caacgattcg acaaagaata
  1992901 tcgacttatc aacaaatatc gacacgatta aaatgatact accttttctt ccgccacttc
  1992961 tacaagttct aaaatttgca gcagactctc cacttcataa gtcggcttaa cacttgcctt
  1993021 attctctttc aaactcggat tataccaaca cgtatcaatg ccgtaatctt ctccgcctct
  1993081 catatcagaa gtgagcgaat ctccaaccat tagtacactt gatttatccg taattccaaa
  1993141 cttttcaaac gcataatcaa aaatctcacg tgctggtttt tgatggccaa cctcttcaga
  1993201 aataataata tgttcaaaga aattacgtaa aggcgaattt ccaattctag attgttgcac
  1993261 cttcgtatat ccattcgtaa tgatacctag cttgcaatct tgtagcttct cacataattg
  1993321 cactgcacct tctataagat gtacttcttt ccctaagttt ttaagatata catcactaaa
  1993381 ttgctgcgca tctacttcta tattatgcag tgcaaacaat tgtctaaatc gatctaccgc
  1993441 taattcactt agcgtaatca ttttattttc taaatctctc cataacccat tactaatctc
  1993501 tttataactt gcaagataat cagtataccc tgtaggcata ccgaactgta caaacgcatt
  1993561 atgtaatgcg tgtttttccg tttcagggaa atctaataat gtatcgtcta cgtcgaataa
  1993621 tataacttta tatttcatta tgctctcctc aactagtacg ttatttacaa cttgtatttt
  1993681 ctcattaatc aactcttaag tcgaattttt tcttttacga acagctacta tccagagatc
  1993741 ttacagttgt ttaaaacaca tgagtcatgt tattcaaaaa taattaattg tgaaaatact
  1993801 ataattttga gataatttgg ataatagatt taaattataa actggcaatc caggaactgt
  1993861 attactctag ttcttatagg aagggagcga aaaaatatag taaattcatg ggaaagacct
  1993921 aaaataaaaa tcccaaaaac aaaaagcgaa tgggttggag atataattgg atattcattg
  1993981 ttctttggat ccatcatttt tttgattatc atttggggaa gattacctga ggaagtaccg
  1994041 gcacattata acgcatatgg gactgtagat cgttggggat caaagtggga gcttttactt
  1994101 ctaccaggaa taggagcatt catactcctt ctcatgcaga ctttagaaaa gtttccagaa
  1994161 gttcataact acccaaaaag atttaatgaa tcaaatgcga agcagtttta tttaaacagc
  1994221 agaaaaatgc ttaatcaatt aaaaaatgtc tgtttactta tttttgcttt catccaattt
  1994281 gaaacaattt caatagcgct agattggagc ggcggttttg gaaaattatt tttaccgata
  1994341 ttattaatcg ggacagctat tccaattatt ataggaataa taaggcaacg aaaaatttca
  1994401 taatgcggac aacgatattc ggttatccat cattttatgg aataacatga tatcaacagt
  1994461 aagaaaagga ggctaatcca atcagcctcc ctcctcttta tttatcttct aacaataaaa
  1994521 ctttcatttc ttctaacgac tctttcgtaa agccaagtgc tttttcagca tacgcttcaa
  1994581 ctgaaccata ttgttttttc acttcatcaa tcgcagcttg taaatactca gcacgagctt
  1994641 cgaacatcgc acctaatatc gctctactct catcgttttg tagttttgca cctaaaaagg
  1994701 ccatcatttt ttcgtttaac ctttcacgga aaccgttact taataaataa tcttccatta
  1994761 ctgttttctc tggtacacct agtaaaagta ataataatgc tgatccaaat ccagtacggt
  1994821 cttttccagc tgtacaatgg tttactaacg gtaagttttc cgggttttgt gctaagttta
  1994881 agaaattcac gaacgcctca ttaccactta cgaaatcttg attcattttc acaaggtatt
  1994941 cgcctggttt ccctaacata gaaaggtcac caacttggaa aaactcgttt atatttaaat
  1995001 ctttcgctaa gtcttgcata actggtaagc acacttgacg agcgcctgta atttctgggt
  1995061 ttggcttatg ctttacctca aagtctgtac ggtagtcaca aattaacttt aaaccagact
  1995121 tttgtaaata gtcgatatcc cactctgtta gtcctgctaa ttcttcagaa cggtacaact
  1995181 tgccccattt tactttacgg ccttctgtcg tttcatatcc tcccatatca cggaagttaa
  1995241 acgcgccttg taatggcagt ctacgctcag ctactgtcac tgcttgtcca ttactaccta
  1995301 ctagtctaaa atatggacgc tcattgtcgc tcgggttttc aattgtatat gatgattctc
  1995361 catttaccgt tgcaagtaat tctccagttt cttcaatatg atctggtgaa gtactccaat
  1995421 aaatacgaac ttcttctata ttattttccc attttatttg taacgtatta tcttcatttc
  1995481 tttctacagt tgcttgtaat ccatttcttt gctgctccat tctttcacca acactttctc
  1995541 atataatcga atcttactct attgtattat acgaatatcc actttgtcgt tctcattttt
  1995601 ctttttatct tacaaacagg caaaaagttc ttttacttgt tcaaaatttg tacatggatt
  1995661 gcctcgaaat gagttcaaga aagtacatca ttcatcctcc taaaacttcc tcacataccg
  1995721 ctcagtacaa ctaagcagct gacatccgtt cttttcaaaa acatccttca tccattcatt
  1995781 ttgtacattt gcctcaccaa tataataaga agcacctatt tcctttaaga caaacattgc
  1995841 acctgtaaag aatgctgctt catacccttt atttcgtata ttcggagcga ctgcgaaata
  1995901 catgagtttc ccttcttcta acgtacctct ctcaatatgc ggaattacaa ttccgatcgg
  1995961 ctcttcatca atactggctg ttaaacaatg ttctttccac tgctcaccaa tttcttgtag
  1996021 catcatattt acaaattgat cataagtgac ttgttcttcg gtcatctcac tccaaagaga
  1996081 ataaaaagca tcttctccta cttcttcaat caacttaaaa tcaatatcac tttctacatc
  1996141 ttctacttcg tatatatcct taaatacgat catgttttcc gtaacatatt caaaagaata
  1996201 cgtttcgaaa catttcttat acacatcata atttgggctt ttcgaagaaa tctcaaaatg
  1996261 tacgttttca attccctctt tttcagcctc agcaacgcaa tattgcatta tctcctttaa
  1996321 ttgctcttct gtaaaaactt ctgcattatt ttcttttatc atgattgaag aagcatttct
  1996381 tcttatttta aaatgttttt ctaactgttc tatcgtcgtc atattcttcc ctcatctatg
  1996441 tcatactcga atttctactt gttctccttg catgagcagg attgtccttg aatatataga
  1996501 atactagaaa acatcgcatc tttaaagtgc ggaggaggtt ctccattgga tattacagca
  1996561 ttgcaacaac agttagagct tatacaacaa aatgactata cgcaactaca acatatagat
  1996621 attaatgaat taactttgaa catgcttcag tttatcggaa cgactgatag ttacgttcgt
  1996681 tatcaactta tctataaatg ttttgtgcat tttattcatc atgaatttct tatggatgat
  1996741 cagctgaaat tgcttttaca tacttgttta agtgatgagt atttatattg tgacatttac
  1996801 actccgcata cagatggagt tttcacccgt tcatacactg tttcgttaat tgcgttaata
  1996861 ctccaattcg ctaactcgca ctactttttt actgaggagg atatcgaaga aataaaaaac
  1996921 aaactcatta catatacaaa cttagaaaca gattttcggg gctatattga aaataaagga
  1996981 tgggctcatt gtcttgctca cgtatctgat gcctttacgg aaattgttca taatacgtat
  1997041 acaacttttg aatggtacga agagttaatt cattgtttat taaataaaat cttcattcca
  1997101 tctgaccttt ttcataataa cgaagatgaa cgcatcgtta ctcctttact agcgatgttg
  1997161 tatcatgact ttccgcaaga cgagttaatt tctattattc ataaaaaaat aaaaaggctt
  1997221 cctcaaatta gaaaacgcct ttcacttaat gagtattgta ttttatgtgc caacattaaa
  1997281 acctttttac gcactttatt ttttagaacg aaagatgatc ataacttagc ctttacagca
  1997341 cgtaaaacag aaagaatgtt aaaagaactt cctaattatt actagatata aggcgaacaa
  1997401 ctatgggtta tattgaagat atgagaaatt tagtaggaaa ccagccactg attttaatag
  1997461 gatcacacgc cattatagta aatgagaaca atgaaatatt gctgcagctc cgcaccgact
  1997521 ttaatcgatg gggtattatt ggcggcgcct tggaatataa cgaaacgtta gaagacgctt
  1997581 taaagcgaga agtatatgaa gaaactggac ttattatcaa aaatccagaa ctattccgga
  1997641 catactcagg accagatttc tttcaaatct atccaaacag cagtacacgg tgtactcgtt
  1997701 gtttatattt gccgagaatt caacggtgag cttgtatgcg accaaacgga atcgaaagaa
  1997761 ctacgcttct tttcactgaa taagttaccg agtaatcttc ctcctattat tgagaggatt
  1997821 attaatgagt ttcaacaatt caatttatac gtgaaataaa atggatcttc ctttcatttt
  1997881 atatagtaat ataaaaacct catttctcgt cattacaacg tgaaatgagg tttttatcgt
  1997941 tcaccgtaac tccctatttc cccaaaatga tattaacgtt ctctttctac aactttatat
  1998001 ccctttataa aaagtatagt tatataagaa acgataaatg aaagaatcgt atacatgcca
  1998061 acccaaaaga aaaatactgg atcgtgcact gtaacattta acataagaaa aataagaaat
  1998121 gttaccattg gcatcacgta aaatgtacct actttatatg tcacagctat tgaaaaaata
  1998181 caaataagca atggatatat acagaaaatc aaaattgact cactcaatgt tatgtccccc
  1998241 tttctgcaga aataataggt ttcttgtaaa cattttgagg aacaacaaag ttttatattt
  1998301 tcattcgtta gtaaacaaaa tgttagattg ttatctcaat ctgatttcct tcaggatcac
  1998361 ttactacact ttcatagtaa ccatcccctg tagttcgtgg gccgtttacc acagggtacc
  1998421 ctgcttctct taatgtattt gttaattcgt tcactttttc tttactacct acagaaaaag
  1998481 caatatgcgc atatcctatt gtttgtgttt gtgtattatc atctattcct acctgcttca
  1998541 taagttctag acgcgcaccg ccttcaaaag ttatgaaata agattcaaac tgctttttcg
  1998601 gattatgata taagctattt tcttcgccat taaagtactg tttataaaaa tcacgcattc
  1998661 cttctaaatc attcacccaa attgctacat gttcaatttt cataatcgac accttttctt
  1998721 ttatgttatt caactaacaa ttgaatgctt cattgccagt acatttaatt ttctttattc
  1998781 gttctcgtaa tcataagatc aagtcctaga ctttttaatc catataaata atcttctttc
  1998841 caattactca ctgttatttt cggaatatgt tccgccggaa tgtactgcgg acaagttttt
  1998901 acaatttgct ctataacaaa ttgattcact tcatcatcac agaagataaa ggcatgaggg
  1998961 ttaataatag ctatacatgt agcgattaaa cgagtaatag catctatatt atattcctct
  1999021 ggattattcg aatcttcatt tctcaaagct tgtaagaaat ttttattatc atactgcgga
  1999081 acgaaagata tctctcctga gaaaaacgta ctccctcgta cgacgtctcc atttaccata
  1999141 atccccgcac ctggtccatt ttgacctgaa tacaaatata caagagagga attatcatag
  1999201 tttccagtgt ttttataata accaagcact gcggcattca tatcgttttc gattactact
  1999261 ggtatagaaa actgttcctc caaatgactt ttcaaattaa aattttggaa cttttcatat
  1999321 ccaggaatat aaaaaatacg accattatca accgaaccag gcacaccaat tgatatagag
  1999381 cttattttcg ggaatgtagc gataagacct tcaatatgtt tagataatac atttacgccc
  1999441 gtatcaatta acatacttga agtactcccc tgttctttta cttcccctaa acagttaaaa
  1999501 attgtatagt tcgtctcatt tttttctaaa aatattgcta aacctaacat atattctgga
  1999561 ttatattcat atcgtttcgc tcttcttcca ccacttgaat catctaaacc agctaaagtg
  1999621 acttcaccat cttgtttcat tttttctata aatttactta tcgttggaaa actgatttct
  1999681 aatgtattac taagctcaac tttcgttgca ctacctcgct ctaaaagaac tttacgaatg
  1999741 ccgcgaagga ttgtctcttt aatcgatttt tgagtaacaa actgttcact caaatcgctc
  1999801 accaccttaa tcaacatact tattaaacac ttttaataag ttgcgttgac aatatatcat
  1999861 acatcgtttt ctaaagcaat agagatgata tatttctact agcggcactc cgtatttaac
  1999921 tcgatgtatt ctctctcgta acagacgata caattccaga caagataaca aataataaaa
  1999981 ctgctagcaa agcattacgt attccgaatg cttctccaag tatccctaaa aatggtggtc
  2000041 cgactaaaaa cgctgtaaaa ccgattatag aaactgtcgc aacattagaa gtcgcatttt
  2000101 cgccgctatc tccagcagca gaaagaccaa ttgggaaacc tagcgcggca ccaatccccc
  2000161 atagtactac accaagcgct agaaaatatg agttactccc aaatatgaca attgtcattc
  2000221 ctataatagc catcataata gtagcacgta cgacagcgac acgaccgaat cgatctagaa
  2000281 aataactact gcacattcga gccaatgtca ttgccaatac aaaaatagtg tacataatag
  2000341 aacctgtcac tacactttgc tgatgtccgt ctaccatcac gataggtagc caatcattcg
  2000401 cacttccttc tgcaaatgcc attccaagca caaaaagacc aagtaaaagc accttttttt
  2000461 ccatacgtaa aggagtatgc ttcgctcgct ttttgttccg tgatttctcc ttctttcctg
  2000521 ttccatgcgg aagaaagcga tacaacatac atacaagtaa tataaacacg accgaaatcg
  2000581 caaggaattg atacaaaatt ggaatatgaa gagagatggc ggcagaacca ctgagagcgc
  2000641 ctactaaagt tcctacacta aaaaagccat gaaatttcgg aagaagagtt gttcctagtt
  2000701 tctgctcaat agaagaaccc tctacattca atgcaacttc tgctaatcca tatcctactc
  2000761 caaatactag taagctacca aaagccccca tactagaaac aaaataaata gtaataccta
  2000821 aacaaagtaa tccaacgatc ataaaaaaca tactacctat aataacgtct ctagctccct
  2000881 taccgtcaat aaagtgactt gcactcagta aaccaattat tgaaccgaca gataatccga
  2000941 acaaaatcca gcccatttct gcatttgaca ccgctaaaat atctcgcgcc gctgccgttc
  2001001 tagaaatcca tgtagcaaac gcgacacctg gcaaagcaaa taagaggaat agagcatttc
  2001061 gagaggcaag tagcgtcttt gtatcattct ctgtaaaatc tttcttcata tgaaacacct
  2001121 ttcaaattgt ctatacgata atttatactc taatgaaaac actttttatt cttctatcgt
  2001181 tttaataact ttagctggat taccaccaac tactacatta ttaggtacat cttttgtcac
  2001241 aactgcccct gaagcaatta cagcgttatc tccaattgaa acaccagggt taataatagc
  2001301 tcccccgcca acccaaacat tgttaccaat ctttacaggc ttcccatact ctttaccaga
  2001361 attccgctct accggatgta aaggatgcgt agcagtataa atgtgaacac caggtgcaaa
  2001421 catacaatga tcaccgattc gaacttcaca aacgtctaaa atcacacaat tgaaatttgc
  2001481 aaaaaagctc tttccaacat ggatattgta tccataatca caacgaaaat caggattaat
  2001541 ttgggctttc ccatcagctg aagaacctaa aagctgattt aataacgtaa aacgtctctc
  2001601 atctcctgtc tccaccgcct cgttataaag gcgtgttaaa cgttttgcct ccaccctatc
  2001661 agctactaat tcttcgtcat ccgcaatata catttctccc gctaacatct tgtctttttc
  2001721 tgttttcata gaatcatctc ctttgttatc gaatgaactg cacttattaa acacctttaa
  2001781 taagtgattt taattatact tattaaacaa gtttaataag taaccctata gtagcacact
  2001841 ttttaatata tgcaactaat aagtttcaaa aagaaatgcg aactccttac ttcacctaat
  2001901 gatattactc ggtggcatct aactaaaata atgcactata catttatgaa tgagcacacc
  2001961 aatatgaaaa tcaactttta ataaaaagag agattgaccc aaaagtagct gaatagcaac
  2002021 ttgggttaac ctcttttatt tattatcctt atttaactct tctacaatgt ccctttttcc
  2002081 tattctatta gcaaaaggta taaaaataat aaagactatt ccaaacatcc ccgctattac
  2002141 ccttaagata agtttgaaat caaaaaataa aggtgtacga tctattatac ttaccatata
  2002201 ggttaataat gctcctataa cagcccctag tacgattcca ataagtacat ataaattaac
  2002261 ttgcgtcaaa ataatttgta caaccccttt tttcttaact gttattgctc gtaaaatagc
  2002321 aaactctttt cttttagatt gaatattatt tataagtgta ttacataccc ctaatgtcac
  2002381 actaaacaaa atcactacaa taacaacgat gaaaatggac cacctttgct gaaacattaa
  2002441 attagattgt tttaatgatt gattataact acttattttt aattgtggat attgatcttt
  2002501 cactttcttt aattgcttca acgtctctct ctcattattt gaactaataa atgcacgctc
  2002561 aaaaactgta taatcttgtt tatatgttac attactccaa tccatgagta ccgaaggcga
  2002621 atttggtagt tcgttaacaa ttaatccaac ttctacctta ccaatcggtc taactttttg
  2002681 ttcctgttct gaaaatagac ccaattgaat gatatcgcct acatgaagtt tatatcgccc
  2002741 cgctaactct tctgtaacaa ttatactatt ctcgaagttt gcaggtagtt ttggcagtaa
  2002801 tccttgcttt tccatttcct ttacatcacc taaattatag tcaaaagtaa tatatttttc
  2002861 accttgcttt aattctgcga gtgagttcgt actaatcgta ctagctcctt ttacactact
  2002921 tatttcttta aatatatttt gtgtatgagg tgaggaaatg gttgaatcat tattcaaacg
  2002981 attttccaca acaatatgtg ttggaaattc tcgttgtaaa tatctttcat tatttttttg
  2003041 catcgtttta aatatagtgg atccgaagac aactatcacc atcattgtac ttatcattaa
  2003101 gataacaaat gtattttttc ttacttgcgg aattacattt ttaatagcaa caaatgtatt
  2003161 ccttccaaat atttttttca ttataggtag acatgctatt aatatcgaag agagataagt
  2003221 cggaaataaa atatatactc ctaaaacgag aaatatagct cctattaata tcactattgc
  2003281 ctgcgtatct cccttatttg ctacaaaccc acctaaaaca gttaaaaata agctactcat
  2003341 taaaaggaat ttccccataa tactgcgtat ttttttatta gaaaaatcgg attcttcatt
  2003401 ctcccgcata agctttactg gcaatatttt cgaacttctg tatgacggat ataacataaa
  2003461 cagttcaata aaaaagatac taaaaatcac tgttacaatt gctattttat agtcaaaatt
  2003521 cattgaatta atttgaaaag caaataaatg ctctaggcaa ctttgtaaaa aacgtttact
  2003581 tattacagct agtaacaaat ctgatattcc accaaagaaa ttgattacac tacattgaat
  2003641 aaatataact ttaaacattt gtttcgttgt tgctcccatt gatcgcataa tagcaaattg
  2003701 acttttatat ttatataaaa acacttcaaa attagacacc aacaataacg cagtaacaat
  2003761 aagtattaat gtagataaaa cgattataaa aatatgtaat gatgctaaat tactttttaa
  2003821 aaactcgtct tcctccgcaa tatcgattct taattctttg tctattttat gaatttcact
  2003881 agacaatgct agtacatctg cattctcttt tgcttttatt aacaaataag tagcttcatt
  2003941 gtgtttaccc gttttttcat atatgtgctg tttcaccgca ccttcagata aaataagtat
  2004001 atctggagct gaacctccag cttctatatc aggcaacact tcttttacta catatgattt
  2004061 attttcgatt ttaatctttt ccccaacttt tacttgtaaa gtttctgcta atccatcatt
  2004121 taatgttact tcctcatttg atatattttt agaaaaatga tatcgacttt tagataatga
  2004181 atcgttttga acacctactg tataaatagc tgtattcaat ttatttactt gcaaatgatt
  2004241 tactaatact tttgacatgt attcaacatt ttcttgttcc ttaatatttt gcagtaaaga
  2004301 tttatccatc aacttatttt gatcagggtt atatccgaca gataaatcca tatctccgta
  2004361 tacatttttc acttcattta taacagactg tttcgcatga ctcgaaaata caatcatcgt
  2004421 aacaattaga gaaacagcca acataacgct aactatagag gaaatagcag tgaatttatt
  2004481 cgtcttaaaa aagcgtaaac ttaatcctcg tactgatttt atcattttga tttctccatt
  2004541 aattttttaa atttatctaa aataatattc atatcattta ctccatgaga acacgtataa
  2004601 tcatcaacaa cttctccatt atgaaagaag agaacccgat ctgcgtacgt agcaatgtgg
  2004661 ggatcatgag taacaagaat catactttga ttaaattttt gtttcatatc gactagtact
  2004721 cgtaaaatat cattagacgt attgaaatct aaattcccag taggttcatc tgcaagaaca
  2004781 attggaggag atgttattaa cgccctacca attgcaacac gttgttgttg tcccccagaa
  2004841 agctgaactg gtcgatgatt tctccaattt actaaaccaa gaacatctaa tattttattt
  2004901 gttttttctc gtatctcctc ttctgaatta gctgataata tgaggggtaa cgcaatattt
  2004961 tcttctacag ataaatcctt taataaatga aatgactgga atataaatcc tatgttatcc
  2005021 cttctatact ctgtcgcata cggttcaatg aacatatttt caggcacttc accatttaca
  2005081 tagataaccc cctcatcagg cttatctaga gcaccaagaa tgtttaataa tgtactcttt
  2005141 ccagatccac tcgttcccat tatggcaagg agttctcctt tatttaactc caaagataca
  2005201 ttttgtaacg ccctaacatt tgtatctaca ctctcatatg ttttacttaa atcttgaact
  2005261 gctaacacaa cttcactcat cattattcac ctcaacatga ttaagtttta ttccctccac
  2005321 caaattaacc tgaattaaaa ttttttcttt taaattacta ggtggtacaa tttctgttcc
  2005381 tatttggaat aacaatactt ttaactcgag agctgtaatc atttctatcc ctcctcactc
  2005441 tatattggta acaaattgaa atttcgttcg gtttttttgt aaaaaaacaa gggaacgctc
  2005501 agcgtcccct ctcaaatcca atccgttttt taattcccac caaatttgcc ttcgcgattt
  2005561 ctcttgcccg ttcagcacct ttttccaacg cttcatataa taaattcggt tcattcatat
  2005621 acattgcata tttctcacga ggtccagcta actcacgatc tacaacgcga aacaactctt
  2005681 ttttcacatc gccccagcca atgccagttt catatttttc acgcattgac tgcatttcat
  2005741 attctgtcgc aaattcttta tatattgtat ataacgtttc tagttctttc tgttcatttg
  2005801 gaagtgaaga atcggttttg attttaaata ttaactttcg tagtttttct tgctctgcaa
  2005861 ataatgggat cacattccca taacttttac tcatctttct tccatcaagc cctggtaata
  2005921 ttgcgccctc ttcttgtatg acatactccg gaagtgtaaa tgtcgtgcca aaagtatgat
  2005981 taaaatacgt cgcaatatca cgcgcaattt caatatgctg aatttggtct tttccgactg
  2006041 gcacatgcgt agcctgaaat agcaatatgt cagctgccat taagatcgga tacgtatata
  2006101 atcccatatt cactcctgca tcgacctcta aacccgcttc tttattttgc tccaccttcg
  2006161 ctttatacgc atgagcacgg ttcataagcc ctttcggagt taggcaagct aatatccaag
  2006221 ctaattctag aatctccggc acttctgttt gtcggtaaaa tataacatct tctccaagtc
  2006281 caagcgataa ccaagtagcg gctacctctt tcgtataact actaacctga cccggatcat
  2006341 gcacagcatt taacgcgtga taatctgcta taaaatacaa tgctttccct tcattcctct
  2006401 ttgacatttg caacgcaggt ttaatagcgc caatataatt tcctaaatgc ggataacctg
  2006461 tcggcttaat tcctgttaac attatttttt cgctcaacct aactcctcct ttctcaaaat
  2006521 aaaaagagcc cctcatcctt aaaaaaggac gagagactcc cgcggtacca ccttaattag
  2006581 ctatcatgaa tagctcactt caacttctta acgtgaagca accgtcttta cctactcatt
  2006641 tcagttagaa gctccagagc ccattccata ttcatccctt actgatttcc accacatatc
  2006701 agctctctga aaagttttga atatgtactc ttctctttca tcgcttttcg ttatttttta
  2006761 cagtttatca catttcactt ccaaacaaac ccgaattttc tattttattt agcaggaatt
  2006821 tccacttcaa ttgtctaata ttatataggt ttgcagaaat actcgaaaca actttggagg
  2006881 ttttttcatg gtaaaatata tatccatttt aggttcaaca ggatccatcg gcacatcggc
  2006941 attagatgtc gtttcagctc atcccgaaca ttttaaaatc gtcggtttaa ccgcaaatta
  2007001 taatatcgag cttcttgaac aacaaatcaa aacgtttcaa cctcgcattg taagcgtcgc
  2007061 gacaaaagaa ttagcagaca cgcttcgtac gcgtatttca accaacacaa aaatcacata
  2007121 cggaacagat ggcttaattg cagtagctac tcaccctaat tcaaatcttg tattaagttc
  2007181 cgtcgttggt gtttcaggat tactcccaac aattgaagca ttaaaagcga agaaagatat
  2007241 tgccatcgct aataaagaaa cgttagttgc agctggtcat attgtaactg aactggccaa
  2007301 acaaaacgga tgtcgtttaa ttccagtcga tagcgaacat tcagctattt tccaatgttt
  2007361 aaacggagaa aataataaag aaattgacaa attaatcgtt acagcttctg gcggtgcatt
  2007421 ccgtgataaa acacgtgaag aaatgaaaac tctacaagca aaagatgctt taaagcaccc
  2007481 aaactggtta atgggggcaa aactaacgat tgattctgcc acgttaatga ataaaggatt
  2007541 tgaagtaatg gaagcgagat ggttatttga tattccttat gaaaaaatta atgtaatgat
  2007601 tcataaagaa agcattattc attctttagt agagtttatc gatggatcag ttatagcaca
  2007661 gctcggtgct cctgatatga ggatgccgat tcaatatgcg tttcactacc ctactcggct
  2007721 gccttcttcc tatgaaaaat taaatttatt agaaatcggt agtttacatt ttgaaaaacc
  2007781 agatttagag aagtttcctt gtctacaata cgcatatgaa tgtggcaaaa ttggtggtat
  2007841 tactcctgct gtattaaacg cagcaaatga aattgcgaat gcactattct taaaaaatga
  2007901 aattgccttt ttcgatattg aaaaaacaat ttacaaaaca gttgaagccc atcataacgt
  2007961 aaaagatcct tcactagatg ctatattaga agcggatcaa tgggcacgcc aatatgcaaa
  2008021 tcaattgtta ataaaaaaga gctaaaacag ataatactgt tttagctctt tttcctacgt
  2008081 attcaactta acaaatcgat aaccgtgcgt aactaacact tttaagatcg cataccctgg
  2008141 aattgctaaa ataatgccca taattccaaa taaatttccg gcagttaaaa taataaaaat
  2008201 gatagtaatc gggtgaatat ctagcttttt ccccatgact tgcggagaaa taaatttgcc
  2008261 ttctgctaat tgtacgacca tcattacgat aattaccttt aaaaccatcc ctggcgaatc
  2008321 aataaacgca ataattaaag ctggtgtaat tgcaataatt ggtcctacgt acggaacgat
  2008381 atttacaatc atcgctaaaa tagcgagtag taccgcatat ttaataccga taataaggta
  2008441 accaattaat agcataatac cgataaataa gctaacgata atttgtcctc taatatacga
  2008501 actaatcgca taatgcatat catctagtat tctcattgct gctggttgtc tttgttctga
  2008561 aataaacttt aagaaatgat tcggtaattg ctcaccatct tttaaaagat agaacaatat
  2008621 aaacggaacc attacaaacg ttaaaacgac ctctgtcaca gtgcttaaaa atccagttac
  2008681 attaccagtt actgatgata acgacttcgt aaaatcaact gtgtagtctt ttaccatact
  2008741 cgctacatca atatttaaat tctcctgaat tttccctagt aaattacttt ctccgaatct
  2008801 acgtgctgct cgttcaattt catgaccgaa atacggtaag ttatctatta atgcatcaat
  2008861 ttgatcttta ataattggaa taaccgttaa aactaaaaac acaaataacc caattacgat
  2008921 taagtatatc gaggctatcg atacgattct tgaaacacct ttcttttcta aaagtgaaac
  2008981 gaatggatgc aaaatgtaaa atagtacgcc cgctaataat accgggaaga aaattgtttt
  2009041 taaaaagacg ataaatggcg taaaaacaaa tgatattttt gttagtaaca aaatattaat
  2009101 gaacaatagt gcaaacccaa gtaacactgc taaataattg tgttctctaa aaaacttttt
  2009161 cagcttatct ctttttctta tatttatttt ctccaacgaa accacctctt cgaatgatga
  2009221 aaagccctta ttcagggctt ttcatcataa tctatatatc tatttctttg cagctttcac
  2009281 tacaaatgat acaataaaaa ttaacacgat tgctcctaat aatgctggca caacatgaat
  2009341 cccaccaaat gatggcccaa aggatccaaa taacttacca cctaacgaag cacctaataa
  2009401 acctgcaatt atattaccga acataccacc cgggaaattt ttacccgtta tagaactagc
  2009461 aattgcacct ataatagcac caactattaa tgtgataatc catcccatct ttagtcctcc
  2009521 atttctatta tagtgtaatt ctttttcata ctaaattatt atgtagctat tataattatt
  2009581 atatccaaaa aagaaaaatg ttgtcaaatc tatgaaaaga aagtctaaaa ggaggtttta
  2009641 ccctatgatt caaaaattag taacaacttc tcacagaacc gctacttcta ttttaaacat
  2009701 tcaaataccc gcttatgaaa tcgaggcaaa atatataaat agtacagcta tccctcgact
  2009761 ttatgatact atagccgata ttcaatcatg tgatgaaatt ttctacggct atttttatga
  2009821 agatacactt gccgggttta tttcttttaa gattgataaa gaggaagttg atattcatcg
  2009881 tttagtagtt tcccccgatc attttcataa aggaattgcg acgaagctat tactatatat
  2009941 atttgacatg ttctcctctt ccaaaacata tattgtacaa acagggaaag aaaatacacc
  2010001 tgctttgtct ttatataaaa aacatggctt tatcgaagta caaaatatcg tattgcctga
  2010061 tggtgtgatt ttaacctcac taaaaaagac agaaaacaat aaatagtttg actaacctga
  2010121 ttatttatgt tatattttac tctataaaac cttttgctga gtccaaattt tggagcgggg
  2010181 gaaccacttt tgtagctatg ctacttgggg cgaatctttt ttaagtaggg aactctcact
  2010241 tcccgagtcc gacagctaac ctcgtaagcg taatgggaga ggaaggtgct ttttgcctat
  2010301 gctacacatt ttgcctcctt agttataaat atgggaacga taccaaatag tcacctatat
  2010361 ttatagaaaa ggggaaatgt attatgttac gtttatctga tcacgcaatc aaaatgatgg
  2010421 agcaaagact ccgactcgag caacatcgca catatcaagc aaataaaatt gtagataact
  2010481 tacatcacaa atacttcttt caacatattt ttcaaccgaa gagataagta ttaaccttta
  2010541 ataaaataca gcgtacgctt ttttcagtgt acgctgtatt tttcattttc ttgccttaat
  2010601 aataaaagta gtcggcacca tcctagcttt atgtaaagaa taatatttcg tagacggctc
  2010661 agctaattct tcatcaaacg agctcgatgg ttcaggctct tcaatcctct caattgtaaa
  2010721 accaactcta tttaactcat ttatgtatgt actcattttt cgtttatata atgtcgcttg
  2010781 tacatcttcc cctttaaatg tttcaaacat aataggagtt tcttcatgat aagacgagct
  2010841 gaaagcaatc tcctctgttc catacattaa gtttgaatat acgggatgct cccagctaaa
  2010901 aataaagctt ccttctggct ttacataaga ataaattaat tccaacgttt ttcttaaatc
  2010961 tgaagtccaa cctaatgcat aaatggagta tactatgtca aaataccctt tcggaatatc
  2011021 cctttcctct tccattgctc cacatattaa ctttggattc cacgactgta acgtttcatg
  2011081 tgccgtttca atttgtgtgc tcgaaagatc aagtccccac aattcttctg caccatgttc
  2011141 cgccatatat tgcaacgaat gcccacttcc acatccaata tcaagaacct ttttaccttt
  2011201 aattgaatca aacaaatgaa tctcatcttc agacgctgta tacgggccat atttcggtaa
  2011261 acagtccact tgaaagaaat aaggtgcaac tgtatcccaa cactttttat ttaaagctaa
  2011321 catttgtgta cctttcatat tctacattcc tccatccatt ttcttcccct actattaatt
  2011381 acacattata acccgttctt ccttttctct tcgctcggta atttttcact tttgcaattg
  2011441 taccgcacgc tcttcctcct tcttctccag catacatacc gcaccatctt ttgctcccat
  2011501 ttcgcgaatg gtcgtaaaat acccagcgac aatctggaca tgattttaac cttccccaaa
  2011561 aattttcttg aattgccgtt aacacaatgc ttaatacttt tgtatacata ttttcttccc
  2011621 gcattggttc atatgtaata cctttcatat cttcccttac gtttacttga aatggatatt
  2011681 tctctaacca tttttgtaat gattcttcac cttcaattac catccgaata tcttctcgaa
  2011741 aattttttaa ttcttctatc gtatgaaatg gaagctcttc atgaaaatat tctttcataa
  2011801 agagctttat atcctcttct gtttgcagca aatcaattgg ctctctcgta tcgtttggta
  2011861 ttctccatgt atttaaaagc tctcgaatat actctaattc atttggtgca ttttgattca
  2011921 atttcatcca ccttcttctt aaaatttact tttttctgac tttatgtata attataatat
  2011981 aaaatagtta accatcaaat aattttactg gttacaatat taggaggatt tctatgaaaa
  2012041 gtttctcaac accgatacgt ttcatgctta tttcttcatt ttttatgtct tttggttatt
  2012101 ttgcggtata cgcattttta gctatttatc tattaacctt tcttcatttt tctgctgtcc
  2012161 aagtaggaac agtgttgacg gttatgacaa ttacatcacg aattatccca ttattctcag
  2012221 ggttaattgc tgacaaaata ggctatatca ttatgatgat agctggatta tttttgaggg
  2012281 gaattggatt tatcgcttta ggaatatgtt ctgatttcta tacaatttcc atttcttctg
  2012341 cacttattgg cttcggaact gcattttacg aacctgctgc tcgcgctata tttggctcac
  2012401 aaccagctca tacaagaaaa aatttattta catatttaaa ccttagcttt aattgtggtg
  2012461 caataatggg accaattgca ggagggttct tactcttact cgatccaatc tatgccttct
  2012521 ctctaacagg atcacttatg ctgatatttg cttttatctt ttacttactt aaagatcact
  2012581 tccaagtcac tactgaaaac acgtctatta cattaggaat acaggccatc ttacaaaaca
  2012641 agtctttcct tctgttttca tttatcatga ttttcttcta tattatgttt acacagctta
  2012701 ccgtcgcact tccacttcat atgaaaaaca ttagtaatag caatcaactt gctacattag
  2012761 tcattacgat aaatgcaata acaggcgtca tatttatggt gttatttcga aaactctttc
  2012821 tcaaatacaa caccctttcc tttattaaat acggtgtttt attaatgagt atttcctttt
  2012881 tactcattcc tttatttcaa cacccatatt ggctatttat ttgtgtaatt ttctttacaa
  2012941 tcggtgaaac actcgtatta cctaacgttg acatcgccac tgcaaattac agtaatgaat
  2013001 catatacagc tacttacttc ggattttatc aactatcact cgcatttggt tttatcatcg
  2013061 gtaactatat cggtacatgg tttacatcaa atttaaacga aatgtataca ccatggctta
  2013121 tttttggcgg aatagggctt actagtttta tttcactaca tattttgaat ataagaaaag
  2013181 tggcctctaa agaggataga tatataccta tgtaatacaa gcgacctata acgaaaaaga
  2013241 ttcgaccatc atatttgaca gtcgaatctt tttattgtcc atattcaaga tgattatgcc
  2013301 ttttacaacc aaataaatag caccccccta tataatccgt ttcaaattct aagtctagaa
  2013361 catatccaga tttaatacgt cctatcattg ttttatagta attattctct tttgtatatt
  2013421 cctcaattaa ctctttctta tcgttctctg tccaattttc ttctacttct gcattctcga
  2013481 catcttctat ttctgctatt tttgcttcga tagattcccg tataacttca tgtatacgcg
  2013541 aggaattatt cactttatat agagcataaa caaatctacc aatccaattg gggcttttcc
  2013601 agcattcttt gtatcccttt tcgaaccatt caattgcttc tttataacaa ttcaactcaa
  2013661 catataaatc tgctaccatc atttctccta aaaaattatc agattccctg ttaaaagcat
  2013721 ctaacttctc tttcgcttct ttcgttcgcc ctaaatcaat taaacatttt acatagctat
  2013781 acatgatata atccgaatcc cctgcaactc gcaagaaaaa ttccgaagct tcttccagct
  2013841 ctccaagatt ataatgagct acagctacat tgtgatatgc ttcatcggat ggttgaatcg
  2013901 aaatagattt ttggagtgct tctttcgctt cttcccactt tttttgtttc atgtaaatat
  2013961 cccttaagat gttataagga aagtatgaag aaggattcaa cttaacaact tctcctatta
  2014021 attcaagagc tttctcatca ttctcttcct cgtaaaagta catccaagca agattattga
  2014081 gagattgtac gtctctagat tcatgtactg ctcggtgaaa cagttccatt gcttcctcat
  2014141 atttattttg ttcaaacatt tcaattgcct tctcattaat gttcaactaa ctacctccga
  2014201 agtgaatgaa ttcatctatt tcccattatt ataataaaat gtaaaaatgg taatttccat
  2014261 aaaaaattct ttctcctgtc tacatttcga ttaaaaatac acgaatttac aacaatcagt
  2014321 aaattttttc agtctccggt aaattggata tacagcctac ttcaatttac atattatggt
  2014381 acaataaaac cagtactaac taaatatttt cgctccacac tagtaatcta gcaataccaa
  2014441 catcaaaaat cacatggaat tgagggatgt tattaaacag aaattggctg ttcttctatt
  2014501 caccggaatc atattatcag gatgttcaac tatagcagaa aattctttag aaactggaaa
  2014561 cggtagtatg gaattattaa caccaacgat tacaacaaaa gataatgaat tagaaattaa
  2014621 gactgaaggt attgatgaaa ataaagtgac ttttatttat gttgcgaata aaaaagtatt
  2014681 ggaacaaaag ctaaagaatg gtgaatccta caagcttaac attaaagata tcgaacacgc
  2014741 tcataggacg gactacaaac caaaagttca acttttacaa acgaaagatg ataatgatga
  2014801 tggagaaata gtcaccttca aacaagttag atatgcggtt aaaaactaat tttaaagttg
  2014861 tttcattata aatgtaacga acgaaaatat acttttaaca gtggataaat gtaaggggtg
  2014921 ttaacatgaa aaaacgatgg atttcttggt ggattggtaa catattttgg attatcgttt
  2014981 ttggaatatg ggcagctatt atttggctac gagatgttga tggtgcaggt gtcattcaaa
  2015041 cacccgaaat taaatccata tcacttatcg ttatattaat cgcgtttatc ataccggtat
  2015101 tttttcaagt tatatggcta atcattaatt tgaggatgag taaaaaaaat aactttacga
  2015161 cttagttttt ttaattaact aataaacact atttataaaa aagagagaaa tctacttaaa
  2015221 aatagatttc tctcttttct ttacgataca tgatgatctt ttttcttcat taacgctctc
  2015281 ttcttcatcg ccttcgttaa atatccacct ttaaatgagc ggatttcata agaagacata
  2015341 aaggctttcg gtgcaatttc attaataatt tctaacagtt ctttttctct agaacgtttc
  2015401 gcaacgatat ctaagcgata acgtatcgaa ttaatacctt cgccttcaaa tacggtaacg
  2015461 ccaaatccag agtgacgtaa ttcatctact aattcattac aacggtctag taaactaact
  2015521 tgatacgtaa tataaccaat tgctaattta ttctctatat aaccgcctaa taacagtccc
  2015581 gcactaaagc caatgacata ggcaacgatg ttcatccaat ttgataaatc ttgaaacaca
  2015641 atacctaaac tgacaatgta aatagctcct tctaacaatc caacagcagc agcggatctt
  2015701 gtttgattct ttacaagcaa aatcgtacga attgttaaaa tgggaacgta aataatttga
  2015761 agcacaaaaa ttagtagcgc ttgtaacatt gatatccacc tctttcaaaa agtcttttgt
  2015821 catgataaca tacataacct taagaaatcg atgggttttt aaattttttt tttattattt
  2015881 ttcatgctat tgaaaaacgt aaaaaagaag cgtattatat ttgtcgttaa tttaattact
  2015941 tgtatcatat cgctaaacta aaaaaggaac cccattaggt ccctttcatc atagctctat
  2016001 gtttttcgaa gcatgttccc ttttcttctc ttcttctttc actaactgta tatttgcata
  2016061 agctaaattt gcaatcatta aaaagtgtcc acctaaaata cctgtaccaa atgcccacat
  2016121 ttccatttca tgctcaattt catacatgat gatagctcct aaaatggcag ctgcaaatcg
  2016181 gtttaaaact cctaatcctg gagccttttc cttcattaca atacttttcc caagtttctc
  2016241 cactctacga gctaataacc aaaggcaata tgcacttaca gctaatccga ttccaaaccc
  2016301 tgttacttgt tttccaaacg gagtaatcgt ccacataagt agtaaaccac taaagatcac
  2016361 atacaattgt aatcgatata cacgtaaggc tgcttgaatc aaaatatccg ctcctaattt
  2016421 ctcatttttt atactttaga agaaaagcag caacttacac agttgctgct ttttcttctt
  2016481 cttgttcctc ttccatctta cgaatttcaa cacgtttaat ttggtaagcg tctttttcta
  2016541 acactttaaa ttcataacct tccgcctcaa cgtgttgtcc ttcttcgatt tcatgatttt
  2016601 gcatcataat ccatccaccg attgtatcca catcatcttc ttcaatgtgt aatccaaata
  2016661 aatctttcac ttctgagata agcacttttc catcaacaat gatatgttgc tcgttcacat
  2016721 gttgaattgg tggtgcttca tcttcatcat attcatcacg aatttcgccg acgatttcct
  2016781 ccaagatgtc ctcaaacgtt acaattccag ctgttcctcc gtactcatca tataaaacag
  2016841 ccatcggaat tcgcttcttc tgcatttgaa gtaataaatc gtgaattgga gttgtttcca
  2016901 tcacttcaat aatcggacgc atatacgagc gaatggatga taaatctttt tgatcctcgg
  2016961 tcatatatcg aataaagaaa tcttttacgt tgaccatacc gataatatca tctttatctt
  2017021 ctccaaaaat cggataacgt gtgtatcgct cattttggat tactttcatg tgttcttcta
  2017081 ctgaatcttc caggtagaaa ccaacgattt ctgttcgcgg taccataatc tcttttgcaa
  2017141 tacgattatc aaattcaaaa atgttattta catacttgta ttcagcttga ttaatttcgc
  2017201 cactttcata gctatctgaa agaataaggc gtaattcttc ctctgtatga gctacttcat
  2017261 gttcagaagc cggttttaaa ccgaataaac cagttatcac acgagctgaa ccatttaata
  2017321 cccaaataaa tggatacatc actttataga acatcattag tggagctgca aataataatg
  2017381 ttactttttc agccttttga attgccatcg ttttaggagc taattcccct actacaacgt
  2017441 gtaaatacgt cattaacata aaagcaagac caaatgttaa tactgatgaa atagaagggt
  2017501 ttaagttcca tttctcaaat aacgggtgta ataacttttc aattgtcggt tcacctaacc
  2017561 aacctaatcc catagctgta actgtaatac ctaattgaca agcagataaa tattcatcta
  2017621 aatttgttgt tacctttttc gctgctaaag caccgcgttt tccttctgca acaagctgat
  2017681 caatacgact tgaacgtact tttacaatcg caaactcagc tgctacgaaa aatccagtaa
  2017741 atgcgattaa aatcgcaacc atgactaaat taaatatttc caatgaatcc ccttagttaa
  2017801 aaaactaagg tgtccacctc ctgtatacta taatgttttc ttatttcttt cttagaaaac
  2017861 atagcccgat acaaaaatta aagaggtcgg atttcacttg ttctataata atagagcaag
  2017921 tgtctgtatt aaagctgtcg tttgaccaga taaagatttc gatatttttt cacgttgtga
  2017981 atcagtcaat ccatctaaaa gcggctttaa ttccgttaac tctgcttcta atcgatgaat
  2018041 atggtctgtc acttcattca cttgtttcga aacgtgttca ttgataccga gcagcttctt
  2018101 cttctcctcg attttctctt taatctcaca aagcggcata tgcatttctt tgcacttctc
  2018161 aataaattgt aatgtctcaa atgctgtttc gtcgtaatag cgataattag attgagatcg
  2018221 ctccgctttt aagataccta gattcgtata ataatcaatc gttcgtttcg acacgtgagc
  2018281 catgagagcc aactgtccga ttcgatacac cttcccaacg atcttccccc cttgtttata
  2018341 ttactaacat catacaatac ataaactgta cagtcaaacg tgacggttta ttgttcataa
  2018401 tttatacaaa attacatatg ttttctttcg cttacaaact attattttaa ctaactgaat
  2018461 aaatagatta ataattttat aatgcgacgt gctaacgaaa tatattcatg aaatcacatg
  2018521 ctctcccatt ttctaaaaat caactctgca caataaaatt cctactaaac tgaaaattga
  2018581 gttataatat cattataaaa tatgaaggag gaatgcacgc atgtactaca acacttcatt
  2018641 cgaaaatgat caacctgtag gccgtctata aactaagacg ggcaatcata taacacgtgc
  2018701 accatgcctc gtcttaggga acccataata ccctaaaaat agacggaggt acttcaaatg
  2018761 aaacaaacaa ttttaggagc tatatgttta tcactagcag caagtatatg gggcggtatg
  2018821 tatgttgtta gcaaatatgt actcgacttt atcccaccac taacactcgt ttggctacgc
  2018881 tttatcattg cttttgttgt tttatatggc attttgaaaa tagctgagaa aaaacaaaag
  2018941 aaaaaagtaa ccattcacaa aaaagattgg ctcctattcg cttggattgg atttatcgga
  2019001 tatttcattt cgatcacttg tcaatttatc ggaacaaaat tatccgacgc ccatacaggc
  2019061 tctttagtaa catcagctac acctgcattt atcgttatat ttgcagcgat cattttaaaa
  2019121 gaaaaactaa ccgctcgtag acttttatct actatcatag cgacaatcgg tgtcattatc
  2019181 gtaatcggat gggatattga aattggctcc tattttatcg gtacaattat attagttggg
  2019241 gcagctatta cgtgggcttt actatctatt tatgtgaaaa ttgcttcagc gaaattttca
  2019301 tctttagtga ttacaacgta tgctatattc ttttcactct tttttattac accttttatg
  2019361 gtatgggaat ttcaatcaaa cccaattgaa catatgaata tgtacgtact attaggcgta
  2019421 ctttatttag gaatcgtctc aacagcaggt gcctttttcc tttggaataa agggctagaa
  2019481 ttaatggatg caagcatcgg ctcattattt ttcttcttcc agcctatcgt cggatcgttg
  2019541 cttggttggt tactcttaaa cgagacattg agtagtaact tttttattgg tggtattctt
  2019601 attatatgta gtgttttcat tactactttt gaaaagaaat aaaaagcagg cagagattct
  2019661 tagtctctgc ctgttcgcat acactcttta cgcactccaa tgcgacggac gggacaataa
  2019721 tttcggtaat ttcgtatgtt tgtcccctct tgccgcatta acttgaactt gcgtcagaaa
  2019781 aatactattt gtaaaatcag ccccgcgaat atctgcatct cgtaaatctg ctccaatgag
  2019841 atccgcccct cgtaagtctg ctccatttaa gtttgccgca attaaatatg ctcctcttaa
  2019901 atttgcacct tgtaaatttt tctttttcaa atttgctccc ataagatctg cgccgcggtg
  2019961 tatgattcgt ttcttacgcg cagtattcat ttctttccat actagttcgc tcgtttctaa
  2020021 aagaagaatg ttcacctctg ctctgtgtaa tggaacattt attttcatta actcatctgg
  2020081 atttacattc gaaagtcgct ctgtctcctc aattgcggtc ttcagctctt tatgaattgg
  2020141 ctgtgttgcc tttaaaagaa tcgcctcatt caaataccaa agcatttcat ggagctgatg
  2020201 cataaccgga aaagcatcat acatttttct cgcatgctta gcatctttcc gccaatcaat
  2020261 cccgttaaac gtaacttgag gaattttctg tccagcgcca aaacattcaa atactgtaca
  2020321 gcctttataa ccttttcctc taagattttt atgtatactg catttaaaat ctgattgtaa
  2020381 attggaacat ggtttaccac catctttatt cactgcaaaa tctaccgatg ctgcgaacgg
  2020441 taatgcaacg caacatagac cgaagcattt ttcgcagttt gcttttaaat attcgctatg
  2020501 attagtcaaa atgtataccc cctgttgtct tttgactatt tcataatatt ctaactgcac
  2020561 aaaataatca atttaaaaat aaacaagcat ctttcatttc aaatcacaac tttatcattc
  2020621 gatttccttt caattgaaaa ggactaactc tacccaatga attataatta aattataaaa
  2020681 attcaaacaa aaaggagaat tactatggca ctacaaatga aaacaaactg tcaaatttgc
  2020741 gatcaatcgc tagaacaaga ttctgaagca tacatttgcg tatatgaatg tacattttgt
  2020801 gcaccatgta cagaagaaag acacaacgtt tgtccaaact gcggcggcga gttagtacgt
  2020861 agaccgaaaa agaaacagta aaaagcaaag cgatatcgct ttgctttttt ttaggcatat
  2020921 gaaattatat caacgatttt tcaaatatat cgaacacaac ttcaattata tcaacgatta
  2020981 ttttaatata tcgacgtttc gacaaaggat atcgacttac cgacaaataa cgacactgct
  2021041 atatgaaatg aaaacttaaa ttaaacgttc aaaaacttca cacaaacagg ctctggcaca
  2021101 gcaacatcag attgtaaaag agttagctca cctgtagatt cacttcttga aaatagcaca
  2021161 agattatgtg atttttcatt tgtagcaaca agaaactttt cagtaggatc taatacaaag
  2021221 tctcttggcc aatttccttc tgtagatgta tgtgcaacaa atgtaagctt gcctgaattt
  2021281 tcatctacac tgaaaacagc aatactatta tgaccacgat tacctgcata tacaaagcga
  2021341 ccatcagaag aaatatgaat cgcacttcct tgattatttt catcaaatgc tttaggaatg
  2021401 gtagaaatat actgtaattc tgtaaatggt ccttctgccg gattatatgt taacacaata
  2021461 acttctgaac taagctccgt catcacatac gcatactttc catttggatg aaaagtaata
  2021521 tgtctcggac cactccctgg atttacagat aaacgattca cttctgttaa tacactatct
  2021581 tttatttcat acgtaattat tttatctatc cctaaatcaa cacccactac atatttttca
  2021641 tcaggagtat atcccgcgta atgtgcatgt ggtttttctt gtctttcttt attcggacct
  2021701 gaaccttcat gtgccataat cgatgccgca ggacttacag ttccatcttc ttcattaact
  2021761 acaaaagact caatcgttcc tttatggtaa tttgctgtaa ctaccgtatg atttctacta
  2021821 tcaacactca catgacaagg ggaagcccct tctactactt gtctgttttc ttctgttagc
  2021881 tctccagttt tactattaat tgaataagca gctacaccac cagattcgcc ttccttaaca
  2021941 acagagtaga gatattcatt atttcgatta atcgttacat atgtagggtt atccaacttg
  2022001 gctgcaagtg ttacattact aattttcttt gcttccgtgt ctaacgtaaa cttatatatt
  2022061 ccttcactat tttctttcgt gtatgttcca acatatccaa taaactcttt attatccttc
  2022121 attttcataa ccctctctcc ctatattttt cgttcatcat acttcttaac atattttatg
  2022181 ttgaaagagt atcctaaaaa aattggagta cctctttata cgttaccata tttctctgct
  2022241 aaatagcctt taaacccact ttttttgata atctgctata ctttcatatt cttcttccaa
  2022301 ttgacgggac agacgaatat agattggtgt taaatcttta tatttttcca cactttccat
  2022361 gtttggttca tggtggaaat tcgcacctac catttcagaa actacatgta acgtatctac
  2022421 ttcacctaaa ctatataagc cgagtatggc agctcctaag caagagcttt cgaaactttc
  2022481 gggaacatat acgtcttggt gaaaaatatc cgccatcatc tgtctccaaa gttccgatct
  2022541 tgcaaaaccg cctgtcgctt gaattttttt cggttcgcca atgagttctt ttaaagcgag
  2022601 aagaactgta tataagttat aaattacccc ttctaaaact gcacgaatca gatgttcttt
  2022661 cttatggtgc aatccaagtc caaagaatga tcctcgcgca tttgcattcc ataaaggagc
  2022721 tctttctcct gctaaatacg ggtgaaataa taacccatca gatcccggat tcacttttgc
  2022781 tgctatttca gtaagcactt catatggatc ttttcctaag cgcttcgcaa gctcaatctc
  2022841 tgaagtacct aattgatcac gagcccacct gaaaatcata ccaccgttat taactggtcc
  2022901 gccaattacc caatggtctt cagttagggc gtaacaaaaa attctacctt tcggatcagt
  2022961 tacaggtcga tttgttacag cacgtatcgc accgcttgta ccaattgtaa cagccacaac
  2023021 accaggatca attgcattta cacctaaatt ggataggatt ccgtcactcg ctcctactac
  2023081 aaatggagta gaaacaagta cattcatctc attggcaagc tcttcatcta atcctgttaa
  2023141 actgtgcgtt gttggaacga gtttagaaag tttatcatct gtaattcccg caacatgtaa
  2023201 agcctcttca tcccatttta aagatttcaa attaaacatc cctgttgctg atgctataga
  2023261 ataatcaatt acatactcct tatataactt ataaaaaaca tactctttaa tagaaataaa
  2023321 tttataagtt tttgcgaaca attctgcctg ctcattttgt agccaaacta atttcgaaag
  2023381 tggtgacatc ggatgaattg gtgtcccagt ccgtaaataa atttcatgac cattcatatc
  2023441 attctttatt ttctctgccc agcttgcact tctattatct gcccaagtaa tacatctcgt
  2023501 taacggcttt cccttctcat ctacagcaat gatactatgc attgccgaac taaaagaaac
  2023561 acaaagaata tcatgcggct gtacactact tgtctgtaca gtttctttaa tcgtatgtat
  2023621 tactgcacga aaaatttctt ctgggtcttg ttctgctgtt tccggcgtag gagaatataa
  2023681 aggatattca attccatgac ttgcaataac agatccatct gtagaaaata gaactgattt
  2023741 tgtactagtt gtcccaatgt ctacaccaat catatatttt gaactcacca tttcttcctc
  2023801 ctaacaaaaa attactacag tatcccacca taaaaacatc cttattttaa ataaacatat
  2023861 cgagtagtaa aactcctcca aaagcgataa atgaaagtaa tgtttctaat actgtccatg
  2023921 ttttaaatgt ttctttcact gttaaaccta ggtattcttt taccatccag aacccagcat
  2023981 cgtttacgtg agaaaacatt aatgctcctg cacccgttgc aatgacgagt aattctaaat
  2024041 tcacacctgt cgtattttca acgattggcg aaacgatacc cgctgctgtt gttaaggcga
  2024101 ctgtcgctga ccctgtcgca attcgaatta atccagctac cataaatgct aatacaattg
  2024161 gagatagcgc taaatgttca gacatttgag caatagcatt ccctacacca ctatcgataa
  2024221 gaatttgctt aaatccgccg ccagcaccaa taatcgcaac aattgaaccg attggtaata
  2024281 agctatcttc tgttaccttc ttaatcgcct ttttatcgat accttgacga aatccaagaa
  2024341 aataaaacgc tgcaaaacat gcaatcaaaa gtgcaatgat aggactaccg attaatgtga
  2024401 caatcttcat caaggtagta gaaagcggaa cataaggagc tgctgctgct aacaccatta
  2024461 acattacagg taacaatata actaaaaacg aaactcctat tcctggtaat ttcgttgatt
  2024521 ttgtatttac acgaatcaat tctggctcat tttcaggaat tacacgtttg tgaatccatt
  2024581 tagcgaatat aggacctgca ataatcgctg caaaaaatgt aataatgagt gaatacaata
  2024641 ataccttccc aagattcgct ttataaatac ctattgcaac gattgcccct ggatgcgaag
  2024701 gaacaaggcc gtgtacgaca gataacccag caattgctgg taatgctatc aataaaatat
  2024761 tttgtttcgt tgttttatga atagaaatta ctaacggcaa taatattaaa atgcctactt
  2024821 caaaaaatac tggaattcca ataataaaac ccgcaattaa catcgcccat ggtaagtttt
  2024881 ttattccgaa ggatttaata aagaactctg ccacttgcat tccagcacct gactctgcca
  2024941 tcattttccc taaaattgta cctaatacta aaatacctac taaatgccca agaacacttc
  2025001 cgactcccgt ttcataagca ctcactattt tatccattgg cattccagac ataatagcta
  2025061 aaaacaaact tgcaatcgtt aaactaataa acgcatgcca tctccaccac gataccccta
  2025121 aaataacaat tacaattgat aataatgtaa tcattaaaag gtacatgttc atacgcaatt
  2025181 ccaccccttt atgtaaaccc tttcaaaaat gatatacaat gaaaagaacc tatatagttc
  2025241 ttttttgagt aaaaatttat atatcgatat acaactcatc ttcacaacat aataatttat
  2025301 ataaaaagaa tctcccttac cagagataca tgttacctac tctctctgat aaggggattt
  2025361 ctctttcata attgtaatgt tattgagata aacgctacgc gtaagcatat tttccttctt
  2025421 caaaagtgaa tgacactttc ttctcttgct attttcacat agtaagactc caaactcggg
  2025481 atccaagtta aacgatgaag ttacctagga atctgtcctc tcatgaaaag caattttcag
  2025541 aaatcctctc acttttatac attataattt aggtgctttc gcccaatctg cagcgaactt
  2025601 ttcaatacct tgatctgtta atggatgcat agcaagttgt tcaattactt tataaggaat
  2025661 tgttgcaatg tgagcccctg ccatcgctac acgagttaca tgatctggat gtctaacaga
  2025721 agccgcaata atttgtgtat ctaattgatg aacatcgaat aattcagcaa ttttagcaac
  2025781 taataataca ccatcttcag aaatatcatc taaacgtcct aaaaatggag aaacatacgt
  2025841 tgcacctgct cgagcagcta aaagtgcttg gttcaccgtg aaaataagtg taacgttcgt
  2025901 tttcacacct ttttcagtaa ggtagcgaca agcttctaat cctgctaacg tcattggaag
  2025961 tttaattgta actttttcat cgccgccgtt aatcttaatc agttcctctg cttgggcaat
  2026021 catctcttca gctgtaacag catctggcgt tacttctgcc gaaacagatt caactttagg
  2026081 aactgcctga caaatttctg caatacggtc ttcaaattta atgccctctt ttgctactaa
  2026141 agaaggattc gttgtaacac cagctaaaac tccaagttta tatgcttttt ttatgtcctc
  2026201 aagatttgca gtatcaataa aaaacttcat gatttattcc ctccattttt taaacgtcaa
  2026261 tgagttaaat ttttaagata tttatttctt ttctactgca tgtccgccaa attcattgcg
  2026321 cagagcagct actacttttc ctgtaaatgt atcattgtct aatgagcggt agcgcattaa
  2026381 tagagacatt gcgataacag gagttgctgt ttgaagatct aatgccgttt ctactgtcca
  2026441 ttttccttca ccagaagaat gcataacacc cttaatttca tccagttttg catctttaga
  2026501 aaatgcattt tctgttaatt ccattaacca tgaacggatt actgaaccgt tgttccatac
  2026561 tcttgatact ttttcataat cgtagtcaaa ttcacttttc tctagaatct caaatccttc
  2026621 accaatagca gccatcatac cgtattcaat tccgttgtga accattttta agaagtgacc
  2026681 actaccagct tttccagcat ataagtatcc attttctaca gcagtatcgc ggaagatagg
  2026741 ttcaacgatg tcccaagctt cttgatctcc cccgatcata taacaagcac cattacgagc
  2026801 gccttccatt ccaccagaag ttcctgcatc cataaagtga atgccatctt tctttagttg
  2026861 ctcatatcgg cgaatagact ctttataatg tgaattaccc gcttcaatta aaatatctcc
  2026921 ttttgataaa agtggtgtaa cctcatcgat aacagaatct acaacagcgt gtggtaccat
  2026981 aacccaaaga actcttggtg attgtaatga ctgaacaagt tcatttaaac tagatgcacc
  2027041 tgttgccccg tactctttca tttcttccac tgcacttgca ttcaaatcaa atgctgctac
  2027101 ttcatgttta tgatcgatta aatttttccc taagtttaat cccattttac ctaagccaat
  2027161 taatcctact tgcataatat aattcctcct caaatcatct tttattaaaa attcatatca
  2027221 ctacaatctg gaataccttg cagcactgat atgtacggaa aggtattcac agtcatagct
  2027281 taagaattta atacattttt tgtaatttga acaacatttt ctgtcgtaaa tccaaataga
  2027341 ttcatgactt cagccccagt tcctgaagct ccaaatgttt caatcgataa tatgtttcct
  2027401 tcttgtccta cataacgctc ccagccgaga gatacaccca tctcaagaga tactcgtttc
  2027461 gttacagaag acggaagaac ggattcttta tattctttcg attggcgatc gaataactcc
  2027521 cagcttggca ttgcaacgat gcgaacagag acattgtctt cttctagttt cgctttcgca
  2027581 ctagcagcta aggatacttc agaacctgtc gcaattaaaa ttacatccgg attttcattc
  2027641 gtttgtgtta atacgtaagc ccctttagaa agattctcta tgtttgcttt cgtttcatga
  2027701 aacaccggta aattttgacg gctcagtact aaaacgactg gaccttccgt ttgctgtaaa
  2027761 gcatacgccc acgcacttgc tgtttcattt gcatctgacg gacggataac tgttaaacca
  2027821 gggattgccc gaagagctgc taaatgttca ataggttcat gcgttggacc atcttctcct
  2027881 acagcaattg aatcatgtgt aaatacgtac gtaacaggta acttttgcaa tgcagccagt
  2027941 cgaatagatg gacgaagata gtcattaaat acaaagaatg tactcacgaa cggttttact
  2028001 cctccatgaa gagccagtcc attcgctgct gcgcccattg catgttcacg tacaccaaag
  2028061 tatatatttc ggccagcata cgattctacc gcatacactg cttccccttt tatatctgtc
  2028121 atcgtagaat gagaaagatc cgcacttcca ccgaaaatag aaggaatcga tttcacataa
  2028181 tgattaatag cttccccact tgcaacacga gttgaaatcg ttttttcact atcaaaggat
  2028241 agaatgtctt tcgcttcgat taaaacttca cctataattg ctttttctaa ttcatctgct
  2028301 agtgcaggat ttgactctct gtataagttg aactgctcat tccagccacg ttctttttca
  2028361 ataccttttt gtttcagttc attaaaatga gctgttactt cttcaggtac aaagaagtct
  2028421 tcttcataat gccaaccata cacttgtttt gtcgctgtcg cttcttctaa tccaagcggg
  2028481 ttaccatgtg ctttgttcgt tccagcaact tttggacttc cgtaacctat aacggttcta
  2028541 atctctataa gagtaggttg gtccgtatta tctttcgcta attgaatcgc ttttgtaatc
  2028601 gcatcaacat cgtttccatc ttcaactctt acatattgcc aatgtgcaga ttctaccctt
  2028661 ttctgcatat cttcagagaa agcaatgttt aattcaccat caagtgaaat ttcatttgaa
  2028721 tcatacagca caattaactt gccaagtttc atatgtcctg ccattgacat cgcttcataa
  2028781 gcgacacctg ccattgacat cgcttcataa gcgacacctt ccattaaatc accgtctccg
  2028841 actaaagcgt acgtattgtg atctataata gagtgaccat ccttattaaa cttcgctgct
  2028901 aaatgcgctt ctgccattgc cattccgaca gcattggcaa tcccttgtcc taacgggcct
  2028961 gtcgtcgctt caactccaga agtatgacca aactcaggat gtcctggtgt tttactattt
  2029021 aactttctga agtttttcaa gtcatcaatt gaaacgtcat atccagctaa atgaagtagg
  2029081 ctatataata agctagatcc atgtcccgcc gataaaacga agcgatcacg gttaaaccat
  2029141 tttggatgat taggattatg atttaaatga ttcgcccata atgcataagc cattggcgct
  2029201 gctcccatcg gaagacctgg atgacctgaa tttgccgcat taatagcatc aattgataac
  2029261 gtacgaattg tattcactgc taattgattt atgttttgtg tcatagtaat cgtcccccta
  2029321 catgctttca tgaaagaaag tacttatttt ttcgtttctt gatctaacca ccatttaaat
  2029381 ccactttctt gcaataattc attagatgcc tctggaccat atgaaccaga ctcatattca
  2029441 tgaagtggta ataagttttc ctcgaatgct tcaagaattg gttgtaccca ttcccatgac
  2029501 aattcaactt ctctccaatg tgcaaagaat gtagcgtctc cactcacagc atcatgaatg
  2029561 agtctttcat acgcttcagg tactcccaca tccgcttgct cacaagtaaa gttaatacgg
  2029621 atcggttcaa tttctccatt tttcaatgga tttttactat ttaactgtaa tgaaacgttc
  2029681 tcacctgggc taatttcaat tattaacaag ttaggtgctg catttggatt actatcttga
  2029741 tattgctgtt ttaacgtatt tttaaattcg attacaatac gagtagactt ttctttcatt
  2029801 cgtttgcctg ttcgtatata aaagggaacg ccagtccaaa atggattatc gatccacaag
  2029861 cgagcagcaa taaatgtgtc tatattagaa gagggattta ctcctggctc ctctttatat
  2029921 gctacaactt gcccgccatt tatctcacct gcaccatatt gtccgcgaat gatatggttt
  2029981 tgaacgtctt cttttttcac tttacgaagc gcctccatta cctttcgctt ttcctctcga
  2030041 atttcacatg cattaacctt ttccggcaaa ttcatagcag tcatcattaa tatttgtaac
  2030101 atatgatttt gaaccatatc tcgaatggct cctgcctgat cataatatcc tgccctttct
  2030161 tcaacaccaa ctgtttcact cgctgtgatt tgtacattcg ctatatgttc tttattccaa
  2030221 atcgattgta aaacaggatt tgcaaactct agtgcttcaa ggttttgaat catcggctta
  2030281 cctaaataat gatcaatacg gtatatctcg tcttcttcaa acgtgcgact aagcttatca
  2030341 ttcagctcac gagcagatgt aaggtcgtgc ccgaacggtt tctcaatcat taggcgtttc
  2030401 catccatccg ttttatcaag tccgctttcc ttaatattta aagcgattgt ctcaaaaaat
  2030461 tcaggagcac cggaaagata gaacattcta ttccctttta tatgtagctc ttcttccctt
  2030521 tcacgaacga cttgtaataa tctctcatag tcttccggct tactcacatc taatggacaa
  2030581 tagcgaaaat tatctaaaaa accttcgagt tctggagtac cttcttctct atgacgagaa
  2030641 aacgtctcta ttgattcttt tattcttttt tgaaaatcta catgagatac ttcacgtctc
  2030701 ccaagcccga taacggatat ttgctttgga agcttttgat ctctatataa gttatatagt
  2030761 gcggggtaaa ttttgcgttt cgctaagtcc cctgtcgctc caaataaaac aaaggtcatt
  2030821 gattccaatt tcagtccccc tcttgttgta taatcctggt caatatatta aaaatgaatt
  2030881 gtacagaagc tcatgttttt ataaaaaaca aagagttatc aaattccaat tctttttata
  2030941 cctttcgctt tctaattgtc cccaatatta atagtggcaa ttcaaagcgt ttctaccacg
  2031001 acttacttat ttataaaact ttacgaaaca atatatatta aattactttt agtaattaaa
  2031061 tagtattatg tctagtatat taaccacata aattattatc gtcaataaaa atgtcttaaa
  2031121 ttacatacta tttatttcgt aatacttttc taagtttatc cttagttacc actcattttc
  2031181 aaagataatg atcgatataa aaaatatcag tttcatcaaa atcttcaatt aatttttcgt
  2031241 taaactcgtg agcagacgtt acatgatgac caaaaggctt ctctataata agacggttca
  2031301 atccttttgt agcccacaat ccactttcct taatatttaa agcaatgaca tcaaatactt
  2031361 ttggtataac agataggtaa aacatacggt tttcaggaat gtttaattct gtttcacgtc
  2031421 tctttacaag actcaacaaa tcttgatagt cctctatatt cgctgtattt aattgacaat
  2031481 aacgaaatgt gctaagaaat tcttctactc ctgattcgtc atcagtagat cttctagaaa
  2031541 atgtagcaag ggattgttct acctttgttt gaaattccac atctgacatt acccttctac
  2031601 caataccgat aatcgaaata gattgcggta tattcccatt actaaataat ttgtataaag
  2031661 cagggtaaat tttgcgtttc gctaaatccc ctgtcgctcc aaataaaaga aatgtcattg
  2031721 aatccatttg ttctctccct tttaaaacaa ttgctagaat agaatatata aactcattcg
  2031781 ctacttagca caatactgtc tctaaaacct catactttac caatgtttct tcaatactat
  2031841 tttgccacga gcacgctctg actcacttat gtggtgtgct ttttttacac cttctacatg
  2031901 taaaggcaac acatgcgtga caacgggttt aatcttcccg ccctcaatta attctgtaat
  2031961 aagagaaagt tcatatccgt taggttcagt aaatatatgg tcactctcaa tatttttctc
  2032021 tcttgatatc tcggtttgcg gaatttccat acctttcgga ccataaatag acgctaactt
  2032081 tccatttggt gcaagcactt tataactatc ctttagtaca tctccgccta acacatcaaa
  2032141 tacaatattg taattatgca aaagcaaaga aaagtcttcc gttttgtaat cgacgacagt
  2032201 atcagcgcct agatccttta caaattgcat gtttttcgta ctagtcgtag ttgcaacatg
  2032261 tgcaccgaaa cttttcgcta gctgaatagc aaacgttcca atcccgccag atccagcatg
  2032321 aattaaaacc ttattacctt tttgaacatt tgcgaacttc actaagcttt gccaacttgt
  2032381 caaacctact agagggattg atgccgcttc ttcaaaagat agatttctcg gttttttcgc
  2032441 cacatatttt tcatctacag ccacgtactc tgcgtacgtg ccgtttcgtt caatatctgg
  2032501 acgactgtat acttcatccc ccactttaaa tactgttacg ttttttccta tagcagcaac
  2032561 tacacctgca acatcccatc ctaaaacgag cgggaagtca taagaaatta cgtcttgcag
  2032621 taaaccttca cgtattttcc aatccacggg atttacacca gctgcatata cttcaatcag
  2032681 tacatcgttg tctcccaata gcggtgtctg catttcaatc tcttgtagta cgcttttatc
  2032741 tccatattgc gtaagtccta ttgctttcat tcttttcact cctttacaag gctgggaaat
  2032801 gcggtagtac ttcttctcct agctcatcca atacttcgtc agctggacgt tgaccatcaa
  2032861 atagagcaag gaataaatga ttcacaccaa tacttttata tatatcaagt aattcaatta
  2032921 gtgccttacg ccctgtacgg taacctaaac gtatcggtgt aggacgttca tttggatctt
  2032981 cagataaatc taaatgcatc ggttggataa atggtttaaa tacatctgga tgataatcct
  2033041 ctactagttc tctccattgt ccaattgctg ctgcctgatg cactggacta cgtggataat
  2033101 acatccatcc atctccatgt tcagcgaacc attccatatt ttgctgacta aaacctgtaa
  2033161 taaaggttgg aacacgttta gacggttttg gaactaaatt tgcaccatgc acttctccta
  2033221 gtgtcgactg gatagacggg aagtttttat acaaaatttc ttccaagtaa gcaaatgctt
  2033281 ctctaaactt ttcacctcgt gtttcatgac taacacctaa cgctttaaaa tcggcacgtc
  2033341 tgtcaccgga tgaaacgcca agcataattc tttctggaaa tagttgatct aatgtagcaa
  2033401 tttcttttgc tacacgcaat ggatgacgaa gtgacaacac tgttgccgac gttccaaatg
  2033461 cgattttctc tgttttactt gctaaatacg ttaaataaat catcatatcg taaatttgac
  2033521 ctgtagcagg atcaccaaag tcagggtctt gcagtaaaac atcgcgaagc catacacctg
  2033581 taaaaccata ttgttctgct ttttgtacta actctacttg tttttccatc gttggagcat
  2033641 gaaactgata attttcaatc ggaatgtgga ctcctaatgt aagctgatct ttcgcaaaca
  2033701 tacgattata tccaaaatga ttcgcaaact tttccatttg tttcactcac tttcctttat
  2033761 tcatataaat ctatactttt catatttctt ctcaaaattc ataagcaata ctgtagcacc
  2033821 acattgttgc cgattgtcat cgttataact ttctttgtgc tacgagtgtt attataaatc
  2033881 ggtcataaca tgaataacag tacgtacttt aaagtgatgt aggcacttta aagtacctat
  2033941 actaagtgag tagtaataaa cataatgaat aaatcgtgct gcaaaaataa catctatcct
  2034001 ttcttcaaaa aactttacag ttgcttttgc aagtacgtta catgatccca cgtactttcc
  2034061 tcttctttat ataaaatgct caatatccaa attcaaaata ttatacttat ttttcgtact
  2034121 ttgctatgct ataagcacaa acaggaggta taaacaatga aagcacaaat tatccattct
  2034181 tttggggatt catctgtatt tcaattagaa gaagtttcaa aaccaaaact tttaccaggt
  2034241 catgttctaa tcgatgtaaa agcaacaagt gtaaatccaa tcgatacaaa aatgcgtagt
  2034301 ggtgccgttt cagcagtcgc tcctgagttt ccagctatat tacacggcga tgtagctggt
  2034361 attgttattg aagtcggaga aggtgtttcg aaattcaaat gtggggatga agtatacggt
  2034421 tgtgccggag gttttaaaga aactggaggt gcacttgcag aatttatgct tgctgatgcg
  2034481 cgattaattg ctcataaacc taacaatata acaatggaag aagcagcagc tctaccatta
  2034541 gttgcaatta cagcttggga atctttattt gatcgtgcaa atattaaatc aggtcaaaat
  2034601 gtgctcattc atggagctac tggtggcgta ggacacgtag ccattcaatt agctaaatgg
  2034661 gctggtgcta acgttttcac aactgcttct cagcagaaca aaatggaaat agcccatcgt
  2034721 ctaggagccg acgtagctat taactataaa gaagaatctg ttcaagaatc tgttcaagaa
  2034781 tatgttcaaa aacatacgaa tggcaacgga tttgaagtta tatttgatac agtaggtggc
  2034841 aaaaatcttg ataactcttt cgaagctgct gcagtcaacg gaactgtcgt aacaattgca
  2034901 gctcgttcaa cccatgacct ctctccttta cacgcaaaag gactctctct gcacgttact
  2034961 tttatggcgt taaaaatatt acatacagat aagcgtaatg attgcggaga aatcttaacg
  2035021 aaaataacaa aaattgtaga agaaggaaaa cttcgcccat tgctagattc taaatctttt
  2035081 acgtttgatg aagtcgcaca agcacatgaa tatttggagt cgaataaagc aataggaaaa
  2035141 atagtgttga aaaacgtttg gtaactttca cttcataata caactattgt tgaaaaataa
  2035201 tagagggatc gttttaaacg gtcatatttt ttcttaagag ataccacagc gccaaaatcg
  2035261 ctccatcctt tacaacaaat aaaaaataac agccgaattt ttcttataac agaaaattcg
  2035321 gctgtttgca tgttgcaatt tgctttttct atatttccgt taatagataa aatacaactc
  2035381 atttacttta tcttcaacag aatataatgt tgtttttaat tttttaaaat acactacgta
  2035441 ctaatccccc gtctattcgc aacgcggaac cattaattgc tgaagaaagt gggctactta
  2035501 agaaagtgac aagatgagca atttcttctg gtcgaataag tctttgaatg atagaggttg
  2035561 gtcgattctc tttcataaat cgcttctcag cttcttctat tgtcaattgc tcattaggat
  2035621 acagactatt taacatagtc tccactcctt ccgttaaagt cgaaccaggc attatagtat
  2035681 taacagttac attcgttcct gtcgtcagct cagctaaact gcgagaaagt gagagttgca
  2035741 tcgttttagt cgcactataa tgagccattt cttgagaggg cataatagct gcttcgctag
  2035801 caataaagat gactcttcct tcttttcttt caatcatttt tttcaagtac gaacgagtaa
  2035861 gtcgaacacc actcataata ttgacttcaa acaatttaaa ccaatcttca tcagggatat
  2035921 caaaatattc tacaggttca aaaattccta agttgttaat aagaatgtct actttagggt
  2035981 acttttcaat cacattttgg cacccttgtt ctgttcctaa atcagctact acgggttgaa
  2036041 ggatagcatc aggatactgc gctcgaattt cttttatcgt ttcattaaca ttttcttcac
  2036101 ggcgtccatt aataagtaca ttagctcctt ctgctactaa tgaagtggca attgcttttc
  2036161 caatccctgc cgtagatccg gtaaccagtg ctgtttttcc ttttaattgc atatgcatat
  2036221 agatccctcc aaattcatgt gctaaatgat tgacttacgt tggaataaat aattacgttt
  2036281 atattgtggt tcacttctca tatctttaac agaaaataag cagatccacc cttttttcaa
  2036341 aagaatataa acgaaaatta tgtagctatt tcactctgta ctgaactaaa aatcaaaatc
  2036401 atcagtattt agatctactc aataattcta attcaaatca ttctaatgta aaaaattaca
  2036461 tcaacagcag agtaaagcta aaaccaacta gtaaatacca ttatgatcta tattaactag
  2036521 aaagaaaatt acgcacttta aagttccata ggaacaaaaa agtgccctat atactatatt
  2036581 ttaacttttt atatttacta acgtagtatc ttttctatca tagaaaagag taatttaaaa
  2036641 acaacttttt acttatctga attaccaatt agtacgagat gataatcctt gaagtaacat
  2036701 aacattctaa aaaaccttgc agaaaaattc tacaaggttt ttgtgtatac atacatatta
  2036761 atcattatat taaaatgaaa gggtttataa ttcatcacaa tagtattaaa tataagctgc
  2036821 tttaaatgct tgttgaacag cttgtacttc taatgagtct ttaccatata aattcattgc
  2036881 tacacgaata caagcttctt ttaattcttt aaaatcagaa gtcatattta attcatcggt
  2036941 atttgcataa tagaaaatat caaacatttt atcttcccca atgccttgta catttactcc
  2037001 attatgattt ccaccactag caattaaata agctacttta tttataatgc tagagttcgt
  2037061 gtgtacacca ccataatcat ggtcagcatc aataggtaaa ttattataat gtctataatc
  2037121 ttctggatat ctagaagaga tagatgatgg gtttttcata tctctaaata tacgacctga
  2037181 ttgttccccc attgtccaat tgaactttcc gttattggca tacttttcaa ctgctacccc
  2037241 taaaatatca gatagagcct cattaatggc accagcttct cctgcgtact caagtccaga
  2037301 ctcatttctt gtaaccgcgt gtgtaaactc atgtcctgcc acatcaaatg ctctaacaat
  2037361 tggatctccg tatactagca tagccccatt actaaatgca ttaaaccact gcttaggatt
  2037421 ccctatattc ttaccatttg tattccagcc atgaacaact gaaattactt tttgtccatt
  2037481 attatcaaag ctgttacgac tatatttttc tttataaaaa tcatatactt tcgttgctaa
  2037541 ataatgtgca ctaactgctt taggatctgt aaaatttgta gaattacttg ttactaaatc
  2037601 atccaaatac ccccatacat ttcttctata attattataa tctttataat tcgcagtata
  2037661 cgtttcaatt cccttaccac gagaataatc tgcaagagtg tacgttccat cacttcgctg
  2037721 tgtaattcca aacgtacgat tcatacctaa atcatctttt cctgttcctg ttaattttga
  2037781 aggatcttgt gatttatttg ctgttgcaga ttgaacgata ctgctatcta cttgtatacc
  2037841 caatttttga acgagttctt ttaatagatc cccaacaaaa gcatcaatta ataccgtacc
  2037901 agatacatat tcaggtgtag aggcactaaa agtaatttga tatgcgtttg tagctttatt
  2037961 tgtattttca tctacatata ccacttgttt aatttctggt tcttcaacaa atgtgagatt
  2038021 atccccatag attttaaaaa gctgcttctt tgcatcctct tctgatagaa taataggttg
  2038081 tttcaaatct tcctgttgtt gtagatcttg ggcactatcc cccgaaatac tcgtaagtac
  2038141 accatcatca ttaatatgtg ctgttagttg atatccgtat acatcacgtc cttcatatgt
  2038201 ttgttgaaga cgcaccaatg tagtaccatc ataagattta cgactttgcg tcacattata
  2038261 attaactttt gattccgtgt taacttgctt tgaggataat gcttgttctg ttttcccttt
  2038321 cagcgcatcc tttactacat tttctgccga tttttgagaa ggtgctgtta aattacctgt
  2038381 tcggaacgta tcttcctttg tttccacttt taaatcttct gttgccgcat gtactcctcc
  2038441 ataaggaata atcgccgata acaccactcc tgtagttaaa cctaacttta cgaaattatt
  2038501 catattctta ctcctttgta atcttattat taaattaaat aaatgtactt tagaatttta
  2038561 agcatagata aaacttttaa ctatagtcaa tcaattttac atacataggt taatagatta
  2038621 gtttgctaca tttttagatt caattcattt ctcaaaaatc actcattata taaactatct
  2038681 ttatatttat ttatatacgt tattttttgt ggttctgata acatatttat tgccatccac
  2038741 acattctttt tcatttctaa tttttgcatt ggtatttctt ttaacaaggg attacttata
  2038801 atcacttcca tttcttcatc aattcttttc ataagatttt cttctggatt attttttaaa
  2038861 taagtatttt tcaatcccca ttttgtcatt ataatttcat ttgttttatt cataggatta
  2038921 ataatagtag ctttactagt taatcgtttt tttacttcat catgatagat tttaattcta
  2038981 tatccttctt ttagtgggat gatatctttt acaacggtta catttgttcc ttccatttcc
  2039041 ttcgtataaa ttttttcacc tttctcatta aacaactcta ttgatgcata tttttcacct
  2039101 gcataatagc tatgaggcgt tttagtagta accgtaaaaa cagctcgctc ttgctctaag
  2039161 tctgtattta attcggcaaa ctgatcatct cctaatccta ggaattgaat cgtttcattt
  2039221 accaaattgc ttactttcat ttcgttaaca tcaatcgtta gactattatc cttttccttt
  2039281 acataggcat aatacgtact gaaatggtac atactatccg ttttcccacc tgaaatctca
  2039341 accgtataga ttccatttgg tacgtcttgt aaattgatat ctgctgtttc aattgttttt
  2039401 tcttgaataa ctgtattccc ttcttttaat ttaatctttc ctcctttcaa tgtatctatt
  2039461 tcatttgtat ttaaatggat atgcaaattc ccttttaacc caagtgaagc aatttgctga
  2039521 ttcctaacta tttcaaagtt agagtttatc ggaatatcag gatcaactag agctctcgcc
  2039581 ttagctaatt gtgattcagg cactatatac gctaaagaag taactgccgg ataacctttc
  2039641 gccctattca tctctatttg tttatgatta agcttaaagc cccatctttc aaaaacgggt
  2039701 gtaaaatcca cttgtacatt ctcgctataa tactgattca ttaaatctgg taaagaatgg
  2039761 tcaccttttt taaaagcagc attgctagct agttttcgat aaccttgata catttttgca
  2039821 aaagcttcat caccagcttt ttgtttcgcc atcgttaaaa gaataagttt ttgtcgtaaa
  2039881 tctaagtcat cataattttt attttctttc attaaagcat tgtataaatt ccgttctacc
  2039941 tgttccttct tcccaaaatt aaataaccaa ccaacttgat ctgctttttt tccgtattta
  2040001 ctatattgat attgaacacc aaatagatta ttagaaactt ctcctgtaaa tattccttga
  2040061 ttatcaaaac ctgcttggta tccatgagcg atttcatgta aagttcccca acttagttta
  2040121 tctaaccaca tctttgtact atctgtacta ttcgctgtcc aatttgcacc ataataggca
  2040181 ccgccagcac cagatatatc tgcttttaag aaataacgat tttgactttt tttattttca
  2040241 accgttgagc catctaaacc aataatggaa tcatacatcg caaaaatatc ttcataatat
  2040301 gcaattaact catccaacga ttgaaagtct tttaaagatc ttactaactc tttatctttt
  2040361 ttaggtataa ataattggaa actctcccct tgaattaatg catactctcc atcaaattga
  2040421 tcccatgtgc taaaaaattg agatacgctt ccttgttgtt tataaatcgg aagaggttta
  2040481 gtagcacttt cattccctac ttggtactca agtaaggcag gctcttcacc atacggagta
  2040541 tctatgaaag gaactaaagg cgtatcacct tgaatcgtaa tccattcatt tcctacttgt
  2040601 atggattttt cattttttga gtcattagac aataaacgta ctgttaattt gtctttaaaa
  2040661 ttaggattcg tttgtcttac ctttaatggt gtattcctct gcaaaataaa tcccaaatct
  2040721 tgtcgatcat gatacttccc cttacttatt cctgcttgaa atatccacgt aggctcttct
  2040781 aaactagtaa tttcttttac atttgttcgt tcgtcagcat gtaagtgtat atttcctatg
  2040841 aggaaaaaca ttgtatacat gatgcctata acaagtagcc ttttcattta catatctcct
  2040901 tttctatttt ttatatacaa aatacaataa aaccctcctt cttcacttat aactgtcgtc
  2040961 agtaagttac ttatcagtgt aattattata gttacattaa ctcgtgatta tcaatcatta
  2041021 tatgtatgta attttgtata tatagataat tagcattcgc tatttaaata tcatacaatt
  2041081 tcacactttt atttcttctc cttcagacat gaatcaaaaa aacacgaaga cttaaaagtc
  2041141 ttcgtgtttt ttgaaatata cattttgtta cacttgtcat tgaattcata actagaatct
  2041201 ttttactcat tccttacgga taatgcttat tacttatgaa atttcacacg ttcttcaagc
  2041261 ggttggaatt ctttttctcc tggtgcagcc gttggattac caaatggcat ttgcgcaatc
  2041321 agtttccaat tagcaggaac gttccattct tgttttacct catcatcaat taatggatta
  2041381 taatgttgta aagacgcccc taatccctct gcttctaatc ctgtccacac aactaattgg
  2041441 tgcatacctg atgcttggtg tgaccaaatt gggaagtttt cagcatatgc agcaaatttt
  2041501 tcttgaagcg atttaacgat agcttcatct tcaaagaata gtactgttcc ataaccagct
  2041561 ttaaaagaat ccattttttg ttgcgttcct gaaaaatctc catctccaac tacttttctt
  2041621 aatgtttcag ttgtaatatc ccataattta ttatgagctt caccaaataa tacaactaat
  2041681 cgcgcagttt gagaattgaa agcggatgga gtatatttca cagcaaactc cacaatttct
  2041741 ttaatttttt catctaatac ttgtacctct ttattaatcc catagtaagt acgtctttct
  2041801 ttcaatgcag tatagaaatc ttttgtcata attcaattcc tcctaagttt taatattctt
  2041861 caaaatgtta cattgcgaag ataatatgag ttgaaatgag ttcatttttg aaccattgaa
  2041921 ctccataaca ccaattgcta gtcattctga atctaaacca ctgcttattg cttcagttaa
  2041981 cctaaaaaaa ctcttatagc atcattgata caatctagtg atcattcggt attattttac
  2042041 ccattctcta ttcatgtatt ctgcttgttt catatttaca caaatatgaa aataacctta
  2042101 aattgatgat caaaaaagcc aggtaacatg aataacacat tacctgggtt tttacattgt
  2042161 aaattcaact aaccatgttt aatgaatagt agtcagaact atacttatcg cttatttaat
  2042221 aattaacatc tcataaggat gttgttccat aaatctattc tcccaaggaa tctctaatga
  2042281 tgtccaattt gaaccaccat ctactgactg atacactcct ttattgctaa acagatagaa
  2042341 cgttccatca cttgttgcct ttaatactgg tatgattgtg cctttaggag ttggtaaacc
  2042401 tgcattcatt tctgcccaag gctgatcttt ttctttctta taaataaatg attcacaatt
  2042461 tccattattg taatcatgcg ctacgtgtgg atttgaagat gtcgcgataa taatattttc
  2042521 tggatcattt gggttaactg ccatttgata tgcataatga tgcttgagtc cactacacat
  2042581 atagttccaa gtcttacctc catcattact ctccgcatac tcttgacctg gttctttcaa
  2042641 gaatgaatca cctaaaaccc cgtataaacg atttggagca ttgcgatgtg atgtaagaat
  2042701 gtgaatatct tgaggatagt tcccctcttt ttcctcagtc caggtcttac ctccatctac
  2042761 acttttaatt aatcccccaa cctcaatcgt tgtatatata gtttctggat tattagcatc
  2042821 aatttcaata tgttttacgt ggtgcgtata tgttctttga ggaaagaacc atgatgaata
  2042881 cgatggcatt tgtcgataat ccgttagcag ttcaaaactg tctcctccat ttttagatac
  2042941 aaacattgcg ctcggttcag ttcctacata tacgataccg ttaccgtcat cacccttcac
  2043001 tgaagataca gaaaccgctg taatagctct catatgaatg gcattagccg ggaaaacttc
  2043061 accaaaggaa ggtaacgtac caatcgcttc ccatgaactt cccccatctt tacttctcca
  2043121 taatccccta tcaaaagtac cacagtatat tctttctggg tcatatggat ctacagctaa
  2043181 agcaactgga ttcgcaccta caaactgtga ttggacactc catgttgagt cttttttttc
  2043241 tgcaattaca agctctctat caaacgctaa tatgaatttt tccataacta aaatctcctc
  2043301 gtttcataat atatctactg tattatttaa attttcgcca ttacaattta agaggcgaat
  2043361 tttatatgct atagcatata aaagataaaa tttataagca atatgtgatt aaaaaattat
  2043421 attatataat tttttaattt cacatcagta cgatgaacaa gatgtcctgt tcactcatat
  2043481 aagtccatat gccacctcca aataactcac aatatacatg ctatagcata catattatag
  2043541 aatgcatgat tacatgtcaa actttaatac tgttttaaaa tcagttcttt aaatcgccta
  2043601 aagtaattga aaagtcataa tataaacagc aacattttat tgaatagaaa ataaaaaaga
  2043661 gtgcaacttt gcactctttt tactcatttt ttaatcttag aaatcaaagt tatcaggatc
  2043721 tggaccaacg cggtgatttt catttaacgc atcgattttc tccatatctt ctttcgttaa
  2043781 ttcaaagtta aatacatcag catttgcaat aatgcggtgt tctttcgttg atttcggaat
  2043841 tgtaattact ccattttgaa gatcccaacg taaaataact tgcgctgttg ttttaccgtg
  2043901 tttctcagca attgcttgta atgtttcatt atctaataat tgaccttgca taagtggtga
  2043961 ccatgcttcc atttgaatac cttgttcttt acagaaagct tgtaactctt tttgcgttaa
  2044021 acgaggatgg tattctactt gattgatcat tggcttaatt tctgcatctt gtattacatc
  2044081 ttgcaggtga tgaatttgga agttacttac gccaattgca cgtacacgct tttctttata
  2044141 aagcgtttct aacgctctcc acgtatcttt atatttccct tctacaggcc agtgaacaag
  2044201 atataaatct aaataatcta gttgtaattt ttttaaactc tcttcatatg cagcaattgt
  2044261 ttctttgtat ccttgatctg cgttccatac ttttgaagtg ataaataatt cttctcttga
  2044321 aattccagtc gcttcaatac cagcgcgaat tccttcacct acagctgctt catttccata
  2044381 aatcgcagca gtatcgatgc tacggtatcc tgtcttaatt gctgatttaa ttgcttctac
  2044441 aagttctggt ccttcttcta ctttaaatac gcctaaaccg aaccaaggca tttctacacc
  2044501 gttatgcaat tttgttgtac tttgtaagtt tttcattata ttttctctcc ttttatttta
  2044561 cttgatctcg tttttctaat gacatactcc atgctgttaa aataacagca cctactacca
  2044621 taatgccgcc tacccaagcc gtatgaatta accctaacga attcgttaca ataccaccta
  2044681 aataagcacc aagagcaatc ccagcattaa aagccgcaat attaattgcc gatgcaacat
  2044741 cgacagcact cggtacaaat cgttcagcta acattacgac atatacttgt aaccctggaa
  2044801 cattcataaa tgcgaatagt cccatgaaaa taattgtaat taacccagct actttaaatg
  2044861 gcgctgtaaa tgttaaaaca aataatataa tcgcttgaat aaagaacatg taaaatagcg
  2044921 ctcgaattgg attatgattc gataatttcc cgccaatcac attccctatt gcaatagcga
  2044981 ttccatatac taataaaatg atcgtaaccg tattagcttt aaatcctgtt acttcttgta
  2045041 ataacggaga taaatacgta aatgttacga atgtaccgcc gtatccaagt gcagtaataa
  2045101 tgaaaacaag taacagtctt ccgttcgtaa ccagtttaaa ttgatcgcgg aatgatacag
  2045161 acgtaccttt tttcatatta gatggaatga gaatactatt tgcgattaaa gcaataattc
  2045221 caatgactac aattgctaaa aatgatgttc tccagccaaa ttgttgaccg ataaatgttc
  2045281 caattggtgc acctgtaata gttgcgactg ttacgccagt aaacataatc gcaatcgcgc
  2045341 tagcacgttt attttctggt acgagtgccg cagcaatcgt tgaaccaatt gacataaaca
  2045401 caccatgcga aagtgcagac acaattcgcg caataagtaa tacagtgaag cttgttgcga
  2045461 cagccgcaat tccgttacca ataatgaaaa taatcataat ccacattaat aacgtttttc
  2045521 gtgacatatt agctgttaac gacgttaata ctggagcacc aaatgctact cctaacgcat
  2045581 ataaagaaac tgttaaacca gctgttgtca ccgacacatg taaatctttc gaaatagatg
  2045641 gtaataaacc gacactaaca aattcagttg tcccaatccc gaacgcacta attgctagcg
  2045701 ctaataacgc aaatatactt cttcgattcg tctgaacttc tgaagacgat gctgtatatg
  2045761 aattcaattg atttcccctc ttccctataa ttcctatcat aatagcgcga taaaaaggcc
  2045821 cttttatctt tcaaaacata tatttaatct ctacaaacgc tattatgaat ggtttcattc
  2045881 tctttttaaa gaacgcactt taaagtacta tagatacttt ttagtaccgt aaagcttgtc
  2045941 tctttcctac atgtactatt atgaaatata tttaacataa tgaatagtac gcactttaaa
  2046001 gtgctgtagg tactaaaaag taacatagtt aattactagt accataaagc ttgtttccct
  2046061 ctcacatgtg ctattatgaa tgatatttaa cataataaaa agtacgtact ttaaagtact
  2046121 ataggtacta aaagtaacat ttatataacc tagcttattt tgctcaaaaa ttgaaatcta
  2046181 cattccatga aaaagacttt caaatgaaga aatacccttt cccgtagagg caactttaga
  2046241 ggacattact taaacatata aaggtcatgc tcattaccac agacaaataa taaaaaggca
  2046301 aaaacgaaca gaaatttgtt cattcttgcc ttttttattt aacaattaaa atgtacgact
  2046361 tttggaaagg aaatctgcat gagctcctgt tacaccactt tgcccccagt ttcctggaat
  2046421 catttcacga ataagaatta gcactttatc caaaggtgca tgcgtatatt tagatgttac
  2046481 ttgtgtaagt tcgtttaccc acttatcctt tgtttcttga tcaaatgtat tccatatatc
  2046541 aatcttaatg atagccattc catcaacgtt acgatccgat gtatcgtaag actcttttgt
  2046601 ttcccaattg gacaccctac ttttctcagc aaaggtagca tcacttgcta cagctccagc
  2046661 tttcccccaa ttttctttct caagttccgt aatcaacact tgaattttgt cagggacaat
  2046721 ttttaatcgt tttattgtaa gttccgttac attataaatg aattccttct tttcttctgt
  2046781 taacatcgtt ggccaagtat ttagttcaat taatggcata gtattgcccc ctaaaattaa
  2046841 ttatctattc actagctaca gctattgatt caaatgattt ttaactgctc ttattaccaa
  2046901 ttcgtgatct tcttctggtg gtagtcctga tactgttatc attccaataa cccctacgtt
  2046961 ttttactctg ataggaaagc acccgccaaa cgcagcatat tccgaagtat ttaaaagata
  2047021 tttttcatta tatgaaattc cagttatttc actttgtatc tgcatataat acgagctacg
  2047081 atcatgcaga gaaacaactc gttttttacg ctcaatccac ttcgtatttt cctcatttgt
  2047141 ccctgtcatc ttaaaatgaa ataattgcac accgtttttt gttatatcaa cagcaatcac
  2047201 tttaccctct tgctttgctg tttccacgat aaataaacct agttgcaagg catcttcatt
  2047261 tgtaaaagag gaaaattgaa gtgtttcctc ctcttttaaa atttgtttac ttatttcatt
  2047321 caaatttgaa gaactcatat ttttaacctc cataattgtt ttatgccaca ccgacatttt
  2047381 tttgaaatta ttaggccata tcgtacaacc ttttaaacaa tctgaatcta aataaactgt
  2047441 tataacctca ttagtaacta gtaccgaaaa gcttggtttc ttcttactgg tgctattatg
  2047501 aatgatattc aaaattataa aaagtacgca ctttaaagtg ctataggtac tttaaagtac
  2047561 tattttactt atccctatct tacagagact attatgaaat atatttaaca tcttaaaaat
  2047621 gtatgtacta aagaataata tttttcatat caaacttttt tgctcaatgg ctgtaatgca
  2047681 agcccatcaa atttttgtat aaaaacaaac gaaaaagaaa agaacctagc cgatactaga
  2047741 ttcttttctt atctaaaaaa tactcttata tttcttttga gttgttacaa acgaattaga
  2047801 atagaacttc aactaaaggc tcattttaat tacagtaaaa gattggtgaa acgaatacat
  2047861 tacaccacct aaaaatagga ggtaacaaaa atgagtgaaa aaacagcagg cttctcacaa
  2047921 gtaaatcacg ttggaattac agtaagcaat ttagataaat ctatcgtttt ttatgaagca
  2047981 ttaacaggta agaaagtatc aaacattgat gaaattggcg gaacaagaat ggcgcaaaca
  2048041 caaggacttg aagatactcg tattaaatat gccaatctac acttagacaa tttgaacatc
  2048101 gacattctag aatacgttgt ccctaaatca gataaagcat cttactcaaa tgatcaaatt
  2048161 agtgcgatgc atctttgttt tgaagtagaa gatattgatg cagctgtaga acgtctaaaa
  2048221 gcaattgggg tagaaccaga tggagagcca attatcttcc aagaagaaga cggcttgaaa
  2048281 tctggatttg gtacaggcgt tgcctacttc cgtgatccag atggtactaa tttagagctc
  2048341 attgctccaa aaggcccatt tagacgtgaa tagtaaaaat aaattaatac cgaaacagcc
  2048401 accttatctc tgaaaaggtg gctgtttgtt gctagaagaa ataaaaagga caaactctca
  2048461 aacgtgagaa gtttgtccaa aaatagatat tttatattcc attactttta cactaaaatc
  2048521 aacaatcgta aattagaata atgacttaat acttgctaaa acagtaagta cacctacaat
  2048581 aataacaaat acgttactca ttttcccttt gtacttagct aataccggta ctttttgaat
  2048641 cgcatacatc ggtaatagac ataagatagc agcaactaat ggaccgctta gagaatcaat
  2048701 aagtccaaga atacttggat ttgtataagc aacaaaccag catgataata caacaaaagt
  2048761 aaggattatt gtcttaattg ttttttcttc aatatctttt ccacgtgatt taccaaactt
  2048821 aataatcatg tcacgcatta cttcaaatgc tccgatataa tggccaagga aagactttgt
  2048881 aatagccaca aaagcaatga ttggagctgc aatcgtaatt acaggtgaat taagctcatt
  2048941 cgcaagatat gaaaggatta ataggttttg ttcttttgcc atttttatat catctggagt
  2049001 caagctcaat gcgctactcc aaacgaagaa cataacaaca gcgaatgtca taatataaca
  2049061 aaccttttgt atttgcgcac atttcgcatc agtggcttcg attccatacg tagctctctg
  2049121 tttcacaaca aatgatgaaa tcataggtga atgattaaat gagaatacga tgattggtaa
  2049181 aatcatcact atcgtcccaa aatagcctgt tcctgttgaa gcagttgaaa cagctgaaaa
  2049241 actcagcatt gacgtattcc actgtggaat taaagatatt gcgataaaca gtagagaaac
  2049301 gatgaaagga tacactaaca tactcattac ctttacagta atatcttgac caaaatttag
  2049361 tatagcgata agaccaagaa ctaatacaag tgataaaatt gctcttggag gttctggcat
  2049421 gtgcaattga tgcacgataa aactacttgc agtgtttgta agcgcaaccg aatacattag
  2049481 tacgattgta taaattgaac cgaaatatac gatgttaaaa atgatactcg ctttatttcc
  2049541 gaaatactct ctaattgtac ctgtgatccc ctcatcagca gaattagaag cgtatatcat
  2049601 tttagcaagc gccctatgtg agtagtacat aactggatat gcaagcaatg taattagtag
  2049661 taaagataat aaaccacctg aacctgcatt aatcggtaaa aagagcaccc ctgctccaat
  2049721 tgcagttcca aatagactga gtgcccatgt agtatcctgc ttatgccact ttttcggatc
  2049781 tgcatattgc tcattgttta gtgcggtatt ttcagcttga acttctattt tctttgcagt
  2049841 attcccgttc atataataac tcccccttgt atctattcct gcatctctct ttgcatctaa
  2049901 caaatattcc ctttccggaa aatgaattcc ttacaagttg ccccacattg tatgtccttc
  2049961 atcataatga atccaaattg aaacattcgc taattagcgt cctaatataa ttgttagcgt
  2050021 tcacaaaaaa gtttactcgt aatatccgct ctttatataa agacccttta agagaacaat
  2050081 atagaataga cttcataaat acgttgcaac atttctaata acagtgtatt actttcatgg
  2050141 tttctctttt ttacttttaa cagtaatttt agctaaaccg gcctctcttc atttgcgagg
  2050201 catttctttc tcaattctat acattaactt tcataacttc ggtagcactg ataatattgc
  2050261 ttacacaagc cactgaagca cattacattc atttcgcctc taatcacaca cctttcttac
  2050321 taataatcgc attttttata ttttctccag agataataaa atttctctcg acgccctcat
  2050381 tataacgtgt atatttataa aattaatatt tttatatttt ctgaaatatt taatggatat
  2050441 aattttatat ggataataag ttacagttag cacgaaaccc ttattcctat cgcttaaaac
  2050501 cgaatgaagt agcataaaat acagtcatat attacttatt caagttatcc attataaaga
  2050561 tacttatatt cttctttttt gtttaaaatt tattttaaac aaaaaagata ttctaataaa
  2050621 taattaatgt ggttaaaaag aaatatcttt ttaaatgtat aaactaattt tcaggatata
  2050681 tattatcaac attgcattca tatacatttt taggaaaata cattttttac ttgatggcaa
  2050741 taagaggacc gctaacattt tacaaaaacc tacgctaaac gcaaaaatac aataagctgc
  2050801 ccatatcggg cagcttattt acataacaat tgttatcaga ggtgtgcaaa aaacccaatg
  2050861 caatgtcatc ttaattcgag tttttttaac tcttcttcag gaatatttct atatttgtaa
  2050921 tgaatcgttt ttacatcatt tccttagaga tgatattatt gattattgca cgattcaacc
  2050981 tattaaaagc aaatcatgta atctctaaaa cctctcgtta actagctctt ttatcgagtt
  2051041 taattttgaa gaaagctcga taaaccattc ttcgtctcct gttaataatg caaggtctat
  2051101 tagataaagg atttgctcct tattgattac atttgattca ggaagtttgt taacatgttt
  2051161 actaaagagt aaaatcgctt cgttttttgt gtacttgtcg tagcgtttca caatactaac
  2051221 tgtaactaca tcttccactt catcaagcga tacaacgtaa ccaactataa attcgccctc
  2051281 atttgatatt ccacgaaccc aatctcctac ttttaaaact tgattattat ttgacatcat
  2051341 actttttcac cttcttataa atattttttg tggcgataaa aaagaaataa aaatgaaatt
  2051401 aaactgtagt attttccatt acatttcaat agtaagaact tacgtctcta tataacaagt
  2051461 gagccgctta acgttcttga ttgataagat caacaacttc tttcattgta tagttcttta
  2051521 aatattcacc taaatgttct tccgcaccta agaaaatagt aaacagcact tttcgcatgt
  2051581 ttgaacctac aatacactga tcatttgatt ctgggcactt aggctgcaac gcaccttcag
  2051641 aggttatttg ataaatatgc catagattaa cttcatctaa atcccgagcg aaaataaacc
  2051701 ctccaccggt cccctctttt gattgtataa acttatgttt ttttaataaa cttagtactt
  2051761 tgcgaatacg tactgggtga acacctgcac tttctgaaat cgcattactt gttgacatcc
  2051821 ggtctggctg taaagctaaa taagttaaac tgtgtatggc caaagtaaag tcgctgctca
  2051881 ttgttttcct cctacgatca aaaatattgt ttctcctata ttaacatact gtagccataa
  2051941 atattacaga taggttagcc agacgttaaa atatataaga accactctta gcataaagaa
  2052001 ataaattcca taacttcatt tagctcttta agttaaacat acatttaaag actccattgt
  2052061 ttcttcactt gttcttctgc taattgttta atttttgtcc atatcgtatc tttgcttaca
  2052121 ataacatttg tttgataatt tctatcgtta taattgactg taacacatac ttctatcatt
  2052181 tcctgcttcc tcctttcaaa caaatttctt atctatattt aagtcctgaa aagtcttggg
  2052241 tttagttata atctctaacc tataacttca tttttttgat aatcatattt aaaaatccca
  2052301 cttttttttg acttgttctt ctgccaattg tttaattttt gtccacaccg tatctttgct
  2052361 tacaataaca tttgtttgat agtttctatc tttataatta actgtaacgc atacttctat
  2052421 caccttcagt ttcctccttt caaaaaattt ctctctcata ccattactta ttaattagcc
  2052481 aacttttgca gttcaatatt taaaaatgtt cgaacgctac gtggtaaaaa tttacgaatt
  2052541 tcttcgtcat taaaaccaat ctgtaatctt ttctcgtcca gcataattgg gcgacgcaac
  2052601 attagcggat gctcaattat taatttataa aattcattta gcgaaagctc ttctatattt
  2052661 atatttaagt cttgaaaagt tttggatctt gttgaaataa tttcagtagc accctcttca
  2052721 gttaaacgaa gaatggactt aagttcatcc actgtcatag aattggatac gatatttttt
  2052781 tcagtataat caatttgatt ctcctccagc catgctttcg cttttcgaca tgaagcacag
  2052841 cttgctgttg tatataaaac caccatgttt cactcactcc tttaatgttc tttataaaat
  2052901 gtacacttta aatatcgttt gttgaaatgt attaaaaaaa attacagttt agaatcaaat
  2052961 tcacgtaatg ttagttattc ggcaatgttt cgtttatttt ttactactcg gttctttgca
  2053021 tgcttctttt ataaaatagt tgaaactaca ttttacagat gatgacaact cacttcttaa
  2053081 atctatactg taattttaaa ccttacagtt ctattaatca aatgttaagt cttggattaa
  2053141 ttaatcattt tttgtgaatg tccccatagt gttatgctga ccaattccaa atgcacttca
  2053201 aagtacattt tattcatttc ttacttacat gtgttagtat gaacgatatt tcgcataata
  2053261 aaaagtacgt actttaaagt gttataggta ctaaaaagta acatataaac tttctagtgc
  2053321 agttctacat cggttattat gaacgatatt tcgcacaata aatagtgcgc actttaaagt
  2053381 gttataggca ctaaaaagaa ataattttat tattaaagcg gatgtaggtc caaaactgta
  2053441 atctacattc atcaaagggg ttttttatga agacatacaa tattcctgta gaagcgactt
  2053501 tagaagttat tggcggaaag tggaaggttg ttattctttg ccatttaaaa aaaggaacaa
  2053561 aaagaacgag tgaattaaaa cgtttaatgc ctggtattac acaaaaaatg ttaacacaac
  2053621 aattacggga actagaagaa gatggtgtaa tccaaaggaa agtatatgac caaatgccac
  2053681 caaaagtaga gtactcttta acggattacg gttcgtcttt aggagctata ctcgattccc
  2053741 tctgttcctg gggagaagtt catcttgaaa aaaccgggca cacatccatg cttattacag
  2053801 ccgatgaata atagctgttt ctactatatt gaagacaaaa aataggttga ggcaatacgc
  2053861 gcctcaacct attttttatg cctctttata actttttgca gtaataactg tttcgaattc
  2053921 aaaggtttcc ggcaagtgat cggcgtaaga gtattcaaaa gtgcgtccat ccgttaagta
  2053981 ggccacctgt tccactctca ttaggaaatc ttgatttgtt aagttcataa actgcttttc
  2054041 tttatcatcc gggcgaattc cttttaccct aacaacggat gttcccactt gaaggcctag
  2054101 tttattttga atgtgggagt agattgattc ctctaaaaca gaaacttcaa cacctggaat
  2054161 gaccgaaatc ggcatccatg tatgctccat aatcgttgga atactgtgaa tgatgcggag
  2054221 gcggatgatt ttatatacaa aatctcctac tgaaatgccc aatttttcag caataatttc
  2054281 atcggcaccg acaatcgtaa actcaataat tttactttct acctcgctgc cataaacagc
  2054341 ttttgtacct gttaaagttt gaatcattcg tgctttttcc tgctgacgcc aatcttgaac
  2054401 gactgttcca cttccgcgcc ggcgaatgat gtagccgtct ctaactaaca gatccagcgc
  2054461 tttttttata gtaaggacag aaacatcaaa ttcttcagca aggacggggc tacttggaat
  2054521 tttttcgtta atcttatatt cgccgtctaa aatttgctgt ttcatttttt gataaatgcc
  2054581 gaggtatttt acttgtgtgg atccgcttgc catttccata cctcctttat gctgtattcc
  2054641 ctcttctatt catttaagtt taaagcctca agtttgtaaa cagaaggtga tggcgcagca
  2054701 aatccgtttt ctaagatttc aatattcgtt attgcttctt catctttcac aagttttggt
  2054761 gcaccattta cgattgtttc atacgctgca tcatagaagc gaccgtaatc accaagcggc
  2054821 gttttaattt gtttttcaat ccaatcaccg tttgcattgc gatatttcgc aattccatag
  2054881 tacatcggtg aatcttcacc aaatcctgca ctctcaggca tgatacctgc tttcaaatca
  2054941 ttttcctgct gatcttcacc gtatttaata aacgatccat ttgttccatg aacgataaag
  2055001 cgtggataat cctttgctac aacatggttc gttttcagtt taattttcag ctgatttccg
  2055061 taatgtagac caacatcaaa atagttatca accgcaccgt ccacttcatt attacgaata
  2055121 tcgtatgtca ccgtatctgg acggccaaac aatgaaatca tacggtccat cgtatgaata
  2055181 cctaaactat aaaatgaacc ttcttctttc ggaccttcgt gattgattga accaggacgg
  2055241 aaataatcga tatgtgattc aacctcaacg atatcaccaa ggaatccttg ttctacaact
  2055301 tgcttcaccg ctaaaaaatc accatcaaaa cgtcggtttt gataaggcat aactactaca
  2055361 cctttttctc accctaaagc taacaattct ttcgcatgtt ctactgtatc gcaaaatggt
  2055421 ttttcaacaa taactgattt tccagcaagt ataacttttt cgctaattcg taatgcgtat
  2055481 gtgctggcgt acagaccgtc accacttgaa tttctttatc attcaataat tcatccaaat
  2055541 tagtagtgaa actaacacct ttttccttat atggagccgc taattcttca ttaatttggc
  2055601 gagcaaaaat tgtttttact tttatatttt cacgtgtatt tacataaggt aaatgatagc
  2055661 ggttagctga ttttccaaat ccaataaagc ccattgttaa tgtcatattc ttcaacttcc
  2055721 ttgctcataa attttcgatt ctatatttat tatatatttt tatcattaaa agtatatagt
  2055781 tttgttttta aaattatata caaaaaagtc gggatggaaa tcattttctg attccgatct
  2055841 cgactttaag ttatagactt atgtcctacc atcattttat ttacactcga tgagtagtta
  2055901 aagagctact tcattaccca ctcttattca tacatataag aacgtgtcat cggaattgta
  2055961 tcgttaatac cttttgtaaa tacaaattga tgtagatcaa tattacctgt aaagaacgaa
  2056021 gctgcacatg catttaaata taaacgccac atacgaatga atcgctcatc tttcgttttg
  2056081 cgaacttcct ccattacatt ttcaaaattc cgagcccaat gttgtaatgt tttcccgtaa
  2056141 tgtctacgta ggctttccac atcaacaatg aaaaattgtt cgtttgtcat gttcgtgatt
  2056201 aattcgttaa cagcaggaac atatccgcca gggaatatat atttttcaat ccaaccattc
  2056261 gtagcaccac cattggccgg agaagtaata caatgaagta gagaaatccc accatcattt
  2056321 agtagtgtat tcactgtttc aaagtattgc gtaatgttgt cttttcctac atgttcaatc
  2056381 atacctacac taacaatttt atcaaatttt tgattcttaa tatcacggta atcaagtaaa
  2056441 gatacttcaa ctaaatccgt aagtccctct tgtttaattc gctcggaagc cttagcatat
  2056501 tgttcctcac ttaacgttac ccccatcgct ttcacaccgt actgcttagc ggcagctgta
  2056561 atgagttcac cccacccgca accaatatct aataatgtat cacctttttg aaggttcaac
  2056621 tttttcaaaa tatgattcac tttattatgc tgagctgtcg ttaaagaatc ttgctcattt
  2056681 tggaaatacg cacaagaata tgtcattgtt tcatcaagcc ataatttata gaaatcgttc
  2056741 ccaatatcat aatgatgagc aatatcgtct ttattttttt gttttgagaa attccattta
  2056801 cttttgaaat attgcaactt actatcacct aaaaagctat cctgcctttt ataaatagat
  2056861 tgaattgctt tttcaagatt cccctctatt tcaaggtccc cattcatata tgcttcacca
  2056921 aatgcaatag aaggatcctt agcaatctct ttttttgaaa gcggcttatg gaatgttaca
  2056981 tgaaattgag gttccccttc tccatattgt attgtttctc cattccaaag tgtaatttga
  2057041 actggatctg aaaaaagatt tttaagtatt tttttataaa aaagttcttc aaccatataa
  2057101 acatctccta ctaaaaaaat tgaacaaaaa actattctag ttaataagtc tttttgaaca
  2057161 tagcttaaaa ccgtaatgac ttcttgctac gagtgtcatt ataaaacggt tatatgatga
  2057221 agcatagtac gtactttaaa gtgatgaagg cactttaaag tacctatgat gaatgataga
  2057281 ttaaacattc accttagcta aaacagctgc tgatatggta tagcacctta cttttcaccg
  2057341 tagtaacttt ttaaagtttt atactgaaaa aacaccacct catcaatagg tggtgtttca
  2057401 atattacata tatagatttc atttaacttt actatttttt ctatctatgc atcgttctcc
  2057461 ccatgcagtt aattggttta atacattttg taaagaccaa ccataatcag ttaaggagta
  2057521 ttctactcga ggtggaattt cgttatagat tttacgtgta atcacaccat cttcttctaa
  2057581 ctcacgtaat tgttgcgtta acattctaac agaaatttca ggaattaaac gttgcaactc
  2057641 actcgttcgc ttcttacctt ttgttaagtg acataaaatg acgactttcc actttccccc
  2057701 gataatttct aaagttgctt ctaccggtat attatattgt ttcacgcaat ctccctcctt
  2057761 ttttctaaat tccttctcta ttgttgcgta aaaataaata attttctata cggcacattt
  2057821 tagttcctac agcacaaaaa agtacctata ttacaaaaaa gtaattatgc cgcttaaaaa
  2057881 tctccctcta tacaaaaaga aaaaacgaac gtattctcgt tcgttttttt cttgtttatt
  2057941 ctgctgtaat aagcatagac gtgttgccat tcttttcaag atgatgttct ccccagttac
  2058001 aaagagaatc aagtatagca tctaatgaat gaccgtattc cgttaacgaa tactctactt
  2058061 ttggcggcac ttggttatac acttttctct cgattacacc gtcttcttct aattcacgta
  2058121 attgttgcgt taacatcttt tgtgtaatac cagacattaa ttgttttaat tcgcacgttc
  2058181 tctttttgtc tttctttaaa tgacaaagga ttactacttt ccactttcca ccgataacct
  2058241 gtaaagtcgc ctctacagga atattgtatg ttttcatata aaaatctcct ttaataatgt
  2058301 tataaggcaa gtaagctaaa gatttaaata ttacttttaa gtatctatag caccttaaag
  2058361 tacgtacttt ttaccctgtt aaacatgttt cataatagca tacgtaaaca gcagatgagt
  2058421 agtacggtac caaaaagtac ctgtattact ttttagtatc tatatcactt taaagtacgt
  2058481 acttttcatt atgtaaaata catttcataa tagcatttgt aagagttgag tgagtcatgc
  2058541 agtattagaa attacttttt agtacccgta ctttaaagtg agtatttttt agctgtttca
  2058601 atatttttat catagatttt ttcagacaat gaaatgacat gttttcattt tcacatccat
  2058661 tcacaatgat gaattaattt ttaaatacat tttaggagga tatttataat gagtaagtta
  2058721 ctaaaagaaa aaatcggttt tggtacagca ccactaggaa acatgtaccg aaatatccca
  2058781 gaagaagaag caatcgctac agtggatgct gcttgggaga atggcgttcg ttactttgat
  2058841 acagctccac tttacggatc tggtttagcg gagattcgtc ttggtgaagc actatcaaaa
  2058901 agaaatcgtg atgattactt cttaagcaca aaagtcggtc gaacgatttc agatgaacta
  2058961 gaagatccat ctgcacgtga tttaggtgaa aaaggtggac ttttcgaatt tggccgtaaa
  2059021 aataaaatga tcaatgacta tagcgcagat gcaacacttc gttctattga gcaaagttta
  2059081 aaacgtttaa aaacagatcg tctagacttt gttttcattc atgatttagc acaagacttt
  2059141 tatggtgatg agtggatttc acaatttgaa acagctcgaa caggagcatt tcgtgcacta
  2059201 acacgtttac gtgaagaagg cgttattaaa ggctggggac ttggagtaaa caaagtagaa
  2059261 tcaattgaac tgatgcttga tttagaagaa gcgcagccaa atatatcctt actcgctggt
  2059321 cgttattcat tactagacca cgagcgtgcg ttacaacgag taatgccggc agctgttaag
  2059381 cataatatgg atattgttgt tggtggccca tatagctcag gtattcttgc tggaggtgct
  2059441 cacttcgaat atcaaaaagc atcaccagaa attattgcaa aagttgagaa aatcaaagct
  2059501 cttgcagatc gtcacgaaat tagcatcaaa gctgctgcat tacaattttc actagcgaat
  2059561 ccagcagttg ctgccgttgt tcctggtgca agtaaaccgg aacgaattgt agaagaccaa
  2059621 aacgccttaa atacagtaat tccagcagca ttctgggaaa aaatgcttga acaaaaacta
  2059681 gtagcaccta atgcaccact accaatcaac gtaaaataaa ttgaaacctt aatcagtggg
  2059741 gcaatcccca ctgattattt acccgcaaat accggaatga aaaggagcat aatgaacatg
  2059801 gcacatacta ctacatctat ggaaattttc ggttcacctg aacaagtatg gcaattaatc
  2059861 ggaggtttca actcccttcc agactggtta ccttatatac ctagcagtaa attaacggaa
  2059921 ggcggtcgtg tacgtcatct agctaatcca gatggtgaca caattataga acgcttagaa
  2059981 gtattcaatg agaaagaacg atattacacg tattcaatca tgaatgctcc atttccagtc
  2060041 actaattatc tatctacaat ccaggtgaaa gaaggtactg aaagtaatac atctttagta
  2060101 gagtggtctg atacattcac tcctgttgag gttagtgatg aagaggcaat aaatctgttt
  2060161 catggtatct atagcgatgg gctcaaagca ttgcagcacg catttttaga ttgaactact
  2060221 aaaaaacaac gaaaagccat atggcttttc gttgttttta ggtacatgaa attatatcga
  2060281 cgatttttca aatatatcga tcataactta aaatatatca acgatttttt caatatatcg
  2060341 acgtttcgat aaagaagatc gacttaccga caagtaatga catttcagtg ttataaaaac
  2060401 agcaaatcat acagtgcatt gccgcttatc aaattacttt tacgtataaa acaactttcc
  2060461 ttctaccgcc ttaatatatc tttcagcaga acgctccact gcctcatttg cattctcttt
  2060521 tactacgcga tgaaaagcgt tgtatagacg attaaactgt aacggcttca ctcgattcac
  2060581 catttcttcc acttttctcg ctggtaatgg aattaagttt ggatagctgt acataaagct
  2060641 tacccatcgt tcatccgcta caacttgaat aatatcacct gttaacaaaa tcccttttcc
  2060701 gtcattacct tcttcccaat gcaatacaga accgccacta aaatgtcctc ccagacgatg
  2060761 tatagtaatc ccatccgcta attgtaaaga ctcaccagac caataaataa tacgactact
  2060821 cggacgcatc acccactctt tatcatcttc gtgtatataa attggtacat caaatgtctc
  2060881 cgcccattct acttgcgttg aataataatg cgggtgagat aatgcaatcg catctaatcc
  2060941 accaagctct tttattttcg caattgtcgt ttcatctaaa taagtaatac agtcccacag
  2061001 taaacgatat gaatctgttt tcactacata tgccgtttga ccgatcgcaa atcctggttt
  2061061 tgttgtaata ctataaagcc cattttcctc ttcgattatt tcatttttat atgtattact
  2061121 tgtttgtaag ctttctagtg tcgtccaaga ctgccctttc ggattcacat attgtctctc
  2061181 ttcatcacaa atatgacaac tcaccggttc ttctacactc gctgcatact gcacgccgca
  2061241 cgttgtacaa acgaaatttt tcatcataat tctccctctc cctctatttt tattaagctg
  2061301 atttttgttg atactgattt gcttttttgt tttcaattaa taaacttata aaagtaagta
  2061361 aataaacaac ggtgaccgat aagggaataa cagtaaatcc tttttctgca aaaagaatcc
  2061421 cgcaaactga cgttacgaat acagtcccta ctgacaataa accgtaactt ttactttcat
  2061481 aaatccatac gtacgggata aaatgaacac ctattaacat cgctactaca aaaggtaacc
  2061541 attctggaaa ttgaaaatag gcaagtaata caagtggaat attcaataca tttatcccac
  2061601 caattaatcc tgccaaaacc cctaacggat ttcctttcgc aaacatatca attttcaata
  2061661 aagcagctat cattaatcca aaaggaaaca cacatcccat accgattaaa tatacccaca
  2061721 ccacttgttt ttcagaaaga acaaagccca ttatactcat aactatccaa aataaaacgt
  2061781 cagctaatat aattggcaag cctctcttcg ttttgattgc taaatccttt ttcgcttctg
  2061841 aaacattcat ttcacaatct cccccaaaat atttgtacta taaagtcacc tcaacctcgc
  2061901 ccatccaata acgccaagct actaaataat cttctaaatc tttcgggtga tgtcttaaac
  2061961 acgtatctat acgcaaatat aagcctatga ctatttcttc atataaatta cggtcttttt
  2062021 tatgaaacac acactgtttc atcgcataat caatcgtttc tttcgttaaa tcttccgggg
  2062081 ttgaacagaa cgcataaatt aaatcgtata taggatctcc taacactggt aaaggatcaa
  2062141 ttactccatg taacctattc tcttgaacta taaaattatg gaatccgaaa tcgccatgta
  2062201 ataaaaatgg ctcacctatt ccagcccctc tattcggact atttgctaac ttaaaaacaa
  2062261 gtctacattc ttcatcactt atgtacgact ttacattttc gtgagcttcc atcacagtta
  2062321 ctgttaaaaa ttcattccaa gattgaaccg gactattctt ccatccccag ccactcacct
  2062381 ttggaacttt ttcatactta ttgataacat cctttacaag tttgcacagt atacttcgtt
  2062441 tatgaccaga tttgcacgaa gtagtcccct caagaaataa ataaacaata tatcgactta
  2062501 acggatcctt atataaaagc tttggaaaca catcattctt tttataaaac tgaagaaaat
  2062561 aagcttcttc acgtattaca tccgattcat tcagttttac aacgtattgt tcatctaaca
  2062621 aatatatcgt acttgtcgtt cccccgttca aacctttcat gttttttgga tattgtaaaa
  2062681 taaccttctc tttaactagt tgtgcagcga ttattgaaat gtccattccc tcacccttca
  2062741 attcccaaga ttccctcaat tcaaaagaca actttactat catttgacaa acaaatagga
  2062801 aaacccttcc aaaatcataa tataacaaaa attcattcac ttttacattt caaaaataag
  2062861 gaaatactaa caacaacgtt acatacatat aggaggacac tatgaaacct gaatttttaa
  2062921 aagctgtaca tgatgcaatc ggaaatatcg aacacattca tatagaagaa agtggtgccg
  2062981 acagcttact tatccatcat gatgatgcac agcagttaca acaagtcgct aaaacgctag
  2063041 aaaataacaa tttccgctct gctttaagaa caactggaga tgcttcgtat attgaagtat
  2063101 tgaacagata gtgaaagtcc ggatgtatgc cgggctttct tttttatccc gctattcgct
  2063161 gggcagcccg attggtgagg gctgataatc agtggggatg cccctcactg attaaagttt
  2063221 cactttatat taaaacttca aactctttca catataccgc tgttccagca atatctattt
  2063281 gtaacttctc actttctaca tctttcgtta catataccgt tacacgacca tctttatgta
  2063341 tttcttgccc ttgttcaacg attaactcca tttcatggtc aaaatctttc tccacatacg
  2063401 tcgcataata tgctcccatt acacctgaag ctgttcctgt cacgggatct tcaatcgttc
  2063461 cagcataagc tgatgagaaa tgacgcccat gcatatgtac cttttcgtca taagtttcta
  2063521 gacaaattgg gtgaatagaa gcgttaggta tttcttttaa taccgatgga aacacctcat
  2063581 tgttaggttt cattctctca catacatcta gatttttaac cggtacaatt acggtccagt
  2063641 tccccgtact tccatataca atcggtaaac ttacatctaa atcatttact tctaaaccaa
  2063701 tactatgagc taattcttct tttgaacctg caaaatcttt aaactgaggt gctgtctgcc
  2063761 tcattttaat aaaggtttct ccattttcat ttacacctat ttgtattggt aaaatcccgg
  2063821 ccttcgtttc aatcgtaagg cttgctttct cttctaataa acctctttca cgcaaggcat
  2063881 aaatagtccc aactgttccg tgtccacata aatccatttc ataaccaggt gtaaaataac
  2063941 gcattcttat atctgctact tctgaagaaa gtacgaacga cgtttcgtta aatccaactt
  2064001 tttcagcaat acgttgcatt tcctcttctg ttaatccatc tgcatctaat acaatacctg
  2064061 ctggattccc catattcggt ttatttgtaa atgcgtcata atgaaatacg tttatagttt
  2064121 tcattttctt ttctcctaac cctcattaaa aattttataa taaagctcta tctccgtttt
  2064181 caacgaacaa ttatttctca aaaatatccc ctgcatcttt tcatttgatg tatgtgtgct
  2064241 cccaatataa tacgtagccc ccatttcttt taacatatgt aaacattgaa gatgtagctt
  2064301 ggaagcaatt cctttcccgc gataataagg cattactcca aaataaaata accgtccttc
  2064361 acttactgtt ccaggttcta tatgcggtat ggccatacca gttggctcat ttttatcata
  2064421 aaaaacaatg cataacttct cccagccctt acctaactct gtttgcactg aataaaaatg
  2064481 ctcatcaatc gttaaaattg aagtttgatt ccctgaaccc gacatacatt gttcccaaat
  2064541 atatttaaat tctttttctg ataacgttcc ttctgctatt gatcgatatg tatattgtct
  2064601 ttcaagttct tctatattgt tgaattctct acatacttct atctttgctg cgtgcaaaga
  2064661 aaaaccggca tcaagtaaca ctctcacact tgagttataa ctactaaacc ttttgtttaa
  2064721 tacaatactc gctcttttta actcccagtt aaaacaaact tcttcaaatc tacttatctt
  2064781 ttctttatat gtttgtacgt catacaaaac gtcttcttct atttcttcaa tggtcactgc
  2064841 atttggtaag tcatttaata cttttttaga agggccaaac aaattctgaa tgattgcaag
  2064901 atcgtatatc accactttat ttcacctaca cctggctcaa taaactgccc tgaaagatcc
  2064961 tcatttgaat ctattaccca atcatatata ttttttgttc cttcagccgg ggtcatattc
  2065021 gcatcaaaag caccaatttc agtctttaat tttccaggat gaatggcagt tacacttatt
  2065081 cctttattct caaactcttg ttgtaagcag agtgttagca tattttgtgc agctttagca
  2065141 attcgatatg aatatgagaa atggccttgc ggaaactctt tgttggccat tttatgcaat
  2065201 gaacctaacc gagaggacac atttattatt ctcggatgat ccgatttagc taaagccata
  2065261 tatgtacctt ttacagctcg aattacacct aagcaatgaa tattaaataa gtccgttaac
  2065321 tcttctgaat tcgtatgtaa aacctcagtc tcctttccag taattccagc gttatttata
  2065381 actagatcca tatactctgt atattcctca agctgtttct taatttgctc tgtactctca
  2065441 tcagccgcta agtctgctaa tataggaaaa catctacaac taaacatttg cttcaattgc
  2065501 gttaccgcaa cctcagttct aactaacgga taaataatat gcccattttc atgaaatact
  2065561 tttactaact gcaaccctaa tccgcgattt ccacctgtaa ttagaactct catatatcca
  2065621 tctccttatt tttaaaataa ataagaaaat ccatccactc accattctcc aaagaaaacg
  2065681 cctctctctt gcattcaaaa gaaaaacctg ctctttccga aagacgaacg gatggttcat
  2065741 tatcaacatg tatatgtaac tcgattctat gaaaatgaag acgattaaaa aataacggta
  2065801 acgcgacttt tacactttct atcccatatc catttttcca atattgatta tgaatagagt
  2065861 agcccatcat tgcccactga taatccatac gtaaaatttt tataagctct agctttccaa
  2065921 tattagcccc gtcttctttg cgaaaaatac ctaatacata catctcatct cgatgtgctg
  2065981 cttcatcaaa acctctaatc cattccgtga accattcttt tgttgatgat gccataattt
  2066041 gataaccatc gtcatattta tactgagatg gtagcctctt attaaatcca tctaaccaac
  2066101 tttcataatc atcattttgg aacggacgga tcatcagtct ctctgtctct acctgtaata
  2066161 acggcagctt catttacatc tcttcccttt attaatatct gaatattctt tattatctta
  2066221 cacaaaatac aaaatctagt aaattattat gtttttgata gacaaaaacc cagtcatgtt
  2066281 ttatgcataa ctggattctt catcatttaa taatattttt atttcacaag aactacatcc
  2066341 cttaattctc tcttcaacac ttttcctaaa gcgtttttcg gtaactcttc tacgaatacc
  2066401 acttctggaa ttttgtaact tgctaacttc tccttacaat actgaataat actttcttct
  2066461 gttaatattg tttcgccatc cttcacaatg taagctcttg gaatctctcc ccaaaagcca
  2066521 tctggaactc caactactgc aacttctaaa acaccatgca tttcatgaat aacatcttct
  2066581 acttggtctg gatatacatt gtcaccaccg cgtataataa cgtctttata tcttcccata
  2066641 atatgcagga atccgtcgtc atctatcatg ccagcatcgc ccatgttaaa ccaattatct
  2066701 tttattacct tctttgtcgc cttttcatta ttccaatacc ctttaaacat atatgggctt
  2066761 cttacatgaa tctctccaac ttcatttgtt gttagttcat gtcctgtttc tggatgaaca
  2066821 attttcacct ctacattttt caaggctttt cctacagaag acatcttttc ttttcccatc
  2066881 attggatgcc atgaagttac aacccaacct tctgtactac cataaccttg caccatatat
  2066941 attccttttt ccatatattt ttggatgagt gtttctggca cttttgttcc accgctttgt
  2067001 gctactttaa aagttgaaat gttacgttct tttttattta gttcatcaag catgtagcta
  2067061 taaacagccg ggaatgcaag catcgtagta attttctctt cttcaatctt atcccaaata
  2067121 agagtcggat tcgaatcagc taagaagatc atcgtaacac catgataaat gcaatttaaa
  2067181 atagaaagca cgccgctcat atgaaacaat ggatggacgg ataaaaagcg ctcacctgct
  2067241 ggaatttctc tttgtcctgc aatctcatca aaataatgat gtaaattttt atgtccaatt
  2067301 acacatgctt tcgcctgtcc agtcgttccc gaagtaaata agtaaatggc gtcgtcttct
  2067361 tcatgaactt ctacgttcgg ttctgtcatt ggctgttctt gtaacgttaa ttcaaatgaa
  2067421 ccaaagcctt cttttgtcgt ttcaattaca taaggaattt ctttaacagc atcaaccttt
  2067481 aataacactt cactaaattc ttcatcaata actaacactt ttaatttcgc ttcttttaca
  2067541 atcgtttcta gttcataaac agtaagctga tgatttagcg gaataaatac cgctccaatt
  2067601 tttaaacttg ccatcataac gcttggaaac gggtgattat ttttgcatag tattccaata
  2067661 cgatctcctc tttgcacacc actatgtaac aaataatgtg caagctgatt tactcgttca
  2067721 ttatactgct gaaacgaata tcttttctct ccccctacaa gtgcttccaa atttggtgat
  2067781 tgcattgctc ttttttgtaa taattgttgc atcgttctca agtaaaactc ccctttatat
  2067841 atgttaggtt ttttatttta ccagattaac tattaattta ctaaagatta cacttagtga
  2067901 atataaaaca aataaaaaac agccatttac ttcacaagta aatggctgtt tcttcttata
  2067961 tattagaata cttcttattc attacatatt gcacatactc aggcgcactt ttatcaatct
  2068021 cttcatcact tagtttatat tcggcaccat ataaataaaa ggaaggtata aattccatac
  2068081 ctgtatatag gcatgtagct tggaatggtt tcgtcaactc atccatcgta attccgctat
  2068141 tttcataatc tttttctaat ccacctatag aaatagctac accaaactct tttcccttca
  2068201 ctttatcccc ttttgatccg tacgcaaatc catatgttaa tacatcatca aaccattttt
  2068261 taataatggc ggtgtgctgt accagtatag cgggaattga aatatatatc tgtcatgttc
  2068321 tactaataac ttttgctctt cttcaatatt aaactcccag tttggtgcca ctttatataa
  2068381 ttcatgcacc gtaatttcat ctgaatgttt ctcaagttct tctatccatc ttttattaat
  2068441 ttttgatttt tcaatatgag ggtgtgctac aattacaagt gttctcatca tttttcatcc
  2068501 cctttataaa tgattcaatc ctttacgtat tagtatgaat gcattacata taattgaaaa
  2068561 gtacgtactt tgaggtgcta taggaacctt gaggtacctt tggaggtgtt atatgaatca
  2068621 aaatgatagc tgtccaattg caacgacgct cgatgtaatc ggcggaaaat ggaaagttta
  2068681 tattttatgt gttttgatgg atggaaaaat gcgaacaaat gaaattaaac gagaaattcc
  2068741 aaaccttaca caaaaagtac ttacacaaca acttcggcaa cttgaagctg atgggattat
  2068801 ccatcgtacc gtatatcaag aagtaccacc aaaggttgag tacacactaa gtgagcacgg
  2068861 aaaatcttta atgaaaatta tggatgaact atttgaatgg ggaaaaggtc atcagatcaa
  2068921 aagattacat gactaaaaag acactatata ctttgtttaa tcctctatat ttatattttg
  2068981 tgtttttata aattttattt ttatcgtttt tgggctaact tgttttctta gattgatgga
  2069041 cgtgatccca catccatcaa tctaaaaaga tataattaga aaaatgagat ttctatacaa
  2069101 tttcacatat aaacgctact tccgcctcat taaacacttg cccgactttt tctaatctca
  2069161 attgtacgta aactataaag gagcacccct aagccgagaa ttttttcatt attagacgca
  2069221 ttagaaccta agataatagt aggtacattt aaacccataa acctttcact ccattctata
  2069281 ggcatatatc cttgcttacc tattgctaat gtacgtccat ctattgtacg gagagtactt
  2069341 tgaataaaat caaactcaac ttctacatct gacaattttg tggctttatc tgtcatcaaa
  2069401 gtaccacgta tcatagtaaa tccttgtatc atttttcctt taaacatacc aatttggtta
  2069461 taattcgagt cataaattac ccaatcatat ccgtccactt cagtatgaaa ataagctaga
  2069521 atttccccgc tactcgtttc taatccgtaa acatctttat tatgtaaaaa gggtattact
  2069581 gaaaaaagaa tatttgatga aaccatcttt gttcctgcta tatacttacc atcaggatga
  2069641 tataaaccaa attgcttgtt tcgttttggt aattctaata caaccaaagt atcaacatcc
  2069701 caaaatgttg cattactttt atcatattct tttgtatcaa ctttcctttt cttaactgcc
  2069761 aaaatccaat tccaaaaaag atagaagcag cgataacaaa aaagataaac tgtccccaat
  2069821 cttcatatac agcgcataaa gcaagaataa aaatacccgt cccaattaac agtttcatct
  2069881 ttccttttcg cttatagtaa tcaaataatt ccatttctat atcttcaccc cttatttgtg
  2069941 gttcctaact attaatatat ccaaaacata gaatgccctc tattcaaaag tatgagtttc
  2070001 actacctagg taatttgtta ctcttcataa ttattaactt aataaatttt atttctatca
  2070061 attgagtttt cataaacttt gtagataaag aacagataac ttagtgaaaa tgaaagcctt
  2070121 ttaccaacaa actaagatga aatgttataa tatatgtaaa aatcaacttt caaaaaatta
  2070181 cgtaaagtga tgtttaagat taatagtatg ttagaaattc caaataatta taacgtaacc
  2070241 agttcaaata ttaatagagg tgaaattatt gaagaatcaa tatatagaaa tacttgtccg
  2070301 aatcatgtta aagcatatac ccaatgcagc caacaaatca gtgttatttg cattttacaa
  2070361 tggggttgtc acgacgtata gttactttca ttatgaatct atgaaggtat ttgaacatgg
  2070421 ctcagaagga cttccatcta atgaaattat ggacaatatt caaagagtac gccatactgg
  2070481 ggaatccaac tggactgcct ttgttttaac cgttaaaaga aacggtttat atgaagttga
  2070541 ttattatgac gatttaaacc ctactttaga gtccggttct gcactacttt tgcttgcata
  2070601 cacccattat catattgaac caacctctga ttttagtaaa ttacaactaa aaagcgctat
  2070661 taaagcagag agctttaaga aaacgttaaa ctacgcgtgt atgaggaatg acatcgaaac
  2070721 agttaaagaa aagttaataa acattaaatt gtctacatta aataaaaaag gacctgatag
  2070781 aaaaacgccc cttcacattg cttgtttaaa tgaaaatatt gagatagtta cattactagt
  2070841 tgaagcagga gcagatttga agattaaata tcatggagaa acaccttttg ccctagcatg
  2070901 cagaaaaggt aatgtagaaa ttattaaata cttaatttct caaggtgaaa atgcaaatga
  2070961 aatcatggtc ggaaaagtca ctcctcttca tttaattagt agttctggca atcaagaaat
  2071021 tgttcattat attttagaac gtattaccaa tataaatgcg gtgacaaaca gaaaacgttc
  2071081 agctctccac tacgcagtag aggataacaa tcttgaagca gcaaaggttt taatagacaa
  2071141 cggtattgat atggaattac tagaagaata caaaaggagt gcattaagtc ttgcttgcga
  2071201 ccgcaataaa ccagagatgg cagggctgtt gttagaaaat ggagctaaca ttcatagtac
  2071261 aggacaagga aaagttacac cgttacatag tgcatgtgaa cgaggcttta ttgaagtagt
  2071321 tcgagtgtta ctacaacatc aaccgaactt gcatgcgaaa gcaacattat acagtatgcc
  2071381 aaggaatgaa aatttaaaag agacccccat cgaaacagct aaacgccttg gatacgatga
  2071441 gatcgtcgac cttttgagct caaaattatg agaaagaatg aaagcaaaat caatattttt
  2071501 atattttaga gataatacca tatcaccatc aagctaataa aaagatactc cttaaaaata
  2071561 aaaaacgcta ttctctctgt aaaatcatag aaaagaatag cgtttcttat tttgaaatag
  2071621 atgtcagcat ttaaactaaa catgctaata ttgattttgt gcgattgtca gttacttcat
  2071681 aataaatttc taatcctttt cgagtacctg taaccatttt agcagctttt agtttagata
  2071741 aatgttgact aattgtactt tgaggcattt ccaaatcccc atacattgtt gttacattag
  2071801 taggaccttt tgcaagcatt atttttacta atgataaacg gacaggatgc gccaatacct
  2071861 ttagtacttc agagatttct tcaaacattt ctttttgttc tttcatctta ttgctcccct
  2071921 tttatataca tatttatgtt atccatatat ataattcgaa ggtatatacg attttatgtc
  2071981 cgtcatttta aaaaaatata aaaaaacttt ttctcgaaac taaaggagta tcttcacata
  2072041 atgtctcact attagaactc ttatagatac agatgtatgt actctacact cagctcacta
  2072101 aatcaataaa aaagagagca gataacccgc tctcttaaga tgcctcctta tgttccgtag
  2072161 aatgttctac acttcccact ctctttagct tattccaacc taccgctact cctcgaatcg
  2072221 atgagaatat agatttaacg acaacataag tcataaattg acgataaata aagcgttgta
  2072281 aaattaacca tactaatggt ttcggattct cttcctctaa tttaaatgca aatagagatg
  2072341 cgagaagatc cattaaaaag aatacaaaat aaaatcctaa aacttttagc ggatcactac
  2072401 taaataaccc tataatcatt aatatatctg caaaaggagc aatgaattgc agaacatatt
  2072461 ggaataacca catgttaggc aatgcaataa atcctaacgt tttatgcttt gaattacata
  2072521 acgcttttcg atgtttccaa agacattgaa gtgtaccata tgaccaacga tatcgctgtt
  2072581 taatgagact tttcacatct tcaggtgact ccgtaaaagc atacgctttt tcttcatata
  2072641 caattctatg tccttgacgt aaaaatgtaa tagtaagatc tgtatcttct gctaatgtat
  2072701 cttcgcttaa atatccagat tcaactacat tcttcttacg ccacgcccca atagcccctg
  2072761 gaactactgt aatacaattt aactcatcaa aagctctacg ttctaaatta aatcctgtta
  2072821 tatattcaac atgttgccac gtagttaaca agtttcgtct attccccact ttgacattac
  2072881 ctgaaactgc tgctacattt tgatcttcaa agtgtctaac catgagagaa atggcgtctt
  2072941 gcgcaataat agtatccgca tctaaagtga caatgatctc tcctcgcgat tgttgaaacc
  2073001 ctaagttcat tgccgatgat ttcccgccgt tttctttctg aatgaaacga actttagggt
  2073061 gtttataaaa tgtttcttgc attacttttg acgtaccatc tgtcgatccg tcatccacaa
  2073121 caataacttc aaactctcca tacttactat ccaaaattga gcgaattgtc ttagctatca
  2073181 ccttttcttc attatatgct gctatgacaa cactaacaaa aggttggtag gacgaatgaa
  2073241 tagttcgaga tagcgttttt cttttttgct tccatgcaaa ataaattaag aataagaatc
  2073301 gaaaaatccc taatccaata gcgatataaa aaatagttgt taatatatgt ttaaagtatc
  2073361 ccgcccctga aaagacagct ttattgtaaa gtaaatattg ctttccctca gaagaaaccg
  2073421 ggggcataat ttcatctcgt tctttattca tcaaatctga aattgttaca aaactatatc
  2073481 catgcttttt aagctcttta ataatgatcg gcaacgcctc taccgtatgg gtacgattcc
  2073541 ctcccgcatc gtggagaaga ataatatttc cctctccttt ataaacagga ttaagagcac
  2073601 gctttactaa ttcatttgtt gatggtgttg cccagtcctc aggatccact ttttctgcta
  2073661 ccattgtata gttcatattt tgtgcccgta aaataggcaa tatttcattt gaggaatccg
  2073721 ggttagcatc cgcttcgtac ggtggcctaa acaaaactgt agaatgccca gttatttcct
  2073781 ggatcagacg ttgcgtcgta ttaagttcta cttttgttcg tagtaaagac gtatcagcta
  2073841 cgttaggatg cttgaaagta tgattaccaa tttcatgccc ttcatcgtat attcttttta
  2073901 caatactagg atttagttgc gcgttttcac caaggacaaa aaaagcagct tttattttat
  2073961 tctcttttaa tatatctaag atttccggcg tatatttcgg gtctggtcca tcatcaaatg
  2074021 ttaatactac ttgtttccct ttcggttttc catatcgttg cacttcgtat gcagatggta
  2074081 aggattgata tacttcatct gtaagataac catctttacc tactttaaaa tctctcaatc
  2074141 cattttgctt ttcattctca atctgtaaaa tttcaccttg tccagaataa ttcacttcat
  2074201 ctaaactagt gattttatgt aatacatcag gatttttttg tgcctcaatc ggatttttta
  2074261 aaactttcca tattgtagga tcttctgctc ctaatctcca taacgcaaac ccctttgcat
  2074321 tgttgtccat tgcaattttc acttgattat agagagtaac gccgtctaag aaccaagcag
  2074381 tatgttcttt atctcctgtt ttatatctaa aataaggatt tccactcatc ttatcccatt
  2074441 gaatatttat atctgaatta tgagccattg ccataacttc tgaaaaagtt aaagatttcg
  2074501 ccggttcctt actatttact ttccaatcat atccatagtt accgaaagca actataagtt
  2074561 tattagacgg aatattcagt tctttcaatg tgtgttgaaa ccatttattt gaagcaattg
  2074621 gtcctggctc tcccgctcca tagtgctcat cgtacatcat tacaatcatt cgatctatta
  2074681 tttttgctaa cgcactataa tcaaaagcct tatcattagc tggaacatct tgtgtaacga
  2074741 gcaaatcatg tttatgaaag accatagtaa gttctttcat aaaatttgtt aagttttctc
  2074801 tatcactttc aggtacggcc tcaaagtcaa tattaatacc cgcaaattga ttcttttcaa
  2074861 cttgctttac taaatcattt ataaactttg tctttacatc atttgaggaa ttcagcaact
  2074921 tatgaattag cccactatca ggaccagaag cttcctcagt atagttagtt agttagtaaa
  2074981 ggcataattt tcacttcatt tttttctgct aactttacta tctcaggttt tatctcactt
  2075041 ctaatcgtta aatctgcttt taaatgatac cactctggta ctagcgtggt taatgaatcg
  2075101 atattttctt ttaaagaagc ggtactattt tcatcccagt ttacataaaa accatacact
  2075161 tctttacgtt gtttactatc cttcggcgaa ttcaccaaat ttttattatc cttcgcttcg
  2075221 gtatttggtt taaactcttc cttctttaac tgctgatcac taagtttttg attaattggt
  2075281 acaagtttat tatcttgttg tacagcggta ttcatatttg gaatttctgg tgttgaaaaa
  2075341 atactttgaa agaaaaaata aaatacaata cttacgctca ctattgaaat acatagaaac
  2075401 gaaataaaag ctatgtttct ccttcctttc gggtcataaa aaacaggttt tactttatct
  2075461 ttctcttgtt gaatgttttt ctccattata tttttcacat actccttctt aatagaacta
  2075521 tagaataata aagtgcaact ttaagcagcc caactcccac ctaacttctt tgccttagcc
  2075581 aaattttgag atgggagttt tactgcccgc aatagtgaga taactccttt tcactttaaa
  2075641 atgaatctcc cacttctata tttctattga ttcttctttt cattcccttg ctggtggcct
  2075701 ctattttctt gttgagaccc cctaccattg ttgccttgct cgtttccaac attttctttt
  2075761 tgggatcctc ttccattgtc accttgctga ttcccattat ttccttgttg agatccccta
  2075821 ccattgtcac cttgttgatt cccattattt ccttgggacc ctcttccatt gttctcttgc
  2075881 tggtgcccat tatttccttg ggaccctctt ccgttgtttc cttgctgatt cccattattc
  2075941 ccttgcgatc ctcttccatt gttctcttgc tggtgcccat tattcccttg cgatcctctt
  2076001 ccgttgtttc cttgctgatt tccattattc ccttgttggg attctcgacc gttgttccct
  2076061 tgctgattcc cattatttcc ttgttgggat tccctaccgt tattctcctg ctgattccct
  2076121 ctattttctt gctgagatcc tctaccatta ttttctttta tttgcttcgt tggctgttcc
  2076181 tctattttct tttgttcttt atactctggc ttctcatatt ttttgtcttt tacagaagac
  2076241 aaatctggca ctacatcagg agatgaatcc ggctgcgatt gcctctcttc ttcgttttcc
  2076301 accggattag atggcgtggc aggcggcgta accgatttgt tcttctcatt ctcttgcttt
  2076361 atatagacac ctgtaccaat tccagctttt atagcattct ctcgtacttg catcgtgcta
  2076421 ctttgatatt cgactgtaat atgttttagc tcatattctt tctttaattc tttcattacc
  2076481 ttttccaact tcggttctag caacttatcc tttgcaatag cggttagcat aacttgctta
  2076541 tcattcgtta aatacttatc ctcttgactc tgctttataa ttgtacgtat tacttcttgc
  2076601 aattgtttat tttcccattg cttcaattct tttaaaatac gccttccatc atcattacaa
  2076661 gcttgtaaat ctataacgcg aagatccttc gttacgctca cttctaaact tggatttata
  2076721 tcaactgaga cgtaagcgaa tactttttct tccggttggt tgtagaaaaa taacagcgca
  2076781 catagaaaac aagcaacaag taatgatgcc ggctttaaga aataagggat tgaaaaacgc
  2076841 gatgcttttt gttcttgctc atcaaatgaa atttcctctc caatcatgca agaatcccct
  2076901 tttcttttac acgtaataaa ctctccattt ggcgttaaaa caactacgct atgttttttt
  2076961 atatccatca caattccttt attcatcatg cttccctccc cttatataat caagaatgta
  2077021 tgtatagttg tttgcaaaga taatacacat tgcaatgata tattttctat gccgctccaa
  2077081 cgttttgcga cttaccctaa cacgcggttc aatatgttta agcggtaact ttttcttccg
  2077141 gaacagctcc tccatcattt cctcttcttt tataatcacc tttacaattt ctattaagtg
  2077201 ctcacgcgta tcacgatgct taggagattc tttagcaagc tctgaaaatg tgattttaaa
  2077261 atcagctaac acactttgaa aatggagaat ttcttcctta cggttaccat tctctatttc
  2077321 tttcatatac tccgtaagcg atacttgcat ttctaacatt tcctcttgct catcttcttt
  2077381 taaaaagaca aggttatgct tagactcctt gcgtatatag tcaattacat ctctttttat
  2077441 aagaagatca gcaaacgcta gaaaagattt ccctttttta tatgaatact gttcaattgc
  2077501 ttcgttaaac gcaaacaatc caatactata ttcatcatcc tgttctgtaa tatatcggcg
  2077561 gcagacagac gagattgatt ttctaataaa cggctgatac tgtacgataa aagcttcttt
  2077621 atcttcttcg ttattttgta tgttacatac gatatcttct attttcggtt ttcttaagat
  2077681 cttcattact aaactcaaca cgggtaatct ctctccctcc ttctgcttga aatagaaaaa
  2077741 tggtcactaa acaagtgacc attcaaccac agtttcttta ggcttgtctt cttgttgttc
  2077801 atatttttca aagctaactt ttctatcgtt cttacagtta ggcttacatt ttactctact
  2077861 tttttatttt cttccgcttg ttttgcttgc tctgtttcta ttttatctgc aatccttgaa
  2077921 taactcttct ctataccatt ggtaatttca cccttttatt tcggatgctc cacttaatct
  2077981 agtaatttta ttaacacgtc agtattcttt cataatcagt tttcttctat ttattttttt
  2078041 cactatacat attcggagga atacaaagtt ttatgggggt cgaaaaatat ttttataaaa
  2078101 aaatagatat ttatttcaaa aataaaaacc attgatttga aaaaggacta atcaaattga
  2078161 tggttttctt atcatatcta ttaaattaaa ttaggctctc attatgtata agaaaatctg
  2078221 ctgttctcac tatttcctgc cgcttttctc catcgttatc tttcttgatt atcataatat
  2078281 gtcttatctg catacttttg atcatttcct tttagataag ctaatattac ttttggattt
  2078341 ttaagtaagg cccagtctcc atatgtatca aatcttctgc atgaagttat cattccattt
  2078401 ttaatggtac cgaatttctt attatttcgt tttccctatt cttttaaccg tttcgcgaaa
  2078461 tctgcatctt ctgccataag catgttttca ttaaatccgt taattgccat aaaatctttt
  2078521 ctataacacc aaaaaatccc tacagataca gctccgtact taaaaagtaa gggaattata
  2078581 attagcattg cagaaaagaa tattccaaaa gacattcttt cgaacttccc attcacccca
  2078641 ccaccaatat atttacctga agataaatat ttatctacat tagataacaa agactctgtc
  2078701 attatcgtat cagcatctag agtaacgatt atttctccac tagctatttc tgcccctgca
  2078761 tttcggattt ttgataagtt tttatcttca ttttttaatg taatacaatt ataagatttt
  2078821 gctatttcct ctgtttgatc tgtgcaacga tttaaaacaa ctataacttc cgtttgctct
  2078881 ttatatgcct ctgatgcttt tgcaattgaa tccaaacatt ttctaatgta tttttcttca
  2078941 ttatgtgcag ggattataat agaaaacttc acatcttttt gtgaattcct tcctgaaaat
  2079001 tcgtttattt cagtcataat attccccctt attttagata aatatatgtt atacataaca
  2079061 tatatttaaa ttgattaagt tttattataa aaagagtact taaaacaata tagacatatt
  2079121 attttaatta taatagggct actattaagc taacaaaaca agaattgaca ttgtatgagc
  2079181 ttaacttgtt tgcgaagtgt tggtccccct atataaaaaa accacagttt acacccaaac
  2079241 tgtggttttt tgaagtacaa ggaattacat gaattataag tcactttcta aattgtactc
  2079301 ctcatttatc aatatctgta tctagtcttc aacttcgtaa cagagctaag tttaatttct
  2079361 tacagaatga aaccaaggca attgtttagt atatgtatcg ccatgacata tgcaagggat
  2079421 cttttagaaa taagataagc cgcagtaagt atcactgcac caggtaaata aatagcaata
  2079481 tccgaaagct ggttcgtatg gaaaagtgta aaaattgtaa ttgaaataat agatgcaata
  2079541 gcagtaccaa tataatgtga aaaacgattt aatattatat aacgaaatat aatttcttca
  2079601 agtattggac cgagaatacc aaatacaagc aatgtaaata taagaggtat ctccgcgccc
  2079661 gtttcaagga gctgttcttg gttctctggc tgaccagttg ctagaaaacg cataacaatc
  2079721 tgttctacaa ttacagtaaa taaaaccacc ataggaatac ttactatttt caaaattgtc
  2079781 ttctctttaa aataagtaaa actttcaata atttctttcc taaagaaaat gattcccaca
  2079841 atagcaggta cagtcaaacc gatggcacta agagcaaatt ctgattcaac taagttgctg
  2079901 ttagttaaaa gggatatacc aaataatatg aacaagccaa tttgaagtag tgcaaacagt
  2079961 atataaacta ttagcataat aagttctttt gtattcgttt ttataaagct cactttatta
  2080021 cccccataat gaaattactt agaatctttg atttttcttt ctgcataacg ttctccttct
  2080081 aaatatactt atataaattt taagaccgga cggttcgatc cggaaactaa tgatactata
  2080141 agtttctagt tttttaaacc ccctttataa attatttaca aaatcaaaat ggtaaaaagc
  2080201 aaatacattt atatctcaac ttcttattta caatcaaatt ccagtactca ttcaatatta
  2080261 acgatttatc ttttatagtg tgacgtgata cggcttttaa ccgcaagatc tcctaattaa
  2080321 acgaagtgaa aatgagagta gttcaaacat tttagctaaa catattaatt aaaattatat
  2080381 ataatactca tatgtcgata cggtaaaatt agttgcatga tatgactgaa ttaaccaact
  2080441 ggtcatattg tttttgacag aaaattcatt cgaatagtat ggataataca atttgaggtt
  2080501 tccatcagat aggaattgat aagatatttt ttgctccaaa cttatttcta cttacaaaaa
  2080561 aattaagaaa atagagggta aacattacct ggaatattaa gctcgttttt attaggagga
  2080621 ctacaaagca tgactaaagt tgatacagta aaagaaaaga ttattgaaac atctttatat
  2080681 ttatttaata ctaatgggat aactcgcaca tccattcagg atataatgac agctactgaa
  2080741 ctaccgaaag gatctattta tcgtagattc aaaaataaag aagaaattgt ccttgccgcc
  2080801 tacgacaaaa gtggtgagat tatgtggagt cattttcata aagcaatgga aaataaaaag
  2080861 acagcaatcg ataaaatcct tgcaattttc cttgtatatc aagatgcagc taataacccc
  2080921 cctattgctg gaggctgtcc attgcttaat agcgcaattg aaagtactgg agtatttcca
  2080981 gaattacaaa aagcagcagc aaaaggctat gatgatacag taatgttaat ggcttctctc
  2081041 ataaaagaag gaatagagaa acaagaactt aaagaagaga taaacattat atcgctcgct
  2081101 tctttccttg cctcttcaat ggagggcgct attatggcaa gtcgagtatc taacgataat
  2081161 atacaccatc attattttat tgaacaaata aaacatcatc ttttctctta ttctaaataa
  2081221 gcgagaactt gcattgcctt tttatagact taaattgaat acccttccca taaaaagtat
  2081281 ttactgttta tgagaagggt attaattttt agcaactgta gcttttttga cgttatatat
  2081341 tatgcatact accaatctat ttttcgcata cctctctttt tcactttaaa aaatatccac
  2081401 tttggtttct ccatttaaag aattacctat ctccttttcc ctatagatgg acaaaatatt
  2081461 gggcactaaa tgaactttcc cagaaggaaa gttctaaaaa taccctagcc atagagctac
  2081521 taaaactact actaacaaag caaaacaaaa tgtgatattt cgaatccact tttgtatatc
  2081581 atgaaaatac ttttctataa atgcggtgta aatagaaagc ataaaaagta gcacaatgaa
  2081641 agtaaaggat cccaatttac cgttaaattt ttcattagta aatgtgctta catgaaggaa
  2081701 aagaaaaaca aatgttacta tgaatagctc aaataatctt tttttattca ctccgccacc
  2081761 accttacaat aattcccttt tattccattt tatcagaaca taatgtgtag tagtatatga
  2081821 atattatact cacgtcaaaa aggccaacaa ttcaagattg ttagcctcta cttcccatat
  2081881 tcgtaccttt tatcacttta cttcctaaca actggaatcc acatttcacc aaacactaaa
  2081941 ccatttcttt gtcccatctc aaccgttgta tttggcccac caacataagt aaaatctgtt
  2082001 gcttctcgta aagcctgacc gaaggcgata ccagtaagct tattacttag ctcttcagct
  2082061 gtcttatctt ccccttttac tactaagtat tctcccttag gaaactgaat cactctagat
  2082121 tcttcttcta tttgtgcttc tgtcataaca cccgcataat acatcatctt gttattcact
  2082181 gcttcgctca cagaaaaaat gtaattattt gtagctagag cttttaaagt gtccagcctt
  2082241 ccatcctctt taacagttga ccaaaagtct tccttttctt tttttattcc aacaaaatct
  2082301 gtatattcac tcttaatttc agttccaata cctaacacaa taaagctatc tttttcttca
  2082361 atcgtataat ttttcatatt caaaaccttc cttcttttaa aatgaatcaa atgatttatc
  2082421 ttttcatctg ataagtttat aataacttta aatcatgtca aaaaatgata ctgtttagga
  2082481 gaacaaaatg aaaaaagttg aacggattaa tacaattatg cggtatatca acaaccgctc
  2082541 ccactttaca atttcagaaa tcatacgaga atttaacata tcacgatcaa cagctattag
  2082601 ggacattaga gaaatagaag ctatgggcat gccacttgtt gctgaagttg ggaggactgg
  2082661 gggatatttt gttatgcata actctatcct gcccgttgtt cgctttactg ataacgaagt
  2082721 gaaagctctt tttattgcct ttatggctac aagaaatcaa caacttccct atttaaaaag
  2082781 tcgtcaatct ttagccgaaa aactgttagg actcatctca gaaacccagc aagatgatat
  2082841 cgttctttta aatcaactct tgctgtttga agggaccaac cctcataatc ctgatttact
  2082901 tgagctttct gatctccctc accctatgtt agaaaaactc attcaaatgc ttcttttaga
  2082961 tagacattta ttgatttcca ttaaagaaga gaaaggaatc aagtcttatt ccatttatct
  2083021 attacacctg tatcaagaaa aaagccaatg gatcattgaa ggatttgact taaaagagga
  2083081 aaagaagagg atgtttcctg tcgatcatct catccatatc gaaccataca cgacgaaaaa
  2083141 aagctaaata agaaaaagat tttagaaaaa ctaagtaaga aggatgaagc gattaacctt
  2083201 gtacttgaac ttggtccaaa agcaattgcc cagttcaaaa aataccaccc tttcaaaatt
  2083261 tcaatatctt atacaaatcc ttaccaatcc acagccattt taaaaacatt tatcaatgtt
  2083321 aacaattcgg atgaagtaac ggaaatagca aattggctac ttttcctagg gaaagatatt
  2083381 acaattagag aaatgcctga agaagtatta aaagatttac aagagcggtt atgcttatac
  2083441 actccataag aagtgactag ttaaacctca aaatattgag tttaactagt cacttcttaa
  2083501 cgaggcttct atgaataata caacaaaaaa ggtgtgaact agcttttagt tcacaccttt
  2083561 ttatattaga gtttcctata aatacattaa attgcttttt taagatttga atgtggattt
  2083621 ggtccatact tattatcacc ttcatcactt tcaatgatac aaaacacaag cagaaccgct
  2083681 cctccaaatg gcaccaaatt taataactgc caccatcctg tttttccact atcatgtaat
  2083741 cgacgagctt ccactgccaa agtaggaacg ataaaaattg ctatatatat caaagtaata
  2083801 ttagctctta agtaaaaggc agacgaagaa taagaggcca aatatattaa tgaccaaaac
  2083861 gtaaccttat taactaaagt aaaaatccag tactcttttc tcgtagctct cccactaaat
  2083921 ttcgcatagt ttttgagagt atataaatac catctcattt gaaccgctcc cttttccatc
  2083981 ccctaaacaa ttaggttata cattatatac cttataagta taaatataac atctttaacc
  2084041 tctattttta tatagaatat tccgtttatt tttaagttat ttttatgaag cgttacatac
  2084101 tatacttcac atatgtactc gatttattat tctcctattt actttaaaac tactacaatt
  2084161 aagggaagta tgaatgtatt attaaagcac ggaaaatctt cccgtgcttt ttcaaaaaaa
  2084221 tatattattc cggatgattt cattcactta ccctatctgg cgtttaaatg ctttactagc
  2084281 gaaaaagtaa gagatgatca tgatccctac gcaccaagtg agcgcaatcc aaatatcgtt
  2084341 tccaacagtt ccttcatata aaagagcacg aaccgcattc acgattgaag ttacaggctg
  2084401 gttttcagca aatacacgaa caattttcgg catcgtttcg gtaggtacaa aggctgaact
  2084461 aataaatgga agaaaaacga gtgggtacga gtaggctgtc gccccttcca tagactttgc
  2084521 cgtcagccct ggaatgatag ccaaccatgt tagtgctaac gtaaacatcc ctagtatccc
  2084581 agctactcca agccaatcta gaatattcgc actggaacgg aaacccatta agagcgcaac
  2084641 aagaataaca actaagatag taagtacatt cgcaacaaga gaggttaaaa cgtgagccca
  2084701 taatatcgat gagcgcttaa taggcatcgt aatgaaacgt gccataagcc cactctttac
  2084761 atccgtaaat aatcgtacag aagtgtaagc gacaccagat gcgatagcca ttagcaaaat
  2084821 tcccggcaat aaataattga catagttatc tgttcctgtt tgtattgcgc cgccaaatac
  2084881 gtatacaaac aatagcatca tcataatcgg tgtaatcgct accgtaataa ttgtatctgg
  2084941 actacgcata atattgcgca ttaagcgccc aagtaataca cctgttttgc ttttcattta
  2085001 catctcctcc tttttgccaa tgatcgcaag gaatatttct tccaatgtcg gctgcttctc
  2085061 gatatactct acttttgctg gcgggaacat ctctttcagt tcagtaagag tacctgtcgt
  2085121 aataattttt ccaccatgta aaatagcgat acggtcagct aattgttctg cttcctctaa
  2085181 atactgggtt gttagtaaga tggttgttcc tccaccagca agttctttaa ctgtatccca
  2085241 cacttcaatc cgtgcttccg gatcaagccc tgtcgtcggt tcatcaagaa aaataacagc
  2085301 tggcgcccca atcaaactca tcgcgatatc aagccggcgc ttcattccac ccgaatactg
  2085361 atctgccctc tgattagccg catcagtcag gctaaatctt tcaagcaaat tgtcagcgac
  2085421 ttgagcggga ttggaaacac cacgtaactt ggcgatcatt atcaagtttt ctttccccgt
  2085481 caacatgccg tctaaagctg caaactgtcc tgtcaaactg atactttgac gaacatgatc
  2085541 tggttggcgc ttgatatcaa atccgcaaat ccttacttca ccgctatctt gcttcattag
  2085601 cgtcgagagg atgttgaccg ccgttgtctt tcccgctcca tttgagccta gcagtgcgaa
  2085661 aatttcgcca cgctgcacct caaaatccac tcctattaaa acttctttat ctttaaaaga
  2085721 tttttttaat ccttttacag aaatcgctgt attactcata cttttccccc ttataaaaat
  2085781 agattaccta caccctctat ttagtaccac tgataatctg tattacttag tagtagttta
  2085841 aaaatataac tgaatagcga tggtggcaat ttacttttgt aaccagctaa tcagtcggta
  2085901 ttatttattg catttatttt tttctcaatt tcttcataat actttcattc aaatcttcac
  2085961 gatatttgga gacatacgtt ttagcgtttg ccactagttc gtcagcaaaa gatgccacat
  2086021 cttccccagt aatatctagc acttgtctac cttccgctgc accagcttca aacaaatcga
  2086081 ttaattcgta ctgaatgtgc agcatatcca ttccgttgcc ggtcgaaaaa ttccacatgt
  2086141 agttttgaat tttcttaaac acaaactgat agtcctctga cagtgctgca acacgtgcca
  2086201 tcatcattct gtactctttt ttatcaccaa ttaatttttt gaatatttcc aacatcttat
  2086261 tttcctcctt ttttataaag cagaacaaaa aactctccaa atatgagccg aaacatttta
  2086321 tattatgagg ctaatttgac ttcaagacat taatttttga cgatacaaaa tcccattttc
  2086381 tccaaaataa ttcaagctcc tgacggccag cttcatttaa tgaataaaac ttacgaggcg
  2086441 gccccatatc tgatggtttc ttttcaatat tcacaagctt tttcttctct aatcgtacga
  2086501 ggatggtata gaccgttcct tccacgactt cggtaaaccc aagatcattc aggtggcgag
  2086561 taatctcata accatacgtt tcacggcgac taatgatttc cagcacacac ccttccagtg
  2086621 aacctttcaa catttcagtt aaattttcca tgttctgatc ctcctttacc ccctattctg
  2086681 tctgacttat attcagtatt acagagtact aaggcgaatt tttactgaat cgtttttgaa
  2086741 taaaccttta ctattcagta ttacttatta ctgctacatt gtatgactaa ttagtggtga
  2086801 atgtcaactg attttcaaat tttttctaaa atccgctatt acctatcgtt tagtaaaaat
  2086861 tttttaagaa acaacactac tcagtatcac ctattacaac tacattgtac gactgagtag
  2086921 ctgtaaatgt caactcgatt tttatatttt tctaaaatca actattaccc accccgctaa
  2086981 gaaaagaaaa taccccaaaa caataattct acatttttgt tttggggcgc tataagctag
  2087041 ctcttcttct aaataaaaca attcatcctc ttgttacgat aacatcattt ccatatcttc
  2087101 tgctgcagtt gtaattaatt ttaaaccgaa tgtttcttgt aatacatcga gcacgccagc
  2087161 tgaaataaat tcaggcgcct ttgaacctat gcgaatatct tgaattccaa gactaaatag
  2087221 cccaagcaaa atagcaaccg ctttttgttc aaaccaagat aagacaatgc ttactggcaa
  2087281 ttcattcact tcgcattgga aagcatcagc taaagcagcc gctattttca ctgtagaaat
  2087341 ggaattatta cattgcccta aatcgatgta acgtggaatc tctgtaccag gtacaacgcc
  2087401 gtaatccaca tcattaaaac ggaatttacc gcaagaagtc gttaaaatca ctgtctccgg
  2087461 cggaagtgac gtcgctaatt cacgataata ttctccgcct tttcccggtg catcacaacc
  2087521 ggcgataaca aagaagcgct taatcttccc ttcttttact gcctcaataa tttccggagc
  2087581 taatgataag actgtattat gatgaaaccc tgttactaac tgttcatccg actccatatg
  2087641 tacttctgga agttctagcg ctttttgaat caatggtgca aaattatcat tttcaatttt
  2087701 ttgtacaccc tctaagccgg caatatcata tgaaaagaat cgatcagagt atgatccttt
  2087761 aattggcata acacagttcg ttgtcgctaa tatggcacct gtaaattttt caaaaaggcg
  2087821 tctttgatca taccatgcct taccgatgtt tccttttaaa tgtttatatt ttttcagctg
  2087881 cggatacccg tgtgctggta acatttcaga atgcgtataa atattaattt cttttccttc
  2087941 tgtttgtttt aataattctt ctaacgcaaa taaattatgg cctgtaacta caatagcttt
  2088001 accttctaca cggttttgtg taatttgaac aggctctgga acaccaaagt gattcgtatg
  2088061 tgccttatct agcaactcca ttactcgtaa agctgatttc ccaactttca tagccatatc
  2088121 aatatgttct tgttcattaa aattagaatt tgttaatgtc atatatagcg cttcttgcgt
  2088181 tgtagcatct acaaaagcat ccgtataccc tagctgagca gcatgcgtac gataagccgc
  2088241 aattcctttt aacccaaaca caatcgtatc ttgtaaactc gcaatcgttt cattcttgcc
  2088301 acaaacaccc attactttac atccgcctgt tggtgtttgt tcacattgat aacaaaacat
  2088361 atcatcccac cctctcccaa tcattaatta caccctaagc ataatatcca ttgaaaaaaa
  2088421 gtgatgtgat atcaatcaca ataatatata aagatttgtg acagttcata ttgttgacat
  2088481 aatattttta ctgtcttctg atttcgatac ttgcgcataa tatatcagtg cgcttttatg
  2088541 aaatacaaat atcatatcga tctaatattt aacaaaattt tcctttgtga tggtacaatt
  2088601 aaagttatgg agggataata tggtatatat gatgttttat tacggaatac tgtttcttat
  2088661 acttggtatt gcagtatttc tgtttattat ggctgggtca cgaaaaatta gaaataaaaa
  2088721 tctttcattc gtaatgatcg gtttagggat aaatatactt acaagtccag tggcactttt
  2088781 tatagggggg atggcaacag attctccata tagtactgtc tttgattttt ggaaaggatt
  2088841 tctctttatt caaggaatac ctcttttctt actacttata gctttcattt ggtggtttat
  2088901 tcgcccgcct aaagtaaata ttcaaactag tattgaaaaa ggccttgaac aaaatatgaa
  2088961 aagcactaag aaaaaaacga cacgaggacg tacaattact gccctacgta ttttaattcc
  2089021 aattatttta gtagtaggct gtttttctta cattttgtat ttatacgacg ttacacttaa
  2089081 aaaaagtcat tctccgaata atataaatac aattaaagta gtaaaaatag attcagacac
  2089141 ttctcatggt tcctctcccg tcagaattaa atacggctta tgggaacatt ttgacacaaa
  2089201 tattgcaaat gatggggaac gtctcgattc ttcaaacgtt acaatagatt ggaaaaacga
  2089261 ttatgaagca acaataactc tacgaagcaa agaatccgta cctgaagttg tggaatttaa
  2089321 catatcaaat aaatccaatg gttctgtttt taagaaggta caaaaagtgg tcagttcctt
  2089381 tacctttcaa aaaagtgaat ctccaagtct aataaatatt atcgaattaa gagaaacaat
  2089441 aaaatcaaaa ggaccaagtc ccagttcaac tgtaagaatc tattatgggg aaagaggtag
  2089501 cattttaaaa aaatataaag aggttactct taaggaaatg tatacgacag agaacttcaa
  2089561 gatcacttgg agaaacgatg aacaagtaca ggtagaagta ttagaggaaa atgtagtaac
  2089621 agctaccatc gtgatagatt tatcaaaata aatctatttt tcatatgtta taactttttt
  2089681 ctactcggca cacgagagat acataatatt tacaaattaa aagatttata cacattatga
  2089741 gcccctcttt ctttacaata catttacact atcttaacat tgtttacatt atttatatga
  2089801 tatatttata tagaaactac ttaagaaatt ttatatacat tttatcttta tggtctctta
  2089861 tctaatcaat aaaaagatca tgttatattt ttataacagg ggtgaattac aatgactgaa
  2089921 actttaaaaa cacttataat gcttgatgct acttacgttg ttattgcaat tatgacagta
  2089981 ctagtatttg tatacttgga attaaaatct cagtaaagta tgcatagctt cgcatttaaa
  2090041 tatagttaga aaaaagcgag gagaaattgt ttctcctcgc ttttttattt taacaaatcc
  2090101 aatgtatgta aaagtaatcc tttgtcccct acttctccat gaccaggtac tacaaaattt
  2090161 atattttcat atcgcttcag cacattctca atcgatgtag accattcatt tacataagca
  2090221 tcagtaatat ttcctaaatc tttcgcggac gcagacttca ctaaacagcc tccaactaac
  2090281 atgttgtatt gtggtaacca tacgacgata ttatcttctg tatgtccttt ccctggataa
  2090341 aacgtttcta ctttcatatt tccaaacttc aatttcgtaa ttgcttgtaa gtctccaagt
  2090401 ggttcttcat atccattttt ctttgctagt tccgcagtta acgttgtact atgcgcttta
  2090461 atgcctcttt ctttcaacgt ttttattcca ccaatccgat cagcgtgtgc atgtgtaata
  2090521 ataacatccg ttacactctt cttaaatttc ttttctgcca tctctattaa ttccttcgtt
  2090581 aacttatcat cccaagaaga atcgacaagt actaatcctt tagaagtatt aaggattaaa
  2090641 ccgttcgaag gaactgcttc tccgttaaaa taacctaact ccgtatgaac ccaaacattt
  2090701 ttgtttaact gagaaattga aatagttcct gtctcatttt ttattacttt atgctctacc
  2090761 tttcgttctg cttgtacaga agaaattgta ctaacaaatg gagttattcc tagtaaacta
  2090821 acacataccc ctaattttaa taatgtattt ttcattttct ccaccctttc tttcaaacga
  2090881 aatatttatt acctatatta gacaattcag ctcaaatgtt tgttccatct ttacttgctt
  2090941 attttttatg tatttaacaa aaaaagtgta caaaatgttg tacactttaa aacttaatct
  2091001 ttcattccat aattctcaaa ctcttcctca ttcccataaa atacatttaa atcaatatac
  2091061 ttttcttttc cattataacc acttagtttc ccacggttcg tgtattgcca aaacgtccac
  2091121 tttctttcat cagataaact cggttttgta agaacactac gaatccatat atcacattga
  2091181 ggatacgcat cctttatata taaatcatac gcctcttgag ttgcatacaa tattactttc
  2091241 ttaccgtaat gtttttctag catttcaatc atgaccgaca actctttcgt aacatcttca
  2091301 cgcttaggcg gattatcttt tttgttagcg taaaactcaa catcaattac gggtggcagt
  2091361 gcttgtttat attttggaac atttcgtata aattgctctg cttgtgtttc acccttacta
  2091421 tcaaaactaa aaaaatgata cgctccgacg cgcatacttg ttttattcgc attcgtccaa
  2091481 tttttagaaa agtacttatc cacaaacgcg cttccttcag tagcctttat aaacgcaaac
  2091541 ttcatatttt gcttttccaa ctctctccaa tctatatccc cttgatatga cgcaacatct
  2091601 acacctttta tttcatacct atccgcactt atttgattcg gaatgaatat accctgaaaa
  2091661 actaagtaag cgacaacact cattacacta actaagataa agattcctct tataaaaagc
  2091721 ttctttttca ctagtatccc ccatctttac acattaatac tccacttacc attcacgttt
  2091781 tttatttatc ctcatttttt cttcaaatgc tttctccaaa tcaatttcta acttatttgc
  2091841 taaatcacat acattccaaa tgacatcaaa catttctaaa ccaatctctc ttttcgaatc
  2091901 ttgtatttta tcacgcttta atataacttc cgctaattca cctaattccg ccattgtata
  2091961 cattgcacgt tcttcaattg tagtatcttg aaatcctttt tctttactga aatttaatac
  2092021 atatctctgg aattccacaa tattcatact taatcctcct tcataataaa tactccgttt
  2092081 ttctattaca cttaaatcta ttttgttaaa ttataacatt catactataa tttatttata
  2092141 actctttaac ggaggtgttt tcaatgactc tcttcgcttc tccatcatta ttcatacttg
  2092201 caatcatttc atttgcacta gcttatttca tcggagtaaa acaatacact tggctcttat
  2092261 caggattcaa tgaacgccgc gtgccagata aagtgaagtt atccaaaata gttggccttt
  2092321 ataatttaac tgccggtgtt atcaccacaa ttggtagtgt cttttctact cctaatgtca
  2092381 aaatcttagt tcctatcatt ataattggac acgttataat cgctgcttat gtaaacacac
  2092441 gtatggtgca ttgaaaaaag atcacacaaa tggatgatct tttcttataa tttatcaaca
  2092501 tattgctttg cttctagtaa agaaaagcca aaagcctctc ttactctctt aactgctgta
  2092561 accgtttttc cttcttccat aagctgacgc agctctttat taatctcagg ttctctatct
  2092621 acaattccca tttctttcgt aatcagctgt aatctatctt ccatcctctt taaacgtgca
  2092681 tccgtcttct tttcaatttt atttaacttt tcaacgatat aaataaaccc aaagatcgct
  2092741 atcggtatga tcatccaaaa ttccatgact attcctcctc actagctttc atttgtttta
  2092801 tttcactaac ttatgtaaat tttaccatga aacacattta atgtataata gtaatatgca
  2092861 acacttttga taaacctttt atttcagggg gacacttaat gaaaagattt ttaaatacgc
  2092921 tactacaatt tgtagttctt tcaattgcac tacatgtatt atttgatatc gttggctggc
  2092981 ttgttttcaa tgcgccaatt caaaacaaag taagcattat ttcctttatt acagcctcat
  2093041 ggcttatgta catataccgc gataaatttt ttaaagcatt cacttcgaat taactaaaaa
  2093101 acttcatctt taatcgatga agtttttctt tttctctcat tctctctatt tactactgta
  2093161 taatagaact aacattctgt cttttttgaa gaaaggagtc actatgaaat taaaaagtaa
  2093221 caatatatac gaaaaaatga accaatattc tgttgtaggt ttaagtcttg ctgttatacg
  2093281 cgacggcaaa ctagatgaaa cagctgcttt cggaacgctt gaatccggaa ctaatagaac
  2093341 tgtcactata gattccatat tcaattcttg ttctattagt aaatttatca ccacaattct
  2093401 catactaaca ttatccgatc tcaaaatcgt acatttagac gaagacgtta atgatagact
  2093461 cacatcttgg aacatcccta ctaatctatt tacttcacag aaaaaagtca cattgcgaaa
  2093521 cttgttaagt caccaatctg gaatcattga tcctcctaat agctttgaac attatctact
  2093581 tgcacaaggg caaccaaaca tgtctgaact ccttgccggt aaaacattat attgctccgt
  2093641 acctattgaa gtaacttata aaccagaaag cgaatttcac tactcggatg caaacttttg
  2093701 tataatcgaa atactacttg aagatataac tggaaagcca ttcaaccttt tactagaaga
  2093761 atctatattt caaccactgc aaatgaagaa tagtacaatc ttctctcctg aagacataga
  2093821 taaaaccgat gcttttgctt gcggacataa taaagatggc accgttacaa atgagaagta
  2093881 tccattttat ccattcgcag ctgcttcagg tatttggaca acaccaactg acttatcagc
  2093941 tttagttatt gaaatcattc attccttaca aggaaaaggc aaactaaaac tttctcaaaa
  2094001 aacagtacaa gatatgattt ctcctcaagg ttgctcaaaa tggactggct taggtgtttt
  2094061 tctagatgat ttgaatgaag acttacaaat ttattcactc ggatggggcg ttggatttca
  2094121 atgtatgatg atatgctatc cataccgagg taatggcgct attataatga cgaacgctga
  2094181 cttaggtgtt catcaaatgg aagggattat tggtgacgtt ttaaaaacgt tatcgttata
  2094241 atgaaaaaga aagaagctgt tcctttcagc ttctttctta tataacattt ttcgcaacaa
  2094301 tttttatatg ttctggtgcg ataatctccg ttatactttc ttggaaatct tcatgtaaca
  2094361 tttcttcaat atgttctagc tgcacttcaa catgtgtgca ttctaaagta tgtatattta
  2094421 atagtgcata atgatctttt ttcttaatta ctaaatattg attttcctct gttacaagta
  2094481 ccgatcctaa tcgtactcct agtaggcgtt gatcatcaaa cttcacaatc gcttcccctt
  2094541 tctactttaa aaatgtaaag actataaaaa cccaatttaa ggaaataatt cccatataga
  2094601 ctatatcaca ctttagtaaa atataaatat catatttcct tttactaaaa acccttattc
  2094661 ttttatatat ttcgatacaa aaaactttct caacataaaa ttagaatttt cagtttttat
  2094721 tcttttgaaa atctattata ataaagttaa taaatgtttg acctctccta attcatgtac
  2094781 atatggatga tcagtagtcg ctgctactga tctatttttt tgatttcaga aagcaaatat
  2094841 gctgcatcct ttcctacacc acaaataagt gcagaacctc tttgagattg ccatggcaag
  2094901 ccgatataat ataatcctct tactggactt attcccttta tatgattagg caatccattc
  2094961 tcatttacca ccttttctat ttcaatccag ttataattct gaataaaacc tgttgaccat
  2095021 ataatacttt ctgcactata tgtttcaccg ttctgaaaca taatattatt ttctgatgca
  2095081 ctaaccactt tttcctgtag ttgtattgct ccattacgaa tgagttcctt accttcaaat
  2095141 ccaaaaatgg gatcctttct tttctgaaac cattttcccc tctttgtatt tacttcagcg
  2095201 tacaatagac ccaatttgtc taaccaattg aaaatacttt ttctaaaaag atgtaacggt
  2095261 aaaaacgtta aaggatgact aatagacatt gtaacttcat gagtctttgc aaattctact
  2095321 gcaatttgca tacctgaatt cccgccacct actactagta ctttcccctg tggaatttgc
  2095381 gatggtgatt tatattgtga tgaatgtatt tgaaaaacat gtgatgatag atttgctgaa
  2095441 actgagggaa taaatggttg ctgaaaacca cctgttgcga taataacttt tttcgtttgt
  2095501 agaatctctg tagaagtatg taattcaaat attcctttct cttttcttat ttttaaaact
  2095561 tcagtttgca attgtaccgg taattgaaaa tgtcttgcat attcttctaa ataagttgca
  2095621 atttcatctt tatatggaaa ttcatttttt tcacctatta acgccatacc tggcaagcta
  2095681 ctgtaagacc ttggggtaaa aagctgtaaa gaatcatatc tatttctcca tgaatcacca
  2095741 actcgatttc ctgcctcaag taataaaaaa ttataccctt cttgcttcaa gtaatatccc
  2095801 attgttaatc cagcttgccc cgctccaata ataattaggt ctttcactct aatccctcct
  2095861 tctcttaaac atatgaatat ttgttcatat attcatacgt ttccataatg ataacatttt
  2095921 atttttatat aattcaatat ctactaaaaa ataaaaaaag cagcttacca taaagtaaac
  2095981 tcctcttcat tgtaacccct tattttgata aaatatccct aaaccctctc ctcataaaat
  2096041 ataattctat ttgaaaacgg atcaatcaca gttaattcaa ttgtacccca aggtgttttt
  2096101 tctatattcg gcttcgaata agcatattct ttacttaata atacagaatg ataatccttt
  2096161 acatcatcta ttttgatccg aatcgcacca cctggtgagg catcaccatg atgttctgat
  2096221 aaatgcatca cagcatcatg taacgaaatt tgcatatata atggcatatg ttcctcataa
  2096281 cgatgttccc aatccagttt aaatcctaaa aaacctacgt aaaatagctt tgctttttca
  2096341 atatcaaaaa ttctaaatat aggtgttatc atttatactc tcctcctatt tataaacatc
  2096401 tgctgccaat tctctcaaaa catccacatt cactacttca aagcaaccat tgtttttctt
  2096461 tataatctct ttatcacaaa agatattcaa cgttcgtaat aagtgtcgat aactcgttcc
  2096521 taacaattcc gctgtttccg ttaaattccc actaaataca attctatttc cgtgctgtac
  2096581 tgcccgttct cctgctgcta acatgtaact cgcaagtcta ttttcaagcg gatacaataa
  2096641 attaattgta ctatttttgg aaagtcgatt taacttatgt gctaatgatc cgcaaataca
  2096701 tcgtaaaaat tttgcatcat gaaatagttg atttctcact tttcctaaag gcaaaccaac
  2096761 acaatatgaa tctgccatta cttgtacgtt tgaagctgtc ttttgcgaat gaattaactc
  2096821 cacatctcct aacagctgca aactatcata aaagcataat aatacagatt taccgttact
  2096881 taatgtatta aatgccttcg cttttccttc aacgaaaaaa tataaatagt ctatctcttc
  2096941 attttctcta caaataaact cattcttttt aaaaaatata agttccatat acggattcat
  2097001 atcattacta aaaaaggagt caatattatt ttgtttcata tactctgcta atttaataga
  2097061 attacatact ttcttcatcg ttcccccacc tttacaactc atccccattg taatcaaaat
  2097121 tttcttcttc cactatgaca tatgtcatag taatacacaa tttcagcatg atacagtcat
  2097181 tacaaatatg aaatataaag gggatattac attgtataac tttctttctg tctttattgg
  2097241 tgtgctcatc gccgttatgc ttccattgaa tgggatttta tctgagttaa ttggcaagta
  2097301 tacagcaagt gttgtcattc accttgtcgg tttaattgca gttattttcg ttttaatcat
  2097361 aaacaaacat aaaattcgtt tcgataaagg gattccactt tttttataca gtgctggagc
  2097421 gattggagta ttcactgttc tttttaataa tataagtttc tccgtccttg gtgcctctat
  2097481 tacaatcgca ttaagtttac ttggtcagtc cattgcttcc atcgttattg atcattttgg
  2097541 cttattagga atgaaagttg ctaaatttga aaagaaaaaa ctaattggat tatgtttcat
  2097601 ctcttctgga attataatta tgacaattta ttaatggagg caagaaaatg ttatatgtta
  2097661 cgatcgctat tttagctggt gtttctatcg tcgttgctag aattattaac gcaaatttag
  2097721 caaaagaaat tggcaattgg gaaggtacat tttttaatta tattactggc ttatttttct
  2097781 ctatgttatt tttaatgttc agttcagatt cattgtacat tccaatgcat acgttacagt
  2097841 ccattcctat cgctgtatat ttaggcggat tagtaggcgt tattgttatt tcattatcca
  2097901 actatattac tcctaaaata tcagcatttt atttaacgtt actcatcttt atcggacaat
  2097961 tatttgcagg aactatcatt gatttcttcc taacaaatga actctcaact ggaaagatta
  2098021 tcggtggtat tttcgtaata attgggctta cttacaattt actcattgat cgcccaataa
  2098081 aaacagtgaa acataaccac gttcaactat aatactttat gcttacctat catatattaa
  2098141 tagaaaagct cttcacatga agtaatagag aggagaatat tctattaaaa aaattatttt
  2098201 actgctttgt ggcacattga ttatttgtgg aatcatatgg tttgtaaact ctggaaaatc
  2098261 tattcaagat ttgtatacag caaataagcc aaagaaaaaa gctactatta tttcaacgca
  2098321 aagagaccca aatgagcctc ctgtcttttt aggaaaacag gaaataaaag atatacatgt
  2098381 cgagtccatt aaaacaaaaa aagatatctt tctcacaaaa acagatgaat taaaaacgtt
  2098441 tattaacagt atggataccg caaaaaaagg aaaattaaca ttagatgaag aaggttcaga
  2098501 tttaatagat tgtgatatgt ggattacatt tgaggatggg acttataaaa aatatttcat
  2098561 atgggtagtt gatcatcaca ataacgaagt gatgattgct cagcaagata ctcctgatga
  2098621 tgtaaacctc aagtactatc aattaaatga agatagctca aaaaaggttt ataacttatt
  2098681 caaaaaaatt atttaaccga aaaagtcatg agcacgtaag ctcatgactt tttgcactat
  2098741 atatattccg ggaacacttt acaacccttt tcctgctcta tatcatggcc aaagaaaata
  2098801 attggtttct ctttcgccac aacttctttt aaacgtttaa ttgaagataa agctaattct
  2098861 ggatcaaatc ctgcgaacgg cacttcatct tcaaaatttt ctttcgtata agatgcatca
  2098921 atcgtcaata aaattgaacc ggattgctcc gtctcaatga atagcgactg atggcctgga
  2098981 gaatggcctg gcgtatacaa taattgaaca cctggtacca cttcataatc cccttcaata
  2099041 attttgtagt tcaaatgcgg taatatacat tctttcatat attcttctct atgaagtgct
  2099101 gcctcatatt ccgttcgttg cacaataatc ggtgtatttg taaaagcacc gtttcctcct
  2099161 gcatgatcaa aatgtaagtg agaactaata atatataaaa ggtcgtccgg ctcataccct
  2099221 acacgcttta atatatttac gattctatct tcttcagtca ttttcggtaa aatctgccct
  2099281 tcaacaaatg taccgttaaa aagcccttca ttattaactg cactttctgg catacctgtg
  2099341 tctactaaaa tgggaccttc ttccgtctcc aaaagataac accatacagg taagttcaat
  2099401 aaatttcccg gcgcgattgt actattaaca gaagaatgat ctaacataca acgacctgct
  2099461 gggatgaaat aaagcttctt tactgtcatt atgtatccac ctttacattt agtttgggat
  2099521 aaagtaatac aataaaaaat tcttcttttt agaaataaac tccttctaga ctatcagtac
  2099581 agcttacata aaaaagaggg tattttttta catagcagta tttcaccatc tataatatag
  2099641 aagtaaagga ttcttacttt aatggaggga atacaaatga aagcaattgg tttacatgaa
  2099701 tatttaccta ttgaagaaga aaacagttta attgatatgg aaattgaaag acctgttgct
  2099761 acaggaagag atatactcgt taaaattaac gctatttccg ttaatccagt tgatacaaaa
  2099821 gttcgctctc cgaaagataa aaaagaagaa gtagcgaaaa tacttggctg ggatgcgagt
  2099881 ggtgttgttg tacaaaccgg cgaaagttgt acgttattta aagaaggcga tgaagtgttt
  2099941 tacgctggaa gcattacgaa acaaggtaca tatagtgaat accacctagt tgatgaaaga
  2100001 attgttggta aaaaaccaaa aacgttaagt aatgctgaat cagcagcact tccgttaaca
  2100061 gctattacag cttgggaagg tttatttgaa cgtttaggta ttgattataa taagaaagat
  2100121 acgaactcct ttaaaaacat tttaattata ggcggtgctg gtggtgtagg ttcaattgcc
  2100181 attcaacttg cgaaatgggc tggactaaat gttatcacaa ctgcatcccg caatgaaacg
  2100241 atacactggg ttgaaaaatt tggtgccgat tatattatta accatcacca acctttacaa
  2100301 gatcaaatat tagaattcgg gataaaagat gtagattata ttttttgctt aaacaataca
  2100361 gatcagcatt ggcaagcaat atgtgagctc attaaaccac aaggaaaaat ttgctctatc
  2100421 gtagaaaatg aacaccctct tgaaatgggt attttaaaaa gtaaaagtgc tacattcgtt
  2100481 tgggagttta tgttcacaaa agcgatgtat gaaactggcg atatgattac gcagcacgaa
  2100541 ttattaaata aagtaagtga actattagat gaaggtattt taaagactac attaaatgaa
  2100601 acattcacac caattaacgc tcaaaatgta aaaaaagcac atgctctgct tgaaagcgga
  2100661 agtacaattg ggaaaatcgt tttagaaaag ttttaataac aaaaagtccg atttctcatt
  2100721 tagaaatcgg actttttact atctttattt gcttgaaatc tcttgatcat ttggaacatc
  2100781 taacggaggt cgtttcccta ttccgaaagc atagaaacta attgttacga tagctaagaa
  2100841 aacaatacct acaactaatg aaatacgcgt atcatcgtta aaccacattc cgactaatac
  2100901 cataattaaa aaggcaattg ttaaatagtt tgtaacagga gcaaacggca ttttgaacgg
  2100961 atgatctttc atctctgctc ccttttcttt tctaaaatta atttggctaa ttaaaatgac
  2101021 aaaccatggt accataccag gaagtacact cgcactatat acatatacga ataagttttt
  2101081 tggtgcaata taacttagaa ctacaccgac cgctaaaccg ataattacgc caactgtacc
  2101141 gaataaaggt acaccatttc cagaaagttt cgtgaaatat ttcggtgctt gtccatttac
  2101201 acctaacgta tatagcatac gaccagcact ataaatacca ctattacaac cagacattgc
  2101261 tgctgtgata acaacaaagt taattaatcc cgcagcagcc gtaataccaa ctttcgcaaa
  2101321 agttgctacg aatggacttc caattgtact taattgatcc cacggataca cagttacaat
  2101381 aacgaaaatc gcaccgatgt agaaaattaa aatacgccaa attgtacttt gaatcgctct
  2101441 tgtaagtgtc ttcttcggat ccttcgcttc accagcagta ataccgatta attccacacc
  2101501 ttgatacgct ccaactacaa gtgataatgc aaagaagaat ccagaaaaac cacctgtaaa
  2101561 gaaaccgcca tttgaccaaa gattcgatat gccaatcgct tctccgccgt taccaattcc
  2101621 aaagaaaata agtccaaatc ccgcaataat cattaataga atcgtaacga ttttaatcat
  2101681 cgcaaaccaa aattcaaatt caccaaatga cttaacagaa attaagttag ctgcgccaag
  2101741 aataaccatt gcgattacac ctggtatcca agctggtaaa tccgggaacc aatattgcat
  2101801 atacgctcca accgcgataa tctctgacat cccaacgata acccactgga accagttgct
  2101861 ccacgctgtc atataaccag ctagcggatg aatatactta tgaccgaatg tcgcaaatga
  2101921 acctgtactt ggctccatat acaacatttc tcccatggca cgcatgatga agaagataaa
  2101981 aatacctgca attgcatacg caagcataac tgacggacct gtccatttaa ttgtgctggc
  2102041 tgaccccata aacaaaccaa caccaatcgt tccgcctaaa gcaatcattt gaatatgacg
  2102101 tgcttctaaa cctcttttca attctttgtt tgccacttca cttccccctc ttagatgatt
  2102161 catagccgca ttttaaaaca agatgctttc ccctaattcc tttcggccct gaaaatgatg
  2102221 aagcaaacgt cattttacac tagctttaaa gctatcctaa aatcgttttt ctgcttctta
  2102281 taaaattctc aaaacctttc atcttccaac attctataaa tcttaaaatt acttacctta
  2102341 tattaattca ttaatctgaa aaattcaatt attttttcaa taaattatta tacataagtc
  2102401 tgattaattt ttaactgaat taacaataaa atacatctat tcaatatgat tccggtataa
  2102461 atattattac aatataaata accgaggaaa tcatatcctc ctcggttatt tcactactta
  2102521 tagtttgtac tgtaattgct tacccataca attaacgcac cacgccaaaa tttaatatat
  2102581 taatagaact acaaagtcac tagcttctac acctcttatt tattccatct cctattttaa
  2102641 gaaaaatata actacactta aatcaatcaa caataccttt aatttttgtt cgtatatcca
  2102701 ctaatcattt tcataaaata taaaagagtc tcattaaaaa atgagactct tttaccattt
  2102761 catatttaaa tcgtttttga agtttgttta cctaaaacaa acactttagt aaacaccatc
  2102821 atgataacta ctatagctag aaaataaagt ggcatcacca gtaacgagcc cgtatgaagt
  2102881 tgactcattc cccaaattgt tatcgttaca attacatagt accctaggct aaacaatgca
  2102941 cccgctgtac caatgacatc ttgaaaatct actaatgcta aacttaaaca gttaggtaat
  2103001 gctactccaa ttcctaatag caatataaac atcgctacta aaaatccgac catatatatt
  2103061 atgtttggat ttgatccaac tgaagtaata agagataaag cgactgctcc aactaccatt
  2103121 acaagacaac cgatatatat aattttctct ggtttataag ttgcaagcaa tcgttttgaa
  2103181 actttcgctc caataataga agcagaagca acaacaattc ctaaaaatcc atacatacta
  2103241 ggcgataatc gaaagtattc aataaagata aacggtgctt ctgcataata gctaaataaa
  2103301 acaccatttg cacctccaat taatagccca tatgttacta ctttcggatt tgtaattaat
  2103361 cttttcaata ctgaaaaaac atttatttta tttgttactg agctcgtttt tgtttctgga
  2103421 agagaaacaa acgtatacag aaaaattccg acactcataa ctactaaact taaaaatact
  2103481 attttaaatc caaacatttg atcaagaaat ccaccaatta atggccctat cgctggtgta
  2103541 aaagcaatga ctgccgagat ttgagcaaac ataacatgcc tcttatgccc ttctacactt
  2103601 tcacgaagaa tcgtttgcgt cacaactgat cctgcacttg ctccaaatgc ttgaataaaa
  2103661 cgacttacta ataaaacttc aatggaattt gcaataaagc ataagaaact cccaatgcca
  2103721 tatacaacaa ttccaaataa cattgccgga cgacggccaa ttatatccga tagccatcca
  2103781 ataaaaaata cacctaaagc aaatccagca aaatacacac taagtgttaa ctgtacctca
  2103841 ttattactta cgtgcagcgc ctttgaaatg tctggtaaag acggtgtata aatcgtttca
  2103901 ctaatttgcg gaaatgcgac aagaataatc attaataaaa gtgatggtac tgagactttt
  2103961 ttcatttttc ataccctcct ataactttga aaatctcaga aataaaaaga ctttccttag
  2104021 ctacggaaca ggaggggcca ttatagaaat tcgctcataa aacaacaaag aaaacacctc
  2104081 aattacgtat gttaatactt ataggagggt aatattaaca ttgatttttt taatatactt
  2104141 tttcaattat attacatatt gtgtttcttt ttctagtact cggccttggc aaatttatta
  2104201 aagagatacc ttgaagtaac caccttttta tggaataatt agaaatagtt tgaatcaata
  2104261 gagctaatta ttaaacgata gactagcata tttctaattt cgccaagctt acaaatagga
  2104321 ggactttcgt aatgattgaa attttaagga caatattaaa cttcctaatc tctctattct
  2104381 caggagaatt accaattgta tattatgtat ggattatcgc tttatttgtc attcaaatga
  2104441 tccaggctac tctcagctat aagttcttta aaaagaaaga taatttcagc acttatatat
  2104501 caacagaatt attcgctttc atcattctat tgtttggcgg tatgttaata tctaagttac
  2104561 ttgcctatat catagatgac cctactatta gtatgacaaa tgtaacacat tattttattt
  2104621 ctctgatcat actaactata tttgtcgcta caggttttat taaagatttt ctacaaacat
  2104681 ctataaaaaa taaaaatata tttcttttca ccattttagt aatttcctta ataactagta
  2104741 tactttcatt caagttttta ccacctttaa ttgaaggtcc tttctctctt tctaaatctt
  2104801 ttataaccac tttaattatt atagtactcg ggttaattgc tctactaatt tctttagagg
  2104861 aaaaatatgc agatgaaaaa gaaacggaaa atttatagtt tctcatttat ataaaagaaa
  2104921 gagggagctc ccctctttct tttatatcat cccttttaat atcaatccta aaactgacat
  2104981 tattatcgca ctaataataa ttcgcaaaat ccaagttgta tttgtactta ttttttctaa
  2105041 ttgcttattg attgttgcta tgtctttctc attaatagtg gtacgcgttt ctaaatttcg
  2105101 aatgtctctc atcatttctt tttgctccgc cttgagactg tcaattttag cgtaaacatc
  2105161 ttccatatat tcacaccctc tgttcatctt aatagaaaaa tctatatata ttatgagaca
  2105221 accctcttac cggtgaatac attccgtata tgtgcgcacc aaattatttg cacaatctaa
  2105281 ttatgtttcc attcttctat attaaaatta gcgttaggat aaattaaata tagaaaagga
  2105341 atcccttgtt tatgtaacag caaacaaggt gctctccagc atacgagagc acctaagata
  2105401 atttctattg ttttcatcac cattttcatg tttactaact caatatagtc agtatgattt
  2105461 tatgaagagt ctactttgtt agctgcttaa tgtatactaa tagtaatacg aaatagttcc
  2105521 attgataaac tctctagaac aataaatata ctggctgaaa cagacctata cccgatattt
  2105581 tttccagtaa catgaatggt tatttctaat aaatgcgttt gtataccatt gttttcaaaa
  2105641 attccatcct caacctttac aatatctgct tcacaatcta cttctttaaa agttttcagt
  2105701 aattttgttt ctaataaact acaattaaaa ttttcatctt ttattacggc aaatttaacc
  2105761 ttcatatcga tttccccatt tttaacaaac taaaatcatt aaatcgatat aaatatatat
  2105821 tattttatta attaattcaa aatatatgtt tcttacaaat tattactaaa tatcaatttt
  2105881 agggactgta aggcctttta aagatttttt atccaaaata gaacttaatc cacgattaat
  2105941 cacgtgtttc aaatacgata tctttatctg ttgaacaacc ttatctctcc ttaaaaaacc
  2106001 ttgttttcac cctatttctt aacaagagtt ctaaccttaa gttgtctttt ctttataaaa
  2106061 aatagcctgc ctatttctgt aggcgggcta tatctttatt acaccatata aaaggtatac
  2106121 tctcttctcc acttgaactt tatgtaatga cacagattct aaataaatta ttatcttttc
  2106181 tatattctta tcattaattt tttgttcata aattcgtaac acatatatat gagttatcat
  2106241 gctaaaatta gtttattcaa aagaaattat tcttaatgaa ccgataattt ttaataccct
  2106301 gttttaaagc ctcgcccccc tgcgaggctt tttcctattt aacttgaata gtagttatca
  2106361 actgttacta tgctgctaca cattcctatc tttagttatt cagcatcagc acacgtaaat
  2106421 ttctttcctg catcatttga tttacaaatt ttatttatcg atttttcggt tatcttttca
  2106481 ctttcactag aaacttgatc taaatccatt cgaaatactt gttcaggatt ctcttttgaa
  2106541 ttcccttcaa tatgaattgt acgattgaac atctcagccg tgaagctgct agatgtattt
  2106601 atcattttca ctccattatt ttcacctaca tagcgttcaa ctactttttc agcttcttta
  2106661 agttgctgag atgtaggata cgggatcgat tccgctaaag tgactacacc tactaaataa
  2106721 gtaatataca aaccacctgc aattaagata actttcttta ctgttttatg aatcatgatc
  2106781 taactccttt tttcttttgc tattaaaata tataactttc ctaatttcca tcaatttctt
  2106841 tttaatacat aacattcttt ttatatttca tgcaaagcac ctctcttact aatttccaac
  2106901 ttgatgatac catgttattt atcgtttttc aataaataat tattatattc cattatttat
  2106961 ttgctgtttt tgtttaaaat aatgataaaa ccaaataact ttcttataaa attcttattc
  2107021 taataagaaa gtcgctaaag ctctcctatc ttttacaaag gataatgcta atgttgttaa
  2107081 tggcacaaaa aaagcaccgt cacaagtgac ggtgcttttt ctatgtaaga gctactagaa
  2107141 ggttcccttc tagtctactc ccatttataa gtccaaaatt gttccagttg cagccatttt
  2107201 aatgttgctg catctttgtt tttgattttc gcatgcgttt cttcaagcat cgcttctgtt
  2107261 tgcgaacggt gcgcacctag tgcagctaat ttatgctcga atacttcact aatattattt
  2107321 acaacatccg gctcacctag tacagcttcg cgattttttg taatcgcaac cgcatgaata
  2107381 actggacgtt cttctgttga catacgtgat acagcgcgaa caacagcgcg accaaatgca
  2107441 tcatgatctg gatgtacacc gtgctctgga taaaatgtaa taattcgaga tggatttact
  2107501 tcttggatga tcgcttcaat tttatctgca acgaaatcaa catcttcaaa ttctaacgtt
  2107561 ttatcatgga aaccaagcat tcttaagtct tgaatcccca ttgctacaca tgcatctttc
  2107621 aattctttct cgcggatatt tggaatcgtt tcacggttag cgaacacgtt tttccccatg
  2107681 ttacgtccca tttgtcctaa agtaccacac gcatacgtta caggtactcc ttgatctgtt
  2107741 aataagcgaa ttgttcctcc cgcagcaaat gcttcatcat ctggatgcgg aaatacaaca
  2107801 agtacatgtc tctccataag tttccctcct tcttacttaa atggcgttaa gcttaactca
  2107861 agcgctactg ctaaacgacc ttgattatca tgccctgcta gtaataaacg ctctttatcg
  2107921 tctacttccc agtgcgtaat accttcagca tatacccagc cgtgatccat ttttaaacca
  2107981 actcggtatg ggtttgttcc agttattttc ccgcgctcaa agcgaatcat tgcatttcga
  2108041 atgaatgctc caactgtcat catcttttca ttaaagtgtg acgcatacgc accgttcgtc
  2108101 gtttctaaat gaatatatac atctttattt acaaaacgtt caatttcatt ttgaataaga
  2108161 gaactatctt ttactatttc catcggaatt cacctcttta aaccatttta cgcaaaaata
  2108221 atgtaaattg ctatctctat attagaggac aacgcccact tttcctaata atttgcactg
  2108281 tgtttcttta tttttttata tcatatgtaa aatcatcatt ttttccttca ctttgttaaa
  2108341 tagttttctt tcttttttga atttgctaca atatatttta tcccgcattc atataacggg
  2108401 atacattttg acaattgaat acatactttg aagaaggtga catgattgga acaatcagca
  2108461 catgaagtag caaattggca atattatttt gcaattgccg tatttttagt cacgtacgga
  2108521 tttattattt ctgagaaatt gaatcgtgct gtaatcgcac tattcggcgc tgctattatg
  2108581 attatttttg gagttgtaga tttacatact gctttcacat cacatattca atgggaaacg
  2108641 attacccttt taattgggat gatgattctc gtacatatta cgagtcaatc aggcgtgttt
  2108701 gagtttgtgg ccattaaagc agcaaaagca gctggcggaa aaccaatccg tatattatta
  2108761 ttactatcct tattaactgc tggcggatca gcatttttgg acaacgtaac aacagtctta
  2108821 ttaatcgtcc ctgttacact gtccattaca cgtattttaa aagtaaatcc tgttccttat
  2108881 ttactttcag aagtactatt ttcaaatata ggcggaacag caacattaat cggtgaccca
  2108941 cctaatatta tgattggatc agcaaataag catttagact ttaatgcctt tttactaaac
  2109001 ttagctccaa tcgtaattat tatttctatc gttacacttg gcattattta cttcctgtat
  2109061 cgcaacaaac taaaaacaac aactgaacaa attaatatat taatgggatt aaacgaaaaa
  2109121 gattatatta aagatcacag cctcctttta aaatccattt cggttttagg actaactatt
  2109181 ttaggcttta tacttcattc gattattcat gtagacgctg ccgttatcgc gatgacaggc
  2109241 gctacacttc ttatgctaat tggagtaaaa gaccatgata ttgaagatgt atttgcccac
  2109301 gttgaatggg taaccatctt cttcttcgcc ggactattcg tcctcgttgg cggtttaatt
  2109361 gatatcggac ttatttcttc actcgcaaaa gaagtaatcg acgtaacaaa cggggatatc
  2109421 ggtttcgctg cgatacttat tttatgggta tcgggcatcg catctgcgac cattgacaat
  2109481 atcccatttg tcgcaacaat gatcccgctt attcaagatt tagctacagg actcggacta
  2109541 tctgtcgatt ccccgcaaat cgaagtatta tggtgggctt tatcacttgg agcttgctta
  2109601 ggaggaaacg gaacattaat cggagcatcc gcaaacgtag tcgttgctgg tattgcaaaa
  2109661 cgtgaagggc atgaattctc ttatatggac ttcttaaaaa ttggttttcc gttaacaatt
  2109721 attgcattac tattatcaca cgcttatata tatttacgtt atttaatgta aaagttgtat
  2109781 tgcatgaaat tatatcgtca catacaaaag gtttgcagca aagtgctgca aacctttttt
  2109841 catcaccaaa atataccgat aattgctaaa ccacctaaaa tcataccacc aatttgtccg
  2109901 acaattgttg gtgataattg aacacctttt ctcacttcaa caactggtct ttcgtgcctt
  2109961 agttgctgca cttcgctttg caattgatgt acacttccgt gcaattcttt aattaactcc
  2110021 tttaattcag cgacctcttc atttactggt tttgcttttt ctaaattcat ctcacatagc
  2110081 tccttataaa tgcaatcagt acactgtaaa aattcgccaa taattactct tttcctttct
  2110141 ttctctctct atttctaatt tattctcata ttaaatttat tttcaaacca tattgagtgc
  2110201 tatacctgtt aaattaaatg ttcggttatt cgtatctgcc ttatatagaa gcattcagaa
  2110261 ctctactttt tttacccaaa tacttactct ctattatact tactcaccgt aaaacgttac
  2110321 gtattaatag atgaaatatt tattatataa actaaaatta aattcctcac tttacttaac
  2110381 tgaattttca gttataataa aggttaataa ttacattttt tcaaaaaaat acatttaacc
  2110441 tatttctatc tccccctttc cgatcaacaa atagatcgcg ttattttaga taataatgaa
  2110501 tattatccat tgggtacagt gatgttaatc ggaagtacac tatttctctt actatgtgcc
  2110561 atatgcatga atcaaaagcg gggagtgtaa catgaaacaa ctcttccaat tcgagttcaa
  2110621 aaaatcttca agaaaaaaca acatggattg caatactaat ttctattttt ttcattagta
  2110681 gcttatattt cttgaattat tctatcgtgg aagacatcca gctctgagat ttcactttat
  2110741 ccctttgaaa tttaccttgg acaagtatta ttactaactg ccatactcac attttcccta
  2110801 tattcttttt actatatttc atcactttta ctaaaaagcc taagtattac aacgtctttt
  2110861 gtagctatta tagcttttat tggaatgaag agcttctctt ctccttacaa tccatttact
  2110921 tacataaata ttcacagtgt tctaactggt gaaacagcta ctttagtttt caacccttct
  2110981 attaatcctt ctattaatcc ttctattaat ctttcaaatg gggtgatgtt atcatttgtc
  2111041 ttaggctgta tccttttatt cgcaggatac aaactattca taaaaacata tcataaataa
  2111101 ttttagccta ttaaaaacta ctaatacttt tctaacactg ttattaaagg aggtgatata
  2111161 taacgagcgt tttaattaat aaaattacat tatgttaata actaggggac atatttgaga
  2111221 ggagaaatta catgaataca aatattttca aaaaaaataa cttaataaaa atgttctttg
  2111281 ctttaacatt ttctttttta tgctttgcgc ctacagatac actcgcagca gaaatcaaag
  2111341 ggagtcccat taaaggaaca accaaacaag aatctacaac gccaggtcca tcctatgttg
  2111401 cagtagaaac gtatgttaca gtagaagcgt attttagcaa acgtgagtac gcactacctc
  2111461 cagctagata ctatcatcaa gaaacgcgag atgggatgat atattctggt taccttacca
  2111521 gacatagtta tgcatcaacg ggagacacgt ggattgtagt ctacaaaggg tttattaaag
  2111581 cataataaat cattgatttt ttaggtaatc aataaataca aacaattaat tcccctagtt
  2111641 tattatacaa atcttttaac atttattatt tattaaaatt tataattcga tattaagatg
  2111701 aattattttt tctataatta catatagtta aaagtaatta tatagagatt tcattagtac
  2111761 aaaggtcatc cacaggatgg cctttgtact ttattcatca tttaactgaa taataccaaa
  2111821 aataatttaa tactattaac ttacatataa tttcatatca taatcttcct tgctacaaac
  2111881 cagaggaagc aatcaacctt ttgttgaatt ataaatagat tgcatcctta gcttgttttc
  2111941 accactttta atagttaaaa tctatctccc catccattca tcccgcaata tccccataat
  2112001 gatacgatca aaacactccc catctctttg cactgcttct ctcatacagc cttctatctg
  2112061 aaaacccatc tttttataca actcaatagc agctttatta taagaaataa catcaagacc
  2112121 aacgcggtgt aaattcaatt catagaaagc atattttaag ataagatgga ttgcttctct
  2112181 tccatatccc ttccctctat catttgcatc tcctatacca atggctaata aacccgttct
  2112241 gttattccac tctatgccat gaattgccat aaaaccaatt aagcgatcat cttgaactgt
  2112301 cctcaacatg aaagatacac tattcgatct ccgtcccttt aatagcccat cacttactat
  2112361 ttcttgtaac gattgtggaa acgctacatc tgtatcgaca tttcttaaat actcactatc
  2112421 ttcttgccac atagccatta ctttagcatc tgattctcta atagcggata atttaacagc
  2112481 tttattttga aaaagattca tcgtcatttc aaattccacc ttttttaata acggggacac
  2112541 ttattttagt ctatttatcc ccttgttcca taaactgctt tataaacggg atacttacaa
  2112601 taagcgctga cattggcaca tctcctctac attaaattaa attcattgta taatttttta
  2112661 tttattctaa caataacaaa aaggccctcc aaattcagag ggcctttcct aatagcaaaa
  2112721 ctctattatt tcgtaaacat tttctccgct tcatccattg ccattttgtt acctaaagca
  2112781 gaatagtcaa gccatggttg gtcattgata atgtatacgt gtttgccttt aacagctttt
  2112841 aagtctttcc aaattggtgt ttcttgaagt tgcttaaatg cagcttttgc tttatcgtct
  2112901 ctgtttacaa caacgaaaat agcatctgca tcaaaatcag gtaatacttc ttgtgaaatg
  2112961 acttcgaaag gacggtttcc atcaattttc tctacaccat ttgcaggttg taaccctaag
  2113021 tcttggaaca aaattggtcc catcggtctt ttcgtgctaa atactcgtaa ttcttttgca
  2113081 gtaacgcgaa ttgccattac tttttcgtta ttacctagct ctttaccgat taaacttttt
  2113141 actcgttttg attgctcttc gtaatcttga atatatgtat ccgcttcttt ctcacggttt
  2113201 acaagtttac caacttgttt taaatggtct ctccacgtac cctcatctaa attgaaagaa
  2113261 tgtgtttttg caattttttc gtatttcgct acatcttttc cagcgtattt ttcatccaca
  2113321 taaatttcag atggctttaa ctgaagcaac gcttccatat tcggatctgt tacaacgccc
  2113381 agtttcttcg tatctttcag ttgttctttt gcgtgtggta agaaatcttt taaatctcca
  2113441 ccaattacag aacctactgg tgtaattcct aatgcaagta aattattcgt taagtgaata
  2113501 gacatagaag cgatttttgg ctcattactt ttttcgtttc ctctttatta gctttcgttt
  2113561 gaccacatgc tgctaatact aaaatacaca cgatgctaaa taaaatagta agtttctttt
  2113621 tcatatgttc tcctctttga agtatttatt ttgtttttgt aagtaaataa agaaaatacg
  2113681 gtgctcctaa agctgccact actacaccag ctggaataga gtttggctca aatatagaac
  2113741 gacctatcgt atctgctagc actaaaataa tcattccgat aatgccagct aaaggaagga
  2113801 agtgttgata tgtagtacct actaacttcc ttgcgatatg cggagcaact aaaccgataa
  2113861 aaccaatccc tcctgccatc gctacactcc cgcaagataa tccaaccgct gtagctaaaa
  2113921 gtagtaaccg ttctttttga acagaaacac ctagtcctgc tgctacacta tcacctagtg
  2113981 acaaggcatt taacgtttta gattttagcc atgcataagg ggttagtatg aaaatccaag
  2114041 gtaataatgc aaggacatga atccagtccc ttccccacac gttaccaact agccatctag
  2114101 aagcgaatgt atacgtctca tcatttaact tgagagagaa aaataatgaa attgcactaa
  2114161 agccagctga aactgcaata ccaacgagaa taagtctaat gggaagtaaa ccttttgacc
  2114221 gatcactcgc aagtaaaata ataagaaatg cagctaatac tcctccgcca aatgtaaata
  2114281 acggtattaa aatggatgca ttctcattaa tagaatgaaa gaaagtaaca aatacgataa
  2114341 gaccgaaaga cgcaccggaa tgtaatccta aaataccagg gtctgcaagt gcattacgtg
  2114401 ataatccttg caaaatcgca ccggaaatcc caaggccaat gccagctaac atggtgatta
  2114461 taattcttgg catacgataa tcatatagca cggttgcgct ctcaaaatca ccataaccaa
  2114521 aaagtgtttg aattacttta agtggcgcta tactcaatgt tcctgtattt aaactaatta
  2114581 aaatgacagc gataccaata caaccaaata ttgtagttac agtaatagct ctcttcttat
  2114641 ctgtgtttaa aatcttcttc acttatagtt ccctcccaac tttacgtgct atatatagga
  2114701 aaaacggaac tccaatgaga gctaccataa tccctatcgc aagttcttta ggagggttta
  2114761 ctgttcttgc ccctaggtca gctaaaacta ataacatagc tcctaataat gctgacatag
  2114821 gaataatgag tcgataattc acaccaacta tttttctagc aatatgcggg ataacgagtc
  2114881 ctacaaatcc aatagaacca acagctgaaa cagaaacacc tgctagaata actactataa
  2114941 tcattccaag tatcctcgtt cgattcgttt tcacacctaa attcgtagcg acatcatccc
  2115001 ccattgatat gagtgaaata gaccgcccta acactgtcgc aaaaacaatc gttataaaaa
  2115061 taataggaac taaaaatttc aagtgttccc acttaacccc tgcaacacca ccagcgtacc
  2115121 aaaacgctaa atcttgactt aagtcataat aaattgcaac acctgaactt aatgaatgta
  2115181 aaagtgctgc cataactgcc ccagcgatcg ttaacctcat cggtgttaat ccgcctgctg
  2115241 ttgctgatcc gataataaaa atgagtactg tacttaaaac cgctccaata aaggaaacaa
  2115301 ccatcaaata ggaatacggc atatgcggga aaaaggcaaa actaagtgct actacaaaca
  2115361 tcgcacctgc atttatgcca agcacacctg catcagctaa aggatttcgt gttactcctt
  2115421 gcataacagc cccagcgacc gcaaaagccg ctcctacaac tgctgcgcca attacccttg
  2115481 ggagccttaa ttcgtaaatg atttgatgct gcgttaattt cggattgtaa tcaaaaaccg
  2115541 ctgtccacac cgtttgcaaa tgaatatcct ttgcaccaaa tgcgacggcc aaaaatatag
  2115601 atccaattaa acatataatt gttaagctca taaaacatat aaacttaatg tgtatccagc
  2115661 ggttattgcc agcacgtata gtagacttat gtaacatgtt tcatccttta tattcagttg
  2115721 ttttttataa ttatttttta tttataatta atattgataa taattatcat tttcatttag
  2115781 atattatatc cccacttttt ttaaatagca aactattttt tactttgtta catattaaaa
  2115841 tatttattac aattcccctc taaaacttac aaatacatgc aaaatagact actggtttat
  2115901 ttttttaatt gtagtatact tagtcattat ttttcgtttt taaacaaaaa atatctaagg
  2115961 agacacaatg ttctatataa aacaactact acatttcact tacgagcaag cattatcttg
  2116021 cttattccca gtcgtcattt ttttaacact agctctttca aaaatcataa cgattccagg
  2116081 tttatatcgg tatgatttca tactcatcgt atgtcttctt atgcagtggt ttatgtataa
  2116141 gactggactt gagacgaaag acgaattaaa agtaattact gtcttccacc tcatcggcct
  2116201 gttactagaa atatataaag tacatttcgg ttcgtggagt tatcctgaag aggcgtattc
  2116261 aaagattttt ggagttccac tttacagtgg ttttatgtac gcaagtgtcg cgagttacat
  2116321 atgccaagca tggagaagaa tgcatttaca aatgtaccat tggccgaaag ctatttttgc
  2116381 aatacctcta ggagcaatga tttactttaa tttttttaca catcattttc tatatgactt
  2116441 tagatgggta ttaactttac ttttattcat tgtattcttt cgcacatttg tggagttttc
  2116501 attacgaggc gttacatata aacttccact cgttctctct tttttcctta tcgggttctt
  2116561 tatttggatt gcagagaaca tcgcaacatt tttcggagca tggcaatatc caaatcaaca
  2116621 tgaaacgtgg aatctcgttc acttaagcaa aattagctca tggtttctac tcgttgttat
  2116681 tagcattatg attgttacac aacttaaaca tttgaagcag ttgaaaaagt aatgctgatt
  2116741 atgtaaaaac aaaaaaacac tttcattatc tgtcgtactt acttttaaat cacttcctac
  2116801 ttttcttttt aaggactttt ccaaacattt ttctctatcc tgttcaacct cttcttgtaa
  2116861 gcctttaata taacagaaac tttcttctgt tacatctgtg ccctcatatt acaaagaaaa
  2116921 aagacaaagc atcgaataat cagatacttt gtctacagtc cgaggttgag aaagtatttt
  2116981 ctcaaccttt ttattcgttg tttttatttt cactccatat tttctacatt taaacactta
  2117041 gtttcacagt aatagccttt gccgccaaca taaacctttt ctatttcatt cttgctattg
  2117101 gttgctaatg taactaatat ttcagaaggc gattgcaaag aataaccttg ttcaaataca
  2117161 tagacttctt tttgcaagtt gtgctgttca tgaaggtagc aagctaatgc accatttgaa
  2117221 gttccagtcg ctgcttcttc attaatgtcg tatagtggcg caaaattcct gcatataatt
  2117281 cgatcgtcat taaaagtata tagatgcatc ccgacaacat tataatactt gctgatttct
  2117341 ttaatttttt caaaactagg ttgcagtgca tgtaatcgtg tttcgctttt tataggaatt
  2117401 aaaatatctt ttaagcccgt ggagacaatt tgaattggat atttattatc tatagctttc
  2117461 atgtcaaaac agtcgatgaa ctcgtttgga gatacaacat catagaatat cggattgttt
  2117521 tgttccatga atatgctgtc atcttttatg gtaatagtaa gaacaccgct gtttgtttca
  2117581 attgtatagc gattcctgaa aagtttattt aaatgcatca gtatcgcgaa agagccaatt
  2117641 gtagcatgac cacataaatc aacttcttct tttggtgtaa aatactcaaa tttataatca
  2117701 gcaatttcag attctgatat aaatgcggtt tccgcataac ccagttgttt ggctattgcc
  2117761 attttttgag tagtggtcaa tgaattctca ataaatacca ctcctgcttt atttccgcct
  2117821 ttatgatcct tgctaaatgc acttgcaaca tacacggata gtttcataag acaccttcct
  2117881 cacttatagt aaattgtagt atagaaagta ctgcgtataa atttcattgg atatattccc
  2117941 ataaaacaag agacaaacta tttttttgca tctgattctc caaaaatagt ttatctacag
  2118001 tctgagccca tcactcatta gagagtgatg ggctttttta gtagcatttt taaaccttcc
  2118061 tcatccaagg agttatagag tcatcataat ttacaaaagc ataagcagtt acacattatg
  2118121 aactactact agcagaggaa gttgctacag atgaagcggc aatcgttgcc atcatagctg
  2118181 cctgttgtgc ttggatgagg acttctatca ttgtttgtaa acctgtgctg gtagctttac
  2118241 tttcctcacc tttctgactt acgaacagtt gaatagcaat aagaatactc gtatctgtat
  2118301 gccaacggaa caatttctcc ccctgcaatt tttcaatcaa cgctttaaca gaatgaatct
  2118361 ctttttctcc atcctcaagt aacgctaata gcccgatagc tgggtaatgt atctgtttca
  2118421 cttttacctt ctcttgcttt aataacttcc atatgtttgt acatgttgca actaacattt
  2118481 cttcacggac atccttcttt agtgaaagaa tatgacttag aaattgaaga tcattccctt
  2118541 tacgaaaacc agctttcgct agtttctcat aaagatattc cactcggtcc ataagcgttt
  2118601 ctacattctc tgattgtcct gctagtaaaa ctgcgagcgg gtaatcattt gtacctgtaa
  2118661 gaaaaagatg atcctctttc atgcgtttat atacttgcat cgaacgctga atgtgcgtgc
  2118721 tatgttgttc attatcttca gttaaaagca cagctgctgc gagataagta aatatactcc
  2118781 ggctaaaacc accagtaacc aattgtccat ataaatctag aaactttcga aaagctttct
  2118841 tgtaatctgt aaagtggata tctaatgttg cagccactac aaaacgatga taagacttta
  2118901 agtatgaaaa cattcctacc tgattcttaa tataactact aatttctaaa aaacgtccga
  2118961 gatcgaacaa tttatcacta cctgcataca tagcagcaat catcatacct gttcgagaat
  2119021 cactcgtttt ccattttagt tctcccttta actgtgaata tgtatgtgta tattgttcca
  2119081 gctttcgttc taatgtaatc atagtattca cccctatttc tagttcttct cttttattat
  2119141 acgtatattc catatttagg aatactataa ttaataatct caccataaaa atgataaaat
  2119201 ttctttatcc ctatatatta gtttcttctc cttcttcatc agcatcacga tgataacccc
  2119261 taatccttca agaagttata caaaaaaagg tagataataa tttatctacc ttttttgtat
  2119321 atatattatt taacaataca tctgtcattt ttctcgttat atgcaattca aactaaagag
  2119381 ccttaataat acgttccatt gctttcattt gaccaatatg atctgcttca tgataaagca
  2119441 tcataccgta aagctcacca actgtttcta gtcctaaaaa tggctctggc agtttatttt
  2119501 caaatacttc tgctggaatt tcgttaatac gttttgcttg ttcttttaat tgagccatta
  2119561 acacgtctaa tgatggtcct tctgttttcc atttagatgg tcttgatcca tacccaaaca
  2119621 tacctggata ttcagttggt aattgcttaa actctcttcc aaacatgaaa gtctctgctg
  2119681 ctgttaatac atgaccaata tgccagcgaa ttgtattatt aaaaccatcc ggctgtgtat
  2119741 ctacagtttt atcatctagc gtctccataa atttaagcaa ttccccacgc gttatttcca
  2119801 attgttttaa accaactagt ctattcattt tatcgctctc cttcttgatg tgcattttat
  2119861 tacgaactaa taatgttcaa ttcattaaag tttcatcttg tttaatttat cagaaaccct
  2119921 taagaaacac acctaatatg cttaataaaa aggttcatct cttgtaaata tagaattact
  2119981 tactacacaa atgctttagt aaataaaaga ggagtgtcat ggcatgttac atattttaaa
  2120041 acaacaatat aatcttatta gctctacaag agaaactcta ttttcgtttt tggaagaaat
  2120101 cccattagaa aaattacata gcactattcc gaatttcggg agcggtagca ttataaagac
  2120161 acatatttct gtagccgatt gctaccgata ctggcttgga tcattcgcat tcaagcaaaa
  2120221 acgggcagat ttttcatttg ctagcgatta tgaaattgag catgcagatg tagaaaaagt
  2120281 tcgtgctaga tttaagttag tagatgagac cgtacaacgc tttttagatg aatacaatga
  2120341 ccgatggctc gacaatatag caaatgaagt aaaatggcaa aaagaacctt ggagtaccac
  2120401 gccgctatgg cttttaactc atacggagac acatgagttt catcataaag gacaaattgt
  2120461 atctatggct agacaccttg gatatgttcc tcccaataca gacctgatta gttgatatca
  2120521 aaaagcttag gatgaataca aatcgagcat gttttgaaaa ccaatcaaaa catgctctta
  2120581 aaatatttta ccttacaatc tccatatcct tatcaatacc aaatagtctc agcataatta
  2120641 tatgcatcac tattcggaat tgcatgtttc ccctgcgctt gcgcttttct tgggtctaaa
  2120701 tcatatacca tcggcgtata gcatgatgtt tgccctttat tcacaacacc atttcctccc
  2120761 gcactcccgc aagtatatgc ttttccatcg gtttttctga ctatccttgc atcagcttcg
  2120821 ttattataaa ctgccgggcg ggttacagta acttttgccc atgctgtctt acatgtcgtg
  2120881 ctaaatttta attccacata agaattggaa tcaatccact tcttctcttt cgttactgct
  2120941 gattgatcac aactattgta atacggactt ttcccatcat acgtatggtc ttccgcatat
  2121001 gctttattat tattggtcgt actaaacaca ctagttacaa cgagcaacgc cagacaaaga
  2121061 catgcactta cttttttaaa aagtttcata gaattccact cctttattaa taacgtccag
  2121121 ttttcccata accattatta aacgtaaccg cttcagcatc tgctgtgtat ccaaaatctg
  2121181 cagttaaatc aaataccatt cctgtatacg tgctcgtttg acctgttttt attgtgccgt
  2121241 tcccctgatt ggaagtgact gatttttgga atacaccatt tttatattta ttcacaacag
  2121301 cgtacgcata cactcctcca gaaacagctg gtgctggttg atctaataca aacttagccc
  2121361 atgctgcatg acatctattg ctataacgta aatacactgt cccaaccttt ttactccctt
  2121421 catacaccgc tgtagacttt gcattaaatc catctgcatc acatgttgta ctgcctccgt
  2121481 atactttcgt tgttgctgga tttttcccgt cataataact actcagatcg gtagctgcaa
  2121541 atgtgctttc ttgaaaagta aataataccc ctacactcgc tacacttaac acacatactt
  2121601 tcattaactt tttaaacatt ttaaatctcc tccctcaaaa taagtacata taataaagac
  2121661 aatatccccc tatgtacgcc cctcctttca tgcttcctag aggcatctta cagaaacgaa
  2121721 aaaatgttgt aaattccctt acgtttattg gaatatacaa agaaatttac ttatcctttt
  2121781 aagaaaaaaa gttgagaaat acacatttta tagcatcctt tatttcaaac ataaaagaac
  2121841 cgatacttgt tacatgcaag catcggttct ttatacaaaa ttgctatttt ttcttttata
  2121901 gaaaacaaat atttctccac ttaatccgtt gtaaaaaact ctcttgttac atcgataaat
  2121961 tgctgcagtg gcactgtcat ccatttgtct ttatgccaag cgatttgcgt ataaatcgga
  2122021 ggaattgttt cttttaaaac taactccttt atcgtccctt ctcgcatatc tttttctact
  2122081 actatagcag gtaacacagc aacacctaaa tctgcaatga tgcattgttt aattgcctcg
  2122141 acactaacaa actcaatctt atttgctgga tatatgtctt tcgcacgaaa taactcctca
  2122201 aataaagtcc gatatgagca ccctagttct gttaataaaa gtgtttcctt ctctaaatct
  2122261 tttatagaaa cggaagtttg ctccagtaaa cgatgccctg gagcagctac tacttttaat
  2122321 tcttctttca taagcggctc cacatgtaaa gcatcttctg ttttacattc atccaaaata
  2122381 aatgcaagat cgacttttcc ctccattaat tgttccttcg catctttatt agaatgtgct
  2122441 ggtttaaata taagttttat ttgaggaaat tgtgctttaa atctctttaa tatagatgga
  2122501 agcctatatg tacactgact ttcttgtgca ccaatcgtta acgtaccagc tatttcttca
  2122561 tcatctttca cagccatttt cgcttcgtta ctaagtccaa tcatcttatc agcatataat
  2122621 tgaaacttcc tccctgcttc agttaagaaa agacgttttc ctaatctttc aaataacggc
  2122681 gtacctagct cagcttctaa cgttttaatt tgcgccgtta cgctcgattg agcaaagttt
  2122741 aatttcttcg cagtttgtgt aaagttcaaa gtatccgcgg ctattttaaa ggtaattaat
  2122801 tgttttatct ccatttatca tccctctttt caatcgaaat tttcgattga tcttatcaaa
  2122861 ataatcctct ttgtctattg atatttatat tgtatgataa agagcatcga caaacaatat
  2122921 aaatggaggt attccatatg aaagcacttt gtttcgaaac atttggaaat gctgatgtac
  2122981 ttcaatataa agaaatcccc gatccaatca ttaatccaaa tgaaattctt gtccgtacga
  2123041 aagcaattgg cttaaatttc gctgatattt atagacgccg aggcgattat catctcgctg
  2123101 gtaacccgcc ttatatatta ggttatgaag gggctggtat tgttgaagaa ataggaacta
  2123161 acgttactac catcaagcct ggagaccgta ttgcatttgc tgacgttcca ttcgcaaatg
  2123221 cagaactagt tgctgttcca tctaaaaaaa caattcagct tccaaattct atttcttttg
  2123281 aaacagccgc ttctgtctta ttacaaggcc taacggcaca ttatttaacg aaagatagct
  2123341 atcaaataaa acaaggtgat atagctttag tacacgctgc agctggcggc gttggtcaac
  2123401 ttcttattca aataattaaa ctacttggcg gaacagcaat tggtcttacg tcatcaaacg
  2123461 agaaagcaaa agttgccacg ttagctgggg ctgatcacgt atttttatat agtgaaaaat
  2123521 ggcattcaaa agtgcttgaa ataacaaacg gcactggagt aaatgttgta tatgaatcag
  2123581 taggttctac attagaggaa agttttaacg ctactaaaat tggtggtact gttgtatttt
  2123641 acggaatggc cggcggtaat cctgctcccg ttgatccgcg catgcttatg gatacttcaa
  2123701 aaactttaac tggcggagac ctttggaacg tgcttactac ctttgaagaa cgtaagcagc
  2123761 gctctactca attatttgat tggatcgcta gtggaaaatt aaacattgcg agtcctacta
  2123821 cattctcttt acaagacggt gctcacgccc ataaattatt agagagcaga aaaagtacag
  2123881 ggaagatttt attgattcca taattcataa aatgaaaagg aagctagatt tctctatctt
  2123941 ccttttctta tctctatttg agatattttt atatttccac actctctttc ccttttgcaa
  2124001 catagctcat atctccaact gactcaactg tatatattcc atcttgatat acaatctttg
  2124061 tcacactagc attttccacg ccaagttttg ttttactact gtctagcatt tctattaagg
  2124121 tagtaatcaa aagcccatga acgacaacta aaacgttccc gccgccatct ttagctgctt
  2124181 cttcactaat tttatcaatc tctgctttta tacgagtaga aaataattcc caatcttccg
  2124241 cctgttttgt agggtctgct gctctaataa gatcaataac ttcttgaata gaaaacttca
  2124301 aaagttcttc tggtgatgta acgcccgcag cttttccaac cgcatcccac atattatcaa
  2124361 gtttttcacc ttcaaaaata ccaaaattta attctcgtaa tttttttctt tgctcaagtt
  2124421 tcaattttga ttgctcacta tattttaata ctaaattagc agtttcaatc gcgcggccac
  2124481 tatcactact atacgcattc ataaaatgaa tatcttttaa tcccgttcct aaatttgtgg
  2124541 caacttccac acctttttcc actaacggag agtctgccca accttgcgcg cgatggttcg
  2124601 tatttaatat tgttttacca tgtcttgtaa catataacgt aacgacattg ctatctgttt
  2124661 ctcgattctt cattcttttt tctctccctt tacatttcta tctcaatatt aacacctcaa
  2124721 ttattcattg agcaaaatat atgtaagtag cttcgcttaa taaaaaacgc tacctttctg
  2124781 tatatccata caaaaagata gcatctttta tgattatatt tcttaaccga tactcctact
  2124841 cagcaaaagc actcgaatat tgtacaactc cttctacact ttcaagagca ttttctgtta
  2124901 attctattac cataaacact tcttcaggca cttcaaatgg tgcttttata ttccactcaa
  2124961 ttgctttttt aaaaccaaat ttcggatagt actctggatg tcctaatact acaactgatc
  2125021 cgtatccaag ttctttcgct ttttctaaag cagctacaat aagctttcca ccaatccctt
  2125081 tcttctgatg gcccctagca actgaaactg gtgcaagtgc taatgattct tcagaagttc
  2125141 catcctgttc tatcttaatt ttcgataaca taatgtgacc gactattgcc tcatctaccg
  2125201 caacaattga taactccgga acaaacgcgt cacattctct aatacgtttt acaagttcat
  2125261 gttctttttt atcactaaac tcttcatgca aaaatgcttc ttttacaact tcttctgttt
  2125321 ttctataatc atttttttgt tcttgtctaa tcgttatcac tctagattac cctctattct
  2125381 ttctcatttc tttttgaatt ttacgaagtg cttttttcga tccgcgctca atatcatgtt
  2125441 gcatttttct ttctttataa tcgacaaata gcgtatttaa atcgtatccc tctggatata
  2125501 attcctttgc tgctacttct aaagtaatac gttttacatt cacttcaatg aattcaccgt
  2125561 tataatatac aacgacatta tagaagttat ctttttcctt atagatgata ccaaaatcat
  2125621 catgatccaa taaatttaca cgatcgccaa ttttatactc gtaatgattt tctctttttt
  2125681 cttgcaggaa tttcggtttt ctaattttac tttcattcac tttttctaaa gtatattctt
  2125741 tatttcccat gtacgctttc gctcttttca gtacacgttc tcttacgttc attttatttg
  2125801 caatccaaag tgcattactt tcacctgatt taccgatcac taatttataa agcggttcta
  2125861 gcgtctcact attaaattgc attgctgcat tcataaaatc atcgtgcatt tctgagaagc
  2125921 gtttaatttc accgtaatgc gtactcgcaa ctgtaataca tcctgcaaga taaaactcct
  2125981 ctaaaataga aattgcaagt gctgctcctt cgttcggttc agtcccgctt cctatttcat
  2126041 caaacaatag caacgtatta ttatttgaca tcctcataat ctcagataaa tttttcatat
  2126101 gtgatgaaaa cgtactgagt gcattttcga tactttgatt atcaccaata tctacaaata
  2126161 cattttcgaa aatagcaatt tctgtttctt tatctccagc aatatgaaga cctgacatcg
  2126221 tcgctaatgt tagtaatcca attgttttta gcacaattgt cttaccgccc gcatttggcc
  2126281 ctgtaataat taaactacga tagttttgac cgatttcaaa gtttaacggt actacttttc
  2126341 cacttaaaag cggatgctta caatttacta aatgaatatg gccatgatca tttaacttcg
  2126401 gctctattcc atcgattgat ttactaaact tcgctttcgc aaacaccata tcatactgac
  2126461 taattaattc catattaatt tttatatgat atatattttc tactaccatt cctgataaag
  2126521 tcgctaaaat ttgatattct tccatcgctt cttctgcttt caaacttgca agttccgcat
  2126581 ttaactttgt aaccgtatgc ggttctataa atacagtaga acctttagcc gacgcttcaa
  2126641 ctatacttcc cgcaacttga tttttataag aagatttaat cggaatcgta tacctatcat
  2126701 ccttcttact aataaagaat tcttgaatat acttcttatt tgcactacta tttaaaaact
  2126761 tcgttaaacg ttcttttatt ttcccgtcta ccgaatcaat gttatttcga attcgtttta
  2126821 actctttact agcggcagaa tcaatactat ttcctttaat tgaaaagtta atttcctctt
  2126881 caatactttt atattcagtc attgaatttg cataagaagc taatactggt gcaaaaaatt
  2126941 ctttatctaa cataaatttt ttaatctttc tacatccgcg taaaaagtct gaaacactta
  2127001 ctaactcttc tggatctaaa atcattcctt tttctaattt ttgaattgta ctagcaatat
  2127061 ttgaaatacc gaaaaaaggc acatgccctt ctgcatctaa tatagctcgc gcttcggttg
  2127121 tttcatttaa tcgattcctt accactttta tactcgtact cggctctaat ttatttatta
  2127181 attcttttcc taatccactt acacaataaa atttcactat atcctttaat tcgttatatt
  2127241 gtaacttttc aaaagtcatc gtattcattt tgtttctcct cactatgatt gatttttatc
  2127301 ataaatgaag atacctactc attagattcc aatgagctct acattattca attaccattt
  2127361 ttatacatta aaaatatata caaaaaagct gcggggatac cgcagctttt acatttacaa
  2127421 ggcatgagta ataacatatg aggaaataag ccataaaaac ggatggcaat cccctgatta
  2127481 cacgctttat aaagtattgt aggtatcttc ataggtatcg aaataaatcc atgacaaaat
  2127541 taggggtatg atatacataa aaatcccctg ttcttatctg atttatttca ttcaattttt
  2127601 cctatttagt acctaccgca ctcacaaaaa gcacctctca ttaatttata ttatagtcat
  2127661 tgaaatctaa tttaatgaaa tcatcatact atatgtttta taagaagtaa aggtaccata
  2127721 cttaattaat acatatctat acacttcaat atcacagcat gcagttgaat tatatccaac
  2127781 tttcatttca aattaaataa gtgcctccgc tattgtgaat gtcatttact ctccctacta
  2127841 catttaataa ttatgacaag caatcatagg aggttactac atgagcgaaa aatatattat
  2127901 tttacacgga actgctctcg aaccaaattt aattggcccc acactaccac caattccacc
  2127961 atttacattt ccgaacggac ctactggaat cacaggacct accggtgcga caggttttac
  2128021 tggaattggc attactggtc ctactggggt tacaggacct accggaattg gcattactgg
  2128081 tcccactgga gcaaccggtt tagggattct tcccgtattt ggaacaataa ctactgacgt
  2128141 aggtattggt ttttcagtaa tagttaatac aaatattaat tttacccttc caggacctgt
  2128201 tagtggaact actctaaatc cagtagacaa ctccattata attaatacta ctggtgtata
  2128261 ctcagtatcg ttttcaatcg tatttgtgat acaagctatt tcgtctagta tattaaatct
  2128321 tacaataaac gattcaattc aattcgcaat tgaatcacga attggtggtg gtcctggggt
  2128381 aagagctaca tccgccagaa ctgatctatt atctttaaac caaggagatg ttcttcgagt
  2128441 acgaataaga gaagccacgg gtgacattat ttattccaac gcatcccttg ttgtctcaaa
  2128501 agtcgactag ttcatttatt aaaataacga tttaggaatg ataacaatat aaaaagaaga
  2128561 ggaaaactta tatttcagtc tacctcttct tttctattaa caattcactg ctgaacatat
  2128621 atggaaactg atcctccact tacatggaat tgcccccatc catccttatt aattgttaca
  2128681 gtatttgttt gattacccgt catatcatgc catacttccc ctgcattatt ctttccaaca
  2128741 tccatccact ttgatcctcc cggtccatca gagattaatg ttgctaaacc agaattagca
  2128801 tgtacactat caccttctct cgtccatcca atcacatctg gatggtctaa ataatcacgc
  2128861 tgcgtaccat atgcaaagtt ttttcgtgct gtcaaaatcg gatcaatttt atcttttaac
  2128921 gctggaattt cataactact atttccgctt gtcccatagt aatcaccata aaaaactgaa
  2128981 ggatatccct ctgcacgagt taaaataaat gcatatgcca acggtttaaa ccacggactt
  2129041 actacagatt ccaatgactg accaggctga gaatcatgat tctcaacaag agtaactgcg
  2129101 agtgcaggat gattttgcat tactgttcca tttaaaatat ttctcatatc ataattccca
  2129161 tttccttttg aagcataatg aaaattgtaa tgcagtggtg catcaaatac agattgatta
  2129221 taattgactt tcgctaaata attatttaaa gtttggatat cattttgcca atattcagcc
  2129281 accgtaaaca tttctttccc cgtttgctgc ctaacatgat ttacccaatc gcgtaaatat
  2129341 tcatgatcaa tatgtttaac agcatctaaa cgaaagccat ctaaatttaa ttcattcgca
  2129401 taccacgtcc cccaattttt catctcattc gcaacatctg gatgatcaaa atcaaggtct
  2129461 gcatacatca aataatcata atttccattc tcactagaca cttcccagtc ccatgcttta
  2129521 cctatacccc taaatttata aattcgattt aatttccttc cttcatccca atccgttccg
  2129581 tcaaaatgat accacttcca tttgaaatta gaataattat ctccacgtcc aggaaagtta
  2129641 aaccctgtcc atgcactaat ttcataatca cctgatacct caacatttcg attgttacgg
  2129701 tctacctcaa cagctgttac agtttcagta taatctgctc cacctttatg attcataact
  2129761 acatcgccgt atacatcgat gttttgctta tgtaaagctt caattgcaga tttcaattgt
  2129821 gctttcgtcc catatttcgt ccgcactgtt cccttttgat tgaattcacc caaatcatat
  2129881 aaatcatatg ctccatatcc tacatcattt tgcgtagttc ctttatacgc aggaggtatc
  2129941 caaacagatg taattccttt ttgcgctaaa ttttcagcat cagtgcgcaa acgattccaa
  2130001 tgattcccat cacttggagc ataccactca aaatactgca ttaacgttcc attgttaatc
  2130061 gtatctgcat acactttact ctccccatat atactaggta aaaacaaaac aaccgacaag
  2130121 ccgactattg ttattttttt gaacatattt aaaccacccc ttctaagaaa acgtttgcat
  2130181 attttgttga aattattata atattcgttc tacaattagt aaagtagcaa tctctcattc
  2130241 tcccatatta ttttttagtc taacttcaaa tatttaaaca atacttcaac ggagttttca
  2130301 tttcacatcc cattcaagat tgtttacaat ttatctataa aagcataacg gagggatttc
  2130361 tatgaccgac tttcaaaaac aattttttgc aagattaaat atagaagaaa aacaaaaagt
  2130421 ttcatttgaa gatttatcta acattatgta cgcaatggca caaactgtcc catttgaaaa
  2130481 cttaaatgtt ctcgaaaaga attttaagga aatatcacaa gaaaatctaa aagaaaaaat
  2130541 tttagtaaac aatcgtggtg gtctttgtta tgaactcaat cctactatgt attatttcct
  2130601 taaagatgct ggatttgatg tttatctcgt ttcaggaaca gtgtataacg ccgcaaattc
  2130661 catatgggcc gttgattccg gacatatcgc aaccatttta aaacatcata atgagcttta
  2130721 tttaattgaa gttggattcg gatcatactt accgcttgca cctgttcctt tctcaggtga
  2130781 agtcgttcaa tccgttacag gagattatcg tattcgtaaa gaaatgaccg aaaaaggaaa
  2130841 ctacatgtta gagatgcgta aaaacgatga gtttttggat caatcttcta ctgatgattg
  2130901 gacgttaggc tatgcatttt atatagaaga agtggatgaa aaaaagcaaa tgcagcacaa
  2130961 aaaattattg ttgaacacga tggctcacca tttaacaaag tacctcttat tgtaaaacta
  2131021 actgaagatg ggcatgcctc tttaacgaag gatagtctga caatagcgaa aaacagtaaa
  2131081 aaaacgaaag aaaaagttac agatgtgcaa tataaaaagc ttttacattc aaaattcgga
  2131141 attacattat aattttttta gccttgcctg ttagcaaggc tttttaattt tcagcaggga
  2131201 ttttttgcaa tttgttgtat ttcatagtta tatagaaata taactacata tttagaaagg
  2131261 aaatgattat gacagaactt aaagatcgac tacaagtagc tgataaagaa aagtggaatt
  2131321 taacggatat ttacgatacc attgaagatt gggaaagtga ttttcataaa attgaagtat
  2131381 taacgaatga attacacgag tttaatggaa atattcacga tggcaatagt ttattagcct
  2131441 atttaacaaa gagtgaagaa atttctagca taatatcttt aatgttcgct tatgcacgat
  2131501 tacaatctga tcttgatacg cgcgatactg acgcccaatc tcttgttgat aaagtgtcac
  2131561 aattgcacgt gaaagtaagt gcggctaaat ctttcttttc tccattctta cttagcgtag
  2131621 atgaaaacac attacacact tacatagaag aagcagaagg cttacaatat tataaagaag
  2131681 acttatttga attatatcgt tataaaaaac acgtattgaa taaggaccaa gaagaaattt
  2131741 tatcacaaat gggcgaagca ctttcctctc ctcagcatac atatggcatg ttaaataatg
  2131801 cagatatact atttggtgaa gtgactagta atgatggaga aaaagttact ttaacacgag
  2131861 gaatgtatgc aaagttaata gaagatgaga gccgcgaaaa acgtaaagaa gcctataaag
  2131921 cttattacaa gccatacgtt caattgaaaa attctatcgc ttctacttta tctgctgcta
  2131981 ttaaaaataa tgttactgtt tctaagctaa gaaaatatcc atcagcccta gaaaaatcat
  2132041 tatttggtga catggttccg aaagaagtat atgaaaattt aattgaaacg acgaaaaaaa
  2132101 acattcaatc tttacataca tataataaac ttcgaaaaga gaaattaaat gtcgatgaac
  2132161 taagacaata tgacttaagt gtcgatttag tacaaggtgt aaaacaagac attccatatg
  2132221 ataacgcgtt tgacatcatg attgaatcac tagctccttt aggtgaagaa tatattgaaa
  2132281 cattaaaaag ctttaaagat aaacgttata ttgacgtaag agaaacgcca ggaaaatgtt
  2132341 ccggtgctta taactttggt gtatacggcg ttcatccttt cattctttta aatcatcatg
  2132401 atgatttaaa tagccttttc actcttactc acgaatgtgg gcacggtatg catacgcact
  2132461 actcacacgg ataccaacca agaatttctg cacactatac tatctttgtc gcagaggtcg
  2132521 cttctacagt aaatgaagtg ctattaattc atcatttatt aaaagaagca aaagatgcta
  2132581 acgtacgtaa ccatttagta aaccatttca ttgagaaatt taaaggcact ttctttacac
  2132641 aaatcatgtt cgctgaattt gaaaaaatca cgcatgaaat ggcacagcaa ggtaaaccat
  2132701 taaatgccca agtctttagc gacgtttatg aaaacttgtt cagagagtat aatggcgact
  2132761 ctctcgtatt tgacgaagaa gtaaaatacg gatgggctag aataccgcat ttctaccgtc
  2132821 cattttacgt atacaaatac gcaactggat tcgcttctgc aatccaaatt gctgataaat
  2132881 tattaagcgg cgatccaaat gcacagaaaa actatctcga attccttaaa ggtggaagtt
  2132941 cagattatcc attaaatcta ctgaaaaaag ctggcgttga tttaactacg ccagaaccga
  2133001 ttgaaagtgc attaaatcgt tttagtgaac ttgttgaaga gttttcaact ttataaaaaa
  2133061 gaagagcctc tcgctagagg ctctttctct ttcatgctcc gtttccttct attaaatcat
  2133121 tcgccatttt cctaaactct tgattaaatg tatcattcat accattttga acgttagaga
  2133181 acaatatgac gaatgttttt ttatcccagt taaaattatt aaaagtattc cagcctgcta
  2133241 ataccccgtg gttatgataa taatctggat acgtatagaa actaaatcca tattttcttg
  2133301 caggtgatgc agtaaacata tctaatacac tttgtttaga taacagtttt ccattcataa
  2133361 tagcctcatc tagccttttc atatcttcaa cagtcgtata catttcacca catccataca
  2133421 accagttcat ttttaagcgg ggtgcagcta ttaattcatt atcttttctc gtataacctt
  2133481 ctgctaaaaa aatatcttct gggagagttg cccccattcc agattcatgc atttcaacag
  2133541 gagtgaaaat attttctttc acgtattcag cgagcggttt attcgtaatt ttttctacaa
  2133601 tatacgcaag caccatataa ttatagtctg tatatttcca tcctgtccct gcaggaaatt
  2133661 gtaacgcttg cgaaccaatc caggttacta actttaaacg tgacgccgca tccaccctac
  2133721 cttttccttg atctggtaac cctgatgtgt gcgttaataa atttcgtaac gtaatatttt
  2133781 tatctgccgg aaacgatgga atatacttat ttacattgtc ttcaatattt aattttcctt
  2133841 tttcttttag ttgcataata gatattgcaa caactgtttt cgtaatagaa ccaatgcgat
  2133901 atttcgttct tggcgttgtg aatactttat ctttcatatt tgcataccca taaccttttc
  2133961 gtaaaatcac atggtcttta ctagctacaa gaacactacc attaaatcct ttatctttta
  2134021 aatattgatc tagttttcca gctacaactt catagtgctt tttctcattg gcatcaactt
  2134081 cttgcatatc gtgcttttgc ttattattca aattagaaaa tgcctttata tcatatttct
  2134141 tacctttact tgcatgtatg agtgcaacga cacttccaga aaaaacagca aaaataaaga
  2134201 aaacgattaa ccatttcttt aacataatag gaaccctctt ttatctagtt tcacttaacg
  2134261 cgcatccatt ctattctata tctattaatt ttcatttttt tataatacta cctattattc
  2134321 acctaaatga actagattcc tttttctcat attcagtttt cggctactct ctattgtatt
  2134381 tctttcttgc aaaatttcca ccatacaatc ggatgcaccc tactataatt tcaacatctt
  2134441 atgtaacatt tgttacacat tatcaaaaag gagttataaa catgaaaaat actgataaac
  2134501 gcaatcgttt agatgatatg atgtttcatt acagggtaac aaaaaataac atagttttaa
  2134561 ttgaatatta cggaaaacaa attatgatat taaaaggaac tgctgctgaa aaatttttaa
  2134621 acaaaataaa tcatgcacat aacgatacag aaaaacaact cattatggct aaagttacag
  2134681 gtaatttcaa aagaggcaat gagcgtcaat gaaaacgaat ctcatttata ttttgattat
  2134741 acaacatata aaaaaagaaa tgtcactcat tcggcatttc tttagacttt cttcataaaa
  2134801 aatttacatt gctaactttc ttttattttt ttgtttcttc tatataaact gactgccgag
  2134861 atacttaaca atactactat acataaccac gcatacgcat accctttctc atccacaata
  2134921 taaccaaata aaacaggtgc aacaataata gcaatttgat ttaatgtaag tgctacactc
  2134981 actgttattc ctacagattc ttcactcgcc aattcagcaa cttcggctat aaaaagacta
  2135041 aaccatccaa ttgaaaagaa tcctaacaat gcacttacac tatacaagac tccgctcgtt
  2135101 attgtatgta tactcattac taacaataaa atcaagccga tagaagcgca gacagctata
  2135161 aataaaggta tacgccgatt ccccttataa aacacatcac taatagctgc taatgcaaca
  2135221 cgaccaatca ttccagaaaa gaacataact gaaaatactg ttccggctac aatagatgta
  2135281 atcgattgtt cccccgctaa aaatttcatg aagtgtccaa ctaacaccat ttgtaatgaa
  2135341 atcatgcaaa tacccgttat ataaattgga tacaactctt ttttacatat cactactttt
  2135401 agctccatcc aaaaggaaat tttaatatgt cctttcctcg cttcctcctg aacatatggc
  2135461 tctttataaa acacaaaaaa taatactcct ccaattatac aaatgcatgc gatactattg
  2135521 atcgcgtaag tcatattata ttgtactgta agaaacggga ttaacactcc cgctaacgcg
  2135581 ccaccaatcg gtataccagc ttgccttatt cccatcgcta atccccgatt ttcttttggg
  2135641 aaccatttta aaatcacttt acttcctcct ggctgggaaa cactataaaa cattcctatt
  2135701 aataaaagta caaataataa cccattaaat ccacttacta tattagtcag taaaagcgaa
  2135761 ctccctagta aaaatgaact gatagaaatt aatatttttt cattatattg atcaagtagc
  2135821 cgaccgataa aaagcataca aaataacggt ccaacattta caacacttac taacaatcca
  2135881 ctctccatat tcgtaagcgc atattcttct ttccaaaata aagcgaaaac cccgacacca
  2135941 tatgttataa gtgtcgctgt tgtttgagca atcgtcgcaa caattaacat cacccactta
  2136001 taagtactgt tcatcctttc ttccattaac acaataatcc ctccatcctc ttccattgta
  2136061 tgaaagttct gatatcatat aaaataaaga ttcatcatat aatccatcaa aaaaattgat
  2136121 atctttttgg agggatgata cgtggacata aaagatttaa ctgtatttta cgaagtcgcg
  2136181 aaggaaaata atatttctca cgcagcgaaa aatttgaatt atgtacaatc aggcgtaaca
  2136241 atgcgtatga aacaactaga aaatgaatta ggcgtgccct tattttaccg aaacggaaaa
  2136301 ggtgtaactt taacttctaa cggtgaaatt ttattaacgt acgccaaaca aattatccac
  2136361 ttaatggatc aatctataaa agcggttcaa agtaatggaa ctgagccaaa aggtactttg
  2136421 aaaattggat gtacagaatc tacaactgca gtaaggctcc cctctatatt aacgacctac
  2136481 tatgagaagt acccagaagt cgaattgatt ttagaaacaa atacgaccga acaactaatt
  2136541 aagcttgtat tagatcgaaa actagacgga gcgtttatag ctggctctac tcagcataat
  2136601 gaacttcatt caaatgtatt tcatgaagaa gaattagttc tcattagtaa aaaaacttta
  2136661 tcctctctta aagacataga agatatgaat ttacttgcct ttagtcacgg ttgctattat
  2136721 agaagtttat tagaagactg gcttcaagaa gaagacatct cgcctaaacg agtattagag
  2136781 ttcggaacaa ttgaagcgat acttgcatgt gtaaaatcaa gtatgggcgt agcgattatg
  2136841 atgaaatcaa ttttaaaggg gcatgaacat gacgtatcat tcaatccttt accaaatagc
  2136901 ttcaataaag ttcctactac tttcattact agaaacgata tatttcgctc agctgcatta
  2136961 caaaaattta tggaggtaac tcacaatgca tgaaaagaaa atacgtggga tgaaacgaaa
  2137021 aacaaacgct atgataaaac gaattgagga acatacaaaa atgttccctt ctactttcta
  2137081 taacgatgaa tattggtata tgcctttacc cgtttcgcaa gattttatcg agtcccataa
  2137141 aacacctaga aaagtaaaac gattatgtat acaaacctta atagatcgag taaatcattt
  2137201 aataaaaata caaccgagtg atacacatac atatcgagtt gttgctttaa tttctataga
  2137261 gaatctatgg agatcgcaaa ttatcgtatt caaaaacgat gactactttc ataacttttt
  2137321 caatagaaat aatgaatttc aaaaatggat tcttctttcg aatgaaattg atttttggga
  2137381 aacatgggga atttcaattt ttcctactcc tcaattgttg cgctttcaag aagtcattta
  2137441 tgatgaggat acaatcgatg aaaaagagat ttggtttatt ggagagttat cttaaaaggg
  2137501 gtactttcaa atgaaaagct tccctttttc cacttatcaa aatcgctata taatgaatct
  2137561 gtcattttat tatataggag gttttcaaat ggtaatacct aaatatcctg atgtccctac
  2137621 tcttacgaaa aaacaaatcg atcaaattac agaaatcact tttctaaaag aaataacacc
  2137681 acaaaaatgt gatgtcattt tcgttttcgg cggttctcac cccggcaatt ggcaagctcc
  2137741 tctagaaact tatcgacaag gtttaggaaa tcgaattatc gttacaggtg gtactagttt
  2137801 acatggcatg aaacatccaa gctggaatta cggggatttg tcagaagcag aagtaattgt
  2137861 aaataaatta atggaaaatg gcgtaccaaa aggtgctatc ctattcgaga aaaactccct
  2137921 ccattctatc gctaatgtaa tagaagcgaa aaagattttt gatttcacaa agattaatcg
  2137981 gctactattc gtatgcaaaa acttaggcgc tggtcggcaa tatagagtct taaaaaaaca
  2138041 tttacctaaa actattactt gtatcccata tacatttgat acaagtttcg atggtgagtt
  2138101 tataatgaat agatataatt ggatggaaaa tgagaaaagc cgctctatga tttttggaga
  2138161 atacttgaga aatgtttgct acggtagaaa aggtggtatt gagccacctg aaaaagaggt
  2138221 tcatggtcta gaagaatatg tttcctatta ctataatcta gcataataga aaaaggtata
  2138281 cctaaaacac cggtatacct tttatgctat ctcacttatt tttcttttaa cacagtatgt
  2138341 aatcgatccg gataatttgt aaacattcct gtagcgcccc atttcattaa caatctcata
  2138401 tctggtttct cattaattgt ataaggatga attaacagac cattttgcct agccattttc
  2138461 atatatgact cattgataat taaatctccg ttatcattac gtaagtttgg tccaataccg
  2138521 actgcatact ttttaatttc ttgaaaatca tcattcgtta cacgtttcgg ctcatgtgta
  2138581 atgccagacc attcaacaat ctcattgttt tcatttggat aataccaaag caattgaact
  2138641 aacggaatat ttttatttat actatgaatc ttttttaaac tatctttact aaatgattga
  2138701 atcatcacac ggctagaaga catgttttga cctattaaat tatatttttc taataaagct
  2138761 aataatttct cttccattcc tggatacaca tctggtgatt ttgtttcaat gtaatacttc
  2138821 atgcttcttc cgtacttttg gaaaatttct tcaagagtcg gaactttttg accaacatac
  2138881 tcttgcttag ccttttctgg atacgcttta ttgaaccacg atcctgcatc taaactcttt
  2138941 atttcgctta acgttttatc tcgtacttcg cctgttccat ttgtcgtacg atcaactgct
  2139001 gtatcatgca ttgcaattaa ttggccatcc ttagttaatt gaatatctaa ctccaaataa
  2139061 tccgctttca tttttttcac taaatcataa gaagcaaaag tatgctcagg tgcatgtcca
  2139121 cttgctccgc gatgtgcaat atttaaaaac ttattcttat tccactcatg ctttccttct
  2139181 gctttcgcat gaacagctcc cccagcaaaa atacttcccg tcataaagaa aataactaat
  2139241 acgctaataa tttttctcat ccttttaacc cttcctacgt tgtaaatttc aacaagttaa
  2139301 tgagatttac acgaaataga agatatactt tcattatttt tataagctta tattaaaatt
  2139361 tcagtcttac aaatatactt tccctatttt attaatatag aaaactattt attttctata
  2139421 cccctccttt ccacatgtaa attccctatt gtgtacggtt catccaataa aaaaagccat
  2139481 aaattattta gagggcactt ctgtatccct aaataaattt atggcttatc tcaaatatct
  2139541 ccggcctcga ttaacttgtc gaaattaatc ataccaaacc tattaaattt tgcaaatatt
  2139601 atttttccgg tacagtgaag ctttaatcag tataagttat atatctatct tatactaatt
  2139661 agtatttgaa cacatcgaat ttttccgaac agcccgattc ctatctaact tctttaattt
  2139721 ccattcatac aagataaaat tctattgtca tttgacatga tatttacgta aatctaagtt
  2139781 ttacttaatt acaaattctt aatttcgtat atccgttctt gtaagtttag gtttcttttg
  2139841 agaatgtggt atatttacat gccccgaagt agccgtggat tgtctccttt ccttccttga
  2139901 caatttaggt ttcttttgag aatgtaattc ttttaaatgt tccgaagtaa taccttgttt
  2139961 tctaaaatca aagtaaaaat atacatgtgt acttagagct aagaacacaa cggaaaaaat
  2140021 gataagagaa tgattaataa aatagccata gtcttttggc tcaaaattcc aatactaatt
  2140081 tgaccaatca tataacctaa acttgaaaaa aatacaattt tagggatttt cacatcttga
  2140141 tccgttgttc ctcttaagcg ggctgtaaaa tatttaatcc agaataattc agatttataa
  2140201 acaattaaac tatatgcaat aagcgataga ataaaaaata aaggcgactc tatttttacg
  2140261 aattcgtaag ctaacttttg cacagctata aaactacaaa atgaaatact taatgaaaca
  2140321 aatccagaat atagtaaatg ttgcaattga ggctgccgag gcttataaat ggaaacccaa
  2140381 atcccccata gattacatat cacataaaat ggtaaagcta cgtaagagta tatatcgtac
  2140441 ggtggaaata tgaataaaat gatgagtagc ataaaattca tgataaccca cataaaggcc
  2140501 cctacaatat ttcttatatc aaatggtatt aatattcgta tacaatccac tatgttgttg
  2140561 ccattatatt tgtccattat gcatcccatc catttccttc ctcttcaaat caacatatac
  2140621 ccatatatat actccagata tactaagcac aacagcaaat aaagaaaaga ctaaaattaa
  2140681 gaccgtcgct aaaccgtttt gtgataatgt acctatacat atttgtccaa taacatatcc
  2140741 caaccctgat aaatacacaa ttggagaaat ttttatattg tcattttctt cattgtttaa
  2140801 tcgccttaaa aaacttttca ttccaataga aatcaattta taaattgtaa aaatgtaaag
  2140861 cacaaaagta acaataaaaa acagcggtgt ttcaatttta ataaaggtat atgccatctt
  2140921 ttgaatcact ataaagcttc caaaagaaaa agttattccc ataaatccat tatataaaat
  2140981 gtgtaccaac cttagctcat ttggtttata aaaaaatacc catactcccc atatattagc
  2141041 aatcaaaaga aaaggtaaaa ttacatataa atatatagta aaggttggag gaaataaaaa
  2141101 tggggttaaa atcataaaat taataactac ccataccata acgacactcg atcttgcact
  2141161 gccaggcatc aatttctgaa taatttgttc cgtgcttttt ccgtgatatt tttccatatt
  2141221 aatctcccaa aaactaaaaa attttatcta aagctgctcc gattccagtt ttaactttat
  2141281 cttttatcga atcctgttta ccattatgat tccaatcacc tttgttaaat ttgattccat
  2141341 cagttactat actagatcct atagaaacac caaaaccaat acaagcccca gcaacagttc
  2141401 cgattggacc gccaaaaaca gttccaacag ctgcagctac acctagtttg gctcccgcaa
  2141461 aggcacttac agcagttgta ccaaccccaa ttgctgcata gcctaaagca cttgttttta
  2141521 attttaatca atctttaaga aattcttttg gtgataaaat atgtcttttt acatagtcta
  2141581 tttgctttac ttcggctaga ggtaatgtag tatgtaatct ctaggaaata taatacaata
  2141641 aaaaaatgat tcaatctagt aattgccaac acttataact aaaaactaaa aaaattctaa
  2141701 taacaaaaaa agaaagagaa ttaatttgca tatattttta taataataat gtctcttcac
  2141761 tacacaatct ttatttttta agctaaaaaa atagaagtat cgtcctataa aagacaatac
  2141821 ttccttagtt acttaaaaat cacataataa attactcatt acctcttcaa gcactacatc
  2141881 tagatttact acctcttttt ccgaacgcca tcctataaaa gcatctggtc taattaatac
  2141941 agctcctcca tcacttaaac catataattc gctaaaaata ttttcttgag caataaaatc
  2142001 tccacttaaa ccaacgcgat atacttttat atttactcct aatttagctg aaacagtatg
  2142061 tgctgattca gcccaagaat cattttctgc tccagtaagc aaaacaaaat cgttacctaa
  2142121 taaatcaagg acagagactt ctttctcctc atacattcca ataaaatgtg gtgctcgcgt
  2142181 tccaggtctt ccgttcaact gtactatatc cattctatgt agagtgactg cgtcatctat
  2142241 tattgcatct gaactataat gatacccagc agttacagct aaaccatcca tcttattcaa
  2142301 actgccttcc tctctattcg cagcacgaaa cagtaaacta atcgcataat ctgtcgttaa
  2142361 ttttgcaaca ggatatctct cttcatgata tgtttctaac agttttggtt ttgcctttcc
  2142421 ttttataaca gccgctaatt tccaggctag attgtgtgca tcttgtattc ctgtattgga
  2142481 accaaaccct cctgttggcg gcataatatg tgcagaatca ccaactaaaa aaatgcgatt
  2142541 atcttgaaat tttgtagcag tactttcagc cgctttccac ggtaaaacac ttactatttc
  2142601 cggctcaaca tttgtgcttc caattgcggt ttgaataatt tgtttacaac gttctatagt
  2142661 gaaatcttct ggtcgctctc cttttaatgg atcgtaggat acatgataaa tccaccttct
  2142721 tgcgttatcg actggaatga gtgcaccgag aacttccgga tgaagtacca tagaaaaacc
  2142781 aaatgcatct ccttgcataa actcacttac atccgcttca aaataaatat tcatataata
  2142841 gccaccgatt gtacctcgtc cctccgcact tatccctagc tgctcacgta ttttactttt
  2142901 tgccccatct gctgcaatta catagtcaca atgtatgaca ctttcttttt ctgtttcacg
  2142961 atttcgaatc gttgcgatta ctccttgctc attttgttca taagaaacta attcatgata
  2143021 aaaagataat tctccgccta atattctcgc ttcttgtaac atgatctctt ctaaagtaat
  2143081 ttgataacaa gcagtttgtt ttgatggact aatctcttct attttctgaa gtaacttttc
  2143141 atcattttca tactgattcg ccctcatttg tgccaattct tcctgattcg cctcagctat
  2143201 tgtatgaaca gctattcttc ctcggcaatt ttctaatgtt ttacccgccg atctaattct
  2143261 ttgttctaaa cctaattctc gaaataactc catcgtacga aaagtgattc cacctgcttt
  2143321 tggatgaatt gcagtagacg gatgcctttc aataagtaag tactcaatat tatgttttgc
  2143381 aagaaataac gcagacgcta atcctgataa tccccctcca acaattaaaa ctggtacatc
  2143441 attcgattcc atatacttat cctccacatc attgttctga gctcagtgat ataaatataa
  2143501 tcaaaaaaac aacaaagata tagacttata tttcatttta aattatcata tagatagatt
  2143561 acgccccaaa ttacttttac tttttcatac atctataatc cgtttgaatt gtgcatgtat
  2143621 gcaagagtaa aacgaaagaa ctcactttag tagacaccaa aacaataaaa acatgataag
  2143681 cggtcgtaac cctataaatt atatagggtt acgaccgctt aattttttgg ccaatagctt
  2143741 aacctttctc atctgtaaac aacgtattat taaagccttt tttatccccc taccattttc
  2143801 aacataaaaa tttcattcgt ctcgattttc tttcccaata ttgcagctca tataacaatc
  2143861 atgtagcatt accgtatcga agtaatggtc catcatctta aacctttcga ttaatttttt
  2143921 ggaggtatag tgattgaaat gaataaacaa gaacaattaa atgttataaa aaaagatttt
  2143981 attgattctc aaaaagtatt attggcaatt ggcgatgaaa cacgtcaagc tattttgtta
  2144041 gttctcatgg aaacggaatg tcaaacagga ttacgtgtag gagaaattac gaaacaaaca
  2144101 cacctttctc gaccagcggt atcacatcac cttagaattt tacgagaagc cggtattatt
  2144161 ttaatgcgaa aagaaggtac aaaaaacttt tattatattg atatacgtac aaaattaagt
  2144221 ttattaaaaa atcttgtatt agatatcgaa aagctattgc acaactttta ttaaaatgtg
  2144281 gaggtataag aaatgaaagc gatgataatt gataagtatg gaaaagtccc aatgcgtatg
  2144341 gccgaggtac ctattcctga aataaatgag catgaagtgc tcgcagaaat tcatgcagct
  2144401 agtattaacc caattgattt taaaatacgc gatggaaaag taaagatgtt actgaaatat
  2144461 gaaatgcccc taatccttgg gaatgacttt gccggtgtca tcataaaggt tggatcaaaa
  2144521 gtaactcgtt ttaaaatcgg tgatgaaata tatgcacgtc caagaaaaaa taagattggt
  2144581 actttcgcgg agtatatagc tattcatgaa gatgatatag ctttaaaacc gaaaaattta
  2144641 agttttgaag aagctgcttc aattccactt gttggcttaa catcatatca agcattacat
  2144701 gacattatgc aattacaaaa agatcaaaag attttaattc acgctggatc tggtggtgtt
  2144761 ggtactttcg caattcagct agcaaaaata atgggtgcta ccgttacaac aactgctagt
  2144821 gaagctggtc ccgatttagt aaagtctctt ggagcagatc aaattattaa ttacaaaaca
  2144881 gaaaaatttg aagaaatact aaaagattat gatgcagtat ttgataccat tggtggtaca
  2144941 acacttgaaa aatcattcga tattataaaa agcggcggca acattgtttc cgtttcagga
  2145001 ataccaaatg ctcgtttcag taaagaattt ggttctggat tttttaaaac attcttattt
  2145061 tcattagcaa gtaaaaaact tactgcactt gaaaaaaagc ataatgctca atattcattt
  2145121 ttatttatga agccaagcgg agatcaatta cgtactatcg caaactatat tgaagccgga
  2145181 aaaatcaaac cggtaatcga tcgagttttc ccttttgaag atgcgcaaaa agcaatggaa
  2145241 tattcagagg ccggaagagc aaaaggaaaa ataattgtga aaatgaaata ataataaaga
  2145301 ctccattttc ttaagatggg gtctttatat ttactgttaa atagacatag tgcagtgaag
  2145361 tccttacaat agattgcaag gggaaatatc atattatact tttagctaat tttacaaaga
  2145421 atacatacgt acacatacat aataaaaaaa taaacaagga ggagataaaa tgactaaaaa
  2145481 taatgaagct ggttggaatt tagaccatag ttatacgact ttaccacaat cattttatac
  2145541 agaaatcccc cctactcccg taagttcacc ggagttagtt aagctaaacc attcacttgc
  2145601 gatatctctt ggctttaatc ctgaagaatt gaagaaagaa gccgaaatcg ctattttcgc
  2145661 cggtaatgca ctcccagaag gagctcatcc attagcgcaa gcgtatgctg gacatcaatt
  2145721 cggacatttt aatatgttag gcgacggtcg tgctctttta attggtgaac aaatgactcc
  2145781 ttcaggtaaa cgttttgaca ttcaactgaa aggttctggc cctactccgt attcacgccg
  2145841 cggtgatggt cgtgctgcac tcggtccaat gctacgtgaa tatattataa gcgaagcaat
  2145901 gtatgcactt gatattccaa ctacccgcag tttagcagtt gtcacaactg gagaacctac
  2145961 ataccgtgaa acaaagttac ctggagcaat tttaactaga gtagctagta gccatattcg
  2146021 cgttggtaca tttcaatatg ctgcggctcg cggttcaatc gaggatcttc aatcactagc
  2146081 tgactataca ataaaaagac attatccaga aattgaagct catgaaaacc gatatactgc
  2146141 attgctacaa gaagtcataa agaaacaagc aagcctcatc gctaaatggc aacttgttgg
  2146201 atttatccac ggtgtaatga acactgacaa tataacaatt agcggagaaa caattgatta
  2146261 cggtccttgt gcatttatgg acaattacga ccaaggaacc gtatttagct ccattgatac
  2146321 acaaggccgc tacgcatatg gaaatcagcc gtatatggcc gcatgggatc tcgcgcgact
  2146381 agctgaatct ttaataccaa tcctgcacga agatgaagaa gaagtattaa agattgctca
  2146441 agacgaaatt tcaaaattta gcgtacagta tgaaaaacag tggttccttg gaatgaaaaa
  2146501 gaaattagga ctatttagca acgaagaaca agatcaatca cttattgagc aacttttaaa
  2146561 aatgatggag aaatttaaag cggattacac aaatacattc cgttcattaa ctcttaatac
  2146621 gatcgaaaat acagctctat ttgaaagtcc tgaatttaaa gaatggtaca aactgtggca
  2146681 atctcgatta gaacgacaag aagaatcgaa agaaaatgcc tacgaaatga tgaaaaataa
  2146741 taacccatcc atcatcccaa gaaaccatcg cgtagaagaa gcactagaag cagctgtcac
  2146801 aaatggcgac tatagcgtaa tggaaaaact tcttgaagct ctatccaatc cttatgcgta
  2146861 tgctacagag caagaagaat actgcgttcc acctgtgcct acgaatcgtc cttatcgtac
  2146921 tttttgtggg acttgatggt ttaatatgta aaaaaggtgt gttcatacaa attgtgtgaa
  2146981 cacacccttt ttatattccc acctctcaac tagaacttta aaatgcccct ccccgtttcc
  2147041 ctttctttac tccaaaacaa aattaatact attccaatcg gcttactgaa aagtttgtta
  2147101 aacaaatatt gagaaataaa aatcatattt ctaaatattg ttatttttga tactatattt
  2147161 tataagaata ttcaaaaagc gaggggattt catgaacgtt caactacaag gtaatgaaca
  2147221 aattacaaaa ttatttaatg actggtattt agccatgcta aaacaagatg tgtcccaggc
  2147281 aacaaactta aagcatgaaa ttgaggaaaa ggaactaaat tttgaagaag atgaaaactt
  2147341 agcattatat tattccttac tagactttcg atataaagtt ttagtagata gtttaagtat
  2147401 ttcaaaagat tgttttgata aaatagattc ttacttaatc tcatccaacc atccactggc
  2147461 ttactactat cacttcttta aaggcattta tgcaacttta accacagact ttaacttagc
  2147521 tagcgaacat tatgaacaag ctaagttatt actagtaaat aacactgata atctagagca
  2147581 tgctgaattt tattatcgaa tggcgatttt ccattatcac ttttatcaac caattgaatc
  2147641 cattgaatat gcaactaagg ctaaagcgat tttcgataaa catactggct acgaagttaa
  2147701 agttggatta tgcaaaaata cattaggtgc ctcatttgta tatttaaaac aatatgaaca
  2147761 agcggaagaa caatataatt cagcaataca ccttttacaa aaatctaatg aaaaagaatt
  2147821 aattttaagt gtacgtaata atttgggttg gttatatgcg agttaaaacc tctccacact
  2147881 cgcaatccgt cacctatcag aagtaactga aaagaaacct acacatttca aagctctctt
  2147941 cttgcaagca agagaacact ctaaactaga tgaaactagt attgctgaag ggttaatcca
  2148001 aaaaggggta aaaatttgta ctgaattaaa taatgaagaa tatatatatc attttaaaat
  2148061 tctaaacgaa ctaaataata atgttgcttc tgaagaatta gaaacaatta ttcttaaagg
  2148121 aattacgttt ttcgacaaag aattattata taactacact caagaatact cagaaaaatt
  2148181 agctgttaaa ttttatagtg aaaataacca cattaaggca agtgaatatt ttcataaagc
  2148241 gttacaagca aaagaaaaaa cgtttgagaa aggggcattg aaatgattaa aaaaattagc
  2148301 tctgtttttt taggactatc tgttttcggt attctagcta ctggtattca tagttcattt
  2148361 acataccaag cgggtcatgc tgatcttcct gcaccacaaa gacctgacct tgttcaatct
  2148421 gttgacgcaa gtaaagacta caactcaaca acaacagctg aaaaagcact ttaaaaaacg
  2148481 gaagaccttc aattaagaag gtctttttaa atacgcttat ttagaatatc tccctttgat
  2148541 gtagacttta ttttctcatc aactccgcaa tccccctact cccctcacta ccaactttct
  2148601 caagttcctc cacaactaat tttcttcttg ccacagaatg attttgactt aatttcgctt
  2148661 ttccttctat tttactaatc ttaattttaa aaccaactat ccctttactt aatccttcca
  2148721 tataattcgg gtctacatca ttaagtgaat aggtactttg tggatcttca tatgtatcta
  2148781 ctaaatcttg aagagaatct attaattcct gttcatcctc aacaagttct aattcaccat
  2148841 atacatgcac agcaacgtaa ttccaggttg gtactgcatt ttttgtttca taccatgacg
  2148901 gagagatata actatgcggc ccttgaaaga tagctagtac ttgttgagtc ccaatatctt
  2148961 tccattgttc attcggccgt gcgaagtgac catgtaacgt gagtgtttcc ctatttagca
  2149021 acaacggtaa atgcgttgca tatggttccc cattatgttg agaaaataac gttgcaaagc
  2149081 tattttgttc cattatttcg tacttcatct tttcatcttg tattgcaaag tattttggta
  2149141 tgtacataat ctacctcttt tccggtcttt tatttctcat tatatttaag tcttgtggca
  2149201 ttcaacaggg ccagtttgta tttgttttat aatggcagcg ttctatttca aaagaatagg
  2149261 cagcatgtat tccatgccgc cttagtttat cttttctaat atatttgtaa taaatgccgt
  2149321 cttaccttca ctatagctcg ttctactttt tgtctctctt gctaactctt cctttaaatg
  2149381 tccatattca acagcaacat cttcatattc acgaagataa tcccgaaacg ctatatgtct
  2149441 tcttagctct tcactttctt tatcacacac atacaaatga tgttccatcc aatctgtact
  2149501 ttctccgtcc cacggaacga aagcgtcctt tctgccgaac gcctctctcc ctttgtaact
  2149561 ccattctgcc tgatgatagt atcctatcgc tcctagcttt gttactactt taggaaaaaa
  2149621 accataatct tctattacaa tatcaatatc taatactggt tttgctgcaa gtcctttaat
  2149681 agatgtactc ccaacatgtt caatggataa aatgctgtct tccattacat cattaatgag
  2149741 agtttgtaac ttattaaatt cactttccca tttgatgtta tactcttcga tagtaattct
  2149801 ctgtttcaaa gtatccctct cctcaaaagc aattataacc tctgaatatg agtaccctta
  2149861 aactccgtct catatttcaa tccatatcca aacattcgat ccattccaat atgcgctgtc
  2149921 catattaaac caatcattat aacggtatct accttaaaat aaacacctat gataacaatt
  2149981 aatatcgata taatatacgt gtgaaataga ttataaatgt tagcaccaat atgattattt
  2150041 atcccataag ctaacattga taaatccggt gctaatagga atatcaaaaa tataatccaa
  2150101 ctaaattcat ataatgaata catataaatc gtagctacga atacaactaa gccttcaaaa
  2150161 tgtacaatgc gtttttgcat tctttatcat tcctattttt ctatatttac cgatacattt
  2150221 tcatcactaa aagtattctt tgcatttttt gaccaaatgg ttgctaatat tggccctgca
  2150281 atgttatgcc atactgctgc taatacactt ggaagtgcag cagctggtcc aaaatgtgct
  2150341 gttgccagtg caacgcctaa gcctgagttt tgcattccta cttctattga aatagctctt
  2150401 cttgtccctt cgtctagttt aagtatgaat gctgttatat acccaagtaa aaaaccgaaa
  2150461 gcattatgaa gcataacggc aatcaagata agaagacctg aagaagtaat actacttaca
  2150521 tttgctgaaa ctaccgctga aacaataatg ataattgcta aaactgatat gaaagggata
  2150581 acggtcattc ctttcgtaac agttttcggg aaaaacttct tcactactaa tcctaaaata
  2150641 atcggtatga taataacttg tacgatagaa agaaacatag acataggatt aaccggcatc
  2150701 cattgtcctg caagtaatag taaaataaga ggtgtagcga ttggtgctag taacgttgat
  2150761 aatgacgtca tcgcaataga cagcgctaag ttcccttttg ctaaataaac cataacattt
  2150821 gatgcagtgc cacccggtac tgaaccgagc aacactaatc cagctgctaa ttcggctggc
  2150881 agattcataa cgtaggctag tacgtatgcg acaagtggca taataataaa ctgagcacat
  2150941 acaccgataa taactggcaa tggttttgta gcaatgattt taaaatcaac agcctttaat
  2151001 gttaacccca tcccaaacat gacaaccccg agtaaaatcg ttatgtaact atttaacccg
  2151061 agaaatggag cgggaataaa atacgcaata gttgcaatac aaataaccca aaatgcaaaa
  2151121 tactttccag ctatattact tatcgcttct agtactttca cccaatcagc tcctatcctt
  2151181 taattgaaac accttattcg gattcaaaat attttgcgga tcaagagctt tctttatttt
  2151241 ttccattacg aataatgccg ccccatgttc ttcttcctga tacttccgtt ttccaatacc
  2151301 aacgccatgt tcccctgtac atgttcctcc tcgtttaaga gcatatagaa cgatactttc
  2151361 atttatttca tccgcttttt ccacttcttc tttatcgttt ggatcaacca ttaagagcac
  2151421 gtggaaattc ccgtctccta catgaccaag aataccacca acaagaccat tcttttctaa
  2151481 tgtctctttc gcttgttgga tagctccagc taattctgaa ataggtacac atacgtctgt
  2151541 actcataagc tttttaccag gatagctatg aacgtaagca tatgctagat tatgccgtgc
  2151601 atcccataat ttatttctcg ctgccgtttc cgtttcaaaa gcaacttctt tacatttatg
  2151661 atcaaaaaca atttccttcg taaattcaac atcttgcttc aaccctgctt cattaccgtg
  2151721 aaactctaaa aacaatgtag gttcttctct gtaacttgtt tcactataat gattgacttg
  2151781 tttcatagat agttcatcaa cgagttcaat tctcgcaatc ggaatacccg cttgcaatat
  2151841 gttaataaca gcttcaactg catcatttat agccggaaac gatgctcttg cggccataac
  2151901 atgctctggt atgccatata cttttaatgt taactctgta aagcatccaa gcgtaccttc
  2151961 tgatcctacg aaaacaccat ttaaatggta acctgatgac gacttcgcag ctaaattccc
  2152021 agtatgtatt acttctccat cagcaagaac gacttctaaa tcacgaactt gatcacgcat
  2152081 aacaccatac ttcaccgctg tcgttccact tgcatttgta gcagccattc cacctaacgt
  2152141 tgcatctgcc cctggatcta cactaaaaaa caaaccgtat ttcttcaatt ctttattgag
  2152201 ctgagaacga gtcactcctg gctgtacttt caccagaaaa tctttctctc ttatttcaag
  2152261 aattttgttc attaatgaaa aatcaactgt aattcccttt tcataaggga ttacatgtcc
  2152321 ttctaaacta gaacctaccc caaacggaac gacaggtgtt ccgtactcac tcgctatttt
  2152381 cattatggta ctaacttctt ctgtcgtttt cggaaaaact actacatcag gtaaactact
  2152441 agcatgataa gattcatctt tactatgtaa ctctcttact gtcgtattga ttactactcg
  2152501 atcttcggga agcacaccct ttaatccatt tactaaacgc tctactgtta tttccatcgt
  2152561 acactctcct actctctata aatttgaatt acaaaatatg ttaagtgttt tatacataat
  2152621 aatccgaaaa atcaaataat tcaagtttta catatacgaa attcatttct tactttcgaa
  2152681 taaaaaaaga acttgcaaca attactgcaa gctcttttct ataaaactat attttaaatg
  2152741 acttctttat taacaacata aaccaaatta aagtaactgc catcagcgaa tgagaaaacc
  2152801 caacaatata agttaaccct ttaaagtccg ctccatttag ctgaagaagc cctcttgctg
  2152861 ccaatgaacc taacattaaa attaatgcga tattatgtac aacaaaccac ttattaaaac
  2152921 ttttcgcttc atgaaacgcg aatacttttg ctaaccctaa agcaattaaa aagaagaaaa
  2152981 aaccaagtac aagtgtatgt gtatgtaaaa gatttaacaa cgtagatcct acaatcccct
  2153041 tatactttcc atattctcta gcgaaaattc ctgataataa accgataatc aaatacgtaa
  2153101 acgatgcatt atataatttc ttcattatat acctccttga gtagaatgtg tagtgtgtca
  2153161 tatttagtaa taatgatagt tatatagtaa aaactcctag tcacctagga gtcattgtat
  2153221 aagcatctca ctctttacaa tcaaatctaa ttataaaata tccttttata caaaacaaac
  2153281 gaactttatg tgaacaagca tttctcctat catgaaataa catataagag tgtaaagaaa
  2153341 tgaaaaaaca cctcaatcac tccctaaaag aagttgattg aggttcttaa gaatcaagct
  2153401 tattttgaag ctatatcaaa gatggttaaa taaaacaatt taattatttt agaacaaata
  2153461 aataataata gattaaaata tatgggataa cttaaaattc acatttgttt tatagttaaa
  2153521 atatttatcc attttaattg caccactttt ccctatctct agtgcttttt caaaattcat
  2153581 cttaatccaa aataaattac ttaatatgga attgctatct gcttctatct tcaaatagtc
  2153641 ttcaccaggc ttaagtatac gattatcgtt tcggtggttt gttgaaacta aaatacaccc
  2153701 tgtcgccatt gcatccgctg cagcagtagt tggaaaccca tcaatagcaa atttatcttt
  2153761 tgtactacaa ctaataaata catgtgattg ttcatataat tgttttaatt tttctaaatc
  2153821 taacataccc caaaaagtat aattgttgtt tgttaataga tgcaaactat tttcccagtt
  2153881 tcctacaata tgtaaatgaa attgatcatc aagtttatta aaagcttgcg ctaataaagg
  2153941 aaaccctttt ctttctgcat tgtgagccgc aaatatcatc tgtattggct tagtactaac
  2154001 cttttgatta taatgataaa attctgtatt aattatccct ggaacataaa tactatttgg
  2154061 aatagtattt aatacctcat tcgcattcga gaatactgtt ttacaatgtt tagatactat
  2154121 atttaaaaac tcaacagaag tataagggtc tagtcctcca cctggatata ctgtagtatg
  2154181 aaggtcaata tgattttcct ttaaaaaagc agctatatta aggttagggt ttgctcctgg
  2154241 catatgtgtt ccgtcaggaa gataaccagt acctaataaa ctcaaaacga aatttaaaaa
  2154301 aacacagtat atatcagtaa tcccttcttc tttcgctatc ttattgaata attgaaaatc
  2154361 ataaactttg gtcgggaaat catctgtata tacctcagta gaaaaaaagt gtatccggtc
  2154421 gttctttata gatttggtaa ttctcccagt aacgaaatcc gcttaacttc caaggaaatt
  2154481 tagtatcaat taccgcgagc cgcctattgg atttactctt cattttcatc actcacttcc
  2154541 atcttttctc ttgcaactgc aaataagatg gtttcttgag cattgacggt atagtgtcct
  2154601 aaataaaatt gatatcccaa attcaaatca ttaataaatc tcataacatt aacaaaatca
  2154661 ctgatttggt gataaatcgc aatagcaagc gtagggcgaa atgtagttat agaatgaata
  2154721 gcgcctttta atgcattcat ttcagcacct tcaacatcca ttttaataaa atctaattta
  2154781 tgaagtttat gttctactac caagttatct atggtgatgg tactaacttt atctgtaaca
  2154841 cctgattctt ccgaaaacgt aacaaaactt gcagcgcctt gatctttata atatagcgaa
  2154901 gtatttgaaa cattccaaag agggtgtttc acaattgtaa tattattttg aagtttttca
  2154961 tttaaattga tgtttttcga cataatttct aaattacttg gtataaattc aattgtgtaa
  2155021 acatgacctg tttctccaac ttcatgagca aaataaagcg cagtatctcc aaaacaccca
  2155081 cctgcgtcaa taacaacgtc cccttctttt acttttatta caggtgaaat tttattatat
  2155141 tcatattgct tatctaaaaa agttgcacta attcccattg gaacataaaa tagccgtaaa
  2155201 ttatacttta aaggggtcaa atcaaacaat tgtagcgtcc agttatgata atttgtttgt
  2155261 agtgtttctg aagaatggat gaggtttgga atagattttc tttgcttcca ataatcaata
  2155321 gtattcaaag gcatcttgac tttatgattc cctaataatc gaaatgtcag aagtttaatt
  2155381 aataactctt tagaaaagga gtcgttcagg ttaaaatata attcttctag tccttgtaag
  2155441 tgcttcacaa tttcttcttt ttcattttga gtatttacca caattgaatc aacagaaggt
  2155501 cgaacatgca taagttcaaa taactctata tcgatattat agtaataatg gttctttaaa
  2155561 caattgagaa gttccattat aagtgtatct aaaaattcaa aattagaaaa catcttatcg
  2155621 ttgttgttaa tctgaattgc acgttctgct aaaaataata attgattcga tttttcatat
  2155681 aatgcagcat cgttagtcat tttcataaca taagataaat aattagctgc taaatagtat
  2155741 cgcccactag aatagtaaat ctcacctagc tgtaatagtg ttttacaatc attaatattt
  2155801 gcaatcaaat tttttctcaa ctctacctct gataaatttg tttcattttc cattattaaa
  2155861 gttcccaccc ttcttttaac acaaattaca ttttattttt ttagatacgc atgttttgaa
  2155921 tttatttctt atcattgtta ttatgtgaga cacccttata agatattatt cttaaagtac
  2155981 aaaaatacat gttaaaacgc tagaaagaac ctctgtacaa attctaaatt tagtccttta
  2156041 gctctttaca tatctaaata cattcaactc atataaagta tttcaattaa gaaattcaga
  2156101 aaaaaacgtt atcctttttc tactttagtt taattagaaa gaataacgtt ttcttacttt
  2156161 atttaagaaa gggatagtaa tcttctttat aacaaataaa actacatata aaaactgctc
  2156221 cttacataat atcccctcat acacacgtat ctttgtttat ttttttgaga aactctgtaa
  2156281 tacaattttt taaatactca agagttcata ctttttaaaa attcattttc taattctact
  2156341 atctttcttt tacgggcttt tatttttctt acaggtaccc caacataaat ataccaatca
  2156401 tctaaacttt cttttaccat gctcattgca ccaactgcca ctccttctcc tatcactaca
  2156461 tttggaaaaa taatagaatg cgcaccaata atcacatgct ttttcaaaat aacttttcca
  2156521 gttttcacat ttttatattg atttggaata gtaggcccca ttaatgcatt tccactaaaa
  2156581 tcatcaatgg ctgcatatac aattgttctc gatgaaatat ttgcaaagtc atacatttca
  2156641 atcccaactt cccctccata taacgctgta tacgctgcta tatgcgagta acttccaatc
  2156701 gttactttgc cacttaaaat acaaaagtca tcaatcctta cattattacc aactgatata
  2156761 acacctggat tatatatact tgctttttta ctaatcaata catttttccc aacagataaa
  2156821 aatccaattt tctttagctc ttcttgacta taaaaactat tcatctgtcg acaccacctt
  2156881 ctgcattaaa cacattataa tttgctccac tatttcttgc gtcattcctt cccataaagg
  2156941 tagactaatt atttgttttg ctattttatt tgtatttgtt aaatctgtag atttatagtg
  2157001 tttaaagaaa tcttgttggt gacaagatgg tgaaaaatat aatctagctt ctatattttg
  2157061 ctttttcaat acttctatta cttgcgtatt gtgaattttt tctgggcaga gaataggcat
  2157121 aaattgatga ataactgctt ctgtcttttg aacttcccat ccttttttca ttaatcctgt
  2157181 actttgtaat aactgtgtat accattcgga gatacgattt cgttcttgca ctttttgatt
  2157241 ccatttattc atcgttgcga ttccaatagc tgctgcatac tcagtcattt tgcagttaaa
  2157301 ccccatcatc gtacattcac gattatgatc aaatccaaaa ttacccattc tttttatttg
  2157361 atttatctct tcttcattat tgctatatat cataccacct tcaccaattc cgaaaggctt
  2157421 tgttgcatga aagctatata ccatcattcc actaaaattc tgaccgtaat gtataccctc
  2157481 atgcattaac ccaaaccctg gtgccgcgtc tacaacaact ggaatgcctt ttctttctaa
  2157541 ttcttcatat tcttttaaat ccatccatga tccgaatgtt gcatacggaa ccactaccgc
  2157601 tacttcatct tttaattcat caatcttatc taaaagtagc gttttatcca tacaccaatc
  2157661 atctaatgaa acatcaataa aataaggttc taatccacac caaatagctg ccaatggagt
  2157721 agctgggaat gtaaagctag gcatgagcgc atattttcct ttttttcttt ttttaaattg
  2157781 aattgctgcc attaacccca gtgttgcgtt tgctactgtt gtaacagccc ctttactatc
  2157841 gaaaaattcc gacataattt tttcttcaaa gtgttgattt aaaggtccat aattcgtata
  2157901 tatgtgggat atatcaattt tctccaattc acctaaatac tcattcacag gtacaattga
  2157961 cgcacgtaaa aaaggaatac tattcatatt tttctattcc tttctatcat tttcggacaa
  2158021 tatacagcat atccgtttta gataatccaa atttcctagc aattttcatt ccttgtttct
  2158081 cagctatgtt atacaattcc accttaaatc ctgcatctgt taatcgttga ataaaacccg
  2158141 atcgattata aatcctcaca tgatcttctt gaccaaaagc tatttttctc aatattgggg
  2158201 atacgataga tttattctct ataatataat ctacattcat tacgattggt acttgaataa
  2158261 ttccccaccc atttggtttt aatactctat ataattctcg cattgctttt tcatcatcta
  2158321 taatgtgttc taacacatga ctacataaaa tcacatcaaa ggtattattt tcgtatgcaa
  2158381 ttcttgtaat atcaatttcc tccattacag aatcctttgg ctctaaatcc ccacatacat
  2158441 aagtaatatt tttatactgg ttaagccatt ctcttacctt tacttcaggt gcaatatgaa
  2158501 gcattgtata attctcactt aacaaatccg tttccgtttc aatgtacgca cgatataacc
  2158561 tttcacgatc cattgaatag caaactggac agatacctgt atatttattc cacatctcaa
  2158621 attgatattt taaaaaatcg taatgtgctg gccaagggga aaattcccca aatccttgat
  2158681 tacaatattg acaataacaa atctctttct cgaatatatg agtaactaat ttatttaatc
  2158741 cgatttttat cttttcatta taaatttgat taagtcctcc acttctaact gcatctttaa
  2158801 gtataaaacc cgcattctct aaacaataag ataagctctc tttataatct tgttcagaat
  2158861 ttaaaaatcc actattatgt gcatccgtaa ttaattcaat ccattcttca attgtcatta
  2158921 atataaagtg catttgcttt tgattttgcc cactatgttg tctaaagtaa ctaagaggtt
  2158981 cttgtatata tactactttc cctttcctca tcatatctag ccaagttgca atgtcattaa
  2159041 tggctgaata cgcttttccc ttaaaataac caaacttgcc tccaaaaaaa ttacgattaa
  2159101 acaaaaccgt tgtcggttct ccaactacat ttttcaaatg tttcaacata taattcccta
  2159161 gtgcttctcc ttcaaaaatt gtagtttctg tggcaatttt cacatttaag gttgagggag
  2159221 gtaatatttc tccattctca tcaatcagtt cgcgatatga cgtcacaaac gagatatttt
  2159281 ctaattccaa aaaatatttc atcattcttt caatcttttc atgatgaaac aaatcgtcat
  2159341 ctaataaaaa atttatatat tcaccagtag caagctctat gcattgatta aaattttcag
  2159401 ctactaatgg cgtttcattt ttcacatatg ttatataatt atattctttt aagtatggct
  2159461 ggatcattac tttaacttca tcatttgtac tatcgtcaga tataataatt tctatatttt
  2159521 cataggtttg gtttaaagca cttttaaggg ctaattctaa gtaatgaggt ctattgtagg
  2159581 caggaataag tatactgact tttggaagat gcgaactgtt atttatatgt tgttttttct
  2159641 tttctaaatt tattttcttt aacttaattt gttgataata gtccaatgaa tatagtatgg
  2159701 atgatggaac gattcttctt gcatagtcta gaaaattagt aatagcttta tctaactcct
  2159761 gttcagaaga taagaaacca tatttttctc cagctataat gccatgcgaa aaatcttcta
  2159821 atccatccat aagctgattc gatttattca actgctgatt tgaatgtaat cgaaagtaac
  2159881 tgagtgtttc cgctatatat actgcttttc ctttacttag taaggataac catgaagcta
  2159941 catctacgtt acaaagatac cgtctctgat caaacatacc atacggttct gttaaatcac
  2160001 ttttacggaa taatactgtc gtcggctctc ctatataatt cttttgattc gtaattacca
  2160061 gatttcctaa ttgtatcccc tctataattg tatctgtatc aaacaacggc atcgttgaat
  2160121 aaacatctgg caataggttg ccttccccat ctattacttg acgatgcgat gttacaagct
  2160181 taatttcatt atctagatca tttaaaaagt attgcatcat tttttgaatt ttatttacat
  2160241 gaaataagtc atcatccatc aagaaattta tatattcacc gttcgcctta ttcaataaca
  2160301 taagtgcatt ttcaaattgt ccaaaagttg atctattttt tatatagata atatttgaat
  2160361 gcttacataa atacttttgt aacacctttt ctgtttcatc attcgtacta tcatccccta
  2160421 taataatttc cacatttgga tatgtttgtt ctaacacact acataatgct ttttcaaaat
  2160481 aatgcggacg attatacgta ggaattaata cacttactaa cggcatttta tttatgttct
  2160541 tttcatttgt accattactc attatactcc tccgcttttt tatttatttt catttaatgc
  2160601 taatacaaat gtagttctta gataaaacag ctctgaaaga tattttaaga atcaaataaa
  2160661 tagctttaaa agtagcatct gtgtgggcaa ttgtaaaata caccccaata cttttttatt
  2160721 tattggtgaa acgcggtact cttttttcaa taaatgcctt taccccctcc ttcacatctt
  2160781 ctgtttgaaa cactttccca aaataacgcg cttcgatctg aagcccttct tgtaaaggta
  2160841 ctgccaaacc ttcacgaatt gctaacttca tataggaaag tgctggaaga gaaaattcac
  2160901 ttatatcttt agcaatctct tttgctttat ttaacgcctc tcctcgagag gtaatgtagt
  2160961 taactaaatt tatttctttt gcttctttcg ctgtaattgg ttttcctgtg aacatcatct
  2161021 cttttgcttt tccttctcca attaatctag gtaagcgctg agttcctcca gccccaggaa
  2161081 atagacctaa cgtaatttct ggtaatccaa ttaaggcttg ttcttctatt actcttaaat
  2161141 cacaagcaag tgctaattca caacctccgc ctagtgctaa cccattaata gcagctatag
  2161201 ttggtttaga caaattctct agttgattaa gaggcctttg taattctatt gatttcatct
  2161261 cagcatattt ttcacctttt cctatccaac ctggaaattc ttttatatcc cctccagcta
  2161321 caaaggcttt ccccccaatt ccagttataa ttacgactgc aatatcatcg tccatctcta
  2161381 tttcctctaa tacatttatt aattgttgca ctacttctaa acttaaagcg ttgactggtg
  2161441 ggttttgaat tgtaatgact gcactactcc ctttcttact gcatattact aatcgttcat
  2161501 ttttcataaa aagtcccctt ttaaatccct aatttttctc aagttcaagt ttcttcgatt
  2161561 tattcactat tatcctgaat tagtgtatat atttcccttt ttagaaatcc atcaatttat
  2161621 tgtatgtact gcagaatcat aaaatgagca atcctttctt agtctccttt tttaatcact
  2161681 tcgtatcttt aaattattct actaccatat taatcatctt tacattcctt cggtttccgt
  2161741 tacacagttt ctagggataa aataagtgga caatacaaga aataccctat cgaattgact
  2161801 ttttaattgt ctattcgata gggtacactt ttcctttttc atttactact tcacttctac
  2161861 cgtataattc ccaaatccac caccatactg atacacatgt aaataatact tacctggata
  2161921 cgtgtagtaa cttcctacta acttattccc ctcttgctgg gcatacgtaa tatagttatt
  2161981 taaatctgct tccgaataaa gaacccagtt tactccgata ttattttcct tcgttacatt
  2162041 aatttgcaga tttttcgccg tttccacatt tatttcaaag aaatcactcg tatcaccatt
  2162101 tcctaaactt gcgcgtaaaa cttgattgaa ttgcagtgta tttgctgtct ggaatgaatt
  2162161 gtttggttct ttttctacac tgttatcttc tttcttttga actgttacat tcgttgtaac
  2162221 agtattcgtt aaccctttat catctgttac tgttaatctc gctgtatatg ttccttcttt
  2162281 tgtatacacg tgagttggat tttgttcatt gcttacagta ccatcaccaa actcccattt
  2162341 ataagcaaca atttttccat cttcatcttt tgatccatcg cttttaaacg aaattgcttc
  2162401 atttacattc ccactatagg gaccatttat aaccgcaact ggtgctttat tcacagcgcc
  2162461 ttcttctgta ttcataccat ggaatacaac gtcatattca aattgtcctg atgcattcac
  2162521 acggtaattt acgaaataag ctgttactgt tttatagcct gtccattctt ttgcacttaa
  2162581 acgttttaac gtatcattta cgttttgtgt aattgatttc cagtcttcat attctccttt
  2162641 tgcagtcgta cctgtatatg ttccttgcag tgtaaatgta tgaaagaact gtgatttatt
  2162701 tttcttaact gatacattac ttaatttcgc ttctgccgta atttctgcca caatatctga
  2162761 gactggtttc ggtgcgtgag ttgctaaata atcatctgat actaatggaa cattatattt
  2162821 atcacgattg tcgactaaca tttgcatata gtcttgatac tctttattta aattcgcatc
  2162881 tttacttaat gcagagcgat atgcatcata tgctgttaca tcattttttc taataagatc
  2162941 atgaactttg tcaaacatat catatctctt attgtacatg tacgattgta aagcgaagga
  2163001 ataattataa aaatcccatg ttccgtactt tgcatttaac gttctctctg ccgtataacg
  2163061 ttctgccgga tttgaagata ttcctcctat aatgctcttt ctcggtacaa cattatctgt
  2163121 tctcgttgca cctgcaaaaa actctgcatt gccttcttca aaccaagata atctctcatt
  2163181 ctcataaatc ttaccttgtc cccaaagtcc tggcacttca tatctacctt gtaagtaatg
  2163241 tgtgaactcg tgccggaaca attcctctaa actataaata ctttcttctg gcgtacgctc
  2163301 ataagtaaag aacgtacctg ttccttctat ataaagaccg ccgttattcg tttcataccc
  2163361 gtacaattga cggttaaatt gatattcagc tgggctatta taaataacca tcgttaatac
  2163421 atcatcagca ttcccttttt ctaacggctg gtcactttca accgtacgat ggaattgagc
  2163481 cttcacttct tttgccgccc aatatagacg ttttactttt tcttctgtca ctttatctcc
  2163541 agcttttaaa acaattgtcc catcgtcaaa tgtatacgtt ttcggtaaat atttcttctt
  2163601 accatcttct cgtatttgat ctaaattcac aacgtttcca tttgcatctt tcccgccata
  2163661 attcgtcgca atttgctcag ccgctacgaa atattgctcc cctaaatacg gatacatttt
  2163721 catggcatct gttacaactt gcaacccttt cgtccctgta ctatggaacg taccaagtct
  2163781 acctgtataa taaataccat tattaataag ccaaccattc ttctctgtca ccgttccaat
  2163841 taaagcaaaa cgacttaatt cattaatata gctatcaatt ttttgatacc atactgtatc
  2163901 tttcggtgct tttctcgtat cgtacaaata cgattgaata tcgtagtcaa cgccttgcat
  2163961 aatatcgtaa atcgcatttc cagctgaaag attatctacc catgtagaaa aattatcatt
  2164021 atattgttta aaaatctttg cagctgatgt tatcgtttcc acatcactcg aagcatttcc
  2164081 tattaatttt ccgtatgatg atacaactct attttgttct aacgtaccga gtttgaaatt
  2164141 cgcgttattc gcaatcgttt ttaatgcagg taagcattta tcatgatagc tccgctcatt
  2164201 tagtttactt aattctgtat gataaaaccc taaataaaat cctgatcgta atacctctac
  2164261 taaagtttca atccctttgg aatcatcttt cgtataatct tgtccttgct gcttcaattt
  2164321 atcaataatt gcctgtatcc tactatcatt ttgatagaag gcaagactat ccttgttaaa
  2164381 ctgaaatagc ccagtaattt gctcccaatc gattgttaca agtaaatcta ctaactgctg
  2164441 attgcttaat tgatttaact cagcaattgt ataagttttt gctgtagcta attgcttact
  2164501 ctcctttttc aattcaggcg gtctttgcga caaatcagca aattgtaacc tcttctcaaa
  2164561 agacttattt tcaagtactt ttgatgaatg agctaattct tgtactggta attgtacacc
  2164621 aactggttcc attttgagca cattccgata tgaagcttgc tctccctttg taccttctgc
  2164681 caatgcgccc ccttgaaaac tccctaacat taaactagca aaacttaccc ctactaacac
  2164741 tttttttgaa tagcctttca tgctctcccc taccttacat tttttagtgt acctcaccat
  2164801 tattttacta tttttacttt ttatactgta ttgagaaaaa ataaggtaac gttcacacat
  2164861 gtatccatac catgcaaaat taacacttga ctttatgtgc gttttatatc aaaaaaagat
  2164921 agataatagc gaaattcccg ctacatctat cctcgttttc aaaactatga ttttaacttt
  2164981 atgaatgtaa cttctggtaa tgtttgcata tgctgaataa actcattctt ttcttctgac
  2165041 gatatgtttt tcagttgcat ccctacctta taaactattt ctgtaccttg ctgtgaagtt
  2165101 tccacttcat atgaaagtat tggaatgcct ttcacttgta gtgtttctaa tatttgttgt
  2165161 actgcttcat gtttatttat acacatttgc accgttatat tttgcggaaa taaaaattgc
  2165221 accttaaaaa tacggcttac aatctctaaa ccaattaaaa cgagaatcgt cgctccaatt
  2165281 cctactacat acataccagc cccaattgct aatccaattc ctgctgtagc ccataaacca
  2165341 gctgctgtcg ttaatccttt caccgcctgc ttttgaataa taattgtacc tgcacctaaa
  2165401 aaaccgactc cactaacaac ttgcgctgca atacggctcg gatcaagtgc catatgttct
  2165461 tcattcatac tatctgaaaa agcatatttc gaaacgacca ttattaatgc actccctacc
  2165521 gctactagga aatgtgtttt taagcccgct tcttttgatc gaatttccct ttcaataccg
  2165581 attattgccc ctaacaaacc cgcaacaccg attcgtataa tgaaatcaaa atttgcactc
  2165641 acgagccctt ccccctttca ttcattatag atagataaaa taaaaattat cacatacatc
  2165701 catttatcga tatgaaggaa ttttactaaa atatacttaa tacctaggcc gttttatgtt
  2165761 aatattttaa atattaacat aaaataaata acttctaatt ttaaacatcc aatcattttc
  2165821 ttgaaaaaac aaaggtggat aacatgaaat gaggttgaga aaatcaagaa aacgctttca
  2165881 ttttgtgtcg taattttttt atacatacta cataaataaa ggagcttatt aacaatgaac
  2165941 gtctctttac ttacacctac taccgattta caagaagaat acttagattt ttataacgaa
  2166001 tggaaagata gcggtgaaac gatgattccg tgggttatta caaaggatcc ttctaacttc
  2166061 cccgctatgg tacaagaatt actcgatgca cataatggaa taaatcttcc tgactcttgg
  2166121 gtaccagatt ctacgtattg gctcgttaca gatcataata ggattatagg agctgttaat
  2166181 atacatcata gtttaactga acatttattt aacgctggcg gtcatatcgg ttatggcatt
  2166241 cgcccttctg aaagaagaaa aggttatgct acgaaattac tagcattatc actggaaaaa
  2166301 gcgaaggaat taaacatcac gaaagcactt gtcgtttgcg atgaagtaaa tactgcttca
  2166361 gaaaaaacaa ttttacataa cggcgggctt cgtgatgatg atttcactga ggaagacgga
  2166421 aatgtagtaa gacgtttttg gattgagcta tgatgaagtc ctccaatgaa aataatcttg
  2166481 ttatagagaa gtatagtaaa aataatgagc tacaagtaaa acaacttatt gatttatata
  2166541 atgaagaatc gtatctattt cacttattac gagataataa aacaaaatgt gcgtatgttg
  2166601 cctactataa aaaagatgta gtaggcatct ttttcacctg gggcagtaac ttccatccat
  2166661 actgcacata ctttcgaata tatacgaatc ctttcctttt aacccttgtc ctacttggat
  2166721 tacgtatcaa aaagaagcga gaaagtgatt atacactttc tcgcttttct gatgctactt
  2166781 ctatttcaaa ctgtactgta ataccactcg gatcgactac agtaaatcca tttgtaattt
  2166841 cgtgtatttc atgctgtttt tctattaatc tttcttttac ttcatctaat gcttctttat
  2166901 gcggtaatac aatcgtatat accttaagtc cagttgcatg tgctggtgga tgcggattat
  2166961 ttactccgtt ccacgtattt gcgcctatat ggtgatgata tcctcctgca gaaatgaata
  2167021 agcagtcatc ttcacgttgc tgcacttcaa agcctactgt atctacataa aagtcatgtg
  2167081 actcttctac gttagctatt cgtaaatgta catgtccaac gacagtatta gcaggcaatc
  2167141 catcaaactc ataatcaaca agcgttgcta gttcttttaa atcaagcggg gtacttcctc
  2167201 ctggcccatc tccccattga tcacgcggac gatccgcata aatttcaata ccatttccct
  2167261 ctaagtcttg taaataaaac gcttcgctat acgtatgatc gcttgcgcta ttaaaccttg
  2167321 aaattggtaa aatttcattt gaatatgtat aacgtccctc ttgctcaacc ggactatcaa
  2167381 ttacattctt attacgaatc acatcaaata gtgcagaagc aaacgtctca cgagtcggaa
  2167441 ctaaaaaggc tacatgatat ataccagtcg tacgcggttc ttgcagtacc ccgtcctcta
  2167501 atttctcaag aactagtaac gtgttctttc caccttttcc aactaaatgc gctttatttc
  2167561 cctcttgttt cattacttct aaccctacta cattctcata aaaagcaatt tgacgctcta
  2167621 aatctttcac tttaaattcc acataaccaa tacgtgtctt cggatgaatt tttaccatga
  2167681 ataacttcat ctccttatcc caatatattt ctatttcata taaccgttac tatgaaggat
  2167741 acaactaaaa tcaccctatg taaatatgaa aagtcagaat ttatacacat ttttattttc
  2167801 gtaataaaaa agccacctct tctagttttt agaaaagatg actttataat tcttatctca
  2167861 ttttatgtac ttcagcaact aactttccgc cctgaatacc catataaagt ttcacaggtg
  2167921 catcattcgt attttcaaat actaagtcta agtatggata tgcaattgta gcatctcttc
  2167981 cctgtggaac gtaacctacc gttttagaat gcgtcgttct ctctaccatt ttcaaaccag
  2168041 cttgatctgc tgcattgtat aatgttgatg atgtttgaca aacaccaccg ccatatccat
  2168101 ctactaattt accatctaca atttcttttc ctaattgata tcctttatct ggcgttgtat
  2168161 caccaattaa tgcattgaaa gagaaacggt ctccttttgc taatacaacc ccatttatgc
  2168221 tcgctgctga caaacgaata ttttcaatac ggccacctgt cgagccacct aaattcgttt
  2168281 cgtatctacc aattaccgta ccacttcctt gtgcatcact taatgttgca gtaggttttt
  2168341 tctcaacaat aggtaattga taggaagaat cccacatacc aacgtttaat aatttatcta
  2168401 ctaattcttt ttccattaat tcataagaag gctttccttc ttgccaactt ccatcaggtg
  2168461 ctacacgtga aggaaccatc tttttatcaa cgcttttccc aacctcgcta gcaaccttcg
  2168521 ttaccgattt tttaaatttt gcttcgtctt caaaatagcc tagactcgat aaatctagct
  2168581 ttttcacttc agtacctgta cgaccatcta ctaaactaat agaatcctgt acctctgctt
  2168641 tagcctctac tgtgtggcca ccaatatcac tcactaatgc gacatcactt acttttgtac
  2168701 cacaaccact cactacagct acacataaca ccccaactaa tatacccttt actttacgga
  2168761 acaatatact ctcccctttt tcccaatatt acttttatgt attatttcat ttttatgtat
  2168821 gttttgttac aatcatttta caatatattt ataaaatgtt acaagttatt ttttactcta
  2168881 tataaattac ccttttcttt tctaaatgtc tacacatatt tacataaaag tttgagtttg
  2168941 atagaattgt aacctttatg taaccccacc cttttatcca gtatatacca tcagataaac
  2169001 gaaatacaaa tgtaaaaact acatattttt atttataaag aaacatctca tgaacataaa
  2169061 taggtatttg ccgtgccaca ctccgctttt acacatacat tatggtgaat taacctattt
  2169121 taaagaaatg gaggatgttt ttatgtaccc ctacaatcca tacaatccat ataatcaaaa
  2169181 tggttatcag cctcaatatg atttacaagc acaataccaa caatatatag atccagcaga
  2169241 gcaagttaat ccctacgatc aaaatcgaca atttcaactt ccaatctctt ttcctggtgc
  2169301 tggaaatcgt caactagaaa gacgagtaaa tgagctggag caaagagtac gtcaattaga
  2169361 aaacacggtt gagcgtcata cacgtagatt aaaccgctta aaccaacgtt tacgtacaat
  2169421 agaaaacaga ctaaacattc cattttcagc attagaagac ggattttaat tccaaaagta
  2169481 aaaaatatat gaaggaaggg gctccccctt ccttatataa attgacgaaa gttttttcca
  2169541 tctctatact gataagagtt aatgaaatga aacaaggtga taaatatgga ttttgaaata
  2169601 aattatcttt ccttttatgt tgtacaagta gaaggaaaag gtgaagctgt tgataaacgt
  2169661 tacaaacatt ttcaaacatt agatgctgaa gagtatgaag atagctcctt aaaagaattt
  2169721 ttggatggag aattattaaa aatttcaaag cgaaaagtag aacgtcatgc gaaaacagaa
  2169781 caagctccaa caaaaatcgg tcgcttcatt gtagaagaag ggcacgaact tgattcaaac
  2169841 cctcattaca acctatttaa tcgcattcgc tttgcggaaa cgaaggaaaa cttcaaagat
  2169901 atgagcgaac ctctcgttta tacatatctt gacacaagtg ctgtgcgcgg tggtgtgttt
  2169961 ttaattgcac aagcaaaact acgcaaatac tttgatgatc cattcgtctt cgttatgaaa
  2170021 tgtgacttcg agccgaaagt tgcttctatt tctgatgaat ctacactgat tcgtaacgtt
  2170081 gaaatggcca ttacaacaaa aaatatgaaa tctatccaat atccgtacat gcctgaagag
  2170141 ggtatggtcg aagtgggcga gctaaaaatt caccaagcat cacacgcccg ttactttgaa
  2170201 gacttcttaa aattcgtcga gtacgaacgc tctatgcctg aaattatgaa aacacaagta
  2170261 atggacatgg tatatgatca aattgaagat gtatttgaag aaggcacgga agaacgcgaa
  2170321 caattcgacc aagcaatgga agtatgggct gccagtccaa aacgcgaaat tatggaacaa
  2170381 ttttcaaccg aagaagtaat ggaagctacc gctcaaatcg tcgagcatgc tcctgaagtg
  2170441 gaattaaagc taaaagcaga tcatatctct gtgaaggccc tgcttgctga tttcggggat
  2170501 caaatacata tcgcaaaggt agatgaccga tacgtattaa tgattgaggc tgatacactt
  2170561 acgtttgaga aaggcttctc tccgattgag ttcctgaagc cagacgagtt acaagacgtg
  2170621 attgagcgaa ttgagaataa gcagcagtat acttatgatc cgaacgggat tgaataattc
  2170681 cttccattta actgttttta ctgagcgctg ttaacaagcg ctcttttatt tgggatatag
  2170741 ttttcattta tatgaaaaac tgattctact aagaatcagt ttttctactt tatacaaaat
  2170801 atgcttattt ttaaattttt tttgatacaa gatgacattt gttgcagaat caagtacatc
  2170861 ccttccttgt tatacaagcg gatgtccatt agagatatct gcttcaatat ttctagttga
  2170921 ccaagtcctt ctataagttt ttatattttc ccttttagtc actatgtatg tcctcaaaat
  2170981 taaaatttca cttcactacc tcaaacttat tgtactcata aaaagataat tgaaaacgat
  2171041 attccggatg ctctctcacc caatcgtagg cttcttctaa aatttccatt ttattttgta
  2171101 agtcattaag ttcactacat acgtcctttt tctgtttgca caaaggacag aatccattca
  2171161 ctatttcgac actcgttgcc ctaatcgttt tactttctaa atcaactact agacgaagaa
  2171221 taaaagaatg ctccgctttt gtagtcacca tcatttcagc agtcccatcc tcattccaaa
  2171281 agactccgtt taattccatc tgtacgttga cagttttaat atccaagtct atcactatta
  2171341 cacctcccat atataagact cttaacctac tcttctattt taatctttaa tacaccacga
  2171401 tttaaagata tattaagcct tttccaattc ttcttctttg ctatgaaagg aagtgtaata
  2171461 aacgctaata gtgcggtaaa tattatccca aaagctaaaa cggttaaaat gttaaagatt
  2171521 gcttccatta aactacactc ttttctatgt atattcatac taaaaacaat aaaatactcc
  2171581 attacgaata cgggacaagc cgtgaatttt ccaactagac ttcagcaact taatcctgaa
  2171641 gtctagttgt acatatgaat aaaatagact atgtcattaa ttttcttcta ctactttctc
  2171701 catctcagcc aaatacctaa tctgcctttc cgcctttcta accgccgtac gaaaatgctt
  2171761 tttcagtagt tctattgtag attcacttat ataatatctt tccgttatac tttcccacgt
  2171821 gtcactactt tcaaatgtac tccaaacgaa aggacgctct gtattttttc tcatttcttt
  2171881 aaatacccat ttccgcatct tttttttcgc tttttctgtt agttttccgt tctctaccag
  2171941 ttcaagttcg ccatgtcttt tatacctttt agtaatatct ctctcgctat atgctttaag
  2172001 aagtatgttc gctgtattct cagcatccgc taaagctcgg tgctgcttcc cttcccatat
  2172061 taaaccaagc tgttctactg cagattgtaa acttggtgta tgctcaaaca attcttcata
  2172121 cgcttgaaaa acaaattttt gtaaatcaat tcttctttct ttttccatac aagggcattc
  2172181 tacactatgt aacgtacaat catgagatag aaatcgataa tcttcttttc cccatgtaac
  2172241 aaatatagaa tcttctccga taaaccgaat aaatttttct ataatttgcg ggaatttctc
  2172301 gacaccaatt aaatctttct ttgtaattcc cgttaatttt gtcgtatgac gagtaagtcg
  2172361 tgcccccggt tttactaact ccgaaaattc tccaattacc ttcattgtac ttgcttctat
  2172421 ttttacagct ccgatatcaa ctatctctga cggatcttct gatttatacg gcctaaaatt
  2172481 tctctctata tcaaacacaa taaaatgtgt agcgttttcc aatttattta cctctttcta
  2172541 cattcctttt cacacacata ctttattttc agtatttatt tattcataca ctttatgcat
  2172601 gtaatacttc gtctaaaaaa cgaaaattca atctcattat gctatgtaca taggaggtta
  2172661 ttcaataaaa atgcaaaaaa aaaagaaggg caagcccttc ttttttccac aattacttct
  2172721 tgttaacgtt tgtagcttga ggtccacggt taccttgttc tacttcgaaa gtaacttctt
  2172781 gaccttcttc taaagttttg aaaccttcgc cttggatagc tgagaaatga acgaatacgt
  2172841 cttctccgcc ttcaacttcg atgaatccga aacctttttc tgagttaaac cattttactt
  2172901 taccgttttg catgtaaaaa atcctcctac aatgtaccta tatgtacata ttcattttca
  2172961 accactttac aaaaataagt cagacattaa aaaaactgca actctgagga gatttaacat
  2173021 tgctatcctc ctcggaagtt acagctcatt taaatctcta tattattaaa agtaaaatgg
  2173081 tttaaatata atatatcata tcaatataat aaaagcaaag tttttttcgc tatatgactt
  2173141 ttttcttcca ctgcatcgct tttgattcac ctgatcccgc tacaaaatag gcttcttttt
  2173201 cgttcacaat gcgccagcca tgccctttaa ctgagtcaca tactgttaca attccttctt
  2173261 ctaaaagtac acgacaaacg gtactaatcc ccgccttatt tttcgttgac gttgtatata
  2173321 acacatgttg atctacactt aagtctaaat agctacttgc tttctgctcg ctttgacatg
  2173381 tgtgccaata tgttttttca ctctcaatac tttcttctat tttacaaaaa gaaatattcc
  2173441 cgctaatccc tttgcacgat ccactggctg ctactaaata agagttgtgt aaagtcaacg
  2173501 ctgagatcat ttgattcatc acgattttaa tcctatttaa tttacgtgtc tccaaattaa
  2173561 atagccaaac accaccatat ttagcatgta ttttcgtacc gataaataag taatgtttat
  2173621 ataaaaacaa cgatcgaata gatggtgccc cgccaccata ctcaagaaat ggatgaatgg
  2173681 tttcccatgt cgaaccaaaa tcattcgaat gatacaacgt tttatctcca tgagcaatga
  2173741 cagttctttc tatattacta cacacattcc aactcgttgc ctttgttgga aaacgttgaa
  2173801 ctgtccaatt ctctccacca ttcatactac gaataaaaat tccttcgtca cctacaccat
  2173861 acactacatt atcttcgcta tgtaaatccc taattcgttt ttgaaaacca tttaaaattt
  2173921 gtttccattc tccgttttgt tcaataaata aaccattata tgtagtagct aacataagct
  2173981 tcccatctct taactttgta atagcggtcg cacttaacat tgtctccacg ttgacactcc
  2174041 cattcttaga acttctcagc aaatgcaatt gcaaaattac tgcatttttc aacatcctct
  2174101 tcatcttctg gagctagttc gattttcaat ccttcttgta caagctctgc accgcgttct
  2174161 acaagccttt cttcaaatat cgttaccgct tcacaaaaca gttcatacgc cgtatcacct
  2174221 gatccaaata ccgctacttt cttccctgat aaatcaatat tttctaagtc ctcatggaaa
  2174281 tcttccgctt caaatggcaa ttcaccatct ccccacgtat aagatcctaa aatgattcca
  2174341 tcataagcta ataattcttc agcatccatg ccttccattt cttgcaatac tacttcatga
  2174401 tcaaaagcat ctaaactaac tttaattaaa tcagcaatac tctctgtatt tcctgacata
  2174461 cttgcataag ctattaaaat tttcgccact ttggcatccc cctctaacaa taaatgattc
  2174521 tcattctcat tatattaata atgagaatca atttcaattg tattttttat tatttctgtt
  2174581 tacttcataa aaaaagcaca gatgactata caatcatctg tgctttttta ttacttttta
  2174641 aaaataccaa acggctttcc aactggtaaa acaacttttc cgaagtgtgt atttaacact
  2174701 gctgctgctg aaccatagaa agataataat gaaataagaa gttctgaata tgctgctaaa
  2174761 ttatgcatcg catgcggcat aacacctaaa gtacttaatg aaagaccgat aaataagaaa
  2174821 tcaataagga cgaaaatcat aaataatact ttatgtgttt ccattgcacc aattgtcata
  2174881 aaaattgtga aaatcaaata tccgataaag gctacaccaa gctgttttga atctgcagct
  2174941 tgtgctaatt tttcgccaaa tactccaagt tgaattaacc aagtcatccc aacacctaac
  2175001 caaaataggc cgtatgcacc aaatgctgtt gtaccgaacg tattattatg ctttgcatcg
  2175061 tgaatgcacg caaagatttg tgcaaatcct cctaaaaaga ttgcccacgg taatactagt
  2175121 gaaacgccat ctgttaagcc taacttttga gatgatgcta caagtgttac catcgctaat
  2175181 ccaaatagac caattcctga tggatctgct gttgtcattt tcacatgatg tgtagttgtt
  2175241 tgattgctca tataaacctc ctgattataa acatactcga atacaatact taaatcagaa
  2175301 gactatgtca atggtttttt tgtatgttgt cagaccttat attttataat gttctaatat
  2175361 actttcaacc acttcatacg gttttatatt cactttttcc aactcgtata tcggtaacca
  2175421 caatgtaata taactccctc tacctttcag ctcgaattcc tcagctttac cacttccgaa
  2175481 aactccacct ataatatggg cgttaaaata atactccgtc cctttaaact ccaacttcgc
  2175541 aataagattc cccactttta tatgtacccc taattcttca taagcttctc gcttcgttgc
  2175601 ttcttcaggt gtttctcctt cttcaattcc tccgcctgga aaaacataat atgtttcccc
  2175661 tcctctaata cgttttataa gagcaatttt cccttcctgt acaatgatag ccacgccgcg
  2175721 atttcttatc attttattac ctcaatacca attgcaactg ttccccactc tttttcttgt
  2175781 tctttcgtat atattttgta tgtactttct aacatttcct ctaaactatc attttcacaa
  2175841 tccattaatt ttttatcaat ttgttcgtac attactttaa agctttcgta tcgctttatt
  2175901 tccgttactt ttaccgccat catttctttt gtcgtaagat tcgtaaatac aatttcatcg
  2175961 cctttgttta ttagttgacg ttttttatca tataaacgta cttcatatac tttttttcct
  2176021 gattgaattg actgaaacgg tttattatat aaacccattt catatctcat acagcccact
  2176081 cctttttgtt caattcacct attaacacag ctcaccttgc tacatcttgc atataatatt
  2176141 ccatacgtat cgcttaattg agaaaggagg ctgaagaatc atgttatatt taaatcaaaa
  2176201 accagaatat agtaagtatg atatcggtga ttatacttat agtaaagtag gtccaactat
  2176261 tttttcttgg aatgatgaaa cgaaattaaa aataggtaag ttttgttcat taggagaaga
  2176321 agttgttttc ctacttggtg gtgaacatcg tgccgattgg ataacaactt atccatttaa
  2176381 tgctctcttc ggtgaaggag cacatattac tggtcaccct tcttctaaag gtgatatcgt
  2176441 agtcggcaat gatgtatgga ttggttatca atcctgcatt tcatctggtg ttacaattgg
  2176501 taatggggcc attatcggcg ccaggagcgt tattacaaag gacgtacccc cgtatgcaat
  2176561 tgtagctggt aatcctgcaa aatttgttcg atatcgtttc ccacaagaaa cgattgacaa
  2176621 actagagagt ctcgcatggt gggactggga catttctgtt ataaaaggag ccattccatt
  2176681 actactctcc aacaaaatcg acgaattttt cacctcgccc gaaaaagaat ctacatgatt
  2176741 aatgcagaaa gagcatcctt ctcttacagg atgctctttc tgcatttatt ttctctttat
  2176801 ttgcaagtga tcacacggag aacattgaaa aggaatcttc cctaaacaat taagattcgt
  2176861 ttcgcaaatt tgttctatcg ttggaacaaa tggaataaca actatattac tttctactat
  2176921 ttgtgtaaca ggtggtaaca ctgtgcctac ttgatgttcg aagcgaatac tcgcttgatt
  2176981 aatataattc cctgaaccat ttggcgcgct ctgaactact acttggaacg aaactgttcg
  2177041 tgcttcacct ggatttaaat tccctataag aaaccctgat actgggctta catttggtac
  2177101 tggtgtatta tcaaccgtta cacttccaag gacaaatcga acactactat ctaacatatc
  2177161 ttgaaaacga atattttgta tgacagtatc acccgtattt gtaataactg tcgtaaagat
  2177221 aataacatct ccaatcgttg ctgcctgtaa atctgccgtt tttacgactg tcgttgagac
  2177281 attttgagga ataaacggga taacaactgt attgctatca ccctccacta ctactggcag
  2177341 ctcattcgga tttacaattg cgagcccatt tgctatagca gtatttgtga ctaaattatt
  2177401 tatttgccct cctgttatta caacttggaa attaataatt gccgcatcat ttggctgaaa
  2177461 atcacctaat ggaataccgg tatttggatt agcaaatgga agagctacat cgtttaccgt
  2177521 taccgtgcca tttataaata acgtatttgg atcaatgata tctgttaaca caatgttggt
  2177581 cacaggaact gtactatcat ttataacggc aattccataa gtgacaacat cccctaccat
  2177641 cgctacttca aagtttgctc cttttgcaac aaataagatt gcagtattta ccgtcactat
  2177701 aactgtattg ctcgtatcca tcactgtaac tggaggttct cctggcacta aaatatactc
  2177761 tgctaacgcc ccagcaacgt ttactactgt accaccatct ggaaaacttg taatcgtagc
  2177821 ttcatatgtt acaatcgctg tctcaccgac tggaatgtct acaatcgtaa atccaacctg
  2177881 aggatttact cccggacgcg ctactccatt tacagttaca ctatttggta caaaaacagc
  2177941 ttccggagat agcacatcga taaattgaac attcatcgca tcagcagtac cagtatttaa
  2178001 tatacgaacc gtatacgtta ccgtttctcc tactccaacg attgaattgt ctacttcttt
  2178061 ctgcatatct aaactacctc tatttactgg tgtaactgtc gtattacttg aattcgtaat
  2178121 tgtaaacgga ggttctcctg gaatcaattc gaaatcaccc gttactctcg ctgtattcat
  2178181 aatgctacta gaaggcggaa ctgcgattac atttactgca aatgtaatta atacgctatc
  2178241 ccctactgca agatccggta atgaaaagcc tataaatgga tttaaaccta cttgcggaat
  2178301 cccatttatt tgtacacttc caggaacgaa ttctaagcta ggtgatggaa catcaataaa
  2178361 ctgaacattt gtcgctgtta ctgttcccgt atttgtaact tgcacactat acgttaacgt
  2178421 atctcctaaa cgtgttgctt ctttatttac agattttata acgctaaaac gccctctatt
  2178481 tatacttgtt attgtcgtat tactcggctc tgttactaca accggtggct ctcctggtac
  2178541 taaagtacag cttcctgtta tatttgcaac gttcgtaatt gttcctgatg ccgggatgtt
  2178601 tgtaactgtc gcttgaaacg tcactacaac cgtttcacca actggtatat ctccaactcc
  2178661 aaagccagta atcggattta agtttggttg cagggctcca tttatcgtta cactatttgg
  2178721 tacaaatgac gctcctgctg aaatcgtatc aataaactga acatcattag ctgttactgt
  2178781 tcctgtattc gttatttgaa ccgtatacgt taatacatcc ccaactaggg tagcagccct
  2178841 atttacctgt tttataacat taaattgtcc tctatttaca gttgtaagtg ttgtattgct
  2178901 cggccctgtt actataactg gtggttctcc tggtactaat acaaagcttc cagttacatt
  2178961 tgctgtatta acaattgttc catttgatgg aacactaacc actgttactt ggaatgttac
  2179021 ttctacactt tcacctggat ttatatctgg aagcgggaat ccattattag gattgaatcc
  2179081 aggttgtaac acaccgtcta tcgttacact gttcggctcg aacgctatag aggaaggtaa
  2179141 tacatcacta tattgaacat tcgtcgctgg cactgttccg aaattaaaaa tcaatacatc
  2179201 atacgttaat atttccccta cagtcgctac ttctttatct actagtttca atggaaaaac
  2179261 aaacgctata ttaatcgttg taacgactaa atttgttaat atcgtttccg taatcggtgg
  2179321 ttcttgcgga tttggttgtg aagtaaatgt aacgtctgca tcatttaata taacttcatt
  2179381 atctggaatt tctgtaatcg tcacttggaa tgtgatctca atacttccac cagcgattaa
  2179441 taatggagta actgtaaatc ctatttccgg atttaaacca agttgctgca ctccacctat
  2179501 cgttacacta ccttctacaa atgtcgttcc ttctgggatg acatcttgga agaacacatc
  2179561 tgtaactggt ataattccta catttgaaat aagcacagtg tacgttaata catccccaac
  2179621 cgctccagct gcaacgtcaa ctgtttttgt tgctgttact tcaccaggag gaggtaacgg
  2179681 tattgtaact accgttgtat tacttgagtt cgttgttgtt acaggtggtt gtaaaggatt
  2179741 taataagaaa gtggctatag cagatgctgt atttaatact gctccacgtg tagacggtgc
  2179801 aattaccgta acttggaacg ttactgtcaa ggatgttcca gctgcaatat taggaagcgg
  2179861 gaaaccgaca ttcgggtcaa atccaggttg tggcgttcca tttatcgtta cactatttgc
  2179921 tacaaatgtt gtttctggag caattggatc aatgaaagaa acgttcgttg ctgttactgt
  2179981 accattatta cgaatgacaa cagaatacgt gtaagtttct ccaagtgctg cttgttgtac
  2180041 agatgaagtt ttttgtatat ttaactgcgc tgtgtttact tgcgtcacaa cgaaattact
  2180101 attcgtaaca gtcgttattg gagggtttgc tgggtttata agaaaacttg cagtaatgtt
  2180161 cgattggttt cttatatttc caccgctcgg aatactcgtc actgtaactt gaaacgtaac
  2180221 cgtggccgtt tgcccgaccg gaatatttgg tactggaaaa cctgccatag gatccgcgcc
  2180281 ttgctgaaca actccattta tcgtcacact atttgctaca aacgcagtac cagacggaat
  2180341 cggatcttgg aaaataatat tcgttgcagg aacagttcct gtattttgaa taagaatcgt
  2180401 atacgttaac gtatctccta cacccgcttg cagtgtattt acactcttca ttacattcag
  2180461 tgatcctaca ttcactcgcg tcacaacaat attactaatc gttacaattg taattggtgg
  2180521 ctggagaggg cttacttgga aatcagcagt gacattcgca ttattcggaa gaactctatt
  2180581 tggtggtaca ctcgtaatcg tcacttgaaa agcaactgtt accatccctc ctactggaat
  2180641 attagcaagt ggaaatccag ttgttgggtt taaacctggt tgaggcgttc catttattat
  2180701 tacactattt gctacaaacg ttgttccaga tggaattgga tcaaggaatg atacatttgt
  2180761 agctgctacc gttccactat tttgtatacg aactgtatac gttaacgtgt ctcctacacc
  2180821 cgcttcagta gcgcttacac tttttattac atttaaacct gaagaattca caactgtcat
  2180881 aacagtatta cttggttctg ttacagtaat tggtggctct gttggattta ctaggaaatc
  2180941 tcctgtaaca ttcgcactgt ttacaacgtt gtttccaagc ggaatttcat caatcaatac
  2181001 ttcaaatgta acaattacac tcgcaccagt aggcaaatca tttagcggga atccaagttc
  2181061 tggatctgcc ccttcttgta agaccccatt cacaaagaca ctgttttcaa taaataatgt
  2181121 accttgtgga attgaatctt ggaaaaatac atttgttgct ggtacactac ccgcgtttat
  2181181 gatttcgatt gtatatacta aaacatcccc taccgtcgca acatctgtat ttactgattt
  2181241 cacaacttca aaattccctg actgtacagt tgtattcaca atgttactcg gaacattgat
  2181301 tgttactggt ggttcactcg gattcacttg aaaacttgct gttacattcg cctgatttaa
  2181361 aatatcttca ttttctggat cctgtataat taatacatca aatgtgacta caacggtttg
  2181421 agccgcagga atattcggaa gagaaaatcc tgtattcgga ttcaatccac tttgcggtac
  2181481 tccattaatt gttacagaat ttgcaacaaa tgaaacagcg gaagaaatag cgtcttggaa
  2181541 aaatacattt gttaacggaa cgtttcctgt attttgaacg gcaattgtgt atgttaaagt
  2181601 gtcccctact accgcttgcg ttgtattcac ttcttttatt acatttaaac cgcctgtatt
  2181661 aacttgtgtc acaactgtat tcgtttgtct attaatcgtt attggtggct gatttggaat
  2181721 aacgacgaaa ttagcagtta catttccgcg attcggaatc gtgcctcctg atggcgtcga
  2181781 tgtcactcgt acttgaaaag tcactgtcct acttccgccg ggagatatat ttgctactgt
  2181841 aaacccagtc gctggatttg ccccaggttg agaaacccca tccacagtca cactatttgt
  2181901 gataaaagtc gttccaattg ggatcggatc ttgaaaaaca acattcgttg caagtacatt
  2181961 tcctgtattt tcaattgtaa cagtgtacgt cagaacatca ttcactgtcg caaaagctct
  2182021 atccactatt tttctcgttc ttatatcagc tatattaatt gtcgtaacta cagtattact
  2182081 tgtcgcttgc cctgaaactg gttgttgacc aggcactgga gtaaaggtaa atgttgcact
  2182141 tgcacggttc ggaattggat tgacaagagg gttcgatgtt actcgaactt gaaagcgcac
  2182201 tacggtcgtt tgcgaagcat taatacttcc tagattaata ctacttgctg gattcgctcc
  2182261 tggacgtgct actccattta ctataacgct gtttgctaca aatgttgttc ctgcaggaat
  2182321 actatcaaca aaaataacat tgtttgcagt aacgtttcca ttattcgtca cattaaccgt
  2182381 gtacgttaat acatcattaa gcgttgccgt ctgtagatct acagattttt gcatacttat
  2182441 agttgcttga ttcactgtcg tttgtactgt attcgaagaa gacatactag taataagtgg
  2182501 actaccgacg aaaggacgaa attgatatga caccattgca cgatttggaa taggatttgg
  2182561 gttcggaaac gatgttattc gcacttgaaa ggtaacaatt ctttgcgtat tatttgggat
  2182621 tgtacctaaa ttaattccag tagcagggtt cgcattcggc tgtgttaccc ctcctaccgt
  2182681 tacactacct gcaacaaacg tcgttccatt cggaatacta tcacgtaata caacgttttc
  2182741 tgcacttcct gttcctgtat ttggaaccgt aatcgtatag gtaagagtat cccctacccc
  2182801 cgcgactgtt ctattaaccg atttaacagg attaataatc ggacctgttg catcaatttg
  2182861 aacaccaaaa ccagctgcag cgtatccatc cccatttgtc acgaagcgaa cagttgctga
  2182921 cgtttggtta tttactaaag atgaggaggc atctacattc gtaatatccc acccttgcct
  2182981 tcggacggcc aaagctactc ctaacggctg attcaaatct ccaaatgtac cgctcgtatc
  2183041 taaatttcca ctgtcattac aaatttgtga ctgaaagaaa ttattcgcgg gatttcttgg
  2183101 tccgaataaa gcaactgtag tattcgcatt cggtccaaaa cgaagttgat ctccagaaat
  2183161 gttagaatca ccttcttgtg cagttacaag tacccttcct gttacagctc ctgttgcggg
  2183221 agttgcaaat cctgaaatag tagcatcaac cggtggtgat gaagcatcga taatttcttg
  2183281 ccctgcatat actgacaaat tccgaagtgg taaacttgca ttttgataca caacctcaag
  2183341 cgtccagcca gctgaacgac tgattgttgg atcagctgaa gttcttgtag ctggtacggc
  2183401 acctgttgta tatgtgcctg ccccacctgc actaacaaga ttcgttacat tagcagagcg
  2183461 tgcataataa aactgattcc ctactgaacc ttgctgcgcg gtagcagggt ctggcgtaac
  2183521 agaaaatgtt cctgctggtg ttgtaaatgt aatattatca tttaaaaatg gtaaaacatc
  2183581 ttccgtatca gtccggaaag ttcctgccca aactaactct gcatacaaaa tactactccc
  2183641 tgccggaaga tttaaaattg cacttgaaga attcaatcgc cagtcatccg ttgtacctgc
  2183701 tgggaaccct ggtacttgca gcgctgtatt taccgttgta aaaacagcaa gtgtaccaaa
  2183761 aatattacct ggtgcaggcg atataggact aagtcctaac gtgttcccag tgaacgtgac
  2183821 ggcaccaggt actgttgtcg taaagcgatt caaaaaaggc acgtaatcat ctcatttcat
  2183881 ttatagtaaa aagtgctcta tactataaaa tgtagacaaa ctatgcaatg tactttgtcc
  2183941 aacaaaatcc cgcacgtacg agaggagctt actacactat gcgctatgtt atcataacag
  2184001 gaacttcaca aggtttaggt gaggctatcg ccgctcaatt gttagaagaa aacacgagta
  2184061 ttatctctat ttctagaaga gaaaataaag agcttacgaa actcgcagaa caatataata
  2184121 gcaattgtgt tttccactcc ctagatcttc aagatgtaca taatttagaa acgaatttta
  2184181 acgaaatcat ttcatctatt caagaagaca ctgtatcatc tattcattta attaataacg
  2184241 ctggtacact cgcacctatg aagccgattg aaaaagctga aagcgaacaa ttcattacaa
  2184301 acgttcacat taatttactt gctccaatga ttcttacatc tactttcatg aaacatacaa
  2184361 aagactggaa agtagataaa cgcgttataa atatttcatc tggcgcagga aaaaatcctt
  2184421 atttcggatg gggcgcttat tgtacgacga aagctggtgt aaatatgttt acacaatgcg
  2184481 tagcgactga agaagtggaa aaagaatatc ccgtaaaaat cgtcgctttt gcgcctggtg
  2184541 ttgttgacac taatatgcaa gcacaaattc gtgaaacaaa taaagaagac ttcacaaatt
  2184601 tagaccgctt catcacatta aaagaagaag gaaaactatt atcacctgaa tatgtagcaa
  2184661 aagctattcg taacttacta gaaactgaag acttccctca aggcgaggtt attagaattg
  2184721 atgaataaca aaaaggcgtg ctaaattagc acgccttttt gttctacttc tctaaaaata
  2184781 taagcataga ctccgcaatt tgttcataac caatttcttg gtaaatttta ttcgatgttg
  2184841 gatttgccag gtccgtatat aatgtcgttg ttttgtaacc ttcatctaac atacgttgac
  2184901 taagtgccgc tacacaatta gatgcatatc cctttttcct ttcttctttc ggcgtataca
  2184961 cgaaattaac tgttatatta tttttagttg gacgtgtttt tgcagctaca gaaacaagtt
  2185021 ttccgtctat ttctagaccg aataaacgat gattagtgat taatgtatgg gcggtttgtt
  2185081 ccgcttcttc ttttgtagta ggaagattca cttcttcgca aaattggtat atccactgtt
  2185141 ctattaatgg tatctcgtca ctatttattt ctcgaaagac tccatctccg ttccactttt
  2185201 tcttcacttg ttttaattca tatatacctt gctccatcgc aacagtagtt ttcttatttt
  2185261 ctaacactgc aatctcttcc gctaatctct gtacaacttt cttattaccg attaatccag
  2185321 gaacattcgg atatacttcc gctaattttt ttgcaagttc cacgatggcc tcttccacca
  2185381 tttcagacgt agcaacaata atttgtttct tttcttctgt ttgaagaaat acaattgcaa
  2185441 tttcttcctc ttgttttgct acccccataa atatcggttg ttggaccatt tgtaatacac
  2185501 ctagtatgag attattttcc tgttcattct tttctaaaaa tgatataacc tcttttttaa
  2185561 aattaacaac ctcttcatat acatgtaatt gaatcatcga caatctcttc tctctattta
  2185621 tagttttatt aagtattggc gattaattca ttaaatccct cttttacgat tcaataatat
  2185681 tcgaagctaa catattcaaa tcattttcag cttgtaaaat cctctgtttt tcctcttcaa
  2185741 atacctcttc ttcttttcga aataactctt ttcgattgtt aatcatgcgc tccatttctt
  2185801 ttttactcgg tccaccatat acatttcttt tttgtataaa agcttctggc gatataattt
  2185861 cttcccactc tttttctaat aattgtattt taaatttttc ttgtaagtat atatttacat
  2185921 ctttgaaaca taattcatgt agctcctttt tctgttccaa cgacatattc gcaataacac
  2185981 ttgccgcatg atgagcatgc cgaaatggga tgccatagtt tttcgttaaa acatctgcga
  2186041 aatctgtaat cgtaattgca tgtttatatg aacgtctttt taaggtatcc tcttctactt
  2186101 tcatcgttcg aatgactgca ttcaaaatgc aaaatacacg aatagccttt tcaattcctt
  2186161 tatataaata cggctgcaag tcatcttccg tatcgacaat ctcaccaaat ggtgtattat
  2186221 gaatcatttg aaatactgta aatgcttccc ctggagcact actcgtaatt gcacgggcgt
  2186281 gttcaatcga aactggattt cgcttttgtg gcataatact actaatttgt acatacggcc
  2186341 ttgcaactgc aataccatca tattctttcg tcgctaatag taaaaaatca tgaatccatc
  2186401 tactcgtatt cgtcatcatt atcataagta acgagctaac ctctaataaa taatccgctc
  2186461 cagcgacagc atcatatgag ttctcaatta cattagtaaa tccaagtaaa tcggcaactc
  2186521 gctctcgttt aattgggaaa cttgttgtag aaagcgcagc ggctcccatt ggggactgat
  2186581 ttaaaagttt gtacgttttt ttcatgcgtt ctaaatctct ctgcatcgta tcataaatcg
  2186641 ctaacgtata atgaccaaat gttgttggct gagctggttg tgtatgtgta taagctggca
  2186701 taatcgtttc cttatgatca gcagcaagtt gcaatatact ttcttgcaat aacaaatgat
  2186761 gttccattaa tcgtagcaca tatcgcctta aactcatgcg atacatcgta acacccatat
  2186821 catttctact tctaccaata tgcatattac ttacaaaatc gcttttcgct tcttgagaaa
  2186881 ttaaatgttc cactaaaaaa aagagatctt catgctgctc tgtatagagc aattgctctt
  2186941 ctggaatttc ctcaaccttt tttaatgcgt gtaatataaa tttagcttct tcctttttca
  2187001 ttaaattttc ttccgtcaac atcacaatat gtgctttatg cacttgaaac atatctttca
  2187061 ataagtaatt tcgttgaaaa tcaaatacat gttgtaatac acaatccaca tatgttttcc
  2187121 cagggaaatc agcgccttca ctcttgataa actcttcttt gctttgtttc atcacttttt
  2187181 cccctctcac ctcagtatta ctacccatca tacccagaga taggaaaaaa gtgcttgtac
  2187241 acaaaaataa actcggtgct ctctgcaccg agtttattta ataaaagtcg catcatactt
  2187301 atcactttgc aacacttgga aatgtaagtt tgctaaatgt ttccgtattt ctgcactgtc
  2187361 atcttcattt aaattatttg ctaagaacac tatttctgta cagttcccgc gtttgtccat
  2187421 cgcataaact gcttttgtaa ctgtccatgg cgtatagcca tttttttgcc ctgcatgtct
  2187481 aaatgtttta cggtatttct tagcgctcat atctgtttca acgatattgg cccatacttt
  2187541 ttcttctgct tctgtcaggc cgcctttatg attcgccttt tgaagtagta ccatataatc
  2187601 gtttgcagaa gcagctggca atcgatctga ccaaatttta tcgtaacgtt cctctaaata
  2187661 aagaggaatt tccttctgta ataatggtcc cttctttttt aaacgctcat gaataatcat
  2187721 cgcatattca cgatattgct cttgagacat ttcttttaac cttttctcta ttttatattt
  2187781 cggaacatgt aattctttat gcaaatatcc agggatgtat aaagatgaaa cgattggaaa
  2187841 tattggttga tgtgcaggaa gcgataaact ttgtaaattc cgattaatat tatctaatcc
  2187901 taacacttcc attaagtact cagcatttgc attcgagcta aacctaacca ttcctcttgc
  2187961 aacttcttct aaagaaaccg ctccttcagt tatcttgcct ttcttctcca aatagctttg
  2188021 ccatctatct tgcgctccac catctgtatt cggcacataa taacgattca catcattaat
  2188081 cgaaacgaaa cgagacgaat caattttccc ttctgtaact tgtttcgtat attcaagcgc
  2188141 tacaattaat ttcatcgtac tagcaactgg caatacaaca ttcgggttta cagaataaac
  2188201 aactttatca tttctcttta ctagaagtgc actatttttt tcatctttat gttcttcaat
  2188261 aaaggatgcg atatactgcg catcatcatt atttgaactc caaacttttt tcactaaaaa
  2188321 attacccgat attagcaaaa cgaaaatacc cacaatcact gcgcatacta tagttttttt
  2188381 caagtaaaat tcctctccta ttgtgtaact ctttctctct atcttaaaaa aacaaaataa
  2188441 tggagatggt tatttgaata accatctcca ttattttaac ttgtatactc ccattatgtc
  2188501 tacgtcatga ttttcacaaa atcctcaagg aattttttat aatgtaatga ccaaccaatt
  2188561 cgtacccaat tttttaaggc ttttgcatca ggttgaggac ggaaatctgc aatactttct
  2188621 ccttttgcaa tccccactgt atctacatct acacgacgat acacataatc cagtattgaa
  2188681 ggattcgccg cgaccatcat tgtaacaacg tcatgtactg gacttcctgt tattttcgga
  2188741 tttaactttc tataagcttt ataataatac gtaaaaatcg gttcaattaa tttattaaaa
  2188801 ctcgttttag aatgtttcgt aatgtacttt accatctctg gcgtgattat agcttcagat
  2188861 gtaacattca gcggcaccaa cgtcacattc ttggcatttt gcatgactaa ttgtgatgca
  2188921 atagggtcac catgaaaatt cgcttctgcg actggtgtaa catttccagg cattaaaaaa
  2188981 gcaccgccca ttatataata ttctttcaca tacttcatca atggtttttc taaaataaat
  2189041 gctgttgcaa gtgtcgttga cctcccagca tcaactataa ttaattctcc tttatatttt
  2189101 tcaagaatgt caaaaaactc acaaaaaggc cttatatttg gagaaagatt tttcggcggt
  2189161 cgaattggtc ctaagccttc cgccccatga atttctggat aatacgttgt aatatctcca
  2189221 gataaaggga ttttcgcacc attaataata ggtatatctt cccgtcctgc cagttgcaat
  2189281 aaatatgccg cattacttgt cgccttttct tgcgttacat ttccatatcc agttactaca
  2189341 ccaacaatat caatatcagg atgcaacaat ccatacataa ttgctaaaga gtcatcaatt
  2189401 cctgggtctc ctaaaaataa tacttttttc atcgccctca actccatccc ctcaattgtt
  2189461 attaatttat gaatattcac aggattacag aataaaaaga acaaatttat acgaaaaaac
  2189521 gcagtcctgt aaggactacg tttttcatct aacctatact gtttttcttc acagcaacca
  2189581 tgcttcctaa gatataagcg ataaacgcaa aacaaatcgg gaagacaact gtatgtatac
  2189641 cgaacggatt tggatagaaa agatgaatgc acatatatga gcttactcca actaaaatgg
  2189701 aggcaagcgc tcctgttgca tttcctttcc tccaatataa ccctaataca atcggccaaa
  2189761 tgaatgctgc ttctaatcca ccgaaagaaa ataaatttaa ccatattaaa aaatctggtg
  2189821 gtttaattgc tgctgcataa acgagcaatc ctacgatagc agtaatccat aaacttcctt
  2189881 ttctaatcgt actgtctgcc gcatctttat ttatgtaatt tacgtatata tctttaatga
  2189941 ttgatgaact tacaagtaat aatagcgagt ttactgtaga cataattgcc gccatcggtg
  2190001 cagctaagaa aactccagct aaccaaggag gtaacacttc cattgcgagt agcggcatta
  2190061 ctttgtctgg taccgctata cccggaagta cgactcgtgc aaatacaccc gttaaatgca
  2190121 taccaatcat aattgtaccg acaacaatcg tcccaattat taacgcttga tgcatcgctt
  2190181 ttgaattttt ataagacatg gcgcgcacac taatttgcgg taaaccgaca acgccaattc
  2190241 caattaaaat ccaaaatgat gtcacatatg atttggttaa actaccatcc gctccaaatg
  2190301 gtgtaattaa attcggattg atttgaacaa gttcctgcat aatcttttca attccaccac
  2190361 cggcaatgac agtagcaatt aaaatgattg tcgttccaac taacataatg atacctaata
  2190421 acgtatctga taaagcaact gcacgaaatc caccaattaa tacgtacaca agtacagaaa
  2190481 aagtaaataa aaataatgct gttgtataag agagacccgt tagtgactca attaatcgac
  2190541 caccgccgac ccactgagct actgttgctg aaaataaaaa gataataata cataccgcag
  2190601 aaagtataac aactgcttta ttattgtatc ttccctttaa ataatcaata agagtaatag
  2190661 cttccatctt cctagcgata attgcaaact ttttaccgat aaccgttaaa acgatatatc
  2190721 ctgttacaac ttgaatcgca gacaacaata cccatccaag ccccatattg taagcaatac
  2190781 caggaccacc aataaagcta ctagcactac cgtatgtagc aatcattgtc atcgctaata
  2190841 ataaaccacc aagctcacgc ccacctaaaa aatattcttg taaaaattta ttaggtgcgg
  2190901 ttgcttgtac acgtcttgaa gcatatacac caattaaaaa tacaacgata aacgaaatta
  2190961 tcattggaat gattacatac caattcatct attattcctc acttttttct tcctcatcga
  2191021 gtgaaatatc ttgaaatata aaacgaacaa ctaaactaag taaaataacc ataacgataa
  2191081 atccaacgat acagctataa aaaaaccatg ctggaaaacc gaatacatat gtatattcac
  2191141 ttggattttt actaccaagc ccataagcaa atccgtacca tattataaaa ttaataattg
  2191201 caagtccaag accaattaac gcttctctat gggcgattcg aaagcgtgga tcatcatgat
  2191261 aattcttcat ttttctccct cctctcacga tgtattattg taccactgtt cctctagttt
  2191321 ttcctactag aaagcaaaaa caagcaggat tttttataat tatatagaag attctcttac
  2191381 attacatatt ttttacaatt gtaacacaaa tgaaatttga attttcagta tttgttaatt
  2191441 atgatttaaa ttagaggctt tccatctagt tcctacatcc ttgatttcgg aataaacgct
  2191501 gtctcgtact gcgtttacat tatattttca agggggttat acaatgagtc aactagctgt
  2191561 aaatcttcat gaaaaggtag aaaagtttct tcaaggtacg aaaaagttat atgtgaatgg
  2191621 atcattcatt gaaagcgctt ccggtaagac gtttaataca cctaatccag caactggcga
  2191681 aacacttgcc gtcgtttctg aagccggtcg cgaagatatt cataaagctg tagttgcagc
  2191741 tcgcatggct tttgacgaag gtccttggtc tcgcatgagc actgcggagc gaagccgtct
  2191801 tatgtacaag ttagctgatt taatggaaga acataaagaa gagcttgcac agctcgagac
  2191861 gttagataac ggaaagccaa tccgtgaaac aatggcagca gacataccac ttgcaattga
  2191921 gcacatgcgc tattatgctg gctgggcgac gaaaatcgtt ggtcaaacaa tccctgtttc
  2191981 cggtgatttc tttaactata cacgccatga agctgttggt gtcgttggtc aaattatccc
  2192041 ttggaacttc ccgcttctta tggccatgtg gaaaatggga gcagcgcttg ctacaggatg
  2192101 tacaatcgtt ttaaaacctg cagaacaaac tccactatct gctctatact tagctgaatt
  2192161 aattgaagaa gctggattcc cgaaaggcgt tattaatatc gttcctggat tcggtgaatc
  2192221 agctggacaa gctctcgtta atcatccact cgttgataaa attgcattta ccggttctac
  2192281 tccagtcggt aaacaaatta tgcgacaagc atctgaatcc ttgaaacgtg ttactttaga
  2192341 gcttggtggt aaatcaccga acattatttt accagacgct gatttatctc gcgcaattcc
  2192401 tggtgcactt tctggtgtta tgtttaacca agggcaagta tgctctgctg gatcacgcct
  2192461 atttgttccg aagaaaatgt atgataatgt catggctgat ctcgtcctct attctaaaaa
  2192521 actaaatcaa ggtgtcggtc ttgaccctga aacgacaatt ggtcctctcg tttccgaaga
  2192581 acaacaaaaa cgtgtaatgg gctacattga aaaagggatt gaagaaggcg ctgaagtact
  2192641 ttgcggagga aataatccat tcgatcaagg ctacttcatt tctcctacag tattcgctga
  2192701 cgtaaatgac gaaatgacaa tcgcaaaaga agaaattttc ggtccagtta tttctgcaat
  2192761 accttttaac gatattgatg aagtaattga acgagcaaat aaatcacaat tcggcttagc
  2192821 ggctggtgtg tggacagaaa atgttaaaac agcacactat gttgcaagta aagtacgtgc
  2192881 aggtacagta tgggttaact gttacaacgt ctttgatgca gcatctccat ttggaggatt
  2192941 taaacaatct ggtctcggcc gtgaaatggg atcttacgca ttaaataact atacagaagt
  2193001 gaagagcgtt tggcttaact taaattaaca aaaaagaacc tgacctatcc ggccaggttc
  2193061 ttttcattat gtattcattt aaacttgcag tcctccgctc acatttaata cttctcctgt
  2193121 aatataggat gcatattctg atgctaaaaa ggcagctgcg ttcgcaatat cttctggcgt
  2193181 tccaattcta ccaactggaa tcgcgccgac catcttttct ttcactttat ctggtatcgt
  2193241 ttttgtcata tctgtatcca taaatcctgg gcaaattgca ttacacgtaa taccgaaact
  2193301 tccaacttct ttcgctgccg ttttcgttaa accgacaact ccagctttcg ttgcagcata
  2193361 atttgcctgc ccaatattcc cctctctact tatagaagaa atattaataa ttcttccata
  2193421 tccttgttgt ctcatataaa gaagtgctgg ttgcatgcaa taaaaaacac cggttaagtt
  2193481 tacttgcagt acttgttccc aagaagactt ctccatttta tgtaacatgg catctcttgt
  2193541 aattccagcg ttattcacca aaatatgtaa tgtaccgaat ttttgaaccg catattcaat
  2193601 taacgacttc gcttcatttt gattactcac atcacatcga tataagctca cttcatatcc
  2193661 ttcatccaat aactcacgtg tcgttttttg taacttctct tcatttacat cgctaattaa
  2193721 tactttcgcc cctagttttg catacaccct tgcaatctct tttccaattc cctgtgcagc
  2193781 tcctgttaca acagctgttt tcccgtttaa aaactccatc cctatccccc atttctatta
  2193841 cttatactgt atatttcggc tttttccttt ccaattcctc tttgcataaa aaagtctatt
  2193901 tgtgtcaaac taactttgca acgtcgcata aagtgcaagg agattgtgtc gaatgaacaa
  2193961 aaaaatttca aacaaaacaa agctactgat ggcattgatg tagagttctc tcgtgaactt
  2194021 gctgaccaca atgacttaga agcaaacgca cgtgcaaatg ccgctgatgc acgtcaaaaa
  2194081 cgccagtcaa cagaaaaata aggaagcaca accttattct tttcaacagg gacctactac
  2194141 ccaacaaaat aaaccgagag atatctctcg gtttattttc tatatttttt tatataatgt
  2194201 gccaaagtaa gtagtggata tatatgggca tagctatgat acctaatata aaacgcacct
  2194261 ggtaaacctg ttccagtagg atatctttca ttcacataag gattcgaaag caaatatgaa
  2194321 acaccttttc gaatagctgg cgtttctgta tcatagtaag aaatgagagc atctaacgcc
  2194381 catgcagttt gggatggtgt actaaatggt aaagtaacga accttttctc cacactactg
  2194441 tggcatgatt ctccccaacc accatcttca tgctgtatat gttcaagcca tgaagctgct
  2194501 cgtgtcaatg aaggattgct agacggaatt ccgagtgacc gtaaaccagt cataacagcc
  2194561 cacgtaccat atagataaca aatcccccat ttcccatacc atgatccatt ttcctcttgt
  2194621 acattcatta accaatttat tgccctttgt atctgtttct caggcaattc gttttgtgca
  2194681 tacgtcccga aaaactctaa cactctcccc gtaatatctg gcgtagaagg atctgtaatc
  2194741 atatcacttg cgttttcgat tggtaatttt gctaataatt tgctcgtcac acctttttca
  2194801 aatgctcccc agccaccatc attattttgt aatcctttaa tccaattgcc ccctttcttc
  2194861 caagcattat ctatattttt gtttcctcta cttcgtgcca atgcccttag cacagctgtt
  2194921 gtatcatcta tatctggaat tgtcgtattc acatccgaaa aaccccaacc gccaggagta
  2194981 agcgccggag catgtacgct ccaatcagct ttttttgtat gctgtttttt taataaatac
  2195041 gctgttgcat tttgaatcat cttattatcc tttgaaactt gagcctcttg taacgcatag
  2195101 cttaataaag ctgtatccca cacggttgaa ggagagtttt gcaaatgatt ccctctttcc
  2195161 atcttccata tataagatgt tatcccagct atagcctttt gaatcattga tgattgaaga
  2195221 gaatgcccta acgcaagtaa agcataaatc atataaaacg aggcagttgc gtaactatat
  2195281 aacgttccat tttcatcaat acgctctttc ataaaacgtt ctatttcctc atatccttta
  2195341 tgatgtaacg aaagtggata cgatataatt tgttttacat cacttaataa cgtttgaaaa
  2195401 actggagacc gatcctcccg aaaccattct ccgcctccgc ccgcaatgtg atttaaattt
  2195461 ggtaataact ttttccctac tcgaaatctt ttatttaaac atagcatcat cggaattaaa
  2195521 tgaatacgtg ctgagctact taattcaaat atactaaagg gggaatcatt ctgtaaaaac
  2195581 atgattggtg ttggtaaatg aaagagtgaa ggatattcat attctccatg aattgctaat
  2195641 aaaaacttcg tcataaaatg agcacgcgcc acaccaccgc gttcctgaat aaaattttct
  2195701 gctcgtttca tattcgcatc ttcttttgta tattttttcg atgcaagtaa ggcggcataa
  2195761 gattgaattg tagctgataa attacctcct acttcatctt cgtgcaattt ccatgttcct
  2195821 tcatttgttt ggagtgatgc tactctttct acgaacggtt ctatctcttt atctctacct
  2195881 aataatttta ataaaaaaat catatggcaa tctgttaatg gagctccttc aaaacaaaat
  2195941 cgccacgtac catcttgcca ttgcattgtt tgaagtgctg ttgctcttct cactatttct
  2196001 tcatgcgctt tttcgtataa taacaagtta ctcacccacc ctttcgaaat ccgtataacg
  2196061 atattcaaga aggtagctga atatgtatga atacaaagaa aagcagaaca tataaaatgt
  2196121 tctgctcata aacaataccc tactccgaca ataatcccta ataaagcacc aactactact
  2196181 tcatacggtg tatgtccgac aagttcattt aacttcttat attctgtttg tctaccgtga
  2196241 aaaaactcat tcaatatttt cgcttgttta cttactgcaa gccttactcc tgaagcgtca
  2196301 tacataacta taatggcaaa aatagcagca attgcaaata aagtactttc cacaccttcc
  2196361 acaacgccaa cacctgtcgc cagtgctgta acagttgaag catgagaact tggcatccca
  2196421 cctgaagcga aaaactttgc aaaatcaaat tcacccgttt tgactaattt aaaaatcact
  2196481 ttcgtaaact gtgctaaaaa ccatgaaatt acagcggcca taagcggatc gttatgtaaa
  2196541 attgtttcca cgttctcagc tccctactag ctataatgga aatcctttat agtatcagta
  2196601 taaagaaaaa tgcgtagaaa atactacgca ttatgatact tttgctgatt tattttttat
  2196661 aaatttcggt tgtttttgca ctaagaactt tgttttcgct accgagaata caaataatgc
  2196721 aacccatata cagaaaaatg caatcatatg agtagatgtg aaatgttcac caaatacgaa
  2196781 cacacctaaa attaaactaa tcgttggtgc aatatattgt aaaaaaccta ccatataaag
  2196841 cggaataagt tgtgctcctt ttgcaaaata aaaaagtggt agagctgtaa caatgcccgc
  2196901 tcctattaat agtaatgtcg atgacattga gatagagcca aatgagccga aaccatgtac
  2196961 tcctgtcatt actaaataaa taatcgcaaa cggcgttact aacatcgttt ccatcgtaag
  2197021 tccaattgtc gcatcatagt ttaacaattt tttcgttaat ccatataatc caaatgaaag
  2197081 agcaagtgat aaagaaaccc atggaatagc cccgaaacgt actgttaaaa tgataactcc
  2197141 tactccagct aaaccaactg caacgtattg ccaaaagttt aacttttcct ttaaaacgac
  2197201 tgtaccaagt aaaatactaa taagcggatt aatataatag ccaagacttg cttcaatgac
  2197261 atgattatga ttaacggccc atatgtagac aaaccagttt ccgctaatca agactgaagc
  2197321 tattgttaat gacattaata atttaggtcg tttaaaaaga ttcacgaact ccccaataaa
  2197381 ctgacgaaat ctcttcgtaa cacctaatac gattaacata aacacgaacg cccaaacgat
  2197441 gcggtgtgct aatatttcat ctgctggaac ttcctcaacc catttccaat agattggtag
  2197501 gattccccac atcgtatacg caccagccgc atatatgatc ccttttttct gctgtgctga
  2197561 ttgactcccc atcttccttt tctcctcttc tcgtttttct ccattatacg gtcccacgtg
  2197621 ctcactttac caataatcaa tctgcaattc tttcgacatt tctcatacag caaaaagtaa
  2197681 acatattgtg ataacgacaa gtaacggtat accgaaaaca aatttctttt tatgagtttt
  2197741 atggtgaaac gtatacatac cgatccaagc accaactgcg cccccagctg ccgctgataa
  2197801 aaacaacgta ctttctggcg ttctccactg tttcttcttc gctttccgtt tatcaagccc
  2197861 cataaggcta aaagctataa cgttaataag aataaaataa atccatttca tcgctttctc
  2197921 tccctatgaa aaattcgctt aatcgtaaca tgaaaaaacg atggaaacaa ctgaagaaca
  2197981 ctttttatca aactagttta attcattact tgcatattta tataaccaat taaaatcgca
  2198041 gttatagcaa ttaaatagaa aaatgttatg agcaaaatct tatacttcat ttcctttacc
  2198101 cacaaccata tcatcgaaaa aacttctctc aatcactttt tcatcaaagt gaagaactac
  2198161 aattagccct acatacaaag aaacgaaatt taaaaaccat tccccattat catccttatt
  2198221 agctaaacat ttaaatatct cttgaaattg catacgctcg tctatagcaa caaccggtcg
  2198281 cacaccaaaa tatttcaata cgaaatgtaa atcaagctgc acggataagg ataaaatata
  2198341 ttttaatagc tccgtatagt gagcaacatt tttttgacta tataacttta cgagcttttg
  2198401 atgtaaatga gcaatcgata attcttcatc agtcattttt gttgcttcta tcgtttcaat
  2198461 catcttcttc atattcatta catttacccc tcctgttaca aaacaaaagc caaagcgtat
  2198521 ttattttata atcagcaata atttagtatt tctcgtctct ctttcttctt cattaactaa
  2198581 gtcatacttt tttagaagat gaaagacatc atttaatatt tcctgtggat gattaccttg
  2198641 caaaaatccc tttacctctt taaaaatcac ttccggtaaa aaactctttt gactttcaag
  2198701 cttactcatt acatcttcaa tagaatgatc gatattacac cccataataa aattcctcct
  2198761 ctatccttta taaataatat cttccgctaa cgatgtaaac acttctccaa caagagaatc
  2198821 ttcatcatat acagatgaac cgttattttc ttcacgtttt gcaaagggta cttgtgcgat
  2198881 tacttctgtt tgcaattgtt ctgcaagcat ttcgccgcca ccttttccga agaggtaatt
  2198941 tttcgatcca tcttgttctt caaaatacgc catattttcc acaataccta aaatctcgtg
  2199001 tttcgtatgt tttgccatta cacctactct agatgctacg aatgaagcta cattgtgcgg
  2199061 agttgtaacg ataatttctt tcgcttgcgg aatcattgct gcaacatcaa tggcaacatc
  2199121 tcctgtacca ggtggtaaat caagaagtaa ataatctaat tctccccagt gcgtattcgc
  2199181 aaggaaattt tgaatccatt tatttaacat cggtccgcgc cacataaccg gattatttcc
  2199241 ttctgtaaaa aatcccatag acataatttt aacaccgtga ctaacgactg gaattgccgt
  2199301 ttgatcaatc atcgttggtt tttgattcgt ttccatcata gctggaatgc taaaaccata
  2199361 tatatctgca tctaatatcc ccactttttt gcccatacga gctaaagccg ttgcaagatt
  2199421 aattgtcaca gttgattttc cgactccacc ttttccgctc gttacagtaa gaaattgtac
  2199481 ccctgaatca ggacggagca tgttcggcat accagtttct gttctagtat ttttctttaa
  2199541 cttctctgtt aagtctgcac gttcttcttt tgtcatagaa ccgaatgtta aatctacttt
  2199601 agatgcacca attgcgtaaa gtgattcttc aatatcttgt tgaatttttg cttttaacgg
  2199661 acaaccttga atcgttagca ctacttcaag tttaacctct gttccattca tttgtatatt
  2199721 tctaaccatg tttaactcta caatactttt gtgtaattct ggatcctcta catgttttaa
  2199781 cgcattcatt atttgttctt gagtaagcat agaactcatc ccttctcata ttcgaattta
  2199841 tatatagcat cttcttatcg tttcaagaaa ctcttattat cccccactaa caggcgggat
  2199901 gaatgcgaca atatctccag cttgtatcat ctcttcattc gttacaaact cttcattaac
  2199961 agctacgatc actctatcaa gcgattgtaa acaatagttt gctttgagcc agccttttaa
  2200021 ttgctgcaca gtcatttctt gtttttcgga aattactaat cgatctaatc cgacttcctc
  2200081 acgcaaattt gcaaatagta aaattgtaat cattttctca ttcttccttc ttcggttttc
  2200141 catctggata aggtgtattt tcgagctgat ctccaatcca catcgttcca tcttcccaaa
  2200201 attctttttt ccatattggg acgattcgct ttatacgttc aattgcgtat tcattcgctt
  2200261 cataagctac tttacgatgc ggtgatgaaa ctgcaatgac taccgcaata tccattattt
  2200321 ctagccgtcc tactcggtgc gtaattgcta cttttgcgtc cggccacttt tcatttattt
  2200381 cttccccaat tctcgtaagt tgttttactg ccatcggttt atatgcttca tactctaaat
  2200441 gcagcgttcg ttttcctttt gttaattctc tcactgtacc aataaaagtt gtaattgcac
  2200501 ctgcttctct tcttgcaacc ttattcgtta cttcttcaac tacaatcggt atatctacaa
  2200561 tttcaaatag cacttgtccc attagaatca cctctcactt tataaaatgt ccaaggccat
  2200621 tcactacctt cgttatcttc caacaagagc acatctacga acatatcttt tttataacct
  2200681 ctcgtaccac ctggaagtac aataaatata tttgtctccg ctagagagga aactgagcta
  2200741 gatttatcaa accctgacgg ataagcgatt aactgccctt cgttatatgt tagttttcct
  2200801 cgtacaaacc ttgtaaatgg atttggcttt aaaaagtctt ctcctaataa cgctttttct
  2200861 ctttttacat gtgctttttc actaaacata tacgtccgaa tacaaggtct tacaaacaat
  2200921 tcaaacccta cgtaacaagc agatggattt cctgataaac caaataataa ctttccattt
  2200981 aattgcgcta cagtcgttac acttcctggc cgcattgcaa ctttattgaa aagaactgat
  2201041 gcacctaatt tttcatatat agctggcaaa taatcgtaat cccctactga tacaccacct
  2201101 gttgtaatga gcatatctac ttggcttaat gcttctttta cagccgtaaa acacgtatga
  2201161 aaatcatcgc taaacttccc aaaatatttt actcttccgc ctgctcttcg gatttgagac
  2201221 aatatcatat acgtattact atttcggatt ttccctggct gtaatgaatc gtttacatcc
  2201281 agtaattcac tgccagtcgc taatagtcca actacaggct ttctcgcaac tggcacctcg
  2201341 ctatacccga atgtagcaag aagagctgaa atacctggat taatgtatgt tcctttcttt
  2201401 gcaagaaccg ttcctttacg agcatcttca ccttgaaaag aaatattatc gcccgctttg
  2201461 aatgaccgct tcaattccat atacttactg ccagcctcct catattgacg agtcagctct
  2201521 agcataacaa ctgcatcaca tccattcgga atttgcgctc ccgtcataat tcgaactgct
  2201581 tgaaacggac ctactttctc atcgaatagc gatcctgcac caatttcacc cactacttca
  2201641 aatacaattg gcgtttcata acttgctaca ttcgtatctt ctgctctaat agcaaatccg
  2201701 tcatacgggg aacgattgaa tgaaggtacg tcatagtcag ctactaaatc ctccgctaat
  2201761 acacgtccat aagctaattc aataggtagt agctccttta aaccctcatt agcaaattcc
  2201821 attactttac gaacagcttc ttcaaccgta attggcactc ttctttccat tattgacaac
  2201881 cctttctatt aaccgaatac gcgataatat aactgtttcg cttttgaaat atcatttgta
  2201941 ccatgaatga aaacacgacc atctcgaaaa ataacgacgc ggtactcatc tagttggcaa
  2202001 gatagtaaat acggattccg atctacttcc cccagttttt ttaatacttt ttctatatca
  2202061 tcaaaattgt actgtctact ttctaccgtt ctaatttgaa ctgtatttct tccgcacaaa
  2202121 acagctacct tcgtttgatt ttcgtatgat aaataaggat aagttcgatt caaaccgcac
  2202181 gaagggcaat cgtctgtctt gatttttcct agttttataa aatggttttg attactccat
  2202241 atatcaaaca taaaaaatgt ttttctaatt gctgcaaaat cttctactaa aatttttagt
  2202301 gcttccgcca cttgatatgc tgcaacgatt tgaacagtcg gactaataat tccagctgta
  2202361 tcacacgtca cacctgtaac tggaacgttc ttcagcacac aatgtaaaca cggtgtctct
  2202421 tgcggaataa ttgtataact cataccgtac gagccaacgc aagaaccata tacccacggg
  2202481 atattatatt tttgtgataa atcatttatt ataaatcgga tatcgaaatt atctgttgca
  2202541 tcaattatta catcaacatt ttctaatagt ccttccaagt tttctgcaca tgcatccatt
  2202601 acgaaagcat ctatttgtac ttccgaatta agtttttcta gccgattttt agcagcgatt
  2202661 gcttttggca atttctctct cgcatcttct tcagagtaca gttgttgtct ttgtaaatta
  2202721 ctccattcaa cataatcacg atcaataatc gtcaacttcc caatgcctgc acgtacgaaa
  2202781 ctttcagcac ttgcacttcc taatgcgcct gcccctacaa ttaacacatg tttatttcga
  2202841 atcttttctt gtcctctatc cccaatcggt ttgaacaact gttgtcgtga ataccgctca
  2202901 gccattacat acccttcctc tcacgaactc tatttcatat tagaatgctg tttttgataa
  2202961 caagcatagt aagcaaatcc aacaaatcca gctcctccaa ttacattccc gataaaaaca
  2203021 ggaacaaaat ttctagcaag atccatccac gtcagatgcc ctgcaaaaat gactgctgag
  2203081 atgacgaaca tatttgctac tacttgctga aatccaatca ctacaaatgc cattattgga
  2203141 atccaaattc cgattatttt tccgacaaaa tcactcgtcc cataagcgag ccaaagcgcc
  2203201 aaacaaacga gccaattaca cccaattgct aaaattaaag ttcttccaaa tgattcgtgt
  2203261 aacttgcctt ccgctatcgc tactgtttta tttaaataat ccccttctgt taatccgcca
  2203321 agatgcccga aacaatacgc tacgaaaata gctcctacaa aattcatgaa agtaatccaa
  2203381 atccagttat tcagcacact tacgaatgta attttctttg cataaagcgc catagacatt
  2203441 gacatcatat ttccggtaat taattctcct cctgccaata cgacgagcat gagtccaaca
  2203501 ggaaaaaccg ctcctcctaa aacatttact aaactccccc agcgctcagg taaattacct
  2203561 aaaacgcgaa tgttaagtaa aaaaccgagc gaaataaatg ctcctcctaa aaaaccgaga
  2203621 ataagcattg ctggcaaggt ctgacttact ttttgaacac cggcctcaat gacaagctca
  2203681 gcaatttgtt ccggtttatg aaatgacatt accaattcct ccattttctc caaataaaaa
  2203741 agcagcttca aaaaacctct tcaaaataaa ggtttttgaa tgctgcttaa tttctctgca
  2203801 catcttttac agagagatca atcatcactt ttactataaa atagaaaatc tacaattctt
  2203861 gtacaccttc catttttcac ttttatgtca actttatatt aaccaccgat atgtgacatt
  2203921 tcaattttag gcatagcttt tttattacta ttacttaacc gttcatctga ataacgatct
  2203981 tctcggttgt tccatatgtc gcgtacgaca tctgttattt cctcgtcagt gtagtcagat
  2204041 cgaagcagtt ctctcaagtc atttccttta gaagcgaata aacaagtata taattttcct
  2204101 tctgcagaaa tacgagctct cgtacatgaa gagcagaaag aatctgttac tgatgaaata
  2204161 acacctattt cttcatcact tccaatataa ctatagcgag tcgcaacctc acctgcataa
  2204221 ttcgcttcta tccgttctaa tggcataact tgatgaatca tatctactat ttcttgttta
  2204281 gatacgacct cttttaactc ccaaccatta taatttccaa cgtccatata ctcaataaaa
  2204341 cgaagaatat gtttgttttc cttaaagtat tgtgccatct gcaagatgtc ctgttcgttt
  2204401 ttcccctttt gaacgaccat gtttatttta attttcattc caacttcagc tgcagcttgt
  2204461 atgccttcca gaaccctttg tactttgctt ctattaccat ttaaatagaa aaaccgctct
  2204521 tcttctaagg aatctaaact aactgtcaca cgtgataaac ccgccttata taaatcagga
  2204581 gcaaactttt taagtaacga tccattggtt gttaagccaa tatcctctac accatctact
  2204641 ttattaagac gctcaataag ctgtggaaga cctcttcgaa gtaacggttc tccgcctgta
  2204701 atccgtaatt ttctaacacc taaagaaacg aaaatacgcg ttatcctttc aatttcatca
  2204761 aaagataaaa ttttatcatt agacaaaaac gagtaatccg gaccaaatat ttcttctggc
  2204821 atacaatatc gacagcgaaa attacagcga tcagtaactg aaatacgtaa atcctttaac
  2204881 ggacgttgta gtttgtctaa tgtgacagat ttcatattta ttgcctcgct tttacttatt
  2204941 ttatatttaa aacacgctct gggtgcgtat atacatttaa ggattgattc cgaataaatc
  2205001 ctatcgtagt aatacctaat tcttctgcta gctgcaaagc taactcagtt ggagctgatt
  2205061 ttgacaatat aatttcacaa ccaatttttg caactttcaa taatatttcc gaagaaatac
  2205121 gaccgctaaa aacaatgatt ttatctccta tagaaatatt attttttaag caataaccat
  2205181 aaattttatc taacgcatta tgccttccga tatccattct acttaaaata ataccattca
  2205241 catcacataa agacgcatta tgaacgcccc ctgtatgacg aaatgtctcc gcagattgct
  2205301 gcatttcttt cattaatcga aaacagtctt ctgcagtaac ttgtacatgc acgccattca
  2205361 ttttctttgc gcttagtgca tcatttgcaa agacaaatcc ttgtctactc ataccacagc
  2205421 atgaagtaat gtaacgttta ttttgcattt gttcgtaata cggatttact tttgccgtcg
  2205481 tgacatgtac aaatccttct ttctcttgta cccatatgtc atcaatatct tcatacttcc
  2205541 gaatgattcc ttcagatgct aagaagccta ttaccatatc ttctatatat tctggagtac
  2205601 taaccattgt aacaaactcc tgtccgttca ttttaatcgt gactggaaac tctgttacaa
  2205661 tgctgtcctc tatatgttta aacgcccctt gttcataacg aaagatttct ctttctacct
  2205721 gtatcggttt cacgatcagt atccttctct cacgttatat ttttatcaaa aacaaatacc
  2205781 gaaactgcaa tatcttcttc tactttcata tctgaaaaca aattcactaa tttcgctcca
  2205841 acaagttcct ccaaatgttc acgggaattt gcagcataca cttcttgaat cattttcgtt
  2205901 ctagccatat gaaccatttc cgcaccgtcc atcgtacttg aaatgaattt ttcagtaggt
  2205961 gttaagtttc catacagggt cgcaatcgcc atattttctg caaaaacagt atgaatgcgt
  2206021 tctggtcctt ttccgaaaag ttcctttcga agttttcgta tcatatcatt aaattcatgt
  2206081 actttttttg acataccatt atacctccca caaacctcat tttactttat tatatatttt
  2206141 accaaaatga gccttccgcc caaactattt cgtacaaaca ttcgggcgaa aaggttcgct
  2206201 tcatgaagtt tattcttctt ttaatccttt tcccatacct tttaagaaat gaagcccaaa
  2206261 cccgatagca cggttaatat ctgggtcttt caatactttc ataagatcga atacccctac
  2206321 ttttttatta ctctctaaat gttcattacc tttttctagc cctactaata agctacctat
  2206381 aagctttttc gtaagctccg gatcaagttc tgttaaagca cccgcagccc ccatcatatt
  2206441 attaattaaa tttgtaacag gctcacgagt cacttggcca agaacaatct ttgcgattgg
  2206501 ttctttcgcc tttagcatag aatttgctgc ttctagcatg ccaatatcat tcaattcccc
  2206561 tactatatta aacatttgat ttagagcgtc ttcattatta gctagaagct cttttacatc
  2206621 atctaatttt tgctgtttta cttcttcctc agttaattct tgtttttgaa tcatttttat
  2206681 aggtgcagcc atattttttt cctcctactt atccgttaaa tgcacatacc ctggacgtgc
  2206741 ccacttacga tgtacctcaa taccggattg aggatgacgt tttttattac gcgggttcgc
  2206801 ttttggcatc ggattttcgc catcaacttc tagtacttcc atacgtactt tcgtctgttt
  2206861 ataagcaggt gtgttcgtac gcgtatcaac cgcaggacct gttaagaaat taatcgctgt
  2206921 ttcattatct gtagaattca tcggtaaata taactcattt gcttttacac ggtctgttac
  2206981 aagtacacgt aattttaacg ctccaaacgg agaaacaaga cggactaatg aaccagtttt
  2207041 cactccacgt tcttttgcaa gtgctggaga aacttcaacg aaaacgccag gcactttcgt
  2207101 ttgaatacct gttgatttat ttgtcatatt cccttcatgg aaatgctcaa gcatacgacc
  2207161 gttattaatg tgaagatcaa actccgctgg gaattcagct gggcgtaccc agtcagcaat
  2207221 cgcaaaacga gcttttttat ctgggaagtt aaatccatct tggaaaagga gcggtgtatt
  2207281 cgttccatca aaacttcccc aatggaaact attccatcct tcaagcactt catagtttgc
  2207341 ttgtgagaat agtggtgata aacttgccat ttcagcaaaa atttcacttg gatgactata
  2207401 attccagttt gcacctaatt tattcgcaat cgcctgcaca atccaccagt ctggtttcgc
  2207461 atctcccagc gtaggaagca cttgatacag tctttgaaca cgacgctctg tatttgtgaa
  2207521 cgtaccttct ttctcaagag acggcgctgc tggtaataca acatctgcat attgagccgt
  2207581 tttagataag aaaacatctt gcacaacgaa gaaatcaagg ctcgataaca cctcatgtac
  2207641 atggttcgca ttcgagtcta caagagccat atcctctccg acaagataca tagctttcat
  2207701 ttccccttcg tcaattgcgt gcagcatttc aatattatta agacctggtt cactattaat
  2207761 tttcactcca taagccattt caaatttcgc acgttccata tcattcgtaa cgtgctgata
  2207821 tcctgggagc catcctggta aagtacccat atcacaagca ccttgtacgt tattatgacc
  2207881 tcgaagcgga tatgcaccag cacctggacg acgataatta cctgtagcaa gaagtaagtt
  2207941 tgaaatcgca gcagaagtat cagatccacc tgtattttgc gttacaccca tgccccaaag
  2208001 gatacatgta ccatctgcat cacgaatcat ttcagccatt tgaataagcg tttcttttga
  2208061 aataccagtc acttcttcag catattcaag tgtatattcc gtaagactct ctttgaaatc
  2208121 ttcaaagaag tttacattct catcaataaa ttgttgatcg tgccagcctt gatcaatcat
  2208181 atatttcgta actgccatta accagacttg atctgttcct tgttttggac taataaagac
  2208241 gtctgaacgc tctgccattt ctgttttacg aagatcagct acaattaatt tttgtccgtg
  2208301 taatttatgt gcacgtttaa tacgtgtagc taaaacagga tgaccttctg ttggattaca
  2208361 acctacaata ataactagac cagattgcgc gatatcttta atcgtcccag catctccgcc
  2208421 cataccaatc gtacggaata atccgtctgt tgctggcgat tgacaataac gtgagcagtt
  2208481 atcaatatta ttcgtttcaa atacttgtcg agctaatttt tgaattacat aattgtcttc
  2208541 attcgtaatt ttagaagaag aaataaaacc gatagcatct ttaccgtact cttctttaat
  2208601 cgatcctaat ttatttgcaa ctacattcaa cgcttcttcc catgtagatt caacaaacgt
  2208661 tccattttta cgaattaaag gtttcgtaat tcgttcttta gaatttacga aatcccagcc
  2208721 aaattttcct tttacacaag tagaaattgc gttaactggc gcatcagaag agggctgtac
  2208781 tttaaggatt ttacgccctt tcgtccacac ttcaaatgaa caccctacac cacaaaatgt
  2208841 acatactgtt ttcgttttct tcgtacgagt atcacgcatg gccgcttcca cttctgatac
  2208901 cgcaaaaata ccgctatatc caggctcaac ttctttaatt aagtctacca tcggttcaag
  2208961 aatatctggt tttaatcccg tcataaatcc agcttcaccg agcatcgttt tctccattaa
  2209021 agcgttacaa ggacaaatcg ttacacattg accacagctc acgcatgaag aatcattaat
  2209081 acttactcct tcatcccaaa tcactcgcgg gcgttccgct tcccagtcta ttgataacgt
  2209141 ttcatttact tgtaagtttt gacatacctc aacacattga ccacatgcaa tacattggtt
  2209201 aggatcataa cgataaaacg gatgtgtcat atccacttca cttacatcca ctttcggttc
  2209261 atatggatat ttttgatgtt cgatttccat taattctgct gtattatgca gcttacagtt
  2209321 cccattattg ttgtcacata cagtacagta taataaatga ttttctaata accgatccat
  2209381 cgcctctgtt tgtgcttctt tcgcacgagt agaattacgt tcaatgttca taccttctgt
  2209441 cactactgtc gaacaagagc gcattaactt cccgtcaact tctacaatac aagtgtcaca
  2209501 tgtttgaata ggatctactt ctggcacgta acaaatttgc ggatgttcaa tcccgttctc
  2209561 atttatcaca cccaatatcg ttgaactggg ctccgctgta tacttttttc cgtcaattgt
  2209621 aatatgaacc atgttgttct tcatggtctt tccccctttt tgagaataaa aaaaactcca
  2209681 ccacgaaaat atacgcacca catttcggca cgttatcatc atggtggagt agtttattag
  2209741 cacatcttgc taaaatacca atccatttat tcataaataa aacgatagat tcataacagg
  2209801 tcatatcacg attccatctt taacactata attatagcgt taaagttaaa aatatacaat
  2209861 ataaaattta aactacgcat atgtccgtat gtaactatcc ataataaacc atataaaaca
  2209921 taacaaggag taagcgaata aatggggcct tttaataaat ggatacgtgg tgaaaaatct
  2209981 ttttctggac aagagcaagc tgatcacata ttaaataaat ctatctcttc ttccctttcc
  2210041 cttaatttaa agcacttgtc caaattgttt agtggtattc cagaattaat tacacgcact
  2210101 tttccgttaa aaaacggaaa agaagctgct cttatatata tggaaggact tgtagataaa
  2210161 actgttatta atgtagatat tcttcgtccc ctcttattta aagaatggaa tgaggacgat
  2210221 ttttgggaat cttctatttc tatcggaaat attaaagaag ttcagaagtg gacagacatt
  2210281 gaacaatctc ttttacatgg aaaaagcatt ttatttataa acgggcaact atccgcttta
  2210341 gaactagata cacaagcggc accaaaaaga agtattgaag aacctacaac cgagagctca
  2210401 ctaaaaagct cacacgaagg atttaatgaa gtcgcgagcg acagtatcgc tcttattcgc
  2210461 cgatatattc caaatcgcga attaaaagtg aaagcgttca ctgtcggtga gcgggccgct
  2210521 tctaaagttt ttatgcttta tttagcagat gttgcaaacg aagatgtcat acaagaaatg
  2210581 tcatgccgca tcgaatccat taaagtggat gccattctta ctaccggtga attagaaggg
  2210641 tttgttgaag acaattctta tactcttttt ccgcaattat caataactga acgccctgac
  2210701 acaacagcac atcatattct agatgggcga attgctgttg ttgtagatcg ctcaccaggc
  2210761 gtattaatag gacctatgac cttttcatcc ttttttcaaa cgatagatga ttacagcttc
  2210821 agaccaatga ttccatcttt tatacgctta cttcgtttca ctggattatt tattgcaatt
  2210881 tttgctcctg ctctttatat tgccatgatt tcctttcatt atgaagtgat tccacttaaa
  2210941 ttattgttaa cgattggaga atcgcgagct aaaattcctt ttccccctat attagaagca
  2211001 cttttaatgg aattagtact ggaaatgctc cgcgaagctg cagttcgact tcctggtccc
  2211061 gttggacaaa cgattggcgt cgtaggaggg atcgtcattg gacaagctgc agttcaagca
  2211121 ggaatagtaa gtaatgtcat ggttatcgtc gtatctatta ctgcagtcgc ttcttttatc
  2211181 attcctaacc tggaaatgtc agcaggaatt cgccttcttc gctttccgat gatgataatt
  2211241 gcctctttat ttggtgtcat aggaattatg gttgggatgg caatcattat tattcatata
  2211301 ctttctatgg aatctcttgg tgttccttat ggtagtcctt tttctccgtt atttgcttcg
  2211361 gatttaaaag atattcttgt acgtttacca tggaaaataa tgaagaaacg cccactatct
  2211421 cttaacttaa aacaagaaaa tcgacaaagt gatatagaag aaatggagga agataagtga
  2211481 caaagcgtgc aaagagggag attagtttat ttcaatacat tttaacgatt agtggtgttc
  2211541 aagtaggatt cggtgtcctt acacttccgc gtgaagttgc acaaggtgcg aatacagatg
  2211601 gctggatgtc tattattatc ggatgcgtta tcactacttt agtcagttta tgtattgtaa
  2211661 aaattatgga aaagcatcct ggatatactt tacttgatgt gctgactcgt tatcttggaa
  2211721 agtggctagg aagaatagga atgatttttt ggatcttata tgctgtactt gcagccgttt
  2211781 ccttagtttt ttccctcctg tatgttattc acatttggat tttacctaga tctcctatgt
  2211841 ttttaattat gattttgctt tctattccaa tgcttatgct tgcatgtaaa ggtgtactta
  2211901 ttattagtcg ctttgccgtt ttcactgtga tttttaccct ttggatgcca ttactattgt
  2211961 ttattcctct taaagatggt cattggatat atcttcttcc ctttctaaag gaagggtgga
  2212021 taccagttgt aaccacagtt aaatcaacta tcattgcgtt tctcggattc gagtttgcat
  2212081 tcgtccttta cccctatcta actaacaaac cagctgcaaa aaaaggaatc attattgcaa
  2212141 atatgattac gctatgcgtt tacctacaag ttacattcgt ttctttcgtt tattttagcc
  2212201 cagatggtat aactaagttt ttatggccga ctctttctct tgttacacca tttcactttt
  2212261 catttctaga acgatttgaa attatctttt tatcatttta tctcttcatt attttcgatt
  2212321 cttgtattcc ttatattttc actgcttcag atggaatcaa tcaattactt aacaaaaaag
  2212381 ggagtccatt acctgtttgg attttattat tcggatgcat tttcgttcta ttcttttata
  2212441 tcccttcctc ttaccaaata agtgcgttgc gagaattttg gggaactgcc agttatttta
  2212501 tcgtttttct attcccagtc gtatttctct tatacatgac actttatctg cattggaaaa
  2212561 ggagaaaaat ttaaatgagg cgctttattc atttcactat actttgcttt ctcataacct
  2212621 tattaacagg ctgtggagat cggctagact tagaaaaaca atccatttca ttaatttacg
  2212681 gttttgacgc aaaagcaaaa ggaaaattaa ttgtatacca cgtaaatcct atttttaatg
  2212741 aagacgtaga aaaaaagtac gaaacacatg aggcgaaagt acgtacacct cgagaagcaa
  2212801 aagcgacgtt taatagttca agtggcggtt tagtatctac agaaaagtta cagctcattt
  2212861 tatttagcac aaaattttta aaacaagaag gggctatgcc ctaccttgat gtttggtatc
  2212921 gcgatcctaa aaatactgga aacatgcgca tggttgcagt agacgggcca atttcttctg
  2212981 ttatatataa taactttaaa gataaacctg ctcttcctga gtatttaaca gatttaatta
  2213041 atacaaataa attatacaat cggacagttt tcacaccatt tcatgaattt cataggcaaa
  2213101 cgtttaataa aggtataaca cctgctattt cagaaataaa aaaaggaaaa aaagatgtta
  2213161 tcgttacagg ctctgcacta ttaacttctc gcggaattta taagatgtct ttaaatcgct
  2213221 atgaaagcgc ccttctgctc atgttgcaaa aaaaagctaa tatacctgtc tcacttacaa
  2213281 tgaaaatccc ttctcattca gttgaaagta atagtcatct aaaagataca gaaggtgaag
  2213341 atttcgtatc aataaacgtt cttagcatga atcgtgatat ccgtacagac tatagcgata
  2213401 accatttcaa atttaatgtt aaaatggatt ttaaaattgc cgtatctgaa cttacattca
  2213461 atatggatat agataaagat aggaagaaat taacttctct tattacaaaa caactaaaca
  2213521 aagatttgaa caatttaatc cataaaattc aaaaacaaca acttgatcca ttcggatttg
  2213581 gtgattatgc gagagcgttt caatatgaag aatggaaaaa agttgaagac gattggccga
  2213641 gtgccttttc aaaagctaac gtgaaagtag cacctactat taaaatttta gaaaacggaa
  2213701 ttattaaata gcaaaaaaca cgctacttgt tcttatacgt ttaaagaata agtagcgtgt
  2213761 tatcatttta ttttgaaact ccctatatag ttacgcttct gtttctgatt cttcgttttc
  2213821 cgcttgttcc aatctttgct gctctgcaag ttcagctgaa atcatcccat aataaatttc
  2213881 tggatacaat ccaaatattt gatatacact tcctaaaaac ggcatcggaa tccctctttt
  2213941 ctaaagttgt attgccactt ttaaggattc ccttttcatt cattatacat tcgtttttgg
  2214001 cgtttcttct tcatcatgaa cgcttaataa attttgccac tttttataag gagcactatt
  2214061 tggatctaca taacctttcg catacgaacg atcccacaat tgtttaataa acatttcttt
  2214121 ctctttcttt gcaaccatat cggcacctgt accgtaatag ttttggaaat acaactcaat
  2214181 ttcatcaagg aataatctta ataattcatc agaagtttct tctaacgtcg ggtcatattt
  2214241 cgcttcacgg tcatacatta aaatcatatc taaaatatta tggacatgct ctttacgtag
  2214301 ccatctaata tcttgagcac ctaatacaaa tggatgtgta tataaatgcc caccttgtat
  2214361 catcgccttt tcttgttctt cttcaaatct ggataagatg ttttcataaa tgaacggatt
  2214421 atgaagtaac gctctgtgca atttataact ttcgcttgaa atatttttcc ccatcgactg
  2214481 aattgagaaa ctacgtccaa cgccgttata ttgataaacg aattgaccat caacagcaac
  2214541 taaactaatc cagcgatata tatacgcgta tagaagagct cgattgcatt tatcgtaatc
  2214601 taactttgtt tgcgttgcat ttaaatccgg catgaaggct ggtaagtgcc aatacttatc
  2214661 taaatgcggc gttaaactag attttttact attcaactta tttacacggc gatagtaaga
  2214721 ctgaaaataa tcacctttat cattcataaa tccatttgca atatgtccag acgaaagctt
  2214781 aggaaagtct tgtaacgata aaccgtaatg cgcacgataa caaatgacct caaatggtga
  2214841 aaaagcttca tttactgtat ctttttcttt aaacatttct tgcattaatt cctcttgcag
  2214901 ttctttcttt aaagatggat gtatacccca atattgtaat tccctatgat gagaaacttt
  2214961 tggcacgaat ggacttgcta aatggaacaa gtcttcaatt ttttcacgaa catattcgtc
  2215021 acgatcacga ttcttataat ccgcttcttt tcgtaatgct tcaacgatgt tcagctctaa
  2215081 tttatcacga tagcgtattt gtaattcatc gtaacaatag tttagtatgt gctcacgata
  2215141 aaagtcttct acctttttcg attgaatctc ttctgttttc gcatcccggc aatattcccc
  2215201 gtataagctc atataaattt ccgcacatat atctttcggt aatacaccta aatttaaatg
  2215261 ttgttgcata tcttgccata tcttttcttg taacttctct tcagctaata cgtatacatt
  2215321 cgttgggttt gtttttcctt caaattcctt gcttcgtttt tgaatttcga acaataaatt
  2215381 ttcacgtgtt tcatgtaaat tatcgaaaaa tctttcccaa tattgaatca ttttattaac
  2215441 tgcttgatat agcgattgat acacgagttc taatagcatt tctttacggt attcgtttaa
  2215501 tttgtgtacg tactgcgtta caatatcttc aaattccttt ttaaataaac gctgctggtt
  2215561 attaatcatt tttccaaacc agccttgttg ctgtgcaatt tctactcggc gtacagctgt
  2215621 taccgttcca tcaatattac tcacattaaa tttcttatcg tagttttgaa ttaaattacg
  2215681 cttttgttca ttattttcat gtagtcgatt cattttttcg actaactgct ttcgaatttc
  2215741 atacaacata aaacgagctg ctactggatg aacagaatcg gttttcttta aaaaccatgt
  2215801 atttagttga tatgactgtc cttcagaacc acttggtgaa aaacgatctg attcaatcat
  2215861 gtcatataaa agtgtcgtta catgttcatg tacgcggctc ggaatcgcat acgcatataa
  2215921 acgaaccgca tggtctaccc ttgctacttc acctttcatt tgttccgtca ttttcagctt
  2215981 ggcagcagaa attttacatt catgctgcag acgatttaat tcttcgtctt tttgtaccgt
  2216041 gcgctgtaca taactttcta cagcttctaa aaacagttta gatttcgcaa caccaacctt
  2216101 gccaccctct gctccttcac gcgtttcatt gtacatttgt ctataaaaaa tatgagcctg
  2216161 ttctggacgg gtagcaagat gttctaagtc ttctaaataa cttttcccac gctctggctt
  2216221 ttcacgctgc ataccacgtt ttacatcttg atcatatcta tgcttcttct cttgaaacaa
  2216281 ttgatctaaa tgaagccacg attcatctaa accttgcacg gcccatttta aagcacaata
  2216341 ttttaacaaa tgctcatatg ggtaaataat ctttgccgtt ccggccccgc aatatcgccc
  2216401 tttcccgctt gattctgcta attgctgaat ttgattatct tcctgtgcaa aatgatttgc
  2216461 agacatcgga ctaaataatt gtaaataaat cgtatttgcc atttgctcca tataatctga
  2216521 taaattatgc agatggtgtc catgtaaatt ttcgtaatcg tacaagaaac aataattgta
  2216581 cggtaaatga tgttgtttaa tcgtgtgatt tgttctccca tcctcatcta cttgatccgg
  2216641 tcgatactct aattcaatcg tcacgccacc gcgttttgat aactctccag tagaaccgag
  2216701 tgtaatcgca tgtaattctt ttaacgaagc atagccgttt gcttgcaccg tttcaaactc
  2216761 tttcgcacta accgttctcg tcttcactaa cacatccggc attagaaacg caccacgtat
  2216821 taaaatgtta tgatgttgca gtttttttcg aagcatttca cgtaaatata atgcaatttg
  2216881 tagaaacatt cctgaacctg ttccgcccgc taatgatgtt acgataatga cacgtactcc
  2216941 atattccgtt tgatcgcttg taactggaaa aatcttctcg atttcttgcc aaaaggacgt
  2217001 taatttatct tctttcatcg cagcacgtaa cgctaaacgg gaaatgacgc gtaactgtcc
  2217061 tgctccttct gttaatggtt tatcaagtat agttggatcc atcggaaacc actctggaat
  2217121 cgtcggatct cccgcaatat actccctagg tgttttacta gagctcgttt gtgtcttaaa
  2217181 ctttcgaata tgatcgaatt tactcaatgt attcacatct gtatcaaata cgtgcattgc
  2217241 tacctttttt cgacgctcct caggtagtct ttcatatatt tgatgtgtca cagtactacc
  2217301 gattccacct aaaccaatta atattgttgg aacttgtaac gtcatgtgaa ccaccttcct
  2217361 attcttgctt gtttgaaaaa aggagggaaa aataatactc tcctcttttc cccatctact
  2217421 attcacactc gtatttgtaa atctccttac catatcctct atcaattact aaaagttcat
  2217481 ttggatatag tgtcttatgt tccattccaa cctcatcctc tgttataaac atcccatcaa
  2217541 taatcattcc tactacttgt gactctttcg ctacaaatat cgatttcgat cctttctttg
  2217601 ctataaacgt aacggattgc acagtcttcc tctctgctct atacggaata ccaaaataat
  2217661 gtttccacca tttatttttg agtaactctg gctcagattg atataaccaa tcttttgcta
  2217721 cctcttgatc ccattcgtaa tacaataatg ctttccggtg aaatctcgga cggacaatcc
  2217781 atcctaaaac gattattcct actagtaaca gtaataaagt gataggaata acaaacttaa
  2217841 aaataagcgc atacttttca taaaacggcg cattttgaat atggagtgtt atgtctttct
  2217901 ttactttttg taattttgaa tcctgcacta cgatggtagc ttctacggtg ccggtatctg
  2217961 taaaattgaa tgtgtcggag taatggggtc gaggataaat ataaatttga ttatcatgtt
  2218021 gttttatttc atagttgatt gattgtttag atgtgacacc agtagatttt aatagtttct
  2218081 ttacagcctc ttctgtcatc ggcttaccat ctaactgtgg ttgtataata aacggtttac
  2218141 tattctctaa gtttgttact ttttctttat aatctttcgt gacagtttga agtgataatt
  2218201 caggcttttt agttgtttcg attttaaatt ctttcgtctg tctgtaaaac ccctttatgt
  2218261 tcatatgaac tttcccgcgt attaatcctt ttgtaagctt agtttcgtaa taaaacacat
  2218321 gtcttttatc gtcccacttc atcgcatatt gctttccatc tatttctact tctgcctgga
  2218381 agtaagaaga ctgaacgggc aactcagtag gctttgcttc aataacagct gtcacacctt
  2218441 catacatttc ctcaacattt tttctatcct tatcttcttt atcataagta gaaacgttgt
  2218501 aattaagcgc tggttcaaca agtacttgta acccttcttt ctcaatctcc tgatccactt
  2218561 ctatcgtata agttcctggt ttaataactt cctcattttc cgtacttata tgaactatat
  2218621 ttccgaacaa tttcgcttcg cctggtgcat gtatagaaaa agaagattgt aattgtaatg
  2218681 gtttagaaat ttgtttgacc tgataatcgg gcagagaagg cgattgtcgt acaagcgtca
  2218741 tacgctttaa cggaaatggt gttgtaatct ctactttctt ccctactact ttcgttttta
  2218801 caatcgattc aacagaggaa aacggatcac gatttgcaac taatgctgcc acttgattga
  2218861 cgctttttac aataccatcc tctccactag atggcatcgt aactccattt atctctttct
  2218921 tccatatttc tttaaacgta tttagttgtg ccttttcttg ctgtcctaaa tcctcttcca
  2218981 tcgtaattaa aaccggatgt aatgatatct ttttttcatc catttctttc ttaaactgcg
  2219041 ctaacttctg caaaatttgt tcttttccgc caaccttatc tttctctaaa tcattaaatg
  2219101 ccccgtcagt taacacaata agccaaaatt cacgtttccc atctatatcg gcttcctttt
  2219161 ttatagattg catcgccgtt tctactgcgc taaacggagt atttaaatac gttttccatg
  2219221 ctccaattcc ctcaatttcc gtttgtctct tatccttcgt taacgaaatg tttactggat
  2219281 catttggctt gctcattgga acgtaagaaa atttatcttt ttcatctaat agcgcaacta
  2219341 aactttgcaa agcgtaattg gcatatttcc agcgatcgtt atttctcatg ctgcccgaat
  2219401 catcatatac aagtgaaacg accctttcct ttgcctcctc tccttttgca aaagtccaaa
  2219461 aaggatgtaa ccatattaat agaaacaaca tgaatgtggc acaaattcga attttcatga
  2219521 tgaggcttcg ccacctttgt agacaaattc ctatgtttaa atttatgaga ggatacaaga
  2219581 tatatgactt gtattttagg acaacgaaca cagcataact ttattatgta aacagttata
  2219641 aaaattgatt atgattcctt ctagcgtttc ctatccgatt atataagtaa aaaagcctgt
  2219701 ttaagctcta cacttaaaac agacttttcc tacttttcat attgaaaaca cttaacaaaa
  2219761 agtttgattt attgcttcac atacacttca acaatcggat tatctttatg atccgcatgt
  2219821 aagcgtatat tctcttcact tgtactataa atgctagcta ataacataat tgttaacacg
  2219881 ttaggagttt ttgcatcact cccatatttc ctttccagcg cttccttata ttcaaaatcc
  2219941 aaatccccct gcacatacgt atacacttca aatccgtctt ctaaattaca aactactgta
  2220001 tcaataatat ccgcccctac ttgcttcttc atttcctctc gcaatgctgc aataaactct
  2220061 tcccacggta cttcgtatgt ctgaaactga tctgtcgatt tcatgccttt tcctccttat
  2220121 atatcctctt cctatatttc ccctttccta taacaattat gatagatagg gcattcgtac
  2220181 aagccgcact tgtccccttt acatatcgta ttactgtaat ggggaaggag gaatgaatat
  2220241 gcatagacaa aaatgttatg atacatgccg acgttacttc ggaaaagttg ttcggattga
  2220301 agaccgtgat ggccgtatac atttagggaa aataatcgat gtgacacaaa gctctgtatg
  2220361 gattgagccg gtgcaacagc gctcatcttt tgattcagga ttcggatact atgacgctta
  2220421 tgcaaacggt ggttgtgatc tttgcggcgg ccttagcaga tgtgatagtt gtggatttgg
  2220481 atgcggtggt ggattcagta gctgcggttg tggtggtcgt ggttgtagta attgtggttg
  2220541 tggcggctgg ggaggcggcg gttgtggctg gggtgttgaa ctcggatttg gtttcatctt
  2220601 cggaattaca ttagctgcat tatttttcat ttaacatagt aaagagttga ctacctttag
  2220661 ccaactcttt ttctttattt ttcacatata aaaatacgat gccctaaaat atgttggtac
  2220721 ataagccgta cattttcatg ctgtacccat gcctcatata actcattcgg aataaattgt
  2220781 gatacattcc attctggctc ttctacatag ctagaaatcg tttctgcaat cgtgccaccg
  2220841 ccagcaattg taattctttt aaaatttgct ttctgaaata attgtaccca ctcattctca
  2220901 gttaatagtt ctttcatgcc atataattga gcgatttttt cttcctcttc cctcccaatg
  2220961 tgggcattaa taatcatttc aattacaact aactttccgt ccttctgtaa tacacgatag
  2221021 cactccgaga taaccctttc tttctctgta aaagcaagta tcgattctcc gagtacgaat
  2221081 tcaaatgagt catgcaaaca aggtaattgc tctgcctttc cttcaattaa ttgaatatct
  2221141 attccttcag acgaccacct atctttcgcc ttttgaatca taatctcatt cttttcaacc
  2221201 gccgttactt tataaccaca gtcttttgtc atatacgctg ctgttttccc cgtaccgcag
  2221261 cctatctcaa ggacgttagc tccatatcta aaaggcagtt gtgctaacaa ttgttttgtt
  2221321 aacgtaaaac caccagggtg agcactccct attccgtaat acgctaagaa atcgatgtat
  2221381 gtgtttcgtt tcatgggatt ctccttttaa ttttctataa tacatatatt cacccatcaa
  2221441 aaaatcgtgc acgtaaaaaa gcatttccaa gtgctataca gcaacttgaa aatgctcttc
  2221501 tcttttttat ttctcttcta catacgccca tttaaagcta tattccggac taatattatg
  2221561 tttcacaatt ccctttatat ttggtttcat aacatatgat ctagcagttt gatataaagg
  2221621 cacaagcgct acatcttctt caagtaacaa tttttctgct ttccctaact ctgtccaacg
  2221681 ttttttcgca tcagccatcc attctgtctt acttttagta ataatgtcat catattttga
  2221741 atttgagtag ctcatctggt tctgcgaatt ttttgtttca aacatatcaa ggtatgtcat
  2221801 tggatccgca taatctggat tccagccgcc atatgagaaa tcataatctt ggtctgattc
  2221861 taattttagt ttttgcttaa atggctgcag tttaatattt actgttacac cttttaaatt
  2221921 cttttcaact tggtctttta catactcccc aacttttttc gcattaccag tatcatagtt
  2221981 taacagttca attgtgactt gatcttttcc aagttctttt ttcgcttctt cccaggctgc
  2222041 cgctgccttt ttggagtctt gttttaaacc atttttgaac gtttctgcga aatctttacc
  2222101 gtctggtcca ctcgctaaac cttttggtac taaataatcc actggttttg aaccatcatt
  2222161 taaaataaca ttcgttaaag cttttttatc aattgataat gcaattgctt cacgtagttt
  2222221 tttgctcttt aacggtgtat cttgcccacc acgtttttgg tttagacgta aataaaacgt
  2222281 acttgtttcc gaatatgcac caaattcttc tttattattt ctatacttat caacaaattc
  2222341 acctgataaa agtgtgaaat caatcgcacc tgtgtcatat aaatttactc tagtagctgg
  2222401 ttcttttact acactataat tgatttcttc tagtttgaca gtctttttgt cccaatactg
  2222461 ctcatttttc tttaatttcc aaccttgctc atgcttccaa tcagtaagca cgaatggtcc
  2222521 attataaagt gttgtatcag actctaaacc gaatttattc cctttttctt tcacaaactt
  2222581 ttcatttaat ggatagtaag acgcaaatgc cattaagttc aagaaatatg gtactggtct
  2222641 ttctagttcc acttcaagcg tataatcatc taccgctttt acacctaatg tagaaacttc
  2222701 tccttttcct tgattaattg tttccgcatt tttaatatag taagcgataa atgcatactc
  2222761 agcagctttt tttggatcta ctagacgttg ccatgcaaat acgaaatctt tcgctgttac
  2222821 tggatcaccg tttgaccatt ttgcatcttt acgtagttta aatgtatatt ttttaccatc
  2222881 ctcgcttttt gtgctagatt ctgctacagc tgggattggc ttattgtttt tatcaaggcg
  2222941 atataaccct tccattgtat tccctaaaat ttgtgagcca agtgtatctg tatttttgga
  2223001 agtatccatc gtcggaattt cattcgtttc tgtacgattt aacacttgct tcgccgcata
  2223061 tttaatatca gacttcttct cttccccacc attattagac gttgtagtcg atttcttctc
  2223121 cccaccagaa gatccagagc atgctgttaa agccatactc attgccaaaa ctggtgctac
  2223181 aactgccgtg aattttttca tctttttctt cattcttgta ccctccccaa ttatatgtac
  2223241 gaaactaact ttgagagatt ttctacgaac ataatcatta atactttttc accaattaac
  2223301 acgctattaa ttaccctcat ttttaaagtt tttattatct tatttttata gtaactatgt
  2223361 attttactat tattactata cgaattctcc cccatctact atatgtcagt accacatttc
  2223421 ttattcttct ctatttaatt gaatataaaa agagcgtgtt aaaaataact tatctacttt
  2223481 taaacacgct cttttttatt atttaccttc cgttacataa gcccacttaa agctatattc
  2223541 tggactaatg ttatgtttca caattccttt tacattcggt ttcattacat acgctcttcc
  2223601 tgtttgatat aaaggaacta atcctgcatc ttcttcaagg aataatttct ctgcttttcc
  2223661 taacgtttcc caacgcttct tcggatcaga cagtaattca ttacctgctt tcgctaccat
  2223721 ttcatcatat tttggattcg aataactcat ttggttatat gggctcttcg attcaaacat
  2223781 atcaataaat gtcattggat ccgaataatc tggactccaa cctgcaaacg aaacttcata
  2223841 atcttgtgct gactctaatt ttagtttttg tttgaacggt tgaattttcg tgttaaccgt
  2223901 tacacctttt aagtttttct caatttgatc tttaaagtag tcagcaattt ttttcgcagt
  2223961 tccatcatca tagcttagta attcaattgt cacttgatct tttccaagtt cttttttcgc
  2224021 ttcttcccaa gctgctgcac cttttttcgg atcatatttt agaccatttt taaacgtatc
  2224081 ttggtagtct ttaccgtctg gtcctgtcgc aagccctttt ggtactaatt gatctgttgc
  2224141 ttttgaaccg ttatttaaaa taacggttgc taatcctttt ttatcaattg ataatgcgat
  2224201 cgcttcacga agttttttgc tctttaacgg tgtatcttgt ccgttacgct tttgatttaa
  2224261 acgtaagaag aatgtacttg cttccgaata ctcgccgtac tcttctttgt tcgatttata
  2224321 tttatcaacg aattctcctg ataataacgt gaaatcaatt gatcctgtat catataagtt
  2224381 tactttcgtc gcaacttctt ttactacact atagttaatt tcttctaatt ttacagtctt
  2224441 attatcccag tacttatcat ttttctttag ctgccatcct tgttcatgtt tccatgaagc
  2224501 cataacgaac ggtccgttat acaacgttgt atctgcttct aaaccgaatt tatctccttt
  2224561 ttcttttacg aacttttcat ttaaaggata gtaagatggg aatgccatta aattcaagaa
  2224621 atatggtact ggtttctcta attctacttc tagcgtataa tcatctaccg cttttgctcc
  2224681 taaatctgtt agtggttttt cacctttatt aattgcctct gcgtttttaa tatagtaagc
  2224741 aataaatgca tattctgccg ctgtattttt atcaagtaag cgctgccatg catatacgaa
  2224801 atctttcgct gttacaggat caccatttga ccattttgca tctttacgta atttaaatgt
  2224861 atattttttg ccatcctcgc ttttcgtact agattctgct gcagctggga ttggcttatt
  2224921 atctttatct aatcgatata aaccttccat cgtgttccct aaaatttgag aacctaatgt
  2224981 atcggtagat tttgaaacat ccatcgtcgg aatctcttga ttctctgtac gatttaacac
  2225041 ttgtttcgct gcgtatttaa tttcagactt tttctcttcc ccaccaccac tagacgtcgt
  2225101 agttgatttc ttctccccac cagatccaga acaagctgtc aacgccacac tcatcgctaa
  2225161 aacaggcgct acaactgccg tgaacttctt catctttttc ttcatttttg taccctcccc
  2225221 aattatatgt acgaaactca ttttgagaga ttttctaata actagttatc agaaaattct
  2225281 tgttaattaa tattctacta atttttctag ttttgtagag ttatttttaa aatatttaga
  2225341 aaatttattt tacttaacga tagtaacatt ctattttcta tgaccatact atacgtatcc
  2225401 tccatctact acatttcatt tcttctccac tctttcattt tcgcgttcaa tcgtacaata
  2225461 aaaaaagtac ttcaaggcat gtagactgct ttgaagtact ttttcaactc tattattttt
  2225521 cagtaacata tgcccactta tagctgtatt ctgggctaat attatgctta acaacacctt
  2225581 ttacatgcgg tttcataaca taagatctag cactttgata taaaggtaca agggcaacat
  2225641 cttcttcaag aagtaattcc tctgcttttc ctagctcctc ccagcgtttc ttcgcatcag
  2225701 tcattaattc tccaccagct tttttgatta tttcatcata tttctgatca gagaaactca
  2225761 tttggttatg agagtgctta ctttcaaaca tatctaaata tgtcattgga tccgcataat
  2225821 ctgggctcca tccaccatat gaaatatcat aatcttgatc tgattctaat ttaagttttt
  2225881 gtttaaacgg ttgcagttta atatttactg ttacaccttt taagtttttc tcaatttgat
  2225941 cttttacata ttccccaact tttttcgcat taccagtatc atagtttaaa aactcaattg
  2226001 taacttgatc ttttccaagt tcttttttcg cttcttccca tgcagcagct gcttttttcg
  2226061 catctggttt aacaccgttt ttaaacgttt cttggaagtc ttttccatca ggtccagctg
  2226121 ctaatccttt cggcactaaa taatctgcag gttttgaccc atcatttaaa attacatttg
  2226181 ttaaattctt tttatcaatt gatagcgcaa ttgcttcacg taatttttta ctctttaatg
  2226241 gtgtatcttg tccaccacgt ttttggttta aacgtataaa gaacgtactt ggttcgttat
  2226301 acaccccata ttcctcttta ttatttctat atttgtcaac aaattcacct gttaataagg
  2226361 agaaatcaat ttgaccacta tcatataaat tcacattagt tgctggctct tttacaacac
  2226421 tatagttaat ttcatctaat tttacagtct ttttatccca atattgatca ttcttcttca
  2226481 gtttccagcc ttgctcatgc ttccaatcag taagaacgaa cggtccgtta tatacagttg
  2226541 tatcagattc taaaccgtat ttatcccctt tttcttttac gaatttctca tttaatggat
  2226601 agtatgatgg gaatgctact aagtttaaga agtatggtac tgcttgttct aattcaactt
  2226661 ctaaagtaag gtcatctact gctttaactc ctagttctgt tacaggtttt tcccctttat
  2226721 taaccgcttc tgcattttta attgggaatg caatgaatgc atactcagca gctgtttttg
  2226781 gatctaacaa acgttgccat gcaaatacga aatctttcgc tgttacagaa tcaccatttg
  2226841 accattttgc atctttacgt aatttaaatg tatatttttt accatcctca ctcttcgtgc
  2226901 ttgattctgc cgcagctggg attggtttat tctctttatc taaacggtat aagccttcca
  2226961 ttgtgttccc taaaatttga gagcccaaag tatctgtact cttcgacgta tccattgttg
  2227021 gaatttcctg attttctgtt ttattgaaca cttgtttcgc tgctaatttt tcttctgatt
  2227081 tgctatctcc gccagagcta gaatttgtgc ttgtcttctt atctccacct gatgtagaac
  2227141 atgctgttaa tgccatactc attgctaaaa ctggtgctac aactgctgtt agttttttca
  2227201 tttttttctt tttcactttc tgtaccctcc ctaattctta acgctctcat ttaagaattt
  2227261 tctgataatt ctgtttttct ttatatattt atcagaagat tcttattaac tattattcta
  2227321 ctaatttttc gagttttgta aagtgttatt attgaaaatt tttaaaaaat tattttttta
  2227381 cagtaatatt cataaaaatt ccataatctt ttaaaacact atacctcatt gaattctatg
  2227441 tattgattta atagtcttta tatcccttca ctataaaaca cttgtaaatt attgttaata
  2227501 aataatgcat atcgtaacaa acctcttttc tacaaaaata aaaaagtcag caaagctgac
  2227561 tttttacccg gccatttttt ctcttttcat ttcctctact actttcatat acttctcgtt
  2227621 atcaaattca ttttcacttt ttgcaacaac tacagtcgca atgccattac caattaaatt
  2227681 aacgatagca cgtgcttctg acatgaaacg atctacacca agtaatagcg ctaacccttc
  2227741 tagtgggata acattcattg ctgacaaagt agaggctaat acaataaatc ccccgcctgt
  2227801 tactgccgct gctcctttag atgtaactaa taaaatagct attatagtta attgttgacc
  2227861 tagtgaaaga tcgacgtgaa agacttgcgc taaaaatata gtagccatcg ataaataaat
  2227921 tgttgttcca tctaaattaa aagagtaccc cgttggaatg actaaaccta ctaccggctt
  2227981 cgaacatccg aagtcttcca tctttgtcat cattcgcggc aatactgatt ctgatgatga
  2228041 tgtcccaaga acaataagta attcttcttt aatatgcgct aaatatttcc acaaactaaa
  2228101 tttgtaaaat ttacaaatga aatttaaaac aataaaaaca aataatgcca ttgttgcata
  2228161 tacacaaatc attaatttac caagtggaat aagtgtactt aaaccatatt tgccaattgt
  2228221 aaacgccata ccgccgaatg ctccaaccgg tgctaatttc attacaattg ataaaatgtt
  2228281 aaaaaatact ttcgataatc tttcaaaaaa gtcgattacc ggttgtccat tcttccctaa
  2228341 catcgttaac cctgcaccga ataaaatgga gaagaacaaa acttgtaaaa tatcaccttt
  2228401 tgcaaatgct tcaaacatgt tagacggcac aatatgtaaa aagaaatcca tccatttcat
  2228461 ttcttgcccg ctttgtacat attgtgaaac atctccgcct tttagttttg agggatctaa
  2228521 tccatctcct ggacgtacaa cattcgctac aatgatacca attattaaag ccgctgttgt
  2228581 aacaatttca aaatataata gtgccttccc gccaacacgg cctacctttt tcatacttcc
  2228641 catacttgca ataccaagca caattgttaa aaagataatg ggtgcaataa ccattttaat
  2228701 catattgatg aatgtttcac caattggctt catctcttgt ccaacactcg gccaaattgc
  2228761 tcctactgca ataccacaaa taatggccac aataacttgg aatgttaaat tctttacaat
  2228821 tctcattttt aatactccct tattttttca tttctcccaa actattttca tcaataacat
  2228881 ttattctatg tgatggcccc cctgttatgt aacttaaacc ttaactttat gttacactat
  2228941 tatattattt ttgaaaatag tatataacat tcaatgataa acgacatact attagacata
  2229001 ataaaaagca gacatttcgc ctgcttcaat tttcctcaat ctccttttca cttaatccta
  2229061 gatgtgtcct aagagtatta ctcaaactct gtaaatcttt tttattagga ttataataat
  2229121 atacacgttg gccgtttggg ccattaggta agtataaatc atcacctgct aattgaattt
  2229181 tttcaaccga acaatttaaa ccgtatttat aaaaagataa aatatcatcc attgctaaat
  2229241 ttgttttaaa atcaccgtca accgcctcaa ctattttttc tagcttcgta attgatccta
  2229301 cactttttaa tttacttaaa atcgcttcca taacaagttg ttgccgctgc cctctcattg
  2229361 catcactatc aatatgacgc gttcttgcta gagcaagtgc ttcttcccca tttaattttt
  2229421 gtagtccttt tttcaaatgg atcgcatcag gttcatcttt actattttgc tccgtaaatt
  2229481 caactggaac atctacttca atcccatcta acccatcaat aattttagta aatgaattaa
  2229541 aattaaactt cacaaaataa tcaacaggca cttgtaataa tttttctacc gcttccactg
  2229601 aagcttgcgg tcctccatct ttaccttttt taacgaaacc acttccatat gcatgcgtta
  2229661 ttttatcttt tttcttttca accggaacat atgtgtatgt atcacgtggt atgctcgtta
  2229721 gtttcactgt tttatcgtct ttattaaaag tagctaacag tagcgcatct gtatgaaatg
  2229781 caccattata ctctttttgt cgttcttgat tttcatcaat tcccataatt aaaagtgaaa
  2229841 cattattggt gatcggttta acagtttcct cacgtaaatt tgatttttca ccacgtgcta
  2229901 aattaacatt tgacttttgt acgagattag aagttttcat atatacataa gcaccatatc
  2229961 caactccacc aaatagtaat accgctagta gtgaacttat tatcgttgtc tttttatatt
  2230021 ttcgtttata tttcctttct cttgaagaag agtgattctc catataatta tccccttttt
  2230081 attcagataa aatgtttttc attttttcat aattagtgct atccttttga aatacattct
  2230141 ctttcaatcc tttgtttatt tgtatccatt ctgtcgtaat cgaatattga atcatacctt
  2230201 cgtggaaact aaggaatttt agcataatcc ctgtattttt ctctacaacc atttcaaatt
  2230261 tacctcttaa atcttcagat gtacttacag gtatttctat atttattgtt ccttcgattt
  2230321 tgtagcaatc aagtccaaga tacttcgttt ctttataatt ccaatcttta tatcgaatta
  2230381 atagatcagc aaattctgat tgaatactat acttcgcgaa tcccacatat tcatcatcat
  2230441 atcttttttt ctcacctgat tttctcaata acctttccgt aggatttaat tttaatagtt
  2230501 catcgtttct ttcttttcgg ttccattttg tctctttgta tgtatacttc tcgtcatcaa
  2230561 actctttttt cttgccctcg ttatatataa ctgttcgttt tttcgctagt ttatcttctt
  2230621 tcgaagagat accactttgt ttctctgtat caatcgcata cctgtatgtt gtagcaattc
  2230681 ttgacgagct agaatattcc tcaaattgtc ctgaaatatt attaaaatga tcaatggaat
  2230741 ccagcatctt ttcatgaatt ttttctttat ctggataatt tacgttcgat tttatttctt
  2230801 cttcattttc ataatcagaa aacgcctttt tctttacata ttcaaatacc ccaccgtttt
  2230861 gagcaaaaat ttgatcagaa aactccgaca tagacacaat ggaaagtgtt agtaccgcag
  2230921 cacttataac catcatataa actctgtaac ctttcttttt taccggaaga ttatgtagtg
  2230981 tacgattaat cttttcattt aactctggcg gcactattac attctcttcg tttattctct
  2231041 tttttaattt ctcatcaaat aatttttcat catccatcct ttgcaccccc tattccatct
  2231101 ttaatcgttt ctgtagttgt tccctcgcac gtgacaatct cgatttcact gttccttttg
  2231161 gtacttctaa aagcttcgct atactgtctt gattcatatc ttcataataa taaagcaccg
  2231221 taacagctct taactcttca tgtaacgatt gaatcgcatt acacaaatct atatcttcat
  2231281 actgatcgca cgcactcata ttgtaatcat tctcttctgt cacaattaca tttttatacg
  2231341 ctctaataat gttattacat tcattcatta aaattcgaat taaccaagtt tgaaaaaatt
  2231401 cttccttctt taattttttt atattttcat aggcttttaa aattgttgtt tgtatcgcat
  2231461 cctctatatt tgtctcatca cgtagcatag cctttgcaat acgatacatc tttacttttt
  2231521 ctgtatgtat aagcgtcata aatgcttcat gatcaccttt tttcgctaag gaaacatccg
  2231581 tttcttcttt tacaatcatt ttatataaag ggattacttt cacaattgct cctcctgttt
  2231641 catcctcact tcaaatttaa ctttacatgt attagacgta ggaacctagg aaaaggttca
  2231701 tttttttgaa tattttcata aaaaaaggta aacatttttc atgtttacct ttacttagac
  2231761 gtaattctaa ggaaatatcc atctggatcc acgactttaa atcctctcat ctcccacgga
  2231821 taagtttgaa tttcttcttg tattgtgcat cgcttctctt tacaacgttc atatacgtct
  2231881 tcaatgcggt cgacaacaat aattagttca aatccattcc ctttcatttc ttttcgatcg
  2231941 taaaaattgt gattttcact caatgttgaa tcattagcta gtaatagcga aaactaatcg
  2232001 taattaaaac gcgctgcgta catacttctt ttatacagct ttaaaccaat tacttctcca
  2232061 tagaacaata atgacttttc gatatcattt acatatagct gaacccggaa ccaatgattc
  2232121 atccatttcc tcctcatcaa aaaaagccca cttttccagt ggactttcta ctttacaacg
  2232181 gtaaatccct cttcttaaac actataattg ctactatgaa aatacaaagt gctccagctg
  2232241 ttaaacctat actcactggc catatattat acgttccctc agcaatttct ttcggacgaa
  2232301 atagcgtaaa taatgatata tttctcatcc actctaactt atcacttaat ttacctacca
  2232361 tatccgttac gaaaaataaa atggttaaac ttgctgagta gctaagtgcc tttctttcgt
  2232421 cattacatat acaagaaaag aaaaatgaat acgcactaac gacgaaaaat atgagccctc
  2232481 caactatatt tatcttcagg aataattctt tatttaagtt attatcttgt aaaaaccatt
  2232541 ccgcacctac tatgcccgct acatacgtaa caactacaat gatcagtagt cccactatga
  2232601 gaactgcggc ttgtgtaata gcaattttca ctctagatac aggcgttgct agcaaatatg
  2232661 ccatcgcccc tttatctaca tgccgtgcaa ttaaatgtgt tgcaactgta acgcaaaaaa
  2232721 ttgttaatat gataataaac aatagactat agtactcacc agctaaaaaa tccattacgt
  2232781 tttgaatcgg actttccatg ccaacaattt tttcacacta tcaggcatag cgcttattaa
  2232841 ttcatttaaa cctttcgctg ataccattga agggaatatc caaattaaca accataaata
  2232901 tagagctgca ccagttgcgt aactcaaaat acttttttgc gtctctttca aactagctaa
  2232961 aaacaattgc ttattcatgc tttacccctt ctttcttatc gtaataatgc ataaataaat
  2233021 gttctaaatc cattgctctc gtttgaagtg ccgttacatt atagtttgaa agtatttgta
  2233081 aaacagtttg atagtttcct tgtacaataa tcgatgcctc tctacctttt accgcttcaa
  2233141 attgcaaatt acattttgta agagaatcaa tctcttcctc tgatgatacg gttacatcta
  2233201 tcacttgtcg tctcatccct tgtaaatcat gaatattttc aaccgttaca aggcgcccat
  2233261 ctttaataat cgctactcgg tcacatgtac gctcaatctc agtgaaaata tgtgaagaca
  2233321 taagaatcgt ttttcccctt tgcttttcct ctactattaa atctataaac acttgctgca
  2233381 taagcggatc gagtcctgaa gtcggttcat ctaaaattaa cacttccgga tcgtgcataa
  2233441 atgcagcaac aattcctact ttttgtttca ttcctttaga cattttgcga attggtgttt
  2233501 tcacatcaaa ttgcagacgt tctattagtt catctcgtct tttcgtatcc tttagcccac
  2233561 gcattccttg cattaacttc agaaattcta atccgttcat tccttcaata aaagaaattt
  2233621 cacctggcaa ataaccaact tccctttgaa ttttcgctgc ttcattccaa caatccaatc
  2233681 caaaaattga agattttcca gatgtcggtt ttataaatcc cattaaatta cgaatcgtcg
  2233741 ttgatttacc tgcaccattc ggtcctaagt aaccgaacac ttctccttct tttacatcaa
  2233801 atgtaatatg aaacaagcct tttccgttcg aaaattgttt tgtgacattt tgaactgaaa
  2233861 tcataaatcc acctcatttt ttgaaatatt taatgtatga tatttcaaaa ttattgtact
  2233921 cctcctcttc catattcgca acaacttttt gaaatattta tatgtccata tttcaaaaat
  2233981 attgtttcca cctatatttt cctgtatatt tttattgagg tgattgtatt gaatggcttt
  2234041 gaaaaagtga aagaaaagaa aaaacgcgct attaaagagg cagctttttt attattttca
  2234101 gaacgtggat ttaatgaagt aaaaatagaa catatcgcaa aagaagcaaa cgtttctcaa
  2234161 gttacaattt ataatcattt tggaagtaaa gatgcgttat ttagagaact tatacaagaa
  2234221 tttatcatat gtgaatttca atattataaa gaacttgctg aagaaaaatt acctttccat
  2234281 gacatgatgc aaaaaatgat tgtacgaaaa atgaatactg gcgggttatt tcaacctgat
  2234341 atgttactac aaatgatgca aagagacgaa attctccgag agtttattta tagttatcaa
  2234401 aatgaaaaaa tactgccatg gtatttagaa atattagaac gagcgcagcg caataatgaa
  2234461 attaatcctc atcttactaa agaaatgatg ttactttaca ttcaaatgtt tactaaatta
  2234521 ggtgatgatt tcggggcaca gcttcttgaa ggagatcgtg aaaaacatat tcaagatatt
  2234581 gtcactatgt ttttctatgg tctttctgtt ccacaaaaat aaaaagacac gaaactcgtg
  2234641 tctttttatt ttataaatat gattctacct gtttcactac tttcaaccgc taattgaatc
  2234701 aacttaatta cttctaaacc ttcttgcgct gttacaggtg gtttctcacc atttacaata
  2234761 ctatccctta cccttttata atacatgtca taacagccaa cttctgttgg aatacgtact
  2234821 aactcttctt ctgtttctac agtagcaaaa ttagcttcag tatctactcc gtaaccgtta
  2234881 tcccctggct tcattccatt ttttaattgt tcttcctgtg aatccatacc atatttcacg
  2234941 atagaacctt tatccccatg cattgtaaag tgtggacctg cctttttcac ataactgcta
  2235001 ctacgtaaaa tgacacgttt aactccgtaa tgaagtacta tgtggaaata atcatccacc
  2235061 tctgcacctg ggcgttgttt gattatatct gcacgtatcg cgtctggttt cccaaataat
  2235121 gataatgctt ggtcaattaa atgcgagcct aagtcatata atatacctga tcctggtaag
  2235181 ttcttttctc tccagcgatc acgtacatgt ggacggaagc gatcaaaatg cgcttcatat
  2235241 gcgtatagat tccctattct atcctcttct aataatttct ttatcgttaa gaaatcatta
  2235301 tcaaaacggc gattatgata tacacttaat accacattat gtttctttgc taatgaaata
  2235361 agctcttccc cttcttcaat tgaaacaaca aatggttttt ctacaacaac atgcttaccg
  2235421 tttaatattg cttcttttac atatggaaaa tgagttgtat ttggtgaagt aatgaccact
  2235481 aagtcaatat cagctcgctt taccaattca tcaattgtac tcacgacggt aacattcggt
  2235541 aatgtttctt ttactacctc ttcttttgaa gataatacag cacgaatatc gtattcttct
  2235601 attgtttgta ataatgggat gtgaaatgtt gtactagaaa atccaaaccc tacaatccct
  2235661 acacctattt ttttcatgtt gcccctccat ttatcccgct atttgtgggc agtaagaccc
  2235721 ccactgatta aagttccact tcatgagaac gatttcattc agttattata acaagattat
  2235781 tattttttac ataataaatt gcttagaaaa aagcatcttg ccattattca tggcaagatg
  2235841 ctttttttat tccggtcgtt ttttcgtcca cgtttcaata acttcaccag tatcgttaac
  2235901 atctagcact aaactaccgt tactatacct gtccttattt cgatacgctt tcggatcaat
  2235961 ttcttctacg atatgtttct ctgtcttcat gtaaactagt tcatcgtctc gaacgatttc
  2236021 aataccgaca atgcggtatg gattacgttt taattctttg aaaataacaa gacctcgctt
  2236081 cgccctcgtt gatttctcaa tttctgatgc ttttaggcgc tttacagcac cgcgctgcgt
  2236141 tacgagaata agttgatctt tatcagcatt taatggttta ccagaagcaa catagtcatc
  2236201 ttcttttaaa ttaattgctt tcacaccagc ggctcttaca ccgactggac ttacttcatc
  2236261 ttcatggaaa ataagtgcat atgcaccgtg tgtagcaaga acgatatcac tcgttccatc
  2236321 tgtcgcaaat atatcaacaa cttcatcatc ttttttcaag tttacagcaa caaatgctct
  2236381 tgagtaacgc tgtactttat attggtttaa ttctgttttc ttaatcatac cgttctttgt
  2236441 tacaaatacg ataaatcgct tttcttcctc aaagttcggt acgacagttg cccaaatgat
  2236501 ggtttcatcc cgatcgagtg aaacgatatt agcaacgtgc tgtcctaaat ctttccaacg
  2236561 aatatctggc atttcgtata ctggcagata tatatagttt cctttattcg taaataagag
  2236621 gactgtctct gtcgtattcg tatcgaatcg ttcaagtaag atgtcaccct ctttcatacc
  2236681 gaagtctttg ccatttgagg cattatgtga gcgccatcca gtacgtttca catatccttc
  2236741 tttcgttaca gtaacgatga catcttcttg tgggatcatc acttctacat cgattttaat
  2236801 ttcctcgatt tgatcttcaa taatcgcgcg tcgatcatca ctatatgttt tcttaactct
  2236861 ctttaaatct gttttaatga cttgaagtaa tcttttttca ctttgtaaaa ttgcctgtag
  2236921 ctcaataatt ttcttattaa gctcatctgc ctcttgttgt agcgctgtaa tatctgtatt
  2236981 cgttaaacga tataattgca aggatacaat tgcttccgct tgcgcttctg taaaaccaaa
  2237041 tttcgcactt aaattatctt ttgcattacg cttatctttt gaagcacgaa tcgtttcaat
  2237101 aacttggtct aaaatcgata atgctttctt taaaccttct acaatatgtt gacgattttc
  2237161 tgcctttcgt aattcatatt gtgaacgtct cgtaacaact tctttttgat ggccaatata
  2237221 tgcatctaaa attttcggta atgtcataag cgttggacga cgattattaa tcgctaccat
  2237281 attaaagtta tatggaattt gtaaatctgt atttttatat aaataattta aaataccttc
  2237341 agaatttgct tcttttttta attctacgac aatgcgaaga cctgtacgat ctgtctcatc
  2237401 acgtacttca gcaatgccat ctaatttttt atctagacgt aactcatcca ttttcttaac
  2237461 aaggtttgct ttatttactt cgtatggaat ttcagtaatt acgatttgct gtttcccgcc
  2237521 acgaaccgtt tcaacctctg ctttcccgcg aataataatt ttacctttac ctgtttcata
  2237581 cgccttttta ataccatcaa tcccttgaat aataccacct gttgggaaat ctggtccttt
  2237641 cataactgtt aataaatcat caacagtact attcggttta tcaatacgca tcattgtagc
  2237701 gtcaataact tctccaagat gatgcggagg aatttctgtt gcataacccg cggaaattcc
  2237761 tgtagatccg ttcactaata agttcgggaa cgctgctggt aaaacaaccg gttcttcact
  2237821 cgtatcatca aaattagata cgaattctac tgtttcttta tcaagatcac gtaataactc
  2237881 agatgcaatt ggtgataatc gggcttccgt ataacgcatt gctgctgccg gatccccgtc
  2237941 aacactacca ttattaccat gcatctcaac taaaacatta cgtactttcc aagtttgact
  2238001 taaacgtacc atcgcttcat atacagagga atcaccgtgc gggtgatagt taccaataac
  2238061 gttaccgact gttttagccg acttacggaa cgctttatca tgtacgtttc cttctacata
  2238121 catagaatat aaaatacgtc tttgtactgg ttttaagccg tcacgcgcat ctggaagtgc
  2238181 gcgatcttga ataatatatt tactataacg tgcaaagcgg tcacctaaca cgtcttcaag
  2238241 cgggaggtca tgaaacttct ctgcttgcat gttattccac ctccgtctcc ataatcattt
  2238301 cattttctaa aatatttcct tcttcttgca taccgaactg tacattacgc tcaatccatt
  2238361 tacggcgcgg ttctacttta tcgcccatta atgttgttac gcggcgctct gctcttgctg
  2238421 catcatcaat tttcacgcga attaatgtac gtgtttcagg attcatcgtt gtttcccata
  2238481 attgatccgc attcatttcg ccaagtcctt tgtaacgctg taacatgtaa ccttttccaa
  2238541 cttttttcgt tacactatct aactcttcat ctgaccatgc atattcaatt acttcacttt
  2238601 tcccttttcc tttacttact ttgtataaag gtggaagtgc gataaacact ttaccagctt
  2238661 cgataagtgg tttcatatat ctgtagaaga atgttaataa caatacttga atatgcgctc
  2238721 cgtctgtatc ggcatcggtc atgattacaa ctttatcgta gttaatgtct tccacatcaa
  2238781 attcattgcc tacgccgccg ccaattgcat aaatgattgt attaatctct tcatttttga
  2238841 aaatatcagc aagctttgct ttttctgtat taattacttt accacgtaac ggtaataccg
  2238901 cttggaaacg tcgatctcgc ccttgtttcg cagaaccacc ggcagagtca ccctctacta
  2238961 ggtacagttc atttttctgc gggttacgtg attgtgcggg tgttaactta ccacttaatg
  2239021 taccttctga tttctttttc tttttaccag tacgcgcttc ctctctcgct ttacgagcgg
  2239081 cttcacgtgc ttgcgctgct ttaattgctt ttctcacaag aagtgtagct acgtccgggt
  2239141 tttcttctaa aaagtaagct aaatgctctg atacaatggc atcaattgaa gaacgagctt
  2239201 cacttgtacc tagtttcccc ttcgtttgtc cttcaaactg aagtacttct tctggtacac
  2239261 gtacagaaac gatagctgct acaccttcac gaatatctgt accttctaag tttttatctt
  2239321 tttcttttaa tagtgctact ttgcgagcat actcattaaa cacacgtgtc atcgccgttt
  2239381 taaatccagc ttcatgtgtt ccaccatctt ttgtacgtac attatttaca aacgaaagaa
  2239441 tattttctga gtagccatcg ttaaattgaa atgctaattc tgcttcaatc ccattttgtt
  2239501 caccagtgaa gtatacaact gggtgaattg aatctttttc ttcgtttaaa taggaaacga
  2239561 aagcttcaat tcctgtttca taatgaaaga catcttctaa atcatttctt tcatctttta
  2239621 ttgagatttt catccctttt aataagaatg cagattcgcg taatctctca cataatgttt
  2239681 cataattgta atttgttgta ctgaaaatcg ttgtatctgg tttgaaatgc attgttgtac
  2239741 cagattcttt cgtctttccg attttctcaa gcgtcgttac aggaacaccg ccattttcaa
  2239801 agcgttgttc ataaatattt ccgtcacgct taatcgttac gactaaccat tcagataagg
  2239861 cgtttacaac tgatgcccca acaccgtgta aaccaccact cgttttgtaa ccaccttgac
  2239921 caaacttacc accggcatga agtacagtta aaataacttc tggtgtaggt tttccaagct
  2239981 tatgcattcc cgtaggcatt cctcgccctt tatctataac gctaatacta ttatctttat
  2240041 gtattacgac agaaatttcg tcgccaaatc ccgctaacgc ttcatcaacg gagttatcta
  2240101 ctatttcgta tactaaatga tgcaatccac ggctgtccgt gctcccgata tacatacccg
  2240161 ggcgttttcg aacggcttca agtccttcta acacttgaat cgcatcttca ttatattgga
  2240221 actgatgctt cgccaaactc cttgcccctt tcctaatcca aaatcagaac atatgtttct
  2240281 attatagaat aacgcctcga ctatagtttt ggcaagttat cttatctctt ttatatacca
  2240341 ttttcaatag aaaaatcctt gttttttcac aaggattcct ctaggctact atttcagaaa
  2240401 aataatcgtt tgtcaacgag aaatggatat gtattccaag attacacatt ccaaaccttt
  2240461 attatgatcc aaatgatcaa tatccaaaac gggattacaa gtaacaatcc ccaaaaacag
  2240521 cctttaaaaa atctcatgat gaacacctcg ttcatcggcc ctacttatta tcatgagggc
  2240581 tgaagcaatc tttctaactt tacagtctac actattttgt catcgcatgt tctactttta
  2240641 tacaacgatc cattattaca gtatagtctt tttcttttaa aagtttgtat gtatcttcat
  2240701 cttgtactcc taattgtgcc caaaaaacat ctgcatcaat ctctacaaat tcttttgcaa
  2240761 catccattaa aaattctgaa cggcggaata catttacaat gtcaacatgt tccttaatat
  2240821 cctttagtga agcaattgcc ttttctccaa gcacctcatc tactgttggg ttaactggaa
  2240881 taatgcggta tccagcatct tgcattgctt ttgaaaccat atacgatgta cgttctggct
  2240941 tatctgataa tccaacaact gcaattgttt tgcttttctt taacacttca ccaatttccg
  2241001 tacgagttgg gttttcaatt gtcataatta atccctccta ttcctttagt atagccgata
  2241061 aagaaagtct ctttcaatat gaaagagact ttcttttatt ccgattattg attctttgta
  2241121 gctgagttat ctgctaaagt agctgttttc gtcatttttt gaccgttacg gtagaatgta
  2241181 acttccactt tctcgcctac ttttttcttc tcatataaat atttacggaa ttgaagtgag
  2241241 ttttctactt tttgattatc taatgctact acaatatcat attgctctaa accagctttt
  2241301 tctgcaggtg atattgggta aattttacct aatacaacac cgtttgttac ttcttttggc
  2241361 actttcaatt gatttactgc ataagcttgc acatcttcta atgaaacgac acctactcca
  2241421 agagctggac gtttcactac tccgtctttt tcaagtgatt caataactgg ttttgcgata
  2241481 ttaattggaa tagcaaatcc aattccttca acttcttgtt gtgcaatttt acttgaatta
  2241541 atcccaatta tttctccgtt ttggttaaat aacgcaccac cactgttccc agggttaatt
  2241601 gctgcatctg tttgaataac ttgagcattc caatctgcac gcttatcgcc atcgatatct
  2241661 actggaattt cacgttcttt actactaata ataccttccg ttacacttcc gtcaaatcct
  2241721 aatgggttac cgattgcaat tgctttttca cccgcacgga ttttactaga atcacctaaa
  2241781 gtggcaactt tattaacatt agcaccatca atttcaacaa cagctaaatc taaccaaggg
  2241841 tctttcccta caagctttgc atctaccttc ttgccatcac tcagttttac agcaagttta
  2241901 tttgcaccat ctactacatg attgttcgtt acaatatatg ctttatttcc tgccttttta
  2241961 taaataacac ctgatcctga accagcttgt tgctcttgac ctgtcggttg cattgcaaat
  2242021 ggatcaatgc tttgttgcat gttaataaca cctacaacaa catctttcgc gccttcaatc
  2242081 ataccaggta aatccgtttc attttttgct ttattgacaa caggaactac agtaccttca
  2242141 acttttgaat ctgaactaaa agatgataca gtcgctccat tattttgagc ccatggcata
  2242201 tatggtgccg caaaactaat tgaaacagcc ccaactacag ctccgactaa acctgtgaaa
  2242261 aaatagcctt ttttactgcc cgattttctc acttctctcg tttcactatg ctcttcattt
  2242321 aaatttggtc cgtcgtaata tcccatgttt acttcccctc tctggtgaat tcgtattttc
  2242381 agtatagtca cgttttgtgt ccttcttgtg aactcatcgt gaaatccaat taaaaaaata
  2242441 cgcttattta acattgtaga caaaaaaagc attttttgta cattctacct gcaaaagagg
  2242501 atataaaatt gttattttcc tagagtgaag cacacaatac gttccgagtt attcttcaaa
  2242561 tttataacca acacgaataa cagtaccgat atgctttgct ttatctccta gcttatttcg
  2242621 tagtttttta atatgagtat caaccgttcg atcatcgccg taatagtcat atccccataa
  2242681 ctgatctaat aaatgttgac gtgacaacac aattcctttg ttctccatta aataaacgag
  2242741 aagttcaaat tctttatgtg tcaatataat ttcttctcca tctactaaaa cagttctaga
  2242801 tagacgattc acttctattc cagctaaaga catagcattt tcttctgcta ctcctaccac
  2242861 gccatccgca cgtttcaata acgtcttcgc gcgagctact aacactttcg ggctgaaagg
  2242921 tttcgttaca tattcatctg cacctaattc aaatcctaat aatgtatcat cctcatccga
  2242981 acgtgctgtt agcataataa ttggtactgc tgattctttt ctaattcgtc tacaaacaga
  2243041 ccatccatct atttccggta acataatatc taacataatt aaatcaattt catgctctgc
  2243101 aaataattct agcgcttttt ttccgtcttc tgcttcgatt acttcaaagc cttcattacg
  2243161 aaaataatca ctaacaattt cacgtaatct tctttcatct tcaacaagta atactgtttt
  2243221 attcataata atctatcccg cctttttact ctttcaatcg aataatacgt tgattggagc
  2243281 ttccgcgaaa tggaagtgtt aaatcttttt tcccgatttc aaatcttcca tcgactaaaa
  2243341 catccccata atgtaacaac tctatcatat cattattttg agaactctgt atctcttcta
  2243401 acgtataacc tgtatacatc cataaatttt ttttcaaatc ttttacagct tttgctactt
  2243461 ttttcacttc agcagcttgg aaaaatggat ctccacctga aaatgttaca tcagttaatg
  2243521 gattacttgc aatctctttc acaatttctt ctactgtcat ttcagttcca ttacaaatat
  2243581 tccacgattt cggattatgg caaccgaaac aacgatgcgg acagcccgca aaaaacacga
  2243641 ctgtccgcaa cccttctcca tctactacac tatcatgaat aatgttcatc actttcattt
  2243701 atgtttcacc cgatccatct cttcactacg tttcgcacta ttccacttcg acatatctcc
  2243761 tacaagataa cctgttatac ggcgaattct ttctatatta gcctcatctt catttccgca
  2243821 gctcggacat tcatttccaa taaccccgtg ataactacag cacttacaac ggtcaacagg
  2243881 atgattaatt gaaccgtatc caacgccatg ttctgccatc gcttgcacaa tttgttttaa
  2243941 tgcctttttg ttatgcattg ctgctccatc tagttcaata tacgtaatat gtcccccgtt
  2244001 acatagagcg tggaacgggc cttctaaacg aattttattt atcgcttgca tgttataata
  2244061 aactggaata tggaatgaat tcgtatagta attatgattt gttataccgc taatcacgcc
  2244121 aaattcttct ctatcttttt tcacaaactt ccctgataat ccttctgctg gagttgcaat
  2244181 taccgagaaa ttcagttcat gttcttctgt cgctttatcc attctatccc tcataaagga
  2244241 aataatttca tacccgagtt tccatgattc ttcatcttct ccatgatgct ttcctgttaa
  2244301 agctactaaa cactccgcaa ggccgataaa accaagactt aacgtccctt gctttaaaat
  2244361 ggatgctaca gaatcttcag gctgtaactt ttctccaccg cgccatacac cttgtgaata
  2244421 taaaaatcgg aaatctcttg ctcgcttcgt acattgatac tcaaatcgct ctaataattg
  2244481 cttaattcct aaatctaaat aataatttaa cgcttcataa aacgcttctt ttgaaccact
  2244541 aattaatgct aatttgacta aattaataga tgtaaatgat aaattccctc ttccaatcgc
  2244601 cgtttcttct ccatgtatgt tcgacataac acgagtacga catcccatgt aacatacttc
  2244661 actttccggt cgtccatcat aatgcacagc attaaatggc gcatctaaaa atgaaaagtt
  2244721 agggaataat cgttcagccg ttgtctctaa cgctaattca aataaatcat agttcggatc
  2244781 acttccttca aagttcacac cttttttcat tttaaaaatt tgaataggaa aaattggtgt
  2244841 ttccccttta ccaagaccag cttgtgttgc ttttaaaagt tgtttaatta aaagtcttcc
  2244901 ttctttcgat gtgtctgttc cataattaat agaaataaac ggtacttgtc ctccgccccg
  2244961 actatgcata ctatttgaat tatgaatgaa agcttcacaa gcctgatacg tatcattttc
  2245021 tgtttctttc cacgcaaatt cttctatttg ttctttcgta agcggatatg actgtaatcg
  2245081 tttcttatgt ctctctactg tttttctcac atatggagct aaatcaacat caaagagtgc
  2245141 aaacgattga ccaccgtgct gcatattttg attcgcttga aaaataatag atgaaagagc
  2245201 taatgcactt ttaatgtctt gcggttgtct catatgtcca tgtccggtat gaaaaccgtt
  2245261 cgcaagcatt tgcgctaacg gaatttgtga acaagtcgtc gttcctgtcg cataaaaatc
  2245321 taaatcatgt ggatataata tattttcatt tatcgctttt ttcacttgat ctgacaataa
  2245381 tttttccaca gcataatatt tcgcactctc agatgcgaac gttcccatta cgcccatcgg
  2245441 agagcggcca tctacatttg cattttcttg cattaaatct tgttcattgc cgtggacaat
  2245501 cgtctcaaac actctcatta atccttctcc acgtgtattt ttttgtaaca tttataaccc
  2245561 tccaccaata tgttgttgtc ttttgattaa aatgttacta catatagtct tattgtttct
  2245621 gtgagaaatg taacattcct gtgaaatttt ttgcacgaaa taatgaattt ttcatttaca
  2245681 aaaaagaaat gtgctcttta caaatgtatg gtacaatata cgggaaaaac tctttttacc
  2245741 ctttatcaac acatttgaat aaaggagact gaacttatgg ttactacata tcttttattt
  2245801 atcgttgcct acttacttgg ctccattcca tttgcactag tcgttggaaa gattggttat
  2245861 ggaattgaca ttcgtgagca tggaagcggt aatttaggcg gaacaaatac attccgcaca
  2245921 ttagggaaaa aagcaggttt taccgttaca attgctgaca ttttaaaagg gacattagca
  2245981 acaagtctac caatggtttt cggattagat attcacccac tatggttcgg gttagcggct
  2246041 gttcttggac atgtctatcc aatcttcgcg aaattccgtg gtggtaaagc agttgcaact
  2246101 tctgctgggg tgctattatg ctattcacca gttgtttttg caatattagc tgttgtattt
  2246161 ttcacccttt tatttacaac aagatacgta tcactttctt ctatggtaac agcagttgtt
  2246221 gctgttattg catccattgt taccggggat aaaatcttca ttattgcgat gtgtttatta
  2246281 gcaggtatgg ttatttataa acaccgtgca aatattggac gaattataaa taaaactgaa
  2246341 ccaaaagcga acttttcaaa aaagcaaaaa taagatcgta acccacataa cgcaaaaaga
  2246401 aaacgtgaag catattaata gcgtcttttt gcgttatttt ttatactaaa gaaaaagcaa
  2246461 cataatttgg aggaactata catgaatctt tccgtaacaa aagaagcagc acaatggtat
  2246521 aaaaacgaat taaacttaca atcaggtgaa acactacgct ttttcgtaca atacggtggt
  2246581 tgcagtactg tgcaaaaagg actttcttta ggtattcgta aagatgatcc tgcacaccct
  2246641 actgttcaaa ttcaagaaga agatattaac ttctttattg aaagcgatga tgagtggttc
  2246701 ttcgatggac ataatttagt tgttacattt aacgatggtg atgatttccc gcaatttaat
  2246761 tatgaaaaat aaaaaaacgt ggcttctgcc acgctttttt attttttctt gatttcctca
  2246821 tatttcgcat accactctgg atagaacttt ttaaatgata cagggcggaa tccttctttt
  2246881 tttgcacaaa tattcgttgt acttgcagta atacaaagtt cgccatcacc attataaatt
  2246941 tcatatccat atacaacgcg aagcgggctc actgtatcaa cccacgtctt tacaattgct
  2247001 ttttccccgt aacgcatcgc tttacgataa gaaatttgca aatctaaaac aggagaaata
  2247061 attccttcct tctccatttc aacatatgaa aaccctaaat cttgtataag tttcgtgcga
  2247121 cctaattcaa gccacactaa atagtttgaa tggtaaacaa cacccatttg atctgtttcc
  2247181 gcatagcgga tttcaacttc atgttctgct acaaacatat gtattcgcct tctttcactt
  2247241 ctgctacctt gcatacattt aatcataata cagcggaatc aaaaataaaa taaaaacagt
  2247301 gaatctttta ccgaaaggag caagcatatg attcaaattg taacggttcg tagcggtgat
  2247361 agcgtatata gcttggcatc aaaatatgga tcaacacctg acgagatagt aaaagacaac
  2247421 ggactaaatc cagctgaaac actcgttgtt ggtcaggcac taattgtgaa tacgaaagga
  2247481 aataattact atgtacagcc tggcgatagc ttatatcgaa tctctcaaac atacaacgtt
  2247541 cctctcgcta gtttagctaa agtgaataac ttatctttaa aatccattct ccatgttgga
  2247601 cagcaattat atataccgaa agggacgaaa cgagcagtag aatccatcgc ttatttacaa
  2247661 ccttcaacta tccccattaa agaaagttta gttaatgcta cacgtgctat taatccattt
  2247721 ttaacatatt tagcctactt cagtttcgag gcaaaaagag atggtacgtt aaaagaacca
  2247781 actgaaacag ctaaaattgc taatattgca acgcaaggca acaccattcc tatgctcgtt
  2247841 attacgaaca tcgaaaatgg aaatttcagt gccgatctga catcagttat tttacgggac
  2247901 gcaacaattc aaaacaaatt tattacaaac attttgcaaa cagctgagaa gtacggtatg
  2247961 cgagacattc attttgattt tgagagcgtg gcacctgaag atcgcgaagc gtataatcgt
  2248021 tttttacgaa atgtgaaaac acgcttacct agcgggtaca cattaagtac aacacttgta
  2248081 ccgaaaacaa gttcaaatca aaagggaaaa tttttcgaaa ctcacgatta taaagcacaa
  2248141 ggtcaaattg ttgatttcgt cgtcattatg acatacgact ggggttggca gggcggcccg
  2248201 ccgatggcta tttctcctat cggtcctgta aaagaagtac ttcaatacgc aaaatctcaa
  2248261 atgcctccgc aaaaaattat gatgggacaa aatttatacg gattcgattg gaaacttcca
  2248321 ttcaaagaag gaaatccgcc tgcaaaagca attagctctg tcgcagctgt tgcactagct
  2248381 cgtaaataca atgttccgat ccgctatgat ttcacagcac aggctcctca ttttaattat
  2248441 ttcgatgaaa atggtgtaca acacgaagtt tggtttgaag attcacggtc tgttcaaagt
  2248501 aagtttaatt taatgaaaga acaaggtata ggtggtatta gttattggaa gattggttta
  2248561 ccattcccgc aaaattggcg tttacttgtt gaaaacttta cgattacgaa aaagggctga
  2248621 caaaagtcag ccctttttgt acattctgtt aagattcatc tttgatttca ctttttaatg
  2248681 agtcaatact ttctaaacgt ctttgatttt ttgcttcaat agcagaacgg tctttttcat
  2248741 tagaaagctc cgctgtttct tttgcttcat taaagttatc aattgtattt tgcaccattt
  2248801 cttgtaactt ttcagcgtta tcacttcgat tatctggatt tggcatgtac tttcctccta
  2248861 atattgtata tacacaccat cttaaattac ctatcttccc tcaaatttat acataaaaaa
  2248921 ggagaataca atattctcct tttctttaac cgttatcaac aatcggttgt ttacccgttt
  2248981 ggtcttgcat ttgcttccct ttattgccac cagctttttt tgattgtgtt ccaatatgat
  2249041 tcggtgcaaa gtcttttgaa ttctttttcg gattacccat tactatcgcc tccttaacac
  2249101 tagtatcgta ctagtgttaa gaattattca gcttgcttaa aaagtttcat ttcataacgt
  2249161 ttttcaatac gctcttcaat acgatcgatt gcatcacgat cgcttaataa ttgttgttta
  2249221 ttttctttca caagttcgtc aaatgatttg cgacgacttc ttctcatgct gttcaccctc
  2249281 tctccttctc attcttacta tacatagtat gagcaaagga aaaactcttt aatcagattt
  2249341 gcaagaaaat tttatgtttt aatactccta aaaaaactcc gtgtacaata aaacgtacac
  2249401 ggagtttttc ataccataat atttaaatac tcttttaact tttcatctgc attcatttca
  2249461 ctttgtttat aatcatgcag cgcttgcagt acgaaatcat actgttctaa aatataactt
  2249521 tctaatttca ggacgtcctc taagcaatta agcataattc tcgtgttacc aacttcactt
  2249581 tttaacgccg gttcacaggc taaactcgta catatttctt tcacatcatc ttctaatatg
  2249641 tctgttaata cgtatttctt tcgccctttt acctttaatc tcataactgg ataaaaagct
  2249701 tttatatcta aatagcttcc tacattcatg caacgaatcc attcaatatc acgtttattt
  2249761 cgtacaagta tctcttttac cgcttcatat actgctgtct catcaagtac ttctgtattc
  2249821 gatttccttt tcgcctcttc ttcaatagag gcacattttt gataaactgc tgcacacgta
  2249881 atacaatcat caaatgcatt atgagaactc aaacgaattc caagcattcg ctttaacgtt
  2249941 tcaagtttat gattaggagc gtgcttcata tatttcttcg ctaaaaatac agtatcaatc
  2250001 actttatttt tcggttccgg taaaccaagc atattcacat tacttttcaa aaagcgcata
  2250061 tcaaaagatg cattatgagc gacaattaca tttgtatgta aaaatgctaa aaataaaggt
  2250121 aacacttctt caatcgtcgg tgcatccgaa acacgataat ttgtaatacc tgttaaactc
  2250181 attattcggt ccgggattgg acgcttcgga ttcacatagg aaacaaattg atctactagt
  2250241 tcatgattac gatatttcac tgccgccact tgaatgattt tatcattata agggttaaat
  2250301 cctgttgttt caaagtcaat tacaacataa tctaacggta aggatatatt ccccacttga
  2250361 acccctcctt tatctctaaa cgtttatatt tcttttatca taacatgctg ctatcactac
  2250421 gtgaaaaaga aaaggcagaa atggctactt tccacctcta ccttttcgcc tttattttaa
  2250481 tttagcaatt cgtttctcca tctctttttg cgtcatcggt ccaatgaact tatcttgaat
  2250541 aacacctttc gtatctataa aatacgaagt tgggatcgta atgactttat aggctgttgt
  2250601 tacatcaatg ttcttgtcca ataagatagg aaatgtaatt cctttttcct tcgcaaaatt
  2250661 acttaccttt tctactcctc cacctttttc ggaaggcgta taatttattg ctaaaatttc
  2250721 tacgttatct ttatgttttt tatagaaagc ttccatatcc ggcatttctt gctggcaagg
  2250781 tccacaccac gttgcccaaa agtttaaaat cacctttttt cctttcaaat ccgataactt
  2250841 tatattcgtt ccatctaact tcgttaattc aaagtctggc gcactctttc ctatttcaat
  2250901 accgttactt gcaatcattt ctttcatagc agcttcactt ttttcttgct ctccttgggc
  2250961 cgcctgatcg cttttaccaa actgttcata agctgcatat cccgctaaac aaagtaacac
  2251021 tacaataatc gtaagcttcc gccacatttt atatcaccct aacgtgtttg tcttgtaaca
  2251081 tattcaccaa aatgctatat accttatttt agcttatacg gacaagcttg gaaatattca
  2251141 cagtcgaaat aattagaata ttctcatttg aagtgtggtt ttttcctttt catcatataa
  2251201 ttagaaaaac aaatgaagta ttgtttttct aattatgggc ccattcacct ttttactttc
  2251261 gtagttatac aaacttcaac aaaaggggga ttttttatga attcattcga aaaaataaca
  2251321 ttatatattc ttagttttct tttataccca atcggtatta ttacatggat catttcactc
  2251381 tttagtaacg atcttgagaa aaagaaagta gggcgtattt gtctctatgt ttctctagtc
  2251441 tcattcgtcc ttttcttaat tcttggaatt acaactttcc ttatgactgc tacctttaac
  2251501 gttgatctga atcattcaga atctatcgag tatcaaataa atgacgctga ataaagataa
  2251561 gagcaatgct cttatcttta ttcacatctc ttaaaaaatg aatgactatt tattaatttt
  2251621 tcaggacttc cacatgctac aatacttcct tctttcatga taacaacgcg atctgctagt
  2251681 attactttct ctacatcatg tgttgccaca attctcgtga cctcacttcc tagttcttct
  2251741 atcatattcc aaacaaattc ttgattgttc ggatctaatc ccgcggtcgg ttcatctaaa
  2251801 ataataagat gaggatttga aacaattgct cgcaataacg caaggcgttt tctttctccc
  2251861 cctgaaaact cttcaccgct tttatgtagt acagtttgaa gaccttcagg taacccccta
  2251921 ataatcggcg ttacattgac aagttcagca tttttttcta actcgttttc tagcctctct
  2251981 tccccaaaat acatattctc ttttactgtc acccgaaaga aacgaggttc ttgccacact
  2252041 gtagtcaatt gagcctcatt tccataataa gtaatgctac cgttagatgg tttatacaaa
  2252101 cctgtcatta attttaaaag cgttgttttt cctacaccac tttcccccac gattataatg
  2252161 agttcaccag gttgaatttg caaatcaata ttataaattc tgcatttctc ttcatcattt
  2252221 tcctgaaatg agacatttgt tattgtcatc cccatcgctc tttctacatt actatttgct
  2252281 actcgtttat ctaaaaagga aaacactcta cttgccgaag caactgcaac ttgtgacatc
  2252341 attaataaat ctcccacata acggacaggg aaaaagagca tctctattgt cgctaaaact
  2252401 gcaacaagtg aaccaacttc catttcgccc tgcattattt tttgcgcacc gataataaga
  2252461 acaacgatat atgctcctgt ttcaatcact gttccaacta ccccaatgca gtgctgcatc
  2252521 atcgtcttct ttacttccga tttataagat tgtgccgtta ctcccttaaa taagcgaatg
  2252581 gcccactttt ctttttgtaa actacgtaaa tcttgtgctc cttttacaaa ctgtgacatc
  2252641 atctctacaa cagttgattg atttttttga gcaatactgg caatatttct tacctttttc
  2252701 cctaaaagca ttggaaccat tgcacttaaa aataaaaatg gagttaccca caatataaac
  2252761 tgtatatcta tatgttgtag tgctatgatc gcaccgataa attgcgcaat ggcgtgtata
  2252821 tattctatta atatagaatc atataacctg acccagttcg gaatatcaga tacgactaac
  2252881 gtttctagct ctccttgttt gattttctca ctctcttcaa acggtaatag gaaaaaatgg
  2252941 cgcaatacat ctatacgctt ctctcgtaat attcgctggc tcgcttttga gcttacataa
  2253001 tcaaatgaaa gattgttcac ccacatcaat aagcgggtaa ctgtaaacaa agtaatgtaa
  2253061 aaatacgctt ccttcagctc tcgttgaatt aggttatcta caattagtcc catgaatagt
  2253121 ggacgggata gatttaaaat agctgcaaaa atcccactgc atacagctgc tattactaat
  2253181 attttttctt tctgtaacgg taacaaaatt cttttatatt ctttcatagt attccctcca
  2253241 tttttatagt aaaaagaaag ggatgaaacc atttggtttc atccctttcc ataaaataag
  2253301 gaagctaaca gttgttagct tccttatcat tcatttcaat tgtttagttc gacactttag
  2253361 actcttcaat tttctcacga agaaccattt gcagaatacc accgtgacgg tagtagtcaa
  2253421 tttcaacttc actatcgaaa cgagctacta cttcaaattg tttttcgttg ccatctagat
  2253481 cagttgcaac tacttttaca agatcgcgcg gtctaactgt tttgtcaatt tgaatttcaa
  2253541 atgactcgtt accaacaaga cctaatgttt cagcgctttc gccatcttta aattgaagtg
  2253601 gtaatacgcc cattaacact aagttactgc ggtgaatacg ctcgaagctt tctgcgatta
  2253661 ctgctttaat acctaataag tttgtacctt ttgcagccca gtcacgagaa cttcccatac
  2253721 cgtaatcttt accagcaaca actaaaaggc ctgtgccatc ttctttatat ttcatagcag
  2253781 catcatagat agatgttact tcaccagttg gccagtatgt tgtatatccg ccttctgttc
  2253841 ctggtgcgat ttggttttta atacggatgt tcgcgaatgt accacgcatc ataacttcat
  2253901 ggttaccacg acgagaaccg taagagttaa agtcaactgg ttgtacgccg ttttctaata
  2253961 agtagcgtcc agctggtgtg tgcttaccga ttgaacctgc tggtgaaatg tggtctgtcg
  2254021 ttacagagtc accaaattta ccaactacgc gtaagcccga taacgtttca acttcacctg
  2254081 gctctttaga taaaccttca aagaatggtg ggttttgaat gtatgttgaa tcattatccc
  2254141 aagtatataa agcttcgttt gaagtttgga tttcattcca acgctcattg ctgttaaata
  2254201 cttgtgcata ttctttcttg aacagttcag atgtaacaac actttggact acatcttcaa
  2254261 tttctttagc tgatggccaa atgtcattga agtaaacagc attgccattt gcatctttac
  2254321 cgatttcatc atttttcagg tcaatatcaa cagtacctgc aagtgcataa gccacaacaa
  2254381 gtggtggtga tgctaagtag ttcgctttta caagcgggtg aatacgacct tcaaagttac
  2254441 ggttaccaga taaaacagat gttactaata aatcgtttgc tgcgattgct tcttctaatt
  2254501 ccggtgctaa tggaccagag ttaccgatac aagtcgtaca gccgtaacca actgtttgga
  2254561 aacctaattg gtctaaatat gttgttaaac ctgatttatc taagtattca gtaacaactt
  2254621 tagatcctgg tgctaatgat gtttttacgt actcaggtac tttaagtcct ttttcaattg
  2254681 ctttcttcgc aactaaacct gccccaatta atacgtatgg gtttgatgta tttgtacagc
  2254741 ttgtaattgc agcgattgca attgcacctg ttttcatcgt tacttcttta tcttctaatg
  2254801 taaccttcac ttctttatcg aactcttgct cattaaatcc aagtccttgt gttccaactg
  2254861 gtgctacaac agctttgtgg aacgcatctt tcatatctga aagtggaatt aaatcttgtg
  2254921 ggcgtttcgg tccagaaagg ttagattcga ttgtatttaa atcaatttca acaagatcag
  2254981 tgtaaattgg atctttgctg tctgctgtat agaataggcc gttcgcttta cagtattctt
  2255041 caacaacgcg aatttgttct tcatctctac ctgttaaacg caagtattct aatgaaattt
  2255101 cgtcgattgg gaagaatcca caagttgcgc cgtattctgg cgccatattt gaaattgtcg
  2255161 cacggtcagc taaaggcatg ctctttaagc cattaccgaa gaactcaacg aatttaccaa
  2255221 ctacaccttt ttgacgtaat acttgtgtta cttttaatgc aacgtcagtt gctgtagtac
  2255281 cgcttggaag tgtacccgtt aatttcacac cgattacttc aggtactggg aagtatgaag
  2255341 gctgtccaag cattcctgct tctgcttcaa taccaccaac gccccatcca agaacgccga
  2255401 taccgttaat cattgttgta tgtgagtctg ttccaactaa tgaatctggg tatgcaacta
  2255461 agtcaccttc agcatttttc acagcgtgaa caactggtgc taaatattca aggtttactt
  2255521 ggtgtacaat acctgtagct ggtggaactg cacggtagtt atcaaatgat ttttgtgccc
  2255581 agcttaaaaa tttataacgt tcttcattac gtttaaactc taagtccatg ttgaaggcaa
  2255641 gcgcgtctgc cgtacccgct ctatcaacct gtacagagtg atcaattaca aggtctacag
  2255701 taatttccgg attaatttta tcaggatccc cacccatgtc tgccattgct ttacgaagcg
  2255761 aagccaaatc aacaacagct ggaacaccag tgaaatcttg taaaattaca cgagatggtt
  2255821 taaatggaac atcgatatct tgcacatctt tcgttcccca tttcgctaaa tttgtaacat
  2255881 gctcttctgt gattacacgt ccgtctactt gacgaagtac tgattcaagt aaaactttca
  2255941 cggaatatgg taattgagat acgttgccaa cccctgcatt ttcaagcgct ttcaaatcat
  2256001 aataatgata cgtttttcca tctacttcaa aagttgcacg tgattgaaat ggattatgtt
  2256061 tgaccattat gtttcccccc tgttaaacgt gactaagttg tctgaatata aaatgtagac
  2256121 aaacttttca ataccttacg ataatatctt attacaactt tctaaataag taaataataa
  2256181 gaaacttata gattatcata agttttcttt atgtttctaa atttgaatag ctttcatgct
  2256241 ccttatgaat actattacca taaagtaaag tgctctatta acgctttact tacagttcat
  2256301 acatactatg aactgctcat cattcaactt acaaaaaaag ttatagaggt gaaataaaat
  2256361 gggtaaaaga aaagcaaatc atactatttc aggaatgaat gcggcatctg cacaaggaca
  2256421 aggtgctggt tataacgaag agtttgcaaa tgaaaactta actcctgcag aacgacaaaa
  2256481 taataagaaa cgcaaaaaga accagtaacg aaaaatccca aaaggagcat tcaccttttg
  2256541 ggattttttc taatgtttat aacgtaataa ttccgaaacc gttacaaatc gatagccctg
  2256601 ctttttcagt tcaggtaaaa tttttgctag cgctgctact gtttgactac gattatttcc
  2256661 tccatcatgt aacaatacaa tatcgccact tttagcattt ttcaatacat gatttacaat
  2256721 ggattcaacc cctggatttg cccaatcacg tggatcttga tgccacgacc atagaacagt
  2256781 ttgataacca gcttctttcg ctgttttaaa tacagcatcg ttaatatatc cgccaggtgg
  2256841 acggaatagt aaaggttctt tcacccattt tttgaaaaat ttctttccat ctaaaatatc
  2256901 gttttctaat ttttcatctg aagaattact cgcatacaaa tggttcatcg tatgatttcc
  2256961 aatttcatgt ccttctttta acacttgttt cactaaatat ggattacgct gaactcgaaa
  2257021 tccgatcata aaaaatgtcg cttctgcttt atattgacgt aataaattta aaatttgtgg
  2257081 tgtataagtt ggatctggtc catcatcaaa tgtaatggca ataatctttt cattattagg
  2257141 tacttcccat gttacatagc cagttggttc tagctctttt ctgagcaaca ttttcgcttc
  2257201 cactttttca acttgaaata tatgtactgc gcataataaa gaaaaaacga atagaaaaat
  2257261 tttctgtctt aacataacat ttattaaagt aataaggttg tcgaatacac aacaacctca
  2257321 tttacttttc taattgatct acatgttgca taatattttg aagattattt tcgtattgct
  2257381 caagttgtgg gcgttgtgtt tccgaagcta cttctagtgc attttgaatc tgttcatacg
  2257441 cttcctgaac ctcttggcgt aattctttta aatcatgacc gtagtttgga tcgtttttca
  2257501 caatgttgtt aaatgcattt tctgcttgtg taactccttg ctgagctgct tgaaacgctt
  2257561 gttgtttatc tttatgatat ggcattatac aatccccttt ccataatagt tagtcccatt
  2257621 tatctttacc tttttttcta aaaacattct cgtataaatt cgcaaacttc tctcattcta
  2257681 aagagaaaga ggaggtgtca catacaatgg gaaaaaacaa tcgtgaagcg aaagaaaaaa
  2257741 aaggacaacc tgaaccatta agcggatctc ataaagtaaa aaaccgtaac cattcacgcc
  2257801 aaaagaatca tgcgcatcat gatatgtaaa acaaaaagtg cacactagct actttttcca
  2257861 catacaatgt ttatattttt ccatttattc ttcaccccta cttcattcat gcataacata
  2257921 gtatgaattg agattttacg gagggtgtct tacatgggca agaaaaagaa ggattgtctt
  2257981 tttcatgttg atggttttga agaatggatg gatcaatttt gttctgattc ttgtagtaac
  2258041 tttagtttcc caaatcaaat tcatattgat ctttgtgaaa ctgaacaaga atacattttg
  2258101 gaaacagatg taccaaatgt aactgaacaa aatgtagtta ttaaaaagat ggagacaggc
  2258161 ctaaacattt gcatacttca taaaaatatt tctttgcagc ggaacattcc tttacccact
  2258221 actattattt ataagaagat gctagcctgc ttagagaatg gatttttagc cattcatatt
  2258281 tccaaaaacg aagtagctaa taaacatgaa gagaaagttc tttttcaaat tgagaattaa
  2258341 aataaataca aagataagcc ccagtcgtct actggggctt attttatttc gcatgtactt
  2258401 ccatattaga attcccatca tatctttttt tcaataaacc tttcgtaact aacagcactg
  2258461 gaaacgctac agttgaaaat atagctagcg ctgaaaatac tacaaatcca ttttggtacc
  2258521 cgtaataatc gagaagtacg cccccaaacc atggaccaat taatgctcca attcctgaaa
  2258581 agcccattgc tccaaagtat gttcctttta gatgcgcaac agctatatca tcaataaata
  2258641 catccgtcat tgaaaacatt aatacttctc cgattgtaaa aataattgtg caaaaggatc
  2258701 tgctttcttt ccctttttat acttgagatg ttgttacccg agcagttctc gttatatcca
  2258761 tatctatgcc atatgtaaac tgtaattctt tacaaacatc tttaattaaa attgcaacat
  2258821 tatacttctc attaaattgt aaaacgatgt tttctacttc ttcatatgta tacttatatt
  2258881 cccctgtaat gacacttttt aaatcaaagc attcatttat acaaagttgc acaagtagct
  2258941 ggtcatattt ttctattaca tcttctttct tccacagtac ctcttttaca tataaccgat
  2259001 caaacttcac gctttctcga ttacaatccg ttaaaatccg ggtcatttca tttaattctc
  2259061 gatacaattc agaaatattt ttgcttaaac taagcagttt atctacgccg ttttcatata
  2259121 acatattcat tccacccccg cattttcttc ctcttattat agcaagaaaa ttctaaaaat
  2259181 agtttctttc ttctgaaata ttaggaaacg aatttcgatt gctttacaat gaaactagcg
  2259241 aacacgaaag gggaaagaaa attggagcaa aaattatatt acactgacgc ttataagcaa
  2259301 gactttacta caaaagttat aaagcaagat tatgataaag acggtaactt atacgttatt
  2259361 ttaaacgaaa cggtatttta cccaacaggt ggcgggcaac cccatgatac tggaacttta
  2259421 aatggcattg ctgtacttgg tgttgaagaa gtcgacgaag aaatccgcca cttcattgca
  2259481 gaacaattac atacagaaga agtagaaggt aaaattaatt gggagcgccg ttttgatcat
  2259541 atgcaacaac atgcggctca gcacatttta tctgctgctt tttgggatta ctttaacata
  2259601 cctacgattg gattccatct tggtaaagaa acggtaacaa ttgatttaga aacagaaaat
  2259661 ttacatgcag aaacggttga aaaagcagta caaattgcga acaaaattgt ttttgaaaat
  2259721 catccaattc ttattaaatg gatgaactta gaagaagcga aaacattacc acttcgcaaa
  2259781 gaaccgacta tgacagaaaa tatacgcgtt gttatgatcg aaaactttga ttataacggc
  2259841 tgtggcggaa cacacccgaa acgtacaggt gaagtagggc ctattcaagt actaggatgg
  2259901 gaacgtaata aaggcggcat acgattaaca tttatcgctg gttggcgcac acttaaatta
  2259961 atgggacaac agcaacaaat tatgaaggat gtttctaaac aattaaacag tagcgaagct
  2260021 gatattccag caaaagtagc acaacttctt acttctcaaa aagaaaatga aaaagcaatg
  2260081 caaacaatga ctgaaaaatt attatataca gaggcaaacg aactacttca acaacctacc
  2260141 aaaatacatg ctggcatact tatttctaaa gtgtttacaa atcgttctat gcaagaaatc
  2260201 gcaaagctat ccgctattat tacagaacaa caagagcatg ccattacata tttcgttatt
  2260261 gaaaacgagg acaaattaca atgcatcctc gcttgtggaa aaacagtcac actcgatatg
  2260321 aatgctcttt taaaagaggc acttcctaca attgaaggaa aaggtggcgg aaataaaaag
  2260381 agtgctcgcg gcggtgggaa agcgatgatg agcggggatg agtttttaaa tcaacttatt
  2260441 tcttctttac agtcagcagt ctaaaacctg tttatgaagg atagctaacg gctatccttc
  2260501 cactatattt ataggcctat atttcgtttt aacccttgat aactccctgc atttagaaaa
  2260561 ccttcactta taagagagat aaaagtttcc gaaaaaccat actgacttaa atctttaatc
  2260621 ggtatcattt gcacatcata aatcggatta taatcaaact cgttagaagg tagcgtaatt
  2260681 tcaccttcaa tcctttcaag caaaaacgtt atatgtaata aagacgggcg tgcatctggt
  2260741 ttatcacaaa catagagtag cttctgaata ttaacttcta accctgtctc ttctctcatt
  2260801 tctcgaatca ttgcttcctc taacgtttcg ccattctcta ctcttcctcc aggtaaagac
  2260861 caattccgat tagcaacttt ttgctttact agcaatactt tttcatcttc aattaaaatt
  2260921 ccagtaacac gaacttgcat tacattttcc atatacaatc tcctctttct attaaattta
  2260981 caaataaatc cttccacaaa aggaacgtat gttttataat taaagaaaat tatggaagaa
  2261041 agaagttgtt acattcatgc gtccatcttt aacaaagtct atatcacttg aagatttcca
  2261101 aaactattat tggttaaaag cagaacttca aacattttgt cgtaagaatg gtttaccagc
  2261161 tagtggctct aagattgaaa taaccgagcg tatctcacat tatttacata ctggtaaaat
  2261221 attaaaaaac agctctggtc caaaagcgag taaaacttct ctctcttata aagacctttc
  2261281 tcttcaaact gttatcactg aaaatcaccg ctgtagcgaa gaggttcggg cctttttcaa
  2261341 agaaaaaatt ggagcaaact tccgctttac agtagctctt caaaaatttt tcaaagagaa
  2261401 tattggaaaa acatatgaag acgcggtagc tttttggcat gaagaaaacg aacgaaaaaa
  2261461 agaccctaca tacaaaacaa cgatcagtgc acaatttgaa tacaatcgct ttactcgtga
  2261521 ctttttcgaa gatccaaata ataaaggaaa atcaaaagct gatgctatcg ctgcttggaa
  2261581 tgaaataaaa gcaaaacctg gtagcaatgc ttatgttcct cagaaagtag aaaactagtt
  2261641 cctttctagt cttctacttt ctcaaataat agtgcaagac ctaccccgcc ccctattcct
  2261701 aacgttgcga ttccatattt catacgctct cgtttcgcct gataaaacaa gcgcgttaca
  2261761 agcatagccc cagatgcacc gtacggatga ccaagcgcaa ttgccccacc atttacattt
  2261821 aattttccga aaggaatttg taactccttt gcacaagcta caacttttga ggcaaatgct
  2261881 tcatttattt caaaataatc gatgtcctct actttcatat tcctttcgtt taataatttg
  2261941 ttcaccgcaa atatcggacc agtccccgga aggttaggat ccactccaac tacagcacta
  2262001 cgaacgaaac gaagtacagg cttgtatcct aattttcggg cttgtccctc ttccattaca
  2262061 agaacggcac atgctccatc atttacaccg cacgaattac ctgccgttac tgtaccattg
  2262121 tgtaaaaatg caggttttgt tcttttaatg attcgttcat aattcatttc tggcttaatg
  2262181 gattcatcta gcaatccatt aaaagacaat atttcctcat gtatatatcc ttttgctaat
  2262241 gcttgcagtg ttcgtttata actgaggcat gcatactcgt cttgcatttc tctcgtgatg
  2262301 ttataacttt ctgcaacata ctcagccgct actcccatat taggatcgcc aattgtttct
  2262361 ggtgaaaatc gcgccctatt ttgaaaaggt gacgtacttg tactctctac tcctccggcg
  2262421 atataacact taccgccccc gccttgaatg aaatgacatg cggtgcgaat cgcttccaat
  2262481 ccggcaccac attgtcggtc aatcgttaca cccggaatat gatgaccaag ccctgcttct
  2262541 aaagcagata atctcgcaac attccctcct ggcccaacaa cattccctaa tatgacatcg
  2262601 tctatcgctc tctccattcc tttacttaaa aatgtaagaa gcggtgctgc taattgctga
  2262661 acttcatagt cttttaacat cccattcttc ttaccaatag gtgtcctttt cgcttctaca
  2262721 ataactgctc tattcatata ttttctcctg attttcaatg atactctttg cttccatacg
  2262781 agcgattttc ccgctatttg tatacggtat ttcatctaca aaataccatt ctttcggtat
  2262841 tttaaaagag gataatcttt gtaagcaaaa acgctttaat tgttgcctcg tagcacttcc
  2262901 ttttacaatc gcgacaggtt tttcacccca gtaactatct tccacaccaa ttacaactat
  2262961 ttcatcaaca gctggatgtt catgtaatac gctttctatt tcttctggga aaatattaat
  2263021 tcctccaaat aaaatcatat tcttctctct accgataata taaataaatc cttcttcatc
  2263081 ttcataacct acatctcgca ctgtcatcca gccatctgca ttcaactccc gtgctaaaac
  2263141 accatctatt atgtatccca taaaaaactg atcacttttc acataaacag ttcctatctc
  2263201 acctttctgt acttcttttc ctgcctcatt acatactcga acttgcacat tgtgacaagg
  2263261 tttccctact gaatttggcc ttctttcgct ctcttcatca actaatgctg ttacaaaact
  2263321 cagttccgat gcaccataaa attcatatct tttcgcataa ggaaagatat tctttatttt
  2263381 ttctttcgct ccagcttccc atttcgcccc tgacgaaata attttcattt tattttctat
  2263441 cactctattt tctttatatg gagattcaag cattgtcgga actgtataca taactgatat
  2263501 attttcagtt tctaactgat ctaatacttg atttggaatg aactttctca taatgtgaac
  2263561 cgtttgtcct acatataatg cgcttattgc cccgtataag aaaagagaat gaacaagcgt
  2263621 cccagctatt aaaatcgaat cctctctttt catatgaaaa tcatgtacat tacaatcaaa
  2263681 actatgaagc cacgattgtt gcgcacgtaa aaacgctttt gcttttccag tcgatcctga
  2263741 tgtgaatccc atataaaaag gagcattttg tacattttct atagggaaat atgtaggaag
  2263801 atatttctca atcatccttt tccactcatc aatttcaatt actcttcctt cttcattcgg
  2263861 taaatcattt aacttatatc tctctgtcac aatcatatcc ggattactaa ttgcaattct
  2263921 ttctttgagc tcatcttgtt tccactttat atctagtggc acacaaaccc atccggccat
  2263981 agcagcaccc gcgaatagtt gtaaaaactc tatacgattt tctaatacaa tcgctatcgt
  2264041 tttattcttc gattcttttt cattcaacca ttttgctact ttatacactg actcaaacca
  2264101 ctctttatat gttaaaactc gatcattttc ctttattgct attttattcg gttgtaaaga
  2264161 ggcatgtttt ttatattctt ttgttattcc catatgagat gtcctttctt tacaaaatac
  2264221 taaaaagaaa cacgcaataa acgtgtttct tctctttctt atcccgcatt tgtatatttc
  2264281 ccattcttta gagcaggcgt aataatatgt ttcaatgaac gatgtaattt cgttacaaga
  2264341 atcgctgcaa taatagcttt tatgcaatct cctggtaaaa acacagcact cactttcatc
  2264401 gtctcccaca cggaaacacc cattaagaaa gcttgtacag taataccaaa tacataaact
  2264461 acgaaaatac caccaattat attaatgcat aatactttta taatagaaac ttcacgtaga
  2264521 tgctcaatta agtaaccaat gacaaatgct ccaacgatat aaccaagtaa atatcctgca
  2264581 cttggcccaa caaatacgcc aaagccacca cgtccaccag caagtaatgg cgctccaact
  2264641 cctacaataa gtaaaaaaat aagctggctt aatgcaccaa gacgtgatcc taacaatcca
  2264701 ccagcaagca taacaccaag tgattgtaat gtaattggaa ctggtgtaat agaaagagca
  2264761 attggaggta ttaaccctaa cactcccata atagaactaa ataaagcgac gaaaactaag
  2264821 ttttttgtat tcatatttac ttctcctatt tgtaaactta aaatggtttt taggtaacat
  2264881 attataggag atatattatc tttctattta gcttttgtca actcgttttc tttattagtt
  2264941 tacaaatata aattcaatta tttttcttta tgcaaatgct cgagttcttt ccgaagcgcc
  2265001 tgctttaaaa acttcccaac agatgttttc ggtatttctt ccataaatac aatatcgtct
  2265061 ggtaaccacc actttgcaaa ctgtggtttt aaaaactcat atatctcttc ttttgttact
  2265121 gtactatttt tcttttgaac gacacacgca actggtcgct cttgccactg cggatgagga
  2265181 acggcaacga cagccgcttc aaatatagca tcatgtgcca ttaacgcatt ttcaaggtca
  2265241 acagaggaaa tccactcgcc tccgctttta atcacatctt tcgtgcggtc gacaattttt
  2265301 acgcaacctt cctcatcgac tgtgacaaca tctcctgtat ataaccatcc atcgcgaaag
  2265361 ccttcaacag tacgatcatc gttataatag ctttcagcga tccatggcgc tcgtaaacat
  2265421 agttctccca tctccgtact atcccacttc acttcaccat ttgtaccgac tactttcatc
  2265481 tctacaccag gaacaagata cccttgtttt gatcgaattt ctaattgctc ttcatacgat
  2265541 aattctgttt cataactttt taaacgtgca agtgttacga gtgggcttgt ttcggtcata
  2265601 ccatatgcat ggatgaacgg aacattatgt ttctgttcaa atgctttaat aacactcttc
  2265661 ggtgcagctg caccaccgca tagtattctc gtcatactag ataaatcgta actattattt
  2265721 tctaactctt gtaatacacc aagccaaatt gtcggcacac cagcagctaa cgtcactttt
  2265781 tcagcttgaa tcatttctaa taaaattttc ggcgtaaaca tcggtcctgg aagcacttgt
  2265841 tttgatccaa accaagtagc tgcgaaaggt agtccccaag cattcacatg gaacatcggt
  2265901 acaatagcca ttgccgcatc actttccgat aaagcagctg tatctgctaa accgagtgcc
  2265961 atacaatgca gtacagtact acgatgcgta tatacaacac cttttggatt tcctgtagtc
  2266021 gctgacgtat aacacatacc agcaggtgta ttttcatcaa tatcttttac gaattggaaa
  2266081 tttggatcgc cttcttctaa tagtttttca taatgatata taggttctag cgtagtattt
  2266141 ggaatttcat ctttatcagt cataataatg taagcttgta cagttgataa ttgtgattga
  2266201 atattttcaa tgagtggtac gagatcttca tcaataagta gaattcgatc ttctgcatgc
  2266261 tgaataatgt atgaaatatg ttgaggagat aaacgaatat taattgtgtg caaaacggaa
  2266321 gcaataccag gaatagcaaa atacgcttcc acatgtcgat gatgattcca cgctaacgtt
  2266381 cctatacgct cgccttcttt aattcctaat ttttttaacg cactggaaag ccttctcgtt
  2266441 ctttcaccta actgcttata cgttaatgtc gtaactgtgt catgtgtccg tgaaacaatt
  2266501 tctttcttcg aaaacagttt ttctgctctt tccatcatag aactaattgt tagcggtaca
  2266561 ttcatcatca tattggttat atcccccttt aaaacgtttt catttttcgt ttattataac
  2266621 agacttctac aaataattac gacatttttc tgtattttct gaattatttc tttggaaata
  2266681 attcagaaaa tactaagaga agatctacta aaattccttc ttacgatata taaataatga
  2266741 aataacaaaa gaaaagatat atatgataac gccaaatatc gtatatagaa tggaaacgta
  2266801 taaagatgaa tttaaatttg atattggaaa ttgttctatt agatagccaa ttacactttg
  2266861 taatccaaaa taagtaacaa gtcccccgca tgcgcctcct attataacaa ttaaaggtaa
  2266921 ttattgttat aaaaaacaaa aactccctta tttatttaaa ggagttttcg atatgaaata
  2266981 ttccaagaag ggctaatttt tctttctcgt actcattcac aatttcttct atacattttt
  2267041 gtacgttgtg caacgattaa taagcatccc acacagtata tgttgtcatc tctttatata
  2267101 aggcatattc atatatatgt aaaatattac tcctattaac ttccttaata aaaacacttt
  2267161 tcaataatca taacggcttc tgcttaaact tttcatagtg tcgtactttt aataaaagga
  2267221 cattcctgca atttgtacaa atataggcat ctactggtga agatgtgaac atcgtctcct
  2267281 ttttccgtat ttgtgcataa ccgacaaact caccttctcc tatgttatga gaaccacaat
  2267341 tagagcatgt ctgcacattt ttctgtttca tgagagcacc acctttaatc tgtttctact
  2267401 cccttcgaca atccacttcc atttcccttc caaaaaactt ctaattctct tacatttcaa
  2267461 caggaatctt agaacataaa gcgtatatgt actatgaaat atatttaatg acgggggaat
  2267521 tttatgagta atattgtaac acttaataca gcaagtgaaa ttgaaaacgc agaaatacat
  2267581 atgttttctt ctagattagt gctactacaa gcaataagtg gaaatccaat gcaagtacaa
  2267641 atgaaaaagt tcgggagtgc cactgccttt tcatcaaaaa taattgctgg tcctgctttt
  2267701 aatacagtaa aaggcgttac ctttacaaat acagatgaga tagatgcgat tatctcttat
  2267761 tatcaatcac tacaaattcc ttgccgtttt gaaattacac cagcgcaagg tacagctgaa
  2267821 ttatttcaat acttatctga aaaaggattt taccaatcta gcttccatac cgctttatat
  2267881 agtaaaccaa aagaagatcc atctcttctt ccttctaaca tttcagtacg caaactaaaa
  2267941 gaaaatgagt ttgatatttt tgctgacata tatgtacgtg gttttaacat gccatccttt
  2268001 acaaaagatg gcgtgcgcca aaataacgaa attctttaca ataaaccagg atggcatttt
  2268061 ttcatagctg aaattcaaaa cactcctgct agtataggag ttctctatat aaataaaggt
  2268121 gtcgcttcat tagctgcttc tgctactttg tcagaatttc agcgtaaagg ctgtcatact
  2268181 gcattaattc aaaagcgaat tgagacagct attgaatcca attgtcattt aatagtcgga
  2268241 caagcaaggt tcggtagcgg cagtcaaaat aatatggaac gtgcccatat gaaaatcgct
  2268301 tatacgaaat caatatggac tgcaaaagac atgtaattaa catttttctc ttctcattac
  2268361 aattttatct attttatgac aatctctttt tcaacctatt catccatttg aatattcaaa
  2268421 ctaaatttgt tacgctatta ctagatacat cattcaactt gcaatatgaa aagcgaattc
  2268481 taatcaaact acaaggagga gaaatgtatg actaaacatg atcatggttt aaaagaaaaa
  2268541 gtagaaggtg caattgataa agtaaaaggt gaagtaaaag aagttgtcgg gaaagtaact
  2268601 gacaataaaa aattacaagc tgaaggaaaa tgggataaag taaaaggcac tgctaaagat
  2268661 actgtcggta atgtaaaaga aaaagttcat gaatataaag aacataaaga gaataaataa
  2268721 aagaacgaaa atgtatggtt gtgcaagtag taagtgacta ggtctgaaaa aagagaattt
  2268781 gccccataaa atcattttaa aacgacaaat agatgcctca aggcatctat ttgtctataa
  2268841 acaactattt taattatata atcactctga tctttcctta ctaacctttt ctaacataat
  2268901 gcctttgcta catacagtaa aggcttactt tgtgaaattt ggttttaggt cacctgtata
  2268961 cggttcatgc tcaacaaaga tttttatatc ttttccattc gcatctttcc ccattcttgt
  2269021 atacgtaaat ttctctttat ttaattctgt aagttcaaga actgcaccgt atttattatt
  2269081 tcctaacgaa acgtgggctc ttattttatt atcatgtaca acatcaaaga aaccatagtc
  2269141 tccacgactt tctcctgtat tcacattaaa aaactcatat ttatttgtat ttttatcata
  2269201 ttttgctaga ctgattaagt ttgaattgta ttttgttaca ttattacctt gttcatctaa
  2269261 taccaccgtt ccattccata gtgtactaga taatatttta tctccatcaa catccgtaac
  2269321 tattttaccc gtcgagctct ctaaattttt atcaggtcgc gtgaaagata gctctttttc
  2269381 ttgataagga atatgttcaa caaatacttc tacatcgttc ctttttgcat ctttccccat
  2269441 tcttttatat gtaaatttct ctttatctaa ttgcgttaat tcaacaactg cttggtaatt
  2269501 ttgcgtctca gaaattagta ctcttttctt tccatcatta gttataaaaa aggtaccgct
  2269561 atcattacga ctctctcctg tacttgcatt aaaaaattca taccttgccg ttttagcatc
  2269621 atactttgca agcccgatga aattctgatt ttctttcgtt acatcattat gatctttgtc
  2269681 atagactttt gtcccttgcc aatttgtttc accaagtatg ctagctaata gttgcccttt
  2269741 cgtttcttga gttttctcag tttcttgtat tgcattgtat aaaaattgtg catactgttc
  2269801 acgcgtcaca tccatatttg gagcaaaatt ccctccgcct actccttttg caatattatt
  2269861 tgtttgaaca gcactaatgg cattgcttgc ccatgagttc gttgaaacgt cattaaaagt
  2269921 atgattactc tttgccttta aatgaaaagc atttgtaaga acttgtgcca tttctgcacg
  2269981 tgttaaggat gccttcggtc taaagttccc gtgctcgtca cccttaaaaa cgcccatttc
  2270041 tgttaaagac aagatttcct ttatatagct tgtcgactct tcacttacgt ccccatatgg
  2270101 attctcataa tttttctctt ctgccaaatt aaaataacga tacagtaaag ctgcaacttg
  2270161 ttcgcgtgtc acattatctc caaaaccaaa tctcccatca tcatatccga aaacgatttt
  2270221 ctcatctgtt aattgctgaa tcgcctcata tgcccagtgc ccctttggaa catctttaaa
  2270281 tacaccagta tgattcgttt gtggtgtaat ctcttctgct tttacttctc catttttttc
  2270341 agttaataga actccaccta gaactgctga tatgatacat gtttttaaaa ttgttttatt
  2270401 catagttttc caatcccttc cttcatttaa caaataatta caccactttt cttccaaaag
  2270461 aagactctat gtgagcaatt catgttttaa attttcatta cagctaattg gatacaaagt
  2270521 gttacacctc caaagttttt tcgtagtatc catagctgct atatatagga attataaata
  2270581 acaactataa attgcccata aacaaattat taaaaaaaga taaaattaag ataatatatt
  2270641 tttaatctca atctttttat aaaaaaacgt tccttttggc aaaaagatgg tttgaaatta
  2270701 aatgttcatt ccattttttt gtttatgtta ttatgataaa agaaagaata tttcgaaata
  2270761 acaaacctga atttggacag aaatgaggaa aaaaattgaa tattgagcaa caattatatg
  2270821 atgtggtgaa acagttaatt gaacaaagat atccaaacga ttggggtggg gccgcagcga
  2270881 ttcgtgtaga agatggaaca atttatacaa gtgttgctcc ggacgtaata aatgcttcaa
  2270941 cagaactttg tatggaaaca ggtgcaattt tagaagctca taaatttcaa aagaaagtta
  2271001 cacattctat ttgtcttgca agagaaaatg agcattctga attaaaggta ctctcgcctt
  2271061 gtggtgtatg ccaagaacgt ttattttatt ggggaccaga agtacagtgt gcgattacaa
  2271121 atgctaaaca agatattatt tttaaacctt taaaagagtt gcaaccatat cattggacag
  2271181 aagcatatca tgatgaaatg gtaaaagaat ggagtacgag atagggaaat aagttctatt
  2271241 attttcctga tgacaataaa aaaatgtcac ggcctttttc aaataaaaca tcggaaaagg
  2271301 cggtgacata acacttattt tataattgac ggaagtttac ttcccttcac ttttttctaa
  2271361 cacatacaaa tcttcttcaa tattagatag tttctcggtt acaagctttc tagcatctcc
  2271421 aattgcttga ttgtatgcaa aaggtcctac taatttaatc atttcttcta ttaaacgttc
  2271481 tgcttgaaaa cgcccaattt catctaaatc ttcttcaacg aaaaattgct gaatttgtgc
  2271541 tacaagctct tcttttttat catttggtat ttttatattc atcatcattt attactcctc
  2271601 tatatttaag atagtaagtt tcttaactct accatagaaa aacgattgcc aggacaagtt
  2271661 tttgtaacac cttctagctc cctatgacca agtacatttc ctttctctat agaaaactgc
  2271721 ttcataaaca ttttacataa agaatatact gcattcattt gcgggggagt tggatcatat
  2271781 ttatcaaaat tacccgtcat acatattcca attgtatctc tattatattc tttcgcatgt
  2271841 gctccaatat gtaaacctcg cccttcgact acagttccat cttcttcaat aaaataattg
  2271901 taaccaatcc cgctccaccc tcttactttt tgatgaaatt catgtgtttg atacacatcc
  2271961 catccatctt cagatgtatg gtggataatc agtttattta ctttttctaa aggaactaat
  2272021 tcgtcttgaa atgctaaatt tacacattta atttccatat gaattgcctc cccttaaaaa
  2272081 tcaatcatta taattgtctt atcatctggt cttattctct tttccccttc taactcttcg
  2272141 ataattgcta catattcact tatactattc tttcttatat atgcaacagt ttgttcgagt
  2272201 ggccaatctg ggtgaaataa tccatctgaa caaataaaaa ttccgctcac ttcatctata
  2272261 tgtaattcac catgttgtaa atagtgtatc gcttctttca ttccatttgc aacggaatac
  2272321 ccaccctgca tagttgcaag ataacgatta tattttaact gttctcgcac atcttgaaaa
  2272381 acatattctt ctggtacaga taaccctttt ttacgatctt cttctctctt cttttttgct
  2272441 cgtttactaa ttccttcaac cgtgtctttc gttaatactt gcattgttcc attttgaagt
  2272501 attgcgacaa tcatacagtc ccctaactgt gcgtattcaa ttttctcacc atttatttga
  2272561 actgccgcaa tacatgtgca ccacaaatgt tctttttttc tcgtatctac tttatatgct
  2272621 aacattttac tttgcaatgc ttcgtttgct ttcgcaacag caacttgtaa actatgattt
  2272681 tcacgtaaag aagcaaaata acttgcaaat aaatgtgaag cgatatatgc tccattatgt
  2272741 cccttttcat cacgaaacgg gacgagcggt gttgcaccat cacatacacc ataaatctta
  2272801 ttttcctcat tacaaaaata agaatcctca cattcttgct tcaacgggct tttctgttga
  2272861 tatgttttta ccttcacaac tgtatcccct ttcaaatgat aaaatactca aattcttttg
  2272921 attaatctaa ttttccgaaa taaactgttt ttacccaaaa ctttcaatat catatataat
  2272981 cttgaaataa tatgaatttt ttagtgaagg acgggaaaga gatggtcaga tttcttggtg
  2273041 ttattattgg ttctattatt attgcgattg cctttaatct tttccttatc ccccacaaaa
  2273101 ttttaagtag tggaattggc ggaattgcta ttattttagg gattgtaact cctgtaaaca
  2273161 caggtattat taactttgta ttaaacttac ctatccttat tttaggatac ataggtcttg
  2273221 gaaaaaaagt catttttaac acgattgtct ctgttattgt attatctgtt gcattatact
  2273281 acgttccagt gaaagtcgtc gcaacagatc cacttttatc atctatcttt ggtggtgtca
  2273341 ttgccggagc cggtatcggt cttgttttta actgtaatgg atcaactggt ggtttcgata
  2273401 ttatcggtat gcttttatcc cgcaagcgag acattaaact tggcggattc cttattattt
  2273461 taaatgcggt cgttgtaata attgcaggat tcttcttcac ttgggatgtt gctcttacaa
  2273521 gcttactttc catttatgta actggtaaag ttatcgatgc tattcatacg aaacatcgaa
  2273581 aagttacact tatgattgta acaaatgaag cagaaaaaat gaaaaaacaa cttctttcaa
  2273641 ctgttgtacg tggaattaca ttacttgatg gcgaaggtgc ttattctagc gaaaagaaac
  2273701 gtgtacttat gacagtcgtt tctcgtgaag aattagcaag catgaaatta acaatttctg
  2273761 aaattgaccc tcatgcattc gttaacatta ccgaaacggt tgaagtatta ggattgttta
  2273821 gaaaaggtta aaaaactagg tggatttcca cctagttttt attttccata aattcaattc
  2273881 gatttccgaa cggatctgat acgtaaaatc taattacatc tggacgtgca tggtcatcta
  2273941 ttacttcaat accttgcttt attaattctt gtttaaattc atcaattttt aaaacataaa
  2274001 aagccggatg cgccctttta gctggattga agttttgctc aactccaata tgaatctctt
  2274061 gatttccaca cttaaaccaa catccaccac gcttctttaa ttcctctggc ttcgggattt
  2274121 cctccatacc tattgtttca ccataaaacg ctcgtgcttc ttcttcacac cctacaggtg
  2274181 cagctacttg tacatgatcg atcccttgaa tataatttct cattttctct ccccctcttc
  2274241 taccctaatg ttatacaaaa aacccacttt tgtaacttac aaagggttta taaaacaata
  2274301 taagctcccc ttattaccac ctggcactca ctttgcaaaa aataaagaaa acaaaattta
  2274361 ttatataact tccatttttt atagaaatac acgttacatc tatattatag ttatgaatag
  2274421 acaaatcttt ttagatgcta tttgtacgga ggaactatta tgagtcgtaa aaaatattca
  2274481 tcaactcaaa aaaaacgtca tccgaacatt tctagacgtt tgcgaaacca tatacaagat
  2274541 cgttcattaa cagaaatgta cgcatccctg ttcgaacaca atcctgatag tattatttca
  2274601 ttaaatttag aaggagttat tctacatata aatccttctg ccgaaaaaat attaggttac
  2274661 acttctttag aattagaaca gaaaaatatt acctctattt tagaagccca tatttctgag
  2274721 caagtattac aaaatataaa gaatacggaa acggataatc aacaagagta tattttatct
  2274781 atttgtcata aaaatggatt cttattagac gtcgtgacaa aactagttcc tatttttgtc
  2274841 caaaatcgtc ttactggcgt atatgccatt atgaagccgc ttgaaaaatc agaaagaatt
  2274901 gagaatatgc taaaagaaag tgagaagaga ttacgtacat tagtgaactc tatgcctgcg
  2274961 tttgttatat ttaaagatca tgaaggacgc tggcttgagg caaatgacta cgcactttct
  2275021 tgtttcaatt tccatcatgt accttaccgt gggaaaaaag atagtgaact cattcaatat
  2275081 aatgaagcgt accgagaagc ttttttacat tgcgaagaag tcgatgaact agcatggcaa
  2275141 caaagacaaa ttcttcatgg tgaggaattt attattcata gagatgattc cgatctaatc
  2275201 ttaagtatgt cgaaagttcc tctctatcat cctgacggct cccgtaaagg tcttatcgta
  2275261 atgggaagag acgttactga gttaaaagaa acagaaaagt tattacgaaa atcagaaaaa
  2275321 ctcgcagtag tcggacaact gacagctgga attgcccatg aaattcgaaa tccactcact
  2275381 tctctaaaag gttttctaac attgctactc cctgaaataa atgaggagca taaatggtat
  2275441 atcgatgtta tgttaagtga aatttcacaa atggaatcta ttacaagtca atttatggcg
  2275501 atgtctaagc cacaagtatt atcaatcaaa acttgtaaca tacaaacttt gattgaagag
  2275561 gtagttacat ttattttacc aactgctatt atgcatagtg ttcacatcat tatggatcat
  2275621 tttgattacg cacatgatat tcaatgtgac ggtaaccaat taaaacaggt ttttataaat
  2275681 atattaaaaa atgcgattga agcgatgcca aatggcggaa atattttcat ccaaacaaaa
  2275741 ccattagaag atacctttat tttaatacgg attatcgatg aaggttgcgg tatcccagaa
  2275801 gatcgtatct ctcgtctagg cgaaccattt tatagtttaa aagaaaaggg aactggacta
  2275861 gggctaatga tgtgttacaa aataattgaa gaacaccatg gtaaattaca catttcaagc
  2275921 gaattaaata aaggtacgat cgttgacatt caattaccac tttcttcatc acatcttaca
  2275981 attcagtctt aaataaaaaa gaagcatctg ctaatgattg caaatgcttc tttctttatt
  2276041 tacttttata gtactgtatt ttcataccat tcttttgctt tttctacttc acccattgtt
  2276101 aattgatgac ctctattttc ccaatgcatt gttacattag cgtttgcatt ttctaatagt
  2276161 accttcaatt cctctgactc tgctgatgaa caaatcgggt catttgtccc agcagcgata
  2276221 aacacggatt ttcctgctaa attaggcaat tgtgttcctc ttctaggcac cattgggtga
  2276281 tgaagcacag cgccttttaa tgcattatcg taatggaata ataaacttgc agcaatgttt
  2276341 gctccatttg aataaccgat agctacaatg ttatttctat caaattcata tgtttttgca
  2276401 gctccatcta aaaattcatt taattccttc gtacggaaaa tcaaatcttc ttcatcaaaa
  2276461 atgccttctg ccaatcggcg gaaaaaacgt ggcatgccat tttctaatac atttccccta
  2276521 acacttaata cagatgcttc tgggtccatt atttctgcaa gtggtaataa atctaattca
  2276581 ttacctcctg taccatgaag caataacaac actggttttg acgtatcttt tcctttttga
  2276641 aaaacatgtt tcatcataat ccttttcccc tttcaatcac tttaatctaa atttctcact
  2276701 tcaaatggta aaagcgtttg ttccatctgt tttctatgtt gttcatattg ttccggtaac
  2276761 tttaattcct cacccatcgt ctctaacgat tcatcatgag cgaaaccagg agggtctgtt
  2276821 gcaatttcaa ataaaatttc accgtgttct ctaaaataaa ttgcgttaaa ataatttcgg
  2276881 tcttgtacag gagttacgtg gtatccaaaa cgggacacgt gctctttcca gtctaactga
  2276941 tcagcatcat cactcgctct ccaagcaata tgatggactg taccaacacc catctggcca
  2277001 cgtccaattg tcgataattt caaatcaata atatttccaa tatcagcaga agaacggaat
  2277061 cgaacaaatt cgccctcttc cccaattttc tcaagaccca taacgtgctc taacaattca
  2277121 gcagtttttt gaggatgcgc tgataaaaga acagcaccac caaatccttt aattgctact
  2277181 tctggcgtaa cttccccaaa gctccaatta tttaattcgc cttcttctct ttctactaat
  2277241 tctatatgca aaccatgcgg atcatcaaat tctaagtact gttctccaaa tcgagtcatt
  2277301 tttgtatacg aaatatcgaa tttttctaat ctattttccc aaaatttcat tgcccctttt
  2277361 ggtacaacat aagaagtgat tcctacttga ccgtcaccaa taattccttg acgagcacct
  2277421 gcccatggga aaaacgtaat gattgttcca ggctttcctc cttcattacc gaaataaaga
  2277481 tggtacgtac ctggatcatc aaaattcact gtttgtttca ctaaacgtaa ccctaataca
  2277541 ccggcataaa aatctacatt ttcttgtgga tgtcctacga ttgctgtaat gtgatgaatt
  2277601 cccattgttt tcttttccat tttctccact ccttttttaa ttcattatga aaaaattttt
  2277661 tacattaaaa ttcattattc attttgtcca taccataaag taaaatcctt aattataatt
  2277721 tatctcggga ttgagatatt aactgtaaaa ttacacacaa ataactaacc taacaaaatt
  2277781 atctcgaatt cgagataatt cacaaaaaaa tatttgttca atctgtaaac ataacaaata
  2277841 tttatttacc tcgaacttat tatttattat aagttactta cttttctttg tcaataagtt
  2277901 acggatttca tttaaaatga aaagaaggta aacgctattc agcgtttacc ctcttcacta
  2277961 attattttgt ttcctcttcc aatactgctt ccatctcatt aaattcacga tgtattgctt
  2278021 taactggttc tttcgttact aaacttacga taataacagc taataagcta cagaagaatc
  2278081 caggtaccat ctcatacata ctcgctttta aacttggaat ttgtacccaa gtgataacaa
  2278141 ctaatgcacc gacaatcatc ccagcaagaa cgccccattt gttcgttctc ttccaatata
  2278201 aacttaataa aattgctggt ccgaatgctg atccaaatcc tgcccaagca tatccaacaa
  2278261 gcgttaaaat tgtatcactc ggatgatacg ctaaaacaac tgcaatcatc gctactacta
  2278321 atactgacag cctaccgata aatacaagtt ctttatcact tgctttacga cggaaaaatg
  2278381 ttttatagaa atcttccgtt acagcacttg aaataacaag taattgcgag gaaatactac
  2278441 tcataatcga agccaaaata gctgataata aaaatccagt aatgtacgga tggaataaaa
  2278501 tatttgagaa tgttacaaag accatttccg gatcttgtaa tgtcgcatta tttttagcgt
  2278561 aataagcaat accaactaga ccagtaagca ttgcacctat aattgaaatc gtcatccaac
  2278621 cgataccaat tctacgagaa gtttttaaat ctttaataga ggtaattgcc ataaagcgga
  2278681 caataatatg tggttgacca aaatacccaa ggccccatgc taaaaatgaa ataataccaa
  2278741 gtattgtagt ccctttaaac atatctaaat gcgatgcatc aacttgctta attgtattga
  2278801 atgtttctgt tacaccaccg acatctgtaa aagctacaat tggaactaat acaagagcaa
  2278861 taaacataat acaaccttgc acaaagtcgg tccaacttac tgctaaaaaa ccaccgaata
  2278921 gtgtataagc aacaacgaca ccaacagtta caaataaacc tattttataa tcaaggttaa
  2278981 aagaattttc aaacaaacgt ccacctgaaa ctaaaccagc tgacgcataa aatgtgaaaa
  2279041 atactaaaat gacgatagcg gagacaaaac gaagtatttt cgtacgatct ttaaaccgat
  2279101 tctctaaaaa atctggaatc gtaattgaat catttgctac ttccgtatat gttcgtaaac
  2279161 gcggcgcaag aattaaatag tttgcataag cgcctattaa taaacctatc gcgatccata
  2279221 cactggacaa ccctgtcgca tacatcgcac ccggtaatcc cataagcatc caaccgctca
  2279281 tgtcagaagc accggctgat aaagctgtaa ctgctggacc gagtcctctt ccgcctaaca
  2279341 tataatctga taaatcggat gtcttcttat aagaccaata cccgatatac aacatacctg
  2279401 ccatataaat agcaagcgaa accataatct caatcttcac caaatctctc ccttagttac
  2279461 ataagccatt caaaatttcg aaaaatgact ttttctattt tcttgttttc gcttatggtt
  2279521 ccctacctta ccaaacattt tttgttcttt caagtgaaca agcacttttt cctatatgtg
  2279581 aaaaccttta taaatgcctt tatcccagtg gattaccctg ttttcaaaag gaattaaagt
  2279641 aaaaatattc agaaaataaa atacctattt ttttaataaa aataagccat acaaatgtat
  2279701 gacttttaat ctattaaaca tagcttacta tttactagta ggaaacaatt ctgagagagg
  2279761 gactacccgc cccatctcat ctttaaatac aatatgatct ctctttaaat gacgcgggct
  2279821 cttcactccc gccgccgctg ctaacgaaaa taaactatat ctcatactaa caatataatt
  2279881 catgactcgc cacttcttct catacggatc taacgctttt tgataatgtg gattcgtcgt
  2279941 ggccacacca gatggacatt ggccagaatt acattgaagc gccattatac agccgcttgc
  2280001 catcataaaa ccacgcgctg aatttacagc gtctgcacca attgctaaag caattgccac
  2280061 tttatctggt gtaattaatt tcccagcagc aaacactttg aatttatccc gaatatcata
  2280121 atgatttgct gtatcaataa acgtcaataa tgctggaata agcggcattc ccatgctatc
  2280181 tgccatcgat ttatacgttg ctcctgatcc accttctgaa ccatcaattg taatgaaatc
  2280241 cggatagatg tttaactctt tcatcgtttt gaataaattt tccaacggct cctgttgtcc
  2280301 aatcacaatt ttcatcccaa ctggtttacc gccgttttct tgcaactgtt gaataaaata
  2280361 aagtgtctct gctgcattat ttaaaaatga aaatcgattc ggtgaattaa ttgtctctcc
  2280421 ctctcgtaca ttccgaacaa aagcaatttt ctcgtttact ttttgcccct ctaaatgacc
  2280481 accacgtatt ttcgcacctt gcccaaattt caattcaaat gctttaatat tactctcttt
  2280541 cgctttcccc ataaatttct ccatcgaaaa attaccgtcc tcatcacgat atccaaataa
  2280601 ccctgggcca atttgtgcaa cgatatttgc ccctgtatgt aaatgttctg gaataacgcc
  2280661 accttcgcca gtattaatcc acgaaccgcc agccattttc gctccaaacc cactcgctaa
  2280721 aatataattt tcaccaatcg aaccgtaaga agttgctgat gctccaaaca tgccatacag
  2280781 tttccatgga tatttacgat tttcaccgat gataattgca tcgtcttctt cgtataacca
  2280841 aagattcgtt gtatccgctg tcaatttttc tctccgtgaa aataatcctt ctttatgaat
  2280901 tacatacttt ttcccttcac gttctggcgt tacattcaca cttaattctt ctgttaatac
  2280961 cggaaacaac gtattagcaa tataataacc cgatgcttca aaatctcgtt tcgatccaaa
  2281021 accaagtatt tcagagcgat acttcgctaa aaacataaca ctttgaaagt cgtaacgtga
  2281081 aaaaggtttt ccatctgtat cgtgatcaaa ccaatattgt cggaattccg gccctatctt
  2281141 ttccagtaag tagcgcattc ttcctaagta tggatgtagt tttaaaatag aatgatgcgt
  2281201 ccgttttttt ataaaaaatg taataataaa aaagacgatt aaaagcaaca gtaataatag
  2281261 taatatacta ataataacga gtagcgtttc actcatctcg cttcccccta tgaaatccca
  2281321 taataaaagg agaacactcc gtgtgttctc cttttatctt tattcaaatc aatgtagcaa
  2281381 gatgctcttt cgcgtcatat tcaactaaac tttcagcact tttaattcga tgaacaaaat
  2281441 ccggattagc aattaaaggt cttccgaatg cagctacatc aattgttcct tcttgcaacg
  2281501 cttcttcagc ctctttcgga ttcaaattac caaccccaac aatcgcacca tcccaatatt
  2281561 ttcttactaa ttgatgaaaa ttctttccgt cagcaatcac ttgcgtataa ctcatcgttg
  2281621 aagggtgaat catcgttaat ccaacttctt taaacatatt tacgaatgtt tcaattgcca
  2281681 gttcagggtt ttcccacata taagtaggat tatcaccttt aaaagcagag aaacgaagaa
  2281741 gtgttttatc agctccaatc gcttctatta cagcctcagt tacttctttc ataaacgtta
  2281801 acctttgctt taagtcgcca ccatatttat ctgtacgctt gtttacaaac tcataagtaa
  2281861 attgatcaat taaatatccg tgtgcaccgt gaatttctac tccatcaaac ccagcttcga
  2281921 tcgcattttt tgcagcttgt gcgtattgac cgataacttc ttgtatttct tctaacgtca
  2281981 ttgcttctgg tgtatcgaat ggcttacgaa aacgtggaac atttccctct gcagcgattg
  2282041 cagacggcgc ttgcggcatt tgcccaccaa ttatttcatg atgactcata cgaccaacat
  2282101 gccatatttg agcaataatt gtcccgcctt ctttatgtac tgcctctgta acaggtttcc
  2282161 acgaatcaat ttgttcttgt gtataaatcc ccggtactcc cggattccct tttgctcttg
  2282221 ggctaatgac gattccctct gtaataatca atccaactcc atcagctgca cgttttctat
  2282281 agtattccac tacatcagca cccactgctc cagtttcatt gtctgcaaag catcttgtca
  2282341 ttggtgccat tgctatacgg ttacgaagag gccaagatcc aatttgaatc gaattaaaca
  2282401 acttcgtttc tgcaacgttt tcaaaagacc cccaagcgtt tacatttgtt ccttcataaa
  2282461 tacttgccga tttcttgttt gaacttgtca tgtttcttcc ccctaaaaaa attcttacta
  2282521 caatcgcacc atacttactt ttagatagta acgtcaattt atacgcttta accagaggtt
  2282581 attcgaatat taaacaaatg ggatgctata aataaaaaag gtttcctgag taggaaacct
  2282641 tttttattta ccatatgtga atgtcaattt atttatctct tttatataaa ggatatacac
  2282701 atataagaaa atcccttaac aatagaagtg agagcggttc aatattctta tgaaaataat
  2282761 aacttatata cctaaaacaa tgaaagccct acctctcttt catccttacg gctcctcgtc
  2282821 cgtgccagtg tgaatcagga ttgcaaaaat caagtaatta ttttatcgaa gtatttaatt
  2282881 aaacttcgaa cattcgtaaa agaaatttaa aaaataaaaa gcggatttga ttgtagtaat
  2282941 aacaaaagag gttaatgctc taaaagtggt ttgaaagagt tgaatgtctt tgaaatgatt
  2283001 aattctctat aattatactc ccaaaaaatt caagatcttt tttgggatgc catatattat
  2283061 ttgtaatgaa ccttaacaaa agctttttat ttgattttct gtgatacctt caattaatcc
  2283121 cagttcacta atcaaaaatt catgtgcgtt atctaacatt ttcttttcgc ttgcattaag
  2283181 tgccttttct ttctgtatac gcattaaatc acgcacaacc tcagcacctt cttgcatttt
  2283241 acccgttttt attttatcag tgttcacttt gtacctttgt ttccatgtaa gtaatctatc
  2283301 tgattctcca tgctgaaaaa tatctattat gtgtattaat gccttgatat ctgtaactgg
  2283361 tcgtatattt gaattcaata ttttcccttc aggaatcatt atttccatat tactagccga
  2283421 catttttata acataatact gttgtttttc ccctgcgatt tccttctctt ctatggcttt
  2283481 aattatacct gctccttgca ttggataaac aatgttatcg ccaatttgaa acaaataatc
  2283541 cacctccata tatggtaacc ttctcaagct taacacaact ttaatttttt agcaaaattt
  2283601 ttactttatc ataaaattat tttacacgtc aatacttcaa aagcaagaaa ttaaattcac
  2283661 acaatacact ataaaaaacc gcaattttat taacggttcc acacacattc attctctttt
  2283721 aacataaaaa cacatcacta catttgagta gtaatgtgtt tttgataagg cataaataaa
  2283781 aatctacttt tccgtctata tactaacctg cttactaact gtttccctcg ctaaaagaaa
  2283841 actcataatc acttgcgctg ctactctact cgtcatatcc ctaaaatcaa gagttggatc
  2283901 aatctctact atatccatcc cttgaacgag cggttcttta ccaaggaatt caatcgcatc
  2283961 tagtaaagtc gtactatcca ttccaccagg cccaattgct ggacaacctg gcgcaaacgc
  2284021 ttggtctagt acatccatat caagagaaat gtaaatagaa gtcacgcctt gccttcttaa
  2284081 tacttcaata ctttccgtca taatatcttt tatttctcgc tctcgtacat ccttcattgt
  2284141 atacactgtc acgccatgtt cttttgcata ttcatggtac gcacgcgcgt ttgaaaaatt
  2284201 acgaataccg atttgaacaa gttgttttcc tgtaatgaca ccattttcta ataaactacg
  2284261 gaacggcgta ccatttgacg gaccaccatc atctaaatta cgtaaatcat gatgggcatc
  2284321 aaattgaata ataccgacct tccctttact gtttgcaaag cccgttatac tcggaaaact
  2284381 aatcgagtgg tcaccaccaa gaacgattgg tatcatgttt ggatttactt tcgttacatg
  2284441 acctactgtt ttagcaattc ggttatgact ttcttttata tctgttacat gcattgtaat
  2284501 atcaccgcaa tcatatagaa cactttcttt catatcgtgt tcttctgtaa ttgcgtatgt
  2284561 gctatatgca tctaacatcg aacgaattgt ttttggtgca aaacttgctc ctgaatgact
  2284621 aatagacggt ttagaaaggg gtgctccaat taaggcagca ccgaatattt ccacgccttc
  2284681 ctcccaatcc ttaatcatct cactccattt cgtcacttca cgatcaataa actttgcatt
  2284741 tttctttaaa tagtggccgt gctccacgat tgttcacctc ttgtatatgc gatattacca
  2284801 ttcttccaca ctgtatttac atgacttaca ccgtaatgat acggtacgta agcataattg
  2284861 taagcatccc ataaaactaa atctgcctta cgacccactc taattttccc agctacatcg
  2284921 cctcgattaa tagcataaga agagttaact gttacagcat tccaaacttc ctctggtgtc
  2284981 attttcaatt tcagcattgc gatgctcata ataagctgaa tgttttcagt tgggcagctg
  2285041 cctgggttaa agtctgtggc taaagctacc gcaacacctt catcaatcat tttacgaccg
  2285101 cgagcaaagc tttctttatt taaatagaag gttgttcctg gtaataaagt ggctactgta
  2285161 ttagagtttg caagcatttc aattccttta tcagaagcac caactaaatg gtccgctgat
  2285221 gctgcaccaa tttcagctgc tgcttccgca ccaccaagag gatcaatttc atccgcatga
  2285281 attttcacat caaagccaag ctctttcgct tttaataaaa actcttttga ttcttcgaca
  2285341 gagaacacac ctgtttcgca gaaaatatca acgaattctg ctaattgctt ctctttcatt
  2285401 tctggtagta ggtctaacat ccattgtaaa aattcttttg atctaccttt gtactccttc
  2285461 ggaactgcat gagcacctaa aaacgttgac actaaatcga ttggatgttc tttttgtaat
  2285521 tgtgcagttg cctctaattg tttccattcc gtctcatcat ctaatccata accactcttc
  2285581 gcttctacag ttgtaactcc gaaagatagc atacggtcta aatggaattt cgctttttga
  2285641 acaagctctt ctttcgacgc ttgtttcgtt gcatttacag ttgaaagaat acctccgcct
  2285701 tgttctaaaa tttctaagta cggaactcct tgtaatttta gtgcgatttc attttcgcga
  2285761 gatccaccaa atacaagatg agtatgcggg tcaacaaggc caggagaaac catttttccg
  2285821 ccgcaatcaa taacctcttt cgcttgtaat cctttcgctt cttccgctgt tccaacgaaa
  2285881 gtgattacac cattttcaat tccaaccgca ccattttcga taacaggaag cgtgttcatc
  2285941 gcttcccgtc ttaacaagcc atcttcttga tccattgtta gtaattgacc gatattgatt
  2286001 agtaaagtgt ccagcatgtt ttctcctcct tatttcatca ttggaatgtt aacgcctttt
  2286061 tctttcgcag tttccacagc taagtcatat cctgcatcaa cgtgacgaac aacacccata
  2286121 ccagggtcag aagttaatac gcgctcaata cgttttgctg ctgcttctgt tccatctgca
  2286181 acgataacca ttcctgcatg aagtgaataa cccataccaa cgccaccacc gtggtgaaca
  2286241 gatacccagc ttgcaccgtt tacactatta attaatgcat ttaagattgg ccagtcagct
  2286301 actgaatcac taccgtcttt catcgcttct gtttcacggt ttggagatgc tactgatccg
  2286361 caatctaaat ggtcacgacc gataacgatt ggtgctgata attcaccatt tgcaaccatt
  2286421 tcattaatga tgcggccaaa tttcgcacgc tcaccgtaac caagccaaca aatacgtgat
  2286481 ggaaggcctt ggaattcaac ttgctgacga gccatacgaa tccagttaca taaatgctca
  2286541 ttatccgcga actcacgtaa aattacttcg tctgttttat aaatatcttc tgggtcacca
  2286601 gaaagtgcta cccagcggaa tggtcctttt ccttcgcaga ataatggacg gataaatgct
  2286661 ggaacgaatc ctgggaaatc gaatgcattt ttcaaacctt catcaaaagc aacttggcga
  2286721 atgttatttc cgtaatcaaa tgtaattgcg cctttttctt gcatagcaag cattgcttcc
  2286781 acatgttttg tcatgctttc ttttgataat tgtacgtagc gttctggatc ttcttcacga
  2286841 agttttgctg cttcttctaa cgtgtagcct actggaatat aaccgtttaa tggatcatga
  2286901 gcagatgttt gatctgtaac caagtctggc gtaatattgc gcttcactag ttctggtaaa
  2286961 atttctgccg catttcctaa taaaccaata gaaatcggtt ctttcttctc tttatactcg
  2287021 ttcgcaaccg ctaacgcttc ttctaatgat tctgtataca tatcacagta tctcttttca
  2287081 atacgacgat cgatgctgcg cttatcaaca tcaatagcaa taacaacacc gccgttcatc
  2287141 gttacagcaa gaggttgtgc accacccata ccacctaaac cagcagtaag tgttaatgtg
  2287201 ccttttaatg aaccaccgaa atgttgacgc gccgcttcac caaacgtttc ataagttcct
  2287261 tgtaaaatac cttgtgttcc gatgtaaatc cagctacctg ccgtcatttg tccgtacatc
  2287321 ataagacctt ttttctctag ttcacggaag tgatcccagt tcgcccactt cggtactaag
  2287381 tttgagttcg ctaaaagaac gcgaggcgca tcttcatgtg atttaaaaat agcaactggt
  2287441 tttcctgatt gaacaagtaa agtttcatcg ctttctaacg tttttaatga atctacaatc
  2287501 gcctgatagc tttcccagtt acgagctgca cggccaattc cgccatatac aactaattct
  2287561 tctggttttt cagcaacttc aggatctaaa ttgttcatta acatacgaag tgcagcttct
  2287621 tgcacccacc ctttcgtttg taactcagta cctcttggcg cgcgaattgt ttgtttaact
  2287681 ttttccattt caatctctcc cttttctcat tttataatgc tgcgtttaca tctaatcttt
  2287741 cttttatcga ataattcgtt tttaaccaat gcgtaatatt ttcaatatct gttgagaata
  2287801 tacgatcatt tgtaatagaa ggtacttgct gacgaccttg atggtagaag cttttcgtca
  2287861 ctgtactcat gttttcaatt ccgcgatatt ctgctgcttg catcgcacaa atcatctcaa
  2287921 ttgaaagaac gcgtcttaca ttttgaataa tttgatgtgc atggcgtgaa gcaattgttc
  2287981 ccatacttac gtgatcttct tggttagctg atgacgggat tgaatcaaca ctcgccggat
  2288041 gcgctaacgt tttattttca gaaactagtg acgctgcagc atattgcata atcattgcac
  2288101 cagactgaag tcctggttct ggacttaaaa atggtggtaa atcatttaac tgcggattta
  2288161 ctaaacgctc aatacgacgc tctgaaatat ttgcaagttc tgccatccct acttttaaga
  2288221 agtccatcgc aaatgcaatc ggttgaccgt ggaaattacc acctgaaatt accttttccc
  2288281 cgccatcaaa aataagtgga ttatctgtcg cggcattcat ttcaatttct aatttttctt
  2288341 ttacataatt taaaacttgc caagaagcac cgtgtacttg cggaatacag cgaagtgaat
  2288401 acgcatcctg tacacgcagt tctccttgtt ttgttgttaa tttactatca tgaaggatgt
  2288461 cacgaattct gctcgctact tccacttgct ctttataacc acgtgcttta tgaacatttt
  2288521 catcaaatgc atcaataatg ccttgtaacc cttcaattgt catagatgca attaattcag
  2288581 cttgataagc cgttgcttct gcttctatat aagaaagaac tccttgcgct gtcatcgcct
  2288641 gcgtaccatt aattaacgcc agaccttctt ttgcttcaag ttcaattggc tcaagacctt
  2288701 cttctgtaag agcaaccatc gcatgaacac gtttcccttt atagaacact tcaccttcgc
  2288761 ctaataatat gagcgcaaga tgagataaag gcgctaaatc accactcgca ccaagtgaac
  2288821 cttgttgcgg aacaactggg tgaattttac gatttacaaa ctcaagaagc atatttacaa
  2288881 cgagcggtct aacaccagat actcctttaa gcatcgtgtt cgctcgtaaa attaacatac
  2288941 cgcgtgatac ttcttcagga aatggatcgc ctatcccaca tgcatgtgac tgaattaaat
  2289001 tgtgctgaag tgcctttaca tcatcttttt gaattagcac gtcactgaac tttccaaatc
  2289061 cagttgtaat accgtaaacg acttttccgt tctctacaat tttctcaact acttcgcggc
  2289121 actccgccac cttttgcata ctagttggac aagcggttac accttcccct tcaagtaaca
  2289181 acctcttcat ttcttcaatt gtcaatgtat gtcctgttaa tgtaatcatt ctttttcctc
  2289241 cttaaaaagg caaaaggggg ccttatcttt ttaagacaga cttctgtcct aaaaaaagta
  2289301 aggccccctt ctaactaata gactatgggc aaatcatatg tgattaattc ctaaaccaat
  2289361 cgcctcatgc tcagatcctt ttacaggtgc accaatcgtt ccatataatg caacagcaac
  2289421 ccattcgcct tctttttttc cgtcgtatgg tgtaccgcgc acaatcgcaa agcgaagtcc
  2289481 tactgtacga agaacgtctg ctaactgaat ttgacctctc gtcactccgt acaaagcttc
  2289541 cattattgca tgataaagtg catgcgtttc tctgtaaacg tctgtttcaa taacttggtt
  2289601 gcttttagcc gctgtttcca ttgctgcgac aaccttttgc gaattcatcg aacccacttt
  2289661 ccccgtacaa tatttccaac cttttgggat agataataca gggctttcat tctcatccgc
  2289721 aagtgccaac agcatggcca tacgaccaat tcgatgtgtt ccttgaagaa gcatgtgact
  2289781 ctctcatttc ttttaattat ttgaatattt cttaatttaa gaatatatga aaacggttaa
  2289841 atcgtcaata gtttaaactc acattcaaac attttttcat cttctccatt tgtgtacaca
  2289901 aatgatttac acaaattttt caggcatgct atagtctcac taacagatgc aaaggggaga
  2289961 gatttcaatg aaaaagcgaa aagatattca ttttcgaatt gaagaaaaat tacttgaaag
  2290021 gtttgaatcc gcacttcatt acgaaggttt aaagaaaacc gatgtattaa cacatgcgat
  2290081 tcaacaattt tgtatgaaag tggaatatga aaaaatgaat gatgtaaaac ggcaatatag
  2290141 cgtcagtaac aatttacaaa cacgtatcga tacacataaa cattacgaag aaaaacaagt
  2290201 gaacttagat gaaatcgtta ttgaacattt acaacttcaa gggagagaaa gaatattaga
  2290261 ggttggatgc gctaacggaa aattcctttc ccttttgcaa gcgaatggcc ataaaggtca
  2290321 attaaccggt tttgatcaat cagaagccat gctttctgaa gccactaaaa cgaataattt
  2290381 aattgaatgg agactaggtg acgctggaaa acttcctttt gaagctaatt actacgactt
  2290441 gattgtcgca agacatatgt tatatcacat gaaagatgtc gaaaaaacaa ttcaaggatt
  2290501 ccataaagta attcatcctg gtggctcact tttagctaca acaaattcta acgttacact
  2290561 acctcgtata gttgaaatgt gtaaccgcat gctagacaca tttgatttgc cgaaaacaac
  2290621 atcatcagtc actccatttt gtttagaaaa tggtaaagag atattacagt ctgtttttcc
  2290681 aactgttgaa gtatcagtta ttcataatgc tctcattttt catcatgcta ctccgattgt
  2290741 aaactatatt tctagcatgt ttccgtcgct aaatataccg gataacacac ttcttcacgc
  2290801 cgaaatgaag gactggctaa aagaagaagt agaaaatgaa ttgttacttc ataacggtat
  2290861 atggcgcgat ccgaaaacgt tagccattta tcgatgtcaa aaagaaaaaa gctagcatta
  2290921 gctagctttt atacattctc aggcaaaaac ttctccatca tcacattccc cttaccactg
  2290981 taaaaattta tattatgttc atttgttact ccaaaataag aggcaattgc tattccaaat
  2291041 agcacaaatg catgcccctg tgctgtaata atatttgaat gttgcacaac ttcttcatac
  2291101 acaaaatttt ctactggaaa acaatctaat tttctataat ccatagttac tgtatacgag
  2291161 ttttctttga ataagcctgc ttttgctagc gcatacggtc cagcacaaat agcagctact
  2291221 aatttttctt gttcgtgaaa ttgacgaatg accgaaaaga gtacttctgc atcctccata
  2291281 tgtatcgcat ctccgcctgg aataataatc ccctcatatt cttctacacg cacttcacct
  2291341 aattctatat gtggttgtac ttgcaaacct gtttcactta taatcatttc ttttgttaaa
  2291401 cctgctgtaa tgatttcata tttatttctc aacaatgccg ttgctaccgt aatttcaaac
  2291461 tccgcaaatg ttggatatac gaataatagt atttttttca tagccctctc ccctttaacc
  2291521 acttcataaa atatacccct aatgtgtctg ctgataatct attcgtgtcc acataaaatt
  2291581 gctcctcaaa tgtacttctg tttcttgttc tatcattatt ttttctatca tataaattac
  2291641 tttccgatac atccaaataa aaaatagcat ctgaacgaca ttctcttaat ttatataatt
  2291701 catcttttaa ttcagtttct atatcccact cttttcctat agttgtagga taaaagattg
  2291761 tatagaactc aatatcttct ggtccacgat caaaaattac gactgaaccc ttcgcatttt
  2291821 gaaactcttt tattttagct tctataaaca ttttttgatt tgctataaac ccttcttttg
  2291881 aattcatatc caaatttaat tgttttcgct tttctacaat tgggtatgga ttttcatata
  2291941 tcaccgataa cccatgtagc tctaactttt tagctaaagt ggtttttcca cttgccatcg
  2292001 gtccttggag tgaaattaca tatgccattc ctctcattcc cttgcgcttt agtaaaacta
  2292061 taatatacag aatcttgaaa actatcaaca aaatatatat catcttgttt cttattctta
  2292121 tctaacttat aataaaaaat agagattatg acggacgcat caataatgta agcttggaaa
  2292181 tccaagctta cattattttt tgctttccct tttctaataa aaagagtata ctaaattaga
  2292241 acgtatgttc ctaatgatta catacagtaa ggagatagaa caatggtata cgacacaaaa
  2292301 gcaatttctt ggaatgagtc tttaaaacaa cttcaacgcc gctatacaaa caaacaagtt
  2292361 gatcgaaaag aatttgagga tattgaacta atggaattct tccgcgataa cgactacatt
  2292421 tctttaccta cacatataag cggcctatca acagcacgtt ttacttctta ctctattttc
  2292481 acaactgaag ataaagatcg taaagttggc acattaatca ttgaatatgt agaagatgat
  2292541 aataataatt tatgtgttga acaactatac tttgtttaaa tgataacgct tggtcaaaat
  2292601 gaccaagcgt tcttgctttc tatgaatctc actgtttata atatgaataa aagaaaaccg
  2292661 caatcattaa ggggggatac gcttgctcga aggatggttc agttggttta ttgtgctatg
  2292721 gactgttatt ttattaggac ttatgtctat cggtggatac tttatgttca gaaaattttt
  2292781 aaaacgatta ccaaaagaag atggtatgtc cattttagat tgggaagagc actatattaa
  2292841 taaaacgagg catttatggg atgacgaaca aaaacaattg ttagaagagc tcgtcagtcc
  2292901 tgttccagaa ctatttcgcg atgttgctaa atcaaaaatt gctggcaaaa tcggtgaact
  2292961 agcattacaa gagaaagcct ctcaaattac acaagattta attattaaag ggtatattat
  2293021 tgctacaccg aagcgtgatc ataaattttt agtaaaaaaa ctacaagaaa aaaagattga
  2293081 ttattctcat tatcaatctt tactaacaaa atctacctca taaaaaagat tgctagctta
  2293141 tagcaatctt ttttaactta cagttactga ttttgtagca gttaaacgtg cctccgctaa
  2293201 atctatttgt aaaccgacag caccagcgta aatataatca aatgtatttg ggatattcac
  2293261 ggtagtagaa gtagatccag ctgttaacac gccatttgca ggaacatttg tcacatcaaa
  2293321 ttccgcacga cggttagtcg cagaagtacc aattggcata tttctatccc caaaacttcc
  2293381 gactgtattt aaatttccta aataattatt tacctgtgaa gcaaaaaagt tatttattaa
  2293441 attattaggt cctgaaagtc ccgtaccgtt taaattaaat ctatcacctg tcgcatcagt
  2293501 atcaccatta attgccattg taaatacacg agcattaacc ggcgctacag ctggagtgat
  2293561 aaaatttgaa atcgttgctg tctcacccaa tgtagaaatg agtaaaccag tatataaact
  2293621 aacattccta ataggatatg aattatcgcg atatacaaca accaatgccc atcctacacc
  2293681 tgtcccttgc gtcggaggat ttgccgtggg aaccctttct acaaaataat cccccgttgc
  2293741 tcgatttgaa agcccttgta gaatatttgt tacatttgca gcacgtgtat aaatggtacc
  2293801 ttgaaatgtt ccgcttgatc tcgtctctcc ccatgcagga acactcgtaa ttgtatgagt
  2293861 gaccccatcc ggtgtttgta aagtaggtat attgttattt accaccgttt ctgtcacagt
  2293921 tgcactcaat gttccttgcc atactagcat tgcaaagtct acagttgctg ttgctggtac
  2293981 atctgttact gaaggattaa gccttgccca agaaccattt aatgtccaat catttgtcgt
  2294041 tcccgcaaaa gttaacggat ctaccgaaga aggaactcct gcaaaactta aatttgtatc
  2294101 tcttgttatt aatgcattgt attgatacgc cgtcgctgtt gtaataccac gcatgccaac
  2294161 tgtattccct gtgtgtacca taaataaaga gtccgttttc gtatatgttt gtacaaaagc
  2294221 caacaattcc actccccttc catataagat aaatatttat tcgctatttc atttaatgca
  2294281 aacgagtaaa aaaagttcca tttgtatatg cacagactaa tttgggcaaa aaaaaagcct
  2294341 ttgcctattc ctattcattt aaatttgaat aggatgcaat gacgagctca ttttatacca
  2294401 atatttataa atcatattat ttccaaatca ttatataata ctagttgtaa atatttaatc
  2294461 ccttgaccgg atttaaattt atacagaaag gacgaatcta atggcaatag caacaatagg
  2294521 aagtcgttta acctatacaa tcgttgtcca aaataccgga acacttcctg cccaaaacgt
  2294581 tacatttaca gaccccctac ccgctggcac tactttcgtt ccaaacagcg ttacagttga
  2294641 tggcgttgca acagcaggaa tattgctact ggtattccca ttagcaatat tcctgctggc
  2294701 ggctctgtta caattacctt tcaagtagat gttacaagtg tccctacccc accagttgca
  2294761 agtaacgtag catcctttgg atacacattt caaccagcac ctaatgcacc cactattagt
  2294821 cgaacaacaa caagcaatat agttaataca gatattttca cagctaatgt tgcattagta
  2294881 aaaacggttg acaaaacaat tgctaccatc ggtgatacga ttacgtatac cattaccgca
  2294941 acgaaccaag caccattagc tgcaaataat gttatcatta cagatatacc tcctgctggc
  2295001 actacttttg taccaggtag tgttacagtt aatggtacgc ctactacaaa caatcctgct
  2295061 actggtataa acattggaac gattgcagct aatggaaatg caaccattac ttttcaagtt
  2295121 caagttacta gtttacctgc acaaaatcca attcgaaata gcgcttcatc aagctttcaa
  2295181 tataatccac ctggtcaacc tcctattaat agaacgtcaa ctagtaatat tgtagaaaca
  2295241 ttaattaatg ccgctatcat taatccatca aaaacggcaa accaacaaat tgtaaatatt
  2295301 ggtgacatta ttacttacac gatcacaatc ccaaataacg gtaacacttc agcaacgaat
  2295361 gtttcaatta ctgatccgat tcctacaggt actactttta ttcctaacag cgttacagtt
  2295421 aatggcacta tacaaactgg cataaccccg acaaatattc caatcggtac tgttgcagct
  2295481 ggtcaaacga cgaccgttac ttttcaagtt caagtcactt cccttccagc caacggaacg
  2295541 attacgaacg aagcaaacgt aacctatacg tcacaaccga acccgactga acctccaaca
  2295601 actactacaa ctaccccacc tccaactaac acttctgtac gaactgcaat tgtaaatcct
  2295661 acaaaaactg ttagcccaca agttgctgac atcggtgata ttattacgta tacgattaca
  2295721 ttgccaaaca cgggaaatat ctctgctaca aacgtcattg tgaccgatcc aatccctgct
  2295781 ggtactactt tcattccaaa tagcgtaaca attaatggtg tttcacagcc taatattaat
  2295841 cctgctggcg ggatacaagt tggaacgatt aatgccggtt caacaacaac cgttacgttc
  2295901 caagtccagg taacttccct tccacaaaat ggggtaattc gaaatatagg aaatacaaca
  2295961 tttacttatc agcctgatcc aactaaacct acgattacaa caacaaatcc tacaccacct
  2296021 actaccgttc ctattaatac cgctattatt aatcctataa aaacagctga taaaaccgct
  2296081 gttgatattg gtgacattat tacgtatacg attacattta ataatgacgg aactgttcct
  2296141 gctactaacg taatatttac tgattcaatc cctgctggta ctactttcat cccaaatagt
  2296201 gtagttttaa ataataatcc tgttccaaat tcgaaccctg cattagggat tactgttggt
  2296261 acattgaatc caggcgaaac aaaaacacta tcattccaag ttcgtgttac acaaattcct
  2296321 gctggcggta ctattacaaa tgaggcttca acaacttata cgtaccaacc agatcctacc
  2296381 ttgccaccag taacaacgac tgaaccaacg ccacctacaa gtgtaactgt caatacagca
  2296441 acagtgaacc caacgaaatc tgccgatcga gcttttgctg atattggtga tattattacg
  2296501 tataccatta gtttacaaaa taacggaact gttcctgcta ctaatatcat cctgacagac
  2296561 cctattccaa atggaactac tttcattcca aatagcgtga ctattaacgg gatttcacag
  2296621 ccaaatacaa acccttccac aggtataaca gtaggcacat tggatcccac tgaagcagca
  2296681 actatatctt ttcaagttca agttattagt gttccgccac atggtttagt tgaaaaccaa
  2296741 ggtactgttt catttactca tattgtaaat cctaatgagc cgcctgtgac aaaaacaagt
  2296801 cctaccccca aaacagaaac agccgttaat actattattt caactccaac taaaactgcc
  2296861 gacaaacaac ttgctgatat aggtgatacc attacgtaca caattacatt tcgaaatgga
  2296921 ggaactgttc ctgccactaa cgtgacactt atagattcta cccctagcgg aaccaccttc
  2296981 attccagata gtgtgaccat taatggtgtt acctctccgg gatcaaaccc agcacttggt
  2297041 attcaattgg gtactgtagc tgttggagaa acaaaaacaa tcacctacca agtcctcgtt
  2297101 acaaattttc caccaaatgg aataattgaa aatcaagcat cgttcactta tcaatatcaa
  2297161 ccaaatccaa atgaaccccc tgtcacttca actacaccaa cacctaatgt gaacgtatct
  2297221 attaataatc caaatccaac aactacaaaa tccgcggacc ttcaaatagc tgatataggc
  2297281 gatatagtta cttttactgt tactttccaa aataaaggaa ccgttcctgc aacgaatgtt
  2297341 actgtgcaag attcgcttcc gcaaggtgtt tcattcgttc caggtagcgt tgttattaat
  2297401 ggaatatctc agcttggcga aaatcccgaa attggcatac cgattggaac tgtcaatcct
  2297461 ggtcaaagta ttacagttac gtttcaaggt atcgtaaaca gtatcccacc tggtggagtc
  2297521 attagaaata aagcaaatat cacattcaca tatgaaccaa gtcctaacga gcctcctgtc
  2297581 acaactacca ttacaactcc tgaaacggaa acaactgtca atacagctac attagaacca
  2297641 caaaaaacag taaatcgttc cttcgttaca ttaaatgaca ttattaccta tactctttct
  2297701 ttccaaaatg ttggaactgt atcagctacg aacgtaacta taacagactc gattccagct
  2297761 ggtactacat ttattccaga tagcgtaact attaacggtg ttcctcaagc aggaataaat
  2297821 ccagcatcag gaattccaat cggtacgcta acaccaactg aaagagttac tatcactttt
  2297881 caagttcaag tcattaacat tccaccgagc ggaaccataa ataaccaagg aagcgctaca
  2297941 tttaattatc aaacggatcc gactttacct cctgtgacaa aaacagaaac aacaccagaa
  2298001 acgaatactc cgattcaaac cgcagtaatc agcccaacaa aaactgctaa tttaacattt
  2298061 gcagaaatag gaaacactgt aacttatact attacattta caaaccaagg tacaatccct
  2298121 gctacaaatg taacaattac agacgcttta cctccgggta cttcttttgt tacgaatagc
  2298181 gttactgtaa acaatgttac tcaacctggc gccagtccag tgacaggtat tcttgtcggt
  2298241 acagttaacc caggcgaaac agttacagtt acattccaaa ttcaaataaa tgctattcct
  2298301 cctagtggaa aaatagaaaa cacagcaagt gttacctata cttctcaacc taatccgaat
  2298361 gaacctccta tcacaacaac agaaacgact ccgacggtaa caatacctgt tcgtaccgct
  2298421 aacctgaatc cacaaaaaac agtagatcgt gagtttgcaa gtattggtga tacgctcact
  2298481 tatacgatca cccttcaaaa tactggtaat atacctgcaa ctaatgtcat tattacagat
  2298541 tctatcccta ctggaactac atttattctt ggtagcgtta cggttaatgg cattccacaa
  2298601 cctaatttga accttgaaac aggaatcccg gttggcacat taaatcctag acaaatagta
  2298661 actgttactt tcgaagtaca agtaacagct ttaccaccaa atggaattat ctcaaatgaa
  2298721 gcaaatgtca cttacacatc ccaaccagac cctactcttc cgcctattac aacaacaaca
  2298781 cctactccaa tcgcagaaac aattgtacaa aatgcagagt tagagtcagc taaaatagta
  2298841 gatttaccag tcgctaacat tggagatgca ctcacgtata cgattactct tgaaaacatc
  2298901 ggaaatattc ctatgacaaa tgtatctgtc attgatccac caccattagg tacacaattt
  2298961 attgtggatt ccgttacagt aaatggtatt tcacaaccag gtattgatcc aagtattgga
  2299021 atacctatcg gtacaataca accgaatcaa atagtaacca tcacattcca agtaacgatt
  2299081 acgaatatac cgcctaacgg ggttgttaca aatgttggtt cagtcaactt tacatctcag
  2299141 cctaatccaa atgaacctcc tgttacagaa acagagacaa caccaccagt taatactgaa
  2299201 atcattaata gcattattaa tccatcgaaa acagctgatc gaaacaacgt tgatatagac
  2299261 gatatcatta cgtacaccgt tacattccaa aacttacaaa ctgtcgaact aacaaatatc
  2299321 attttcacag atccaattcc tgttggtacg actttcattc caaatagtgt aacaattaat
  2299381 ggtatcccaa ctagcgatgt tgatccagct cttgggattc ctcttggaac attaaaccct
  2299441 agtcaatcag ttgttgtaac tttccaagtt cgtgttgttt ccataccacc taacggaatt
  2299501 attgtaaatg aagctactat cacctacacc ttccaaccca atcctggaga acctccagta
  2299561 acagtgacta ctccaacgcc tcctactact accaatgtca acacggcaac aacaaaccct
  2299621 acaaaatccg ctgataaagt atttgcttta ttaggtgaca caatcaccta tacaatctcc
  2299681 ttacaaaata caggaactgt ccctgcaaca aatgtacttg taaccgaccc tattccagct
  2299741 ggcactactt tcattccgaa tagtgttacg ataaacgacg ttacacagcc aggtattgtt
  2299801 cctagttctg gaattcttat cggtacatta gaacctaaca cttccgccgt cgtaactttc
  2299861 caagttcaag taacatcgat accaccaaca ggctttatcg aaaatcaagg gacagtttca
  2299921 ttccaatacc agccagatcc tactagacca cctgtatctg ttactacgcc tacacctact
  2299981 acaaagacgc aagtaagtga agtcactatt aatcctaaca aacaaggtaa ccctcaaact
  2300041 attaatcttg gtgatactgt cacatataca attacgttcc aaaatgtcgg gaatattaat
  2300101 gcgacagatg ttattattac agaccctact ccagctggta ctactttcat tccgaatagt
  2300161 gttacgatta atggcgtttc ttcgcctgga gcaaatccaa atagtggtgt aaacgttggg
  2300221 actgttactc caggacaaat tgttacgtta acttatcaag ttactgtaac cgcactaccg
  2300281 ccagatggta ttattaaaaa cactgcaact gtcacttaca cattccagcc aaaccctggc
  2300341 gaacccccta ttaccattac agatcctact ccaactgttg aagtatccgt tattacgcct
  2300401 acacctaacc caaataaact agcagacaaa caaattgtag atataaatga aattataacg
  2300461 tatactgtaa ccttccaaaa tcgcgggtca gtccctgcaa cttccgttat cgttactgat
  2300521 ccgttagcaa atgggctaac atttgttcca ggtaccgtta tattaaatgg tattcctgat
  2300581 cttggagcaa atcctgtaga aggtatacct gtaggtacag tcaatccgaa cgatacaatt
  2300641 actgttcaat tccaagcgag agtaacaagt gtaccacctg gtggtatcat tcgaaatcaa
  2300701 gcaactgtta ctttcacata tgaaccaatt cctggtgaac cacctgttac tattacagac
  2300761 cctactccaa ttaacacgac ggacgtaaat acagctatat taaatccaca aaaaacagct
  2300821 acgccggaaa cagttacatt aggtgatatt attacgtata caatttctct ccaaaataca
  2300881 ggtaccattc ctgccaacaa tatactcgta agcgatccta taccaaccgg tacttcattt
  2300941 atccaaaata gcgttacgat taataatgta tctcagccaa ctgcaaatcc agaaacaggt
  2301001 attcaaattc caacactttc tccttctgaa tcagcaacga tttctttcca tgtcctagtt
  2301061 acttcaattc caccaagtgg agagatccaa aaccaaggta acgtttcatt ccaataccaa
  2301121 ccagatgcta ctaaaccacc ggtatccgtt actacgccta cacctactac aattactcct
  2301181 gtaaatgtcg ggactattaa tccgataaaa actgctgata aatccatcgt ttcagtaggt
  2301241 gatacaatta cgtttactat cacattccaa aacgaaggta ccattcctgt cactgacatt
  2301301 tctgttactg attcacttcc tgcaggtaca tcattcattc caaacagtgt cacaattaac
  2301361 aacattccag ttccaaatgc aaatccatct acaggaattc tagttggaac tcttaatcca
  2301421 ttagactcag taacaatttc attccaagta caggttatta cccttccacc taatagaatg
  2301481 attataaata tcgcattcat tacgtctact tctcaaccag atcctactag accacccgtc
  2301541 acaacaacga ttacaacacc accaattaca gtagaagtaa accctaatga gccaaacaca
  2301601 tttattaaga ctgcaaatgt aaatagcgcc catcttggtg atttcatcac atatacactt
  2301661 acctttacta acaatggtgc tatcccagca aataatgtac tcattaccga cccacttcca
  2301721 cctgaagtta ctttctatcc gaattcagta acagtaaatg gagtagcacg tcctggaact
  2301781 aacccaacta ttggtattct tatcgacact gttaatccag gtgaatccgt tgttatccgt
  2301841 tttatcgtcc aagtaacagc agagccacga ggcggtctaa ttcgcaatac tgctcgcatt
  2301901 cgctatacac taagacctga tcctactcaa ccaccgattt ctgttgacga aacttcagag
  2301961 ccaaacatta ttccgtttat cggtccattc gtatcaccaa atttaacttg cttttttgat
  2302021 ggtacacgtt ttatacgtcg tggctgggat agaaggtgtt aacaatataa ataaaaagac
  2302081 agcgtcaaaa aacgctgtct ttttatttta tacatataca gtttttaagt tagtttcata
  2302141 tctttttcat tataaaaacc gtcttctttt tccatttcct tctgtaattt cgtaaaggaa
  2302201 cggtacatcg cgattctcca tgacactatc attgcgaatg caagtaagaa gaacatacca
  2302261 ctaagttgtc ctaagtcaag agattgactt aaatatgttt taaatacaat acgcactaca
  2302321 agtaatccaa ttaaaataaa aacaaatgct ttcgaacgct ttaaataaat ctcttgtcct
  2302381 ctaatttcaa atttagatgt tttaataaga aaaatagaga aaaacaaacc aacaccaatt
  2302441 gcttctaaca tttctgctgg agttaatcga aattcaggaa aaacatacat caatgccccc
  2302501 gtgctcataa agaatggcgg aagtataatt tttttcaatg ttgcaggttt cttagctgct
  2302561 tttaaacgaa taaacatcgc accaacagcc atacaaacag caacgatact ggataaaaca
  2302621 actatgttca tattttctca tccttttttg tggctatatg caaaatatac tttcattata
  2302681 tgcttttccg ttagtatttc caacattttc acagaataat actaaaaacc agtaaatcca
  2302741 ccaaataaac ttgagaaata tacgataatt ttcgtcatcc agttaaaata taggaagata
  2302801 cccatgacaa tcataacgta tcccccgatt ttcatgaact tcatactatt tcttttaatc
  2302861 caagacattt tcgtaataaa gaatgatagc acgaagaacg gaatagcgaa tccaagtata
  2302921 tatgcgatca tataaatcat tgctgattct ggatttgttg ctgctaatcc gattacagac
  2302981 actaaaatag gtcctgtaca aggcgtccac cctgcagcaa atgccaaccc aattaaaaca
  2303041 gatccaaaat aaccactcgg acgattttta aacgtaaatt tacgatcttg cattaaaaac
  2303101 ttcggcttaa acacaccgac aataataaga ccgaacacga tgataaatat accacctaac
  2303161 tgtctaatta aatctttata atttgtaaag atgcctccaa taaaacttgt accaaatcca
  2303221 attgcaataa atataattga aaatccaagt aagaaaaacg ctgtatgtat catacttctt
  2303281 ttgcgaagca ttgcattttc ttctttcagc tcagaaaccg acatacctgt tatatatgat
  2303341 agaaatgccg gataaagcgg caagcaacat ggggaaataa atgataaaaa cccggcgcca
  2303401 aacgctaaaa aaatactaat atcttgcatt gttccactcc tctccttaca tattgtagca
  2303461 aaaacacgta aaaatactat gaacaattcg tgaaatcact tttccaacgt gataataaga
  2303521 aaaactaccc tttcacgctt tttcaaaaaa acgttttcag ttccttctat gtcaggtctt
  2303581 tacactgtaa catgattact tttatgtgta aaatggaaaa aggcatgatt tctcatgcct
  2303641 tttctttaaa ctgaaatgaa ttttcatctt gtaaactttg aacaaatcga atacattgca
  2303701 ccatcgataa tagaaggata acaatcataa ttatactaac aacaactatt gcatatattg
  2303761 taatcggtgc actatttaca ccttgtattc ctgctatttt cataaagata atcgtaaata
  2303821 acttcaaaaa taacatccca ttaactaatc caaaaacaaa cgctgctcca taaataaata
  2303881 attgctcctg acataataaa catagtacat catttctctt cccattctct gctacataag
  2303941 atttaatttc ttctttcctc acttgcagaa aagaatacgt cattttatat gtaataaaca
  2304001 tacatatgaa aatgactacg ataaacaacg tgtaaaaaca catttgaaat aaaagtgtag
  2304061 tccctaattc cccaacaact atttcattaa attgtagcga tatcataaaa aacaaaatca
  2304121 tagtactcat agcaatccac ataaattgct tcatcctttt ggtagcaaat gttcttatat
  2304181 tttttctcgc taaccgacat aaagacataa aattcttccc ctaccttatt acatacgcat
  2304241 tctatactac tagtgtataa aaatatgaca ttttaaacat cgcactacaa tcggaatttc
  2304301 ctctaagtct ttagtcctag aaaacaaaat gaacatgttt atctctttcg tatagaacta
  2304361 aaaaaagaac actaaagcgg aaatgcaata taattacatt tccgctttag tgtttaatga
  2304421 ggtgtacttt ttaataactt aattaatctc atcctcaact tctattcttt tcttctctct
  2304481 tgcaattttt aaaaactcta aaagctctgg attgctattc atttttttgt aagcgactga
  2304541 catttctgca acaaaattag aatcatatag ctctttatat acaacttctg ttttatataa
  2304601 tttatttgcc gataccggta ttactgtaat tccaatccct gctgctacaa gtcccataac
  2304661 tgtttgatat tccgttgctt cttgcacaat acgcgggcta aatccaactt ctctacaaag
  2304721 ggataaaatc gtatcataca aagctggcca tactggtctc gtaataaata caaacggttc
  2304781 atcccgtaaa tcttctatat gtatttcatc tttctctgca agtggatgag ccttcggtaa
  2304841 acataaagta caagatagtt tttgaattgg ctctaattct aataattgtg ttgggattgg
  2304901 tggacgcaaa aatccaatat caatacgatt atcatgaagt gcatgcactt gatctggagt
  2304961 agataattca tgtaacgcaa cagataccct cggaaatttc tttctatact ctcttacgat
  2305021 agatggtaaa atatcatata tcgccgcacc tacaaaacca attgaaagtg agcccacttc
  2305081 tcccctttgg gcactttgtg caatctctac agctttttca atttgttcaa acgctttttt
  2305141 tacttctttc aaaaacattt ctccagcttc tgttaattca acctttctct tcgttcttga
  2305201 aaataacata actcccattt ctttttctaa ttgctgaatt tgttgactaa gcggtggttg
  2305261 tgtcatttgt aaacgagcag ctgctcgtcc aaagtgtaac tcctctgcca ctacaacaaa
  2305321 atattgcaaa tgccgtaatt ccattttgga cacccttttc catttcaatt aatacgtcta
  2305381 atatattaat aacatataat ttatatatta gacaaatttt tcgaatgaac gtatagtaga
  2305441 aattgttaat tcttttttac aatttttatg taaaaaaaga aagaggtggt tactgtatga
  2305501 aatggtggaa attaagcgga caaattttac tattattttg tttcgcttgg acaggtgaat
  2305561 ggattgcaaa acaggcacac ctcccaattc caggaagtat tatcggtatt tttttattat
  2305621 taatttcatt aaaatttaac ctagtgaaaa aagagtggat acaggatggt gcagactttt
  2305681 tattaaaaga acttatttta tttttcattc cttctgcagt cgctgtcata cgctacaaag
  2305741 atacactatc acaatatgga atcgatctca tcttaattat tatgattagt acactttgtg
  2305801 tcactctcgt tacaggactc ttaacagaat tgctactaaa gcggaaagga tccgtgcaat
  2305861 gatcggcttt ctttgtttac tattaacact attcacatat tggatatcga agaaaatgta
  2305921 tcaacgctgg aattggagcc tactttctcc tcttctcgtc tgtcctatta ttttaatcgc
  2305981 tttattactc ggactagaca catcttatga aacatatgaa actggaggcc aatggttaac
  2306041 agaattatta aaacctgcaa cagttgcttt cgcatggccc atctataaat actttgattt
  2306101 actcaagaaa catggaatgg ctattttact taatgtcatt gtcggttcgt ttctatcagt
  2306161 tattacttca gcactactag caaattattt tcaaattgat tcgtcgttag aacatagttt
  2306221 agcacctcat attgtaacga caccaattgc aatggctatt tcagaaatga ttggtggtat
  2306281 gtcacaatta acagcagtat ttgttgtttt aactgcgtta acaggagcat tgctcggacc
  2306341 ttctctcatt cgtatatgcc gtattaaaac agcaattgca aaaggtatta tgttaggaac
  2306401 gagcgcaaat ggaaccggta catcgaaagc attcgaaatc ggtcctgtag agggaacaat
  2306461 cgcaagttta tctatgcttt taacagcagg agctagctta gttatcgttc cgcttttctt
  2306521 atcgtggata cattaaaaaa gcaagtgttt aaacactcgc ttttttattt atgtattcgt
  2306581 ttaaaatctc ataatcctct gggaatgata gtgttatttg ctttatttcc tctatcccct
  2306641 tccaagcaat ttcatgtatt aactcatcag gatcttggat tttcatacta ccacccattt
  2306701 tttttacgac ataataatga acattaacag gcaccccgta tgtaatccct tctttttcgt
  2306761 atattttact tacaacttcc acattgtaac ctgtttcttc ccaaacctct cgaatacaac
  2306821 attcctctag tgtttctcct ttttcaagcc ctccacttgg gacggaccac cttttttctt
  2306881 cacccttttg tccttgcaat accattaaaa cttcatttct ttcatttaca catactgctg
  2306941 cacaacctat ccatctttcc atatacatcc ctcccctact actattcgtc tcctttttta
  2307001 ttttctcctt gaaaaaagag gaaaaaagga aaacaatgac gaaaatttac atcaacttca
  2307061 taggcagttc cttcttagaa attataaacg gaaggatgaa agcatgattt ctaaatatgt
  2307121 tgtggaatgt gtcttttgtg aagaaaatcg aaaacctcgc caagctatcg tcacagttcc
  2307181 tgctactact cagctattag ctattgaaaa agtgcgtgca gaatgtaaac gtcgtttcgg
  2307241 aaaagcttta ttattacaaa cagaaattaa agaagacata gtttttgaac aaaaagaaag
  2307301 ctgaccataa attggtcagc tttcatatcc gatcatattt tcacatgaag attaggggca
  2307361 tcctctttaa ggatcgggat tttcccatta tgtacgttcc ataatggtca tcgaacaata
  2307421 tatttctata caattaaata ttgaatagaa tagggcaaaa cttgttcgca tttttagaaa
  2307481 agggataggg atataattca agtagtactt cgaatactcg aactttacac tcattatatt
  2307541 aaaacaaatc cttttatatg ggaaatatga attacttaca taattcattc gtaaaacata
  2307601 ttagtttgct atattatttt cattccatta ataacataca tccagcgaaa actggtgtca
  2307661 taatcattga aaacttcaaa agcatacgtg gtgcataatt tgtaaacttc gcaccgatat
  2307721 aagctcctaa catcgtccca attaatactt gcaataatat aatatataat ctagataccc
  2307781 ttctgaacta tatcctaacc cacccccaat cgcaatcggc aatataacaa gcattgttgt
  2307841 tcctacagat tgctgaatcg tcaatcctaa tagaaccatt aatccaagtt gaataaatgg
  2307901 tgcagaacca atcccgaatg aaccagtcat cattccagtg actaacccaa gacatataca
  2307961 tttcattatg ttttctttcg aaatatcttt gatttttact aaacgtactt cttcctcatt
  2308021 ttgaaattta attaatttaa tacacataaa aatcgcagat aaaaataaca tcccagctgt
  2308081 aaaccaatga agaagatacg gtggtataag cgagccaatt ttggaaccga tataagaacc
  2308141 aaatgcccca catccaccaa caatcccgcc tatagtaagt actacatttc cttcacgata
  2308201 atgacttata accccagata atgtcgtaaa tgccatagca gttaaagacg ttgcaagtgc
  2308261 aacgtgaata ggaatatgga atactaacgt gagtatcgcg ataataaacc cagctccccc
  2308321 agctccaaca aatcctaata aaactcccat tactaacatc gttataataa ttgccacata
  2308381 ctctccctcc agtaatccaa ttatccacca tcttcttcct tgcatacaaa taaaaagcac
  2308441 cctggaagga tgcttttcgt acttttctaa attgatacta tgtacttaat cttgattaat
  2308501 caaaataacc gcggggccag caactactac tccagctact tctatctttt caaattcctt
  2308561 tactgtaata gatataacgc cttccctttc catcaattct ttactcagga catcagtcgg
  2308621 tatagctttc accgtcttac ctccttttca tttatacaat atacaaaaaa caacttaacg
  2308681 catctatata tattcatcac ctccactttc attccttatt ccactcaaaa acctccactc
  2308741 ccttccgtaa catattgaaa aataaaaaag cactcgcaaa agcgaatgct tttttattaa
  2308801 ttactttcta ttacttctaa cattctatta ataaatgctg ctgattctcc acgcgttgct
  2308861 gaacctttcg gcataaattc attattttca tttcctttta caatgcctaa tccataaaca
  2308921 cgttgtacag cttgtttatc atatgctaaa tcttgatccg agaatggcag tggaactaag
  2308981 ttacctttaa tttttttata ttgcagtgca cggtcaatca tgataacaac ttcatctcgt
  2309041 ttaatcgtat catttggagc aaatatccca tttcctctac cacttattat cccggcactt
  2309101 gctgcacgat taataccatc tattagcgat ggatgtgctg catttaagtc actaaaattc
  2309161 gatgatcctt caggtaactg caatgatctt gaaatgaagt tcgcaaattc accacgtgtc
  2309221 acaagacgct ctggccaata agaacctttc ccatctccaa ccataatgcc gcgcttatct
  2309281 aattcacgaa tggctgcttc gtaccaacca cccgttatat catctttatg gttcgcatca
  2309341 taatacattt ttgttccttg taagaatggt tcccagccat tatttttaat cataatggct
  2309401 ggacaaatct tcccactcca aaattgatgt ttttttacat tctctaaagg aatatttaat
  2309461 tcccccatta aataagctgc tagtttacga gcattttcaa cggctttatt ataatcacca
  2309521 tcttcgttta cagcaatttc aatcgcaatt gattctctat ttccagttcc ttctgcccca
  2309581 tctcctgcat gccaagcatt ttcgtttaat ggcaggtgtt gataaatctc tttatcatct
  2309641 actgtaaaat gccacgacgc tgaacgatct tccgttcccg ttgcttggtt atataaatat
  2309701 atcgcatggt ttctagcatt tgcccccaca ctgtaattat ctgtctcatg aatcgtaata
  2309761 tacttcgggt tcatcgcata acccggacga atattttcat ttcctttcgg tacaatcatt
  2309821 tcttttaaag gtacaccata aatatccgtt gtcttctctt ctattggtgc agcatacata
  2309881 gctgctgcat attttgtacg tattggtgct gcgccttgta taagcgaagc ttttgttcct
  2309941 tcaaattttg ctgaaggtga atgaatccat ttcatctcat tatttatttt tacttggaac
  2310001 cattctccag cctgtccaat tgcttgaata gtttgtggct ccagtacatt ttcttctttg
  2310061 tatgaagcaa atggttcaga gtatgtagag gtttcttcat ttacaattaa cttctcactt
  2310121 aataacgggt gaatttcttt aacttctaca ttcccatcgc tattttgtat ccaaccagtt
  2310181 cccgatgaag tttgaacata gtaagcgttt ccttttctct tctcagcttt tacgacttga
  2310241 ttcgaaatac gaacccctgt ctctttttga aaattactag aatcgtataa aggtacctct
  2310301 ttcactatat gtacaagaaa ttcaccttgc acttcatttc ttactccttt atcttctcct
  2310361 ctaccatctt catctttcat atggttttca atacttttta aagcttgttc atcaggtgaa
  2310421 actgtaaccg ttttgtcaag ttcgttagca taggaataat ttggaatcgt taccatacta
  2310481 aatacaattg atgcagctaa aacattataa aatccttttt tcagcatact acttaacacg
  2310541 catatcatta aacccgtgtt aaaattcccc tcctcagcca aaatataggt tatctactaa
  2310601 actattaaac aacataacca tttacaatat aacagactca ttccaattcg tatagatagg
  2310661 aatgactact attttcctac atttactata ttggaatata aaaaagaagc tataatatat
  2310721 agcttctctc tacggttctt taatcggtat gcaccttata ttccagaact ttaccatctc
  2310781 tatcaaattg taaaacaagt tgttcactat ctatggaaat aaaaccacgt tcattcccaa
  2310841 gatagtacac aacgctaacc ccaccttcct catttctcgt ttcagtagga gctcctaaca
  2310901 attttgtaat atcttcattt gatttcccta ttaatttata tttttgcaat agatcatcta
  2310961 ccatatgtac acgcttatct gcatgattta gccatctatt ttgattaaac tttgacgtat
  2311021 atccattcac ccctagttgt accgtgcaca ctattaatgg aatgagtgct actattaata
  2311081 ccttagacat ttgcttcttt tcttcattac gatttttaga aacatataag atagactttt
  2311141 gaatcacgac taataaaaca aatggcatga ctactacaaa aatactcgtt acacttaatg
  2311201 acgtatgagc catatcaata atgaaaacaa atcccaaata cattagtaca tacaaacaaa
  2311261 tataaacata caaaataccc cttaatattg cactcagaaa ggccacccct ttttaattca
  2311321 ttatataatt cattcggtta atgatttctc gaagtttttc taattcttga cttgtatata
  2311381 ttactttctc cgttaacatt tcatttctga agaacgttac aatttgctct ctatctttta
  2311441 atctcggcgt tttttcttca gaaagatctt gcacttcttt cccatcctca ttataaaaat
  2311501 atacaatcgg ttttatgttt tcctttacaa tatcaacttg catttctttc aaacaattgt
  2311561 atagaatatg agatagtttc ttcgctctat atactgggtt cccgtcattt ttcacttgta
  2311621 tcgttaatga atcttcacct gtaatatatt caaacgtctc ttctttctct atctcttgtt
  2311681 gatacttgcc aatttcatca atcataaatg aatatgtact agcattttct ttcgttaagc
  2311741 catgaattaa tttccctgtc cattctttcg tttcaagtac atacataccc gttttactta
  2311801 aaacaagatg atgaattcga aaatcatttc ctccatgctg atttctcata aaaacatttg
  2311861 gcataatatg aaattcatta tctagtatta taccttgctc tacgaaacca cgcttcatat
  2311921 aatgtaatgt ttcgtgcgta ttcacctcag ctccattttt cgtatacgct cgcaaatctg
  2311981 caattaactt ttgaaacata tgtatttcgt tactatgttt ttcttgcatt tcactgcgtt
  2312041 ctttactatg ttgcacagct aattgatttt tcatcatacg catattttca agttctctag
  2312101 ctgcacttat ttgtaaatcc ttgtacttct tttgctccat atttttcaat atattttgtt
  2312161 gttctttatg ctctgtaacc gtggctgcaa tttcattttc atacgtttca attgcttgtt
  2312221 tcttttcaaa ttctacttgc tgactctctg attctaactg tttattttta taaaacagca
  2312281 cgaatactgc agctaataat aataaaatta cacctattag cacataatcc atattttttc
  2312341 tccttcattt catttcctac tattttccat acatatttct actacattat actatgttat
  2312401 tcgtatgttt ttcgtaaaaa tttcacacgc agccaaaaga ccttgtaatt ctacaaggcc
  2312461 ttttgtaaac ttcctttatt ttgtagtaaa tacatattat aatacaaccc ttgttcactc
  2312521 agtaattctt ggtgtgttcc tctttctact atctctccat catgcataac gaaaatttgg
  2312581 tctgcatctt gaattgtaga taaccggtgc gcaatggcta tagtcgttct cccttttcgc
  2312641 atttgctgta acgctgtttg gatcgcatct tcagtttctg tatcaatatt agctgttgct
  2312701 tcatctaata ctaatacttt cggattcgtt gctatcgttc tagcaaaagc aattaattgt
  2312761 cgttgaccac tagaaaatgc agctcctctt tctactactt ctgtttcata ctgctctggt
  2312821 aatttttcaa taaacgtatt cgcttgcaca aattgtgccg cttcttttac ttcttcatcc
  2312881 gtaatttctt cattatacat acgaatattt tgtttcacat ttcccgcaaa taaaaatgca
  2312941 tcttgcagta caagtcctat tttctttcta atttcttgtt cttcaaattt ttctaaatct
  2313001 acaccatcta ttacaatatt tccagactta atattataaa atcgcattaa taaattcata
  2313061 atggtacttt ttccgctacc cgtgtgccca acgaaagcaa ccgtttgccc ttgtttcacg
  2313121 tgaaaagata cattttttaa aacatcacgt tttccatcat aagaaaaagt aacattttta
  2313181 aattcaatat ctccattaat gacttgagga tttccatccc ctttttgaac tggtgctaaa
  2313241 tctttctcat ccattaaatg aaatacacgt gatgatgaaa caagtgcctg ctggaaaaat
  2313301 gataatttca tcatcatctc atttaccggc tggaagaaac gatgtatata gttaacaaac
  2313361 gcatataaaa cgcctacttc aacaggactt ttcaaagcat caattccaaa taaaccaagt
  2313421 actaatgcaa tcgctacaat atgtactaaa tctgtagctg gacgtaaaag caatgcatct
  2313481 aactttaacg tacgtcgccc tgcactataa tgtttattgt tcacttcttc aaactctttt
  2313541 ctcatacgct tttcttgtct aaacacttga acaatattca tcccttgaat ggattcgttt
  2313601 aactttgcat ttaacacgct taattgatta cgcacttcta aataaaaagc tgcacttttc
  2313661 cggcgatata gcaccataat cgcaaacatt attggaatta atacgagaga aaatagcgct
  2313721 aattttacgt ttaataaaaa catcgctact aaaataccta ttaaaaatac gatattttta
  2313781 acaaatgttg ataatacact cacataaaag tctttaattg cttccgtatc attcgttatg
  2313841 cgtgatacaa gcgtaccaat cggcgtacga tcaaagaaac ttaatgataa cttttgaaca
  2313901 tgctcatata cttcaacacg catatcttga acaattttaa aagcgatatt ttgaaaatat
  2313961 aacaagtcta aataagtaaa taatactttt aataagtgag caacaatata cactacaaat
  2314021 agtgtaacaa gtgctgattg atcaaagtta cgtggtacta aatgttcatc aagaaattgt
  2314081 ttaattaaaa aaggtcccat catttcagtt acagttgcac caactagaaa taaaaatgct
  2314141 aatgctaata gtcctttata tggcttcata taagaaagca atcttcttaa atcgctctgt
  2314201 tttttctcag tcatcatacg cctcctttct cgactaatgc ttctagctgc tggctctcat
  2314261 acatttcttt ataccaacca tgttctttca ttaattgctc atgtgtacct ctttgtacaa
  2314321 ttctgccttc atccacaaca agaataagat tggcatgttg aattgcactt aaacgatggg
  2314381 cagtaataat cgttgttttc cctgctcttt ccctctttaa agcatttaaa attgtttctt
  2314441 ctgtttttgc atctactgct gataaacaat catctaaaat taatatttca gcatccgtta
  2314501 ataaagcacg cgcaatagaa attctctgtt tttgacctcc agataaagaa acgcctcttt
  2314561 ccccaactac tgtttcatac ccttctgaaa attgaaggat gtcattgtga atacaagcaa
  2314621 tctctgcagc acgggtaatt tcattatatg tagcatccgc ctttccaaag gcaatattct
  2314681 ccccaatact cgctgaaaat aaaaaatgat cttgcggcac atatgaaatg gcagaacgga
  2314741 caccgtaaag tgttacatct ctaatatccc gctctccaac ttttaattca ccattaaaat
  2314801 gatcatactc acgaattaaa cattttaata aagtcgtttt ccctgcacct gtacgtccca
  2314861 cgacccctaa cgtttccccc ttcttcaaat caaagtgaat atctgttaaa tgtaacagtt
  2314921 catttttctt atacgaaaac gaatcgaccg caaatgaaac atcaccgctc gctattgtat
  2314981 gcacagcatt ttctctattt actacatctg atttttgcga gaggattttt tctacacgat
  2315041 catacgaagc acgcccacgc tccataatat taaacaacca tccaaacgct aacattggcc
  2315101 aaacaagagt acctaaatac gtcgtaaatg taacgagatc acctactgtt aattcacctc
  2315161 tcacaactaa tactgacccg taacatactg cgattaaaaa agaaaatcct acgataagag
  2315221 cgattgttgg atcaaataac gaatcaatac gtgcgactaa catattttta tgtacaacat
  2315281 cttctgattt ttttcgaaac gcttgtaaat cttctttctc ctgtccaagc gatcgaatta
  2315341 ccttcatccc actcatactc tcttgcactt tatcattgat ttccgaaaac gattgctgcg
  2315401 ctttatgaaa ccttttatgt aataaagatc cgtaataatt tgtcgatatt gctacaatcg
  2315461 gcattggaat taagcttaac aatgttaact tccaactaat tgtaaagccc atcgctacga
  2315521 gtacacatcc cccaacagct aaagaatcaa caagtgttaa aacacctgct ccagcagttt
  2315581 gctgaatggc ttgaatgtca ttagtcgcat gtgccattaa atcccccgtg cgatttgact
  2315641 ggtagaaaga tggactcatc tttgtaaaat gttcgtacaa atttttccgt aattggcgag
  2315701 ctaactttaa tgaagacccg aaaatcataa tacgccatac gtaacgtaat acgtacatcg
  2315761 taatacctac aattactaag agtacaaccc attttagtaa cttatcagtc gttaatgttc
  2315821 catcattaat ttcatctaca acaatcccaa tcacttttgg tgctacaagt tctaaaagtg
  2315881 caacgccaaa taataaaaca attccggtta tgtacgctcg tttttcttgt ttaaaaaacc
  2315941 aagctaaatt cataaacact ttcatatttt tcctcctccc ttaaaatgag cgatgttttc
  2316001 agtttatcaa aaatacagaa tttttaaaag ttttaaacac tgtaactaac aaaaagaaaa
  2316061 gacactctta gcgagtgtct tttagcgctt atttcatttg ttgcttgttc atcgcgctca
  2316121 tcatttgatt gattttcttt tgggaaggtt tttgtcccat ttgcatcatc atcattttta
  2316181 acatttgttc gttaattggt ggattttttt gtaagtaatt catcatgtat ttgcgggcaa
  2316241 tgaaaaatcc taacgccacg cctgctacta gtgctactac gcccactaga atacctaacc
  2316301 aaattggcat atattttcct ccttcatgtt gtctacctta cagtgtacta aaaccttttc
  2316361 aataagacaa gatacaattc gacatttttt acacatatgt tcgtacttgt tttagaggat
  2316421 tcagccatcc gtactttgta ttttcataat ccatagctaa aaatgttaat tcacacttcc
  2316481 gtagcacctc aaaaaaagtc gtttccatag aaacatttcc agaggtattc atgcgaatat
  2316541 agtgtggttt caccattatt tcgccgtatt ccgctcctgt ataaagtgta tgtgtatgat
  2316601 gtgttcgatc atatttacca agaacgcgca aagcttgttc taatttatga tgaattttca
  2316661 ttacttgtaa tggcatcgtt atatacatca tttgtttata taacactttt ttctccgaaa
  2316721 gggacccaga ttctgaaaat cgagcaaata aatcaaaaaa caaatattca cgaccaaagt
  2316781 aagctttcgc aatatcctct tgaattaaat acaattcata cgttttcatc tttcgcctcc
  2316841 caatctggac aaccttttct cttcattata tagaagaaat tttgcaatga ttgtctgact
  2316901 gcggagagag aaaaaacttt ttctgtcgaa aaaactcatt tacatagaaa aacctctcca
  2316961 tgccggagag atttttctaa aatcattaaa gcatttcttt tactttacga acaacgttct
  2317021 ctacagtaaa tccatactct tccataatct tctcaccagg agcagaagca ccgaatgtat
  2317081 cgatacctaa cacatctcct tcaagaccta cgtaacggtg ccatccgaat gtagcaccca
  2317141 tttcgattgc gaaacgtttt gttactgctt ttggtaatac agattctttg tactcagctg
  2317201 tttgagcttc aaagcgatcc atagatggca tgctgacaac agatgcatca acgccgtcta
  2317261 ctgctaatgc tttttgagct tcaacagcta gacttacttc agatccagtt gcaagtaaga
  2317321 ttacatcagc tgtttctttc ttgcttgcag aaactacata cgcacctttt gctacttttt
  2317381 catacgtatc gtcttttgca ccttctaatg ttggaagatc ttgacgagtt aatactaaag
  2317441 cagttggttt gtttgtagat tctagagcta gtctccaagc tgcaacagat tcgttaccgt
  2317501 cagctggacg aataacagat acatttggca ttgcacgtag cgctgctaat tgctcgattg
  2317561 gttcatgtgt tggaccatct tcaccaacag cgatactgtc gtgtgtgaat acatacgtta
  2317621 ccggcaattg cattaatgct gcaagacgaa ttgctgggcg taagtagtca gagaatacga
  2317681 agaacgtacc accgtaagtt tttaaaccac catgtagtgc aataccgttc attgctgcac
  2317741 ccattgcgaa ctcacgtaca ccgtaccaaa tgtttttacc gctgtaatca tctcttgtaa
  2317801 agtctttttc gttattcatg tatgttttgt tagaaccagc aaggtcagca gatccaccga
  2317861 agaatgatgg tacagactct gcaattgcat taattacagc acctgaagaa ttacgagttg
  2317921 ctgcttttga tcctaattca taagttggta agttttgctc ccaaccttct ggaagaagac
  2317981 cgttcattgc tgcttgcagt tcgtttgcta attctggata tgcttgtgca tattcaccta
  2318041 gcatagtatt ccactcagct tgtgcagttt caccaacatc ttgtactgtt ttacggaagt
  2318101 tttcatatac ttcttctgct acatggaagt cttgttcagc agtccaagcg tatgcttctt
  2318161 tcgttaactt tgtttcttct acaccaagtg gagaaccatg tgaagctgat tttcctgatt
  2318221 tgtttggaga accgaaacca attgtcgttc ttacttcaat tagcgttggg cgtttttcgt
  2318281 cagctttcgc ttcttcgatt gctttcgcga tagcttcaat atcgtttcca tcctcaacac
  2318341 ggattacttg ccatccgtat gctttgtaac gatcttctac actttcagag aatgaacgat
  2318401 ttaaatcgcc atctaatgaa atatcgtttg aatcataaag cacaacaaga cgacctaatt
  2318461 gtaaatgagc agctaatgaa gatgcttcag cagaaacgcc ttccattaaa tctccatcac
  2318521 cacaaatagc gtatgtataa tgatctacta tattatacgc atcacggtta tatttagcag
  2318581 ctaaatgtct ttctgccatt gccataccta cagcagttgc aataccttgt ccaagtggac
  2318641 cagtagttgc atctacacca gctgtatgac cgtactcagg atgccctgga gttttgcttc
  2318701 cccattgacg gaagttcttt aagtcatcca ttgttacatc ataaccagat aggtgaagta
  2318761 ggctgtataa taacattgaa ccatgacctg cagataatac gaaacgatca cggttaaacc
  2318821 acgttgggtt atttggattg tgtttcataa attgagtcca taatgtataa gccattggtg
  2318881 ctgcacccat tggcattcct gggtgaccag agtttgcttt ttcaatcgca tcgatggata
  2318941 atgtgcgaat cgtgttgata gaaagttgtt cgattgaatg tgacatgcta ttcttccctt
  2319001 cgcttatatt agtaaacgtt ttatacattt atatgatagc ttcccacgca agattataca
  2319061 acatgtatcg acaaatatgt tgatgttttt ttgatttttt ataaaaaaat caatgattcc
  2319121 gggaatgtat gggcattcaa tatgacatac tttttcatta tttttatttt aaaaagaaag
  2319181 agaattatct gtatatttat acagatatac aaaattcttc tatacttact ttttaacccg
  2319241 gttgtgaact acccccactt agtatctctt acgagcttac cccgagtggg gggcttctcg
  2319301 gttcatcgct acttttgata gctaacgaat ttgtcctatg acagccgagc taactcccct
  2319361 gttccaaagg ttattttgtt actatttatg ccagcgctaa taagcgtatg gcttcttttt
  2319421 tgatattgat cgctgcgtta taatcacggc cgattgtgag tccacacgaa cacgcatacg
  2319481 tgcgttcaca taatggcatt tcttttttat ttccacaacg actacacatc tttgtagaag
  2319541 gaaaccattt atctatcttt acaagttgtt ttccttgttc ttgtagctta tatgctaaaa
  2319601 atgccgtgaa catccgccaa ccgttgtccg ctacactctt accaaatcta agtgctcttg
  2319661 acattccttt catatgtaag tcttcgattg ctacaacgtc aaaactcgta gctaattctt
  2319721 tagacttgtg atgaagaaaa tttttacgtt gattggcgac cttttcatgc aatttcgcta
  2319781 cacgaatgcg ttgtttattc cagcgctctg aacctttcac acgtcttgct aatactcgtt
  2319841 gtgccttcgc taatttctct aacatctgac gataaaagcg aggataattg gctttctcat
  2319901 cttcgctact cacgtacaat tcaaccattg cgaagtctaa tccaactaca cgttctactt
  2319961 cttttggagt gatttctttt tcatattcgg tcaaaataga cacgtaatac ttaccagtag
  2320021 gtgtcatcga aatcgtacac gatttgatga tatgttttgg cgggatttct ctatgttgct
  2320081 tcagtttcac cattttcaat tttggtaatt tgatataacc atgaaataac ataatatttc
  2320141 cgtttactcg attcgttgta taggattttc tactcttttt acttttgaat gtaggaaaat
  2320201 cactttgacc actaaaaaaa ttcttataag cagtttgcaa gtttaattga gcgttggcca
  2320261 atgccaatga atcaacttct ttcaaccatt catactccac tttgtatttt gcaggtgtag
  2320321 aaaatttttg ctccttcagt tcttccttat tcgctttgtg tttttcatat acttcctttc
  2320381 gttcagccag cattttatta tatacaaagc gtacacaccc gaacgtttta cgtatgagat
  2320441 gtgcttgttc ttctgttgga tacagacgaa acttgtacgc cttattctgc tttgtcatat
  2320501 ccattcacct cacttttcgc ttcatttccc ataagctatg acggtgattc cacggacctg
  2320561 aacactacat gattattatc tactttcatt gttataccaa actttacctc ttataagact
  2320621 gattatagca ggggcgaaat aaatgggaaa accaaatgtt tggttacgcc aaaccgaaat
  2320681 ccatctccca cctaccgcta ggctatcgtc tttcacacgc cccaggaagg agatttcttt
  2320741 cggataatgc gttaaaaata ccaaaaaata tctacattcg atgcttctca aatcagttaa
  2320801 acaatccgtt tccgaatcga acttgaaata aaatcaatga taatgaccat taaaatgatg
  2320861 cccaataaaa ttattcccac gcgagaccaa ttacgtgaac tcagcgcaaa aattaggggc
  2320921 gtaccaatac cacctgctcc aataacacct aaaatggcag cggatcgtac attaatttcg
  2320981 aacctgtata atgtatacga tagaaaatct ggtaatactt gtggcaatac tgcataccaa
  2321041 agtatttgga accggtttgc gcctgtagct attaacgcct ctgtcggccc cttatctata
  2321101 ttttcaattc cttctgaata taatttccct aacattccaa tagagtgtaa tcctaaagct
  2321161 agaacgccgg caaaagaacc tggtccaaca gcctttataa ataaaagagc cataactaat
  2321221 tcaggaaatg tacgaacaaa actaagtaca aatttcccag ttcctgaagt tagttttcca
  2321281 ctgctcatat tcgtcgccgc ccaaaaagca aatggaacag ataaaaaggc agaaataaat
  2321341 gtacctaata tcgcaattgc caacgtatca attaaaccat gtaataaatc ttcaccatct
  2321401 ggcaaagata catacgccca atctggattc aatacacctg tcataattgc ttttgtaatt
  2321461 tctcctgccg tatccttgat cccttctagc ggtactcctg aaaaagccca tacgtaaaca
  2321521 aatgtaagtg ctataaaaat aaacgagcga tacacactcg gcttcttagg tttttgtacg
  2321581 attatcgtcg ttttactcat tataatttct cccgcaacaa tgtacttaca taatcaatta
  2321641 acaatacaac aacaagggta taaataataa tagatgcagt ttgctgatat tgtaaaaatc
  2321701 caagtgtacg atcatagtat aatccaatac cacctgctcc tactaaacct aaaacagctg
  2321761 ctgcacgtac gttcacctca aatgtataca gaacataaga gacaaaatgc gctttcactt
  2321821 gcggaattac tccataaaca atccattgca ctttatttgc tcctactgct gtcatcgcct
  2321881 ctaacggacc tggatcaatt gattcgattg actcataaaa caatttcgcc acgagcccaa
  2321941 ttgagaaaaa agtaagagcc agaatacctg gaagtggccc gattccaaaa atcgctacga
  2322001 aaattgccgc taataataaa tctggtatcg ttcggataaa atttaatatc attcgagctg
  2322061 ggatgtataa aaatgtacta gtaaatacat tacttgccgc acacaatgcc agcggaatag
  2322121 ctaaaatcgc tcctaaagtc gtcccaataa tcgccatacg tattgtatct aacatcgctg
  2322181 ttgtaataac ttgaaaataa ctccaatctg gcggcaccat ctcttttaac aaatccatca
  2322241 tattaggaaa accaactact agttttgaca atgatgcatc gacctgtaca ctacttcccc
  2322301 acaacagtaa aatgactaga acagccgtta acatatgttt caacttactc ggtggcttcg
  2322361 gtatcgattt cgagtatatc gtcacgtcat tcatttaact gccacctcta acaattcact
  2322421 tttctgtact acgtcaccat aaatttcagc aaacttttca tccgttgcct cttctactaa
  2322481 gccatcaaaa acaatttctc ctgcatgtaa tccaataatg cgcgtcgcat attgcctagc
  2322541 taaatcaata gaatgtaagt ttacaattgt tgtaattcca aaatcttcat taattttctt
  2322601 caaatcttct aatacttgct ttgttgttag cggatctaac gatgcaacag gttcatctgc
  2322661 caatatgatt tttgcttctt gcgccaacgc tctagcaatc gatacacgtt gctgttgtcc
  2322721 tcctgataat tcatcagcac gcgcatatgc tttttctaaa atatttactc tttttaacga
  2322781 ttgaaaagca agctccaaat cttctttcgg aaatagacct aacgttgtac gcaacgtcga
  2322841 atgataccca acacggccag ctaatacgtt ctttaatact gttgatcgct ttacaaggtt
  2322901 aaaactttga aaaatcatac caatatcccg gcgcatgcgg cgtaatcctt ttcctttcgc
  2322961 agccgtaata gattcacctt caatcatgat ttctccttct gtaatctcat gaagacgatt
  2323021 taccgatctt agaagtgtag actttccagc tccggaaagc cctaccatta caacaaactc
  2323081 acctttttga attttcaagt ttatattatt caatcctttt gtaccatttg gatacacttt
  2323141 ggaaacattt cgaaactcta tcacacatct tacctacctt ctatgaattc aaaacggcaa
  2323201 actaactgaa aacatacctt tccagctagc tgccatttcc atatgtatta ttgcgttttt
  2323261 actttcttcc catattcacg aacgatatca aatttactat catcagattt aacatatcct
  2323321 tcatgtgaat atacttcttt aatgattttg tgcccttcct cattctttcc aatttcaatg
  2323381 aaagcatcct gtaatttctt gctccactct tcatctaaat cagaacgtac cgaaatcgta
  2323441 tcgtttggaa ttttctccgt aaatttcact attttcgttt gatcgaatat attcggataa
  2323501 tcttttttta caatattacg agcatcttgg aatacaacag ctgcatctac atcaccattt
  2323561 aaaagagcaa taagcgactg atcgtgacct tttaatgtaa caggtttcac atcttttaac
  2323621 ggatcaacgc cctcttttaa taatacagcc gcaggccaca catatcccgc tgatgacgtt
  2323681 acatcttgat agccaatttt tttacctttt aaatctttta cactattaat atttgaatct
  2323741 ttcttaacaa caaactcaga tttataaaag tctactaagt cctttttagg agctcccgtt
  2323801 tcatcatcta cgccaaaacg ttgcgcttgt aaaattacgt ttgcagcctt tttctcatgt
  2323861 gctagcacat acgctgttgg aggtaaaaac cctacatcta cttgcttaga tgccatcgct
  2323921 tctacaattg tattgtaatt cgttgaaata ctaactttta ctggaatatt taacttatca
  2323981 cttaatagct tctcaagtgg ttttgccttc gcctctaacg tatctgcatt ttgagaagga
  2324041 acaaattgaa catttaaagt cttcggtaca tacccttttt tcgtatctgc atttttattt
  2324101 gcacttgatt ccttcgttcc acagccactt aataaccccg ctgctagtac aactgttgtg
  2324161 ctcattgcaa aaaatttttt caacatatta gtgcctccat ttttcattgt tataaaataa
  2324221 cctttcataa acatgaagaa atatatcaca catttttaca aaaatttgat tatttacaga
  2324281 atctttacac attctataca ctcacattaa aattcccttc atatatttga tatgcttaat
  2324341 tagtagataa caatagaaaa ggtgaataat attgaatcca aatcaaattg tgactttaaa
  2324401 catcttatta acaagtgata tacatggtac tgtttatcca attcactacc aagataactc
  2324461 caaagctgaa attggtttag ctaaaatttc tactcttata aaaaaagaac gttccaaaaa
  2324521 tagaaacgtt cttttaattg ataacggtga cttcatacaa ggaacaccat ttacttatca
  2324581 ttacgctact tatgaaaaag ataagaaaaa tccaatgtct ttattggcga actatttacg
  2324641 ttatgatgct gcagtgattg ggaatcatga atttaattac ggaatggacg tattaaacaa
  2324701 tgttatttct actgcaaact tcccgtattt atcagcaaat attttagata aaaacagtaa
  2324761 aaaaccttat ttcgggaaac catatgtaat aaaacatatt gaatcaaata taaaaattgc
  2324821 tattttaggg gtgacaacgc attatattcc aaattgggaa caacccgatc acattaaaga
  2324881 cttacaattt aaagatgcat tagaaacaac acaaaattgg gtttcttaca tacgtgaaca
  2324941 cgagaaacca gatttactag tcgtagcgta tcatggggga tttgaacgga atttacaaac
  2325001 cggagtaccg actgaagttt taacaggaga aaaccaaggt tatgcaatgt gccatgaaat
  2325061 tgaaggcata gatattttgc taacaggcca ccaacaccgg gaaattgctc acaccgtaat
  2325121 aaacggtgta acagtattac aaaccggatg caatggacac tttgttggaa aagtaacaat
  2325181 aacattcgaa aaaacagaac aaagttggat aaaaaagaga gctattcaca attattgccc
  2325241 gtgcaaggaa ttgctacgga ccaagatatt ctttctttgg ttactgatta tgaagagaaa
  2325301 acacagaatt ggctcgatca acctattggg ctaatctatg gggacatgca aatttcagat
  2325361 gctatgcaaa ctcgtttgca agaccatcct tttattgaat ttataaataa aatacagatg
  2325421 gatattgcta atgtttctat ttcttgtaca agcttattcc ataatacatc tccaggtttt
  2325481 ccgacatatg taacaatgcg tgacatcgtt tccaattata tttatccaaa tacattaaaa
  2325541 gtaattagaa taactggagc agatataaaa gatgctcttg aactctctgc ttcttatttc
  2325601 acattaaaag aagatggaac catcatcgta aaccctagct acatagaacc aaaaccgcaa
  2325661 cactataatt acgatatgtg ggaagggatt tcatacgtat taaatatttc caaaccaatt
  2325721 ggcgaaagag tagaatcttt acagtataaa ggcactcctc ttaatatgaa tgaagaatat
  2325781 gaagtcgtta tgaataatta tcgcgcgagc ggcgggggga acttctttat gttccaaaat
  2325841 aaacctgtaa taaaagacat accaacagat atgtctgaac ttatcgctaa ctatatattg
  2325901 aagcacaaaa agatagaagc aacggttaat aacaactgga aagttattaa ctaacgatta
  2325961 taataaataa aaaagatggg cttcgcccat cttttagttt aattttgcat tatcttgctt
  2326021 ttttaaagct tttaatttcg ccggtgtaac atcagtacct tgttcgttaa cgactttaat
  2326081 tccttttagt tcgtttaaca tattttgacg aaatcctttt aaatattgtt cacgtagcga
  2326141 ttgacgctca cgttgttctt cttcagttaa accttcagct tttgcttttt tcgctaagaa
  2326201 gttaatgcgt tcaacgagtt cgtgactaag catctcgaat cccccttcta atcaaaactg
  2326261 attattatca tacaatagtt actcttcttt atcaagcaat tgcttcgtat actctacata
  2326321 tctacgatgc acagttgcct ttgaaacatt atgaccaaag ccgcgaagcg ttgctgcaat
  2326381 ttcttcaaac gtgagttcac ttttgcgcaa acgtacgatt tcctcaattg gcacttcttt
  2326441 tttctctctt cctacgctta aatgacgatt ttttaaatta ttttctggac gatagccttt
  2326501 ttctactgct cgttgcatac ctcgtttaat ttttaaatta tgaatctttc tttgatattc
  2326561 ttcaacaata ccaataatat ctaataccat tgaatcagaa tccgacaatt gcaattcacc
  2326621 attatgtgta tacgtatata cttttattcc ttctttatgt aaacagtgca ttaacgcaat
  2326681 ctttgcattc cctctaccaa ggcgcgtttc atcttgtata agtagcacat caatttgttc
  2326741 gtctcgaatt gtatcgagca cttctaatat accgtcacgt tcaattgtat atccactagc
  2326801 ctgctcttca atcaccttaa taacattcat ttgatagcgc tctgctaaat gcaataattc
  2326861 atctttttga cgtaataatg atgtttcttg cgcttctttc gttgtactca cacgtgcata
  2326921 aataattgca ttcattatga acccctcttt cttactatta tttcccttca gtgtaacata
  2326981 aattcgcctt ttgttcgaac ttatgtttgt agaatgtttt ttcacatgtt atacttatta
  2327041 ataagaaaaa tgaaagaaaa cgaggtgtta gaaaacatgg aaaagttaac gaaacgccag
  2327101 caagacattc tcgactttat taagctaaaa gtacaagaaa aaggatatcc accctccgta
  2327161 cgtgaaatcg gtcaagcagt cggcctcgct tctagttcta cagtgcacgg acatttatca
  2327221 agattagaag aaaaaggata cattcgacgc gatccaacaa aaccacgtgc aattgaaatt
  2327281 ttaggtgaag accgaatgga tacagaaaca caatctgtta ttcaagttcc aattgtcgga
  2327341 aaagttactg ccggtttacc aattacagcg gtcgaaagcg tagaggagca cttccctctt
  2327401 ccagctagca ttgtcgcagg agcagatcaa gtgtttatgt tacgtatttc cggggatagt
  2327461 atgattgagg ctggcatttt cgatggagat ttagttgttg ttcgccaaca acagtctgca
  2327521 tataatggtg aaattgtagt cgctttaaca gaagataatg aagcaactgt taaacgtttc
  2327581 tataaagaaa aagaccattt ccgtctacaa ccggaaaact cttcattaga acctatcatt
  2327641 ttaaagcaag tgtcagttat cggtaaagta attggcgtat atcgtgattt acattaagaa
  2327701 tataaaagaa gataattacc ttatttatat acggtaatta tcttcttttt ttgtattttg
  2327761 atagattttc acacattcta tttcttatga acgcgtttca atcgtcacat cgcccgcagt
  2327821 tgttttaccg ctaatctttt tactaccatt tccaattatt acgttgttat tttcttcatt
  2327881 aaaaattgtt acatctccag cagcactttg cccagtaatt atcgcatctt gtggtttttc
  2327941 cgataaagta atatctatat ctcccgcagt tgaacttgct tctagattgt acttagaatc
  2328001 atgatctaga atatttattt ccccactggt cgtttttgca gtcactttcc ctattacttt
  2328061 tttaaagttt acttcaccag cttttgtaga tccctccaca ttcttagccg ttacatgttt
  2328121 caaatccact tctccagtaa gtgttctagc acttacacgg tcacttttca catcacttat
  2328181 ttcaatttgt ccagcagatg aatttacttt tacatcttgg taagagcgtt caggcacaag
  2328241 gagagtcaat gtagacgttt gaaacctaaa atcgtaaaaa gaaaaatcaa atgaagcatc
  2328301 tttttctctt tccccaatga tttttaatgt gtcaccatct tcagtaatac gaatctcttg
  2328361 tttacgcgca tctcctgatt gctttacata aaaagaagag tcaggagatt tttggatagc
  2328421 aatatccccg gcatctaact taacttctat attttttagt gtttcatttt taattatatc
  2328481 ttctttgttt cctttttctg cggtttgcac tgctttttca tatgtttgtg aaatccctat
  2328541 tactccaata atgatacaag caatcgctac taacaatatt tttttcatca tctactcccc
  2328601 ttttatcatt ttgaagttcc atattacata acgtacgcat aaccttttaa accacttcgt
  2328661 actataataa gcaataatac atagcaacaa acctactcca ataaacgtta tactaacgaa
  2328721 taaatccaac catataaaag tacccataaa tacttttcca attacgaaaa atggtgtcac
  2328781 tacactagca atcccaccga cccaaaaaga aaatataaaa gcgataattg caaataacgg
  2328841 gcctaacaca ataatgaaat taaacaaact aagtccaatc actgccatga cagctcttgt
  2328901 cacatttgaa gttgatgggt cttttttcat ttcatcgaag cgatacatcg caagtaattc
  2328961 ttttgcaatt actttcggag agccaagacc ctttattata tccgattcat ttttcccctc
  2329021 ttctatccca aactgaaagt gctcttcata atcaaataaa atatctttcc tctcttcgtc
  2329081 tggtaacttt ctaagatgac ttgataattc cttaagaaac tgttctttac tcatcccatt
  2329141 gcaccccttc aataatttct tgtacgcctt tcgcaaaatc acgccactct gttactaaca
  2329201 aattcagttg cgcttcccct tgctcagtta gttgataata tttacgaggc ggtccctccg
  2329261 tagattcttt taaatacgtt tgaaaatatc cttctttcgt taaacgacgt aataaaggat
  2329321 ataccgatcc ttccgatatt aaaaatttat ttgagatttg ctgaacaagt tcatagccgt
  2329381 aacaatcctt acgtttcaca agtgccagta cacatagttc taacacacct tttttaaact
  2329441 gaacgttcaa ggacaatccc cctttctcat ttcagtactg ttcaatacac ggtaccttcc
  2329501 ttatccataa tataccactt agtattgttt attgcaaggt actgtatttt tcaacactca
  2329561 attttctcat tacatccatc cgcgccacga agcaatgagc acaacacata tttcaatctc
  2329621 tacattttca ttcatagcta gcacgtattt taaataatcc tcatggtttt tttcgaacgt
  2329681 tttacgggca cccatccgat tcatttcaca aaccactata ttatccacaa ataaaaaaac
  2329741 cttgataccg tagtatcaag gcttcctcac ctctcagtaa agagacatat attgatcgcg
  2329801 ttcccattgg tgaacttgtg tgcggaatat atcctctgga ttcatcaagt tttaaattgc
  2329861 gccaaaaacg ttgatttatc aaggttttat aaaagtgatg tttcatagtg attcatcact
  2329921 ttttttattt ttgtgggtga attgtgggtg agattgtggg tgcccccaca aaatgaaaca
  2329981 aacctaaata gcttaggctt gtttcatttt tttatctgtt ctttcctatt taaaataacc
  2330041 tctaaaaaaa tccgttaaag ttcaatattt tttcacaatt gaacaaagca agatgttgtc
  2330101 aacatcttgc tttgtttatt tttctatttt actgcttagt aattatttat ttctttaata
  2330161 actaatgggg gtaattttct tatttattaa attcctgtac catgctctga atatgaaata
  2330221 atattttctt gtttcagtgt aggtgctgca cttttttcaa tactaggact atttaaacca
  2330281 aacgataata ctgcaatacc gattaaaccc attaatgtaa ttttaatctt tttcatttta
  2330341 aacgcccctt ttcttttaat aaagttctcg cttcatgacc taaacgataa tactcacacg
  2330401 ccttttcctt tgcacccaca ttataccatt tccctgctag tagttcggta taaatttgaa
  2330461 tgtctttcca caattcttgt tcttgaaaat acgaaagtga ttcatttaca atttcctcta
  2330521 acttctctat agattcatta ttatttatac actccaaaat atttaagtga taactatatt
  2330581 cttgattaca atccttcaag ccctctttaa tataaaaagt tgcatcatta tgctgtttta
  2330641 atttaatatg ttctcgagct aataggaata atacccttct ttgataatgc aattttgtat
  2330701 gttgacacgc tttatatact tcttctaaat gacgtatagc tgaatctgat aaattttgtt
  2330761 cggcatacag tactcctaaa ttactacgaa cttttaaaac tagcgattgt tcatcaagtt
  2330821 tttgaaacat atttaaagca gaaattagat attcctcagc taattcaaat tgttctaaag
  2330881 taatacaagc catacctaat gtattttcac acgctccttt tttagtctca tagccttcat
  2330941 ggcttgaaaa ataatcgaga gcctttgtag cataattaat agctaaagta ggttgtgaaa
  2331001 tataatattt atatagcgca acacgataat tgtactctgc tttttctttt tcatcggaca
  2331061 tcatatctaa taaatcactt gcagattcaa gatgtttttc tgcactattg tagtttccaa
  2331121 cttctgttgc ataaataaat ttaaagaagt gatagtaata ttttagtaaa ccatctggca
  2331181 taccttttat gtattctagc ccttctagcc ctttttcaaa attccccttt aacatttgat
  2331241 acctgaatct taacagagag taataaataa aagagtctgt attttcttta accttattaa
  2331301 atatattatc tgcttcaatt tttaaaatac ttgccttctc tatatgctga gcaagcattt
  2331361 catgatacca ttcttctaat agttcataac ccttactagt aatagaaatt tttgtctcca
  2331421 tataaatccc ccttttcgaa gagtattatc taaatattat aacaaatcat catatggaag
  2331481 cgtagattat agcaattact atttattgat aaaaatatat ctgattattc agtctacggt
  2331541 gtttaaaaac accctcattc gctttgaaaa agaagcttct ttttcattta aatttatgaa
  2331601 attacaatgt ttacatcttt agtatgaagt tgatatgatt tatttagttt agagggacga
  2331661 taatatgaag gttataaaat ctatatttaa cggatttcgt ttattaagta aaatcataaa
  2331721 tcctatctta agagcattgt ctaaaaataa attctaaaca tcttaacaat aaaaaagccg
  2331781 agtctttaat tagaatcggc ttttcttctc atttgctttt tgttttccag aatatcttct
  2331841 ttaaaatata atcgatctcg tgccatctct ttgattggct tcactttttc tttctgtacc
  2331901 attacattta aattttgacg tgaacaacct aaaatttcta gagcctctga agtgtttaaa
  2331961 acttcctctt gaataaagtg tattaattct tctttagttt caaatttata cattcttttt
  2332021 ctccttgata tacaaaataa tcatattaat taccattaag attatcgcta gtatggtacc
  2332081 aacgatacag atataacccc aagcgtttag attatcatag tcaagaattg ataaaatgaa
  2332141 ccctaaaaca atgactatag gtagattcga ccagataaat tttttcataa taatatggaa
  2332201 tgtgatataa tcttaaatgc aagggaggtt tccctcccct gtgtgcttat tctgagtcgt
  2332261 ttccttggtc ggggcgactc ttttgttttt cctctttcac cttgtagaag gaataagata
  2332321 tgtcctttat tttttggggt tcatcttatg aagttagtac gctctatatt taacgcattt
  2332381 cgtttactga gtaaaatcat aaatccaatc aatattaaag gcattatcta aaagtaaatt
  2332441 ctaaatatct taataataaa aaacgccgaa tccttaattg gaatcggcgt ttttatttta
  2332501 tggtacctct acaaatgttc aactagcttt aatatagaag acactaattt ttgagttttt
  2332561 cactttatat tggagtgaac catccactaa tactttatca ataattgact tatgaaatct
  2332621 atgtggaggg aaaatatgca ttcgaactga atattgataa ataataccaa tatctcaaat
  2332681 gtttgatata atgattttat tattacttat cgggaggtta tgtcatgagt tatgatacag
  2332741 ttgcatcctt acaacgtatg caacaattac aacagtctga agccgctgct ggggatagat
  2332801 taattttaaa aagagctgat tcaaaagcag aacttataat aactgtttct gcaatagtat
  2332861 taactccttt cacattagga atatcccttg tattatttgc aatttggttc ttaataaaag
  2332921 aacttacagc taaaacgtat ttagtaaaaa atgtagctac tggtgagaag tttagggttg
  2332981 accggaatga ctttaaacaa tataaaaagg actttaaagc caaagaaaaa gaagtaaaga
  2333041 aaatctcaga cttataaggt atgagaatga gggggcgtta atcttatgaa agttattcgt
  2333101 tcaatcttta acgcatttcg tttattgagt aaaatcataa accctatttt aaaggcatta
  2333161 tctaaaagta aattttagct acataacaac aaaaaagccg actcataaaa gagttggctt
  2333221 tcaaattatt catatggtcg atatttttct cttaattgcc ctaattcttc agccagtttt
  2333281 tctacatctt cacgaaagta caacgaaacc ctatcaacta ctttaatagg aacaattcgt
  2333341 ccttgtttta caagtacatg taatctttgg gttgtgacac ctaataaatt tacagtttca
  2333401 tttgctgtta aaactacttg gttaactaac ttttctattt cttcacgact cattttatag
  2333461 tccatactca cttttcgtcc ctgccttttt tccataaaga aattaaatta ataacaagcg
  2333521 ctatagctaa aattattgtg gaagcaattc ctaagtagtc acttacttca ggcttcttat
  2333581 agtttgttac tgtaaccact aatataaaaa acaatactaa taccaaagtg tttcgatcta
  2333641 acttcatttt tacatggatt ggattttgtg taattttgta attatgttat aatattttta
  2333701 aggttggggg aatttcttcc cccgttgtgt tatttgcgtc tagtcttgcg ggctaggcgt
  2333761 ttttctattt cttcttcctt tttcttctcc tttctatctt ttatgtcgtt tagagctttc
  2333821 tttgcgttta tgattcctac aaccatcgct actatgtaag ctagatttct aagaaccttt
  2333881 tctgttaagt cccaatccat gtttctcacc tcccttacat atataattat accatacctg
  2333941 tttattcgaa tcaacaggta tggttaaata attgctataa aataaaaaaa gccgtcatta
  2334001 tgacggctct tactttaatc ttcaaacttc acatattcac ctgaaaccca ttggtctcca
  2334061 cccacattat accaaccatc tctatatccc cacgactgat actgttctcc ttggtacaca
  2334121 ttttttacaa tgtcataatt agttcccgga cctttacgaa cacgcaatac atctgctgta
  2334181 atagtaacta ttcctacacc attattgact gattgtgaac ttgttggtgt gctttctcct
  2334241 gtataacgaa tgtatgatga atcattataa atccactgat tgccaccaag gtttaaccat
  2334301 ccatttgatt gtccccatac ttcgtaggac tcacctttac ctaattgacg aataacccca
  2334361 tatccagtac ctagaccttt acgaaggttg atgccattcc cctcaatata cgcaatacct
  2334421 gtcccgttag ttgacggtgg gataagtgta ggagttactt taccatctcc attgtatgca
  2334481 ttttgaactc tttcaataaa attattccaa cgtccttctg ccaacatacg atgaggacag
  2334541 tacttcccac tccatgattg atgtgtacgg actttcttaa ttggaatatt gtactgtttc
  2334601 attagttgag ctacaacgat agctgcattg tcttccgctt tatagtatct atctccaccg
  2334661 cttaaagagt agcaaatttc aactccgata gatttacgat taccgttccc gtttccgtcg
  2334721 ccagtatgcc aggcgttacg ctccaaaggg attccttgta ctgcttcttt atcatctact
  2334781 gcaatatgaa atgaaacctg attatcatta cgaatcatat aagctacttc attttctgct
  2334841 gtagcatcgt tgtaagtatt gtgaactgta atgaattccg gattcattgt ataaggacac
  2334901 tttatacaat atttacttgg gtcaactaat ttttttctaa tttccattat agaacatctc
  2334961 cctttttctc ttcttgtttt tgtttaccac ctaaaatttc aactgcattt gttaaagctt
  2335021 gcggtaacgg gatgcccatt cgaccagcat tttctaaaag tgaaagtaat tcattaccca
  2335081 tgaagaagaa aatagtcgct tcacgaattg cactgttact tccaagcgct gaatctagtt
  2335141 gtgcagccgc tccgaccaaa agaaaaagca ccaccttttt ggcgatgcct ttgaaaccaa
  2335201 ctttactttt taattctccg ttataccctg ctgcaatcat gccagttaaa taatcaataa
  2335261 ctgccatcgt cactaagatt ttcaatgttg catcccatcc tcccaagaaa tacccacaga
  2335321 agtcaccgaa agtggcaata aagattttta ataacacatc aatacgatcc atcttttcct
  2335381 ctcctttttt agataataaa aaaagaccag cttatggctg ctctggtttc ctatttatta
  2335441 atttttatag tcataatcct atcagttgcg atttgctact gctctattca gaaggtacat
  2335501 tctgtttttc ctgtgaagct tgtgtaattc tgtctaagca atctttacaa atttcctgat
  2335561 taccgattct tgttgtattt gtatttacac cacaaatatc acaaaacctt tctgcagttc
  2335621 taacgaacag attagaagta tcagagaata gttccacttt tgtatttggt ttaatacctg
  2335681 ctgtttccag catatccaat gggattttaa ttgtcccatc ttcaccaact gttcctaaaa
  2335741 cacctaaaaa ttgactcatt ttattttctc ctttcatcat tgtgagctac ttataaagtt
  2335801 ccatgctttt ccatcatggt agtaagctcc aaatcctcta taaccattcc ccatccatag
  2335861 aaccccttgt tgagacaaag gaatctttcc aaatgagttg aataatatac ccgatgttga
  2335921 aattggtgac gtgaagttaa ctctcttggc tgtaaaccaa atcccatctt gagctgttat
  2335981 accaatatta cctgcattcg ttagacgaat attactttca gcgccattat aatctacata
  2336041 gcgatagtaa acgccatttc catctttgta gatacttcca atattcctac cagtcccatc
  2336101 accttcacca aggattatat atgggttacg tgttgtactt tttctctcat cttcaaatcc
  2336161 catcacaatt ttggcagagc cttggtttac aaaacgaata acctgatttt ccatatggag
  2336221 gtattctttt gtagcacttg ttttgatagt cataccttgg agtaatccag cttttaacca
  2336281 agatgcttct actctaccta ccaaatcaat tagattggct gaaattttaa tcttttctgc
  2336341 cgtttgattg atagatgaaa tgatttcacc tttttttacg gtactaagaa tattcttctc
  2336401 agtaacttga atacgtcctt ccatgttcct tacataagca ttcgtagcga atttatcatt
  2336461 agattgagtt tgtgtataaa cctctgtctt ttttgctact aaatcaatac ctttctcatt
  2336521 aacactaaaa cggttatcaa tttgagtcat cttttgattg tattgctcag ttgctactct
  2336581 attagctata tcttctagca ttttatcagc atcaacttga tctttagggt gtaaccaaaa
  2336641 ctctgtagct actttaccgc gttgcagcat cggcagacca gctcttaaac gtccgtttct
  2336701 ttgtacatag taacgccatc taacccattc ttcattagcc gcaaccgttg aaagcatcgt
  2336761 cattttaacc caatcgcctt gcttaatcca ttttatttct acacgttgcg ttctcattct
  2336821 tgtgcttttt gtcccattgt agaattctat ttccatccac gctttttgat caagcgaagc
  2336881 tatattatcg gtagcaaacc aacctgtcga aacaagactt tctccagttg taactgatat
  2336941 gaaatcagaa atagctcctg accaatgatc actagtcttt cctgaatagt cactccaaaa
  2337001 tgtaggataa cccttgtata tagaattggg ttgaagtaca gtccctgcgc ttaaattcca
  2337061 aaacttagtg gtgttaagac ctgcatttct aacctcattt atagaaccta atcctcctac
  2337121 ataatcctcc atatccttct tttttatagt taaatcaatt tgatcagaat gctgtttaat
  2337181 tatagattgc gcttcagaaa tttttttact ttgttccgtt tgcatttcct gtatcttact
  2337241 aacattttgc gtaatacctt cagcattttt ttctactgct gttacacgtt tatcaaatcc
  2337301 actttgatta ttttctactt ttgttattgt ttctctaatg ccattcacac tttgctccag
  2337361 ctcatatgtt gatttactga agtctgttgg tactgacccc ttttctagtt taggacgttt
  2337421 aaagcggaat ctcttacctt ttgacatttc taatctagcg aaccttaaac gcatacccca
  2337481 acctgtggca cgtccgtcta tctggaatgt aaatgaacgc cttgaccaat caccagcagg
  2337541 gaattcagtt tgtagatttt ctgtccatga tccgttgata aattggaata caagaaaagt
  2337601 aacgtaaaca tcattttgaa gatcgacact gaatgtcatg tctttacctt tttcaaaatt
  2337661 acccatctta gtattatcta aatggaattg atagaaggag tcggtatgat ccgtacattc
  2337721 tacgattaca taatcctcag agaatgcttg accagccttg ttgatttgtg cgcctccaga
  2337781 cattccaatc gtttgtggtt tttgattttt cccagtattg attagccagt tttcaccgcc
  2337841 tactgtacga gcttcgacct attctaattt cgtagaaatt ttcccagctt cttctttaat
  2337901 ttcagttgtt gttttagtta gttcacttgt tgtttgctgt acattggaaa ttgtcttttt
  2337961 tgtgccttct acagtggatt caaccgtatt taatttatta ctaatgtcag tatctttttt
  2338021 agttaacgat tcgatggatt gtttaaaacc gtttgctgtt tgttcagatt tcgttacacg
  2338081 ttctgtaagc tttccctgtt cgttttgtac atttgatacc gaagtattta ttcctttaat
  2338141 agtagtctcg atttctactg tttttttagt gaaatcagct gtggatactt ggtcttctgg
  2338201 tgctggtgtc catgccgttg atattgtgcc aatttctaat ttaagctttt caattaacac
  2338261 gtcccccgta aaatcacgtg ctaaagcgta aactgaaacc tccttaatag gcttatccat
  2338321 tactactgca cttgctgtaa acctttcctg gttatattgt tttcctagag ttaaatggtt
  2338381 ttctactcgg caacttggat aatgaaatgt attgtctgtg aaagtaatct tcacttcgaa
  2338441 accagcccat ttattcgttg taccccatgc agtaacttta cctgtaaata ggaaactcat
  2338501 agcaagattc ttaccctgca ttaaggtagc tatgtccttt gctacatcaa agtaggtatg
  2338561 cggcttattt tccccagtct tcactgaatg tgatttagta gctgtttcta gtaatagatt
  2338621 tcgcccacca acttgaatat tatcaacttg agttttcaga ttagaaagtg tctgcttcgt
  2338681 tccatctgcc gttgatataa tctcatttgt tttactttca agttgagaca aaccatcatt
  2338741 agttttcgtt aactccgact tctctgcttt ttgtgtaaga gcttcgtttg tttgactaat
  2338801 ataagtatta acgtccttga acttttgaac attaccctgt ttatcagttt cataggtttg
  2338861 tttaccaata aaaccatcct taatttcatc tttcgtataa acaccagatt tatcagcctt
  2338921 atcttttaat tgattattaa tccacgtttg atcaactttg tcattaactt gcttttgaac
  2338981 accgactaat tgtccagcta tttcttgcgc tttaccttcc acactttgaa cttttagatt
  2339041 taattctgtt tttgtggatt caatatcttt gctgatttgc tctattgttt cttttttaac
  2339101 cgattccaca tcaggaacaa ccgggtccca aataccatct ttccagagtt ttaaaatgcc
  2339161 aggcttaccg ttagaaatat ctaaacagag tgtttttcta tctttaagtc ctgttgttgg
  2339221 tgggtactta gattcaatga tttcgacggt attgttttta atattctcct gtactttttc
  2339281 agcaagcgtt ttcgctgctt cggattcttt ctttgcatta ctagccgttt cattagcttc
  2339341 tttcactaat ttatctagct gatcaatcat ttcttgttta ttgcctagcg aactaaggat
  2339401 acgattgtaa atctttctta attcttcatt cggatcaata atttcatgat aatccccaaa
  2339461 tacatattta tcttgtaatg gatttttaaa cgattcatca ccagcgattg ctctagcttc
  2339521 taaataaagt ttaggtgtga atccagtgtc ttttattcga atcgtatcgc cctcgttaat
  2339581 taattcgtga gccaatccaa atacacgacc aattgattgt gcttctactt cataagaaac
  2339641 agatgtattt acacgttttt ttaactctgt attcataagg gtcattaaac gttttgcatc
  2339701 catatcttcg ttttctgttt ctggactata aaaaccaaat ttatgttgcc ctttttcgtt
  2339761 ccatctttgg aaggcatcat tgtccacaag ataaggaacg cctttattta tttctgtaat
  2339821 ggtaatgaat tctccgcctt ctttttttac gaaacctaat aaggctgtac aaatattttg
  2339881 agagttttca atccgtttaa ttcccagtaa gtctttacca atggttattt ctttccctgt
  2339941 ttcttgaccg cgcttcttaa ccatatccac ataacgccca acaacttgag agcctacaac
  2340001 tccagcacga tattgaattt ctaattcaaa caaagaagca atctttttaa gaaaagacaa
  2340061 cggatcaata aattcatcga ttgtcataga acggaaacta gcatattcta aattcccctt
  2340121 ttgccacttt gtacccgcaa gagcgatatc aaccatttca attacggttt taccttctaa
  2340181 tttttgtggc gggataattc cagctttagc aagttgaatc cattctcctg atgcataagc
  2340241 aattactgat ctatcatccg aattcttttc aatttcagta attacataag gaacaatacg
  2340301 tccatcgcgc acttctttta acactaagtt ttgctgcata agtgtggacg aatgccttgt
  2340361 attatcaaat actcgaaact ctaatgtatc aatgttgttt ttgatttccc aatgtcgttt
  2340421 atcatcccaa taatctgctg gctgaatgct tgatacaatc tgtccagttt taaaatcaca
  2340481 aacatgtaat tcaccacttg gcgttctcat ctatatctct ccctataact gattgtagct
  2340541 gtaacatccg gcggcattat atcaatacga ttatctccac gaatgacctt aggaaactca
  2340601 ctaaatatat ctttaatatt aatggcgtct ttcccgttaa tcgtaacaag acttctttct
  2340661 gtatcaataa ttactttatc tcctgcatcg aaaatataag gctttgtatt tgaagggact
  2340721 ttgtttacct tccaaatctt taaatcatca atttgcattt cgttaatagg ctggtgatta
  2340781 tcccacttac aaatcgcgat cataacttgt gcaattttac gttctgtcat cggatttcct
  2340841 gtttcatcta tccaacgttc cacaagtgaa gcaccatctg tctctgtacc ttctataaat
  2340901 ttagcgacat aaacagacca ttgttttcct cttctagcaa tacgtaaacg ccctcggaat
  2340961 tggttaaatg tattcgaata atatccactt gtatcaacta atttccgaaa actattgggg
  2341021 gttccgctat ttccaatttt catatgagcc tttgtaattt cagcagtcac atatagatca
  2341081 ttcatattga tgcgggctac cacattgctc gcttcatcta acagaagaac ttcaacacgc
  2341141 cccatctcat caatgttttt ggactttaaa gtcatccatg cctccatttc aaaatcttgt
  2341201 aatggaccac ctggaatact tttcttagct attgcaccgt aaaatccttt gccttctccg
  2341261 tattcttcac aatataatgc ataaccgtct cttgatttaa aactacctgt ccctttcatt
  2341321 tcctcaactt gcccagtaac aggagtccat cctattggtg aagccatttc atcccatagc
  2341381 acacgctcac gttcttggac agtggattct tccacagtta atggatatcc aatacggaag
  2341441 tagtttcgtt ctaaaggata tttaccaaac catacatcta aaaaagtgct tggtttttta
  2341501 cagtcatttc aattaatgct ggagcttcta cgcttccttt attcgtgaaa taagaagtag
  2341561 tctcggtaga ccaattttga gtgaatgtgt aagtttgtac ttgccctaac ttataaggta
  2341621 tcggacaaac aaatttaatt gtaccgattc caagtgttac aaattcatct ggattaaagc
  2341681 tatcatccac taccgctaaa tatgttctat ttggttctac atcgaaaata agctctgctg
  2341741 cttgatctgt aattagccaa tctgcaattt cttcttttat gatttctaaa tcagaaccat
  2341801 caggaacgat aattcctaca ggaatagata aaacgcgcat ttccgtttgt gtgtttaata
  2341861 gtcttgcacc tggatatcca ggaacactta aaaaattcct ttttaacggt gcccaagcgg
  2341921 gtcttttcca tccttttgcg atttgaataa agtcttttcg ttcgttatta aatgtaaaag
  2341981 aactcatatt gacacctcat ttctttataa aatgaaagaa acccaaacct aaaagtctga
  2342041 gtttcttttc tcttctcttt cttggtattc ttttgtatac cgaaaagtac cgcgtgctaa
  2342101 gtctctacca tctaaaataa ctggtacttc aattaccaaa tcgccacctt gtgctggaat
  2342161 taattcatta ccaccagttt gccctgatga ataattgaat acttgatttg cgatattacc
  2342221 agccatggct tgtctactat ttgacatact tccatataca ccactcataa cagactttaa
  2342281 tccagctaat tgactcatag aactagccat catccgactc atatcaccca ttaattgatt
  2342341 catagtccca gtaataccga gtgatttttc ttttgatgat aaaggtgtaa ctgtaattga
  2342401 attacccttt ttcgtaaata attccggtcc agcttcacct gtaataaatg aaccatcacc
  2342461 tacaggtttt ccacctttag caagcattgg tacatgtgga atagttggag cacttactcc
  2342521 tggtatatta tttaacaatt ctgctggtgt attaaagcca tctatgaact tattaataat
  2342581 acgaatgatt ccgttgatag ctgtacgaat accactctta attccatccc acacgcctaa
  2342641 tactgctgac ttcattccct cgaatgctcc actcacagca tttgttaccc atctaacagg
  2342701 agtcataatg gcatctttta atccattcca tacagaagat gcggttgatt taataccttc
  2342761 ccaaatattt gaaagagtag atttaatacc attccatata ctactgcttg tgctactaat
  2342821 catattccat acagttgaaa tagcttcttt gatgttattg aatacggaac ttgctgtgga
  2342881 aacaattgag ttccataagc cagaaaggaa gcttttaatc gtattccata cagcacttgt
  2342941 tgtggaacta atcgtgttcc aagtatttat aatccaatct tttattgaat tgaatattgg
  2343001 cgttacaaaa gctactaacc cgttccagca tgactgtaag aaattcttaa cagcattcca
  2343061 tactgtcatt gtcgctgaac tgattgtatc ccatacacta atgatccaag acttgatttg
  2343121 ttcaaaaatc ggcataacaa atgctacaag tccattccaa caggaaacta agaaattctt
  2343181 aatcgtttcc catacaaaac ttgtagtaga actaattgta ttccaacatt cagaaatgaa
  2343241 attcttgata ctttcaaata atggagtagc aaagtataaa atagccgtcc aaatcgcttg
  2343301 taagtattga gtaatgaaat tccatacagt ttggatcact gtagaaatac cattccaaat
  2343361 catagagaag aaatcagcaa tcccttgtaa aataggagtt ataaaagcca ctaatccatt
  2343421 ccaagtctct tgaaagaatg tagaaataga agtccatatt tctgtaaaga acgtggctat
  2343481 cccctgcaaa actgaagtta aatattcaac tatcccattc cagatttcca tacagaaatt
  2343541 aaaaatagat gtccaaatac caacgtatgc ttctagaata gcggttcccc aggttacaac
  2343601 aaactctaca atgccattcc atatccctat taaaaactcc ttaattgagt tccaaactgc
  2343661 tgatgtagat tcactaatgc tattccacgc ttcacttgcc cattgcacaa tcccatccca
  2343721 tattcctact aagaattctc caattgcatt ccaggcatca atggtccatt gttttatgga
  2343781 atcccaattt tgataaattg caatacctaa agccacaact gcggctacaa ctatagcaat
  2343841 taacgctacc caccccatca ttgctgcccc tacacccgat atgacaacaa ctattggtgc
  2343901 taaagccata aatgctcctg ctattactcc tgccgctact gcaatggctg ccaatgtagc
  2343961 tgccaattta ggattattag aaatccaatc agctatttta gcaacaacat ctgctattac
  2344021 tccaagtacc ggttggagag ccatttgtaa atcttgcatt gccttttgga atttcactgc
  2344081 tggacttgca tctattttag aagtagcacc atgtaagtcc tctactcctt ttttcaaatc
  2344141 aacttgttta ccttctgctt tcaagatggt gtctataatt ttctttcctt ggtcttccca
  2344201 aagagtaccg aacatcttcg tgccaagtgc atttctgtct gttgcatttt caacaccagc
  2344261 taaggccttt gttgcttcaa gcatagcttt ttgtccattt tcaccgccac cagcaattgc
  2344321 ctgaccccat ttttcaaact gatctgccga aatctttgtt ttatctaaaa cctcttgcat
  2344381 agatttatct acaccggccc caaactcagc cattttgata cgcccttctt taacacccga
  2344441 tatgttcaac aggactcgca acatcctgcc agttctctta tgaacttctg tatatcacta
  2344501 tacagaccag actatatcat catcttttat ataagatgct ccccatttcg gatgtcatta
  2344561 gcttacaccc tacgcttttc agctagtcgt tgcacgttcc tttgttaaag gcttcgctca
  2344621 gtattgtctc atttgagagt ttcactgaat taaaggagtt ttctatgaat gtcaccactc
  2344681 atagggacaa tttttcatcc aaaaggttat cgatattcca acttttagtg tcgactcctg
  2344741 cagacaggat tccttggact tctttcgctg aaaatccagc ttgaaccatc tgatccccat
  2344801 attcagcgat aatatccaat tgttctggtg gaaatcctgt ttttaataat gtattaacta
  2344861 accccaatgc ttcctcgtta gtaataccta acgttgcacc aatctcattg gtttcttgta
  2344921 taagttcatt aaaatcaatt ccagcgtaag atgctgcaat agtcgctgcc cctttaacca
  2344981 cagcggcatt tgtttcatca gaagcatcct tatttaaagc ccattgtctg cgaacacctt
  2345041 ctaatgcttc ttcagcgtca ataccataag tactaacgcc cctaatagct tcttccactg
  2345101 attttttcga agactcagga acatcaaatg tgatatcaat ttttgtttgt agacttgaca
  2345161 tatccatcgc tttttcaata gcggttgcaa taccgccacc agctgccaat ccacctataa
  2345221 cattttctaa tcctattttt aatccttcaa actttttctc tgttttgcca gcttcctgtt
  2345281 gtaagtctct taattcgttt tgtacttgtt gaatcgtatt accagcatct acagatcgaa
  2345341 gtgcacgttg taacttttca atatcggctt ctgttcctaa tgcttctcgt ccgataattc
  2345401 caattgcttg atctaactgc ttactggtag ccgttccact tcgaattgca ttcacaagac
  2345461 gatttcctaa tgcccccgcg aaatcatcaa cactttttcc agtagcgcta aacaatgttt
  2345521 ctaattgtct tgttgaactt gctacactat cttgttcagc cttcatgttt ccaagcttat
  2345581 tcttcaggcc attaagcgat ccttctgtaa attcaatttc acgcctgaat gcgcggtatt
  2345641 gttcttcgga aatttttccg ttttggaatt gtgcttggac ttgttgctca gctgccttta
  2345701 atttatctaa cttttgtgtg gtgttttcaa tttgctgagt cagtaactgt tgcttttggg
  2345761 ctaaagcttc aatattacct ggatcaaatt ttaataatcg ctcaacatct ttaagctctt
  2345821 tggttaaatc attactacgc ttattaacat cttttaatgc attttgaagt cccgtggttt
  2345881 caccatcaat tgaaatacta attcctttaa ttcttcctcc tgccatcatc tcaccccttt
  2345941 cttagaatga atcgaagtct ttttgatttg ctttacgggt tttctctttg tctgggttct
  2346001 ccatttctgc aaattcagca atataatcaa agcaatcacc gattgtcatt acttctaaat
  2346061 cccaactcgt taatttcgct ttataacaaa gagcaaggaa caaatcagtg gtgaattctc
  2346121 cgtcactgaa agtcccttgc tctccattac ttttctttag ttttttttgc tcccattgta
  2346181 ctttgaatca tatcgttaat ctctggaatg atttcataaa taggaaattc ttcaaatccg
  2346241 tctaaccatg taattggatc cggaagattt ggatcagcag ttttagcata taaccaaact
  2346301 aaatcataaa taacttcaaa atctattttc tttaaatcta catttgagag gtcaatagaa
  2346361 ggctgagaac catcttgtgg tgtaaatgta ccaatagccc ctaaagccat catatcagca
  2346421 aacaaatcac gtctgaattg cgctttgtaa cgcttaacag ttgctactgt acttttcagt
  2346481 cgaacttgct taccatctat tacaattgtt ttttccatct aattacgctc cttttggtgc
  2346541 tgttggtgtt ttcacataga cctttttgta ccaattatca tggattgccg gtgtagtttt
  2346601 agaagttgtc ttagtcttaa ccatcggtct accaccagtt gctagaataa ttgggcttgc
  2346661 gacgaattta agctcgtttg tattcggttc agctgaattc gtttttgatt ttgatgaaat
  2346721 attagggcga ctcgctgaac agttatacat aacatgacgg gttgctttca catcaccatc
  2346781 aaactcaaat aacagtgcga atggttttcc ttttgcatca gctaactcat ttaatacacc
  2346841 atctgtctca tctaattgtt cacctaatgc atcaattgca aattgctctg gaaggagtgc
  2346901 aatatttaaa gttccttcat aaccttggtt attatctgct gagtaataaa gcatgtcatc
  2346961 ggcatagaat tcaattaaat caccgcgtgg ttcatttgtt agttcaaccg caccaggcaa
  2347021 tggaatcggt gttccaaatg taactacccc atcttttgtt tcatatgttg cataatggac
  2347081 atttttcaat ccaaaactta ctttgttctc actcatttat atcaacctcg tttcataatt
  2347141 tttttgaaat aggttttcag tttcaataaa aacctcataa gattcataag gaagctcata
  2347201 attgtctaag attttttcaa gatttgcttc agcaattaaa tcttttttat ttgtataaag
  2347261 ctcgatactt aagttattta tcttgtgata taccttgtta tcagccatta aattcgctga
  2347321 tccgtccaca agaaaacaaa tataaggtgg cactggaact ggattagttg gcgttgctgt
  2347381 gaaatgtgaa taagccacag gataacctgt agcatcaagg attttcttta attcacctaa
  2347441 tgtcattgtt gaatcgccct ttcgacacgt tcaattagtt catttattgc tttttcttct
  2347501 gccggagcaa tgtgaacctt agctgctaca cggccaccat ttgctttagc atgtcccttt
  2347561 tccaataaat gtgtaagttg tggtttcaat gcattataaa caatgattgc actgccatcc
  2347621 ttctttttcc gccagccttt accatacttc cctgttttct taggactttt ttgtttcaat
  2347681 tcattcacaa gattggtcgc aaccttttct ttagcatctt ctatatcttc ttctactagg
  2347741 ttagcgtatc tttgcaattc cctagcaata tcacttgcaa gagtatcaat attagacacc
  2347801 ggctttcacc tcacaataaa gttcgatctt ttcatcgtct ctttcatacg tgcggtaaat
  2347861 gctatattct ttatctcgat acttcacttt tcgttcatct tggtaatccc agacatgaac
  2347921 aattaatata tgactagcct tgatattact ttgtccagct tgaaagaatt ctgattgagg
  2347981 aactgatttt ctcttgcaaa atacctgtct actaaatact tcatcttcct caacttgtcc
  2348041 tagttcatct ttagtaattg ttattactgg gaatagtaaa atatcattca tttatagtca
  2348101 cccgctaaag ttagatgatt cttaagcatg ttatacgatg ctaaaaaacg ttctgcctct
  2348161 tttgcgtctg aaataaaatt agcttttaca tacgtaataa ttgctctttt aattagagga
  2348221 tcagtgtcat catttgcctt gagatgagaa acaccagata acttcaaatc atatcgagat
  2348281 gcttcaatta aatcttcaag ttcatcatca agagcactat gtgagatccg taccgctttc
  2348341 ttcacaacat caagcatcat attcattcac caacttgctc tagctgtttt aaagcttcca
  2348401 gagcggcatc tttaccctta atcttttcac catttggaag ttcgtaatac cctcctccaa
  2348461 catggactgg tccttttgag ccttcttgtt tttctataat tctttcttta ttcaagaaac
  2348521 cttcatcttg tagatacatt acacgttctg cgtcatttga ttcatatgaa tctgcaacac
  2348581 tataatgaac gaaagtaaat ttatctcgaa aagctctttt tacaacatat ttattcaacg
  2348641 gtttcccact cactgttaaa cctccttata ccataaagaa aagcgactat tatacagtag
  2348701 ccgctttctt cactcgtaag aatccatttt tagaaattac gttaccacct gcaaaaacag
  2348761 aacctctatg agcaatcata ccttgcttga atttaaagtc tgtagatcgt tgaacgtcca
  2348821 tatctgagaa aatagtaagt tgatagtttg ataaaggacc atatgccatg ctatattgtc
  2348881 cagctgttgt tttagcatca gaaacagcct tacaagcact attaataatg aatggtaccc
  2348941 catcaattgt tccagaatta ccttgtgata ctacgttata taccttttta ccatcagaag
  2349001 tacgaagctt agcaaatgat tttaaatcta gtttatttaa aatcaatact gccgcatctt
  2349061 ctacatcttc atctccacca tagctataga taatctcatc caatgtagat gcatcaattg
  2349121 ctgaaatttc taaatctgtt tctgaatcaa ttgccgtagc tgctgctgag aaaataccaa
  2349181 caagtcgatt tgtagcacct gtcccaatta aaatttcacg agttaacttt ttacgagtag
  2349241 ctaccgtaat ccccttcatt acttcagcat cgtaatcagc tgctggtaat ttttgaagct
  2349301 cttctgtgtc ctctgaataa gctgtaactt ttgcttttgt gatatctgca tatccaaacg
  2349361 ttgtttctga tgtattgtag tcattacctt cagtggtata atcaccttct ccataacttt
  2349421 taatgtacgg ctgttggtaa ctctctccac cttttaaagt tttagaagaa acacgatcaa
  2349481 tcagtgtaga cacttcattg aaagtcggac gaatatctgt tgcactatgc ttaggtaaaa
  2349541 ctacattacc gcttccaact gtaacagcac ggttttccat tagagcttgt ccacgctttt
  2349601 cagaagtctc taattctaca tcttgtttct gaggttcatt gttaaatgtt tcaactgtac
  2349661 gaatttcagg catttgatta ttattaatct cctctgcttc ttttaataat ctttgtcgag
  2349721 tttcaatttg tttttgtgtt tcttcaagat ctcgtaattc tgtttctaat gctgctaaat
  2349781 ctacttcctt atcgctttgt aacattgaac gaatttctga ttttctagtt aaaatttctt
  2349841 gtaatgtttt caaatgaatc tctcccttat aaatatgttt ttaaaattag ttttttacgt
  2349901 aattcttttt gattgcgttc ctttacaaat tgtttatatg ggtcatgact tctagctgaa
  2349961 acttgcgaat caggataagc tggaaaagct actggactaa tctctagtaa cttagctttt
  2350021 gttacactac gaactacatt gtccggatct gattcatccc attcttcttt gaccatttgg
  2350081 aagccaaaag aaacaccgtc tacatcacca cgtttaattg tctcgtatgt gtcatttccg
  2350141 agtgttgtat tggctaagtc tagttcaaac cttagtccaa tctcatcttc aaataaacga
  2350201 agagtaccat ttttagttct tcctaacact tgtgatgtgt cgtggctcca taaagctaat
  2350261 tgatcatctt gagtcaagga ctctgtgaaa gctccttttt taaactgctc tttaaatcgt
  2350321 tgccaatagc ccattgttac agatttcatt tcccatttaa ctgcataacc agaaattgtt
  2350381 cgaaggccat tttctaattc cctaatttca agagcactac tcagtagctc cctcttttcc
  2350441 gtcttgttca ttgtcatcac ctccttcatc agtgacattc ccttccttaa ccagtgctgt
  2350501 atctaacctt ctaattggct tatctccacc ttcaattgga ccaagtgaaa gaattgctcg
  2350561 ccattcattt ggtgtcaaag agcctctatc taccatctga acaagattca ttttggtccc
  2350621 catagaagcg tattgaagtg aagaagattc aaagataatt ctgttaccaa accctctttc
  2350681 ccgacgcgaa aaaagcttcc tggtaaattc tccagcaagc tgcattgcaa atggctctat
  2350741 ttctgattca taataagcat tccattcatc ttcgttatat ttactttgga taatcttttc
  2350801 gtttgtatta aagaaattat aaatacgttg tactgtttct tgcatctgct tggaatctgg
  2350861 tacaaacgct tcaggtttca cttgttctaa atcatacctc ggatccgaag aagctgctcc
  2350921 gccatcattc gagatattca aatagttgtt cacaaagttt tttacctgac tatcaatatc
  2350981 ctcttgtttt aatactgact taaacttaag aatccacttt actactgcac tatttttaat
  2351041 agctttaaca ataccttgat cagtagttgt tacaatctcc attaactgag ctaatgcatt
  2351101 accaggatgt tctccgaaaa agtcattatc attaaagtct ttacgtaaat gaatgatatc
  2351161 tgtatacgga atcgtcatct gcttaccatt tttaaaataa aactttaaaa agatgtctcc
  2351221 ctgtgcacct tctacaactt caactgttgt acatggaata ggataaatct cagtaggata
  2351281 accaaaatca tcacgcttaa tataagcgaa tgcattatga ttcaactcta attgaacagc
  2351341 cattttctct tgaaacattt gtcctgtcat caatggatta ggctcttcca gtaaaaatct
  2351401 catataagaa tctggattca ccttaaattc agtagagtta tctcgtatat gcttggctat
  2351461 cagcttaccg actgcttttg ctttaggacg tatacaagcc cgtataatgt cactttgata
  2351521 gatatcccca ttccacgcaa aaaaacctcc accattatcg tttatcattt caaaacgagt
  2351581 tgtagtagga gcctgtttct taccaaagat cttatcaaat aaccccaaat tctcacctcc
  2351641 ttcttaaatc atgttgaggt agtcatttcg tttttcttga agaactacat atgcatttaa
  2351701 aagcgctgct gtaccatcaa tacgacgtcg ttggttcttt gttttatttg gttgtatatt
  2351761 taaattttta tcaacgtcta tggctgtgtt ggaaagacac cacttgtcaa ttgtgtggtt
  2351821 attatagttt attaacttag attccaaatc agctcctaaa agtttcatcg ggctagaaag
  2351881 agtttgttta ccttgtgcga taggaatcat agattcttta ccaaaataac cttccatttc
  2351941 ctcaacccag tacttagctg accacttatc ataaccaatc caaggtagat aaatgccata
  2352001 ttcatctcgt atttctaaaa accatttcgt aacaaattta taatgaacgg aatttcccgg
  2352061 tgttgttctt aatattcctt gctcgtgcca taaattatat ggaattttat cttctttact
  2352121 tcgctgctcc aataaatctt ctggaagcca atacatctgc ttcacataaa tatgtgggtc
  2352181 ctctggaacc ataaaaataa ccttcgctgc tgttaaatcg gtagttgaag ataaatcgca
  2352241 accaccaatt ccataggaag gctttagctt ttctatatca aaagtttcag gattatttag
  2352301 ttgttcaaaa gtcagccatg cttctgttga agtttctctt atattaaaat ctttcgttag
  2352361 taagtttttt accaacaaag aatttgcttt tgccttgttt acttttgttt caagttggtc
  2352421 tatctttttt atcgatccaa gcccaggatt tgctttcttc cactttgatg ggtcagtcca
  2352481 ttcctctcgt ttatccaact catagattat aggtaaaaaa cgatcatcct tatatccatc
  2352541 cggatcatcg agtccattta acaacatttc tgcttcttca tatttcatat catacactga
  2352601 ctctcggaca gttccggctg ttgtaatcat aaatatcatt ggctgttctc gtgaagaagt
  2352661 accatctaca ataacgtcat ataagttttt atctttccaa gcatggattt catccatcat
  2352721 agcaccatgt acgttaagtc catctaaagt ttcactatca gagccaagtg gtttaaatgt
  2352781 actatcattc cattcagaaa ccatttcaga tactaaaggt ttaatacgct ttaatagtgc
  2352841 tggtgacttc tttaccattc gctttgattc taaccaaact aatttcgctt ggtctttctt
  2352901 agttgctacc gcataaactt ctgaacctgg ttccccatct gctatttgca aatacaatcc
  2352961 aatacctgag ccaacagtag attttccatt tttacgagca actacaagta atacttctct
  2353021 gtattttctt gtgccatcta ttccatgtac aaatccaaat gctgctgcaa taaatgcctt
  2353081 ttgccatact tctaaaacaa ttggttttcc gccccatttt ccctttgagt gcttacaaaa
  2353141 gttttcgatg aactcaatgg catggtttgc tttctttgag tcgtattcat atatactttc
  2353201 tttatcatca atatcactta ctaatttctt atatattcta cgaacttttt cactaacaat
  2353261 ttcttttccc gattcaataa ggctgtaata ttcaatgatt gggttataag acaaaagata
  2353321 ttgtatcctc atttattcat cacaaagtca tcaaacccat catccttctc cttactttca
  2353381 actgtttttt taggtatgta atcacccaac tgcttcatta tcgtttgata acttttattc
  2353441 atagctatat atcttcttgc tgctggtctt tctctttcat aaggctcttg attctctgat
  2353501 tgcgagaaca tttcatcgta accattttca tctagatctt tacgaacatc ttctaatctt
  2353561 acacgcaaat ctgccgcttc aacaattaga ccctctacta ccaagagggt atcttttggc
  2353621 atttctttat atatacgtct aagtctggtt atctctttat taacccgttc ttcttttgtt
  2353681 agttctttct ttatcgccat aaataacacc tcatctcttc tgcattttgg gtaggggggt
  2353741 cacgtgaaat gaccaattta ttttttgaag gtacctcatc ggtccttcga gaactcgaaa
  2353801 aagattttga aatggggggc ttttatttct ttgaaaatat cagcgttcat tttttatttt
  2353861 gatttttatt ctttttgtat taaatcccca ttctcatcaa acattactcc ttcaacaact
  2353921 ggactattct tctcatgatg ttcacggttg tggcaatcct gacataaaag ttccaagtta
  2353981 tgaaagctca atgtaatctc tgggttattt atattctctg gtgttatgta atccttgtga
  2354041 tgaacaatct tccctgtccc cttacacctc tcacataatc catatctaaa tttaaaatat
  2354101 gaatccctac acttcttcca tgctgtggac ttataaaact tctttgcata ttcctttgcc
  2354161 atgcatccac ctcaaaacaa ataaccgctc aatgttgaac ggttatcctt tatataaagt
  2354221 tatacgaaac ccaatacggt aaatgaagtt ttatataaca taattgtcat taatccctat
  2354281 ctactattag gtggcttttg tacgacaaaa ataaagcttt tatctcttat tgaacaaact
  2354341 tatattgaat gcaaatacta tcaatagctt tcctctcaac atttaatatc cttatattat
  2354401 tttataaaaa aatagattaa ttaaccgaat tacctttaca cgtattataa tacgtgttat
  2354461 aataagagta tagaaaggag ggaataaggg agatggacat tctagatatt ttagacaaag
  2354521 taagcgggat ttcttctttc atcttagcga tatacatact tctcaaagaa agcaaagaag
  2354581 aaaaaaataa gcgtcctcaa cgcaaaggtt ccagccgacc aagcagaaaa cctaagcgaa
  2354641 gaaaacgcaa gtaacccatt gggaaactca accaactggt tgggtttctc aaaaaaatat
  2354701 tatcatctcc catatctata tgtcaaaaac ttcattgatt ttaaatacta tttgtttgtt
  2354761 tttaacaatt cgtttcttta ttgttaccga cttttctaat ttacaaatgt tagacactat
  2354821 ctacttaata gtgattattt tatggattct ggtcttcacc atttcgatta tcaagaaatt
  2354881 taagaagtaa atccattaca ctatatttag caggaggaga agcaaatgag cacttaccaa
  2354941 gatcgctaca tctacccatc tatttttgat ttttctaatg agcaggttac tgttacattt
  2355001 cctgacttaa cagattgtca tgctaatgga aataactatg aggatgcttt tgaaatggct
  2355061 aaaaagacat tagcaactca tctatatgaa atagaagaaa ataaaggcac tattccgccc
  2355121 gcatctaatc caacttctat ccaaactaaa gacaatcaag ttattggctt aatggaagta
  2355181 tggatgccac cattccgtag tgaaattgaa aataaagcag taaagaaaac attaactatt
  2355241 cctcattggc ttgataaaat gggaaaagct aataatgtaa actactcaca agtgttacaa
  2355301 gatgcattaa aaaaacattt aggtgttact gaaaataaga acgtataaaa gagatgatgt
  2355361 atcttcatct cttttttcta tctccataat aaaagaaata acccgttata ttaggattat
  2355421 ttcttcaatt aattttactc gaatgccttt ttaataattt tatgagtccc aattaaagaa
  2355481 agacctaaca aaactgtccc aaaaagaaaa taaactataa aaataaaata atacatatac
  2355541 ttgttagaat ctatcggtaa atatgggaac caaaaaatag ttagtaaaaa gagtagtgca
  2355601 ataagcatta acgtcaaata attcatataa aagtttttat tctcttttct agcttctaga
  2355661 ctttgaaaag ctatacaagc aattgcaatc ccaattaaac ctattattat cgttatccct
  2355721 aacttagaag tctcctgaat catccctact aacatttcca tatttcctat agcattaaat
  2355781 actacagcga ttaatgtaaa aaccgccaaa aatataacca attgtgcaat tactttaatg
  2355841 tctttacgca attttctcat acaaatcaac ctcctctata caagaataaa aggaggttga
  2355901 aacaaaatca ataaaactta atataaagtt aaaatacttc aacataatac ttatcttaat
  2355961 taagctttcg acaaaaataa ctattcctct tcatatggtc tatatttact acgcaggact
  2356021 tctaattcct tcttcttctc ttcaatgtct tcacgtagaa acaaacttac tcgttccatt
  2356081 ttcttaaatg gcacaagttt accatcttta atcattttac taattcgtgc tttactaatc
  2356141 cctaaaacat ccattacctc tggtgtcgtt aatacctcat catgtaaaaa agaaagcagt
  2356201 tgctctttat cttcaaactt gtacacttta ttcacctctt ttttctttaa aaatcccata
  2356261 gagtctcaat gacgtattta ttatataaag gactaaaaga ataattaaca cgatatccaa
  2356321 aacagtttta aaaatactcg cttcgactga atctcgaaaa tacgcaaagt aaaacagtgt
  2356381 aacgaaaata attaagaagt tcgatgaatt acttgttttc ttcatattgt ttacaaattg
  2356441 gcaagttgtt ataatgtgta tagaagagag aaggtgcgct tctctcttcc gctcaaaatc
  2356501 attttcgttt acgtctggct gggcgttttc gtttggtttt gagctttttt actttttcgt
  2356561 ggatgactag gactttttcg atgattgtta gtgctgtaag tatcattcct agtatcagtg
  2356621 ctaactttgc caatttgttt cccccctttc gttctttcta tatttattat accatatcta
  2356681 tttacctaag taaacagata tggtgcgatt tctctttaat tttattatta atataaaacc
  2356741 aaacttttaa cattaaataa tctacatata aatatccatc actcaaaatc caaataaaaa
  2356801 acacctttat aataaaggtg caaagattta ttctcctctt tgtgcaaatt tcgtatattg
  2356861 aatatcatgc cgaagaattg ttatttcctt atcaccgact acataatgtc ctctttcact
  2356921 ttctatttca gattgataaa acctcatttt ctcccctcct agggtctcat acaacgcttg
  2356981 aatttccttc acaaaagggg ttctacgaaa atcttcttgt tcttcttttg ttccctgttg
  2357041 atctttctta aattttgtag aacataatgg tatgagtatt tcttcatctt tttcaaaaaa
  2357101 atcgacccac actgttatcg tatcagttgt ttcaaaatta ctactgtccc caacaactat
  2357161 attaaattca caattcatta tgatatctgg tccatcatat cttattatag agtaataagt
  2357221 agtttcaaat tctgttccaa ttaaacgttc ataggcttcc gttaacacaa tacgaccttt
  2357281 ctttttccta ccaacatttt tagtttccga aagattcata tctactttag ctgctgataa
  2357341 aaacgaccgt tgactttctt tatttttctt tctttcattt attaattgag tactcgcaat
  2357401 aattaatgcc actatacctc caataatgcc accagtgtag ctaccataaa aacttaccca
  2357461 tgcattttca tctccaattg ttaaattacc cccaggtata ttaagtagcc cccctataat
  2357521 gtttggcgta gctaccgcta ttactaatat accaataacc tttttccaat ttgattgtat
  2357581 ccactctttc aaattaatcc ccatcttcct acttatttgt ctaaagtaaa agcacccaat
  2357641 cttgatatct ttcaaaagta aaacttacaa aactattttc tattctttaa agataactac
  2357701 atacataata gttatacatt attttttatg gtaatttaga tgccattcaa aatactcagc
  2357761 attatcttta ttccacttta aacactcttt tccttggaga ctctcaatat actcccttac
  2357821 tgaatctggt aaattatctt tattaaccaa gctaataatt tctccattca agacagtaat
  2357881 atatcctttt tcaaataaat catcacaacc aaacttacac ataggtatgg ctatattttc
  2357941 aatatctaac ctttcttcta tgctacaaaa tgctcttttc ttaatatgtg cagctacaag
  2358001 taaatctata ggatactctt tcccacaaat tccacagtta cacgttttct tatcattaaa
  2358061 cagatagcca cgtaatatcc cttgctcttt tctcgcctta ccttttattt cactatctaa
  2358121 tgaagcactt tgttctaaat cacctataat gtctttgata tttttctttg tttcttcctt
  2358181 tgtactaatt ggtgcataag aagaactata caaatcaaaa gcactcatta ttatgttact
  2358241 tttctcttgg tctaatactc taaagccttg tattagattt ccttcttcat aatctaataa
  2358301 tctattaaag acacttaaac taatggcttg atgctttatt tcatctaaga agtaaatata
  2358361 ctcccagctt tcaccactat ctgtttctcc ccacagatgt tttgctaatt ctaaattatg
  2358421 taccttatat gcgatggtag cagatgcaaa aatttgctta ttcgctgaaa agagagttat
  2358481 atctcctctt tgaatctttt cccattgctt tatcttttgt ggacttggag ttatccccca
  2358541 aacacggatt aagtttccct tataaattgc agataaatta ttagcatcct cttgttgtaa
  2358601 gaaaggctta attttctcaa attcaatgcc attacgcatt gtagattgaa aattaaattt
  2358661 agctacttta ttccctgtag gttgcagtat tacgttgtac atacacttac acctcttcta
  2358721 ttttatttag ttttctatag ttcgttatat tttttattcg atccaaatga cttttcaact
  2358781 ggatatttcc tttgattttt ttctatttta ttttgaatca attcttctat atccacattc
  2358841 atttggtcag ccaataagat agaataaatt aatacatcag ctagttcatc tttgatgttt
  2358901 tcaagatttt gttctattgc atcttcacta cttttccact gaaaattctc caataactca
  2358961 ctagcctcta aagaaagaga aattgctaaa tccttcgagt tatgaaattg cttccagtct
  2359021 ctatcatctc gaaacttaag aatttccttt attgtatttt gattcatttt tgaatcctcc
  2359081 cgctattatc cattgataaa tccttctaca attatataaa accaattgct tccattgcaa
  2359141 aaatttagat atactaattt taaaaagata gactgataat aaatataatt tactcggagg
  2359201 aatacctatg gcaaataaca atccttggtt aagcgaaatc atagaaatat taacggaatt
  2359261 aggtggagct ggaacactaa gtcaaattaa aaccaaagtt atggagcgta ataaaataga
  2359321 cctgagtaaa tatcagcatg aacaatcaat aggtgcacaa attagaaaga ccatctatta
  2359381 tcattctagt gaatgcgata tttataaggg tgaacaggac ttattttacg ctgtaaatgg
  2359441 taaaggaaat ggatgctggg gattaagaga tttcgataac aatactgatt gggaattaat
  2359501 cgatcttgag gaggaatttt ctgaagggaa acaaatactt agaactcatt tatcctatga
  2359561 acgtaataat aaggtgatta aacgagcaaa agaacatttt aagcaaaagc atggcgggaa
  2359621 aatcttctgt gaaatttgtg gttttgactt tcataaaata tacggtgaat taggaaaaga
  2359681 ttttattgag ggacatcata caatccctgt atctcaatta aaagaaggag aaaagactag
  2359741 aattgaggat attatcatgg tttgctctaa ttgtcacaga atgttacaca ggacaaaatt
  2359801 cgttttaact aaagaagatc tttactcaat aatacagaaa taagagccct aaactcctgg
  2359861 gctcttattt caaaaaccta attattcttc aacaaaatct attatttctc ttatgtcttt
  2359921 aatttctaaa gctttagcaa tgtgttctat atgctgtata tttattacag ttctagctcc
  2359981 tcttacaata tcacttattg ttgcctctct catgtgtgtc atttcagcaa gctgtttttg
  2360041 tgtaagattc ttttcattta atatttcttt gagttttatc ttaagtttta acatttttat
  2360101 tcacctcata taaatataaa aatgtgtagc aatgaagtag aaaattgcta cactttttta
  2360161 ttttatttta cataacgttc aactgtcata tacatcatat cccaggcgtt tgtatctttc
  2360221 cctacggcat taggattgtt accaatggac tctgtaaatt tcataatttt acttgccaat
  2360281 tgcactctta tctcttcata tacatcaaaa ggatctttaa cccatcgata catattagtt
  2360341 ttttcatcta aagttactaa agctctaaaa gcacttaaaa taggatacac taaaccatcc
  2360401 ggtactttat attctaaagg ctcgtcccca aacttcaact tggctactac attcccctct
  2360461 ttatagccag aaaatttctt cgccccatat tttccacctg ttgcattata tgcaacagga
  2360521 aaatccattt caatcttgct atataaatca aacatgtctg gagcaatatt atgcattttt
  2360581 tcaaactcag attggtcctt taaatactct gagagtactt ttgctttact agaatacgaa
  2360641 gcagttggat gagtatctgg tccataactg tctatattaa acatagtcat aattgctaca
  2360701 atctcacgtg catctattac ctttactcct cttcgatctg aatgctgatt ttgtttaaat
  2360761 gccaccctat tatagaaagg catacctcca atagaatctt tgataggtgc aaatttccct
  2360821 tctaactcag ctatagattt ttcatctact tgtgtagatg tatttctagc agctgctaat
  2360881 ggttcaatta tatcttctac acctaccatg atttcaaatt gaacatattg ttgaagccct
  2360941 tttccttgat gcttcaaaat tactttataa gtatgtccac catcaatgtt tccatgctca
  2361001 tagaaatcat caaaaagtaa tgtcattttc tttgtttgag tattatattc tactttttta
  2361061 gcagaaatta caatcccacg atttttcaaa tgaaactcac catcatcaga tagtaatgaa
  2361121 tcttcaattt gctttgggac acttttagtt aatttttgct ctcgtggatt tgttgccatt
  2361181 ggaatatcct tcggtacatc atttacattt acatagcaaa tatacttctt ttttgtactt
  2361241 ctccctaatg gatcttccat ctttttaaac tgaatagctg ttacttccat ttttgatttc
  2361301 atttattttc ctcctcaatt tatgagctta accatctacg aatgagattg gtaagtcttg
  2361361 cttctgttac tatattacga aataacgcaa ttaccgtcaa gcgtaatttc gtaatttaat
  2361421 aattaaaaat ctactaaaac aaaaaaaagc ctcatccaca attgcagaag aggctctcat
  2361481 ttacctgtct tgctattttc ttttcagcac gttctatcat agattgtacc gtactacatg
  2361541 taatgtctag gtatctagca atctctctgt atgttaaaca atatcctcga gacatgaggt
  2361601 atacttcttt ctcccgctct gttagcaatg acaacgcatc ctctagcctt accttatccc
  2361661 attcaccaat tgaatgctct tgctgatgat tatcccactc atataagtta tcatccatgc
  2361721 tacgaaaata cctttgcatt aacaacggat cgcacgctct ttctctctga tacgcagcta
  2361781 acctttcaac ccctctacga tttcccggtc ttctcgcctt tttcatccat tctaaggaat
  2361841 aagtaatgtc actaatcata tcagtgagaa cctttacatc ttcctcttta gcatccttct
  2361901 gcgcttctct caattgcctt aaagtcgtgt tatattgctt aatcaaatcc tgcataccta
  2361961 tcccctcctt ataaacaaaa aagaacaccg tatatagact gtacttctct acataacagt
  2362021 gttcttttat tactttcata tttaatttct acgcttctct cactacacaa gcgaattcca
  2362081 cttatatagt cagagaaacg gaaaaccgtt cctcatagac acaaatcagt aagtgtagct
  2362141 gatgcttcaa attagtttgg taaagttcaa gagagaaata aagtgttgag gtgccccacg
  2362201 cctctttgaa ccgaggaaag tatgattagc aattggacat tcggaaggaa catcctcggc
  2362261 tcaaagagaa gtgtaaccct ctcccccgtt ggtcgtcgga cccttactta cgtttattcg
  2362321 tgagtaaact ataattaatt gccctaaccc gagaaattta gataaatcaa gaaacaacat
  2362381 acagtaccat ttccgtggca gttcttatga cacttttaat aatacacgta tatatccaat
  2362441 atattttatc aaatttttat cttttttctc atacgaaaac ccacctatac aggtgggttt
  2362501 tctttaatat tcttgagtta aattcataac aaatctactt tttttgcata tcctgattaa
  2362561 cattgatata tatttccgtt ccaatatccg gtatttcatc ccttagaata ttattcaatt
  2362621 tctttactag aaaatcttta ttatactgaa catcttctaa attgattata actttaaaaa
  2362681 catatttatt atttctttta ttatctaact tcacaataaa aatgtcttct tcatcatttt
  2362741 caattgataa ttcactaaaa aaactgttaa ttactaaacg aagttgcgga gtataattct
  2362801 catataattc atcatctctt ttttgttctt tttcttcaag aaatattttc acaataggga
  2362861 tcgaaatata aaatactgga attaagtagc tccaaatgga taaatcattc tttataatcc
  2362921 atactatatt taaaattgat aaaattattg gagccactac tattgctaac ataaaaaagg
  2362981 atgttaggtt aaaaaatagg tttctgcttg cgaaactcca caacacaaaa taaataatta
  2363041 gaaagattac tatcagggac aaattgaaac caattattgt taacactttg ccccctcctt
  2363101 tctttattac ctaatagtta taggttgaac tctaagtaat ttatttttcc ctttaacaat
  2363161 ttcttcaatt attaaatcaa ttttgcttaa agcatcctta ctccaaaatt gattaaggtg
  2363221 tttctttaaa tcctttacat ttaacaatac atgatagtta tcatctttcg tatcaaaatg
  2363281 gttaactaac ggtatggtaa ctttctcacc atttttaaag atcatattaa tttcagattg
  2363341 tatggtaaga tttttaattt ctacattctc atctagcact ttaaatttaa agacatgttg
  2363401 atctatttca tctatcttta tatcctcaga gagattttgg aaagatactg cgtgactgga
  2363461 atcccttact atttctataa agaaaatttc atgattaatt ataatttctt tggcttttct
  2363521 aatatattta gtttgtatag tcttcggagt tcctttttcg tctttttttg ttattctaac
  2363581 atcaaatggc tctcttatac caatatcatt taatatttta tttaaatctt cttctgttcc
  2363641 ttgagctcct aaaattgata acataagctt ttcatcaatt ttactttcca agatttcttt
  2363701 gtcattaaag atatttgcat attctatctt aatatttctc tctatttccc gataagaaac
  2363761 catttgtaaa gattcagtca taccatcctt aggttctaca gaaaatgaaa cttttggagg
  2363821 gttcagtttt aaatctttat acatctcttg atttatttgc tcatattcta atttatatga
  2363881 cttaggatag aacctcatca caatctttgg aattacattt ttcacgtagt ataaggtata
  2363941 agttttagta gcttctgcat ttccagcact atccgttgaa aatacattca atacattttt
  2364001 accttcattc aattttagtt ttaccaaatc atttgtaaat attaaattaa atttcccgtc
  2364061 atttattgaa taatatgtat ccgttacggg atatgtacct tcaagtatgt tattaacgga
  2364121 taatagtacc tctccaccaa ctacataagt atacatttta tcattaattt ttctttgctt
  2364181 attactttga atagaaattt ttgtttctgg tagctttaac tcatcaacat tgactttctt
  2364241 tacatttttt ggttttctaa tatctacagt ttcattttct tttataacta atctactttc
  2364301 acttgaatca actggtatcg tgaactccgc ggttttattt tggtcaataa tgaacgagtc
  2364361 aaaagaattt atttctgtaa tttttccatc tttatattcc tcaattgtaa ttgaagttgc
  2364421 cccttcatca tatgcctcaa tttggatttt atctaacttt ttctgtttta attcttgatc
  2364481 attcttatat ggcaacaata tatacatcgt gtcatctaaa tatgtgatat caatatcttc
  2364541 tctctctaaa tgctctccaa ttaaatcctc ttcatttaag aaacgctctg tacttccata
  2364601 taaaatgtcg ttattctcat cagataacgt aacaagaact gggcatgcaa ctttaataac
  2364661 cttcgcatta aaatcactag tataatcatc taaaaacttc ttatacacta agaaatcatc
  2364721 agtttgtttt ggatcttctc catgaacaat acacttaact atatctaata caacgctatc
  2364781 attaggtaaa aactgatgcc ctcggtcaac ataatacttg atactcgact ctgattttgc
  2364841 gctagttaaa ggaactgtgc catctccatc tccaaaaata gcttttgtct tctctttttt
  2364901 atctctctta aatgaacaat atgtcccttt accataacca ataatttcat gatgctctac
  2364961 attcatatca ccttttatca aattttggaa atgattgaat ccctctacaa aatcaaagtc
  2365021 tttatccttc aaaagtggtt tatatatatc actatatata tcttcccaac tctttatact
  2365081 cttaccatta tattcagtaa acgccaattt acactcttca tcatattcct ggtaataatt
  2365141 tatattaggg agtaattggt atacactttc aaatgtacga gcgagatctt ttgttttctc
  2365201 tgcagacatc ataactggaa accaatcttt aggaattcca gcaccatgtt ttaaagcttt
  2365261 atatgctgta ggagctccag cccatggcgt tcccatagtt atgacttttg agattttttg
  2365321 attgagcccc tcactagcaa attcatttaa acacgctttt gcaattaatc cccccatact
  2365381 atgagcaaca attatcactt catctacatc agtttttatt aactttttta atctttcaag
  2365441 gtgatattga tttcctaatc tccaatcata aaaaaactcg tctacatgtt tagcataatc
  2365501 ttgtagaacc gattttaatc ttccatagaa cggtcctaaa atcccggtag aagcgtcaaa
  2365561 atggttcttt ttctgcttta actttagctt ttcatgcaag ttaaattccc tactaaatgt
  2365621 acttttaata tgtggaatcc aaatagttaa ctgctgttcc ttcaatttac ttcccattat
  2365681 tccaggtata attattattt gcttatttgg tttaacatgt tcattttctt ggggcatctt
  2365741 tcttctcctt tattcctctt ttaatctatt ttaccaaaaa atagattaat attctcctta
  2365801 atttcaccat ctataattaa aacatgaaaa tattataata taaacggagt aaagaaatac
  2365861 aatttaatcg agaaccctat agatagataa atcacctatt taactagata gtttattcat
  2365921 cttaagggtg atatttattc ctcaatatcc atacttaaaa acacacaaac attcctaagt
  2365981 ttttcaataa gtactaactt acatatctta tcagcacact catatacgac cttgatacac
  2366041 ttaaattctc tctaacctta gaagtaataa aaacttcacc tctattgaat ttaatctttt
  2366101 aaaacatttg tattaatttt ctctctcgaa caccccttca gctgttcaat tgctatcttt
  2366161 cgtgcatgct cttcattatc tatcaaagaa aacccttgat tgatagaact ccaaaactca
  2366221 tatccacaat cctccatcca cctataaact tctgttgtat ataaaccatc ttttcgtttt
  2366281 attatttcaa ctttatattg ctcacttgga gaatatagtt ctctcaccac ttgtcccatg
  2366341 atttcattct ctccttaaaa atattcctgc attcaattta caaaaagaag ccacctaaac
  2366401 tggtagctca ttaattgaat tgattatttt ttgttctcat caatatatca attgtctctt
  2366461 gaataattct tattttagtt ctatcagtaa aactaataag aaataaaatc ataataagaa
  2366521 ttaatatcta cgatgaacaa tcctgatatc aattaagtta cctaattcat tgcctaaaca
  2366581 gcttattaat gtatattgta taattggtga tattgctgaa attgttgctg ctggacttaa
  2366641 ataccatgta acaactatag atgctgccgc tgcacttatg gcttgttgta cacacctctc
  2366701 caaattacgt tctatttggt attgtacatt tgcggggtat tttacaacca acactagttt
  2366761 atgatgataa gcggcaacta tttgaaattc tttcattacg tctggtggag gaggagagat
  2366821 tggacaacca aaatcattat aatattttgg taaattcaag tcttttgcta atacatctcg
  2366881 gacctcagcg tttcctgttt taaagagaac aaccccatac actaacaccc catcttctct
  2366941 tcttctttga tggaagttag gaaaagcagc tgcataacta cttaccgctc ggaatagccc
  2367001 accaacatca ccaggattcc ctaattcatc tgctgtaata tctacagttt ctgctgttcc
  2367061 aggcttaaat aatataattc cataaacatt tgggcctata tgaaaagttg gtattccagc
  2367121 cgcatatcct tgtttagtag cataactact ggctgccctc atcatagctc caacatctct
  2367181 ccgatcgata tcaccaaatt ctgatttaag tacatcttta taatcaaccg cttctctttt
  2367241 aaatataata gttccataga ctagctctcc atctcccctt ttagcttggt ggaaattcgg
  2367301 aactcctcct gcgaaccctt gatttcccat agtatgaccc acatagtcca tactagcatt
  2367361 aattcgggat gcttcttcac aactaatttg tcgaaaacct ttatctacta tttcataaga
  2367421 agggtagaaa gagttaaagg aattcggata atatccatca ttataaaaat tggggtaata
  2367481 acaatttata cgagcatcaa tacatatagg attatatgca taaaatggat aatatgaagg
  2367541 ataattgtaa taattcaatt ctctacatcc tttcggctca aacaagagct caataatttt
  2367601 ttataaacta ttcataaaat ctttccatct atatctatgc tatatgcttt tccaagggtc
  2367661 ttatttttca cagaaaaaat aaaacccact aaagtaccgt tccctctctt tcttgcatat
  2367721 tgattcaata aaatatttaa aataaaaaaa ccacctgttt acacagatga ttcatttatc
  2367781 atatactttt tattttctct catttacgta attatcatca attgtaaata actgagttgt
  2367841 tctttcaaat gaacgtttac acaaagcctc ttccatatca actctagtta atatttctat
  2367901 ctcattaagc ttatcttcaa tataatctaa acactcttct atgttattta ttttttctgg
  2367961 aagtttctct cttctacttt cctctctagt aaatttaata gttagtaata ctcctacaaa
  2368021 tgtgatcaac cccgatacaa ttgaaccaat ataactccca aaaaaccaat ccagctattg
  2368081 gtatcaccat atactttagc gatattaaaa ctcattaatt gattgactac tattggaatt
  2368141 aaaaataata aaataatata tttttgtatt tttcggaact aattacaact ccttccaatt
  2368201 gccatatcta aatacagcct cacaattatc acatattgtt tattcttttt ctacagctat
  2368261 tccaaaaaca taagcaaaat tataaaacgc tttatttcta attctataat aacttccttc
  2368321 tgatatatta agttctctta taacacgaaa cctgtttacc ttttctctta acatatactc
  2368381 ttgtataatc ttcttatctt ctttattgac taacttttgt aacgcaacat tcatatcgtt
  2368441 aatataatca attcgatcct tagttttgtt cttatttttt ataaaactcc tatatattgc
  2368501 aaatgcaatc aggactttct ttttagtagc attttcattc aattgtggta tttttatttc
  2368561 tctcataatt tttcacttcc ttagtttaaa ttcaaactta cttcaccatt ttcaaaaatg
  2368621 tatccaacgg cataactacc aaccatggtt ttctatcagc cttaatcgct aatgcatctg
  2368681 gctgttcacg ttcatcctcc aaccagttat ataacgtctt gaatccttct ttcctcgcct
  2368741 ttacttccca ctcaagacct aaacccttca catcatttga atacccgtcc atcgcaccag
  2368801 agagcggtac acgagcaccg cctattaaac tagcaaattc tctttcacgt ctcattcctt
  2368861 tatttctttg actttttccc atttataaat ctccatttct ttaataggat tattttatta
  2368921 agtttctata aaatggtaat taatatataa ttaaattatt aaaatattag gtggtgatac
  2368981 aaatgactga tacaatccga attattctgt tcactcttgt aggaataagt gcagtatttt
  2369041 ctgtaattaa agagtttcaa aaaccagaaa aaaataaatt ttggattaca tttgaatctt
  2369101 taattctgat tggagcagcc tggatgttaa tagggcttat catgtaacct acataattag
  2369161 taaatccacc ctgaataaaa ctcaatattc cgtcaatact atagatacag cagtctccaa
  2369221 ttcccctgga gatgagcagt tagcttttgc tagctgctct tttatttgta atctttctag
  2369281 acttctgtta ctttccactt ccaaaaaaac tcgtctaccc acttttcaac ttttacaact
  2369341 tcttgcctta attgctctgc caactccgca atttcagctt gagcaccttt cccttttcga
  2369401 cgcttattat agaaatctaa aagcccacgt aaattgactg ttaagactag gttagttgcg
  2369461 gctgcgtttg gaagtacgct acgagcatcc tcagcaggaa ttcctaatgt tctaagtaga
  2369521 tcataaccac tttggagttt gtacatcatt tcgttgtaag cattaactac ttgttctcct
  2369581 ttagccttaa ctgtttcagg cactacataa tcaaaaccgc ctatcttatc attacttccc
  2369641 atgcgtacat atctttggga ttggactgag taactgaatc ctacacggtg acgtgttaac
  2369701 tgagcgagta atgctctgct aactccttct actgcaaagg tatatgttag atgctccaga
  2369761 gttgaggcat gccccgaacc tacaatatgt ctaataagtc gatctacttc ttttccaccc
  2369821 tttccatcag ttgctttgcc cttgaagtac ttctctccct ctaaagacac aatcctacta
  2369881 ggcttatttg gcgagtaaca cgtacggatt gccgataaag ctactacttg cccatgggta
  2369941 gggtcaaagc cttcatctcc aataccaaat acaacagata aataattaac aaattcctca
  2370001 gataattgcg tatgtgctag tagctttaca tccatattta aattctccat ttcttaatga
  2370061 atttgtaacc ttgttagaca agtttttata tactgtaatt agtcctttct tataaattaa
  2370121 gctcgtcact tgaattataa aaatggattt acatcctata accttttcag gaatcatcca
  2370181 tattttattt ctgaaaaagt gcttttgttt tactgaaagg tggttgcgga aacaaccgcc
  2370241 tttttattta tgacacaatg aaatttttat aataaacctt caatctttgc tatcgcttca
  2370301 aatatcggat aaatctgctg aggtacaacc gcgtttccta agaatctcaa tctatcttcg
  2370361 tccaatcttg tggcagtccc atcatccatt ccacaaattg cgggtttatt ttcttcccaa
  2370421 tatgttccgg aaagtgttcc ccgattgatc ccggtagtgt tttcccatgt ttcccatttg
  2370481 cttctgaagg gcacaactct cggatcggtt tgtaattttg acttgtcgtt ggagtggcca
  2370541 acaataaatg tccggtatct ttgatgcggc gcgccgacac tgacagccgg aaatacaaac
  2370601 gtccttgtcg agtagttttc ttcttccaag tcggagagca cggtgtccaa gcccatcgtg
  2370661 acgtgtccag caacattttc tccaacaaac caagtgggcc ggagttcttt aataagtcgg
  2370721 aagacttctg gccataacca tctttcgtct tctgcacctc ttcgcttccc aacaagactt
  2370781 tctccctgac agggatatcc tgctgaaata actccaattg aatcaacgtc aacacctcca
  2370841 tctattaatg attgtttcat aagtttatat aaatccggga aaataggaat gttaggatag
  2370901 ttctttctaa gtactttttg attgaactcc tctatttcac aaaaggctgc tgtatcaatt
  2370961 ccagcccaat ccgctgccat acttattcct gcaattcccg aacacaaatc taacattttc
  2371021 agtccagatt ccttacttct gtacataaac ccaactcatc ctaatatcca ttttcttgtc
  2371081 tctcgaagtt ttcggcattc ttctccttat aagaatcaat aacatcctca taggtaaatc
  2371141 catacaaata gcaaatacgg aagaagatgc caaacgctcg tcttaaatgt cccattgttg
  2371201 tggttaaatc tctgtactga caccatgccc tttttgcagt caacacatct tgcatatacc
  2371261 attcgaacaa catatttaca ttgcttgtat cttttctcat aattgattgc atactgaacg
  2371321 atggaataag ttcatgtctc catgtacatt tatctaattc aattacaatg ttcatgagaa
  2371381 agtggagacc atcaattaac tcttctaata gtccattctt aggaactcca aatcctgtac
  2371441 tccacatctt aaatgctcga gtttcattcc atgcttcact gatctccact agtaatgcac
  2371501 gaaacaacat atccattttg tcatttcctt tatatccaat tcgtttatcc agttcttttt
  2371561 gcatttcaaa tagttccgta atatcaaagt tttgtttctt ctcttcagat gtaattgtgt
  2371621 gtaactgaat cattataagt tcactccaag tttgtatttt agtaagaata tagtcacacc
  2371681 gattaaaagc cagctgacta agataattgc catttccttt ttaaagctca ctcttctccc
  2371741 tccaacattt ccactaactc ctcaaacgag cattcgaaca aatctcgaag cccgtccttg
  2371801 gatttataaa tacctctatc aatcagttga tctatgatgt gttgatgcaa aactacccca
  2371861 ccatgtcctc gacacaaaat tgtaattcca tactttttac tggaaagtat tttactggag
  2371921 tatctttttc attaattgct acacaaccta aaacaccctc aaatttgtta tcctcagtct
  2371981 gaacaactac cttatatagg acatcttcac gttcacaaat gtcacctaat ttaaactcgt
  2372041 ccattttacg atccttctta tagaacacca tgaaacgctc aaattcttct aactcttcat
  2372101 ctgttgcctt tcggaatgta cgtccctgat atcttttgaa agaacatcca ttttcataga
  2372161 aacgatattc tcctactttt aaccccatga ttaagtaata cttagtttga gtctcttctt
  2372221 ttaaaattcc gtaccatttc ccatttgagc tttccattac aaacatttcg ccgtactcta
  2372281 aattcaatgg cttctcataa tctacaaact cgttttcaaa aaagaagttc ataccgattg
  2372341 cagatggtac aatacgctga ctactaattc caaaaacttc atgcttccct ttttttaatg
  2372401 tgtgtgcaaa aaaatcattc ttttctttaa tccaattcgt tttcattctt tcaatcgctt
  2372461 caaatcctgt atatgttttc attgtttccc cttcgctttc tttaacattt cttcaatccg
  2372521 ttttcccgta gtatttttat agtcctcaca tgaccattca gcgttgtttg tcggagatgg
  2372581 tgtaaataac attccccaac taccaacgct tgaaatatgg acatcaagac gaattacagt
  2372641 aatggtcata ttagttcgtc tcccatttaa aaaggtaact ttcttttccg cttatctctt
  2372701 gtatacttaa actcaatatg tctgtatgta ttgaacatac gtgacgtaat acgttcgtcg
  2372761 taagctttca tcacagcttc acctgttagg tttgttgtaa tgatcgtttt ctttccctgt
  2372821 cttccatcaa agactttaaa cagtacacga ttcacaaatg cagtcgcctt cggatcagca
  2372881 gcatccatat cacctaactc agcacccaaa tcatcaatga ctaataaatc tgcactaatt
  2372941 agtaaattaa caatgctatg ctcagattcc tcagattgac cattgaacgt agaacttatg
  2373001 tagtcaaata gttctgatac agaaacataa agaaccgttc ctgcgctatt ctcattcatt
  2373061 tcatgagcaa ttgaataagc aagatgactt ttaccagcac ccacttttcc tactagaatt
  2373121 aaattaaacc tcacatcatc caagtaatct tcaagtgctc gttttgctaa ggtgtaattc
  2373181 ttttcatcct cttcacaatc agatttaaaa gttgagaatc tagcaagttt aattgtttca
  2373241 tctttaatca agctcttatc gtaaaacata cttttacgtt ttctctgttc cttctcatct
  2373301 cgaaatacat tcatttcagc ttctaactta tgattgtctt ccgccaactt acataccgga
  2373361 caaactactt caccatttat cttcatgaat cgaacagtac gttttcgttc ttttttacaa
  2373421 acctcacaag tatcagaaag gaagatcatc ttcttcgaaa gggtctttgc tatatctgtt
  2373481 acctttacta gagccatgtt ttccttccac ctttccttgt tgtaaatagc cttcaaactt
  2373541 tgtgccaaat aatgtttctg gtcttagata ctttgcttgt tctgttctta gccattcttt
  2373601 agcttttgta tcaatcacag ttttgaagtt atccacagtg aatccttcta ctaatctagt
  2373661 tttaatcaat gtttgtgttt tcttagatgt taaacggtaa ctactaccac acacgtcgtt
  2373721 gagatagttt actatctcga ctatatattc tttaatctct gatgtagtct ctgtgttagt
  2373781 ctctggtatt ggtttaccca aattgggtac atccatttgc ccattttggg tagaccgtct
  2373841 acccaagttg ggtacatcgt ttgtggattc taacaaacgg agtttttcat aattaatgga
  2373901 ataccatttc gtcttatcaa acttagctcg attataatta cctataacaa gtagctgttc
  2373961 atcttctaaa ttctttacaa tacgtctaat ggtattctca ctccaaaacg gaaattgttt
  2374021 aacccattct gccacactgt tatataccca gtttctttca tcataaaaat gcttagatct
  2374081 atttagccaa taatgtatct gttgtagaaa tatcgcctca tttaaaccaa ttctgcttgc
  2374141 cagtcctgga agaacaagta atggttcttc atgaattaat aaattactca tctcttcacc
  2374201 ttcctcataa caacttcata ataaaatcca cggtcacgat ccattacaag gcaaccttta
  2374261 aacagatgag gattttcatc atttctatgt ttaattgttt ctaacacctt tcgaataggg
  2374321 aataaataat caaacccttc attctctaaa cgacgacagc gcttaagtaa ttcagataac
  2374381 cttttatcac gtaaataccg agtacctaag ctcctattca aagctattgg cattgaacca
  2374441 tctcttacta tcgttttcat ttcggtcacc cacctattgt gcttgctgtt gcttttcttt
  2374501 cgcttcgttt aaccacgatg ttattgtttt ttgtaactga gatgcttgtt gcactgtcat
  2374561 tcctttgaaa gtttgaattc ctaatgactg ttttacagta ttttttgttt cttcaaatgg
  2374621 catgttatac acttctgata actctctaat ttgcacatga attgctttta ttctttgttc
  2374681 atttgcaatt tctgtctgtc tagcttgctc ctgttgtgga acgttatcta gttgcttagc
  2374741 tgcttgtttt ggttcatcat cttgtggaat atcttcaccc gaatagatgt ataaacctaa
  2374801 tccgtgtagt gcaatggctt ttgctagaca cctttgaatc gaggtgttta tttgaaatga
  2374861 cgtaggtttt gcgattggct tattatagtt atccaataca ggatgaattt gcgaacgtgt
  2374921 gatgttattt accgttactt caacttctac aaagtaccca acttctgttt tcatataagg
  2374981 taatccatca aatctaacaa cttgccatgt agcatcagga tgttttttca atagttggtc
  2375041 tacagcccat gaccaactca gataactaaa acggcccttc ttctctacat gcttactaac
  2375101 gtcaatagat gctaattctg caaagtaatt tttaatctca ttcatcggat tctcacactc
  2375161 tcaccttgtt ttaatgaaat accatcccac ttcatgccat tcttaatcgc taataataac
  2375221 gcttttttat ctaccttcgg attctgcgga atcatgtatt ctggtggaat aattgcatcc
  2375281 tctgcaatat ctaaacttgc tggattcttt tgaatgccta ctgttatcaa tgcaccttta
  2375341 atccgctttt tattcacagc aaccatctga tgatataaat agtccttaat atttttacag
  2375401 ctgttctcaa aagacttacg acgttcagcc aagcgatttt cttctccttt aatcacttca
  2375461 acttgtgctt ctatattacg aatcaataac gctgcacctt gtactttatc tttaattgct
  2375521 tcactgattg attgaagtgt atcgttaatt acctctggat ctaccccgtc ttcaatcatt
  2375581 tgctgtaatt gattgaagtt acttgttaat tcgtagagtt tcatagtttt atagcctcct
  2375641 aaaatggcat actgccatac ggtttattcg ttaatacggt aatcacataa tctatatcta
  2375701 actttctaca gatatctgct tcctttgcgg atataagttt caagctactt acagcttttt
  2375761 caacctgctt ttgtagtaat tgattttcta ttgtctcttc cacgtaatca ccccatgtga
  2375821 tatactgact ttggatttgt tttttaatgg aacccactgc catgggtttc tttttattta
  2375881 tacaaaacct tttgaataac atcctcttta atgccaacct ctcgcatacg ctctacaacg
  2375941 tgctgaactc tatcattttc tttcttttta aatatcaatt cctttaattg cttatcacac
  2376001 tcttttgcct tttctccaca tgcctcatac tctttacaag cctcatagaa ttctttcgtt
  2376061 ttaccctcta cgtttttctt acttgcaata cgagttaaca aaaattgatt ctttatgtag
  2376121 ttctccttct tattacgtaa agatttcgct aactccgcat cctctggtaa cactaaattt
  2376181 tcaattccca ctagattcac cagccttttt aaaaagagca tttagacata caaacctatt
  2376241 ctctattaat cgacgctgct ttttatttgg caatttatat tgtgctagta gtctaagata
  2376301 atcagatact tttacattgt tgtaatcaat tgtaaacatc attaatccat cctttcctct
  2376361 gcccattcca ctaaaaatgc ttgtacttgt tttgctggga aataccattt cttacccact
  2376421 ttaaattttg ggaaccgtgg gtcaaagaag aactgatcct gaattgtatt ccatgacata
  2376481 catacacgtt tttttagctc cttagtatcc caaaaggcta actcagcatc gtattcttta
  2376541 accttctttt gaatttcttc cacacataat tccttcacaa cattttcatc aacttgaaca
  2376601 ttaaacataa ttattccctc cttatttttt aaccattgat tctgagacgt ttataaagtg
  2376661 caattatttt ctacaaagaa atcctgagaa cgcaattttg cgttttctaa aagcttttaa
  2376721 atcatcggcc tccaaccatt tataaaattc aatgcttcct caaaatcctt cttcaaaatg
  2376781 tcgcggtaac tattcacatt gaatgcatct ttcaaattac gccctagtaa tccgaatagc
  2376841 ttgcgagtag aatcatgtac ttcactatct acatgaccgt tctcccataa aaaatagatt
  2376901 cgttttgctt tcgttttttc aattactctt tgttgtccgt agtctacagt taattgcttt
  2376961 tcaactacct gctctaaaga agaaactctt ttatttaagt tactagttcc tgtagctagt
  2377021 agttcgattt gactaaatgt atcagtaggg agaattgact gattctcaat gaatgctctc
  2377081 attcttttaa attcttcaat aaacctcact ttaattttca tcgtttcaat cgtgttataa
  2377141 gaaaacatta atattgtgaa agcatcttct gtcatgtcga ttttttgtaa agttcgtcct
  2377201 gtaacatctt tataaaagct aagcccaaag ttggactcag taaattcccc ttctcctgca
  2377261 ctttccaact tttccatctg aaccttaatg tctcttaaga catgtttatg ttgttttttt
  2377321 aacacttcag ctacggttaa gctatccgta acgactttat tatctttaat aaaaaccaga
  2377381 ctttcttgat caccttttac aaatgattct tctttttcat ctactaccat tatttgttct
  2377441 atcactttaa atcctcctca cacatgtcta gtcctaataa ttcaacaatc gctttctttt
  2377501 gttttttccc ttttctagac ccttttaaaa tgtcggataa atatgaaact gatattttta
  2377561 gctcagaagc taatacagtt agtgttaaat ctctttctaa caatactttt ctaacctcaa
  2377621 ttccaaaact cgaatacttc atctagatgt tcacaccttt caaaatgcga atatttccgc
  2377681 tgatttattg accacaatta gtctgtgtgc taaattataa ttataaaaag gtatacaaat
  2377741 acaaaactaa acagtttcct cagtattagt ttttaaaact caaatcaatt tttatactct
  2377801 ttttagctaa caaattagct tacaacctaa taacaatagt ctacaaacta atttccaatc
  2377861 gttattttta gtctacagac tattttgttt cgtctgtaag tacggaaggt gattagaatg
  2377921 agcttagtga acacaattaa aaatctttgt aaaaaccatg atacatccat atccgcatta
  2377981 gaaaaggact tagaattcgg caatgggacc ataagaaaat gggataaagc atatccctca
  2378041 gccgatagac tccaaaaagt agctgatcac tttaatgtaa ctactgattt cttacttgga
  2378101 agaacaaatc aaatgcattt aaccactaaa gatgaaaaag atattgaaaa aagaatggaa
  2378161 gaaataaaaa gagatcttca aggtgaagac ggattaatgt tctctggtga gcctatgagt
  2378221 gaagaagctg tggaatcttt attagatgca atggagtaca tcgtgaaaca aactaaagta
  2378281 atcaataaaa aatacgttcc taagaaatat cgtagtactg acgataactg atgcgagctt
  2378341 aggagggaaa acattgaaat tcgtcataag agatctagtc caacaacttt gcacaaaata
  2378401 caacacgaca aacccctatg agcttgcaga ttacttaaaa ataaatgtac taacttggga
  2378461 tttacacgaa gaaataaacg gattttataa atatgaaaaa agaaatcgtt tcattgttat
  2378521 taataatcat ttgtctccat ccatgcaaag aactgtttgt gcacatgaat taggacatgc
  2378581 aatcctacac actcacgcaa acacaccttt tcttcgtaag aatacattct tttcagttga
  2378641 taaattagag atagaagcaa atacgtttgc tgcgcttttg ttaattgata aaaagaccat
  2378701 tcaacctggt gatacaaaag catgtatagc atacaaaaat gacattccag ttgaactgtt
  2378761 agaattttat aagccttact aaaggaggta agatattttg attattgatt taaatgctga
  2378821 acgagaaaaa cgaaagaaac gcaccatcaa acaagaagaa tttaaaaaga ttcctatcgt
  2378881 tgagaaaatc catattgttg atggtgaaat aaaatatgaa gtttcgggtt ataaagagac
  2378941 tcctgtgaag tggttggatg agtaatctag ccactttaca attataagga aagagggaat
  2379001 gttataatgg ctagcttcag aaaattcgga gatgtttggg aattccgagt aagatttaaa
  2379061 gacccttata ctcaaaaata caaagagaaa tcaaaacgtg gattcaagac aaaaaaagaa
  2379121 gcacaacttg cggctgctga agaagagaaa aaattattaa acggtttaga agttgagatt
  2379181 actcctactt cgttaaaaca ttaccttaga gactgcttaa aattatttaa gcaagacaat
  2379241 gtaaggaaaa acacttttat cttgcatgaa cgtaacatcg aaaagcatat catcccctac
  2379301 tttcaaaaca tgaacctaaa agaactcaaa ccaatgatgt atcaaaaatt tattaattcc
  2379361 ttaactgatc agggttacag taagcgaact gttcaaatta tccacggtac aatgaacaat
  2379421 gctatgaaaa aggctgttag cttaaaaaaa tcgaaaacaa tccttgtgaa gaagtagtta
  2379481 tttcaaataa gaacaataaa gaaagagaag ggctaaaata catgcgaagt gaagacattc
  2379541 cccttttctt aaagacttct tatcaataca actatattta ttacatcttt ttcaaagcac
  2379601 tactgaatac aggtatgcgc aaaggtgaag ctgctgcttt acaatggaaa gacataaatt
  2379661 taaaagaaca tactattatt atttctaaaa cattggattt tacagctaaa acaaaagaag
  2379721 aattatttgg agatacaaaa acatttactt ctaaacgtac tatcatgatt cctaaatcat
  2379781 tagtcgatga actgctggca cataaaaagt ggcaaaatgc caataagctt gttttacaag
  2379841 atgcgtatga gcatgaatta gatttagtct tttcaagagt cgatggaaag ttcttaccga
  2379901 agtcaacatt gttcaatgca ttctcacgca tacttaagaa agcaaattta cctagattag
  2379961 aaatacattc attacgacac acccacgcgg ttcttttatt agagtctggt gcaagtatga
  2380021 aatacattca agatcgacta ggacataaga gtatagaaat aacttctaac gtttactctc
  2380081 atattagcga caaaattaat aaagattcta tttcagggtt tgaagcttat atgaataatg
  2380141 tattggggta actttgattt ttttgtgggt gttttgtggg tggattactc ttctttcaaa
  2380201 taaaagtgtt ttacccacaa aataaaaaaa ccctcaacac gttgtgtgtc aagggtttga
  2380261 gcctcttagt aaagagacat atattgatcg cgttcccatt ggtgaacttg tgtgcggaag
  2380321 atatcccact caatttcctt cgcttcaatg aagtgctcaa gtaagtgatc tcctaatgcg
  2380381 ttactaatta cttcgttaga ttgtaatgta actaaagctt gcgctaatgt tgctggtaag
  2380441 tcaacgatac ctgcttcttc gcgctcttct tttgtcatta cgtagatgtt acggtctact
  2380501 gcagctggtg gagttaattt gtttttaatt ccatcaagac ctgcagctaa taatgtagcc
  2380561 attactaaat atgggtttgc agctgggtca acactacgta cttctacgcg tgtactaata
  2380621 ccacgagatg cagggatacg tactaatgga ctacggtttt gtgcagacca tgctacgtaa
  2380681 caaggagctt cgtatccagg tactaaacgc ttgtaagagt ttacagttgg gtttgctacc
  2380741 gctgtaaatg ctggcgcgtg ttttaagata cctgcgatga agtgacgagc atcatcactt
  2380801 aattgtaagt caccgttttg atcgaagaat acgttctcgc catttttgaa taatgataag
  2380861 ttacagtgca tacctgaacc gttcacaccg tataatggtt ttggcataaa tgttgcgtgt
  2380921 aaaccgtgtt tacgagcaat tgtttttaca acaagtttaa atgtttgaat gtcatcacat
  2380981 gaacgaattg catttgcata tttaaagtca atttcgtgtt gccctggagc aacctcatgg
  2381041 tgagacgctt caatttcaaa gcccatttct tcaagttcaa gaacgatatc acgacgacag
  2381101 ttttccccta gatccatcgg cgcaaggtcg aagtatccac cgttatcgtt taattctaat
  2381161 gtcggatttc ctttttcatc tactttgaat aggaagaatt ctggctctgg tccaagattg
  2381221 aaatctgaga atcctaaagc ttccatttct tttaatacac gttttaaatt gttacgtgga
  2381281 tctccttcaa atggagtgcc atctgcattg taaatatcac agattaatcg agctacttta
  2381341 cctttttcag ctgtccaagg gaaaattacc caagtatcta aatctggata taagtacata
  2381401 tcagattctt caatacgtac gaaaccttca atagaagatc catcaaacat cattttgtta
  2381461 tcaagagctt ttgttaattg gctcactgga atttctacgt ttttaattac tcctaaaagg
  2381521 tccgtaaatt gtaatcggat atactttaca ttctcttctt tcgccaaacg gaaaatatct
  2381581 tcttttgtgt acctagccat tataaattcc tccttagtcc ctctaaacac cttcagaatc
  2381641 agttctcttt agtgaaaaaa ccttgaaata tcaccttgtc gcaatgaagt tcgattaaat
  2381701 ctacctgtat gttgtagttc gtctcgaagt attttgcgaa gctcagtttt tgaaatttct
  2381761 tttgtttctt cttttacttt cactgcttct gtttgatttt ctttcatcag taacacttgt
  2381821 ttaataccag ccatattcaa gccttgatct aataaatctt taatctctaa caacttatct
  2381881 acatcgttaa atgaaaataa tctacgattc ccctttgtac gggttggaga aacaagatta
  2381941 tgctcttcat agtagcgaat ttgacgtgca gataattgtg ttaaatccat aacaatacca
  2382001 ataggaaaca gcggggcaga acgtctatct tctttcattg tttcagttcc tccttcgcct
  2382061 taactgcttc tcattttata ccatgttatg tttagtgtca atagatgtca gcttttctta
  2382121 catgattttt ttaaaaattt tttcattctt ttttctaatg aaataaatcc ttactttcac
  2382181 gcgaaaaaag ctgtcgaaat cgacagcttc cctttaagaa attgttaata attctttttc
  2382241 aattaatgca tcaattgcag aacaaattgc aatcttcaca tgcgaataag ttaatccacc
  2382301 ttgtacgtaa gcaacataag gcggacgaat cggaccatca gctgataatt caatactcgc
  2382361 accttgaata aacgttcccg cggccataat gacatcatct tcataacctg gcatatagtt
  2382421 cgcatacgga gtgaagtggg aattaatcgg agatgcatat tgaatcgctt ggcagaacgc
  2382481 tatcatacga tctttatcat caaattgaac agactgaatt aaatctgttc ttggtgcatt
  2382541 ccatgctggt gatgtattca ttcctaactt ctctaaaaat gcagctgtaa aaatcgcacc
  2382601 ttttagcgct tgtcccgcta cgtgcggtgc taagaagaaa ccttgataca tttcttgcag
  2382661 actatataaa gatgctcctg cttccgcacc gattcctgga gatgttaaac gataggcaca
  2382721 cgcttcaaca tactgttctt taccaacaat ataaccacca gttttaacaa ttcccccgcc
  2382781 cgggttttta ataagcgaac ccgccattaa atctgcacca acatggcatg gctcttgttc
  2382841 ttcaataaac tcgccataac agttatctac aaacacgaca acatccggtt taatttcttt
  2382901 aacaaacgct atcatttctt taatttgaga aatagtaaaa gacggacgag tagcataacc
  2382961 ttttgagcgc tgaataccga tcattttcgt attactatga atggcagccg caacagcccc
  2383021 taaatcaaca agcccctctt cagtaagcgg aactgcatta taaccaatat tatattcttt
  2383081 aaatgaacct acaccttttc cgcgtacacc aacgatttct tctaacgtat catacggctt
  2383141 gccagtgatg tacaataact catctcctgg acgtaaaata ccaaataacg ctgtagaaat
  2383201 agcgtgagta cctgaaatga tttgcggacg aactaggcca gcttccgctc caaatacatc
  2383261 tgcatacact ttttctagcg tatcacgacc aatatcgtca taaccgtaac cggtcgtcgg
  2383321 aataaaatgt gaatcactaa ttttatgttt acgaaaactt tctaatacac gaaactgatt
  2383381 actttcaatt acttcatccg cacgtttatg tacttctgta atttggctct ctacttcttt
  2383441 tacaatcgga gcaatctttt ctccattttt caaacgatca aacattttta ttttctcctt
  2383501 cttccactaa aaatctcttt aattgcacat taagtgatga atgagcaaaa atataccctg
  2383561 cgcaatcata tacaaattta tcttccaaaa actccatctt cgttaatagc gtctccgtct
  2383621 ttagtaacgt taacaactta ccttcactcg gaggaatctc cacttgataa cgattcattt
  2383681 cttccttcat tttcgtttcg cttcttttat atgtaataga tccttttctt caaaagcact
  2383741 agtcattaag aagtcatttt tcggaaacgg aataaagttt tgatgtaatt catctttttt
  2383801 attatataac gtaataatag gaatatgatt aatttcgagt tctgacaata attgttttac
  2383861 tgttttctca tgccctacat aattaggatc tgcagaatcc acaacatgta aaataacatc
  2383921 cgcttcacca gcttcttcta acgtcgaacg gaatgcagca attaatgacg taggtaaatc
  2383981 ttgtataaaa ccaactgtat cagttagtaa tactgtataa ccagaaggta gcggcatctt
  2384041 ccttgttgtc gggtctagtg ttgcaaacaa caagttttct tcaaatgtat cggcttccgt
  2384101 taatctatta aacagtgtag attttcccgc attcgtatat cctattaacg aaacttgaaa
  2384161 tactttatta tcttttcttc tctcacgata tctttttcga tgttccacaa caaccgcaag
  2384221 ttgtttcttt atttcatcaa tgcgtgatcg aatatgacga cggtccgtct caagcttcgt
  2384281 ttcacccggc cctctcgttc caataccacc accaagacgt gataaagaca atccttgtcc
  2384341 cataagacgc ggcattgtat attgcaactg agctaattct acttgaagct tcccttctct
  2384401 cgatttcgca cgttgcgcaa aaatatctaa tatgagttgc gttcgatcaa ttaccctcgc
  2384461 atctaatact gaggataaat tccgaatttg actcggtgtt aattcgttat taaatacgat
  2384521 aacatccggt tctaattctt cagttaacat ggtaagctct tctaatttac ctttaccgat
  2384581 ataagtcgcc ggatgaaact tcggtcgttt ttgcgttgta gacactaaca attctgctcg
  2384641 tgcagtcttc gctagcgatg caagctcttt catggaatgc ataaactttt catcatcatc
  2384701 ttgcggcaat tgacagccca ctaatatgac tttttctttt tcttccatca aatatgttca
  2384761 ctcatccttt tcgaaattta aaccttctaa tataatagca gaggaagcac atttcatcta
  2384821 gttagcgggg gagaaaattc atggcatggg agatttttag catcataggc acaattgcct
  2384881 tcgcactaag cggagccatt gttgcaatgg aagaggatta tgatattttc ggggtgtata
  2384941 ttttaggaat ggcaaccgca tttgggggag gtgcccttcg taatttatta attggttatc
  2385001 cgattgtcgc gttttggcaa caagacatgt tatttcaaat cgcactttta tcaatgacga
  2385061 ttatttttct ttttccaaat aaattaatta gacactggaa aaagtgggaa aatatcactg
  2385121 atgctatcgg cttatcagca tttgccgtgc aaggagcatt atacgctcaa aaactaaatt
  2385181 tacctattag cgctacgatc gtagcagctg ttctaactgg cattggcggc ggtatcatcc
  2385241 gcgatctttt agcccgtaga aagcctctcg ttcttcgagc tgaagtatat gctttttgga
  2385301 cgattctagc cggtttctta atcggcgctc aaattattgt tagcgattgg gctctataca
  2385361 ccttattcat tttaattgtt tgcttccgca tggtttctat tcattacaaa tggcatttac
  2385421 cgcatagacg catcgacaca aacgaacgtt caatgcataa atagcaatcc aacctcttta
  2385481 caaatcgtaa agaggttttt cttttctaat gagtttttct ttacataatg tttatactaa
  2385541 tcctcaaagc gaggtgaata caaatgaaaa accacgttaa taaaggggct caaaaaagct
  2385601 cagtaggcca atttggacac gaccttcatt ccgcacacga aaaaagcgct aaaatggaac
  2385661 gcttccataa atcttatcaa ggaaaagaaa aaaataataa aagcacttat atagaaaaaa
  2385721 cagacgcaca gcttacgtac tgtgcgtctc ctcttcaagc atcaaatcac tacttgatat
  2385781 tccaaccaaa tcatatttat catacgcatc ctcttgcaac aaccgcatag cttgtgtacg
  2385841 aatcgatttt tcaacaatat tccggacata ccgcccatta ctaaaggatg taatttgcga
  2385901 tgagtacttt acagcatgta aatgatctct aaatttccat tcagcctctt tcgataactg
  2385961 atattcacgt tcttcataca tccgcttccc tatttctaac agctgattta ctgagtaatc
  2386021 cgcgaattca attataaacg gaaaacggga ttgcaatcct ggattcaatg aaagaaagtg
  2386081 attcatctct cttgaatatc cggctaaaat caatacaaaa ccgtgttgtt tatcttccat
  2386141 atgttttaca agcgtgtcaa ttgcctcttt cccgaaatct ttttctcccc ctcgtgctaa
  2386201 tgaatatgcc tcatcaataa acaaaattcc ccccattgct ttttttatta aatctcttgt
  2386261 tttttgagct gtatgaccga tgtactctcc tacaagatcc gcacgttccg cttcaactaa
  2386321 atgccctttt gatagaatat tcatctcaaa caataatttc cctatcattc tagcaacagt
  2386381 tgtcttccct gtacctggat ttcctttaaa caacatatga agcacttgct tctcagactt
  2386441 caatcctatt tcttgtcgtt ttttatttac ataaatccaa gcatatattt cttttattat
  2386501 cttttttata tcatccatcc caacgagctt tcccatctct tcttctattc tttgcaacat
  2386561 ctcatgtttc gtagtagttt cacttgaaat tactgtttta ttttctgcgg ccggtaaaga
  2386621 aattttcttt cgatgattta acacaatgtt aatttgatta ttatttttct ttcgcatcga
  2386681 ttgttccatt caatcacctc attttatcca ctcaccaaat attattattc ttgtctccct
  2386741 tgcaaatgac tattttcaga aaagtttgct ataatataag aaataatgaa ggtggtggga
  2386801 ctatggagac aacggaattc catgatacaa tacaagcctt ttctattttt ttattgaata
  2386861 aaggccgaaa accttcaacc attaaacgtt acgtttatga cattgaagat ttcggacatt
  2386921 ggttagaaaa aaacaaaaag ctcccttcca gtaatatatg ggctacactt tgtacaaaag
  2386981 actacgaaga ttacttttcc gatttaaaaa agaatcgaca ttactcagag aaaacgatgc
  2387041 accgtgtatt tattgtatta aatagaatgc atcactttct aaacatccct aatccattaa
  2387101 agaacatgga aatttctatt caaccagatc gcacacttcg caatgaagat ttcatttcat
  2387161 ctgatgaaga aaaaagatta aaacatatag ttacttcatt agaaggactt tcagaaaaac
  2387221 agcgtcctgt acgcccttta ttgatggatc gtaatatcgc tattttaaat ttactaattg
  2387281 actatggatt atccttacag gaacttacag cattaactat gcatcacgtc cactttgaaa
  2387341 cgaacacatt atctatccca gcaaccgcag gggtagaaag aacaatttca ttaaccagcg
  2387401 aagacaaaaa acaactatat acctattaca aaagcatccc tgaacccgtt cgtccaaaat
  2387461 accatagtaa tgatccatta tttgtcgcat tcgattttaa tcgaggaact tacagatggg
  2387521 tatacgaaaa tgatgcacca aaaggattaa cagaaatcgc tatccaaaaa atgattcgcc
  2387581 ttgaagtatc tagagctaat ttacgcaaag gaatctcagg acaacacttt cgcaacacct
  2387641 atattttaaa tttaataaaa aaagagactc cggagtcaga aattataaag ctagctgggt
  2387701 tcaaatcaaa aatttcacta aaacgatatt atcaatacgc agaaaatgga aaaaacgcct
  2387761 tatcataagg cgttttttcc attttttctt caaacaaacg attttactat gaccatttaa
  2387821 ctaatttttg catctactat gatgagtttc attcacattc tcattagaaa ggagagattt
  2387881 aatgtctcgt tatgacgaca gtcaaaacaa attctccaaa ccatgctttc caagtagcgc
  2387941 tggacgaatc ccgaatactc catcaatccc agttactaag gcacaactta gaacatttcg
  2388001 cgcaatcatt attgatttaa caaaaataat cccaaaactt ttcgcaaatc catctcccca
  2388061 aaatattgaa gatctaatcg atacattgaa cctactaagt aaatttattt gttcactaga
  2388121 cgctgcttcc tccctgaaag cacaaggatt agctattatt aaaaacttaa taactatatt
  2388181 aaaaaaccca actttcgtag caagtgctgt atttatcgag cttcaaaatc taattaatta
  2388241 tttactatcc attacaaaac tattccgaat tgacccttgc acacttcaag agcttcttaa
  2388301 attaatagca gcattacaaa ccgctttagt taattctgct tcattcattc aaggacctac
  2388361 tggacctact ggacctactg ggccagctgg tgctaccggt gctactggac ctcaaggtgt
  2388421 tcaaggacca gcaggcgcta ccggtgccac tggacctcaa ggtgttcaag gaccagcagg
  2388481 tgctactggc gctactggac ctcaaggtgc tcaaggacca gcaggtgcta ccggtgctac
  2388541 tggacctcaa ggtgctcaag gaccagcagg tgctactggt gccactggac ctcaaggtat
  2388601 tcaaggacca gcaggtgcta ccggtgctac tggacctcaa ggcgttcaag ggccaacggg
  2388661 tgctactggt ataggagtta ccggacctac tgggccttct ggtgggcctg ctggtgctac
  2388721 tggacctcag ggacctcaag gtaatacagg tgctactgga cctcaaggta ttcaagggcc
  2388781 tgctggtgct actggtgcca ctggacctca aggtgctcaa ggaccggctg gtgctaccgg
  2388841 cgctactgga cctcaaggtg ttcaagggcc aacgggtgct actggtatag gagttaccgg
  2388901 acctactggg ccttctggac ctaacttccc tgtagcaaca attgttgtaa caaacaacat
  2388961 tcaacaaaca gtactccaat ttaacaactt catttttaat actgcaatta acgtaaacaa
  2389021 cattatcttc aacggcacag atacagttac tgttatcaac gctggtattt atgtcattag
  2389081 cgtatccatc tctacaactg caccaggatg tgcaccactc ggagtaggaa tttcaataaa
  2389141 tggagcagtc gcaactgaca acttctcttc aaatctaata ggcgactcac tttcattcac
  2389201 tacgatcgaa acgttaactg ccggcgcgaa catttctgtc caatccactc ttaatgagat
  2389261 tacgatccct gcaacaggaa acactaatat tcgtctaact gtatttagaa tcgcttaaat
  2389321 ttcactattt attttttata acaaataaaa aaagagcgag aaactcgctc tttttttgtt
  2389381 atgtacaata attcattact actctaattc aattgaaaca tttttttgtg gtacgaatgt
  2389441 agaaattgca tgtttataaa taagctgttg cttaccttct gtttccagta ggactgtaaa
  2389501 attatcaaat cctttaatta atccacgaag ctggaaacca tttaataagt acagcgtaac
  2389561 aaacgtattc tctttacgga gttgatttaa aaactgatct tgaatattga ttgattgctt
  2389621 catgtcgaat cctcctcttt ttctctactt actattattc gactttagtt gtagctttcc
  2389681 ttctatgtat cgtaaaattt ctgacgtttt ttcaccgtct gtaacatcaa accatgtgac
  2389741 atccatctta ttacggaacc acgttaattg acgttttgca taacgacgtg aattcgtctt
  2389801 taattgtgat accgcttctt ctaaagagac acgatcctca aaataatcat atatctcttt
  2389861 atacccaatc gcttgaatag attgacaatc tcgtatccct ctattataca acccttctac
  2389921 ttcttctaat aaaccttggt ccatcattat atcaactcgt aagttaatgc gatcgtatag
  2389981 catttcacga tccattgtca agccaattaa ggaaacatcg tataataact cgttttcttg
  2390041 tttttcaagt tgatcactca ttttttcacc cgacgtgtga aaaatttcta acgctctaat
  2390101 gacacgacgc acattatttg catgaatacg ctcagcgctt tctgggtcta cttcttgtaa
  2390161 tttcttatgt acatattcca caccacgttc taatgctaac ttttccattt gttctcggta
  2390221 tatagcatca ccagcatcat ccgtaaactg ataatcgaat aaaacagact gtatatacag
  2390281 accagttcca ccaacgataa ttggtaattt accacgctct gtaatctctc gaatatgctt
  2390341 acgaacacgt tcttgaaact cggcaactga aaatgattct tccggatttt ttatatcgac
  2390401 catataatgt ggaattccat ccatctcttc tttcgtcacc tttgcagttc caatatccat
  2390461 cgtacgataa atctgcatgg aatctccact tataatttca ccgttcaacg ctttagcaag
  2390521 atcaatactt aacttcgtct tcccaacagc agttggtcca atgatgacag caactttttc
  2390581 acgttgcact tctcccatat cattcaactc tctttatgta atgtactcca tctattgatt
  2390641 atatccaatc ttaccaattt taacggcatg tttgcaagtt ctttcattac ggtacatgaa
  2390701 attacaaata aaaaagaaca tagtttgtcc aattccgcat atacatgatt aaaaatacct
  2390761 tcgagaggat gagttaacta tgaaacaatc cactatcaat ttttcatctt tgacaaaaga
  2390821 cctcatttta gctactgcta caaaagaaca aaattgttca caagaagaat tgtacttcgc
  2390881 cttaaattgt ttgctacgtt cttttcattc tactctccaa gaaacaacat tacatacaga
  2390941 aaataaaaat acagagtata tacaaaatca attttgcagc gcatataaaa ttattacagg
  2391001 taaaacgatt tatccttttc aataatccat aaaaggcggt tgcttacata ctttcaagca
  2391061 accgcctttt atattaatac atatatacta ctctataact ttcactttta cagatttgcg
  2391121 cccccagcta ttagcactac catctgagcc aactaaaaca tcaatacgat ttcctttaat
  2391181 cgcaccacca gtatctccag caatcgcttc tccatatcct tctacccata cttttgatcc
  2391241 aagcggcatt actttaggat caacagcaat tactttcata tttggattag ctgtcaaatc
  2391301 atgccccatt gcagttaata cacgaccacc atacgtacca ttctcacttg gatgcgctgt
  2391361 atacgctgtc gcttccactg ttatttcacg tccaccagca ggtgcacttg ttcccttaga
  2391421 ttttgcaacc tgttgcacag ctggctttgc ttttgccaca ggtttacttg attccacatt
  2391481 cttaacagac tctttgttct taactacttt attattttta accggtgcat tcactcttac
  2391541 cggcgcttct tcttgcgtta caacttcttt cttttcaacc acaggtgccg tccctgttaa
  2391601 aaatggcacg tgaacatatc caacttttcc attgtagtca aattgtaacc actcattttg
  2391661 aacttgattg gtcgtttcaa ttacatcatc tttatttagt ttaccaagga tttcagagtc
  2391721 agtattcgct ccggcacgaa catttaacac gcccgccgtt acataatatg tactttttgt
  2391781 aaattcagca cttacaaacg cttctttacc atttacttta atttttgtcc atccattttc
  2391841 tgtatttata acatctaatt tatttccact taacatttta cctacaagct ttgactctac
  2391901 agttgggttt tctctaacat ttaatacgtc tgttgttaca atcgtttccg ctttcgcaga
  2391961 acctgcaaaa atcccaagac caaaaactgc cgccgttgct atacctaata attttttcat
  2392021 gaatagcctc catttgcttt gttttcgtat tttcattata gcaacggatt tttaagattt
  2392081 ttagaaaaca cacaattaca aaccattcgt aatatacgat taatgagttg taacataaat
  2392141 ttccatatta atgaattaca tttccaatag aattcccaat agttttcata tattttccac
  2392201 atacaagcac cagaattttt ttccaaaaaa attacagtat tacttttttg ttacaaaaaa
  2392261 accatatttc attacatctt ttaccaaaat tcatcattct ccaattatta acctcctttt
  2392321 ttgtaataaa aaggagcagc ttataaaagc tactcccttt acacgtatta tttaactttc
  2392381 tttttccaaa tccccatcat aagtgcagaa acaactgccc ctatcaatat cgagaaaata
  2392441 tataacactg gtttatttac taatgctata acaaacaatc caccatgcgg tgccggtaat
  2392501 gtaatttgga ataacataga taatgcaccc gcaatacttg aaccgacaac acaactgaca
  2392561 attactcgaa ccggatctgc agctgcaaat ggaatcgcac cttctgtaat aaacgatgct
  2392621 cccataatat aatttgttaa accagactta cgttccgctt ctgtaaactt cgatttaaag
  2392681 aatgtagttg cgaatgcaat tgcaagcggc ggtaccatac caccagccat aaccgctgag
  2392741 tgcaccccaa agttctgtgc ttctattgca gcaataccaa atgtaaatgc tgctttatta
  2392801 attggaccac ccatatcaat tgccatcatc gcacctaaaa taagacctag taatatagca
  2392861 tttgtaccgt tcaaaccatt taaccatcct gttaacattt cattcaatgc tactacaggc
  2392921 ggaattacta ctttttgcat aacaactcct gtaatcaata atccaaagac tggatataac
  2392981 aaaacaggtt taataccttc taactgtact ggtaatcctg aaaatagtct ttttagccct
  2393041 aagacaacat atccagctaa gaaaccagca attaatccac ctaaaaagcc agcattcgca
  2393101 tgtgccgcta aaaatccccc gacaacacca ggcataaaac caggacgatc agcaatagaa
  2393161 ctcgcaataa atcctgctaa aattggtaca aggaataaaa atgcccctgt tccccctcct
  2393221 ccaatagaca tgaacaattc agctaaaggg ccttctgctt ttataccacc aaacgaaaac
  2393281 gctagcgcaa ttaaaatccc accaccaaca acgaatggaa gcatattact tacgccgttc
  2393341 attaaatgct tataaattcc taatcctttt tctttctctg tactttctgt ctttccatct
  2393401 tcttttattc ctttaaagat cggtgcatcc tgttttacag cacgattaag aagtttttca
  2393461 gtttttctaa tcccgtcagc gactggcact tgaatgacat gtttaccagc aaaacgattc
  2393521 atttctactt gtttatctgc cgcaacaatt atagctgttg cgcgttcaat atcctctttc
  2393581 gttaaaccgt tttttatacc tgttgatcca ttcgtttcaa ctttaattgc aatccctagc
  2393641 tctgctgctt ttgctttcaa actatccgca gccatatatg tgtgagcgat tccagttgga
  2393701 caagctgtaa cagctaatac gtatggttca ttcccttctg gttgtgcaac ttctacctct
  2393761 tcttcttttt cattttcttt ttcatcaaat agacgaagaa gttcctcttc atcctttgct
  2393821 tctaacaatt gcttacgaaa tccttcatcc attaatagtg tagataagcg tgataacgtt
  2393881 tctaaatgcg tattattcgc cccttcactc gcagcaatca taaagaataa atgcgcaggc
  2393941 tgtccgtcaa gcgattcata gttgataccg cttacacttc taccaaaaca aatcgctggt
  2394001 tgcttaacag cttttgtttt cgcatgaggt atagcaatcc cttcaccaat gccagttgta
  2394061 ctttgtgact cccgctttaa aatagcttct ttaaattcag ctttactatt taaacgattt
  2394121 gccccgttta atttctcaac taattcatct atgacagctt ctttatttga agctgtcaaa
  2394181 ttcataataa ctgtatccct ttttaatagt tctgtaattt tcatatgctg cttcccccta
  2394241 tcgcttagtt acaattactt gcgacaataa ttcttctact ttttcctttt cacataaatc
  2394301 agctgaaaat gctgttgcac tccccgttgc aacgccatat tgaaatgcct tttcaatatc
  2394361 ttttgtctgt tcatatttac ctacaaatcc agcaacgaga gaatctccag ccccaaccga
  2394421 attaattaca acaccttttg gaactgttgc ttcatatata ccttctgccg taaacaataa
  2394481 agctccatct ccggccattg atacgataac gtgctctaca ccttgttcaa ttaattttct
  2394541 tccatacggt aaaatatctt ctgctgttga aatttctact ccaaataact caccaagttc
  2394601 atgatgattt ggctttatta aaaatggttt atttttaact acatgctgca aagcactacc
  2394661 acttgcatct actactacac gaataccttt ttcagctccg aacgctgcga ttgattcata
  2394721 aaaagtagtt ggaatagacg ccggtacact tccagctagt acaacataat ctcccttttg
  2394781 catactttca atttgtttca ttaattgttc aaattgttca tttgtcacac taggtccttg
  2394841 cccatttaat tctgtttctt cttgcccttt tattttcaca ttaattcgag aatctccatc
  2394901 tacttggacg aagtttgtta ttaccccttc cgtctgtaat acatctttaa taaatcgacc
  2394961 ggtaaatcca ccagtaaatc caagtgctac attttcaaca cctaagcgat gaagaacacg
  2395021 agaaacatta atccctttcc ccccaggaaa cttcatatct ttctccgctc gatttactgc
  2395081 gcctaaatct aaggaattaa cttgtactac ataatcaata gatgggttta aagttactgt
  2395141 atagatcatt gtttatcagc ctcaattaca ttggtttgtc ttttatattt ttctaaatca
  2395201 atttctaaat ggtttgtaat aatatttgcc tcttcaacat tggcaatttt cgcaaacgca
  2395261 acttccgaaa acttactttc atcaattaag aaatatcctt catttgctaa tgttaatgcc
  2395321 atttgcttta aaagcgcctc ttccggatct ggtgttgtaa aaccaagctg ttcatgtaca
  2395381 ccattcgctc ctaaaaaaca tttatcaaaa cgatacttct gcatactttc ctgtgccata
  2395441 gcaccgatta aagctttcgt cctactcttc atcattccgc ctagtaaata ggcacgaata
  2395501 ttattttcaa ctaaagcttc aatatgcata agtccattcg taacgacagt aacatcttta
  2395561 tttattaaaa atggaatcat ttcaaatgtt gtacttcctg catctaaata aatgaaatca
  2395621 ccttgttcca caacgctagc cgcatacttc gcaatttgtt gttttatctg aatgtttttg
  2395681 gatgattttt caaccatcgt cggctcctgt ccttttcctg ttaaaacagc cgcaccaccg
  2395741 tgaactcttt ttaataaccg ttgtttttcc aattgcgcta aatcacgacg aattgttgat
  2395801 tcagagctcg ctgttctttc cactaattgc tgtaatttaa caaccttctg ctcttttaca
  2395861 agttgcaata tcatttgatg acgttcagga gttaacattt tattcacctc ttctttgatt
  2395921 acagtataat gaaaacgatc acaaaaatca accataaaca ttcacaaata accaaaaaac
  2395981 aatcacgaac agttataaac aacaaaaaag aaacccattt gattgtgata tcaaatgggt
  2396041 ttctttactc cattcactta taaggaagct ttatatatgc ttaaaacatc gtctttattt
  2396101 aattttttaa agttaccaaa ttcgccatta gccatcgctt tatccgccat tacatcaatt
  2396161 tcattttctc caatagtgta atcagatagt gttactggtg cctcaattga agtccaaaat
  2396221 tgacgtaacg cctcaattcc ttctaacgca atttctcgat cagtctttcc atctgttttt
  2396281 acatcgaata cacgaatagc aaactgttta aaacgactta cattttcatc tacaacatgc
  2396341 ttcatccagt tcgggaatag aatagctaag ccgcctccat gcggtatgtc atgaaccgca
  2396401 gaaactgcat gctcaatatt atgagttgcc cagtcccctt ttacccccat cgctaaaata
  2396461 ccgtttaacg ccatagtacc gcaatataaa atcgtctctc tatgctcata attttctaga
  2396521 tcacttaaaa gcttaggagc tgtctcaatt actgttttta aaacagattc acaataacga
  2396581 tcttgtaatt ctgtatttgt tccatgatgg aaatattgtt ctaatacgtg cgacataata
  2396641 tctaccatac cgtaaattgt ttgatctttc ggtacagacg cagtatgggc cggatctaaa
  2396701 attgaaaact gcgggaaagt aacagggcta ccccagccat atttttcatt cgtttcccaa
  2396761 tttgtaatga cagaaccagc attcatttca gatcctgttg ccgcaagagt aagcacagta
  2396821 ccaaatggta atgcctcact ggcaaatgtt ttttcgttac aatatcccac acatctccat
  2396881 cgtacttact accagctgca attgccttcg tacagtcgat tacactacct ccaccaactg
  2396941 ctaaaataaa ttcaacacca ttatctttac aaatttgaat ccctttcttc acagttgata
  2397001 cacgtggatt cggttcaaca cctgtcaatt caaatacttc tgcatttatt tcctttaaaa
  2397061 tagaaattac attatcataa ataccgtttc ttttaatgct gcctcccccg tatacgagaa
  2397121 gaactttttt accgaactgt ggaatttcag tttttaactg ttctaattga cctttaccaa
  2397181 aaataagttt cgttggatta cgaaatacaa aattttgcat atccctttac catcccttct
  2397241 atatgaaaag caactatact tttgtatacc atattttttt catttcacaa aaatatttgc
  2397301 ctaacaaaaa aatcccagcc tacaggctga gattttttat tgataataag gtgagatcat
  2397361 taaataaaca ataacaccag ataaacttac atataaccaa atcggcatcg tccaacgtac
  2397421 aattttacga tgacgtgtta attgatttgt aaaaccaaat acaagtgcaa acaatgcaag
  2397481 tggtacgata attgctgcta ggataatatg tgtaattaaa atgatgaaat acacatattt
  2397541 aatgaatcct tcgccaccaa aatgtgttgc tggcgccaag taatgatacg ataaataaga
  2397601 aacacaaaat agcaacgtcg tcgtaaatgc tgctaggata aaaccacggt gcattttcac
  2397661 gttcttctta ataatagagt ataaagctgc taataagaat acgaacgtaa agctattaaa
  2397721 aattgcgttt aacattggta aaatggttac atcaaaatgt acttctcctt cataaccaac
  2397781 aggtccgaag aacaaaaata aaataatcgc atttacaatt acagaaagcg ttatcacaat
  2397841 aggagcatag cttttctgat ttgttgattg atccaccaaa atggtcactc cctcttcctt
  2397901 caaatatgta tacgtaacct cactatttta acatactatt cacagtgtaa atgtgacaat
  2397961 agtttgacac agcaagataa gaaaaagaaa aatccttctt aataaaactt cttaagaagg
  2398021 attttatcgc tttattattc aaatagcaat gcgattagtt tttgttaaaa aatgtatcgc
  2398081 tatatgcttg aaaaatttca gacacttgat atcccattaa agaaattgct gttaatgaaa
  2398141 agaaaccaat cataagaaat cgaaaccaca tataaatctc ctccttgtat ttagctaaaa
  2398201 acattcgcta cattacaagt tgagtggcac tcttcatcgt cactttcctt tttctttaca
  2398261 attgctgtaa taaatcgaat cataaagaaa actacaaaag gaaattgttc gtaatttacc
  2398321 ttggcatagt ttagcaacgg ctcgcgctgc atatcgaacg gggatgagaa ggaatagaac
  2398381 ataccttgct cttccatata tacaattaca attttcatgc aaaatacgat tcctagaaac
  2398441 gaaacaatat cttgccattc tgtcgtatat aacaggttat atagctctaa tacgtactct
  2398501 tccatcgtca tccccccttc cttttttatc attttgctcg ccttcgtata aaaagtcaag
  2398561 aaaaaagttt atattcacta tgacaatagt aattactctt ttctaccaat ggttggatgt
  2398621 agcatttctt agaaaacaag aaattaaaat cggacagatt cctcattctt acttttagta
  2398681 ttcaacactg tactattttt atttctatta aaaataaaat aagaaatgat tataagaaca
  2398741 gtgacaagca tcgtcaaaag tgcttgtgaa cgtaaagatt caatggcaag catcgcaatt
  2398801 aaaactgcta taatagctgc aattgtaaca tacgtcacat acgggaaaaa ccacattttc
  2398861 actttcaaat tttgttgttc tacccttccc atttttttac gaatctttaa atgcgaaata
  2398921 gctataacga gataaacgag taacgcaatc ccaccagagg cattcactaa aaataaaaag
  2398981 actttatctg gagatatgta actaaaaaca actccaatat aagcgaagaa cgttccgaat
  2399041 aaaacggccc gaactggaac accactactg ttcaatttca agaacgcctt tggagcatct
  2399101 cctctttccg ccatcgaaaa aagcattctt gagttcgtat ataaaccaga atttaaacaa
  2399161 gaaagtacag ctgttaaaac gataaaattc ataatttgcg ctgccgctgg tatccctata
  2399221 tgttctagca ccgctacaaa cggacttttt agtatgtttg ctgaattcca cggaagaagt
  2399281 gtaacaacta cagcgataga tccaatgaaa aatacgagaa tacgccaaat tacactattt
  2399341 gttgctgttt ttactgcttt tacaggttct gcagactcac cagctgctac cgctacaatc
  2399401 tctgatccca taaatgaaaa tataacgaca gtaattccaa gtagcaccga acttataccg
  2399461 tttggcataa atcctccttg ccccactaag ttcgaagtgc caggtgcttc cgttcctggt
  2399521 acaaatccta aaataacagc tagtccaaga caaaggaaca aaacaatact tattacttta
  2399581 ataaaagaaa accaatattc aaactctcca aatgatttca ctgaaaaaac attcgtcaat
  2399641 gttaataaaa tcgttaatat taagcttaat aaccaaagcg ggatttctgg aatccagtac
  2399701 tgaataatac cagcacccgc tgtggcttct atcgcaataa caattaccca gaaaaaccaa
  2399761 tatagccacc caattgtata accggcccac ggaccaattg cttctcttgc atatgttgca
  2399821 aatgatccac ttgtcgggtt aatagctgcc atttccccaa gcattctcat aacgaaaacg
  2399881 actaaaagtc ctgctaatgc atatgaaacg atagaacctg gtcctgctga atgcacaact
  2399941 gccccacttc caacaaacaa accagctcct attacgccgc caattgagat cattgtaatg
  2400001 tggcgtattt tgaggtcttt cttaagattt ttatccaact cttatacatc cccttccaaa
  2400061 cgtaattttg aaatttatcc cgcatttacg ggcagtaaga cccccacctc aaaattcagc
  2400121 cgaaacaaag aagttaggcg ggaacctact gcccgtaaat gcccgattgg ttcaacttta
  2400181 tgtaagagta ttatatgaaa aaccttggcc tacactttaa aatatatcaa aatattctga
  2400241 atttaacaat tgtaatgcaa gctcctatga aaattattac attaggttta ataattttcc
  2400301 atatacaatt gttgagaaaa ttatagccac cttacaaaag aacgaatttt cagatatcat
  2400361 taaataaaca agattataca tctagacaac tttttgtata ggagtgttga tatgttaaac
  2400421 aagttcaaat tcatttgttg tacgttagtc atttttttac tgctaccact agcccccttt
  2400481 caagcacaag cagcaaacaa tttaggatca aaactactcg ttggatactg gcataacttt
  2400541 gataacggta ctggcattat taaattaaga gacgtttcac caaaatggga tgtaatcaat
  2400601 gtatctttcg gtgaaactgg cggtgatcgt tccactgttg aattttctcc tgtgtatggt
  2400661 acagatgcag agttcaaatc agatatttct tatttaaaga gtaaaggaaa aaaagtagtt
  2400721 ctttcaatcg gtggacaaaa tggggtcgtt ttacttcctg acaatgccgc taagcaacgc
  2400781 tttattaatt ccatacaatc tctaatcgat aaatacggtt ttgatggaat agatattgac
  2400841 cttgaatcag gtatttactt aaacggaaat gacactaatt tcaaaaaccc aactactcct
  2400901 caaatcgtaa atcttatttc ggctattcga acaatctcag atcattatgg tccagatttt
  2400961 ctattaagca tggctcctga aacagcttat gttcaaggcg gttatagcgc atacagaagc
  2401021 atctgggggg catatttacc gattatttac ggagtgaaag acaaactaac atacattcac
  2401081 gttcaacact acaacgctgg cagtggtatt ggaatggacg gtaataacta caatcaaggt
  2401141 acagcagact acgaagtcgc aatggcagat atgctcttac acggttttcc tataggtggt
  2401201 aatgcaaata acatgttccc agctcttcgt tcggatcaag tcatgattgg acttcctgca
  2401261 acaccagcgg ctgctccaag tggtgggtat atttctccaa ctgaaatgaa aaaagcttta
  2401321 gattatatca ttaagggaat tcctttcgga ggaaagtata aactttcaaa tgagagtggc
  2401381 tatcctgcat tccgcggtct aatgtcttgg tctattaatt gggatgcaaa aaacaacttt
  2401441 gaattctcta gtaactatag aacatatttc gatgcgattc ccttgcaaaa ataataaaaa
  2401501 caacaatagg ttttatatga cctattgttg ttttttattt atacaaatta ctttttcact
  2401561 tctacatgat gaagagattc ttttccatct cttacataac tatctatacg gcttaaaagt
  2401621 aatttaccac caattaacat cgctcgttca tcaaaatcaa attgagaatg atgatgtgga
  2401681 attgaataca ttagttacta ttttgcttca atacaaatac tgaaagttca ggtacactcc
  2401741 aaaatctaac aggcattcgg gttgtcccaa tccctcgatt tacatataaa tataatggct
  2401801 tgttcttccc ttctaattca tacatacctt caacatgact ctcagctagt tttgtcgtaa
  2401861 ttaacggacc tataaaagga atttgaactt gtcctccgtg actatgtcct gacagttgca
  2401921 catcaaccgg gtaacgagtt actttatcta caacatccgg ctcatgtact aatagcatat
  2401981 tgaaatcttc ttgtcttaca tgttttaaag tcgaatctat ttgtggctcc cctaataaaa
  2402041 aatcatctaa acctgatatt gtaatatact tgccgttttc cgctttaatt ttctgcactt
  2402101 catttactaa cacagtgaaa ccagcttcct ccatatattt tttataaaat aaactacctc
  2402161 ccccgcctct atcatgattc ccaaacactg catatttccc taagggcgca tgtatttttt
  2402221 gtaaaatacc tttcgcttct tctctttcgg ctttatacga tccaaactta tctattaaat
  2402281 cccctgtgaa aactactaca tctggacgta acgcattcat cttctccacc aaattttcta
  2402341 gttgtttcag tgtgaattct ggccctaaat gcacatctga aaactgcaat atttttttat
  2402401 tatgaaactc tttaggaatt gtagaagctt ctatttcatt ccacgtaact gttactagtt
  2402461 ttcgttctat ttctgtcgca taaaaataca aacttataga aatcattact atacttatga
  2402521 aactgattat agatatgttg acaattgatt ttttctgttc ttcttttaca tgattcgtat
  2402581 tcatgttctc acctctagac gtactttaaa gccttattgt tacatgaatg tgacaacacg
  2402641 aacaatgtta gttatatcct atttcatccc tgctcacttt gacaaattta tacagaagtc
  2402701 ataacatatt tttataatac atagattctt aaaaatgttc catctattta tttcatcatt
  2402761 ttattaagga gagattattc atgtctgtat ttacaccaga agaaattacg gaacttgctg
  2402821 ctaattctgg aagaaaaaaa gctcatttat cactactccc tatgctaatt ctcggttttt
  2402881 ttggcggtgc tttcatagca ttagggtatt tactcgatat tcatgttatt ggaacaatgc
  2402941 caaaggcttg gggatcattt actagttttc taggcgctgc tgtattccct atcggtctta
  2403001 tactcgttat tcttgcaggc ggtgagttag taactggcaa tatgatgacc gtttcaatgg
  2403061 cgtggcttca taaaaaaatc gacttatttc acttcattcg aaatttagtc attgttacat
  2403121 ttagcaactt cataggtgct gtattcgttg cttatttttt cggtcatatc gtcggattag
  2403181 cagagggcgc ttttttagcg aaaacagttt ctgttgcgca agctaaacta caagatacac
  2403241 cactacaagc tttcatttct gcaatcggat gtaattggct tgtttgttta gctgtttggc
  2403301 tcagtatggg aagtaaagaa tttatcggaa agattatcgg tatttggttc ccagttatga
  2403361 cttttgttgc aattggattt caacacgttg tagccaatat gtttgtcatc ccagctgcaa
  2403421 tttttgccgg tcatttaact tggattgaat attttccaaa ctttattttt gttttctttg
  2403481 gaaacttagt aggcggtatg ttatttgtgg cattacctta ttttatatct tataaaaaga
  2403541 aactgccttc caaagaagaa caaaccgcat taaagaagaa atctgtatcc gcttaaatgg
  2403601 aacgactata cagcaatcct gaaaaatatt acaaattcta tttttttttg cgaatatatg
  2403661 tacgtacact tgttctcgaa tgttttatac gttataataa caacttaaat agcaatattt
  2403721 acatatgagg tgaaaaacat gaacaaaaca gaattaatta aaaacgtagc acaaaatgct
  2403781 gagatttctc aaaaagaagc tactgtagtt gtacaaactg tagtagaatc aatcactaac
  2403841 actttagctg ctggtgaaaa agtacaactt atcggattcg gtacattcga agttcgcgaa
  2403901 agagctgctc gtacaggccg taacccacaa actggtgaag aaatgcaaat cgcggcttct
  2403961 aaagtacctg ctttcaaagc tggtaaagaa ctaaaagaag ctgtaaaata atgaaaaaat
  2404021 agccttctcg taaacgagaa ggctattttt tcattacata attagtaaaa acctgaccat
  2404081 tatgctattt cttttgttcc tttatgcaaa taaagctttt acttatttta acttcactct
  2404141 ttgcaatcgt aatgcattta atacgaccga tacagaacta aatgccatcg ccgctcctgc
  2404201 aacccaaggt gctaagaaac cgaacgctgc aatcgggatt cctaagccgt tataagctag
  2404261 tgcccagaat aaattttgct taatatttct tatcgtcatt ttactcataa agattgcatc
  2404321 agcaatacta tttaaatcac cacggattaa cgtaatatct gccgcttcca tcgctacatc
  2404381 cgttcctgtt ccaattgcca taccgatatc cgccgtagca agtgctggag catcatttat
  2404441 tccatctcca accattgcta ctttcttacc ttgcgcttga agttttttca cttcttctgc
  2404501 ttttccttct ggtaatactt ctgcaattac gtgttcaata ccaacttgcc ccgcaattgc
  2404561 ctgagcagtt tgcgtattat ctcctgtaat cataacaacg tctagaccca ttttcttaag
  2404621 ccttgtaata gctgcttttg aagtatcttt tacagtatct gcaacagcca ctataccagc
  2404681 atattcttta ttaattgcaa taagcattgc tgttttacct tctcgttcta actcttccat
  2404741 cgatttagaa acttcttcaa tatcaatatt gaatttcttc attaatcggc gtgtaccaat
  2404801 taataattgt ttcccttcta cgactgattc aataccgaat ccaggaatcg cttcaaacgt
  2404861 ttctgaactt ggaatatcaa ttttcttttc tttaattcct tctacaatcg cttctgcaag
  2404921 tgggtgttca gatttttttt ctgccgcacc tactaaacgt aatatttctt cttcattgaa
  2404981 tccatctgcg acaattacat ccgttaacac tggcttccca tttgtcacag tacctgtttt
  2405041 atctagaata actgtatcta atcgatgcgt tgcttctaaa tgctccccgc ctttaaataa
  2405101 aatgccatac tcagctgatc ttcctgatcc agccataata gatgtaggtg tcgcaagacc
  2405161 taatgcacat ggacaagcga taacaagtac tgctatcatt ttctcaagtg ctccgccaaa
  2405221 atcacctggt gtaacaaata tcatccacac tgcaaatgta ataatagcaa tcacaactac
  2405281 aaccggtacg aaaatacctg aaatttgatc tgctaccctt tgaataggag cttttgaacc
  2405341 ttgagcctct tctactactt taataatttg agctaacgca gtatctcttc ctaccttagt
  2405401 tgctttcact tttaaaaatc catttttatt cattgtagaa ccgattacta catccccaat
  2405461 tgttttatca actggaatac tttcacctgt taacattgat tcatctattg ctgactttcc
  2405521 ttctacaatc tcaccatcta ccggaatttt ttcaccaggt tttacataaa cgatatcacc
  2405581 agctactact tcttcaatta aaattttcat ttctgttcca tctcgcataa ctgtagctgt
  2405641 ctttgcttgt aaacccatca actttttaat tgcttctgat gaacgtccct ttgcttttgc
  2405701 ttcaaatagt ttacctaaaa taattagtgt aataagtacc gcgctcgttt caaaatataa
  2405761 atctgtcata tgttccgaag aaccgataga ttgaatgctt aaatacacac tataaaaata
  2405821 agcggccgac gttccaagtg ccacgagaac atccatatta gcacttttat tacgtaacgc
  2405881 tttataagcc ccaacataaa actgtccacc aatgataaat tgaactggcg ttgcaagagc
  2405941 tagctgtacc caagggttca taagcatatc aggtaaataa ataaacgatg taaatgagaa
  2406001 gtgacttacc attgcccata gtaacgggaa tgataaaata aacgaaatga taaacttctt
  2406061 cttttgccgc tcaatttctt gtaagcggtg atcagttgat tcatcttgct catctgattt
  2406121 tacttccaat ttatatccta atttcgtaat tgcactcttc atttcattta cattaatttc
  2406181 atcaggatta aaatctactg tagctgattc caaagcgaaa tttactgtcg ccccgttcac
  2406241 accttctaac ttatttaaac gcttttctac tctattggca catgctgcgc atgtcattcc
  2406301 tgaaacagta aattcagctt tatcacttac aattccatat cctaatgatt caactttttc
  2406361 cttaaattgt tgcggatttg ttttttgggg atcatacatt attttggttt tttcaagtgc
  2406421 aaaatttaca tttgcatcat gaacaccttc tacttttttc agaccttttt caattctatt
  2406481 tgcacatgcc gcacatgtca ttcctgatat ttgcagattg gcctcttttt gttcattcat
  2406541 gtctctcacc tctatatacc cttatgaggt ataattatta gcaaaataaa tcgtacttcc
  2406601 tataaagtac gatttatttc catatctaaa aataattatt gaacatcgta tccttgatct
  2406661 tcgattacag caacgatatc ttttaatgtt acaactgacg agtcaatagt aacttcaaca
  2406721 gttccttctg ctaattgaac tttcacttgt tcaacaccgt ttagctcttt cacactgctt
  2406781 tcgatagcat ttacacaatg tccacaagac ataccttcaa cttgtaatgt taactgttcc
  2406841 atttaaaatc ctcctcttgt ttcttcattg tttgttaatc acaacctcat cttaccatac
  2406901 ccccctaagg taatcaatgg ttttgtgtca tgatttttca attttttcta aaagtttatt
  2406961 ttacacacac tttttcacac ccatacaaga ataaagaaaa aaacaagcca gttacatact
  2407021 agcttgtttt tacgcttttg aaaaacgttc aaatactgtc attaattctt caattgcttc
  2407081 gtcaccatta ccatctttaa ttgcacctga aacacaatga ctcgtatggt tttttaatac
  2407141 acccattcct acttttttca tcgctgcatt aatcgctgaa atttgcacta aaatatccac
  2407201 gcaataacga tcattttcaa tcatattttg aataccgcgg acttgtcctt caattctctt
  2407261 taatctattt ataatttgtt ctttttcttt ttctgatcta tgtgttactg cttcatgctc
  2407321 tttatgatcc atattatcac cttcttaaag tttctcttca tccaataaaa caactgtttt
  2407381 tatgagtata ccaattatag cattaaatat ctatgcatga taccccatat gagtatattt
  2407441 ccgctttatg attattctta acacattgtt agcttctcag tctcaatttt cattataccc
  2407501 tttccttttt tcaaaaaaca ataataagcg gggattgtcc atccccgctt attattcatc
  2407561 ccaaaatata aaaatctcaa tcttcacact tgtaaattga gacttttttc tccctatata
  2407621 taattattgc tgatcacaga cttttgtatc attcactact gaagttcctt caacagttac
  2407681 cgtatgaaaa caatcattta ctcgaactgt aataacatta tcttgccgat caataatatg
  2407741 atattcatta aaatttttat ttagagcact gcgaatttgt tctccttcat aaattgggat
  2407801 accatgcgat aaaatccaaa taagtccagc gatagcgaga atagttttca tacgatctac
  2407861 ctccttgaga atatagtgaa cttttcatcc atccttttca gctctacgaa tcatgatgaa
  2407921 aataaactaa gcctttttgg aaataagttc atttcgtcta ttttatgttt atgctaattg
  2407981 tgaccgaatt gtgacaactt tttgtctctt tagacgaaaa gttgaaacaa aactttcaaa
  2408041 aaggacaatt ctacttctca aagcaaaagg ctatggagaa tttctccata gccttttgtt
  2408101 tgcattttat taaacactcg ttttattatc taacctacta cagatcatag aaaaatgtgg
  2408161 attcactcaa atcactaacc atttaatcga tggatacgtg actaatgaat cttaatcctt
  2408221 tacttaaaga actcggcaca actgatgcat gattctcccc ttcagcctca taaaacgtaa
  2408281 aacgaaactg atcgtgtttt acttggagaa ggcgctctga caattcatta gcacctacaa
  2408341 ccatatgctc tcgttctagt gaactaactg taagaaatac tcttgtttta acctttgcat
  2408401 tgtttaattc atttataaga ttttcttctt tttcaagcac agattggtta ttccaccaaa
  2408461 tagatggact acttataaaa taattttgaa aggcatttac gtttgtaaat aatatatgta
  2408521 aagcaaatag accacctagt gaatgcccaa ataatgtttg ttttccttta tcaatttcaa
  2408581 aattcttttc aatttgcggc tttaattctt cgtcaataaa agtaaagaaa tgatgtgctc
  2408641 ctcctgtttt aggccaaggt ttaccatctg gttttaaagc cgcatctttt gaaattacgc
  2408701 taggcgtaaa atcatagcat ctttcttcac ctgaaaatgc cccttcgatt ggataaccaa
  2408761 tacctactat aatggctggt gaaacacctg ttttttctgc tctaactgat tgtattttaa
  2408821 ccgcttcatg gaatgtttga aaaaaggcat taccatctaa tacgtaaatg acaggatatc
  2408881 ctgactctgg tgctggttgc ctcggctttg aaatatgaat ttgatattcc ttaccatcta
  2408941 attttgaata catgttccac tgttcagtat tagatgttac aatctgctgt ttttcaatag
  2409001 tagtgttcat tttatattcc ccccttttaa cttgttacat atatttctac tttttcttct
  2409061 tgagatacaa cgctatcata accgaagcaa acaggagacc cattatacgg atcaatcatg
  2409121 acacgcgcat caatatgaaa tacttctttt aacacttcat ttgtaatgat ttcttctggg
  2409181 ctaccagttg taacgatttc cccttccttc attgcaataa tttcatctga aaaccttgct
  2409241 gcatggttaa tatcatgtaa taccataacg accgtacaat tatggtcttt atttaatttc
  2409301 tccacaattt gtaatacatc taattgatga gacatatcaa gatatgtagt tggctcatct
  2409361 aataacaaca cttctgtctc ttgtgccaaa gccaccgcta gccatacctt ttgtcgttga
  2409421 ccacctgata aatttgcaat ttgtctcgtt cgaaattcag aagttttcgt tatatctaat
  2409481 gcccagtcaa tcatctcttt atcttttgaa gttaacttat ttacattatt tcgatgtgga
  2409541 taacgtccat aagaaattaa ttcttctact ttaagctctc ctggtgcaat tggagtttgc
  2409601 gggagtaggg ctaactgctt cgcaatttgt ttcgttggaa ttgtatgtaa atcctgtcct
  2409661 tgtaaatata ctttaccact cttttgcttt aaaattcttc ccattgtttt taacagtgtt
  2409721 gatttaccgc acccgtttgg tcctataatt gtcgttactt ttccttcttg tatttccaca
  2409781 tttaaatcgc gaaacactgt aagcttttca taacttgttt ctaaattttt cgcacttaaa
  2409841 atactcactt ttattcctcc tcttacgctt tcgccttata aagtaaatat aagaaataag
  2409901 gtacaccgac aatagaaata acgattccaa ctggtaactc tacaggtgtg aaaactgttt
  2409961 ttgcaataaa gtctgaagta attacaagaa acattccaat tactccgcac gtaggaatga
  2410021 tatgcttatg ctgaataccg acaagtcttt tcgctatatg cggtgccatt aatccgatga
  2410081 aaccaatact tcctgaaact gcaacacatg cgcttacaag tccgatacta cttagtagta
  2410141 aaattgattt ctctctttct actgaaacac ctaaacttgt aatactcgtt tcttccaatt
  2410201 gaaataaatc taataaataa gctttctttt gtatcagtgg aattagtatg ataagccacg
  2410261 gtaacattgc aataatatac ttccagtttg cactatatat actgcctgac acccaaactg
  2410321 cagccatctc gaaatcggtt gacttcattt tgagtgataa atacatagaa aatgctccaa
  2410381 atcctgatcc aattgcaatc cctgttaata aaagacgctg cgaatctaac ttaccatttt
  2410441 tccaagaaaa cagataaatg ataatagctg cacctaatcc gcctactaaa ccaaacattg
  2410501 gcatcatcat aatagaaacc cagtctgtgc tctttaattg cccttgaaag aaaaacataa
  2410561 aaataacgat agctgttcct gctccggcat taactcctaa aatacctggg tctgccaatc
  2410621 catttctcgt aataccttga ataacagcac cggcaacgcc gagacctaat cctactaatc
  2410681 cagcaattat gatgcgcgga agacgaaact caaaaataac taaatcatgg tctggtactg
  2410741 gatctattct aaggagtgtt ttacatacat ctgtaatcgt aatatcaaac gtaccattcg
  2410801 ttaaactaat ataaatagca catagtatta aaaatatact aatccccatc gtcattccaa
  2410861 aacgttgact tgaactttta agcatgtctc tctcctcctc ttgtacggat taaataaagg
  2410921 aagaaaggaa ttccaattaa ggaggtaacg actccaattg gtgtttcaaa tggatagttt
  2410981 acaaacctac ttaaaatatc acataacgct agaaaaacac cgccaataac gcctgcgcat
  2411041 ggcaaaatcc acttataatc tactccaatt ataaagcgag taatgtgcgg aataattaaa
  2411101 cctacaaaac caactttccc cactaaagca actgccgttc ctgttaaaaa gataactgat
  2411161 aaaatagcca tcgctttaac tagttttgta cgctgcccta ggttaataga aacttcttct
  2411221 cctaaagaaa gaatcgtaat agattttgat attaacagca ctaaaactat tccaattatc
  2411281 ccaaacggta tcgtaatttt aatgatattc gggtctactt ggtctaattt tgcattaaac
  2411341 caaaaactaa cattttgaga aatttggaaa tatgaagcca ttgcagcaga cacactgctt
  2411401 aaaaatgttc caataactgt cacaataatc gctaaccgaa ctggcgataa accattttga
  2411461 aggagcgaac caaaaccaaa cacgatacct gctcctagtg cagaaccaat cattgaacat
  2411521 acaaccatac caattgatga cattcccgga agaaaaatca tacaaagtgt aataacaaag
  2411581 gctgccccat ccgtcacacc cataatagaa ggggatgcaa gatagtttct tgtcatcccc
  2411641 tgcataagtg ctcctgatat ggctagaaat gctccgacta aaagagctgc aactaccctt
  2411701 ggcaaacgtg aagtaataat aatattatga tttacatcgc ttgaatcaaa atgaaataat
  2411761 gcattccaca ctgtttgagc atcgatgttt ttcgcaccat ataatacaga aagtataact
  2411821 gtaaataaaa tcaatacggg tgctatacat aaaatggtta ctggtaccgc attcgttttc
  2411881 tgcatatcat tcaacgcacc ttacttattg tattatttag ataaattttt cactgcttct
  2411941 tttaagaatg ctgttttact ccaagctgta ccaccttgtg ccattggatc cacaacgttt
  2412001 acaaatactt tcttttcttt cgcagcattc atactttgcc aaattggatt actttcaatt
  2412061 tcttctagca ctttcgggtt tttattttca gttgtttcat attgtaagaa aatataatct
  2412121 gggtttagtt cagcaagttt ttcaaatgaa attttctctt gtgcttttac agttttcaat
  2412181 tgttctggaa cagttaatcc aagatcttta taaattacag ggttgaagta tactccttct
  2412241 gggtatagga ataattcgtt tgctcttagt ctgattacaa ggactttttt gtcttttaac
  2412301 ttatctccta gttttgcttt tgctttttca gcgtccgcat tgtaatcttt aataattttt
  2412361 tctgctttat cttttttgcc agttaattct cccattaact ttaagttatc ctcccaattt
  2412421 gttgaaacat gtgataccgg gaatgtagga gctactttcg taaacttttc agctgtttct
  2412481 gctggaaatt tcgtactaga tgtaataacg tctggtttta attgaagtaa tgtttcgaaa
  2412541 tttggttgca ttttctcacc aacagatttc gcaccttcta aatctttctc cagatacttt
  2412601 ggtaatttac caccaaccgt aatcgcacca actggtttaa ttccaagtac tgctgcatct
  2412661 tccattgact ctaaactagc tgttgcaatt ttatctactt ttgctggcac tgtatattct
  2412721 ttacctaaat atgtaatttt tcgttttttt tcgtctcact agcttttgtc tgttgagttt
  2412781 tttctcctga agttttatcc gcactattac atgctgctag tcctacactt aaaactgtta
  2412841 ccatacctaa tgtaaataac ttcttattca tctttaaata tctcctctcg aatttccaaa
  2412901 ctatattctc aataaaattt aactatatga aacttgtcct acatatatat tttattagat
  2412961 taataattct atccagaact cattctcgtt cacttcccct aagctataat tcttttatac
  2413021 ctcacccatt gataatcttt ttcattgata atgattatcg ttactaagta tatatttaat
  2413081 atgcaattat ttcaagaaag atttgaaaaa ttttaacaaa ctgaattaaa aaagaagtgt
  2413141 ccacctgatg ttaggtagat acttcttttt ttagaaattt atatgtaatt caactgggca
  2413201 atggtctgac cccattactt cactattaat tttcgccgct gttatttggt ctttcattct
  2413261 ttcagaaaca acaaaataat ctaaacgcca tccaatattt tttgctcttg ctcccattcg
  2413321 atacgaccac cacgaatatg cgccttcctg atcaggatat agataacgat acgtatcaat
  2413381 aaatccttct tctaaaatac atgtaaactt ctctcgttcc tcatcagaga atccagggtt
  2413441 tttacgatta ctttttggat ttttcaaatc gatttcttta tgggcaacgt ttaagtcgcc
  2413501 gcaaaaaaca actgatttct tctcatccaa tcgtttaata taggccctga aatcatcttc
  2413561 ccatttcatt ctgtactcta aacgctctaa tcctcgtttg gagtttggtg tatataacgt
  2413621 aatgatgtaa aaatcttcga actctaaagt aataactcgt ccttcttgat catgctcttc
  2413681 aatgcctaaa ccataagtaa cagaaagcgg ttcttttttc gaaaaaatag ccgtccctga
  2413741 atatcctttt ttcacagcat aattccagta tgtataatat ccctctacat ttaaatcaat
  2413801 ttgcccctct tgtaatttaa tctcttgtaa acaaaatata tcagcatttg attcctctag
  2413861 atattctaaa aatccacctt ttgcgataac tgcacgtaaa ccatttacat tccacgaaat
  2413921 gaacttcact tatagtcctc ctcttgatgt ttctttccaa atttcatgct atcacaaaat
  2413981 agaaaaacaa tcatattttc acctttgtaa tcttgctctt acatttataa atacatacat
  2414041 acgcacttta ttcaggttat actaatttca gaggtgatgt tctttgcaca atgaaggagt
  2414101 tacgttaaca aatgagcatt ggcaagcaat tattcataat gattcttcct atgatagcaa
  2414161 attcttttat gccgtgaaat caaccggagt tttttgccga ccgtcatgca aatcaagaat
  2414221 accgaataaa aataatgtac gaatttttca tcatgcagag caagcattaa gtgaaaactt
  2414281 tcgcccgtgc aaacgttgta aaccaaatgg gctcacttta cctaatgaag agtgggtaga
  2414341 acaaattaaa gagtatatcg aaaaacactt tgatgaagca ttaactttag acatacttgc
  2414401 ggaaatgtgc catggtagcc cctttcattt acaacgcact ttcaaaaaaa tgacagcaat
  2414461 aagtccgata gaatatatac agcagttcag aattgttaaa gcagcagaac accttttaca
  2414521 cacaaatcaa cccattaaag aaattagtac tgccgtcggg atagaaaacc cagaatattt
  2414581 cgcaacttta tttaaaaaga aaactgggtt tacccctact gaatatcgaa aaaagaatga
  2414641 aatgaaagag agatacaata atgaattcct acaaaaataa atttatatat tggacgctac
  2414701 ttacacatgc aaattggaag tttcatattg ctgcaactga aagtggacta tgtttcattg
  2414761 gatcacaaga cgaacaattt gaggaattaa atatatgggc tagaaaaaaa ctgccacaat
  2414821 atatattgat tcatagtcca gattacttgc aagtatatac aaaagaaatt atcgagtatt
  2414881 taaaaaacaa gagagaaact tttacattcc ctatcgatgc ttacggaact gcatttcaat
  2414941 tatctgtttg gaatacggta cgtgaaattc cttatgggaa aacatattct tatacagaaa
  2415001 ttgcagatag aattcaaaaa cctacagcgg tacgtgccgt tgcttctgct attgctgcca
  2415061 acccaattct cattacgatt ccttgccatc gtgttattgg aaagaatggc aaactaactg
  2415121 gttttagagg gggattagaa atgaagaaag aattgcttgt attagaaaaa ttacaggtgg
  2415181 aattcatatg acagccgaat atagtaacgc attaatttta acagttccaa cagaatttag
  2415241 ttttcaagaa aatttacgct atctatcccg ttctaacaat gaatgtatgt tccacattga
  2415301 agataacaaa atttataaag ttatccctgt tcacgatgta aagcctttag tcgaaattag
  2415361 tatgaatgcg gatgatacta ttcaaatacg ttttttagga gaagcctata tctctgcaaa
  2415421 accgatacgc gatgctgtag ctaactatgt aactgaatgg tttgatttaa ctattgattt
  2415481 agctcccttt tatacattag ctaaacatga tgtactcctt caaagaccaa ttgaacaata
  2415541 ttatggcctt cgtactttag gtattccaga cttatttgag gcactttcct ggggaattat
  2415601 cgggcaacaa attaacctca catatgctta tacactaaaa agaagattag tcgagacatt
  2415661 tggaagttat gtagaatgga acgatagaaa gcattggata ttcccttctc ctgaaacaat
  2415721 tgccaattta cacgtagagg atctcaaaaa tttaaaaatg acgactagaa aatgtgaata
  2415781 tttaatcggt attgcaaagc ttattactga aggaaattta tcaaaagaat ctttactgca
  2415841 aatacaagac gtgaaacaag ctgaaaaaag attaactgct atacatggta taggaccgtg
  2415901 gacggccaac tatgttttaa tgcgttgttt acgatttcct tctgcttttc caattgacga
  2415961 tgttggtttg cataatgcaa ttaaatattt aacaggttct gaaagtaaac cgactaaaca
  2416021 tgaaataaaa gattttgcgg taaactggaa aaattgggag tcttatgcga ctttttacct
  2416081 atggcgagta ttatactaaa aaaaaccaag tagcacatct gcactacttg gttctttttt
  2416141 aagcttgctc ttcaaatcgt cttgcaatct ctataataac ttgaacagct ttttccataa
  2416201 catctaccga aacatactca aatttaccgt gatagttttc accacctgtg aaaatgttcg
  2416261 gcgttggtaa tcccatatac gataattgtg atccatctgt tccaccgcga atcggatgaa
  2416321 tgtttggttc gatatttaaa cttttcattg cctcatatgc aatatcaaca atttctctta
  2416381 ctggttcaat cttttcaagc atgttatagt attgatcatt catttctaaa acgactgcat
  2416441 cttgtccata tttctcttgc atttgtttca caatattttc aatggtattt ttacgcgctt
  2416501 caaagttttt acgatcaaaa tctcgaataa tataatatgc tttactttgt tcaacatcac
  2416561 catttaaaga aagtaaatgg tagaatccct cgtatccttc cgtatactct ggtgcttctt
  2416621 ctactggtaa atgcccatta aactccatag ctagtttcgt cgcgttacgc attttatttt
  2416681 tcgctgtccc aggatgtgta ttcgttccgt taaacgttaa ctttgcacct gcagcattaa
  2416741 agctttcata ttctaaacca cctaatggac ctccatccat catataagcg aatgatgcac
  2416801 caaacgcttc tacatcaaaa tgtgctgggc cacggccaat ttcttcatcc ggcgtaaacg
  2416861 caactctaat tttcccatgt ttaatttgcg gattatgtat taaataattc attgcaacca
  2416921 taatttctgt aagaccagct ttatcatctg ctcctaacag tgttgtaccg tccgttgtaa
  2416981 taatcgtatg tcctttataa gacggtaatt ctgggaactg ttctggcgtt aatacaatat
  2417041 taagctcttc atttaacgta attgcgttcc cgtcaaagtt ttcatgaatt tgtggtttta
  2417101 catttttccc cgtaaagtct gttgctgtat ctaaatgtgc taaaaagccg attacaggaa
  2417161 catccttatc cgtattagct ggaagtgttg ccattacata tccattatca tccatcgtta
  2417221 cttctgttaa tccaacttct ttcaactctt caactaataa cttaccaaac tcaatttgtc
  2417281 ctggtgttgt tggcactgta tgactatctt catttgattg cgtatcaatc tttacatatc
  2417341 tcgtaaatct ttcaataagt tcttctttca agctcgttca ctccctttta tatttctttc
  2417401 tccattataa gccttaaaac gaaatatttt aacttttttg actgtaaagg tatatattcc
  2417461 atttgcattt taatgatttc caacaaatta agaaaggcga taatatttgc acacttaaag
  2417521 cttcacatgt aacatacata ataataaata tgggaggtat aaaaatgagg ctaactctct
  2417581 ttcgctattt tctttttttc ttaggattaa ttttctttgg ccttgggaat gctcttgcag
  2417641 tcaaagtgaa atttctcggt ttgcatcctt gggaagtttt aaatatggcc ctctaccaaa
  2417701 gatttggatg gaccattggt acgtggagtg tcatatgtgg attatgtctc gttctcattt
  2417761 ctttactagt agatcgaaaa tatataaatg taggtacatt tttaaatgca ctacttatcg
  2417821 gtcccattat ggactttttc ttacaatcaa atatccttcc aaacgctagt gattatttat
  2417881 ggataaactt actcatttta tttgctggta ttgccattac aggtattggg ggagggatgt
  2417941 acgttgcggc tgggattggt gctggacctc gcgatggatt catgcttact atttccgaca
  2418001 aaacaggttt atctattagc cgtgctcgaa tcattgtaga atgcgttgta ctagttattg
  2418061 gatttatgct cggtggtcct gtttttatcg taacttttct atacactttt attcaaagtc
  2418121 ccatctttca gcaatcattt aaggtgtttc aaacactttt acatacttta caaaacaaag
  2418181 ataaagttag tgagcatatt taaattacaa cttaatacaa atcaaacacc ctatttacga
  2418241 ttctcaccgc agatagggtg tttcttcttc atctgacaat ttaagaatat atgctactca
  2418301 ttcacaataa aagtatatac atcgttataa atacaaccat ttaccctaat aacgtacttc
  2418361 ccgggtttac taaaacgaat tgtgtattta tttagctgaa ttgcttcttt atctccagaa
  2418421 agaacatcaa tgcttctgcc acttaataca tataattcat ttatattcat cgatacatca
  2418481 attgcattga aattctcctc tttcacttgc tgtgattccg cagcgcttac acttggttct
  2418541 aaaaacagta gtccacttaa tccaatcgtt cccgctaaag ctactcccgc aaacttttta
  2418601 atctttttca ttacaatggc ctccttatag atttttcgta aaggtaatat ccccccttac
  2418661 acctcaaagc ctatatgtaa taaaatgaaa agtaaacgga gaccgtaaga caaaattcta
  2418721 catctttttc tccaattgaa tataaatcca tcgtttggaa ttttgtcata tttaaaattg
  2418781 tttccctaaa ccaaatttca cataacttat tcaaatactg aataattact tattgattta
  2418841 acattctaaa aataattgat aaaaatgcat tctattcaaa taagaagatt tcaccataaa
  2418901 aataactttt acaacaaaat ccatgcaacc aattttattc cgctttccat aatctctcta
  2418961 cattcattaa ttgtttttct ttaaactcca tcttatatat atctggtttt gacgtattca
  2419021 ttaaaaattc aaaaccatat tgtttatcga aatagttcat cattaatgtc atgacaagac
  2419081 catgtgtacc aattacaatt ttttgtcctt gaaaatccat taatatttct tttaacactt
  2419141 tcactactct tctctggcaa tccgcatatg actctccttc cgctagtgca tagccaggat
  2419201 tagagaacat tttctgtaca agcggataca cttctttatc tgatataact tgatccccac
  2419261 tggaaaacat acactcttta aggttttcat atattaatat ttctctttca tagagattag
  2419321 ctgttttttc tatcgttaat acagccctct tatacggact tgaaatgaaa gtatcgattc
  2419381 cctctgtttt taatatatct gttactttat gaacgtctaa acttcccttt tcagttaaac
  2419441 cacgtgttct ttcaccccca tctaattttg gtgattcacc gtgtctaacc atataaatat
  2419501 atgtattcat acttcctcct tgaaaatatt cattcgtttt ttataaattt tgttgtttcg
  2419561 ttcgtgtaat ccattctcct actaaactct cgaacaattc aggctgttca atctgcaaat
  2419621 tatgccctgc catatctaac accgctaatg tcgctcttgg gtaaccatca ataatttcta
  2419681 taatatcttg ataacctacc gatatatctt gtcttccggc taataacaga acaggtttct
  2419741 catatttctt acggtgaaaa tctatagtaa gagagtaatt tttttgcaac ctttcaataa
  2419801 actcataatt agcaacatct aaccccggct taatttcctc ttgaaatcgc ttatatgtat
  2419861 attcatttgc tactactgct aactcgctaa attcttctct ttcggtagaa gttaacgtat
  2419921 ttaaaaactc cttatcttgt acaattatct gtttatccgg taaacgtctt tctttttgca
  2419981 tcgcaacaac cacaggacat attaacaata atccattgac tctctcaaac atttttgaaa
  2420041 gtatccctct agctaaatat ccgccgaaag actctcctac tagtaaaaaa tctttctttg
  2420101 gaatgatttc ttcaataaac atagttaaca cttctaatat atgatctgaa ctatttatcc
  2420161 aatctggagc gttcgacttt cccattccag gtaaatcaat atatattcgc ttataacctt
  2420221 cagctttttg aaatactgat tccatacatt tcatcattaa cctatgatcg ggcgcacagc
  2420281 catgtataat aaggaccggt ttcccctctc caacaacttc atagtatatt tccgcatctt
  2420341 taattcgcca taacataaaa agccctccct atttatacat cccttttgaa tagaaacact
  2420401 agcaaactta taagaataca tgctctcaat ttacatctcc ctttaattga ttgtcaaata
  2420461 tgaattttca gtttacaaaa aaaaccaaaa aacttcctcc tattcttatt tcatagaagg
  2420521 aagctaattt aattttaccc tatcataatt tgaagccttg ttcttctatt ttcatcaaca
  2420581 caattctcca accatctggg tcctcaatcg ttatcccctt atctttccaa tatggatttt
  2420641 ctggttccac ttcatcgtat cccaatgtat gtagcctttt actcatcttt ttcatttcac
  2420701 tatcttcact catataaaat acaagtaaat tatcttttgt cggagctgga caaggactcc
  2420761 catcaatatg tcttgtaaat tctaaatgat actcttcatc tgggagccca aacatgaccc
  2420821 catcataacc ttcatgatcg taaaattcac ctatacgttt taagcctaat cctttttcat
  2420881 agaatgctat aacctcttca aacttattcg tcggacgtgc gattcgaaac ttcacccaat
  2420941 ttttcatgat tttcctccca tactaaaaat ttcatacatg attacgtatt attgtacata
  2421001 cgtaacacat ttttgaaatc actcattagt ataagaataa atacatacaa aggtcttact
  2421061 taaaataacc tctatcagcc caaaattaaa atccaaaaaa gcctttatca ttttatatgc
  2421121 aattttgcat ctttacattc aaatcactaa aaaaccttta caattcaaaa gatgactaaa
  2421181 taaacaattt ctatttaaaa tctttatgca gtatatacta tcaaatgcaa tatttttcat
  2421241 tttttagagc aattatactt ttcaaaactt ccttataaac atgattttta taaggaaatc
  2421301 tgatacaatt cttaaataat attattatgt atagatatta cgaatatagt gcataattaa
  2421361 agaaggtgat tttattgaaa ttgaataaaa atttacaact atgtatatta attggaacat
  2421421 taatatgtta ttcaatctat tttatgtttt tttatctgtt ccccactcat ttttcaaatt
  2421481 cggatgtacg cttcgcttca cttattgttg aagccattac atttgtatca ctcatttatt
  2421541 ctatatattc taaaaaagtt agttcaaatc cattttggat atgtatcacg atagcaattg
  2421601 gtagtttttt attaggaaaa atagtatata catatcaaga tagcttcttc aaaattccaa
  2421661 tacatcgttt tactatttct gatgtgtttt atatgctttt tctactcttc tgtcttattg
  2421721 ctttctgcta taaaatccta aaagaatgcg ataaatggga aaaagcattc tttatttgtg
  2421781 atatatgcat agtacttact tccatattca cattagagtg gtatttattt aatcaaccaa
  2421841 atttaaatat attctctctt tcactaggag atgtttttct ttcatttcta tatccaattg
  2421901 cagatttatt attccttcta ctaggtgtta gtctcttttt ccgtccaaca atttttaatt
  2421961 ctaaacggaa aatttatatc tttatttttg tattaataag ttctgcaact tttaactata
  2422021 tttattttta cttaaataac catttatcaa ctgaaacgat aacattatta cgtcttttat
  2422081 atagaatacc tatattactt attgcaatag ctggatctat ttcagaagat cgtaatagtc
  2422141 ataaaaatta tttcattgta aaccctataa taggaaaaaa ggctttagtt gtatttccct
  2422201 atcttgctgt tgcaatacta attgggttta cattaaaaga acaaacatca tcttcaactc
  2422261 tcattacggg aaattgtatt acttttattt tcgtactcat tcgtcattct attgtacgta
  2422321 tgcaaaacaa ttccctaact aaacgtttac aggcatttaa tgctcaacta gaagaaaagg
  2422381 ttactttacg gacttcagat ttagttcata aatctgaggc tctatctcaa aagcaacaaa
  2422441 aattcaaatc attatatgaa tatcatcctg accctatttt tacaattgat ttaaatggcg
  2422501 tattcttaaa tgtaaataaa gctggaagca tactacttgg tgcaccaacg gatgagttac
  2422561 ttggtgaaac ttgtttttcg attattttag atgaagacaa atataaacta gcatctgcat
  2422621 tagaaaaagt gaaacaacaa gaatcggcat ccttacaact tagttctcaa tataaagatg
  2422681 gatttactta ttctttatac gttaccatcg tccctattat gatagacggg caaatttcag
  2422741 gaagctatat tatgatgaaa gatattactg cactaaaaaa acagcaagaa gaaataaaat
  2422801 atttagcatt ccatgatact gtaacgaaaa ttgggaaccg tgcctttttc cataagaaat
  2422861 taaaaaaaat tataaaaaat gctaaaacga cagaaagcga gtttgcatta ttatatttgg
  2422921 acttagatcg ctttaaagca attaacgata cacttggaca ttcggcagga gactacatat
  2422981 tagaagaagt agcgaagcga ttccaatcat gtcttccatc acatactcat ctatcaagaa
  2423041 tcggtggcga tgaatttaca atcttaattg aaaactatac tgacgaagat tccttattcg
  2423101 agttatgcaa ccagttattt gaatgcatgg aaaaatcgtt tgtcatatat gaacatacat
  2423161 taactttatc actaagtatc ggcatcgcta tttatccaca ttctggaatc gataccgcta
  2423221 cacttctgaa aaacgctaat gttgcaatgt atgatgcgaa agcaaaagaa cttaattctg
  2423281 tctctattta tgatgatgta attgcaaaaa aaattgaaag acgattacga ttagaaaaag
  2423341 atttaccaaa tgcaattcaa aatgaagaat tgttcctttt atatcaacct caagttgata
  2423401 gcaaatctaa caaaattatc ggtgctgaag ctttaattag gtggaatcat cctgaattag
  2423461 gtgttatttc tccatacgag tttattccga ttgcagaaga aacgctacaa atcattccaa
  2423521 taggaaagtg gacactacaa caagcttgtg agcaaatgaa acgttggcac acaagcggat
  2423581 attcacattt gaaaataggt gtgaatttat ctgctaaaga atttgaacaa gaagattttg
  2423641 taaagtctat ttctgctaca ttaacaaata caggtttacc agcaagttct cttgatcttg
  2423701 aattaacaga acgaattgca atgatggatg agcgagaaac attaataaaa ctgcgtacac
  2423761 taaagagttt aggcgttcac atttcaattg acgactttgg tactggttat tcttcgctag
  2423821 cctatttacc tttatatcca atcgatacgt taaaaatccc gagagaattt attacaatgt
  2423881 ctgaaacatg tgacgatgga atggaaatta ttaaaacgat catcacatta gcaaatacat
  2423941 taggaatgtc agttatcgct gaaggtgtag aaacgaaaga acacgtgagt ttccttcaaa
  2424001 aaaataattg taaatttatt caaggctact actacagcaa gcctattcat gctgattcat
  2424061 tttctactct tctcaaaaaa ggtgttcgtt ataaccatta gcgcaaatac atacaagaaa
  2424121 aaggaagaag agcccgtctc ctctttcttt ttttgtgctt tgcaactttt catttccttc
  2424181 acatatcatt tatgtaagta gttactaata catttatgat aacagacttg aataggaggg
  2424241 aattacatgc accacgacaa tccaaatcat aaactttaca aaaacattcc tctatccctc
  2424301 ttctcaataa aaaatgagct aaaacaaaaa tgcaccaacg caaataactt tctttatccc
  2424361 ttttcgaaag aagaagaaat attaatacat acaattaaag aaagaacaaa attattaaat
  2424421 caaaataatg tgacaagaac tcgcgcttac tatcaatttt acaaaaggta tcctgaaata
  2424481 cattgggcat tacttggaca tatggtttcg cgtaacggcg gttggaacat gacagattta
  2424541 aagggggatt tatatacaaa gttgttatct gagaaagatc aatttacttt cttttctttt
  2424601 ttagaacggg gaaattggct tatctttcaa gatgtgtatc cacaattttt gttatatgaa
  2424661 cagagtgtaa aaaaatccaa aaatcttttt tatctccttc ctcatctcaa tgtgtcaaca
  2424721 tttatggaaa cgatgtggaa ctttttttgg aaaaccggaa acaaacaaat attagctatt
  2424781 tccactatta ttaatgaaca aaactactta gaaaaaagag taattcaaaa taaacacttc
  2424841 aaaaaaaaga tactaaatag tattggattc aaactttttg atttctttca atttaatcat
  2424901 atcctcttcc ctttctgcga agaaaagcct atacagaaaa caatattaat tggtgataca
  2424961 atgaaacact tcacttcctt acacgaacga attttgctcg gaaaaagatt atatgcacta
  2425021 ttatttcatg atgagcatgt tttagctcgt atactacaat gggctgacac tcatccacac
  2425081 actggatcac gaaaagatta ttggccacat ttattttcaa gcgtaaatga atctttttca
  2425141 agagagtttt ataaacgaag aataaagaaa tgccaattga aaagtgatgc ctaccgtata
  2425201 tatagccctg cacttatgta tgcatggaaa aatatgaaac atgaagaagc agaatatgaa
  2425261 gattggttta acgactggca aatcatacat tatttaactg ataaggagga aaggatacat
  2425321 ggacaaatta cagaagacta ctgtaaaaca ctcgaaaaga ttgaactggc cattcttgca
  2425381 aagaaaaatg ttctccttcg agaagaagaa tagccttttc gcattagtcg ttacaatctt
  2425441 actctcttct attatcggca cttgcttaga tgctttcttt gttgcgaaac aaatatattc
  2425501 ctttccggtt agaccattct catccatatt ttcagttaac ataggcttta ctttgtttgt
  2425561 actaccgatt ttaacaacaa ttttcataca aatttcaaaa aacctatctg tattttctag
  2425621 gattctattt attcttacaa taggtatttg tgctagcatt tttgaacaga ttgctgaaag
  2425681 attaggtttc tttactcata gtgtagattg gaatcataca tactctttat ttggctatat
  2425741 gatattcttt ttttttattt ggaaagtata tcattgcata aaaaaataaa gagatcatta
  2425801 tagatctctt cttaagcata atctttagtt attgctaatg gtgcacgggt ttgaaggctt
  2425861 ttagatcgta aacgataggc aacgactttc ttcttatatt gctttattac gtcaacgtgt
  2425921 tcctcatagc tgtatagaga aaatctaatc tctttattcc cttttttcgt atcaatgacg
  2425981 attggtgttc cttctccgtg tggcggaaaa taatgtttat ctaaaaataa agcttcatta
  2426041 aattcatgaa taacttgtag tttcatttcc ccctctatat tttttccatc tatcgatata
  2426101 gaggtattct cctcatcaag tttttgatgt aattcaaatc tactaataat agattctaca
  2426161 actgaagttg gcatactaga aacaagtact ttaagggcac caaaaataaa taatgtaact
  2426221 ataaaccatg ttgtcacttt catcatctcc attacaattt aaaatataaa tttcgttcca
  2426281 tatggtataa atatactgat gagtattcct gttacaatca tagtcaccga accgattgtt
  2426341 gcttctttct ctccttcttt cataagacgg ctcacaccaa taatatgtga tgcgcagccc
  2426401 attcccactc cttttccgat cgtacttgtt atacggaaaa acttaagtac tgttggtccg
  2426461 atcatagcac ctgttattcc tgcaacaacg acaaaactag aagtcataga tggaataccg
  2426521 ccaatttgat ccgctaatga aatagcaata ggtatcgttg ctaattgtgg tagagtggtt
  2426581 agtataagtt ccttatctat atttaaaatt ccaccaatca ctacattcat agtcgttaaa
  2426641 accactatac ctgccactac gccgattagc atcgataaaa aattttgcat aagtatcttt
  2426701 cgctctttaa atagtggtat ggctaacgct acaattgcag gactcaatag ccctgtaaga
  2426761 atgtctcctc cattttcctt atactcatga tgagagattc caaaagtaag gaatagacaa
  2426821 atcataatcg ctgtaactgt taacaccggt aacgtaaatt ttttatataa ctttgtcgcc
  2426881 aataaataaa ctactacagt aataataatg aagaccattt gcatcgtgca ccttgtcgat
  2426941 tttatttttt tgatgttact aacaattgac ttatataccc tgaaacaatc aaagttacta
  2427001 ccgtgcttat aactactaaa aggaatataa tactcccctt actgaaaaga aaagactcgt
  2427061 attccatcaa gcctgttgtc gaaggaataa gaaataacgg taaaaatacg agtaactttt
  2427121 ccgcaccttc ttcaaaccac tttaatggta aaatacgagt ggaaaggagc agaaacagca
  2427181 ttaacattcc tattaaactt cctggcattg ataaatggaa tactccttga atccacgtac
  2427241 caactaaact aaatacatac agcacgccta cttgaagtaa aagcatcacg tacttcattt
  2427301 ctttccctca tttcaatatt acgtatcact attatgaaat ctcatttaac gtttcagcaa
  2427361 acctcgtcat tcccagctga atttgttcgg catttactct cccaaaagta aaacgaatat
  2427421 attcactttt agtacctaaa acactacccg ggacaaacgc tacaccattt cgtatagatt
  2427481 cacctaataa atgatactca tcaaacgttc cttgcacttt gcaccataaa tgtattccac
  2427541 cctctggaac aaaaaattca acctggtctc ctaatatttc ttcaagcttt ctaattaata
  2427601 catctcttct ttctttcaat tgtctacgaa gcattgtaat atgcgcatga aaatcgtctg
  2427661 attctaaaaa ttgatttgcc acccactgcg taaatacact atgcccaaaa tcaacttgct
  2427721 gcttcgcatc cgctaaacgt tctattacac gcgtaggacc aattacccag ccaatacgta
  2427781 atcccgatgc gacaattttt gataatgaac ttacataaag aacattcccg ttttgatcca
  2427841 ttgattttaa tgttggattc acttctccat taaaggacgt taaactatac ggatcatctt
  2427901 ctacaatcgg tataccaaat tcagaagaca gttctaaaat ctttttacgt cttgctaatg
  2427961 acagcacagt tcccgttgga ttttgataat ctggatttaa aaataccatg cgaatacgat
  2428021 gctttttatg caaatcaatt aggtcatctg gattcattcc atgctgatca acaggtaaat
  2428081 gaaatatttt taaaccagca gatttaaaca tcggcaatga gaaacaatac gaagggtcct
  2428141 caattgcaat cgcatcacca ggttttaata agcactgaac gataagatta agagcttgtt
  2428201 gtgctccaga tgtaataaga atagagttcg aatctgcttc aatttgttta tattgctgaa
  2428261 catgtgctgc aattgttttt ctcaacattt catttccaag tggatggtca taaccgaggt
  2428321 tttccataaa tgttttctcc gacaaaatcg ttcggaatct atcactcgga attaattctg
  2428381 gtgataattc accactcgct aaattaatta agtcatcttt ttgtgtttcc gttcgaattt
  2428441 gttgaacgag tggtacatta ggtaagaacg atccatcctc aacgtaccta ccccagttcg
  2428501 gtattcgttt atgtgacaca ccccatatgt ctgtattcac ccgtgttccg ctcccttttt
  2428561 gccgttctac tactccaagt gattttaatt cttcatatgc agctactatc gtactccggt
  2428621 ttacttgtaa ttcttttgct aacatacgct cagaaggtaa cttgctatca gaaggaaact
  2428681 cgcccgaaga aatacccctt tcaatataat ctgcgatttg tttatataca ggcgtcttat
  2428741 ctgcacgatt tggtttccat tccatatagt ttcctcctct caaaactaac tttattttac
  2428801 tcgctaataa cagtattgac tgtaataata gtattaatta attacatgat tcaaaaattt
  2428861 ttctacggtc atattaaagc tgctcggctg ttctaaataa ggtaagtgtc cactattttt
  2428921 aaactcaata aaagttgtat ttttcaaacg tctttcaaac tctcttacat atttctcagg
  2428981 aacaaaatca tcattttctc ctcttataat taaagtggaa catgaaatat ttaaaagaag
  2429041 tggtctttga tcataatcta ctaattcagc aaataatctt tgaatatgca ccggattaat
  2429101 agactgtaaa gattgataaa atcccctgac aattacttca ttactggcta ctcccatctc
  2429161 ctccaacaac gtatccgccc attttttccc gttatcatgt aagctaagta aatcatatac
  2429221 ttcaagccgt ttctttcgat cttcaggctc caagtaggga aatgcattta caataattaa
  2429281 gctagaaaca aagtctggat attgaatagc aaaatcaata cctaccctag ccccttttga
  2429341 aagtccacaa atgactactt tttgtaactt taaatactta cataactcat acaaaacatt
  2429401 tacatattct ttaaagttaa tttctagccc ttcagatttt ccatgccccg gtaaatccag
  2429461 agagatcact gtccattttt tcttaaaata ttgcctttga tataaccaat tatttgcgtt
  2429521 tcctccaagg ccgtgtaaaa ataatatgac aggacccgac ccttctatat tgtaaaaaac
  2429581 ctttcgattc ttatattcaa aatacatact catcaccttc agctgtagca tcacttattt
  2429641 ttatctttga atggatatat ccaaaacggt tctctttcta gccattcgac tgtttccgtt
  2429701 acaccatctt catactctct ttttagttcc gttactttag tcgcaaattg tgatgcatgt
  2429761 gcttgcaatg cttccaactt ttttggaaca tattctttca cttcattttt aacatgtgga
  2429821 ggtcctattt ccgcttcatg attatttgca aaagctaccg cataaaatgt tggcctttta
  2429881 ttttccggaa tagtagctaa cgcttcagcc accgcttctc ctgttgcatc atgatctgga
  2429941 tgaactgcat atccaggata aaaagaaatg accaatgaag gattcaattc ttccacacat
  2430001 ttttgtatta cacgtcttaa ctctccagga gtttcaaatt caagagtttt atcacgatat
  2430061 cccatcatac gtaaatcttt aatgcctaaa atatttgtag ccctctttag ttctttctct
  2430121 cttatagcat ataacgattc acgagttgca aaaggcggat ttcccatcgc tctccccatt
  2430181 tcacctaacg ttaagcaaac atacgtaaga ggaacatttc gctgcgtata agctaaaatt
  2430241 gtacctgcca cgcaatatga ttcatcatct ggatgcggaa aaacaattaa aacgtggcgt
  2430301 tcatttttca tcaaaactat actcctccat tactttcaac attagtcttt tctatcaaat
  2430361 cactaccgca taccacgtta ctccaacaaa tagtacgaaa agaaggataa tataaatagt
  2430421 tgataagttt ttcacatttc tctttgtaga ctttccgtaa ttctcctcca catttcgtgc
  2430481 aactagtacg gttccaaaca gcgatacaat tacaataata acgactagtg aaatcgcaaa
  2430541 actcattgta tattcacctc tctaaggcca gtctattttt attaagaact tcctctttaa
  2430601 aacgttaata acatactacc tttcttctct tatcataata gatgtttaca aaaaacggac
  2430661 caaccacttt tatgtttttt actcatccac tttaaaaata aaaagcaact gaacacgtat
  2430721 gatcagttgc ttttttgcag gattatttat gctaattttc atttgaaatt aatttgattt
  2430781 aaaagtttag tcttttcata atgaaacatc gattgagata actcgaaaat tgttccattt
  2430841 acaagataca ctgtattttt aataagaagc gacgtatttt atcgcttctt actctcatca
  2430901 tctttaatct cttattaatg acttattcgc tcttataact tcttgataca gcaatggtga
  2430961 ccacttttca tttatgtagt cttgaatgat ccaacctacc cttgtaggac tcttttgttt
  2431021 tatatagttt gcaatttcag gatttatata agaggcatag taatatggac tattccatgc
  2431081 tgtaccacca gaagacaagc ttgcaaaatt aatatataga tgatgtaaat cctcactatt
  2431141 gttcatcgtt tcattgatcg tatctttaat agattttact ttctcatcat aactcacttt
  2431201 atatttatct tgtaccgtta catttacatt ttgatttaca gttgtcgtaa acgtctcatt
  2431261 atctggccaa taaaaattat tatatcctcc agattcatta ctaccactat atctttttag
  2431321 tagtacaatt ttcccacgag catctcccaa ttttatattt ccttctgttt ttaaaaagat
  2431381 aggatcaaca aaataacttt tttcaaacgt actactaaat gaaccttctg cacctttcat
  2431441 atcctcatac tcttttttta aagacataat aatcgtttca cttgggttat cttttagaaa
  2431501 ttgtttcgct tcgtttatga attcgtgcag tgttacataa agatataatg gtccatgatg
  2431561 aagaactatc gtattatcat ctgttaaacg gcctcttata tcaaaaattc tagctccatg
  2431621 ttccatttga taacgaaaat catgttcttg cgtcattccc catacttgct taatcggatt
  2431681 ttgcaacttg aacgtcccac tatcatgtgt tcctggaatt gaaattcgtg ctaacgggat
  2431741 attatcaggt ataggttgca tccatcttga ccagttttca agctcattaa cagagctagc
  2431801 tgcaacaact ctcttatcat gtaaagcaaa tacaaatgtg ataaatatcg tactacatat
  2431861 gaataatttc aaaataaatt tcttactgct cattattatt cctccttttt ctgttttaca
  2431921 tcaaacttat tgaatataat ataatctggt gagtaaaaaa taaatataat tccatgagta
  2431981 tgaaatattg catagaagta aagttaaaaa atcattcaca tatcctgagt tagaaaaatt
  2432041 taaaggaact tcatctgaag ttcctttcgt ttactttata ttcaatacat atgaaccatc
  2432101 tttattctca tacttataga cgtataaata atatttacct ggctttgcat gataagtacc
  2432161 tttcactaca tttccttcat tttcaccata tgctacatag ttatttaaat ctgattcatg
  2432221 atgaagcacc catgtcatcc caatgttttg ttcatttagt agagaaatag taatattttc
  2432281 tggtgagtcc atttggaaag taaatacatc tactctatca ctattatgta gtgtcccttt
  2432341 catcggtgta tgaaagttaa ctttatttgc ctgtatacgt tcattatttg gttcattttc
  2432401 tgttacttgt aactcattcc caccgtttgg ttttctttgt ccatacccta agtttactag
  2432461 tatagacttc aaatctggta aaacaccaat ttgatctgca tatggatctt tagattttgt
  2432521 tcctgtgttc tcgttactta atattgctct tagttcactc ggtctatatg gttgtcctaa
  2432581 attttctttc gcaatgcttt gtactaaagt cgctgctccg gcaataatag gcgacgcact
  2432641 cgacgtgcca ctaaagctag atgtataaag atttacagca cttcgacttt gctctgctgt
  2432701 agttgtatct acgttttctc cccatccata cacatcaata cggctgccat aattcgaaaa
  2432761 ccacatacgc ccatgaggga aagatgaaga gcccgctcct accataattg cacctgaatc
  2432821 tttaaaatct ttactattac gatttaaaat ttgtttacca tttctatctt taaattggtc
  2432881 taaatcattc caaccatttg ctccagcttc tataatgaca acacctttat ctgtaccggc
  2432941 acgaattgca tcaaagatat ctggttgtac ctcaacaggt aaatatttat caccatatcc
  2433001 atcaaaggaa gcttgtgcct ctaataataa aacatcccca gcttctaact gattcacagc
  2433061 acttaatatt gcatcagctg tattatactg tccgttatct cttatttgag aaatcacctt
  2433121 tgctttcgct tttggcgcaa tcccaatatt cccaacttca ttgtcctcag aggatacaat
  2433181 tcctagtaca gacgtcccat gaccgacatg ttgatctata tttattccag acattaattc
  2433241 aatattttga tgtactaaat cctcatgatt taataaccat ccatattcca tatcaacaaa
  2433301 agttatacca cttcctttac cgccttgaac ttcccaggcg aaaggcgcat taataccgta
  2433361 tggtgctgct tctaaataac cttgttgttt aaatctagga ttgttattag gactaagaga
  2433421 tacacttgat ggttgcactt ctggtggcgt tattttttct tgtttcttca tatacacatc
  2433481 ttctattaaa caagatttct ttaacctatc tactagttct tctttctgct caccattttg
  2433541 agtttgaaga atatagtagt ttaataaact tgtagataca ttattgggtg ctttcacttc
  2433601 aaggtcttct atttcctctg gacttacaga tgtgaataag cgcgtgaatg ttacatctgg
  2433661 atattctacc aaaagatctt ctagtacttt gtcgttcgtt tgagattgta tttgtttttc
  2433721 aataccatct tcatatggaa atttcaaatc cgctttaaat tttacaatga tttgcttatc
  2433781 tgtttcttgg tctattccta atttactctg ctgttctata gaatcagcat gtacactatt
  2433841 gacagtacct cctattccta aaagtgttgt aatgattaca gttgacgcac acattttttg
  2433901 aaacattttc attacatcaa tcctcctatt aacaacaatt aatcaatata ttaatttata
  2433961 atgattttat ttatataaca tattcccttt ctgctaaata gattatagta atcagcaata
  2434021 tgaacttcaa tgtattttca tatgcaatat ttcatattag aactctacaa tacatgaata
  2434081 agaaacttat aatgactatt tattttatat gtgctaatat acttacatta atatattaag
  2434141 catataaaca tccaaaacta cattactgaa cagcttcacc ttaatttttt cttaggagga
  2434201 tttacaatga aattattaaa aataaaacat ataatccctt tatctgcggc tgcaattaca
  2434261 ttcgtatgta gtcaaagtac agctgaggct tctaccattc atacagtaca aaagaatgat
  2434321 acactttggg gcattagtaa acaatacggc gtttcaatac aatccattaa acaggcaaat
  2434381 cataaaggaa acgatcaaac tttcattggc gaacagttac atattccagg tgccacgaac
  2434441 tcaaataaaa ttaccgttcg tcaaaacgtc aaacctgcaa acattagtga ccaaattata
  2434501 tatcaagttc aatcgggaga ctcattagaa acgatagcaa agcgttacaa tgttaccgtt
  2434561 caatctataa aacaaattaa caatacagtc ggaaacaagc tttatacagg acaacatttg
  2434621 aaaatcaact caagcatttc agaaaaagaa aaagacttaa tggcacgctt agttactgct
  2434681 gaagcaggtg gcgaatcata taaagggaaa gtggctgtag caaaagttat cctaaaccgt
  2434741 gtaaatgcaa aagggtttcc aaatacaata acaggcgtta tttatgaacc tattacatac
  2434801 ggctatgcat ttactcctgt tacagatgga agaattaatc atcctgcaag cccagaagca
  2434861 aaaatggcag tagaagaggc tatctccaca aatggaatac attctgattg gctttatttc
  2434921 tacaatccaa aaacatcaac agacaaatgg attacgacac gtcaaacagt agcagtaatt
  2434981 ggtaaccacg tcttcgctaa ataacattta aaatcattaa cagacctctt cacttaaaag
  2435041 gtctgttttt tatatgtaag attttattaa tcatatgaca tagtgatctt ttaaaactat
  2435101 ctcttctttc aaataaaaaa tttgcattta ctccaccact ctgaaaaatt aaaaagcatc
  2435161 aagttcaaag actccctctt tattcataaa agctatttct taacttcata aaattgttat
  2435221 acactagaaa aataaaaaac aaactattcg ttagcaggtg aaagaatatg tatgatgtta
  2435281 caattatagg cgctggagta agtagcattt ttatggctta tttactagct aacagtaaca
  2435341 aaaaggtttt aattctggat aaagggaaag cgctagaaga tcgccattgt cctttagacg
  2435401 aaggaaaagt gtgtacttgt actacatgtg ataaatattt tgggtttggc gggctaggaa
  2435461 aatctgaagg gaaatttaat tatacaaacg gatttggcgg agaacttgag caaaaagtcg
  2435521 gcaaagaagg ctttaaacaa cttatggctg aagtagatga aattctatgt cagttcggag
  2435581 gaagctctgt ttcaaaatat tctacagaaa atccaactct caataagaga gctgaagctt
  2435641 gtggtttgca aatgctaaca acagaagtac ggcatcttgg tactacactt tcaagtgaca
  2435701 tttttcagca actctatgaa tttttactta cgaaaataaa tatacaattt catatagatg
  2435761 tgcaacatat tatgaaacag aaagatcatt ttacaataga gacaaatgaa gaaacagttc
  2435821 aatctaaaca actagtattt gcaactgggc gttccggagc agactggtta aaagaaatgt
  2435881 gtacttctct aaacatttct caagaacaaa ctcgtgtaga tttaggtatt cgagtagaga
  2435941 tgaaagaaca ccaattacgt tctatattaa aagatacatt tgagacgaaa ctttcttatg
  2436001 agcatgaaga tttcacagca actacgtact gtatgaatcc aaaaggacgc attattagaa
  2436061 agtacgaaga aggtttagtt atgcctgacg gtcaaaattt tcgagagaaa ggaactggca
  2436121 cacctaactt aaatttcact ttgtttatcc cgcgctattt tccaactctc aaagaagcaa
  2436181 atctgtatgc aagctcaatt attaaaaaca ttaaccaagg acaagatcga attgttatac
  2436241 agcgcttaga ggacttacta aaaaaagaac ctacaacagc gaacaacatg aaacataacc
  2436301 gtatacagcc tacactacaa ggagattatg gagatttgaa tacagaaatt cctcccttat
  2436361 atattgaagg acttaaagaa tttttgttac gcttagaaca atttatccaa gaaccgatcg
  2436421 atacaaatac tttattatat ggaattgacg gaaagtttta tactcctacg ataaaactca
  2436481 ataaccattt tgaaacaagt atacatgggc tatttttagt cggagattgt tcaggcgtca
  2436541 ctcattcctt atctcaagct gctgcaagtg ggttgtatgt tggaaaatat ttatctatga
  2436601 tttaaattct ttcattaaga caccaattaa atattttaaa tttcacaacg ctttatttat
  2436661 gtaccttatc cttcccccgc taacgactac cccgtaaaaa atcgggattt tacaagcctc
  2436721 tattcatttc acctttcatt tgttcgatat tttgtaacat catcatagtg tttaatatgt
  2436781 taggatgtct ataagtattt tttactacaa ctatgacttt ttctgctctg ttctaaaaaa
  2436841 tagatttatg ctttaaaatt tcccattgta cgtatatgaa tacttcatat tattatcttt
  2436901 agaaaccatt ggctaaatgt tttattacac tctaatagtt ataaaaatat aatatataac
  2436961 acaagttaaa taaattgtat aaagaaggtg taaaaatgaa aaataaaatc aatttacaaa
  2437021 tgcaaaatat aagctttgtt ttaataattg ctttagcact atggttaaaa acatatctta
  2437081 ttacaagatt cagttttgat ttaaaaattg aatcttctac acaagagctt attttgttta
  2437141 ttagcccgct cgctgcatca ttagcttttg tcggattagc attatttgca accggtgaaa
  2437201 aaagaaatta tatcgcgcta tgtattaatt ttttattaac aatcatactt gttggaaatg
  2437261 taatgttcta tgatttttat agtgatttcg ttacgttacc agtacttgga caaacatcaa
  2437321 actttggcca actaggcggt agtattatag aaatattgaa ctacaaaatt atactcgcat
  2437381 tcgtagacat tatttttttc tttattttat taaagaagaa agcactagtc tttcaaacag
  2437441 gacgtgtaac gcatccggca cgcttcgtat atttcctctt aacggttggt gtattttttg
  2437501 caaatctaca ccttgcagaa aaagaacgac ctgaactatt aacgagatcg ttcgaccggg
  2437561 tcatgcttgt taaaaattta ggactataca cgcatcaagt ttatgattta acactgcaag
  2437621 taaaagcagg atcacaaaag gcacttgctg atagtagcaa attacaagaa acagaaaact
  2437681 acgtaaaggc aaaccaaagt gaaccgaatc ctaatatgtt tggtgcagcg aaaggaaaaa
  2437741 acgtaattgt cgttactctt gaatccttgc aaaccttttt aataggcgca aaagttaacg
  2437801 gagaagaagt tacaccattt ttgaatgaat tcataaatga aagctattac tttgataact
  2437861 ttttccacca aactgggcaa ggaaaaacat ccgattctga atttctaatc gatacgtcgt
  2437921 tatatccatt aaatcgagga gctgtatttt tcacacacgg taacaatgat tatactgcga
  2437981 cgccagaaat tttacgtcag caaggttatt tcacttctgt attccatgcg aataatgcaa
  2438041 cattttggaa tcgtaacatt atgtactctg ctctcggtta tgatcgttac tataatgaac
  2438101 ttgattacaa aattacgcct gaaacaaatt taaattgggg cttaaaagat atcgagtact
  2438161 ttgatcaatc agtagatata ttaaaaactg ttgatcaacc attttacgct cgtttcctta
  2438221 ctttaacaaa ccattatcca tttacgtatg atgaagatac taaattcatt gaaccatatg
  2438281 actctggtaa tggcgtgttt gatcgttata tcgtaacagc acgttactta gacgaatcca
  2438341 ttaaaaaatt tattgagcgt ttaaaagctg agggaatgta tgatgattct attattgttt
  2438401 tatatggtga tcattatggc atttctgaaa aacataatcg tgcaatggca cagtttttag
  2438461 aaaaagatca aataaccgaa tttgatactc tgaatttaca acgcacacct ttatatattc
  2438521 atatgcctgg ccaaacagaa ggtgaaacga tttcaaagcc tacaggacaa attgatataa
  2438581 aacctactat tctaaattta cttgggattg atactacgaa cgatattcgt tttggtcatg
  2438641 atatgttttc aaatgaatat actggttttg ttgttttacg tgatggtagc tttattacag
  2438701 acaagtatgc atacaaaaac aatattttct atgaccgcat aacaggtgaa attgtagatt
  2438761 taccaaaaaa tgaagcacaa gcactcatta agcgtgcgca aaatgaatta cgaatgtctg
  2438821 acaaaattat tgaaggcgat ttattacgtt tctcagaaag taataagatt aaaactggtg
  2438881 aagtacaaac taaaattaaa gaaactgaaa aataatgtaa atatgaaaag ggagcaactg
  2438941 taatgagttg ctccctttta ttctcttcta atacatgatg cagtttcata tatttcactt
  2439001 ttattctacg cttgtctcta aacttacatc tgtataagta tgatcatcac ctatatgtaa
  2439061 aatcacttca cattgacgta atctcaattc aaagagcatg atagaatcat gatagacttc
  2439121 aggatttgat ttcatcttat gtaacagctc ttgtttttct tgtatttcta attgcatatt
  2439181 ttctacagtt tgtttcaaac agttaaatgg attcctaaag aatatatgaa tatctcgctc
  2439241 ttgtgtgttt tcaaatagct caaattgcaa gaaaaatttc ttcataatag aatccgttac
  2439301 ctcggtataa tcttcatttt ctacatgctg tttgtatttg ttatacagca tagttttatt
  2439361 ctttggaaga actccaaata atttaccggc acttttcagt aaaaattgcg ctggcgtaaa
  2439421 tcgacgtaaa acatttactt cacccatttg tatgctagtc gtcattctgt cagtatctct
  2439481 gcgccaatcg tcaagtactt taaagtcaca ttctaactgg attcgatttt ctccaaataa
  2439541 agaattaagt ccttcactaa gttcttctaa gtaagactga ctttgaagga gctcattatg
  2439601 agaagttgca atccaatttt gcatagaaag agcaagatga ggtaatacag tttgttctaa
  2439661 atatttatgc actctttcat tcattgcttt atttagttcc gtatccatat gaccgaaatc
  2439721 actttcttca ctcattaagt cagaacaact ctgtaatatc ttcggtatat tttcagtaag
  2439781 atcattcgta atttccgttt tcattgtacg atatgactgt gtaatgaaat gaattttctc
  2439841 cctctcaaat gcagtaagat tattaatact accgtttagt ttcactagca tatcttcatt
  2439901 ccacttaata gcatccacga gattgttttc tttttcaaca cgtttatcta aaagatatgt
  2439961 aattgttttt cggatgaaga acaatagctt ttcagtacgt tctgtatcaa tatttttatg
  2440021 attaaagtta aaatgaataa actcagttaa ctcatttaat tgttgactac ttgtatataa
  2440081 cgaagaataa ggaagaattc tcgattgcgg gaaatatgtg tttattctcg ctgccgtatc
  2440141 ttgtaatact cttttcactt ctgcttcact gtaaatgtta tcgattttat ttaataagaa
  2440201 atgaatttgt aaatttggtg tatgttcttg aatgcttaat aaaatatcac gctctttatc
  2440261 agtaaacggt gaatccgcat tcagtacaaa caataattca tccacagaat ttagatattc
  2440321 aaatacctca tccctagtgt cattattcct attaaatcca ggtgtaacta caaatgtaag
  2440381 tttattttca tttaaaaatc tacatggtaa tttaaattca acacatgctc tatctctata
  2440441 cgtttgatgg tgctgagaca tcatattatg ataatcagag atatcttccg ttgttgtaat
  2440501 tgcagcatct gttatggcgt taatttctgt gtgagcatca ttttttaaaa ctactacatt
  2440561 tgaaattgat ttttctaata tattttctcc taatatagag ttgataaatg tagtttttcc
  2440621 gttccctgaa gttcctgtta ctaaaatacg atttgttctt aaatctgcaa gttcgtcaac
  2440681 taaccatcta aatcgttgac ctatttctat attatgcttt tgtgcccaat ctgtaataga
  2440741 ttcaaaaaga tgtaaactgt actctaaacc attcacatga ttaatagaat atgacagtaa
  2440801 gttttccgca ttttttacat ttgctgaatc tattttggaa ggaaaaatct catcccacgc
  2440861 caatacagct gctgatggaa atgcagcata agacggattg actaccttta accaatttgc
  2440921 taacagattt ggaatgatat cgtgtaattg tctaagcata tattgccctt gaattaatgc
  2440981 aaagtacgtt tcttcgtaaa gagaagaaat tttgttccat atatcggacg aatgtatttc
  2441041 aatatgtaag aaaaattcat ttattgtgtt aagccataat aagtaatttt gttcatttct
  2441101 ataactgttc caaagtgatg aaaccatttg cgtaaattgt acttgatcta cattatttaa
  2441161 tgtaactaat gcatcataaa aataatctgg tgaaatatgt ttagtaaatc ctttatcgat
  2441221 atatcctttt aacacctcaa accacggata ggattctgtt cgaattaact cattcacagc
  2441281 aagctctact gcactatcaa aatcttgttg ttcctcataa aaggaacggg caatttttgt
  2441341 gacattcgga taatccggat ttaaagaaac cgcttcttta ataacagcga aagctgagtc
  2441401 aaaattattt tgctctatgt aaagagaaag tagttgtaat ctaatttcag tcatcaatat
  2441461 tttattatca gtcgtaatgg aagtataaac attttcagca actgataatt gattcagttc
  2441521 gaaataagca tctgcaatat ttttttgtgc ccatggtgct aattcattac taaccttctc
  2441581 ccatttaaaa atagctgctt caaaatcttg atggcgataa taaaattcac cttgcgcaaa
  2441641 acgaatataa gatccatcag aaatctcatt tttttcttcg tttacataag cttgtccaag
  2441701 cacgtcaaga gttggttttg tttcattctc cattaggaat gtttcataat acatcttttt
  2441761 tattaattgt ttttctaatc tcatcttttc ccccactata tcttgaaaat acatttttaa
  2441821 gatatgtcaa cactttattt atgtatgctt tttatcttaa caaagaatat cttttggaaa
  2441881 atttcatttt cctttcattt ttcaagtaag attgaatttt tatgagaaaa gtttcagttt
  2441941 tttttcaatt ccctttcagt tatgaaacag cattaaatgt tcctaataac ataataacac
  2442001 tataatatcc cgcattatat tatcaggaaa accctatatg aaacatatta taaaaacaat
  2442061 ttatatcgaa tatatatgca aaattcactt cactaataaa tgaaagaaat cattatcata
  2442121 tatttttcac attcttttcc tttgaaatat ttcagtaagt acgcaattaa attccattaa
  2442181 cctatataaa taactagtcc aaaaaaaatc tatatgcata tcatgttata gtaaagaatt
  2442241 caggaaatcg taaaaggagg cattttcatg tttgaagata aatctaaaat aaactacccg
  2442301 tatgaattta ctgaaactac aacaatccct ctaaaaaacc ccatcaataa aaatttcaaa
  2442361 aacggctctg gtacacatac tttcccaatt aagaagcact ataaagaaca ggtgttatat
  2442421 acggaaaaaa ttaataataa taaaaataaa taagcgtata gttatgtttt tagtaatgta
  2442481 taaatatttt tatacaattc atgtactttt aaaaagtgct gatatacagc gcttttttat
  2442541 acatagataa tagaagaaca aaaaagtatg gatattttcc acactttttt gttctttact
  2442601 atttataaat ggagtacgtc catgtttatt tcacctaata gtactttaat gggccttcta
  2442661 gaagtcattg gattgaattt atatcccttc caatccctac tttttatagg cattattgct
  2442721 ctattatata tattttaaaa tttaccaaag gttgtttcaa ggctacttag ttctcataaa
  2442781 atattttttg tttccgttgg aacggatagg ctttaatctc atctgtatct aaattttcat
  2442841 gaaataaatg aacagctata atttgtctac aatcgtaagt atgataataa tatgttccgg
  2442901 attccataca cattacgctt gtatatatgg tattatctaa tgcaccttct tctgttatta
  2442961 ctccaccttt aggaacctca caatttgata agatatgaaa aagggctgat actccctctt
  2443021 cttcgctatc tataccttga atgttttgtt tgccatatgc tgcccgcaca aacctcgatg
  2443081 gcggggtgaa atcccctgga agtcccattg agcccgagcc ttggccaaaa gcacttaatg
  2443141 gtaaattact ccactctgtt ggcgcgaatg gctgcgattt aaggcctata tattgtctta
  2443201 aattttgtaa atgccaatta aactccggac tattcgtcat cactcctagt gggttatcat
  2443261 acaattttaa tccttcactt gtcggatcca gtacaatgca atctccccat ttatccgcta
  2443321 aaatccaatg tagtggtggc gtaagtccta aatccggtaa tggtatatcc aaaaaggtaa
  2443381 tgctatctac agatttcttt aactctttga cagaattgaa ttgtgtcaga ctccaagtta
  2443441 caaaatcaaa tggagccaaa ttcgttgtgt tgtcatctat gctttgacta taagtagcga
  2443501 atcctggaaa atagagtgtt gcacatgtca tacctgcttc atttactccg tccgccataa
  2443561 tgatccttcc ttgatgatta atacccattc cgaccgtagc atgtttcgta ttaatgattt
  2443621 cacccgttat attattccac tggtaatgtc gaggaatgat tattacttct tgattcatat
  2443681 ctaatgtgaa gtccatcgtt cttgcaaaaa gatgctgacc gttttttgtc tctaatgtca
  2443741 aactagtaca cataaagaac accccatttt atggttttat ctacacttta tataattctg
  2443801 ataagtctgt aaattaaaaa cctctttcct tacaaacaaa ttgagaacgt acatataaat
  2443861 tacaaatagg ttgaggttat ctctagttta taaatgaatt tttaacatat agttgtaaaa
  2443921 gaattatatt aaaaaggagc gaattgttat aatctgcccc ctctctacta cgctgatatt
  2443981 tccaaaacaa cttttgcacc atgcagcttt tccgaattac ttaagtaaag gtttccaccg
  2444041 tgttgctttg caaagctttt agcaatgtat aaccccattc catgatgatc tttggcgttt
  2444101 ctacttttat ctcccctata aaactgctct gtagctgaat gcatttcctc ttctgtaaac
  2444161 cctcttcccg agtcctctac aataaattgc agtttttcac taatcatttc cactgagaac
  2444221 atcaagtcac cctttgttgg agaatattca attgcattca tcattatatt cataattgct
  2444281 cttttcaaag cggtctcgtc aataggaata aaatttggta tgtcctgaac attttcaatt
  2444341 agatttaact gtttgcctaa aacacaaatt gcactttctt ctataatatt atgaataaag
  2444401 tctcggagat ctgtttgcat gaattgaagt ggagcgcctt cctcacattt cgtaatatcg
  2444461 agtaaagatt tcatatatat ttccatctca tcaatacttt tcaaaatatg ctcattacat
  2444521 ttcttctgat ttgaatctag cattgattca tttaatagct ctgcattccc tctcaatatc
  2444581 gttaacggtg ttttaatgtc atgtgccaaa gcagcaatct gctctcttct atttgtttcc
  2444641 atattccact gtgtacgtaa cgaatgattt aattcatctt tcatttttac taaagaagtt
  2444701 aatacttcat tcacttcttt tattttagat tgttccactt gaaaatctaa atcttccttt
  2444761 tgaattttat ctgttacctt tctcaaaatc atcatttcct ttgacaatga tttaccaaaa
  2444821 gagcgagata gaaatatcac ttcggcaaca aatagtagaa taaaaagaac aatttcacaa
  2444881 acttccggac tcggtacata cttctgcaaa ataggatttt taaaagtagc gtgtaacgta
  2444941 tatagaatga cacaaatatc tttatcgcgt tctataattg catagtagta cttactgtca
  2445001 cctttttcat cattatgtat gttattccat atttgtcctg cataatcttt attaatactc
  2445061 ccttgtataa cgtttcctga aaaatcatac agagcatatt tatattgttt taaaatttga
  2445121 tcatcttcct gttccgcttt aactatagca tctctttgcg actcaatctg tttttcataa
  2445181 taatttgctg gtaggattat ctctgcgtta actccaactt ggaatagaat cataaaaaaa
  2445241 gtaactaatg caatcgtccc tattgaaaat gcaaaaatat actgtattaa aatcttacta
  2445301 agattgactt gctttttcac tttctccatt tataaccaat tccccataca gtctctattg
  2445361 gattcatgcc atacttagat aatttatgac ggatattttt aatatgttct acaattactt
  2445421 ggttatcact ttctccctca tatccaaaaa cattttcgta aatcttttct cttgaaaata
  2445481 cttgtccatg atttaaagct aaatattcac aaattccata ctcacttttc gtaaatgcaa
  2445541 tagatgtatc gtcataccat atttctttac atgacagatg aaatgtaaga cctgacagga
  2445601 aaaatgcatt ttgcttttct ctatgctcac gccttacatg cgcggatacc ctcgcacgca
  2445661 gttctccaat tccaaaaggt tttgtaatat agtcatctcc accgagacta agccctgtga
  2445721 ttagatcctt ctccattgtt ttggctgtta gaaatacaat tggactatca acgaaatcac
  2445781 gtatttcctt acaaagtgta aaaccatcta tttctggcat catgacatct aatagaatta
  2445841 aatcataatg acaaaatttc tcctttggta tagtaagagg attactaaca gctgttacct
  2445901 catgaccttc tttctctaga gcacttttta taatgtaaag gatgccgtct tcatcatcaa
  2445961 ttgctaatat tcttgccata tagaatccct ccccactctt ccattataat acaattacac
  2446021 ttacatttct ttgcgtcctt cataaaagga aaaccacata agagaaataa cgaatgcaat
  2446081 gatcgtgaaa caaacgcaaa tcactgctcc agttgctgcc tctactggta aggcacgaat
  2446141 agaactagga cttaatttat attccaaaaa ataattgcat aatctcatac tccacgcaca
  2446201 tggcgtgtat ttccaaatca catcccccat ccctgtaagc attaaagctg ccagcaagct
  2446261 ttctataatt ccaatcccaa tggaagcacc tttactaaag cgaaaattta agaacagatg
  2446321 ccatatatac ataaagattt gacaactaaa aagaatgaag gaaatttcaa catacaaagc
  2446381 aaatggaatt tcattttgtc ctaacagaaa atgaaaacct gtcgcaaacc caacgactgc
  2446441 caacatagtg gaacaaaacc cacatattaa aagtaaacat actttactaa ttaacgcttt
  2446501 acgtcttccg tattccgttg ataaaagttc tttaaaattt cctgccaaag cttcctgttc
  2446561 cacgacagaa gaacacacta tgctaattag caacggaaaa gatattgata atacttgtat
  2446621 atagcctaaa actttattta tagaatccaa ttttgaaaag gaataataac ttaaaaaaag
  2446681 agcaataccg atgattggca tcgctacatg tatccagaaa aaaatcgtgt gtttcatttt
  2446741 tataaaatca gctcttaata ccctcgacaa aaccgccata ttattttgcc tcctgctttt
  2446801 caaaccactt tgccgtcaca taagtgaata acaggaacaa cacaacagaa attactatgc
  2446861 ctggcaaaat tgcatcgtag gaaagtagtt ctggtttaaa cgttacactt ccggtttctg
  2446921 catacaaacc atttggtagt attttcaaaa tagggatcat cagtctactt ggatatgtgt
  2446981 atggactaat catccaaata ttttttgttg ctaatacaac tccaaaaatt ccatttgccc
  2447041 ctacattcaa caaaagcgtc ggaaatagac ctattttgtt acctaaaaac aagcagattg
  2447101 gaatttgcca cataaaagta acgattaaaa gaacgcttcc taatagtgca tttaccgtag
  2447161 gaatgattcg gaaattctct ttatttacta gtaaactaga taactcgatt ccacagaaaa
  2447221 acagtatgca tgaaaaactc aaaatcccta aaattagtaa tactttagaa atccatactc
  2447281 gtttcaatga agctggtaac gataagatgg aacgattatt cattttttta tctttctccg
  2447341 caagaagtac acaacttaaa gaaaccattc ccggaagcat cgtaatgtac caccagttgt
  2447401 aactagataa ttgaaaataa tccgccgata ataaaaaggc aattagcatt gtagcaaatg
  2447461 gaactagcca tgtaagttta ttcaaaaaag tatgtctaat tttaatcttt tcagatgcaa
  2447521 tatatagatt catttcttat gcctcccttc tatactttcc agccacttgt acaaataaat
  2447581 cttccaagtc atcattctta ttcaatttcc cctgataccc caatacacca cctgatataa
  2447641 tcccaacatg atctgcaatt tgacttactt cgcttaaaat atgactcgat aaaatgaccg
  2447701 taattccttt tccaggaaag gatagaatga gttttcttaa ttcctgaatt ccaaaaggat
  2447761 ccagtccatt catcggctcg tctaatatta aaaacttcgg atggttcagc aatgcaatcg
  2447821 caattcccaa tcgttgcttc atccccatag aaaaatcctt cgcttttttc ttctctgtat
  2447881 tctctagctc cacaacatgc aatacttcat caatccttga tttaggcaaa cctaaaacag
  2447941 tcgtacgaac ctgcagattt tctcttgctg ttaaattttc atacagcgga ggggaatcaa
  2448001 ttaaagcacc aatagaatgt aaatcatgcc gcgtccattt atgaccatca aagtaaatct
  2448061 caccagaagt aggtataagc atgcctgtta tcatttttaa agtagtcgat ttccccgctc
  2448121 cattaggacc taacaatcca tagattgcat atttcggtac agaaagtgaa atattttgta
  2448181 cgacactttg ctgtctaaat gttttacaaa gattttttgt ttctaacata atctcattca
  2448241 tcctaaactt cctcctcgta tattgtaatt ctagaataaa tgataattat aaggattcta
  2448301 taaggaaaag aaaaaacatt gagagaaaaa gaagttttta catgcaacct gtatcaaaac
  2448361 tatggattca tataattttt ctataattgg ttacagatga agaatttata aaaaaagaat
  2448421 atctaaacaa aaaagaagcg atttatttca tcgcttcttt ttattaaatc atattatccc
  2448481 tacataaccc tcttaaacat cttctccaac tcataagtag aatgatgcac aagaattggt
  2448541 cttccgtgcg ggcatgtgta tgggtttgtt gttgtacgaa gttcttccag taaagcaaat
  2448601 atttgatcgt tcgttaaata ttgatttgct ttaattgaag ctttacagct catcatgatg
  2448661 gctgcttctt cacgtaattt tttaatatca acttttttta gtttaacgac ctgctccatc
  2448721 atttcatcga taatttctgt ttcttgccct ttcgggaacc acgttggatg cgagcgaacg
  2448781 ataaaggatt gatggccgaa ttgctccaag aatagaccga ctttctttag ttcttctagt
  2448841 tgctcttcaa cacgtaaaaa ttcagtaaga gataaatcaa tacgatatgg tacgagtagt
  2448901 tcttgtactt cttgcgctac ccttcctact ttatcacgga agtattcata attaatacgt
  2448961 tcctgcgcgg catgctggtc aatcatatat aagcctttat cattttgagc gaaaatatat
  2449021 gttccatgca tttgtccaat tggataaagc ggtggtaagt cattcccgtt catttcaatc
  2449081 tcttttattt cccgaacttc ttctaattcc tctagttcaa agccctcttc gttactgtcc
  2449141 cacgatttct cttcttgaat tggctcttca attatcggtt tagtggatgg ttgccacagt
  2449201 tgtgttggct gtttcacagc ctgcggttct tcttgttttt catccatgcc cgtcggtaaa
  2449261 acgatctccg gcatagatgg ttctttcggc ttcgcatgct caaactgaaa ctgttcttgc
  2449321 acactttcat ctttttcttt tttcttcgtt gttacacctg catctggaat gagctgtatt
  2449381 tttttgaatg ctgcttgcaa tgtttcttca atcagcttta gtaattcttg ttctttacta
  2449441 aaacgaactt ctaatttcgc tggatgtacg ttaacgtcaa caagcattgg atccatttca
  2449501 attgataaga aaccgattgg atatcgtccg actggcagta atgtatggta tccttgctga
  2449561 atagctttca ttaatacaaa atttcgaacg taacggccat ttacgattgt tgacatataa
  2449621 ttacgagatg ctctcgttac ttctggtaat gttacataac ctttaattgt gaaatctaaa
  2449681 gattcagctt caattggaac aagcttcttt gcaacttgaa tgctataaat cgatgcaagt
  2449741 acttgtctta catcaccatt tcctgatgta tgaagcaatt tcttttcatt atgaaatagc
  2449801 tttaatgata cttctggatg cgacattgca atacgataca caatatctgt aatattccca
  2449861 agctctgtat gaatggtttt catatattta agacgcgctg gtgtattaaa gaataagttt
  2449921 tgtactgtaa tatctgttcc ttttcggctc gctgtttttt cctgctttat aatgtctcca
  2449981 cctttaataa taaggtgtgt accaggagca tcaccggtgc tagtgattaa ttctaattca
  2450041 ctaactgagg caatacttgg caatgcctca ccgcggaaac cgagtgttct tatgcgaaac
  2450101 agatcgtttt catctttaat tttgctcgtc gcatgtcgtt caaaagcaac gatacaatct
  2450161 tcttctgcaa tgccatctcc gttatcaatg atgcgaattt tcgataaacc ggcttcttct
  2450221 aagtggattt caatagatgt actattcgca tcgatagaat tttccacaag ttcttttacg
  2450281 actgaggcag ggcgctctac tacttcccct gccgcaatta agttagagag ttggtcatcg
  2450341 agtttgcgaa ttttccccat ctacttactc atcctttctt taactttttt tgtaagcgat
  2450401 acagttcgtt catcgcttct aaaggtgtca tatcaagtaa atcaattttt ttaatttgcg
  2450461 tcagcactgc cgtttctttt gcatctagag ctggcttgtc ttgttttttc gaagactgct
  2450521 ctgcgccaaa gaatgatagt tgtgattctt cttcattgtc taccttcgtt tcttctattt
  2450581 ctatcggttc ctcttttaca actataggtt ctggaattac ttcttgctct tgcgctttca
  2450641 cttctacacg ctttggaata acaatttctt cctgtccttc taattgcgct aacacttctt
  2450701 tcgctcgagc gattaagcta tctggaagct ccgcaagttg cgcaacgtga attccgtaac
  2450761 ttttatctgc tgccccgtct tgaattttat gaaggaatac tacttttccg ttctcttcaa
  2450821 tagctgaaac gtgtacattt ttcagttgat ctaaactgtc ttctagcaca gtcaattcat
  2450881 gataatgcgt agagaataac gttttcgcac caatttggtc atgaatatgt tcaatgattg
  2450941 cttgtgcaag tgccatacca tcatacgtag atgtaccgcg tccaatttca tcgaataaaa
  2451001 ttaaacttct ttctgatgcg tttgcaattg cgttttttgc ttctaacatt tcaaccataa
  2451061 atgtactttg acctgaaatt aaatcatccg ctgcaccaat tctcgtaaag atttggtcaa
  2451121 atacaggtaa tactgcttct gttgctggta cgaaacaacc gatttgcgac ataactgtta
  2451181 caagtgctaa ttgtctcata tacgtacttt taccagacat gttcggtcct gtaattaaaa
  2451241 agacatccat attctctggc ataatacaat catttggtac atacaatttc ccgttcaata
  2451301 ctttttcaac gacaggatga cgaccatctt taataaagat ttcgcgcttc gttgttagta
  2451361 caggttttac aaactgttct tcttcactaa ctgtcgcaaa actttgcagt acgtctaatt
  2451421 cactaattac tttcgctaaa tgctgtaatt tcggaatgaa tacttttact tcttcacgaa
  2451481 gcgctgtaaa taaatcgtat tctagttgta caattttttc ttctgcttct aagattaatg
  2451541 tttctttttc ttttagttca tctgtaatga aacgttccgc attagcaagc gtttgtttac
  2451601 gctcatagcg tccttctggt aatgctccaa ggttcgcttt cgttacttca atgtagtaac
  2451661 cgaaaatacg gttgtatcca attttcaacg atttaattcc tgtaatatca cgctctcgtt
  2451721 tttcaagctc agcgatccac gtttttccgt ttttactcac atagcgatat tgatcaagct
  2451781 tgtcattata accatcttta ataatatctc catctttaat cgaaagcggt ggattttctt
  2451841 gaatacttct tcctagtaat tctgttagac tctcacacgg atctgcacct tgaattaatc
  2451901 tcgctgcata cgcattatct aacaaactaa tcgcttctaa aatagctggt acttgcagta
  2451961 aagatcgtct taactgtaat aagtcccttg cattgacatt accaaatgca actttccctg
  2452021 ctaaacgttc caaatcatat acttctttta acttttcttt taaatcttca cgtaggaagt
  2452081 aatcatttac aaacgtttca accatttcta aacgctcttc aattcgttct ttctgtataa
  2452141 gtggacgttc catccactgt tttaacatac gaccacccat agccgttttc gtcttatcta
  2452201 atagccatag taaagatcct gttttttctt tcgttcgaag tgtttctgtt agctctaaat
  2452261 ttcgctttga atgcacatca attttcataa attgattcgt ataataaatt tccacaggct
  2452321 gtaaatgatc taatgaacgt ttttgcgttc ttattacata gttaaataag cgcccaactg
  2452381 ctttaattag ctttgcttgt gaaacgtttt tcacaagatg ttctaaccct tctgggattg
  2452441 ccgttgcatc ttcatatgaa atcgtcatct ttaacgtttc cgttaacttg tttaattcat
  2452501 cttttgaaaa ggaagaatct acaacaattt ctttcgaacc agttgcatac acttctaata
  2452561 aaatatcttc tactgaacca gtcaataacg ttactgtatt ttgtccagtc gttaaatcgt
  2452621 tacaagctaa cgcatatgac ccatcttcaa aatgtgttaa tgcggctaag aagttatttt
  2452681 ctttctcatc aatcgtacgc ccttccatca tcgttcctgg cgtaattaat tgtacgactt
  2452741 cacggcgcac tacaccttta gctgtttttg gatcttctac ttgctcacaa accgctactt
  2452801 tatatccttt ttcaacaagt tgttcaatat agtttttagc cgcatgatac ggtacaccgc
  2452861 acatcggtat acgttcacta ctaccaccgt ctcggctcgt taatgtaatt tcaagttcgt
  2452921 gggctgcttt aacagcatcc tcaaagaaca tttcataaaa atcacctaag cggaaaaata
  2452981 aaaaggcatc ttgatagtct gccttaactt ttaaatattg ctgtatcata ggggtatatt
  2453041 gcgtcatact tctcctccat aattcttaca taataatcta tattcatata tgtcacattt
  2453101 cacggacatc catatctcct atttcaggag tctttcttca ttatagcaca tttcattagg
  2453161 attcatgttc atccaagcat cacttatgta aagtaaaaag ctaggaagaa cttctcccta
  2453221 gctttctatt actcttcttc tgcatcaacg ataaagtttg gatctaactc ttcaaactca
  2453281 tcatcatcga tttggaaatc ttcgtctgat tctacacaac cttccggatt tacacttaca
  2453341 caaattttcg tttcaccaac tacttctgtt acaaattcac gttctaccgt tacaacaatt
  2453401 ttattaccat ttggtgatac aagagcttct aaacaatttg gtggctgaat gacacgagca
  2453461 ataatttcta aatcatcacc tgaaaagttt ttatcacgat agccaatact tacttcatcc
  2453521 gtgtagttca cacgttctgt tacaacttct gtctttgtat tgccatcaaa tgaataccaa
  2453581 gtgttcacat catagaaacc ttcaatttcc acatgttttc cattctttct tgcttcgtac
  2453641 gagtggttaa ttacccagca ccctaaaata cttgttggct cattattcga ttcacatgta
  2453701 tgcgttgact ttgtatactt acgtcctttt ccaaccactg cttttgtaat aatctctcta
  2453761 aattcggaca ttcgtaaccc tcctcaatca ctattcactt aatcatatgc gtgacaatag
  2453821 cggaatgtgt cattcttttt ttgagaagaa cttacgttta atccactaaa aaaagagatg
  2453881 tcatttcgac atctctttaa caaccacaat ttcctttttt actttctacc gctgcgcccg
  2453941 tttcaccctt caatacatcg ccattagttg aaattaatat ttcatctgtt acgttgttag
  2454001 aaatcgtact tgcaactagc tgtagtaagt catttacata tgtttgtgaa gatttaaatt
  2454061 cttgtacaac tgggatacta tctaacttat cttgcaaggc atcaatttca gcttctactt
  2454121 ttttcaaagc ttcccatttc ccgtaatgtt gcaagtttac tgcttgtttt tgcagtgctt
  2454181 taatttcatc aattgcgcgc tttacgtttt catttttatg aatttgcgcc tctgctttct
  2454241 taaagaaatc aacttcttct gtttcagaaa tcatttttgc taattctttc gcttgctcaa
  2454301 caatttcatc tttcgaatat actttcatct attattccac ctcaatcggc tcttcaacta
  2454361 attctccgtt aagagaccaa gtttttgcat ccgttacttt tattttcaca agctgaccaa
  2454421 ttaaagactt tggagcaacg aagtttacaa gtttattcgt acgagtataa cctgcaagta
  2454481 cttctggatt atttttactt tccccatcaa ctaacacttc tacaatttga cctttataac
  2454541 gatcattctt ttcaattgcc aatttattta ctaatgcatt taagcgttga agacgttctt
  2454601 tctttacttc catcggtaca ttgtctttca tttttgcagc tggtgtacct tcacgcggag
  2454661 aataaataaa ggtaaaggca gtatcaaatc ctacttcacg atacaacgac atcgtttctt
  2454721 caaattgctc atctgtttca ttcgggaaac cgacgataat atcagttgtt aataccgcgt
  2454781 ttggaattgc ttctttaatt tttcttacaa gctctaaata atgctcacgt gaatatttac
  2454841 gcgccataat ttttaacatt tctgtgcttc cagattgaac tggtaagtga atatgttcta
  2454901 ctaagtttcc gccttttcca agcacttcaa ttaagtgatc atcgaaatcg cgtggatggc
  2454961 tcgttgtaaa acgaatacgg gcaatatcaa ctttacggag ttcgtccatt aaatcgccaa
  2455021 gaccgtattc tatatcttca aagtctttac catatgcatt tacgttctgt ccaagtaacg
  2455081 taatttcttt ataaccattc gcagctaaat gacgaatctc ttggataatg tcttctggac
  2455141 gtctgcttcg ctcttttccg cgtgtatacg gtacgataca atatgtacag aacttatcac
  2455201 agccatacat aatatttacc caagctttaa tatcaccacg gcgtactttc ggaaggtttt
  2455261 caattacgtc tccttctttg gaccaaactt caactaccgt ctccttcgag aacattgcat
  2455321 cttttagaat gtacggtaat ctatgaatat tatgcgttcc aaacaccata tctacatgct
  2455381 gatttttttg cataatttta tttacaacag attcctcttg agacatacaa ccacatacac
  2455441 caattaaaag gtccgaattt cttcgtttta gtgactttaa atgacctagt tcaccgaaca
  2455501 ctttattttc agcattttca cgaatggcac aagtatttaa taatactaca tctgcgtctt
  2455561 cagttgaaaa ggttggttca tatcccagtg cagtgaaaat acccgccatt acttctgtat
  2455621 catgctcatt catttgacaa ccgtatgtac gaatataaaa ctttcttcct gtaccaaaat
  2455681 tgcgaaactc ttcaggcaag ccaaaatccc gttcaatttt aacttcttct ttccctcgtt
  2455741 ttttcgcgtc ttttaaggaa ggtggttggt atacactttc aaagtatttg ctataatctt
  2455801 tctcttcttt tttcgtagag gaattcactt gttgacttgc taatcgttgt tgctcgttca
  2455861 tcggtaatct cctttcaccc ttaactatac acactctata gtccatttta atgcgcttag
  2455921 acccacctca aaaatggtta gatagcttga gagatacttg tcctttgaaa cttgagtaat
  2455981 caatctaatc atctataaga atgaagtctt ccccacacaa atagacattc cctttttgta
  2456041 tttcttttgt cctactcaaa agcatattgc tttatcccta taaacattac catagtatga
  2456101 agcgtttcgc caatttttac aaagaagaag gcttatccta ttattacatt tcctagttaa
  2456161 tgaacatgca attttcatac aacgatttat atattatttt accattctga attttctaag
  2456221 taaataaaac taccttatat ttttacttat taaaaaaggt tgccaaatgg caacctcctc
  2456281 ttcttacatt acataaattc agcaacaagc tcatcaaaca ttttctgatc catatttaaa
  2456341 tcagattgca ctaaaggctt ctcactatag ccttttacta gttcttggta tgaaggttgc
  2456401 gctgtatttt gataaattaa acctgttact aatccgttat tttccattaa tgtttgcata
  2456461 gccatcatgc gattagacgg atcatatcct tctactgtac ttagttttgt taaattctct
  2456521 ttaaaccaat cgtaagtatt tactttattg taagtaacac atgggctgaa cacgttaatt
  2456581 aatgaaaatc ctttatgatt aataccagct tcaataattt gtgttaattc ttttaaatca
  2456641 cttgaaaagc tttgtgccac aaatgttgca ccagctgtta aagccatttc cataacattt
  2456701 aatgacggtt caatagaacc ttgtggtgta cttttcgttt taaatccagc ttcactacgt
  2456761 ggtgaagttt gcccttttgt taatccgtaa atttggttat ccattacgat gtacgtaatg
  2456821 tcaatgttac gacgaataga atggattgta tgtcccatac caatcgcaaa tccatcaccg
  2456881 tcaccacctg atgcgataac tgttaaatca cggtttgcca ttttcacacc ttgtgcaatt
  2456941 ggaagggcac gaccatgaat actatgcaca ccatatgaat taatataacc tgaaatacga
  2457001 cctgaacagc cgataccaga aataacagca agttcatctg gatttaagcc aacgttagct
  2457061 gccgcacgtt gaattgcagc ttgcaccgag aagtctccgc aacctgggca ccagtttggt
  2457121 tttacactgt tacgaaagtc cttaaatgtt gccatttaat acaacccctt ttttgcattc
  2457181 gttgtaaatc tctttcggca agaatgggtt tccatcatat tttaaaagac tagaaatttt
  2457241 ctcaccgttt ccaagattca ttttcataat gttagcaagt tgacctgttg cattgttttc
  2457301 taccactaca acacgcttcg cttttttcac aagtggatcg atttcagctg ttgggaacgg
  2457361 gtgaattaaa cgcacatgag catggtttac tttcataccc tcttgttcta agcgctccat
  2457421 cgcttcttcg atcgcaccac gagttgagtt aaatccaaca agcaatacgt ctgcttcttc
  2457481 atgcttaaca tttttataaa caggggtatt aaacttcaag ttctccattt tacggaaacg
  2457541 tttgtccatt tgatctttac ggtttaatgc tgattcagat ggtttaccag tttcatcatg
  2457601 ttctacacct gtaacatggt gaacaccatt tttcatacca ggtaaaacac gtggtgaaac
  2457661 gccatcttct gttacttcat aacgcttgaa gtatgcttta ttttcacgtt ctggtaattc
  2457721 cgcttctaaa tcaagcttac cacgacgaat ttccacttta tctaacttaa gtggttctac
  2457781 tgtctgtttc cctaaagaaa gctgtaaatc tgttaagaaa ataacaggta cttgatattc
  2457841 ttcagataag ttaaacgctt ctacaatatc atagaatgct tcttcaactg tacttggcgc
  2457901 cattacgatt tttggaattt caccgtgcgt accgtaaatc attgccatta aatcagactg
  2457961 ctcttgtttc gttggtaatc ctgtacttgg accaccacgt tgtgtatcaa caattactaa
  2458021 tggcgtttct gtaatacctg ctaaaccaat cgcttccatc attaaagata gacctggacc
  2458081 agcagatgca gttaatgtac gaacaccagc atagtttgca ccgattgcca ttgtacaagc
  2458141 tgcaatttca tcctcagttt ggattactgt tccgccgact tttggcaatt ttttaattaa
  2458201 gtattccata atttcagatg caggtgtaat tggatatgca gacataaagc gagcaccacc
  2458261 agctactgca ccaaatgcga tcgcatcgtt cccaatcata aacatgcgct tctgaccatc
  2458321 agctttttca agctgcatca tgtttacttt ctcacctagt aactctttca tatattgaga
  2458381 gccgcgctta attgcgtcca tattcttttg aacaacttgc tctcctttac gaccaaagat
  2458441 ctcttcaaca acatctaaat aagctgtttc atctaatcct aataccgcac ttgatgctcc
  2458501 aacagcaacc atgtttttca ttaacgatgt gcctaattct gaagcaatat ctgtaaacgg
  2458561 tatcacatat agatttacat ctgtattgtc aggtattgtc ggattaaatt tcgcatctgc
  2458621 aactacaatc ccgcccggac gtagttcgtg gaagttaaaa tcaattgttt cttgatcaaa
  2458681 agcaattaaa atatctaaat catctgagat cgcgcgtact tctgttgtac ttacacgaat
  2458741 tttattattt gtatggccgc ctttaatacg tgatgagaag tggcggtaac cgtataggta
  2458801 atatcctaat cggtttaatg caatacagaa gatttctcct gtactttcaa ttccttcacc
  2458861 ttgttggcct ccaactttcc atgaaagttg actaatcatc tcctacaccc cttttggctg
  2458921 cattcattgt agtgtatttt tttacagtaa tagtttagca ttttttatgc aaataaacta
  2458981 caatggacgc aaattatgcc tcttctgatt tccctgaatc tttagtataa agctattttg
  2459041 tttttcattc tagtattagg tcttaaaaaa agcaataata taaaatgaat taattctaat
  2459101 ttttctggat ttttaaaaca aaaatcttaa aagcttatat gttcaacaaa attatcatat
  2459161 aaaaatcgct ctacagtaga tgcagcatag tgtttacaaa gctcattcac tacattttca
  2459221 taatctcgat acgctgatac atttacaact gtttctaata tcccatcaaa atctgaacca
  2459281 aaccctatat tattctctcc acctaatgaa caaatatatt cgatatgtct tattatatct
  2459341 gctacattcg cttgtttttc atttgttaga aactgtggta caaaagtgac accgatcatg
  2459401 ccatttcgct ttataagagc tttaagttgt tcatcgttta aattacgtgg gtgctggcaa
  2459461 agtttcatac aatttgagtg ggaagcaatc ggattttttg caatttctat cacatcccaa
  2459521 aaacttcttt cattcagatg agacacatca gtccatacat gtaacgcatt cagttcttgt
  2459581 acaacatgtt taccagaagt cgttaaaccc gccccacgtg tctctaacgc accatcagct
  2459641 aatagattag cataattcca tgttagtcca aaagaacgta ctcctagacg atacaacaac
  2459701 cgtaatttca ttgcatcttt tccaattgct tcgcatcctt ctagtgtcaa tatcgcccca
  2459761 atctcgtcct gttttaacat gttaatatca tcttttgtct gaataaactt cacacccggg
  2459821 agggataaaa tttcattata aaaaatatct accatttgca atgatacttc aaatcggttt
  2459881 tcatatgcca ctgtttctgg cacatatata gcaaaacatt gtatactttc ttttcttctc
  2459941 tttaactgtt caaatgtaat atgtaattgc ggatcatgtt taaaatcctt tttcccttgt
  2460001 gcactccata actgaagaag cacatcacaa tgagcatcaa aaattttcat tttcattcct
  2460061 ccattataaa aacaacctgt ttgcatactg caaacaggtt gtttaaaact taacgaggtt
  2460121 ctacaattaa ttttattgct gtacgttctt ccccatcaat cataatatcc gtaaacgctg
  2460181 ggatacaaat caggtccaaa ccactaggcg ctacaaatcc tcttgcaatt gctactgcct
  2460241 ttaccgcttg gttcaatgca cctgcaccaa tggcttgaat ttctgctgtt ccgcgttcgc
  2460301 gaataacacc tgcaagtgca ccagctacag aattagggac cgacgttgct ttaactttta
  2460361 atatttccat tccgcgtttc ctcctcgttt ctataaaaag tattagcaat tatttcactt
  2460421 taacttatat tcacgaggaa tgacacgtat tcctgctaaa tttctgtaat ttttctaaaa
  2460481 aaattaaaaa ataataactt atctaaattt taatagggat tactcaaaaa atggctgatc
  2460541 atcattaatt aagatacgct caattttctt agcttttcct gtattaggat ccacatcaat
  2460601 tagcactgca cttaattgtg ttctaccatt tgtcacttca aatcgcactg gtaagtttgt
  2460661 taaaaacttc ttcaatactg cttctcggtc catacctaaa attccatcgt acggtcctgt
  2460721 cataccaaca tctgtgatat atgccgttcc gctcggtaaa atgcgattat ctgctgtagg
  2460781 aacatgcgta tgtgtaccta ctaccgctgt agcacgacca tctacatacc aacctaacgc
  2460841 ttgtttttca cttgtcgttt ccgcatggaa atcaacaaag ataatattcg tacgtttttt
  2460901 cgcaatgtca attaattcat ccactttacg gaatggacaa tcaattggag gaaggaatgt
  2460961 acgtccttgt aagttaataa ctgcaacttc tgttccatta cagttcacaa aaataagccc
  2461021 ttttcctaga gttccttctg ggaagttagc tggtcttgca agatattttg catcatcaat
  2461081 aaattcaaat acttcacggt tatcccaagc gtgatttcct agtgtaaccg cttgtgctcc
  2461141 gcattctaaa aagtttcggt atattttttc cgtaattcca cgtccacctg ctgcattttc
  2461201 tccattaata atggttactg taggtgtata ttttttcttt agtgccggta cgtattgttg
  2461261 aatcatacct ctaccaggag atcctactac atctccaaca aataatattc tcatatgtct
  2461321 tacccttcct atgtactaca tttttttatt actatagctt caagtgattt ccttacaata
  2461381 tatttattat aagtttgttt cacttgtatg ctaggtataa ctaatttcct ttattttaac
  2461441 ccattccaac acaaaaaaat aaagtggtgt ttcaccactt tattttgcgt attccactgc
  2461501 acgtgtttca cgaataacag ttactttaat atgtcctggg taatccagtt cattttcaat
  2461561 acgttttcga atatcacgag ctaaacgatg agcttctaaa tcatcaattg tatctggttt
  2461621 taccaaaata cgaacttctc gtcctgcttg aattgcgaaa gatttttcta cgccttcata
  2461681 agactctgaa atctcttcta acttttcaag acgacgaata tagttctcaa gtgtttcact
  2461741 acgagctcca ggtcttgcag ctgataatgc atctgctgct gcaactaaaa ctgcaatgat
  2461801 agaagttggt tctgtgtccc catggtgaga tgcaatactg tttataacta caggatgctc
  2461861 tttatatttc gttgcgagtt caacaccaat ttcaacgtgg ctaccttcta cttcatggtc
  2461921 aatcgcttta ccgatatcat gtaatagacc agcacgtctt gctagttttt catcctcacc
  2461981 aagctctgct gccataagtc cagttaaata tgcaacttcc atagagtgtt ttaagacgtt
  2462041 ttgtccgtaa cttgtacggt attttaaacg acctaaaatc ttaattaaat ctggatgtaa
  2462101 accgtgaaca cccacttcaa acgttgtttg ctctccgact tcacgaatat actcgtccac
  2462161 ttcacgtctt gatttttcga ccatctcttc aatacgcgct gggtgaatac gtccgtcctg
  2462221 tactagttta tcaagagcga tacgagctgt ttcacgacga attgggtcga atccagaaag
  2462281 gataaccgct tctggtgtat catcgataat taggtcaata cctgttaacg tttctaacgt
  2462341 acgaatattt cgaccttcac gtccgataat acgtcccttc atttcgtcat ttggaagatt
  2462401 tacaaccgaa acggttgttt cagcaacatg atcagctgca catctctgca ttgcaagaga
  2462461 taaaatctct tttgctttct tatctgcttc ttctttcgca cgaacttcac tttcttttac
  2462521 cattacggca atttcatgag aaacttcact ttctacttta ccaagaataa ttgctttcgc
  2462581 ttgttcgcgt gtcagattgg aaatgcgctc taattctgtt tgttgctttt gaactaactc
  2462641 tcccactttg ctttccaact cttcaatctg ttgttgtctc gctacaagag aatcctcttt
  2462701 cttttctaac tgtagctcgc gtttatcgag cgtttcgtct ttacgatcaa ggttctcttc
  2462761 tttttgcatt aaacgatttt cttgtttttg taattcgctt ctacggtcac gaatttctaa
  2462821 ttcagcttct gtacgaagtg tatgaatttc atcctttgct tctaatagcg cttctttctt
  2462881 aagtgcttca gcctcacgat tcgcttcgtc tagaatacgt ttcgcttcat tagctgcacc
  2462941 attaatcttc gcttcagcaa tagactttcg aacaaaaaag ccaacaactg caccgactgt
  2463001 tgcaagcaaa atggagatga gtatccaaac tgtactactc atgatttcac ctccccttgc
  2463061 tatgaatgaa aaaagactgt cggcatgtac attgaatacc aacatacagc aaagaccgtc
  2463121 gtcccacttt tttcaaggga ctttcttcat ttcacaatta aaatgtcata ttattatttc
  2463181 ggcaagattt aagtcttact ccgaatatta cttctcttct tgagaagagt gtttcgtata
  2463241 taagaaaaaa tatacattct cattgtatct atcgcaattt tcattgtcaa gcgttgtcta
  2463301 cttttacttt ctttaccttc agccctaatt catatatgaa tttaaaaagc tgacagcata
  2463361 ttatcctgga aaaccttagt aaattccagt ttattcatgt gaaacgtgta tatccccctc
  2463421 tttatacata atcttttagg tagattaaat attttatctc caacgatata gaacgctttc
  2463481 ataatgatac aaaaataaaa gacacgaagc cgtgtctttt atttttaatc aagaagattt
  2463541 ggatcttcca taccttcagc accagaatct tcgctaattc cgtgatgctc acgaataaag
  2463601 aaggcaattt cttctcttaa atccgtattt tcttttaaga actgcttcga attttcacga
  2463661 ccttgtccta agcgttcttc attataagag taccaagcac cgctcttttg aacgatatca
  2463721 agttcagagg ccatatctaa gatttcacct tctcttgaaa taccttctcc gtacataata
  2463781 tcaacttccg caacacggaa tggtggtgcc actttatttt taactacttt tacttttgtt
  2463841 ttattaccaa cgatgtcgtt accttgtttt aattgctccg cacgacgcac ttcaagacga
  2463901 acagttgaat agaatttcaa cgcacgacca cctggagttg tttctggcac tatctataga
  2463961 ttttccatct ctatagtccg gactatctct tcatctcttt acagagagcc ttgcacttcc
  2464021 agcagtagcc tatcatctgc cgtaccctac tcagttaact aaaagtcctt ttcggtagtc
  2464081 tctacacctt ccccatatca ctatggagct tggcacggta ttaccctgaa taatggtggg
  2464141 cttcaccgtt agcaactata tgaatagtta cacccttagg caataaggtt cacaaggttt
  2464201 tttaacatgc tatcactagc aagggaaacc catggtaaac tccttaatct ttacgattaa
  2464261 gcaacttgta gttgatttcc gaacataacc ccaacttttt cacgaatttg gttaataaag
  2464321 attgcgattg tttttgattt attgattgca cctgaaagtt tacgaagtgc ttgagacatt
  2464381 agacgagctt gtaaacctac gtgtgagtca cccatgtctc cttcaatttc agctttcggt
  2464441 acaagagctg ctacagagtc aattacgata atatcaaccg caccacttcg tacaagtgct
  2464501 tctgcgattt ctaaaccttg ctcccctgta tcaggttgtg ataatagtaa ttcatcgatg
  2464561 ttaacaccta gtttttgtgc atatacagga tccattgcat gctcagcatc aatgaacgct
  2464621 gcttgtccac cttgacgctg tacttctgca attgcgtgta atgaaactgt tgttttacct
  2464681 gaactttcag gtccgtaaat ttcgataata cggccgcgtg ggtatccgcc tacccctaat
  2464741 gccacatcaa gtgctaaaga accactagaa accgtagaaa ctttgcgctc tgcttgttct
  2464801 cctaatttca taattgaacc tttaccgaat tgcttctcta tttgttttaa cgccatatct
  2464861 aacgctgctt gacgatcact cattcaaaat tcctccttaa ctgaattgct aatcttatta
  2464921 tacctatttt caattcaatt tgccaacaaa aatcgaacat ttattcgatt tttttatttt
  2464981 ccattaaata gaactgcatt taaccattaa aaaaagctag aagaaactta tatttcttct
  2465041 agctttttat ataaatgata aaatccatat tttgctgagc gttctctaat ttgttggcga
  2465101 cttccactta aattaagagg aaagactaca gttggttcat ctttaatcgc caatccaaca
  2465161 aatactgttc ccggttcttt atgttctgaa gcatccggtc ctgctacccc agtgaaacta
  2465221 atcccgatat ccgcttctaa taattcttta acattttcag caagataacg agcacattct
  2465281 ttactaactg caccgtcagt aaacaacact tcctcaggta catgtaaaac atgctgcttc
  2465341 acgtcattat gataacaaat gacaccacct ttaaatacgg aagacacacc agcactttct
  2465401 gttacttgat taccgaagag accacctgtt aaactttccg cacacgctaa agttaatcct
  2465461 tttttcttca ataacactat cgccttatca tgcagaaact cttggtcata cccgtagaaa
  2465521 aatcctccta ctctttctaa aatcaaatct tccacatgct gaatgagttt ctctgcttca
  2465581 tcaacatttt gatgtttagc agttaaacgt aatgtcactt ctccatcatt cgcaagcggg
  2465641 gcaattgtcg gattcgtttg tccatcaatt aaatcttgaa ctttcacctc taattgagat
  2465701 tccccaattc cgaaaaagcg aagcacgcga gaataaatgt tttctcctgt tgtaaagtta
  2465761 cgtaaaaaag gctccacata acttacatac attggcttca tttctttcgg tggtcctggt
  2465821 aataaaatat aaacttttcc gttcttattt aatcccatac caggtgccat accgtgatca
  2465881 tttgcaaata cagttgctcc atccaaaacg agcgcctgct ttttattatt ctccgtgaac
  2465941 tctcgacctg ttcgcttaaa gtaatcgctt attgatgcta atgccttttc atcatataca
  2466001 agctcttccg ctaagctaga cgctattgtt tccttcgtta aatcatcttt cgtcggtcct
  2466061 aatccacctg tgaaaatgag catatccgca cgttcctctg caacttcaat cgcctgctgc
  2466121 agtcgcttgt tattatcccc aactacagta tggtagtaca cgttaattcc aattgaagct
  2466181 aacttttcag ataaaaactg ggcatttgta tttgcaattt gtccaagtaa taattccgtt
  2466241 ccaaccgcaa taatctccgc attcatccca attcccccat aaacttctat tttgagttta
  2466301 caaaagcagc tctatttttc cagaaataat cccatcctga aataacagta aaaattaatg
  2466361 caatccatat aaagatgtca gctaccggaa tatggattaa gtttaaaggt acatcgtgta
  2466421 ataaatatgc tgcaatcgcg ataatttgtg tccatgtctt aatttttcct agctgatttg
  2466481 ccgcaactac ctctcctgtt ccagcgagta caagacgtaa accagttacc gcaaactcac
  2466541 ggcttataat gataataacg atccaagctg gtacgtattg catctccact aacgtgataa
  2466601 gtgcagctga aacaagtaat ttatcagcta atggatcaag aaacttccct aaattcgtta
  2466661 caagattata ctttcttgcg taatgtccat caatccaatc tgtagccgaa gcaacaataa
  2466721 agataagtgc tcctactaaa tgttgaattg gtaaatcaac atcaccaatt gtgtatgaac
  2466781 cccaatcaaa gggtgctaac ataattacca taaaaattgg aattaagaag attctagata
  2466841 ttgtaatttt atttggtaaa ttcacagcta ttcctccatc atatcaaaaa catttgttca
  2466901 ttgaaaaaag tcatcgaagc gatgactgtt attgtgcagg ttgctctatc ccttggtttt
  2466961 ttatcaccaa tctttggtga agttcttttt ctggatccaa tggataagcg accacttggc
  2467021 cattcagttt aacttcaaca ttcgttgcat ttccaatatt aagtcgcact tcttttgctg
  2467081 ttgataaatc tcgtttttct gtttgaccat cttgtattgt agtgtttaaa acttcgttac
  2467141 ccgcatcatc tttaacatct acataactcg cacccttacc cgatatttcc agttctaatg
  2467201 ttttattatt atgaatttcc aaagtagata ctttaccagt tgtcccaact actttcactt
  2467261 cttgttgtcc agttggctgt gctggttgtt cctctttctt cggttcttct ttctttggtt
  2467321 cctctttttt cggctcttcc gctttcactt catctttctt cgtatctaac ggagagtttt
  2467381 ccgctttttt aacttcaatt ttctcacttt gagtattcgg aactttctca tcatcttttc
  2467441 cagttaacgc ttgaaaaaca aaccaaatta ccactccaac tgcgattact aacagcgcaa
  2467501 ctaaaatttt cggcatgtga tctgcaattg gccatgatga agatttttgc attgtttctt
  2467561 gcgttttttg tcctgttgat acttgtggaa cgtcacgttt ttcagattgt ggtatcgtac
  2467621 tctgatattc tacaagtagt tcctctccat ttaatccaac cgcatctgcg tattgtttaa
  2467681 tgaatgcacg cgcataaaaa gctcctggca atacatcata attgccttct tcaatcgcta
  2467741 ctaaatggcg tttttgaatt tttgtaatct catgcagctg atcaatagac aagcctttcg
  2467801 ttcctcttgc ttctttcagc ttttgtccta attctgtcac tactaacacc tcaatatttc
  2467861 tttaaaagtc aaacatagag aaattatttt gcgtaccttg ctcaatttca tctactaaat
  2467921 tatattgaat ttcttcatca taatcgttac gcaactcgat aatataatca aaatcatcca
  2467981 atgtgtattc tgactgactc acaaatacgt caggatgttc cacaactttc gttgcaggca
  2468041 acctcataat ttcacgaaca agctgccaat gcctttcgtt agcacgcttt gttgacacga
  2468101 ttccatctaa gatgaaaata ttgtcgtcgc tatactcgtc ttcaatcaat tgactacgaa
  2468161 cagtttgctt aataagagta gatgatacaa ataaccatct tttatttgcg caaacacttg
  2468221 cagcaacaat ggattctgtt tttccaacac gaggcatccc tcgtatcccg attagtttat
  2468281 gaccttcttt tttcattatt tcagccataa agtctacaag taatcctaat tcatcacgca
  2468341 caaaacgaaa tgtcttctta tcatctgcat ctcgttgtat gtacctacca tgtctaaccg
  2468401 ctagcttatc tcttagcttt ggcggacgat atttcgttac cgttatatta tccatcgtat
  2468461 ttaaaattga ttcaagtcta gagatttgct cttgattatc acacataagg agtaatccac
  2468521 gtcgtgcatt atctacacca ttaattgtga caatattaat gccgagcata ccgattaacg
  2468581 aagaaacgtc accaagcaag ccaggtcggt ttttatgtat ttcatattca aaataccatt
  2468641 caatcatcca agatcactcc ccttgcttac tttacaccta cgtactatat tatatgattt
  2468701 caccttaata gggaagctaa atgtataatc tatccctttc aattattata caaaaaaaat
  2468761 agagaggaga atcccctctc tattttttac ttatgttgta caaactttac cattaagttt
  2468821 gcgattgtat gttgctcttg ttcgtcagca actttccaaa gttcagctaa taatttctct
  2468881 tgatcgttgc gtgcttctac ttcatttgct aaataatcac caacacgaaa tgccatatct
  2468941 gatacagcac caccatcaag accttttcct tgcgcttgtt ctaaacgttc tcctaaaaag
  2469001 ctcttccatt gatcaaaatt atctaaaact gacatgtgta agcacctcac tacttagtaa
  2469061 tagaatcatg cttaatttgt acagtttttc attttttatg taagaaattt ttagcaatgc
  2469121 cacccgccat ttactccgat aatttgtcca gttatataag atgcacctgg tgatacgaga
  2469181 aatgacacag tttttgctac ttcttccggt aatcctaatc gtcctaacgg aatctcttcc
  2469241 gcaatttcat tcttatcctc ttctgaaaat acgtttaaca tttccgtttc aattgcacct
  2469301 ggcgccaccg cgtttactct tattccactt aatgaaacct cttttgctaa agctttcaca
  2469361 tatgaatttt gcgcaccttt taccatcgag taaagcactt cacatgacgc gccaatttgt
  2469421 ccccatatag acgaaacaag tacaatatta ccgcttctcc gttgaatcat agatggcaat
  2469481 gccatcgata ataatttata gatactcttc acttgaagtt ctaccatatc attcaattca
  2469541 tcgttcgtta catctgttac gagtccaaag atactcttcc cagctgcata tatgatagca
  2469601 tcaagaggat gttcaatttg ttcccacaat tgctctgctc catcactaga agctaaattc
  2469661 gcttgaacag gaatcacttc accccattct ttctgcaact cattcacttt ctcttcactg
  2469721 ttattataat gaacatatac tgtatatcca tcttgaatta attgtttcga aatagcagag
  2469781 ccaatccctc cgctccctcc agttactaat gcatactttt tcatacaatt cctctcttat
  2469841 ctcaaaaaaa tcgtttccct acaaataaat aataccctca tcttacaatt tatcaatgat
  2469901 aagatgaggg tattattata aaacctttta ttttttcggt aaaacttggc aaacactcat
  2469961 tttctcttct gataatagta attgagctac ttcttgtaaa tcttgaaccg ttagactttc
  2470021 taatacagtc aatgcatcaa acagactcga ttcattaaac gcatatcgtg taaattgatt
  2470081 tgcaatatat tccggtgaat tcaaggaacg taaaaagcca cctattttct ttttctttac
  2470141 tcgttctaat gccgcctcat ctaattgatt ataatttgtg tttaataaaa tacttttcaa
  2470201 acgctcttcc agctcatcag gttgcttcgt atcgccgcca accattgcaa aaccgaagtt
  2470261 attctcttct gtataatcat acgagaacgt atcatcgatg agcccttcat tatataaaga
  2470321 ttcgtaatga acggagcttt tcccaaataa ataatctaaa agtaacgtaa gcgcaatttc
  2470381 ttgttttaaa agggcttctc ccttttcttt taagtttgtc gctttaatac caactaaaca
  2470441 tttcggagtt tgtacaggca tggaaataat tttcttcttt tcatttacct catctggttc
  2470501 ttcttcaaat gaacgtacaa tttccggctg gtttttataa tcttttttcg cttgattttc
  2470561 atgtactaaa tccattgttt tctctggatc aattgcaccc acaacaaaca ttaacatatt
  2470621 gcttggatga taaaacgttt cataacattc atatagtagg tctttcgtaa ttttactaat
  2470681 agactcgatc gtccctgcaa tatcaatttt aatcgggtgc tttacaaaca aactatcaat
  2470741 taatccaaag tacaagcgcc aatctggatt atcttgatac atttgaattt cttgtccgat
  2470801 aatccccttc tctttttcga ctgttttttc agaaaagtaa ggctcttgta cgaagtttaa
  2470861 caatgtattt aaattttgtt ctacatttga tgtacacgaa aaaagataag ctgttcttgt
  2470921 gaaagacgtg aaagcattcg cggaagcccc ttgtttacta aacaattgga aagcgtcatg
  2470981 atcttctttt tcaaataatt tatgctcaag aaaatgagca atcccatcag gtacacgaat
  2471041 catttcttct ttacctagtg gtacgaatgt attatccaca gaaccatatt ttgtcgtaga
  2471101 cgttgcaaat gttttattaa atccttgctt cggtaaaata tatacatcta atccattagg
  2471161 aagtttttca taatagagtg tctcttttaa ttgctcataa acaattttct ccatttattc
  2471221 tccctccgtt ccttgtaaaa agtaaattgt atctagttca atatttttag caactttcac
  2471281 aatctcttct ttcgtcacac tttcaatgcc tgtaagccat tcttcaaccg gacgcgtacg
  2471341 atctgaaata ataccatgat acagcatttc tacaaatccg cgtggtgtat caattgcctc
  2471401 taatatttga ttttgaatga cgcttttcgt ttgatgtatt tcttcttcag aaaaatcacc
  2471461 attttgcatt gcaagcattt gttctttaat aatctcaaca gccttttcat aatttttcgc
  2471521 ttcgattcca gacataacaa acaataagcc tttatgactt tcaaagcgag aagctgcata
  2471581 gtacgctaaa ctattttttt cacgaacatt aacgaataac tttgaatgag aaaatcctcc
  2471641 aaacaatcca ttgaacaatt gcagtgcaaa ataatcttcg tctttatacg taataaacgt
  2471701 acgataaccg atgtgtaatt tactttgttt taattcttgc ttttcaacaa cttctttttc
  2471761 ttcattattt ctcttgtgaa gaagtacatt tctttctctt acgggacgtg ctgaaataga
  2471821 aaagtactta cttacaagat caactgcgtt ttccgaaata tcaccgataa tgtatagatc
  2471881 catttcatct tccgctaaca ctttttgata atattgatac aaactttcat ttgtaataga
  2471941 tgcaacactc tctttttttc catttgcact taatcgatat ggttctactt tgcacatctc
  2472001 ttcaattaaa cgctcatttg catagcgcat tttatcatca tacgtagctt caattcgttg
  2472061 caagagcgct ctcttttcac tttctacaat agaaggcaga aaaccattcc cctctgttgc
  2472121 tggatgtaaa acgatatctg ataacataga aagcgctttt tcaaataacg gcggtgcatc
  2472181 atgtaaatat acttcatttg caatgtctac ataaatagag atgatatggt cttctccttt
  2472241 tttacttaca tctactgcca aagaagaccc atataattct tctaaatatt gacgaagacg
  2472301 aattacagaa ggaagctttt ctgtcgcact ttgcaatacg tatggcaata gggcacgctc
  2472361 tgtcaccgtc tcctcattta aaggtgcttt caaacgaaat acaaaagtat ttgttttata
  2472421 tttatcagtt ggaataatat gtactcgcaa accacctaac tcatgtaact gttgttccat
  2472481 cagtttcatt tatagccctc ctttacgtat ataggaatat tcctcttcaa tatacagttt
  2472541 ttagaaatga aaaatcaact tttctccctc actatactta cattaggccc tttctaaaaa
  2472601 ctgtaatatg taaggaacat agtaaaattc cgtattaaat atagtctatg taaaaaagcc
  2472661 cgcactaatg tgcgagcttt tttatactta tcgttttcct ttttcataag gagttcctaa
  2472721 tgctttcgga gcttcagaac gacctacaaa accaacaagt gctaatattg tgaatacata
  2472781 tggtaatatt gttaagaata cacttggaat ttcttttagt acagggattg taccacctgt
  2472841 tattcctagt gattgagcaa acccgaagaa cagagcggct ccaagagcac caagtggatt
  2472901 ccatttacca aaaatcatag ctgctagtgc taagaaacct tgtcccgtaa ttgtagcacc
  2472961 cgagaaatta ccagaaatcg acatagcgaa gactgctcca ccaactccgg caaacattcc
  2473021 agatatagca actgcaatat aacgcatttt atatacattg atccccatcg tatctgctgc
  2473081 cattggatgt tctccaaccg cacgaagacg aaggccaaac ggcgttttat aaatgacata
  2473141 ccaaacgaca aacgctaaaa taatagcaat atacgatgtt aacggtacat ttgagaaaaa
  2473201 gatttttccg attactggaa tatccgaaag acccggaaca tcgatttttt caatacggta
  2473261 ttgaatgaaa tcagtttgtc ctttgccaaa gattttctta atcgcaaata ctgttaaacc
  2473321 aagagctaag aagttaatcg ctaccccgct cactacttga tctgcgcgga atgtaataga
  2473381 tgctactgcg tgaagaagtg caaataagcc actaccaatc gctgcaaata atagcgcaat
  2473441 ccaaggagtc atcgatcccc gcgtatcacc cattaataac gttgtaacaa taccaataaa
  2473501 tgcaccaaat aacattaaac cttctaacgc tatatttaca actccagaac gttcactgaa
  2473561 cactccacct aacgccgtaa aaataagtgg cgctgccgta tataacgtac ccgtcacaag
  2473621 aatggctaaa atatctaaaa agctcattta ttttccctcc ttgctcatgc gtgtaagtgc
  2473681 ccagcgtaaa acataactgc acgcaacaaa gaaaataata catgcaataa taacgttaat
  2473741 taactcagaa ggtacatctg cttcaaaatt catttgtgga gctgcacttt tcaaaccacc
  2473801 gaacagtaaa gctgctaata atataccaaa tggattattt cctcctagaa gcgctaccgc
  2473861 aatcccatca aatccgatac cagtaaacga cgacatcgcc gtcatacttt ggaatgtccc
  2473921 taatccttcc atagctccac caattccagc aaaagcacca gcaattgtca ttgataatac
  2473981 aacattacgc gatactttca tccctgcata ttgagaggca ttttggttaa aaccaaccga
  2474041 ctttaattca taccctaacg ttgttctatc taataagaac cacattacaa ttgcaacgat
  2474101 aatagctaca acaatccccc agtgcaaacg cgatccatct gtcaatgaag ataaccactc
  2474161 agaagctaac gaagcacttg cttgtacatc ataagacttc tcattacctt catgaataaa
  2474221 acgtttaata aggtcatacg taacataaag tgcaatgtag ttcatcataa ttgtaacaat
  2474281 tacttcattt actttaagct ttccttttaa atatccgggt ataaaccccc ataaaccgcc
  2474341 ggcaattgcc gccactaaaa tagatagcgg aatatgcaaa attgctggta acgacactgc
  2474401 atatccaaac caaacagcag cgagctaccc aactaataac tgtccttcca ccccaatatt
  2474461 gaaaagacct gtacgaaatg caaatgctac tgagagacca gctaatacaa gcggaatcat
  2474521 cgtacgcaac gtctcaccga tagcttgtgg atttccaacc attccttccc aaagcgcagc
  2474581 atatccaaca atcggatcat atccactaac taacattaca atggcaccaa caagtaaacc
  2474641 gaaaactacg gataacacag gtactaaaat attaattgtt cgctctgtta aaaacttttt
  2474701 agccatttgt gttcaccttc tctttccctg tcccgccggc cattaataat ccaagctgtt
  2474761 gttcgtttgt ctcttttgca tccacaattg ctacaatttt cccttcatat ataacagcaa
  2474821 ctcgatcact tacatttaaa atttcatcta gctctaaaga taaaagcaat actgccttac
  2474881 cattatctct ctgctcaatc aattttttat gaataaattc aatggcacct acatctaaac
  2474941 cacgggttgg ctgcgctgca attaataaat ctggattacg atctacttca cgtgcaataa
  2475001 ttgccttttg ttggtttcca ccagatagag cgcgagctaa cgtttgttca ctaggtgtac
  2475061 gtacatcaaa ctgttcaata agcgcttttg ctttttgtgt gattttacta aaatttaaaa
  2475121 tccctttctt tgaaaatgga tttttatagt atgtttgtaa aacaatattg tcccgaacag
  2475181 aaaaatcgag aacaagtccg tgtttatgac ggtcttcagg aatatgacca atcccctctt
  2475241 ctgttattct tcgaacaggc caatttgtta tttcttttcc tttaattgca atagaacctg
  2475301 actcaacttt tcgtaaacca gtaatcgcct ctattaattc actttgacca tttccatcaa
  2475361 tccctgcaat cccaacgatt tctcctgcac gaacagttaa gtcaaggcct tttacagcag
  2475421 gtaacttgcg cgtatcatga acaattaggt ttgcaataga tagtacttct tcctttggtt
  2475481 tagcttctat tttttctgtt ttaaaattca cttgacgtcc gaccattaac tctgcaagtt
  2475541 tatgctcatc agtttccgct acattaacag taccaatccc cttaccttta cgaataattg
  2475601 tacaacgatc gcaaacttcc ataatttctt ttaacttatg tgtaataaga atgatagatt
  2475661 tcccctcttg cacaagcttt ttcataattt gaatcaactc atgaatttct tgaggagtta
  2475721 acaccgcagt tggttcatca aatattaaaa tctccgcacc acgataaaga gtctttaata
  2475781 tttcaaccct ttgctgcatc ccaacagaaa tatcttcaat tttcgcatgt ggatcaacag
  2475841 ctaaaccgta ctgttcagat aattgcttaa tttcttttgc agcctcttca acagcaattt
  2475901 tcccgttttt cttcggttca tttcccagaa taatattctc tgtaactgta aaattatgaa
  2475961 caagcataaa atgctgatgg accatcccaa taccaaggtc atttgctata ttcggatttg
  2476021 taattttaac aggatttcct ttaattttaa tctctccctg ttctggttga tacaaaccga
  2476081 acaacacatt catcagcgtt gatttccctg caccattttc tccaagtaaa gcatgtatct
  2476141 ctccctgttt tacttgcagc gtaatatcgt cattcgctac aatgcctggg aatacttttg
  2476201 taatattgtt catctcaatt acgtattcca ttttgttcct ccttttagca gggaacactc
  2476261 cccaattaca ctctattaaa gatattttta tatatgcaaa ggttagttct atgaactaac
  2476321 ctttgctatt tctctattat tatttcttta gagaagcttc atatgcttta tattcttcgt
  2476381 cagttgcagg tactttaatt tcaccgtcag tgattttctt ttcgaactct tctacttttg
  2476441 ttaaaatttc tggatttact tttttcacat tgtcagtagt tttcgcgata ccaacaccat
  2476501 catcttttaa accgaattct tctactttac cgccttttaa tttaccatct ttcgcttctt
  2476561 gtgctacttt tgctactgca acatcaacac gttttaccat agaagttaaa gttacgtttt
  2476621 caggcatacc ttcttgattt tggtcacggt caacaccgat tacccaaaca ttttcacctt
  2476681 ttttcttacg gtttttcgct tctgtgaata caccgttacc agttgcacca gatgcatgat
  2476741 aaattacgtc aacgcctcca ccgtacattg ctgaagctaa tactgatcct ttttccggct
  2476801 tatcaaatgc atcagcatat tgtgatacga tttcaatatt tgggtttact gcttttgcac
  2476861 cagctttgaa acctgattca aattttgtaa ttaatggact cttcacgcca ccaacaaaac
  2476921 caactttatt tgattttgtc gtcattgctg ctacagcacc aactaggaat gaaccttcat
  2476981 ggtctttaaa tgtaatactt gttacgtttg gcttttctac aactgtatct acaatcgcaa
  2477041 attgctcttt tggatactgc tcagccactt tttcgattga tttttccatt aagtaaccaa
  2477101 taccaaatgt tgtgttataa tgatctttcg caaacttcgt taagttcggg atataatcag
  2477161 catctttact tgattgaaga taacgatatc cttcattttt ctttaaatta ttgtctttac
  2477221 cgaatttcgt taaaccttcc caagctgatt ggttaaatga tttgtcatca acgccaccaa
  2477281 catctgtaac cataccaact ttaaactctt ttttgtcgct gctcgcctta tccgagttac
  2477341 cacatgcacc taacaccgcg cttgctgcta atgttaatga taataaaaga cctgtttttt
  2477401 tcttcatact agaaacccct cctgaaatga tttgtctatt ttttatacgc tgctgtccct
  2477461 aacttcttgc tgtcacctcc ctaaaaagga acttacctac atacgttttc ttagtacgtg
  2477521 gaagctaaac ttatcagctc taaagtaatt gatagaatat aagattggct catcattttg
  2477581 atcatagtgc atttgtttta atactagcag tgccgtttcc ggttcacatt ctaaaatcgg
  2477641 tgagattttc ggatgatagc caattggctc aatatgagca actgcgtatg tgatacgttt
  2477701 gtgcgtattg ttatgtatca ctgtaagcaa tgattcttcg ttgtatcccg ataaatctgg
  2477761 caagatttct tttgcaagtt tatcgataca atatacaaca ggttccccat ctgctgtacg
  2477821 cacacgctca atcatcactg cattaaaacc atcttcacta ttaaacttct ctttttcttc
  2477881 ttctgttaaa cttgttgtag atgatgataa aaagatagtt cctggtgttt tccccacact
  2477941 agaaatcata tctgtaatac tagaaagttg ttcaatccca gaagaaaata gcggttttgc
  2478001 atttacaaat gttcctacac catgtctacg aatgacaaca ttttcttctt ctaaaatacg
  2478061 cagcgcttcc cttaaagtcg ctctacttac gccaagttct ttcgctaaat caaactctga
  2478121 tggcaacttt tgcctttctt tgtaagcccc atctttaatc ttttctttga tgtgatcaat
  2478181 cacccgtaaa tataggtgac gactatcgga ttttactgac ataaaactcc cccgcatttc
  2478241 aattattcga cctctgatgt aagacttctt ttctcttttt tcaacttaca acataataaa
  2478301 aattgctaca cactaaaaat aaacataatt gtcgaataaa tattaataat tttttaagat
  2478361 aaaattttca ctctttactg cataaaaaaa ctttgcacca taaacattcc tcatagcgag
  2478421 aaaaagttcg gcacaaagat ctcttacatc ctttgttaca cacttttccc ctcatagtct
  2478481 agcaattcat ggttgccagg tagaaactta tggaccttat ctccaagatt atatgaggca
  2478541 gtgattcttt tcgaagtaat cttaccactt gctcccatac gtgtcaacaa aatttaacat
  2478601 ttttctacat taaatatcga acgtttacaa aaaaccacac aaaagtattc gtattctaaa
  2478661 gaatcacctt aaatgtaagc cctttcttta tcgctgaata tagtatataa caaaaccagc
  2478721 atataaaaaa gcctaattgt aaaaacaatt aggctttttt tatgaacttt tttcttgtac
  2478781 atcattaatg agcacttctc gtggtttact accttcgtac ggtcctacta caccattcat
  2478841 ttccattgca tcaattaatc gggcagcacg ggtataacca actctaaacc tacgttgcaa
  2478901 catagaaaca gaggctgttt gcatttccac tacgagctga actgcttcat catataattc
  2478961 atcttctact tcctgcttcg tatcaggaac atcttgcgga atcatatctt cttgatattg
  2479021 cgctttttgc tgaccaataa catattctac aactctctca acttcatcat ctgataaaaa
  2479081 cgcaccttgt acacgtacag gcttcgatgc accaattggt ataaatagca tatccccacg
  2479141 acctagcagt ttctctgcac caccgccgtc aagaattgta cgagaatctg tttgagatga
  2479201 tacagcgaat gcaatacgtg acggaatatt cgctttaata actcctgtaa ttacatcaac
  2479261 tgatggacgt tgcgttgcaa taattaaatg aataccggca gcacgagcca tttgcgctag
  2479321 acgcataatc gcatcctcta catccgacga agcaaccatc attaaatctg ctaactcgtc
  2479381 cacaattacg acaatataag gtaattccgg ttgtttcgct tccgattgat tattatgctc
  2479441 ttttatataa tcattatatc cttcaatatt tcgcgtgcca ctatgagcaa ataactcata
  2479501 acgacgctcc atttcactta caactttttt caacgcttgt gatgcttttt tcggatcagt
  2479561 tacaactggt gttaacaaat gaggcacacc gttatataca tttaactcta ccattttcgg
  2479621 atcaatcatc attaatttta cttcatgcgg ctttgcacgc attaaaatac taacaataat
  2479681 accgttaata catacactct tcccgctacc tgtagcacct gccactagta aatggggcat
  2479741 tttatttaag cgtgctaata cagcttcacc tgtaatatct cgtccaagac caatcagcaa
  2479801 cttctcttct gggtgattat tagccttaga atcaagaact tctctaagcg ttaccataga
  2479861 aacttctgag ttcggaactt caatccctac agctgatttc ccgggaattg gagcttcaat
  2479921 acgaatgtcc tttgcagcta aagcaagcgc tagatcgtca cttaaaccga cgattttgct
  2479981 tacctttact cccatatcag gatatacttc atattttgta actgcaggac ctctatgtac
  2480041 ttttgttact ttcgctttca ctccaaagct ttggaaagtg cgttctaatt tacgagcatt
  2480101 ctcataaatt tccgcatttt catttgtaac ttgcttattc tttggaaact tcaatatatc
  2480161 aagtgcagga agcttataat ctttattttc tacatttgaa aattgcatag gaggtgcttg
  2480221 tgtttcaccc tctagtgatt caacgatttt ttctccacgc tttttcttcg gctcttcaac
  2480281 tggtggagcc tcttcaataa acggtgaagt gattaactct tcttgctcta cttcaattcg
  2480341 tttatcttct tgttcattta ctggataatt ctcagtgaaa tttgaaataa tcggagggtc
  2480401 aattgaaatt tcttccatcg gctcaataat ttcctcttgt tctgtagcac gtttgctcct
  2480461 tgtgcttctt gttgtctttt tcttttctgt ttgttcagcc gttcttttgg ctctccaatc
  2480521 tttatagtcc ccttgcatca cttgaaattg acttctaaga attctaccaa ctggagctaa
  2480581 cacttctcca atatgcttat ttgttataca aagtataccg agaataacta aaataatacc
  2480641 aataatataa gctcctactt cgtcaaataa gaagtaacat gtcgcaaaca taagcgcacc
  2480701 aaacatgcca ccacctaaat gaacgctatc tgggcctttt ttcatttcaa gaaagaaatt
  2480761 atctttcgta ctcacaataa cagaagtatt ttgcactgct ccatctttcg taagaaggtt
  2480821 aaataatgta atatgactaa acattaatat cgccaatact attaaataaa aaccgattaa
  2480881 ccgtttattt aaaaggttcg gccatccacg ttttataacg aatgaaactg ataaagctat
  2480941 tacacctaac acaccaatta tgtaccactc accaaagaag aagcgaaaaa ataacacaaa
  2481001 cgatttccct acaacgccta gctgtaaaat cgtaatgatt gaaagtgcaa aaagagttaa
  2481061 accgacgatt tcataataca aagttggctt tatcgtacgt cttgcctttg ccttcgtccc
  2481121 tctttgcttt tgttttgcca tttcttcacc tcgtgttcta catataagta aaacttccta
  2481181 aaaaactctg cttatatgtt tgttttctct attttttcag gtctttatat cttctatttt
  2481241 tacacttcct gtaaaatgtt aaataaacag aagaaagcag ccctctcatg gctgctcaac
  2481301 cgtcttgttt tttatattat accatagctt ctaaacaaaa tccttctttt tgctaaaagg
  2481361 ttattttctg tcccggctca aattctaagt agtgaaacgg atcggtactt aacacacgta
  2481421 caatagaata actcccatgt tcttcttctg aaaccattaa ttcaacacca tttatattta
  2481481 cgactttttg actttcacat tgcgaataat cggctggata cacgagttgc tctggcataa
  2481541 ttgtatataa aatcattgta acattgtccc ttctgcatga tcatccgcgc gattatctat
  2481601 taattcgttt aattttcgaa tcgcatttcc gataccaccg acatcatcta taagaccata
  2481661 cttcactgca tctccaccaa ttacattcgt accaatatct cgcgttaaat tccctttcgc
  2481721 aaacataagc tctttaaaac gatcttccgt tacttttgaa tgcttcgtca caaatcgaat
  2481781 gactctttct tgcattttat ctaaatactc aaatgtttgc ggcacaccta taacaagacc
  2481841 tgttagacga atcggatgaa ttgtcatcgt cgcagtttcc gcaataaatg aatagtctgt
  2481901 agaaacggca atcggtacac cgatagaatg ccctccacct aaaactaaag atactgtcgg
  2481961 ttttgaaagt gaagcgacca tctcagaaat tgctagccca gcttcaacgt cacctccaac
  2482021 tgtatttaac actataagca agccttcaat tttcggattt tgttcaatcg caacaatttg
  2482081 aggaataata tgctcatatt tcgttgtttt attttgcggt ggcaactgaa catgaccttc
  2482141 cacctgtcca acaattgtta aacaatgaat acgtgattca ttcatttgtg gtacattcgt
  2482201 ttgtccaagc tgttgaattt tttccactat tgaagcttct tttccagttt ctttcggttc
  2482261 agcctctttc tcttcatttg tataacgatc acgttctgtc atatcgcatc ccctttcact
  2482321 cgtatatcac tattatttct taagttataa atttcattcg atagagttta aaaagaaaaa
  2482381 agatcacccg taaaggtgat ctttttttat acttccataa taatcggtaa aatcataggt
  2482441 tttctctttg tctcttcgta caagaactgt cctaataatt cacgaatatt ttgttttaac
  2482501 atagaccatt caattgaata ttctttaatt gattgctcaa caatcatacg tacaatctct
  2482561 gtagaacggt caattaacgc ttctgattca cgaacatata caaatccacg cgaaatgatt
  2482621 tctggaccag agataatttt cttttcatct ttaccaagtg ttacaacaac tactaatatc
  2482681 ccatcttgag ataacatttt tctatctcga agaacgatat taccaacgtc acctacacct
  2482741 aatccatcaa ttaatacatt gcccgcttgc actttaccaa ctaaatttgc ttcatcgtca
  2482801 ccaaaaccaa ttacatcgcc tttttctacg ataaagatat tttctcttgc aatacctaca
  2482861 tcttcagcta agtatgcatg tgctttttgc atacgaaact caccatgtac gggtacaaaa
  2482921 tatttcggtt tcattaagtt taacattagt tttaattctt cttggctacc atgacctgaa
  2482981 acgtgaactt ttctttcacc ataataaaca acttcagctc cagctctaaa taacaaatca
  2483041 ataattttcg atacagatat ttcattaccc ggaattggag aagccgcaat aataaccgta
  2483101 tcacctttac gaattgaaat ttgtttatga gcttgcttcg ccattctaga aagggctgcc
  2483161 atcggttcgc cttggctacc tgtcgttaaa atagctacct ttttctctgg gaaattgtct
  2483221 acttcttgta gtgaaataac cataccttct ggaacatcta aataaccaag gcgtcttgcg
  2483281 atatctacta ctttcaccat actacgtcct acaaccgcga cttttcgtcc tgtttcagca
  2483341 gctgcatcaa atacttgttg aatacgatgt acattcgatg caaatgaagc aacgataata
  2483401 cgtccttctg cgccgtagaa tactttagaa atttctacac caacttcttt ttcagaacct
  2483461 gtatagcctg gacgctcagc atttgtacta tcagataata ggcatagtac accttcattt
  2483521 ccgatttgag ccattttccc aagatctgct ccactatttc caattggagt ttgatcgaat
  2483581 ttaaagtctc ccgtatatac gatcgcacct tttgatgtat ggaaacaaac accaacagaa
  2483641 tctggaatac tatgtgtcgt tccaaagaat gacaccgttg tagtattaaa ctctactgtt
  2483701 gaatttgaat cgattgtttt taagtctaca cggcctaaca tacctgcttc gccaagtttt
  2483761 tcttgtataa gtcctactgt taatttcgtt gcatacactg gaatagataa tttacgaagt
  2483821 acgtaaacaa taccaccaat atgatcttca tgaccgtgag taataaataa accttttact
  2483881 cgctcttggt tttccactaa atatgtaata tcaggaataa cgatatcaat tccaaacatt
  2483941 tcatctcccg ggaacattaa ccctgcatct acaataaaga tttcagaatc aatttcaaca
  2484001 cagtacatgt ttttcccgat ttcacctact ccaccaagag caaatacttt aacagactca
  2484061 ttctcttttc tcttcatgtt gttgcctggt ttaaaaatct ttcaaacact gatttcacta
  2484121 aaatcgcaga gacaccaggg gaaactctac aaccaccata tattcaccgt ccaagacgaa
  2484181 tgtccttacc gttatgcgat atcatgtcct tgtttatttt ttaaaccagg tttcacctct
  2484241 ctttcattat ataaatcaaa tatcttattc gatatgatat gaaaatgtaa tcaaattata
  2484301 atttttacca attttgctaa gcatacccgt actaagctac ttagccatat tatacctgat
  2484361 acaagaaata gaacacaagt taaatcgtgc gaaagaaaaa ggaaaagaac ggatttccaa
  2484421 caaacatatc gaacacatgt cctttatatt tactccgact ttgtactcca tatttttttg
  2484481 aagaaatagc tataaatact ctaaattaat ttcataatac ggattttcaa gacttatttt
  2484541 tctagaattg aacaaaaata cttataaaat gaagtttttt tatgaattac gtcatatttg
  2484601 aagcaattac tccgaaaaat agagttggta ttttattacg tttatataag tgttcattct
  2484661 ataataacta tgacttttta attcctttaa aggattacaa ttattttctt ttacatgttg
  2484721 caatatataa tgaagaactg gttaatgatc ttataaaaac acatataggt aagataagaa
  2484781 aagagaggaa aaaattttca tacaaataaa aaatgaccta gttctacact aggtcatttt
  2484841 tattaacgag ggatagattg cataacagat tgtaacgtta ctctttcttc ttctgttaat
  2484901 ggaagaagtg gtaaacgtac agaacctaca tctaatccaa ccatttgtaa cgctgttttt
  2484961 actggagttg ggcttggcgc cataaataat gaatccgtta ctcttacaag taattgatgt
  2485021 aatttttgcg ccttcttaaa ttctcctgct tggaatgctg caatcatttc ttgcatttca
  2485081 tttccaataa catgagatgc tacagaaacg atacctttcg ctccaactgc catagctggt
  2485141 agcgttaaac cgtcatcacc gctgtatact gcaaagtcgt ccgctgtttt ttcaatgatt
  2485201 tctgtcattg ttaacacatc gccgcctgca tctttaatcg caacaatgtt ttctatttct
  2485261 gataaacgaa caactgtatc aacggagatt tgtacaatag atcgtcctgg aacattatat
  2485321 agcataaccg gaagcggcgt gctttcagca attgctttaa agtgctgata cattccttct
  2485381 tgactcggtt tgttataata cggtgctact agcattactg catcaacacc aacctctgtt
  2485441 gcctttttag ttaagtcaat agaagcatgc gtattattac tacctgttcc agcgattacg
  2485501 ggcacccttt tatcgacaac agatacgaca tggcgatata acgctacttt ttcttctgaa
  2485561 gttaatgtag gagattcacc tgtcgttcct cctaccacga ttgctgttgt accgttatca
  2485621 attaaataat ttaccaattt cgttgtcttt gcaaaatcga tattaccgtt tatatcaaac
  2485681 ggtgttacca tcgcggttgc aattgtccca aaatctatca tggtctcact ccttattgtt
  2485741 ccagttgctt ttcttttgaa agctcaaacg cactatgtaa tgcatttaca gcctccacta
  2485801 aatcagtttc ttttacaaga acccaaattg tcgtatgact atctgctgat tgcagaattt
  2485861 gaataccttt ttcagctaaa gctgtaacga ttttcgcagt aacccctggg atgcctgcca
  2485921 ttccagctcc aacgatagat actttcgcgc aatgttctgt cacaattggc tcatatccaa
  2485981 gttgttttag cacttcaaca gcacgagctg atacattatc gtttactgtg taagctacac
  2486041 cagtaggaga aatgttaatt aaatcaacac taatgccttc gtttgccatt tctttaaata
  2486101 catgttgctg tatatcgtat gccgtttctt ttgcaagcac tttaatttgc gttacgtttg
  2486161 atacgtgggc aatacctgta accggacgtt cttctacatc ctgccctttc gtagcaccat
  2486221 cgtatgctgc aataagcgta ccctcactat cagaatacgt agaacgtaca cgaagcggca
  2486281 cttttgcatg catcgcaatt tcaaccgcac gtggatgaac gacttttgca ccttggtaag
  2486341 ccatgttaca aatttcgtta tacgttacag tttgaagatg acgtgcatct tttacgatac
  2486401 gaggatctgc agtcatcaca ccttctacat ctgtgaagat atcgatatat tcagcatgaa
  2486461 gcgcaacacc taacgctgaa gctgaagtat cactacctcc gcgtccaagt gttgtcgtat
  2486521 cacctttttt cgtttgccct tggaatcctg taacgacgat tacatctaca ttttctaact
  2486581 cttcatgtat acgatcgcaa ttcatttcaa taatcttagc attcgtaaaa tcatcatttg
  2486641 ttacaaaacc agcttgtgca ccatttaacg ctgctgcttt tataccgttc tcatttaaca
  2486701 tattagagaa gacgattgct gagattaatt ctccgcatga taataataaa tcttgctcac
  2486761 gattagaaat atgagattcc tcttgattta caagacttaa caacgtatcc gttgcatatg
  2486821 gttcaccttt acggcccata gcagatacaa cagtaactac tttataaccc gcatctagcg
  2486881 atttttttat atgatgaagc gcatgcttac gtccattttc atcacgtaca gatgtaccac
  2486941 caaatttttg aacaataatt ttcatatttt gcaccttctc ttagccgctt acactaattg
  2487001 taattttact aagcgctctg caatttgaac agaattccat gctgcgcctt ttaataagtt
  2487061 atcagatacg acccaaagat ggaatccttt atcgttattt aaatctttac gaattcttcc
  2487121 cacgaatact tcgtttttac ctactgcagt agctggcatt ggatatagct gctcttctgg
  2487181 attatcttgt agaacgatac cttccgcatt tgcaagtaag ctctttaatt cttctactgt
  2487241 tacgccttct ttttctactt caatgtaaac agactcagag tgacctgata caactggtaa
  2487301 acgtacacat gttgccgcta cttctaattc aggcatatgc ataatttttt tcgtttcatt
  2487361 aatcattttc atttcttcaa acgtaaatcc attatcttgg aacttatcaa tctgtggaat
  2487421 cgcgttgaaa gcaattggaa aatgtttctt atcacctgat acaggtaaaa cattcgcctt
  2487481 cacttcttcg ccatttaaga ttacttgtga ttgttcatga agttcttcaa tcgctgccgc
  2487541 accagcacct gatacagctt gatatgtgga aacgattact cgttttaaac catattgctg
  2487601 acgaactggc tcaagagcta ctaccatttg aattgtagaa cagtttggat ttgcaataat
  2487661 accattatgt tcttttaagt cgttttcatt tacttcaggt acaacaagtg gcacgttttc
  2487721 tgtcatacgg aatgcacttg tattatcaac aacaatcgca ccgcgctttg ctgcttctgg
  2487781 cgctaattgt tttgatacag atccacctgc actaaatagt gcgatatcta ctccttcaaa
  2487841 actttcagga gttgcctctt gaactgtaaa ttcttcgcct ttaaatacaa gtttcttacc
  2487901 tgcagatcgt ttagatgaaa gtaacgttaa cttcccgatt ggaaattctc gtttctctaa
  2487961 agtatttaac atttgttcac caactgcgcc ggttgctcca actacagcga catgaaaagt
  2488021 tttttgcttt tccatcacta tgcccctttc tagataccaa tccttctata acttagaatc
  2488081 agaaggagta tacaataccc cttctaatct taataacgtt aattttatca tattctacag
  2488141 taagaatgat ggtttcatca aaaattgtcc gttttttttc gttttttaat tcatatatct
  2488201 gaatttttct acgacaaccg gttgcaattg cttcccttgt agcgcttcta atactgtatc
  2488261 ttccagtaac tccatgcgag ctaccattga gtttggtttt ttctctggtg catcttgacc
  2488321 gaatgggacg aagtagatgt tttttgtggc cattaggcgc atgaggttta ccccatttaa
  2488381 tcctaaagca tcattcgtcg aaacagccaa tacgacaggc ttgccatttc ttagcgtcgc
  2488441 tttcgctgcc attaatactg gagagtctgt cattgcattt gcaaatttac tcatagaatt
  2488501 tcctgttagc ggtgcaatta ccatacaatc tagtggaatt ttaggtccta atggttctgc
  2488561 gccaacgatt gaattaatcg ctttaaaacc tgttacttct tcaatctttt taatccactc
  2488621 tgtcccttct ccaaatctcg tatttgttga ttgaacagtg taagaaacaa caggacgtac
  2488681 ttctgctccc tcagcgatta atttttctaa atgaggcatt acttcttcgt acgtacaatg
  2488741 tgaaccagta aaaccaaacc ctattctttt cccttttaaa ttcattcccc attctccttt
  2488801 cttgcgatta cgtcttctgc cagtaactga gaaagaacat tcgctaaaat ttgcccggct
  2488861 gtttttggag caacaatacc tggtaatcca ggtgctaaca gcgctttgac tcctcttttt
  2488921 tccgcatatc taaagtcggt accacctggt ttagaagcca aatcaattac taacgtatga
  2488981 gccggcattt ttgaaataac atttgccgtc acaacgagat gcggaattgt attaatgaca
  2489041 atatcgatat tccctacttc tttctcaatg ttctgcatat gaaaaggaga aaacatcatt
  2489101 tctgtaatac gtgcaatatg ttccgatcgt cttgctccaa ccttgacatg ggctcctaat
  2489161 gattgaaatg ctctggcaac actcatccct gttctaccaa atcctaaaac cattacatta
  2489221 gaaccatgaa tcgtatagtc ggtatgttga attaccatca ttaatgtacc ttctacagtt
  2489281 ggaatagaat tgtagattgc cacatcatca cgatcaaata atttaataag tttgcggttt
  2489341 gtagtagata cgagattttc caagtaaggc gtaccaatac ctgaatatat agtaaaatgc
  2489401 tctggtgtat tttcaatttg ttctttcgtt atagaaactt tttcgtttga aaaaatagta
  2489461 tctacttctc ccttagcatt tgtacctgca actggcaaaa taattgcatc taaagaagtg
  2489521 aaatctaaat tttgtatact ttcttttgct gcccctgtga agccatgatc taactgatca
  2489581 aaccctatca atgaaagttt cgcatccaat tcaacgagct tgcgaattac ttctagctgt
  2489641 cttgcatctc ctcctatgac agcaatatgc atctcagtca acattcccta attcaccttc
  2489701 tttttctgtc atttataaga aaagtgccta ctttttcttt ttcctccaca tcatatgtaa
  2489761 tgtacgagtt ttaggtgatt gaaaaacaaa aagcacgtat gatttatccc actcgttgta
  2489821 tgcaggaaga tccccacctc aaaattccgc atgtgagagg acatgatacg ggcaattgat
  2489881 tgctgggtaa agctcaattc atttgagttt ttactcagaa aagaatgaac aaaaaaagat
  2489941 gaccaaaatg gccatctttt acttcaaatt tgaacgatcc ataatatcac aaaggatcat
  2490001 atcatgcccg actttcttta tttgattcca cgctactctt atttcttgtg gttccttttt
  2490061 aaaccctccc catttcccag caggtataat aagagtctgt attcggccat ccttctcatc
  2490121 aatctctaaa tccacataac ctaaaactcc cattttttct gctctttcta aatttacaat
  2490181 ctctttacca cttaattcac ttaatcgcat atactctccc cctaccaaaa ttattcattt
  2490241 aagttatcca taattagtac ctattctata tatccacaaa aaataaccgt atctcgttta
  2490301 aaagagatac ggttattttt aaatcatata tagcaattat agttttattc cttttggaag
  2490361 ttttccatct ggactaatta atgctgcaga gaattcatct gtaaacatgt tacgaattaa
  2490421 ttcatctaca ttttcttttg ttacagtgtt tacactttca ataatctcat caagtgaacg
  2490481 atgcttacga agtagcaatt catttttacc attacggctc atacggctat tcgtactttc
  2490541 taaacttaac attaagtttc cttttaattg ctctttacta ttaataagct ctttttctgt
  2490601 aatacctgta tttttcaatg tttctaatgt ttcttgcatt gtttcataca gtgtatctaa
  2490661 ttgttggcta cctgttccac catacagcgt taacatacct gtatcttcat aagaagaatg
  2490721 gtaagaaaac actgagtaag ctaacccgcg ttgctcacgt acttcttgga ataaacggct
  2490781 actcatacta ccgcctaaaa cgttatttaa tacaattaag ttataaatat cttcgtgtcc
  2490841 catttgtaag cctttatatc ctaaacataa atgagcttgt tctgtttcct ttttacgtgc
  2490901 taccttatta aagtggaaaa ttgggctatg tacttgttca cggtttgtcg ttccttcata
  2490961 actaccgaaa tattgctcta ccgtttgtaa aaaggcttca tcaatatttc ctgcaattga
  2491021 tacaactaca ttttcaggtg tgtaatgatc tttaatatat tggcgtagcg tatcacctgt
  2491081 aaacgtatta agcgtttctt ctgttcctaa aataggatat ccaagcggat gcgtttcata
  2491141 tgttgctttc gttaacatat catgcacaat atcatctgga gcatcttcgt acattttaat
  2491201 ttcttcacat acgacattct tctctttttt caattcttct tcatcaaatg ttgaattaaa
  2491261 gaacatatct gctaatacat ctaaagcata tttagcatgc tcatctaaca cttttgcata
  2491321 gtaacaagtg tattcttttg aagtaaaagc attcacttgt ccaccaatgc tatcaaatga
  2491381 ttctgcaatt tcgcgtgcac tacgagtttc cgttccctta aagaacatat gctctaaaaa
  2491441 gtgagaaatt ccgttgtttt tttcattttc atttcttgat cctgcatgga tccaaatacc
  2491501 aatcgcaact gatcttacag ttggtatatt ctccataact attcttacac catttttaca
  2491561 agtatatttt ttaatcaaaa actttcctcc tactgccagt ttctctaaat aaatgctatt
  2491621 atttaatgat aacaagttta aggatgaatg tcatgcaaat gtatttaatc cacacgtttt
  2491681 tcatccagta attctgttat attccctact ttatatcctt gttccttcaa ttttgtaatc
  2491741 attgtgtcta aagcttctgt tgttgacgaa gtagggtgca ttaatacgat agcacctgga
  2491801 tgtatttttc tcattactct ctgcaatagt acatctggct caggtcgctt ccaatcaatt
  2491861 gtatcaacag tccacataat cgttcccatt tgaaaatcat ctgcaatttt cacgacttca
  2491921 tctcgaaaac ttccactcgg cggtgcaaac catcttacct tttgattcgt agctgcttca
  2491981 atcattcgat ttgttttttg caactgatct cgtatttcat cagacgatag cgttttcata
  2492041 ttcggatgtg tgtaagaatg atttccgact tcttgatttg catcgacaat catttttgca
  2492101 aatcgtaaat tttctttcac ccaacgtcct tctaaaaaga aagttgcctt cacatcatgt
  2492161 tttttcaata tctctaatat acgaggcaga tattcatttc cccatgccac atttattgtt
  2492221 aatcccacca tctttttatt tggatgccct ctataaattg gcgctggtga taaatcttct
  2492281 aagtggacac tcggcgatac ttccttgaat tcaagatgtt tttgatcaaa tttctttaac
  2492341 ttcttcatat tgttatagga tgcttccata tcaacttgtc ttccattata tcctggtgtt
  2492401 gctttccata tcttatcaat catcgcattt tgtggtgcaa tctcatattg ttttgcatgc
  2492461 ttttgaattt cttcatataa gttatcctgt gcaaaaacgg aataagagcc tacactgaca
  2492521 tataaaaaga atatacatat gtatgccaat atacgagctt tcatataaac cctcccatta
  2492581 actatataaa aaccattttt cttcttatct ttgttaattt gagcgttata atgaaaacta
  2492641 tacctatact gacataaaaa tatatgtaaa tcatattttt acataacaaa aaaagccagt
  2492701 taaactggct tttgcttatt gctgctcttg tttgttttct tctttagcag cttctttttc
  2492761 ttgctcttct tttagcaata cttttctaga tagattcacg cgaccttgct tgtcaatctc
  2492821 gataacttta actgtaatta catcaccgat tttcacaacg tcttctactt tacctacacg
  2492881 ctcaagtgca agttcagaaa tgtgcactaa tccatcttta ccgctgaata attcaacgaa
  2492941 agcaccgaat ttctcaacac gtttcacttt tccttcgtag atttcaccta cttgtacttc
  2493001 gcgaacgata tcttcaataa ttttcttagc tttgtcgttc atttcttgat ttattgaaga
  2493061 aatgaatact gtaccatctt gctcgatgtc aattttaacg ccagtttctt caataatttt
  2493121 attgatttgt ttaccgcttg gtccgataac gtcacggatt ttatctgggt taattgtcat
  2493181 tgtaataatc tttggagcgt acgctgataa ttcagtgcgt ggctctgcaa taacagataa
  2493241 catatgattt agaatgtgca cacgaccaac tttcgcttgt tgtaatgcct cttctaaaat
  2493301 ttcacgagat agaccatcga ttttaatgtc catttgtaat gcagttacac catgtgctgt
  2493361 acctgctact ttaaagtcca tatcacctaa atgatcttcc ataccttgaa tatcagataa
  2493421 aattgtgtaa tgctcaccag ttttaactag ccccattgca atacctgcaa ctggagcttt
  2493481 aagtggaaca ccagcatcca tcatcgctaa agtactacca caaatacttg cttgtgacgt
  2493541 agaaccattt gattctaata cttcagacac aagacgtact gtgtatggga agtctttttc
  2493601 agatggaatt acaggttcaa gagcacgttc tcctagtgca ccgtgaccga tttcacgacg
  2493661 acctggtcca cgcatcggtc ttgtttcacc aacactaaat gatgggaaat tgtaatggtg
  2493721 cataaagcgt tttgattctt ctacaccaag accgtctaaa atttgcacat cgcctaatgc
  2493781 acctaatgta caaatactta atgcttgtgt ttgtccacga gtgaacaaac cagaaccgtg
  2493841 tgtacgagat aaaatgccaa cctctgatgc taatggacgg atttcgtcac ctttacggcc
  2493901 atctgggcgg attttttcaa ctgtaataag acgacgtact tcttctttta caattttata
  2493961 taaaatctca tttacttgtc ctaaagtatc agcgtcagct tcctgcgctt cgtaatgctc
  2494021 aattacacgc tttttcactt cgttaatcgc atcttcacgt gcatgtttct catgtacttg
  2494081 aattgcagaa tgcatatcct tctcagccat ttcacgtaca gcttggttaa gatcagcgtc
  2494141 aacttcataa agttttactt ctgatttctc tttacctaca gcttgtacaa tctcttcttg
  2494201 gaatgcaatt agacgtttaa tttcgtcatg accaaacata attgcttcta acattgtttc
  2494261 ctcaggcact tgatctgctc ctgcttcaac catgttaatt gcatctttcg taccagctac
  2494321 aacaaggtga atatcacttt gttcttgctg ttctactgtt gggttgataa cgaattcgcc
  2494381 gttaatacga ccaactgttg cacccgcaat tggaccttca aatggaatat ctgaaatcga
  2494441 taacgctaat gaagaaccaa gcatagctgc catttcagaa gaacaatctt gatcaacact
  2494501 cattacgatg ctgacaactt gtacttcgtt acggaaacca tcagcgaaaa gcggacgaat
  2494561 tggacggtcg attaaacgac ttgccaaaat tgctttttca cttggacgac cttcacgttt
  2494621 aatgaaaccg ccaggaattt ttccgactgc atataaacgc tcttcatagt ttactgtaag
  2494681 tgggaagaaa tctacatttt ttgcttcttt tgatgcagtt gctgtagata gaaccgctgt
  2494741 atcgccatat cttactaata ctgctccgtt cgcttgcttt gcaagctgac ctgtttcaac
  2494801 tgttagctgg cgaccagcta aatctatcga gaagacttgc ttttcttgac tcatttaagt
  2494861 acccctctca atttaaagta ttcaattctt ctatgtaaat ggatagtata tcgcaatatt
  2494921 ctacctctag tattaccgaa aatgaagtaa gctataaaga gtagaagata tatttttacc
  2494981 taacaaaaaa gcgggaatat tcccgcttct ttgactatcg acgtaagcca agctttgtga
  2495041 ttaattcacg gtaacgtgtg atatcgctat tacgaaggta agttagtaag ttacgacgtt
  2495101 taccaaccat ctttaataga ccacgacgtg aatgatgatc tttcttgtga gtacgtaagt
  2495161 gctcgtttag agtgttaatt tgctccgtta ggacagcaat ttgaacctct ggagaaccag
  2495221 tatcagtctc atgagttcta aattgtgcaa tgatttcatt tttacgctct tgtgttaaag
  2495281 ccatcctatt tcacctccca ttaattaaac ccccgattac ctagcaagcg tcggtgagtc
  2495341 gcaatgccaa gcaatggttg tcataaagta cataacatag aatactactt ttcatttgaa
  2495401 aaagcaagta tattcttttc gttcgcaaaa tattcttgtg ctgttttctt atcttttgcg
  2495461 atttgttcaa ctaactcatc aatgccattg aatttcttct cttctcttat acgcatatgc
  2495521 cactctaccg taacattttg atcatatatg tcgttgttaa attcaaataa atgcacttca
  2495581 atagatagtt gacgctcatc ttctttaaaa gttggtttat atccaatatt acatacaccg
  2495641 tcgtaccatt caccgtgaac ttgtaatctc actgcataaa cacctacagg tggtaataga
  2495701 tactcatcac ttaaacctac attagctgtt gggaaaccaa tttgacgtcc acgtttatca
  2495761 ccgtgtacaa ccgttcctcc taccgtatat gctctaccta aaatagatgg aatttgctcc
  2495821 atttcgccat ttcgaattaa ctttcgtaat gctgtagaac ttactttctc ttcttgaaat
  2495881 tcaacttttt caatcacagt ctgtgtaaac tcccctcttg catgaaatgg taaagtctcc
  2495941 atctttcctt ttcctaaacg tccatatgaa taatcaaacc ctgctactac atgctttaca
  2496001 tttaaaccaa taatataatc atctacaaat tgctgcggca ataagcctgc aaatgattca
  2496061 tcaaatttaa caacatataa tatatcgatt cctaaactct cgactatttt ttctttatca
  2496121 cacattggtg taatatactc ggcatgcgct tcttttttac ctaaaacaac agatggatgc
  2496181 ggataaaatg tcatcactgc acttttatat cccttttcat ccgctatttg tttcgcagtt
  2496241 cgaatcacac attgatgtcc taaatgaatg ccatcaaaaa atcctaatgc cattacagta
  2496301 ggtggtaatt ctaatttatt ttgttcatgt ggatgagtta aatgaataag tttcacgctt
  2496361 gaattcacct ttttctgtaa taatccttcc aataattcat tatagcttta gttcttgatt
  2496421 attcacaagt actttcatcg gctttagcat accagggtgc tttggatggt gctcataaat
  2496481 tgcaaggcaa cgatcgtttt tatcaaacac tgttataaat ggcgccgtta tttgcaattc
  2496541 attttttaag aacataccat tctttatttt ttctgcttgc ttttcatcta caaccatttt
  2496601 tgggaattta cttaatgctt catcaattga aatgaagata gactctactg ttccattttg
  2496661 cacgttttcc tcaatttctt caaatgatat gcaatcctct aataaaaatt caccagaagc
  2496721 cgttcttaca aggtgagaca tatgtgatgg aaaaccaagt ttttcaccaa tcattaccgc
  2496781 taatgttctt acatatgttc ctttactaca cgttacacgg aaacggaatg aaatattttc
  2496841 tccttcaaac acttcacggt catctagtaa tacaaattca tgaattgtaa ttgtacgaac
  2496901 tggacgttca acctcttgtc ctgctcttgc atattcatat aatttttttc cgttaacttt
  2496961 tacagccgaa aacatcggag gcatttgctc aatcgtacct gttaatgtcg caagagcctc
  2497021 ttccacttct ttacgagtaa taacacgatc tacatatttc gtttccacaa cttcaccaga
  2497081 agcatcttca gttgttgttg aaaaccctaa tgtcacttca ccttcatatg ttttcgtctc
  2497141 actcgttaaa aattgcgcaa tctttgttgc tcgcccaaca caaatcggca atactcctgt
  2497201 tacatctgga tctaatgttc ctgtatgacc aattcgtttt tcacgcaata tctttcttaa
  2497261 tttaaataca caatcatgtg atgtcatgcc ttttggctta tgtaataata ctacaccttc
  2497321 catatatgct cacctcatcg taattctttc ataatactta ttcaaaactt attttacatt
  2497381 gaaaaaatgg atagacaaat gtctatccat tattcttcac gtttaccttc tttattaatt
  2497441 tcatgtaaaa gtgtatcaat tcgatgacca tatccaatag attcatcaaa ttcaaaggaa
  2497501 atttcaggcg ttttacgaag acgaatacgt tggccaattt ctgaacgaat gaagcctttt
  2497561 gccttcgcta aaccttttag tgtattttct ttctgttctt catcacctaa aacagaaata
  2497621 tacactgtag caatttgtaa atctctactc acttgtacat ctgttacagt aacaaatccg
  2497681 acacgtggat ctttaatttt acgactgatg atgtcgccta attctttttt catttgctcg
  2497741 cctacacggt ttgcacgtaa tttcataact cttcacctca ttcaatacca ttccaattgt
  2497801 gttatcgtac gttctatttc aggaaatgaa tcgatgtact caagtacacg attcatttct
  2497861 ttttcacaaa taacacgatt agaggataca gaaacaattg caatttccgt acgttgccat
  2497921 acatcttgat gccctacttc tgaaacagct acgttataac gctgtttcac acgagttagc
  2497981 acccgttgca aaattgctcg tttctctttt aaagaatgca catcgtaaat catacactcg
  2498041 aatgagagtg aagcgattat catcgcttca cttcttccat aatgtatgct tcaataatgt
  2498101 ccccttcttt aagatcatta tatctctcaa ttgtaatacc acactcatag ttttgtgcaa
  2498161 cttcttttac gtcgtctttg aaacgtttta acgtatcaag ttgtccttcg aaaattacta
  2498221 cgccatcacg gataatacgc acgccactat cacgtgtaat tttaccgtct gttacgtaac
  2498281 aacctgcgat tgttccaact tttgttactt taaacgtttg acgtacttct gcttgaccga
  2498341 ttactttttc ttcgaattct ggatctaaca taccttgcat cgctgcttcg atctcttcga
  2498401 ttactttata aataatacgg tgtaaacgaa tatcaacgtt ctctaattca gctgtacgct
  2498461 tcgcattcac atctgggcgt acgttaaatc caattacaat tgcattagat gcagaagcta
  2498521 aaatgatatc agattctgta atcgcaccta cgcctgtatg gataatttta actttaacac
  2498581 cttcaacatc aattttacga agtgatgctg ccattgcttc tacagaacct tgtacgtctg
  2498641 ctttcacaat taagttaatt tcttttacat cgccctcttg gatttgttgg aataaatctt
  2498701 caaggcttaa tttagatttt tcaccacgtt gagcaagtaa cgcttcttgc gcacgtgatt
  2498761 caccgatttg acgagctttc ttctcatcag cgaatgccat gaaacgatct cccgcttgtg
  2498821 gtacttcgtt taaacctgta atttcaacag gagttgatgg accagcaact tttacacggc
  2498881 gaccaatatc acttaccatt gcacgaacac gtccgaatga agtaccaaca acgattgggt
  2498941 ctccaactcg aagcgtaccg ttttgaacaa gtaatgtcgc gatagttcct ttacctttat
  2499001 caagctgtgc ttcaattaca gtaccagttg catagcggtt tggatttgct ttatattctt
  2499061 ctacttcact tataagaaga atcatttcta gtaagttgtc aattccttcg ccttgaattg
  2499121 cagaaattgg tacgaaaatt gtgtctccgc cccatgcttc tggaactaat tcatattctg
  2499181 ttaattcttg cattacgcga tcaggatttg ctgctggttt atccatttta ttcacagcaa
  2499241 caataattgg tactcctgct gctttcgcat ggttaatcgc ttcaactgtt tgtggcatta
  2499301 cgccgtcatc agctgcaaca acaatgattg taatatccgt tacttgtgca ccacgagcac
  2499361 gcatagttgt aaacgccgcg tgaccaggtg tgtctaagaa tgtaatcttc ttgtcattta
  2499421 attcaacttg gtatgcaccg atatgctgag taattccacc tgcttcgcca gcagttactt
  2499481 tagagttacg gatagagtca agtaatgttg ttttaccatg gtcaacgtgt cccatgattg
  2499541 taactacagc tggacgctct tttaagttct cttcatcatc ttgctcatcg atgaatgttt
  2499601 caaactcagt ctcgctaaca attacttctt cttctacttc aataccgtag tcgttagcaa
  2499661 ttaactcaat tgtatcttta tctaagtctt ggttaattgt tgccataatt ccaagcatga
  2499721 agagcttttt aataatttca gatggctctt tgcttaattt cttagcaagg tcacctactg
  2499781 taaggcttcc agagaaagta attttatctg gtgtttctac agtttgtgtt tgttgtcttc
  2499841 cagcaaagtt ctcttgacgc ttgtcttcgt ttcctttgcc ttttttcttt ttcttattgc
  2499901 tgttcttttt actacgaaca actttttctt ctacttcaaa ctcatctgca acagaaggtt
  2499961 tttcagcttg atactcatta tctaatttgt ttactacttc atcgtctaac attgtcatat
  2500021 gattcgaaac ctcgatattc atttctttta gttttgtcat aagatcttta cttgagatat
  2500081 tatgtttttt cgcatattca tgcactcgaa ttttactcat accttcaccc ccggtaattt
  2500141 gtatcgagca tgctacgcag ctttttcgca aagccttcat ctaacacagc tacaacgact
  2500201 cgctcatctc tcccaatcgc atgccctaat tgttgtcgat tttcgacctt tctcattggt
  2500261 acgttgtagt acgtcgtttt atccgtgata cgcttcgtag tatttactga cgcatcctca
  2500321 gagagcaaca caagttttgc cttgccactt cgtacttcct ttaaaacgag ttcttcaccc
  2500381 gaaataattt ttcgagcccg gtttgctagt cctaaaaacg atttccaatc ggacacttat
  2500441 ttcgactcct tctcaacaag ctcaagaagc tcttcataaa gagaactgtc gattttcgct
  2500501 tttagatgat gttccaaaac atttttcttt tgagcttgaa gaatgctttc tttatctttt
  2500561 gataaataag cacctcgtcc tgatttcttt ccagttaaat caatagacac ttctccctct
  2500621 ttggaacgaa caatgcgaac gagctctcgt tttgatttca tttcttgcgt tgcaacacat
  2500681 tttcgtaacg gaacttttcg attgctcata ctcatcacct ctattcgatt tcgtcttcaa
  2500741 ctgaatcgaa tccgaatgcg actacgctat cttcttctgt tacaatacca agttgtttcg
  2500801 catcagactc actcttaata tcaattttcc aacctgttaa tttagctgca agacgtgcat
  2500861 tttgtccacg tttaccgata gctaatgaca gttggtggtc tggaacaaca acagttgttg
  2500921 ctttttcttc ttcatctaca agtactttca caacttgtga tgggcttaaa gcattggcaa
  2500981 catattctac tggatcattt gaccagcgaa cgatgtcaat cttttcacct tttagttcgt
  2501041 ctacaatgcg ttgtacacgt tgtcctttcg gtcctacaca agaacctact ggatcaacat
  2501101 caatgttctc tgcatgtaca gagattttag accgatctcc tgcttcacgt gctacagaac
  2501161 gaatttcaac cgttccatca tagatttcag gaacttccat ttcgaataaa cgttttaaaa
  2501221 gaccaggatg tgtacgtgat acgtaaattt gtggtccttt tgttgttttt tctactttcg
  2501281 taatgaatac gcgaatacga tcatgtggtt tgtattgttc gtttggcatt tgctcactta
  2501341 caggtaataa agcttctact ttccctaagc ttacatagat gaaacgagca tcttgacgtt
  2501401 gtacgatacc aaccatgata tcttcttcac ggtcactaaa ctcagagtaa ataacaccac
  2501461 gctcagcttc acgcactcgt tgtgttacaa cttgttttgc agtttgtgct gcaatacgac
  2501521 cgaaatcttt tggtgttact tcaatttcta gtacgtcacc atcttgatag tttggattaa
  2501581 tttgtcttgc ttcttcaaca gaaatttcaa gacgtggatc aaacacatta tcaacaacgt
  2501641 ctttacgtgc taaaacctgg attgttccca cttgtgggtt aaagctcaca cgaacgtttt
  2501701 gtgcttggtt aaaattgcgt ttataagcag agattaacgc tgcttcaatc gcatcaataa
  2501761 taatatcttt gctaattcct ttttctgact ctaatacgag caaggcatct aacaactcag
  2501821 tgctcatgaa gatccccctt ctaactaaaa cgtaacagca agtcgcgcat ttgcaacttt
  2501881 gtccattgga atttggattt cttttttacg tgttttaatt gttaataata gtgtaattgt
  2501941 agtaccatcg taggaaagca tttttccttc aaacatcttt tcaccatcaa tcggctcata
  2502001 tgttttaatt gccacttgtt ttcctaccgc ttgctggaag tctttctctt tctttaatgg
  2502061 acgttctgct ccaggagatg acacatccaa aaagtaaaga tgaggaattg gatcctcttt
  2502121 atctaaagct tcgcttaaac gttcactcac cgcaccgcat tcttcaatgt cgactccctt
  2502181 ttcagaatcg atgaatacgc gtaagaacca gtcttgtcct tctttcacat actctacatc
  2502241 tacaagttca agatttaact cttcaacgat tggctgcgca aatgcttcta caacttctgt
  2502301 gactttctta tccataaaca gcctccttcc tgccgccatg taccattcat aagaaaagac
  2502361 cccgtccata gaacggtcta tcttattctt tctcgttagc taacaaaagc ccctgccgtt
  2502421 aagcagggaa tatctgtctt agtattacca aatttaagaa gtaaaacttg taacaaaata
  2502481 tgtatatacg acagaaattt cttacctctc cacatcaata aaatgtagat agtaacacga
  2502541 aagagtgggt ttccccactc ttcttttcac acaatataca tgacatggtt atctcggtta
  2502601 atagtatacc ataccaaatg ttgatttgca aagacttttc ctacctatca gaacagcgat
  2502661 aactggtttt gatccggcaa atcacctaaa caaccttgac tatctaaata ctcaataatt
  2502721 gttttcgaaa ccttactacg ctgctgcaag tcttcttttg ataagaattc tccattttta
  2502781 cgtgcttcca caatacttaa agctgcgttt gtaccaagac caggcaccgc attaaatgga
  2502841 gggattaatg agtctccatc aataataaag tctgttgcat gtgagcgata taaatccacc
  2502901 ttttggaatg agtatccacg ctcacacatt tcaagtgtca tttctagtac cgtcaataaa
  2502961 ctcttctctt tcggtgctgc atctaaacct ttttgcgcaa tttcatcaat tcttgcacgt
  2503021 atagatgctg aaccttttgc catcgcttct acgtcaaagt catctgcacg aaccgtaaag
  2503081 tatgccgcat agaataaaag cgcgaaatgc actttaaagt atgcgatacg cacggccata
  2503141 agtacgtaag cagccgcatg ggctttcggg aacatgtact taatcttctt acatgaatca
  2503201 atataccaac ctggtacatt attacttttc atgtcctctt cccattcttc tggtacacct
  2503261 ttacctttac gtactgactc catgattttg aaggctaatg atgggtctaa accttgatag
  2503321 attaaatata ccatgatgtc atcacgacaa ccgataactt cactcagcgt acatgtaccg
  2503381 ttataaatta actcgtttgc attaccaagc catacgtccg taccatgtga taatccagaa
  2503441 atttggacta actctgagaa tgtcgtcggt ttcgtctctt ctaacatctg tcttacgaat
  2503501 ttcgtaccaa actctggtat accaagtgta cctgttttac agttaatttg ttcttccgtt
  2503561 acgcctaacg attctggccc tgagaaaatt ttcattactt ctggatcatc cgttggaatt
  2503621 gtttttggat caataccact taaatcttgt aacatacgaa taactgtcgg atcatcgtgt
  2503681 cctagtatat caagcttcaa taaattatca tgaatagagt ggaagtcaaa gtgtgtcgtt
  2503741 ctccactcag cacctattga atctgctgga tactgtattg gtgagaaatc aaaaatgtcc
  2503801 atataatctg gcacaacgat aataccacct ggatgctgtc ctgttgtacg ttttacaccg
  2503861 gtacatcctg ctactaagcg gtcaatttct gcatttcgaa tcgttaagtt atgatcattt
  2503921 gcataaccct ttacatatcc ataagcagtt ttttccgcaa ctgtaccaat cgttcctgca
  2503981 cgatatacat aatcttcacc gaatagtact ttcgtatagt tatgggcacg tggttggtat
  2504041 tccccggaga aattcaaatc gatatcgggt accttatctc ctttaaaccc aaggaacgtt
  2504101 tcgaacggaa tgtcatgtcc atcttttaca tatggaatat tacaagttgg acattcttta
  2504161 tccggtaagt caaaaccaga acctacagaa ccatcattaa agaattctga ttgcttacac
  2504221 ttcggacata catagtgtgg tggtaatggg tttacttctg taatttccat catcgttgca
  2504281 acgaatgatg aacctaccga tccacgcgaa cctactagat atccgtctac taacgatttt
  2504341 ttcacaagct tatgtgaaat taaataaatt acggcgaatc catgcccgat gatacttttt
  2504401 aattcttttt ctaaacgcgc ttctacaatt tcaggtaact cttcaccata aatgctacgc
  2504461 gccattttat aactcatatc acgcgtttca tcatctgcac cttcaatttt cggtgtgtat
  2504521 agatcatctt ttactggatg aacatcgcca attaatgatg caatcttttg tgtattcgtt
  2504581 acgacaattt ctttcgctac atcttcacct aagaatgaga aacactctaa catttcatcg
  2504641 gttgtacgga aatgtacagg tggtaatgaa tgccggttta acggattggc tccgccctgc
  2504701 gaactaacta aaattttgcg atacattgca tcttctggat ctaagtaatg cacgtttccg
  2504761 gtagcgacaa ctggtttatc taacgtctca cctagtttta ctaagtttga aataattgtt
  2504821 tttaattgtc cctcatcccg aacaagttca cgctctacta aatgacgtaa cacttctggt
  2504881 ggcattactt caatgtaatc gtagaactgc gcaatttctt ctacctcttc aggagctttt
  2504941 tgcatcattg cctcaaacac ttcaccttta tcacaagccg ttcctactaa aataccttca
  2505001 cgatattttt ttaatagtga tcttggtact cgcggtacac ggtaaaagta atttagatga
  2505061 gaatatgaaa caagtttata taaatttttc aatccaacat ccgatgtagc aagtaatgtc
  2505121 atatgacttg gacgcccgcg cttatatgca tccccttgtc ccatactatc gtttaattga
  2505181 tcgtgatatt caaaaccttt ttcaattaca tcttttaaca ttttcactag taagtatccc
  2505241 gttgcttctg tatcataaat cgcacggtga tgctgagtta attcaatgtc catcttttta
  2505301 cataacgtat ttaaacgatg atttttcatt tctgggaata agaatcttgc aagctctaac
  2505361 gtatctatta ccggattttt cgttttttct aaaccagctt ttttgaatcc tacattaata
  2505421 aagcccatat cgaagcttgc gttatgagca acaagtgtat ggtcacccat ccattcctca
  2505481 aactttttaa acacttcatc tacttctggt gcgtcggtta acatatcatc tgtaatacct
  2505541 gttaactcaa tgattgttgc cgataatggt tgatgtggat ttgcaaaaga ttcaaagcgg
  2505601 tcaataattt cgccaccttt tacttttaca gcagctaact caataactgt atcatacaca
  2505661 gctgataaac ctgtcgtctc aacgtcgaaa acaacatatg tttcatcagc cagtaaacga
  2505721 tgttcttcat tataagcaat tggtactccg tcattcacta agtttgcttc cacaccatat
  2505781 ataactttaa ctccagcctt tttccccgca gaatatgctt ccgggaacga ctgagccaca
  2505841 gcatggtctg taaccgcaat agcctcatgt ccccatttac cagcttgagc aacaagctta
  2505901 gaaactggag taacagcatc catttgactc attggagtat gaagatgaag ctctactctt
  2505961 ttttcacctt ctggtgcttt atctttacga gacggtcctg ttatttcatt aatatcattt
  2506021 gcaatcatta ctaaatctcg aacaaatgta tcattttgga cagaaccacg agccttcacc
  2506081 cacattcctt tttttaagga ttgtagcatt ggaatatctt ctttatcacg tgagaacatt
  2506141 ttgatcataa tagaatctgt ataatccgtt atttttaaag ttaataacgt acgtccacta
  2506201 cgaagttctt ttgtttccac atggaagaca tatccttgaa ctgtttttct tctttcttca
  2506261 tcttgaattt ctcgcatcgg tgtaatctct tcatccggct taataagata cccaagtgta
  2506321 atcggtcctt catgcacaac gctgctttct tcagcttgct tctttgccat ttcttccata
  2506381 gcttgtataa cacgctcgcg gtcttcttgt tgcgtttgct cacgaaactt ttgcatttct
  2506441 tctgtatttt gctgtatatg tgtgtctaac tgaaaacgcg ggaatccgaa agcctcgtat
  2506501 tgatccccta ctggttttgc aacgtttttc tttaaagcag tagattccag ctcattattc
  2506561 acatttataa gtaacttcac tccattcacc tgcggaagct gcttctttaa ataagcaaac
  2506621 ataggtgaaa atgtaattcg ttccgtacaa agtggccaat acgccctcac ttcttcttca
  2506681 gtaaattgtt tattctctgt ttctaatgca aatgttgttc ttgcaatatg agaaaatgat
  2506741 tgcttaagct ttgtttctag caattcatat aattctgtag gcaaaatacg tggcacttgt
  2506801 aaattaaaat gccaactttt attcgcttta tcgataacga gtctttcaat accaccgcct
  2506861 tgtaaatatt gatttataag gtcgtctggt atttgcaact gctggagcaa aatttgaaat
  2506921 cgctcttttt gttcatttgt taaagacata agcactctcc ttccatttgc tattataaat
  2506981 tgaaacgtgc tacaaagaaa gatttctccc ttcttctttt acaaaatacg tttacaaaga
  2507041 aagagaaggt acctcattac gaggtacctc ttcctatttt aaaatattag caatatatgt
  2507101 ttgaagttct tctactttta cttcttcaga ctcacctgta gcacgtactt tcacttctac
  2507161 aataccttcg tctgcttttt taccaactgt cacgcgaact ggaaggccga ataaatcagc
  2507221 atcagcaaat ttaacacctg cacgttctgc acgatcatct agtaatactt cataaccttg
  2507281 ctcttgtaat gagttgtaga tgttttcacc catttcacgt tgtgcatcag atttcatatt
  2507341 cactggaatt acatgcacat ggaacggtgc tacagctttt ggccaaacta aaccgttctc
  2507401 atcattaaac tgctctgcaa ttgctgccac tgtacgagac acaccaatgc cgtaacaacc
  2507461 cataataagt ggttgtgttt ttccgttttc atctaggaat gttgcgttca ttgcttcact
  2507521 ataacgagtt cctaatttga atacatgacc aacttcaatt ccgcgtgcga aaagaattgt
  2507581 cccgtttccg tctggagatt ggtctccttc ttgaatgaag cgtaaatccg tatattgact
  2507641 tactttaaag tcacgttctg gatttacatt tacataatgg aatccttctt cgttcgctcc
  2507701 tgaacatccg ttgacaattg atgctacagc gtgatcagcg ataatttcga tatcaccatt
  2507761 tacaccaatc ggtcctaatg aaccaacttc acaatttaat aattctttta cttcttcatg
  2507821 agaggcaagc tcaacaactg aagcaccgta tacatttttc acttttacat cgtttacttc
  2507881 atgatcacca cgaacaagta ccactactaa tttctcatct actttaaata ccatagactt
  2507941 aatgcacttg tcagcttcga tgtttaagaa tgcagatact tcttcaattg ctttttggtc
  2508001 tggtgttgct actttttcaa gctctttttc tgcttcgtca ctcttcgtat acgtagctac
  2508061 aacaggagcc atttcgatgt tcgctgcgta atcagatgta tcagagtatg caattgtatc
  2508121 ttcaccaaca tcagataata ccataaattc atgtgtatct tttccaccca ttgctccaga
  2508181 atcagcaata accgcacgga aattcaagcc acaacgagca aagatgttag agtatgcttt
  2508241 gtataagcga tcgtacactt catctaagct ctcttgcgta gcatggaaag agtatgcatc
  2508301 tttcattaga aactctcttc cacgtaataa accgaaacga ggtctttgtt catcacggaa
  2508361 ttttgtttga atttgatata atgttaacgg taatttttta tacgatttca cttcatcacg
  2508421 tacaagatct gtaattactt cttcatgtgt cgctcctaat gcaaattcac gagcgttacg
  2508481 atctttcata cgcattaatt cagatccgta agaataccaa cgacctgact cttgccataa
  2508541 ttctgcagct tgcatcgctg gcattaataa ttctacggca cctgcgcgct ccatctcttc
  2508601 tcgaacgata cgttctactt tgtgtagtac ttttaatcca aatggtagaa aactataaat
  2508661 accagaagca ttttgacgca taaaacctgc acgaagtaat aactgatgac tcttaatctc
  2508721 cgcatcagct ggaacttcac gtaatgtagg actgaatacc atactttgtt tcatttattc
  2508781 gcacctcttc attttactct tacacgcagg aaaacccctc acctcgagtt aggtgaggga
  2508841 ttttattcta cgagctctat ttcattataa gtttcacttt attttacaag aaaaacttac
  2508901 gaatgtcatt ccaagttaca actaacataa gtaacattaa taatgcaaaa ccaataaagt
  2508961 gaaccattcc ttctttctgg cgatcaattg gtttcccacg caatgcctca attaagaaga
  2509021 agaacaaacg tccaccgtct aaagcaggaa ctggtagtaa attaaataaa ccaaggttaa
  2509081 tacttaaaac ggctgctaaa cttaaaacac gcgtaaatcc ataatctaca acttgatctg
  2509141 ttagattata aattcctact ggacctgaca actcattaat agagaattga ccagttacta
  2509201 atttcacaaa agactcaaaa attagtttcg tccattggta tgtttgttca aaacctgatt
  2509261 taatagaacc catcactgtt ttctctacag gagagtaaac accaattcta ccaacttctt
  2509321 ctttaccttc tttatcaagc gttggcgtta ctttcacatt aaactgttca ctatcacgct
  2509381 ttacttgtaa cgtaatttct ttatttggat tttcacgtac aatggtaaca acatctttcc
  2509441 atgtacttgt gtttttccca tcaatagctt gaattgtatc attttctttt aatccagctt
  2509501 gctctgctgc actattctcc atcacttttc cgaccattgg tttgtcaaca ggaacacctt
  2509561 gtacaaatcc aagaatcaca aaaataacaa atgctaaaat gaagttcatt gcagggcccg
  2509621 caaagattgt taacgcacgt tgtcctaatt tcttagagcc aaactgccta ttatacggag
  2509681 caatttgaat ttcttcaccg gcagtaataa tacgagcctt ctcgttcact cggaatgttt
  2509741 gaagctcttc ctcgtactct tcataacccg aaattgttaa attatgctct aaatcagctt
  2509801 gttcgacttc gataacgcga acattgggat acttttcata tccatcaaaa actaattttg
  2509861 caacttcgtc ttttgcattt aatacaaggc caaccttttt cccaggcttt aactcaactg
  2509921 tgtctgcatc ctcgccagcc attcttacat agccaccaag gggcagtaat cgaatcgtat
  2509981 acaccgtttc attcttttca aatgagaata ttttcggacc aaaaccaatc gcaaactcgc
  2510041 ggcataaaat acctgctctt tttgcgaaat atagatgccc tagctcatgg aaaaatacga
  2510101 gtgcaccgaa aattaatata aaggcaatcg ctgtattcaa ttccatacca cctttgctaa
  2510161 atttgttcca tcacaaaccg tcttgtggct gcatcaattt ccagaatttc ctctaagctc
  2510221 ggacgtgcaa tgacattgtg atggttcatt gctttttcaa tgaggtcttc cactgttaag
  2510281 aaaccaattc tcttttgtaa aaaagcttca acagctactt cattcgctgc attcattaca
  2510341 gctggcatac ttccacctgc ttttccagct tcatacgcaa aacgtaggca acggaaacgt
  2510401 tcttggttca tcttctcaaa atgcaacgtt cctatttccc ataagtttaa ctgctttgtg
  2510461 tctgaaagag gtaatcgatc aggatatgta agcgcgtatt gaattggtac tcgcatatca
  2510521 ggtgagccaa gctgtgccat cacactacga tcttcaaatt caaccataga atgaataata
  2510581 ctttctttat gtaaaacaac atcgatttgc tcataaggga taccaaaaag ccaatgtgct
  2510641 tcaattactt ctagcccctt attcatcatt gtagcagaat caattgtaat tttcgaaccc
  2510701 attgaccagt ttggatgtcg aagcgcatct tctacggtca catgatgcaa ttcatctctc
  2510761 gttttatcac ggaaacttcc accagaagcc gttataatta gtcgagaaat tcttttttca
  2510821 ttttcaccat tcaagcattg aaaaatagct gaatgttcac tgtctactgg aagtaacgaa
  2510881 acattatgtt ttcgcgctgc ttccattaca agatgccctg cagttactaa cgtttctttg
  2510941 tttgcaattc caattgtttt tttcgcctca attgcacgaa gtgttggtaa caaccctacg
  2511001 ctacctacaa cagcgtttac tacaatctcc gcatctggat gtaatgctac ttctaaaagc
  2511061 ccttcactac catatacaat ttttgtatta ccagaaacag cttgtaattt taaaacatct
  2511121 tcctctcttt gcacagagac aatttgtgga gaaaattctt gaatgacctt tactgcgtag
  2511181 tcaatatttt tccctacaga aaaagcaacg agacggaatt ggtctgggtg cgagcgtaat
  2511241 acatctaaag tttgtgtacc aattgatccg cttgcaccta ataaactaat gtttttcatg
  2511301 attccaaccc ctcgttcatt cattaattat attgtaataa gaagtagaga attggtaaaa
  2511361 cgaataacca actatctgtt cgatctaata taccaccatg cccaggtaaa attgtacctg
  2511421 aatcttttac gccataatga cgcttaaaag cagattgtac taaatcgcca atttgtccaa
  2511481 aaatagaaat gataattgtc agcgcaatta aaatcaatac attcgattca actgggaaga
  2511541 acatgttgta aacaagtgcc acaataattc cacaaacgat accacctaat gaaccttcaa
  2511601 tcgttttgtt tggactaatt tctggccata attttctttt tcctaatgct tttcctacga
  2511661 aatatgcgcc tgaatcagta gcccatataa caaataatgc acaaaatacg tatttaattc
  2511721 ctaatatcct cgtttcattc agatataaga atcccattgc aacatatgtt gttgccatta
  2511781 gtaaaaatga agcattgtca aaagtaaatg tattcttaga aaggactgta tatgataaaa
  2511841 gtaataaaac aatcacaaat gtgatttcta atttacctaa tccaatccaa gtaaacagtt
  2511901 ccgatgcact acttggaatt aaaataatcc ataataataa tgcagctaaa actgttggta
  2511961 ctgaaataag cgtaagctta ttcatacgaa ttaattcata taaacctata gaagcaagtg
  2512021 catacactaa aaccgtaaaa ggcacgccac cgtaaattac gatgggaatg aatagcgcgg
  2512081 cagcaaccac tccagtaata attctctgtt tcactaccaa accctctctt tctacacgcc
  2512141 tccgaatctg cgccctctat gttgaaagtc tgtaatcgca tttagcaaat gttcctcggt
  2512201 aaaatctggc caatacacat ctgtaaacca aaattccgaa tatgcaattt gccataacat
  2512261 gaaattacta atacgtagct ctccgctcgt acggattaac aactctgggt caggtaaaga
  2512321 actcgtcatt aagtaggaag aaagcatttc ttcacttaca tcttcaacac gaacttttcc
  2512381 ttcctcacta tctttcatca tatgttgcac agcagaaacg atttcatctc gacttccata
  2512441 gtttaacgcg aaattaagaa ttaatcccgt attctctttc gtttcttcca tggccttctc
  2512501 catcgctctg cgtgtatgcg taggaagacg atcttgttgc cctattactc ggacttgtac
  2512561 gttttcttca atcaattctg gtaaaaatgt acctaaaaat tcttctggaa gctgcattaa
  2512621 ataatcaact tcctttttcg gtcttttcca gttctcagtc gaaaaagcat agagagttaa
  2512681 cactttcaca ttaagtttac ttgcaaattt tgtaattttc tttacaactt gcataccttc
  2512741 atgatgtccc gcaatacgag gcattgctct cctcttcgcc catcttccat taccatccat
  2512801 aatgatcgca atatgttctg ggatatatcc tttttttact tcttcaacga gatgatcaaa
  2512861 cgatgtgtcc tttttacctt taaaaaaagg aaagttttta aacatcattc ataccctcca
  2512921 gcaagcagac gtatgcctaa aagtgtaaaa agaccccctt aagaagaggg tcatatttgc
  2512981 gaaggtatcg ctattacact tccatgattt ctttttcttt gttttttgcg atttcgtcaa
  2513041 cttttgcaat atatttatct gtttcttttt ggatatcttc agtatatcct cttaaatcat
  2513101 cttctgtaat ctcgccagct ttttcaagct ttttaagatc gtcgttaccg tcacgacgta
  2513161 cgttacgaac agcaactttt gcttcttcag catatttttt cacaactttt acaagatcac
  2513221 gacgacgctc ttctgttaat gcagggaatg caatacgaat tacagttccg tcattagaag
  2513281 ggtttaagcc taaatctgct tttaaaattg ctttttcgat atcaccgata gaagttttat
  2513341 cataaggttg aattacaagt aaacgtgctt ctggaactgt aatgttcgct aattgcacaa
  2513401 ctggtgttgg tgcaccatag taatcaactt gtactttatc taatacagac gcgcttgcac
  2513461 ggccagcacg aactgttgct aattcacgag aataagcagc aactgctttt tccatttttt
  2513521 catttgaaga ctttaatact tgttgtccca tatttatttc ccccttacaa ctgttccgat
  2513581 attttcacct aaaacggcac gtttaatatt acctttttcc ataactgaga atacaattaa
  2513641 tggaatatca ttatccatac atagagaaga agctgtagaa tccattacac ctaaaccttc
  2513701 ttttaataca tctaagtaag taagcgtttc gtatttcgta gctgttgggt caatagatgg
  2513761 atccgcatta tatacgccat ctacattgtt tttcgccatt aaaattacgt ctgcttcaat
  2513821 ttctgctgca cgtaatgctg ctgttgtatc tgtagagaag tatggattac ctgtacctgc
  2513881 tgcaaagata acaacacgtt tcttctctaa gtgacgaact gctttacgac gaatgtaagg
  2513941 ctctgccact tgacgcatct caattgaagt ttgtacgcga gtttgaattc cgatattctc
  2514001 caagctatct tgaagagcta atgaattcat aactgtcgct aacatgccca tgtaatctgc
  2514061 tcctgcacga tccatgccca tctcacttcc aattttccca cgccaaatgt taccgccacc
  2514121 aacaacaaca gcaacctcta catcaagttc tgcaatttct ttcacttgtt ccgcaactga
  2514181 tttaataaca gctgggttaa ttccaaatcc ttgctcgcca gctaaagctt ctccactcag
  2514241 ctttaaaacg acacgattat atttcggttt actcataatg aacctccaat tgcttacatc
  2514301 tttattttaa aaaagggaac acaatgtgtt ccctaatctg tattagttac taccttttac
  2514361 ttggttcatt acttcttcag caaagttgtc ttcgcgtttt tcgatacctt caccaacagc
  2514421 gtagcgaacg aatcctttta atgttccgcc tttagactca acgaactgac gaactttcat
  2514481 atcagggttt ttaacgaatg cttggtcaag taagcaaatt tcttcgaaga atttgccaag
  2514541 acggccttca accatttttg caacgatttt ttcaggcttg ccttcgttta atgcttgttg
  2514601 tgttaatact tgacgctcat gctcaacttc ttcagctgtt acagcatcgc ggtcgatgta
  2514661 tttagggtta actgcagcga tgtgcattgc aacatcttta gcagccgctt catcagtaga
  2514721 tccttcaaga actgttaata caccaatgcg tccacccatg tgtaggtaag cgccgaatgc
  2514781 atctgcatca gtttttgata cgatttcgaa acgacgaagt gtaagttttt caccaatttt
  2514841 agcgattgct tcgttgatgt gctcttctac ttttttgccg ttttccattg tttgagccat
  2514901 agcttcttca acgttagctg gtttgttagc taataagtga gcagctaatt ctttaattaa
  2514961 tgtttggaaa ccttcgtttt tcgcaacgaa atcagtttca gagtttaatt ctaagattaa
  2515021 accgtcgtta ccgtttgttt cgatgaaagt taaaccttca gcagcgatgc ggtctgcttt
  2515081 tttagcagct ttcgcgatac ctttttcacg taagaagtca attgccttct ccatgtcgcc
  2515141 gttagtttct gttaaagctt ttttgcagtc catcatacct gcgccagttt tttcacgtaa
  2515201 ttcttttacc atttgtgcag tgattgccat acttttcatc ctcctaaaat atgtatttat
  2515261 accttttata aaggtgttta taccttaaaa aaggtgataa aaggccgaac cccttatcac
  2515321 ctttccaact ttgttacgca gtaacagttt cttcaccttg ttttgcttca aggatcgcgt
  2515381 ctgccatttt agatgtaaga agttttacag cacgaattgc atcatcgttt gctgggataa
  2515441 cgtgatcgat ttcgtctgga tcacagtttg tatcaacgat accgatgatt ggaatgtgta
  2515501 atttgcgtgc ttcagcaact gcaatacgct ctttacgagg gtctactacg aataatgcac
  2515561 ttggaagacc tttcatatct ttaataccgc ctaagaattt ctcaagacgc tctaactctt
  2515621 ttttaagttg aacaacttct ttcttaggta gtacttcgaa agtaccatct tcttgcattc
  2515681 tttcgatgtc tttaagacgc ttgatacgct tttggattgt ttggaagtta gttaaagttc
  2515741 cacctaacca acgttggtta acgaagtaca taccagcacg agttgcttct tctttaatag
  2515801 cttcttgtgc ttgtttttta gtacctacga ataagatgtc tccgccttca gcagcgatgt
  2515861 cacgcataac tttgaaagct tcctcaactt ttttcacagt tttttgtaag tcgatgatgt
  2515921 agataccgtt acgctctgtg aaaatgtaac gcttcatttt tgggttccaa cgacgagttt
  2515981 gatgtccgaa atgaacacca gcttcaagca attgcttcat agaaattact gacataatac
  2516041 agttcctcct aaatggtttt tgatatcctc cgtttacttc atctctaagc gaaactacaa
  2516101 acgtagcacc aacacttaaa tcagcaaacg tgtgtacttt gtactgacac cactgcttac
  2516161 tatatcatac tgaaatatta caatcaagtc gaaaatgcga acaatgtaaa actttctttg
  2516221 ttcatactcg aattctagta ttaccaacct gcatttcttt taagcaaaaa gtgaaatgca
  2516281 attcatagtt ttttacaaaa atgggattat gacgctattt gctaacaaca tcaatctgtt
  2516341 atacacaaaa aactcccctc aaagaatgag gagagtttta taaattagtt tgtttttaat
  2516401 ttagcaagtt catgtaagaa tttgtcgttt aatactttaa tgtatgttcc tttcatacct
  2516461 aaagaacgcg actcaattac accagcactt tctaatttac gaagtgcatt tacgattacc
  2516521 gaacgagtga ttcctacgcg gtcagcaatt ttacttgcaa caagtaaacc ttctgttccg
  2516581 tttaattctt cgaagatgtg ctcgattgct tctaattcac tgtaagataa tgagctgatc
  2516641 gccatttgaa caacagcttt gctacgtgct tcttcttcga tttcttctgc tttttcacgt
  2516701 aaaatttcca tacctacaac agttgagctg tactcagcaa gaattaaatc atcatctaag
  2516761 aactcttgac caagacgagc taaaactaat gtacctagac gctcaccgcc accaacgatc
  2516821 ggtacgattg tagttaaacc ttgaccaaat aattctttat tttctactgg gaatgctgtg
  2516881 taagcactgt ttacatctaa gtttgaagat gtttctgtaa tgttgaataa gctttgtgta
  2516941 tactcttctg ggaattgacg ttctgcaagc atttgtttca tacgctcatt ctcgatttgt
  2517001 tggtgaattg cataacctag taatttacca cgacgactta ctacgaatac gttcgcttcg
  2517061 attacttcac acattgtgtc agacatttct ctaaagttta caggctttcc tgctgcgctc
  2517121 tgtaataacg catttaattt tcttgttttt gctaataatt ccatttcaaa agttcctcct
  2517181 acatgttact cacatatttt ttcatcactt ggaaactagg gcgagtcacc tgatgacact
  2517241 attacaaaat aaactggctc acatctttat ttttagcaat cgttgctaat ttctcctcaa
  2517301 cgtattgagg tgttatcgtt attttctcta acgtaatttc agatgcttca aacgataaat
  2517361 cttcaaggag cttctccata atcgtatgaa gtcttcttgc tccaatatta tctgtatcct
  2517421 gattaacttg ataagcaatc tcagcaatct tacgaatagc ttcgtctgaa aattcaattt
  2517481 ctataccttc agtcgctaat aaagccatat attgtttaat caacgcattg tcaggctcga
  2517541 ttaatatttt aacaaaatca tcagttgata attttgttaa ttctactcga atcggaaatc
  2517601 tcccttgtaa ttccggaatt aaatctgacg gtttagacat atgaaacgct ccagctgcaa
  2517661 cgaataaaat ataatccgtt tttactgatc cgtattttgt cgcaacattt gacccttcta
  2517721 caattggtaa aatgtcacgt tgcacacctt cacgtgatac gtctacgcta ttcgactgct
  2517781 taccagcaat tttgtcaatt tcatcgataa aaataatccc gagctgttca gcacgataaa
  2517841 cagcctcttg tgtaacttca tccatatcaa ttaagcgctg tgcttcctca tttgtcaaga
  2517901 cttttcttgc ttcttttaca gaaagtttac gtttttttgt ttttttcggc ataaaacttc
  2517961 ctaacgcatc ttggaaattc atccccattt gttccatgcc agttccttgc aacatatcga
  2518021 acatagaaga ctgttgttcc gtcacttcaa tcgatacaat ttcatcttca agaagccccg
  2518081 cagcaagctt tctttccaca tcttgacgtt tcttttcgat ttcaacatct tcctgtgaat
  2518141 ctgttgtttg attcgaattt tgagtgccac caaatagcat ttctaatggg tttttaaatc
  2518201 cagattgctt ctccggactc ggcactaaaa tttcaacaag acgttggttc gcttgttctt
  2518261 ctgctttgtc ttgtacttta actaccattt cttctttcac gatacgaacg gacgtttcca
  2518321 caaggtcacg taccatcgat tctacatctc tacccacata tccaacttct gtaaatttcg
  2518381 tagcttcaac cttaataaaa ggtgctccaa cgagtttcgc cattcgtcgt gctacctctg
  2518441 ttttaccaac acctgtcggt ccaatcatta aaatattttt aggtgcaatt tcatcacgta
  2518501 gattttcagc taatttactt cggcggtatc gatttcttaa agctacagca accgctttct
  2518561 tcgcatcttt ttgaccgata atgtattgat ctaatttttc cacaatttga cgcggagtaa
  2518621 aatgtaaatg catataaaat gcctccctta cgattctaca attcttccac aattatgttg
  2518681 tggtttgtat aaacacaaat atcgccagca atttctaaac tcgctttcgc aatttgcttc
  2518741 gctgttaaat gttcacttgc atattgtttt aaagcacgac ctgctgaaag cgcataattc
  2518801 ccgccagatc caattgctaa aataccatca tccggttcaa tcacttctcc cgtacctgaa
  2518861 acaaggagca tcgttgtttt atccatgaca atgagcatcg cttctagctg acgtaacatt
  2518921 ttgtcgccgc gccattgttt tgccatctca acagcagcac gctgcaagtt tccattgtac
  2518981 tcttctaatt tcccttcaaa catttcaaaa agagtaaatg catcagcaac cgaacctgca
  2519041 aaaccagcta aaactttccc ttggaaaagt ttacgaactt tacgagctgt atgtttcatt
  2519101 acaacagcat ttcccatcgt cacctggcca tctccagcca ttgcacattc tccattatga
  2519161 tgaactgcaa atatcgttgt agcgtggaaa tttcccatag aaaaaactcc tttatatgtt
  2519221 tttatagctt taaaagcaat ttatgcccgt gggtgatgct tcatgtagac agaacgcaat
  2519281 ctttctttag agacatgcgt ataaatttgt gtcgtagaca aattttcatg accgagtagc
  2519341 tcctgtacag tacgtaaatc tgccccttca tctaacatat gtgtagcaaa tgtatgcctt
  2519401 aatatatggg gacttatccg cattgtcaga gaagctttct taatgagttc atttaataca
  2519461 tagcgtaccc ctcgacttgt cagcggcgta cctttcgcat ttaaaaatac catatgagat
  2519521 tgttcttcag ttttctcggc taactgtttt ctcccgttct ctatataagt aattaaagca
  2519581 tcttgtgcat agctcccgaa cggaatatat ctttgttttt ttccttttcc cattactaaa
  2519641 attgttccca ctgcaaagtc aatatcggtc agttgtaaat tgacacattc actcacacgg
  2519701 atcccagtcg catacatcaa ttctaataaa gcttgattcc tttgacctaa cggggtttcc
  2519761 gtatcagaaa cttcaaacaa ttcctctaat tcttcagcat ataaaaactt tgggattgac
  2519821 aattcttttt tggggagtga cgcaagtgca aacggattat ctttccgata accttcacgc
  2519881 atcaaaaagc gatataaact tcgtaagctt gatacttttc ttgcgacaga tttacgggct
  2519941 aacttttcat cgtgcaacgt cgttaagtac aaacgaacat ccgcgtatgt aatatctaaa
  2520001 aaagaggata taccttctcg ctccataaat tgcacaaaat gttctaaatc attttgataa
  2520061 cttgcaattg tatattttga ataatttctt tcaatttgta aatatccaac gaataattgt
  2520121 aacaatttct tcacattcac acaattcacc tcaataaagg ctactaaatc gtatcacaac
  2520181 ttagtagcct ttgcaagaaa tttaactaaa tatttacaaa atttcgaatc atttctaaag
  2520241 cgcgtgttgc ataggcttca ttacgttctg ctttcttctt aattttcttc tctaacggtg
  2520301 caaacagacc gaagttcgca ttcattggtt ggaagttttt cgcgtttgtc gcagtaatat
  2520361 aattcgccat acttcccatt gcagttacag gtggtaatac aaccggctct tcacctttta
  2520421 caagtcgagc agcgttgata cccgctaaca atcctgaagc tgccgattca acatatccct
  2520481 ctactccagt catttgacca gcgaagaata aatcatcacg ttgtttatat tggtatgttg
  2520541 gacgaagcaa gttaggtgaa ttaataaacg tattacgatg cattacacca taacgtacaa
  2520601 tctctgcgtt ttccagtcct ggaatcaact gtaacacttc tttttgtggt ccccatttta
  2520661 aatgcgtttg gaaacctacg atattatata acgttcccgc tgcatcatct tgacgtaact
  2520721 gaacaacagc atatggcgtt ttccctgttt tcggatcttc taatccaaca ggtttcatcg
  2520781 gtccaaatac tagtgtttgt cttcctctac ttgccataac ttctactggc atacaacctt
  2520841 caaagaaaat ttctttttca aattctttta aaggtactgt ttcagcagcg attaaagcct
  2520901 cgtaaaaacg gtcaaattcc tcttccgtca ttgggcagtt taaatatgcc gcttcacctt
  2520961 tatcgtaacg agattttaaa tacaccttat tcatatcaat gctgtctttc tcaacaatcg
  2521021 gtgctgcagc atcatagaaa taaaagtagt cttcacccgt taattctttt aattgtgcag
  2521081 aaagatccgg tgacgtaagt ggacctgtcg cgataatagt aggaccttct ggaatttcag
  2521141 tgatttcttc attcatcaca gttacgttcg gatggttttt tacatattcc gttactttcg
  2521201 ccgcaaattc atgacgatct accgctaaag cccctcctgc tggtacagag cactcatcag
  2521261 ctgcacgaat aataacagaa tccattaaac gcatttcttc tttaataaca ccaaccgcat
  2521321 ttgttaatgt gtttgcgcga agtgagttac tacatactaa ttctgcaaat ttatctgtgt
  2521381 gatgagctgg cgtttgcctt accggtctca tttcgtataa tcttacttgg acaccacgtt
  2521441 ttgcaatttg gtaagctgct tcacttcctg caagacctgc gccaatgacg tttactactt
  2521501 gtgttgtcat atatttatca cctttccttt tcttcccgaa aaaaatgtga gcagttacgc
  2521561 tcacatttgt tgttcttctt cataatcaca cgaaatacat tgtacttgta cgcctttttt
  2521621 caacttcttc tctactagca taccttcaca cttcggacat ttacggccaa tcggcttatc
  2521681 ccaagataca aagtcacact ctggatacgt accgcatcca tagaaaaggc gtttcttttt
  2521741 attactacga cgttcaataa tttgaccttt atcgcatttc ggacaagtaa caccgatttc
  2521801 tttcacaatc ggttttgtat tacgacaatc tgggaaattc gagcaagcca taaatttccc
  2521861 gtatttaccc attttaaaga ccattgggtg attacataat tcacagtctt ccccagctgg
  2521921 ttcatcttta atttctactt cacgcatttc tttttccgct ttttctaaac gcggttcaaa
  2521981 ccctacgtag aaatcatcaa caatttttac ccaatttgca tttccttctt ctacttcatc
  2522041 gaggctttgc tccatgttag cagtaaattc aatgttaata atttctggga aaaactctaa
  2522101 aataagttca attactattt caccaagttc agttggaacg aagcgtttat tatccaaacc
  2522161 gacatatcca cgtttttgaa tcgtttcaag tgtcggtacg taagtcgacg gtcttccaat
  2522221 tccaagctct tcaagcgttc ttactagacg agcctcagta tagcgcggcg gaggttgtgt
  2522281 aaagtgctgc ttcggttcta aatccttcga aaatacggtt tcccctactt ctaaaggtgg
  2522341 caacatctta tccttttctt cagccccgtc atctttcgac tctacataca ctttcataaa
  2522401 tcctgggaac tttacaaccg atccacttgc acggaactga acattgttat taatgagtct
  2522461 cgctgtcaca gtatccatta tagcagacgc catttgactt gcaacaaatc gctcccaaat
  2522521 caatttatac aatcgaagtt gatcacgact taagaaactc tttaattcct ctggctttct
  2522581 cattaccgaa gtaggacgaa ttgcctcatg cgcatcttgt gcgttcgact tcttcgtttc
  2522641 tttcttcttt tctgctccta tgtattccgt accatacgcc tcagtaatat aagtacgtgc
  2522701 ctctgtttga gctgtttctg agatacgtgt tgaatcagtt ctcatatacg taataagacc
  2522761 tacagttcct tgttttccaa gatcgatccc ttcatacaat tgctgcgcaa gcatcatcgt
  2522821 tttctttgct cgcatgttta acttacgcgc tgcctcttgt tgcaaggaag atgttgtaaa
  2522881 tggtaatgca ggattacgtt ttcgctcttt tcgcgttaca ttttcaactg agaacgcatt
  2522941 atctttcagc tgttcaatta tttcattcac ttgtgtttca ttcgttaatt gaactttttc
  2523001 accatctaca ccgtaaaaac ttgcttcaaa tgtgtctttc cctttcacaa attctgtttt
  2523061 aattgtccag aattcttcag gctcgaaact ttgaatttct ctttcacgtt cgataattaa
  2523121 acgaactgct accgattgta cgcgccctgc acttaatcct ttttttactt tcttccataa
  2523181 taaaggacta atattgtaac caacaagacg atctagtata cgtcttgctt gttgtgcatc
  2523241 tactaaatcc atgttaatcg cacgaggatg tttgaatgat tcttttattg catcttttgt
  2523301 aatctcatta aacacaactc ggcaatctga ttcaacgtcc acatttaacg tattggctaa
  2523361 atgccaagca atagcttctc cttcgcggtc tggatcggcc gcgagataga ctttctttgc
  2523421 tttttttgcc gctgatttta agtcttttaa gacgggacct ttaccacgaa tggtaatata
  2523481 cttcggggtg aagttgttct ttacttctat ccccatttgg cttttaggta aatcgcgaac
  2523541 gtgtcccata gacgcgacaa ctttgtattt tttccctaaa tatttctcaa tggtcttcgc
  2523601 cttagaaggc gactccacga ttacgaggta atctgacatg ctagtgcctc cttaagaggt
  2523661 ggattcaagt cttcattaat cttattgatt tctcttgttt ttgtcaatca agaatgaata
  2523721 taccatacag tgcctatcta ccatttgtca ataattgttt aataaaaaca taaaaatata
  2523781 agattaattt aaaatctctt ctagtatatc ttctgcattt cttactagtt tcgctccttg
  2523841 ttgaataaga tgatttgttc ctgatgcact atctgtaaat ataggtccag gaagtgcaaa
  2523901 tacctctcta ttttgctcta gagcaaggtc tgcagtaata agtgttccgc ttctcgattt
  2523961 cgcttctaca actaaaacac ctttacttat accactaata attcgattcc tttttggaaa
  2524021 ataccatttt ttggtgcata gtgcggagga tactctgtta ataacaatat atattcattc
  2524081 cacgcttcat ataaatatcg attctctttt ggatatatat acgataatcc atgtcctagt
  2524141 atcgcaattg ttggacaata ccgtcttact gtaatttcat gagacatcgt atctatccct
  2524201 cttgcaaatc cactgacaat aagccattcc ttttctaata atggatgtaa aataaatttt
  2524261 aaactctcat gtccatataa agttggttct ctcgttccaa caaccgctaa tttattcgct
  2524321 ttattgagaa aatccttctc tccttttcca tataatacga agggcggatc ttgtatttca
  2524381 cgtaataatt ttggataatc tttatcccat attgtcatat aaaaaattcg atttttcttt
  2524441 aaataagata tatattgcgg gagatttgaa ctttgaagaa aatttactaa ttctgaagat
  2524501 tttttcgagg atattccagt gtaacattcc atttgttttg cattaaaagt gtatattccc
  2524561 ttcaattctg gatcgacatg taatagcctc tctatcgcct tccaatggtc tgctaacaaa
  2524621 taatgaagat gtaataatcg ttctcttttc atctcaattc tccttaccca taatttttat
  2524681 tatgtaaaca ggaagtttgt aaaaagacac cttcaagcaa gaaggtgtct ttcaacagat
  2524741 tagtagtttt tacaagtctc aaatagacct ttttctttta agacagagat tagcgtttct
  2524801 cccataactg ctggagtttc cgctacttta ataccacaag cttccatcgt tttaatcttt
  2524861 tctgcagcag ttcctttacc gccagaaatg attgcaccag catggcccat acgtttgcca
  2524921 gcaggcgctg tttggccacc aatgaagcct acaacaggtt ttgtcatatt agctttcacc
  2524981 cattcagctg cctcttcttc cgctgtacca ccgatttcac caatcataat tacagcatgt
  2525041 gtttcttcat cttcattaaa tgcttttaat gcatcaataa agtctgtacc gttaactggg
  2525101 tctccgccga tacctacagc agtagattgg ccaatacctt cttgtgttaa ctgatgtaca
  2525161 gcctcatacg ttaatgtacc agagcgagat acgataccta catgaccttt tttatgaatg
  2525221 tatcctggca taataccgat tttacattca tcaggcgtaa taacacctgg gcagtttggt
  2525281 ccaagtaaac gtgtatgttt accagccata tatctcttta cgtttaccat atctaataca
  2525341 ggaattcctt cagtaataca tactactaaa tcaatttctg catcaactgc ttccataatt
  2525401 gcatcagccg caaaagcggg tggaacgtat acaactgaag cgtttgcgcc tgttgctttc
  2525461 actgcatctt ctacagtatc aaatactggt acaccttcaa tgtcagtgcc acctttacct
  2525521 ggcgttacac caccgacaat tttcgtaccg tattcaatca tttgttttgt gtggaataat
  2525581 ccttgagaac ctgtaatacc ttgaacaata acttttgtat ctttattaac taatacgctc
  2525641 attttttctc ccccgctttc tattagccca ctagtgaaac aattttttgt gcaccgtctg
  2525701 tcatagattc tgctgcaaca atatttaagc cagactcatt taaaattttc ttacctaact
  2525761 caacgtttgt accttcaaga cgtacaacta aaggcaattc aagacctact tgtttcgttg
  2525821 cttcaataac accttctgca ataacatcac acttcataat gccaccaaaa atgttaacga
  2525881 agataccttt tacatttttg tcagaaagga taattttaaa tgcttctgta actttttcag
  2525941 ctgtcgcacc gccaccaaca tctaagaagt tagctggatc gccatggtaa tgtttaatga
  2526001 tatccatcgt agccatcgct aaacctgcac cattaaccat acaaccgata tttccatcta
  2526061 aaggaatgta gtttaagtca tatttagaag cttcgatttc ttttgcatct tcttcatcaa
  2526121 gatcacgaag ttctaaaatg tctttatggc gatataaagc gttagaatca aagtttaatt
  2526181 tcgcatctaa tgccataact ttaccgtcac ctgttgtaac aagtggatta atctctgcga
  2526241 tagaacaatc tttttcgata aacgcacggt ataagcccat cataaacttc acagcttgtc
  2526301 ctacaagctc ttttggaata ttgatgttaa atgcaatccg gcgtgcttgg aagccttgta
  2526361 aacctactgc tggatcaata tattctttaa agattttttc tggtgttttt tctgctactt
  2526421 cttcaatttc tgttccgcct tcttcagacg ccattaaaac aacttgagaa gttgcacgat
  2526481 ctaaaacaag acctacataa tattcttttt taatatcgca accttcttcg ataagtaagc
  2526541 gttttacttc cttaccttca ggacctgttt gatgtgtcac aagtgtagtt cctaaaatgc
  2526601 tctctgcata tgtacgaact tcatctaaat tttttgcaac ttttactccg ccagctttgc
  2526661 cgcgtccacc agcgtgaatt tgtgctttta ctacacatac atccgttcct aattctttcg
  2526721 ctgcttctac agcttcttct actgtaaatg caaccttccc gttcggaacg ctaaccccat
  2526781 agcttctaag gactgcctta ccttggtact catggatatt catggtccca tcctcccctg
  2526841 ttttcctgtt ttactcgaaa agttttttaa tgtttaaaaa acattacatt gccattgtat
  2526901 aagatgattg gcacgctgtc tacaataaag tgtcagaaaa ctgaaatcgc tttattcttt
  2526961 tttgaaaata gtaatgttta tatgtgaaaa taaaaaataa gctgcgtttt cgcagcttat
  2527021 tttttaatca tatctttaat tggcgcaaac gatttccgat gttcttctaa tactccatgt
  2527081 gcttcaatcg cttctaaatg ttgtttcgta ccatatccca tatgttgttc aaatccatat
  2527141 gctggatact tttctccaag ctctttcatc atacgatctc tcgttacttt cgcaataatg
  2527201 gatgcagctg aaatggaaat acttttcgca tcacctttaa tgatggatgt ttgcggaatt
  2527261 ggtgcaggaa gtttcatcgc atcaattaat aaatattctg gtgtacaaga taaattcgca
  2527321 atagcatcta acatcgcttg tttcgtcgct tgataaatat ttatctcatc aataacttgc
  2527381 ggtgatacaa tcccaactcc aatcgcgatt gcttttgctt taatttcacc ataaaaacgc
  2527441 tctcgcttcg cctcactcag ctttttcgaa tcatttaacc ctggaatata aaaatcttct
  2527501 ggaaggataa cagctgccgt cacaacaggt ccagctagcg gtccacgccc tacttcatct
  2527561 atacctgcga tatatgtaag gcctttttca cgtaacgcat tttcatactt agacatttct
  2527621 agaaattttt ctttttcctt ttgtgctaac tctttttgtt tataccactt cgaaatgagt
  2527681 ttttgtaccc cttttcgttc atcttttatt aatatttgaa agcgatcgtc ctcttcactt
  2527741 ataatttctt gcagtaaatg ttccgcttct tgaatcgtca ctttttgcat tcatgccact
  2527801 ccctttatat acaaaaaaga aaagacgtac aaacgcacgt cttatacttc ttctactttt
  2527861 tctgcatctt ctgtctgctc tgcaaactct tctggtgttt caaatgtcat ttttccaagt
  2527921 ttgccaccac gaagctcacg aagtacaagt tcagatgttt tatcataatc aatcattccg
  2527981 ccgcccatta aacagcctct attttttcca atcgcatcaa ataactctac gatatcttct
  2528041 ggaatgtcat tcaaattata acgctctttt aatcgctctg ggtaatgttt ctccataaaa
  2528101 cgtagtgcat aaacagctac atcttgtaga tttaaaatag aatctttaat tgcaccagtc
  2528161 gtagctagac gcaatccaac taattcgtct tcaaatttag gccatagtat acctggtgta
  2528221 tcaagtaatt ccatttcctt cccaacttta atccattgct gagctgttgt cacaccagga
  2528281 cgatctcctg ttttagcaat atttttcttc gctaacttat taatcaacgt agatttacca
  2528341 acattcggta tacctacaat taatgcacga atcactctcg gtctaatacc tttcgcaacc
  2528401 attttatcaa atttctcttt cactaacact ttacaagccg ctgcaatttc cttcatacct
  2528461 tgtccagctt gtgcgttaat tgaaattgcc atatggcctt tttctttaaa atatgcgatc
  2528521 cattgttttg ttaaacgatc atctgccata tcggctttat ttaaaacaac aagcctcggt
  2528581 ttatgtgtaa taatctcatc gatcatcgga tttcgagaag ataaaggtaa tcgagcatct
  2528641 acaagctcaa ttacaacatc aattaacttt aatttttctg ttacttggcg tctagccttt
  2528701 gccatatgtc ccgggaacca ttgaattacc atgttgccac cttctttttc ttttatttca
  2528761 caatacgagc atcttttaat ggccaatata gtatatttgc ttttccaatc acttggtcca
  2528821 ttgaaattgt accaattgaa cggctgtctt tactaaaacg acgattatcg cctaaaacaa
  2528881 ataattgacc ttctggaaca gttttcttcc ctgtcatttc ttcaagagta aaatcatatg
  2528941 taagcggtcc gtcagcaatt tgtttcttct gcttgtctaa atacggctcc tcataagcct
  2529001 ttccgttaac atatagttta tcattacgat actctatttc atcgcctggt aggccgataa
  2529061 tacgcttaat ataatcttta tcttccgttg ctcggaatac aataatatca aatcgtttcg
  2529121 gatctcctat gtgataacca attttattaa caatcattcg atcgcgatca tgtaaagtag
  2529181 atgccatcga tactccatct acgagaattg gtgcaaagaa aaactgtcta ataacacctg
  2529241 ctaatacaac agctatcaaa attgccttga tccattccca aagtgaactc ttttctttct
  2529301 tcatgctttt cccctccacg attatgtaag ctgctcgtat tatatcaaaa ttttatatag
  2529361 attggaaaaa gggagcttgt gcatttacaa gctcccatac atgtcttatc gaatttcttt
  2529421 aatacgtgct tttttaccgc gaaggttacg taagtagtat aacttagcac gacgtacttt
  2529481 accacggcga agtacttcga ttttcgcgat tcttggcgtg tgaactggga atgtacgctc
  2529541 tacacctaca ccgtaagaaa tcttacgaac tgtgaatgtt tcactaattc cgccaccacg
  2529601 acgtttaatt acaacacctt cgaaaagctg aattctttca cgagttccct caactacttt
  2529661 tacgtgtaca cgtaaagtgt ctccaggacg gaatgaagga aggtcagttt ttaattggcc
  2529721 ttttgtaatt tctgcgatta attgttgcat attaaattct ctcctttaaa cagatgctct
  2529781 tataaagtct aaataaatta cagcggaaca tcgttaatac ggccactgat ttcagtaaca
  2529841 caagtgttat aatagcatat tgctagggct gttgcaatag aaaatatatc aagcccttat
  2529901 ttgccttctt taatctgttc taaccatttc ttttcttgct tagacaattc tcgttcttcc
  2529961 aataaatccg gtctacgtgt atatgtacga cgtagtgatt ctttatgtcg ccattcatca
  2530021 atatttttat gatttcctga cattaataca tccggcactt tcataccacg aaaatcagct
  2530081 ggacgtgtat agtgagggtg ctctaataaa ccagtactaa acgaatcctc gacttgtgaa
  2530141 gcatgatttc ctagtactcc tggtaggaga cgtacaacac tatcggtaat aaccatagag
  2530201 gctaactctc caccagttaa tacgtagtca ccaatagaaa tctcatccgt tacgaggtgt
  2530261 tcacgaattc tttcgtcata tccttcataa tgcccacata caaagattaa atgctcttcc
  2530321 tctgcaagct cttccgcttt cttctgagta aatctttcac cctgcggaca cattaagaca
  2530381 actctcggct tacgctctgt ctctttcgtt aaatcttcta cagcatcaaa aataggctga
  2530441 ggagttaata ccatcccagc accaccacca tacggataat catccacgct attatgctta
  2530501 ctcgttgtat aatcgcggaa attgacaaca cgaagctcta ccgcttcttt ttcttgtgct
  2530561 ttctttaaaa ttgaagatcc aaacacacct gtaaacatat ctggaaacaa tgttaaaatg
  2530621 tcaattttca ttatagtagc ccttccgtta catgaatggt tactaattta ttctcaatgt
  2530681 taacttgaag cacaacatca tcaatataag gaattaacaa atcttgacct tttggacgtt
  2530741 taattaccca aacatcattt gcaccaggag ataaaacttc ttttattgtc cctaacgctt
  2530801 ctccttcttc cgttacaaca ttgcaaccaa taatttcatg atagtaatat tcaccttcag
  2530861 ctagttcacc taattgatct tcaggcactt ttaaaagaga acctttaaac tgttctactt
  2530921 catttacatt cccgtatcct tcaaatgtca ataaatcaaa tgttttatgt tgacgatgag
  2530981 aagtaatctt tactgggaaa ggctctccac ctttttcatt cgatatgtat aacgtattcc
  2531041 ctactttata tcgctcttct ggaaagtcag tacgagaaac cacacgaatt tctcctttta
  2531101 cgccatgagt atttacaatt tttcctacgt taaaccattt tgtcataaac agtatgtcac
  2531161 ccctggtttc tatataaatt aagcatcccc atttctcata tggaacatgc aacttctctt
  2531221 taaatgttaa aaaagggaga ggaataactc ctcgcccttt ttacgtttat tgaatttcca
  2531281 gtgttacttt ttcactattg tgatgtccca ctgaatacaa gagcattcga attgctttcg
  2531341 caactttccc ttgctttcca atgacttttc caacatcctc aggatgtaca gttaatcgat
  2531401 actttatctc tccgttgtaa agttcctgtg taacttttac atcttcagga tgatcgacaa
  2531461 gaggcttgac aatcgtctcg actaacttct tcatagtcat tgcctcaatt acttaccttg
  2531521 tttagataag tggaatttct ccatgatacc ttggttagag aataagttac gaactgtatc
  2531581 agatggttta gcaccatttc ctaaccattt taatgctgct tcttcgttga tcttaacttc
  2531641 agctggttga gcaaccggat tgtaagtacc gatttcctca atgaaacgtc cgtcacgagg
  2531701 agaacgagaa tctgcaacaa ctacacgata gaaaggagtt tttttagctc ccatacgttt
  2531761 taaacgaatt ttaactgcca tttataaagc acctccgaat ttatttcaca cagataatta
  2531821 tattagcaaa aagactattg ctttgtaaag tattttttct taacagagcc atcttttttc
  2531881 cttacatgaa tggaaacttc aatccaccta gtcctttttt cttacctttt tgcattccag
  2531941 tcatcgtttt catcatcttt ttcatatcat caaattgctt gattaaacga ttgatttctt
  2532001 gtaccgttgt accgctacct ttggcaatgc gttttttgcg actagcattg attatttccg
  2532061 gttgttctcg ctctaattta gtcatagaac gaataattgc ctcaatatgc ccaatttgtt
  2532121 tttcatcaac ttgtgcattt ttcagccctt taattttatt tgcaccagga agcattccta
  2532181 acaattcatc tagcggtcca agttgacgca cttgtccaag ttgttctagg aaatcgtcaa
  2532241 gcgtaaacga aagcgtacgc attttttgct caagttcttt tgctttctct tcatcaactg
  2532301 tagcttgcgc tttttcaatt aatgttaaga cgtctcccat ccctaaaata cgggatgcca
  2532361 tacgttctgg atggaacgct tcaagtgcat ctagtttttc acccatacca gcaaatttaa
  2532421 ttggcgtatt tgtaacagct ttaatagata atgcagcacc accgcgcgta tcaccatcta
  2532481 atttcgttaa tacaacccct gttaaaccta actgttcatg gaaactttgt gcaacattta
  2532541 ccgcgtcttg tcctgtcatc gcatcgacaa caaggaaaat ttcatccggt ttcgcaactt
  2532601 ctttcacttt cgctaattca tccattagtt cttcatcaat atgcaggtga cctgctgtat
  2532661 caattaaaac ataatcatga tgatcttctt tcgcttttgc aatcgcttgt ttcgcaattt
  2532721 caacaggact tacttgatct cctaaagaga atacaggcat gtccaattgc ttccctaatg
  2532781 tttcaagctg tttaatcgct gcaggacggt aaatatccgc tgcaacaagc atcggtttac
  2532841 gattatgctt tttacgaagc aaattcgcca gtttacctgt cgtcgttgtt ttacctgcac
  2532901 cttgcagacc aaccatcata ataacagtcg gtggcttatt agcaatagca attttgcttt
  2532961 gctctccgcc cataagttct gtaagttctt cctgtacaac tttaattact tgttgtccag
  2533021 gtgtcaaact tttcattaca tcttgtccga cagcacgttc agacacacgc tttacaaaat
  2533081 cttttactac tttaaagtta acgtccgctt ctaaaagagc tagacgaact tctctcatca
  2533141 tttctttcac atcggcttca gaaacttttc ctttgccgcg gattttttgc atcgtctgtt
  2533201 gaagtcggtc ggctaatcct tcaaatgcca tattgccgcc ctcctaatct aatttttcga
  2533261 tagcttcaac aacttgtttc atttcttcat tcacatgctc ttcttcgctg attagctgtt
  2533321 ttagctttgc aacaagtcgc tgtcgctctt gaaacttttg aagtaatact aatttttctt
  2533381 catattcttc aagcatcgct tcagtccgtt taatgttatc atacacggct tggcgactta
  2533441 catcaaattc ttccgcaatt tcaccaagag ataaatcatc tagataataa agcgacatat
  2533501 aacttctttg tttttgcgtt aacaacgatt gataaaaatc aaataaatag ttcattctcg
  2533561 ttgttttttc gagcatgttg gatcatcctt tgttaagtga tttcccttta catgaattag
  2533621 tttacatgga gtacaaaaga gtgtcaagtt tttttcttaa catctcatat ttttatagaa
  2533681 aaagaagcgg aaaataccgc ttctttcact tatacttctt ctgtttctac taagttcgca
  2533741 aataaaccat atacatattg ttctggatcg aactgttgca gatcatccat ttgttctcct
  2533801 aatccaacga atttcaccgg tacatccatt tcgttacgaa tcgctaatac aataccacct
  2533861 ttagcagttc catctaactt cgttaaaaca ataccagtaa cattcgttgc ttcacggaat
  2533921 gttttcgctt gacttaaacc gttttgtccc gttgtagcat caataacaag taatacttca
  2533981 tgaggagctc ctggtacttc acgctcaatt acgcgcttta ctttctctaa ctctttcatt
  2534041 aagttcactt tattttgtaa acgtcctgct gtatcacata gtaatacgtc tacgttacgt
  2534101 gcttttgcag cttgtaccgc atcatacata accgctgctg gatcagatcc tgatccttgt
  2534161 ttaatcactt ctaccccaac gcgatcgccc caaacttcta attgttcaat cgctccagca
  2534221 cggaatgtat ctcctgccgc taataagaca gacttacctt ctgatttaaa cttatgagcc
  2534281 atcttaccaa ttgttgtcgt tttacctaca ccattaacac caacaaataa aacaactgtc
  2534341 aagccatcct tttgcatatt aacttcatta gtaaaatcgc tgtcaccttt ataaatttct
  2534401 attaattttt ccgaaataac agcttgtact tctcttgggt cttgaatgtt acggcgttgc
  2534461 acttcttctt tcaactgatc gattaattcc atcactgttg aaacgcccac atctgcaccg
  2534521 attaagattt cttctaattc ctcgaagaaa tcttcatcta ctttacggta acgaaagact
  2534581 aaatcattta ctttatccgc aaacgaattt ctcgtttttt ctaatccttg tttaaacttc
  2534641 tctgttaccg tatccgtttg ttttgaaatt ttttctttta gttttttaaa aaagctcata
  2534701 ctgtcccatc cttcctattt gcttgcgact agttcttctc catcatctaa acgaaccgag
  2534761 acaagtttag atacccctga ctcttgcatt gttacaccgt acaatacgtc agactcttcc
  2534821 attgtacctt ttctatgtgt aattacaata aactgtgtct catcactaaa tttctttaaa
  2534881 tactgggcaa aacgggcaac gtttgcctca tcaagagcgg cctcgacctc atctaataca
  2534941 cagaatggga ctgggcgcac ttttaaaata ccaaataata gcgcaattgc cgttaaagca
  2535001 cgctctccac ctgaaagtaa acctaagttt tgcagtttct tccctggcgg ttgcgctaca
  2535061 atatcaatac ccgtatttaa taaatcctct ggattcgtca tgactaaatc cgctctaccg
  2535121 cctccaaaca attcagagaa caccgattga aactccattc gaatcccttc aaacgtagta
  2535181 gaaaagcgtt ttttcatttc ttcatccatt tcagtaataa gttggtgcaa tgtcgttttt
  2535241 gcttcttcta gatcatcttt ttgctcaagt aagaatgtat gacgctccgc tacacgctca
  2535301 tactcatcaa ttgcccctaa gtttactgtg cctagctctt cgatggatag tttaattagt
  2535361 ttcacttttt tacgtgcatc ctcagcaggc atcatcattg tatacttcag ttttgccgct
  2535421 tcaaatgaaa tcgtatatgt ttcacgtaaa tgttgtaatc tattttctaa ctctacatca
  2535481 agtcggttta tttttacttc ttgatctttc aacatctcaa gaatgtattt atgtttaccc
  2535541 gttgtttctt tcagattacg ctctaactgt tctactctct cttgtaacga tacacgttgt
  2535601 tctcgacgag agcgaattaa ctccgaagtt tgattacgat catacgcttt cttctcaatc
  2535661 atattcgtaa tttgctcttc tccacttgaa ttcgatgtca tttcttgttt taagaatgct
  2535721 aaatcctctt ttgttttgac aagcgttgca tccgtttctt ctttttcctt cgtcaatcgt
  2535781 tcaacttttt ctttttgatt agataagcgt tgttgctttt cagccgccaa cacttttaac
  2535841 tcagtcattt ctttttgaac tttttctttc gacgtatgtt gctcactttt ttgttgtgtt
  2535901 aaagcgacaa ttttgctatc taatcccgta atctccgctt gaagggtcgc taaaatcttt
  2535961 tctagctctt ctttacgccc ttgtatcttc acttgatctt gtaagaatcc ttcaatctct
  2536021 aaatcgtaaa tagataaacg atcattgata cgatgttctt ctaattctaa acgattaatt
  2536081 tcttctctta atttctgttc atctacacgc tctgcttcta cacttttcct tagttcgcgt
  2536141 atttgcactt ctttttcttg aatctcttgt tttactgctt taacaaagtt ttctaacttc
  2536201 gtcgtttttt cttccatatc agttaacttg ttcgtccact cttctagctc acgttgacgt
  2536261 cctaataaag aagatttcgc ctgttttact gcgccacctg tcatagaacc gccagggttc
  2536321 actacatcac cttcgattgt tacaatgcga tagcggtatt gcaattgttt cgccaactca
  2536381 ttcgccccgc gtaaatcttt tgcaacaata acagtaccta ataaattgga aactacattt
  2536441 tcatatttat tgttatattg cacaagttct gctgccacac ctacaaacga tggatgttga
  2536501 tttacaatac gtaattgctc aaatgataac gatctacctt tcataacagc ctgcggtaaa
  2536561 aacgttgctc gtccatgttt attttgtttt aaaaacgcaa ttgcattacg agcatgttct
  2536621 tctttttgta caacgatatg ctgcatcgct gcacctagag caatttccat tgcaatttca
  2536681 tattctttcg gtaccgttag caattctgca acagccccct cgataccttg caacctattt
  2536741 tctctagctt ttaatacttc acgtacccct tgatagaaac cagagtaatc ttcttgcatc
  2536801 tcttctagca tttcttttcg agaacgtgcc tgttgtacaa attgatacgc ttggtatagt
  2536861 tttgtttcat tttcactata ctgcgccttg catttcccaa gtgccgcttc tgtcttttgt
  2536921 atattcgaaa ggattccagc tactttttct tttacttgtt cataactttc cacaagtttt
  2536981 gtctttttcg ctgtaatttc catacgcatt tctacatatt tcgcattttc ttcatcaagg
  2537041 cgttcatttt ttgaattttg ttgtttagat tgttcttcaa tcatagataa ctcattacga
  2537101 tgactagctt gttgatttaa aagttcaata taatcacctt ttaaattctc aatttgttcc
  2537161 tctaaattat cagcaaacgt tgcaagcaat tgctcattat catgcaattt catctccaac
  2537221 tcttttacat gatttacaaa ttgcatcaac acttctgtac tcgattcgat ttcaccatca
  2537281 taacttgtag ctttctctgt taattcaaca attaactgtt caagttgcgc acaatgcgtc
  2537341 gttgcatttt gctttctctc ttttaatagc tcacgctgcc cttctaactt ttctagctct
  2537401 ttactagaaa gtaaaagtac ttcttgcagg gaatctaccg actcatctac cgcttgtaat
  2537461 tggcctcgta attcctctaa ctcttcttca cctttttgta aatgcgttga cattttagct
  2537521 tcttcgtttt tattatgccc aaactgattt cgaagcgctt cccatttctc atgcaattct
  2537581 tcaatttcat gtacaataag cgctgcttct actttctcta attcttcttt tttctcaaga
  2537641 taatcctttg caatagaagc ttgtctttct aaaggttcta cttgactact taattcgtga
  2537701 attatatctt gtacacgatt taagttttct tgtgtgtctg ctaatttact ttcagctttc
  2537761 tttttacgaa gtttgtattt cagcactccc gccgcttctt caaatacacc acgacgttct
  2537821 tctgatttac tacttaaaat ctcttcaact ttcccctggc taataatcga aaaagcttct
  2537881 cttcccatac cagagtccat aaataaatcg ataatatctt tcaacctgca tgattgttta
  2537941 ttaatataaa aatcactatc accagaacga gatacacgac gcgttacaca cacctcatta
  2538001 tattcaattg gtaaacgttg atcttcatta tttaaagtta ttgttacttc agcaacatta
  2538061 accgctcttc tcgtatcact acctgcaaaa ataatatctt ccatctttgc accacgtaat
  2538121 gattttgccg attgttcacc aagtacccag cgaatggcat ccgtaatatt acttttcccg
  2538181 cttccattag gtcctactac agacgttaca cctgggacga aatcgacaga tacacgttca
  2538241 gcaaaagact taaatcctgc tatttctaat ctttttaaaa acacgaaagg ccttcctcct
  2538301 attctccgtt gctataaatg ttatttatac aaaaacaact tttatacgga tttcctttcc
  2538361 tttcatttac aaacgaaaag aaagtttcat tctatgcaca aggaatcccc ctcattcaaa
  2538421 gggggattcc ttatagttgt tcttttaact ttttcaacgc ttctgcagca gcttgttgtt
  2538481 ctgcttcttt tttcgacttg ccactaccaa gtcctaaagc cacgttattt aacgtaacac
  2538541 gtgacacaaa ttctcgattg tgggctgggc ctttttcttg caaaatttga tactcaatat
  2538601 tgccactacc atcacgctga atcaactctt gtaattgact cttataatcc atcacatgag
  2538661 aaaaagcacc ttcattaatt ttagggtata caatttcttt taaaaagccc catactgttt
  2538721 ctagcccttg atcaagataa agggcaccaa taaacgcttc aaagacatcc gctaataaag
  2538781 ctggtcgttc acgtccacct gtcatttcct cacctttgcc taataaaaca aggctaccaa
  2538841 atgacaactc gtttgcaaaa cgaacaagag atggttcaca tacaattgct gcacgtagtt
  2538901 ttgttaactc tccttcgctc attgtcggat atttttgaaa cagatactgc gatacagtaa
  2538961 gttccaatac tgcatctcca agaaattcga gacgctcatt gtcttcatgt ggtttttttc
  2539021 gatgctcatt cacatacgat gaatgcgtaa atgcttgaat caataatttt tcatctgtaa
  2539081 acgtaatacc tatcttttct tgaaataatt taaacgcttc acgatatttt gtttcgtatt
  2539141 ttttttctct atatttacgg tacggcatag gtccctccag atataagccg agaagccccg
  2539201 ctaaaaaacg ggacttcatt caagcattat agatgactct ctatgtaagt cacagcatcg
  2539261 ccaacagtag caatcttttc agcatcttca tcagaaattt ccatttcgaa ttcgtcttct
  2539321 aattgcatta caagttctac tacatctagg gagtctgctc ctaaatcttc cttgaagctc
  2539381 gcagctggta ctacttctgt ttcttctact cctaaacgat caacgataat ttttgttaca
  2539441 cgctctaaaa catctgccat tccattcacc tcccctcaaa tattatatta aatattgtcc
  2539501 aaaaaaacta gttgaaatcg attcttttat tacattacca taccgccatc aacatttaac
  2539561 gtttgacctg taatatattt gctttgatca gaagcaaaaa acgttacagc atttgcgata
  2539621 tcttgcgctt caccaaactg agctgcagga attaatttta acatttcagc ttttatattt
  2539681 tcatctaata cgtctgtcat atccgtcgca ataaatccag gagcaattgc atttacagta
  2539741 atattgcggc tcgctaactc ttttgctgat gtttttgtta atccaattac acctgcttta
  2539801 gcagcaacat agtttgcttg tcctggatta cccgttactc caacaacaga ggcgatatta
  2539861 acaatacgcc catgacgttg acgcatcata aaacgagata ctgccttcgt acataagaat
  2539921 acacctttta agtttgtatt aataactgta tcccattctt cttctttcat acgcattaat
  2539981 aaattatctt ttgttacacc tgcattatta acaagaatat caacttgtcc aaatacatct
  2540041 acagtttgtt tcaccatatt tgtaacgtct tcagcatttg caacatctgc tcttactgca
  2540101 atggcatccg aacctaattt ctttatttca tcaactactt catttgcctt ttgctcatta
  2540161 ccagcataat ttactaccac atttgcccct tgtttcgcta aatcaatcgc aatcgcacga
  2540221 ccaattccac gtgaagcgcc cgttactaat gctactttcc cttttaacat cagttttctc
  2540281 ctctcaaatt tgaaatggta tcttttaatg tctcttcatc gtatatcgcg tatgctttca
  2540341 ctgatgaatc aattgacttc ataagtccag caagtacttt cccaggtcca atttcaataa
  2540401 atgtatcgac cccttgattc accatatatt caatggatgg gtaccataag acaggcgagt
  2540461 agagctgttc gattagcttt tcttgaatat gcgcaccact tgtaataacg tctgctgtta
  2540521 catttgcgat taccggaata tttgtatctt gaattgtaat ttcatttaag acactttgga
  2540581 atttctccgc tgctggcttc ataagcgcag agtggaacgg tccacttact ttaagcggaa
  2540641 tcgctctctt tgcaccattt tctttcgctc tttgagaagc aatctcgacc ccttgctttg
  2540701 ttccagaaat tacaatttgc ttcgtactat tcatattagc gatttgtact gcataccctt
  2540761 cacctgttac ctcttctgta actcgtttca gcatatgtgg atcagcacct aaaatagccg
  2540821 ccattgcacc ttctccgcca ggaacagctt cttccatata ttccccacgt ttccttacag
  2540881 catatactgc atcctcaaaa gttaatgcac ccgctgctac aagagcgcta tactcaccta
  2540941 aactatgccc tgcgacaaag tctggtgtaa tatcatactc ttttaaagct gtcaaaatag
  2541001 caaaactcgt tgttaataaa gccggttgcg catttgtcgt taacgtaagc ttttcctgcg
  2541061 acccttcaaa aatcacttct gaaagtgaat cttgcaacac ttcatctgct tttgcaaata
  2541121 catttgcaac ctctttatta ttctctgcta actgtttacc cattccaact gcctgtgaac
  2541181 cttggcccgg aaaaagaaat gctagttttc ccatttcaaa tcctcctctt attggagtgg
  2541241 ctctttctcc attacgcttg aaatagtagg aataacttct ttcgctacca tttctctcgt
  2541301 ttgacgaatc gcactaaata tcgattgatc attagaagaa ccgtgagcct taatgacagg
  2541361 agctttcaat ccaaataatg ccgctcctcc atactccgaa taatccattt tatcttttaa
  2541421 taccataagt tttggtttta ataccgcggc tgctaatttg ctcgtaaacg aactcattaa
  2541481 ctgctctttt aacatagaga ataatgcaag tgctgttcct tctaaagatt ttagcgctac
  2541541 attacctgta aaaccatcac atacaacaac atctgctaca ccttgtaaca agtctcttga
  2541601 ttcaacgttt ccaacaaaat taattggcgc atctttaagc attgcaaaga cttgttttga
  2541661 aagctcgttt cctttgccac cctctgtccc aacatttaaa agtccgacgc gaggattttt
  2541721 aattcctctt actttctcag cgtatacaga tcccattact gcatattgat ataagtgaat
  2541781 tggttttgca tcaacgttcg ctccaacatc taacataaca aaaccttctc catcaacagt
  2541841 tggcattgta ggggataaag ctggtcgctc aattccttcc atacgaccta caacaaacaa
  2541901 tccggccgcc attaaagcac ctgtactacc agctgatata caagcatccg ctacaccatc
  2541961 ttttacttgc tgtgccgcaa gtaccattga agcttgtttt tttcgacgaa ccgctcttac
  2542021 tggttcatct gtcgattcga ttttttcgtc tgtatgaagt atagtaattc gctcttcact
  2542081 cgttaagtat tgacgaattt cctcttcttt ccctactaac gtaatatgta aatcagaata
  2542141 ttccttaata gctttcattg ctcctagtac gacagccttt ggagcatgat cgccgcccat
  2542201 tgcatctatt gcgattttca taagttgtta ccttcctcac tataattact agatcgatac
  2542261 atttcaaaag tgcctgtaaa aacaagttct tctccaacga agctacgcac tttgacaacc
  2542321 gtccgccctt tgtcattctc tacatcttcc acgcgcgctt ttgcaacaac acgctctcct
  2542381 aattttacag gacgaatgta tcgaatggta gactttgcag ttaaagctaa ttcttcatca
  2542441 ataaccgcaa cagctagtga gtttgcttgt gcaaacaaat gatgcccacg ggcaatttga
  2542501 tttcttttaa atacgtgttc taccttcact tcaaagatag aaatcgcatg tctatctaat
  2542561 tctatatcaa taatttctcc gacaacctct tctaacggta aagatttcac atcttcttca
  2542621 tgttgctttg tagctacatg tttaattctt tctcttagtt caggaataga taattccata
  2542681 cgatcgagac gtacagtttg tatactcact tgaaatttct ctgctaaatc ttcatccgta
  2542741 ataaaaggat tcgtttctat agtttgttgt aataattctt gtctttcttt tttacttctt
  2542801 ctttttttca taccgcacca tccattttta tgactaggta ctaacagtag tatataatca
  2542861 ttaaaagtag aatgcaacaa aaacttttgt cgcctccctt taatcgagct tctctccctg
  2542921 gaacacacct gtcccgtcaa gatacgtacg caacgacgca tattgatcat tatgccaaaa
  2542981 tgcttctgaa tctactagta acgccgcatc ttgtctagct gtttctaacg cccgataatc
  2543041 atgtaccata tcagcaacct tgaattctgg taaaccactt tgcttactcc caaagaaatc
  2543101 tccaggacct cttaactcta aatctttttc cgacaataca aatccatcat tcgtttcggt
  2543161 cataatacgc attcgttctt ttcccgtttc cgattttgga tccgcgatta ataaacaata
  2543221 cgattgttca ctaccacgcc caacacgtcc tcttagctga tgaagctgcg ataaaccgaa
  2543281 acgctctgca tcataaataa ccattacagt cgcattcggt acgttcacac ctacttcaac
  2543341 aactgttgtc gatacaagaa tttgcacttt attttcacta aattgtccca ttatctcttc
  2543401 tttttcttga gatgataatc ttccatgcat taatccaact tgacatttac cctgataatg
  2543461 atgagtcagc atactatgta agtcgattgc attttgtaca tccagtttct cagattcttc
  2543521 aataagggga caaataacat atgcttgtct tcctttgttt atctctttct ctacaaaacc
  2543581 gagaacacga tctaacatgt catgttttgc ccagtatgtt tcaattacct ttctaccagc
  2543641 tggcatctca tcgattatag aaacatccat ctctccaaat gcagtaattg ctaacgtacg
  2543701 tggaatcgga gtcgctgtca taaataatac gtctggactt tcacctttct cacgtaaaac
  2543761 tcgtcgctgc gctacaccaa atcgatgttg ttcatcagta ataacgagac ctaacctatg
  2543821 aaagatcact tcatcttgaa ttaaagcatg tgttccaaca aggatatcta tttctccttg
  2543881 ttctaatttt gccaaaatct ctcggcgtct cacacctttc actgaacttg ttaacaattc
  2543941 aaccttcata ccaaagtgcg agaacgtctc tgcgagcgat tgataatgtt gttctgctaa
  2544001 aatttctgtt ggaaccatta aagcaccttg ataatgtgct aattttgctg cataaagacc
  2544061 aattgcagca accaccgttt taccagaacc tacatcacct tgcaacagac gattcattcg
  2544121 ataaggagat gtcatatctt tcataatttc atctacaact cggcgttgcg caccagttaa
  2544181 cggaaacgga agagcatcga taaactcttg caattcttct gaaggaattt cttttttcgt
  2544241 ccctttcgaa ttttccctct ccattttccg taacgtttgc atttttaact gaaataagaa
  2544301 aaactcctca tatacaaaac ggcgacgcgc ttgcttcaaa tcttcctgac ctgttggaaa
  2544361 atgcaacgcc cgaagcgctt cataacgtgg caataattta tatcgactta gcaatccatc
  2544421 aggtaacact tcaactatag aatctccata ctcttttaac gcttgtgcaa taaaacggcg
  2544481 catctgtttt actgtaagtt tccctttcac tgagtacaca ggctctactt cttgttgacg
  2544541 tacaaccggt ccaaaatgaa gttctgatac cgcaatcgtt tgacgatgct gatcccattt
  2544601 accagtaatc gttaccgttt catctaaatt taacttttgc ttatagtacg gcctattaaa
  2544661 acatacagct gtaattaaat aacgacctac gaggactcga accgtaagac gcgacttctt
  2544721 cttcccataa tattgcagta aaggagcact atgaactttc ccctctactg ttacacgttc
  2544781 atcatgcttt acttcagcaa gatctttcat cgcatagtct tcataacggt acggaaaatg
  2544841 ttctaataga tgagaaactg tataaattcc catctcgtgt agtaattcag atgtttctcc
  2544901 tccgattccc tttacatccg taacaggaac ttgtacaact tcattcaaga ttctcacgct
  2544961 ccgtcacatt atttttttga ttcattatcc attaagatga ttgacatctg taatcgctct
  2545021 ctttcaccct atatattcta tcataggcat tctaagagaa actactcaaa tccctcataa
  2545081 acaacacgaa agaaaagagc ctcactatta gcagcaaggc tcttttttat cttcaatatg
  2545141 ctagcctttt gaataaaaac tagtaataaa cttcatatta ctacttatta tccattagca
  2545201 agtaagtaat ccatttattt tcaaaacgaa ttttttctta ttctacagag aagatgaaag
  2545261 aatacaccgg ttggtttcca gcatgtactt ctacttctgc atcttcaaaa ttctcttcta
  2545321 caaatgcaac taattcagct acttcttcgt cagttgcatc ttcaccttgt agaatcgtta
  2545381 cgatttcaga atcttcatca ataagtgctc ctagtaattg cttcgcagct cctacttttt
  2545441 cagcatttgt tgatacgatt tttccatctg cgatacacat gaaatcatct ttttgaattg
  2545501 ccacaccatc aatttccgta tcacgtacag catacgtaat ttgacctgtt ttcacatgag
  2545561 ataaagcttc tttcatgttt tcttcattct cttctagcgt tccaactgga ttaaatgcta
  2545621 acatcgcagc cataccttga ggaactgttt ttgaacgaac tacaatcact tcttgatcta
  2545681 caactgacgc tgcttgttct gctgccatta cgatattccc gttgttcggt aaaataatga
  2545741 ttttttcagc gtttgcttct tcaattgcct tcacgatatc ctccgtactt ggattcatcg
  2545801 tttggccacc ttcgataact ttcgtcgcgc caatgctttc aaataaagtt ttaatgccag
  2545861 atcccatagc tacagttaca ataccgtacg gttgtttctc tttagactgg ctagttggtt
  2545921 caggcatcat agcaggctca tctaataaag cagtatgctg ttctcgcata ttctctactt
  2545981 taatcttgat taaactaccg taacgttgtc cgtagttcat agcgtctcca ggatgctctg
  2546041 catggatatg aacttttaca atttcatcat cagatacaac tagtagtgaa tcaccataca
  2546101 cactaatatc ttcacggaat ttttgttcag agaaattatg ttctttcact ttttcagctt
  2546161 ctaatttcac catgaactcc gtacaatatc catacttaat atcttctgta ctcaattggc
  2546221 tttgtacact acggtgatgt tctgcgcgca ccatttcatt catagatggt tgcgtcggcg
  2546281 catcagaaga aattgtttct ccttttaagt cagctaaaaa tccttcgtat acaacaacaa
  2546341 gacctttacc accgctatct acaacgccaa cttgttttaa tacaggtaat aaatctggcg
  2546401 tacgatttaa cgatgcattt gcttctttca caacgtcttc cataaacaaa acaaagtcgc
  2546461 gctgtttttt cgcaactgtt actgcatatt tacccgtttc tctagcaacc gttaaaatcg
  2546521 ttccttcaat cggtttcata accgctttgt aagccgcttc tactccagct tctaaagctt
  2546581 cagcaaaatc aactgttgtt aattcttctt tttgctcaat ggatttcgag aaaccacgga
  2546641 acaactgaga taaaataact ccagagttac cacgagctcc cattaataat cctttggcta
  2546701 aacttacgcc gactttacca gcatgttgtg aagggtttgc tttcacttca cgtgcgcctg
  2546761 aagtcataga taagttcatg tttgtaccgg tatcgccatc tggaactgga aatacgttta
  2546821 atgcatcaac aagctgaaca ttatttgtta aattattcgc tccttgcatg atcatttgtg
  2546881 ataaacgttt tccatcaatt ttttgaattg acacagattt tcctccttaa tgcacattac
  2546941 aagtttatta ctttaactcc ttgtacgtag atgtttacag aatctactgc tagtcctaca
  2547001 gtttgatcta atgtatattt cactttcgtc tgcacgttat gtgctacttc tgaaattttc
  2547061 gtaccatagc tcacaataat atacatatca atatgtactt cgtcttcatc cttacgaaca
  2547121 ataacacctc tagtgaagtt ttcttttcgt aaaatgtctg ttaatccatc ttttaactga
  2547181 ttctttgatg ccatacctac gataccgtag caatctaccg cggcacctcc agcaattgtt
  2547241 gcaattacat ctgtactaat atcaatttga ccgtacttcg ttttaatttc aattgacatc
  2547301 tcgttttccc ccttcataaa tggtgaaagt gagttagact actttagtta ctatcatata
  2547361 atctttttaa agaaaattcc atcgttcttt ctttttcact ctcatatttt atgttgaaaa
  2547421 ctacactgtt ttatgatgag caaaatagtc cattgttatt atacaacatg tatcactata
  2547481 atatgtcaag caatttttct tgatttcaac ttttcttcat tgacatatag tgtcaagtaa
  2547541 tttttcttga tttctttttt ctacggtgtt gcattctcta tttagttgtg ttaaattata
  2547601 gtagtgtttt tagcatcgca taaaagacta acattgaaaa attacgtatg gtaaggtatc
  2547661 aagggaggga aatataaatg gctcgtgttt gtactattac tggaagaaaa gctcgttctg
  2547721 gtaactctcg ttctcacgca atgaacgcta caaaacgtaa gtggggcgct aaccttcaaa
  2547781 aagttcgcgt acgcatcgac ggaaaagttc aacgtgttta cgtttctgct agagcattaa
  2547841 aatctggcaa aatcgaacgt gtttaataat aaaaaaagag ccgctaggct ctttttttac
  2547901 tatgaaaatg gaaaaagcac cggtaatagg tgcttttttt aatctttttt gaaggtattt
  2547961 aacatggcac gaacaattcc accaagaaat ttaggtaact taattgtata aaatctcata
  2548021 gtttccctcc taatccccat tactccactt gttcactata tgatgtaagg agcaaaattg
  2548081 tttctttaat cagtgcttct tatcaccatt aatatgccag aagtaaatga aaaagtacct
  2548141 ttttcatcaa tgagttcatt actaatacaa agtgttgatc cccattctat tgttttatta
  2548201 gttaggggat acttaaaacc aagtaatgta atcccttcca ctatttcagt aaccggtaca
  2548261 aaagatacat aagggaaatt ttcattttct tcaattatat gtgtacctac ttttttcacg
  2548321 cttatttcat ttttattgtc tacaatacac atttctattc ctacttctaa cccttttaaa
  2548381 agcatctgta tattcgctaa accgtgatca agccttccgc cggtagcacc aaaaatacga
  2548441 attaatgctg gcttctgttc taacgcccag ttgatcgcaa tttctaaatc cgtttgatct
  2548501 ttttcacgag ggacaatatg taaatcattc gtttgttgcc ccatccatac taattcctct
  2548561 tcagtaaccg agtcataatc tccaaacgca acagctggag taatcccgcc ttttaataaa
  2548621 cggtatactc ccctatcaac tgccgcccac actactttct cattttcata tcgagaaaaa
  2548681 tctgcacaat attccgcagg tcctcccgct aaaatatgaa taatcatgtt tccttcccct
  2548741 tctattgtaa aaaggcaatc tgccagtcgg tagattgcct ttttacatat tttttctcta
  2548801 tcctttataa atagtgaaaa cttactacac tagaagattc actgggataa agactcgttc
  2548861 attcattatc cacgaatgac acgaattgct tcaccgcggt ctttttgatt gtatactgct
  2548921 gacccagcta caagtacatt tgctcctgct tccacacaaa gtcttgctgt ttcagcgttt
  2548981 acaccaccat caacttcaat ttccacttct agattgcgct ctttaaccat ttctgcaact
  2549041 tgtttaattt tcggtaatac agaatggata aatttctgtc caccaaatcc agggtttact
  2549101 gtcataagta ataccatatc aatatcttct aacacatgct caatcactga aactggcgta
  2549161 tgtggattta atacaactcc tgctttaatg ccatgagatt taattaactg aattgtacga
  2549221 tgtaaatgcg ggcacgcctc tacatgaaca gtaataatat ccgctcccgc ttttgcgaaa
  2549281 gttggaatat agttatctgg attttcaatc attaaatgta catctaacgg taacgatgta
  2549341 atcggacgaa tcgcttctac aattaatggt ccaatcgtaa tatttggtac gaaatgtcca
  2549401 tccattacat cgacatgaat gtaatccgct ccgccctttt ctacatcttt aatctcttcc
  2549461 cctaattttg aaaaatctgc tgataagatc gatggtgcaa ttttaatcat aactaatacc
  2549521 tcggctttct ctctctaatt tcttctacga attgtttata attcttataa cgatattctg
  2549581 taattttccc ctcttcaacc gcagccttca cagcacattt cggttcagaa agatgtgtac
  2549641 accctctaaa tttacagtat tggctcgctt ctttcaactc tggaaagcaa tatgtaagat
  2549701 cttctacctc tatatctatg aaatcgagtg aactaaaacc aggtgtatct gcaactagtc
  2549761 cgcttccaat cgcaattaat tctacgtgtc ttgtcgtatg ttttccgcgt cctaaatgtg
  2549821 aggaaatatc attcgttttc agttctaatt ctggacgtaa gacgttaagc atagaagatt
  2549881 tcccaacacc agattgtccc gcaacgacgg aaacacaacc ttctaagaat ggttttaaaa
  2549941 tatcaatact ttccgatgta tttatagaag taaataatac atcatatccc atctcacgat
  2550001 agtcatttgc ataagcttca acagtctctc tcattttttc atccactaaa tccatcttac
  2550061 taatgcaaat aatcggctta atgttatgat attcaattag caccaaaaat cgatctaaca
  2550121 gtcccggatt aaaatctggt tctactgcag aaaaaacgag aattgcctga tcaacattag
  2550181 caataggagg cctaacaagt tcattttttc gatcaaatac ttcaagcacg tatccttcac
  2550241 ttggattatc agcctgaaag acaacttggt ctcctaccag tggtgtaatt ttattttttc
  2550301 taaacacacc acgtccgcga cattgtgtaa tcccttcttc atgctgcaca taataaaatc
  2550361 cacttagagc ttttacaatt tttccttctg gcatataatt ctcctttatt ctgtataaag
  2550421 tgaagctgta attcatattg aatggattat tattctttaa ataaagattt caaaacccgt
  2550481 catatatata agttaatata tttaatctac catcaaattt aaaatattat ttataacagt
  2550541 atcactttta taactttttg aatcatatat ttttgcctgt tatacagtcc actatgtgta
  2550601 gacagcataa caggcaggag taatacattc cattctctct agaaagaaag tggaatgtat
  2550661 tattattgtg ttggatatgg tacttctttg tcaataatcg ttacaccatc tcttacaatt
  2550721 ttatagcgtc cttttgtatc ttcttgaatt acaaattcta atgaaatagt tgccgactct
  2550781 gaaattgttc tagtttcaat tggtctatcc attttttgtt gcatatcttc tttataaatt
  2550841 tctattgttt gcggtttttt ctcacctatt atagaagact catacggaat agaaatatta
  2550901 tccactttca cggttttcgt tactttcggc ttagggccct ctgagatgat aatcgtcact
  2550961 ttatcccctt cttttaacgg cgttcccggt tttggagatt gcgaaattac aagtccttta
  2551021 tcaacagtat cggaatactc tcgttttata tctggagtta gttttctctc attcaaataa
  2551081 ccagttacac tattttcagt ccaccttgaa aaatcacccg gtctaatttg ataagggcct
  2551141 ttacttaccc agattttcag ttcttgctcg gcctctacca ccatttggtc agacgtcgga
  2551201 atttgctcta caattgcacc tttcggccta tcatcttcaa tataatatac tgtaacttgt
  2551261 ttatatttct cttctaactc tgttcttata ctctctaaat cttttcctgt gaaatcaatc
  2551321 atcttacttt tctttttccc acctgattga tagatagtaa ttttagagtt ttctttcacg
  2551381 actctacctg ctacaggatc tgtttttata acgtcaccgg tttcaacatc atctgtatat
  2551441 acaatattag gttccgtaac ttcaaaaccc ttttcaacta atgtatttac tgctgtcgta
  2551501 tatttcatac cagccacatc aggtactttt acatcttttg gaataaagaa tcctggaata
  2551561 acagtaagcg ctaacgttat tccaatcgct aacagtaaaa atgttgtaat taaaattttg
  2551621 agccatttat tacttcgttt tttcttctta cttaaatccg tttcttcttt tcttatctgt
  2551681 tcatccactt tacttccttt taaaacaatt gtttcatcag taacattttc gaataattgt
  2551741 tcttgttgaa taatcggaat cgcttttgtc gcttccatat cttccggtat gtaaaatggc
  2551801 tgctcattta tcctctctgg atatagcgca gtttcaatat ctcgtttcat cgcattggca
  2551861 gattgatatc gatgaaatgg atctttcgca gttgccttta atataatatt ttcgacactt
  2551921 tgaggaatat tttcattcca tctttttgga gatggaattt cactttgtaa atgttttaaa
  2551981 gctatagcaa cagcagattc gccagaaaac ggttgtcttc ctgttaacaa ctcaaacata
  2552041 acgatcccta gggaataaat atctgattgt ttatttgcta tcccaccgcg tgcttgttct
  2552101 ggtgataaat aatgcaccga accgagtact gaatttgtat gtgtaattgt tgttgcactt
  2552161 gtagctgtcg caattccaaa atctgttact tttattactc catcagctcg aattaaaata
  2552221 ttgtgcggtt taatatcacg gtgcacaatt tcaaaatgat gggcatgtgc catggcggat
  2552281 gttaactgct ccattatgtc aagagcttct ccaataggta acatccctcg ctcaattatg
  2552341 tattgcttca atgtttgtcc tggtacatac tccattacaa gataatatat accatcctct
  2552401 tctccgacat catacatatt cacaatattt ggatgcgaca acgttgtaac agactgcgct
  2552461 tctcgatgga aacgtttaat aaactcttcg ttatttgaat agtcgagtct taatattttc
  2552521 accgctacat cccggcccag tatatcatca tgagctaaat acacattggc cattccaccg
  2552581 ccaccaatca ttttcagcag cttataacgg tcatttaagc gttttccaat cagcacgttg
  2552641 cacttcacct actttcgttt gtcgaacccg cataatcaat cagaacaagg gtgatattat
  2552701 cttccccgcc acgatcattc gccaattgaa tgagacgttg tcccttagtt tctagctgtt
  2552761 catttaactg taaaatttgt tgcatatcag caatagaaac tttgttagat aatccatcag
  2552821 agcaaagaag tagctgatca tcttcctcta gcaccaatgt tttaacatct aatccaactc
  2552881 tctcttctgt tcctaatgcc cttaataaaa cattcttttt cgggtgatat tctgcgtctt
  2552941 cttttgaaat ttcaccatgt ctcacaagtt catttacaag tgagtgatct tccgttacaa
  2553001 gcgagatttc tccctctgat accatataac aacgactatc ccctatatga cctattgtca
  2553061 caaagctcgg cgtacaaatt gctattataa gtgttgttcc cataccatta cattctacat
  2553121 gttgcttaga gtactcatat atacgctcat taattatccc aacactagta tgtaaccact
  2553181 cttctacttt ttttggctca ttcatattat gcgtttgctt ccaataatca tggaataatt
  2553241 gaatggtcat cgagctcgct acatcaccag ctcgatgacc tcccattcca tctgctacta
  2553301 ccgctaaaat atttccatct aaattgtgaa aaactcctgc actatcttca ttatgttgac
  2553361 gaacttttcc tttatctgat agaaacacgg ctttcatctc gtcacctcgt ctcttctttg
  2553421 cgctccttcg cacgcaactg accgcaggct gcatcaatat catgaccttg ttcacggcga
  2553481 atcgttacat ttactccacg atctttcaac gttttttcaa ataggaaaat ttgttcacgt
  2553541 ggcgtacgta cataatcacg ttcaggtacg tagtttaccg gaattaagtt cacatgacat
  2553601 tttacacctt ttaagagcgc agcaagttct tcagcgtgct caacttggtc attttctcct
  2553661 ccaaatagtc catattcaaa agtaatacga cgccctgttc tatttacata gtatttaata
  2553721 gcttccatta aatcaggtag cttataagca cggttaatcg gcattaattt tgaacgtaat
  2553781 tctgagtttg gagcatgcag tgaaatcgca aaattaattt gtaagtcttc ttcagcgaac
  2553841 ttataaattt ttggaatgat tccacttgtc gaaactgtca tatgtctcgc gccaatatga
  2553901 agtccttttt catggttaat gatgcgtaag aatcccatta aattatcgta gttatcaaat
  2553961 ggttctccaa ttcccataac gacaagagaa cttacacgtt cttctgattc atcaagtgca
  2554021 cgttgcactt ctactacttg cgctacaatt tctccagctt ctaagtttcg ctttaaacca
  2554081 ccaagcgttg aagcacagaa cgtacaccca atacgacaac ctacttgtgt tgttacacaa
  2554141 atggaatttc catattcatg tcgcattaat accgtttcaa tagaatatcc atcatataat
  2554201 tggaataaga atttaattgt tccatccgaa gacgtttgtt ttactaacgt atgtaaagta
  2554261 gtaatatcaa aggaattcga caatttttca cgcaatcctt tagaaaggtt tgacatatcc
  2554321 tcataatttt ttacacgttt tttatataac caatcaaaaa tttgtccagc acggaacttt
  2554381 ggttctcctt gctcctttaa ccaatcttgc atttcatgaa gttgtaaaga ataaattgat
  2554441 ggttttttcg tttctaagtt tttcttttgt tttctcacag tcgtttccac gatgctacac
  2554501 cttcttcctt aaacaagcaa tataaaagcc atctgttgca aaataatgcg gtaaaatttg
  2554561 tacttgacct tcatccatat acggacttag cttttctggc atacgctctt ttatcgtagt
  2554621 atcccactca aactccggat gctcttgtaa aaatcgttct attacttgtt cattttctat
  2554681 tttctcaatt gtgcacgtac tataaacaag gcgaccacct tgttttaata acggtgcgat
  2554741 tttttctagt attgcaaatt ggatcatcga taatctttca ctatcgcctt tatctttacc
  2554801 taacttaata tcaggcttac gtctaattac accaaatcca gaacatgggg catctactaa
  2554861 tattttatca aatgtttcat ttgcaaagtg ttcttgcact tttctagcat ctaatgcctt
  2554921 agtttcgaca ttttctagac caagtcgctc tgcttgttgt ttaattaagc gtactttgtg
  2554981 tgcatgtaaa tcaagggaca tgacttgacc agttcctttt aatcgctctg caatatgcgt
  2555041 tgtttttccg cctggagcag cacaactatc aagaattaca tctccctcat ctggttctag
  2555101 agcgcgtgct accagcatag aactttcatc ttgaatagaa agaaaacctt ttttaaacgc
  2555161 atctgtgtgc gctacatttc ctttttcaat ttgaattgca tcatctgata aatcgccacg
  2555221 cttcgcttct ataccttcac tagccaataa tgtaattgct tcttctactg ttattttatc
  2555281 aacatttaca cgcgctgttg gtacaggcgg taacatgttc acttcacaca ttttctcagc
  2555341 agtttctaaa ccatattcag cagtccactc ttgaacaagc caaactggat gacttgttgc
  2555401 aattgccaaa cgttctactg gatctttgat ttcatctaca gaaggtacac cttctctttg
  2555461 aatcgaacgt aatacaccgt ttaccatacc agcaatgcct ttatgtccgc gacgctttgc
  2555521 aatctcaacc gcttcatgaa tagccgctct ttcgggcact cggtctaaat aaatcatttg
  2555581 atataaagat aagcgaagta atactcttac ccatgcttca actttctttt ttaaaaaagg
  2555641 ctgtaaataa taatctaatg tgtcacgacg ttggattgtt ccatatacaa tttcagttaa
  2555701 taaaccaata tcttttctat caattgtact tttttcaatt agattattta aaagtaagtt
  2555761 actgtatgca ccactttttt ctacttgaat taaaccatca agagctaatt cacgaacatt
  2555821 ttgtctcatg cattttctcc taacttcgtt ccaatttcag gttttgtgcc acgtaaaaat
  2555881 tgcgaacaac tcatacgctt tttaccagaa ggttgcaatt cagtaatttt aacacccgtt
  2555941 tcattaccag ttgctacaac gaaaccatct tcttcaatcg caacaatcgt acccgcttca
  2556001 gctgatttcg ttacaggtac tttttctccc caccatactt taacaacttg tcctgctaaa
  2556061 gttgtataag caactggcca tggattcaat ccgcgaatgt gattgtatac ttcttcacct
  2556121 gtttttgtcc aatcaatttt ctcttgttca cgttttatat tatatgcaaa cgttacttct
  2556181 tcctcgtttt gtttaattgg ttctaactta ccttgaatta gtaaaggtac tgttttagat
  2556241 agaagatgtg cccctgcttc acttaactta tcaaataacg aacctgtcgt ttcacgctct
  2556301 tcaatttcca cttctacttg cgttaaaata tcaccagcat ccaatttttc taccatatac
  2556361 ataattgtaa tacctgtttt ttctttccct tccataattg cataatggat tggtgcgcca
  2556421 ccacgaagtt caggaagtaa agaagcgtgg acgttaatac aaccatactt cggtgcttct
  2556481 aaaatttcat ttggtacaat ttgaccgaac gcagctgtta caattaaatc tggctctaat
  2556541 gccaatactt tttcatattc gtctttttca cgaattctta acggctgtaa gaccgggata
  2556601 ccatgctttt ctgcttccac tttgacaggt gtaggtgtta atactttttt tctacctacc
  2556661 ggacgatctg gttgcgtcac aacacctatt acatcatagc catcttcaat aagacgacga
  2556721 agcaccggca ctgaaaagtc cggtgttccc ataaatacta cttttatcat ttaaaaaccg
  2556781 ctccttttaa tacctattct aattcgtttt cctcataata tcttgtcact ttcgatgtaa
  2556841 ataacacacc gtgtaaatga tcgatttcat gttgaattgc acgcgctaaa agcccttctg
  2556901 cttctagtaa aaatacttta cctctgcgat tttgtgcacg tactttaata taatccgcac
  2556961 gttctacttc accataaagt cccgggaagc ttaaacagcc ctcgggacct acttgttcac
  2557021 cacgtttttc tagtatcgat ggattgatta actcgatttt ccccgtatca tcaccgatat
  2557081 caactaccgc cacttgcaag cttaccccta cttgaggcgc agctaaaccg actccgtccg
  2557141 caattaacat tgtttcatgc atatctttca acaatttcac taacttttta tcaaagttaa
  2557201 ttactctttc acaaggtgtt tctaacactt catttggatg ctttactatt tctaaaactg
  2557261 ccatatttcc ctccgctaca ttaacattgt tggattaaaa tcaattgaga tttgtagctc
  2557321 tttttgcatt tctgcttgat aatgttcatt taccattttg agcacgttct ttaagtttgg
  2557381 ttcccgtttg tattttatca tgcattgata acgatatcta tcttttatcc ttggaattgc
  2557441 tgaagcaacc ggtcctaaca ccattgtttg ctgcgagcag tgcgatcgta aatgaccgac
  2557501 aattttttcc gtcacttgta ctgccttcaa taattccggg tgagataccg tcacaagtac
  2557561 aacatagtaa taaggtggat attgtctcgt tcgtctcatt tgcatttctt ggtcaaaaaa
  2557621 cacatcgtat tgttggttct ttgctaactc tatactgtaa tgttctggtg tatacgtttg
  2557681 aattataact tcccctggca attcatgtcg gcctgctcgt ccacttactt gcgtcaataa
  2557741 ctgataagtc ttttcactcg ccctaaaatc aggtaaatga agcatcgtat cagcagttaa
  2557801 aaccccaaca agcgttactt tcggaaaatc taaccccttc gcaatcattt gtgttccaag
  2557861 taatatatct gctttttctt ccccgaacgc ctttaataat ttctcatgca tccctttacg
  2557921 actcgtcgta tctacatcca ttcgaatgac tcgtgcctct ggaaatagtt ttgtaatttc
  2557981 ttcttctacc ttttgcgtac ccgtaccaaa gaaacgaatg tatgtacttt gacaagcagg
  2558041 acacgcagtc ggcatatttt cttcgtaact gcaataatgg cattttaaac gatggttcat
  2558101 tttatgatat gttagtgaga tatcacaatg cggacattgt acaacgtacc cgcaatcacg
  2558161 gcacataaca aatgtagaat gcccccttct atttaaaaag agcaccattt gttctttctt
  2558221 ttctaatcga tctgctattt tttcatgcaa tgcctttgaa aacatggagc gattcccgtc
  2558281 acgaagttcc tcacgcatat caacaatctc tactgtcggt aaagcttgtt cgttcatacg
  2558341 tttttccatc gtcagtaatt catacacacc ttttttcgct cttgcaaatg attcaagcgt
  2558401 cggtgttgca ctaccaagaa cgataggaca tttatgatat tgtcctctcc acacagctac
  2558461 atcccttgca tgatacctcg gattatcttc ttgcttataa ctcgattcat gttcctcatc
  2558521 aataataata atccctaaat tttcaaaagg agcaaataca gctgaacgtg caccaactac
  2558581 aaccttcact tcttttctta aaatcttacg ccattcatca tatttttctc caacagacaa
  2558641 cgcactatga agaaccgcaa cttgtgagcc aaatctacct ttaaaacgat ctaccatctg
  2558701 aggcgttagt gcaatttcag gaacaagtac aatagcttct tttcctttct cgagcaccgc
  2558761 tgctatagat tgtaaatata cttctgtttt tccgcttcct gtaacaccat atagtaaaaa
  2558821 tggattgtaa gtttcatttg taattgatga taaaatcggt gtaataactt gcttttgttc
  2558881 ctcagtaagt gggaatggtt tcgtttgttc aaaatcttca tcgtcatacg gatttcgata
  2558941 tacttccaca tacttttctg agattagccc ctttttaaca agtgctttaa tcggagcatc
  2559001 tgttatttgc aactcttctg ttattacctt caacggcaca cttttataat tttccacaaa
  2559061 ataatagagg acatcttgtt gttttttact tttcagttca aatgctgcca attctaattt
  2559121 atcttctggc aactccggtt gaacgactct ttgtttcttc ttttgcactt tatcttttac
  2559181 ttgataaacg acttcaatcg tgccatgttt aatttcttgt tgaatcgtgc ggtatagatg
  2559241 tggttgcgtc tcaatcgctt cccaatctat cgcttctttt tcctgaaata aaaacagtag
  2559301 ttcaggtgct acttcttctt gtttacgaag ctgtagacgt tttttatatg ttgcttttat
  2559361 cgccgtcgga agcataactt gaaaagctga aatcatataa cataacgttt cacttgtaag
  2559421 ccaataccca agctttaaca actcttcatt taaaaccggt gttacatcta aaatttcgtg
  2559481 gattgtcttt aactttttac tttctacttc aaccgaattt ttaattccaa taataaaacc
  2559541 ttgcaatttc cttgggccaa acggaactac tacacgcatg cctgtctgga caatatcttc
  2559601 ccatttttta gggataatat aatcaaatgg tcgatctgtc tgacgtgcag gtacatcaac
  2559661 aattacactt gcaaatttca tagacgatca tcttctaaca tcatttcaat ttgctttaat
  2559721 atttcacgag caacctcttt cttcgttaaa agtggcaact ctataacttc tccatctttt
  2559781 ctatacattg ttacaatgtt cgtgtctgta ccaaatccag ctccttgcgc ctttacgtcg
  2559841 tttgcaacaa tcatattcgc atttttctca cgtaattttt tcgttgcata ttcctctacg
  2559901 tttgtcgttt cagccgcaaa accgataagt aactgtttgt ccttcatctc acctaacgtt
  2559961 tttaaaatat ctactgttct ctcgagttca attacagcat cgccattttt ctttttcatt
  2560021 ttattatcat gtacatattt cggacgataa tctgcaactg ctgctgtttt aatgacaaca
  2560081 tctacgtttt gataatgttg aatgactgcc tctaacatat cttgtgcaga ttccacttgc
  2560141 actgtagtta catgtaatgg tggatttaat gctgtcggtc cagaaacgag tatgacttca
  2560201 gcgcctaagt tcactgccac ttccgcaatc gcatatccca tttttccaga agaaaaatta
  2560261 gtcataaaac ggactgggtc aatcttttca cgagttggac cagcagttat taatatcctt
  2560321 tttccttgca atggtttttg ttctgaaaaa gcctcttcta accgtgcaat aatcgcttca
  2560381 ggttcttcta atcttccctt cgctacataa ccacacgcta aaaaaccttc tccaggctca
  2560441 ataaatgtat atcctaacgt ttttaacgtc atcatatttt tttgaacaat tttattttca
  2560501 tacatatgca cattcatagc aggtgcaatc cacactgggg ctgtagtagc taacaaagta
  2560561 gttgtaatca tatcatctgc aatgccgtta gctagctttc caatacaatt ggctgtagca
  2560621 ggtgcaacaa gtacaacatc tgcccaatct gctaaatcga tatgagcaat aacagctgaa
  2560681 tctttctcat cgaatgtatc cgtatataca tcatgacgag aaagtgcctg gaatgtaaga
  2560741 ggtgtaacaa acttcactgc tgactcactc atcattactt ttacaatagc accagcttgt
  2560801 gtcaatttac tcgttaacgc agccgcttta aagaccgcaa tgcctcctgt tacacataaa
  2560861 agtatctttt tcccttttag catatggctc gtcctctttc tttttcaaac ttataatact
  2560921 gaaacaaaat tatcagctca tcagtatcaa tatttcttcc ctatcgtaaa aaaataacaa
  2560981 cctacttgta aataggttgt taccgttaca tagaaaatta taaagtctat gttttaaatt
  2561041 gtcgaagaca aagtcttatt cagttacttt atcttcactt ggtacgtagc ttaacgcttc
  2561101 catatcgatt tcttctaatg ctttacctac acatttatga gaaactggtt tttctacaac
  2561161 acagttatta gcaagttgca tttcgcgcgc acgttttgca gccactgtta caagtgtata
  2561221 tttagaatcg atttttgtta ataatgaatc aattgatgga tttaacataa ttatagaccc
  2561281 tccgtcattt ctttataata ttttgctact ctttcgcggc ggcaatgttc accaaccaca
  2561341 attgctttaa ttctttcaca agctagttca acttggtcgt tttctacaac gtagtcgtaa
  2561401 gcgtccatca tatcaatttc ttctttcgct accgttaaac gattttcaat aacatcttca
  2561461 gtttctgtac cacgaccgac aattcggttc tttagttcag ataaacttgg aggtgctaag
  2561521 aaaataaata caccttctgg gaaagctttc ttaacttgaa ttgctccttg cacttcaatt
  2561581 tctaagaata catcttttcc ttcttgcaat gttttttcaa catagtcaat tggtgttccg
  2561641 taataattac ctacgaactc agcccactca agtaattttt cattacgaat catttcctca
  2561701 aattcttctc tctctttaaa gaaataatcc acaccatcca cttcaccttc acgtggctta
  2561761 cgtgtcgtta ctgaaatgga gtactgaaaa cgtgtatcct catgactaaa cagctctttt
  2561821 cgaaccgttc ctttcccaac accagaaggt cctgaaagaa cgatgagcaa tcctcttcta
  2561881 cttctcataa atatgtaaaa cctacccttc ctcacttaaa tcttctttat tattcaaacg
  2561941 atgtgcaatc gtctctggct gaattggact taatacaaca tgcccatcat ccataacaat
  2562001 aaccgccctt gtttttctcc catacgtagc atcaagcaaa gcattatgtt cacgtgcttc
  2562061 ctgtactgtt cgtttaatag gagctgactc cggacttaca atagcaataa ttcgatgagc
  2562121 agatacaata tttccgtatc caatatttaa aaaccgcatg gccatagttt gcgcctccta
  2562181 gtaagtctat ccgatttctc caccacgtat aactttatat attttttgaa agctactcaa
  2562241 tattttgtac ttgttcacga attttttcaa ggttattttt catttctaca acatattttg
  2562301 aaattgttaa gtcatttgcc ttagaaccaa tcgtattaat ttctctatgc atctcttgca
  2562361 cgatgaaatc cattttcctt ccaacaggtt cttcaatctg cagtgtttca cggaattgtt
  2562421 ctaaatgact ttgcaaacga actaactctt cgtgaatatc acaacgttca gcaaagattg
  2562481 caacttctgt tagcaatctt tgttcatcta gatcttgatt atgtaattct tttaagcgat
  2562541 tttctaatcg ttcacgatat ttttttgtaa caattggtgc atgcggaata atcgcattta
  2562601 cacaattgtg aatctcttgt aaacgatacg ctatatcttt atgtaatcgt tctccttcgc
  2562661 catctctcat cgtttttaac atatgagcag cttggcgaac agcctcatat aaactgttct
  2562721 caaattgttc atttacgttt tctacctctt caatcgctgt tacttctggc attgccatta
  2562781 attgctcgag tgtaatagaa tcttgtaatt gaaattttcc ttttatatct tccataattg
  2562841 attggtactg ctcaagaagc gaccaattca cacttaattt tctttcaaca agcccttcac
  2562901 ccgctatact aatagacact tcaatgcgtc cacggcgaac ttgctgtgca attattttac
  2562961 gaattttgtc ttcaaatacc atcatctgct tcggtagtcg aatactcatc tctagaaaac
  2563021 ggtggttcac tgatttcatt tctactgtaa tttgaaaagt atcactttct actttcgacc
  2563081 ttccaaatcc tgtcatacta caaatcattt tttatcacat ccaagccatg aaataactca
  2563141 atgaaaaagg taatagagac aaggctctac taccttctgt aaattatatc acattttcat
  2563201 atcattgact atttcaagtt taatcccttc ttatataata ttggcttttt cttccccttt
  2563261 ttccctgtta ataaagagcc tactaataag aaagtcggaa ttgatgataa acctccaatt
  2563321 aacaaccaat ctctcgcttg tattggcatc gtgctaaaaa tcggttgtaa cggtgggtaa
  2563381 tatataacga cgagcatgag tagtaatgaa atgataaccg ctcctactaa atacacattt
  2563441 ccaaacggat tgcgatggaa aacagaatgc tcactccggc aatcaaatac atgaataagc
  2563501 tgagcaagta ccaacgtcgc gaatgctaca gtttgtgcat atttcagttc atttggatgt
  2563561 tgattatatg caataataaa cgctactaac gtcactgctc ctattagaaa gccacggctt
  2563621 ataatcttcc aggcaagccc tctagcaaat accccttctt tcggatgacg tggagttctc
  2563681 ttcatcacgt ctccttcagc tttatccaaa cctagtgcca tcgccggtaa accgtcagta
  2563741 actaagttca cccataaaat ttgaattgga accatcggca gtggtaatgc aagcaacatc
  2563801 gcaaataaca tgactaaaat ttcccctacg ttcgatgcta ataaataacg aataaactta
  2563861 cgtatatttt cgtatatatt tctaccttct ttaattgctg atttaatcgt agcgaaatta
  2563921 tcgtccagca agacaagaga agaagcttct ttcgcaacgt ctgtccctgt aattcccatc
  2563981 gctatcccaa tatccgctgt ttttatagca ggagcatcgt ttactccatc acctgtcatc
  2564041 gctactatat gtcctttatt ttgcaacgcc ttaacaattt tcaatttatg ttctggtgat
  2564101 acgcgagcaa atacatacgt atcttctaca acattttcta attcttctac atccatactt
  2564161 gcgagttcta ccccttcaac aacgcgtcca ccttgtggta aaatgctcaa ttgttccgca
  2564221 atcgccattg cagtcacttt atggtcaccg gtaatcatca ccgttcgaat gccagcttct
  2564281 ctgcactctt ttactgcctg ctttacctct ggtcttggcg gatcaatcat tccttgtatc
  2564341 ccaactaaca taaaatcttt ttcaacgtct ctttcatgtt cgatagaatc tgttactttt
  2564401 aaaggcttaa atgcaactgc aattgttcga agtgcttgac tacctaagct atgaatagcc
  2564461 gcctgtactt cttttctata caactcactt aaaggttgtt gcttatctcc ccataaaatc
  2564521 gtttgactca tttgcagaag gacatctggc gctcccttcg taacaacaaa ttttttccct
  2564581 tctcgatctc gtacaataac actcatcatt tttcgagttg aatcaaaggg aagttcacga
  2564641 ataatttcaa atttcccttt cagtgcctca cgtgttatcc ccgctttcat tgctgcagct
  2564701 acaagcgccc cctcagttgg atctccatct aatacatacg cctttttctt ttgaataata
  2564761 tttgcgttat tacatagcga accaaatgta agtagttgat aaagtgcttt cgtcttagct
  2564821 gcattaattt ctttttcacc tttcataaaa gagccattag gttcataccc ttggcctgtc
  2564881 actttccaca actctccacc tgaccacata tgtgttacca tcattttgtt ttgcgtcatt
  2564941 gttcctgttt tatcagagca tatgacagaa gcgcagccta acgtttctac tgctggtaac
  2565001 ttccttacaa ttgctctctt ttttatcata cgctgtacac caagcgataa agctactgta
  2565061 acgattgctg gtaacccttc tggaatagca gcaacagcta gcgacacgcc ggctaaaaac
  2565121 atatgatata cttcattccc ttgatacaca ccagctaaca cgacaagagc tgtcaaaaca
  2565181 agagccacaa taattaatat ttttccgagt tgttctaatc ttctttgcag tggtgtttcc
  2565241 atctgctctg cattttgtaa catatttgca atttggccca tcgctgtatt cataccagtt
  2565301 gctacaacga cccctgtgcc agatcctcgt gtaatcatcg tacccataaa agccatattt
  2565361 ttttgatcac caattgaaac atcttgccct tgcaacgctt ctactttctt ctgcactgga
  2565421 actgactctc ctgttaaagc tgattcttcg atatataaac tcgacgcctc aacaagacgt
  2565481 acatcagctc caatacgatc gccactagaa aatttaataa cgtcacctaa aacgagtgct
  2565541 ttagacggtg cctttaccca ctttccattc cgcaatacag ttacttgcgg ggcggctagc
  2565601 tcttttaaag cttccaatga cttttcagcc tttctttctt gaaaaaagcc tagaatacca
  2565661 ttgataataa caattgccac aatcgcaata gaatcaatgt attcccctaa aaaagcagag
  2565721 actattgttg caccaaataa aacaagtacc ataaaatctt taaattgcgc taaaaatacc
  2565781 attagtgcag aaggcctttt cgcttcctct aattcatttg taccaaattt ttttattcgt
  2565841 ccttctgctt ctttctctgt aagtccaacc ttcacattcg tattcgtact ttcttccact
  2565901 tcatgtgcgc gcattccata ccagttcatc ctgctatcga cctcctgatt ccagacatac
  2565961 tctattgaaa gcttattcag cctcgtccaa aaaaatgcta taattaactt ttagttagaa
  2566021 aggagtgttc atttatggca ttcgatggat tatttacaag agcgattaca catgaaattg
  2566081 caaattctct ttacacggga agaatttcaa aaatatatca accttcaaaa tacgagattt
  2566141 tattacatat tcgagcaaac ggaaaaaatc aaaaactcat tctttccgct catccgacat
  2566201 atgcacgttt acacttaaca aatcaaaatt acgattcacc tgcacttcca ccaatgttct
  2566261 gtatgcttct tcgtaagcat ttagaaggtg gattcattga aaaaattgaa caaattgatt
  2566321 tagaacgtat tattcaaatt accgttcgta gcagaaatga aattggtgat gaatcgctaa
  2566381 aaacattagt aattgaaatt atgggacgac atagtaacat tattttagta gacacgaaaa
  2566441 caaacaatat tttagatagc ttaaaacacg tttctttagc agtaaaccga catcgaactg
  2566501 tatacgctgg agctgaatat attgcaccac cagtacaaca taaaattaac ccacttcaga
  2566561 tcgaaacaaa tgatgaattt attagaccgc tagactttct atctggaaac atggataaac
  2566621 aacttgtcgg cacctttaca ggaatatcac cgttattcgc aaaagaagtc gtgaaaaaag
  2566681 ctggtatggt aaatgaaaaa gcattagctg atgcattttt ctccatacaa aaaccattat
  2566741 taactcatac atattcgcca acaatgacta cttcaaatgg gaaagaattc ttttatcttt
  2566801 tccctcttgc gcacttagca ggagagaaca agacattctc atctgttagt gaattgctag
  2566861 accgtttctt tttcggaaaa gcagagcgtg accgtgtaaa acaacaagct cacgatttag
  2566921 agcgctttat gcaaaacgaa aaaaataaaa atgagaaaaa actcattaaa ctagaaaaaa
  2566981 cattacaaga tgctggaaaa gcagataaat atcaactatt tggagaacta cttacagcca
  2567041 atatgtacgc tttgaaaaaa ggcgataaag acattgaagt cgttaactat tacgatgaaa
  2567101 atggtggaac tgtaaagatt gcattagatc ctttaaaaac gccatctgaa aatgcacaac
  2567161 gctatttcca aaagtaccaa aaagcgaaaa attcaattgt tgttgttgaa gaacaaatcg
  2567221 aaaaaacaaa ggaagaaatt ctttatttcg atagcttact tcaacaaatg gaagctgctt
  2567281 cttcaaaaga tattgaagaa attcgtgagg aattagctga agaaggttat atgcgcaatc
  2567341 gtaaaacgaa aaacgcaaag aaaaagccta ctaaaccagt attagataaa tatgtagcaa
  2567401 gtgatggtac agaaattttc gtcggtaaaa ataataaaca aaatgattat ttaacaacga
  2567461 aatttgcccg tcgtgatgaa atttggttac atacgaaaga catacctggt tctcacgttg
  2567521 tcattcgttc tttagaacct gctgaagaaa ctttactaga agctgccaaa attgctgctt
  2567581 attatagtaa agcaaaagag tctagttctg tacctgttga tttcacaaaa atacgccatg
  2567641 tgaaaaaacc gagtggtgca aaacttggtt ttgttactta tgacaatcaa caaactgtat
  2567701 atgtaacacc agatgcagat actgtaatga aattaaaagc ttaaatacaa aaatgcgttg
  2567761 cttataagca gcgcattttt tattctttcc cattagttcg taatatcttt cttttgtcat
  2567821 tttatatatt gtcaaaaaga ttgacagtgt tattccatat ctgtataaat ttttttacag
  2567881 tatgtatata aagcacgact caaatcaatg tttcttcatc cctgccaatt atttataaat
  2567941 gacctgtctc ctacaagtgg ctagctattt tttcacttca acttaaatat atgtagttct
  2568001 tatcctttct tcaaatatac actttggcac actatttgct ttattcaata ctgtgaatag
  2568061 ggggaattaa tatgacttta aaaattaata aaatccaaaa tcaactacag aactatgaaa
  2568121 ttgacgggtt actcattaca aaaaaagaaa atcgccaata tgcgacaggc tttacaggta
  2568181 gtgctggtgt tgtcttaatc actgcggatg cagctgtttt tataactgat tttcgctatg
  2568241 tagaccaagc gaattcacaa ataaaaaatg ctgaaattat tatgcataaa ggaaatttag
  2568301 aaaaagaaat tgcaaatcaa gtatcaaaat taaacattca aaaacttgga attgaagaaa
  2568361 ataatatgac attgcaacaa tataaaaact tacaaaaata tgtacataca gaaatggttc
  2568421 aagtgtgtga aatcattgaa aacattcgtc ttattaaaga cactcatgaa atagaaacaa
  2568481 tgaaaatcgc agctcatatt gcggacgaag catttcacca catcattacg tttctaaaac
  2568541 caggaataag tgaaaatgat gtacgagatg agttagaatt tttcatgcga aaaaaagggg
  2568601 ctacgtcctc ttcattccaa atcattgtag cttctggcgt tcgttcttca cttcctcatg
  2568661 gagttgcatc aaataaaata attgaacgag gcgacatcgt tacattagat ttcggtgcac
  2568721 tttacgacgg atattgttcc gatataacac gtactgtagc aattggggaa ccatcagaag
  2568781 agttcaaaaa aatatacaat gttgtacgcg aagcattaaa acgcgggact gaagcaatta
  2568841 agcctggaga aactgcaaaa agtatcgatg atgtaacaag aaactacatt acagattgtg
  2568901 gatatggtca atattttggt cactctacag ggcacggtct tggcttagaa atacatgaac
  2568961 ctcttcgcct atcccaagaa agtaaagcta cattagaaga aggtatggtt gttaccgttg
  2569021 aacccggtat ttacatacca aactggggcg gttgtagaat tgaagatgat atcgtcatta
  2569081 caaaagacgg atatgaagtt attacaaaat caaatagaga tctaattata atcccttgtt
  2569141 aatattttga aattcccaac aggatttttt ctctgcacat agaattcctt ctctggagta
  2569201 ttccgtttaa agagaggtat tgaaaatgag aaaatgccac cgaataagat ggcattttct
  2569261 ttcattcatt aacgaatagc ttttcattta ctgttttagt gactaccgct accaacatta
  2569321 aaatgcaaat taaatatagc aatttcgcaa taaataacca cccttgaaac attacaattc
  2569381 catctattat ctcatttccc ttcagtaaca aaaacggaat cgtactaatt atcatgacaa
  2569441 actcaatact gaatacaatt ttcttttttc ggctatatgc tttccactca tcccaacgat
  2569501 acataggagc aaaaatcaat actcctatac ataatataac tggtacccat tcacttttaa
  2569561 aaaattgccc tgaaataact gataatagta aacaaacgag cacaccataa taacctattt
  2569621 tctctctcat tcgtactccc ccattctact tctcctttaa tatgtaactt gctatgctta
  2569681 taacaattct tagaaaaata actactacaa ttacaatata aagacttttt gcagacgaca
  2569741 tccattcttg aaaaatagac attttctcca tttgtttctg accttctatt aaaataaacc
  2569801 atacgaaaaa cgagcaaata acaatggtac ctatcataat tccaatactt ttcttactat
  2569861 attgtttcat atcatcccag ttatatagca atacaaaaat aaatccgaaa acaggtatga
  2569921 tactgatcca ctcattgctt gtaaatagat ttaaaatgat taatagacta caagagaaga
  2569981 tgaatcccca aaatccaatt tttttgcgca taagccctcc ttgaattcca tttttaggat
  2570041 taattgtatt gtaacatcca tttttcaatc ttgccattac ggtacatgaa attttgattt
  2570101 tttcggtttc ctatactcac atactttcac tgctttcata caataaacta cacgaatgcc
  2570161 taaaggatgt gactgttatg ggagttgaat taacgctatt acacgctctc tatgttcttt
  2570221 gtttacttac tattattact ttttttattc tccggaaaga tacgacaatt atttgtatca
  2570281 tttttatctt tttattagca ttaaccgcaa caggttctat ccctcttgcc attagcggga
  2570341 tctttcaaag tttcatttac tccattactg aattattacc aactatatta atcatttcca
  2570401 ttatcgtatc aatgagcaat ttactcgttc aaaccggtat aaatgatacg atgatttcac
  2570461 catttacaaa gatgattcgt acccctacac tcgcctactg gattatcggc cttttaatga
  2570521 tgacaatttc tttcttcttt tggccttctc cagctgtcgc cttaatggga gctattttat
  2570581 taccggttgc tgtacgcgtc ggtcttcctc caattggagt cgcgattgct atgaacttgt
  2570641 tcggtcatgg gattgcttta tccggcgact tcgttataca aggcgctcca aaattaaccg
  2570701 cagacgctgc tggtctccct gtttccagcg tcgtatctgc aagtgttcca ctcgttatcg
  2570761 ttatgggcgt cgttacaact tctttcgctt ttttcttctt acgaaaagag tttcatacag
  2570821 gaatatcgtt acaagactct atttcatcaa cgaaaccatc taaaactact attttattat
  2570881 ctcctcgcat aaagaaatgg cttgctatat gtatcccgat catatatatc attgatatcc
  2570941 tctgcatgat tcaatttaaa ctacaaggaa gcgatgcaac ggcacttatc ggcgggacga
  2571001 ctgttattat gattatcatc atttctctca tcgcctataa aggcaatgga ctgaataaaa
  2571061 cgaccgatta ttttatagaa ggtctccaat ttggatttaa aattttcgga ccagttattc
  2571121 caatcgctgc actcttttat ttagaagata gcggctttgt gaaaattatc ggggactatt
  2571181 taccgaaagg ttcacacgga atcattaacg acctagggat cgccttatct caaactgttc
  2571241 ctttaaatca atatgtatca gctggaactt taactatcgt tggtgttata acaggattag
  2571301 atggatctgg tttttccggt atatcgcttg ctggttccat tgcaaatctt ttcggcacag
  2571361 cacttggtca tggaacagct acattaacag ctctcggaca aattgcagct atatggaccg
  2571421 ggggtgggac gttaattcct tgggcactta ttcctgccgc tgcgatttgt aaagtcgatc
  2571481 catttgaact tgcacgccga aattttttac cagttatgat tggcttaatt gtcaccacaa
  2571541 tcgttgcgat gtttatttta taacgtaagc aagtgttctc ttgcttacgt tttttattgt
  2571601 aaaattcatc atgaattact gactttcaaa aggtattcat tattacttag cgaaattata
  2571661 ttaagagagt atttagttta aaacgtttac gagaaacaga ttactgcaat tagaaaaggg
  2571721 gacataccta tgaatgaatt gattttcgtc ttattaattt gtccattatt tatctttatc
  2571781 gtatctgtta ttggaacacg caaaacgaaa acgtattacg taatgccgat tgtaacgttt
  2571841 gctagttttt taataatagg tgttatcgcc tttactccaa aatttttctt ttgggttggc
  2571901 atgtatagca tcttctcatt tatcgtttct tatatgacgc tattgtttgt gagaggatat
  2571961 gaggttgtgg aaaacgttaa atagttatta gcaaggagat tgccatatga ttttctttga
  2572021 tattgatgga actttacttg attatgaggc tgctgaaaga aatggtatta tagatttttt
  2572081 tcaaatatat aatactattt tttcaggcaa tgaattagag gcaacgaaag tctggcatga
  2572141 attatcagaa gaatatttca acaaattttt atccagggaa ttatcttttc aagaacaaca
  2572201 agtaatgcga atgtatcatt tatttaaaac atatggagta aacctatcac ccgaagaatc
  2572261 tcagaataga ttcaatcaat atatagaact atataagaaa agctggaccc tgttttaaga
  2572321 tgtactctat acattacaaa gtttacagca aaaaggacac tcattaggta tcattagtaa
  2572381 tggtgaatat gaacaacaaa tcgaaaaatt aacagcctta aacattctac agtatttcaa
  2572441 atatattttt acttctagtg aaattggggt atcaaaacca gaccctgaaa tttttcacag
  2572501 aactgtatta caattgaatc ttgaaatgaa agattgctat tatattggtg atcgattaga
  2572561 aacagatgca attagtagta caacggctgg aatgcatggg atatggttaa accgaaacag
  2572621 ctcgcagcta acacacgatg taaccactat acactctttg catgaagttt taacaatgat
  2572681 ataaaaaaga cgaccgcgtt cccccgcagt cgtctttttt tcgtgttacg ctgtgatcca
  2572741 agcttcgtca gctggatttt tacgccactc ttgtaatttt ttcgtttcag cttgtccgat
  2572801 tatacctttt tctgccgcaa cttcagttaa tgcactgtaa tcacttaaag aatatgatgc
  2572861 tacgttagct gcttctagct tttcttttcc tgcttctagc tcgtatgtga agattgatac
  2572921 gattcctaat acttcacagc cagcttcgcg aagtgcttct acacatgtaa tagcactacc
  2572981 accagttgaa attaagtctt ctactactac tactttttga cctttttcag cttttccttc
  2573041 gatttggttc cctttaccat gaccttttgc tttactacgt acgtagcaca ttggtaaatc
  2573101 catacgatcg cttacccatg cagcgtgcgc aataccagca gttgctgttc ctgcaataac
  2573161 ttctacagtt gggaagtgct ctttaattaa ctcttctaat ccagctgcaa ttgtttggcg
  2573221 tactttcgga taagataaag ttaaacggtt atcacaataa attggtgatt tcatacctga
  2573281 agaccatgtg aatggatcat ttggttgtaa aaatactgct ccaatttcta ataaatgcga
  2573341 tgcgatttct tttttcatac tgttacacct tcccactgtt gttttactgt tttatacgct
  2573401 tcaagcggat tttctgcttt tgtaatacta cgtccaacta cgatatagct tgagccaagt
  2573461 tccctcgcac gtttcggtgt tgctacgcgc acctggtcat ttacatcatc gcttgcaaga
  2573521 cgaatccccg gtgttactgt tacaaattca cttccgcata cttcacgtaa ttttggaact
  2573581 tcaagtgttg agcaaacaac gccatcaagt ccactttctt tcgttagttt tgcataatga
  2573641 gcaaccgctt cttctaacgt tttctcaatg ccaatctctt ttttcatcat agtttccgaa
  2573701 gtgcttgtta gttgtgtaac tgcaatacaa atcggtctct cttttccttc ttgcttacct
  2573761 tcctctaatc cctcaatcgc agctttcatc atactgcttc ccccaccagc atgaacattt
  2573821 accatatcta catctagact agctaggcta cgcatagcgc tttttactgt attcggaata
  2573881 tcatgaagtt ttaaatctag aaagatttta tgtccttttt cttttaagta cgtaataatc
  2573941 gcagggcctt ctttgtaaaa taactccata ccaactttga caaataactc ttccccttca
  2574001 aagtggcgca agaattgttc tacatcttgt ttccctggga aatctagtgc aacgattaac
  2574061 gactgtgaca tgtttgcttc cagctccttc cttgacattc cgaaatgtga tcaaatccta
  2574121 attcatctag taatgctggt aactcctcaa taattgtcgg acatacgaac ggatcgataa
  2574181 aattcgctgt acctactgca actgcgcttg caccagcgta gaagaattca attacatctt
  2574241 ccgctgtttc aataccaccc attccgataa ttggaatgtt aaccgcttgg cttacttcat
  2574301 gtaccatacg aattgctact ggcttaattg caggacctga taatccgcct gtacggtttg
  2574361 ctaaaattgg tttagctgtt tttaaatcta gacgcatacc aagcaatgta ttaatcatcg
  2574421 ttaaaccatc tgcacctgca ttttcaatcg cttttgcaat ttccacaatg tttgccacgt
  2574481 tcggtgacaa tttcacgtat acaggtactt cagaaacctc ttttactcgc ttcgttaaat
  2574541 cagcagcaat ttcaggattt gtaccaaagg cgataccacc tgtttttacg tttggacaag
  2574601 aaatgtttaa ttctagtgca tgaacattag gcgctttaga aatttccttt gcaaccgcta
  2574661 cgtaatcttc agcttgtgag cctgcaacgt tcgcaatgat tggaagatca aattgttcta
  2574721 accatggtaa ttcagaattc attacttttt ctaatcctgg gttttgaagt ccgattgcat
  2574781 ttaacatgcc gcccggtgtt tcagcaacac gaggcgtagg atttccatag cgtggttgtt
  2574841 ctgtcgtcgc tttaatcatg attgatccta gtacacttaa atcgtaaaac tgtgcatatt
  2574901 cacgaccaaa tccaaagcat ccagatgccg gtataattgg attttttaat gacaatcctg
  2574961 gtaattcaac ttgcaatctg ttcatagtac aacctccccg attggaaata ctggtccgtc
  2575021 gctacacacc ttcttgtaag aatgtccact tggatcttct tgtaagtggc atacacatgc
  2575081 gaaacaagct ccaataccac agcccatacg ttcttctaat gaaatatagg cttttttctc
  2575141 tttgtaacgt ccttctaatg cacgaagcat cgctaacgga ccacatgaat aaagaatatc
  2575201 aaagtcaatt ccgtaatgat caattacatc tgtgacaaat ccttttgtac cgtgtgtacc
  2575261 gtctactgtc gcaacgtacg tatcaccaag ttctgcaaat ttttcttcat agaaaactac
  2575321 atctttcgtt tgaaaaccta agatgtgaat cacacgtaca ccttttgcaa cgaggcgctg
  2575381 tgataattca taaagtggtg gcacaccaat tcccccgcct actagtaaag ctgtttgacc
  2575441 agcttctgct tcttctacag gaaaaccgtg tcctagtggt cctagtacgt ctaccatttc
  2575501 accttgtttt ctagttgcta atgtttttgt cccttgtcct tccgcacgat atagcattgt
  2575561 aaattcgttc ttctcttgat ctacattaca aatactaatt gggcggcgca gaaggggcgc
  2575621 aatgccctct gctaccttaa tgtgtacaaa ctgccctggt tcgttcattt gctgtactaa
  2575681 cgttccttga agcactaatt cgtaaatgtt ctttgcgatt tctttttgat taacgacgat
  2575741 catattttgc ttttgcatca tgcatgtacc acctcgtgac gctttgtttg cgtaatttct
  2575801 ttcattgaat gagctgagaa tgtcatagat tctaatactc gtaagattgc tctcgttgta
  2575861 tcaagtgatg ttaagcaagc tacaccattt tctactgatt cacggcgaat gcggaaacca
  2575921 tcacgcgctg gttgtttacc ttttgttaat gtattgatta caaactgtgc ttttccttga
  2575981 cggataatat ctagtaagtt gtagtcttca gaatcaattt tgtttacaac ttgtactggg
  2576041 atattttgct ctgttaacga ttgtgctgtt ccagctgttg ctaataagtt atagccgatt
  2576101 tcgtggaaac gttttgcaat ttccatcgcc tcttctttat ctttatccgc tacagtaatg
  2576161 attactgagc cgtgcgttgg gatgttaatt ccagaagcaa ctaacccttt gtataatgct
  2576221 ttttcaagcg ttaagtcttt acccattact tcccctgttg atttcatttc aggtcctaat
  2576281 gttgtatcaa ctgagcgtag tttcgcgaat gagaataccg gagcttttac atatacttct
  2576341 ttctcttctg ggtgatagcc agttccgtat ccttgctcta ctaggtcttg ccctaaaata
  2576401 actttcgttg caacattcgc catcggtacg cctgtaattt tacttaagaa cggtactgta
  2576461 cggcttgcac gtggatttac ttcaattacg tacacttgat ctttgaatac tacaaactgg
  2576521 atatttagta atccaacaat gtttaatcct tttccaagtg caattgtatg ttcaatgatt
  2576581 tgttctttta gtttttcaga taaactttgt ggtggatata ctccaattga gtcaccagag
  2576641 tgaactccag cgcgttcaat atgttccata atacctggaa tgaatacatt ctcaccatcc
  2576701 gaaattgcat ctacttcaat ttctttacca accatgtaac ggtcgattaa tactgggtga
  2576761 tctgcgtgaa ctttaactgc atttttcatg tagtgcagta gttcttcttg acgatatacg
  2576821 atttccatcg cacgtccacc tagtacgtaa gatggtctta ctaatactgg gtaaccaatt
  2576881 tcttctgcga ttgctaccgc ttgttctaca gtcgttgctg ttttaccaac tggttgtggg
  2576941 ataccaagct ttgttaaagc agcttcgaat ttatcacgat cttctgcacg gtctaagtct
  2577001 tcaagtgatg ttcctaaaat cttcacacca tgttcttcta atttcgccgc taggttaatt
  2577061 gccgtttgtc caccgaactg aacgataaca ccttctggtt tttctaaatc gatgatgtgc
  2577121 attacatctt cgattgttaa tggttcaaag tataatttgt cagaaatact gaagtctgtt
  2577181 gaaacagttt ctgggttatt gttaatgata attgcttcat atccagcttc tttaattgcc
  2577241 catactgagt gaactgttgc gtagtcaaac tcaacacctt gaccaatgcg gattggtcca
  2577301 gatcctagaa ctactacact cttacgatct gttacaatta attcgttctc atcagcgtat
  2577361 gtgctgtagt aatacggtgt tgcagattca aactctgctg cacaagtatc taccattttg
  2577421 aatactggcg tcatattatt ttctttacgc atatcgtaaa tttcgcgctc cgttttgttc
  2577481 caagctgctg caatatagtg atcgctgaag cccatttctt tcgcagtttg tagtacttcc
  2577541 atatttccta cattcgcttt tacttcgcgt tccatattta cgatgttttc aactttttgt
  2577601 aagaagaaga agtccatttc acaccattcg ttaatctctt ctttcgttac accttgacga
  2577661 atcgcttctg ctacgataaa cagtcgctca tcatctgctt taataatgcg ttttttcatt
  2577721 gtttctttat caagttcttt taagtggtct aattctaagt gataaatgcc aagctctaaa
  2577781 gaacgaactg cttttaataa tgattcttct aagttacgtc cgattgacat aacttcacca
  2577841 gttgctttca tttgcgttcc aagtgttctg ttcgctgatt caaacttatc aaatggccag
  2577901 cgtggaattt ttgaaacaac atagtctagt gctggctcga agcaagcgta agttttttgt
  2577961 gttactgggt ttacaatttc atctaatgtt aagccgactg caattttcgc tgctaatttc
  2578021 gcaattggat atccagttgc tttagatgct agtgcagatg aacgacttac acgtggattt
  2578081 acttcgatta catagtattg gaagctatat ggatctaatg caagctgaac gttacatcca
  2578141 ccttcaattc ctagtgcacg aataattcgt aatgaagtgt tacgcaacat ttggtattca
  2578201 cgatcgctta gcgtttggct tggtgctaca acgatagaat cacccgtatg aacaccaact
  2578261 ggatcgatgt tttccatgtt acatactaca atcgcgttat catttgaatc acgcattact
  2578321 tcatattcaa tttctttaca gccagcaata cttttctcta ataaacattg cgttactgga
  2578381 ctatgtttta aaccacttgt tacaatttca attagctctt cttcgttatg acaaattccg
  2578441 ccgcccgttc cgcctaatgt aaatgctgga cgaacgatta ctggataacc aatttcgttt
  2578501 acaaatccat atgcttcatc aaggttatga ataatttcac ttggtggtgt tggttcattt
  2578561 aactcttgca ttaatgtacg gaataaatca cgatcttccg cttgctcgat tgctgataat
  2578621 ttcgttccta aaatttcaac tccgcactct tcaagtacgc ctgattttgc aagttcaaca
  2578681 gccatgttta aacctgtttg accacctaat gttggtaaga ttgcatctgg acgttcttta
  2578741 cgaataatgc ggctgacgaa ttctaatgtt aaaggctcaa tatatacttt atctgctgtt
  2578801 gcagtatcag tcataattgt tgctgggtta gagttaacaa ggattacttt gtaaccttcc
  2578861 tctttaagag attgacaagc ttgtgtacca gagtagtcaa actccgctgc ttgcccaatt
  2578921 acaattggtc ctgatccgat tactaaaatt gtgttaatgt ctaggcgttt tggcataact
  2578981 cttccccttc tttcttgaag ttttcaatca ttgttaagaa atcttcgaat aaatcatttg
  2579041 catcttctgg tcctgctgaa gcttctggat ggtattgaac tgtaaatgct ggaaacttct
  2579101 tatgacgaag accttctact gttccatcat ttaaagcaac atgtgtaatt tcaagctctg
  2579161 tattttcaac tgattcttct tctactgcgt aaccatggtt ttgagatgta attgctactt
  2579221 ttccagttgc aatatttttt actggatggt ttaaaccacg gtgaccgaat tttaacttac
  2579281 ttgtattcgc accagatgct agagcgaaca attgatgtcc taggcaaatt ccgaataaag
  2579341 gaactttacc gataatgtct tttaacattt caattgcttc tggtacatct tttggatccc
  2579401 caggtccgtt acttaacata attccatctg gactaaggcg taaaatttct tcggctgttg
  2579461 tgttgtaagg aactacaatt acatcacaat cacgtttatt taattctcgt aaaataccat
  2579521 gtttcatacc gaagtctact agtacgacgc gatgtccgcg gcctgggctt ggatatggat
  2579581 ctttcgttga tacgcgtttt acatgatctg taaatactgt cgcttttaat tgactcacga
  2579641 tgtactctac atctgcatcc atgttacata ggcgtccgcg taatgtaccg tattgacgaa
  2579701 tttttctcgt taattttctc gtatcaatcc ctgctaatcc tgggatgttt ctttctttta
  2579761 agtagtcatt taacgaaatt tcgttacgga aatttgatgg gtgatcacaa atttcattta
  2579821 cgattaaacc atttacagat gggtgaatcg attcaaaatc atcacggttg atgccgtagt
  2579881 ttccgattag tgggtacgtg aatgttacaa tttgaccgca atatgatgga tcagataatg
  2579941 tttcttgata tccagtcatt cctgttgtaa atacaacctc acctgacttt tcgatttctc
  2580001 ctccgaaacc tgttccaatt aatactgttc catcttctaa gataagttgt cttttcatac
  2580061 taatgcactc tccttttgcc atgcgatctt accaccaacg attgtcatta ccggccatcc
  2580121 ttggcatttc caacctgcga atggtgtatt ttttcctttt gataagaatg ttgttgggtc
  2580181 aatctcttct tcttgttcta aatcaatgat tgtaatatca gctgttctac cttctttcag
  2580241 gcgacctgct tctaagccga atgtatcagc tggcttttct gttaagaatt gaattaactg
  2580301 ctctagtgta ataattcctt ttttcacaag gtttgtgtat agaagtggga atgcagtttc
  2580361 aaaaccagta atcccgaatg gtgctctttc aattccttgc gctttctctt ctgctgtatg
  2580421 cggtgcatgg tcagttgcga tcatatcgat tgttccatct aataaacctt caattaatgc
  2580481 ttcgtggtct tcttttccac gaagcggtgg gttcatttta aaattaggat cagctgatgg
  2580541 gatatcatct tcacataaca ctaagtgatg aggcgttacc tctgctgtta ctttaattcc
  2580601 agcgcgcttt gcatcacgaa ttacgcgtac agagcctttc gtacttacgt gacatacgtg
  2580661 atagtgacaa tctgctgctt cagcaagcag tatatccctt gcaatatgta cagattcaca
  2580721 tactgatggg ataccgttta atccgtgttt ctcagaaaac ttcccttcat gtacacaacc
  2580781 tttattaata agagtattct cttcacagtg cgcaactact gccatattta atttcgctgc
  2580841 acgcttcata gcagctaaca tcatgctagc atcttgtacg cctacaccgt catcagtgaa
  2580901 agcaaatgct ccaagctctt ttaatgtttc gaaatctgtc atttcagaac cggcttgacg
  2580961 tactgtaatt gctccatatg gtagtacgtt aacatgtgct ttttctttaa tacgattttg
  2581021 caagtcttcc atatgttctc tgcaatctgg tactgggcgt gtatttggca ttgcgcaaat
  2581081 tgtagtgaat ccaccttttg ccgctgctaa tgtacctgtt tcaattgttt ctttatgttc
  2581141 accacctggt tcacgaaggt gtacgtgtac atctactaat ccaggtgcga ttaactttcc
  2581201 gttcacatcg atcacttcag cattatctgc cgtaatattt tctgctactt tagcgatttt
  2581261 accgtcttgt actagaagat ccgttgctac gatttttcct tcttcattca tataacgacc
  2581321 atttttaaac aaataattca tgtttcattc ctcctaatac atttggtaag gcgcgtttta
  2581381 gtacagccat tcttacgtaa actccatttt ccatttgttt aaatatgcgt gaacgctcac
  2581441 actcaacaag ttcacttgca atttcaacat ctcggtttac aggagctgga tgcataataa
  2581501 tgcttccttc tttcatacgc ttttctcttt ccactgttaa tccgtgtttc tcatgatact
  2581561 ctttcataat gtctgtttca taatgatcat gacgctcatg ttgtacacga agtaacatca
  2581621 ttacgtccac ttccggaaca agttcatcta atggtttgta tgttccaaat gtgttgtctt
  2581681 catctttcca ctcttctgga cttgcaaaat aaattgttgc acccagcttc gttaatgctt
  2581741 ctgcattaga acgtgctact cggctatgac gaacatctcc tactatcgca atcttcaaac
  2581801 cttcaaatct tccaaactct tgtttaatgg taagaagatc gagcaggcac tgtgttggat
  2581861 gatttccaca tccatctcca gcgtttaaga ttggaatatt cacctgatct tttagttcat
  2581921 cgaagtagcg atcttgctca tggcggatga ccactgcttt tgttccgatt gattctagtg
  2581981 ttcttatcgt atcgtataaa gtttctcctt tttgtacgct agatgcatca gctgaaaagt
  2582041 ttaaaacatc aagtcctaat ctcttctcag caacttcaaa gctaaatctc gttctcgtac
  2582101 tattctcaaa gaacaagttt gcaacaaaag tttgctctgt cgttttgctc tctttcccat
  2582161 tcgcaaaatc ttctgcgtct tttaggattt ctgaaatttc tacttccgat aattcactca
  2582221 tcgttaacaa atggctcatc gtcatccctc atctttctga tttttatgtt accacttttg
  2582281 tatttttata acaaccttcg cataaaaata ccctagtcat gtgagactag ggtgcaagaa
  2582341 agaagccacc ctttccggtc tcacaggact gaattaaaag gttattatta tgaagcaatc
  2582401 tgcttagatt gttttatttg tttcgtttcc ggtagtagta gatttaacag tacacctaca
  2582461 attgctgcta gtgccattcc ttctacttgg aatgattctc ctacgtgaag taccgctcca
  2582521 ccaataccga ttactagtat tactgatgca atcattaagt ttcgtttgtc acttaaatct
  2582581 gttttatcgt ctaccatcat gcgtaatccg cttgatgcga ttacaccgaa tagtaagatt
  2582641 gatacaccac ccataactgg tgttgggatc gaatgaatca gtgcagaaat cttaccaata
  2582701 aatccgaaca tgattgcgaa taccgctgaa ccgatgaata agtatacact gtacgctctt
  2582761 gtaattgcga gcacgccgat gttttcacca tacgttgtat tcggtggtcc accgattagt
  2582821 gatgcgatta atgttgctac tccatcaccg aagatcgaac ggtgtaaacc tggtttttca
  2582881 attaaatctc ttttaataac attccctaat acaatttgat gtccgatatg ttctgaaatt
  2582941 gttactagtg caactggtac catcaagagt acaatcttcc atgaaaactc tggtgtgtat
  2583001 gttacaaatg gtactgtgaa atctggtaca acaaaccatt ttgcctcagc taccggcttt
  2583061 aagtctacta gcccttggaa gtaagcgaag atgtaacctc cgatgattcc aagtaaaact
  2583121 ggtatgatac tgaagaaccc tctcccgaat atggagcaaa tgattgtaat tgctaatgtt
  2583181 actaatgcta ctgaaaagtg tgtaaagcta tatttgccat ccgcaccatt catcgccatg
  2583241 ttaactgctg tatgtgctaa agctagcccg attaccatta ctactggacc aactacgatt
  2583301 ggtggtagta atttcataat ccactttgat cctgatttct taattccgag tgagattaag
  2583361 atgtatacaa gtcctgctag caaaccacca agcattgctg ctccgggtcc ccctgccgtt
  2583421 ttcgctgtta taatcggtgc gataaaggcg aatgatgatc caagataggc aggtacttga
  2583481 cctttcgtta taagaagaaa cgctaacgtt cctaatccac ttgatattaa tgctactgac
  2583541 ggattcaatc ctgttaaaaa cggaacaagc actgttgatc caaacatcgc gaacaaatgt
  2583601 tgtatactta aaaataacca ttttcccggt ttcggtactt cattaacgtc taacactggc
  2583661 ttttgttcca ttgttacatc ctccttcagt ttaaatcttt gcaataaaaa aactctttgt
  2583721 gcctgtgcac aaagagtcct acactttcgt atgccaaatt tgacatatga aagccaagac
  2583781 cctttggcag cctcacagga ctacatttaa aagggcttta cttatcgtat atgcttactc
  2583841 gatcttgttg atctgtctct tgcaaatcaa cttcgatacg ctcttcactt gatgttggaa
  2583901 tgttctttcc tacataatca gcgcgaattg gtagttcacg atgacctcta tcaacaagaa
  2583961 ccgctagttg gatttgtgat ggtctcccta aatccataag agcatccatt gctgctcgaa
  2584021 cagttctgcc tgtatataat acatcatcca caaggataac ttttttcttc gtaatatcta
  2584081 cagggatatc agaacctttt acaagtggtt ctttattttt cgattgtagt gttaaatcat
  2584141 ctcgatataa cgtaatgtct aactctccaa cttccatttc ttttccttca atttgaccaa
  2584201 ttcgttctgc caaacgttgt gcaataaaaa ttccacgagt tttaattccg acaagaacac
  2584261 aattatcgac acctttattt cgttccacga tttcatgact aattcgtgtt aaagcgcggc
  2584321 gaatcatttg gtcatctaaa acgacagctt tctcttgcat gctctacacc tccaagcttt
  2584381 tttcttgcgt gagagtaatg gtataaaaaa agtcctctca gcgtgtgcga gaggactttt
  2584441 gaaaaagggt acagcatacc ctatgtattt caaaccgtta ccttctcaac ctcacggggc
  2584501 tgtgttaaag gatcattatt taactgttgt cagtatctca gttttcttat gatttgtcaa
  2584561 tactattttc gtaaaatatt taatgcgtct tcaaacactt ctggaatcgg tgcctcaaac
  2584621 tgaatatatt caccagtacg aggatggtca aatcctaaaa tgcctgcgtg aagtgcttgt
  2584681 ccattcatat ctaatgtttt ctttggtcca tactttggat ctcctgcaag tggatagcca
  2584741 atatatttca tatgaacacg aatttggtgt gtacgccctg tttctaagcg acattctaca
  2584801 agtgtgaaat ctttgaatcg ctctaacact tggaaatgcg taacagcatg cttaccattt
  2584861 tcatcaaccg tcatactttg acgttctttc ttatcacgag caatcggagc atcaattgtt
  2584921 cccttatcat gcggaataac accgtgtaca atcgctttgt aacgtcttgt tactgttttt
  2584981 gctacaagtt gatttacaag tgattcgtgt gccatatcat ttttagcaac cattaatagg
  2585041 cctgatgtat ccttatcaat acgatgcacg atacctggac gcattacacc gttaataccc
  2585101 gataagtctg tacaatggtg cataagaccg ttcacaagcg ttccacttgt atgacctggt
  2585161 gctggatgta caaccatacc acgcggctta ttaacaacga gtacatctgc atcttcataa
  2585221 taaatctcta aattcatatc ttctggttga atatctaact cttctggctc aggaatcgtc
  2585281 actgtaattt catcattttc tctaacttta taattccctt ttaccgcttt tccattaact
  2585341 gttacaacgt catctttaat ccattgctgt acttgtgtac gtgaccattc attatttatt
  2585401 cctgcaacga atttatcaat tcgctcattt ttttgttctt ctgcaactgt tacttgtact
  2585461 acttcactca ttcaattact ccttcgtttt cttgccttct aataatgttt gaataataat
  2585521 taatacaaca ccaatacata atgctgaatc ggctatattg aatactggat agttgtacga
  2585581 gaaaatatac acgtgaatga aatccactac ttcttgtcta aatacacgat caataaaatt
  2585641 gccaattgct ccgcctaaaa ttagacctaa tgaaattcct agaagcttgt ctgttttcgc
  2585701 atattttttc atataaaata cgataaatac tacaaaaacg actgtaataa tgtagaagaa
  2585761 ccacatttta ttttctaaaa tgccccaggc agctcctcta tttcgatgtg atgttatgta
  2585821 taatacatta tcgataatcg gaatgctcgt acccaattcc atgttcttta caattagcca
  2585881 tttcgatatt tgatcgatgg caatgacaaa taacgctatt acataatata tcattttcat
  2585941 ttcccccaca aagacagtgt acctcaaaat tttagcatag ctgcaacctt ttcacaatga
  2586001 acctttatag aagaataaaa taaattaaaa aaaggtaata taatatcgtt gtgcacattc
  2586061 atacatttac tttttcatag aaaaattcat gaatggtacg ggcagtcggc atcgttttca
  2586121 tttgttttac cgaaattact ctccctgtgt cttcacaaat accatacata tctatttcca
  2586181 ttttaaataa tgcacgttct acatctttta aatcctcttt tatatcatgt aacaaaagtt
  2586241 ttttctttat ctcttcctcc atttcatatc caagctcttc gctaaactct gtatcatatt
  2586301 tgtgcatgac ctctttagct agcctctctt gtaactcttt tcgcatcaat tgcaattctt
  2586361 ctttgatttc catatacatt tcattcacgt gtacattcct cccagttgca atgtacgatt
  2586421 agtgtgtccg aaatttatat gcttacctct cacacatttt tccttcatag gaaagagagt
  2586481 gaaagttatt tcaatatact gttaacaaaa aaatgactgc actttacgtg cagtcatccc
  2586541 ttattatttt acataatttt ctttaacaac cgttgcacaa cgctcacata atgtttcatg
  2586601 ctcagcgtct ttaccaattg tttctgaaac tacccaacaa cgttcacatg tttcaccagt
  2586661 tgcttgagca acaacaaccg ctgtatgttc atacttcggt gcatctgctg gcgcttcttc
  2586721 catcatgcca ccaagtttgt actcagaaac gatgaataat tgctttaagt cttcgttaat
  2586781 agactctaac atagctttca tttctgcagt tggatatagc gtaatgcttg catttaatga
  2586841 cttaccgatt accttctcat tacgggctac ttctaacgct tttaatacgt catcacgcaa
  2586901 tgtcataaat gcatcccatt ttgtttttaa tgcttccgca tcatctaatt gtacagcttc
  2586961 tggcatatca gttaattgta cactttcttc tgttacgcct ggaatgtatg gccatacttc
  2587021 atcagctgta tgcggtaaga ttggtgttac aagtttcgtc aatgcaacaa gaacatcata
  2587081 taatactgtt tggattgcac gacgatcttc atggttcgca ccttcaatgt ataaaatgtc
  2587141 ttttgcaaag tctaagtaga atgaacttaa atcaattgta cagaagttat gaattgcatg
  2587201 atatacagca gcgaagtcgt atgtctcata tgcttctttt acttttgtaa ttaagtcatt
  2587261 taatttcact aacatgtaac gatctacttc acgaagttca gctacagcta ctgtattttc
  2587321 acttggctta aagtcgtcta agtttcctaa taagaaacgg aatgtgttac ggattttacg
  2587381 atatacttct gcaacttgtt ttaaaatatc atctgaaata cgtacgtcag attgatagtc
  2587441 aacagaagat acccataagc gtaaaatatc tccgcctaat tgatccataa ttttcttcgg
  2587501 tacgacgata tttccaatcg acttactcat tttacgtcct tcaccatcta atacgaagcc
  2587561 atggcttagt acacctttat atggagcttt gcctgttaca gcaactgctg ttgataatga
  2587621 agagttaaac caaccacgat attggtcaga tccttctaaa tataaatcag ctggacgttg
  2587681 taagtcatcg cgctcttcta ataccgcttg gtgagaagaa cctgagtcga accatacatc
  2587741 catgatgtct gtttctttac ggaattcacc attcgggcta cctggatgtg tgaatccttc
  2587801 tggtaataga tctttcgctt cacgctcgaa ccatacgtta gaaccgtgct cacggaataa
  2587861 atctgctaca tggttaattg tttcatctgt aataattgga tcaccattct cagcatagaa
  2587921 tacaggaatt ggcacacccc atgcacgctg acgagaaata caccagtcac cacggtcacg
  2587981 aaccatgtta tgaagacgag tttctcccca tgctggtacc cattttgttt ccgcaacagc
  2588041 ttctaataac tctttacgga atgcttcaat agatgcaaac cactgtgctg tcgcacggaa
  2588101 aataattggt tttttcgttc tccaatcatg tggatatgaa tgggtaatga atgttagttt
  2588161 cagtaacgcg cctacttctt ctaatttttc tgtaattggc ttgttagctt tatcatagaa
  2588221 taagccttca aatccaggtg cttcctctgt taatacacct ttatcatcaa ctgggcaaag
  2588281 tacttctaat ccatactttt taccaacaat gaagtcatct tccccgtgtc ctggtgctgt
  2588341 atgaacacaa cctgtacctg catctgttgt tacgtgatct cctagcataa ctaatgaatc
  2588401 acgatcatag aatggatgtt ttgcaactgt atactcaagt tcgctacctt ttaccgtttt
  2588461 cacaacttca gcattttccc actctaacgt ttttgcaact gtctcaaata gttcagaagc
  2588521 aataatatat ttttcatcat ttacttttac aatagcgtat tcaagttctg gatgaacaga
  2588581 aatacctaag tttgcaggta acgtccaagg tgttgttgtc cagataatgt atttctcatc
  2588641 accttctaat acgttctttc catctttaac agagaatgct acgtaaatag atgctgattt
  2588701 cttatcttgg tattcaattt cagcttccgc taaagctgat tcactcgttg gtgaccagta
  2588761 aactggtttt tgtcctttat agatataacc ttttttcgcc atatcaccaa acactttaat
  2588821 ttgttgtgct tcataagctg gctctaaagt aatgtacggg ttatcccaat cagcacgtac
  2588881 acctaaacgc ttaaattgtt cacgttgacg ttctacttgt tcatatgcat actctgcaca
  2588941 taacttacgg aactcagcaa ctgtcatttc tttacgcttt acacctttat ttgttaaagc
  2589001 ttgttcaatt ggtaaaccgt gcgtatccca acctgggaca tatggtgcac agaaaccagt
  2589061 cattgattta taacgaacga taaagtcttt taatacttta tttaatgcat gtcccatatg
  2589121 aatgtcgcca ttcgcatatg gaggtccatc atgcagtaca aataaaggac gacctttcgt
  2589181 atgttcttgt accgtttcat aaatattcat ttccgcccac ttttcttgca ttgcaggctc
  2589241 acgttttggt aaattcccac gcattgggaa ctctgttttt ggcattagta atgtattttt
  2589301 gtactccatg ctcaattcct ccttacatgt ataaaagaaa gacctaaaaa acggaataaa
  2589361 aaagagactt tctcatccca aaaagggacg agaaagtctc ccgcggtacc accctagtag
  2589421 atcctatacg tatgtataca accctcttta tattcttaac gcgaatatac gcctacgctt
  2589481 actctatttg ttcagcgcgg aactccaggg tgatattccc attatctcct tatcctgagc
  2589541 ttacaccatc ctcagttcgc tatataaggt atgaaaaagg tacttatccc tatcttcgtt
  2589601 tttcttaata aatatgttgt ttaaaattat atgtaataat gagaaaaacg tcaagcttac
  2589661 actgtttctt cttttttcaa cagctcatct acttcgtctt ctaactcaat tagtttatcc
  2589721 caatcatcgt tgtttaacat ttcaagctgt gtttctaata acatacggaa acgagtgcgg
  2589781 aatactttcg cttgtttctt tagctcttca atatcgaaag caacttttct tgattttact
  2589841 aacgcttcat taataatacg gtctgcattc ttttcagctt cacgtacgat taattttgct
  2589901 tctttttgcg cattacgttt tacttcttcc gctgcttctt gtgcaacaac gatagatttg
  2589961 tttaacgtat cttcaatatt agagaaatga tctaatttcc cttctaattg cgcaactttt
  2590021 tcttctaaag cttttttctc acgaatgact aattcataat ctttgataat ttgatcaaga
  2590081 aactcattta cttgatcctc atcatagcca cggaatccgc gaccaaattc tttgttatga
  2590141 atatctaatg gtgttaacgg cacaacgcca cctccaagta gttatctaaa tttcctcttt
  2590201 caattatatc ttttcttcga caaaatagga ggatttcctt ctaaaaaacc aatcatttta
  2590261 gtataccata caaaattctc catttgtcgc gctttgttct accttctaca gaaaacaatt
  2590321 tacttcttcc ataccctctc actgaaaaaa catctcctgg ataacattca taagaggttt
  2590381 gctccactgt tttccaattg acttttacta aaccattttt tatgaaaggt tgtacttttt
  2590441 gtctagatat atgtaacatt tcagctaaca taacatctaa acgaagtgaa gaaaccgttc
  2590501 cagatttctc tccccatgtt tcttgtatct gtagaatttt ttctcctttc actggtgata
  2590561 aggagacttt cactttccct atagattgta agttcatctc aatataagat acaacttctt
  2590621 ttgcgactac aatttgggca cgatcttctt gaagcaaaat atcaccacat ttttctctcg
  2590681 ttaaaccgag agacataaat gtacctaata tttgcctatg ctctagcgta taaaacttgg
  2590741 aaggatagtc aatttccaat ccttctactt gaaattcctc ttcatttact actagataat
  2590801 ccggataaat gagtgctctt ttacgctctg cacgagacgt tgcaccatca aactgtacag
  2590861 caatatcccc ttgtcctatt accatagtga caatttgttg ttgtcttgga tcaagaaagt
  2590921 ctgttaactt cacttgatgg tactcagccg cctgtttcca ctctaatact ttatccacaa
  2590981 agactacttc atcaggtcta aaatgctcgt agatgctcat tcatctaacc tcttactata
  2591041 agaaatagcc aaataaagtt actaaaccac ttgtagcaag tttcaacgca aaaatcgcaa
  2591101 cgagtggtga gatgtcaatc ataccaagcg gcgggataaa tctgcgaaat ggttctaaat
  2591161 acggttcaca aatacgcgca agaaaatctc cgaaagttga ttcctttgca cctgggaacc
  2591221 atgataggag aatgtaaata ataagtgccc acgagtatat ctcgatagca gtaactaaaa
  2591281 gccttaaaac tgtttccatg gcgtattacc acctctttat atttgtgtcg tcttcttcac
  2591341 cgaataactc tgaaattgca ccaacaatat ctacattttc aggcgtacac ataaatgttt
  2591401 tcggtcctat tttttgaatg tccccgccta tagcgtatac agtaccactt aaaaagtcaa
  2591461 cgatacgtac agcttgatca gtagacattc gttgtaaatt aattacaaca gctcgtctac
  2591521 cttttaaatg gtccgcaatt ccttgcgctt ctgaatatgt gcgtggttct aataaaacaa
  2591581 cttttgaaga ttgctttgct gtttcaatgc tcacaacatt ttgtttcggt tgcgcttttg
  2591641 gaaacgtaac atcttgttgt tctggcggat cttgctgctt cttcatgtct gtttgctcct
  2591701 tttcataact atattgagct gcttcttttt cttcaggtgt atcaaaaaag aagtatttta
  2591761 cttttgacca actcataata agattctcct tccttttacg cttttcctac taaaatcgtc
  2591821 cccaaacgaa tatatgtagc accttcttca attgcaatcg tgtaatcatt agacattccc
  2591881 attgataatt ctttgcatgg tgcatgtaat aattctagcc cctgcacctc tttttgtagc
  2591941 atacgtaact ccttaaaaca gcgtctaatt tcttcctctt cttctgtaaa cggagccatt
  2592001 gtcattaatc ctaccacttc aatcttatcc aattcttgca aactttgaat aaaagaaact
  2592061 gtttcttcta ttgccaatcc ttgcttggat tcttcagatg atgttttcac ttgaataaaa
  2592121 catttcacct tcttattcgc acgtttttga atttcttttg caagtgaaag acgatctaat
  2592181 gaatgtaaat aatcgatttc attaataatt tcttttactt ttctcgtttg taatgatcca
  2592241 ataaaatgcc aattcacttt tgaaccgaaa tgttcgtact tctgtaagaa accttcattt
  2592301 ctattttcac ctaaatcgat aattccagct tcaattactt cgtttgtttt ttcaattcct
  2592361 accgtttttg taaccgcaac gagtttaata tcttgcaaag aacgtcccgc tcgcgcgcaa
  2592421 gattgtttaa ttgcttcgtt tacagttgtt aaatttgttt gtactgtcac ttgctttcat
  2592481 cctccttaaa acctatgaaa ctcaacattc tccctgtctt accttgatca cgacgatgag
  2592541 agaaaaacag ttgttcttca cagcttgtac aaagagatga cattacaata ttctcttctt
  2592601 ttatgcctgt ttgtacacat aatatacgat taatttcttt taaatcaatt gcgtactgtc
  2592661 cgtcagaaac ttttttataa ggaacagaac cgtttactac ttgctctgct gctgttaaca
  2592721 ctcgatcatc aacaacgtaa caacaagatc caattgctgg tccaattgca acatgaattt
  2592781 catcacttga aatcccttct gcattccatt tttgaatcat ttcctttgca atctctttta
  2592841 cagtcccttt ccatccagca tgcgcaagtc ctatcatatc atgtgatggc gcataaaaat
  2592901 agagtggaac acaatccgcg taacaagatg ttaaaagaac atcattatta gtcgtataaa
  2592961 tgccatctgt ttttgaaatg ccgtcttcat atgaataaac gccacttcct ttttcctgtt
  2593021 gtcctacttt ttcaacatga tgatcatgaa cttgttcaga gcaaatccaa ttttctaatg
  2593081 gtttttgtaa cttatttgct aaaatgcgtc tattttcatg aacgttctcg gcaatatcat
  2593141 tcacatgtaa tcctaaattc atcgcatgaa aggagcccgt acttacccca ccatctttcg
  2593201 tcgtaaatcc agcagtaatg tttccaagtt ctttccacgc ttgtaaatac agtataccgt
  2593261 ccacatattt aaatggttct ctcataaggc tgctcctttt aattaaaata acataaaaaa
  2593321 gcatggtact tcctgtctat tttaccatac ttttattttt tcataatcct aacagaaaaa
  2593381 aagaggaatt tgtaatattc tttatgaaat tgtcggtgtt tgtattgatt ctgttacaga
  2593441 attaacagga tttactctaa caagtatgac atcttcccca attttcacaa ttcccttcca
  2593501 aggaattaca atttctatgt cttttccaaa aatccctaac gtacgtgtct gtttagaaat
  2593561 aataatagac tcaattttcc ctgtgttcat atcgatttcg atatctccaa tatttccaag
  2593621 cctttttcca tctgaaacat ttattatatc tttcatctgt aactccgaaa ttcgtatcac
  2593681 tttcatcctc tcccttatat atgacgaatt ttaaaaaata ctatttctta aattaacagg
  2593741 aagcaccctc ttgccaatcc catattgttt tcattatatg aacacagcta ctctactatg
  2593801 agcgtaaaca aactatatga catataaaaa ggtttcacca taaatggtga aaccttatcc
  2593861 ttgaattgtc ttattcattt gtttaatagc tgatttctct aaacgtgaca cttgtgcttg
  2593921 agaaatccca atttcttctg caacttccat ttgtgttttc ccttggaaga aacgtttgcg
  2593981 aataatcatt ttctcacgat catttaaacg cttcattcct tcttttagtg ctagctcttc
  2594041 aacccactgc tcgtcctttt gtttttcatc acttaactga tccataacaa agataggatc
  2594101 tcccccatcg ttataaatcg gttcaaataa tgaaactgga tcttgaattg catctaaagc
  2594161 aaaaacgatt tcttcatgag tcacttcaag cacttttgca atatccattg ctgttggttc
  2594221 ttttgaattt tctgcaatca acttttctct cacttgtaac gctttatacg caatatctcg
  2594281 taatgagcga gatacgcgaa tcggattgtt atcacgcaaa tatctgcgta tttccccaat
  2594341 aatcatcggc acagcatacg ttgaaaattt tacattttgg cctaaatcaa aattatcaat
  2594401 ggatttcata agtccgatac aaccaacttg aaataaatcg tcaacatatt ctcctctgtt
  2594461 attaaatctt tggatgacgc tcagtacaag acgtaagttt ccattcacta atttctctct
  2594521 tgcgcttatc tctccacttt gcatttcacg aaataattta cgcatttcat cattttttag
  2594581 tacgggaagt ttagctgtat caacaccgca aatttctact ttgtttctcg tcaaagtgtt
  2594641 ccctcctatc gggagttgct gtacagtgta aagtatttcc tttgaagggg attttataca
  2594701 tgcggttttc tcttcattct tcattttcgt tgtctctcct catacaacga aagagaataa
  2594761 gaccagccta cataacggct ggtcttattc tttacaccat tttattaaat tcttttcgta
  2594821 atctttttat gattcttttt tccaaacgcg aaatgtatga ctgtgaaatc ccaagcatat
  2594881 ccgccacatc tttttgcgtc ttttcctctc ctccagcgag cccaaaccga agttccataa
  2594941 tttgtttttc acgatcattc aattgatgta atgctttcat tagaagatga cgatcaacag
  2595001 tagcttctaa atcttttgta ataatatcat cgtctgtccc taatacatct gataataaaa
  2595061 gttcattccc gtcccaatcg atgttaagtg gttcatcaaa agaaacttct gaacgatttt
  2595121 tattattgcg gcgtaaatgc attaagattt cattttcgat acaacgtgag gcatatgttg
  2595181 ctaattttat tttcttttct ggattaaatg tatttaccgc tttaataagc ccgattgttc
  2595241 caatgctaat caaatcttca atatttatcc ctgtattttc aaactttctt gctatatata
  2595301 cgactagccg taaattgcgt tcaattaata acgaccttgc cgcctgatct ccttttggca
  2595361 atttatttaa taaaacttcc tcttcttctt tcgttaacgg cggtggtaac gcttcacttc
  2595421 caccaatgta ataaatttca tcggtcttaa ttcctaattt caacaatact ttataccaaa
  2595481 ggtatactaa ataaaatttt aatttcatca tattatcccg cctcccatta ttaagcaatt
  2595541 accatttttt gcgaaatcaa catttttgga tgcacaatac attgatactc tccattggtt
  2595601 gacaactgtt gtgtatttaa tccaatcaat actttattca cgacaataga actaccttca
  2595661 tgataaattt gtacactttc tggcttaatt gcccataaaa attgattctc tactcctact
  2595721 gctcgaaaag gaattaagcg taattttgtc gcccacccag aatcattttc tggtatttga
  2595781 ggaatctctg ttttggaata aatttgttct gttaaccaag ctggcaaaca atgttctaat
  2595841 gatgaaatat gcataatcat aacaggtgtt ttcgttaacg ggtcgtaaag ttgattccca
  2595901 ctatcaatta aacctgcgag ttctagctcc tcttcagcta attgaatttt caatttcaca
  2595961 atttgatcat agtgtatttt tgtaacctct acgctttcaa tacgcttttt agaaaaataa
  2596021 taaatgactg gaaaaccaaa aataacgaac aaccaactaa ttgggtcacc gtaagaaatt
  2596081 gattgagatt gaaccaaccc atttaccatt tcattcgttt gcaaaaagaa atgagtgccc
  2596141 attaatcctc cgccaaccat aaaggttaca aagtaaaaag taaaaacagt ttgtgtataa
  2596201 tttctaaatg ttgtaaaccc aaatgctgta tacacgataa gtaacgagta cagtagtttc
  2596261 ataatcggat gtgtcatcat agaagcaaaa ggagtaaagg caaaaataac aatggttgaa
  2596321 cctataaatg cccctaacac aagcctccat cttttgatct tcttttttaa cacggtagct
  2596381 gttaataaaa gtaaaagaaa atcaatgcag gcgtttaaca accaaacaac gtcggcgtaa
  2596441 acaaccaaac aattcacctc tttttttaag ttgagactag tataatgcat atccaatagg
  2596501 aaagtgtgtc aatttgcgga ggtgtttttt tgttattttg tgctttctag acataatctg
  2596561 tcggtaaaaa ataaaagtat atgtttcata gaatgctata tttttttact tacatataaa
  2596621 gtgacacttt aatcaccacg taccaatcgg gctgtccggc aaagagcggg atagattgaa
  2596681 atatataaaa taaaaaagac ctgcttagca gatcttttcc ttgtataaaa caaaaaagga
  2596741 gcatgaatgc tccttttctt ttatcgtcta cggcgattac gtaagaatgc tggaatatcg
  2596801 atatcatctg aatctgaatc tgaatgacgc tcatgtacaa ccggctcttc acgcttcatt
  2596861 tcacgtttta cttcacgttg ttttggtggt tgcgctactg gctgttgctg ttgttgcgtg
  2596921 tgattcacat tcggacggat aattggtttt ggtggttgag ttgcaatgct atcatcaaaa
  2596981 ccagttgcaa ttacagttac aacgatatca tcttttaatc cttcattaat aacagaaccg
  2597041 aagatcatat ttacttctgg atctgaagct gaagctacaa tgtctgctgc ttcttgtact
  2597101 tcgtataagc ttaaattagc tccacccgta atgttcatga taacaccttg agctccatca
  2597161 atagatgttt ctaataatgg actagaaatc gcttttttcg cagcttcagc agcacgattt
  2597221 tctccattac cagaaccgat acccattaaa gcagaacctc tattagacat aattgttttt
  2597281 acgtctgcga agtctaagtt aattaaacct ggtgttgcaa ttaaatcaga aataccttga
  2597341 acaccttgac gtaatacgtt atccgcttca cggaatgcct ctaacattgg cgtgttttta
  2597401 tcaacaatct ctaataagcg atcgtttgga attacaataa gtgtatctac attttcttta
  2597461 aatgccgcaa taccagatgc cgcttgtgtt gcacgcttac gtccttcaaa tgtaaatgga
  2597521 cgtgttacaa caccaactgt taatgcacct agttcttttg ccacttgagc aacaactgga
  2597581 gctgcaccag ttccagttcc gccgcccata ccagcagtta cgaagaccat atctgcacca
  2597641 cgaagtgctt cttggatctg ttctttactt tcttccgcag cttttttccc tacttcaggg
  2597701 tttgcacctg caccaagtcc acgtgttaat tttccaccaa tttgcatttt cgtttcagct
  2597761 tttgatagat ttaatgcttg tgcatcagta ttcacagcga taaagtctac accttgtaca
  2597821 ccgtgttcaa tcatacggtt tacagcattg tttccgccac cgccgacacc gataactttt
  2597881 atattcgcta attgatcttg agtagtatca aactctaaca tgtcgaaatc cccctagaac
  2597941 ctcatttttc gtgtccaatt ttaatcccat aaataacgga atacacgttt tacttttgac
  2598001 atcatacggt catcattttg attattattg ttttgattac gagttttttg tttcgcaggt
  2598061 tgctgttgta ccggcgctgg agctggtact ggttcaaaat gctcttgctt ttcctgcaca
  2598121 tttttcccac gtaatttagc tttttgataa gaatgtttaa ttaatcctac tccacttgta
  2598181 tattgtggct cacgcacgcc aatataatca ggagtcgcta tacgaacatt ttcatgtaaa
  2598241 atatcatatg caagatcaag gacacctggc atagaagcaa ttccaccagt tagtacataa
  2598301 ccagaagcta cttgctttac tcctaactta cgcacttcat cttgaacaaa cattaaaatt
  2598361 tcctctacac gagcctctat tatatccgat aattccaact gagaatattg ttctgtttgg
  2598421 tcgcttccca taataggaac cgtaaacatc tcttcttcag atgctgtatc ataaaaagca
  2598481 tgtccatatt tcaacttaat ttgatctgca ttttctgttg aagttttcaa cccaattgca
  2598541 atatccttcg ttatatggtc tccacctaat ggtaatacgc tcgtcgcttg taactctcca
  2598601 tctttaaaaa tagataaagt tgtagatcct ccgcccatat caacaagggc tactcctcta
  2598661 tttttttcat ccgaagatat agcaactgtt gcagccgcta aaggttgaag acaaatatca
  2598721 acaatttcaa gacctgcttt ttctacacaa cgaagtaggt tatgtagtaa agttctcgag
  2598781 cctgtaataa gtgtaccttc catttctaat cttacaccga tcatcccgcg tggatcgtta
  2598841 atctcgtcaa gaccgtctac aatgaactgt cgaggtacca catcaataaa ctcacgttct
  2598901 ggagcaattg acacaacttg tgctgcatct agaacgcgta agacatcttc attcccgatt
  2598961 tcacgatctt catttgaaac agcgactact ccgtgacaag gaagtagctg tacctggttt
  2599021 gcattgacac ctactacaac ttgctcaatg tggattccca ccatacgctc agcttgttca
  2599081 attgcttttt taattgatcg aacagtctcg tctatatcaa ctatcgatcc cttctttaaa
  2599141 ccatttgatt tcacatttcc aacaccaata atgtttaagc tgtcattaac catttcacca
  2599201 atgatgactt taacattgga tgtaccgatg tcaagactaa catatatttc attgctgttc
  2599261 attctttggc acctccttct ttatttatac catacaactc aatatatgga acaacaatcg
  2599321 caactttact atttataaga aaaatattca acgtctttat acgtttccct tttttaaccc
  2599381 tatatttttc ttatttttat ttaacattca tttaagaata tcgcagtaaa ctatgaataa
  2599441 ctgcttatct tgaaataatt ctatttcaag tgtaaagatt accgccaagt ataagtctac
  2599501 actaagatgt actcatagaa aagtgaaact tgtaccaatc ctagtatgaa tctaagaatt
  2599561 tttacatatt tttcatcaaa tgaaccattc ttgtaaattc ctatgcatca agcagaacat
  2599621 tcgtttcgtt ttttctacga taacgtattg aaaactatca ttctattctt ttttcttccg
  2599681 ctcctaattc ttttgtatat gcccctactt ctaagtcaat taataccttt ttacccggct
  2599741 caattgtttt taagataagt ggataggttt ccatacgctt tgcgaaattt tgaatcgttg
  2599801 tacttacttc atacccttca ttcatatata aagtaagatg gtcttcattc gcattcgtcg
  2599861 gtgaataacg aatttcagaa atagacctta aaatagttgg tgttaatttt tcaagctcag
  2599921 caattaactc cttcatcttc tcctctttaa aaggttcaaa aattggcgct gcaacaggaa
  2599981 gctttccgtt cgggagtaca tcaagtgttt tcccattctc taataacggt tgtaatttcc
  2600041 catctttgtt tatataacca atcgttaaat attcctcaat atgaacgtca attttatttg
  2600101 gaaaacgttt ctttacattt actgctttaa tttcttttcg tttcgttaag ttttcttctg
  2600161 ctttatgtgc tgtcacccgg aaataacttg tatcatacgt cacacctgat tccttcatca
  2600221 cttgttcatc tgtcatataa tgatttccaa acacacttat cttttttata ttgctaagcg
  2600281 gagatcgaaa ataaattaaa aagagcacta ataaaaataa aattgatatg tataaaatca
  2600341 accgatgatt aacatttttc ttctttttct tctgttgatt ttttaacttt ggtacacgat
  2600401 cctgtagttt aatcacttta ctatttttca tgtacgatcc ccctacgtaa cataaagaac
  2600461 ggcatgttcc tcatgccgtt cttatcttct tattataaca taaatgataa tgagcggaac
  2600521 gaataaccgt tatcttccaa tgatttctac ttctgtatgc atttctacgc caaatttatc
  2600581 cttaattgtt tgttttatta atgcaattaa agataagaca tcttgcgcgc tggctccccc
  2600641 agtattaata ataaaatttc catgcatttc agaaatttga gccccaccta tttgataacc
  2600701 acgaagccct gccttttcta ttaaatctcc tgcaaagtat ggagttggat tccgaaacac
  2600761 acttcctgca cacggatgat tccatggctg tgtttcacga cggtaatctt tattcttttg
  2600821 cataacactt acaattctct cacgctcacc tatctgtaat tgaaactcag cctccaaaac
  2600881 aataccagga cgtttcgttt gcaatacaga tgtacgatag gaaaactcca tttctccatg
  2600941 cgttaaccag tcaattgttc cgtcttcaaa caaaataaga gcttttgata atatgtttga
  2601001 tatatccgat ttatgtgctc ctgcattcat atacactgca ccgccaacac ttcctggaat
  2601061 accacttgcg aactccagac cggctaaccc ttgacgacta agtaaagttg ataatttaat
  2601121 taggggatac ccaccaccaa ctcttactct atgtttttcg acttctaagt ggtctaatcc
  2601181 ttctcctaaa cgaataacga caccttctat acctagatca gatacaagaa ggttcgaacc
  2601241 acgaccaatt acagtccact ttgttttata tttctttact aactgtaacg ttttttcaat
  2601301 accagcaaca cgctttggca caattaaaat atcagctggc ccacctattt tcatagtggt
  2601361 ataacgtgct aacggttcat ccactaacac gcgaccaaca tttgcttgta taagctcatt
  2601421 tactaattgc tccataaaca atctccccca tactcagcat ccttattaca gtagtatgca
  2601481 gggcgttcac ctaacgttat ttttttacaa gcttattcat gacttcatac agcttatttg
  2601541 ctgcatctgg aatacctaat tgcccagcag caagcttcat attttgtaat gtttgtgcat
  2601601 ctaataaaat ctcatcaata tcacgaataa gtgtttcagc tgttaaatct ttttcaagca
  2601661 acatttttgc tgctccttta tcgacaacag aacgtgcatt tttttcctga tggttatttg
  2601721 ttacatacgg actcggaatt aacacactcg gcttacctaa cgctgttaat tctgcaagtg
  2601781 ttgttgcccc agctcttgaa acaacaagat ctacacctgt aagtacttct ggcatattat
  2601841 gaatgaaagg tttaataata acattattcg gattcccttt ttgcttcact gcttccatca
  2601901 ctttgtcata atgaacttca cctgttacat acaatatttc gtaactttta tttccaaact
  2601961 gttcaatcgc ctctacgaaa gcatcgttaa ttggtctagc cccacggctt ccaccaaaaa
  2602021 taagcacgga ttttttagga agggataaac ctactgaacg ttttcctttc attccatttt
  2602081 gatccattac ttctgacgct cgtggatttc ctgtcatgac cacttttgac tgtggaaaat
  2602141 gttctgcagc cgcttcaaaa caaactgcaa ctttatcaac atagcggctt aaaaatttat
  2602201 tcgttacacc aggtacacta ttttgttcat gtacaatcgt tggaatacct aattttgccg
  2602261 cagcatatac aacaggtcca catacatatc cacccgttcc aattacaata tctggattga
  2602321 aacgacgaat atatcgctta ctgtcttgta caccttttag gaaacgcatc accgttttca
  2602381 cgttatctaa cgatatttta cgcttaaatc cacttataac aatagattga aacggtatac
  2602441 ctgcttttgg aacgattgta ctctctaatc cattttccgt accaatatat aaaaaccttg
  2602501 cttccggatt taattttttt atttctctta ttaaagcaag agccggataa atatgacctc
  2602561 cagtgccccc accacttact aatacacgca ctactaactc ctccgcttct ctttttctta
  2602621 tttcagtcgt atttatttct atatacatat tgtttcttca cgcacatacg aaaaaccctg
  2602681 tcttataaaa cagggtttag tagcgagaat ggcgacttat atttaataat acacctactg
  2602741 ccattaacat taatgtcaaa cttgatccac cataacttaa aaacggtaaa gtaatacccg
  2602801 taacaggcat caatcctgtt acaacaccaa cattaatcat tacttgaatc gcaatcatcg
  2602861 ccacaatacc tactgctaaa aacgtaccat ataaatctgg cgctcctaaa gctatacgaa
  2602921 tcccacgcca taataataga ctaaataata ataacacaaa tgaaccacca ataaaaccta
  2602981 attcctcgga taagattgca aatataaagt ctgtttgggg ttcaggtaaa taaagaaact
  2603041 tttgtcgact ttgtccaagt ccaagcccga ataatccacc cggtccaatt gcgagtaacg
  2603101 attgaataat ttgaaatcca cttccaagcg gatctgacca cggatctaaa tatgatgtaa
  2603161 tacgtttcat ccgatacggt gctgatgcaa ttagccctac aaatcctgct acaccaagca
  2603221 aaccaaacat tgcaaagtga aagacccttg ctcccgagat aaatatcata atgatacatg
  2603281 tcccgaccat taccgttcct gtaccaagat ctggctgtaa cataatcatt ccgaaagcaa
  2603341 gaaatacaaa acctagagct ggtagtaaac cacgtttaaa agaggtaatt aatttttgtc
  2603401 gttccgctaa aaatttcgct aagaaaataa tcatcgcaaa cttcataaat tcggacggtt
  2603461 gaatggaaaa tgccccgatt ccaatccaac ttcgcgctcc tcctcgaaca agacctactc
  2603521 caggaataag aacgagaata agaagaatga agcaaactag caaaattact tttgaatacg
  2603581 tacgccacac ccaataatca attttcataa taaaaaacat agccactaca ccaagacctg
  2603641 cgaatagcaa ttgccttttt gcaaaaaaga atgagtcccc cattttataa gaggcccaaa
  2603701 ccgcactcgc actataaacc ataatcattc cgattgttaa caacgcaagt gtaacgatga
  2603761 tgagaataaa atcaggcgtt ttcttcatta cccataaaca ccacctcttt aggcagaaac
  2603821 ttttgcccta tgtaacaaaa catcagtagg tgttagccta ctgatgtttt gatttacttt
  2603881 atataagttt atgcacagct tgtataaaaa tgtctcctct ttcttcaaat gttttaaatt
  2603941 gatcccagct tgcacatgct ggagaaagaa gaattacatc gccatctgta gaatgagcat
  2604001 aagctttcac taccgcttca tctaaagtat cgacactttc aattgtatct agtcccgctt
  2604061 tttctgcggc tcttactaat tttggagcgg tttgtccaaa tgttacaatc gctttaacat
  2604121 ttttgaaata cggaattaaa tcatcgaact cattcccacg atcaagtcca cctgctaata
  2604181 acacagtcgg ttgtgtaaac gcagataaag ctttctctgt cgctaacata ttcgttgctt
  2604241 ttgagtcatt ataaaactta cggttgttta tagttgttac atattctaaa cgatgtttta
  2604301 cacctgtaaa acgttttaac accgccgtaa tcgcttcttt agaaacaccc aataattttg
  2604361 cgatactcat cgctgctaaa atattttcta aattatgttg tccaggtaaa acgatatcgt
  2604421 ctacttcaac aactttttca gctttaaaat aaagagcatt atcttttata cacgcaccat
  2604481 cttcaatttc tttcgttgtt gagaatagta ctttttgacc tttactataa gcagataaag
  2604541 ccatcacatc tgcatcatct gcatttatta cactataatc attttctgtt tggtttttaa
  2604601 aaatatttgc ttttgctaaa ccatattctt tcttcgtccc atgataatct aagtgggcct
  2604661 caaataaatt taaaaacgca gcaattttag gttggaacaa ttctactccc atcaattgga
  2604721 acgatgaaag ttctgtaact acaacttcat tttcttttgc atcctgtgca acttcacacg
  2604781 ctacagttcc aatgttccct gcaattaccg gatgcttctg tccttctttt agcatttcaa
  2604841 atgtaagcat tgtcgtcgtc gttttaccgt tagatcccgt aatcccaaca aatggtgctt
  2604901 ctgaaatacg atatgctaat tcaacttctg taacaattgg aatttgcttt tctttcgcag
  2604961 caactaatat tggattagaa tacgggattc ctggattttt tactacaaga gaaatatttc
  2605021 tctctaataa ttctaaagga tgaccaccgc atacaacgtc cattcctttt gcttgtaatt
  2605081 ctgcagcgag tacattttct gctaacggct ttccgtcatt tacaataaca tttgccccta
  2605141 acttttgtag caatgtagct gctgcataac cactttttgc aatgcctaat acaagaatat
  2605201 ttttattttg aaattcagtt acagttttca attacatcca caccccgata taaattccta
  2605261 acacagctaa taaaaatcct acagaccaaa acgttacaac aacacgccac tctgaccaac
  2605321 cacataattc ataatgatgg tgtaatgggc tcattttaaa gacacgtttt cctgttgttt
  2605381 taaatgaaat gacctgaata ataaccgata aagtttccat tacgaatact ccgcctatga
  2605441 ttacaagtag caattcttgt tttaataaaa ttgctacggc tgcaatagct ccacctaaag
  2605501 ctaaagaacc tgtatctccc ataaacactt ccgctggatt cgcattgaat actaaaaatc
  2605561 caagtacagc tcctacaacc gccatacaga atatcgctac gccaaattgc tcttgtgcaa
  2605621 cagcaataat actaaaagct ccaaatgcaa tagcagctgt tcctgataat aaaccatcta
  2605681 aaccgtcagt taagttaact gcatttgatc caccaataag cataaatagt acaagtacaa
  2605741 aatacgccca acctaattca aacttaacat ccgttcctgg aatcataatg tatgtgtgga
  2605801 acgcttgccc ttttccaata aaaaagaacg caattgcaat aacaagctga cctactaatt
  2605861 tttgttttga tgtcaaacca agatttctct tcttaactac ctttatgtag tcatctaaaa
  2605921 acccaatcaa tccgtaacca aatgttacta atagtaataa cgaaacttct gcacctaaat
  2605981 gattaaactt aatcgccata ataagtgaag ttaccatcat agatacatat atgacaatac
  2606041 cacccattgt cggtgttcct gatttttttt gatgtgactt tggtccctca tcacgaatac
  2606101 tctgtccgaa ctttaatttt cttaaaaatg gaataaacaa tggcgaaagg gcaacagaaa
  2606161 ttaagaatgc taccccagcc gttactaata aaccttgctc aagcacatgt agtcctcctc
  2606221 tcacgttgtt actcttcgtt gtttaaacgc tctgtaattg cttctttagc gacttcacga
  2606281 tcgtcaaaat gatgaacatc tttaccaata atttgatatg tttcatgacc cttaccagca
  2606341 ataataatga tatcatctgc tttcgcttta gtgatcgcat ggtgtattgc ttcttttcta
  2606401 tcaataatca cttcataatt atttccattt gcaccatgta ccatatcatc taaaatagcc
  2606461 gctggatctt cacttcttgg attatctgaa gtgtaaattg cgtgagttgc atattgtgtg
  2606521 gcaacacttg ccatgattgg tctcttcgtt cgatctctat caccaccaca accgacgatg
  2606581 caatatacgt caccttttgc aaactgcttt gctgttttca atacattttc taagctatct
  2606641 ggtgtatgtg cataatcaac aataactgta taattttggc caccatcaac tacttcgaaa
  2606701 cgtccaggaa ctccagctag ttcctttatt acatcaatga ttgtttccaa acttacacca
  2606761 gaaacaagtc ctgccgctgt tgcagctagt acattatata cattaaattt cccaattaat
  2606821 ttcatcgtaa catttacact ttcatacggt gttacaagcg taaatgtagt tccaccactt
  2606881 gtcatagcga tatctttggc cataacatca cttgttgtat caattccata cgttacaaca
  2606941 gttgctgcag tacttctcat atattccact gttacagcat catcgttatt cagtaccgcg
  2607001 tatttttcgc gattatgatt ataactattg ccaagttgtg caaatagcaa cccttttgca
  2607061 tgtttatatt cttccatcgt tttatggtag tctaaatgat cttgtgttaa atttgtaaac
  2607121 accgctacat cgtaatcaca tccgtgtaca cgaccaagat ctaaagcatg tgatgaaact
  2607181 tccattactg tgctatccac accgtgttca accatttttg caaacgtctg ttgaagtgtt
  2607241 agtgcatctg gcgttgtatt tttcacctca aatgtttcat caccgatttt catattaatc
  2607301 gttccaatta gccccgtttt atgaccatgt gcgcgcataa tctcatccat aatatgcgat
  2607361 gttgttgtct ttccatttgt acctgtaata ccgattaaat gtaacttgtg tgttggttga
  2607421 ccataaaaat aatcagctaa aaccgctaac gaacgaaaag tgtttttcac aagtacaact
  2607481 ggaacgtcaa catcaattgg tctttccgca acaatagcag ccgctccttg tgccgctgct
  2607541 tgcttagcaa aatcatggct atcaaccgta taccctttca tacatacaaa taagcttccc
  2607601 tctttcactt tacgtgaatc agcttctata gatgtgattt ctggattttc ttttggaaca
  2607661 actggaaaat catgcaaaca tgatacaagt gtatgcaact tcatttcact aaaccctctc
  2607721 tacattgtgt atttatctct tttattaata agcaacacgc tacctcctaa ttatgtaaaa
  2607781 taggaggtaa gcgctactgt gtctaataaa tagacttatt tataactgag actcttacgg
  2607841 cctcaaatta agtaactctt ctataaagaa ctcacttcca ccaattgtac cataaaacgt
  2607901 actaggttac ctttaattcc cgaagtaaat tctaattttt gagccttctt tcactttagc
  2607961 tcctgcttct ggggactgtt taatgacttt ctctccgtct ccacttatat caagcttcaa
  2608021 atcgacgagt tgcgtctgta aatctttctt tttcatacca attaaatttg gaacttccac
  2608081 agttggtata tcgccccatt tatattctct ctcaacctgt tcttttctcg gtttcactcc
  2608141 cataacagga agtgcatccc gaagaatatt tccaacaatt ggagctgcta ctactccacc
  2608201 aaattgcgtt acacctttcg gattatcaac agctacataa acaacaattt ctggatcatc
  2608261 tgctggagca aaaccgataa aagatacgat ataattattc tctaaatatt taccatcttt
  2608321 cactttttgg gccgtacctg tttttccacc tacacgatac ccatcaatga aagcaccttt
  2608381 accagatccc tttgctacaa cattctctaa tgcataccga actttttctg aagtttcctt
  2608441 ggaaataact tttcttttgt ccacaggtgt ctttttactt acaacttgat tatttttcgg
  2608501 atctataaat tctttagcta tatacggttg atacaatgtc ccaccattta cagccgctgc
  2608561 taccgccgcc acttgttgga ttggcgtaac agaaacacct tgaccgaatg aagttgtcgc
  2608621 ttgctcgact ggaccgactt tatctaaatt aaataaaatc ccactacctt caccttgcag
  2608681 gtcaattcca gttttctgtc caaagccgaa attacgaatg tatttaaaca accgttcttt
  2608741 accaagacga tcacccagtt caataaatcc tgggttacaa gagttttgaa ctacttctaa
  2608801 aaacgtctgg ctaccgtgac ctcctgcttt ccagcatttc aatctagctc caccaacttc
  2608861 agctgctcca tcatcataaa acgtatcttt ctctaagtct actaaatttt cattcaaagc
  2608921 tgcggctaac gtaatgattt taaatgttga acccggctca tacgtactcc atactggtaa
  2608981 atttctattg tacacttctg gagaaacact ttgaaaatct gctggatcaa agctcggccg
  2609041 actcgacata cctaaaattt caccattttt cggattcatc gcaatcgcaa tcataccatc
  2609101 tggattgtat gtcgattctg caatattcat ttctctttcc ataattctat taatacgtgc
  2609161 atcaattgtt aagcctaaat tcaaaccagc ttctggtttt ttgaaatcat caccaacatt
  2609221 aggcatcctt tgtccttttg catctgcaaa aaaacgcaca tgaccttcat caccatttag
  2609281 ttctttatca taatattttt ctagccccat aagaccttgg ttatcactac ctgcaaaccc
  2609341 taatacgtgt gataaaaagt tgccaaatgg atagtaccgg atagagtcct ctgcgatata
  2609401 aacacctttc aaacttaatc ctcttacctc tttcgcttta tcatgtgata ttttccttcc
  2609461 gcctttatct aaccttacaa ttgattcttt ttttgtaatt ctcttataaa tctcatcttt
  2609521 ttccacacct aatactgcag ctaacttctc tgcagtctct gctggttttt caatttgcct
  2609581 cggtacaaca aagacagttg gagcactttt attcgtagca agttccacac catttcggtc
  2609641 taaaatcttc ccacgctcag gttcaaaagt aatattacga ctccatgaat ctttcgcacg
  2609701 atccgttaac atatttccaa gaaaaaattg cacatatcca agacgaatat cgatgatagt
  2609761 gaaaataagt atacctgata tgagtataaa aataagtcgt tttctaactg ttacatttga
  2609821 tacacgcata ttggaacaag cctcccttac gcctagcttg ttccaatata tgcttgtact
  2609881 tatttaatta gaacatcttc tcttttacca ttacggtttt tctgcttctt gttgtggttc
  2609941 aagtggcggt acaagtgtta cacctaactc tgtaccaggt tgcaacaatg ttccttctgg
  2610001 cacactttgt tcagtaacgt atccggtacc agtaggtttt aggttaagct ttaatgtttt
  2610061 tgctaaattc ataacatcac gcagtgccca gccttgtata ttcggcattg taggtttatc
  2610121 tcccactaag aagactcggt cacccttcaa tgtttgttca gttgctttcg gcacttgttg
  2610181 ctgtactttc ccttcaccta atacgattgg acgtagtttt gctttatcaa tggctttttt
  2610241 cgcttcttcc atcgtttttt cggttacatc tggaacagcg gtttgttgct ctttcacata
  2610301 tttcttcgga tctttcactt cattaggctt aatctttaaa tactctaaac tattcttcgt
  2610361 tacatattta aaaatatcag ctaaaggttg tgcaccgctc tcatcatctt tcaatttcgg
  2610421 ctttttaaca gctacataca caacaagttg cggatcgtcc ataggtgcca tacctaagaa
  2610481 cgagaatata taattctctc ttcccgtcat atagccacct tttccatccg gaatttgtgc
  2610541 tgttcctgtt ttaccaccaa ctgaatatcc atcgacttta taagcagttc ctgttccttt
  2610601 cggtgatgta acaacacgct ctaataactg tcttacttgc gctgctgtct cttttgtaac
  2610661 aggttttccc acttcttctg gtttatgttc taattttact tcctctgtta tcggatctac
  2610721 aattttatca attgtataag gtttcatcat tttcccatcg ttcgcaatag cagttgcagc
  2610781 ttggacaagc tgaattggtg ttacagtaga accttgtcca aaagctgttg ttacttgctg
  2610841 tatttgctga tcgaatacaa tggtatttga accttcacca ggtaaatcaa tctttgtttt
  2610901 ttcatctaat ccaaagctat gaatatattt tcgaaaacgt tctggaccaa gtttttgatc
  2610961 ccctaaaatt gcaaatgcta cgtttgaaga gcgctctact ccttcatcaa atgtgataga
  2611021 tccccatcca gcgccgccat tatgatcttt tattttgcgg ttcccaactg gatatgtacc
  2611081 agactgataa taatcttgtc ccttatacac accttcatta atagctgctg ctagtgtgaa
  2611141 aattttcatt gttgatccag gttcaaatgc atttgcgatt gcatcattat aaaaatactg
  2611201 attattttcc tggttcggat cataactagg cttactagac attcctaata ttttccctgt
  2611261 ttttggatcc gcaacaattc ctattaagct ttctggttca taatgtttac tcgcttcttt
  2611321 cattgcatct tctaaataac tttgaatacg ttggtcaagc gttaaatata cattatctcc
  2611381 atttttaggt gcttttacgt ttacttttcc accgtcaaga gatacgcctc tacgatcgcc
  2611441 tgtataagct acttccccat gagaagctcc taaatactta tccaaactct tttctaaacc
  2611501 aaattgccct atagcaatcc ccttatcatc aggtctcgca tgacctacga cataagatgc
  2611561 gaaatcaccg ttcggatata ctcttgcatt ttcagtaata aaagatatac ctggcaattt
  2611621 taatgcttca atttgttcct tttgttcttt cgtcaagccc ttacctaatt tcccaaattc
  2611681 cacttgactt ctatcttctt tatttaacgt agctaaaatc ttctcttcat cttttccgag
  2611741 tacgcccgca attttcttgg cggtatcctc cttatcctca accggcttcg caccttttaa
  2611801 ttccgctaca agtttataag agtttgcatc ttgcgctaat acatgaccat tttgatcata
  2611861 gatcgtcccg cgatttgctt ctagaactcc tgttttacta tgtttttgct tagcaagttc
  2611921 attcaaatct tgattatgaa ctgatcctgt tgcttgtatg taaaaaaatc gggctaataa
  2611981 cagcaaaaag agcaggagga ataaaatcat aaaataccct gctcccttat tggtatgaaa
  2612041 tttagtcata tttctcttca ttttcccttc acacctattg ccttatttga ggcctttcac
  2612101 attatttgca ttaatttcta gcccgtgttt ttttgcaact tcagcgattc gttcataacg
  2612161 acttaacttc tctacttcag cctgtaactc ttgattttct ttttgctgct gtacaatttt
  2612221 ttgttctatc gtcgcagctt ctacattaac ttgataaagg cctgctttat ttccaataaa
  2612281 cgctacacag gcatacaata aaaagccaat aaacgctaca tacaacagtt tttcgattct
  2612341 tgtaatcttc gctttagctt ttggctgaac catttgctgt gggggcgttt gaatctgaac
  2612401 ctcttcttgc gcttgttgtt tgtactttac agctaagtta ctcatacctc tctccccttt
  2612461 ttatcgtttt tcagcgattc tcaatttcgc agaacgcgct cgattatttt cttctaactc
  2612521 tatatcagaa ggtaaaatcg gttttcttgt aataagcttt aacttcggct taaattcatc
  2612581 aggaataatt ggtaatcctg gcggcaattg cggcgttgta ctatttcgtt taaacgtcgt
  2612641 tttgcaaata cggtcttcta aagaatggaa tgttataaca ctaactcttc cgcctggctt
  2612701 gaccatctca attgcagatt ccaacgcttc ttcaaacact ttcaattcat catttaccgc
  2612761 aatacggatt gcctggaaca ctcgcttcgc aggatgtcca cccgttctac gagcaggagc
  2612821 tggaataccc tctttaatta gttctactaa ttcccctgtc gtttcaatag ctttattttc
  2612881 acgatacgct tcaatttttc ttgctatttg ttttgaaaat ttctcttcgc catactggaa
  2612941 gaaaattctt acaagttgtt catatgacca gctatttaca acatcatagg ctgttaatgg
  2613001 ggcatcttga tccattcgca tatctaacgg tgcatcatga tggtaactaa agccgcgctc
  2613061 tggtgtatct aattgcgggg atgaaacacc taaatcaaat aaaataccgt ctacttctgt
  2613121 tatacctaat tcctgtagtt tttcagatag gtaacggaaa ttacttttta ctgttatgaa
  2613181 ctgctcaccg tatgaagaga atttttcttt cgcattttga attgctatct catcttgatc
  2613241 aaacgcgatt aatcttccgc cttcagttaa ttgggataat aaataagaac tatgtcctcc
  2613301 tccccccagt gtacaatcta catatgtacc atctggcttt atatctaagc catctactgt
  2613361 ttccttcaaa agcactgtta cgtgattaaa cattgttgca cctactcttt tttcaattaa
  2613421 ttatgttgaa tgtatctcct cctctaaacg catatttcac gactagagaa cgaaatacta
  2613481 tgaaagaacg actcatttaa cttgcctaca aaggcagcat actatacaaa tcgctatttt
  2613541 cttttattat atactaaatt ttatcatctt ttgcgggaat ttaaataaaa aactgtcgaa
  2613601 aaagataata atacgtttac attttgtgct attttgtcat atatttaagt atcctgcata
  2613661 attacgatat tcatcatttt ttaaaattga taattcagaa gaatttcact tcacagtaaa
  2613721 ttcaacggga taaaaataaa atcctgctcc taagagcaaa attctatagt tttataacgt
  2613781 gatgttttcc attccaagaa aacggctttt ccattacacg atcaacgaaa tccaaaccaa
  2613841 attgatttaa atagtaacat acattccaca cacgctcttg cggcgccccc aatggacgga
  2613901 gcgcaaattg tatgcgacgg aatttattta attccacttc atgttttttc tcaacatttc
  2613961 tttttaacat tctttccaac agttcaattt gttcattaat tttgaactca tttttccctg
  2614021 caaacgcact taatccagga tctattttct tcacaaactg ttgtaatgac ttatgaatat
  2614081 caattatttc ttttttcgcc tctacaaatc gttcatctat cggttcctct atttgattag
  2614141 ataaccagtt ttcacgcaac ttatctacgt tattaaaaaa cggatcactc tcttgcaatt
  2614201 gtaaatcgtg taaatctgtc gctatatccc tctcaatata agttattgta atacgaggaa
  2614261 cgacaggcgg cattcggaaa ccgatagtat ggaagacttg ttgtaattca ctccagtaag
  2614321 ctaattcccc tggacctcca ataaacgcca acgtaggaaa tacatactct tgcataagag
  2614381 ggcgcgttac aacgttatta ctaaagcgct ctgggcttct ttccatctct tcaatcaatt
  2614441 ctttatatga aaaggaatac gtcccatcct tcccaacaaa cttcccttga ttgtcttcaa
  2614501 gcaacactcg ctcattatca atttccataa atatatgtac tgcattagac tttgtttcaa
  2614561 taattggttt atatcctaat tctttaatta ctctctgttg gttatgaagc ccttcttgca
  2614621 cttctttata cttacttaca atttgtttga aaaacggcac ttctaatttt cttaattcag
  2614681 gatgatgcga atcgacaaga attaaaccag aattcacgaa cattttcata ataaggtgac
  2614741 caaagaaatc tacatacgta ttcgatttcc gtaaagaatc atcaataaat tgcagtacat
  2614801 cctttgtaaa attcgtttca gggtatgttt taaaaatttc ttcaatccat tttctacagt
  2614861 cttccaaaga aagctcggac tctgaagcac tcgccttttt cggattacga tcatgaaaaa
  2614921 tagtcttttt tattttttta ttcttcgtta caaaagtatg attaatttca tccatatcat
  2614981 ggtcttcacc agcaatccag aaaacaggaa caactttaac acctaaactt tcttcctttt
  2615041 ccttcgcaag ctgtaaaact gaaataattt tatgaatcgt ataaagcggt ccagttaata
  2615101 acccagcttg ttgtccagct ataacaacat atgtattttc atctccaagc gcttttacat
  2615161 tttggattgt agcttctccc gcttgtaatt ttgtattata ttctaataaa tgcgttacta
  2615221 aatcttggcg gaaaaactcc ctctcacgca aatcttgtac acgctgttta aaagcatctt
  2615281 ctgttaacat ataatcaaaa cacgactgta tctctttttt accgttcata tagtccgcta
  2615341 caacaccttg ttgcggaaca gagatttctt ttatctccat ataattcttc ctttcgtatc
  2615401 ctgttctctc accaatccac attgtagtca atgtttcacg taaaagcaaa gaattacact
  2615461 tatactttta cttctaatcc ttttattgca tcaaacaaaa attgaagtgt cggaacggat
  2615521 cgttgctgtt tcttagcttc ttctaataca tatccaacaa ttgcaccaat ttctgtttgt
  2615581 ctattcgccc ttacatctgc cagcatagat gatgtattat gagacgttct ttcacataca
  2615641 tgacgtacca tttcccatac catttctttt tcttctttaa cgagaaaaac gacttcgtgg
  2615701 aatacttgct ccatcatctg ataaaaaaac ggattcgtaa tcaaatctcc gttctttact
  2615761 tgtaataatg ccgtcaatgg attgatgcat acattaacta ctaatttttt gtgcataaca
  2615821 tccttccaat tatcttctat tcgaatcgga aaatgaggga agggaaagca attcaatatt
  2615881 ttttcaaaat gtatagaccg accgtgcacg attccaaact tcgttacgcc tatccctgta
  2615941 tgataaacgg tatgtctttc ttcttttttt gcaccatgct ccacaattcc aactgcaaca
  2616001 ttttcattct ctattttctg catagtatga aggtgtgaca tgccgttttg caaaaagatt
  2616061 aatgaggatt tccctcgcac aaaaggtagt atgtcaacta tatgatattg cttaacagca
  2616121 ataaatatat agtctagctg ctggtctggc atactttcta ttgggaatac ctgcgggaat
  2616181 accgtttcac gtttcccctc cctaatacaa gttacacccg ttatatttaa ttcgtcagcc
  2616241 tgcttagctg tccttgtaaa caacgtaaca tcttgattac ttttttgtaa ataaaatgta
  2616301 tacaatagac cgatagctcc tggtcccaca actccaattt tcattttcat acaaggaact
  2616361 catttgcata ctatacataa gtcccttttt cccctcccct tttattccgc gaacactcga
  2616421 ttcgtgtgga atcataatta attaaagatg aacaaacgcc acaattacag cttcacttta
  2616481 tccccctcaa ttacattaac acagtttcta atttcattgc tttttgacaa ataaatgcca
  2616541 cctcttcttc caatatgtat atactactta ttactatgct tctactctta gtttagcaaa
  2616601 tcctcaaaaa aataataaaa gaaatatact atcatcttca taaaaataaa aaaatgagtt
  2616661 ataatattat tataaatatt tttacttttc tgcattcaac aagataagaa aaggatgtga
  2616721 tgttatggga ttcccaaaag ttgagcgctt gctcatcaat tataaaacat tagacgagtt
  2616781 taaaaaattt aaaggttgcg gagctcaaga actatccatg ttagaagaat tacaagcaaa
  2616841 cattattgaa aacgatagtg aatctccatt ttacggtatt tattacggtg gatcactaat
  2616901 tgcacgtatg agtctataca tgaaaaggaa cggcggggaa ccattcgaaa ttacaggtac
  2616961 ttacctagaa ctctataaac ttgaagtatt accaaatttc caaaaacaag gattcggaga
  2617021 aatgcttgta aattatgcta agggactgca gttcccaatt aaaacgatcg cacgtatcca
  2617081 ttcagctggt ttttgggata aattaaattt ccaacctgta tcagtacctg atggtgattt
  2617141 ttacgtttgg cacccagaaa caaatttgaa tgcggttaca aacgaagagt ctgcataaga
  2617201 aataaaaaaa cagctacata gcagctgttt ttttatttct ttaatttctc taatttccca
  2617261 ttcgaacgag cactatttct ttccgctacc attacacttc ttttttgatc gatataatca
  2617321 agcaatgttc tatattcttc ctcataaact gataatcgtt ccagaagact ttctttttct
  2617381 gtttgtaacg attcaatttg ctgttgcaac accattaaag agttttcatc tttataattt
  2617441 tgtaagaaat caataacatc attcaatgta attgacttag gctctaatac cttcgtctct
  2617501 ttcacttcat aatgttccac tttacgcagt tgcttcgctt cttcaatacg ttctttgtat
  2617561 tgctttctaa cgtaagaatt ccatctaaag ccgcatgctg ctggtgtacg agatagatgt
  2617621 cttcccactt ctttaaaggc agataattgc gttccacctt ctcgaatatg ccggagtact
  2617681 acttctgcca gaagcaaatc ttcatcatca gtccaagcat cttgtcttgt tgtcgccatc
  2617741 tctctagtcc tccctatgca ttttttatta aacatatgca gttactagaa aagatagaat
  2617801 acaacaaatg aagaataaga caaaaaaaat aaacgtagaa gatatcttct acgtttattt
  2617861 ccccgcaatt acttgctgat tacttcttta cctttgtaag taccgcatgc tttacataca
  2617921 cggtgagcta atttcgcttc accacagctt gggcactcta ccataccagg tactgataat
  2617981 ttgaaatgcg tacgacgctt tctttttact gttttagaag ttcttctaaa aggtacagcc
  2618041 attcttccca cctccttaaa agaaatagtt attttcatat gaaggcctga accagtcttc
  2618101 cgattatttg tcaaaaaact ttgcaagtcc tgccaatctt ggatcaacag gcttttcttt
  2618161 gtcttcttcc gaaatcactt gccagtcttg accttgcgtc ggtgctccac cagaaacatc
  2618221 atcactgaaa atttgcattg gaatctccaa aagtatattt tccttgatta cgggcagtaa
  2618281 gtcaagtact tctccttcta aacaatgaat ttcagcttcg gtttcaaatt cttcttgtga
  2618341 agtttggaac acctcagttg ttttaatgtc aaatggtaat gtcacatcta ctaaagagcg
  2618401 agaacatggt aaaaccatgc ttccagttat atgtagatgg aacgtaaact taccggagcc
  2618461 aaaatcaact cttcctgtta catgaacagg attaatttca cgaatatctt tctcgacctc
  2618521 ttttagctca cttacatcta ccatctcatc caatgtcaat cctttatttc tcaatttatt
  2618581 caattgatgg atggaccatt tcatatcata tcacctcaag gcaacaaaca aaattatagc
  2618641 tagccatttt atatttgtca atgttttttc tttacacccc taaagatgca ttgtgtccat
  2618701 tatgtgataa aacgtgtatt cttgtccagc tatattttct attttagaca aaatggacat
  2618761 aaagtaaata ataaatgtgg tacaagttgt ggtcagcgtg gtcaacgtgg tcaaaagaga
  2618821 gtggtcgttt tattcgccac tctcttctta tatatatgat tattaacttt tcttgatcta
  2618881 ttttcccgac caacccacac tccttttaat atccactctt ttttctattt tatttatccc
  2618941 cgacaaaata cgacacctct aatttattaa catctgttat tcttgattta gtaattgtac
  2619001 attttaacag gaggaaaaat atgtttaaaa aaattctaat actcatcttt accgccttat
  2619061 gcacccttac tttatcagcc tgttcttccg atagttcttc agcatcaaaa aacactacta
  2619121 agaatgaagc gaaagaaatc ccgacagaag taagaagttt cgttacaaat tttaatggta
  2619181 ttttagatga aaacggtagc tctacaaaca cagaaaaact ctctaaagat ttaaaggttg
  2619241 taaaagaaaa aggatatcaa gataagactt tacatgttgt ttcattaatt gaaaaccaaa
  2619301 atataaaaga tgatggaact gttgaattag gtaatatgaa aaatttccga gttattttag
  2619361 acgacaaaca aaaggtaata caaaaaatca cttatgtagg tgacgaccca aatgtatttt
  2619421 tattttcact tgaatcgtta aaaattgatg caactaaaga agtaaaagac atgttagagg
  2619481 acattcgtat taaaattaat cgaaaggacc caaaagtaga atctgtggca tatacctcaa
  2619541 gctataaaat ctctttcact tatgatccta atagtccaac agcattatta aatttctcgt
  2619601 ttgagaaaaa taattaaaca aaaaagagct gagtacatat tcagctcttt tattgaaatt
  2619661 ctggtacaac atagactttt ataaatacat catgattcat tgcgaatttt tctaatgttt
  2619721 tttgtctgtg ttctgtcact gtaaaaaaat gaatgatggg tactttccca ttgtatttat
  2619781 ttttgtaata cgttgtaaat tcaccatatc tcttcatttt ctcactgtta atattcatca
  2619841 tttgagtccg atctatttca actgcattta atattccttc ttcatctcgg aattttacat
  2619901 ctggaataat cgtcttcttt ttatcatcta ttttataacg tataggtgtt tctatctgcc
  2619961 agtcatccgg acaaaacaga tagagccacg cttcatttct cataaggctg tgtgctaatc
  2620021 gaattgttgg tactattttt tctgtatcat cgaatagcgc gcgccctttt ttatttaagt
  2620081 aatatacata ttctttttta taaactgtac tgttaacaaa cgtgcttaaa tcctttaata
  2620141 tacggtttgc atttcttata ccacctaaat catggatagc cattaaatgc ctacgtgtag
  2620201 caaatttaag ctttctaatc gaggtcagaa tcatcatctg acgattcaat ttgatgtgtg
  2620261 tttgtatgtt catgtttctc cacctcgtat tgttttagta cattccacat cgtttcatta
  2620321 gaaataaaag gtacttgaat ttctgttaac cgatccgttt taaacaaagc gcgtccaggt
  2620381 atacttttaa tcgattccaa accacattca tctataacca cttgagaagc cgtttgtgtt
  2620441 ggtaatctaa acccaagctt tgcatctgaa ttttgcttaa cttgtcgcgg caatgtatct
  2620501 cctgttggat actgcgtaca aaaaattagt ctgaacccaa gcgccccgcc aatcctagct
  2620561 atataagaaa gcattctttg acaagcaact aataactttt gctgctcttt acccatgctt
  2620621 ttatcaggac aaagttcagc cccttcatca actataatga aatgacgctc ttttatattt
  2620681 gtttctacaa cgtttgtata atgtctttcc ttcatataga acattttctc ttccattttc
  2620741 tcaagaatgg tatttaaaac ttgaaatgct tgaattggct tttctgctat cgactcaact
  2620801 tgttttaaat tttgatacgg tccaaattct aaaccgcctt ttaaatcgac gatatataaa
  2620861 tacgtatgat ctggttgtgc tgtaataaga gatgtcatta cattctttaa aaatacggtt
  2620921 ttccccatac gtgttaaacc acctaaagtc atgtgtggtg ttttatcaaa attatgataa
  2620981 attgtttctt ctaggctttt ccctataggt acaagccatt ttccttgttc aactaatgtt
  2621041 tttgaccatc cccacttgtt aggtatgtct ttatgaaata ctcgaatact taatttatag
  2621101 ttatcataat gaatccgaac aggtttattt aacccctcac ttacaacatc ctcgaccttc
  2621161 tgaataattt tactcggcat acctacaggt aatgtgtata catatgttgt gctacgatca
  2621221 tcatcaactt gattttgaaa cttgggataa tgtagcttat cttctctttt aattgcgatt
  2621281 ccactcacct caaaaaagac ttgaattttc tttttatcat catcttttcg tttgaactta
  2621341 tcacttacta atgcgtatgt taatgctgct gtaggaacta ttagtaactc taacataaac
  2621401 atttccccct taaatatcct ataaggatat cattgcactc ttttagaata taacgggacg
  2621461 ggccttttct tatccccttc ctgttgtcct gaccttccac attgtattcc tttatagaaa
  2621521 tgcaactaga acataacgta gaaggtatag aaacgagcct gtaattgttg tgtacaaggt
  2621581 tacacgtgga agccaatatg gaacacttct ccccattttt tctgctgcct tcatagcaat
  2621641 tactgacaac cctgttgctg tccaaataat taccgcttcc cctgcaagtg tcataattac
  2621701 tcctcctctt ccttttcacg aaaggcaata ccttttcttg taaggaccac atcataacaa
  2621761 tccattaaaa tttcccagtt taaaacatct tcttcctcac catataaatc ttcttctaac
  2621821 acctgcgaca aactgaaata tcccttatat tcttttcggt cataaacttc atggtttttc
  2621881 atgtgattta aaattgattc cgtctctgct cttgatcttg attcattgta cattgaccgt
  2621941 aattcctttg atgggtgaag atatgaagtt gtgttcaggt gattatactg ccaacgcata
  2622001 taaacctctc ccctcttgat gtccttagtt ccacttggta ttcctcgtgg tcttgatata
  2622061 ggtatatgaa ctagaaggaa gcgttttgcc tgtcctgtta aatttttttt ctaaataaac
  2622121 ttaaattgaa caggaatgaa aaattttgtg tggaaagata tatattttaa ggaggaggta
  2622181 atatggagtt taaatgtagg ttacggatta tttttgccga aaaagaaata agacaaaaag
  2622241 atttttcaaa gacaaccgga atcagccaat caacattaag tgcacttgta aacaatacaa
  2622301 aactcccaac tttccctact gcatataaaa ttgctaaagc attaaatatg tacatggagg
  2622361 agatttggat taaagaggag gtggaatgag ttgtgtctaa aagaaagaaa accaacctaa
  2622421 gaattgtaaa agaaatttat ggtgatcgaa aaatagaaga ggtgtttgaa gaactttacg
  2622481 aaaagattta tggtttaaaa gttaaagttc gaaggaaaac atctgtagaa ttagtcgctg
  2622541 aaaaacaaca agagaaaaaa tatactcagg agtaattaca atgtcaaaac aaccaccatt
  2622601 caaaacattg aatcgcatta tcgaaaacta ttatgatcct aaaaatggat taattgaagt
  2622661 agagcaattt atcataggat gcgaagagga atcactattt gtattagatt acaagggaat
  2622721 tatgtatcaa aaaacatctg ctcaaaaata tgaccagggt tatgaaatct tattacttcc
  2622781 ttatacagaa ctacattcaa attctaaaca agatttattg caactattaa agcgtaaaat
  2622841 aattgtttat ttcacgtata cagaaaatga tcaacaacaa gaagatttcg tcccagatat
  2622901 gggaaaacaa atcttttcat ttatgagtca tatgttaaaa ggagcacagc aaaataaaag
  2622961 agcaattcca gtacgattta ttttgatgga tattgaagcg gttggattta ttcctaaact
  2623021 tccaaaattt atgtctggat gtagagggtt taatgtgggt acctgcttat ttgtagatga
  2623081 taaattaaca cttacatatg gttataataa agaacaagta gacaaaatgt ataataatag
  2623141 cgtgattgta tccattccat aatgaaataa aaaagggtct gctcaagtat gagtagaccc
  2623201 tttttacaaa actattcttt tgttttattt atcatcatac caccaatctt ttctttcgag
  2623261 atactcttta aaagcttgta actgtacatc tgacgtcggg tctgtaacga tataagtcaa
  2623321 tccttccggg tttataatcg ccttacctgt catgttcagt gatttcaaag cacctaccgc
  2623381 atcaggtagt tcgtacggtg agaacgcccc tgtttggatg atgttttgtt taggggttac
  2623441 cgttgcactt gctacgtttc cgctcttaac cttctgaata aacgctcccc atctgccttc
  2623501 agctagcatt ctatgtgggc aatattttcc tgaccatgat tggtgagttc gaacattttc
  2623561 aatcgggata ttatacatag acatgagttg acgtacaaca tcaacagcgt tgttctcagc
  2623621 cttatagtat ctatctcctc ctgattttga ataacagatt tctacagaaa tggactcccg
  2623681 attccctgga ccattaccgt caccacaagc ccacgcatta cgttcccacg gaataccttg
  2623741 aattgcttgc ttgtcatcta ctgccacatg aaacgatact tcattattgt tagtaatcat
  2623801 gtaattcact tcattttcag cgggagcgtc attatatgtg ttatgaacag tgatatattt
  2623861 aggtttcatt gtatatggac actttgtacc gtatttactt gggacaacta atttttttct
  2623921 gatttccatt attcaacatc tccttttttc tcttcttgtt tttgtttacc acctaaaatt
  2623981 tcaactgcat ttgttaaagc ctgtgggagt ggaataccca ttcgcccggc attttctaag
  2624041 agcgacagta attcattacc catgaagaag aaaattgttg cttcacgaat agcactgtta
  2624101 ctcccaagcg ccgagtctag ttgagcggcc gctccgacca aaagaaaaag caccaccttt
  2624161 ttggcgatgc ctttgaaacc cactttactt tttaactctc cgttataccc tgctgcaatc
  2624221 atgccagtta aataatcaat aactgccatt gtcactaaga ttttcaatgt tgcatcccat
  2624281 cctcccaaga aatacccaca gaagccaccg aaagtggcaa taaaagcttt taataataca
  2624341 tcaatacgat ccatcttttc actccttttt agctgcaaaa caacttggat ccattccaaa
  2624401 gatgtctgca atatcttctt cacttctatc ctttaaataa gattgtgttg ttgatatatc
  2624461 cgaatgattc gcaagcgatt ttaatttttc tagtggtaca ccttgcactt ttaaattatc
  2624521 taatctgcta tgacggaaac agtgcggatt gattttaaat tctttacctt ctttttcgta
  2624581 cagcatctta gcgaatatct tgcaccagta attaaatacg cttttattta aaagttttcg
  2624641 accaccattc ttataaacac gcacaaacaa atctggaata gtatctttac ctcgttgatt
  2624701 tatatataaa cgaatacatt tctgcactcg gggattgtaa tataatctaa atttcttacc
  2624761 acgtttccct cgaacaatat ttgtgtaata tcgttctgtc aactcttctt tttgaacctg
  2624821 ataaacctca ttttttctag cggcactgta ataagaaagt gctaaataag ttgctaacat
  2624881 atatttttct tgtactatta gctcatcgat taaccactca atttgttctt ctgttataaa
  2624941 agtaatttct ctaactggat tcttaggtaa accacgaacc cgtgaaccta cattaaattc
  2625001 atattcatag tcgtcatcat ccgcacaaaa ttctaatgcg gaccttaatg cactcatcaa
  2625061 tccatttaca cgcgcattag acattcccag ctcttgaaaa ataatagata agtttcgaat
  2625121 gtctttacgt gttagttcaa taagactttt attttcgaag tgttgatgta ttagaaacaa
  2625181 aataattcgc aaatcccaac catattgttt taaagtgctt gccgcttttc cttgtgcttt
  2625241 cttttcaata agaaaatctt tgactaggct tttattttcc tggctaacat acttctcata
  2625301 aattgcttgg tctactattc gtttcacact aatcatctcc tcaaaataaa aagagaagcg
  2625361 aactcactcc tcttgatcta tgaattgaat ttactcaaag ccatattttg tgcaaaataa
  2625421 aaaagaccag cttatggctg ctctatctgt tttaactgat tatttcctac ttagatttct
  2625481 ctctattctg agggtacttg ttgactttct tttgatgctt ttgcaattct gtctaagcaa
  2625541 tctttgcaaa tttcttgatt accgattctt gttgtatttg tattcacacc acaaatatca
  2625601 cagaatttct ctgcggttct aatgaataag ttagaattgt cgctgaatat ttctaccttt
  2625661 gaatttggct taatacctgc cgtttgtaac ttgtctaatg gtacttgtat cgtaccatct
  2625721 tccccaacca ctactaaaac acctaaaaaa ttactcatat tattcctcca tatttttcct
  2625781 tattaagatc cttgtacgaa cttccaataa ttatcgtagt aatatactcc aaatccttta
  2625841 tatccattgc caatccaaaa atttccctgc tgcgaacctg gagtagtacc gagtgagttg
  2625901 aatctaatgg ctggtacttc aattacagag ctgaaatttg ttcttttaga atttatccaa
  2625961 agaccatctt gggctgtgac accaatatta cctgcattcg ttaaacgaat attactttct
  2626021 gctccattca aatccacgta tcgataataa actccattac catctttata aatacttcca
  2626081 aagtttttac cggatccgtc accttcacct agtatgatgt atggatttcg agttttactt
  2626141 ttcctttcgt tttcaaatcc tattaccatc ttatctgacc cttggtttac aaaacgcatc
  2626201 acctggtttt ccatatgcaa atgttcattt gtattgcttg tttttatcgt catacccatg
  2626261 agtaatcctg ctcttaacca agatgcttct actttaccaa ttagatctat taaatctgct
  2626321 gagattttaa ttttttctgc cgtttgattt atggatgaaa taacactccc tttggacacc
  2626381 ttagagctta tttcatcagc ttgaacttta aactgagcat tcatagtttc tactaccgca
  2626441 tcgtctctac tatcaacttc attttttgta taaacatttt tcgcttctgc ttttaattcc
  2626501 aatgctttag aagtttggat aaactgagtg ttcatttcag tcattttctt atcgtaatcc
  2626561 tctgttaaaa cacgacgcgc tatttcatca actaacttgt catagtcagt gtaatcttta
  2626621 gggtgtaatg tgaagtaact cgctacctca ccgcgttgta acatcggctt agagaaccac
  2626681 aattctccat ttcttgttac gtatacacgt aattccattc ttacagcggt ttccggcact
  2626741 gttactgtat aagatgtttt cgtccaagta ttatctgcta ccttagtatt ccaccccatc
  2626801 gctgttagtt gttgattatt accatcccaa caaacaacag cacacgttag ataaggattg
  2626861 atatgttcac ttaatttatt tgtaaatagg gctaaagaag ctgtgatttt ttctcctggc
  2626921 gtaacaggta tcttagtagt agatgtcaca tttgtgttaa cgttcgccgt ctgattaatc
  2626981 ccttttaaac gcattgatgg actaccatta tatagattag ttgtatctac ttcagcggtg
  2627041 aaatttgcgt tattagattt ataccaatac ttgaatccgt caacgaattc agcatccctt
  2627101 atcagctgag tgctacctaa tccacctgta tactcctcga caaattgact atcaaccttc
  2627161 gtttgaatag ctttcgcatt agcatctatt ttagagctat gttgttgtaa ctcagttgta
  2627221 tgcccttgtt ggatctttga gatatctgat atattcactt ttaatccatc tactgtttgt
  2627281 gatacgtcag aaaccttctt attcgttgta gttatttgtt cattagctat atcagctttc
  2627341 ttttcaactg ctactacttg tttatttgtc tccgttagag ttgaactaac cttatcaaca
  2627401 cttgtaataa tttcagcagt ctttttagta aactctgtat tataagtcat atcttcagga
  2627461 gcgatagtcc agttatccaa tacagtacca ttcgcaaatt tcactccggt tattcttgtt
  2627521 ttagcacctt ttacatttcc cgtcttcaac atcccaaagt aaacacgcac tttcccatcc
  2627581 acaactttta atttgccgtg gaagtaatgc catttaccat ccaacattgt ttgaggagca
  2627641 tcaaataaaa agtatttaac ccctggatca ccggaagctc caggtgcatt atctttaact
  2627701 ccaatagctg gaatactatt ccatgtactt tgaatccatg cagaaataat ataatcacct
  2627761 ggaacaaccg taaaatcttt ataaatccaa gtatcttgat tatcttgagt tatttctact
  2627821 tctacatagt tttcaaactc tggtaaacca cctgcgggca tttttatgac tttggcttca
  2627881 ccgttcattt tttccaagta ttaagattgt cattaaaatt agaattagtt attatgtttc
  2627941 tagctgtaga taattgattt tttagctcag tctgaataga agtgatcgtt tgctttgtcc
  2628001 cattagcatc ttgaacaatt tcatttgttt tcttttgaac ttcatcaatc gtatttcctt
  2628061 gcgaatcaac ttttttattc gtaacactca attcttcaat ttgtgttttg atatcttttt
  2628121 ctgtttgagt aatcttagat tcattttcag taaaacgttt gatatagttc ttgtcatttg
  2628181 tattaattat gtttgcatta tttgctatac cttcctgcaa agccttttta tcaatctcat
  2628241 acgactgtac tttaacatga ccctctaaag ctttatcgat ttcagttttc ttgtaaacat
  2628301 ctttgatatc agccttattt tggatgtcag tttgaatttg gtccttaacc cattgttgat
  2628361 taactttaga gccaacttca gtttggagtt tctcaatctc atcctcaata ccttttatat
  2628421 cagcgtctat gatagaagta tcaggagtta atctatccca cttcgttcca ttccacagat
  2628481 aaaggattgg cttttccggg ttacttatgt ctaaccatag tgtcaaatcc ttagtaggat
  2628541 tagagggtgg tgtagcactt tttataattt tcgtttggaa atctttttgt tttattaaaa
  2628601 cagcatctgc gatatccttt gctatttgcg ctgctgcgga cgcatcgtca gctgtctgtt
  2628661 tagaattgtt agctgtttct tttgcttctt ttgctagttt ttcaagttgt tcaagggttt
  2628721 ctttacttgc tttactacct aatgagccga gaattttatt gtataatttt cgtaattcct
  2628781 cacttggatc aataatctca cgataatccc caaacatata cttatcttgt gtaggatcag
  2628841 taaaagattc atcaccagca ataacccgag cttctaaata taatttaggt gtaaagcctg
  2628901 tgtctttaat tcgaattata tccccttcat caatcaattc atgagccaaa ccaaacaccc
  2628961 tgccaagtga ttgtgcttca acttcataag atacaaatgt atttacacgc tttgctagtt
  2629021 ccaatttcat aagcgtcata agacgttgtg gagtcatgtc ttcctgatct gtctcaggcg
  2629081 tatagaaacc aaatttatgc tgcccatgtt gattccatct ttgaaacgca tctgcatcta
  2629141 cgatataagg tagaccttta tttatgcttt cgatagtgat tactttgtct ccctcacctt
  2629201 taacaaatcc aattaaagct gtacaaatct ctcgtgaatg ttcaatacgc tttacgccaa
  2629261 ccaaatcttt acctaattct atttcttttc ctgtttcacg cccacgtttt tggatcatat
  2629321 ctacatacca accgataatt cgtgatcctt taacctcaac acgatattgg atttctaatt
  2629381 taaacaacgc tgcaatgttc tttaagaaag taagaggatc aataaactca tctatcgtca
  2629441 ttgtatggaa tcctgcatac tcagtaatac cacgtttcca tttcatccct acgagtgcca
  2629501 agtctataaa ttcgttaacc gttttgctct ctatacgttg cggactgata aaaccctctt
  2629561 ttgctatttg gacccaagct ccagaagcat gaaccgtaac agatttatca ttagaatctc
  2629621 tttcaacctc attattaatt acatatggta caatgcgtcc atcacgcact tcttttaaaa
  2629681 tcaaattttg ctgttgtaat gtaatagctt caggtgttcc atcaaaaact ttaaattcta
  2629741 gcatgtctac attgttttta agttcccatt gacgtctatc atcccaataa tcttttggtt
  2629801 gaataacgga tataatttga tctgttttaa agtcaacaac atgaagaatt ccgcttggtg
  2629861 ttctcatctg tatctctccc tataactgat tgttgcattt acatcaggtg gcattatatc
  2629921 gatacgattt tcacctcgta ttacgatagg aaaattacta aagatttctt ttatattgat
  2629981 tgcattcttc ccattgattg tgaccagact tttttcagta tcgataacaa ttttatctcc
  2630041 agtatcaaag atgtatggtt gtgcattaga tggaactttg tttaccttcc aaaattttaa
  2630101 atcatcaatt tgtatctcgt taacaggctc gtgattatcc catttgcaaa tcgcaatcat
  2630161 tacttgtgca attttacgtt ctgtcatcgg atttcctgtt tcgtcaatcc aacgttctac
  2630221 aagcgaagca ccatcttttt ctgtaccatc tataaactta gccacatata cagaccacac
  2630281 cttcccccgc ctagcgatac gcaaacgccc tcggaattgg ttaaatgtag tcgaataata
  2630341 tccacttgta tcaactaatt ttcgaaaact attgggtgtt ccgctattgc caattttcat
  2630401 atgtgccctt gtaatttcag cagtcgcata tagatcattc atattaatgc gggctaccac
  2630461 attactagcc tcatctaaaa gaagaacttc aacacgaccc atttcaccta tatttttgga
  2630521 ctttaaagtc atccatgcct ccatttcaaa gtcttgtaat ggaccgcccg gaatgttttt
  2630581 cttggctatg gcaccgtaga atcctacctc ttttccgtaa tcttcgcaat atagtgcata
  2630641 accacccctc gatttaaaac tacctgtccc tttcatatca tcgaattgtc cggtaacagg
  2630701 tgtccatcct ataggagtag ccatttcatc ccacatgact ctttctcgtt cttgtaccgt
  2630761 ggtttcttcc acggtcagag ggtagcctat tctgaaataa tcacgattat gcggatactc
  2630821 tccaaaccat acatctaaaa aggtacttgg ttttttcact gtcatttcaa ttaatgctgg
  2630881 agcttctaca cttcctttat tagtaaaaaa agaagttgtt tctgtagacc actcttgcgt
  2630941 aaatttgtga gtatttattt tccctaattt atatggcatt ggacaaatga attttaaatt
  2631001 tccttgtcca atctctacaa attcatcagc atcgaactcc tcatctacga cagctaaata
  2631061 agttctgtca ggttctgtat cgaaaataag ttctttgggt tgatctgtaa ttaaccaact
  2631121 cgctatatct tcactaagta ttttcatatc aactccagat ggagcaataa taccaacagg
  2631181 aacagaaaat acacgcattt cagtctgtgt atttaataat cttgctcctg gataactcgg
  2631241 aacactgagg aaattccttc ttaacggtgc ccatattggt cttttccatc ctctttcgat
  2631301 gtgaatataa ctcttccgtt ccccattaaa tgaaaaagaa ctcatcatat cactcctttt
  2631361 gtttaaaaaa gaaacccaaa tctaaaagac tgagtttctt gcttgtgctc tattttgata
  2631421 ttcagttata tattgatgac ttactcttgc tatctcccgt ccttccaata taactggaat
  2631481 ctcaatgtaa acaggttttg gttttgtata tggttgcttg tctggattat cattgtcagg
  2631541 tctatattga acaacattag gattatccga taatacttct ctccatctag aaaggttccc
  2631601 aacatcataa acagaaagtc cttcaaatct ttccatttga cgaccaatct ccctgaccat
  2631661 atcacgcata ctttcaggga gatgtgtaat ccaatcgttt tgccaatccc catctacaaa
  2631721 aatagcatta aaatatttag tcaacggatc atcaccttga aaactaaata tttcatcggg
  2631781 ttttaaagaa cgtatactat taacagctcc tgatacggtt tcttgtaatg catctcgtac
  2631841 aacagaatat tgtgttttaa ttccttctgc aattccattt gccatttgaa cacctgtaaa
  2631901 ttgcattttg tttgaagtac tccctaatgc taactcgttt attaaagcct tatttgcctt
  2631961 tgaaccaagt gtacgactct ctcgttcagc catataagaa cccttttgaa tacctacagc
  2632021 aaacccttca ctaaaaggtt tacccccttg atctcttgtt agctttgggg tgagtttaca
  2632081 ttaagggtag cttttaaagc ctcaaatgca ccgcgtgcta aactagctgc tacgtttctt
  2632141 acattccaat ctccatttga aatacctcta gcaaatccac tagaaaatgc ttcgcctggg
  2632201 ctaatcgaac taacactttt tagaccagaa ttaccacttt ccgctacatt agaaccactc
  2632261 gacctcgctt gtccttttgt attttccata ccttgtgcaa actgactacc acctttttga
  2632321 ccttgtggag taccattgat tgtattaaaa ccagtatgag ccgaagtaac agcttcaaga
  2632381 gcacttcctc tgatataacc tttttgattt acaataccac ttccgaagcc ttgtccacct
  2632441 tgattacctg ctgggcttcc attaatagtg ctaaaagcgt tatgagcact accaactact
  2632501 tgcaatgcgc tccctttaat atagccatct tgacttatta tcccttgccc tagttcgcta
  2632561 ccactcttac ttccgccacc gccatcagtt gtactaccca taattccttc tacagcttgt
  2632621 ttttttcctg tcgctgcatt ctctggagcc atattaccag aaattccatt agcctgtgtt
  2632681 tgacttatat caaatccgac ctgagttaga tctaacttag ctccattttc aactaacagt
  2632741 gcaatcgcct ttgctgctag ctcagcatta atagagccat tttgcatccc ttgaacaagc
  2632801 gtctgcacat taaattgacc agcttctcca agatcaactt gaacattact tttaatatct
  2632861 aaccccatag tttgtgctac ttgtggtaaa gataaagctc caatttgcat cccgttaatt
  2632921 aaagtttgaa tattattctg accttcttga gtagcatcta ctttcacgcc atttttcact
  2632981 tgctgttgga aaaactgaaa tacagtatca aaagataaag tacctgtttg aagtcctgta
  2633041 atccatgagt ccattgtcat tttcccgtag attcctaaat caattgtggt attaccctgc
  2633101 atatttttac ttaggaattc cctcacttca ccagtatctt tggttttaat accatcaatc
  2633161 catttttgca tggattcaat accactttgt gataggtcca ctttataaac ttctttcagt
  2633221 ttattagcat ttgctgttgc tacagctgaa gaatctaatt ctcccttttg aagcttctgt
  2633281 aagaatgtat caattgtgaa ttgcccagct ggtcctaaat caattttcat tttcccatca
  2633341 atttcttttg ccattgattc agctaacaat ctagatgact ctgtaccctt ttgtaattca
  2633401 gaaagataca ttcctatgct ttcaatttta gatttaccat attgcaactc atactgaagt
  2633461 aatttatctt gataatcttt ttctgccttt tcttgatcac ttctaaatct tcgctctaga
  2633521 tcagctgatt tttctcgaaa tccatatgcg gctttaaagc gtgcccccca gcctttatct
  2633581 tctgcttcaa tccttttagc ttgtgacgct aagacctcag catcttcttc cttcatatgc
  2633641 tgttgcaata ctttaaatcc atcatttcta atagattgca aatcattcac atgctttgat
  2633701 tcataaagtg caatagcatc taaagttgct tttctttctt ccggcttaat ttcacctaat
  2633761 ttaaacgctt tttctacatt ttcacgccaa cctttagttt gcttatctaa agacttaaca
  2633821 ccgtcttcat atacttttat gatgctttca aaccgttttt ttccagcatc taaagataac
  2633881 attccgccag cttcaatctc tttcgaaata gatgtgatct cttttgcttt cgtatagaat
  2633941 tgttgaacat ttttgtcagc gacctgtaat gcttgttcga atttttgagc gaagtctttc
  2634001 ggcattttca aggtatctcc ttgatacctt ttaataccct cttccaaaat cttttctgct
  2634061 tgtgtagcaa cttcaatctc tttattaatg gattcaatga cattattctt aacttgttct
  2634121 aaggtttgtt tggcactctc cgggacagct cccattaact gactaaacat cttattgaat
  2634181 tcgcttttct ttccttctaa ctctttaatg acttcatttg tcattctttg aaaagcttta
  2634241 atggtttcgt cagctgcttt attcgcttct tcacctgttt taagctttaa atccatcatg
  2634301 ttattgatag ccttatcttt taaatccata taggcaccag ctgctttact cgttgcttca
  2634361 cttactcttt gtccaaactt atccatatca ttttgtgcct gtttggattt ttcgttcaga
  2634421 tcaacaattg ctatacctag cgctcctaca gcaagaacag ctccagtaat tgctaaagca
  2634481 actggatttg ctaataaagc accgataccc atcgctaaaa atcctacagc tgttgttact
  2634541 cccgctatcc cgaaagctaa taacgaactt ttagcaatca tttgttgtgt agatgcatct
  2634601 aaattattaa accaatccac tacaccttga acaccctcta ccacgtcaac taatatcggt
  2634661 aacaaagcat ctccaaagga ctttttaaga gtgtctacag caccgcttag ctgttcaatt
  2634721 ttacctttag ttgtattcat cttcgtctca gcaacttcta atgctgttac cttcgacatt
  2634781 tctccataca tcttattaac gccgtctgcg ccctctttat aaaggattgt tgcaccacgt
  2634841 actgcatcag aaccaaataa tgtttctaac gccatacttc tttgttgatc cgttaaatct
  2634901 ttcatagatt cgtttaataa tccagaaatt ttatccaacc cttgaatatg tccttgctga
  2634961 tcatagaatt ttgaagatag aaaagcggaa ctggttgcta attcacggaa tgttgcatca
  2635021 catttatcat tccatttcgt aacgccttct gttttcatta catatttttc taaagctact
  2635081 tctatatccc ctacatttct ggaagctggt tgaataccgt ttttaaccaa gaaatcaaaa
  2635141 ccagcttgtg cattgtacgt aattagaccc aaatcacgca ttttgttata tgcttctttt
  2635201 gtagatgggt ttaaccgcat tagcatggtt tttaaagatg tacctgcatc ggagcccttt
  2635261 aatccgtttt gcgcaaatac tgccaaagct gtagctgtat ctttaaacgt catccctgct
  2635321 cctgccgcta ctgctgatga tgccgataaa ccatatttaa gctctcttac atcagtagct
  2635381 gatgcgtttg ctgcacccga taaaatattg gctgcatctg ctactgaaag gtgatcagct
  2635441 ttaaacgcat ttaaagctgt cgatgcaatt tcagctgctt ctcctaattc tagttctcca
  2635501 gctgttgcta agtttaaggc gccttccaaa ccgccattaa taatctcagt gaggcttacc
  2635561 cccgctttaa ttaattcctc tatcccttga cctgcttcta cagaagagta ttttgttttt
  2635621 tcacccatag tgactgctag gtcaccaatt tgtttcatct cttctccagt cgcaccagaa
  2635681 actgcttgaa tatcagccat tttctgttcg aagttcatag attctttaac agccatcgca
  2635741 agcccagcac caataactcc tgtcatggct gcaaaggtag taccaacctg tccgcctaca
  2635801 tcttgcattt tattccctgt atcacgcatt cgttctccag tacggtgaag acgattttgt
  2635861 tgttcagcta attcacgatt tgtctctctt atctcatttt gaattcttgc ctgagctgtt
  2635921 tcagcacgat tcatagcaat tgtattattg tcaatttgtg tatttaatct ttgtaacgcc
  2635981 tgcccatttg ctgtatattc agcctgcaat tgttttaatt cttgcttcaa ttgttttgct
  2636041 tcttgcgaat tacgtccaaa gttctgaaca gcctggttat actgtgtctc aagacgttcc
  2636101 attgatgctg ccaaggttag atttgaagct tgtaattgct cttgtttttg tcttgcttgt
  2636161 tcaatttttt ggcggtaatg ttctaccttt tgaccttgta aggtgaattt ttcattcaaa
  2636221 tgagctaact tattttgtaa ctgttcaaca gaattaccaa gtaatctagc tctttcactt
  2636281 gttaaattga actctgaatc taataaacgt aaaccacgat taattcctgc tactccattt
  2636341 tcaaaacgtt gggtatcaag cgtgactcgg gcaccaatct ccatatctcc agccatttac
  2636401 ctcacctacc tttacaacca atctggtgct tggtttgctg ttctgactac attcttatct
  2636461 tcttgctttt tcttataagc taatgtttta aagaaaagta ctaaatccat ctgattaata
  2636521 tccgtttggg acataccaga atcttgtaac atgctatata tccctaacat catttctgtt
  2636581 ggattgaacg gttctttctg tttctctgtc tctttttttt gctgaatttg ccttcgaatc
  2636641 aattgcatta ataattgcta cagcttcagc aatgctacct acaatcgcta aacaaataga
  2636701 atagatcgtg gatgtcagaa accaggcatg tactccttct aagaactctt ctacagtgaa
  2636761 tcggttacca aaaaccttaa caacaaattg agtcgcttct tttaacaagt caaaatgcac
  2636821 cctatcagca ctcaattttt ctgtccattc cgaagctata aaagcatcag tagctggaat
  2636881 aaaatgaggt aaaaagaata tttttttacc agaagataag tttaaaacta atttaaatga
  2636941 ctctgctttt tgattttctt gcataattaa atctcctttc ataaataaaa ggcacagcat
  2637001 taagctgtac cttttttata attttatttg ctaagtgacg gcgctgtttc tgttggtggt
  2637061 gctggaactg ttttaaacca gttcgctgca acggttgcat catatcctgt ttcttcttca
  2637121 tctaaacgat gtctccagtt tccatctgaa cgttggattg ctttgcattt aattttagcc
  2637181 gattggaaag ttggtttatc ttcagctgtc ttgtgctcat cttcaggaat ttcaaatttc
  2637241 gttttgtagt agcaataaaa acggtttttc ccattgtctt ttggtaaacg gtataataac
  2637301 gctacatatg gagcaacatc attaacatta tcaattacct ggcatttaat tagttttttc
  2637361 cctaatagtt cagcgtacgt agataatgaa atatccgctg tttctagttc aatttctaca
  2637421 ccgccaaagg cacttgctgt tgctagtgga cctccttctg catagaacgt tacggattca
  2637481 tttttaggcg aagccttacc acttactgca tctccaattt tcttaggtgc tgcatacgta
  2637541 aacttgccat ctggtgtttc tgtcaaaatc gcataatgta aatctctaaa atcgactgca
  2637601 attgccatat ctgttttcct cctaaatttt taattcagta cgaaatctca tgccataatg
  2637661 atagattttc gtatctggtt catataaatt tgctgttgta atacgctgaa atcctatatt
  2637721 tttcatacaa gtgtttaccg cttcttttaa atcccccttc acgggactaa aggaccaaat
  2637781 atctacttga aataaaataa tgctggtaga ttccacaccc tctgcgtatc tcccagcacc
  2637841 attatctagc tcagaataag taatccatgt ttttccgtta tcatcaccac gaaccatatt
  2637901 gtagatatat tctccaccaa ttttctctac aataaaagga tttgtaagag cacgtaacac
  2637961 atctttttct aaaaatctca tacgatatgc agtgccgctg caaagacatt tcgcatctca
  2638021 tgaactgcct ttacttccgt gtgggttact gtcttttcta taaacccttt atgtggtgga
  2638081 tggggcattt tactggttcc ccagttttgg aatttcatat aaaagtgtgg ggaattatca
  2638141 tctttttccc accccacact aattgatttg actccatttc gggtttttat ttttccgaca
  2638201 agcacctcat cctttgcatg tttacctgtt ctccatgatt cttttggtga aggtggtttc
  2638261 ggatatgcac ttactggact ttctgcctct aaagcatccc ttactacccc agcacctttc
  2638321 tttaatgctg agttttcaat tgtttttaca cttctcccta aagcttcaaa acgctgaatt
  2638381 gcttcttgta ttccaaaggt cgttacttct gccatataga tcgctcctca cacaccaagc
  2638441 atgtttcttt atgttgctca tcaacatcta caacagcttt tatttcaaag agtcgatcat
  2638501 catacaagac tcgcattttc gaatcaattc ccctacgaaa tcgcataaaa aaattcactg
  2638561 tacgtaccgc attctcggta tttccagcga atatttcata attaaatccc tttccaaatg
  2638621 gtgtttttgc tcttgcccaa acagtgacaa catcttccca ttcggacgga attggattcc
  2638681 cttcttcatc ttttttattt gtaatttctt gttgaattgt tattcgttta tttaatttac
  2638741 ttggattcat gattatcacc gttattatag tcccttaatt gcaatatggt aatttccaat
  2638801 gactgtttta atgcagggac atttaatgac ttatcttgat tttcatagtt taataagaca
  2638861 tgtgtaatta ctgctatttt gtaaagcgcc ttttcacttt caggaacacc agatcctaat
  2638921 aaagcttctt ttgctccatc aattagaagt tgaataactg tatcctcttc attcccatca
  2638981 atttttaatt tcccttttat aagctccagc atgctatcac ctacgatcct gaagcgcttg
  2639041 ttttcgttga taattcaacg cttaatattg aacttaatcc gttattccca acagctttca
  2639101 cttgataaga atatgttgta tcacctgtta atcctgtatc tttatatgtt gttgctactg
  2639161 acgttcctac ttgtttgcca ttacgtaata tttgatattc tctaatgccc ccatcataca
  2639221 caacaggaga ccaactaatg ttggccgtag ttactgttat agaatcaact tttaatcctg
  2639281 ttggttcttg gggaggatta gggtgtagtc tgtacttcag cgatacggaa tgctgatttc
  2639341 agtttaattt tatgatcaac ccaagctgtt aaaacaaata attcaatgcc tgttttcaca
  2639401 tctttgtcac gatcataaat catatttgga tcgtagttga agtgagaata cctgaaatca
  2639461 cccacaatag ggttcactgc tgaatcacag aacttaactg gtttccctaa aacttgttct
  2639521 ggttgagcat tatataaagt agcactacca ttagccagtg tttcaattat ttctaaataa
  2639581 tccgcgtaac gcatttcaat agttgcattt gcacggaaat cttcatgtaa atctgcaact
  2639641 gccgacttaa tagctttata caaagtagca cctttaacac ttttaatgcc agctttatag
  2639701 aatgacatgg attcttctcc agctttaggg gttgttgtaa atgccacttt cttttctttt
  2639761 gctgctaaac cactttctaa cgcctgatct acaacttgta ctaagtttgt atctgttgac
  2639821 gctaaaatag tttctgagat aggtacaaaa accttgaatt tatgacgtcc gaatattaca
  2639881 acatcacctt ctgcttttag ttccttcgct gtatctgtat cagcaataaa atcatcatca
  2639941 tctaatgtaa atgtaacttt aggaatttca agattcgtta cacttgtaaa tgtagatact
  2640001 tcccttaatg gatttttaac gaatggttca tgtaataatt cattcgtcat tgtgcttggg
  2640061 agaatttttt ctccacctgt tgagttctta tcaccaagag ctgctcgtgc ttcttgtgat
  2640121 aaagtaccac cgcgaattgt agcgcgaact aactctgctt tcgctgcaat taccttttgc
  2640181 tttggatctt caatagattg taaaccagtt tgagtttgaa attgcgcttt ttgttcagct
  2640241 tccatcgtgt catgttgttc tttaattaca ttgaagcgca tttgaagatc tttcttggat
  2640301 tgttgtaacg tttgtagact ttccatggtt gcggatggat caattgcctt ctgagaaagt
  2640361 tcattctcta ctttttggag ctgttgacca atagtagata aattttgttt taattcaaat
  2640421 aatgtatttt ttgaaaagta ttgaaagtta ccaagagata atcgaaattt atttttcatt
  2640481 ttcatgaatg aattcgtcct aaaattgttt ttatatagtc cgcgttagct ttcgcttctt
  2640541 cggcaatttt ttgtcgttct aacatttcgt ttgatgatat gttagcttgt gcattaacta
  2640601 attgttgtgg aatattttta tattccttca tccacttttc atctagacat gctgttgcat
  2640661 tatttgctgg aataatttca tcacaaagtc cataccccat tgcttcttca gctgataacc
  2640721 atgtctctgc atctagtaat tgttttaatg tatcttcatc taacttgtca ccagcacggg
  2640781 ttagatagtg ttgtaccatc gattggttaa tacgttcaat atcatccgct gctttacgta
  2640841 gctgatcggc atttcctgat gcatatgtcc atgcattgtg aatcatcatc attgaattag
  2640901 catacataat aattttgtct gaaatcattg gtaatactga cgcacatgaa gcgcctattc
  2640961 catcaatata agagataatc ttcgcatgat gcctttgtaa cattgcaata atagccatcg
  2641021 tttcaaagac agatccacct ggactattga tgtaaaggtt aatcgtttta atatcgtcac
  2641081 ctagttcatc aagttcattt ttgaacgtaa tagaagatac ttctccatac tcttcccatg
  2641141 catactttgt aatttctcca taaataaaaa catcagccgt tttaccgttg gcggatgctt
  2641201 tcatttgaaa aaacttattc tgtttgttct ttcccactac ttttcacccc ctttcgttga
  2641261 gatgggtcca tatcaattgg gtataaatca ccagaaatcc acaattgaga tgctgaacct
  2641321 ccctttggtg gtttatcttc taattcacgc acctcatctg gtgttagtcc gccacttcga
  2641381 agcatcattt gataaaactg tgttcttgct gctgtatcgc cacgtagtaa accactcata
  2641441 ttaaatttaa aataatatcc agcttgtctc tcagctttat ttagcaattt tcggttcatt
  2641501 tcttgttcat actgccgagc aataggagtt aaagtcattt gaacaaactg aatcattagt
  2641561 tgctcattgc tactataact ctgaccttcc gtatcattaa aaaaagaaac aggaacatta
  2641621 aaaacgttag caactcgcga acgagtaatt cgttctgatg ctaacgtatc tgaagcgaag
  2641681 tatttccgct ccatttcttc tatattcaca cctggttccc tgaataaaat accaccgttc
  2641741 tcttgataaa atcttctaaa atcatcaatg attttttgtc tcttatcatt atctacctgt
  2641801 gttgcataat ccaaaataaa actatctttc ttctgcattt ctgacaaact aaattcttgt
  2641861 actgccttat catattcaag agtatttctc aaaacatcaa ttggacaaat acctttccat
  2641921 cttgaaatac ctgtgatgtg cttgacatga aacatgttca tattgtggat gtaatatgta
  2641981 ccttcaatcc cacgtacctc ataccacaaa ttattatcat ccgtgtttaa aaaaggcgtt
  2642041 acataagcgg attcaatagg gattaatgat tccacttgaa atcgaatgtc acggatgata
  2642101 gctgcatagc cattcccagt ctcatttctt gaaacttcaa ttttatttat ccattcaaat
  2642161 ccggtcatgt ttggattagg ttcattcatc acaacatcag acacttggtt aaaaaccgtg
  2642221 tcataatctt tataaagctt taatggcaaa gatgctaccg tattagataa tctactaatc
  2642281 acactgaaaa tcgtctcatt tgtagctaac tttgcattat caatccccca aaacttcctt
  2642341 ccaaaccaag aagtgaagtt atacccagca cctttccatc ccaatgaagc tcctttaatg
  2642401 gctcccttaa aacgattaat cagcttcaat ttctcaccgc ctttctattt aaaaagatcg
  2642461 ttaactgata taaattcaat atttccatca ccttgtaatt gagataacat agggattact
  2642521 tctgtgtgag catttaaaaa cgctgcaaag ccatcaattt ttcgatattt actctgttta
  2642581 gatggtaaaa agttcccgtt cctgtcttcc acaagcttta cattgttcat ataccaacgg
  2642641 aaaagacggt ttttattact aattattttt ccatccaaca acaattcttt tacatccttt
  2642701 aatgctgggc ttaaagttaa atgaccttgt cgaactggtt cagttttaaa tccatacgct
  2642761 ttcaaatctt catttaaacg ataagcattt gctggatcat aagtaatttt ctttatgaaa
  2642821 tagtgttcag attgctcaac aaaccaatca tacacatact catatttcac atactcacca
  2642881 gggataatgg tgagccaacc tttttcttta aactctttaa agctaatatt ttcgttatca
  2642941 cgatcaactt tagcctgcgg aacccaacta tgagataata caaaaacatt tccatcatct
  2643001 aaaggaaact ctaaacaagc acttgtaaaa tcttctgttg cagataaatc ataacctgca
  2643061 acacattctt taccagctaa tccctttata tcaataactt cttcattcct ttttaatatc
  2643121 tcaataccaa caaaggacat ttcatcatta tcaacaaaga tgttaaattg ctttgtaatc
  2643181 cagtcatttt tttcagcatc tgtatgcttg tctgtattcc aatcatcaat aagcgatgga
  2643241 aggtctagcg aaactcccat attagggttt gctttaatcc atagttcagg attctcaatt
  2643301 tcatctacac tatccatttc agccatgaaa taaaactttc tatcttggtc gataactcct
  2643361 tccaaaacat ccgttgcaat ttcatagtat tgaacaagcg gtccttcaag ctgatatcct
  2643421 gctgtagtga tataaacaat cattggttgt ttacgtgcac cacgtgattt tttaataaca
  2643481 ttgattagct taaaattctt aaattcatgt atttcatcaa aaataccaag atgtgtattt
  2643541 aatccgtcta gcttcttact gtcagatgca cgaggttcaa ttttagaatg cgttttatca
  2643601 tggaaaatgc ctttctgatt ttcacgtaaa tgcttccgaa gaagggggga tttttgaacc
  2643661 attgcacgac tttcatcaaa caattctcca gcttgttgtt ttgtatttgc caaaacataa
  2643721 acacgagcac ctggctcatt atctttagca acagcataat tagacaaacc agaaatcatt
  2643781 gtcgttttcc catttttacg tccaataaaa ataaggccct cacgaaagcg cctataacca
  2643841 gtatccttat gaatccatcc atataaagaa cctataacaa agtgttgcca cggttgaaga
  2643901 actaaccttt tatagtcacc ttttgatgga cgacaaaatt tttcgatata tcgtattggt
  2643961 ctatgagcct tttcttcatc aaatatccaa ggaaactcct cagtcccctg tctctttaaa
  2644021 tcatttagat gacgttgaca agacaagatg tttttcttac tagctattat gtttcctttc
  2644081 acaacttgtc cagcatacca tgttgttctt agttcaggag atggatcgat caaaatatta
  2644141 aaatgctgta tctgttcatt tcgccaattt ttataccact tagctatttc agatggctta
  2644201 gaagttgtcg taatcatcat cagaatctcc agttaactct tcctgaagct ttttccggct
  2644261 tgccccagtc aaccctagct cccctaaata ttgacgaatc tgctgtaaat acttaggtat
  2644321 ctctggaatt aaagtatgct tagttagatt tgtagcgcct gctttatttg tatactccat
  2644381 tgtcaggcct tcttttttaa cattggctgc catttcccta aacatttgat aactgaaagc
  2644441 aatcgcttca actacaattg gatcattgat atcagcctta ccttctcctt ctaaaacaga
  2644501 ccaaatacga atccaagtgt cttttcctac cttctttaaa tgagtaggcg gtttcctttc
  2644561 attcaatcct ttatccacga tatcacccca cttacatttt atggataaaa agtatcaatt
  2644621 taaaattaaa aagctcttat ttttagggtt tacccccctt tagaaaaacc acttgcgctg
  2644681 cacacgaagg aggcagccgg tctgagcgga aacggctctc aacaataaaa ggaggggggc
  2644741 tatataaatt ctttgttcgc ttttactttt acgaactgaa tctttctttt atctttcttt
  2644801 ttccctccac ccttttcagg atgttctttg ttatgacatg cattacataa actaattaag
  2644861 ttatctaatg ttaatgcaag ttcaggatat tcacttcttt ctttgatatg atggaccata
  2644921 tcagctggta ctggtatcaa tggatcatgc ttcatgcact cttggcaacg atagttatct
  2644981 cgtatcagcg ctaactctct acaccttcgc caagctgtgc tgtcatagaa cttcttcgct
  2645041 tctttatccc gattgtattt atcatagaac tttcgttgtt gttttgtttt gtatttactc
  2645101 attatcttta actgtatttc gatctatgac ttcaccatca caataaaatt caacggtttc
  2645161 aactcctact gtatacttgc tcataacctt ttctaactgt tcgaatgcac ttacacattc
  2645221 attgatagct aatgtaagtt cttcaatatt cgctttcgct tctgtcgtat caatatcaat
  2645281 aagagctgaa actatatttt gttttgtcat tattcaacac tccttgtctt ttttctttat
  2645341 ataataaaaa gcatccgaat ggatgctttt ctatcaatta ttaatttatg ttttaatttc
  2645401 ggtacatgaa gttttattct ttttccaatt acctaatgtt gttacaatca tctgtgccaa
  2645461 cattattaag tgactggaag aagagcaaaa gctcctcctt attaacggta acattcaatc
  2645521 aataccatct gctggtttcg gattttatgt gccgtcatta cgaaccgttt agaattttag
  2645581 aaacaacata gtgagttgtg ttttccgcca cttctcacaa tacaaatata tcatgttaaa
  2645641 aaccaaatcg tgtccgtaaa tagttcacaa atagtccgca aacagttcgc gattttatta
  2645701 atacgtaact tttaatccag ctgcccttaa ttctttcata atatgatatc caacatcttc
  2645761 aatattatca tttacttttt gataaaccag acctgatata tcattcggta attccacacc
  2645821 gtctttataa agagtacaaa ccttagctct tcctaatttt ccaataaaga atcccaattc
  2645881 aaaaattaca ttttggcgag ctctaaagct atattcttct acggattttg ctctttcctt
  2645941 tacactacac cctatatcat caggagttaa tagaacaaac gcatattgaa catctgaatg
  2646001 tttctcaaac ttctcaagaa ctgttaaccc ttcattagct tccctatgta atactacagg
  2646061 ctttatacca atactattca agaatatttc taattgctgt tttaaattat catcatgtcc
  2646121 atgtacgatg aatactttag tgttatcaac ttccacgcta gctgcaacct ctgcttcttt
  2646181 taacatataa cctggaggtc cttcaagaag ctcgtcactt acatctttca atcttcctgc
  2646241 cgctctccat tttcttgaag ggccacctac tctaacgata gagctctttt gatcttcata
  2646301 ttcgattcta tctaccagaa tatccaattc attttcattc tcagatacat ttatactcat
  2646361 tttttgaata tcatttattt ttattaccct tccgtttaat gtaaaatctt cgccttttct
  2646421 ataccttgaa aggtaacgtt cttcaagttc ttcaaatgta atattaaact ttgactcttg
  2646481 aactctagtt gttaaattaa ttctaatatg ataatacata atatccctcg actttcctta
  2646541 atagtaataa tttacatcac ttaatatttt aaacgattta tatattttaa gtaagaaata
  2646601 accctaaatt tcatacatat ttttacttta caatcgaaaa tacttaaaaa tgaattagct
  2646661 ataaactaga ttgtgttaag ttagcctatc tcgttttttc ttagagatat caagctttac
  2646721 agcattccat caaaatgaat ttgacacttt cagtttaaag ctaattcaat aaatgataaa
  2646781 aaaataaagg aatcagattt tgaatttcct ttgataatca tttaatgtat cttgttggat
  2646841 tcctatatac cttaaagtct ctttctggtc tgtatgattt aacatttgct gtaaagcaac
  2646901 tacatcttta aactgtttat aatgatgata cccatatgtc tttctaagtg aatgagtacc
  2646961 aatacgttct aatccaaact cctgcgctgc ttgattcaat atgacgtatg ccatcgatct
  2647021 cgtaattggc ttgttcttac cattcctact tttgatgaga aattcattct ttggttttcc
  2647081 tttggtataa tctcttaatg ctttttttaa atcagatggc atctttacat ctttaatctt
  2647141 attcgttttc ttttcacgaa taaaaatatt ccatccttca acgtcacgta ctcgcaagcg
  2647201 taaaatatct gaaatacgta atcctgtatt aataccaaga aggaacagaa tgtaattacg
  2647261 ttcattctgt tccttgaaat attcttttag ttctttaatc atttctttgt ctcttatcgg
  2647321 ctgtacaatg ttcatactac ttctacctct tcagtttgtg ccttctgttt atatacttct
  2647381 tttcgcaaac tgaaagctaa acgtaataaa gctttccctt tcactttata atacgtagtt
  2647441 ctacctaatc tcactgcatc cattatgtcc ggatcatacc ccttctcttc ttccatataa
  2647501 tacatatgaa tgatctgtct ttctcttttt ggcaatctgt ttacagctct atgaacccaa
  2647561 ttcataaatt tatctctagc catttcatat tgtagccttt caatcgctat gttttctgta
  2647621 gaactgttga attcatttgt tacggatgga ggaacaattg aatacgatgc agttactttt
  2647681 ggtaagatgt cacttggcat ttgagataaa tacatacgat actcctcaaa tactttttca
  2647741 acttcatttt ttgtctcttc ttcatctaaa acaggcattt taaatgataa ttgtttattc
  2647801 atattaaatt cctccattgt tattattttt gtcttactgc cccacgtctg cgttcataac
  2647861 gtggtccacg aactcccatt aactcttcaa tttcacgagt gctaaatttt tcttttcttt
  2647921 ttttcttatt tttcttcttt gcttgttttg attgcttttt ccactcgcgt agctggtcct
  2647981 ttaacacctt catttcccca tctccctttt caaaataaaa aggataccta ttcctaaaac
  2648041 agctttaatt gctgctttaa tgaattggtg tcctctagtt ttctagccgg actgtattct
  2648101 gttgcattta ctttaaaata ccagcttgta caaaaatgtt tctccaagct ttattaacct
  2648161 gatacttctc cacatctttt gcacgacgag caatcgcttt tctgattttt cttttcttca
  2648221 aagctgtcat tctcctaacc tcactttcta ttcttcaaca taatactgcc tcatccaata
  2648281 cacacacagt attatggcag ctatatccca aagtgaatct aaataatttt gtaataaaaa
  2648341 ctgatttgca acctctaatc cattctcgat agctgttatc gtgaacagca ttgctgacca
  2648401 tttattaact tgaccatttt caattacaag tacaatagct atcaaaagtg tcgctccacc
  2648461 taacgtgtcc gctacatccc accatttctg ctgtatcgct gctataattg ctaatcccac
  2648521 attaagtgcg atcagtaacg agaataaatg tttataaatc ttgttatttg gtaacatgtt
  2648581 ttctcacttt ctattcaaag gattattttg ttaagaattg atgatttctt taattctatt
  2648641 aagcttgtct aagtgattat catttagagt ttctcgatca ataccaatac ttgctcgtct
  2648701 acgtgtattc atcgtttcga tataacaaga atgtttattt tccttatcct tagcgaccat
  2648761 ctgaattcct tcgaaagaag catcacatac atacctagta tcttcgaata actctttcca
  2648821 attttctttt aaatacaatc ccatgtaata ttcgatatcc tcgccacacg aaacgcttat
  2648881 ctcaacttca aactgatcat ccattgttgc tacaagaaaa accatccaag cacttatttc
  2648941 agttaatttg ccaattcctt ctttcattcc cctctacctc cttattaata tcgaaaagaa
  2649001 atataactcg gatttaccac actagttaca aatgattcgc tataaaaata ctttggttta
  2649061 acgtgaaacc tcttgcaaag tatttgtatt tgattaaacg atggaatgat tcttgatcgc
  2649121 tctatctcaa tcaacttatt aatatcaacc tccaacaatt cagcagcttg tccttgagtc
  2649181 attccgaata aatgccgaag ttccgttagc ttctctccat taaagttact cacaacattt
  2649241 cttcctcccc tgaataaaac tcaatattcc gtccatacta taaatgcact tgagttctga
  2649301 acttccttct aaacgctttt ctggagagca gttagctttt gttagctgct ctttaatttg
  2649361 attcacaata cacttcttta ggctcttccg ccatgaattg atcgccatta aaccattctg
  2649421 catattccca acaaaacagc gtaatatcaa acaattctcc tttatcatct aaaccttcgt
  2649481 tgaaatttac accttcaggt aacaaacttt caattacctt tttgctatct tcatttagct
  2649541 taactaaggc gtaatacaat atttccccat cagcgtcata atcgtatatt tcaagactat
  2649601 ttaataagtc aattgctttt tgcttatcca tatccattcc cctttgctac aaaatgaaat
  2649661 ttttatatta atcttcatca agttccgtaa cagttaaaca atttctagga ttctttctct
  2649721 ttgctagtct ccgttgatat gcctgtgtcg tataaaagta tattgtttca ggaagtacgc
  2649781 ccatatgttg agcgcattcc atcatggtcc caatacatat gagcgattcg cctttataaa
  2649841 cgacgtattc ctttgaactc gttatgacac tcattactca actccccttt tctactaaaa
  2649901 tagcgttttt gtttggtttt tttcttcaca taatccgtcc tatttgattt ttacatacca
  2649961 cctaatgaaa ttaacgtaac ttaccttgtt atactttctg tgccacttga atgacttatc
  2650021 taatgaattt tctatagaat tccaatgatt catttcaaaa ttaataaata caacatttct
  2650081 tttcttttgg aaattatata attgacgttt acgtgtatgt ctcattacgt cacttctttc
  2650141 tattcaaata acgattttat tttattcttg ctaaccgctc cgcccttgta taagcgtact
  2650201 tttttttaca catcctatta aaaatctctt ttagggtggt gctaatttga agaagttatt
  2650261 taaatatatt ttaatctttt tgtgtgtagt gttttatatt acatttataa gcggtataat
  2650321 ttatcaaaac tttgtccgtg aacattttat tcctccagcc gagaaatcta agctggaaca
  2650381 tgatgctcca tgattgttat aaatacttcc ctccctatat gagctcatta ttttcattat
  2650441 gattaggtat caggggtgct ttacaaggca ctctttagtt taaaaaataa agattttatt
  2650501 aaaacaactt accccctgaa aaaaaacaca tatattatca tgtactcttt tacaataaga
  2650561 gtcttggtct aaagagcgct ttttaaggcg ctctttttat ttaaaataag gattttgcat
  2650621 taattccctc taactgcatt tacggctgct gcacaaacag caattccaaa cttttcttca
  2650681 ataatgtaat cattgtcatc tatgttaact tgccaatcac cagattcgtt tttaatactc
  2650741 acgtcacgac cgtcttcatg caactgatcc aagataattg ccgcgtaatt gattgcatcg
  2650801 aatttttcta ttggcatatc atgaaacgcc tttccatctt tcccccaatg agtttctacc
  2650861 ttttcccatc taagcacttc atgagcaatt acatcattta atttttcaac ctcattcaaa
  2650921 tcctcaaatg agatccaact ctcttcaaaa tgagctacaa agttttcatc aataacgcta
  2650981 tacgtaatgc aaccaattct ccattcacaa ccatcatgtg ctattacaga atcatattgt
  2651041 tttaaagctt cttcattctt atcaactgca tttatttcaa ttgcaccttt tttccacatt
  2651101 tcttttgctt tctcaatatt agacatcttt cattctcccc ttcgttttta aataagaatt
  2651161 ttgttaaaaa aattaattta attctccatc cttgtgcact ctatacctaa aaggagtaat
  2651221 catgaaaatt ttaaaataca tagcccttac aattggatgg cttacattac tatctctttg
  2651281 gtatgtagca ttctttcatt aatctctgtt atagttctcg gcctaagagc accgcactct
  2651341 ccaatggtgc tctttttaat tcaaataact attttgtagt aatcctttat aaatcgcgca
  2651401 taaactttta taatctttat ataaaaatat tgaaaatcat ttaattatag ggggcgtttt
  2651461 ttatgctaca gggcattaac catatttgtt tttctgtatc aaacttggaa aaatctattg
  2651521 aattctatca aaaaatactt caagcaaaat tattagtaaa aggtagaaaa ttagcgtatt
  2651581 ttgatttaaa tggattatgg attgctttaa atgttgaaga agatatacca agaaatgaaa
  2651641 ttaagcaatc ttatacacat atggctttca ctgtaactaa tgaagcatta gaccatttaa
  2651701 aagaagtatt aattcaaaat gatgttaata ttttacctgg ccgagaaaga gatgagagag
  2651761 accaaagatc tctttacttt acagatccag atggccataa gtttgagttc cacactggca
  2651821 ctttgcaaaa ccggttagag tactataaag aagataaaaa acatatgact ttttacatat
  2651881 aataagaaag ctagggcttt cttatttttt atcaaataac gcttttgttt agttttcttt
  2651941 atattcaatt ttgctagcat ctatcgtttc aatattttca attgaaccaa agctaggatg
  2652001 ctcatttatt ccttttagcc attctgtaac taccttatta atttgttctt gaagcttttc
  2652061 cccttcgtcc atcggcacac ctgaaagcca atattccgca acctctccac attcatcggt
  2652121 tgctcgttca tacaattcat ccaacaatac atctgcattg atccatggag aatactgttt
  2652181 gaattgtcca atttggaatt cattatcgac tgccgctcta tccgctacca ttttatctgt
  2652241 ccaatctttt aaagctgctt gaatagcttc ttctttcatt tcaaatttat cgcttgtcca
  2652301 aatctcatta ttgctatcaa ggttgtacat ccatttcata tctttcattc cccttttttg
  2652361 cttatttatc tttacattta caatcgtgca accactcatc acacttatta caacagcaat
  2652421 cgcaattctc tatttttcta tcacactgac tgcaataatc tgtaacttca taaatcattt
  2652481 attctccctc cctgaaataa tacttctatt cagttttctg ctttcttttc cacttatgaa
  2652541 tcgctttaga tatctcttgt acaatgcttc ttatcattaa tggaagccat cccaaaacaa
  2652601 tgactaccgc aaaaacagga tataagaata acgaacccca actatccgtt gcgattatcc
  2652661 atataagtaa tgcaactcca atcaatagat ataaaccgat cgctattgcc caccaactta
  2652721 tttcaatcac cctcatttct taacaaaatt caaattttgt tttacttaac ccctgtactc
  2652781 ccgaaaccac ctgagcccct ttctgaatcc gatagctcgt ccacttcttc aaaatgtgct
  2652841 gttattactg gcactataac gccttgagcg atgcgtgtac ccttttcaat tacatgtgct
  2652901 tgcatattgg tcgctttagg gatttcagta ttatcaacca gcaccccaac ttctccacgg
  2652961 tagccactat ccaccgttcc aagaacaact ctcaactttg tattacgcgt cataccacta
  2653021 cgcggcctca cctgcaattc atatcctggt ggaatctcaa atgccaatcc agtcggcaca
  2653081 acctttgttt ctcctggcca tataaccgtg tcttctgctg ctacaagatc aaaacccgaa
  2653141 tcccctgtct tggcatactt aggcaattcc acatctctta ctcgcttaat cttagttctt
  2653201 aatttcattc tcttcagtct ccttcgcttc tgctaataat tgagttactt cgtaagtacc
  2653261 atgctctgta tatttcattg ttcttcctcc ttgtatttag ataagattgt tgttaatgca
  2653321 atcgctgttc cttcgttagc aatccattga ccacgatagt aaccagataa acctaaatct
  2653381 ccattgtcat acgctttgtc tgattccttt ctgctttctg ctgccgattg ttgcaaatgg
  2653441 tttatatacc ccttaatcgc ttccttcact ctctccatct ccttttatta gctccttcag
  2653501 ttcctcgatc gatccctcga atagatcacg cccgtctgga agcttgtata tacgattatc
  2653561 gattaattta ttaatcaaaa tgttttgctt atccatgttg cctcctaaat aacttgctta
  2653621 ttcttccttg tcccttgact gcctaatggt tgtgtggctg ccatctcgta agaccaccct
  2653681 tcacgcaatc tataccaaaa cgctcctcta cttactccat tactttcagc tatatccaac
  2653741 caattcccat ggctactttg tctcacgtga ttttcaattg ttttttcaaa ccttgtcttg
  2653801 cctatatcac gtaagctatg tttatttcca tactcttcag ctttcttata aatccctttt
  2653861 aaaatcctac ttatttgtgt ctgcgttaca cctaaccgtt tgccaattgc agcttgtgtc
  2653921 atatttttag catgtagttc ccatacaaac ttctctttac tacataaggt tgataagaac
  2653981 gctgtgatta tcattttctt aataacatca tcgagtgtca ttgatgtttt tttatctatt
  2654041 agcgtatttt ctagagtgac tttctccttg tttacctctt tatttaatgg tgtttgaagt
  2654101 gaaatcgttc taggattaaa ttcttttgct gtcttcacat ctctcacgct aacttctagt
  2654161 aatttagcaa tactttccac ttcttcatca tgaagtttca ttctagaaat ctttcctttg
  2654221 atttcataca cttcgttcgt aatcctaatt ttttgcgagt ccctaacagc ctttcttata
  2654281 tatccaagta ttcttggaac agcgaatgtc gtaaatttaa acccaagttc tgttttaaaa
  2654341 tctcttctcg ctgtgaccaa ccccaacatt ccagactgaa ttaaatcatc catatttaaa
  2654401 tttgtttctt gttcaattgc tttagcgata ttggaaaaat atttgtttac atagtaataa
  2654461 actagcctgc tatacttttt cataaaatca tcatcagtca tcattagaac atcttcttgt
  2654521 tcaatcaaat ccttttgttc atcccccacc gttttctcct cctaatttaa tttcataact
  2654581 ccttttttca tgctcctagg cccattgggc gtgatttgat tttattttta tcagcttgat
  2654641 ccataatcaa ggctgctatt tctaattgat gtcgtcctaa ctctttagca atatcaatga
  2654701 aagtttttcc ttcctcccac atctcttgga atcggattac ttcgctttca tcaaaaacta
  2654761 aatccaattc ctcaagtgct acgtacaagt tacggcgtga ttttttcata tacttccgtt
  2654821 gttgcgcttt gattgtatat tgttctaatt gcattgctgt tttgactcta gccatcaatt
  2654881 tcccctccta atccagcgct agaaattcag ctctggtacg tttcgaatga gttatcctaa
  2654941 tcttctgaat acctttccca tgctcttcta ttgttgcatt ccaagcgtcg gtttcagttt
  2655001 tagcatcaaa acaatccatt ttttgtcgtt cctctttatc gtagaaatgc acttcatagc
  2655061 ttggattcaa aaacttttca ctggtactta ttgcgtcata gttgaaacta cccataacat
  2655121 catcaatagt taattgcttc ataatcgcat ccccagttat tttatttttt ctgtgatggt
  2655181 agttgataca cgatcaactt tcccaccttg ccaagtgatt acttgttccc caaaccctgt
  2655241 tactggagga ttcagtggag taacctcacc atttttaacc acataaattt tattatcagt
  2655301 aacatcaatt tcaattttcg taggcttcat acgactaaaa tcctcctttt tcttgttagc
  2655361 taattttttg ttgatgatta cgttgtaagt cttgtttcat tgactcaaat tttattaacc
  2655421 acacttgcca acgcttatca ttttctactt gttgctgaat tgctacttca caattacagc
  2655481 cgttcgtttc aattacaccc ggatatgttt ctttacgaat aatccctgta tcatgacata
  2655541 atgcgcacat ctttatttcc tccttttata cttcaataaa cctttgtaaa cgttgtttcg
  2655601 ctatctctct tctataacta gccgcttcat tttttacagt tagacttgtt tcaaccattc
  2655661 ggtcatatga acgtttgcca acttgatttt ttaattcttt gggttctaaa ttactcgtat
  2655721 acagagtagg aagttctttt ctataccgac catcaatgat attgaacaat ttttcttcta
  2655781 cccattccgt agttttttcc gctccaatat catctaatat aagtaagtcg cattctaaaa
  2655841 gtgctctcat aatttgtgtt tcattttctt tgttttcact attgaatgtg ctgcgaatac
  2655901 gttgtaataa ttctggaaca ctttgaaata ctacgatgta tcctttttta gaaagttcat
  2655961 ttacaatcgc ggctgctagg tgtgttttac cattaccagg ttctccccaa agcattaacg
  2656021 attccccgtt ccattcttta aacgtcttta cgtatttcac tgcaacttta taagctgtct
  2656081 ctgatccatt tctatctaga aacgattcaa atgtactttt ggagaacctt tctcctaagt
  2656141 tactaatgct gaacaacttt tctatttctc tcttcttagc aaagttttga gcttcacgta
  2656201 tttttgcttc ttcacgttct acaacacact cacatgtagg aagtattttg tttttaatac
  2656261 gtaactgcgg aacctctaca gtgattgcgg cgatatattt attacagtgt tcgcatgtat
  2656321 acccttccgt ttcttcacta caagccgatg tattcactat ccgagtcatc actcttccga
  2656381 ttgattccga cacgcttttt cactccttta ttgcgttgat attcagtttc taaagcatca
  2656441 acatctttta aagttttcac gttattgtta acccactgtt ttaaaatacc ctcagcataa
  2656501 ttccatttct tctgctgttt caaagcacgt tccatagctg cttgtacaag ttcttcgctt
  2656561 gtatcgttta cccattgtga aatattttcg gctatgaacg aatttaaaat cccgaaatta
  2656621 ttttcgtaga aagagaagat gctactacta ctttgtatat cagtacttag ttctttagta
  2656681 tttagttctt tagtacttag tagctcggga ttttccaccg gtggtttttc cactggtggc
  2656741 ttttccgcca ctgggtcatt ttgtggaact tcatatatga ttgtttccca cttaataatt
  2656801 ttgttgttat catctctcac tggaaatctt ttaagatacc catattcctt tagttctttc
  2656861 attccagctc ttaagctatc tagcccatcc tttgcatgcc tagataattc ttctctataa
  2656921 aaaaaccaat catcaggaag tgtaagaata tacgctaaaa tcccttttgc tttccaactt
  2656981 aatcttttat ctttaagacc tgtattattt attgtcgtgt agttcttatc tttattaact
  2657041 cgaaaagtag ccatccattt acctccttgt acaaaccgct acatatgcat ttccactttt
  2657101 aagaatgcgt tgaatttcat aatgcggata accaacattg aaatactgtt caatcatttg
  2657161 ttttaattca tctttgtttt ttgctaaccc ccaaaactta ttgggtaata gcacttgata
  2657221 ttcaattaaa tccatgtact attcccctac tttccgtgat atacttataa caacttgttt
  2657281 tttctaaagg acccattgcc gtgggtcttt ttattttgtt ttacgtcact ccaagcccat
  2657341 ctttttatcg gttcataagt aatgtagagt agcaacacac taaatgcgat aaacattgcg
  2657401 aatgctacta atgatgttgt atcttccact agatcacctc cttatttatc aaacggtaat
  2657461 tttgttaaac acctgaaatt ctgttttaac tagcatttgc tcctaccttt tgggcttcta
  2657521 cccatttaag aaagtcttcc gctttaacac gcttgctttt tccaattacg attgttggga
  2657581 agtcctttct cttcataagt gcatatgcgg ctgatcgaga aatatttaag aattcttgta
  2657641 cgtcctctgc tttcagtgaa aatggtaatt gttttatttg gtacatgttt ttagcccctt
  2657701 ttcatttttc atttaattca tcctacaatt gaacttttta aaataaagtt tgattttctt
  2657761 gaacttccac acctaaaaaa agattatata tatcttcttc taatatttgc gctatttgca
  2657821 ttgcatcatc taatgttgga gttgcgtagc cagtttccca attactgatt accgttttct
  2657881 gtttatttat caatgcccct agttgttcct gggtaaaatt tttacgtttg cgagctttaa
  2657941 ttaaattatg tcgtttcttt cccatgatga cacctcctaa aatccaactt tcttgaactt
  2658001 gttacactca ttatatatcc aagttttttg tactgccaat aataatattt gagttttttt
  2658061 ggatttttaa acaaagtttt aaaaaactaa tgcaaaactt ttacaaacaa agtacaattt
  2658121 agttgtactt tcaaattaga aaaacagttt acagttttgg atataatata tatggggtga
  2658181 atttatgact attttagggc aaaggataaa actttctaga aaaaaacgtg gattaacaca
  2658241 agatgcatta gcgttaaaga taaaagaaaa gatggataca gagactaaag taacaaaaac
  2658301 tacaatttct aattatgaaa caggctatag ttcgccatct aatgaaactt tagttatcat
  2658361 ttcagatgta ttaaacgtat ctgtcgatta tttattaggt cgatctgatg atccagaatt
  2658421 aaatgcagtt cagttcactg aattaagaaa agaatttaac gagctaattg acatgttaga
  2658481 aaaaatgcca aaagaaaagc aagatatgtt actggatatg atgaaggctg ctgtaggcca
  2658541 taacaaaaaa tgattgtcag caattgggct aacaatcatt tttttctttt ttaactctat
  2658601 tttttatatt ctctaccact tttttcattc tcatctgtag ttaatactcc taattttaac
  2658661 atttcccata atgtgctctc tagtacattt tccatcgtcg gttcccccat catccttaat
  2658721 tattcaaaaa tatcaaaatg tagaaaatga ataacccctt aaacgtacga aatgccattg
  2658781 cacccttaga tgcaatggca ttttcattta tttattatcc taaagtacct ggatccattt
  2658841 tcattagttg tacttctttt acttttcctg ccgcttgatc atctttagct ggtaccgaac
  2658901 taatcgataa cactgataat gcgagcgcac atgtaataac tacactagca attatttttt
  2658961 tcattctcac tgtccctcac tttaaaatat caaaaatttt tatgtagaat aagtttccgt
  2659021 cctttaagaa tcgatgatat gcctttcttc tcaattcttc atcattcgtc gcaatcgata
  2659081 aataaaaatc ttgagttgca gttcgattgc tgatttgatt taatattttg caagcttcac
  2659141 tgttcttgtt ttgacgaatg cactgtaacg caatttcagc gtcgtcatgt atatactcta
  2659201 attttacagg aatattatga ataatacaac aaaaagccgt tgtattttcc actaattttc
  2659261 tttttagtaa tgatttgtta ttcttaatct ttcttaattc tgaaagcgat aattcaaaaa
  2659321 aatacaatgc tttatcagga ttactgaaaa tataactctc agcaaaaata ctaagtgctg
  2659381 tagctttcaa taaacgtgga atctcttgtt tatctagtac atgcagtaat aattcccttg
  2659441 ctgtttttac ttcgtcttgc attaaacttg catatgcaca gattatattt aattccactt
  2659501 cgttcaatgt cttttctaag ccttttggca tttcatcaat tttctcttga ataattcctt
  2659561 ggagaacagt taatacatta tatgccccta aatcaaaata accatatacg cttaaggtat
  2659621 tcacaagaat attcacacct gttttattta aattcacttt tgtacgtact gtttcgattt
  2659681 ctttaagaaa cgctcccgat ctcaatgatt gagtttgtct atctaaacaa actcggaata
  2659741 tatctctgta attattagtt acagattgtt tataattctt ctcaacaagt tcatgaagta
  2659801 attccgtata acctgactga tataaataat acattgcagt tcttatatcc gcctctttat
  2659861 ctgtatactt taaaaactct tttattattt ccatcttctg ttcttcagat tcaagaccac
  2659921 ttaatatctt aactaacttt gcaaaagtca taggtacttt tccgttcagt gttttccata
  2659981 aatttgattg cgataaattc gtgatttttg aaagctttac tgaatttaat tcatcatcta
  2660041 aaacaatacc acctaaacca gatactttat tcataacgaa gcctcctttg aacgcgagac
  2660101 accttccctg aattttctca atagaaaaac tataccattt aaattttttt aaatttaata
  2660161 tgttatactt gtgctgactc atggcaagcg ttttccctac cgtattaggg gaacagcata
  2660221 agagtggctg cacactactt ttgctgcgct atgggtcttt tttgttctta tttttatatt
  2660281 taaaatcagt ttatcacaag atttagaatc ttcattcctt ttataatcaa atcatgttga
  2660341 gaaagttttt ttctaaaatt cttttttcac taagaatatt ttaccatcaa aagaacacat
  2660401 gttctagttt atttttaagt taagtccaaa aaaccaagca aatataatat ttaagacaaa
  2660461 ttacttggta tatatagtct aaaaataatg ccttatttat aataaagaca tgaatacatt
  2660521 tggagaaaat ttaaaaaaat ttaggaactc tcgtgcttta acgcaagctg aattcggcga
  2660581 taaagtccaa ttaagccgta gccaaattag taatttggaa actaatttta atgagccgga
  2660641 tttggattca ttggaccgta tcgcgtcatt ctttaatatc tctgtcgata cactaatggg
  2660701 tcggaaattc acgacaagtg aaaaacactt agaggatgtt ctcgatgaaa ttcaaacggt
  2660761 tttcgcaggc ctggatgaat cccaacgaga acagttctgt aaacaactca agttttacac
  2660821 gcaattctta aatgagaaaa aagagttgtt atgagtcgat tgtagtagaa aacatttcca
  2660881 atcgcaacgg taaaaattaa caaattttca tcaacaaaaa agagagcgct tagctctctt
  2660941 tttttatatt cctgtgcctg gatcttttgt atatcccccg cctggtcctg gatcgaaaat
  2661001 aatacccatt cctgttcccg gatcgtataa cttccatcct gtaccaggtt cctgtgattc
  2661061 tttagagggt aataacataa ttaccatcct cctggatcag tattattctt taaaccgcca
  2661121 ccacctggct cattcattct atgtccacct ggttctattt ttaatcccgc gcccccatta
  2661181 cctggatcaa gtattaatgg acccccacct gttcctcctg gatcagaaat tacctttgaa
  2661241 cctcccgggt cttttatgta acttttcata atctcactct cccctttctt ttatatacct
  2661301 gtccccggac cataaattgg tttccatcct gttcctggat cttcgtcgta tttccaacca
  2661361 ccaccgcctg gctcgttatg ccaacctaca ccaggatcag ctactctgtg accaccaggg
  2661421 tcctttgtca attcctccat attttcccct cctttattta atatacaaat attgtagctc
  2661481 acttctttta tatctgtaaa tttcctttta cagaaattag gcttacatgc tatcatttct
  2661541 tataccacta ccacatatca cagcttgtat ctagaaaacg actatgacga ggtgaaaaat
  2661601 catggcatac tttcgtaaac gtggtgagaa gtggtctttt actatggatg tcggcaaaga
  2661661 ccctatcaca ggtaaacgga aacaaatcac taaaggtggt tttaaaacaa agaaagctgc
  2661721 tcaagaagaa gtggctaggg taacaaatga tttagcaaat ggagattatg agaatagtga
  2661781 tattcgcttt tctcagctcg tagaaatctg gacgcaagag aaagaatcat catgtagacc
  2661841 atcaacattg tatcaataca aacgtattct acgctcacgt gtaatgcctg aattcgggga
  2661901 gaagaggtta tcagatataa aacctctgag cgtgcataat tttcatcaga agctacttaa
  2661961 agagggtcta acaacgaaat acatttcatc cgttgatgtt atgttaaaac aaatcctcga
  2662021 taaaggcgta gagttagaaa tgattaactc taatcctgct aagaaagcaa agcggccaaa
  2662081 agttaaaaag aaagcgcagg ctagttggac agttgaagaa gcgatgaagt ttatggagta
  2662141 tgcaaaaata caaggaagct attatattgc attcgtttta gctttgcata caggtatgcg
  2662201 catcggcgag gtattagctt tacagtggaa ggatattaat ttcgaaagca aggtcattca
  2662261 tgtacaaaga acattaacgc ttgtggatgg taagtatgaa ctaggtgaaa caaaaaccga
  2662321 agcatctaat cgaatgattc caatgactca agaattaatg agagagctgt tagaatatca
  2662381 aagtcataaa aaagataatt ctttcgacct attaatttgt acaagaaata aaaaaatcgt
  2662441 gcatccatat acgatacgct accaaatgaa agctttgtgc gaagcaattg acgtaccgta
  2662501 tattagattc cacgatatcc gaagaacgtt tacaactatt ttaatcgatt ctggtgcaaa
  2662561 tgcaaaggtt gtttcaaaat tacttggtca cacaaatgtt tctacaactt taaatattta
  2662621 tactgatgtt tatgaagaac gtcaaattga ggtaactgaa atgctaggaa atgtactgaa
  2662681 aagtggtcga agtggtcaaa aagtggtcag tgaagaaaaa caagaggatt aaaccccgca
  2662741 atataggtgg tataatgcat ttatagtgta agtttttttt acactataat gaagtcatca
  2662801 tagtaaataa tatatagagt atcatgtttt tcaaaaagat gctacatcga aaggagagat
  2662861 taccataaaa gccagtggta ttgttgttga atataaccct tttcataacg gtcatgatta
  2662921 tcatgtgcaa caaacaaaaa agttaacaca ctctgatatt acaatcgctg ttatgagtgg
  2662981 gcctttttta caacgtggtg agccagcact cgtatccaaa tggtatcgta ccaaaatggc
  2663041 cttagcatgc ggtgtagacc tcgttgtaga gcttccatat gccttttcaa cgcaaaaggc
  2663101 tgaaaccttt gcaaatgggg ctatttctat tttaaacgcc ctacacgttt ctgaaatttg
  2663161 tttcggcagt gaagatggac aaatcgaaaa tttttacaac accatctctg tgcaaaaaaa
  2663221 tgaagaagag acttttaatc gtcttgtaaa gcaatttatg aacgcaggta atagttacgc
  2663281 aaaagctaca tctgaagctt tcctacacat tttatcttct gaaaaaaata tagatatgtc
  2663341 acaaccaaat aacattttag gcttccaata cataaaagca atactgatgc aaaatagttc
  2663401 tatgcaagca caaacgataa aaagattcgc gtctcattat catgatgaaa catttaacga
  2663461 ccaacatatt gcaagcgcaa caagtatccg caaacaactt tttagcgaaa atagttcttt
  2663521 tacagaaatt gagtctttta tcccaaaagc gactgcttct cttttagcga gttataaaca
  2663581 aaactacggg acattacata attgggaaca atacttttca tttttcaaat acaaacttat
  2663641 gacgatgtct ccagaaaact tacgacatat atatgaaatt gaggaaggct tagagcatcg
  2663701 tattttatca aaaatacaaa ccagttcctc cttccattca ttcatggaat cattaaaaac
  2663761 gaagcgttat acgtggacta gattacaaag agcttgtaca catattttaa caaatacaac
  2663821 aaaagaagaa atatattgcg caaatataga gcaacatgca ccatatattc gtctattagg
  2663881 catgtcacaa aaaggacaaa cttacctttc aaaaaacaag aaaaaaatag agcttccaat
  2663941 ccttacccat acaaaaacat ttgaccatcc tactttacac atagagcgaa aagccaattc
  2664001 tgtatacttc tctatcatga aagaaccatt acgaacgcaa ctactaaaac gagatgccac
  2664061 acatcaccca attcgttatg atgaaacaac tgcaaaattc ctataaaaaa acctctcttt
  2664121 ttcagagaga tttttttatt tattccccat tttttccaga tacattaatg catcatccaa
  2664181 cgtatcaact ggcacaactt tcattttcgt tttaatatct ttcgcagcct caagtgcatc
  2664241 tttataattc gatttctccg cacctttttc atttggcgca aagaacactt cagcaccagc
  2664301 atcacttgca gcgaccactt tttgctgaat accgccaatc gggccaattt ctcccttttc
  2664361 attaatcgta cctgttccag ctatttcatg tcctcttgtt aaatcctcgt ccaccagttg
  2664421 attatatatt tctaatgtaa acatgagacc tgccgatggt ccacctattt catgagagtc
  2664481 aattttcact tttggatcta ccactaattc tctttccgta acgatagaaa cacctatacc
  2664541 aacgcgtcca tttccattcg gaatagtctt tacatttaaa ttttctttta actgtttccc
  2664601 atccctcttg tactcaatat ttactgtatc cccttctttt tcccctgtca tatattcaat
  2664661 aaattgttcc gtcttttcaa atgtttttcc gtcgacagca atgatgacat ctccaagttt
  2664721 aagctttcct tctgacggca tccctttcgc tacaccagca accaacacac ctttattttc
  2664781 aaaagaaaca gtacgatttg cacgtttata agcattatag atcgctgcat tttgcgaatc
  2664841 tttcatcgca taattttggc gaaattgata ttcttcatca ctttcacctt tttgcaatat
  2664901 ttcttccgct tttgaaatat gtgtatattt attaaactgt gccgctatta aattcactac
  2664961 atttgctggt cccatcgaaa ccgtaacaag cataaaatca ccagactctt ttgtcccccc
  2665021 ctccacttga acgtaaggct ctaatttggc agccattcct ggtttcgtta tataatacgg
  2665081 caggcgtacg taaacaagta acattgccaa tataacccct attaaaattg catatataaa
  2665141 ccgaaaacgc ttaaacatta tgtttctcct tccactgctc aattaataaa tgaatatttg
  2665201 caacatgctt ttctgcttct acctctccaa ctcgaataat gtcttcaatg tttgtaaaag
  2665261 cacgggaact aaattgttct acagctgggc gcatcattaa atccgatgca atttgccgat
  2665321 tcatcacaag ctcatgttgc ataatttcaa tactctgcat aattacatca taaatagacg
  2665381 taacctctcc atttacttta atcggggata catcaacagc aataacaata tcggcaccta
  2665441 actctttcac aaccgatact gggatgcgat caattactcc gccatctacc aataatcgtc
  2665501 catctatttt ctctggcaca aacactccag gtacagaaat actagctctc accgcctctg
  2665561 caactggacc acttgtaaaa actacttttt cccccttcaa gatatcagta gccacaacag
  2665621 ccgtcgggat atctaactct tctaaatttt tattatatgt aaacatttta atcatatctt
  2665681 tgacacgttt tccagcaata aatcccattt tgggaaccgt aaaatctaaa taatatttcc
  2665741 tcttaaaaac atttgccagt ttatacagtc tttcaacgtt tgaactagct gcataaaatg
  2665801 tacctaccaa agcccccata ctacttcctg caatcaaatg aatcggtata tcattttccc
  2665861 ttaaaacctt tataacacca atatgagcaa aaccttttgc gcccccagat ccaagagcta
  2665921 atccaatttt cggttctttc atttttctca ccctttaatt tttttcattc ctttttcata
  2665981 cttatggtct aaattcacta cgtatccacg tatactgaaa tgaacgtttt ttgggacaaa
  2666041 gggggattta cttacatgta tgaaaaatgg aaaacggctt tccttaccat atcaacactt
  2666101 tttttaacct tttctcttgt actccacccc caagctgctt tacaagcttc cattcgaggg
  2666161 ttaaatatat ggtgggaagt tgtattccct tcacttttac cgtttttcat cattgccgaa
  2666221 cttctcatta gtattggtgt tgtaaaattt ataggcgtta tattagaacc acttatgcga
  2666281 ccacttttcc gtgttccagg gataggcgga tttgtttggg caatgggaat ggcttcagga
  2666341 tttcccgctg gcgccaaatt aagcgctaga ctgcgcaaaa gcaatcagct aacacaaatt
  2666401 gaagcagaac gcctcgtatc ttttacaaac tcatccaatc cactttttat tttcggggct
  2666461 gtttctatcg gttttttcaa taatccgaaa ttaggaatcg tattagctgc tgcacattat
  2666521 gtaagtaatt ttgccgtcgg gttactgatg cgtttttacg gcaataacaa cagttccacg
  2666581 catgataaac atgctactaa aaaacgccct tttcaaaacc ctttttcaat tctacacgag
  2666641 acacgtatgc aagaaaaaag accaatagga aaattacttg gggacgctat cgtttcttct
  2666701 atccaaacat tacttatgat tggtggattc attattttat tctctgtttt aaataaaatg
  2666761 attactgtat ttcatattac agcagccctc tcttttatta tgcaacatat tttatcattc
  2666821 ttccaactaa ctaccgaatt tagtatccca atattatctg gcatttttga aatgacactc
  2666881 ggaagccaaa tgattagtca aataactgaa acacccctcc tgcagcaagc tatggtaaca
  2666941 agctttattt tagcatttag cggcctttct attcaggcgc aagtcgctag catattagct
  2667001 gaaacagaca ttcgatttaa gccctatttt ttcgcacgaa ttatccaaag tattcttgct
  2667061 cctattttta cttttatatt ttggaaaccg ttttatgaaa aagtaagctc tttttcacct
  2667121 atgcaaaaag atatccctgt ctttttatcg aatcattctt ctatactgca tgaaatttgg
  2667181 acatcttttg tacactacgg accaatattt acattatttt gtttatatgt atatgtcatc
  2667241 ttattatttt ttcggagcaa caaagaaaaa ccccgttcac tttaacgggg tttgaaactt
  2667301 ttcttttaaa gcacgttcta caacaggagg gacaagatct actacacttc ctccatatct
  2667361 cgcaacttct ttcacaatgc tcgagcttaa aaatgaatat tgattgtttg tcataataaa
  2667421 aaaggtttca atattttcat ctaattttcg attcatagaa gtaatttgca tctcatattc
  2667481 aaaatcagaa accgctctta acccacgtaa aatcgcattc gcattgcgca ttttcgcata
  2667541 ctcaactagt agtccactat gtgaatctac ttttacatta gggatatcct ttgtggcttc
  2667601 tcgaattaaa tctaagcgct cttccactga aaagaacggt ttttttgacg agttgtttaa
  2667661 aactactacg tatacctcgt caaatacttt tgctcccctt ttaataatat ccagatgccc
  2667721 aagggtaatt ggatcaaaac ttcccgaaga aatagctata cttgtcattc cgtcccctca
  2667781 ccttcatact tataaatcga tattgctgta atgccatatt tttcagctcg cacttttaca
  2667841 agtcttccta tagactctgg taaaactaca tcattaccat gttccgccat aattaaacca
  2667901 gcgttatgta gcaatccatg ttgatccatt acactaatta aagatacaat tttttgatct
  2667961 ttatatggag gatcaattag tataagatcg aatgacattt cacgttttat aagcgctttt
  2668021 atcgcacgtt ctgcatcatt tcgatatact tcagcttgtt cctgtattct acaactttct
  2668081 aaattttgat ggattgtctt tatcgcttta ttatctcgat caacaaaaat tgctttatca
  2668141 atccctctac ttatcgcttc aattccaaga ccaccactac cgccaaataa atcaagagcg
  2668201 ataccgccat caaaataagg acctatcata ttaaatattg attcttttac tttatctgtt
  2668261 gttggacgtg ttgtattacc tggtaccgct ttaagtgggt gccctttaca ttttcctgaa
  2668321 actactctca tctgctgtca ctacctttat ttcaatctaa cgagcaatta tagaaaactc
  2668381 ttctccattc agtaaccgct accaaaccgt actagtccgt tcatctttca acgaacacta
  2668441 ggagaactta gcttaaaata atcactctgc atttttatgt attcatctca ctattcgcta
  2668501 acacgaaccc attatgtata ttcgtttcac tttacctttt ttatcctatc ataaaataaa
  2668561 aaaaagaaaa ataaaaagcc caacataaaa tttaatttca tcatgtatat cttcatttag
  2668621 attggacata aataactata acaacatcac cttcgatgtt gttgccaacc gcggagaaga
  2668681 cttacgtttc cccataagtt cttcctccgg tttctcctct ccctttgcct tcttactagt
  2668741 acatgctagt ataagaaggg ccctgctttg cagggttttt ttctttgtct acttttcatt
  2668801 taaaaattga gatggtacag taaaagaaag aggaggaaaa aatatgattc aacgctttat
  2668861 agaactcgga gagggctact ctgatttata tgaattactt gaaattgcca aagcaaatca
  2668921 agaacgtata acacatatgt tacaatttga aacgattaaa aatgaaaaaa agtgtgctca
  2668981 cttgttgtaa tattaaaacc aactactact ggtgatttcc aaccattata catatgtcgt
  2669041 gaaggcattc ctgtacttga aaataaaaaa agtaaacgca tcattttatt tgaagaaacg
  2669101 gcagaacaac ttggaaaaaa agtgactacc tttacggtaa aaccatctac aactttccca
  2669161 gaaaaagaac tgtttttcaa tcatttaatt ggtattttac gaatgaataa ttttattccc
  2669221 ccaatgaaat aatttgttat ttcaaataaa aatcccctgc taaaattagc aggggatttt
  2669281 tatattagct ataatcgtat tcttttgccc gatcaggacg cgaattttca aattccgttt
  2669341 ttaaatacgg gcggtacgat tgttctatct ttttcacaaa aggaagtttg ttcaactttt
  2669401 gcatcatatg ctcaatttgt tccatatcac aatatactac tgcgtatttt aagcgttttg
  2669461 atatgtaatg tatgttacca tatttcctta aaatcttggc atgtttcaat gaatgtaaat
  2669521 aaacaatcat actttgtcgt tgcccgaaca taatcttctc catcttctcc ttttaaaaac
  2669581 atttatttta tattttatga aaaccaatca gaaatttatg acattacagg acaaactctg
  2669641 tatacgtttt cttctatctt ccaaaaaacg gggtgattta ccccgttttt ttacaaccac
  2669701 aacctccgcc agtaccacaa ccgccaccac agccaccagc atcaaaaaat ggatttcctg
  2669761 ttggaacttt gatggaagag gacacctcag aaccgattgc tacactaact tcatctagca
  2669821 acttttgcaa agccgtttct actcgtttaa aagctgcaat cttatcatgt aagtctacag
  2669881 aacgctttaa ctccctcatc ttcgtcgaaa cgaaagtata gtcaggatga tatttaccga
  2669941 aacgttgtac ttcctcatat cgttctttca tcgctgtaaa ttgctgaatt aacgtctgaa
  2670001 cttccatatc ttcttgcaat tctttataac atttacggta atcttctgct atatctgaac
  2670061 agatgatcgc ttttgcaagc tgctctgcct tatctaatat taatacgctt tctagcgtcg
  2670121 ctacaatcat gagagacacc tccgagtatt catcatacca catttagaat agaactacta
  2670181 attgaagtgt ctcactaaat agaaagatat ccttctaact attttgcaca ttatgtcaac
  2670241 acacacttat acatgaatat gttccgcaat gttatattta agaacatccc acttcccact
  2670301 attctcgttc acataactaa tacatgcgtt ttttaacggt gttttaaatg taatatcttc
  2670361 tggcgcaatt gcatgtaaaa ttgcttttat cgcatgcgaa tgggctacaa tgataatacg
  2670421 tttacctgaa tgagtttctg caacatcttt taccgcagca aaacaacgag ctacaatttc
  2670481 ttcatcttgc tccatacctt ctactttacc ttctgcaatt aattccctaa cagtcgcaac
  2670541 cggcttccca gaagcttcac cgaaattacg ttcaacaaat cgctcatcta ataaaatgga
  2670601 ttgtaatcca gtggcttctg caatttcctt agctgtttct tgtgctctaa ttaatgggct
  2670661 acttataatt acatcccatg cctccgcttg caaagcagct gcactttgac tcgcttgctt
  2670721 cttccctact tcattaagcg gaatatcttc acgtccctga ataatctctt gaaaattcca
  2670781 atcagtttgt ccatgtcgta ctaaacaaat ttccgtcatg ctcatgctgc aactcctttt
  2670841 taaataatcc gcttctattg tatcaaaagt tgtgcatgac ggacatagtt ttcccttcca
  2670901 attatgttgt attttgctgc ttcatatact gaaacatatc aatcataatg gaagcaactg
  2670961 ctaattgatt ttgaaatttc tcaactttat ctggtatcgt ttttttgaaa tgttgcatag
  2671021 ccgctaactc aaatgcctct ttttcttcag ggtttcgcgt tagttttcta taccagtacg
  2671081 gttgctccct aatgtagcga gataaatcct catcagcctt tataaactcc ataatttctg
  2671141 ctctcatccg ctttccccct aatccttctg aaagaaaaat ggattatttt cggaagtact
  2671201 ctcctcttgc tgcgtgcgtt ttccttgaaa ttgttgaaaa acttgttgca cactaccaat
  2671261 agcactcgtc acattagcta aatgatgttg catttgttcc acatctagct ttttaaagaa
  2671321 agaaagcatt tgtcccatca catctgcagt tttttcctct tcggttcgat tatctttttc
  2671381 ttttttattt tcttttaccg aagaataagc aggcgctcca tcaggtctaa aagttgccca
  2671441 tatcggatct tcttcgccaa gtaagtacca ttcctcataa aactgttgcc aagttttatg
  2671501 accacttcga acttcatgaa ccattttagg gtgatggttt acaaactctt taaactgttg
  2671561 aactgatgga tgtaacggtc cttttgttgt tggcataatc ctcacctctt catatatatc
  2671621 tacctactat atagtaagaa aaaaaaggcg catggttcgc ctattttcag acgattcatg
  2671681 cacctttttt tcttactatt tacatagggt aagattcccc tcgacaattt acagtttcat
  2671741 tttattttcg aataaaattt tgtgtataaa acttatcgta tactccaaca cccaatcctg
  2671801 taaattgttc attcaataaa ttctttcgat gtccctcact atttaaccaa ccttgcaatg
  2671861 ccgcaactcc atcactatgt tgcgccgcta tgttctcacc cgcaagttga aatcctactt
  2671921 tcccacgctg caaacgatct cctaacgtac ctaatgtagg tgagtcgtgt gaaaagtaat
  2671981 tattatcctt catatcttta ctatgaccga ttgctacatc tgctgtttgt tgatcccaag
  2672041 ctaataacgg taaattatga cgacttcgaa taatatttgt taagtcaaaa atttgttgca
  2672101 tattcccatt ctctatttgt ttcattttat ctggagttaa tggttgttct gctaataatt
  2672161 cacccgaata aacgagctga tacggtcttt ggcgtaataa cgtttcgtca tccatataac
  2672221 gaacaccgac aagctcatgc gtaaaatgat caaaatataa ttgtgcccag ccatcttcta
  2672281 ctggtactaa tggttgttcc atcacttcgg tatcagataa ctcaaattga taactattct
  2672341 tccctctttt taatgaaatc tcatgcgaga gtggattctt tttatacaca tcttcatact
  2672401 tttcatttat ataataaggt ggcaccttaa cttgctcacc tgcaacatac gccgttacaa
  2672461 ctttacgttc agcaacccca aattgaacat actgagctaa atcttgattg tatacccacc
  2672521 attcatatcc ataagcagat ggttctattc gagaaggttc gccccatttt gctaataaat
  2672581 tttcagagtc cccaccaatc atatttaaaa cagtatcgga agaatcttca tttacttgtt
  2672641 ttttcttttt tacaatttta ttttcttgct ttgattgaga tggggttaat atatattgtg
  2672701 aaacgagcaa tttcccatat aaatcaacag ctaaaattaa aattgtgatc attacgatac
  2672761 gcaataattt cttcaatcga tatacctcct gcacaaaaca taaaattgag atatacacaa
  2672821 atccttttct ttcctttttt gtgtgtaccg tactcttttc actatatcat attttcgcaa
  2672881 aaaaagtctg gattatccct tttctctcaa tatgaattgc actttcttat tattcatact
  2672941 attataaaaa taatggcgta acatgaaaag aggaggtatt atatgcaatt tacaaacacg
  2673001 aaatttaatg gggtaattgt tgatttaaca ctattaacag agattatgga aaagaaccat
  2673061 tttgtactcg ctggacagtg ggattatgaa cgagttacat acgattataa attcgaaata
  2673121 ttaaacgatg tttattattt acgtgtacaa ggtttagctg ttgaaggtga cattggtagt
  2673181 agacacgctg aaataaagct acttcctccc ttattaggta aacactatta tcctcatggt
  2673241 gttgaatatg gggatggtga aatctttcca acgaatgtac ttcaaaaaag cgaacaactc
  2673301 ctacaaaata tcgaaaaaga gttaaaagaa ttccaaatca ttgagtaaat agaacaagcg
  2673361 catcaatatg atgcgcttgt tctatttatc ttatttaaga atgaatcgtc tttttgactg
  2673421 gatacccata aatagttcca tcctttactt taatctcatc ttcccaagga accttatatt
  2673481 taccttcagc taaatctttt acaaacgtat acgggttttc tttcacccca ccaggagttg
  2673541 ctacatatcc ccttgaacct aaattatata tattattttc gagaccccat cctaatctag
  2673601 cttgatctgc tagctctgga tatacttcag cagtaacaat ctcccaagga tttcggtgcc
  2673661 cctgcactaa agtagtccca tcaaaattac atacttgtcc ttcaccaaaa taataaaata
  2673721 caccatcata acccgctaag ttcaccgaca atgtatacat taaattttgc catgcattcg
  2673781 aacgattagt taacatccat tgttcactaa cttgtgtgct atatccagaa atacgaatca
  2673841 agacatttgc acctttataa gctgcttcac gagctacttc aggaaacata ccatcatgac
  2673901 aaatacaaac agctaattta cttcctcccg gtccatcaca aacaggtaaa cctaaatctc
  2673961 cagccttcca aggttcaact ggcacccaag gatttagctt acgatacttc aaaatcattt
  2674021 caccttgtgg atcaataatt attgctgtat tatacggttc tccaccatca ggatttcttt
  2674081 ccattataga aaaaacacca tatacttcag actctttaca tgcctcagca aacaagtctg
  2674141 tttctggccc agggactgta cataaaaact cttctgtagt ccattttttt gtattaagcc
  2674201 cttgcgtact atattctgga aatactatca attccaatcc aggataccct gctttagttg
  2674261 aatgaattgt ttttatgatc tgtttaattt gtttatcaat gtctgcacgt gactctacta
  2674321 ccggtactgg atattgtatt aatgctgtta aaaacccact aattggcttt accatacttc
  2674381 cactactacc catttaaatt cccccttaaa atagtccttg ttttattaaa gataacaata
  2674441 taaatttgta actctctaaa aaacttgtac tacacatgga attattatgt attaaagcta
  2674501 gtagtaaatc ttatatccac ttttagtaca tgcctacact aacttaacat aaataattag
  2674561 aaaattcaat ttattaaagt ttagtaaaac taaaaagtgt atggaaaccc atacactttt
  2674621 tactttatct gtaaatatgg cggtaattgt tgcaactgtt ctttatcttt ttcacgctct
  2674681 cgacgggccc atcggaaaaa tacataaccg ataattgtac catacactat ttcctggaca
  2674741 attttcataa tgatgccgcc agtttgttga tcttgtacga ccggcatcca atgcaaaaat
  2674801 tccggtccag ttatatttaa atctgataaa gttcccgctg gcacacatag ttccatcgct
  2674861 ttcatccaag cagcagaatc cgtatacgtt gcaaataacg gtgcagtcgc aaaaatgatt
  2674921 aacgcgcaag ctggcgttaa taatatacca ttcgcaaaca tataaccaag tttctttata
  2674981 tcacttaacg tttgatattc tggtaatgga tttagcatcg gccaccacat catgattgct
  2675041 gtaaagaaca atatagcgag acaaatagga tgagcaattt gactttgttt tactgtatca
  2675101 aaaacaactg gtaaatgata aaaagaaaac aggccattaa atacaaacaa tgcgataagt
  2675161 ggcctagcaa atacctttaa tataatttga acgaacttaa aagaagtaat ataacgatat
  2675221 aaccaaactg gtataccaag taacaataac ggcggaactg caatatacat gactgccatt
  2675281 tcaaacatat gtgcactaaa tataatatga ccaattaaat caataggacc tccctttaca
  2675341 aaatacaaaa gaacaattcc agtcgtaaaa taaaaaactt gctttttact taccttcgtc
  2675401 gcatgttcaa atcgcattct atatggccca ataattaaaa agtacccaat aaggatcgaa
  2675461 agcataaata ataaaaagat tggactccat agagcttgaa aaccaaatat ccacaagtta
  2675521 ctcattgtca cacctacctt cttaaggtta tcctttcaca taatatgaag agggagctgt
  2675581 gacaacacaa gctcccttat tcttcacttt tcaaatccac acaattgtca taaaagctaa
  2675641 aattgtaatc aacccgatta acagaccaga ataaagaaag aaacttgcgg cttcatgtcc
  2675701 tttatgactc atatgcataa aatagtacaa ttgaaaaatt acttgtacca cagctaatag
  2675761 taaaataaat ggtactgaga aagtcggact gaaagttttc ggatatgcta ctgctacaaa
  2675821 tgcaactaat gttaaaaata tcattaatgc aaatgtaata acttgatgct tcatttcctc
  2675881 cgcacttttt ctcttccggt aaataagatc aactttagga ttattcgttt gctttatcgc
  2675941 cattgtttat cccaccattc ccattaaata tactacagtg aaaataaaca cccaaactac
  2676001 gtcaataaag tgccaataaa tcgacgcaac ataaaacttc ggtgcattgt ataaatttag
  2676061 acctctcttc gcatttctaa agattaatgt taaaatccaa cataacccaa acaatacgtg
  2676121 gagtccatgt gtaccaacaa gagcataaaa cgcggaacca aacgcactac ttctcatagt
  2676181 atgcttaaat tcatgcgcat aatgataaaa ctcatatatc tcaaacccta aaaaccctaa
  2676241 acctagcaat actgttacca gtagccaaag ttgcattttc ttaaaattaa agtttttcat
  2676301 atgatacatc gcatatacgc tcgttaaact actcgttaat aaaagcatcg tcataataaa
  2676361 aacgagtggc atttggaaca tctcttgaga agttggtcca ccatttgtag aattctttaa
  2676421 cgctaaatat gtgccaaata aggaagcgaa caatactgtt tcgcctccaa gaaataacca
  2676481 aaaaccgaca aacttatttt tcccctcaag ggttgctttt tcaggctctg ctggaaatgt
  2676541 ttcattcgtt aatttttcat ctacatgcat tacgccttgc cccccttatc ttctaaatct
  2676601 tccttatgaa tatgatatcc atgatcatcg attactgaac gcaggaacat tgcgccaaac
  2676661 gtaatgatta aaccaataat tgctactaat aaccaaaact tatcttttcc accttgcata
  2676721 tacattgcac caaatgccgc tataaacaat cctaaagaaa tgataaatgg tgaaaatgat
  2676781 gcatttggca tatgaatatc accaactggt tctgccgctg tcatctcttt attcccttcg
  2676841 cgtttttcaa tccaaaacgg atccaacccg cgaacaaatg gcaattgttt aaagttatat
  2676901 tccggtgtag gcgctggcat tgtccattct aatgtacgac catcccatgg atcacgccct
  2676961 gccttttctt ttgaaactgt cgttttaatg acattgaata aaagaacaat cgttccaaga
  2677021 gccataaata ccgctccaat agaactaatc atattcccca tctctaatcc ttgtccctca
  2677081 aggtatgtgt agtaacgacg cggcatacca attaaaccaa gaaaatgctg aatgaagaac
  2677141 gttaaatgga aaccgataaa gaataaccaa aatgttatct ttcctaatgt ctcattcaat
  2677201 attttattaa acatcagtgg ccaataataa tgcgctcctg caagtagacc aaatacaaca
  2677261 ccgccgacga ttacataatg aaaatgagct actacgaaat agttatcatg aaattgataa
  2677321 tcagctggtg cagatgctag cataacacct gtaactcctc ccattacgaa tgatggaatg
  2677381 aaggctactg cccacatcat aggtgtcgta aagcgaatac ttccgcccca cattgtaaag
  2677441 agccagttga atattttaat accggtcgga accgcaatag ccattgttgc aactgagaaa
  2677501 atagcattgg caactggacc aagtccaaca gtaaacatat gatgcgccca taccataaat
  2677561 cctaaaaatc caattaatac tgtcgcaaac accatcgacg aataaccaaa taatcgtttt
  2677621 ttcgaaaatg tagcgaagat ttctgagaat attccgaaag ctgggagtat aagaatgtat
  2677681 acttctggat gaccaaaaat ccagaataaa tgctcccata taattgtatt cccgcccagc
  2677741 gctggattaa agaaacttgt tccaaataag cgatctaaca ttaaaagtcc taatccgaca
  2677801 gttaacggcg gaaaagcaaa taatattaac gaagatgtta caaatgtcgt ccatgtaaac
  2677861 atcggcatac gcatatacgt cattcctggc gcacgcatat taataatggt tacaaggaag
  2677921 ttgatgcctc caattaatgt acctataccg gagatttgca agccgagtac ataaaaatca
  2677981 acaccatggc ctttagaggc taaagctaaa gatgcataag atgtccatcc tgcatcaggt
  2678041 gctccaccta aaaaccaact taaatttaaa aatactccac caaagaaaaa taaccaaaat
  2678101 ccgagtgaat tcaaaaacgg gaacgctaca tcacgtgcac caatttgaag tggtacagcg
  2678161 gcgttcataa atgcaaacac gagtggcatg gctgcgagga aaatcattgt tgtaccgtgc
  2678221 atggttaata cttgattata agcatcccca acaagaaaag cgttgttagg aatcgctaat
  2678281 tgaaggcgaa taaatagagc ttctattccg cctattacaa aaaacaatcc acctgcaatt
  2678341 aaatagagaa tggcaatctt tttatggtct actgtcgtta aataatccca tatgacagca
  2678401 cccatcccct gtttttttgc tacagaactc acgttttcaa cctccccttc gcgaataatc
  2678461 cctctttact tttcaacttt taacgtttgt aagtatgcat ttaatgcatc aatttgatcg
  2678521 tctgttaagt tgccatattt accattcatt ttatttcctg gtttcatatt ttcaggatct
  2678581 ttcagccatt tttttaagtt ttcttcattg ttttcggcga tgccggcaac tgtatcgcga
  2678641 tccgcaaagt ttgctaagtt tggtgcgata cgagcggaag gtggtctact atcattagat
  2678701 ccaactgcgt gacaaccaat acagctttta ttaaatattt cctggccctc ttgcgccttt
  2678761 gttgaagcta cttctttctt cccatcaatt ttcttcatat cagcaagcca ttttttgtac
  2678821 tcgctttcat ctaaagcttt cactttgaat tgcattaaag aatgtgatgg gccgcaaaat
  2678881 tctgtacaaa aaccattata agtgcccgat ttatctgcct ttaaccacat tttgttcaca
  2678941 ttatctgtat ttgtatccat tttcccagct aaagatggaa cccaaaacga atgtttaata
  2679001 tcggcaccct tcaaattcaa atacactttc ttacctgtgg ggataactaa atcttgagaa
  2679061 gttactatct tttctgattt ataagaaaat tcccaccaat aaagattcgc tgttacatca
  2679121 acaacgatag tatctttatc aatattcttt ttctccatcg cacttacatc agcaagtttg
  2679181 aatgtatatg taaccgtcgg aacagctaag attaacaaaa gaataatcgg aataactgtc
  2679241 catataattt ctagtttgtg atttccttca acttgctctg gaatataatc ttcctgacct
  2679301 ttcttttgtc ggaaacgcac aattacatat aagaaaataa tagtaactac tagtactact
  2679361 cctaccatga ttgcacttgc tagtaagagc agatcatatt gcatttttgc tacttctcct
  2679421 tgcggaatta aagtagattg aaaggcttta ccgcatcccc ctaacagtaa agccagcagt
  2679481 gaaacgaacg aaagcagtcg ccactgtttc ttcatacaaa caacccccac tttccttgtg
  2679541 aattagattg tactttatag ttaagtaaag taaatctcaa cgtaaagaaa tccaattatg
  2679601 tcgttgtctt agaagaatgt aactacaatc attgatacaa ataagattgt taaataattt
  2679661 agggaataaa caaacatctg tacggaccat ttgatgtcat ctttcttacg gaagccataa
  2679721 aatcctaaaa cgatccatcc gatgttaagc agtgttgcaa ttaccataaa tgttatccct
  2679781 agtccactca tataaaatgg tagtggtaat aaacatactg tccaaatcat aatttggcgt
  2679841 ttcgtaattt caaatccatg aactacagga agcattggaa ttcctgcatt tcgatattca
  2679901 tcaacacgtt tcattgctaa tgcaaggaaa tgtgggattt gccaaataaa cataatcaaa
  2679961 aatagcatcc aagcaattgg atgacctaaa gatggatcga ttgctgccca tccaattaaa
  2680021 ggtggaactg caccagagat actacctaca acagtattta gtgtatactt tctctttgtc
  2680081 cataaactat atagaacaac atatgtgaaa gcaccaataa accccattaa aactgccatt
  2680141 ggtgttgtta ataataaaaa tacaaaccca agaagtaata taactaatcc aaatgtaagt
  2680201 gcaaatcctg gtttatactt tccagtaacc gttggacggg tctttgttct ttccattaat
  2680261 ggatcgatgt ctcgatcaat gtagttgttt aaacaacata cccctgccat aactaatcca
  2680321 gaaccaacga ttgtaaagaa taacttatcc agattgtcca tcacacttaa tccattaaag
  2680381 tgtaatgcca accaaaatcc tgtaaataca gtaagtgtat ttgagtttac aatccccatt
  2680441 ttaacgagtg cttttaaatc ttgtaaccga gttgtttccg gtatacttgt aacagcagac
  2680501 tcatcatgca gctcacttgt tgcatggttc atcactttaa ccccctctta aaactttcat
  2680561 ctttcttttt gcgcctattt caaagtgaaa tatttcgcct ctatatagca atattattac
  2680621 agtagaaaca ttgttaaccc attctactac taatctacgc ccatactcca atatattaaa
  2680681 tcatatttcc cgaacatttt gtgaagaaaa catgaacttt ttgtgtcgaa tataaaaaac
  2680741 gtaattgtca cttatccata tcataacatg atgttacctt ctataataaa cttttttgtc
  2680801 atatttaaca cgtattctcc ccatttcttt tcaaaacagc ctatttttca cctaaaaatt
  2680861 tccttatata ttctatttct acacccattt tctctcccct gtcctccccc tccatttctt
  2680921 tgctatttta ttatttttta tatatcatag gaattagcgc gttttattct atacataatg
  2680981 gaatgaaaat atttcgcaat aacttcatag cagaaagatg gtgaacgaga ttgcaacgct
  2681041 ttattaaatg gttagcagtc attacaagcc ttgatttatt aatagtttta ttaggaggcg
  2681101 ctttagttac aaaaacaggt tctggtcaag ggtgcggtaa atcatggcca ctttgtaacg
  2681161 gtgaatttgt tccatctaat ttatcaatgg aaactattat tgaactgagt catcgcctta
  2681221 catcaggatc cgcaggaatt cttgtcactc ttctttgtat tttgtcctgg aaatattata
  2681281 aacatgtgcg cgaaacaaaa acgttagcaa ttttatcctt cgtattttta gttgcacaag
  2681341 cattaatggg ggctgcagca gttgtttggg gacaaatgcc agctgtactt gctatccatt
  2681401 tcggcatttc cttaatttca tttgcttctg tcattttatt aacgtgtctt atctttgaaa
  2681461 ttgaccaaaa gtttgatgca cgttcactta ttatggacaa aaaaatgaaa ttccatatct
  2681521 atggtgtaac aatttactgt tatctcgttg tctacacagg agctttagta cgtcacgaac
  2681581 gagctagcct agcttgtcca gacttccctt tatgtagcaa aaatagacct atgccgactc
  2681641 aactacatga gtgggttcaa atgggacata gattggcagc catgttaatt ttcgtttgga
  2681701 tactatatgc gatgattctc gctattcgcc attataagca acagcctgtc gtatactggg
  2681761 gatggattat ttcatttatc cttgttacac ttcaagctat agtaggaatt ttagttgtat
  2681821 ttacaaatgc tagtttagca atggcattat tacattccct attcatttct tgtttgtttg
  2681881 ctgtactgtg ctatttagtt atgttaggaa caagaagtaa agtgaatgca aaagaagctg
  2681941 catcaacttc taaacaaaca aaataaatga aaataccttg ccgaattggc aaggtatttt
  2682001 ttcgcaataa aaaagagctg tgtttccaca actctttttt attttagtga tctaattcaa
  2682061 tgagtaagtc acccgtttga attgcatctc catcattaac atatactttt ttcactttac
  2682121 cattgaacgg cgcttgaact gtcgtttcca ttttcatcgc ttctgtaatt gccatagaat
  2682181 cgcctttttt cacttcatcg ccttctttta caactacttt aataaccgtt cctggcattg
  2682241 ttgcgctaat gtggtttgga ttttcacggt ttcctttcac gcgttgtgca actgttgctt
  2682301 tcacactttc gtctttcaca acaatctcac gtggttgacc gttaaattcc agataaagaa
  2682361 cacgatttcc atctggctga agctctccga ttgatactag tttaaccatc aatgttttac
  2682421 cttgttcaat ttccacatcg atttcttcac caagtctcat accatagaag aatgtcggtg
  2682481 tatcaagcac agatacattt ccataaagct cagcaacttt ttcgtaatcc ataaatactt
  2682541 ttggatataa tgcatatgca actacatcaa acatcgtcac ttcgcgtcca agcttatgga
  2682601 atagctcttc ttttaacgcg tcgaaatcta ctggctctaa taattcaccc ggtcttactg
  2682661 ttaatggttc tttccctttt aaaataattt cttgtaactt tttcgggaaa ccaccatatg
  2682721 gttgtcctaa gtctccagag aacatttcaa caacagatcc tgggaagtcc atagaatgtc
  2682781 cacgctctaa aacatcttgt tctgttaagt gattttgaac catgaataat gccatatcac
  2682841 cgacaacttt agatgatggc gttactttaa caatatcacc aaacatatca ttcacacggc
  2682901 gatacattac tttcacttca tcgaagcgat cgcctaagcc aaccactttc gcttgttgtt
  2682961 gtaaattact gtactgtccg cctggcattt cgtgcatata tacctctgta tgaggagcgt
  2683021 tcataccact ttcaaacggt gcgtagtatt tacgtacatc ttcccagtaa tgagatagtt
  2683081 tttctaatga atctatatta acatctggct gtctttcgtt tccgcctaac gcatagtata
  2683141 gcgtgttcgc acttggttgt gacgtttgac cagccataga acttactgct acatcgacaa
  2683201 tgtcaacacc tgcttcaatt gctttcgtat acgttaaaat accatttcca ctcgtgtcgt
  2683261 gtgtgtgcag gtgaatcgga atcgataccg tctcttttaa tgctgaaact aaatcatatg
  2683321 ctgcgtttgg ttttagtaag cccgccatat ctttaatacc taaaatgtga gctcctgata
  2683381 cttctaattc ttttgctaag tttttatagt aattcaaatc gtatttacta cgcattggat
  2683441 cgtgaatatc ccctgtgtag cacatcgttg cttctgcaat tttaccagta tctcgtacag
  2683501 catcaatcgc aactctcata ccttccaccc agtttaagct atcaaaaata cggaacacat
  2683561 caattccagc ttgagcagaa cactccacaa acttttgaat taaattatcc ggatagtttt
  2683621 tgtagccaac tgcgtttgaa gaacgaagta acatttggaa taaaacattt ggcatttttt
  2683681 cacgaagatc tagtaatcgt tcccatggat cttcttttaa gaaacgatat gcaacatcaa
  2683741 aagttgcacc gccccacatt tccgctgaga ataagtttgg tagcattctc gctgtcggct
  2683801 ctgcaatttg atgtaaatct tttgtacgaa tacgcgttgc aagtaatgac tgatgcgcat
  2683861 cacggaacgt tgtatccgtt aaaaggacac gtttttgatc ttgtacccat tttactaatc
  2683921 cgtctgctcc acgctcatcc aaaatttgtt tcgttccatt ttggatcggc tctgagtgta
  2683981 atacattcgg tatacgagca tccgggaaaa ttggtttctc ttttttccct actcctggga
  2684041 aaccatttac tgttactgtc ccgatgtaat ttaacatttt cgttccgcgg tctttacgtt
  2684101 tcgggaacaa gaatagttca ggtgacgcat caataaatga agtgtcatat tcccctgata
  2684161 agaagttttt atgttttact acattctcta gaaatggaat attagtttta ataccacgaa
  2684221 tacggaattc ttttaagtta cgttccattt ttgcagcagc ctgttcaaaa gtaagcgccc
  2684281 atgttgtaac ttttacaagt aaagaatcat agtacggtgc aattactgca ccttggaaac
  2684341 tattacctgt atcaagacga accccaaagc caccacctga tcggtatgcc ataattttcc
  2684401 ctgtatccgg catgaaatta tttagtgggt cctcagtcgt tacacgagat tggattgcaa
  2684461 aaccgtgcac aaccacttcc tcttgctttg gaacacctac cattttacta tgtaatgcat
  2684521 gtccatcagc tattaaaatt tgcgattgaa cgatgtcaac tcctgtaatc atttctgtaa
  2684581 ttgtatgttc tacttgaaca cgtggattta cttcaatgaa atagaaatta tcatctttaa
  2684641 caaggaattc aactgttcct gcgtttaaat aatttacatt tttcgttaac tttacagcag
  2684701 cttcacaaat acgctgacgc aaatcatctg aaagcgacac actaggtgca atttctacta
  2684761 ctttttggtg acgacgttgt acagaacagt ctcgctcgta taaatgaaca acattgccct
  2684821 cttcatctgc taaaatttga acttctatat gtttaggttt ttcaacgaat ttttcaacgt
  2684881 atacttcatc attaccaaag gctgcctttg cttctgactt cgctcgatta tacgattctc
  2684941 ttaattcttc actagtacgt acaatacgca taccacgacc gccaccgcca agggaagctt
  2685001 tgattataat cgggtaatca tacttttcag caaattcttt aacttcttct aacgaatcta
  2685061 ccggtccatc actaccagga ataactggaa tttgtgctag ctgcgcttgt gttcttgctt
  2685121 tcactttatc tccaaacata tctaaatgct tactttttgg accaataaag ataattcctt
  2685181 cttcttcaca acgttttgcg aattgaatat tttctgacaa gaaaccatat ccagggtgga
  2685241 ttgcatctac atgattactt ttcgcaatct caataatgcc ctcaatatct agataagcat
  2685301 caattggctt ttttccttcc ccaactaaat aggactcatc ggctttataa cgatgataag
  2685361 aaccactatc ctctttggaa tagattgcaa ctgtttttaa tcccagttcc gaacaagctc
  2685421 gaaacacacg aattgcaatc tctccacggt tagctaccaa tactttttga atacgttgca
  2685481 gctttgtcat gattttcccc ctctactttc ctaccactct agagataaaa tatatacaca
  2685541 ccctaaagag cgtgaagttc ttcactttct acattatatt atacttagaa agcttcactt
  2685601 tatttttatc catcatacct tattttttaa caaatgataa gttttctgag caatttgtct
  2685661 cacaaaaata gtatagcata cctcttcctt atgtaacaac ctaattgtat atcacattaa
  2685721 ttcaaatgtg atatatcttt tcattaaaaa aacaaaatgg tatatcctat ttaaaaacaa
  2685781 aaaacacatc gtgctctaaa gcacaatgtg tttttatttt acaactacaa gacgtggtcc
  2685841 atcttgttct ctttctttca ttatctcatt ttgctctttc tcttgtcgtt ttacattgct
  2685901 ggctatattt aacaatatac ccatcgcaat taaattagcc aataaagaac taccaccata
  2685961 actaataaac ggtaaaggta cccctgtaag cggtattaat ccagacatac caccgacatt
  2686021 aacaaaagtt tgtattccaa ttaaacttgc aattccgatt gcaattaaac ttccaaatgg
  2686081 atctttacat ttttgtgcta ctctaaacga acgaataata ataataagta ataaacagat
  2686141 taaaataata gctaccccta taaaacctag ttcttcagat ataattgcca taataaaatc
  2686201 tgtttgcggc tctggtaagt agccatactt ttgtatacta ttccctaatc ctctaccatt
  2686261 taacccacct gaggcaattc caataaatga attaactaat tggaatccat cattttgagg
  2686321 atcgttaaac gggtcaagaa aaactgaaaa tcgggctttt tggtaattat tcaatttata
  2686381 attcccaata aaatacaata caggaaccca tacgatagat gttaatataa acctttttat
  2686441 ccacaggtta acattaactc ctgaacagaa gaacataatt aacactgttc cacctattaa
  2686501 tatgtcagtc cctaagtcat tttgtaataa aattaatacc atcgatccac ccaccacaaa
  2686561 tagggggggg attatccctt gtaaaaaagg ggtttgcctc tcttgtttct tagcaaaaaa
  2686621 acttgctaac gtaataatta ctgctatttt tacaaactca gctggttgta tacctagtat
  2686681 ccatcctttt gcaccattga ttaccttacc gaaaaggaag gctgctgtta gtaagccaat
  2686741 accccctaac cccatagctg caagaactat tttcttcctc caaaatttgt aaggtactat
  2686801 agcgacaatc actagcatta ccgttccaat agcaagagaa actaattgtt ttttaaaaaa
  2686861 gtgatctgcc ggccagttat atttcgatga aatcgcaaca atggaactag aactatatac
  2686921 cattataact cccagcacac ataagataac aagaggaagt aataatgaat aatccattga
  2686981 tttccatact cttttcattt catttcctct ctctgtttca atttaattat tgttgtattc
  2687041 catatgtaca ttggttcttc ctgctttatt atacaaataa aaagcccaaa ctttttcagt
  2687101 ttgagccccc ttatttgaac ccgttattgt tgtttgtttg taaatgcttc atgaagtgca
  2687161 gataactcac gttcaagctc tcctaacatt actttccctt gttcttctgc aataagacca
  2687221 aggcgaactg caaaatcgac ttcgcgggat agtccaaaca tttgtgtgtc taacacttct
  2687281 tcatataatg gacattgcgg cattgtaaga tggtccattt gcaccttaat aagtcttaaa
  2687341 atcttctccg catccgcttg tagaagggct agtgcctttt cctgatgatt tgatactgtc
  2687401 tcagacgcca aattgattcc ctccgtttcc gtcctactct ctcctatcta ttaatattag
  2687461 cgatagtttt aataaattgc aatagaaaca ttttttgtga caatagtgtc tattactatt
  2687521 atactgaaaa gtgggagtat aacacaaatg ggggaacaac aatgagcgaa attttattta
  2687581 ttaatggaaa agttcgtttt ccaatcacta tcgatccaac cgtttggatt tttgatgatc
  2687641 gaaaagtaga tttgacaact tactttgatg aaacgagaga aaacacttca gaactagaag
  2687701 cttatttaaa aaacacttca gaacattggg atcgcgaaat ccgtgatggc gctgccttcc
  2687761 cgccgataca acaaagtgta aagaaatata aaaaagaaca gctaattact ggaacgttcg
  2687821 gtataccatt tcatcctttt cttgctaatg ctgaaatttc agatgatgct acacaagtcg
  2687881 agattgaaac agtagatgat acaataacgc ttcctttaga caccgtcaaa aatgctattc
  2687941 ttggtttttc gaaagaagga aaaccattaa aagaagatgg acctgttcat ttatattata
  2688001 atgatggatc taatagacga aacccaatcc gtaacatccg taaatttaca attatttaaa
  2688061 gaaaaggagt gagcttttgc tcactccttt ttatagtaaa tctgcggcta gttgagctaa
  2688121 attagatcgc tcacctttaa caaacttcac atgaccacta atacgttgct ctttaaactt
  2688181 ttctacaaca tatgttaaac cgttattata ttcatccaaa tatggatgat caatttgctg
  2688241 aggatctccc attaatacga ttttactttt ttctcctacc cttgttagta tcgttttcac
  2688301 ttcatgcttc gttagatttt gtgcctcatc aattataatg aactgatctg gaatacttct
  2688361 tccgcgtata tacgtaagag cttctacttc tatcgaaccc attccagcta aaatagcatc
  2688421 taactctcct ggctttttcg tattaaataa atactctaga ttatcaaaaa ttggttgcat
  2688481 ccacggtctt aacttttctt ctttttctcc cggtaaataa ccgatatctt tcccgactgg
  2688541 aacaattggc cgtgcaacga gtagtttttt gtatagtcct aaatcttccg tttgcatgag
  2688601 ccccgaagct aacgctagta atgtttttcc tgtaccagct ttccccgtta acgttactaa
  2688661 tggactatct tcacgaagca acaattctaa ccccataatt tgctgcacat ttcgtggtcg
  2688721 tatcccccat acttgttcat tatgaaaaat aagtttcttt accttcttac ctaagtgatc
  2688781 tacaatgccc agtgccgaac tagatccccc taatgcgtct ttcattacta caaattgatt
  2688841 gggataaaaa ggatgatttg caatttcaga taaaggcaac tcaccttttt cataaaaata
  2688901 atccaattgc tcctttgata tatacccttc taaaaatccg gaatatatat tttctacttc
  2688961 aatgacgcga tcacttaaat aatcttccgc ctttaaacct attgcatctg cttttaccct
  2689021 tacgagcaca tctttactta ctaaaataac agacttcccg ttctcttttt cttgttcttc
  2689081 taaagataga ttttttgcta cagctaaaat tcgattatca tttgtttttt ctacaaaaat
  2689141 atcttgtagt tgaacaaatg aacgatgatt taattcaata cgaaatgtac cgccgttttc
  2689201 tagcggaata ctttcatgca gctttcctat ttcacgaaat ttgtctatta acttagatac
  2689261 ataacgagcg tttcgtccta cttcatccat ataacgtttt ttcgaatcaa cctcttctaa
  2689321 tacaactgct ggaatcacta cttcattggt ttcaaatgaa aaaatagata aaggatcctg
  2689381 caaaagtaca ttcgtatcta acacataaat tttatccaac ctgttacccc cctgactcca
  2689441 cttttaaatt tgtagaacaa gggtttcatc cataacaata tggacgaacc attgttataa
  2689501 ttatatgtac cgtataaacg aggtagaatc gaaatttata gccattaaac cttttattta
  2689561 ttttttattc atttctattc aatatattac ttttaattat aattattaac ataaaatcac
  2689621 aataactgat tacaaaagtt actaactgac tttcttattt attaaattta taattctttc
  2689681 attcctacta acacttggtt atcgagcttt tttgctgccc gaagatcata tgttttttca
  2689741 tatgttggtt cagttgcaag tttcgcacca taaaacataa catcacgtac ttctttcaca
  2689801 tttacttcta ttacagttaa ctttagagga atgctttcca ttctatcagt caaaatttca
  2689861 cctgcaccac ttatggaaaa tacggattca tttgccatta tagtcaatac cactccagta
  2689921 ctatgccgta tattttccac aatacgtgaa cgttgatcta ctgcaaatcg aatactagtt
  2689981 ttactcactg catacaccca agaaatagca cttacgttag gaacttgttt ttcaaaatct
  2690041 gttgttgcta ccataacaat acaatcttta cgcaacgttt gtactaaatc atctgttaat
  2690101 gtaggctcta ctacattcgc catatctcca cccccaaata tacttgatgt atccttatca
  2690161 taacctattt tttgaattgc gaaaatatta ttttttccca ctattattca aaaacattat
  2690221 acttccatga tatacttata ctgatagaat tcgtattgag gtgacgaaat gagagtcaaa
  2690281 tgtatgattt gtgataaaaa agatatgtta gatgatgaaa atcctatggc aaaaaaactg
  2690341 cgtaatcgcc ctattcatac atatatgtgc atggaatgtt cggaacgaat tgcagaacgt
  2690401 acgatggaac gtcatgcaag tggtaatttc cgattatatc gtgataaaaa agtcgaagac
  2690461 gattggtaaa atgtaaataa gtccttaatc atatagataa ggacttattt atatttttcg
  2690521 ggttcacgat tcatctgatc caagaaacaa tcaatagctt ctaatggaaa ccttgcagat
  2690581 tttctttccc catcgatttc atatgtaact aaatacattt cctcgttctt tttaacttcc
  2690641 acattcttca atttgtgttc ttcatatatc atattgtgaa ataacaaata cgtttctttt
  2690701 gcagcactat catccggacg tgcttcggca actgttttaa ttgttaacca attatataat
  2690761 gcatcttgta ctgaacgcat aaaacttcgc cccctcaccc tgctttttgt tgtctcgctt
  2690821 gtcgtaatcg taatctatac atcccaagta caatcgccgc tacaacaagc ccctctccaa
  2690881 caggtaaaaa aactgcaaag aaagttaaca ctgtacaccc aatcgctaac gatatatata
  2690941 tcactatatt ttttattatg gataattttc ttgcaaaacc taaattatac acaattgcac
  2691001 ttaatataat aatgatgcca tacagtaacc acatccctag ttctggattt tcatcaactt
  2691061 tacataattt cgcaaaaaac gacattcttt ctaacattat ttatcccccc ttctcataaa
  2691121 aaataaaatt tctttatgca cttaatacaa gagtaacccg caaaaaaaat actgtccact
  2691181 aaaaagagta aatattctaa aaaataaaca taaaaaacag ctaccttaaa ttaagatagc
  2691241 tgttctattt tttacgcttc tacagatttc tttttcttag cagctctttc acgttcgctc
  2691301 ttatcaagaa tctttttacg taaacgaatt gattctggag ttacttcaca gaactcgtca
  2691361 tcgtttaagt actctaatga ctcttctaaa gtcattaagc gtggtttttt cattgttgaa
  2691421 gtttgatctt ttgtcgcaga acgaatgtta gtttgttgtt tcattttcac aacgttaact
  2691481 gttaagtcat tctcacgagt gtgttctcca acaatcatac cagcatatac ttctgtacct
  2691541 ggttcaacga agattacacc acggtcttca acttgcataa taccgtattg tgatgctttt
  2691601 cctgtttcaa gtgaaactag aacaccttga cgacgtccac caacttgtcc agcgtgtact
  2691661 ggttggtagc aatcgaatgt atggtttaac ataccgtaac cacgagttaa tgttaagaat
  2691721 tctgttgtgt aaccaattaa accacgtgct ggaaccatga aagtaaggcg aacttgaccg
  2691781 tttccgttat tcaccatatc taacatttca cctttacgtg cacccataga ttccataata
  2691841 gaaccagtgt attcttcagg tacatcaatt tgcacacgct ctacaggctc acatcttacg
  2691901 ccatcaactt ctttaatgat tacttctggt ttagatactt gtagttcata accttcacga
  2691961 cgcatgtttt cgattaagat agataaatgt agttccccac gtccagatac gatccacgca
  2692021 tcaggagatt ctgtattatc tacgcgtaaa cttacatctg tttctaattg tgaacgaaga
  2692081 cgctcttcaa ttttacgaga tgtaatgtat ttaccttcac gacctgcaaa tgggctgtta
  2692141 tttacaagga atgtcatttg tagtgttggc tcatcaatac gtaataatgg taacgcatct
  2692201 tgatgttcaa ctggacatac tgtttcacct acgttaatgt cttccatacc agaaacagct
  2692261 actaagtctc cagcttttgc ttcttcaatt tcttgacgtt ttaatcccat ataaccaaat
  2692321 agtttcgtta cgcggaattg ttttacactt ccgtctactt tcattaaagc aacttgttgt
  2692381 ccaaccttca ttgtaccgcg gaatacgcgt ccaaccccga tacgtccaac atagtcgttg
  2692441 taatcaagaa gtgctacttg gaattgaagt ggctcttcgc tgttatcaat tggtgcagga
  2692501 atatgttcaa taattgtatc aaataatgat ttcatattct cttcttgatt tgctgggttt
  2692561 gaatctaagc ttgctgttcc gttcattgct gatgcaaata caactgggaa ctctaattga
  2692621 tcttcgtttg caccaagttc gatgaataag tcgattactt catcaactac ttcatcagga
  2692681 cgagcgaagt cacggtcaat tttatttaca actacgattg gagttaagtt ttgctcaaga
  2692741 gctttcctta aaacaaatcg tgtttgtggc atacaacctt catatgcatc aacaacaagt
  2692801 aatacaccat caaccatttt cataatacgt tctacttctc caccgaagtc agcgtgacct
  2692861 ggtgtatcta aaatgttaat tcttttatct tcatagtgaa tcgcagtatt tttcgctaaa
  2692921 attgtaatac cgcgttctct ttctagatca tttgaatcca ttgcgcgttc ttcaacgtgt
  2692981 tcgttcgcac ggaaagtccc cgcttgacgt aataactggt caacaagtgt tgttttacca
  2693041 tggtcaacgt gggcaataat tgctatatta cgtaaatctt gtcgtttttt caacatgtcc
  2693101 aactcctaat gtctttttaa tccttctcta ttataagagc gaaggggata caatagcaat
  2693161 taaaataaaa tcaagaatga aaatatagtt gtattcttac ttttgtgaaa gtaaaatgag
  2693221 attggagggt gaagaaatgg aacacattca atatcgcttt ttattaactg caattatcgg
  2693281 tgttattttc ttaattggta tcggcattat gattgctgaa aatagtccca tcggtattat
  2693341 tatttgcatt atcggcacat ttgttacagt tggatacggt tttgtaacaa aaagaaaaat
  2693401 acgtaaatcg caataacgtc aaaaagtaag aagcctattt acagcctctt actttttttg
  2693461 ttacttcgat ataaacgata acacttcttc atacacccct ggcttcgcaa ctaacacgct
  2693521 actcttctct actatagaaa gtggcgttcc ggagaatgtt gttaccttac ctccaacttc
  2693581 ttctacaatt atctgtcccc cgccaaaatc ccatggtgat aatcttggcg ttacatatgc
  2693641 atcgattctt ccggttgcaa cgtataccat ctctaatgct gcacagccgt atgatctcgt
  2693701 acctcttgct ttcttaacaa gtgccatcat actttccata ttaagcaatg gattgtcggt
  2693761 aagccatatc gcatttaaag ctacaatacc ttgctctaca atacctcttt gtaataaagg
  2693821 tattggtact tcattacaaa atgctccagc cccttttaac gcatgatata attcatcatg
  2693881 aactggatca taaataagtc caatctttcc gataccgttc tcataaatcc caattgaaat
  2693941 cgcaaaattt cttttttggt gaacaaagtt catcgtgccg tcaattggat caattaacca
  2694001 aacaaccccg tcagaagaag ttacctcgtc tccatagccc tcttcaccta aaatattatg
  2694061 atgtgggaat gtttctttaa ttttcccaat taaaaactgt tctatttctc ggtccatatt
  2694121 tgttactaaa tcagctgcat ttgattttgt ttctataata agtgcttttt tcattgatgc
  2694181 cattaaatgc tctcctgcat cccgaatcca ctgtttggcg tgtgcatcga tgtctttcca
  2694241 tacttcttgc atgtttaaac actccgatct atactgttca cagaaaaaac gaacccttta
  2694301 taaggttcgc accaactaat tttttataca tatactatta ttacgcttct aaacgaatca
  2694361 tttcaagtct taacacttct aacttttgta cacactcttc ttttttctgt ttatcatttt
  2694421 ccatcatcgc atcatataaa gttgctaatt cataatctag ctccaaacgt agcaccggta
  2694481 ttctcttttc agcatctgtt ctctttaacg cattaatcac ctgtctcata ttatttgcct
  2694541 cctcccaata ttcgtctgcc ctcggactag aattgattca attttctgat tttttgtttt
  2694601 atactatact atgttggata aatcatctat gcaacaaaat tatatttttt tatttaaatt
  2694661 tttttgtgct gtttttttta tgaatagtac aagctatgct aaaataaaag caaaatagga
  2694721 gttggaggaa caatcatgac actacaaaca ttcaaatcaa ctgattttga ggtctttaca
  2694781 gttgatggtc tcgaagaacg aatgagtgca attaaaacga acattcatcc taagctagaa
  2694841 gctttagggg aacagtttgc agcatattta tccaaacaaa ctgatgagaa ctttttttat
  2694901 catgtagcaa aacacgcacg tcgcaaagtc aatccaccaa acgatacttg ggttgctttt
  2694961 tcaacaaata aacgcggata taaaatgcta ccacatttcc aaattggatt atggggtact
  2695021 catgccttca tatactttgg tttaatctat gagtgtccac aaaaagtgga gacggctcac
  2695081 gccttcttag aacatttaaa tgatttaaaa acaaatattc caaatgactt cgtttggtcc
  2695141 attgaccata ctaaaccaag tgtaaaatta cataaaacac ttgaaacaga agacttacaa
  2695201 aagatgattg aacgtctagc cactgtgaaa aaagcagaat tattagttgg tattcatata
  2695261 tcaccagagg agttttcagc aatgaccaac gaacaattcc ttgctaagat tgaatctacg
  2695321 atgcaatcac tccttccttt atatgcactt tgtaatcgat agtagaaaac ggacaattta
  2695381 tattgtccgt ttttagttgt tatcacatta tatcacttca gtttttattt ttcaaaatat
  2695441 tttttacatt ttcacaagct tttgttcttc aatttcttta gccctttgaa tcgcacggta
  2695501 tatagaatac ccacttactt cttgaaactc tttatcaatt ttcttttctt ccgctttgga
  2695561 cggaacaatc tctttaaaac gacgatataa tcccattaac tcttctctta taattccttt
  2695621 ttcatatgct ttctcaatcg cttcataaaa cttcaccatt gtaaccattt cctcatttga
  2695681 ccaatcataa tctaacggat attgatattc cattttgcac ctcatttatc atttcttctt
  2695741 atttcaactc gctattttaa agaatttttt tcttcttcag tatagccact ttgcattata
  2695801 cactatttat ttattttaat ggcattgtct tcctctagaa gttagtaggg aacaactatt
  2695861 taacatactc accgtaaaaa tattttttgc tatacatcta taattattgg tgatataatg
  2695921 cttttgtttt ataggaaata aagtgaagct cccatctcaa aaaagctttt gtgaatggca
  2695981 gaaaaacaag tctcattcta aaaaagaact taactttttt agaacaagat tatataaaac
  2696041 aaactctaat aaatattaaa aaaagaaggg gtgtatagat tgtcccaata cgaaacacca
  2696101 ttgtttaccg ctttagttga gcacagtaag cgaaatccaa ttcaattcca tattccaggt
  2696161 cataaaaaag ggcaaggcat ggatcctgaa tttcgcgaat ttattgggca taatgcatta
  2696221 gcaattgatt taattaacat tgcgccgctc gatgatttac atcatccaaa aggtatgatt
  2696281 aaagaagcac aagatttagc agccgctgca tttggtgcgg atcatacttt cttttctatt
  2696341 caaggtacaa gtggcgcaat aatgacaatg gtgatgagcg tttgcggtcc tggtgacaaa
  2696401 atactagtgc cacgaaacgt gcataaatca gtaatgtcag ctattatttt ctcaggtgca
  2696461 aaacctattt tcatgcatcc tgaaatcgat ccaaaacttg gtatttcaca tggaatcaca
  2696521 atccaatctg tcaaaaaagc acttgaagag cactcagatg cgaaaggctt acttgttatt
  2696581 aatccaacat actttggctt tgctgcggac ttagaacaga ttgtacaatt agcacattct
  2696641 tacgatatcc ctgtactcgt tgatgaggct catggtgttc atattcattt tcacgatgaa
  2696701 cttccgatgt cagcgatgca agccggtgca gatatggcag caacgagtgt tcacaaatta
  2696761 ggtggatctt taacgcaaag ctctattctt aatgtaaaag aaggccttgt gaacgtaaaa
  2696821 catgttcaat ctattattag catgcttacg actacatcaa cgtcttacat cttgttagcc
  2696881 tccctagatg ttgctagaaa acgtcttgct acagaaggaa aggcgctcat agaacaaaca
  2696941 atacaattag cggaacaagt tcgtaatgct ataaatgata ttgaacatct ttactgtcca
  2697001 gggaaagaaa tgctaggtac ggatgctact tttaactatg atcctacaaa gataattgta
  2697061 tctgtaaaag atttaggtat tacaggccat caggctgaag tatggcttag agagcaatat
  2697121 aacattgaag tagaactctc agatttatac aacatactat gtcttgtcac ttttggagat
  2697181 acagaaagtg agacgaatac acttattgca gcattacaag atttatcagc aatatttaaa
  2697241 aataaagctg ataaaggtgt tcgaatacaa gtagaaattc cagaaatacc tgtgttagca
  2697301 ctttctcctc gagatgcttt ttattcggaa acagaagtca tcccatttga aaatgcagca
  2697361 ggtcgtatta tagctgattt cgttatggtt tatccgccag ggattccaat ctttactccg
  2697421 ggggaaatta ttacacaaga caacttagag tatattcgta aaaacttaga agcaggttta
  2697481 cctgtacaag gtcctgaaga tatgacatta caaacattac gcgtgatcaa agagtacaag
  2697541 cctatcagtt gataggcttt ttttcaccct ttttcccttt tctcatacga tattatgtaa
  2697601 tgtaacgtat aggtggggat actactatga ttgtaatagg ccgttctatt gtacatcctt
  2697661 atatcacaaa tgaatatgag ccatttgcag ctgagaaaca acaaatttta tctataatgg
  2697721 caggaaatca agaaatctat tcctttcgaa catccgatga actcagcttt gatctaaatt
  2697781 tgcgcgttaa tattattact tctgcattag aactttttca aagtggtttt cagtttcgca
  2697841 catttcaaca atctttttgc aaccctcaat attggaaaag aacgtctctt ggaggattcg
  2697901 agctccttcc aaacataccc ccttccattg ccatacaaga tattttcaaa aacggaaaac
  2697961 tatatggaac tgaatgtgcc accgctatga tcattatttt ttacaaagct ttactatcat
  2698021 tgtatgagaa agaaactttc aaccgtctct ttgcaaacct tttactttat acgtgggact
  2698081 acgatcaaga tttaaagctc ataacaaaga caggtggcga tcttgtccca ggtgatctcg
  2698141 tttactttaa aaatccacaa gtgaatccag ctacaatcga gtggcaagga gaaaatacaa
  2698201 tctatctagg aaatttcttt ttttatgggc atggcgtagg tgtaaaaaca aaagaagaaa
  2698261 ttatatacgc attaaatgag cgacgagtcc cttacgcttt tatttctgct ttcttaaccg
  2698321 atactattac ccgtattgat agccgtctca tgagctacca cgcttctcct agtacaccac
  2698381 agacatccat aggatttatt ccgattagag atgatgcaat cgttgcaaca gttggcaaca
  2698441 caactacagt ttattaaaaa agcacctaca tatgtaggcg ctttttttat ttaagctttt
  2698501 gaatgttctt tatggtcaca gtcgcaatga gatccacatt ttccgtaaag tactgttgat
  2698561 ttttcatctt caaaatgtcc gattgttcct tcacatactt ggcatacgat tgttcccatt
  2698621 tttcatttcc ccctgagttt taatagtaat ctacttattt atcattaagc tttcgcatta
  2698681 tctttactag cacagtcaca atttgttccg cattttccgt aaagtactgt cgttttttca
  2698741 tcttcaaaat gtccgattgt tccttcacat acttggcata cgattgttcc cattttttat
  2698801 ttccccctaa gtttatggtc ctaaaaactt tcagctgtcc atttcctatc aattattggg
  2698861 cttttgtatg ctctgtgtga tcacatccgc aagatccaca tttcccgtaa agtactgtta
  2698921 ctttctcatc ctcgaagtgt gcaattgtac cttcacaatc ttgacatacg attgttccca
  2698981 tttttcattt ccccctaagt ttataatccc aaaaactttt tgtaaccgct taactttctg
  2699041 tctttatttt aatatgttat actttttgcg tcaataggtt tttagtataa cacattaaat
  2699101 attttaaatt taaattagta tgcgatattc aaacaaaaaa acagccgtat ttatacgtac
  2699161 gactgtttta cattatttat tcttcgtatt ccgcatgcaa agatgtagat ggaactagaa
  2699221 atgagaaaaa ctgagataac tcagttgctt cctcttctga gcctaatttg aaaacttcct
  2699281 gtaaatattg aatattctcc acatcatctc gtccaagtaa agttgacttc cctgtttgca
  2699341 tgcaaacaat aagtggcttt ccaaagaaca tatttgtata aataacacca aaatcataac
  2699401 gagtatcatg tgtcataaac cccaaaaatc gtaccttcac actttcatgc tcatcataca
  2699461 atttttcaaa catcggtttc cacctttcca catcaccttt cattaatata ttaaacaaaa
  2699521 aaaggaatac tccttttaat tgtcaaaaaa ttcagtagga tgtagaatgg tagtattcta
  2699581 cttagttagg gggaacttat atgcaacatg cctttattac gcttgtacct aaatccaatc
  2699641 aacaatctgt ttcaatagat gatataaaac aactttttca ttattataaa acagttactt
  2699701 ccaaaactga tgttcaaatt aattacgcct atacaaatac ggcttttcct tatgacattt
  2699761 tagatacttc aacaacaaca ttaaaactac aatctactca cgatcgatat gactccatct
  2699821 atgttggtgt cggtatagaa aaggaacaat cttatattca gatttctttg ccaccaaatg
  2699881 caacatttgg tgataaagga aaagcaaatg aattttgccg ttttctagcg aagaaattag
  2699941 aaggagagtt acaattattt aatggaagaa caatgtattt ctataaacgt taatttaaaa
  2700001 aatagaaaat ataattaaga aaagtatgca atttgaacat gtaaggaata atgcctgctt
  2700061 tctaatttgc aatacaaagt atgcgatcac atatgccaaa tacagaaata caaaaaatag
  2700121 aatgacttta taatgcaact tatcaccatt ggacaatgat aagacaatcg aaaaaccact
  2700181 ccataataaa aaatgataaa atataacatg taatattctc atggaacctt ctcctttgac
  2700241 atgctctatt ttattaatat atgggattaa gtttgaatca attacatatt atacgaaagc
  2700301 atatatatgg ctttaggttt catatatgtt ctaacgattc aattaaagta ttatatattc
  2700361 attcgacaag tacaaataaa gaccttgcaa gccattttta ttataaaata aaaaatagcc
  2700421 cctctctttt aaagagaggg gctattttca ttacttaaat tattttacaa tgtgaattgg
  2700481 cattccaaga gcaacttcag ctgcttccat tgtgatttca cctaatgttg ggtgagcgtg
  2700541 gattgtttga gcgatatctt ctgctgtcat tccagcttcg atagctaaac caatctcaga
  2700601 aataatatca gaagcgcctg cacctgcaac ttgagcacct acaagaagac catcttcttt
  2700661 acgtgttaca agttgtaaga aaccgtcagt gctgtttaat gataatgcac gaccgttagc
  2700721 agcgaatggg aacttagata cagttacagt cattccagct tcttcagctt gtttcttagt
  2700781 gtaaccaaca gatgctaatt ctggatcagt gaagcatact gcaggaattc cgatgtaatc
  2700841 gatagctgat gcatggccac taattgcttc tacagctact ttaccttcgt aagaagcttt
  2700901 gtgagctaat ggtggtccag gaacgatatc accgattgca tagatgtttg gtacgtttgt
  2700961 acgacattgc tcatcgattt cgatgatgcc gcggtcagtc attttaactc caacttgctc
  2701021 aagaccgatt tcttgagtgt ttggacgacg acctacagtt actaatacgt aatctgcttc
  2701081 tacagtttgg atttcacctt taacttcaaa gctaactttt acgccagttt ctgtttcttc
  2701141 aacgccttta gccatagctt ttgtatggat atttacgtta ccttttttct gtagagcacg
  2701201 tttaacaaca gagctcatag ctttttcgaa accagctaag atttcgtcgc cagcttctac
  2701261 tacagtaact tctgtaccga agttagcata tgcagtacct aattccatac cgatgtaacc
  2701321 gccgccgatt acaacaagtt ttttaggaat ttcaggtaag cttaaagcgc ctgtagagtt
  2701381 gataacacgt ttagagtatt tgaatcctgg aatttcgatt ggtgtagaac cagttgcaag
  2701441 aacagcattt ttaaacgtat aagtttgagc tgcctcttca gtcataacgc gtaatgtatt
  2701501 agcatctacg aagtaagctt caccgcgaat gatttcaact ttgttacctt taagaaggcc
  2701561 ttcaacaccg ccagttaatt tcttaactac gccgtttttc cattcttgaa cttttgtaaa
  2701621 gtcaactttt acgttctctg cagtgatacc catgtcatca gaatgcattg cattctcata
  2701681 acgatgacct gcattgatta acgcttttga aggaatacat ccaacgttta agcatacgcc
  2701741 accaaggtta gctttttcaa taattgctac cttttgacct aattgtgctg cacgaattgc
  2701801 cgcaacgtat ccaccaggac ctgcaccaac aacgactgta tctaattcaa ttgggaaatc
  2701861 tcctactacc attgttatta cgcctccatt actaataatt gtgggtcatt caatagacgt
  2701921 ttaatttggt ttaatgcttt ttgagcagtt gcgccgtcaa ttaaacgatg gtcaaagctt
  2701981 agagataatg ctaatactgg agctgcaacg atctcaccgt ttttcacaac tggtttctca
  2702041 gcgatacggc cgataccaag gattgctact tctgggtggt tgataactgg agtgaaccat
  2702101 tgtccacctg cagaaccaat gtttgtaatt gtgcaagaag cgcctttcat ttcagcagga
  2702161 gctaaacgac cttcacgtgc tttaccagca agatcattga tctcgttaga aattgtgaag
  2702221 atagacttgc gatctgtatc tttaacaact ggtactaata gacctttgtc tgtatcagct
  2702281 gcgataccga tgttgaagta atgtttatga actacttctt gagaagcatc atctaaagaa
  2702341 gtgtttaaca ttgggtattc acgtaatgca gatgttaaag ctttaacaac gtatggaagg
  2702401 taagttaatt taataccttt gtcagctgcc acagctttga acttcttacg gtgagcaaca
  2702461 agttcagtta catctacttc atccattaat gttacgtgag gagctgtatg tttagagtta
  2702521 accattgctt tcgcaattgc tttacggata ccactcattt tctcacgagt ttctggatat
  2702581 tcaccagctg ggattggttg tgcttttggt gcttcttctt tcgctgctgc tggagtagct
  2702641 tctactgctg ctggagcctc agttgctgct actgcttgtc caccatttgc aaatgcatcg
  2702701 atgtcagctt ttacgatacg accgttctta ccagaaccag ctactttatg aatgtctacg
  2702761 ccgttttcac gagcatattt acgaacagat ggcatagcga ttacgcgctc atttactact
  2702821 tctgcagttg ctgctggagt agcttcagct ttaggagctt cgtcatgatc gtcgccttta
  2702881 aatttaaggt tttcgtatcc tggagcatca aatttaatta atgtatctcc aactactgca
  2702941 accgtacctt cttctacaag tacttcaagt actttacctt taacaggaga aggaatttct
  2703001 actactgctt tatcattttg tacttcaaga agtacgtcgt cttcgtttac ttcgtcgcct
  2703061 ggtttaataa accattttac gatttcacct tcgtggatac cttcaccgat atctggtagt
  2703121 ttaaattcaa atgccacgga attcagcccc ctgattcatt tctttattat ggaatatggc
  2703181 aaaagaaatc agcatgtgct gatttctttt gcacatgaat aagtaaaaat tagaagttca
  2703241 ttactttgtt aacagcttca acaatatctt tgtggttcgg taaccatacg ctctcagctt
  2703301 gagagaatgg gaatactgta tcagcagctg caacacgtac aactggagct tctaagttta
  2703361 agattgcacg gtcgttaatt tccgctacaa cgttagctgc aataccagct tgtttttgag
  2703421 cttcttgaac tacaactacg cggcctgttt tttcaacaga agcgatgatt gtttcgatat
  2703481 ctaatggttg aactgtacgt aagtcaacaa cctctaaaga gataccttct ttttcaagtt
  2703541 cttcagcagc ttttaatgca gcgtgaacca tagcaccgta agcgataaca gatacatctg
  2703601 taccttcacg tttgatatca gctttgccta aatcaattgt gtattcgcct tctggtacat
  2703661 cttgacggaa tgaacggtac aatttcatat gctctaagta gataactgga tcgttgtcac
  2703721 gaatcgcaga gattaaaaga ccttttgcat cgtatggagt agatggaata acaactttta
  2703781 gaccaggttg ttgagccact aaaccttcta agctatcagc atgtagttca ggagtatgaa
  2703841 caccaccacc gaatggagaa cgaactgtta ctggagcagt ccaacgtcca ccagaacggt
  2703901 aacgcatacg agctaattga ccagaaattg aatccattac ttcataaacg aaaccgaaga
  2703961 attggatttc tggaactgga cggaatcctt caagtgcaag tccaactgca agtccaccaa
  2704021 taccagactc tgcaagtgga gtatccatta cacggtcttc accgaattca gcttgtaaac
  2704081 cttcagtagc acggaataca ccgccgttta caccaacgtc ttcaccaaac acaagtacgt
  2704141 tagggtcatt tttcatttca acgcgtaaag catcagtgat tgcttgaatc attgtcattt
  2704201 gagccatggc ttacttcgac tccttttctt tgtaaatttc atattgttca gctaagttgt
  2704261 aaggcatttt ttcgtacatg atttccatta aatcagtaac tttttgtttt ggagcttggt
  2704321 cagccttagc aattgcttgt ttgatatctt cttttgcttc ttcgattact ttctcttcaa
  2704381 cttcttgaga ccataggcct ttgttttcta agaatgcacg gaagcgtacg attggatctt
  2704441 tttgttccca ttcgttctcg atatcttttg tacggtaacg agttgggtca tcaccagcca
  2704501 ttgtatgtgg accgtaacgg aatgttaaag tctcgattaa agtaggacct tcaccattta
  2704561 ctgcacgctc acgagcgaaa gcagttgctg cgtatacagc taatggatcc ataccgtcta
  2704621 cttgaattcc gtaaatacct gctgctactg ctttttgtgc tacagtttta gctgcagatt
  2704681 gcttttctac tggagtagag atcgcataac ggttgttttg tacaacgaag attgctggag
  2704741 ctttgaatgc acccgcaaag ttcatacctt cgtagaagtc accttgtgaa gcaccaccgt
  2704801 caccagtgta agtaattgca acagattttt tgccacgtaa tttcatacct aacgcaacac
  2704861 cagcagtttg gatgatttgc gcaccgatga tgatttgtgg agcaagtgca tttacgttct
  2704921 caggcatttg gttacccatg aaatgtccac gagagaataa gaatgcttgg tataatggta
  2704981 aaccgtgcca tactaattgt ggcacatcac gatatcctgg taagatgaaa tcttctgctt
  2705041 caagtgcgaa atgacttgct aattgagaag cctcttgtcc agctgttggt gcgtagaaac
  2705101 ctaaacgtcc ttgacggttt aaagaaatag aacgttgatc tagtacgcga gtatacacca
  2705161 tacggcgcat taattctttt aattgatcat cagataattc aggcatagct gcttcattca
  2705221 caacttcgcc tttttcattt aaaatttgta atgtttcaaa ttgagctgcg atagctttca
  2705281 tttgctcatc aacattaaat agggtctttt ttgttttagt acccattccg ttcacctctt
  2705341 cctctcttga accatattct gaaacgcttt cactatctat tagctaggtg gaaaacgcaa
  2705401 caatgtaaac caacaaattt atttgtcggt tgagaataat tttgtgtacc taacaatctg
  2705461 tactaatgtt ttttcagaaa catattaata caatcttgat cacgtttttt agtttacaac
  2705521 tattctaatt acgatgtcaa ttactttgaa tacgtttttt tataaataat ctgcaggttt
  2705581 cttctacaca aacgtgtttt tatttttcac atctgtatta gtaagcatta acctactgtt
  2705641 atattattcc ctttttaact tgttttttct cttagaataa tatgtaaacg atttaattct
  2705701 ctttagtttt tctctcttat tagcaaaaat atacaaactc ttcttccttt tataggtaat
  2705761 tacccataca tttctactct tccctccata cattatagta accgcagtat tagcgggaaa
  2705821 tgataaagga ggtcatctca tgtacggata ctcatattgc tatccaactt gttcatatcc
  2705881 ttcctacggt tatggcggtt cttgtggcgg gtctggacgc ggcttcgcct taatcgttgt
  2705941 gttgtttatt cttttaatta tcgttggtgc tgcttgcatt cgctaatgta aaacgaaaca
  2706001 actatggaaa gaaacagacg gctctgccgt ctgtttcttt ttattcctac ataaccgacc
  2706061 tatctttccc ttacttgtcg atgacttttt ccatctcctt tggtagacta aaggagaaag
  2706121 gagagattac atatgcttac aatgaaagat gtaattcgcg aaggagatcc tattttgcga
  2706181 aacgttgcag aagaggtagt aataccagcg agcgaagaag atacaaatac ccttaaagaa
  2706241 atgattgaat ttgtaataaa tagccaagat cctgaaatgg ctgaaaaata tagtttacgc
  2706301 cctggaatcg gattagcggc tccgcaaatc ggtatttcaa agaaaatgat tgcagttcac
  2706361 gtaacagata cggacggtac gttatatagt catgcattat tcaatccaaa aatcattagc
  2706421 cattctgttg aacgtacata tttacaaagt ggtgaaggct gtctatcagt agaccgtgaa
  2706481 gtacctggtt atgtacctcg ttatacaaga attacagtga aagcaacttc tatcaacggc
  2706541 gaagaagtaa aattacgttt aaaaggttta ccagcaattg tattccaaca tgaaattgac
  2706601 catttaaatg gtgttatgtt ctatgaccat attaataaag aaaatccatt tgctgctcct
  2706661 gacggttcaa aacctctgga gcgataataa aaaaaggcgg aagatgattc tccgcctttt
  2706721 tactattatg aaatgggttc catatccact tataacaatc cagcccattt taatccatga
  2706781 tatatgccgt cttcactaac atcctttgtc acataatttg caagtttttt caagtcttca
  2706841 tgaccattcc ccatcacaat acctgcccca actgcttcaa tcatttctaa atcatttaag
  2706901 ccatctccaa atgcatacac ttgttcacgg ttaaatccta atctttcaat gaatttctca
  2706961 atcccttttg ccttagaacc gccatttgga ataatatcca ttgaatacgc atgccagcga
  2707021 ataaaatgaa agtctgggta ctgattaata aacttttcct cttcattcac ttcacagaaa
  2707081 agaagcgttt gataaatatt acgtttctca taaaaattag gttcatatgc tggatgctca
  2707141 aagtttaagc taccaaagcc ttccttcaca taatcatgat attccactga tgctctcatg
  2707201 tcttgatgat caagatatac aagtggatat ccttcttctt tggcaaactg agtaaattta
  2707261 tgaagagcat ctggatgtaa cggattatta aatattacct catcctcaaa tacaacgtat
  2707321 tgcccattaa aactaacata attatgtata ttaagttcct tccgaatatc ttcaaacata
  2707381 aatggcgcac gccctgtcgc aattgctaca tgtacaccct tttcttgtaa ctgttttact
  2707441 gcatctcgtg tagattgcgg aattttttta tcatgatcta ataatgttcc atcaatatca
  2707501 aaaaagacaa ttttatcatt catttgtcaa aatcctttct gttactgtat attcctattt
  2707561 tgattatcgc ttttcaaatg ctaaaaaaaa gtataacata ttaaacatct gtgaagaaag
  2707621 cgttcacttt ctgaccttat ttatgaaacc tgcatatata ttagtaaaaa aatgtggata
  2707681 cttgttcgta tgaattttct tttctattct ttctcatact atatctataa ctaacggcta
  2707741 ctaatcgtta ctataagaat aactttccct gtatgagaaa agacaagatt caacattcac
  2707801 ttttgtcttc tttcttatat cagagacggc gttttcacta gtaatatgca tgtttaaaat
  2707861 aaggaaagga aggagtaatc atgctgaaga agctgaagaa aaagcttaag cgttatttaa
  2707921 aagatctagt ccgtaaaaag acgatcgctt aaattgtgcc catttcgggc tttttcttca
  2707981 ttctcattcg aaaaaacatg aaaatcgtga ctgtttgctt tataataagt aacagataat
  2708041 gcaaaacata gacaaggaga ggttttccaa atgattttta aagtatttta tcaagaaaaa
  2708101 atgactgagg ttccagtacg tgaaaataca aaagttttat atttagaggc tacgtctgag
  2708161 aaggatgttc gtacaaaatt aaataagttc gcatataata tcgaattcgt tcagtctgtg
  2708221 actggcaatc atcttgaata tgaaaaagca aacgctgatt taacattagc ggaaatcgta
  2708281 tagtcatatg aaatttctaa agaatgatca agcagccgtt tttgctttag gtggccttgg
  2708341 tgaaatcggt aaaaatacat atgctgttca atttcaagat gaaattatta taattgacgc
  2708401 tggaattaaa tttccagaag acgaactcct cggaatcgat tatgtaatac cagattacac
  2708461 ttattttgtg cgaaacgaag ataaaattaa aggattattc attacacatg gtcacgaaga
  2708521 tcatatcggt ggaattcctt acttattacg tcaagtgaac attccaattt atggcggaaa
  2708581 attagcaatt gcactaatca aaaacaaatt agaagagcac ggattacttc gtaaagcaaa
  2708641 actttatgaa attcaagaag atgatgttat taaatttaaa aagacatctg tttccttctt
  2708701 ccgtacaact cacagtatcc cagattcata cggagttgtt gtgaaaacac ctcaaggaca
  2708761 agtggttcat actggagatt tcaaatttga tttcacacca gttggtgaac cagcggactt
  2708821 aacaaaaatg gctgaaatcg gaaaagacgg tgtactttgt ctcttatctg acagtacaaa
  2708881 cagtgaagtt ccaaacttta caatgtctga gcgccgtgtt ggtgatagta ttcaagatat
  2708941 tttccgcaaa gtagaaggtc gtattatctt cgcaaccttt gcatcaaata tccatcgttt
  2709001 gcaacaagtt gttgaagcgg ctgttgaaaa taatcgtaaa gtggctgtat ttggccgaag
  2709061 tatggaagca gcgattgaaa tcggacaaaa cctcggttat attcgctgtc cgaaagatac
  2709121 attcatagat gcatctcaat taaatcgcct accagctaat aaagttgtta ttttatgtac
  2709181 aggtagtcaa ggggagccaa tggcagcact ttcacgtatt gctaatggta ctcatcgtca
  2709241 aattcaaatc attcctggcg acacggttgt tttctcttct tcaccaatcc ctggtaatac
  2709301 aattagtgta agccgtacaa ttaatatgtt gtaccgtgcg ggtgctgatg taatccacgg
  2709361 aaaactgtca aacattcata cgagtggaca cggtggacaa gaagaacaaa aactaatgct
  2709421 tcgtctaatt aaaccgaagt atttcatgcc aattcatggt gaatatcgta tgcaacgtat
  2709481 gcatatgaag ttagcaaatg attgtggtat tccagaagaa aattgtttca ttatggataa
  2709541 tggtgatgtt cttgccttac gttcagatga agcaagtgta gctggtaaaa taccatctgg
  2709601 atctgtctat attgacggaa atggtattgg agatatcggt aatatcgtat tacgcgatcg
  2709661 tcgtatcctt tctgaagaag gacttgttat tgtagttgta agcattgata tgaaagaatt
  2709721 taaagttgca gcagggcctg atattatctc acgtggtttc gtttatatgc gcgaaagtag
  2709781 tgatttaatt aatgatgctc aaacattaat tacaactcat ttagaaaaag taatggaacg
  2709841 taaaacaaca caatggtctg aaattaaaaa tgaaattaca gacacattag caccattcct
  2709901 atatgagaaa acgaaacgtc gcccaatgat tttaccaatc attatggaaa tataagagaa
  2709961 aaggacaata cctttatggt attgtccttt tctcttatct taaaaagtgc ttgaaacgat
  2710021 ctacttcatc gtcatgacca attacaatta atatatctcc cgcttgaata ttttccgtag
  2710081 ctcgaggaga tacaataact tcttttccac gtttaattgc tacaatattc aatccaaact
  2710141 tcgcacgaat atctaattca attaaagaat gcccatcaat ttttttattt gcaataatct
  2710201 ctacaatact atgctcatct gaaagctcaa ggtagtctaa cacattactt gatgcaatat
  2710261 tattagcaat cctttttccc atatcacgct ctggatgcac aatgtgatct gcccctattt
  2710321 tacttaatac tttttcatgg taatcatttt gagcttttac agtaatattt tttacaccta
  2710381 actctttcag aattaatgtt gttaaaatac ttgaatttaa gttatctcca atagcaacaa
  2710441 ctacatgatc aaaattacga ataccaagac tttttaatac catctcatct gttgaatctg
  2710501 caattacagc atgcgaagct atatttgcaa actcattaat tttatcctca tcagagtcaa
  2710561 ttgccattac ttccatacct aattgagcaa gttcccggca aatacttcca ccaaaacgcc
  2710621 caagcccaat gacagcaaat tctttctctt tttcacccac aggaattcct ccaataacat
  2710681 cgaatactat gtatttttat tgtaacatac tttagatttg ctacaaaaac ctctatatca
  2710741 ttcttatttt tgtttttgca tatagaaata ctgttgtaaa taaaatgcga tactgaaaat
  2710801 taacatacca aatacaaata tgttcccaaa tgaactaaac gtttcaaaaa cgaataataa
  2710861 cgtttcttgt ccgaagaaag caaataatag ttgtgtaaat gcgaatagca atgccaatat
  2710921 ataatggtgt tgatggaata aataatgcgt tgcacctaaa aaagcgataa acgaaagaat
  2710981 gaaaatccac caattttcta aaaatagttg ccaattcgta aattgatacc catttactaa
  2711041 tatcgcaata atccctataa cagccatcgt tggtacgctc cataacaatg cacgccctct
  2711101 aaagaagtgc gtacctttta catctccctt ttcatttgca atgtatgtta gcacaaccgt
  2711161 acttatatat aaaacagaga gaattgttaa aacaattatg agccaaaaat gcaactgata
  2711221 atattcatgt tctatattcg tgacgatagc agctagcata cacgggatta acattcccgt
  2711281 ccaaccatct acttttctct cattccaaaa tactgtatta ccaatccgta ttcctaacag
  2711341 cataaaaata atgataccta gtacaaataa tgtagtttta tttcctacta agctcgttga
  2711401 aaaagcaatt aatccaataa ataaaaaaag aacaaaccca ttcataattt ctagtacagg
  2711461 tgataaatac cttttcaccc agttgtatgt ctcttcatat tcattattat tcgctaaacg
  2711521 ataggcgtaa aaacttatcc caaaataaac cgccgcaata ataacatatg catataagac
  2711581 aaaacataaa attgcactgc taatttgcac gtaattcccc accctttttt ctatgtttca
  2711641 ccttgatttt acacactttc cacacaaaat gtaaacatat ataagctagt taactaatca
  2711701 tcttctcaat aagcgataat gaataatgag cagcggctca aaaccactgc tcattatttt
  2711761 atccatttgt atgccgatgt gtatccaaaa caaatatgaa agatgttttc accttgaaac
  2711821 taacaaatac caactttaaa ttgttacata gttggcgagc aagtttactt tctagttccc
  2711881 ttccacttca catattgatc taaaaatacg atagctttct caatagcctc ttcatctggt
  2711941 cttaattttg cgtgatgtaa accatattct gaatttaccc caagccaaaa cataaatcca
  2712001 ggaatctctt gaagcatata accaaaatct tcacctgtca ttgcctcagt acatgtaatt
  2712061 actttcatat cagtttgttc acttacaaat tgcataaact ctctcgttaa tgcttcatgg
  2712121 ttgtatactt gatgatacat cgctccgtag tcaataacgg cctcacattg gaaggaagct
  2712181 tctatacctg caacaattgc ctcaatccta cttttaacac ggctcattga ttccactgat
  2712241 aacgttcgga ttgttccctc taatcgagac ttttctgcta tgatattttg aactgtaccg
  2712301 cctgttattt tcccaatcgt aattactgca ctatcaagtg ggtttacatt acgactaata
  2712361 acggactgaa gctgtgtaac aaggtgacta gctgcgacaa tcatatcatt tgcagtatga
  2712421 gggtaagctg catgtccacc tttccccttt aaatcaacat ataattctga tgtatttgca
  2712481 aataatagcc cctcttttgt agcaattgtt cctacagggt attcaggtgc aatatgaaga
  2712541 ccgagaatta tattcggctt ccattctttt aactcttcgc tctctaacat aggaagagcc
  2712601 cctccaggcc cttcttcagc tggttggaat agaaatacaa ggtcatcatc tattctttct
  2712661 gttacagctg ctgttagaag gcctaaacca attgttgtat gtaagtcgtg tccgcatgca
  2712721 tgcatcattc cttcatgaac agaagcgaac tcatatccag tttcctctgt aattggtaaa
  2712781 ccgtctatat ctgcgcgata ccctataact ttttctggat ttttcccctt tactttaaca
  2712841 atgacacccg ttctccatac cttcacttcc acatgttcgt tcgaaagcgt tcctatgtaa
  2712901 tctaaaatat actgttgtgt tttccactct ttaaatccaa tttccggtat tttgtgtaag
  2712961 tctctacgaa tttgaacgaa tttgcttact gccatttttg cacctctatc tataaaaagc
  2713021 gtaagagcct gtttatgctc ttacgctttt atgtttttat ttctctgggt ttaattgacg
  2713081 aagctcttgt ttaatttcag tttttgcttt tgtcttctca tcaatttctt taattacacg
  2713141 tgctggagta cctgcaacaa ctgtatatgg aggtacatct tctgttacaa cagctcctgc
  2713201 tgctacaact gcacctttac ctactgtaac tccctctaac acaactacgt tagcaccaat
  2713261 tacaacatcg tcttcaacga taactggttt tgctgaaggt ggctcaataa cgcctgcaag
  2713321 tactgcacct gcacctacgt gacagttctt accaacagtt gcacgtccac caagtaccgc
  2713381 gttcatgtcg atcatagaac cttcaccaat tacagcaccg atgttaattg ttgcattcat
  2713441 cataataaca gcgttgtcgc cgatttcaac gtggtcacga ataatcgcac ctggctcaat
  2713501 acgagcttta atacctttta aatcaagcat tggaattgca gaattacgac ggtcattttc
  2713561 aacaacgtaa tcaacaatgt atttgctatt ttcatctaga attgtcttaa tttcagacca
  2713621 ttctccaaat aatacaccag actttttatt tacaaatgct tgtactgttt cagggaatgt
  2713681 tacttctttt aaatcccctt ttatgtatac ctttacagga gttttctttt cacttttttg
  2713741 aataaacgaa ataatttcgt tagcgtccat cattttcatt cttgttgcct cctaaatcca
  2713801 tttataatgt tactctacca aacgatagag cgagtagcaa gataataatc ctatttttcc
  2713861 atttgaattt cttctataat ttctaaaaat gcttgtactt gcttcaattg tctagctgat
  2713921 tcactcgtca ataaccatgt ttctctcgtt aattgaacag gtgttttata catattttct
  2713981 tgtacttctt ttaaaacagt agaaggtaaa agcgcgtagc ctatgccatt taaaacgagt
  2714041 tgtttacaag tctcaatttg atcaacgaca attgttctct taggtggatt agaaaataaa
  2714101 ccataccacc aattttgtat ttgtccataa taagtcgagt cacttttaaa ttgaataaat
  2714161 ggtctatttg tttcttttaa catcgaaata tcttttattt ctttatccac taaataaagt
  2714221 tcatcttcaa ataattgttg cttctggcct ttatattctt gtgttcctct caatatagca
  2714281 acatgaacgt ctccttcata aaattgcttt tgcacttcac tactccagcc agtaaacaac
  2714341 gatattttca cagacggata tttatgcaca aacttcttca aaacaggagg aagccaatat
  2714401 tggccaataa ctgatgcgac agctattttt aacgtcccgt gagtttctgt tctaaaaaca
  2714461 gctagctcac ttttaatatc ctcttccctt tgtagcattt cttttgcgta atttgcaact
  2714521 ttttcccctt caggtgtaat tgtcaatcct ttttgcgagc gaataaaaaa cttcattccc
  2714581 cattgtttct ctatagattg taatcgttga ctaagcgcag gttgtgaaac aaataaacgt
  2714641 tccgccgctt ttctcatatt tgattcctgt gctaacacaa ccatcatttg aaaatcatca
  2714701 atttgcaact ttctccctct ttccttagct tccatacacc ttatctcaat aagcttttca
  2714761 tccttaattt aactacatac tcttatattt tttatctttt taaatataat acatacacaa
  2714821 ctgatatgca cgaaaaaaag tgacttctcc gtttctatga agtcactttt ctcacattat
  2714881 cgattatgtt gccttacttt tttattcaat aattttaaaa tagctcgacg tgttaaaatc
  2714941 ccctcaaaat acccatcttc attgacagcg caaataaatg gatgatcaat agtcatttct
  2715001 aaagcttttg caaatgagtc ttctaactta agaaccggaa tatcttgctt catcacctgc
  2715061 tctactttca tctcttcaag tctttcaaac tcaatgcgtt ctaaccctaa tataccgtct
  2715121 aaaatcatag cagtactaat taacccgtgc aatttgtaca tcgggtccaa aacaggtatc
  2715181 gccgaatatc cagatttcac aagtacgagt aaagcatgct ctaaaccatt ccctatttga
  2715241 acgtgtgcta ctttttctga tgaaatcatt aaatctttta caaaaatttg ttgaaactcg
  2715301 tcttttggaa tactaatcat attacatccc ccattttccc tttttcctgc ttataatcac
  2715361 cggctctatt cacattttat gacagcgttt tcatattatt attttgtcct tacattcttt
  2715421 cagtaaaaaa caaaattaca cagttatttt agcatacaac ataaaaaaag actaccattc
  2715481 cggtagcgct taataccctt tattttttaa tctgtaaaat aaccttgtga tttttttata
  2715541 ttgcatcaca tctgtctttt ttaaaccatt ctcaatatct gtaagttcca cagctaaaat
  2715601 ttcactcgca taattttgtt gaaataaaat atctagtaac aaactttcct cttcttccgt
  2715661 taacacaaat tcccttttca tatacccctc tccttatact cgcatcgtta ctcctattat
  2715721 ataaaatttt ttgcctattt aatagatgta atattcagtt tttaatgaaa gatatataaa
  2715781 aatgtttttt tatttcgtat gacgatttgc ataactaaac gcagcataag catccggctt
  2715841 aatctttgca gttaacccca tcgctcgaat tttcgctgtc atatctagaa taaattcttt
  2715901 tgttaaacca tcatttccga tatctaagtg aatttccatt ataaaaccag ccccatcttg
  2715961 agcatacgga tgtaataaat cccatatcgt ttgtatatga tttggagtaa ataggcatgc
  2716021 aatttcttga ctaaattgtg tctctaaata tattttctca cgtaaagttg ctggtttatc
  2716081 ttttactgat tgatggtgta aacaccccca ggctcctttt ccaacacgat gaatatgaat
  2716141 tgccgtaata aacctcgtgt ccttttgatg tgcttgtgag tctgtcccaa tagataagcg
  2716201 atataaattc cgtggatccc tttcaatgaa attacaaata cgggtaaaga ccatatcaaa
  2716261 atttaaatgt ctctctgaaa cattataaaa tttatgttca ccggtcacat agtcacgtcc
  2716321 tttcaattag acagactttt cgtattttca ttgtatggga caaaaacaaa aattataact
  2716381 tcctaccctt tattcgtttc aatattccga attacatatt gacaaacttg gcacgtataa
  2716441 attacatttt gattagattg agccgttaat acatgaataa tctcagcaga attgtgacag
  2716501 ttaggacaaa tcacaactgg taaacgttcc atataacaca cctcctcact attttcatcc
  2716561 tgctatttac tatgcgtcct caattggcga tagctaataa gcagtataag acgcagaaat
  2716621 acgactgatt acaatttcac tttattacca ttgtaggaaa aataaaaaat ccctatacat
  2716681 atatgttaaa agtaataaaa ctaaaaaagg tgttgccata tggcaacacc ttttttatat
  2716741 gtatcaagaa atgatatcgt aaatctcaat tgcaaccatg tcgatattat cgaattgata
  2716801 cacttgaggt ttttcacctt gttgatacac ttctaactca tacatttcac ttttatcgaa
  2716861 aaatttcacg ctacatttgc gttcaccgtt cacttcaaaa tagcgttgtg ctacttcacc
  2716921 gctttcagct tgttcttgta gactaacaag tcgagttaaa attccttgga gtagagacat
  2716981 gaaatctctc ctttctctga tcttcctacc aataggtttt acagctatac tcattctatc
  2717041 cgtcataaca gaaaaaatgt tccacactct aggataaagg ttattggcca gaaactcaac
  2717101 taaaaatttg tcgaaatacg aaggaaaaaa cagaaagaac atcttttccc ttctttattg
  2717161 cgatttttat actggaagaa tataataaaa aacagtaaaa aggaggaatt gcaatgaaaa
  2717221 aaattgaggt ttacacacaa cctgattgtc cgccatgtgt cattgtgaaa gaatttttaa
  2717281 agcataataa cgttgtatat gaagaatttg acgtaaaaaa agacgccgct gcacgcaatc
  2717341 gtcttttata tgactatgac tcttattcaa ctccaacagt tgtaattaat ggtgaagtcg
  2717401 ttgctggttt tcaaattgaa aaattacaac aactacttaa tatagaatag gaataggtaa
  2717461 agacctattc ctattcttat cccgctatat tttggaagta tacatccgat tgtggcgagt
  2717521 taatgttcaa cgggatatgt ccctctattg attaaagttt cactttataa ttgttgtaac
  2717581 ctttttattt cagttaaaag ttcttgactt tcatgatatc cggccaattt ccatttccct
  2717641 tgatctcttt gcaatgttac aatttgatat tgcccacttt tcgcccgctc ataaacatat
  2717701 aaaattttat gctcttcatc atatgacatt ttcgtttctg aattaaaaga gaatggtgct
  2717761 tcttttgctg gaagtaaata ttcaccactt tgtttatcac ttctactatt ttcatctgta
  2717821 aatacttgaa ggaaattctc tgtaaaatat ggtgataacg tttctatcat cttattcatc
  2717881 ggcaaatgct tcccgcgaat taaaaattgg gtttcataac ccttttgtat cgttgtaaac
  2717941 acttctttcc gatcaatttt cacttcctct tttcctaaaa ccgttgtaac actataccca
  2718001 actagaaagg caacgcacac aaatagaact aaccatattc catatttcct cattttttca
  2718061 ccttcctttt aagaaaactt gtctttgtag tattcattgt aacaatgatt atgcacagaa
  2718121 agggggcgtt tcgttcgtaa aatctttaca acgatagaca gcattttcag caccattttc
  2718181 actattacca atttatgata aaaacaaaca aaaaatgcac gaatctcttc gtgcattaaa
  2718241 ataaaacatc ttcctcatat aaatattcat acgataaatc tataaataaa aagttttcat
  2718301 catcaattgg gaaagaaaat gttcgtacca tctcaccagt ttcaatatca gcatataaat
  2718361 ctgaaagtct tgccttattc tcaaaacgca ttttcataat attttctaga aaatacgggc
  2718421 gccaactcca gttcttcatg taatactcag gcatcacaat ccattcccca tcttttttca
  2718481 taacgtttcc tgattgttgg aaaccatctt cgttacaaat aaatatgcga aaactacact
  2718541 gtgatacact ttggctaaat tgtaataacc aatcatttat atcttcattc tttttctgtt
  2718601 tcgctagaac atcaccaatt cgatcgcgta acatttctgt taaattataa attttttgta
  2718661 acttcttctt ctcatgttga ataaattgat gacactcatt accaagtcgc tctttcaaaa
  2718721 cgttcgtttc aataaaatca ggtaaacatt cttttaaata atttccttga tagtatctac
  2718781 caccgttttt ccaagcatat tgtaattgat aaaaagcatc tatttcttca tataacaatg
  2718841 tcgcaccaat tcttctagca agtaatgata aagaatataa aatatcttga taagattgta
  2718901 aaagtgcagt ttgccttaaa tttgttaaat ctacttttaa aatatcaggt gctaacacgc
  2718961 taatacgctc taaattactt gtacctgttc cgactttatt aatcgaaatt tgaataccat
  2719021 atgtacgata atacataagc aaatgattaa attgctctat atcttcttta cattcatgtt
  2719081 ctgtaatttc taaaacaatg tttttcaaat ttaaaccttg tttttcatac attaataaaa
  2719141 gttgaagtaa actttcatca tcatcgttca ttaatacgtt agcattccga tgtataaata
  2719201 ataatagttt ttgatcactt tctaaataac gatttaaagc tttttctact ataatgttat
  2719261 ccgcttctag ttgaaactca cttggaatag agtcatcatg aaagaaagaa gctaaacttt
  2719321 gtatgccctc ttctgtttga atacgcccta ctacttcata tccaattaca gtatgttcat
  2719381 cagcactaaa aattgcttga taataaggaa ggactttatc caagttactc attacatcta
  2719441 atgcatctat caacgtgctt ccctcccttt acttttcaaa aattataaca tgatatttac
  2719501 ggaaaaataa taaaaaatcc cttcagtttt cctgaaggga ttagaggggt aaaatgctaa
  2719561 ggggaattag caattctact atgaagaaaa aagaggtctt aaatataacg tatatatgac
  2719621 ctcttgtaaa cacttttctt tcatatgtca caattccgtc acatttaacc gtaaaaaaat
  2719681 gaatgaaaca ttcatttttt tatccctttt aaaatggata ttgatgtaaa tgttgtcctc
  2719741 catccattgt catacaagtt ccatttatgt acgcagcttc atctgaacat aaataataag
  2719801 ctagacctgc aatttcttct ggcgtaccta gccttccaag cggaacactt tgtatcgtgc
  2719861 gcttggccat ttcttctgaa atccataatt tatcagcacc gcccgtacgt tcaattggtc
  2719921 ctggcgcgat cgcgttaact cggattccat atttgcgtcc ccactcaaca gcgagtgtct
  2719981 ttgtcattgc taatactcca gccttcgctg cagccgaatg aatcactcct ggacctgcat
  2720041 cccatgcata tgttgctacc atgttaatga tattcccttt tatacctttt tcaatccaat
  2720101 attttccgat agcctgacta cagtaaaatg taccgtttaa cacaatatta atgaccgaat
  2720161 tccacccgtt cacggataaa tcttctgctg gacaaataaa attcccagct gcattattta
  2720221 ttaaaatatc aattcgtcca aacttctcat caatctgttc aatcattttc tgaatgtcat
  2720281 ccgtatttct cacatccatt tgtacagtta atatttgccc tggaaattgt tcaatttcta
  2720341 acttggcttc ctctaatttt tcctttgtac gtcctgtaat aacaactcgt gccccttctt
  2720401 ttgcaaaacg agttgccatt ccttttccca ttccgctcga tccacctgtt ataataacta
  2720461 ccttttcttt cacatacatc ccctccaaaa aatgaataca tattcatttt atcattttat
  2720521 ttaatagaaa tctttatatt tttaaatttt tctgatattt taacgtaaag aggtttcttt
  2720581 tcattcgttt tttcgtaatt catactactt ttttattatt taaaatatat ttccaataaa
  2720641 ctgaaaggag gcttgagtaa cctgtaaata gaacgaacat atgtgatata agtcaaatag
  2720701 gtatactcat atttttatga agaaaattac aagaagagat tttttaaaaa ctggaatgcg
  2720761 aacttgtcta tattcattta taacgactag catcggatac tattacgcta aatatattga
  2720821 gcctcatcta ctctctttta cagaacatac acttaaatca caacttatac caaaaagttt
  2720881 tcatggtatg aagattcttc aatttagcga tttacatctc gggtactatt tctctctcca
  2720941 gcatttatct aaaatcgttt ctaaaattaa tgctgtaaaa cccgacattg ttctttttac
  2721001 tggcgatctc attgataatt atcaaacgta tactgacact cctttcgttt catccatttt
  2721061 aaaaaatata caagcaccct tcggtaaatt ttctatttat ggtaaccatg atcacggcgg
  2721121 atatggaacg gagtactacg aacacatcat gcgtgaatct ggatttgaac tattactaaa
  2721181 tagcgaaaag agaatccgtc tactggataa tagtgaaatt tccattttcg gtcttgatga
  2721241 tatactgcta ggcaaaccta aaatagaaaa gacactgcaa cgcgctcggc aaaccactta
  2721301 taatattgtt cttgttcacg agccagatat tgcaccacaa attgctaact atccagttaa
  2721361 cttacaactt tctggtcata gccatggcgg acaagtacaa attccttttt taggcgctgt
  2721421 tgttactcca tcacttgctc aaaactatgt tgaaggattc tatacaattg gggatttagc
  2721481 gctctatgtc aatcgaggtc tcggaagaac tcgtgtcccc ttccgattta tgtcaaaacc
  2721541 tgaaattacg attttcacgc tccaacattc gtaataattc gcctattttc ttacatatcc
  2721601 tttcttgtac gcgctcatcc atgtttcgtt taccatatga taaaagtgag tccaataaag
  2721661 gaggtttgtt catgtatcca tattatcaac caatcccagt ccgttcagca cctattggtc
  2721721 cagtaagcga ctcacgcttc tttccgtttt ttggtgttcc atttctagct ggcattgctg
  2721781 gtggactgct cggcggggca ttagctttcg gtcctagacc atattaccca ccatatccac
  2721841 cacctttccc accgccagca ccttaccctt gttatggtgg accttgtcaa caaccatact
  2721901 attattaatg taccgcaaca attctactaa tgttattccc tctcttaacc gatccatact
  2721961 ccattaacat gcttacaata aaaactattc tctctactct tgcttctatt ttgagaacat
  2722021 acaataagta gagaacaaag taaaaacctc tttttaaaaa gaggttttta ctttgttctc
  2722081 attattcagc atctgtgttt tgatacgcca tcttaaacaa cttcacttga ctatcaatct
  2722141 cttctgcacc gctattaata acataataat agtcaccgtc tttattttgt tcgcgcgttt
  2722201 tcacattatc agctaaagta agctgtaaaa tcgccttaat tctcgccttc atttcaatat
  2722261 ctaatatcgg gaaagatatt tctactcgct tctccatatt ccgcgtcatc cagtcagctg
  2722321 aagataagta tattttctct tccccattat gatggaaata ataaattcga ctatgttcta
  2722381 aatatctccc aacaacacta actacccgaa tattttcact tacatttgga ataccaggtc
  2722441 gtaggcaaca tgttcctcga acgatgagtt ccacctttac tccagcttgt gatgcttcat
  2722501 acattttttt aatgagtggt ttatcagtta atgaattcat cttagcgata atataaccat
  2722561 ttccatattg tctatgataa cggatttcct catctattaa atccataaat tgctctctta
  2722621 tatcaaatgg cgcaaccgat aaatgatgaa aatgcggttt tgttgtataa ccactcaaat
  2722681 aattaaagaa atttgttgca tcgacaccaa agtcttttcg tgatgtaata tagccaaaat
  2722741 cagtatatag ctttgcagtt gcatcattat aatttccggt tccaagatgt acgaaccttt
  2722801 caatttttcc gttttttctt cttacaacta gtgtaatttt actatgtgtt tttaaatgac
  2722861 ttacaccgta aataacatga catccagcct gttctaattc tttagcccaa tgcacattat
  2722921 tttcctcatc aaaccttgcc tttaattcaa ctaatactgt cacttgcttt cctttttcag
  2722981 ccgctatctt tagcgcctga atgatcggcg aatccccact tactcgatat aatgtttgtt
  2723041 taattgcaag tacattcgga tcgtctgccg catcacggac aaaatcaact actggctgaa
  2723101 acgattcaaa aggatgatgt aataaaatat catgctcaat cgctttttca aatacatctt
  2723161 ctgcatcccc taagtcttga ggccgttgcg gaataagagc cggatatact agatgttcat
  2723221 ataaaggagc tagtttttta tataaagaaa atagacatgt taaatctaat ggtccatcca
  2723281 ttatatatac atcttcatcc tttacttcca acacctcata taacaatgct aatactcttt
  2723341 catcaatatg ctctttgcca acttctaaac gtacagcagc tccccactta cgttttttta
  2723401 attctttttc aattaccttt aataaatctc tcgcaccttc ttcgtgaatt gttaaatccg
  2723461 cgttgcgtgt aatacggaaa cgagtaacag atgatacttt atatcctgta aataatttat
  2723521 gagtaaaact actaattacg tcttctaata aaataaattt atgcttttgc ccttcactcg
  2723581 gtaaaaatat gaaacgttca agtagtgaag gaacttgtac aattcctaac ttcgtgcgat
  2723641 tttcttcttc tacttgtttc tcatcatata aaagagtagc taaatttaaa cttttattta
  2723701 ataacatcgg aaatggacga tatgcatcga tagccacagg tgttaagact gggaaaattt
  2723761 gttcatcaaa atactcttct ataaattctc tctgttcttt cgtcaaatca tgaaatgtta
  2723821 aacgctcaat cccttctaac tcaagcgctg gcaacacata atttttaaac gtaccatatt
  2723881 gtactgtcat taattcatgt gcttttatcg caattttatt taattgcttt tttggtgtta
  2723941 aaccggcctt attttctggt tggttaaaac cagcacttac ttgatccttc aatcctgcca
  2724001 cgcgtaccat aaagaattca tctaaatttg agctaaaaat gctaataaac ttcaatcttt
  2724061 ctaagagtgg attcgtttca tcttgtgcct cttgtagtac acgttcatta aatgccaacc
  2724121 aacttaactc tcgattgttg taataagctg tatcatttaa atttactata ttccccttcg
  2724181 ataattccat tctcttcaca cttccccttg aaactttttt actataattt agttactttc
  2724241 attttagcaa attacaatat tataaagtat aaatttttcg taaagacatc cgtacaactc
  2724301 aattctttaa tttaaataac aagataatat ttgttttcaa tactctttct agctgtttct
  2724361 tctgcttttc agcttgcact ttttccgcta acgccgattg ttcacataca atttcaaatg
  2724421 ttaatccttc tttactttct gttatagata tggattcaac aagcgatctt tgtcttatat
  2724481 ttagagctgc tgaaaattgt aaaacagccc ctaataggcg gatttttttt tgttcgtttt
  2724541 tatcaaacca gccttcaaat ggagacaaat gttgtttgaa taacattttt gatttataag
  2724601 acgcaataag cgctaatcta actcgctctt tatgcatcat accatcaatt gttttattcg
  2724661 ctaataaata aaatgtatgt aagcggctcg cttcttcgtc tatatatttg cctatattaa
  2724721 atactttcgc tgcttgatgg aatacttccc agtcttctac tgacatagaa atcagcccgg
  2724781 tttcttcaag ctgttgacaa atcaatctcc catgtttaat aagctgcatt acaaattcca
  2724841 tatccatttc atattcatgt gataataaat acaaactttc ttcgactacg ttcggataat
  2724901 atgaaatccc caaatctttt gtcaactctt catagaaaac accttctcgt aatccttttc
  2724961 tacttaatac aaatgctggc gcctctataa cattaacaag cgtatgaaat acttcgactg
  2725021 ctggaacaat tgtatctgct cgatcttttg ccaatccttc taatttttga agttctatga
  2725081 acgacaatgc ttccaattct tctttcacat ttttaatatc ttcttctttc atcttgtata
  2725141 aatgtactcc tgctatagga taacaaatta aattttgatg aattttcact aagttcctcg
  2725201 cactaccacc aattgcaata agaggcaatt tcttatcaat taaccatggt aatgttcgaa
  2725261 attgatattc tagatacgtt tgaagctttt ccaactcttc ttctgtaggt atatcgtctt
  2725321 taataaattg ttgctttaaa gaaagtgctc caaaaggaaa gctatgatac tctagaatct
  2725381 ctctatttcg aaagtatgta acctccgtac tccccccacc aatatctact gtaatccctt
  2725441 cagagaacga agttgaattc ataactgcta aatagccgta acgtgcttct tcatattctg
  2725501 ataatactct aagagtaaag tctgtttgtc cttcaacaag ttttttaatt tcctcttgat
  2725561 tcttagcctg tctaattgtt gctgttgcaa cacaaagtac atggtgcaac tgatggaatc
  2725621 gtgtactttc ttgaaattga aataatgttt gtaacaatac ctctattcct tcttcaatca
  2725681 acacgccatc gactaagtaa ttccttaacc ttgcaaccac tttcgtattt tcaatctctt
  2725741 tataaaaacc cccgttttgt ttttcataaa taactaaacg cattgtatta gatccaatat
  2725801 ctataatggc atattgctgt tttaatattt ctttcaaact tctcactctt tcattatcaa
  2725861 atttctaaaa cacattctat tactattata caaaatagtt gttttttgta acaatattgc
  2725921 tttaatattg aaaatatata caatcacttt ttgcatataa taaaaatcgc ttttacttat
  2725981 ggtataataa tggaaaattg aaaggagatt caatatgaaa ccttcacaac cacaatctca
  2726041 attacaaaac caacattcta ttaatcgact agctcaatct attttcgttg tgaatcgtca
  2726101 tgctaaagct gcaactaatc cgaagtattt atactggtta aaaaaaacag ctttagaacg
  2726161 cttaattact gaaaaaaaag ctattaaaga aggattacat ttctcaagaa atccacgttt
  2726221 tagccaacaa caatctgatg ttcttatacg tttaggtgat tactttttcc atattcctcc
  2726281 tacaaaagaa gattttcgaa tcctaccaca tctcggtcat cttgaatcct cctatcgaaa
  2726341 tccgaaaaca accttatctt taacagtagc aaaaaaaaca cttcaagatt atattggtcc
  2726401 tgaagcgcta aaacaagaaa aaaaattaag tgaacctgtt ccatggtata gtcgtactta
  2726461 tacaaaaaaa taaaacagtt tggccaattg taggccaaac tgttttattt tttctcttct
  2726521 ttaattttaa tattggcttg tttataaaaa gctatttttt ctgtattata agatttcgtg
  2726581 aattcattaa acttatcttt ttctgaatca atatccttat aagattgatt tactactttt
  2726641 actttttcac taatatcttt taattttgta cctttatctt gtaacattgt atataattct
  2726701 ttttcttgtt ttaacgattt attatagctg tcatacattt tattaaatga atcatgtcgt
  2726761 ttctcatatg tactttttac tttatccgct tgatctttca atttcttatc ttcaattttc
  2726821 ttcacatatt tatctgctga tttcacttct tcttgcgcct tatttaaaga ttctttttct
  2726881 tttttaagca ctttttctcg ttcatctgta tttttcactg cttggttcag tttttcctta
  2726941 acagtttgat tattatcttt tccttcttga acaatctggt tatataactc ttgtccctct
  2727001 ttctctaaag tttcaagttt ttttgcatct tcaaacattg ttttttcttg ctttgcagca
  2727061 ttttcaaacg caacatataa ttcctcttct ggttttggtc cgaaacaacc ggctagtaaa
  2727121 gtcattgata atgcagttac aattgctaat ttactatatt tcaacatctt tttcctccta
  2727181 cttatatacg atcatcgtgt aaaaagctat gaaattatat atccttctat aaacaaaact
  2727241 ccacactcgc acctttttta cgaaaatcat tcatattgtt tataatactt gtacaaattg
  2727301 tattacttga aattacattt tccgttttca aactaaatag cagtttcata tccatctgtt
  2727361 acttggcact ttttaaaacc tattcatact atgtattaca taaaagtaca acggaattca
  2727421 tcacaaccat aataatttga agaacaacag taatcattta cctgataaaa gatgttcgtt
  2727481 gttctctcac gtctatcatt ctatcattcc ctttcccgct ttctatcaaa taatctcttt
  2727541 tttcatttta cacagtataa atgctatctt gcaacaactt acaattattc ttgccattcc
  2727601 ctaaaaagga aaagtgtaga gtatgctttc ctctacactt ttaaaatgaa acacattgtg
  2727661 caaaatgcat tgacacatcc atcataatta tatgcctatt tcatatattt ttaaagactt
  2727721 ttattacaaa aaaagttctt tttgtaataa aagtcaaaaa aatgttacaa tcaaaacttc
  2727781 ttcatatcat atttcttcaa atcaaagttt tacttatttc cttacaaatt tctattctga
  2727841 tacaattgat tttgtgcttt tcttaacaat tcttcaaaag cttttccttc tattggataa
  2727901 ctagcagctc caaataatag cgtcatactt aacaagccat tctctatttc actttcaata
  2727961 tttttcatta accggtttgt tattgtcgac ttttcatgtc cgttatcaat cgccacaatc
  2728021 acatacttat tttcatccca cctagtaaca acatcccctt tgcgaattgt ctttacaatt
  2728081 gtactctcca gtttctgtat taacacctcc attttctttt cttgcactgt ttcttttagt
  2728141 tctttccatt ctttcacaga aagaatatac actgtaatat tatgagaatc ccgttctgtt
  2728201 aaagcagcta ctttcttaaa aaaatcaact acaaaatcat tacttgccat tcctcctact
  2728261 tccatatcca cctgctcact cgctttttta tcataccaat gtccaaaata atagctgagt
  2728321 atcatttgca atatataaat aataaagacg gtataaaatg atcgtgaatc cagttttgta
  2728381 attacatcct gaagcgcaat ccattctgta actgccactg tattcccaag tagtaatcca
  2728441 ctaattttcc ctttatgttt catacttttc ctcccttcta taccaatata tgtttctata
  2728501 acaattatgt ttttctacaa aataaaaaat gtacatatta ggtgtacatt tccgcttaaa
  2728561 cttgtctacc ttttctactt catttcatat atatactata tatcgttttt agaaaggagc
  2728621 gacctatatg ctacaaaaag aaaatctatc agatattata cgtttactag cgggctttct
  2728681 attatcctta aaattactat tcaattcttt cggaataaac tttattacaa acgatcaaat
  2728741 cgatgctatt gtgaatgttg cttcattttt atttattcta tactttggct tcaaaaataa
  2728801 ctatgtagga aaaaaaggaa tagaacaaaa gaaagtactc aaaaagcaca atcttcacta
  2728861 aaaaaggaac cttccataca ggttcctttt tatcattgtc gcaccacaac ttcatttgtt
  2728921 tgcagtggac catatgatac tccgttatat tgaaatgtat atgtagcttg aaataatgcg
  2728981 tttttgagtg ctttatcttt atttgctttt attttacaaa ttaattctac cttctcatcc
  2729041 ggtaataaat tatcgattct ccaccttaca agctgaaaca aaaactcgct catcccctta
  2729101 tcagccttta atgaatttgg aatataggca aaataatctc gaatcatatg gcttactaca
  2729161 actcgtgaaa tcatttccat tcctttattt tcaacttcaa ttcgaataat aagtatgtcg
  2729221 tttacatcat agatcagttc atatgaaaat ttttctttat acatactacg gatttgtaat
  2729281 gtaactgcta tgttaggaca ttcgttttcc ttttttgagc catcaatcca taatactggt
  2729341 tgtagaggta ttgaatgcct tccttgatcc gaaattcgtt tccatatttt cataataata
  2729401 ttcaccccat ttcagatgca tcatatccat acgaccttat tctgcctctc tacacaatat
  2729461 taataaagct tgttgcaaaa cgatgtatag ttactaccct tccttttatc ctattcgaca
  2729521 atataaagaa aaaaccattt ttcatttgtt aacagacgta ttcttactga aatatttttt
  2729581 tacaatttcc tttattgact ttatatcaat actaagtatt acttactctt tcgctgtcca
  2729641 tacaacagaa tattttgacg gaagaaaaag tttgcctttt agtcaaattt gactataata
  2729701 ttctttatgg cttgtcagtg cacttgtata aattgataaa aaaactatac ttttaatttt
  2729761 tatgcgctgc actcaaaact taatatagtt tacttattat taaaggaggg ttatctttgg
  2729821 aatctcaatt attaaaaaaa gactccaaca agacaaaatt tgttgttgct ggtttactac
  2729881 ttggtatttt aatggcggca atggataata caattgttgc aacagcaatg gcaacaatcg
  2729941 ttggagatct aggaggattt gacaagttcg tttgggtcac gtctgcatat atggtagcaa
  2730001 caatggcagg gatgcctatc ttcggaaaac tttctgatat gtatggacgg aaacgctttt
  2730061 atattggtgg ccttattctt ttcttgttcg gctctgcact ttgcggaaca gcatctagta
  2730121 ttgagcaact aagtatttat agagcaattc aaggaattgg tggcggcgct cttatgccta
  2730181 tcgccttcac aattatgtac gatatattcc caccagaaaa gcgtggaaaa atgacagggc
  2730241 tattcggtgc tgttttcggg acatctagtg tattcggtcc tttattaggt gcgtatatta
  2730301 cagactatat aagttggcac tgggtcttct atattaatat cccattagga cttatctcct
  2730361 tcttcttcat tacgaaatac tacagtgaat ctctagaatt tagaaaacaa aaaattgatt
  2730421 gggctggcgc tattacactt gttattagta tcgtttgctt aatgttcgcc ttagaacttg
  2730481 gtggtaaaga atacgcatgg aattccactg taattatcgg cttatttaca accgttgtta
  2730541 ttatgcttat tattttcttc ttcgtagaac gaaaagcaac cgagcctatc atttctttcc
  2730601 atctatttaa aaaaccttta ttcgcagcta gccaaggtgt tgcctttttc tatggtgccg
  2730661 cttttatcat ctgtacagtt tatatcccaa tcttcgttca aggtgttctc ggtggttcag
  2730721 cctcaaatgc tggattgata ttaacaccta tgatggttgg ctctgtaatt ggaagtcaaa
  2730781 caggtggaca gttagcttct cgaacaagtt atcgtaacat tatgatggta tctggagttt
  2730841 tcttcgttct tggtatttat ttactaagca ctttaacaat ggacacacct cgcctactcg
  2730901 taacactatt tatggttctc gctgggcttg gagttggctt ctcattctca gttttaagta
  2730961 tgtcttctat ccacaaatta gaaatgagag accgtggttc tgctacatca acaaattcat
  2731021 tcttccgttc actcggtatg actcttggtg taacgatttt tggtacaatt caaaatcata
  2731081 tttttacaga taaactaaat actttgttcc ctcctgaact agctaaatta gctccaaagg
  2731141 gcgaagacac aagtttctta ttatcaccag gtgctaccga taaaatacca gctgaaatat
  2731201 taactggtat taaagaagct ctcgctacat ctattgccag tacattcttc tgggcactta
  2731261 tcccggctgt actaagcatt atttgcattt tacttatggg aaatgagcgt ctttttacag
  2731321 gaccaaaaac gaaacaaaaa cagaagcagg taagttaata tatagaaaag aaacggcata
  2731381 tccctttatg aaaacggata tgccgtttat aatatgtata aagtttttat atataggagt
  2731441 tgaaacagca tgagtatgaa attagtcatt ctcggcttgc tactcgaagg agataaacat
  2731501 ccatatgaag tgcagcacat catgaaagaa cgacaaatgg actgttatat taaatatgca
  2731561 aaaggatcac tttactatgc cttcgagcaa ttagaaaaac aaagggcaat tcgtgttaca
  2731621 actattgttc gagatacgaa tagaccagat aaaacaatct ttcatataac agaagaaggt
  2731681 aaacgattat ttcacacgtt actattaaaa caattcgagg caaaaaatca aatatataaa
  2731741 ccaatttatt cggcactctc tttcgctcat tttggtaatg atcaagagtt agttcctatt
  2731801 ttagaaaaga agaaaaatga caccattcaa tatttacata atatgcaaac tatttatgat
  2731861 tgtagcaaag gaaaaattcc acgtgcccaa ctatatattt tgcaaagcgt tattgaacat
  2731921 attacagttg aattgcaatg gttaaacacc ctccttacag atgcagttga agggcgactt
  2731981 tcagaaattg atatagatga ggattaaact tacaaaatag aaaatgtaaa atgataatat
  2732041 agttatttca tttcaaagcc taaaacaaat ataacctcat tctaatttag gatggggtta
  2732101 tgcttgttta attttcgata taagatgaac caattattaa ataacataac tggcgtctta
  2732161 tctatgtaag ggtgctcatc tctttgtaaa agtcagaata ataataatta aaataaaaaa
  2732221 actttagaat tttcttattt caaaacagta gacaaaattc aaaaaattgt gttagaattt
  2732281 gtttcaatat catatcgctt gttaaattcc tttcaaaagg aaaataggta cacgaacatt
  2732341 tcgtttcgtg tttaaaaggg aagcttggtg aaactccaac acggtcccgc cactgtaaat
  2732401 gctgagattt ctttttgata ccactgtgaa aacgggaagg taaaagaaat tatatgaagc
  2732461 ataagtcagg agacctgcct gttttaacaa cactgataga ttcacggatg atgatgaggt
  2732521 gttaaaacaa aaaggaaggc ttattttcta tgcctttatg ctttttgtta taggtatttc
  2732581 ctagtaaacg gaagtgctta cttttaatta gggaggaatt tgaaatggca attcaaacaa
  2732641 gtaacttagg ttatccacgt atcggattac aacgagagtg gaaaaaaaca ttggaagctt
  2732701 tttggtccaa taaaatcaat gaagaacaat ttttaacaac aatgaaagaa attcgccttc
  2732761 aacacgtaaa agtacagcaa gaaaaaggga ttgaactcat tccaattggc gactttacat
  2732821 attacgatca cgttttggat actgcttata tgctaggatt tatcccatca cgtttttctg
  2732881 agtttacatc ttacctagat gtatattttg caatggcgcg tggctctaaa gatcacgtag
  2732941 cttccgaaat gacaaaatgg tttaacacaa actatcatta tatcgttcct gaatatgaag
  2733001 agggattaca aatctcttta aaagataatc gtccacttcg cttatacgaa gaggcaaaac
  2733061 aagaattggg tgtagatgga aaacctgtta ttttaggacc atatactttc ttgaaattag
  2733121 ctaaaggcta tacacaagag caatttgcta ctattttaaa acagttagtt gcaccttacg
  2733181 tacaactgct ttcagaacta catgcagctg gtgcacaaat cattcaagtt gatgaaccga
  2733241 ttttcgcttc tttaacgaaa gaagaagttc aacaagcaaa agaaatttat gaagctattc
  2733301 gtaaagaggt tccaaatgcg actcttcttt tacaaacata ctttgatagt gtagaagaaa
  2733361 actatgaaga aattattaca ttcccagtat caagtattgg attagatttc gttcatggta
  2733421 aagaaggtaa tttaaatgct gtttcaaaat atggattccc agctgataaa actttagctg
  2733481 ttggttgtat agatggccgt aacatttgga gagctgacct tgatgaagtt cttacgttat
  2733541 ttacaacgtt acaaaaacaa gtccaaacga aagatctcat cgttcaacct tcttgtagct
  2733601 tattgcatac accaatcgat aaaacagaag aaactcactt atcaactgag ctatttgatg
  2733661 cgttggcatt tgcaaatcaa aaattagaag agttagttct tattcattcc gctctgactc
  2733721 aaggtacaga aagcattagt aatgaactgg aaacatatcg aaacgtacat catacaattc
  2733781 gttcatctgc tgcacgtaac cgagaagatg tcaaagcagc acgaacagca ctaaaagaag
  2733841 aagatttttc acgtcctctt ccatttgaaa aacgatacga attacaacaa gttgccctaa
  2733901 agttaccgtt gttaccaaca acgactatcg gtagcttccc tcaaacaact gaagttcgcc
  2733961 aaacgcgaaa agaatggcgt aatggtatta tttcaaatga acaatatgaa caatttattg
  2734021 aaaaagagac agaaaaatgg attcgttacc aagaagaaat tggtcttgat gttcttgttc
  2734081 atggcgagtt tgaaagaact gacatggtcg aatattttgg tgagcgcctt gctggcttct
  2734141 cattcactaa aaacggttgg gtacaatcat acggttctcg ttgcgtaaaa ccacctgtta
  2734201 tttatggtga tgtagccttt attaacggca tgactattaa ggaaacggtt tatgcacaaa
  2734261 gcttaacaga gaaagttgta aaaggaatgt taactggacc tgttacgatt ttaaattggt
  2734321 ccttcgttcg aaatgacatt ccaagaaaag aagtttcgta tcaaattgca ttagctcttc
  2734381 gtcatgaaat tgaactactt gaatcttctg gaattcgagt gatccaagtc gatgagccag
  2734441 cacttcgtga aggaatgcca ctgaaagaaa aagattggga cgcttatatt acatgggcag
  2734501 tacaatcctt ccttttagca acttcttctg tagcaaatga aacacaaatt catacgcata
  2734561 tgtgttacag taacttcgaa gatattgttg acgcgattcg cgcattagat gcagatgtga
  2734621 tttctatcga aacatcaaga agtcacggag aatttattga tacattaaaa catacaacat
  2734681 acgaaaaggg catcggtcta ggtgtatatg atattcatag cccacgtgta ccaagtaaag
  2734741 atgaaatgta taaaatcgta gaacaatctt tacaagtatg cgatcctaaa tatttctgga
  2734801 ttaatcctga ttgtggttta aaaacgcgaa gaacagaaga agttattcca gctctagaac
  2734861 atatggtgca agcagcaaaa gatgctcgtt ccctactaaa aacaaacgca taataaaaat
  2734921 gggttatcct ccaaaaggat aacccatttt tattctttac tttcaaaaaa gaattcgtat
  2734981 tgtattttat ataattcatc atccgttggt tcttcaagag gagttgcttg taagacaact
  2735041 gtatactcac catttggaat agggatttga aatttatttg aaagaatact tgttacaacg
  2735101 atacattcat tttcaactgt aaaaggaact gcaaccgttc taaccacttc ttctttctca
  2735161 atatgtttcc ctggggtcac ttttacttca caagtataat cagaaagtgc ttcaaaaata
  2735221 acagttccat ctgccttcgc ataacctctt tcaaaatctt catccgtcca gtcaacgtaa
  2735281 ggctgctcac catcatagtt cattaacatt aattgcgaat aagaaattgt taactccatc
  2735341 gttcccctcc tccttcatta tgaaatatgc aactactact ttacgtcaaa tttcacacgc
  2735401 gtaccatctg ggtatttatc taacttattt cctacccaag accctgctcc gcggttatct
  2735461 gctggactta tatattcgat atgtgctcct tttccgcctt ctttacacat cgccattggc
  2735521 cattcatcac gatcataccc tttttttgat gggtatggag ctaacgataa ctttcttcta
  2735581 tccgcagcgc caccacggtc gattgtacaa acttctgaat gtccttcctt tatcgcatcc
  2735641 gtaatatgtt tccctgtttc tggatatctc tctttcggaa attctagaac ttgatcatac
  2735701 gcatttgttt ttttgtactt gtttcctctg gaacaagtac ttcataaacc gctactaaaa
  2735761 tagaaagaat tgcaataatt gaaatgataa taccttttaa ttgcttcatg tatacctccg
  2735821 tgactctacc agtttctttt cctcagttat tataacaaac ttatcctgtc tatgttttca
  2735881 gacattattt tagttcttct tcgccattcc gccaaaaact ctcatttttc ttcatctttt
  2735941 cactaatgct gtagaaaact aataaccttc cgacattctt tttcaaagga agtcctcata
  2736001 aaagattgaa atgatatata cgatactttt tggggaggaa atatgatgga agctacctat
  2736061 aaaacgaaag atgtcacgaa taaaacaggc atcccaaaac atatagttcg caaatatagt
  2736121 caactgttag aggaacatgg ttatatgatt tccaaaacag ctgatgcccg tatttataaa
  2736181 cttgatgatt taaaactatt gaaatctata catgaaagag ctgctacatt acaagaagat
  2736241 atttcagaaa cgataccaat tattttaaaa gaaaaagaag ctcctcctgt accagttata
  2736301 caagataagc aagagataca accgaaagaa aaagaagatg ggcgtaactt tgaggagttt
  2736361 atgttaaaac ttgaaatgct cgctcagtta aatgaagcaa ttattcatca aaactctacc
  2736421 ctaattaccc aaaatcgttt aaaagatgaa aagctagatg aattgatgca acaagtttat
  2736481 gtaaaagaag gctctcaaga aaagatgcta caggagttag tagatcatgc cgctcaaaca
  2736541 gatgccttgc aaaaagaaaa gatggactta ttaatgaatc atatgtataa acgagaatct
  2736601 aagcaagaag aaaaaatgaa taaactcgta aatcaaattt ataataaaga cagcaatcgt
  2736661 gatgcacaac ttatgcaagt cattcgtgaa attcaagaaa caaaaagatt agttgctgct
  2736721 tcaaaagaac aaagcttttt ccaatcattt agaagtttat ttagccgaac aaaacaagaa
  2736781 aaaacaactg aataaaataa tatatttttt cctatataaa ataaaaagtt accttccatc
  2736841 ggtaactttt attccttatt tcttacagct ggtaatataa taattgcttc cgtgccttgc
  2736901 ccactttcgc ttttatattc cagcgtacca ttatgtgctt gtaaaatact aaatgttacc
  2736961 ataagaccta atcctgttcc tttttctttt aaagaataat acggttgtcc gagcctggct
  2737021 aactgttctt tcgtcatacc aacaccacta tctttaactc ttattacaat cgtttcatct
  2737081 ttttgcatag ccgttacctt taaatatcct ttatttcctt gaattgcttc aataccattt
  2737141 ttaacaacat tcataatagc ttgttttaat ttcgtcttat caccaatcgt ataaaggctt
  2737201 tcagaaatct caacttgcaa atatacacct tgcatcgctg caaatgatga cataagggtt
  2737261 gtcatttcta ttaattgggc tgataagcaa atatgttctt tcttctcaat ttgtggcctt
  2737321 gctaaattca aataatctga aataatttgt tctgcccggt ctaattcggc taatacgaga
  2737381 cgcatataat ccttattctt cacatcttcc gtactttcaa gcaattgaat aaaaccacga
  2737441 acaacagtga gcggatttcg aacctcatgt gcaacacttg cagctaactc acttactata
  2737501 ttaagtttct ctgacttttg catctctgta cgtagtattg cattttcatt taaatattct
  2737561 gttaagtaca cctgaaatac cattgtcata accataataa gcgaagcgaa tatgtatccg
  2737621 ctatataagt gcgaaacata tggtgtaaac cccgtttcta gcagaacatt aatcatgcca
  2737681 atcactaaag aaacgagtac gtacaatgat gaaatcataa aggccaaaat tagcttctta
  2737741 tcccttgaaa atagagacca tttctttgat aaaaataatg gaactatcga taggaatatt
  2737801 acttctataa ctggaagaag gtttattccc tttagcaccc attcatatgc aacaaaaata
  2737861 gcagccggga ctaaaccaac aatcccacca tatagaaaac cactaacaat cgggattggg
  2737921 tgaaagttat acccacaaac gtccccaaaa caaatagagt atgtcataga gagaacgagt
  2737981 gtaatgctag ataaaaacat aataaagtag cggttcggct tcggaggcat ttcttgataa
  2738041 cgatttaaac gaatcgcttc gtataaaaat agtggcaaaa taatgatggc aatttggatc
  2738101 attaaatcac ggataagctc catagcctct catcccctat atgtattttg atatgattat
  2738161 atcattttat agacgtattt gttgtaagat tttgattttt cttaatatat ttgttaattc
  2738221 tttgttaaca acacataata attgttacag attttcgaaa tgaatgtaaa ccctgtacca
  2738281 aatttctgtc cggcagtata caatgaatac ggattacaaa gaaaataaaa aaatacttca
  2738341 tgagacggac aactatagca aaatacagca tataatccat actatctatg tttacaaata
  2738401 agtgatcatt attttagtag gaggaagata aatatggcgg gtactacgct tgttttaaaa
  2738461 gaagagaatt tagtcgttct agaaaatgtt gaaaaatcag tatatgaaga gttacagcat
  2738521 aaaacaggag aggcaaattg cacatgtgct gtgaatgaat cggttgttca ccttggcaaa
  2738581 gtatcatctg tactttggaa tgaggatgaa atagattggg agtacggata ttaaaagtcg
  2738641 cttacagcgg ctttttttct attatccctc tctttctacg taacatatac gcaagcgaaa
  2738701 tgatagaaaa tatgttaaaa tgaacttaat tttcaaacgg aagaaaggga gatacaatgg
  2738761 aacaattcat taatcctaga gtgaaggaca tccaaatttc tgggatccgt caattctcta
  2738821 acatgattca aaactacgat aaccttatct ctttaacaat tggacaatcc gattttccta
  2738881 caccttctct cgtaaaagaa gcggcaaaac gggctattac agaaaattat acaagctaca
  2738941 cacataacgc tggtttacta gaattacgca aggcagcttg taactttgta aaagataact
  2739001 acgatttaca ttattcacct gaaaccgaaa ccatcgttac aattggtgcc agtgaagcaa
  2739061 ttgatgttgc atttcgaacg attttagagc caggaacaga agtcatttta cctgctccta
  2739121 tttatcccgg atacgagccg attattcgat tatgcggtgc aacacctatt tttatcgatg
  2739181 ttcgtgaaac tggcttccgt ttaacagccg aagcactgga aaatgctatt acagaaaaaa
  2739241 caagatgcgt cgtactgccg tatccttcta atccaactgg tgtcacttta tctaaaaaag
  2739301 aactacaaga tattgcagat gttttaaaag ataaaaatat tttcgtcctt tctgatgaaa
  2739361 tttatagtga acttgtatat gaacaaacac atacatcgat tgctcatttc ccagaaatgc
  2739421 gcgaaaagac tatcgtcatt aacggcttat caaaatcgca ttctatgact ggctggcgta
  2739481 tcggtctatt atttgcacca agctatttag ctgggcatat attaaaagtt catcaataca
  2739541 acgtaacgtg cgctacttca atcgctcaat atgctgcaat tgaagcatta acagctgcta
  2739601 aagatgcacc aaaaatgatg cgccatcaat acaaaaaacg ccgtgattac gtatataata
  2739661 gacttattca aatgggctta acagttgaaa agccaacagg tgcattttac ttattcccat
  2739721 atgttggcca tttaacatct tcatcatttg attttgcact tgaccttgtc aaagaagctg
  2739781 gacttgccgt cgttcctgga acagcattct ctgaatatgg tgaaggctac cttcgcttgt
  2739841 cttatgcata tagtattgaa actttaaaag aaggctgtga ccgtttagaa gcctttctac
  2739901 aacaaaaagc taagagttaa actcttagct ttttgttgca taatgatcgc aagtttgacg
  2739961 cttcagtaat ttatgcggaa taataataca ctttgcagta gactccgcat tctctacttt
  2740021 atcaactaaa gcttttgcag cttcatatcc tagctggtat atattcacat caactgtcga
  2740081 gagtggcgga ctcgcaattt ctgataataa agcattgttg aaacttacaa ttgaaacatc
  2740141 cttgggtaca acaaatcctt ttttagaaag tgcacttaac acaccaagac caatcaagtc
  2740201 atccgttgcc ataattgctg tcggtggttg ctttagcccc attaattcct caacggcttg
  2740261 ttgaccactt tctcttgaaa aatcaaaatg taaaatatat tcttttggca atacaatgtc
  2740321 tgctaatttt aaagcatcac tcataccagc caaacgatct ctcgttacaa gtaaatctga
  2740381 tccaccgccg atgaatgcga tttgtttatg acctaatgaa atcaaatatt ctgccacttc
  2740441 tcttgcagct gtataattgt cattatctac atatgtaatt tcttctttac gatcatatgg
  2740501 tttcccaatt aatacgaacg gaaaattttg tttatgtaaa tattgaataa tccgatcatt
  2740561 ctctcttgaa tataaaagaa taatgccacc aatttggcgc ccctgcacca tctttacaac
  2740621 accgttaaaa atttcatctt ccgtttcacc tgtcgacata taaagcgcat acccttccac
  2740681 atgtgcaaat gaactaattc ctcttataac ttctgggaaa aaaggatttt gaaaagcttt
  2740741 acttgcagaa cttggcataa caaggccaag tgtttttgtt gtttggttag ctaggtttct
  2740801 tgcgtttaaa tttggatgat accctagttc actcatcact ttccgaacac gacgctttgt
  2740861 tttttcactt atacttggat tatcagcaat tacacgagaa acggtagatg gtgctacatt
  2740921 cgccttcttc gccacatctt taattgtaac tgtcataaaa atccccctcc tttcacttct
  2740981 ctgccatttt atatattttc atcttgcacc cgttgcaagt aataggggaa gtcataaact
  2741041 ttcattgatt ctatcttgca aaacctatca tattctccct ctccatgtat tgtaagggat
  2741101 agagctcttt tttcctatac tataatatac tatttatttc acttcttttc atatatgatg
  2741161 tcaaatctct tttcatctcc ctataaaatg ttttataggg agatgaaaag aaaaatggga
  2741221 cataatgtcc catttttcat ccttttgtac ctccagcagt taaaccagag ataaagtatt
  2741281 tttgtagtga taggaataaa attgaaatcg ggattgcaat caacacggaa cccgctgcga
  2741341 acgttgtaaa ttcattacca aatttcttcg ctaccatttc atataatcca actgctaacg
  2741401 tataattttc tggtgtgcgc aaaataatac ttgctaaaat gaaatctgta aatggaccta
  2741461 tgaaagtgaa taatgctaca actgctacga ttggctttgc aagcggcata atgatttgcc
  2741521 aaaaaatacg gaaatgtcct gctccatcca tacgagctga ttcatccaat tctttcggaa
  2741581 tcgtatcaaa ataccctttc ataagccatg tattcattgg aattgccccg cctacataaa
  2741641 ttaaaattaa tgcaaggtgc gtatcaatta atcctgttaa ctgcgctaat acgtatagag
  2741701 cgattaacgc tgcaaagttt ggaatcattt gcaaaattaa aaatgttaat aaaccatttt
  2741761 ttcttccaac aaaacggtat ctcgaaaatg cataagcagt aaaactaatt gctaacactg
  2741821 agaaaatcat cgttaaaaca cttactttta atgtgttttt ataccatagt aaataattac
  2741881 tattctctaa atctaataac ttacgataat gatctaacgt tgcattttgt ggaataatac
  2741941 ttgatccaga taaactatca cccggattaa acgatgagcc aataatccat aataatggat
  2742001 agaaaatgat ggcacacatt acgaaaataa cgagataact taatgagaga cgtaacatct
  2742061 tttgtctttt aatattcatt tacatcatat cctcttcttg gaatgatttt gttttcttaa
  2742121 attgccataa cgcaactgta ataacgatta acgataggat cattgtaaga gctgctgcct
  2742181 tcccgtactg cgccgaagtc atcgttaact tataaatcca tgaaattaaa atatctgttc
  2742241 cacctgcgtc ttgtccagct acagcaggac ctccgccgtt aaatagatag atgatactaa
  2742301 agttattaaa gttaaacgta tattgcgtaa ttaatattgg tgctgttgca tatagaacaa
  2742361 gtggcaatgt aattttacga aactgttgcc aagctgtagc tccatctact gtagccgctt
  2742421 cgtataattc tcccggaatc gattgcagta tacctgttgt cattgcaaag acgaacggga
  2742481 atccaagcca cgtttgaatc ataattaaag caatcttcgc ccaaaatgga tctgtcatcc
  2742541 aagcaatctt ttcaattccg aataaagcta atacttgatt gttaattgct ccaaatgttt
  2742601 cattaaacat accagagaag acaagaatgg atacgaatgc tggcactgcc cacggtaaaa
  2742661 tgaagattgt tcgaataatc gccttccctt taataccagg ctgatttacg ataatcgcta
  2742721 agaaaatacc aagcgcaact tgtaatgtcg ttgcaacgaa tgtccaaatg acaatccaag
  2742781 agaacacact taaaaatgtc tctctccaca tcggtaaagt aaagatatcg ataaagtttt
  2742841 taaatccgac ccaatctact aatttagctg gaggggaatg atataaatca tagttcgtaa
  2742901 atccaattaa aattacaaag atgattggga atacaactac aaagataagt aatagaaaac
  2742961 ctggtgaaac cattaaatat ggaaaacctt ggtctagtaa attacgatat tgctctttga
  2743021 cagagtttaa cggtgttcct atatcacgtt tcttcccatt ttggtatgca tcatataaat
  2743081 taaatgcata tattccgagt ccaaacacga tgacgataag tgccaagatc ccttctacta
  2743141 atagaaagac agaatgatca cgtggaactt ctgtaccaag cgttacaatt ccccataatc
  2743201 ccatatttaa taaatcagca aaggctacaa taaatgagcc tgttaatact agaaaaataa
  2743261 gaccttttac aaattgttta ttatacattt ggcccacgcc tggaatgatt gatagcatgg
  2743321 ttgccatttt cctatgtttt gaaccgttta agccgtttgc tggttccata gatgtttgca
  2743381 tgttccttcc cccttttttc tgggagagaa ttcgtgcctc tcatagtaga ggcacgaatt
  2743441 tcaccttatt tttgcttgct atgatttgcc tcaatattac ctttaatttg tttcactgca
  2743501 ctatcaagcg ccgcctttgg tgcctcttta tctgtaacaa ctaattgaag cgcatctcca
  2743561 gctggtttcc aaacttcttg catttctgga atatttggca ttggaattcc attttcagat
  2743621 tgtgttgcaa ctgcttttgc agcttcatta tctttaataa ttggatcttc cattactgct
  2743681 tttactggag ggatttcttt tgttttctca aatcgaattt ttgcgttttc ttcgttcgtt
  2743741 acccattcag tgaacttagt agctaaatca ttttgtttag agaagcttgt tacatgccat
  2743801 cctttaaccc cgacaaacgt tttcaatggt tgaccatttg gtaatttcgg cattggagca
  2743861 acgccataat caattccgtt cttttccatg gcttggaacg cccaagggcc gttcatgata
  2743921 gatgctgctt ttccttcgtt aaatagtcca tcagcagcag gtccaccaga ttcaccgata
  2743981 atacctttcg ggaataattt ttctttgtac catttttgaa gatactcagc accttgtact
  2744041 gctccgctat tatttaatcc aacatcactt gcatttggtt ttccatcttt ttcaccaaac
  2744101 acatagccac ccatacctgc cataaatgca ttagcaaagt agaagttatc tcctaatgct
  2744161 aaaaatccgt acttgccatc tttcgtaaat tcttttgaga agttaaacag ctcgtccatc
  2744221 gtttctggcg cttttggcat tagcttttta ttgtaaataa agactggtgt ctcaattgct
  2744281 tttggtaaac catataattt tccgttatac gtttgtgctt ctattgatga atcagtaaat
  2744341 ttactcttta cagcatcatc agctttcact tcagaaagta aaccttctgt tactgcgttt
  2744401 ccgatttgat catgtggtaa tgttacaaca tctggtcccg tccccgctgg tccatcaaga
  2744461 cgtaacttct tcacttgatc tgtcatttgc atttcaacaa cttttacttt tactttatat
  2744521 ttttcctcaa agcttttcac tgctggttct agaccaacac cttttttatc atcttcccaa
  2744581 acgagtagat cgtaatcttt ctttgcttta ctttcttctt ttttccctga atctttcggt
  2744641 ccgcatgcag ataacatacc aattgataat gctgaaacag ttaataatga taatgctttc
  2744701 ttcatcccaa aaacctccct aaattgtata tgtaccttac taattgaaaa cgtttgcatt
  2744761 taatgtttta atagtagcgc aaacaatata tcaatctatg aaaacgtttg cgctatttgt
  2744821 ctatcattat acattctttt attcattttg caaatattaa tttttaaaaa tttatttact
  2744881 acactcttta tacattgact ttatatgaaa tgaatactac tcttataaac aatattaaag
  2744941 ctatgcaaaa agcaatcgtt tgcaacatat gctttattat tatacgtaag ggaacaatat
  2745001 gcatgaagat agtaaagggg gattttctat atgcttaaag aagccattta tcataggcca
  2745061 aaagataatt acgcatacgc ttacgatgaa aaaacgattc acatccgaat acgtacgaaa
  2745121 agagacgatg ttcaaagcac cactcttatt tatggtgatc cttatgaatg gaaagacggg
  2745181 aagtggattt cttcaagtac accgatgaaa aaaactggtt ctactgcatt gtttgattat
  2745241 tggttcattt ccatcgagcc gaaatttaag cgcttacgtt atggatttga attaaaaaac
  2745301 gatacagaca ctcttattta tgcagagcga ggattttttt ctaccactcc aaatgatgac
  2745361 gttggtaact ttttctgttt tccatttatt catgcaaatg atgtattcaa agcaccttct
  2745421 tggattaaag atactgtttg gtatcaaatt ttcccagaac ggttcgctaa tggagatcat
  2745481 acgctgaatc cagaaaacac ccttccttgg ggcagcgctg agccaactcc aactaatttt
  2745541 ttcggtggag attttgctgg tattattcaa aaccttgatt accttgttaa gcttggaatt
  2745601 tcaggaatat atttcacacc tattttcaaa gcacattcaa accataaata tgacacaatt
  2745661 gactacatgg aaatcgatcc acaatttggt acaaaagaaa cattcaaaga actcgttcag
  2745721 gcatgtcata cacacggtat aaaagtaatg ctcgatgctg tattcaatca cagtggatac
  2745781 tttttcgata aatttcaaga cgtactacaa aatggtgagc agtcagcata taaagaatgg
  2745841 ttccatattc atgagttccc aattagaact gagccactcc cgaattatga tactttcgcg
  2745901 tttacaccgt atatgccgaa attaaacaca gcgcacccgg atgtaaaaga atacttactt
  2745961 gaagtagggc gttattgggt gagagaattc aatatagacg gttggcgcct tgatgtagca
  2746021 aatgaagtcg accataactt ttggagagaa tttcgaagtg agataaaagc attaaattct
  2746081 gaagtatata ttttaggaga aatttggcac gatgcacttc catggctaca aggagatcaa
  2746141 ttcgatgctg tcatgagcta tcctgttaca aacgccctac tgtcttactt tgctaacgat
  2746201 tccattaagg caaatgaatt tatgaaacaa attacagaat ctctacattc ctactctatg
  2746261 aatgtaaatg aagcagcatt tcatttatta gatagccatg atacaccaag aattttgaca
  2746321 acatgtaacg gagataaaaa taagttaaaa ttactttatg tattccatct ttctttcatc
  2746381 ggctctcctt gtatttatta tggagacgaa attggtatgg acggcggtat ggacccagat
  2746441 tgtcgcaaat gtatggtttg ggatacggaa gaacaagatc atacattatt tacacatgta
  2746501 caaacattaa tttcattacg aaagcaatat aaagcatttg gaggacatgg tactttccaa
  2746561 ttcattgaag caaatgatga atataattat atttcttata cgaaaacata tgaagatgaa
  2746621 acgatctttt tcgttttaaa tccgactaat agtgatatta cagcttcact ccctctccat
  2746681 gttactggaa agaaaatcat taatatttat acaaacgaag aattttcagc ggaagcaagt
  2746741 gtattacaag ttacacttcc tccatatgga ttctccatat taaaatggta accaaaaaaa
  2746801 tccttatacc aaagtggtat aaggattttt cttatttcaa tttgaatacc attgcttcat
  2746861 acggacgtaa tggtatgttt tctatcggtc cattctctac gtcgtaattg tgtatgagta
  2746921 actctacttc actataacta atgtcctcag gcaattcaaa tatacattct tccgcagtaa
  2746981 agtttgcaat aacaagaagt ttttcaactc catatgtcct tacgtatgca aagatagatg
  2747041 gattattctc caatattaaa tcatatgatc catacacaac tatttcatta tttttgcgta
  2747101 actcaattaa ttttttatag taataaaaaa ttgaatcttt attttggatc gcttgtttca
  2747161 cattaatctc tttatagtta ggatttaccg taatccaagg ttcacctgtt gtaaatccag
  2747221 cgtgattttg atcatcccac tgcatcggtg ttctagcatt atctcggcct tttatataga
  2747281 tagactgcat caccttctct atatcttcac cgcgctccat aactttttcc ttatacatat
  2747341 ttaacgtttc aatatctcga tattcatcaa tcgactcaaa tcggacgttc gtcattccaa
  2747401 tttcttctcc ttgataaata tacggtgtcc ctttcatcat atgaagtacc gtcgctaaca
  2747461 ttttcgcaga ttcaatgcga tacatgccat cattaccaaa acgagataca acgcgaggct
  2747521 gatcatggtt attccaatac agactattcc aacctgtatg ttctaacgct ttttgccact
  2747581 tcgttaaatt ctcttttaaa gtaaggagtg aacatggttt tacatcccat ttcccacctt
  2747641 ctcctgaatc taaatccata tgttcaaatt ggaataccat ctgcagttct tttcgttctt
  2747701 ccccagtata caatttcgct tcttctgtcg ttacaccagg catttcacca accgtcataa
  2747761 tatcataatg agacaatact tcttcattca tttcatgtaa atatttatga atgtttggac
  2747821 cgttcataaa atgcttatga cctgaaacat acccctcttc ttctgtttca acagttggta
  2747881 atccctcttc tttagaaata aaattaataa catccatgcg gaagccatca attccttttt
  2747941 ctaaccaaaa cttcatcatt ccataaacat cttgtcttac cttttcatta tcccaattta
  2748001 aatctggctg ttttttagaa aacagatgta aataatattc atctgtcatt tcatcatact
  2748061 gccatgctga tccactaaaa gctgctcccc agttattcgg ctcttttcct tcttttccag
  2748121 gacgccatat atagtaatct ctatatttat tatcttttga tttacgtgat tcaataaacc
  2748181 aattatgttc atcagaagta tgattaacaa ctaagtccat catcagtttc atattacgtt
  2748241 catgcatttc atgtaatagc tcatcccaat cttccattgt tccgaactca ttcataattt
  2748301 tacaataatc acttatatca taaccattat catcatttgg agattcataa actggcgata
  2748361 accaaatcac atcaatccct aattctttta agtaatctaa ctttgaaata ataccgcgaa
  2748421 gatccccgat accatcacca ttgctatcca taaagctacg aggataaatt tgatatacta
  2748481 cactttcttt ccaccactgt ttttccatta tgctacccca tttcattcat cattagattt
  2748541 tctcttttta aggcgcaaac gttttcatta ataaatgata acagattcta tctgaattta
  2748601 aaatagcgct tacaactttt attcttattt ttctaagaaa acagatgaaa cttaataata
  2748661 ttcttctaat gtatgaaaac gttttatttt tttgtttatt ttttgaatct attcgtttat
  2748721 aatgaactca aagaaaacgt ttgcataatt atttctaggg ggaaatacca tggcagaact
  2748781 gaaattagaa aacatttata aaatatatga taataacgta acagctgtaa cagacttcaa
  2748841 tttacacatt caagataaag aattcatcgt atttgtcggt ccttctggct gcggaaaatc
  2748901 tacaacatta cgaatggtgg ctggacttga agatatttca aaaggagagt tttcaattga
  2748961 tggtaagcta atgaatgatg tccctccaaa agatcgcgat atcgcaatgg tcttccaaaa
  2749021 ctatgctcta tatccacata tgagtgtgta tgataatatg gcatttggat taaaacttag
  2749081 aaaaatacca aaagaggaaa ttgatcgtcg tgtgaaagat gcagcaaaaa ttttaggact
  2749141 agaacaatat ttagatagaa aaccgaaagc tttatcaggt ggacaacgtc aacgtgttgc
  2749201 gttaggtaga gcaatcgttc gggacgcgaa agtattctta atggacgagc ctttatctaa
  2749261 cttagatgct aaattacgtg ttgcaatgcg ctcagaaatt tctaagctac accaccgcct
  2749321 tggaacgaca acaatttatg taacgcatga tcaaactgaa gcaatgacaa tggcttcccg
  2749381 tcttgttgtt atgaaagacg gaaagattca acaaatcgga actccaaaag aagtatatga
  2749441 aacacctgaa aacattttcg ttggtggatt tatcggctct ccagcgatga atttcttccg
  2749501 cggtaaatta actgaaaccg atttcgttat agacaatgta acaaaaatta aagtaactga
  2749561 aggaaaaatg aagatattac gtgaacaagg ctatgtaaat aaggatattg ttttaggtat
  2749621 tcgtcctgag gatattcatg atgagctact atttttagaa gcttcacaat ccactgcctt
  2749681 cacaacaaaa attgaagttg ctgagttatt aggtgctgaa tctattttat atatgaaact
  2749741 tggaaatcaa gattttgcag cacgtgttga tgcaagacat actttctcac ctggtgacca
  2749801 aattaaacta gcatttgata tgaataaagc acatttcttt gatagccaaa ccgaacaacg
  2749861 cattcgttaa aaaataattt tctacaatat agcatacaaa aaaaccgtcc acatatattg
  2749921 agggcggttt tcattattat ccgagggctt ctactgtatg aaatgattgt cctttcgtgc
  2749981 caataatacc gaaaatcggt aagtcactca gcaccacttc ttcttgctgt ttcataaaag
  2750041 atgacgttaa ttgttttatc tctatccata cgtcagtaat acaaagtaca ttggaatcgt
  2750101 tctcttgttg gcgtgaaaat atagaatcta ttttatataa accagcattt tgaaaaagca
  2750161 tatcaatgcg actgaatgca ttcaaagtaa tactgataac gcgttgccaa tctctttgtt
  2750221 tttccatatc ataggataca aaaagtgctt ctccgcctag attcgtaatt tcctccactg
  2750281 ttgcttgtcc actttcttga tcaatgtccg tcacaattac ttttgcgcct tgtttagcca
  2750341 acaaaagagc tgtattacgt ccaataccga tgccaccgcc agttacgata gcaacttttc
  2750401 ctgcaagctt cattttcatt accccttcta taagtcttac cgtcattcag tatactcctt
  2750461 tatgagatta gtctgcaagc aagaaaagtt gcttatttat ttgtaagcgg ttactttttt
  2750521 actccttctt ttttcttact attacgttga tcgaacacta aaccgatgaa aattaaaatc
  2750581 ccccaaaaga ttacgctacc tccagtcatt ttaaattccc ccttattata taaagatatt
  2750641 attttaatta ttataacatt ttcttaattt tcaatctatt aaattcaaaa atgatataga
  2750701 ttaacttttc cttattatat atccattaaa atatatgtgt ataacaaaaa agagaccttt
  2750761 ttatatataa aaaggtctct tttttgttat acaagactta tcactttcgt ttttgtaatt
  2750821 aaatcctgaa aaccacaatt atctttgcgg aataacatca tatatacgtt acataatatc
  2750881 ggaattccaa gtagtaatat gttcggtaat aacaatacaa aaaatcgaat cgttaatgtt
  2750941 tgtagtgtta acttttcact cttcaatgaa attaatttta ttctcgttac ctttttacca
  2751001 agtgtaacac cgttccaaat aaagggtagc aaaataaaat atatcgccat taatataaaa
  2751061 actactgcga gatcatatct ataatcgcca aaactaatat taaaacgatt aaaaatagca
  2751121 ctataatttc cagtcataac agctactact gcaccataca taaccgagat taaaaacatg
  2751181 tcaattaggg aagcacctat gcgattcatt acaagcgctg gacgatgcat ctttaacttc
  2751241 attttatgtc gactccttca tatccttctt tacccgtctc atcgtaccac ttctaaaaaa
  2751301 cattgtaaac tagcgtttct tgtacttttc ttgtacaatg tgttacaaca gcattgtaaa
  2751361 ggaggttccc atattgaaaa aatggataat cctattcgtc gcattcctat tagccggttg
  2751421 tgccggaaat acaaatcata taacttatac gattaacgat gaatacgaac tcatacgtac
  2751481 ttctggaaat gcctttgaac ttttccccac gcaagatgct gtgtacgcca cacaatacat
  2751541 tcctgcaaaa attacagaca tagcttggga tgataaatac attattgcaa aacaaaccga
  2751601 ggaaaagtca gatccgaata atcctgacgc agcaattgca aataaaaaaa gtgagcatta
  2751661 ttggattatt gacgtaaaac ataataaacg ttttggtccc tataatgaaa agcaatttca
  2751721 tgaacaaaaa gatgctttta aaattaaagt tcctttccaa agtatagatg catacataaa
  2751781 agaacaaaaa aaacagtcag cataatattg taagtgctga ctgttttttt cttacatgtt
  2751841 tttaaaaaca tcttactcag aaagtgaaat attaaaagtt tgtggctctt ttacaacatc
  2751901 ttgcgcttct gcatctcctg ccactgcgtt atctgttgta aacttaatat cctttacttt
  2751961 ctcttttcca tcatcaagta ttaatccgat aataccctct cttgtttcac caggcttata
  2752021 gtcttctctt gatacatttt ttgtaccaac gagtgtatct tcatcatata aaaagttttg
  2752081 cgttgctact ttaaaatgtt gcttatcatt aatcaccaca tcattcatag agaaaaattg
  2752141 catattttta ttcccgctat tttccacctt atatgtaatt tcaacataac gaatcgtatc
  2752201 actaatctct gttccactta gcgatgcata taactccgca tcttcttgac ttactttatc
  2752261 tcctaatcta cgcttcactt cttcaggagt taatgccgta tatactttta atgtattttt
  2752321 tgcatcttta ctcatctgtg ataaagagat tactttcaca tcttgtacgt gaattttcat
  2752381 tggtgctact tcaaatgttt gatttactga atgaatctgc tctaacttaa aagtacccca
  2752441 tccagtttct ttcacttttt gccctacttt ttttagctca cgcccaccgt attcttttgt
  2752501 ttcaggaata gattctttct tttttggttc aactttcttt tcttcttgat ggaagcaacc
  2752561 acttaacata agaagaaaac tacataaaac aaaaatactt ttccatgctt tcatcatata
  2752621 attctcctaa cactatcatt cattaatatc aattagtcct ttgctttgta aactatagaa
  2752681 acaatgaata gcccacaaaa cgaacttgtc agtccagata ctattatacc ccctatttgg
  2752741 aaaatatgaa aatagggatc tacgaacgca tgcacgataa atataatagc tgccacaaca
  2752801 agtaccgaaa tccaatattt tattttttcc gaagctataa tcatatcttt tcctgtttca
  2752861 tctttatact tccataatac gtatagtagc aataatagac caacacatgt actcccatgt
  2752921 tgcatatatt tatacaatgg aatactgcgt aattcaattt gtaacaatgg tattttcata
  2752981 acgaaatagc ctgtattatg agtaaacgcg tcccaaacga catgcgtgag cataccaaat
  2753041 aatgcagaat aacaaaatac aaagaattcc ttccctgtat gtagccccca cctctcatct
  2753101 accgcatatg tatagtagcc agcaaatggt ttaggtaaat gagttataaa aggctttttt
  2753161 aaaatgtaat gatatatgta tgctaacaag aagacaagtg gtaaatttaa atataagaac
  2753221 ccaagccacg tatgcccaat tacaccatac ggtctaaagt gcaagaaata ttcaaagtca
  2753281 ggcgccatac tacctaatat aagagccgtt actgaaatat gtttagaatg ctttttcgca
  2753341 aaaggaagaa ctgctgctgg atgtgcaaat gtaaacggca tgttttaact ccttttataa
  2753401 ttacaataga ttacatacta tcataacgac atgaataatc tccatgcaat atttattttc
  2753461 acattggaat atgatagttt aaatgatata atccacataa ttattcagaa aacaagaagg
  2753521 gattcaggtg tcattaacac ttgtatttgc tgctttttag aatcaaaatc cgttatgaat
  2753581 tgaggtttct atattgattg acgtaccctt tttacaaaat gtcacattaa aaaaagaaaa
  2753641 tatccctagt ttttccgcat atccttattg cttacccgct atccgaacat tacaatcact
  2753701 agctttccac ccaaatgtaa cattcattat tggagaaaat ggaacgggta aatcaacatt
  2753761 actcgaagga attgcaattg cgttaggttt taatgcagaa ggtggaacga agaatttccg
  2753821 ctttagcaca aacgattccc attcatcttt acatgaatac cttcgaattt ccaaaagttt
  2753881 caatacacca aatgacggtt tctttcttcg cgctgaatca ttttataacg ttgcttctta
  2753941 tattgatgaa atagatgcta taaaatctta tggcggtgtt tcgctgcacg agcaatccca
  2754001 tggtgagtca ttcttctcct tatttatgaa tcgtttttca ggacaaggtt tatatatttt
  2754061 agatgagccc gaggccgctc tatcaccaat gagacaactt tctatgctca ttcgaatgca
  2754121 tgaactagcg gaacaaggtt cacaatttgt tatcgcaacg cattctccta ttttaatggc
  2754181 ttatcctgaa tccactatat attctttaac acaagaaaga attcacgaat ccacattaga
  2754241 agaaacagag cattatcaaa caacgaaact tttctttgaa aatcgcgatc gattatttca
  2754301 tcatttattt gattcttaaa aaaaagaagc agcgattgct gcttcttttt tatagtgctt
  2754361 ctataaataa tgctactcca ataccgccgc cgacgcatag agaggcaatt cctttttcta
  2754421 acccgcgtct ttttaattca tgaattaaac ttacagtaat acgagctcct gtacaaccaa
  2754481 ttggatgtcc aagtcctaca ccactaccat ttacattcac tttttcacga tctaaaccta
  2754541 attctttctc tacagctaag tattgtgcag cgaaagcttc attaatttcc agtaaatctg
  2754601 catcttctaa tgaccaatct actttttcta atcctttacg aattgctggt gctggtccaa
  2754661 tccccataat ttttggatct actccagcta ctgaatatcc aacaattcta gctaacggtt
  2754721 gtaagccttt ttctttcgct ttttcttcgc tcattaatac tagaaccgcg cttccgtcat
  2754781 tcaggccaga tgcattccct gccgttacag atccatcttt acggaaagct ggttttaacc
  2754841 cagctaattt ttctgctgta atatcagcac gtggatgttc atccttcgaa aatactactt
  2754901 cttttctacg ttcttttatt gtaataggaa caatttgatc gtcaaagtat ccagactcga
  2754961 ttgccttcag tgccaatgta tgactgcgaa gcgcaacttc atcttgttcc tctcttgtaa
  2755021 tttcatattg ttcaactaaa ttttccgctg tttcccccat cataatatga tgaatcggat
  2755081 cttctaacac ttcccacacc gtatcacgaa tttctccgtg ttgtaggcgt tgtccccagc
  2755141 ggtgttgttt caatgcatag gggcttgaac tcattgcttc tactccacct gcaacaacaa
  2755201 cttcacttac acctaattga atttgcattg cagccgacat aattgcttgc atacctgaag
  2755261 aacattggcg ttggattgta tagcccgtaa ctgtgtcagg aaatcctgcc gctaatgcag
  2755321 ccgttctcgc cgtatttgct tcatcagttc tttgaataca atgacctaaa atcacttcat
  2755381 ccacttcgtg tggttctacc ccgcctcgtt ttacagcttc ctgaagtaca ggaacagcta
  2755441 attctactgg cgttacattt tttagcgctc ccccaaaagt tccaattggc gaacgaactg
  2755501 cagctgtaat aacaacatta tgcattttgc acttgcccct ctcttatgta ccctagtcag
  2755561 tttttaggtg aaattccata agatgtatgt ctacacctat catactataa acatactaaa
  2755621 aaatcaaaat atttaatata ataaaaatag aaggaattga ccttctattc tgttaatgca
  2755681 tgtagaaatt tttgtaaaat tttctctgtt gttttattca aattcggtaa cttatctacc
  2755741 ggaaaatatt gaagctgtaa tccttcatgg tcaagcctta attccccgct cacatgatgt
  2755801 ccctgataca gatgaatgac attaaaaatt tcatctccat ttggatattg gaagtacact
  2755861 tcttttcccg aaagaacccc gataaattgc ataattttcg catttagtcc cgtctcttca
  2755921 aatagttctc tacgagcagt ttcttctgtc gtttctccta gctccatcgc tccaccaggt
  2755981 acaccccaat catatgtatc tgaacgatat tgaagcaata cttcttgatt atcatttaag
  2756041 ataataattg ctgatcctac tagaataagc ggccttgtcc caacgacttt gcgtaactct
  2756101 tcaatatacc ccaatatgta aactctcctt tcctcaccct cccttatcat aacaaaattt
  2756161 ttctcctttt gttgatgtaa ttttaaagaa aaaaaggaag ctttcgcctc cttttttcac
  2756221 ctttatttct taaaactttc atattttaca gcttcaaaag cttcttctat ttcatcatta
  2756281 cgataatgga catatgtaaa acgccctaat tctactaatc ttgctatttc ttgtaacgct
  2756341 ttatgttgct catatgtttc ctcaagctta atatgtacat aaaatttcat taatggatgt
  2756401 tcgtataaag gttctcccac ctctacatat acatcttcca ctccttgtac aactcttaca
  2756461 taacttgcaa attgataaag agcttctctg tctgaaacga tttttaatgt atacatatat
  2756521 tctccccctt tcctttacta tatcaaaaag acggccaaac catgttatag aactatgaaa
  2756581 ttttttcgac ttgtaataaa caaggcgttt atccatacat aggatctttt cccaacatat
  2756641 attataggaa gaattttttc agttgaggtg ttccttatgg atccatacgt caatatatgt
  2756701 atttgcatta ctccaggcgc cgatatttct gatgaccgtg ttgcaaagga tttagcagtt
  2756761 gcagagtcaa tttggcaccc gattacattt caaattcaag aagtaattgt tttaaatgaa
  2756821 cttttccgct tttctgaccg tgaaattagt tataaagatt ctattcaaag tcaggaaaaa
  2756881 ttagcatcct tttttcaaac ttgtgtaaat gaagctcctg aatgcgacct ttacatttgt
  2756941 tatattggca gtgattattt caaagaaaca gcagtaattg cctgtgccta ctctttagca
  2757001 aaacaacagc aacttacagg gtatatcgtt ttaacaaact cggctgctcc tatgaaaaat
  2757061 atatatacgc tcgctcatga aattggtcat attttattta caagacgtgt tcacggaaaa
  2757121 cttactcacg cagatcctca ttccccaact ggctcggagc accatccttc tccaacaaat
  2757181 cttatgtatc cgatcgtccc tcgccctgaa aatgtccata ttcagtctct attaacgagc
  2757241 gaacaaaaag cactctcttt acaaagctct ttattgcaaa gaaaaaaaca gtaacgattt
  2757301 tgttactgtt taaaataata tattccaatc aataaaccaa attccggctg caacggatgc
  2757361 aaatatacaa ctaaacataa atacaattac tctaaaaatc tctatataat atttcttcgg
  2757421 aaataatttt ttgcatatcc agagcagccc tttacctatt aaaccgaaga acaaaacata
  2757481 tcataatatt tataatacgc agtataaata tgatttacat atatgattat cctttttatt
  2757541 tctagagctt cttcttagaa atatactctt actatttgtt caaccataaa tatcataaaa
  2757601 attgggattc ctaaaacaag taaaccaatc cagccaagag accgaacatt cacaatcgtt
  2757661 gttatcaata gcataactcc tccaattaaa tatcttccta attgatggag ttcatataaa
  2757721 ggaaaactgt accaaccctt taagaacatt attaatattg gtaaataagt gagtattact
  2757781 gctccaaata gcagtaagcc ttttttcaac atactccttt gaaaactagc acctcttaaa
  2757841 aataaaatcc ctcccataat cattaacagt aagataaccg gatatccgat taatcctatt
  2757901 aaagaaatgg tataaggttc atttaaattt cgaaataaaa gatctggaat agtccaatag
  2757961 cataatatac tcataacagc tgtagctagc catcctaaat tccgtttata atcaacttgc
  2758021 atttctttta caagttgatt tgcatattcc tttggtgaat caccaaatat atcctctaca
  2758081 ttcttgcctc ttttttcacc ttcagttaaa tgcaattctg catcttctaa aaaggattca
  2758141 atatcttttt cacttatccc ctttgccgtt aaataagtac ctgtatttgc aaggaaatct
  2758201 cgtgactctt gagaaagcat cgcattccct ccttccaaat tactagttta cactttttct
  2758261 ctcttcaatt tttaaagacc atctcattaa tccatatata cttccataca gaagtaagat
  2758321 ctttgcaatt ccccaaaata catttctttc ttccaagtct ttaaataaga acataatcgc
  2758381 aagaggaaca attagtacca aaacacccat ccaaccaaga acatatactt caccaataag
  2758441 aagtaataaa aatatagtta ctgctaatat atatgtctgc attgtcgaca attgtaaaat
  2758501 tggcgtccca taccatttat tcataaacat taataacacc aataataaaa taggtatcat
  2758561 cactattaca taaataattc caaactctac taatttactt ttaaaagaag acattctaaa
  2758621 cgcaacaatc gttccaataa tcgtaataat taaaacgata ggataaccaa ttaactgtac
  2758681 atttgttaac gtaaattgtt gattcggatt tccaaataaa atatttgtaa gtaaccaata
  2758741 tccacctatc ccaattatca ttcctaagat actttttata ctcccgcctt tatccttctc
  2758801 catctctttc gctaattctt ccgcatactc ttttggcgaa ttaccaaata tatcacttac
  2758861 cgtctttccc tctttctcac cttcaattaa atgaagctct gcatcttcta gaaaggcatc
  2758921 cacatcttct tctttcattc cttttgttat taaatacact ttcgtatcga ttaaaaactt
  2758981 ttctccttct ttagaaatct tcatgatcat ccctccctta ttaaaccgtt tctcttctat
  2759041 tcgtcttcat cataatttca aggaaaatta aaataaataa acttccgtat aaacatataa
  2759101 tttgaaataa cattggaaca aggtcttctg atgtaaatgt tttaaacact aacataatag
  2759161 aaagcgggat gattaaatat aagtttttaa accatccatt aaaatatata tttattgcta
  2759221 ctgtaatgat gaaaatacca ccagctaata tataactttg catttgggtg aatataaaca
  2759281 tttttgtggg ataaatcaca tctaatatcg ttacagcccc tattagaaac attggtgcga
  2759341 ttatgactaa cgaccacata gcaaaccatg tttttgtaaa acttgttacg aaagtcattt
  2759401 tgcgaagtag aaaattagga cctatcgcaa ctaaaattaa tgacaaacta tatccaacgc
  2759461 actgaataag tgacatctgt aatagtccgt tattcactat tagaatagaa gcaataatcc
  2759521 aaaacgatac gatattcatt actgtaaaac caatttgctt ccacgtttcc tgtctatctc
  2759581 tttccatcac ttttacaagt tcatttgcgt attctttcgg tgagcttccg aaaatttctt
  2759641 ctacgctttt cccatcactc tcaccttcta ttaaatgaag ttctgcgtct tcaataaagc
  2759701 tttcaatatc gctttctttc acactctttg cagtcaaaaa caacctcata tctaataaaa
  2759761 actttcgtgc ttcatttgat agcattatct tcttttcccc ttcccttcaa gtagacgctc
  2759821 cacactactt tgcatcgctt cccagcgatc cataaattca tccagtgcat cttcgccatc
  2759881 ttctgttaac gtgtaatact tccgttttgg accagatggg gattccttca ttacacttgt
  2759941 tatgaatcct tccttttgca ttcgtattaa taacggataa atacttccct cactcgccat
  2760001 tgtaaagcca tactttgcta gcttctcact catttcataa ccgtatattt caccttcaga
  2760061 aataatagca agtaagcatc cctctaaaat ccctttcagc atttgacttg tcgacataat
  2760121 tcaaatcctc ctactatctt gttttacaag atagataagc gtaagtatct tgctttgcaa
  2760181 aatagtatag caaagactat tttgcaaaac aagatagcta acaatatttt tccaaatctt
  2760241 tgcaggattt ttcttatcca ctctctaaat agagcaatat gagaacttta ttacgaaggg
  2760301 atgtttttca tcatggttac aaatcgagtt gtttttttaa caggtgctgc aagtggtatt
  2760361 ggatatgaaa tgggaaacac ttttgcaaaa gaaggtgcaa aagttgttat taccgatcgt
  2760421 cttgaagaac gtgcaaaaga agctgctgaa caactacaaa aagagggctt tcaagctatc
  2760481 ggcttaaaat gtgatgttac atccgaagaa gaaatagaag catccatttc ccaaactgtt
  2760541 aatcatttcg gttcattaga catattaatt aataacgcag gaatgcaaca cgtttcacca
  2760601 attgaagatt tcccaaccga aaaattcgag ctactaatta aaattatgca aatcgctcct
  2760661 tttatcgcca ttaagcatgc ctttcccatt atgaaaaagc aaaaatatgg ccgaattatt
  2760721 aatgtagctt ccattaatgg cctcgttgga ttcgctggaa aagctgctta taatagcgca
  2760781 aaacatggcg taattggatt aacaaaagtt gccgctttag aaggggctac tcacggaatt
  2760841 actgttaatg cactttgtcc cggttatgtc gatacccctc tcgtacggaa tcaattacaa
  2760901 gacttggcca ccacacgaaa tgtaccactt gaaaatgttt tagaggatgt catttatcca
  2760961 cttgtcccac aaaaacgctt attacaagta caagagattg ctgattatgc gatgttttta
  2761021 gcgagcgaaa aagcgaaagg tataactgga caagctgtcg ttatcgatgg tggttatacc
  2761081 gctcaataaa aaataaagtt tgctcacgaa gagcaaactt tattttttat cgcgaggatc
  2761141 atcgtacttt agtaattgcc ttggcaactt ctctattgca acaattaccc catctaattt
  2761201 actttcaatt cgatgaagta aatataatgt tacaacaatt ggaaacccta cattacctat
  2761261 catcttgatc cactcttcca tctttttctc ctcctttcat tatataaata agaaaaaaga
  2761321 acacatttag gcataaaaaa acaagctatt atgtattagc ttgttttttt aaacaatgat
  2761381 gcaatttctc gcttataatc tccacgtata atacctttct cagtaataat acctgtaatt
  2761441 aattcattcg gtgttacatc aaatgcagga ttataaacag tagttccaac tggtgccact
  2761501 tgtttcccaa aaattttcgt aacttctgtt tcatctcttt cttcaataac aatttctgca
  2761561 cctgtttgtt tcgtaatatc aaatgtcgat agtggagctg caacgtaaaa cggaatatca
  2761621 aaatactttg ctaatatagc taaattcatt gttccaattt tatttgcggt gtctccattt
  2761681 gcaacaattc ggtccgctcc tacaataatc gcgcttattt ctttcgtttg aatagcatga
  2761741 gctgccgtat tatctgtaat aagtgttaca tcaatacctg cctgttttaa ttcccaggtc
  2761801 gttaaacgtc cgccttgtaa aaccggtctc gtttcacacg catacgcatg taaccgtacc
  2761861 cctttttctt tcccaatata aaacggtgct aatgcagtac catatctagc agttgcaata
  2761921 ctgccagcgt tacaaattgt taaaatgtta tcaccgtctt taaagcatgt taatgcatgt
  2761981 tctccaatac tccggcatac cgcttcatct tcttgctgaa tacgaagcgc ttcttcttct
  2762041 aatatttttt gcgcttcttt tattgtagta atttcttgaa tagattctct catacgatcg
  2762101 attgcccaaa ataaattgac tgctgtcggg cgtgacgtcc ctaaataatt acaatctcta
  2762161 ttaaacttct tttgaaattc ttcaatatgt aaagtagtat atttttttga tgcaagcgcc
  2762221 aagccaaatg cagctacaat tccaattgca ggtgctcctc ttacttctag catgacaata
  2762281 cttttccata cctcttcaat cgtcgttaat gttttgtatt ctgtgctatg cggcaacttt
  2762341 gtttgattta atactgcaat ggcatcacct ttccaactga cagacctcgg aatcctaaca
  2762401 actgtactca tgcttttatc cctccagaaa ctgtctgttg aaataatgtt cggaacagtt
  2762461 gaatatcggc gttcttagac tcatatttta ttagttcttt ccctaaggat aacgcttgtt
  2762521 tcttggcttg aattctcgtt tctttatttg ttatttcatc taaatcagct acatgtgcta
  2762581 agccaattgt tctacggata agctcacatc ctgcaaaccc gacggcatcc gtaaaaatgt
  2762641 tttgcaaaat aattggtagc cattgctttt ctttcgtata tgcttctaca ccttctccaa
  2762701 tccataactt cgtaaaagtt tctacaaaat aactccatgt cttctctata tgaaaaaata
  2762761 atacacctct ctgttcttct tctctagata gagcatttaa taatagattt gcaataaatt
  2762821 gcccgatgtc aaatccaaat ggaccgtacg ttgcaaattc tgggtcaatc actttcgttt
  2762881 cagaaggtga tgaaaaaata cttccagtat gtaaatctcc atgaatgagt gcctcttttc
  2762941 tcgttaaaaa tttatactta tactgtgcaa cttttaactt taaagttttg tcactccaca
  2763001 gttcatcaat cgttaattgt aactccggtt cataatcatt cgtatcgtaa tgaccaaacg
  2763061 ggtctgtaaa tactaaatct tctgttattt tacaaagatc tgggtttaca aatgtacctt
  2763121 ctagtaccct tttttcttct gactgtaaac caaaatctga agtataaaat aaaacattcg
  2763181 ctagaaaacg accgatatgc tgggatagaa gtggatactc ttctccatct attaatcctt
  2763241 ttcttgtaat agttaatctt gataagtctt ctatgactgt tactgctaac tcttcatcat
  2763301 gactgtacac taccggcaca tattcaggta catacttcgc gaaaatttgt aatgctttac
  2763361 tttcaatcgt tgctcttttt atagacaatg gccagctctc accaactact ttcgcatatg
  2763421 gcagtgcctg ttttattata atagacttct ctccatcatc taatttgaac acataattta
  2763481 aatttccatc tccaatttca tgacaaacta catttgcttt cttttcaaaa taaccatgtt
  2763541 ctttcgcata ttgtacagcg gttacttctg ttaatgaata atatcccatc gtcttctccc
  2763601 ccttttttca ttcagaggtt tttctgacgt agaaaaacct ctttccacta agaaagaggt
  2763661 ttgaagttta tcttctcccc tcttatctgc cagaaagttt tactttctgc tggaattagc
  2763721 accgtgcctt ttggcgtcat aaacgcccca tttcacaatg gtattacggt cggttgctgg
  2763781 gcttcatcgg gccaaatccc tccacctgct cttgataaga gttgtataat tttttagaat
  2763841 ttttaacttt atgttgaaga ctataccaag aataaaaatc acttgtcaac attttatttg
  2763901 tataattctg gacgacgatc tgcaaaaact ggaattcctt tacgtacttc ttcaattttc
  2763961 tcgaatgtaa gctctccaaa taaaattgat tcttcttcat tcgcttctac aacaacttcg
  2764021 ccccaagggt cgacaattaa agaatgacca gcaaactcat tatttggatc ttttcctgcc
  2764081 ctattacatg caacaacata acactgattt tcaaccgctc ttgcttgtaa tagcaaacgc
  2764141 caatgtgcta aacgaactaa tggccattca gctacaacaa ataaaacttt tgcaccttta
  2764201 gcagtatgaa cacgcatcca ctctggaaaa cgaatgtcat aacaaattgt gccggcacac
  2764261 tctacatcat ctaacttaaa ttcacctgta ctatttccag cgattaaata tttatgttca
  2764321 tccataagct gaaataaatg tactttactg tattcattaa ctagttctcc tttattcgtt
  2764381 acaacataca ttgtatttgt aacaccttgt tctgtttgct ttgctataga accaccaaca
  2764441 atatgtacac catattgttt cgaccattct atcaactttt ctttcgtttc caatccatcc
  2764501 ctatctgcaa tttcagaaag tctcgttaaa tcataacctg ttgtccatag ttctggtaag
  2764561 acgataacat ctggtctttc cttcattgct tcgcttattt tatttttagc attctcaata
  2764621 tttttttcta catctccaaa gaaaatatcc atttgaatac atgcgacttt catttttcag
  2764681 ccccattctc attttttctt tacaaaatac tggaaagatt atattatttg tcactagaat
  2764741 tgtaacaact ttcaaaagag gtggaaagta tgaaattatt tcaaccttct gagatagtaa
  2764801 catcattgcc aacacaattt tttgcttcac ttgttgcaaa agttaataaa gtcgttgcag
  2764861 ctggtcacga tgttattaat ctaggtcaag gtaatccaga tcaaccaacg ccgcagcata
  2764921 tcgtaaaagc tttacaagat gctgcagaaa agaccattca tcataaatat ccgccatttc
  2764981 gcggacatga aagtttaaaa gaagccgtgg caacattcta tcaacgtgaa tatgatgtag
  2765041 tagtaaatcc aaaaactgaa gttgctattt tgtttggtgg aaaggctgga ttagtagaat
  2765101 taccagtttg ttttacaaac cctggtgata cgattctcgt tcccgatcca ggctatccag
  2765161 attatttatc aggagttgct ttagcaaaag cacaatttga aacaatgccg cttattgcag
  2765221 aaaataattt tttaccagat tatacaaaaa tcgatgactc tattgccgag cgtgcaaaat
  2765281 taatgttttt aaactatcca aataatccga ccggtgctac tgcatcaaaa gatttctttg
  2765341 atgaaaccat tcattttgct aataaacata atatattagt cgttcatgat tttgcttacg
  2765401 gtgcgattgg attcgatggt caaaaacctg ttagtttctt acaagcagat ggtgccaaag
  2765461 atacaggaat cgaaatttac accttatcga aaactttcaa tatggctggc tggcgcatcg
  2765521 cttttgcggt agggaatgaa agtgtgattg aaacaattaa cttattacaa gatcatatgt
  2765581 atgttagtat ttttggtgcc attcaagatg ctgcccgcga agcactatta agttcacagt
  2765641 cttgcgtcat agaccttgta aatagttacg aatctcgaag aaacgctctt atttcagctt
  2765701 gtcactcaat tggttggaat gtagacattc caacaggatc attctttgca tggcttcctg
  2765761 ttccagaagg ttatacatct gagcaatttt ctgatatttt actagaaaaa gcacacgttg
  2765821 cggttgctcc tggtgttgga tttggtgaac atggcgaagg gtacgtccgt gttggtctct
  2765881 tgcatacaga agatagatta cgagaagcca ttaatcgaat tgataaatta aattttttta
  2765941 aaaagtaatt gacaacatga aaaatatctg acaaaattca gttatcttaa aaatttaaac
  2766001 atttctaaat acttcttatc aagagcaggt ggagggacga gcccgacgaa acccggcaac
  2766061 cgatctacat aattgtagac acggtgctaa ttctcgcagc attacgctga cagataagga
  2766121 gctggttgta aaaaaacctc tccttagctg agaggttttt ttatttaact aggaggttat
  2766181 aacaatgagc ggaattatag cgacgtattt aatccatgat gattcacata acttagaaaa
  2766241 aaaagctgag caaattgcac tcggtttaac aattggctct tggactcatt tgccacactt
  2766301 attgcaagaa cagttaaagc agcataaagg caacgtcctt catgttgagg agttagctga
  2766361 acatgaacat accaattcgt atttacgtaa aaaagtaaaa cgcggaatta ttaaaatcga
  2766421 atatccgtta ttaaacttca gtccagattt accagcaatt ttaacgacta catttgggaa
  2766481 gctatcactt gatggcgaag taaaattgat tgacttaact ttttcagacg agttgaaaaa
  2766541 acattttcct ggtccaaaat tcgggataga tggtattcga aatcttttac aagtgcatga
  2766601 tcgtcccctt ttaatgagta tttttaaagg aatgattgga cgaaatattg ggtatttaaa
  2766661 aacgcaatta cgcgatcaag caattggtgg tgtagatata gtaaaagatg atgaaatatt
  2766721 atttgaaaat gcattaacac cacttacgaa ccgcattgta tctggaaaag aagttttaca
  2766781 atccgtatat gaaacgtacg gacataaaac gttatatgcc gtaaatgtaa caggacgaac
  2766841 ttttgattta aaagaaaatg caaaacgtgc tgtgcaagct ggagctgata ttttattatt
  2766901 taacgtattt gcttacggac tagatgtact acaatcactt gcagaagatg atgaaatccc
  2766961 agttcctatt atggcacacc ctgctgtaag tggcgcttat tcagcatcca agttatatgg
  2767021 aatttcatct ccattattac tcggaaagct gctacgttat gctggggctg atttttcatt
  2767081 attcccatct ccatacggaa gtgttgcgct agaaaaagag gaagctcttg ctatctcaaa
  2767141 atatttaact gaagacgatg tgtttttcaa gaagagcttt tccgttccgt ctgctggtat
  2767201 tcaccctggc ttcgttccct ttattatacg agatttcggt aaagatgttg ttattaatgc
  2767261 tggcggtggg atacatggac atccaaatgg agcgcaaggc ggcggtaaag ctttccgtac
  2767321 tgccattgat gctactttgc aaaataaacc actccatgaa gtagatgata taaatttgca
  2767381 tagtgcacta caaatatggg gaaatccctc tcatgaggtg aaattatgag tattcaagta
  2767441 ttttgtgatt tcgatggcac gattacaaat aatgataaca ttatgtccat tatggagaaa
  2767501 ttcgcaccac cagaagctga agaagtaaag aatagaattt tatcacaaga gctatctatt
  2767561 caagaaggtg tttctcaatt atttcaatta atacctacta atctgcacga tgaaattatt
  2767621 caatttttaa tagagactgc tgaaattcgt aatggttttc atgaatttat acaatttgta
  2767681 aatgaaaaca atatttcctt ttatgttata tcaggtggaa tggatttctt cgtctatcca
  2767741 ctcttacaag gactcattcc aaaagagcaa atttactgta atgaaacaga tttttcaaat
  2767801 gaatacatta cggtgaattg gcctcatcct tgtgatcgtc tttgtcaaaa tcattgcgga
  2767861 ttatgtaaat catcactcat ccgtaaattg agtgatacga atgacttcca tattgtaatt
  2767921 ggagattcaa ttaccgattt acaagctgca aaacaagcgg ataaagtgtt cgctcgtgat
  2767981 ttccttatta caaaatgcga agaaaatcat atttcttata caccatttga aacgtttcac
  2768041 gatgttaaaa ctgaattaaa acatttgttg gaggtgaaat tatgaaacaa ctttttcgtc
  2768101 aatggtatga cttaagcgag ataaaaaaag aattaacaac acgaaattgg tttccagcaa
  2768161 cgagtggtaa tatttctata aaggttagtc atgaaccact cacttttctc attacagcaa
  2768221 gtggtaaaga taaaaccaaa acgactccag atgactttct actagtagat catctagggg
  2768281 ttcccgtatt agagactgaa ttacgtccct cagcagaaac aatcttgcat acacatattt
  2768341 ataacaatac gaatgctggg tgcgtccttc atgttcatac aactgataac aatgtgatca
  2768401 caaatttata tagtgatgcc gtcacacttc aaaatcaaga aattattaaa gctctcgata
  2768461 tttgggaaga aggtgcaaca attcacattc ctattatcga aaaccatgct catatcccaa
  2768521 cgcttggaga aaacttccgc aagcatatac agggagattc gggggcagta ttaatccgta
  2768581 accatggtat taccgtatgg ggccgagata gctttgatgc aaagaaaaga ttagaagctt
  2768641 atgagttttt attccaattt catataaaac tactatcaat tcaaggaggc gtttctaatg
  2768701 gcgcaaattc gtattcatga agtaaatact cgcattgaaa atgaagtgaa agtatctaaa
  2768761 tttctacaag aggaaggtgt tttatatgag aaatggaata tttctaaact tcctcctcat
  2768821 ttaaatgaaa attattcgtt aacagatgaa aacaaggctg aaatattagc tgtgttttca
  2768881 aaagaaattg ctgatgtttc agcgcgccga ggttataaag cacatgatgt aatttcactt
  2768941 tcaaatagca cacctaatct tgacgaacta ttaattaatt tccaaaaaga acaccatcat
  2769001 actgatgatg aagttcgctt tattgttagt ggtcatggca tctttgccat tgaaggaaaa
  2769061 gatgggacat tctttgacgt tgaacttgag ccaggcgatc tcatatctgt tcctgaaaat
  2769121 gcaagacatt attttacctt gcaagatgat cgtcaagttg tagctattcg tatttttgtt
  2769181 acaactgaag gttgggttcc aatctattaa ggtagttagt tgaataaaag gtcttggacc
  2769241 cccttttcca accttttatt cactctacat atatacatcc tcctatggag caggcttatt
  2769301 tcaaaatatg aaataagcct gattttttat tttctcaaac gtatgcgtcc ttcctttcaa
  2769361 aaacgatctt atccttctat ttttcaagtg tatttcttaa cattttttga acatttattg
  2769421 aacttttttt ggattttttc tgaaaattct gttttgtata tgatatacta caattaacta
  2769481 agaaggaaaa aatattgcaa acagaggggg ataatcatga gtttacttat cgcacttata
  2769541 ctgggggtta cgtgtggagc acttcctatt attctaggag ctattatgga agaattagaa
  2769601 gttggtgtgt taggttttgt tgcatcttgt gtaagcgctt tattttttgg tttgttcggt
  2769661 gctattccta tttcaattct gtgtgcattt tatataatac gccatgctcg tacaaaacaa
  2769721 tttggtccta atcacatcgc gcaagttatt ccattcccaa ttgaacgatg ccgccgtgct
  2769781 tctagcttat aattataaaa ttaaatatac ttaaataaat aaaagtcctc atttgaggac
  2769841 ttttatttat tttcttctag aaattgaaac aattcttgta aatgcaaggc gtcttcacta
  2769901 taactaagag atacgtggca tataccgtca atctctgctt gcatataaag gtcaactcca
  2769961 tctcgatcat attttaatgc caaataaaac tccatttctt ctaacatctt ttttgaagtt
  2770021 cgaataacgt aatgcccttt ttcatctctt ccatattcga attttggttc aaaatcatat
  2770081 ttttgtttaa aagcttctat ttgtttttca ttaatttgta cacaagttgc tcgttgtaca
  2770141 gcatcaatca tctcatcaaa tttttgaaga tccatctcac ttacccccta tgtatttttt
  2770201 gtataacact tgtgttccgc tattctcttc tccatctttt attagctctt catacaattc
  2770261 cttcgccaaa cttaaacctg gtactggtaa ttgtaatttt tcagcctcat ctaaagcaat
  2770321 cttcatatct ttcataaaat gctttacata aaaccccggt tcaaaatctc cctttaacat
  2770381 gcgaggagct aaattactca atgaccagct acctgctgcc cccgttgaaa tactctctaa
  2770441 tactttatct ggatctagtc cagctttttt cgcataagca accgcttcac atactccaat
  2770501 catattagaa gcaattgcaa tttgattgca catttttgta tgttgtccac ttccagctgg
  2770561 tccttgcaac tgaatatttg ttcctagttt ttcaaataac ggtaaacatt tttcatatat
  2770621 ttctttctcg ccaccgacca taattgcgag tcttgcctct ttcgcaccga cgtctcctcc
  2770681 agatacaggc gcatctaacg atatatattc ttacttttac ccgcttcatt aatacgtttt
  2770741 gccaatgttg gtgtagatgt cgtgaaatca attgtaattg taccttcatt tgcattctcc
  2770801 aaaatcccat ctatcccaaa atacacttct tctacatcat gtggatatcc taccatagtc
  2770861 attacaacat ccacttgctt tactaagtct ttcggtgtat cacaccaatt tgcaccatct
  2770921 tgcactaaag aatctgtttt cgctttcgtt ctattatata catatacctt atgaccttct
  2770981 tgcattaaat gatgaaccat actttttccc attacaccaa taccgatgaa acctattgat
  2771041 aaagttttat gttccatttt ctcatcccct ttgttctaat aactctctta ctatatttca
  2771101 gaactcttta ttcaatataa cacgttcttt atctccaacc aaaacttctc attacattac
  2771161 tttcatacta aagatcgatc tacttttttt atgatactaa cctttttatc ttcctctata
  2771221 ttctctaata ttatcagtcc aataacaggc attactatta ttctttccct taattcccaa
  2771281 taaaataaaa agagattgtc ctcctaatta acccagacat taggctttta cggctaagta
  2771341 atgcggaatt aaataatagg ttacaccata aactctacaa ataatataac gatcttcatt
  2771401 atatttattg tgtactttca tacatatatt tttctcattc tataattaga caaaaaaaat
  2771461 cgcaacaatt tgttgcgaaa aatcactttt tttcttttct atatacacac acttgatttt
  2771521 taccattttt tttcgcttca tataatgcaa tatccgcccg ttgcattaat tcttctcttg
  2771581 taatcccttt ttcatataat gcaactccaa aactcgctgt taatttcgaa attcccgaga
  2771641 attgctttgt ttctataaaa aatcgtaatg attccgcaac ttgaaatgct tctttttcca
  2771701 ctgtattcgt tactaaaata ataaattctt ctcctcccca ccttgcaaac acatgttgct
  2771761 gctccacttt agatttcata agctctgcaa gctcaattaa tgctaagtca ccaaaatcat
  2771821 ggccatacgt gtcatttact gctttaaaat tatctatatc aaataaaata agtgctatgt
  2771881 tttcattatt acgcatcgca ttatcccatt ctgcctctag tatttgttgg aatttcaaac
  2771941 gattataaat ctctgttaac gaatctatca tagcaagcct ttcttgttct tgatagattt
  2772001 catctaattc tgtaatctct gtacacttca caataaatct tgataaatct tctggcaatg
  2772061 gtgttgcacg caataaaaaa gttgacactt ccccttcata gttggacatc ttaattcttc
  2772121 tatcatatga taatgtatca tctaaccatg ttatatcatg agttgttgaa tagtatccat
  2772181 tttctctaat aagatgttca gcaaatacta aatgttgttc acgataagca aacaaatttt
  2772241 catatccgaa aaactctaaa aaatttgtat tacaatcaac aatttcatcg tcttctacta
  2772301 taaataatag atcatttcga aaatcaaaca tcgtttgaag tagttcttgt tgcaaactta
  2772361 cttgtcgcac taaagaaagc tgatataagc ttttattcac ttcctctaac accatttgcg
  2772421 gagtcacagg ggctatcaca atattacgta ttcctaacgt aagcacctct gcaaactcgc
  2772481 ttgttatttg ttgatcccaa atgacaataa atgtactctg tggattatac atattcttta
  2772541 tatattttat ttgagaaaaa tctgttacat acataattac aatatgtggt ttagtcctct
  2772601 gaaacaatac ttctccttct tcaaaactat ttgctataaa catacatttt ggatggatat
  2772661 tttctatcgt ttgttgatgt gtgcatccat tttctatata aaggacattt aactgaagat
  2772721 cttgtaatac attttggaaa accgtattct ctaataaaaa atgtagtatg ttcatcacta
  2772781 gtcttcactc acttcatata tcttgttcta ctgaattcct cacaaacctt ttataaaaaa
  2772841 aactgttctc tcaaaacttt aatgagtgag ggatacatgt taacaagcta attgagaatg
  2772901 ttctcttcgt ttttcattct ataaattcct tttttagtgt atgattattg gaattgtatc
  2772961 gtttgtatga atgccctagc ttctgcttta aaacttgaca attaaaataa agatattata
  2773021 ttcttaaatt cgacaactta caaaatgtaa gtagaatgta ttacatgtat tttttcataa
  2773081 tttgatatgt aatttggagg atatataatg acaaacgaca acttttttaa tgttctatat
  2773141 gaacgcacat ctacacgtgc attcaaccca gaaaaagaaa tttcatctgc agagttacac
  2773201 gagattttaa agggcgctgc tcaagcacct tctgcttgga acttgcagca ctggaaattc
  2773261 ctcgtattcc aaggtgaaga tgtacagaaa cgattacacc caattgctta taaccaacaa
  2773321 caaattcttg atgcttctgc tgtagtcgct attttaggtg atttagaagc ttataaaaac
  2773381 gttgaaccag tatatggtcc aattgtagaa caaggattta tgaaagaaga agcaaaagag
  2773441 cgcttagcta aaaatattga atctgcatat gctcgtgagc aatttccaag ggatacagcc
  2773501 ttttcaaatg catctttagc agctatgcaa cttatgcttg cagctaaagc aactggctgg
  2773561 gatacttgtg ctattggtgg tttcaatcca caagcacttt cagaggaatt caatgtttca
  2773621 tctcgttacg taccaattat gcttattaca attggtgaat caactttaaa agggcatcct
  2773681 gcaccacgaa tgagcgtaga acaagttagt gaatgggcga aataataaag tgtaacttaa
  2773741 atcagtttga gttcttactg cacattaata tcaggtagaa aagaagcgaa ggtagaaatt
  2773801 accttcgttt ctttttgttc tgtcacacat ccgtaatatt acaatgtata attcgacatc
  2773861 tatacaaaaa aagcgtaaat tccatgctat ttctatacat acaaatgacg tttcatgtcg
  2773921 aattttgtta aactattgaa atataaccgt gtatttttat tacaattatg atacaatgat
  2773981 aacaaataga taacaagaga gggattttca ttgagttcat acggaagctt tatcgcactt
  2774041 ttatgttaca tagtaactgt actgcttcta tattttattg gcgatgctgc aaacatttca
  2774101 gttttacaat ttccaaaaga agaagcgttc caattagaat cagaaaaaca tactgtacga
  2774161 tccatcgtac cgctactctt agctcttcct gtatatatca tcgttttata taaaagcaaa
  2774221 aaagtgtaaa ggctacccgt ttcatttatt tcggtggtct ttacactttt ttgtgatatc
  2774281 tatcctattt taaacatcat cctgtaataa acacccagct agtcttttaa aatgagaaat
  2774341 tcccctagaa aaaattccac tctctgtcca gtcactcact accgaactta catagattat
  2774401 aagtgtgaag ggggtgatga ggattatgtt tggatcattt ggatgctgtg ataactttag
  2774461 agactgtcat catcatgaaa gagagcgcga ccatcgtgag aaagagagag aggttaaacc
  2774521 acaacaacca gctgtatgta acgtacttgc tagcatttca gttggaacag agctttctct
  2774581 attaagcgtt aaaggtgttg gatctttcaa caatgtaatt tttgaaggtt tctgtaacgg
  2774641 tgttgctctt ttctctgctt tagctcgtaa taacaatgac aaagataaca aagataacaa
  2774701 caaagatgat aagcacaatc aaaaccgaaa tacttttact ggtattttac gtgtatgccc
  2774761 aactgatatt gttgcgatcg ctatctaatt ctgttcctta tcttcaagag taagaaaata
  2774821 agttttactt ttctcataga aaaaacctga gaccgatttc aaatcgactc aggttttttt
  2774881 attaattata tgcttttaac tagttcaaca acttcttcag cagttgacat cattaatgct
  2774941 ttttctgcta atgtttccat ttctgctttt gacaacttgc ttagttgtgt tcttgcagga
  2775001 agaatagatg ttgcactcat actgaactca tctaaaccta atcctaataa taatgggata
  2775061 gcaagtgaat cgcccgccat ctcaccacac ataccagccc atttgccttc tttatgagca
  2775121 gcatcgataa ccatttttac aagacgtaaa atagataggt tatatggttg gtataagtaa
  2775181 gatacttgtt cgttcatacg gtctgcagcc attgtgtatt gaattaagtc atttgttccg
  2775241 atagagaaga aatcaacttc ttttgcgaat tgatctgcta atactgctga agctgggatt
  2775301 tcaaccatca taccaacttc aatagaatca gaaacagttg tacccacttc tacaagtttc
  2775361 gctttttctt ctaataagat cgcttttgct tgacggaact catcaagagt tgcaatcatt
  2775421 gggaacataa tttttaagtt accgtatacg ctagcacgaa gtaatgcacg aagttgtgta
  2775481 cggaacacat cttgctcatc aagacataag cgaattgcac ggtagcctaa gaatgggttc
  2775541 atttcttttg gtaaatgtaa gtatggaagc tctttatctc caccgatgtc aagtgtacga
  2775601 acaacaacag gttgaccttc ttttacacct tcaagaactg ctttatacgc ttcgaactgc
  2775661 tcttcttctg ttggaagatt gtcacggccc atgtataaga attctgtacg gtataaacca
  2775721 acgccttctc cgccattatc gataatacct tgtacatcat ttagtgttcc gatatttgca
  2775781 acaagctcaa cgtgatgtcc atcacttgtt acagtagctt ggtcttttaa ttttgcccat
  2775841 tcagcttttt gctcttcaaa tttcgctttc ttttcttcaa acgagcgaag agtttcttct
  2775901 gatggattaa caattacttc cccatctaaa ccatcgatga ttacgatatc gccgttttgg
  2775961 attttctcca taacaacttt tgtaccaaca acagctggaa tttccataga gcgagccata
  2776021 attgcagagt gagatgtacg tccgccgata tcggtagtaa aaccttttgc atacttacgg
  2776081 tttaactgag ctgtatcaga tggtgttaaa tcttcagcaa taatgattac ttcttcagaa
  2776141 tttgtaccag gatttgagaa gttaatgcct agtaaatgcg caagaacacg ttttgttacg
  2776201 tcacgaatgt ccgcagcacg ttctttcata tattcgttat ccatgttttc aaacatagag
  2776261 ataaacattg atgcaacttc atccattgca aattcagcat ttactttttc gctatttact
  2776321 ttatctttta ctgggtttac tagttctgga tcatttaaca ctaataaatg tgcttcaaag
  2776381 atcgcagctt tgtcagcacc tagctcagca aaagcgtggt ccttaatagc ttctaattca
  2776441 gtttttgctt tctcaagcgc agcttctaag cgtgcaattt ctgcagcttc gtttgtaatt
  2776501 gatttctgtt cgatgttaaa ttcaggattt tcaagtctga aagcctttgc aatagcaatc
  2776561 ccacttgatg cagcgatccc ttgaatgtta agagtcatta ttctcctaat ccttcgtttt
  2776621 tcatagtttc ttcgatagct gctagtgctt gagctgcatc atcaccattt gcagtgattt
  2776681 taatttctgc gttttgttga atgcctaaag acataacgcc catgattgat tttaagttaa
  2776741 cgttctttcc gttatactct aagttaatgt cagaaccaaa tttgcttgca gtgtttacaa
  2776801 gtagagttgc tggacgagca tgaattcctg agtcgctagt tactttaaag attttttcca
  2776861 tgataattta tctcctttaa attacagttt ttttagttgt atagacgtga gtactacatc
  2776921 atctattgta tataataggc gatgttcggt caaccacatc gcctattata attataaaca
  2776981 ttttgcgtca aattcctact gaatgtcaat aattgcgttt tcgcccttct taacatttcc
  2777041 atcttttttc aattcgactt gttgcccttg ttgtaaattt gtaaagacaa ttggtgtaat
  2777101 gatagatggt gcattttctt ttacaaatgc aagatctact tttaataatg gttgtccttg
  2777161 tttcacttta tcaccttgtg ctacaagtgc ttcaaaacct tcaccattta attttacagt
  2777221 atcaataccg aagtggatta aaatttcttt tccgccttca gattgaatac caattgcatg
  2777281 ttttgtaggg aatacgttga caatttcacc gttaactgga gaaactactg ttccttctgt
  2777341 cggctcaatt gcaaatccgt ctcccatcat ttttcctgag aatacttgat caggtacttc
  2777401 tgtaattggt aggattttcc cttcaattgg tgaaacgatt gtttcgtttg catcaacttt
  2777461 ttgaagagct tcttctactt ttacaggctc ttctttttca acatgaggtg tacgacctga
  2777521 cataatatcg tgaatttgtg attttaatgt gtcagatttc ggtccaaaaa tagcttgaat
  2777581 gttatttcca acttcaagta caccagctgc tccaagctct tttaaacgat ctttgtttac
  2777641 attcttttgt tcgttaactt gaacacgtaa acgagtaata caagcgtcta aagaagcaat
  2777701 gttttcttta ccaccaagtg ctactagtac ttcacgagga agttcaccag cttctgcttt
  2777761 ccctgcgccg tcattcgcat ttgctacttc acgaccaggt gtttttagat tccatttacg
  2777821 gattgcaaag cggaatccga agtagtaaat aactgctagt acaagaccaa caacaattac
  2777881 ccaccaccat gctgtacggc ctggtaatac accgaataac ataaagtcaa ttaaaccacc
  2777941 agagaatgtc ataccaattt taacacctaa aatttgcatt gtcataaatg atagaccagc
  2778001 gaatacggca tgaattccga atagtactgg tgctacgaat aagaatgaaa attcaagtgg
  2778061 ttctgtaata cctgttaaga aagatgttaa tgcagcagaa cctaaaatac cagctgctaa
  2778121 ttttttattt tctggacgtg cttcatggta catcgctaaa gctgctgctg gaagaccgaa
  2778181 catcatgaac ggatacttac cagttgtaaa tgtacctgct gttaattcta caccgtcttt
  2778241 taactgtgcc ataaagattt tttggtcacc acggattaat tcgccagctg catttgtata
  2778301 ctgaccgaat tcgaaccaga acggtgaata gaaaatgtga tgtaatccaa atggaatcaa
  2778361 tgaacgttca attaaaccga atatgaatgc tgctaatgtt ctatttgcat caatcatttg
  2778421 atgtgagaac gtatttaagc caccttgaat gtatggccaa acgaagcaca tgataatacc
  2778481 tactactaaa gagaatgttg cagttgcgat cggtacgaaa cgcttacctg cgaagaaacc
  2778541 taagtatgat ggtaattcaa tgttgaagta tttattatag caatatgccg ctactatacc
  2778601 gacgataata ccaccaaata ctcctgtttg taatgttgga attcctaata cgtttgcgta
  2778661 tgctggatcc gtaaatccaa ttttcactgg atctgctcca gaacttgtta ctttcactag
  2778721 cttatctact tctaagaaca cactcatcgt tttgttcata attaagtagc cgacgaacgc
  2778781 tgctaaacca gctactccat ctccaccagc taaaccaatc gctaccccaa ctgcgaataa
  2778841 taatgcaagg ttagcgaaaa taatatcacc agattgttcc ataatttttg ctaccattac
  2778901 gaaccaatct gcttttaatg caggaataac atttgttaac tgtggatttt gaaatgcatt
  2778961 accaaatcca agtaaaatac ctgctgccgg taaaatcgca actggaagca ttaacgcttt
  2779021 tccgactttt tgaagaacac caaagatctt cttaaacatg gaaacccttc ctctcttatc
  2779081 tatattgata ccttccgaca aacgccaaaa agacatgagg aaaaaaagat agaacgatag
  2779141 ctatacaaag ggtagtatat ccctttctct agcttacatt ccttactttt ctccactcat
  2779201 gcctgatcga atcagtaaca cgtgtcaaaa ataggtttac gtataagttc actataatta
  2779261 aggcaaacgt tttctttatt tcccttaatg tgtttgtcga aatttgtata actttgcaat
  2779321 agttattata cataactatt gtaagcgatt caatgatttt tttaacgttt tcattttaga
  2779381 caaaaatata tgtcttttta cacatgctct gctttcacta agcgctgcag gtgcattgtt
  2779441 aaatatatac tttctgcttc atacacagga agttgcaatt ctttttgcat gaccttaact
  2779501 agcttccaag ctaaattata acagacagga tattccgccc ttaataactc agcaaaactt
  2779561 tgtgattcct ctactttctc cccttttttc acccgttcaa tagcatattg caaatgacgg
  2779621 ataaggcgta aatagtggat actttcttgg tccaatgtaa tttgtaagtt tgtctcaatt
  2779681 aaagatacaa gttgtgcaat gagacgggag ttttgattca ctgaagatag atctgaattt
  2779741 gtaagcgaac tgtaaatatg aagtgcaata aaaccaattt ctccctctgg caatgtaatt
  2779801 tgcaaacgag aatttaaaag atctacaaca ccttcagcaa tttcatattc ttctagatag
  2779861 agcattttcg tttcaactaa aaaaggatta tcaattgtaa gtccttgttt taatcgttta
  2779921 attgcaaaag aaatatgatc tgttaaagcg atatgaatat gttcatttaa tggtgatttt
  2779981 gctttttctt gaatatagaa cataatatca ttcattaatt caattaattt ttcactcaca
  2780041 tgcggcacta acagtttgta ttgttcacga tcacgttcat tttttaaaac aaacattttt
  2780101 tcaatttgtt cttgtcctag tacatctttc gctttttttc caaatccaat tcctttacca
  2780161 atcactacta cttcctcgtg ttcaggatgg ctagcaatga tgacattatt atttaaaact
  2780221 tttttaattt ctagataatt actcatataa caccaccctc gtccttaaat agcctgcttt
  2780281 tatgttacag aacatccttc tttgtcgtca atgtaaaaca tctaccattt cataaaaatt
  2780341 cattttttag acatgtttat atatgatgcg tataatgtaa gagcaactgt acatagaaag
  2780401 gagataacaa tatgattaaa atgtttgtaa gtgatatcga tggtacaatg atgcaacacg
  2780461 ggggtattat tgatgagcaa gatgttgcgg cacttcgcag tcttgctgag caaaatgtta
  2780521 ttctttgctt cgcctctgga cgacttgata atgaaattgc agacttaatg aaagctgtaa
  2780581 atacaaattt ccatcgtatt agtgtgaatg gtgttttcgt atatacagat gaaaataagc
  2780641 aactcttatc tgcaactttt gattccagca ttcttcctga gttgttagac atgacaaatg
  2780701 aagatcctta tttccgttat gttagtgatg aacataatta ctatattgaa gagaagacac
  2780761 cgttcattca tgaacttgaa aaacaagtaa cgatgacttc tgttgaagaa ccaaatttat
  2780821 tacagaaaat agatgataca atttttccaa ataaaatttc tgtgggtgga acaaaggaga
  2780881 gtttgcaact ccttcagaaa aaaattgatg aaaaattcca cggaaaagtg agtaccttca
  2780941 tttcagcaga acaatgttta gatgtaatgc caccgaatat tagtaaaggc tccgctattt
  2781001 cagttttatt aaaagagttt caattacaac cagaggaagt tgcttgcata ggggattctt
  2781061 ataatgatat tccaatgttt tctttaactc ctcacagttt tgctatggct caggcagatg
  2781121 acgcagtaaa agaacacgct cactatgtag taaatacagt taaagatgct gttaaccacg
  2781181 taattgctca taataaaaat acgactcact ccttgtaagg atgagtcgta ttttttcttt
  2781241 acatgttaaa caatttgaca tttactgtac ttcacaaact gaaatatatt atttgttacg
  2781301 tgcgatgttc gtaataaact tataacgatc cccgcgataa atacatttca catactctaa
  2781361 cggtacttca ccttctgaat atgaccattg acgcattaca agcactggcg cctttttagg
  2781421 aatatgcaga tgttccgctt cattatccgt tgcaattgaa gcttcaattg attgagtagc
  2781481 gctaacaagt ttaaagccca gttttttctc tagatgttca tataaagatt gttgcaatat
  2781541 ttcttcgtta atatctttta caagagctgg cgacaaatat gtcgtctcaa aagcaatcgg
  2781601 ttcatcatcc gctaaacgaa tacgtctcac ttcataaacc gattctccct cctgtattct
  2781661 cagccggtct gctattttcg cagtagctgg aactaggcgg aaacttagca attgactact
  2781721 tgggttcatt ccacgagaaa tcatatcttc tgtgaatcct gtcattcctt gcaatttttg
  2781781 ttccactttc ggaagttgga caaacgtacc gattccacgt ttccgatata aataaccttg
  2781841 ttccactaaa ttattaatcg cctgtctgat tgtcatacga ctcacttcga acttatcgca
  2781901 aagttcattc tcagatggga ttttatctcc cggcttccat tcgccgtcct caattagctg
  2781961 tttcacccac tcttgaatct gataatagat cggaaatggt gaatacttgt cgatgttcat
  2782021 cagcaatcgc ctcactgcat aaagatagag cttcttgatc agcgattacg gttacattcg
  2782081 gatgacgttg taaaactgta gcaggacacg cttcactata tgcaccttgc aataattctt
  2782141 taacagcttc tgccttttta gaacccatag caacaagtag aatttgtttc gctttcataa
  2782201 tgcttccaat tcccattgta attgcatgag ttggcacatc ttcttctttt tcgaagaagc
  2782261 gaaggtttgc ttggcgtgta gattctgtta attcaacaat gttggttgga gaattaaacg
  2782321 gtgttcctgg ctcgttaaat ccgatgtgac cgttttcacc gattccaaga atctgtaggt
  2782381 caactgggtt agcagctaga atgccctcgt aacgtttgca ctcttcctct aaatcacttg
  2782441 ccatcccgtt tggtacataa gtttgtttaa atggaagatg atcaaacaac tgttcttgca
  2782501 tgaaataatg atagctgttt ttatcttcat gtggtaaatt tacgtactca tctaagttta
  2782561 cagtggttac acggcttgta tcaagtttat tttttcgcat ttctgcataa atacctaatg
  2782621 gagagcttcc tgtagccatt cctaatgttg gattttcttt tgtttttaca acttcttcaa
  2782681 ttaatttata acctgcttct gctagttctt ctggagtttt tacaacaaga atattcattt
  2782741 aattacttcc cttccttcat atgaattcct aaacgaaccg tatcatatac atgtaaatct
  2782801 tcattcatca caacaaagtc tgcatctttt cctaccgcta atgcaccttt attatttaat
  2782861 ctaaactctt ctgcttggtt aactgatgtc atcagtactg catcttcgat tgaacaacct
  2782921 gtaaattcaa ttacatttcg gaaagcttga tccattttta gaatactacc agctagcgtt
  2782981 ccatcttcta atcgagcact accatctttt acatgtactg gctgtccgcc aagctcatat
  2783041 aatccatctt caagaccttt tgcacgcatt gcgtcagtaa taacacttac ttttttcggt
  2783101 ccttttaatt tatatgctaa tttcaccata tcagggtgaa tgtgaatacc atctgtaatt
  2783161 acttcaacca ttacatctgg atttaataac acatgaccaa caactcctgg ttcacggtga
  2783221 tgtaatccac gcatttgatt gtataaatgc gttgcatgtg taatgtttct gttttttaat
  2783281 tgcgcatcaa ttgcatctgt atgccccatt gtgccgacaa caccagtttc agcaagatac
  2783341 tgctcaaact ctaatgctcc ttcttcttca ggtgcgtatg ttactaattt aattagattt
  2783401 ccgcttgctt cctgccattg tttaaattgt tcaatattag caggaacaat atgttcaagt
  2783461 ggttgtgcac ctgcacgttt ttttgaaaca tacggtcctt ctaagtgaat atattcgaaa
  2783521 tgtgctcctt tttctttcgc ttccttcgca gcatgtagtg ctgcttcgat tgcttctgga
  2783581 gcttgtgtca ttgttgttgg gaagtaagtt gtaactcctt cttttaacat ttctttccct
  2783641 agagttacta acccatcgct atttgcatcc atcgcatcaa tatcgtatcc accatgaata
  2783701 tgaacatcaa tcatacctgg aatcacaatc ttccctgctg catctaaaac agtttcattt
  2783761 tcttgtgata catattgagc catcaaacca atttctttaa ttgtttctgc gtaacgaata
  2783821 aatccgtttt ctactacttc ttgacctgta taaattttgg cattgatgac aacttgcgtt
  2783881 ttcattttca tcgatccttt cccatgaaat acctacttgt tattattacc ttattcgcct
  2783941 aattccatct taatatatgc gcgagtagtt gtctatacat tctaatgaaa tttcctcttt
  2784001 gtttaacaaa aaggaaactt agtacgtctg ttgtaattat aatatatgtt attcactttt
  2784061 ccaaaaaggg agaatatccc cttatcagat tactcacttc aataatggca ttaacccgct
  2784121 agaccctatt ataatatgtt cgccgtctgt ttccatttct accgtacgtc tatttgttcc
  2784181 atacatcatt ataccacgcc gttttaatcg tctcactaca ctttgatgcg gatgcccata
  2784241 cggatttctg ctaccataag aaagaatcgc gaactgtggt tctaccttct ttataaacct
  2784301 ttcacttgtt gaagtatacg agccatggtg ccccaccttt aacacatctg catgtacatc
  2784361 aaattgcttt aatatttccg tttccgtccg cacatcagca tcacccatta gtaaaaaatc
  2784421 tgccttacca taccgaacct ttaatacaat tgaagattca ttattttcat ctttagactt
  2784481 cccattgttt aatacttgta tggaaacatg cggatctagc ggtatgtatt ggccctcttt
  2784541 tactgaaatg aaagggattc cccttttctt tatattattt cgatacgtat gataagtaag
  2784601 agaactatat gtttttccac tatctaatat aagtgatact ggcatttgct ctacaattgg
  2784661 aatgagtccc ccaatgtgat ccatatcagg atgagtactg acgatagcat ctaaatggtt
  2784721 aattcctttt tcaattagct tttggataat aacctcacca gcttcataag gccctccatc
  2784781 aattaacatc gtttgtccat ttggcaatgt aataagtgtt gcatcacctt gtccaacttt
  2784841 taagaaactc actttcattt taccaaaatg ttgccgctgc atatgtaaag gagacgcagt
  2784901 atgaatagac atcatatacc tttttgccga tgcactattt aaagaaaagc ataacaaaac
  2784961 agaaactaat aataaaatac ttcgtatacc tctcataact cgtctccttt tttcaattag
  2785021 tatggcacgg tatataattg atatacaaaa aaagcttagc aaaatgctaa gcttttattt
  2785081 cgatatctct tgtaaagaac cgaagaataa atccgcttca ttcatttgtt cgttttcttc
  2785141 agaaagcgga ggtaaatcat ctaatgtttt taatccaaac gtgtccaaaa attctttcgt
  2785201 cgttccatat aaaataggac gcccaggtcc ttctgctctt cccatttctt ttataagtaa
  2785261 gtgtgatact aacgtttgta acgccttatc agtttttact cctctaatct cttccatttc
  2785321 agttcttgta atcggttggc gatatgcaac aatcgctaac gtttctagag cagcctgaga
  2785381 gagtgaagca gctgttggga tctctattag tttttgatag taagacgcat gttctttctt
  2785441 tgtagcaaaa cgatatactt ttgcatactg tacaatttgc aaaccgcggt gtgcaccttc
  2785501 acattctttt tgcatttctt ctaaaatatc gattacttcg tttccttcaa tttcaaggac
  2785561 ttttgctatt tgttcaggat aaatcccttc atcaccagaa acaaataaaa gcccttcaat
  2785621 aattgatttt tgttctgttc tatccatttt acgaactcct tcctcctatt ttctccataa
  2785681 aaatacacat caaaaaaccg aatcacaatc aatgcgttcg gttcaatatt tttctcttgt
  2785741 tccaaacgat acattcaaac ctagcatgag atatactatt tctatcccat tttctatact
  2785801 aactctatgc agatttagta tagcttgata cgaaaatttc atcaaaatta tgttcttgtt
  2785861 caattatgat ttgttgattt ttcataagct caagaaccgc taaaaatgtt acaaccatta
  2785921 tttcccgttc atcatcaaca aataaatcat aaaaactttg acgaccacct tgtatttcta
  2785981 actgcttcaa aatatccgtc atgcgctgtt caattggtat ttcttgacga gtaatacgtg
  2786041 ttgtcacagg tttctctgct tttttacggc gcattaattt ttgaaatgcc gctagcatat
  2786101 catataacgt aacatcaaga ggcaagtttg tctcttcttc ttgttgcaac gatgtaaaat
  2786161 caattggcgg acgtgtatat agctgtgctc tttcttgttc tctttctttt agctcagtag
  2786221 caacttgctt atatttctta tattcaatta acctctccat caattcttga cgaggatcat
  2786281 ctataaagtc atcaccgtta tcaagtacat cttcttcatg tttcggcaac aacattttac
  2786341 ttttaatttg taataacgtt gcagccatta ctaaatactc acttgcaaca tctaattgta
  2786401 gttctttcat cgtatgaaca taagataaat attgctctgt aatttccgct acagggatat
  2786461 tatatatgtc aatttcataa cgatgtatta aatgtaacaa taaatctaaa ggcccttcaa
  2786521 aagcctctac tttaaaatta tactgcacaa agcatcccac cacatttttt ctataacaac
  2786581 ataagtatag agcatactca tgttctatcc aaccttttta agaaatttaa ttaaaaatag
  2786641 accgatgcct atgtcatcat gcccaccact tcatatgata acagtgtagt aagaacaatg
  2786701 taggaggtca aaaaactatg ggtcacgttg attgcggttt tagcggtggg ttcgcattac
  2786761 ttgttgtgtt gtttatttta ctaattattg taggagcagc ttgcttctgc taatatgaac
  2786821 aataacgact agggagaaat tccctagtcg tttattgttc atacttctat gataaactta
  2786881 tatttataaa cgttagatag gagcgaagaa aatgtatcct accgaataca tacagttttt
  2786941 aattcatttt cacggagatt atgattattt tgaatgtcac gaaatactgg aaggatattg
  2787001 gaaaacaaaa ccaagaggga atcgtgataa ttatttagtc ggcctcattc aaattgcagt
  2787061 ttctttatac catcacagac gctctaactg gaatggcgca gagaaaatga tgaaaagcgc
  2787121 cataacaatt ttagaaaaaa acagcgcaca tttacttcgt ttaggaataa atgaggcaca
  2787181 gcttctattc ttactcaaag ataaattgca atctatccag aaaaaagaag gttttacacc
  2787241 attattttta ccattatcgg atatagcatt agaaaagcag tgcatagaat tatgtgagaa
  2787301 acaaaacctt ccttggaaag acgtgaatgc tatttctaat gaatatatag tacataaaca
  2787361 cacattacgt gatcgaacag aagtcatcgc tgaacgaaac gaacaattac aaaaaagaaa
  2787421 gcagagataa taaactactt atctctgctt tcacgaatgt atattttgtt caagccctgt
  2787481 acactttttg caaaaacttg ctgtttgctc atttccgcaa attgtaaatt caagaaattt
  2787541 actctttaac tcttgaacca tcttcgtccc aatacccata tgacggtgag atgggttcac
  2787601 actcaaatgc tgaatttcca aaacttgatt ctcttttttt acaatcccca ttattccaac
  2787661 aaaatcttcg ttttgtttcc acaaatacaa ttgccaatca tcctttgctt cataatcttt
  2787721 catagtcaat tgtaatgttt tcacatcttt ttcagttggc ataaatgaaa gaagccccat
  2787781 tgcaatcttt tcataacttt ttttaaaacg aattaacata acccttatcc cttcttacaa
  2787841 aagttacaaa ctattaaatc ccctcaatca ctctttccat atcacattca ttttacaata
  2787901 ttttcaacag agtgagaaga gcttaaaaca acttgataat catacaaagt gaaaagaaga
  2787961 aagtcaaata tacgtttcat tactagtttt tctaagtaaa tacaagaaga aacgctgtta
  2788021 tatgaaagta aaaaaaagca tccaccgctc atgatcactt cactattcat cacattagag
  2788081 cagatgaatt ctagcaaatt catgtaataa aaaatcttta ttgaaacatg taatttaatg
  2788141 tattctatgt aatttgttaa aattttgttc tcataagcga catattctca ctacaatcac
  2788201 attactactt gtatcatgta ccgtaaacgc aatacccatt cctattaaaa ataaaaaaga
  2788261 gagcaatagc tctcttttct cattaaatta ttcttcccaa actttaactt ctttcattac
  2788321 atcaccttga cgcatgttta ataccgtttc aataccgctt gttgctttac caaatacagt
  2788381 atgtacacca tctaagtgtg gctgcggctc atgaacgata aagaattggc taccgcctgt
  2788441 gttacggcca gcatgagcca tagaaagtga tcctacaagg tgtctatgag gatttccatc
  2788501 agtttcacat gggatagagt aacctgggcc acctgcacct gttcctgttg gatctccacc
  2788561 ttggcttacg aagccaggaa taacgcggtg gaatgtcaca ccatcataaa atccttgctc
  2788621 tgctagtttt ttaaagtttt ctacagtttt tggtgcctct tctgggaaaa attctaaatc
  2788681 gattttttca ccattttcca ttaatatgta tcctaaagtt ttcatacgta tatgtctcct
  2788741 ttcaactatc tcagcactat attaccacat tcatgactag aaacaaaaag aatccgacaa
  2788801 tctacatact tcttttttga aatgtggaaa aagctaggtg acaaataaga aatatatact
  2788861 ataataactg tgttgcccga aaattttaga aagagaaagg gagcgatttt tcgtgaaaac
  2788921 gaaattacta gctctgctat tagctgtagc agtatttatg atgccaacag cttcgtttgc
  2788981 agacatcatc gaaggagaat caattgttac actaggagaa aacttgtctg aacaacaaaa
  2789041 acaagatctg ttaaaagaaa tgaaagcacc aaaagatgct acaatcatta ctgtgtctaa
  2789101 tgcggaagaa cataaatttc tagaagggat tgttccaaaa gcacaaattg gtacgagagc
  2789161 aatttcctct tctatgatca catacacaaa gccaggttct ggtctcattg tacgttcaaa
  2789221 aaacattaat tcaataacag atgcaatgta cacaaacgcc cttattacag cgggtgtgaa
  2789281 agatgcagaa atccaaatta ctgccccatt taaagtttct ggaactgctg ctttaactgg
  2789341 tttaatgaaa gcctatgaaa caacatcaaa caaagcaatt cctgaggaag taaaaaaagt
  2789401 agccaatgaa gaaatggtgc aaacatccca gctcggcgat aaaattggtg aagaaaaagc
  2789461 agtacaactt gttgcaaaaa ttaaagaaga aattgcgaaa gagcaaccac aaacgactga
  2789521 agatttacgt tcattaatta aaaaaatcgc ggatcaactt ggtattacat taacggatga
  2789581 acagttagat aacttagttg cgctattcga taaaatgaaa aaccttaaca tcgattggaa
  2789641 tcaagttggc agtcagttaa ataaagcaaa agaacacgtt tctgcctttt taggatctga
  2789701 agaagggcaa agtttcctag ataaagttaa agatttcttc tcaagtatca ttgattttgt
  2789761 taaatcgtta ttcaagtaaa aagaagctcg tcactgacga gcttctttct tatgcaagta
  2789821 atggcaattt cataatagct tcttcgaccg aacgaactat atgatttgcc ttctccttca
  2789881 catatgggtg agcatgatgc aaagtgaatg aatgcggggt tacttcaaac atggaaatat
  2789941 cattgaaaga atctccaatg catgcaacct catttgcttc aatttgcaaa tgttccatta
  2790001 gtctccttaa agcacttcct ttacttactc cccttggcat aatgtcaaca tagcgtttac
  2790061 cagacatgaa aacttccgct tcgctctgaa atgtatatcg taattcttga tctaacgctt
  2790121 caattgtctc ttcttcccca aaaacaaaca atttcgcagg gtgtacagtt ttaccaaatt
  2790181 cctcttccaa agcttctatc tcagcaatat gcacacccat atacgtttca aaagtatgat
  2790241 gatgttcatt ctttcttttt gtataccgtt gctcatttgc acaaacaata tctgctagtc
  2790301 cctttttatg gatatatcga tatatttcct gggcaactcc atcttcaaaa cttgattcat
  2790361 gaaatatttt cccatctggt agtaacatcg tcgctccatt taaactagtt gtgtagtacg
  2790421 ggaatgcaaa cctatttacg acttcatcaa ttcgatgagt aaagcggccc gaggcaaaac
  2790481 aaatatttgt ccctttttca gctaaccaac aaattgcacg ttcatcttct ttttgcatat
  2790541 cattcacatt gtaaacgagc gtgtcatcta aatcacttac aaataattta atcatgtcct
  2790601 cttccccttc catacacaat atctactcta agtgtacaca aaaaatgttt gatttttgtt
  2790661 aaaaaacaat aaatttttgc taaaaaaata aacgggtgta taatcccgtt tatttttgtc
  2790721 tttttacatt ttgaggtctt acaatacttg gtcgtacttt taaactagac atcgtcggac
  2790781 ggagtaaaat ttttgttaat gcgccccaat caaatggtaa aaatggccat aggtaaggtg
  2790841 tttgcaaact ttttatagac gttaaaaata aaatcaatat cgtcatacca attacaaatc
  2790901 ccatctcatg gaagaggcct gtcaaaataa taacaaacaa ttttccaacc ttatttccga
  2790961 gtcccaattc ataactcggt gttgcatatg ccccgatcat agaaactgct acatacaaaa
  2791021 taacttctgg tacaaacaaa cctacatcaa ttgctatttg accaattaat atggcagaaa
  2791081 ttaatcctgc tgcagacgat aacggcgttg gagtatgaat ggctgccatc cttaaaaatt
  2791141 caagtcctac ttctgccatt attacctgta atagaatggg taaatgtgtc atcttagtcg
  2791201 gtccaataaa agcaagattt tctggtaaaa gagttggatc aaatacaaac actaaccaaa
  2791261 acggtagtaa aaacaaggag aataagacac ctaaaaagcg tacccaacgt aaaaatgttc
  2791321 cgacagctgg attttgtcta aactcttctg catgctgtaa atgatgaaaa tatgttgttg
  2791381 gcgtaatcat agcacttggt gatgtatcaa ctagtactag aacatgtcct tctaataaat
  2791441 gatttgctgc tacatccggt ctttctgtat atcgaataag cgggaatgga ttatagcttt
  2791501 gctttacaac aaattcttcc actgttttat ccgccatcgt aatgccatcg acatcgatgt
  2791561 tatttaattc ttgttttata atctttacta aatctggatt tgcaacatct tgtacatatg
  2791621 taatacaaat atccgtttgc gatctatccc ctactcgaat aatttcattt cgaagacgtg
  2791681 gatctcgaat tcttctacga attaacgctg tatttacaac gatattttca acaaatccat
  2791741 ccctcgcacc gcgtactact ttttcggtat ctggctctgt cggtgttcgt cctggatagc
  2791801 tacgaacatc tatcgcgaac gcttctgttt cgccctccac aaatataaca ataagtcctg
  2791861 ataacgcttg aaccattact tcatccatcg ttttcacttt acttacttgc tgatgaatta
  2791921 aacgattctc taaaagcttt acagtatctt cttcaacatc ccttatttca ttcgtatcca
  2791981 cagcttcttc taaaatagga ataatataat ttgtatcaca aagtccattt acaaataaca
  2792041 ctgcaatttc tttattcaaa atttgaaatt tacgaatccc aacatcaaat gtaacgccta
  2792101 atccagccgt ttgttttaaa taattttcat tgtcacttat gaaagttgaa atagggatat
  2792161 ctattttttt aggcttcgtc ataaaatcca ctcctttcca aaattaactg aattgctttt
  2792221 ttcgtaattg gtgagcctct ctcccattca tcgtttccac acatcttacc aatatcacca
  2792281 acgccaacaa tgacgggaac attcaaatca tctaaacaat aaattgtatc tccgctaatt
  2792341 ctgccaattt caccatctgg aagtccaaat ttatcaacac cgtattccgt taaattcccg
  2792401 ttccgatcta cacttacatc tacacgtgcc cattcccaat ggtgtgtatt agacgctact
  2792461 gccaaaatcc caagtacatc aatttgttta tgcgtggcta catattttaa agctttttca
  2792521 ccagatcctt ctccaataaa tccactgtca tcaaacatga caaatacagg gtcatatggc
  2792581 gtttgcataa taagctcaac aactttcttc cctgtcaatt tggttggatt actttgtgat
  2792641 gctgaaatac accttccccc aaattccttc gttaaaagct caattgttcg ctttgcatat
  2792701 tcatctccat ctgtaaccaa aacaaccctt cgtctcattt gatttatcct ttcggtttac
  2792761 atataagtgc tacaaaaaat gaaaataata ttgctgcaga aatacctgca gacgttaaac
  2792821 taaacatacc cataccaatc cctatatatc cgtgtttttc tgccgcatgc atggccccgt
  2792881 gtaataggga atgtccaaaa cttgtaatag gaactgtcgc accagcacca gcaaacttta
  2792941 taagcttatc gtacaatccg aatccatcta aaactgctcc tataactaca aaggtagcca
  2793001 ttaaatgggc tggtgttaac tttgcgaaat ctaacaatac ttgtccaact acacaaatag
  2793061 cgcctcctac aagaaatgca taaatataat ccacaattca ctctcccttc actctctcaa
  2793121 atacgacacc atgtgcaatt gttggaattg tttctttctg ctgcatcatc atcgggctta
  2793181 ataaagcacc agtggcaacg acaaaaattc gttgtaaatt ccctttttgc atctcgctta
  2793241 ataaatgacc atatgtgaca acagctgaac aagcacaacc actaccacca gcaaatactt
  2793301 cttcttgacc ggaatcataa atcattaatc cgcaatcgtt atatatatgc ccaatatcat
  2793361 aaccttcttc cagtaacagt tgtttcgcga ttggtgtccc aatagctgat aaatcaccgg
  2793421 taacaatcaa atcgtaatca ttggcacttc tcttcaaatc ctcaaaatgt tgctgaattg
  2793481 tatgagccgc agcaggtgcc atcgccgatc ccatatctag cggattcgca attcctaaat
  2793541 cttgcacttt cccaatcgta gccgctgtaa ttttaatggc gcttttttct ttactaatta
  2793601 atatggatcc cgcacctgta acagtggaat tggctgttcc tggtttttgt cccccatact
  2793661 ctgttggata acgaaactgt ctttcagctg ttgcattatg actgcttact gtcgctaaaa
  2793721 cacggtttgc gaatccgccg tctataaagg ccgagccaac tgctaacgtc tccatcgaag
  2793781 tcgcacaagc actaaacatc cctaaaaaag gaattcccca cttacgcgca acgtaatttg
  2793841 ctgttactgt ttgatttaat aaatcacccg ctaaaaagaa atcaatttgt gatgtttcta
  2793901 catttgcttt ttgcatgact tgttgaatag aatctgacat taaccttcgt tcagcaagct
  2793961 cccaatttct ctctccgcaa tgtaaatcat catatgaaat atcaaattcc tttccaagag
  2794021 ggccttcagc ttcttttgga ccgacggcag taccggttgc attcacataa atatcatttt
  2794081 gaaataccca cgtttgtttt cctgtcaacc tcatactagc ccctccttta agacataaaa
  2794141 attttaaaag tatatcttat taaaccaata atgtatgcgc caacgacccc aaaaacgata
  2794201 acacttcccg ctagcttaaa catgtttgta gcaacgccaa gcacaattcc ttcactctta
  2794261 tgctctagcg cagcactcgc catagaattc gcaaatcccg taacaggtac ggccgaccct
  2794321 gctccagcaa attgaccgat tttatcatat acaccacaac ctgttaaaat cgccgataat
  2794381 agtacaagag ttgcaactgt tggattccct gcctcttgtt cactgaaatg aaaataatgt
  2794441 atataaaatt tcatcaatac ttctccgatt gtacaaatga gtccacctac aaaaaatgcc
  2794501 ttaacacaat ttataaaata atttggtttc ggatggtatt cctttacttt atttacgtaa
  2794561 tcatccttta gttttcgccc tgtcatttat atgttgcctc ctactttacg aaataaatcc
  2794621 agtgaaacaa cgagcctatt acttttccaa gtacaagagc aatgagtaaa acaacaatct
  2794681 tcccctctac ccctactcgt ttcgctaaaa taggtaaaac atttaacact tctgttaatg
  2794741 ccgcagcgag cattccaatg aatgtgccac aaaatattcc taatataaca agccaatatt
  2794801 gcgacgtttg aaatgtaatg tttttcaaac tacaccaagc tcctgttaac gtacctgcaa
  2794861 taactgccca ttcaaaatat tgaatgtgct ttccacttct cgttaattga gctagacggg
  2794921 ggattatacc aagtacagct aaaaatgcaa catatccgct acctacagca attcctcctg
  2794981 ctaaagcaat taaaataacg aatccagact caatcatcgg taagttgttt catattatcc
  2795041 ttgttttcat gaacaattac atattggtca agtgactgct ggtattggaa catttccact
  2795101 tctaacggac tcggttcttc attaattcgc ttttgaaata catgattaaa aaataagacc
  2795161 atacctaacc caagacctaa tgaataagga atttgaaata aaagtggttg cgccttaaat
  2795221 tctcccgtaa tcatgtagta taaccgttga tgcacttgtt gcatgcttac atcttcatgg
  2795281 aaatatatga tggcaagagc cgctccaatg aaaagtaaca accatacaag tccgaaaaaa
  2795341 atcggatgta ctttcttttt ttcatatata atttcaacaa gagtttgtcc agaaccaagt
  2795401 aaattaattt gtatatgagc ggctttttgc ctaataatct caattatttt cataacatca
  2795461 atgacaacat gcgttttatc acgcgctgta attttataaa ttacctcatc ctgtaacgac
  2795521 tcaactacta cagcatctcc ggcaagttga gcaacatcac caagctttac ttcatacgta
  2795581 ggagaaactt ttaatcgatt acgcatttta atataaattg tttgttccaa ttccattcac
  2795641 ctcttcactc ttcctcgtag ttgtagtatg gttattcaat ttttttctaa tacaattttt
  2795701 tcacaaaaaa acatctgtac catttcggta cagatgtttt tttgcttatg cctttttctt
  2795761 aaataaattt gcaatactta atgcgagccc tccccaaatg actactattc caataaccat
  2795821 catcataatc gctgatccac tcattatgaa acacctcgat ctttccattc tttttcaagc
  2795881 ttagcagaat ccgaatgtat ttgtgcattc cattttttca gactaataat tagcgcaacg
  2795941 ataaggaacg ctgctgcaat tgaccaacca tatgttacga caaactccgt tgggtaacct
  2796001 ccatagttct ttttaatatt ttggattgta ccatcaatta acatataccc taacataagc
  2796061 ggagtaataa cgagtaaact cactctccaa aacgtcccta acttaatatc agatacgaag
  2796121 tttgcgtgat tttgataaac tggtaaacgg cgtagaatga gccctatcgt aactacttcc
  2796181 actagtgcaa ttgtgattaa tccaaagtta ttagcgaaat aatcgacaac atctaggaac
  2796241 ataagcccgc ctcgtgttgc aaaaactaga gaaactagta cgagaagcgt ccccataatt
  2796301 ccaattgttt tttggcgact taagctgaac ttttcagata cagcagcaaa acatacttcc
  2796361 gcaagcgaaa tgagggacgt aattccagca accgttaatg ataagaaaaa taatacacca
  2796421 aataacggtg acatcggtaa ttcattaata atttgcggga atactacgaa cgcaagccct
  2796481 acacccgcac ttgctacttt atcaaccggt actcccatat tgtttgccat aaatccaaga
  2796541 gccgcaaaga ccccaatccc tgctaataat tcaaatcctg agtttgcaaa tccagtaata
  2796601 aaggcattat ttgttgtatc tgagtttttc ggtaaataac tagaatacgt aatcataatt
  2796661 ccaaatgcta aagataaact aaagaagatt tgaccgtaag cagcaagcca tactttccca
  2796721 tcaaaaatgc gactccaatc tggtttaaag aatgcatcta atccttgcat cgcaccttcc
  2796781 attgtcactg cacgaactac gataataagg aacataacaa ctagtaaagg gatgaaaata
  2796841 cggttaacaa cttcgattcc ttttttaact cctttaaatg caacaccaag cacaataatc
  2796901 caaacgagag ctagtggaat taatacttcc ggtacgagcc ctccaaactg tccaggctta
  2796961 tctgcaacat gcaaatactc tttaaataaa aatgattccg tgtctttccc ccatgcgcca
  2797021 gtaattgcaa aatacgtata cgaaatagac caagcaataa ttactgcata atatgttgaa
  2797081 acgataaatg ttacacacat ttgccaccaa ccgataaatt cagcacgcgg atgaatacgg
  2797141 aagaacgtaa gtggtgctga accacggtga cggtgcccaa gagcaaattc gaatgctaac
  2797201 aatgaaatac cagtcgttaa taatgcgaat aagtacggta aaaagaatgc gcctcctcca
  2797261 ttttcatacg ctgtataagg aaaacgccat atgtttccta atccaacggc agagccgacc
  2797321 gctgcgaaaa taaattcagc cctcgttccc cattgttgcc tcgtttccat acttccttcc
  2797381 ccctttgtga caagttcata attggattat attttaaatt tactaaatta tcaataaatt
  2797441 ctgttaattt ttacgaaagt ttataatccc ctcctattac attcataaaa aaagatcgaa
  2797501 tagataacta ttcatctatt cgatctttca tctgttttaa tattttcttt tcaagtcttg
  2797561 aaacttgcac ttgagaaata cctattcgtt ccgctacttc tgattgcgtt tgatctttat
  2797621 agtagcgtaa atatacaatt aaacgttctc gctcatctaa ttctctaatt gcttctttta
  2797681 aagcaatttt atcaaaccat ttcgtttcag attgatctgc aatttgatct aaaatagtaa
  2797741 ttggatctcc gtcgttttca tacaccgttt catgtatgga tgaaggagca cgactcgctt
  2797801 cttgcgccag aaccacttcc tctggcgtta gttctaacgc ttcagctact tcattaatcg
  2797861 ttggagccct tccaaattct ttcgaaagct cgtctctcat ctttcgaatt ttgtttcctg
  2797921 tttcctttaa agacctactt actttcactg atccatcatc acgtaaaaat cgctgtattt
  2797981 cgccaataat cattggaact gcatatgttg aaaatttcac gtcgaaagat aaatcaaatt
  2798041 tatctaccga ttttaagagc ccaatacatc caatttgaaa taaatcgtct ggttcgtatc
  2798101 cgcggttaag aaaacgctgt acaaccgacc atacgagacg catattactt tgaacgattg
  2798161 tatctctcgc ttgttgatct ccatcttgac ttttttgaat taacgctttt agctcgtggt
  2798221 cctttaactg aggtttcttc ttctcatttt tgacctctat gtccataggc tattctcctt
  2798281 aattgcatag agcgttacta tttgataagt attttgtcaa atggattgtt gtcccgaaag
  2798341 attcgtttga aataacttct acttcatcca taaaattttc catgatagta aatcccattc
  2798401 cggaacgctc taattcaggt ttagttgtaa aaaggggttg tctcgcttca tctaaattaa
  2798461 agatgccaat cccttcatct cgaatcgtga gtttcaccat tgcttcttcc aaaattacag
  2798521 aaatataaac aacaccttct gcatttcctt cgtacccatg aataattgca tttgtaactg
  2798581 cttctgacac aactgtttta atctccgtaa gttcttccat cgttgggtcc agttgtgcaa
  2798641 tgaaagcagc tactgtaacg cgagcaaacg attcattttg acttaatgcc gaaaattgaa
  2798701 ggttcatttc atttctcatt tatgccaccc ccaacgtcgc gagcgcatgc gcttcacttt
  2798761 cttctagacg aacaatttta aataagcccg acatttcaaa taaacgttta acaggaggtg
  2798821 aaattgcaca aacaaccatt tctccaccta atccctttac atgcttatat cggcctaata
  2798881 taacacctaa accagaacta tccataaacg ataagttctc taggctcaaa acaatatgat
  2798941 gaacaccatg tgtctcaatc atatctgtta ctttcgttcg caactcttca gcagtatgat
  2799001 gatctaattc acccgctagt ctcacacata ggacgtcacg ttttacttct aattgcatgg
  2799061 aaagactcac acgatttcct ccttatgctc aaactttact aatttacata cataaagatt
  2799121 ttcgtgatac aacataagaa tccttcctac tgacaaaaga agaactattt cgccataaag
  2799181 tgaaaccatt cagcaattat ttacttacat acgaatagaa aagcggcaaa atatttgccg
  2799241 ctattttgat gttgaaaaca tcccaaaact tcttttaaat aactcccacc agctcgctgc
  2799301 agcaacatct tcttttgcta caattgtttg ttttaataaa acatctttat cttttttaat
  2799361 aacaagcgta ccaagtgcat cacctttttt aatcggcgct ttcactttct tttcagcaat
  2799421 tacttcttgc tttaccttgt ccatattttc gcccttcttc ataagaagag atacattgtc
  2799481 tgacgcaact aaatctactt tttctttttt cccttttcct acttggacag ttttaatttt
  2799541 ttcgcctcgt gtatacaatt tttttgtcat atattgacca aatgcgtagt caagaagctt
  2799601 cgttacttga ttgttccgtt cttttgatgt aggtgctccc ataacaactg aaataacacg
  2799661 catcccattc ttctcagccg atgctgttaa acaatatttt gcttctgtcg taaagcccgt
  2799721 ttttacacca tctactccag gataaaaacg tactaactta ttcgtattaa cgagccaaaa
  2799781 cttcttatcc gtatcttcac gtaaatagtc ttcgtattta cctgtgtatt tgcgaataag
  2799841 tgggtacttc atcaattctt tcgccatgat agccatatca tttgctgtag aataatggtc
  2799901 tttagccgga agacctgttg gattttgaaa atgagtattt tttagcccta aatctttcgc
  2799961 ttttttgttc atcatattta caaaaccttc ttctgaacca gcgatatgct ccgctactgc
  2800021 aacagacgca tcatttccag atgcaattgc aatacccttt agcatttcat ttacagtcat
  2800081 ctcttctcca ggctctaaaa agatttgtga tccacccatt gaagctgcat gctcactcgc
  2800141 tctaacttta tcggtcagtt ttaattttcc tttttcaact tgttccataa ttaatagcat
  2800201 tgtcataatc ttcgtcatac tagcaggcgg taatttctca tttggatttt tatcaaacaa
  2800261 aactttacct gtatcttgtt caattacaat tgctgacgac gcttgttctg ctaacttcgg
  2800321 cgttgtttct tctgttttat cctgcttcgt tttctcagat tgtgcgaaac taactgaagt
  2800381 acccgaaagc aataacatga aacaaacaag tattccaaaa actcgcttca tgaccaaccc
  2800441 tccattctat atcaaaccta ttttttccaa tttattattt tttaatacca tatttttcta
  2800501 acattttcag ttgacaaaca catttatcac ctatatcgta ttaagtgtac tacacacatt
  2800561 agtacaatta atacatgtca ggaaggagac attgctcttg cacattcaac ttgatccaag
  2800621 aagcaacact ccgatatggg aacaaattgt tcaaaatata aaaaaactcg tattgaaaaa
  2800681 catgttagct ccaagtgata aacttccttc tgtacgtgaa ctcgcttctt tactcgttat
  2800741 taatccaaat acagtgagta aagcgtacca agagttagag cgacaaggga ttattgaaac
  2800801 attacgagga aaaggaacat ttgtatccca atcgattacc ccaacattag acgaaaggaa
  2800861 aatcgggatg gttgaaaagc aatttcatca attactatta gaagcctctt atcttggtgt
  2800921 tacgaaagat aaaattcatg attggataga ttcatactac aaagagattg gaggaaatgc
  2800981 ggatgttgaa agtgacaagc ttgaagaaaa cgattgatag tcaaacgatt ttagacgatg
  2801041 tttctttcac attacagaga ggaagtatca tcggattact cggaagaaac ggtgcgggga
  2801101 aaacaacttt attacgaacg atggtcggta ttttagaccc tgatgaagga tctgttacat
  2801161 atggggatac tgacattcat aagaatcctg aaacgaaaca aaaaatcgta tatgttccgg
  2801221 attctactaa catattgaac ggatatacag taaaagaaat tgtaaggttt tataaaaccg
  2801281 tttataccgc gtttgatgaa gtatatttct atgaactgtt agaacgtttt aacttaccaa
  2801341 acaaacgaat tcgtagttat tcaaaaggaa tgaaagcact gcttgccatc attttagcta
  2801401 tttctacaaa agcagaatat atcattctag acgaaccgac aaacggactt gaccctatcg
  2801461 tgaaaaggca aattttacag tttctcgtag gagaagtggc agaaaaagag attacgattt
  2801521 tcgtctcaac tcatcattta gatgaagtag aacaaattgc agatacaatc attatattaa
  2801581 aaggccatac tatatcttct attacatcac tagacgatgc aaaatcacga tttgctaaaa
  2801641 tccaagtagc ttatgaacgt tcactacctc aaaaactaga aaacttaagc aatattaaaa
  2801701 tattaaatca aacaggaaaa gtatatacaa tcttaattga gggaaatgtg gctacaacac
  2801761 tggagaagtt ttataaagaa caacctatac tcattgaaga attaacaatg tcacttgaag
  2801821 atatttttat cactacattt gaggaggatt cacatgtttc ataaagcttt atggatgagg
  2801881 caatggaagc aaggaaaata tataattcta ttattttggt taactagttt atatcaacta
  2801941 ccttataaat attatcaaga agcgcaaatg caactaaaac tatcaaaaat gaagtttggt
  2802001 gactatacat attactactc ctactatttt cagacatctg atggtaccgt cttctttcaa
  2802061 ggagctactc taattgcact cgcttgtctt ttaattggat gggaacgtaa taatcaatca
  2802121 aatgattttc tattctcgat gccttttaaa cgaaaggata tttttttaac aaaatggtgg
  2802181 cttggtgttt tcaatattat tacagtacaa attgtttgct ggattagtat gtacggaata
  2802241 aagaacatgt cgtttcacaa tgagtatcaa acctttgctc cgttctatag ttactttcta
  2802301 tatgctaccg ttgtacttat cgctatttat acattcgcct tatttatcgg gactattact
  2802361 ggacatatat tttctcaaag tattttaact atcattctat tatttttacc atacggtttt
  2802421 ggattgttaa tttccggatt catttattca cacacacaat ggtctgtaga tgcaatggga
  2802481 gaaatagagt accatactca tgaatactta caacatatag gtatcatttc accattagaa
  2802541 tatttttcta ttacttatga ttaccacccg atagaaacat ttgatgacta tggcaataaa
  2802601 cttcccagtg catcacagga caatcctacg gagcgtattt ctgtaccttc tccttggaca
  2802661 ctattaacac cattttctta catcattacc tttttatcaa tagcaacctt tctatacaca
  2802721 cgtacaccga acgaacaaag tggaaaaata ctattgtttc ctaacttgca aaaatggttc
  2802781 ataatttgca ctgttctatg cttcggacta cttggtggta gaatattagg cggacgagat
  2802841 gcacttctgt cttattatgt tggatttttc ctattcgcta ccataagtta cttcattttt
  2802901 acacgtctat taaaattgaa gtttgctttt gcaaggaaat aaatatgcca tgaattattt
  2802961 aactgttata tgaaccaaat aaaaaaagca ttgcacaaga gcaatgcttt ttttatatat
  2803021 cccgatccaa ataaagaggt tatttcacat tctctcttct tttcccatat tctttttctt
  2803081 gcttcgttcc aaacccgtca ccatttgcta cgatttgatc tgttggagca actatacttt
  2803141 cagcaattct ccattctccc ccttgttgaa taaacacttg cataaaataa ttcattccat
  2803201 ttaattgata cggattttct tttttcactt cataacgagc tgcaacatag tacacttgca
  2803261 cattctcagc ctcaaactta gaaatatatt gtgataatct cgggatgtac tgtgatgctt
  2803321 tctgaagtgg cagttgtttt acttttacaa gagaagactt tgttacattg cttatcgtat
  2803381 cttcatgccg aatgttatca ctgtgatgaa ataaaatagc attctgcatt gagcgaatcc
  2803441 atagttttga gtataaaaca ggttgcttat ttgaaatgtg ttgtaattct ttctgaacga
  2803501 cttgaagagg cgttgctgca tctacgaatt gatgaaagca gaaaaaactt ccaatcataa
  2803561 tgaaaagcgt acaaatacgt ttcataattt ttcactccga ttctttttaa ttaaagtatt
  2803621 ggagtttcaa aatgttttta ttcaaaagaa aaaggatagg aaagcttttg cttcctatcc
  2803681 tcatttatta taatacgcgg ccaaatagct ctaacaccat ttctatttct tggtcgctcc
  2803741 aacctttaaa tctctcttta taatattctt tacgcacagc ttcaagtttt tcagttactt
  2803801 ctcttccgtg ttctgtaatt tctaagtaca cgatacgacg gtctgaattt gaacgctttc
  2803861 tttctacaaa cccttttcgt acgagacgat cagtaacagc tgtaatatga ctggaggtta
  2803921 cgtttacttc actcgcaatt tgcgaagcca tctgtggact gtttaaaaat aacgcgcgta
  2803981 atacagaaaa ttcattatat ggcatatgtt ctgcaaaacg tgtattaata tcattttgta
  2804041 ataaacgtat catcttccga aatgatccgg ataactctaa aatcaatgtt tctctttttt
  2804101 cgttcactag cctcgtccct tttttatcat atttacacat attataatct ataaatacct
  2804161 atgttgtata tgctttcttc cctcaacatt ctcatttatg taactttttt catataaatt
  2804221 tcttttttgt tcacacatat acatataaaa aggatggcga tggaaaatgc agggtggaat
  2804281 gaatccttat ttacacaacg tacgcacagc taatactggt aaagaagcga ctattactgt
  2804341 acaaggtgaa ggtattgtca aagcaaaacc aaatgtcgtt atactaacaa ttggcattcg
  2804401 aactgatagt aaaaatgtga aacaagcaca agaagaaaat gcagtgcaat caaaacaatt
  2804461 gctggatgca cttaaacagc ttggtattgc tgataaagat atagaaacga tttcttatac
  2804521 gattactcct caatacgagt atgtaaatga taaagcgtta ctacaaggat accgtgtgga
  2804581 acatttgtat gaaattaccg ttttaaatgt acaaaaagca ggggaagtat atgatatagc
  2804641 cgtttcaaat ggagcaaacg tagcaaaagg attacgtttt cgaatatctc acccaaataa
  2804701 atattatgag caagctctca ttcaagctct gcaacaagcg gtagaaaaag ctcgtgctat
  2804761 tgcgagtaca tacaatttaa atattaatcc tgttccactc tcattcgttg aagaatctgc
  2804821 ccaattgcca cgggaagtga cgtcctatgc tactttacat gcacaagcag ctcctcccat
  2804881 tcaatcggga gaattagaga tcatttctac aatacgggcg atttttacgt atttataaat
  2804941 aattccattt ataagtaaac gttatcattt tccttgttgt aaaaacatga tgttctgata
  2805001 taataaagga cggtgagctc ttacaaaaga gatatcacgg gtgggagagg gatatgaaaa
  2805061 agaaggttta acatgaaagg aatacttgaa agaacattta aattaggttt acacgaaaca
  2805121 tcaccaaaac aagaagtttt agctggagtt acgtcatttt tcacaatcgt atacattatg
  2805181 attgtaaatg catccatttt atccgatgct ggcattcctc ttgaagctgg aattttagca
  2805241 actgttttca gttcatttgt tggatgtctg ctcatggcat tttgggcaaa tgcacctgct
  2805301 attcttgtcc ctggtatggg tgtaaatgca ttcttcacgt acactgctgt gcatacgctc
  2805361 ggattaactt ggcaggaagc attagcagct gtcttcatct ctggtattat ttttgcaatt
  2805421 gctgcgttta caccaatcgc tcgcgtgctt tccgtatcga ttccaaagtc attaaaggaa
  2805481 gctattactg tcggtatcgg attgttttta gcgtttatcg gattgcaaaa aggtggttta
  2805541 gtcgtttcga atccaaatac tgctgttgca atggggaaat taagtaaccc tgtcgttctt
  2805601 gcgaccgtgc ttactcttat cgttgcactc gtattattta ttcgtaacgt acgtggaaat
  2805661 tttttatgga cgattgcaat aggaactggt atcgcatggc tatttggtct tgttgataca
  2805721 agtcaagttg gaaatagttc attctcattc gctaattacg gcgatgtgtt tggagctatg
  2805781 tcatttggca aactctcttc cttaccgttt tggattgcaa cattctcttt aagcatggtg
  2805841 cttatttttg agaacatggg acttctgcac ggtttattag aagatgaccg taaattccca
  2805901 cgtgcttacc aagccaatgc aatttcagca atgacatgtg gtctatttgg cacaagccct
  2805961 accgtatcaa cagtagagag tgccgcaggt attactgcag gcggaaagac aggtctgacg
  2806021 tctatcgtta cagggctgtt attctttgca tcactgtttg cacttccgtt tgtcaaatta
  2806081 attcctgata gtgccattgc accaatctta attattattg gcggcctgat gattacaagc
  2806141 attcaacaaa ttcctctgaa cgatttttca gaaggatttc cagcgttttt aattatcatc
  2806201 atgattccgc tcacatatag tatcgctgat ggcattgcgt tcggatttat tgcttatcct
  2806261 attttaaaag ttgctcttgg aaagcgtaaa gaagtcgcac cgtctatgta tatcattaca
  2806321 tgcttattct tagccatgtt cgtattacat gctattggtt aagtaaaaac accgaggaaa
  2806381 attcctcggt gtttttttac ttaaaccatc cttttttata aaaccaaacc atcatgccac
  2806441 cgccaattaa agccatgata agtaaacaaa taaaataact atattgtcca ccaagctctg
  2806501 gcatatgctc aaagttcatt ccgtatactc ccgcaataaa tgttaatggc atgaaaatag
  2806561 tcgagaatac cgttaatgtt ttcataatgt tattcatatg atgcgagttt aatgaaaaat
  2806621 agctatctcg aatatctgct gttaactccc ggcttgcttc aatcatttct gtcagtttaa
  2806681 gcaaatgatc atgtatatct ttaaagtaaa tttcatgatc acttataccg taaaaacggg
  2806741 ttgaatttaa aatacgatac aataaatcac gcatcggaat gattgtacgc cttagctttg
  2806801 ataaatctgc acgtatatca aatacttctt ctagtacact tcctgccgtc tcacccgtta
  2806861 aattatcatc aattgcattt aaatgatcct caatgtaata tacaggtgca aaatagtcat
  2806921 ctacaatttg atcgataatt gtatgcgcta cgtgtaaagg actgttttta atacgcttct
  2806981 tttctccaag tgttttccat actctttcaa ttgcattgtt atgagaaaaa tggaaagaaa
  2807041 caatataacg atcacttata aataaatcaa tctcgtgcgg ttctaatcca tcctcaccaa
  2807101 atgcatgaag aactaaaaag ttatatccat cataaaaatc aacttttggc ctctgtacat
  2807161 attctataca gtcttcaatt gcaaggggat ggaacttaaa atggtcttgc aaaatgtatg
  2807221 tatactcttc tttcgttggc ttatataaat ctagccaata ccatacaata tggtctttct
  2807281 ttgtttcttc taacgaaaca tcatataata cttcatctgc ttttgttatt gcacaaattc
  2807341 taatcataat ttcacccatt attattataa acaaaaaata gcaaaaaaag ccaaggagaa
  2807401 atactccctg gcccttcttt attattcagt aacgatgcca tgcactaatg tcggtgcatc
  2807461 tacatgctct ttagagatct tcatgttctc ataaattttt gcttttacat cttctacatt
  2807521 ttcacggttt gcgtaaatgg taacaaggga ttcacctttt ttcacgctgt cccctacttt
  2807581 tttgcgaagc attaagccaa ctgctaaatc aatttcagat tccttcgtcg cacgtcctgc
  2807641 tcctaaaagc attgctgctg ttccaatttc atctgcaacg atttctgata cataaccgtc
  2807701 ttccttcgct tccacttcaa ttttaaattg tgcttgtggt aatttagaag gatcatcaac
  2807761 aacagatgca tcgccgcctt gcgctgataa gaatgtttta aatgattcta gcgctttacc
  2807821 gttgttcatt acttcaatta atttctcacg cgcatcttct aaagatgaag cttgtccagc
  2807881 aaggtatacc atttgacttc caagtgttaa acataactct tctaaatctt tcggtccttt
  2807941 accttgtaat gtatcaattg cttcttgtac ttcaagtgcg ttaccaatag cctcaccaag
  2808001 tggttgactc atatcagaaa taacagccat cgtattacga ccaacgttat taccaatgcg
  2808061 taccattgct tctgctaaac gttttgcatc ttcatccgtt ttcataaatg cacctgctcc
  2808121 agtttttaca tcaagaacaa ttgcatctgc accagcagca atttttttac tcataatcga
  2808181 gcttgcaata agcggaattg agtttactgt tgccgttaca tcacggagtg catataactt
  2808241 tttatccgca ggtgttaagt ttccactctg accaataact gcgattttat tttcatttac
  2808301 aagacgcatg aattcatcat tttcgatttc aacatggaac cctggaactg cttctaattt
  2808361 atcaattgta ccgccagtat gtcctagacc acgtccagac atttttgcaa ccggtacacc
  2808421 taaagcggct actaatggac ctaatacaag tgtcgttata tcaccaacgc cacctgttga
  2808481 gtgcttatct acttttacac cttcaatagc tgataagtcg attgtatcac cactatttac
  2808541 cattgccatc gttaaatctg cacgttcttg atcgttcata tcttggaaga aaattgccat
  2808601 tgcaagtgaa cttacttgat aatcaggaat atcaccattt gtatatcctt caacaataaa
  2808661 gttaatttct tctgtcgtta atgcatgtcc gtcacgtttt tttgcaatta ggtccaccat
  2808721 tctcattgtg aggtcacccc ttcatttgtt ttacgattgc ttttactaat gctaagaaat
  2808781 tagctttaac acgttctgtc gtttcgatta cttcatcgtg gtgaagtggc tgatctaaaa
  2808841 taccagctgc catatttgaa atacaagaaa taccaagtac tttcatacca gcgtgacgcg
  2808901 ctacaattac ttcaggtact gttgacatac caactgcatc tccgccaagt gtacgaagca
  2808961 tacgaatttc tgcaggtgtt tcatatacag gacctgtcat tccaacgtat accccttctt
  2809021 gtactttaat atttaagtct gctgcaactt gtttcgccat ttcgcgtagt tctactgtat
  2809081 atgatgtaga catatcaggg aaacgtacac ccatttcaga atcatttggt ccgattaatg
  2809141 gatttgtacc catgaagtta atgtgatctg aaattaacat aagatcgcct ggttcgaatg
  2809201 atgtatttac accaccagct gcatttgtta caacaactgt ttctacacct agttctttca
  2809261 taacacgaac tgggaatgtt actttttgca tatcgtatcc ttcatagaag tggaaacgtc
  2809321 cttgcattgc tactactgtt acaccttgaa gtgtaccgaa tactagttgg cctgcatgac
  2809381 cttctacagt tgatactggg aattcaggga tttcactgta aggtactgtt actgcgttct
  2809441 cgatttcatc tgctaataca cctagtccag atccaaggat tagtcctact tgtggtgtct
  2809501 cttgaaattt ctcttttaag tatgaagctg attttgtaat aagttcacga ttcatttgtt
  2809561 tatcccccta tttctttagc tcgtttaaga agcttgttcc gtattctggc attttcacac
  2809621 cgaagttttc tgctacagtt gcaccaatat cagcaaatgt ttgacgaagt ggtaactctt
  2809681 gtccgccttc tttcatgctt gggctatatg ctaataacgg tacatattca cgtgtatggt
  2809741 cagtaccgtg gtgaactggg tcattaccgt ggtctgctgt aattaataat agatcatctt
  2809801 cttttagttt ttcgaatact tctggaagac gtgcatcata ttcttgcaga gcttctccat
  2809861 atccttgtgg gtcacgacgg tgaccaaata gtgcatcaaa gtcaactaag tttaagaagc
  2809921 taagacctgt aaagtccata tttaatgtat ctacaacctt atccattcca tccatgttag
  2809981 acttcgtacg aagtgattca gttacgcctt caccatcata gatgtcagag attttaccga
  2810041 tagcaatcac atcataatca ctatctttta attcattcat tactgtacgg ccgaatggtt
  2810101 ttaatgcata gtcatgacgg ttcggtgtac gtgtaaagtt tccaggctca ccaacgaatg
  2810161 gacgagcaat aacgcgacct accatgtact tctcatctaa cgttaattca cgtgcaattt
  2810221 tacaaatttt atacaactca tcaagcggta ctacttcttc gtgtgctgcg atttgcagaa
  2810281 cgctatcagc agaagtgtaa acaattaaag agcctgtttc catttgttct tgaccaagtt
  2810341 catcaagaat ttcagttcca gaagctggtt tattaccgat gattttacga cctgtttttt
  2810401 cttctaattc atcaagtaat tctttcggga atccttcagg gaacacttgg aatggtgtat
  2810461 caatgtaaag acccataatt tcccagtgtc ctgtcattgt atctttacca gtagatttct
  2810521 cttgcatttt tgtataatat ccaagtggtt tttctacttt agagatgcct ttcatttcac
  2810581 gaatgttacc aagacctaat ttcaccatgt taggcatgtg taatccattc atatgttcag
  2810641 caatgtgacc aattgtatca gatcctaaat caccaaattg ttcagcatct ggtgcttcac
  2810701 cgattccaac agagtccatt acgactagga atatacgttt atatttattc ataactgcga
  2810761 cctcctataa gttcagttct acttcttgta gtatgttcaa aacgctataa agtgaaactg
  2810821 ttctccataa gaattatctt tcgttctcat tatcaaacag tacttcttta aatcattctc
  2810881 taacctattt cgtttacctt gaaacgacgc aaaaacattt ctagtttttt ctaagtcaga
  2810941 tgtcagacat ctgatactga tatcataaca tgtttacgct ttctttttaa tacattttcg
  2811001 tagaatttct cattttcttc acacttctat tgtaatccat tatgcacaga agtgctaatc
  2811061 attttatgat ttatttcttc atactaaagt gaaattttac cccactgatc atttttcaag
  2811121 ataaaataaa aaagcagctc taaagagcta ccttttttat tttacctcta ctgtttcttc
  2811181 tttatgttca tgcaattcgc cttttttaac atgaactttc actttgtaag aaccgttttc
  2811241 tttgaaagta tgttttgttt catactcccc tttattccct tcttttgctg gaatgaattc
  2811301 gtgtttttcc acaccatctt tccaaatttc aagttgtact tcagcaccag ttaacgcttc
  2811361 ttctttttgt tttaaatgaa ctttcattgt tgattcagca tttgctttta tgtcaccagc
  2811421 cataaggtga atcattgtat cgcttttatg atcaccatgc cctgcaccat gatcactatt
  2811481 ttcttttttc gcatcttcta ctttcgcatt tcctacagcc acttttactt ctggcataac
  2811541 atgcatttca cgcgcatttg tgtgagcaat aatatggtat actccatccg tttcaaacgt
  2811601 tttctctaca gcataaacac cttttccttt atgcttacct tctagcatct cgtgcttttc
  2811661 gtcaccagct ttccaaactt caaactttac atcatcagca tctgttactt tttcttttcc
  2811721 ttgtgtaaca agtgcttgta cttctgtttt ttcacctggt ttaatttctt tcggatttgt
  2811781 ttgaactgct acttttacag cttccagttt ctgttctttt ttcggttctt ctttgtttgt
  2811841 attacagcca gccaatgcta gcatcgcgat aaataaagtc ataataagtt ttttcatcat
  2811901 catttcctcc ttcatacttt atttagtata gaggaaaaac attgtaatat tctagtcttc
  2811961 tgctgaaaac aatgtacgaa atgtttgtga agtttctgtg aagtattata gccttttgaa
  2812021 tctatgaaaa aagagcatag taactatgct ctcggatgaa actgtttata tacatctttt
  2812081 aatctagttt ttgaaacatg cgtataaatt tgtgtcgttg aaatatctgc atgcccaagc
  2812141 atttcttgca cagcacgcaa gtctgctcca ttttctaata aatgcgttgc aaaagaatgg
  2812201 cgcaacgtat gaggtgtaag ctctttttca atatttgctt ctttcgctaa tcgttttaaa
  2812261 atcttccaaa atccttgtct tgataatcga tttccatgat ggtttaaaaa gagtgcatct
  2812321 actacttttt ttcccatcaa ttctcttctt cccttttcaa tatacttttg aatcgcttcc
  2812381 gtcgctaagc ttcctagtgg aataattctt tctttattcc ctttccctac gcaacgaaca
  2812441 aatcccatcg ttaaatgtac atcttctaaa tttaaggcaa ttaattctga aacacgaagt
  2812501 cctgttgcat acagtaactc tagcatcgct ttatcacgaa ccccaaaagc actcgtcatt
  2812561 tttggtgtct gaagtaacgc ctctacttca tcaactgaca atactttcgg taatttccgt
  2812621 tctccttgcg gcgtttcaat atgtacggat ggatcgtgct ctactgctcg ttcacgaagt
  2812681 aaaaattgat gaaacgaacg aatcgatgca atatgacgtg ctaatgtttt cgaagatttt
  2812741 ccgttttctt ttaagtgctg cagaaaatta acaatgtgca agcgtgtcac ttcgtgaaag
  2812801 cttttcgctt gttctacctt ttgcaaatac tttacataac ttttcaaatc acgttcataa
  2812861 gatactactg tatttttcgc tagccctttt tccacaacca tataatgaat aaaatctttt
  2812921 aattgatctt ccaatctaca ctactcccca ttttcataga aaaacatcat tctatttacg
  2812981 aaagcatcct ttgccggctc ttcattccct gatacttttt ctacagtctc ttcttttggc
  2813041 ttttcataac gatgatagct ttcatattct tcatttatcc atagtatagc gaaataaaac
  2813101 aaaatcgtac aacttgtaaa taataaaaat acttttatcc catcaaaagt taattttaaa
  2813161 actcggcaca ttgtaaattc ctccaaaata taagttatta caacatatgc caagctttca
  2813221 ccaatttata ccttattcaa ataaaaaacc tcttcctagt taaataggaa aaggttattt
  2813281 ttcatccgtt tcattttctt gacaattttt acaaatccca tggaatgtta aacgatgatc
  2813341 cttcacctta aagctccagt catgttctac tttcctttcc acttcaccaa gtaaatcttc
  2813401 ttgtatttct tgtacagcac cacattgtgt acaaatcaaa tgatggtgga aacgctgcgc
  2813461 accttcttgg cgtaagtcat agcgtgaaac accgtctccg aagttaatct tatcgacaac
  2813521 ttttaactca gataatagtt ctaaagttcg atagacggtt gctaatccga tctctggcga
  2813581 cttttctttt acaaggaggt aaacatcttc tgcgcttaaa tgatcttctt cattttctag
  2813641 cagcacacga actgttgctt cacgttgcgg tgttaatttg tagctcgctg catgtaattg
  2813701 cttcttaatt cgttcaattc tttcttccat tcggtactac tccctcctcg ccactcttac
  2813761 accattatat cagaagaagg gcttctgtca aaagaaaaac aataaaaaca aattgataat
  2813821 tattctcata aagtatttat tgtttattaa tagcctcaac gacttctttc attaaaactg
  2813881 gtgatgcata agcttctaca ctagaagcaa gagctaacac cgctccaatt acaagaaaga
  2813941 agcatgtata acggatcaat aatggtaata gtggctcagt tattttccgg ataaattgat
  2814001 gcctaatcat gcgtaaagaa aagcttgcgg caattgttgt cataacgaga aatactggga
  2814061 taataatgag gttttgtggc aatacagaaa cgaatgctaa taataatcca ttccatccat
  2814121 gctggcttac taaaaaacct actgtaaatc cgacaactac tccttttgca aataataaaa
  2814181 taaaaataag tggcaatcca ataattgaaa ttcctaaaat ccatataaat ccaatgtatt
  2814241 ttaattgtga aaagtaactt tctcgaaaca tttcgcctgc aatagcaaat tctcctttag
  2814301 aaacttgtcc aaaaaaacgt tgtaaataaa atgatagatc ttgtttttga tttaattgta
  2814361 aactatttac aagaatcgct ccaaatatta ctcccatcaa taacaaaaca gcgttaaata
  2814421 tatataatga agagttttcc tgtatgtgag acattacacg gtcttgccaa gtttttctcc
  2814481 acatttttct tccctccgtt cacactctta ctaaaaatgt atgaaagaaa gaaaaaaagt
  2814541 atgacgaatt aacattgaaa ttccgctcta ctttgctaaa ctaaaaagta gagaatagga
  2814601 gggatttctc ttgaaaccat tattattaga ttttccaaca ttatttcaaa ctgaacgctt
  2814661 acaagtacgt aagccatttc caggtgatgg tgcagaagtg tatgaagcaa tccaagcttc
  2814721 tctagaagac ttagtaccgt ggatgccaat taacgctgaa acagaagaaa gtgctgaaga
  2814781 aatcgttcgt aatgctcacg gacagttttt acttcgtgaa acacttgatt ttcacttata
  2814841 cgataaagta tctggtacat tcatcggagc tataacgctc aagcctgaga actgggatat
  2814901 tccaaagttt tcacttcact tctggctaca tagcgcttat acaaaacaag gctatatgac
  2814961 cgaagctgtt aaaggtgcca ttcaatttgc cttcgataag ctaagtgcta gaagaattga
  2815021 aattcgtatt gatgcaacaa atacaaatgc atgtaaacta gcagaacgtt tagaatttat
  2815081 tctagaaggt acaatggaaa atgatttcat agcaccagat ggtagcttac gtgatgcacg
  2815141 cgtatatgca aaaatcaatt aaaaaacact cgcctttggc gagtgtttat ttttgtagtt
  2815201 gtaaatattg tactgcaaac atcgtcttcg catcatgaat acgaagatct ttcataagag
  2815261 tagttgcttc ttctaatgat acttccatca attccacaaa ctcatcttca tctaacgcag
  2815321 ctttattttc ttttttcgtc aaacctgtcg ctttatatac atataaaatt tcatctgcaa
  2815381 atcctggaga tgtatagaaa gaagtaataa gctccatatt ttcacataca taacctgttt
  2815441 cctcttctaa ttcacgaact gctgtcacct caggtttttc accgggttct aacttgccag
  2815501 ccggaatttc tataatcgcc ttttcaagcg ctttacgata ctgctcaaca agcacaattt
  2815561 tcccctcatc cgtaatagca ataatagcaa ctgcaccagg gtgatttaca atttcacgtt
  2815621 tactcattgc tccatttggt aatactacat catcaacacg aacttttata actctaccat
  2815681 caaaaatcgg ctcagttttt actgttctct ctgcaagatt actcatacta cttcatctcc
  2815741 ctgttctatt tcctattctt tcctcataca ttttaccaca ttgaaaggag cgtgatagaa
  2815801 atgaaagttt atattttacc aaatcgcgtc actttagtcg gaaaagcatg gcaaattcgc
  2815861 cataagctaa aacaatatgg caaagagtat acaactgtac aagagtggat tacagctagt
  2815921 aaaaagtaaa agtttgtcaa cctcttttcc ctttcgtaca ataagagtaa ggaggttgac
  2815981 ttatgaaaaa acgtcaatta ggaaactcag atttatttgt gacagaaatg ggacttggct
  2816041 gtatgtctct cggtacatct gaagcagaag ctatgcgtat tatcgacgaa gcaatcgatt
  2816101 taggaatcaa tttttttgat acagcagatt tatatgatta tggattaaac gaagaatttg
  2816161 ttggaaaagc attaaaaggg aaacgagatc aaattgttct tacaacgaag gttggaaatc
  2816221 gatggacaga agaaaaaaac ggctggtctt gggatccttc taaaaattac ataaaagctg
  2816281 aagtgaaaga aagtttacgt agacttcaaa ccgattatat tgatttatat caacttcatg
  2816341 gcgggacgat tgaagatcct atagatgaaa caattgaagc ctttgaagaa ttaaaaaaag
  2816401 aaggtatcat tcgccattac ggtatttctt ctatacgtcc aaatgtcatc cgtgagtatg
  2816461 caaaacgttc aaatatcgtc agtgtactaa tggaatatag ccttttaaat cgtcgccctg
  2816521 aagaatggtt cccgcttctt aatgaacatc aaattagcgt cattgcccgc ggaccgcttg
  2816581 caaaaggaat tctaactgac aacaatgcaa gaaagataga aagagtaaaa gaaaaggatt
  2816641 acctttctta ttcttacgat gaattatatg ggacactcgc gaatgtaaaa gaattaatcg
  2816701 tggaaagttc tttaacagga acagctattc aatattgctt acataacgac actgtagcag
  2816761 ctgtaatacc tggtgcaagc tctattcaac aattacgaga aaatgtacaa gcctgtaagc
  2816821 aaacacagtt aacaacagaa gaatatatac agcttcagca aatcgctaaa tgtgatacgt
  2816881 acgctttaca tcgttaaaaa gacgctacca tactggtagc gtctttttat aacgtatcat
  2816941 atttatcagg attcgttcct acatgtaaat tacgatttaa cgtattaatt tcagtcatct
  2817001 cttcttctgt tagtgaaaag tcaaagatag aaaaattctc ctgaatgcga gatggtgtaa
  2817061 cagacttagg aatcgtcaca atcccgcttt gaatatccca ccttaatata acttgcgcag
  2817121 gtgttttttc atatttagta gcaatggcct gaataatcgg gtgctgaaat acttctccac
  2817181 ctctcattaa tggactccat gcttccattt gaatttgctc accttgacaa aaattacgca
  2817241 attcaaattg tgttaacatg ggatgaagtt ccacttggtt taccatcggc tttattttgc
  2817301 aatttggtaa tagcagttct aaatgatgtt tatggaaatt cgaaacacca atcgcgcgca
  2817361 ctttaccttc ttcatacagt ttttctaatg ctcggtacgt atcaacatac ttccctctta
  2817421 ttggccaatg tattaaatat aaatctacat agtccatttg taattttttt aagcttttct
  2817481 caaacgcctc aagtgtttcc tcgtatcctt gatcgtcgtt ccaaactttt gttgtaataa
  2817541 agatgtcttc tctcggaatt cctgattcac gaaccgcttc tccgacaccg ctttcatttt
  2817601 catatacagt tgctgtatca atcgaacggt atccaacttc tagcgctgtt tttactgctt
  2817661 gttttacttc gtcgccttct ttcgctttat aaacgcctaa accaatcatc ggcattttta
  2817721 cgccattatg aagtgtagtt gttggaatgt gcacagtcgt ctccctttca tcattacatt
  2817781 ttttataagc caccacttta tttgaacaag attcaaccaa aaagtcaaaa catatgtaca
  2817841 gtttacataa taaatttata catattcaaa aataatgcga actcattcat tcgcgctatt
  2817901 ttctatccat ttcttcgctt tttcatcaat attacgtaca aactcagttt ttccttccga
  2817961 atataacgca ccatcatatg tatacttttc agctaattct ttctttaaag ttgcatatgc
  2818021 ctcagcttct tcacaatgag ccatcatata atcacgaaat gctaaatgcc ttactatctc
  2818081 aggatctcct ttttcaaaca cgtgtaagtg atacgaacgt ttttcctccg ttccatgaat
  2818141 aaaatagcgg cgtcttggaa taccattttc tccttttgcg atgtaaccaa gctctataaa
  2818201 tcgttcattc cacctatcta ctctatcaat attctctact tccataatca tatctataat
  2818261 tggtttagct gccagtcctg gcactgacgt acttccaata tgatgaattt tcaccgtttc
  2818321 tggcatcgca aattttaatc tttcagcctc tatttgaaat ttttcacccc aatgattttc
  2818381 atgcggaaca actacaattt ttctcattct aactcccctt ttcttacaag ctcgtcaaaa
  2818441 aaatgatcag cgttatttca ctgatcattt tcgttattat ttaaagtctt tccaagtaag
  2818501 gttactttca cttaacagtt cttcaaatga tttattcttt tcacgttctt tttgttcttg
  2818561 acgctttctt tccaattctg ctgcctcttt tttctcttct ctcacttgca actctttctt
  2818621 cttatccttt aattgttgca taagtgaatc gtttaattga tcacctaatg taagagactc
  2818681 tttctttggt tgattcactt gcgattgtct ttgcatttgt ctttgtttct ttttcttcat
  2818741 gctgctcacc ttttactttt ttctccatta tagtagatac accatgaaat cgacaacaaa
  2818801 aaaggaacgt tactctatta ttcacctttt gtaaatatgt taatttttcg aaaaaactaa
  2818861 atttttatat agatataatc ctatgaatct attaaaatta tgtcgtatga tgtcagatta
  2818921 taaaaaaagg agaattatat tatgtggaaa aaaatcattc ctgctgttgc cgttttaagt
  2818981 accattactt tttcaagcgt atttgccgct cccccatctc agactccagc tgaacaaaac
  2819041 cgctacatag acgtacaaat acttggtatt aatgatttcc atggacaact agatactgtt
  2819101 aaaaaaatta ataacaaaga agctggtggc gctgattact tagctactta tttaaaagaa
  2819161 cgtaaaaaac aaaaccctaa tacacttctt gtacatgctg gtgatattgt aggtgctagt
  2819221 ccaccagttt cagcattatt acaagatgag cctacaattg aattcttaaa tgatttaaaa
  2819281 tttgatgttg gtacaatcgg aaaccacgaa tttgatgaag gtattgagga aatgcgccgc
  2819341 ctcatttatg gcggttacca tgagaaaact ggcaatttta aaggcgcaga cttcccttat
  2819401 gtcgctgcaa acttctataa taaatccact ggccgcttat ttttaccgcc atttactatc
  2819461 aaaatggtaa atggtgtgcc tgtaggattc attggcgttg ttacaactga tacaccaaat
  2819521 gtcgtgatgc ctactatgct taaaaatgta gaaatcactg acgaagtaga agctatcaat
  2819581 aaatcagcac aacaattaaa acgtcttggc gttaaatcca tggtcgtcct tgctcatgtt
  2819641 ggcggaacaa cagatgaatc tggtgtgaca aatggagacc ttactcgaat tgcaaatgaa
  2819701 acagatccgg aagttgatgt tatttttggt gggcatagtc atacgtatgt aaatggtact
  2819761 gtaaataata aactaatcgt ccaagcgaac tcttacggaa cagctttctc agacgtagat
  2819821 gtaacaattg atcgtaaaac aaaagatatt gtaaagaaaa aagctgaagt tgttacaaca
  2819881 taccatgaag gtgtagaacc tgataaacaa gtaaagaaaa aattagatca gtataaagaa
  2819941 aaaatcgcac cacttgtaaa tgaagttgtc ggaaaatcta cagcgcctat cgaccgtaaa
  2820001 caaaatgatg ctggtgagtc cactcttgga aatttagttg ccgatgccca gcgccaaacg
  2820061 atgcaaactc aaatcgcact tatgaatcca ggtggcattc gtaatgactt agatgctggt
  2820121 gatattacat ggggcgaatt atacggcatt cagccttttg gaaaccaatt aattaaagta
  2820181 gatttaacag gccaagatat tcgtgacatt ttaaatcaac aatggcaaaa aggaacgacg
  2820241 agaatgcttc aaatttcagg tattcaatat acgtgggatg caaataaacc aaacggtgaa
  2820301 aaagttacaa atatacgttt aacaagcgga gaagaattat ctccatctaa aacgtatagc
  2820361 gtagttgcga atgctttctt agcttctggc ggtgatggat ttgtatcatt taaaaatggt
  2820421 aaaaatacag aaactggtcc aaacgacttt gaagcgctag tcgattacgt aaaacaatta
  2820481 aaagaaccta ttcagccaat catcgatggt agaattcaaa aaataaatta agtacactca
  2820541 taataaacag tcttaatttt ttatcgtaaa aaatacacat ggacctttta ttttatccgt
  2820601 catatatgtg aaacctaaaa aggatactta caatgaacat agtatccttt tctttagtta
  2820661 tcaaaatgtg atgtgttgtt aaaatcatat tgttgtaaaa attgttgtaa cgcctcttct
  2820721 acaagtttag atttttgaat tccttttgat tctgatataa cgtctagttt tgctaatatt
  2820781 tctttattaa tagaaaaggt acgtttcttt ttttctgtac ttatattcat aatgggtaca
  2820841 attacttctt ctctctttct taatagctca taaatacttt gtaattgctc ataaattaat
  2820901 agttgataat ccgttttcgc atattgaagg gctgtcgctt cttggagttg taagtgacgc
  2820961 ggttcttctc catctcctac aaaaatacgc tttttctgtt ctccatcata ttcatatcca
  2821021 atcaatctta atttcttcga taatgtatac gggcttattt caagacgttt tgctataata
  2821081 gcgatggatt cacgtctatt taaacaatcg ataatttctc caatcgtcac attttccctc
  2821141 ctcccgtgtt gaaatgacac tagtatggta tgttacaatg attttctaac agtatatgca
  2821201 acacgtagag cctgtgcgat tcatacgatt ttagaaaagg aggttttcaa tatgcttttt
  2821261 cgtagctata ccccgcagtt ctataatgaa aataaacaac ccattccaaa tagtatcgct
  2821321 acgatggaaa gcgttatgat taacaaccga aaacaaactc tccttattcg cgggcaaaac
  2821381 gtagagcagc ctattttatt atgctgtcac ggtggacccg gtatggcaca aatcggattt
  2821441 attcgtcatt ttcaaaaaga attggagaaa cactttatcg taattaattg ggatcagcgc
  2821501 ggggcaggta aatccttttc aacgaaagat tttggagcaa attttacaat cgaacaattc
  2821561 atttccgatg caaaagaagt gattcaatat gtactgaaaa agttcagtaa acagaaacta
  2821621 tttctcgctg gtcattcttg gggcagcatt atcggactta acatagcaca ccaatatcca
  2821681 caatatatcg aggcttatat cggtattggg caaattgtac atatgaaaca aaacgaagaa
  2821741 ttactatatc agcatttaat tcgttctgcg aaaaaacatg atcataaaaa agcattagcc
  2821801 tcccttttaa aattaggtaa accgccattt ttagatacga gacgtcttat tattcaaaga
  2821861 aagtggcttg gcacattcgg aggtgcaatc caaaacggat cttccttttc gttcatacga
  2821921 aaaggtttct tttctcctga atatacgcta ttagattggt tcaagtttct agcaggaaat
  2821981 ttaaaatctg gcgttttatg ggaagaaatg ttgacaatcg atttcttttc ttctattacg
  2822041 agtttatcta ttcctgttta tttttgttct ggtcgctatg attatcaaac tccttatgca
  2822101 cttgttcagg aatattgtga tgtgatagaa gcacccataa aaaagatgat ttggttccca
  2822161 aattcagcac attctcctga tttagaagaa ccagagttat tcgctcattc tttacaatca
  2822221 attaaacaag agctagcttt tcagcattaa taacaaaagg ctcttttaca tttcatagaa
  2822281 aacaatttat aataatatgt cgcaactatg tataaatata gcaaggtgct tcatatttac
  2822341 ttgccttaac acaataaaat tttggggaga ttacatttat tatgaatgct gtactcgtcg
  2822401 cagtagcagt tatgctattg cttagtttgt tacgtgtcca ggtcattgtt gccattattg
  2822461 ttggagcttt aacaggcgga atgatcggtg gactcggtat ttcagaaact attaacactt
  2822521 ttacaactgg tcttggaaac agtgctccaa tcgctttaag ttatgcaatg cttggcggtt
  2822581 tcgctatttc tctttccaaa acaggacttc cagatgctat gattcaaact gcattaaaat
  2822641 ggattgacaa tgaacaagac acgaaaaaac aagtttattc taaaatactt atcctattta
  2822701 tcattttaac gatggcttgt ttctcacaaa atgtgattcc tgttcatatc gctttcatcc
  2822761 ccatcttaat tccagcactt ttaaaagtat taaatgagct gaaagtggat cgcagacttg
  2822821 ttacatgtat tattacattc ggattgatta ctccttatat gtggattcca gcaggattcg
  2822881 gaaaaattta tcatgacgta ttgcaaacaa atgctgcgca aagcggtctt acatttgatg
  2822941 tcgcgcttat tccaaaagca atgactattc cagcaatcgg tatgattatc ggattatgtg
  2823001 tggccgtatt tattacgtac cgaaaacctc gtacgtatga aacagaacaa attcatacta
  2823061 ccgaaaatga aatcgttccc tatacaaaac gaagcattac tttcgggcta gtatctatct
  2823121 tagctacatt gactgttcaa ttagcaacag aatcaatgat tttcggcgct ctagcgggga
  2823181 ttatcgtttt atcagttagt ggtagtctac ctcttaaaga agctgatgca attttaacaa
  2823241 gcggaatgcg tatgatgtcc tttatcggat ttgttatgat ttctgccgct gggttcgggg
  2823301 ctgttcttcg aaaaacagga catgttgaat ctcttgtaca aacgagtgca catataattg
  2823361 ggaataacaa accactcgct gcatttctta tgcttgtgat tggacttctc gttacgatgg
  2823421 ggattggttc atccttttca accatcccta ttttaacaac catttttgta cctctttgca
  2823481 ttcagcttgg atttagccca atggctacaa ttgcaattat cggtacggca ggagcgctag
  2823541 gcgatgcagg atccccagca tcagatagca cacttggacc aacatccggt ttaaatgctg
  2823601 acgatcaaca ccatcatata tgggatacat gtgtaccaac ttttctacat tacaatatac
  2823661 ctttacttat atttggcttt attgccgcga ttacattata aaaggtgcgt tttatacgca
  2823721 ccttttactt ttttattttt tcttttaatt gttgcaacgc tatttcccca ttttcttcga
  2823781 tacaactttc aattttcata aatgacgacc ctatccactc actgtctata ctcccgttca
  2823841 gtccaataat ttttaattta tccggtatac ggatatttaa attttttgct gcttgaatta
  2823901 actcaaaagt aaccttatca ctttcagtta caattccatc tatatacgga ttgtttcgca
  2823961 ataatgtaat aaactgttta ttcgtatatc cttgtacaca tacttctcga taagagattc
  2824021 ctccctccca aacagcatct aaaaatcctg atatgcgatt ttccatttct tcactatctt
  2824081 ctccctcacc gaaataagca aggaagtgac agcctttttc ttttaataaa gaaaccgctc
  2824141 tttgtccact ttcataatag tttacatgcg attttttttc atcaatcaca acaaacggaa
  2824201 gtggaatttc tcctatactt ttaaaaaccg atcttgtcaa aataacacct gcaacgttat
  2824261 tttccttcaa catatgtatg catctatctt tattctctat attacaaaca atgatttgat
  2824321 atccttcttt atatgctatt tcctcaatac aatgtagcaa agtgatgttt gatggattat
  2824381 ataaattatc tacaagtaat gcaattattg ttgaattctc tttaaataat ggctttgctg
  2824441 cactatttgg cctataacgt aactcctcaa ttgcttcctt tacttgtttt actgtgtcct
  2824501 catgaacgta tcctttttca ttcataactc gtgaaacggt tgcgactgaa acacctgcca
  2824561 attttgcaac atcacgtata gttgccacat cgtcacccct taatatggta atagattaca
  2824621 attttacggt aacctaaatt acaatattcg tcaaggctaa tgacttatat ttctgaaaat
  2824681 tgttacatca tttcattaaa cgatactcta actgaatctc atgtaaaatt gggatattat
  2824741 catacccaat acgtggaatt tctttcttta tttttcgtgc cttttccact gcattcacat
  2824801 ataaatgagt catcacaaaa ttacgttttt ggtaaaaacg taacgcattc atattatcat
  2824861 ttgttgttat aagccaaatc tgcctgcact gttcttcttc tgcaactttt aatacacaat
  2824921 ccacaagttt tgtccctatt ccttttcttt cttcaaagct atctaacgat acaatttcgc
  2824981 acatatttcc gatcacttca tacgttataa ttccgattat tctgtcttct aagagcgcaa
  2825041 caaatcctgg caactcttct aactgatgcc cctttccacg tgaaaccatc aatgagctcc
  2825101 cccagttctc acacatgaac attcggattg tttctttcat cgctggcgta atttcttgta
  2825161 tatgcaccat ttcctatttc tccccttttc tatcattgtg atacaatata agtgtatcac
  2825221 atgtaacggt atttggagga tgaggtaaag tatgaaacgt ttttttgcag cattgtttac
  2825281 tatactaggt gcgataactg cccttggaat tttctttaca aataaagtga tgtacttaaa
  2825341 gaaaaaaaca gaagaagaag tactcgaaag agaaacgaaa aaacattttc gtatagaaga
  2825401 ttttgatgct cttcataaag aagaaattca tattccttcg caattcggat atgatctcca
  2825461 cggatattac attcctgccg atcattccaa caaatttatg attttttgtc acggcgtaac
  2825521 tgtaaataaa atgaactctg taaaatatgc aaggttattt ttaaacagag gatataatgt
  2825581 cgttatttac gatcatcgtc gtcatggtaa aactggtggg aaaacaacaa gctatggata
  2825641 ctatgaaaag catgatttaa aatccgtagt tgactggcta aaaagtcgtt ttggaacaaa
  2825701 tataacactc ggtattcatg gtgaatcgat gggagctgca acacttcttc aatacgcagg
  2825761 acttgtagaa gatggcgctg atttctatat tgcagattgt cctttctctg atttttacgg
  2825821 acaattacag caccgtttaa aggttgaatt ccatttaccg aaatggcctt tattaccttt
  2825881 agcaaatgct ttcttaaaag tgcgtgacgg ttatacgatt cgtgaagttt caccaatcga
  2825941 ttgtatcaag aacattaaca atcccgttct ctttattcat agtaaagatg acgattatat
  2826001 tttagctgat atgacaaaag cgttatatga agcaaaagag aataataaac aactttatat
  2826061 tgcagaacac ggtgctcacg cttgctctta taacgaaaat aaagaagagt atgaagcggc
  2826121 agtcgatcaa tttttaaact catatgtaaa agaaacaaaa aacaggcttg cataagcctg
  2826181 tttttttatt gcgctaaaac gtctgtaact tgttccatat tttcagaaat ccattgcatt
  2826241 gcatcatcta acgttggaaa ttctgtcgtt tgaaatgtta cctcatcttg cagtaaccaa
  2826301 acatccttcg actcttgtcc tacaccagca atggaccaat gtaacaaact atatggatga
  2826361 ttatcattca aaaatgaagc ccacgtgcgc tcatttgcaa tatttcgtaa tgtacgtaat
  2826421 tgtttatcca tctttcgtca ccttactcta gtcagttata aaaaacatta taacactctc
  2826481 ttctctccca aagaaagtgc tctttttata ttgtcaagta cttctcttga ttatatgatg
  2826541 aaattaagcg tttgggaagg agggatagcg ttggctaaag tacaaattaa agtaaatgat
  2826601 aatggctctt ttcgcgttac aggggacgtg gaattagttg attcacaagg gaatgtattc
  2826661 ccggcaaaac cggcattttc tttatgtcgt tgtggtttat caaaaaatat gccttattgc
  2826721 gatgcttcgc ataaaggtaa attcgaatct gttgttagag caccagaggc agaataattt
  2826781 tacatgtgac atgcacattt ttttgtgcat gttttttctt tttaacaact cctttatatc
  2826841 ccttctcctt acaacatttc taatactttt gtctccattc cagcctacat atattttcac
  2826901 acaattcttc acattcgaat actttttgct agccttttat tttttttgtg ctataatttg
  2826961 agcaaacagc atccttcggg gtcgggtgaa attcccaacc ggcggtgatg aagtgcaaac
  2827021 ttctaagtcc gtgacccgtt ttcaactcga aaacggtgga tctagtgaaa ctctagggcc
  2827081 gacagtatag tctggatggg agaaggatat gttttctagt aattttatat agcgaataca
  2827141 cttttatttc agtatgcata tttttataga ttcaattcaa atctatatat atgttttatt
  2827201 ttgtatactt atctttctat gctgaaataa aaagatacga ctagcgtttg aaaaatttga
  2827261 tatttttgct aggtttcttc cttatgccaa aatatcaatc atcgttaggt ttctttccta
  2827321 tactttcgta ttcgaactat atttctagaa atcacgtctc ccaaacccca aggatattaa
  2827381 aatccttggg gttttttgtt ttttttagga gaggtgaaga aaatgacaga tcaagaatat
  2827441 atgaggattg ccctgcaatt agcagaagga acatgtgggc aaacaagtcc aaatcctatg
  2827501 gttggtgctg ttgttgtaaa agacggaaac atcgtcggta tgggggctca tttacgtgct
  2827561 ggtgaagaac acgcagaagt tcatgctctt catatggctg gtgacaaagc aaaaggagcc
  2827621 accgtgtatg taacccttga accatgtagc cattttggaa aaacaccacc ttgctgtgaa
  2827681 ttgctcatca aaaaagaagt caaacgggtt gtaattgcta ctcttgattg caatccgctc
  2827741 gtttctggta atggaaaaag aaaattagag gaagctggca tcgaagtaac taccggtgtt
  2827801 ctggaagcag aagcagtttt attaaatcgc tacttttttc actacatgaa aacgaaacgt
  2827861 ccatttgtaa caataaaaac agcgatgagc ttagacggaa aaacagcaac tgttactggt
  2827921 gaaagcaagt ggattacagg tgaaaaagca cgagctgatg ttcaccaata ccgccataca
  2827981 catgatgcga ttctcgttgg agtgaataca gttatagctg ataatccgca tttaacaaca
  2828041 agaattccta acggggggca aaatcctata cgagttattt tagataccca tttacgaacg
  2828101 ccaccatctt ctcatgtcat aacagattct ttagcaccga catggattat agttggtacg
  2828161 gatgtaaatc aagagaaaat agcttcttat gaatctaaaa atatagctat attccaaatg
  2828221 aaaacgaagc agattgaaat acaggatgtt ttacacttac tcggcgaaaa acaaattctt
  2828281 tctcttttcg tcgaaggggg gcaaacagtt catgcaagct tcttacaaac aaagtatttc
  2828341 aatgaaattg taacttatat aagcccaaaa ttaattggtg gcagtaaggc ccctacttta
  2828401 tttggcggaa atggtttttc aacattacaa gatgcgcttt ccttggaaat tcaagagatg
  2828461 aaacaaattg gtgatgatat aaaaatcgtt gcgcatgccc gaaacgaggt gacgaaatgt
  2828521 ttacaggaat tgtagaagaa ttaggaacga taacaaatat gcaacaaagc ggagaagcaa
  2828581 tgaagttaac gatacatgcc aataaaattt tatcagatgt tcacttaggt gatagcatcg
  2828641 cggttaacgg tatttgctta actgtaacga gtttcacaac aacttcattc acagtggatg
  2828701 caatgcccga aacaatgaaa tcaacatcac ttcgcctact caaatcacac tctaaagtaa
  2828761 atttagagcg agcaatggct gcaaatggac gattcggtgg acatttcgtt tcaggacata
  2828821 ttgatggcat cgggacgata ttaaacaaaa aacaacacta taatgccatc tattacaaaa
  2828881 tagctatttc tgatgaactg ctgcgctatt gtttgcataa aggatccatt gctgttgatg
  2828941 gaacgagctt aacaatattt gatatagacg aatcttccat tacaatttca ctcatcccgc
  2829001 acacagtaag tgaatctgtt atcggagaaa agaatgccgg tgacatcgta aacattgagt
  2829061 gtgacatgat tggtaaatat atcgaacgct ttattactaa gcctgtaaaa cgaacaggtt
  2829121 caatgaccga aaacttttta caagaaaacg gatttctata agggggaagc attatgtttc
  2829181 atcgtattga agaagctcta gaagatttaa aacaaggaaa agtcgttatc gtatgtgatg
  2829241 atgaaaaccg tgaaaacgaa ggcgatttta tcgctttagc agagtatatt acgcccgaaa
  2829301 caattaactt tatgattaca catggacgcg gtctcgtttg tgtaccgatt acggaaggat
  2829361 acgcagaacg tctacaatta gaaccaatgg tatctcataa tacagattcg catcatactg
  2829421 catttacagt gagcattgac catgtttcta caacaacagg cattagcgct cacgaacgtg
  2829481 caactacaat acaacaattg ttaaatcctg catcaaaagg tgctgatttc aatcgacctg
  2829541 gacatatctt tccattaatc gcgaaagaag gcggtgtcct gcgtcgtgct ggtcatacag
  2829601 aagctgctgt cgatttagca cagctttgcg gagcagaacc agctggagtc atttgcgaga
  2829661 ttatcaatga ggacggtacg atggcacgcg tccctgattt actacagtgt gcaaaacaat
  2829721 ttgatataaa aatgattaca atagaagatt taattgctta tcgccgccat catgaaacac
  2829781 ttgtgacgag agaagtggaa attacattac ctacagattt cggtactttt caagcaattg
  2829841 gctattctaa ctcattagat acgaaagaac atattgcact cgtaaaaggt gatatttcaa
  2829901 caggtgagcc tgtacttgta cgcgttcatt cagagtgctt aacaggagat gtatttggct
  2829961 cgtgccgctg tgattgcgga ccacaactcc atgctgcact tgctcaaatt gaacgtgaag
  2830021 gaaaaggcgt tcttctttat atgagacaag aaggacgagg cattggcctt cttaataagc
  2830081 ttcgcgctta taagttacaa gaagaaggct tcgatactgt agaagcaaac gaaaaacttg
  2830141 ggtttcccgc tgaccttcgt gattacggta tcggcgctca aatattaaaa gatttaggtt
  2830201 tacaacattt acgattatta acgaataatc caagaaaaat cgctggctta caaggttacg
  2830261 atttaaccgt tacggagcgc gtaccgttgc aaatgccagc aaaagaagag aataaaacgt
  2830321 atttacaaac gaaagtaaac aaattaggac atttattaaa cttataatta aaggagagat
  2830381 ttattatggt attcgaaggt catttagttg gtacaggatt aaaagttggg gttgttgttg
  2830441 gacgttttaa tgaatttatt acaagtaagt tactaggcgg agctttagat gggttaaagc
  2830501 gtcacggtgt agaagaaaac gatattgatg ttgcttgggt tcctggcgca ttcgaaattc
  2830561 ctttaatcgc taaaaagatg gcaaatagcg ggaagtatga tgctgttatt acgttaggta
  2830621 cagtaattcg aggtgctaca acacattacg attatgtttg taatgaagta gcaaaaggtg
  2830681 ttgcatcttt atcacttcaa acagacatcc cagttatttt cggtgtatta acgacagaaa
  2830741 cgattgagca agcgattgaa cgcgcgggca cgaaagctgg taataaaggc tatgaatctg
  2830801 cagttgctgc aattgaaatg gctcacttat caaaacactg ggcataaaaa ataaaaagag
  2830861 gctgcggcct ctttttattt tttacttttt tccgtacatc ttttattaat tcattcattg
  2830921 tttttccttc tgtttgtata cgaagtgttt gtgctgttct ccatacattc tctcttttct
  2830981 tcgcttcttc tataatagta atttcttttc gtacttcctt taaatctttc ccttctgttt
  2831041 tcaatccaaa atgttcagct ttcgttcgaa aatgttgttc aattcgttgt tgcatctctt
  2831101 tttgttcagg attttcggcg gccttaactg gatcagcact tattgctttt agtaaaatga
  2831161 gacaagtcat aatcgctaat atatatttgt gcatgtaaaa tcctccaacc caatataaat
  2831221 tacatattta ctatgtacaa ttggtgcttg gaaaattcgt ccaccaaaat tctttttttc
  2831281 gctcaaaagc cactagtatc aagcgttcac aactatttat tacattttat ttacaaaaaa
  2831341 agcaaactct tttacaagtt tactttttcc tctatcttat aacgcacatt cttcaatctc
  2831401 aaatcctaaa tcttcaatca taccccagtc tgcagtcggt tcttgtccag ctgtcgttaa
  2831461 gtagtctcca acaaaaatag agtttgctgc aaataaaccg attggctgta cagaacgtaa
  2831521 attgatttca cgccctcctg aaatacgaat ttcttttgtt gggtttacaa aacgcatcat
  2831581 tgccaacact tttaaacatt ctactggcgt taactccttt tgtccttcaa gcggcgtacc
  2831641 ctttacagca acaaggaaat tacatggaat tgaatctgca tctatacgtt gtaattcgaa
  2831701 tgcaatttca gcgcgctctt ctattgtctc tcccattcca aagattgccc cagaacatgg
  2831761 tgaaataccc gcttgtttcg ctttttgaac tgtatcaaca cgatcatcat acgtatgagt
  2831821 ggagcaaatg ctttcgtaat tattcgcatg tgtatttaag ttgtggttat aacgatgtac
  2831881 accagcttca gctaaacgtc ctgcttgatc ttcgtttaag aaacctaaac aacaacaaat
  2831941 cttcaaatct gtcgtttcac gaatctcctt aactgctcca attacgtgat tcacctcttt
  2832001 atccgtcggg cgacgaccag atgctacaat acaatatgta ccagctttac ggcgtattgc
  2832061 ttcgtgtgct ccttctacaa tcttttcctg cgttagccat gcatatttat cgattggtgc
  2832121 ttctgaaata atcgactgtg aacaatatcc gcaatcttca ggacataatc cagatttcgt
  2832181 attaataatc atatttaatt ttactttctt accaaagtaa tgatggcgaa taatgtaagc
  2832241 agcattcata atctctaaaa cttctgtatc atcagcttct aatatcgcta ttgcatcctc
  2832301 tttcgtaatc attttttctt ctactacgtc atatgcaagt tttttccaat ccctttttgt
  2832361 ttgtacttgt ttcatttcat ctcttcccct cttttgttat atgcataaat aaagcatgat
  2832421 acgtcgctat tatcccttca tttcccgtga agtctctttc atatatgcga agcatcgcac
  2832481 gaaagagtga gggactttga caatatgatt cttcattact attggtcgct cctacttttc
  2832541 gaatagaatg taaaaactcc ctaacttctg taaatctctc tatgtaacat gtttcagaaa
  2832601 catgcacatc ccctgtttct acctcacata tatggcgtaa ttgatttttc gaataaaaac
  2832661 gttgcccaat cgatgtttca ttttgtatat ttttttcttc tttcgcccgc tggaacgaag
  2832721 tatgcaattc ttgaaatgtt tcctgtccaa acgttgaaaa gagtaatatc ccatctatag
  2832781 acaaatgatg aaataaattt cttatcactt gttttaaatc atttagccat tgaaatgtgg
  2832841 cattcgaaat aatgacatca tatgtttctt ctagttgtaa cctttcgata tcctcacagt
  2832901 aaaacattac atttttcaca ttttgtctag ttttggcaac tgcgatcata ctttcagcaa
  2832961 aatcaatagc tgtaatatgt gctttcggaa ataagtttga taattgctct gtaacatatc
  2833021 ctgtcccgca tccaagttct aaaatacgta tcgatgaatt tgcactatat cgccgatcta
  2833081 atgtagaaag taatgaatgt gccatctttt tttgtacatt tgcatattga tcgtaggata
  2833141 cagctgccac gttaaaccgt ttttgtagta acgttttgtt gatcatgtcg tatcccctct
  2833201 acaaattgaa ttatctcatt tacacaatat tcaaaattcg ttacacataa tgcgtgtcca
  2833261 gcctcactta ctaccttaag cttggccgtc tcattctcag ccatactaca tgctgcagac
  2833321 aatgggcata ttacatcccg ctctccgtga ataagtagta tagggacgtt aatttctttt
  2833381 aatgcttctc tcatatctgt ttctattaaa taatccaaac cgaattgtaa agactggata
  2833441 gaatcacctt taaaatgttt tacgatgtct tcaaaacttt tattttcttt caactcatct
  2833501 ttcgtaaaca tattttcata gaaccgcttg agcgtatctt ctttccttct cgccaaattt
  2833561 cttttcagcc gttctacatg caaagtattc caaccattac tatagtcact tgcatttgta
  2833621 aatttggcag taccaccaat aagtacgata ccctttgcct taattttttt ataagcttga
  2833681 attgccgcta acgctcctag tgaccatcca actaaaatta cattttcatc ctttgctaca
  2833741 tctatgattc gcccagcaaa ttcactttgt tctttcacgt tacgccaatc aatgcattga
  2833801 acagaatatc ctttaaaatg tggaagtact aaatcccaaa tattttcttc cattccccat
  2833861 ccagggataa aaatgatttt cagctctttc atacgaaaag ctcctcttct ttcgcaatgt
  2833921 gggtaattcg gtcaatagcc cattttaaat cagctattgt atgttgagat gtaactgcaa
  2833981 agcgaattcg agaactatgg accggtacag tgggcggacg aattgcaata gctgcaatac
  2834041 ctgcctcttg taaccttttg ctaaaccgta aagtattttc atttgaacca actacaatcg
  2834101 gtacaatatg agttgaacta ttccctatat taaatccagc ttctcgtaat ttactcctga
  2834161 agtattctcc atttgctata aggttctctc ttctcttatg atcttcttgt acaatttcaa
  2834221 ttgctttttg cactgctcct aacgtacttg gcggtaaagc tgtagtaaaa ataaagcttc
  2834281 tcatcatatt ttgcaaatac tctatataaa ttgcatcacc tgtcaaatac gcaccatagc
  2834341 accctaaagc cttgctaaac gtccccatat gtatatctat tttttgagca agatcttttt
  2834401 ctatatgaga taaccctgct ccaccaattc catatattcc actcgcatgt gcttcatcaa
  2834461 ctataatgat tgccccgtat ttctctttca gctgcactaa ctccctcaaa tgcgcagtat
  2834521 caccatccat actaaaaaca gtatctgtta cgattaattt ccgcttttca ggagatgctg
  2834581 ttttcaacaa cgcctccaga tgatttaaat cattatgtcg atatctttta tgctctgccc
  2834641 cgcttaatat aattccatca acaatgctcg catgatttaa tttatcgcta aaaacaatat
  2834701 cgtgacgaca ggctaatgaa gaaatcgctc caacatttgc ggtaaatcca ctatttacaa
  2834761 ctaaggcttt ttcagtgcct ttccaattgc atatacttct ctcaacctct tcatacagtg
  2834821 aatagtttcc taccacaagc cttgatgctg tcgccccagt tccatatttt cttgtgcata
  2834881 cgatagcagc ttcttttaac ctttcatctc cagctaatcc taaataatta tttgacgcta
  2834941 aatttagcat ccttttctca tctcgaataa gccatgtctc ttctgcttgt tctgttacgt
  2835001 gcaaattgcg atactgccct tgctcatgta attgttttaa cttagtttga agatgtgtgc
  2835061 gccacggttg attcatttcg gatgaactcc tctaattttg aaatcattat atattcttta
  2835121 gcagattcca atacttcttc ttttgtaaac tcaccttcaa agaatggtaa taagcctaaa
  2835181 accggtaccc cgcttagctc ttcaatcatt actttatttt cttgtaccct ttccatttcg
  2835241 cattctttac agccagataa aatgacacct gctactgtta agccatgtgc ctttgcataa
  2835301 gcaatcgtta aaactgtatg atttactgtt cctaatgtag gacgtgctac tacaataagt
  2835361 ggaagctgta attcttttgc gaaatcaatt actaaagcgt cttctgtata tggaacagct
  2835421 agtccacctg caccttctac aaataggcta ttaaactctt tcaatcgctc attatagtgg
  2835481 tgaataatgt cttttaacgt tactgccctt ccagctcttt tcatggcaag tctcggagca
  2835541 agcggttctt caatagaata aggacaaatt tcatcttctt ttatcggtac acctgataat
  2835601 acttttagcc ttgctgcatc tccctctgga tttgatgcaa catgtccact ttgcaacgct
  2835661 ttatagaccc cgatgttata tcccaattct ctaaatacac ctgctaatgc acctgcaact
  2835721 acagtttttc ccacttcagt atccgttgct gttataaaaa aaccgctcat tattctccct
  2835781 ccgtaatatc cgagattgct ttatataaaa tacgtaacat ctcatcaatc tcatcaattg
  2835841 tagaagcaag gggaggcata aatacaatcg tgttaccgag cgggcgcaaa atcataccca
  2835901 gctctcttga gcgtttacat acttgaacac cgactctctc tgtccattca aacgcttctt
  2835961 tcgtttcttt attcttcaca agttcaattc caaccattaa cccacactga cgaatatccc
  2836021 ctacatgttt acatgcaaag agctcttcta attgtgtcgc cacatattct gttttacgtg
  2836081 ccacttcttc tattaaattt gttttctcgt atagttctag attcgcaatt gctaccgcac
  2836141 aacctaacgg attccctgta taactatgac cgtggaaaaa cgttttttgt tcttcatagc
  2836201 tccctaaaaa ggcattataa atttcatctg tcgttacagt gattgcaact ggtaaatatc
  2836261 cgcccgttaa accttttccg gctgtcaaaa tatccggcgt tacattttca tgttcacatg
  2836321 caaacatttt cccagtacgc ccaaacccag tcgctacctc atctgtaata aataaaacgt
  2836381 tatattttgt acataaatta cgtagccctc ttaagtatcc ttttggcatt gtaatcatac
  2836441 cgccagcacc ttgcattaaa ggttctacaa taatcgccgc aatttcttca tgtttatctt
  2836501 tcagtagctc ttccatttct tctaaatgtt tttttacaat ttccgcctta tcatttccat
  2836561 aaggtgaacg atatgtatat ggataaggca ttttaattgc ctcaaataaa agtgaactat
  2836621 acacttggta aaacaagtct attgctccta ctgaaacagc tccaattgta tcaccgtgat
  2836681 acgcttcttt taatgtaaca aatctttgtt ttttcggttt tcctttatgc tgccaatatt
  2836741 gaaaggccat cttaattgca atttcaacag cgctagaacc ggagtccgaa tagaatactt
  2836801 ttttcaagcc ttctggtaca acttcaatta ttttttctgc taataaaata gacggaacgt
  2836861 tagcaagccc taacatagta gaatgggcaa ttttatttaa ttgctcacga attgcctcat
  2836921 ctaattctgg cacttggtgc ccatgaacat ttaaccaaat agacgaaaca ccgtcccaat
  2836981 attcatttcc atttacatca tatagctttc ttccctctcc acgttcaata atgacaggat
  2837041 cttcttctaa ataatccttc atttgtgtaa atgggtgcca tacataggct ttatttttta
  2837101 ccgataactc ttcatatgta taagatggtt tgtcagtcgt actcttacta aaagtcacaa
  2837161 ttgtcacccc taatgttaac tagtttataa atatagttaa cattaaatct aaatgactgt
  2837221 caattctttt taaatcaagt agttcttaaa aaagaacaac ttatcatacg ataagttgtt
  2837281 ctactttcca tgttgtatct ttccaatttc taaaataatc tcttcatctt tttttccttc
  2837341 tgtatcaatt ccaagttgct tcgcatgctc aattaataaa tcatggcgtt gctcaaatct
  2837401 tgctgtattt acttctttcg taatctcttc ttttgttttt ccctcagtag aaactcctag
  2837461 tttcgtagct gctttttcca tcgacttctt ctcttcagct tctttcgctt tcttcacttc
  2837521 tgactgctgt atttgctttt gcttcgcctg ctctaattca actgcaaaag ctttgtaaac
  2837581 tccagcactt ccgccaatga ctagtaaggt ggtaaaaaga attatttttt tcttcactct
  2837641 ttcctcccct ttcaaattca ttataacgca catttttcag tgttaaaacc tatctccttt
  2837701 atttccctaa aaaaatatca tacattttta ttgacatgta taatgaatat atgataaaaa
  2837761 tttaactaac atcatatgaa tcggcgttga taggatttag tagtatttcg atttctgatt
  2837821 tcagagagct ggcggtcggt gcgaaccagt acagaacgaa ttatgaatta ccccctggag
  2837881 cttcttttgc gaaacgtaag aagtagtgaa agacggttat agaccgttat gtctaaagag
  2837941 tggtgaaacg aaactgtttc acaatttagg gtggtaccgc gaaattttcg tccctgcata
  2838001 tattgcaggg gcgtttttat tttattaacg catatcatac gaccctttat tttgtgatac
  2838061 attcatttca caagctaggg tggtaccgcg atttcttcgt ccctgcataa ttatatgcag
  2838121 ggacgttttt ttatccaatc atttccgcat catattgaga tatggacaat taccggtaat
  2838181 ttgtcacaaa attctaaaat ttagaaggaa ataaacaata ttggcgaatt ttatataaaa
  2838241 aagagctatt ttagattact taggagggga aaacaatggt ttcaaaaatt gaatctgttc
  2838301 ttttaacaat ttttatcttt ttctgtattg gctttagtgt tatcaaatta gaagtttcac
  2838361 cacacatccc gattttattt ggtatcgttc ttttattagc atttggattt atgaaaaaaa
  2838421 ttgattggtc tactatggaa aaaggaatga taagtagtat ttcagctggt attccgtcta
  2838481 tttttatttt cttacttgta ggcgtattaa ttagtgtttg gatcgccgct ggaacaattc
  2838541 caactttaat ggtatacggc ttccagcttg tatctcctaa aattttcatt ccaactgttt
  2838601 ttgttgtttg tgcaattgtt ggaacaagta tcggtagtgc ctttacaact gctgctactg
  2838661 taggacttgc ctttatgggt atgggtagtg ctctcggata cgatccagct ctaatcgctg
  2838721 gtgcaattat ttctggtgca ttctttggag ataaaatgtc tcctttatct gatacaacaa
  2838781 acttagcgcc agctgtaaca ggtgtagatt tatttgagca cattcgcaac atgctttgga
  2838841 caacagttcc agctttcatt attgctttta tcgcattttt cattttagga agcggtacta
  2838901 gtggagatgt tgacttcaca aacttcatta gcacagtaga gaaaaatgca acgatttcta
  2838961 tctttacact tattccaatt ttattactgt tcctattcgc atttaagaag gtacccgcag
  2839021 ttccaacatt acttgctgga attatagtag ggatcattat cctctttata tttaaaccta
  2839081 gtacttcttt aactgattta atgaaaatta tgcaagacgg ttacgtttct aaaactggta
  2839141 taaaagatat tgatagctta ttatctcgcg gtggcctgca aagtatgatg atgtcaatcg
  2839201 ctcttatttt cctagctctt tgtatgggag gattattaca aggaatgggt attatcacgc
  2839261 agctaatgaa tatcatctct agcttcgtaa aaactagcac acgcttaatc atctctactg
  2839321 cctcaactgc aatcggtgta aacttcttac ttggtgagca gtacttatct atcgtcttaa
  2839381 caggacaagc atttgctaat aaatacgatg aagtcggttt agaacgtcgt aatttatcac
  2839441 gtgtattaga agacgcaggt acagttatta accccctcgt accgtgggga gtaagtggtg
  2839501 tattcttatc gaacgtcctt ggtgttccga catttgatta cgttccattc gcaatcttct
  2839561 gcttagcttg tccaatcgta acaattattg ttggtttcac tggatttggc ctttcatgga
  2839621 agaaagaaaa ggcagtaaca atttcataat atacgaaaaa ggattaccga ttaaggtaat
  2839681 cctttttata tttctcgatt atctatttgc tttctttctt ctaaataaca gaaggaatcc
  2839741 agctccgata aacgccaaac ctgctccaat tgtagacgca acatttgtac ctgttttcgg
  2839801 taaatcacgt tcttctttgt tctcacttac agttgttgtt tcttttgagt tttgattatc
  2839861 cgttgtagtt tgtccagatc cagcattatt accttcatct gttgatggtg tggttggatt
  2839921 tcctccattg tttccttcac ctgttggtgg tgtcgtcggg ttctctccat tatttccttc
  2839981 accagttggc ggtgttgtcg ggttctctcc attatctcct tcaccggttg gcggtattgt
  2840041 cgggttctct ccaccagttt ccttatcatc atcgttcttc ttcgttatat caattgcata
  2840101 tttagcgaat tcattttcag atggtccaac atacgatatg ttcccatctt tctttatata
  2840161 cttttgtgca ttcggtgaag aatcaaatgt tgtatttaat ttatctgcaa caatcggttt
  2840221 aaatgcccaa tttttatctg ctgccggatc aataactggt gtttcttgca tatacttcac
  2840281 aatgatttga cgtgtttcat cttgtgattg gtatacaact tcccctttac ttacacctgg
  2840341 gaacgtttgg ctacttccac gatagttatt tgtagcgacg ataaactctt gattgtcagc
  2840401 tactggctta ccttcatatg tcatatttat aatacgattc gtattagcat ttacaacttt
  2840461 tccatcttta tcgtatttcg ctggttgtgt tacatcaatt tcgtatttta agccatctaa
  2840521 aatatcaaag ttatatgtag ggtatccgat atttactaat ggctgttctt ctgttttctt
  2840581 tggatcaatt tgattaaact gacctgcaga catttcaagc cattctttta cttgtgcccc
  2840641 atttactttt acagcatata acgtatttgg atatacatat aaatctgcaa cgtttttaat
  2840701 cgctaacgtt ccagctggaa tatccgtata atatgtagca ccgtttcggc cacctgcttt
  2840761 aaatggtgca cctgcagata aaactggaat tcctttatat ttactatact gtccattttc
  2840821 agcaaataac ttttctacat accatttctg tgcatttgtc acaagttgta cagaaggatc
  2840881 atcttgtact aatgagaaat aactattaat tggcgctgtc gtttttccta cagctgtatt
  2840941 cacataatca attgtcgctt gatgatcatc tttaatttca ttaactaaat tttgatcaga
  2841001 ttgtacgagt gggtttcctt tactatcagc aatcggacga agttgcggct tcgattgctc
  2841061 tttttgtact tcccattttc catttacttt tttcaattgc atatcaataa tacctaagtt
  2841121 acttccaaag acaccaggca ttacaactgg aacaccatta aatacatcct tcacttcagt
  2841181 atgtgaatgt cccattaata ctgcatctac accaggaacc tctgttaaat aatacgacgc
  2841241 gttttccata ccgacgttgt atccactctt atcaacaccg gaatgcgcta gtgcaacgat
  2841301 aacatctgca ccttctgctt tcatttttgg caccattttc tttgctgttt caactatatc
  2841361 ttttgctttc acttttcctt ctaaatttgc tttatcccag ttcataactt gaggtggaac
  2841421 aaatcccatt acgccaattt tcactttttg tttttgccct gattcatctt ctacttcttt
  2841481 ttcaaaaaca tgatatggtt taaagtaatt ttggtcgttc tcttcattat tatctttatc
  2841541 atctttatag acgtttgagt taataaccgg gaactctgtt ttactaatca ctttgtttaa
  2841601 ataatctaaa ccgtagttaa attcatgatt cccaagagag atgacgtcat acttcattaa
  2841661 attcattaaa cgatataatg gatgtgtata actaggatcc acaggcttct tcggatcatt
  2841721 tattttattc gctacataat ctccaagcgg tgtcccttgt aatgcatccc catcatcaaa
  2841781 taggacagag ttcttcgctt cttcacgagc tttattaaca agtgttgcag tttgcacaag
  2841841 acctacttta ttatctgttt tcgtttggta ataatcgtaa ttcattaagt taacgtgaat
  2841901 atctgatgtt tctagaattc gtaagttaac tgtactctcc ccagttttct catccgcatg
  2841961 agctgttgct ggcaatactt gcggcgccat tacaccaata gcaagagttg ctccagccag
  2842021 catttttttt gactttttca caaaaaattc cccttataca attaccaaag aataatgaaa
  2842081 tgaatttcta tcagtctcta accacatacc ttttttcttc tattagatac acgattttca
  2842141 tttcacccta cgctaacggg tagtcccctt aaacgatcaa ttgatgaaga ctagcaatta
  2842201 acgggagata aagctcccac tatgtagaat tttaccttat ctgacattat catatataat
  2842261 gtcctttcat atcgtcaata ttttttgaca tacttctaca aattttctgt aaagttattg
  2842321 taaacttttc ataaacatat aatatgccct tacattgtta atactgctga atatgataca
  2842381 attaccaatt acagggagga tgaatttatg aaaaaagtca tcttaacaat tgtttgtctc
  2842441 ctccttctaa tcatttctta ttcttatttt gaaaagaacg atgagacaaa acaaaatgaa
  2842501 cccgcagaaa aaatagaaaa aacatctact cccagttgga ttgataagca aacaaacgat
  2842561 tccttttatc atctcgtact aggtgattcg ctcgccaaag gatatggatc gacacaaggt
  2842621 ggatttgctg aattagcctc tacacaaata gaagcacaaa ttcataaacc aattactgta
  2842681 gaaaaccttg gaataaacgg tcttacaaca gatcgtctcg ctaaaaaagt tcaatcagaa
  2842741 gatgtaaaac aaaaaattag agcagcaaat atcattacaa ttaatattgg aggaaataat
  2842801 ttatttcgct taaatcgtga tgtcggtgtt atagacggta ttaaaatgtt aaataaggaa
  2842861 aaagctcatt ttgaagcgga tgtaaaaaat attgtaaaga cagtccgaga tcaaaatccg
  2842921 gatgctttac tcattctttc tgaactctat aacccgttac aactcgatga ctccatcgca
  2842981 agttatgcag atatgttttt agatggctgg aatgaatccg tttattccat ttcaaaagca
  2843041 aatcaaccat ctatcgtttt gccaattcgt aaattaatat cgaatgataa aaaagaatta
  2843101 ctctttgacc aagtacaccc aaatgataaa ggctatacga ttattgccga ttcatttaca
  2843161 aaaaaagtgt tggcctacaa atattaaaat tcctatgaaa caattctatt tttataacat
  2843221 gtcttttttg ttacaatgag agtggaaggg ggcctttata tggaatcacg cgagtgggaa
  2843281 cgtattgttg atcatcttct ttcgctagtg cctctttttt atcgcaaatt tatgcttcct
  2843341 ggagaatttt cttctcaaag acatatgccg ccatcacata cacaagtatt actgcttctg
  2843401 catgaaaatg gcacattagc agtttccgaa atcggcaagc ggctagcgat ttcacggcct
  2843461 aacatgacac ctctattaaa caaactgatt caagaagaac taatagagcg tcattatagc
  2843521 gaaaaagatc gacgggtcat tttaatttcc ctaacagctg aagggaaatt gttagtaaat
  2843581 cagtatcaac aattcatttt agacaaatta aaagaaagtt ttcaaacatt atctgaggaa
  2843641 gagcgtgaaa agctcatcca ctctcttcaa actattcaaa atttaatttt gaaaacaaat
  2843701 gtataaagct gcttctaaat agaagcagct ttatgattcg taataattac cataatatac
  2843761 atttgaatat ggtttttgat cttgcgtagg ttgttgcgat ggtatttgca gtagttgcgg
  2843821 tacttgttgt tgtcgatata attcatattg cctactcgta tcataaaccg gataataatt
  2843881 tacatatgga tatacttgcg gtacgtaata ataatacatt cattctctcc ccctttttct
  2843941 taaacatatt caaaggagaa aatgagtgtg acactcttta tatttgcacg agtggttctc
  2844001 tcactcgttt ctttctattc ttcaggcgta acttacggtt cttttcatat aaataatgca
  2844061 caacaaaata tgaaactaca ccaaacacaa ctccgaaaat cgtcattcca attaatacat
  2844121 acacttcact ctgtaataag ctctttaata tcgtaaaaat gtgacttgaa aacaagtctg
  2844181 atatcgtaaa tggttcatga tatatttttt gtacatgaaa tggataaatc atttttccaa
  2844241 gcgcatacgc aagtggaaat aaaactactg ggagaaacga tatttttcca ataatattgc
  2844301 caataaccgc agcaggaaaa gatcccttta ctaacctgac gattggataa aatattacat
  2844361 atacgagcga tgccgtatat ataaccaaca tttctaaacc aaaaccaatt gcaaaaccta
  2844421 acgatacttt ctttgctcct tctggtgatc gaagtaactt ataatattga aactttaaca
  2844481 ttctccacat ccgctgaaaa aacgaatatg ttttcttagt tgttttcact ctcatcatct
  2844541 ctttaactat atttttatac ctagtatgcc cttacacact ccgaaaaaca aatttcattt
  2844601 tctcttttat tatagatgat atcgaaatgg ttaactaaat atacatatga catttcaata
  2844661 taaaaaaata caccccagtt gttattcgta tctagcaact ggggtgtaca tcctttagga
  2844721 aagctcttct acatttttaa ataaacttac taataatgct ttttgcgcat gcaatcgatt
  2844781 accagcttgc tcaaaaacga tagactgtgg tccatctata atctcgcctg ttacttcctc
  2844841 ttcacgatgg gcaggtaaac agtgtaagaa atgatatgtt tgtttcgcat gcttaacaag
  2844901 ttctttatta atttgatatg gttggaataa agtatatttc tcttcttctc cctcttgccc
  2844961 catgctcatc caaacgtcag tataaatgaa atctgcttca ttcaccgcta attcagggtt
  2845021 atgcaaaatc tcaatttcag ctcctgtttc cttggcaatc gctaacgctt tttttacaat
  2845081 ctcttcattc ggtttatacc ctacaggcgt tgcaacagtc atatgcattc cgactttcgc
  2845141 actcgctaac aacaatgaat gacatacatt atttccgtca cctacgtaag ccaattttat
  2845201 tcctttgaat gtatttgttt cttcatatat tgtcattaag tctgccaatg cttgacaagg
  2845261 atgatggtca tctgttagtc cattaataac aggaatgctc gattcttttg caagctcttc
  2845321 tacatccgcg tgcgagaatg tgcgtatcat gatcccgtca atataatgag acaatacttt
  2845381 tgcagtatct gaaacggtct cccctcttcc catttgcatc tcctttccat ttaaaaacat
  2845441 tccatgtccc ccaagctgta ccattcctgc ttcaaaagat acgcgagtac gagttgaatg
  2845501 tttatcaaag ataagcccta atatctttcc ttgtaataaa ggctcctgct tattcttttt
  2845561 taaatatata gcgaactcaa ttaaagaaat gatttcttct tgcgttaatt cttctagtgt
  2845621 taaaagatct ttcgtattta acttcggtac ttgtacagtt gacatgaaat ttccccctta
  2845681 tataattgat acattttttg tacaaactac tttttttatc atatatactg cctgttctaa
  2845741 ctcttcattc gttacaatga gcggcggtaa tagtcttatc acattaggcc ctgcttgtaa
  2845801 tacgagtagt ccctcttttt ctagttgctc tataaaactt gcaacttcat gcgtacattc
  2845861 aattccaacc ataaggccct taccacgtat attttgaata cattcgacat gttgtaattc
  2845921 ctcttgcaac ttctgtaata cgtactcgcc cttttcttgt acttctttta aaaacgatag
  2845981 tcttttactt acttgtaata cttctttcgc tgcagccatt gcaacataat ttccgccaaa
  2846041 cgttgaaccg tgcgatcctg cagtgaacga cgttccgagt tctttccggc caatcattgc
  2846101 tccgacagga atcccatttc caagcgcctt agcggtagta acgatatgag gatctattcc
  2846161 catttgttcg taagcaaata atgtacctgt tcttccgatc cctgtttgta cttcgtctat
  2846221 aataaataag gaaccaaact tcttacataa tgtttcaatc tctttcaaaa aggatagatc
  2846281 agcaggtatg actcctccct ctccttgaac aacttctacc attactgccg caacttcttc
  2846341 attcattact tccttgagcg cctttatatc gttaaatgga gtatgtaaaa aagacggaag
  2846401 gagcggacca aacccttctt tcactttatt ttgtcccgtc gcactcatcg ttccgaatgt
  2846461 tctaccgtga aaagactgct cacacgttac gacgagagat tttccagtat gcttacgggc
  2846521 tagcttcaaa gctgcttcat tcgcctctgc cccgctatta cagaagaaca cataatctaa
  2846581 tgctatattt tctgttaata atgacgcgac ttcttcttgt aagctatttg taaacaaatt
  2846641 agatatatgc catatatcat taagttgctc ttgtaccgct ttcataacag taggatggca
  2846701 atgccctaaa ttacatacac caatccctga tgtgaaatct aaatattgtt taccgttgtt
  2846761 atcaatgact ttcgttccat tcccctttac aaactcaaca gttcttctcc catacgtttg
  2846821 aaaaagatga cttatcatac gatactcact cccctcgtta ccgtcgttcc aatacattct
  2846881 cctgtatctt cagtaaaatc ttttgtacca tttacgatac ttatcttttg cactcccatt
  2846941 tttaatgacg ctagtgctgc ctgtactttc ggaatcatcc cgcctgtaat aactcctttt
  2847001 tctataagag ttgcaatttc agactcatct gttttcttta ccagtttccc ttcatgtaat
  2847061 atcccatcta catccgtaat caaaatgagt tcttttgcgg atagtgcggc cgcaatccca
  2847121 gctgcggcgg tatccgcatt tatgttataa atctcattat catggatccc gattggagca
  2847181 ataacaggaa tataattcat atttattaat ccttttagta gggctgtttc tacataactt
  2847241 acttctccca catatccaat ctcctcgctg acaggttgaa cttgaagtaa tttgccgtca
  2847301 caccctgaac aacctaccgc aagtaaatta tgcttttgta aattcattac gaatttttta
  2847361 ttcgtacttc cacatagcac catttgaaca acatccataa cttcttttgg tgttacccgt
  2847421 aatccatctc ttttttctac gttgatgtta caatctttta atttagcatc aatttctggg
  2847481 ccgccaccat gaacgatcac tactttatac tgctgttgca atttctttat acaatcaaaa
  2847541 aacacgtcat ttaattgctc taacatacta ccgccgcatt tcactacaat ataatcgttc
  2847601 atcttccctc tccttatgta cgataacaag cgtttatttt cacatattca tagcttaagt
  2847661 cacagcccca agctgatcct gtctctttac ctaaatgtaa atacacatta atgactattt
  2847721 catcttcttg taatctctct ttcatttctt cttcagaaaa tgtttgaggc tcactatttt
  2847781 ttaataccga tatagattga agagtaatgt caattgtatt cggattaatt gctacttcac
  2847841 tttgtccaat actgctaata attcgccccc caatttgggt cttcaccatg tattgctgtt
  2847901 ttcacaagac ttgaaccgac tatttgcttt gcgattttct ttgcctcttc atttgtttga
  2847961 actcctagca catttacttc tattaacttc gtagcacctt caccatcttg tgcaattttt
  2848021 ttggctaaat cttcacatac cttctgtaaa gcaaatacga aagtttccca atctgcatgt
  2848081 tccatatcga ttggtttcgt ttctgataat ccacttgcca tagcgatgac catatcattc
  2848141 gtagaagtat ctccatctac tgtaatttga ttaaatgtat gattcgttat ttgtgataat
  2848201 gctgtttgca atacgtcatg ctctatacga gcgtctgtcg taataaaact tagcatcgtt
  2848261 gccatatttg gatgaatcat ccctgaacct ttcgcaacac cagcaatcat cactttcttc
  2848321 ccatcaataa tcatttcata gcaagtttct ttcgttataa gatccgtcgt taaaattgct
  2848381 tcagaaaaag aatgagctcc attttcttcc ttcgccggta taagagttac aattcccttt
  2848441 cggattatat ccatcggcag cggaacacca attacacctg ttgaagctac tgcaacatac
  2848501 ttttctttca atccaaaatg ttccgcccct aatgcacgca tctcgtaagc atcttgcaac
  2848561 cctttcattc ctgtacaagc atttgcattt ccactattaa cgataatagc ttgtagtttc
  2848621 ccctcagtcg ttatactatc cttcgtcact tgcaacgggg ctgcttgtat ttgatttgtt
  2848681 gtataaacag cagcacatga tgccggtaca tcacaaacga ttgcccctaa atcctttttc
  2848741 ccctttttca gaccaattgc agtgccaatg gccgagaaac cttttggcgt tacaatcgaa
  2848801 ccatcttcta cttttgtaat agacgctact ttaatcatca tgtcccccct tatagataaa
  2848861 gcggcatatg ttgtaaacct gtcgtttctt ctagtcccgc tactatattt gcattttgaa
  2848921 tcgcttgacc agccgcacct ttcatcatat tgtctataac agaaacaatt gtcactcttc
  2848981 ctgttctttc atcgtaagct atccccatat cacaataatt tgagcctctc acttctttcg
  2849041 gacttggaaa ctctccttgc atgcgaattc gaataaaagc cgattgttca tacgcttctt
  2849101 catataattg ttgaagttgt tctatttcca tttctcgctt tactttcgca tacagtgtaa
  2849161 ccataatccc acgtgatatc ggtattaaat gtgtactaaa cgtgattggc ttcgtttctc
  2849221 tattccactc cgcgagcatt tgctcaatct caggaatgtg ttgatgctca tttactttat
  2849281 aaatacgcaa gttatcatat aactcaggaa agtgagtcat cgttgttggc gttttgcctg
  2849341 ctccagatac tcctgatttc gcatcaataa taattgagtc ttcctcaatt atgccgctac
  2849401 gaactaacgg taatatcgct aataatgcag ctgtagcaaa acatcccggg tttgcaatta
  2849461 aatttgcctt ttgaatttcg gaccttttcc attcacttaa cccatataca gcttccctaa
  2849521 ggactccttc ttttgcagct gcccttttat accactgttc atatatgaaa ggatctttca
  2849581 tacgaaagtc tccagatagg tcaattactt ttaagcctac tgctaataat ttgggagtta
  2849641 actctgctga tactcctgct ggggttgcta aaaatacaat ttctgcttcc ttctctattt
  2849701 cctccacatc aatttcttgt aacgtatgaa caagaacatt ttgaaaatgc ggatatacat
  2849761 ttgttataca ctcgccaact tgtgaaaaag aatggagaga tgctatcgaa aaatatggat
  2849821 gttgttctaa taaccgaatt aactcaatac ctccataccc agttgctcca ataatcgcga
  2849881 ccttcatatg ctcctcctca tattgattct ttaaattaag tatgattata atattgtata
  2849941 tttatagagt caattaaata tttataaatt ttacaaactt aaaaaactta attttattag
  2850001 aaaaacaata tacacaaccg aatttttata cataaatagt gtatagtagt ttttttattc
  2850061 cacttcaagt acaataaaac aatacatacg tacatacagg cagggaaaac atgaatgaaa
  2850121 aattaattga gaaaatgatt ataaaaagtt ttcagcaata tcaatgtagt cctatgtcaa
  2850181 atgaggatca ggaaatgctt gttaaacata ttcaagcaat aattcattca aatactaaaa
  2850241 ttgatgtata cgaggcagtt gaggatatcg tttacgatta tgtgactgga aaataaaaaa
  2850301 ataggagatt tccatatgga aatctcctat tttttactta atgatttacc tgcaacacgc
  2850361 tcaaataaac ctgggaataa tgcataaagt ttcggaccaa tgcccatcca tttcggtaaa
  2850421 tttacttcac gctttttcgt ttgcattgat tttacaattt gctctgctac atatgttggt
  2850481 tttaacatgt atcgtcccat atttttcaca tatgtaccgg attgatcagc tatttcaaaa
  2850541 aagtttgtat ctatcggacc tggattaatc gctgttacga aaacattcgt actggataac
  2850601 tccatgcgta aactattggt aaatcctaat actgcatgtt tcgtcgctgc atacgcactt
  2850661 gatttcggcg ttgcaatttt cccagcaagt gaagcaatat taataatatg cccttcgttt
  2850721 cttttcacca tataaggtag aactgctttc gtacaagcta ctaatccaaa tacatttact
  2850781 tggaacatat ctttcacttc atccattgac gcatcttcaa acgttttaaa aataccaaat
  2850841 cccgcattgt ttactaatat atcaatacgt cccacttctt gtaatacctt tgaaaaaaca
  2850901 gattgtactt ccgtctcttc acttacatct aatacataat aatagcaagg cgtattataa
  2850961 gtttctttaa ttttgtctgc tagcgctttt aatttctctt ctgttctagc cattaatact
  2851021 ggagtcgccc cctgctctgc aacttgcatt gcaacttgct ctccaattcc actagaagca
  2851081 cctgtaatga cgattacttt attttgtaaa cgtcccgtca ttgctgtcac ctactttgca
  2851141 taataaatca attgttgcga agattcatca atcatcactt gttgattata tgctaaaaag
  2851201 tctaattgtc caaccgtttc tgaaatagta agtggcaatt gttccttata taataccgga
  2851261 aatagtttta cacatacttc aaatgctgtc attggttttt cctttaataa ctcaagcact
  2851321 ttaaatgcac gtgtttcttg cttttgtaat ctcgtttcaa taagttgctt cacatggaga
  2851381 acatcttctc catgtcctga taaaatgcgc gaaatattca tttcacttaa acgctttaac
  2851441 gtttgattgt attgtaataa tgggcgtgcc ctttctgttt gtccttcata tggtggttct
  2851501 aatattggat tcgaagaaat atgactaatg agagcatccc cgccaattaa tattccatca
  2851561 gattctctat ataatgaaat atgagtggaa gcatgacctg gtgtttcaat tactgtaaac
  2851621 ccaggtaaag aatcaatacg atctccctct ctcacagtat gcgttaacga tctattacaa
  2851681 gaatatttca atgtccttgt cgtcaataac gcctcgtctt tcaaaaatgc tactggaaca
  2851741 ccaaattgca aagctgtctc tctaaaaaac tcatgatacc gctttaaaaa ttctggattt
  2851801 tgcgtaatcc aaggctcatt ccaagggtgt ccaataatgt tcgttttctc agaaaatata
  2851861 tttaaaagcc acaatgatcc gcatgatgat gcgtaatgac tactgtttta atatcttcta
  2851921 tcgtatatcc taatgcacct aattgacttt ctaacgcatt tcttgcctct tctgtattcg
  2851981 tccctgtatc aattaatgtt aacgtctccc cctcaactaa aaacacattt acagtttcaa
  2852041 ctgcaaatgg cacaggaatc tccattcggt gaatcgccgt catgcttagc ccccctgtct
  2852101 ctttccggtt caaaaatgaa tacttcttca gtttacaact tatacatata tttgtcatta
  2852161 ttttcagata aaaagaggtg tttcctatta aaaaacgaat gtatgtacat ttataagaat
  2852221 ttctaccaaa tttaaaggag gaacatcatg tctattcaaa acatttcctt tctcggtgca
  2852281 ggctctattg ctgaagctat tattggtggc ttgttacatg caaatgttgt gaaaggcgaa
  2852341 caaattaccg taagtaatcg ttctaacgag acaaggttac aggagctaca tcaaaaatat
  2852401 ggagtcaaag gtacgcataa taaaaaagaa ctacttactg atacaaatat tctttttcta
  2852461 gctatgaaac ctaaggatat tgcagaagcg cttatccctt ttaaagaata tatacatcat
  2852521 aacgtactta ttatttcgtt attagcgggt gtttctactc actcgattaa aaacttactt
  2852581 caaaaagacg ttccgattat tcgagcaatg ccaaatacat ctgcagctat tttaaaatca
  2852641 gctactgcta tctcgccttc aaagcatgca acagcggaac atattcagac tgccatagct
  2852701 ttatttaaaa cgatcggcct cgtctctgtt gtagaggaag aagatatgca tgctgtcact
  2852761 gcattatctg gaagtgggcc tgcttatatt tattacgtag tagaagcgat ggaagcagcc
  2852821 gcaaaaaaaa tcggtttaaa agaagatgtt gcaaagtcac ttattcttca gacgatgatt
  2852881 ggtgctgctg aaatgctaaa agcaagtgaa aaacaccctt ctattttgcg aaaggaaatt
  2852941 acttctcctg gtggaacgac cgaagcgggc attgaagtat tacaagaaca taaatttcaa
  2853001 caagcactta tttcttgtat tacacaagca gcgcaacgat cgcataacct cgggaaaaca
  2853061 ttagaacaac taacaaaaga aaaataagaa atggagctca atcttacttg agctccattt
  2853121 cttataaaca tatattttta gttattcgtc ttcccaaaaa tctcttcttg cagacgacga
  2853181 ccagtcggtg ttgctgcaag tccaccttct gctgtttcac gaagtgctac tggcatcgtt
  2853241 tgtccgattc taaacattgc ctcaattact tcatcacatg gaatggtact cgttacacca
  2853301 gctaatgcta aatcagctga aatcatcgca tttgcagctc ctgctgcatt acgttttacg
  2853361 caaggtactt ctacaagtcc tgccaccgga tcgcatacta aaccaagcat gttctttaat
  2853421 gaaattgcca tcgctgtagc tgcttggtct tgtgttccac cagccatttc aactgcagcc
  2853481 gcggccgcca ttccacttgc tgaaccaact tcagcttggc atcctcctgc tgcaccagaa
  2853541 atacaagcat tatttgcaac aaccataccg aaagctcctg ctgtaaataa aaattcaatc
  2853601 atttcttcac gtgtaggctg caacttttct cttagtgcaa atagtacacc tggcactgtt
  2853661 ccagcagacc ctgctgttgg tgttgcacaa ataattccca tcgctgcgtt tacttcattt
  2853721 gttgcaacag ctttactcac cgcgtccaaa atcgtatctc cagataagcc ttttccgctc
  2853781 ttcatatacg cctgaacttt tacagcatct ccgccagtta aaccagttgg tgatttcact
  2853841 ccgcgaatac cacgttctac tgcttgctcc atcacgacta agttcttttc cataccagcg
  2853901 attacttctt cacgtgaaat acttcttgtt tccatttcac attgaatcat aatttctgcg
  2853961 atttttacat tttgttcttt agcttgcgcc actagttccg ctgcgttccg aaacatggtg
  2854021 tgtcccccct gcaattattc cataatagtt acttgacaaa tattttgttg cgcttttatt
  2854081 tcttcaatta cttcatctgc taatatttca tctgtttcga tgaccattag tgctcttctt
  2854141 cctttttctt tacgagaaac actcattgta ctaatgttaa tctcttgttt cgcaaggatt
  2854201 gaggctactg ctgcaatagc accgaagcga tcgttattta caataagtag tgctggactc
  2854261 gtgcctgata attgaagatc gaatccgttt aattctacaa cttcaatttt accgccacca
  2854321 attgagcaag caacaacttc aatttcttct tcacctttat acaaacgaat tctcgctgta
  2854381 tttgggtgag gtgcatttgc atcttcttca atgaattcta cttcgatgtt gcgctctttt
  2854441 gctatctcta gcgcctctgg aatacgtaag tcatctgttt caaatcctaa tatcccacct
  2854501 attagcgcta catctgtacc atgcccacga tacgtctttg caaatgatcc atataatgaa
  2854561 atgcttactc tttctggttc atgacgaaac agctggcaag caacttgccc cattcttgct
  2854621 gcacctgctg tatgtgaact tgatggacca atcataactg gaccaataat atcaaatact
  2854681 gagcgatact tcattataac tccccctaaa cctctatgaa aaaatttttt actattctat
  2854741 taagctaccg gattggttgc tttttccagt tgtactacga atttgtcccg ctgtacgaat
  2854801 tggatcgttt ttgaataaca gtgaagcgat atatcctgaa ataataccag ttatcatatg
  2854861 aaataagaaa cttagcatta ccttcattta cacataatat aagataatct acagtaaagt
  2854921 cttgtagcaa tccaaagttt aacacagaac cccttacaag catagcacaa acaagtgaaa
  2854981 cgcccattgc tttcatacct tttgatgcct taaagctaaa aagtgaaaaa gacttcatac
  2855041 gaataatagt aatgtccttc ctattataat ttccatattg ctctctcaca atttattcaa
  2855101 cttcacttgt tatgataaac gtctcaaaca catgtagcct acagtaaatt ataatctgtc
  2855161 ctcattatag cttgttttta ataaaacgct tacttttaat gaattttaaa agttctgaat
  2855221 aacaatccgt ttttgctatt tgtactactc gtatgtcgtc tgacttatat aacagttttt
  2855281 ctaaatactc gatactatgt agttttatct tatatcttta catcattaaa attttctgtt
  2855341 tcatcctata taagcataaa atgataacag ttttattttt atttttttta gaaataaaaa
  2855401 aatggcaacc tttcgtcacc attttttcac aacattatta tctgtccact ggaaatgatt
  2855461 ttaaatctgt agctatttct gtattagaaa atagctctct tgcctctttc aataattcct
  2855521 tatatgtatc tccttgataa cgagaactaa tatgagtcaa tattaatcgt tttgcatttg
  2855581 cctgaagtgc aatacttgca gcttgcttag atgtggaatg aaaataatca tatgcttgtt
  2855641 gttcatcttc tgccgcaaaa gttgcttcat gaacaagtac gtcagcgtct tgtgctagct
  2855701 ctctactcgc ttcacaatat ctcgtatcac ctaaaatggt aataactctt cccttttgag
  2855761 gtgggccgat aaaatcgttt ccgtttaata tcgtaccatt ttccaattca accacttctc
  2855821 catcttttaa acgtttaaag agtgggcctg gtttcacacc gatctccagc aatttatcga
  2855881 ctaaaagggc gccttgtata tctttctcta taatacgata cccaaaacat tcaataccgt
  2855941 gtgacaatct tttcgtttcc acatgaaatt cattatcttc aaacacagta ccttcttctg
  2856001 ttatctcaac aatttcaagc gggtatttta catgtgtcgt gcttactgat aatgcaactt
  2856061 caataaactg tttaattcct tttggtccat acactgttaa aggtgtagtc cctccttgga
  2856121 acgaacggct tcctaataaa ccaggcaaac caaaaatatg atcaccatgt aaatgcgtaa
  2856181 taaatatttt ttcaatgcgg cgtggacgta ctgatgtatg taatatttga tgttgcgtcg
  2856241 cctcaccaca atcaaataac caagtctgtc ctcgttcttc taacaattgc aaagcaattg
  2856301 ccgaaacatt ccttcctttt gaaggaacac ctgcaccagt tcctaaaaat acaaattcca
  2856361 ctttctttcc tccagctctt tatataatct atctttcatc ttacggaatg ttatttcaaa
  2856421 tggcaaatcg aatttacata accaatcatc tagacaacta tatatcacga acgttatact
  2856481 taaaaaactt agcaatcgtt cgtgttttat gttaaaatga ttatactaca ttttaaggga
  2856541 gcgttttatt atgaaagaag catttcgttt acaaactgat ttttcatctt catttgatcg
  2856601 ctgggtaagt tctttcgtgt ctgatcaccc agcacaatta gaatggacga ctttgaaaga
  2856661 attaatccat gaatatacaa caacacatac aaatgattcg ttaccaacat atatttcttc
  2856721 agctttcaca tattacgcac aacgcgtttc aacagcaaat aactcagaga ttgttatttt
  2856781 tgaaaatcat acaatctctt aatctatcgt aaaaagcact ggttacagtg ctttttattt
  2856841 atacttattt agcaaatcgg catattccgt caaaaaattt gtatacatac ttaaatcaaa
  2856901 ttcatctaaa attatctttt tacttgagtt attacataat tgttttgctt gtagtgcaaa
  2856961 aacgacaatt tgttttttat aaaaataaaa agtgtcatga tatgtacagc ttcatgacac
  2857021 cttctacata aacttacttt ctaatttttg ctgaaaagac ttttcttgct tacgtaataa
  2857081 ttgactacct cgttgtaaaa gcggcattcc atacttatca ttaatttgat caatgacagc
  2857141 aagtagcggc tcttctttcg catcttcttc aaatgaaaac aaatctaatt gtttcaccga
  2857201 ttcagtcttc cactctattt cagtagctgt aacacctaat aaacgaacgg aatcaccgtc
  2857261 ccaatgttgc ttccataaac gagaggctgc ttgaaaaata tctcgttctt cccaaatggc
  2857321 atttttcaat tgcttactcc tcgttactgt ccgcctatca tgatatttaa tcataatttg
  2857381 aatattatag ctgacaagag ttcgcttttg taatctttta ctcactgatt ttgatagcct
  2857441 ttgtaacata tcaagtaatt ctttctcttc atccatatcc tttgaaaaag tcatcgagtt
  2857501 accaacactt ttatgttgac ccatttgact cggatcaact tccctatcat ccataccttt
  2857561 tgcccgcctt tgtaaatcaa caccatgctt tccaatttta gcgcgaatga tatgttcgtt
  2857621 tccttttgct aactgctcaa tggtttgtat atgaatatca ttcaatttct cagctgtttt
  2857681 ttctccaatt ccatgcatcg ctccaaccgg aagtggccaa atcatttctg gaatatctcg
  2857741 ttttcggagc acggtaatac cgagaggctt tttcatatca gaagctgttt ttgctaggaa
  2857801 aaggttcgga gcaatcccga tgctacacgg aagctgcaat tctgttaata acgcctgctg
  2857861 aatcatcttt gctatttcaa gaggtgaacc aagtgcgtaa cagtctgtaa tatctaaata
  2857921 cccctcatct atagagactg gttgtatttt ttccgtaaaa cgggaaagaa tttgaaacat
  2857981 ttgaaatgaa gcttcgcgat ataatgtaaa attagggcgc cttacaatta attgcggaca
  2858041 taaccttttc gcttcccaaa gtggcatcgt tgtacgtatt ccatattctc tcgcctcata
  2858101 actacatgtt atgataattc cttttctttc tttttcattt ccagcaaccg ctaacggctt
  2858161 cccttgtaat gatgagtcat gagcaatttc aacagatgcg aaaaaacaat tcatatctac
  2858221 atgtaaaata acacgacctt tttttggata catttctcgc atagtactca ccccctaatc
  2858281 agaacgttcg ttcttttatt atagcaaatt ttgcacaata attataatta ttacttgttc
  2858341 ttttccatca tatttattgc tataatttaa atgaagtgga tatttttgta attaggggtg
  2858401 attattatga aaccaactga taaactcaat tatacgtttc tcgtaattat actaatcgtc
  2858461 gcaatcaatt atttacttct tcctatattt gatataaaca tagctggttt ctttcctcgt
  2858521 ctagtccatg tagtaacaac ttacatactg ccatggattt tcttgtattg gcttatccgc
  2858581 cttgtaaaag caatcgaatc aaagtaaaaa gcgtgtaaat cacaattgat ttacacgctt
  2858641 ttttgttata ttatttcgct acttcctcta tgattgcaac aactaattct gctgttttcg
  2858701 ctaattcttc aacaggaatc ttttcgtttg ttgtatgaat ttcttcataa ccaactgcta
  2858761 agttaactgt tggaattccg tgtccagcaa ttacgtttgc atcacttccg ccaccacttt
  2858821 ggtgaagaga aggtgtacga ccaatttttt cagctgcgcg ttttgcaact tctacaacgt
  2858881 gatccccatc agcaaattta aatcctgggt acataacctt tacttcaaca tctgcttggc
  2858941 cgcccatttc ttttgcagtt gtttcaaatg cttctttcat tttcgcaact tgtacttcca
  2859001 ttttttcatt gattaaagaa cgcgcttctg caaagatttg tacatgatcg caaacgatat
  2859061 tcgtttgtgt accaccttca aaacgtccaa tatttgcagt tgtttcagaa tcaatacgac
  2859121 caagtggcat cttcgcaatt gctttcgctg cgatcgtaat tgcagatacg cctttttccg
  2859181 gtgctacacc tgcatgagct gttttcccgc gaataatcgc gttcactttc gcttgtgttg
  2859241 gagctgcaac aacgatttcg ccaactttcc catcgctatc taacgcgtaa ccatatttcg
  2859301 ctgtaatgcg ctcacgatct aatgcttttg caccaacaag accagattct tctccaactg
  2859361 taataataaa ttcaattgtg ccgtgaggga tatttttctc ttttaaaaca cggattgctt
  2859421 caaacattga tgctaatccc gctttatcat ccgcacctaa aatcgtagta ccatctgata
  2859481 cgatatatcc atctttaata gaaggcttaa ttccattacc aggaactact gtatccatat
  2859541 gagaagtaaa gtaaattgta tcaacaccat cttttgttgc tggtaatgta caaattaagt
  2859601 tacctgcacc atgcccagta acagccattg tgtcatcttc aaatacttct acacctaaat
  2859661 ctgtaaattt ctttgttaat actttgcaaa tttctgcttc aaatttcgtt tcagaatcta
  2859721 cttgtactaa ttccatgaat tcatttacta aacgttcttg attaatcata agactgcgcc
  2859781 tcctgcacta ccattatgta tgtaacacta ttaattataa cagaatttcg caaaagtttc
  2859841 gaaatacaag acaaaaaaca gacggtttat atgtctagat aaccatctgc tttctattac
  2859901 tcattcaaca atacccagcg catatgatct tcccacactc cattaaccat taacattttc
  2859961 ctagacacgc cctcatactg aaaacctatc ttcgtcacta cttgtataga tgctaaattt
  2860021 cgtggcataa tcggtgcttc tatacgatgt aattgaaatt cctcaaaagc aacttgaata
  2860081 gcttttctaa gcgcttctgt cgtataacct ttgtttaact cttccttatc taatttataa
  2860141 ctgagtacac aagattggta aattccgcga acgattaaat taaaggaaat acatccaatt
  2860201 attttcgtat catcaccctt tttaaaaatc cataatctaa tgattttacc ttctgcgaac
  2860261 tcttttctat ccttttgtaa ctttttcttt tgataatcta acgtaaaaaa atcctctggt
  2860321 ctatactctt cccaagcttt taaaaattca cgatttctgt cgtagtattg aagaactttt
  2860381 tcagcatacg actcatcaat ttcccttaaa tgtaaacgat ctgtttcata tattttcatc
  2860441 atcgtatctc cattcttcag cttgcataaa aaaacttaca atctatcctt ctaatatatt
  2860501 ctctacgtac atacaaattt cctgttatac tttacacata cttctcgaat tttgtcattt
  2860561 ctctcccctt gtccacaata tcatttctcg ttacaatgat attgtactga tttgcaagga
  2860621 ggtttaacga tgcataaaaa agcccaaaaa gttatgattt atgtaatgct aatttctatg
  2860681 cttgtaacaa cattacttgc tggcgcaagt atgttttggt aaaaaggacg atgtattcgt
  2860741 ccttttttta ctttttacac ataataaaat aaaccatctc gaaatcgaga tggtttattt
  2860801 tatgtaaagc acaatcgcta caatactaaa agaaaatgac attacaagtg ctattacaaa
  2860861 acttgtatat tgtttctgct ggaatgctcc aataacaaaa gtaagattga gtaatgccat
  2860921 acatacaatt gctacaagat acgaacatat attaaaagtt gccaatatga atgtaataat
  2860981 aaatagaaat cccataaaaa actgcatata cgaaagcttt ggattcaagt acatatgagc
  2861041 aaccccttta tctaatttta tctttctata ctctcattaa cgcatggtta tgtacacatg
  2861101 tcaagacaac ttattccata tgaaaaagcc aaccttttcg ttggcttttt catatgcaac
  2861161 ggctcctttt tcttttgcca attgctgaaa tgattttttc gattttacaa tccatacttt
  2861221 cgttccaatt ggaatgcgat caaataaata ctccacatcg tttttcttca ttcttataca
  2861281 tccttgtgaa atatactttc caattgaact cggttggttc gttccatgta ttccatattt
  2861341 acttccatcc gttcctcttg cattaaaccc catccaccta gatccaagtg gatttttcgg
  2861401 tgatccccca ggaatattct tcgcaatata atatgggtcc tttgctttca ttacaatatc
  2861461 aaaagttccc tctggggtta attcatttgt tttccctgta gcgactggaa aaaccttttg
  2861521 aatctttcca tcgtcaatat aagctagttt attcgtcgct ttatttacaa taatgaaagg
  2861581 atcaccggca cgcggattat caccaagagg ccaaataggc gataaagaaa gacataatat
  2861641 gaaagagaga agatacggca taaacaattc ctaccttcta tataagttct tttatattat
  2861701 cctttccctt aaaacgactt ttaatgagta aatattgctc catttcatac acaagttgaa
  2861761 caagtttcgc acgtatttca aattcttcac gtgtagccgg caatggcata tctctaaata
  2861821 attctctcat ttcttgaagc tgtcttaaag aaataactcc ggtactctga gggctaatag
  2861881 catttccaat gttttcaacc acatccgcaa tcatatcagc ttgttcatat gtccacgata
  2861941 aagaagctgc taacggaatc attcgctcta aaatttcgaa ttgttgcatg cgcatattga
  2862001 aatagcgata gtaatagtca tcttctcgca taaatgcatt ctcaagtttc ttaaatgata
  2862061 aatctctagc ctcatttagc atctgttcag tttcaataag ttctgccccg ctccaactac
  2862121 tttctcggtt tcgtaaatac acaaccattt caaacaaaat cgttttaaaa ttattttcta
  2862181 ttttctcttg atactctttt agcttatttt cactacttgg catatacata tttactaata
  2862241 gagccacgct aatccctatc gttaatatag caatttcatt cccaacaata agccatgtaa
  2862301 tttgtttcaa tgaatatagg tgcatcacaa taactgaact cgtgacaata ccttcttgaa
  2862361 ttttgagcat aactgcagtc ggaataaatg taagtaatag tacgctaatt gctagtggtg
  2862421 tatatccaat tgtttcaaaa atacaaaacg cgaacaccat tgataataca caagctaaaa
  2862481 aacgatgtaa tgatacttga agtgatttac gtttcgtatt ttgtacacat aatataacta
  2862541 aaatacccgc tgaactataa aattctaacc ctaataactg ggcaataaaa acggctgcgc
  2862601 ctgtccctat tgctgttttt actgtacggt atccaatttt gaacatagca ttgctcctat
  2862661 atgtataaac gtatttatag tataaaaaaa ggatgacaca atgtcatcct tttctactta
  2862721 ttattcacgt aacctttaca tattacaata ttttttgtaa aaattgttgc gcacgctcac
  2862781 ttttcggtgc tgcaaaaaat tctgctggcg cactatcttc tacaagcttt ccaccatcta
  2862841 aaaagagaac acgatctgct acttcttttg caaatcccat ttcatgtgta acaatcgcca
  2862901 ttgtcattcc tgtcgtaact aatgatttca taacttctaa cacttctttt accatctctg
  2862961 gatctagtgc tgatgtcggt tcatcaaata acattacttc tggttccatt gctaacgctc
  2863021 ttgcaattgc tacacgttgc ttttgtcctc ccgaaagacg attcggatac gtatcttttt
  2863081 tatctaataa gccgaccttt tctaacagtt tttcggcttt cttttcggct tcttgtttcg
  2863141 ttactccttt tacattgata ggagcatacg taatattttc taatacagtc atatgaggaa
  2863201 ataggtgaaa atgctgaaat accattccga cattttcacg aacgtgcata atattcgttt
  2863261 ttggattcgt tacttcttcc gttccaatcc aaatgtgacc atttgtcggt gcttctaaca
  2863321 cattcataca acgtaaaaat gttgatttcc ctgatccaga cggtccaata attgctacta
  2863381 cttccccttt ttcaatcgtt gttgtaattc cttttaatac ttcgtttttt ccaaatgatt
  2863441 tatgaaggtt ttcaatttta atcacttttc ttcattctcc cttcaattgc tttcccgact
  2863501 aatgtaagaa taatgactag catataataa atgagtccaa caaaaagtaa tggttcaagg
  2863561 tatttaaaag tctccccgcc tacgatgtaa gcacggcgca ttaaatccgt cgcgcctatt
  2863621 actgttacta cagccgattc tttcgtaagt gtcgcaaact cgttcacaag tgccggtaat
  2863681 atatttttta aagcttgagg aaaaatgata tttcgcatca tttttccgta tggaattcct
  2863741 aaagccatcg ctgcttctgt ttgtccttta tcaaccgctt gaatgccagc acggattact
  2863801 tctgacatat atgcacctga atttaagcta aatgcaagta cagctgctaa aaatgccggt
  2863861 atttcataac caattatttg cgggacaccg aaataaataa tcattaattg caatacaagt
  2863921 ggtgtaccac ggaaaattga tgtataaaga tctgccgcta tatttaatgc tcgtattcta
  2863981 gcaattttgc aaagtgctaa tagcgttcct aaaataaacc ctgctaaagc tgatactgct
  2864041 acaattttca aagtaacttc tagacctttt aatatatacg gtatcgaagg cgtaatcgcc
  2864101 gaaaaatcta agttcattct tttcattccc ctcacagaaa agtgaaaggc agcttatttt
  2864161 tcgctgccaa accatttctt cactaattta tccatttctc cattttcttg cattttttta
  2864221 attactttat taaattcagc tgttttatca ctgtttttcg gaagggcaat tgctgctcca
  2864281 acttcttctg gagcttcttt aatttcaatt ccttgtaaat ctttcatttt ctctaaataa
  2864341 tttttagcaa ctgtgtcttc tataattgca gcatcaaaac gaccagcttt aatttcttgt
  2864401 acgatttctg gtatacggtc acgtccctca actttgaaat ctacttgttt tttaaattct
  2864461 gctgctttct cttcttgaat agatcctgtt tgtactccta cttttttccc ttttaaatcc
  2864521 tctacagatt taatgttaga gtccttttta gaaacaacca tgttttttgc aacaaaataa
  2864581 atatctgtga aatcaacatt atttttacgc tctgcagttg gcgtcatacc tgccattacg
  2864641 aaatcaactt ttcctgagct aagagatgct aataaaccac caaaatccat atctttcact
  2864701 ttcacttcat aaccaagttc ttttccgata tatttagcaa catcaacatc aaagccgata
  2864761 atttcatcac tttttgaagc ttctacgtat tcatatggtt tataatctgc tgaagtcccc
  2864821 ataacgagta cttttttatt ttttccagta gccttttctt ccccattact acaagcactg
  2864881 aacatactta caattaaaat aagtgcaaac gatattgata ataacttctt catatttctt
  2864941 ccccctaatg atgtatattt aaaagtttaa tagaatattt attcgatgtt tgtattgtat
  2865001 cagcactttt atttttatgc aatatataaa ataaaaataa ataaaaaatc attaaaatca
  2865061 ctgttaataa tgcataaaat gatgcataaa acaaccaact actgtatatc ctatcatttt
  2865121 gaataacaaa taaaaaaggc gctacaccca cttaattgtg agcgtagcgc cttttcaatt
  2865181 ttttatagtt cttcgcaatt ctcttcgaaa tacgattgta gttttgcaat aacttgcatc
  2865241 ggttcatgac cttcaatttc atgacgttct accatcgtta caatttttcc atcttttaat
  2865301 aaagcaaatg atggagaaga aggtgggtac ccttcgaaat attcacgagc tcttgctgtt
  2865361 gcttctttat cttgacctgc aaacaccgtt acaagatggt taggacgttt atcataatgt
  2865421 acagaatgtg cagcagcagg acgagcaata ccacctgcac aaccacatac agagtttacc
  2865481 attacaagtg ttgttccatt tcttttaaac gcttcgtcta ctgcttctgg cgtcgttaat
  2865541 tctgtatatc cagcagaaac aatctcttca cgcgcttggc ggacaacatc attcataaaa
  2865601 aagttaaaat taatcaatct tttccctcct ctaaaactac ctatttgtat cttaccagtt
  2865661 aatgtttatg aaatacaagt aagtttactt gtatttgagc atagaaaagg tgttagagcc
  2865721 ctgctctaac accttttctt aatgaccacg atgtttttgc tttgcttttt gtactttgat
  2865781 taaacgtctt ctttgttttt cagcctctcg cttctcctta gattgcactt tcttttcttg
  2865841 tttatgcagt tcataagata agctaattgc ctcttgcgcc ttagtaaagc ggcttacatt
  2865901 tacttctttt actgcttgtc gtatgatccg ctttatattt ttgggacgct gtttttcttt
  2865961 cacttccacg ccacattttg caaattgctg aaaatacgct aacattgaac cgttcacaaa
  2866021 tataagcact tcttcgtctg aaggttccgc tccaaaaata tacctcgctc catacaactt
  2866081 ccctttttct ttacatgtaa tgattccaac aaaaaattgg ccatcgtgat atactgtcaa
  2866141 atccattgac agcccctcct ttaaaaaatt agaaatacgg gacatcccgg aggggaaggt
  2866201 tactgacatg aaatcatgcg tctggactac caaccagtac tgtgtttttg tatttctttc
  2866261 actattatta tatctttttt ccataatctt catatattca gcaatcattt tttatgcgat
  2866321 cctacaatat agtcaggtag ttctgttagt gggaagaatg taagctgaac cgcttcttct
  2866381 ttgttcataa caaaatctcc atcgtattca tctgtataat aagcagtcgt tacagattga
  2866441 aattcatcac cgtttgctaa ttttgtaaaa taattcgctc cagaaaacac attgattaat
  2866501 tgtaggttct tcacttctat tcccgtctct tcgtatactt cacggcaagc tgtttcttct
  2866561 ggtgattcac caagctccat gagcccgcct ggcagccccc attttccgta cggctctgtt
  2866621 ctttgctgta ataaaacata tccatgttca tttataacga gtacaacagc accaactaaa
  2866681 attaaagggc gatgaccaac aattttccgt aattcttcta catatcccat cgtatccctc
  2866741 ctttttcgtt gtccacacta ttgtatcata tgtatgaaac gacaaaatgc gtatattttt
  2866801 cattttttta acaaaatatt tattttatgt gcttcatcta ctgtagctaa catatatgta
  2866861 aaaaagctga ttcgtttaga aacgaatcag ctttttttac ttaacggaaa acatatactt
  2866921 tttatacgtt tttcgtaccg ataatatgag acccatcata atcatattcg agagcaagga
  2866981 acttccccca tatgataaga aaggtaatgc aatacctttt acaggcatta atccaacgat
  2867041 cataccgatg ttttggaata tttgaaccgt taatatccca attgacccag cacataataa
  2867101 tgtaccgaat aaattatcag cagaataacc gataataatt gttctatata ttagtaatag
  2867161 gaacaagaag acaactaacg ctgctacgat aaatccacct tcttcggcaa ttgtagcgaa
  2867221 aataaagtca gtatgcttct cagggatata gacgttgcct tctccaaatc ctttcccttc
  2867281 cataccgcca ctacctacag ctaaaatcga ttgctgtgtt tgataacctt gatctgtatg
  2867341 ttcaaatgga tctaaccaac ctaaaatacg tgattgttgg tgaggtttta gtaacgtaac
  2867401 taacttatta aagaagaaat cctcatacct tacgtaaata aatattaacg tagatagtat
  2867461 ggtgactgga ataactgtac ataacgctat caatttcttc tgaatacctg acataaataa
  2867521 aatacatgca attgcagcag catataagaa caccatccct gtatccggtt ggctatatac
  2867581 aacagccata ggcgggaggg atactaacac aattttacct actaatttta agtccgtttg
  2867641 gaatgtcctt gccatatact gcgcattatg tttcactgct atacttgcta ctacgagaag
  2867701 caatgaaatt ttgaaaaact cagatggttg aatttgtcca actaacggaa atacaaacca
  2867761 tctttttgca cctaattttt caggtgtgaa agtggaaacc ggtagtattt ttaaaagaat
  2867821 aagtgaagca aatccagcga tataaagtgg ccaagacaat ttttgtaatt gatctaagtc
  2867881 aatgcttgca acaagcaata acaatacaac cccaattatg tagttcaaac cctgtttcat
  2867941 cgcaaagttt gcctctccat attggccagt ttgctgactg ctatatatag cagctatact
  2868001 cgtgacacat aatgcaaaca aaattaatat taattttaca tctaaacttt ttagaaactc
  2868061 ggtacttctt ttcatgacat cctcctgaaa cattgttaca gcaaaataaa aaaccaggag
  2868121 tcaacattct tcatgttttg acgactgatt acacattatc tataaaacac ttatatagaa
  2868181 taactctctt tttcatacaa tacaatacaa tatattatac tacagtttcg tcagtaagat
  2868241 ttgccaaaaa aattattctt ttcttatttt atatccacat accatatatc agcaatgtat
  2868301 tttcataaat tcctaataca taatcgttca ttgtaagatt actgggaaag gtattataca
  2868361 tatagtagga tgtagttgaa gaaataagat gataaaaagc tcgcataagc gagcttttta
  2868421 tttaatatac agatgtatta ttttctgacg tattttctaa aatttctttt acacgtccta
  2868481 agaacttacc acaaattaaa ccatctagta cacggtgatc gagtgataaa cataagttaa
  2868541 ccatgtcgcg agcaccgaac ataccatttt ccataattac tggacgtttt acaattgatt
  2868601 caacttgtaa aatagccgct tgtgggtaat taataatacc catagattga acagaaccga
  2868661 atgatcctgt gttattaatt gtaaatgttc cgccttgcat ttcgtccgct tttaacgatt
  2868721 tcgtacgtac ttttcctgca agttctgtaa tttcacgagc gataccttta attgtcttct
  2868781 cgtccgcgtg tttaattact ggtacaaata gttcgtcctc tgtcgcaacg gcgatagaaa
  2868841 ggttaatatc tttcttctga acgattttat cgccagccca cattgaatta atttgagggt
  2868901 actcttttaa cgcttgtgct actgctttta cgaagaaagc aaagaacgtt aagttaaagc
  2868961 cttcgcgttt tttgaaatca cctttaattg aattacggta tgacacaagg tttgtcacat
  2869021 ctacttcaat catcatccaa gcgtgtggcg cttcgtgttt actacgtaac atgttcgctg
  2869081 cgattgcttt acgcacacct gttactggaa tttcgatatc gccaggcatt gttggtacag
  2869141 aaactggttt cgcagcttct actttttgtg ctactggcgc tgcttttggt gcttctggac
  2869201 gcgcttctac tactgccgct accgcttcct ctttcttcac cgcacctgct tgcggaatat
  2869261 ttcctgattc cactagcttt aaaatatctt tacgagtgat acggccgttt gctcccgtac
  2869321 cttctactag atctaaatca acgttatgtt cacctgcaag ttttaacaca gctggtgaaa
  2869381 aacgaggttt tccatcagtt ggttgttttg ctttcggtgc tttttcaggc gtatttactt
  2869441 ctgcttttgg ttcttctttt gttttttcct caacagctgt tgctgctact tcatctgcgc
  2869501 cttctacttg aatcacacaa actacttcac ctacagctaa cgtatcacct tcaccagcga
  2869561 tcaactcttt cacaatacca gtgaaagaag atggtacttc agcatttact ttatcagtca
  2869621 ttacttctgc aagcggatca tatttgttta cgtgatcgcc aacattaacg agccatttac
  2869681 taattgtacc ctctgtaacg ctctccccga gctgaggcat tgtaatattt tctacagcca
  2869741 tgtatagtcc ccccgattaa aattccgcaa gttcacgcat tgctttttca actttatctg
  2869801 gatttaccat aaagaatttt tccattgttg gtgcatatgg cattgctgga acgtctggac
  2869861 ccgcaagacg tgcgattggt gcatctaaat caaacagaca gttttcagca ataattgctg
  2869921 ccacttcact cataatactt ccttctttat tgtcttctgt tacaagaaga actttacctg
  2869981 ttttagaagc tgcttcaatg attgcttctt tatctaatgg atatacagta cgtaaatcaa
  2870041 gaatgtgtgc agagatgcca tcttgtgcta acttttcagc tgcttgaaga gcaaaatgaa
  2870101 cacataatcc gtatgtgata acagtaatat catcaccttc acgttttaca tccgcttttc
  2870161 cgattggtaa tacgtaatca tcttctggca cttcaccttt aattaagcga tatgcacgtt
  2870221 tatgctcaaa gaataatact ggatcttcat cacgaattgc agcttttagt aagccttttg
  2870281 catcatatgg tgtagaaggg ataacgattt ttaaaccagg ttggtttgca aacatcgctt
  2870341 ctacagattg tgaatgatac aacgctccgt gaacaccgcc gccaaatggc gcacgaactg
  2870401 taattggaca agtccaatca ttattagaac ggtaacgaat ttttgctgcc tcagaaacaa
  2870461 tttggtttac tgctggcatg atgaaatccg caaactgcat ttcagcgatt ggacgcattc
  2870521 catacattgc tgcaccaatt gcgaccccag cgattgcaga ttctgcaagt ggtgtatcta
  2870581 gcgcacgatc ttcaccaaat tgatcatata atccgtgtgt cgctttaaat acgccacctt
  2870641 ttttaccaac atcttcacct aaaacgaata ctttctcatc gcgttccatt tcctcgcgca
  2870701 ttgctaatgt aatagcatca atataagaca ttacagccat gaaacgttcc cccctattct
  2870761 gcgtatacgt gcttcaatgc atcttcaggt gctgcatacg gagcattttc tgcatattct
  2870821 gttgcttcgt ttacgatatg cataatttcg tctaacattt gtttttcaga ctcctcagtt
  2870881 aacacgccaa cctcttttaa ataagcagca aatgttacaa ttgaatcatt tttcttcgct
  2870941 tcttctactt cttctttatc acgataaaca cgatcatcat cgtcacttga atgtgctgtt
  2871001 aaacgatatg atactgtttc aattaaagtt ggtccttcac cacggcggcc acggtctgct
  2871061 gcttctttta cagctttata taccgcaagc ggatcgtttc cgtctactgt atatccaggc
  2871121 ataccgtatc caattgcacg gtctgataca tttttacatg ctaattgttt ttcaactgga
  2871181 atagagattg cgtatttatt attttcacac atgaaaataa caggtaactt gtgtacgcca
  2871241 gcaaagtttg caccttcatg gaaatcacct tggttagaag aaccttcacc gaatgtaaca
  2871301 aacgttacta aatctttctt ttccattttt ccagctaatg caataccaac tgcatgtggt
  2871361 acttgcgttg ttactggaga tgaacctgtc acaatacgat ttttcttttg accgaagtga
  2871421 ccaggcattt gacgaccacc agagtttgga tctccagctt tcgcgaaacc agatagcatc
  2871481 agttctttcg ctgtcatacc aaacgctagt acaacaccca tatcacggta gtatggtaat
  2871541 gcataatctt tctctctatc aagagcaaat gctgctccaa cttgtgctgc ctcttgtcct
  2871601 tgacaagaaa ttacgaatgg aattttacca gcacggttta ataaccacat acgttcgtcg
  2871661 attttacgtg caagtaacat cgtacggaac atttctaaca cttgctcatc acttaagcca
  2871721 agctcttcat ggcgcttttc ttttacttct gccatttttc ataacctcct aaatccacat
  2871781 ttttatgcgt gtaacgcttt tccatctaca gctaatgctg cttcaccaat cgcctcagat
  2871841 aatgatggat gcggatgaat tgtatgtgct acttcccaag gtgttgcatc aagtactctt
  2871901 gcaagacctg cttcagaaat catatctgtt acatgtggtc caatcatatg aacaccgaga
  2871961 atgtcatttg tttcttcatc aactacaagt tttacgaaac catctgattc gccgtataca
  2872021 agtgctttcc cgattgcacg gaatgagaac ttacctactt ttaacttata gcctttttct
  2872081 ttcgcttctt gttctgttaa accgacagaa gcaacttccg gactgctata tacgcatttt
  2872141 gataccatag aataatcaat tggtgtaact tctttaccag caatatgttc tactgcaaca
  2872201 attccttcat gagaagcaac gtgagcaagc tgtaagccac cgattacatc accgattgcg
  2872261 taaatatgag attctttcgt ttgataaaac tcatttgttt gaatgtatcc tttttccaca
  2872321 acgatatccg tattctctaa accaatattt tgcgtattgg cttgtcgtcc tacagataca
  2872381 agcatttttt ctgctttaaa ttctttattc tcaccgttat gttcagcttg aattgttact
  2872441 ccattatctt ttaccaatgt ttctggtaat acttttgcac cagttaccac tttaatacct
  2872501 tttttcttga atagacgttg catttctttt gaaacgtctt gatcttctaa tggtagtatc
  2872561 gttttcgcat actctaatac tgtaacttct acaccgaagt cagcaagcat agatgcccac
  2872621 tcgataccaa ttacaccgcc accaacgata ataatcgagc tgggaagcgt ttccattttt
  2872681 agggcatgat cggaagacat tacatactct ccgtctaatt ctaaacctgg taatgaattc
  2872741 ggacgagaac ctgttgcaat aagtacattt tttggaatta acatttcatt ctcttctcca
  2872801 cttgcaagtt caactgaaat tgtccctggc atcggagaga aaatagatgg gccaagaata
  2872861 cggccaatac cttcaaacac atcaatttta ccttgtttca ttaagtgctg aacaccttta
  2872921 tgaagttgcg ttacaatctt ctctttacgc tcttgtactt tcgcaaagtt tagttctaca
  2872981 ttacttgcaa taaccccgaa ctcttcgctt tttttagcag ttgcgtatac ttccgcacta
  2873041 cgtaaaaggg ctttactagg aatacatcct ttgtgtaaac aagtaccacc aagattttct
  2873101 ttttcaacaa gtgcagtttt taaacctagt tgtgatgcac gaattgcagc aacatatccg
  2873161 ccagtaccgc cgccaacgat gactaaatca tattcttttg ccattatctc aacccctagc
  2873221 taccgtttct ttttcacgta caatatattc ttttggagct tcttcttcac gtagtacacg
  2873281 aagtgcccct tctgctaatg cttgtaattc atcttctcct ggatgtacga taacatctgc
  2873341 aatccagtct actcgttctt ttatttcatc aacaagaatt ttactgtaag caagtccacc
  2873401 agttaatacg attgcatcga ttttcccgtg aagtacagcg ctagctccgc caatctcttt
  2873461 tgcaacttga tatgccattg ccttataaat aagagttgct tcaggatcac ctttttcaac
  2873521 catttgttct actttaatcg catcatttgt accgataaga cttacaagtc caccttgtcc
  2873581 gacaagtttt ttaaccattt catctcggta atactcacca gagaaacaca tttcaactag
  2873641 ttgtcctact ggtactgtac cagcacgctc tgggctaaat ggtccttctc cgtttaagcc
  2873701 attattcaca tcgataactt ttcctttttt atgagcacca actgtaatac cgccgcccat
  2873761 atgtgtaact aataaattta aatcctcata tttgtggttt aattcttcag ctactttacg
  2873821 agcaactgct ttttgattta atgcatggaa aatactttta cgttccatac cagcaatacc
  2873881 acttatacga gcaatcggct ccatttcatc tacaacgaca ggatctacaa tgaatgccgg
  2873941 aatatttaat ccagaagcta tttcatatgc taaaatgccc ccaaggtttg aagcgtgatg
  2874001 accactaaaa ccatttttta aatcttctaa catcgcatcg tttactgtgt atgttccgcc
  2874061 ttcgattgga cgaagtaatc ccccgcgtcc acaaactgcg tttaattttg aaatgttaat
  2874121 accgtgagaa tgtagaactt ctaagatcgt ttctttacga aactcatatt ggtcgataat
  2874181 tcgcttatat tttccaatct gttcttcatc atgacgaata gtttcttcta aaacgggtct
  2874241 ttcattatca aaaacaccaa tttttgtgga tgtactaccc ggattaataa caagaattcg
  2874301 atttacagac actgttgcta cctccactaa taaattcaaa aggaggtgga aacctcataa
  2874361 gaggtaacca caccttttgt aaaagtaata tatgaatgat tagcgacggc taataatgtc
  2874421 gtgaccgttg cgtaagtatg tgctacgaga gtttttcaag cttgcaatgc gctcttcagc
  2874481 tagacgatca gctgctacat aagttgcaat gccatcgcgt tttgaaattt cgattacctt
  2874541 tgcaattgtg tcataaattg attctacgcg ttttaatgca cgttctctat tgtatccata
  2874601 taactcgtct gctacgttaa ttacgccacc tgcattaatt acatagtctg gtgcgtatac
  2874661 aatacccatt tcatgaatga tgtcaccgtg acgatcttct tttaattggt tatttgcaga
  2874721 acctgcaatt acttttgctt taagttgtgg aatagtttcg tcattaactg ttgcgcctaa
  2874781 tgcacatggt gcgtaaatat cacattcaac accgtaaatt tcatttggct caactgctgt
  2874841 tgcaccgaat tcttctactg cacgttgtac agcttcttta ttaatatcag taacaattag
  2874901 ttttgctcct tcggcgtgta aatgtttgca taggtggtat gctacgttac caacgccttg
  2874961 aacagcaatt acttttcctt ctaagttatc agtaccgaaa gcttctttcg cagcagcttt
  2875021 cataccacga taaacaccgt atgcagttac tggagatggg ttaccagaag aaccgaatga
  2875081 tggtgaaata cctgttacaa agtcagtttc ttcgtggata atatccatat catctactgt
  2875141 tgtaccaaca tcttcagctg taatgtaacg tccgtttagt ccttgaatat aacgacctaa
  2875201 tgcacggaac atcgcttcgc tcttatcttt acgtggatca ccgataatta ctgttttcgc
  2875261 accacctaag tttaaaccag ctgctgcgtt tttgtatgtc atcccttttg caagacgcaa
  2875321 tgcatcttca atcgccgctt cttcagaatc atatgtccac attcttgttc caccaagagc
  2875381 aggtccaagt gttgtatcat gaattgcaat gattgctttt aaacctgatt ctttatcttg
  2875441 acaaaatact acttgctcat aatcatattt ttctaagtat tcgaagattt ctaatgccat
  2875501 tgtcgtttcc ccctaatgtt ttaccctatt tggtttattt tgaagcagtg gcaactgcca
  2875561 atgctaatga atatactttt gtttctgctg aatcagcacg agatgttaaa acaatcggtg
  2875621 cttttgcgcc agcaatcatt gctcctactt ttgcatccgc aaagtatacg agtgatttat
  2875681 atagcacatt tccagcttca attgttggga cgagtaaaat gtctgcctta cctgctacat
  2875741 cacttactat gcctttatgt tctgctgcaa tttgtgatac tgcattatct aaagcaagtg
  2875801 gtccatcaac gacacaattt ttaatttgtc cgcggcgatt catttgagtt aacatcgctg
  2875861 catcaattgt cgcttgcatc gcaggattca caacctctac cgctgcaatt ggtgctacct
  2875921 ttggcaaatc aattcctatt gcccgggcaa cttctacagt attttgtata atagcagctt
  2875981 tttgtgttac atcaggtgca atgttcatcg ctgcatctgt aacaaaaatg agacgattgt
  2876041 agtttggaac ttcaaatgtt gcaacgtgtg aaagtacgct acctttacga agtccccact
  2876101 ctttatttaa tacagctttc aaaatatttg ctgttgggat gttccccttc ataagcacat
  2876161 ctgcttcgcc atttcttaca gctttaacag aaagttctgc agcctcagca cttgactgtg
  2876221 ctgcaatcac ttcaatatgt tctgaagttt gtaaactatg ttcttgtagc atccccatta
  2876281 ttttttcttg atttccatat agacgaaatt gagctagctg taatgtaatt gctttcgcta
  2876341 cagcttcaat tacttcatga tcttcagcta ctgctacagc cacagttttt ttaggctgtc
  2876401 ctgccgcttg atcaattaag tgttctaact tcatattttg taatcacccc tttccgtcgt
  2876461 ccctcgtctt tttattaagc aaataccgtg ccaacttttt aaagtggtct taccaataat
  2876521 gaaaacgcat tcaaaacaca gtaaaatcaa tactttggaa aataacaaaa gattctgtct
  2876581 tattttgtca gtttttgtat accatgcaat aaattgcacg gtacgcaatt tattgcatgc
  2876641 ttttttttgc acactcatat ttttctagct tgtaatataa atttcgaacc gaaattccta
  2876701 acgctctggc tgtttttgtt ttatttccac caaacctctc taaatattca tgaatgatat
  2876761 tcccttcaaa ctccgtcact aaatgctcaa gtggcttttc ttctaactca ggtaataaat
  2876821 gagcttgctt tgactccacc tgctcttcgt tatgtaatgg cggtaaatgt tgtacatcaa
  2876881 tataggtctc gttataattc ataaagataa tagctctccc taaaatattt tcaagttccc
  2876941 tcacattccc tggccattca tatgattgta aatatgaaat agccgaatcg gtgagcccct
  2877001 ctatatttcg accataatcc tgattaattt tttgaattaa tctgtctgcg attgccggta
  2877061 tatccccttt tcgctgacga agagatggaa tttgaattgg aattttattt aatcgataat
  2877121 ataaatcctc cctaaactct ccttctaaaa tggctttttc taaatttacg tgcgtcgctg
  2877181 caattactct aacattaata gggattgctt tcgttccacc aacttttaca atttctttct
  2877241 cttgcaaaac gcgaaggagt ttcgcttgcg tattggcaga tagttcccct atttcatcta
  2877301 aaaagatact gccgttattc gcttcttcaa agaatccacg ttttccgcct cttttcgcgc
  2877361 cagaaaatgc accttcctca taaccgaaca attcactttc taacaacgtc tctgaaatag
  2877421 ccgcacagtt tacacgaaca aacttattat actttcgatt acttccatta tggatagcat
  2877481 gcgcaaacaa ttctttacct gtcccagact ccccgcgtaa caacactgtt gctggtgtat
  2877541 tcgccccaag tttcgcctgt tcaatagcag ccgttgtttc atctgaattt ccgacaatgt
  2877601 catcaaatga atattttgct tctaacgttc gaataatttg ccttgctcta ttcaattcat
  2877661 ttgttaattt ttgaatttct gatacgtcgc gaattacacc gacgctccct ttcaatattc
  2877721 catccacaat gactggtgct acgtttacaa ttacatctcg ctttttttgt ccaattttca
  2877781 tatgtatacc tcgtaccgct ctacgtgttc gaagtacttt catatgcata ctttcacctt
  2877841 ctacaatatc agttgtagcc ggcttcccaa taatgtcctc ttctgttaag cctgttaatt
  2877901 tcgtatacgc agggttaatt actaatcctc ttcctttttc atccacgacc gaaatcgctt
  2877961 cctcagacga gttaataatt gcctcaagta acgtttgaat ctcctttaaa tctgtaactt
  2878021 cttccgcaag atctacaact tctgttatat ctttaaaaat tgcaaatgcc ccttgtacct
  2878081 ctcctccctc ttttaatatc ggaatacggg ttgtaataat tttcttttca ttctccagcg
  2878141 tcagttcata attcacttct atttgtttcg tacgtataat acgaagcaac ttactagtcg
  2878201 gaataacttc taaaatatat ttccctatcg catcttcttt tttatacccg ataatacgct
  2878261 ctgcactttt attaaataga cgaacttgtc cctctcgatc aatgacaatc ataccgtcat
  2878321 gcgtagaatt taaaattaaa tccccttgct gcgtctgttc ttctaacctt ccaattaaat
  2878381 cttccttttc atgcgctaat ctcgtaacaa tttttgcaat atcacccggt ataagaagag
  2878441 tatctttatg ctttttcttt agtaactctt tatgtaaatt atcatcacct gtcatatcaa
  2878501 acattacatc aatatgcata gaaagaaacg gcgttacact ctctccaatc gtaattccat
  2878561 attccttagc catttgcaat ccttttgcta ccggatttat atcaataatc cctataattt
  2878621 gaaatatatt cgaactttgc aacagattca gcagtgtact gccaccttca cctgcaccaa
  2878681 caattaaaac tttttgtttc atatattaca cttcctctcg aagtatccct gcaaaatttt
  2878741 tcacaccctt atcttactcg ttcagccccc tcttgacaaa cccccttttc atataacatc
  2878801 attaaaataa acaaaataat ctgaaaagga gcatttatat gcagcgttac cttgctctat
  2878861 tattagcact catccccatt tcattagctg tgtttggtat taaattaatg agagatactg
  2878921 tattcgggat tctatttcct ccactctcca tactttggtt acaattttta attggcgctc
  2878981 tttgcttcgc gctcgggttt tatatttttg gcggtttcgt cttacaccga gaccgtaaac
  2879041 gaaataaagt acaagctcgc tttagaagat aggaaagtcc tactatttat aaataaaaaa
  2879101 tgagaccgct tgtaacggtc tcattttttt attgacaata acgttcttgc catttcagga
  2879161 taatcagtaa taatcgccga tatattcata tcaaaatatt tacgcataag tgtttcttca
  2879221 ttaattgtat agggccgaac ttctacatca ctttccatcg ttaattcagc aatggcatct
  2879281 tgaagataac gataattcgg atgcactgca gtagctccca tcttttttgc atatgcccat
  2879341 gggctatgca ggccttcacg atataaaatc gctgtttgaa tatcaggagc catcatatga
  2879401 caccttttca tactgtaatg attaaatgaa gaaaatataa cacgatcctc tagattaaat
  2879461 ttccgtacaa gcgttataac ttcttcctct aaacctctgt atggaatttt attattttta
  2879521 agttcaatat taagtagcaa ctctgttttt tcaatccatt ttaacacctc ttctaaaaga
  2879581 ggtattttac aaaatcctac tttatcacca aatttataac tcgcatctaa tttacataaa
  2879641 tcctcatata cataatttcg aaccgcacct tttccattcg ttgtccgatt cactgtttca
  2879701 tcatgaatga cgacaacctt tccgtctttc gttaattgaa catccagctc aattccatct
  2879761 gccttaaaag attcagctgc ttcaaatgaa atcatcgtat tttctgggta cgttcccgct
  2879821 gcaccacgat gtgcaaatat aagagtcatc ctcactcccc caatcttatg ctatactata
  2879881 cgaaaaagga ggtacttcta tgagaccatt acaaatttct ccagacactg cagtccgcct
  2879941 atcaaaagca ttaggtgttc cacttgaaca acttatgcat atgccgcagc acattttaat
  2880001 tcaaaagtta gttgaattag aaaaacaaaa taaagacgaa gaataataca gtcctgtttc
  2880061 gcaggacttt ttatattttc tattatatca cggatgactt ccttgctaaa atccctcatc
  2880121 ggatatacgg tgattcaatt taaccctcgc ttcaaaacct gtatagtcaa ttaaaagatc
  2880181 ccctctttta ataaaagaag gggatcactc aaattataca ttttgctttt ctttgttaaa
  2880241 aatcataaac aatttataca aacctaaaga agctggaata ttcataaatg caaatgcctc
  2880301 atacgtataa tgaggagctg tttcccatag taacaagaaa gcaaataccc ctaatgtact
  2880361 tattatcgta attcgtataa cttccgattc attttcatct ttctttttat aaagaataat
  2880421 agccgccagg acagctatat atacgaataa cttgataaca tacgaatata tagtaatgat
  2880481 tttataattt gttgtactat agttcgatac gtaatgcgtt accgtgtcat ttttctgctc
  2880541 aaaccattct ccaatacgat acatagagaa ctgacttgaa acccattctc tagttatttt
  2880601 ttcatttaaa tgttgcacat aacccattat accaagttca ttaaaacgct gaactataac
  2880661 ttttttatta tgttcatcca aatcctttgt attcttcatg ttttcatcat caatataaac
  2880721 tgaatctgcc tgattccata caccatacgt atctttgttc agacccattt tcacccaatg
  2880781 agtaaatgga attttttcaa tttcattgtc ggtactaaga tttagctttg tcgttatacc
  2880841 tttaaaactt acaataagaa ttaaacaaaa taaaacacta cttaacacct ttacagaata
  2880901 ttccttacga aacttaaaaa tattttcaat taaaattgct aacgccacgg ctaatgctgt
  2880961 cggtcttata atataagtac aagctgcaaa aatccctaat aaaatccata aagtaacctt
  2881021 cattcttttt gtttccgccg tttttaagca caaatatgta tacatcgttg ctgaaataaa
  2881081 aaatattact aatgtatgcg tataaaaaac tggtgcctgc caatatataa aaatatttag
  2881141 cacagataac acgatcgata tgtgagcaac tttaaagttc gtaatttttc ttacaattaa
  2881201 tacatttaaa ataatactac ctgttataca cgctattggt aatattttta tcgctacatc
  2881261 tacgcttcct atcaatttag caaaataccc tcctaataat acaatatgtg tattatatgg
  2881321 atagaataga agctgtccca tttctaaaaa ttgattatct ccattaaata cagagacaat
  2881381 tccttgttta aggatggcat aatcccccac aacagggtta aatgctatag aagtaatcat
  2881441 tatttccatc gtcaaaatga tgatgatacc taagataatc ataatatttg tgtacgttct
  2881501 tttcattgta ttaataaccc atttgtaata cataaagaag agcgcaaata aaagcaacgt
  2881561 cgcggctata acaataccaa cttttcttgt agtatactcc tcagtcggat aaggaaattc
  2881621 accactcatc aaaattattt tcgggataaa aaatttactt actatcattg aaaatataca
  2881681 taaaaacaat accttaacaa tgattgggta agctcgattc actatttttc ttacagtcat
  2881741 tcttccattc tcctatttct ctctctattt ctctattttt ccaaatcaat gatacgttat
  2881801 agatattatg atgtcaaacc ttcgtatttt ctgtacatat ccttatgttc actgcatttt
  2881861 tctatataca tatgtgttcc ttcacatcct taaatcgaag taaataaaaa gaccaacgaa
  2881921 ttctaaaatt cattggtcat tacataaaaa gttctttagt tttaaatgta ctatcaagta
  2881981 taaatttcaa gaatgattaa gctttatgaa aacttaaatc tcttacttct tctattctca
  2882041 gctagcctta tgttcaagtc taagcttatc cgcaaccatt gcaataaact cggagttcgt
  2882101 aggttttgct tttgacatgg atactgtata accgaataag gacgaaatag aatcaatatt
  2882161 cccacgactc catgctactt caattgcgtg acggattgca cgctcaacgc ggcttgctgt
  2882221 tgtattatat ttcttcgcga tatctggata caatactttc gtaatagatc caagtaattc
  2882281 gatgtcattg tacaccatag aaattgcttc ccttaagtac atgtaccctt taatatgagc
  2882341 aggcacacca atttcatgaa tgatactcgt aatgctcgcg tctaaatttt tcggttttcc
  2882401 atctactgtt gttgctgatc ggaaagatgg cagtggacgt ttaatagtag cgtttgcctt
  2882461 accgctcact tgacgaatat gactcgttaa attttccata tcaaatggtt ttaatatgaa
  2882521 atatgaagca cctaagtcaa ctgctttttt cgtcacatct tcttgtccaa atgctgtcaa
  2882581 cataattacg ctaggctgtc ttaacctttc aatatgtcgc attttctcta gtacagctaa
  2882641 accatctaaa tgtggcataa taatatccaa tacgagtaca tccggctgct tatcttttaa
  2882701 taaatttaaa cactcttgac cattataagc agtaccgatt acttccatat catcttgagc
  2882761 agctacataa ctctctagca ttgatactaa ttctttatta tcatccacaa gacatacttt
  2882821 aattttctcc acagcttttc ctcccttacc gaatcgattc tccgacatgt gtatccttct
  2882881 aggctacatg aattgttcga caattgtgtg aaaattccct tttaaagttt gttactttcc
  2882941 gataaaatca caaaaaaata tgtttatcgt tcatttattc cctttcgcaa cacattccat
  2883001 catagaaata caacgaaacg ttcaaccctt tccttttatt ttacaacaaa aaacacctct
  2883061 tgcggagctt ttacaaaatt tcaacgaatt tttcaataga aaagcgagct aattattaat
  2883121 tagctcgctt ttctttcttg atcataaatg ttaattccag cttcatgtaa catccattca
  2883181 atatgaacac catatcctga tgtcggatca tttacaaata catgtgtaac agcaccaatt
  2883241 actttcccgt tttgtacaat tggacttccg ctcatccctt gtacgatacc acccgttttc
  2883301 gctaataaac gtttgtctgt tacttttatt accatgcctt ttgttgccgg aaacttttgc
  2883361 ggtactgtac taacaacttc aatatcaaac gcttccactt tatcttgatc aataaccgtt
  2883421 aatatttttg ccggcccctc ttttacttga tgagatagtg caataggcat tgctttatcc
  2883481 attacgccat ttgtcatatt tgtattcaat ttgccaaaaa taccaaatgg actatttatt
  2883541 gtaatattgc caatcacttc acgatctggt gagaacctcg ctaatttctc tcctggattt
  2883601 ccgtgactac ctctttcaat tgatgtaact gtcgaacgca taatttgtcc atcttcgact
  2883661 tgaatcggtt ttttcgtatc gttatcagaa atgacatgac caagcgcacc atatttcata
  2883721 gaatcaggat gaacaaatgt cattgttccg attccagctg ccgaatcacg aatatataaa
  2883781 ccaatgcgat aagaagattc tccattgtct ttttgtggtg ttaacttagt gcgaatatgc
  2883841 tttccatctc ttaacaaaac gagattaagc ggttcgcctg tttccccact attatgaata
  2883901 aatggtgcta catcactcat tctttcaatt gttttaccat taatttcagt aatcatatct
  2883961 ccaatttgca cacccgctgt ttcaccagga gatactttcc ctttttcagt ttgaattaaa
  2884021 tgatggccta caacaagtac cccttttgtg tttaacttta caccgattga ttgtccacct
  2884081 ggaataactt tgaaatcttt taatactctc acatttactt ttttcaccgg aaaaccagca
  2884141 agctgaaaca ccatatctgc ttcaccattt tgatgagaat ttaccataag tccttgtttt
  2884201 tgttcatttg aacttactgt aaacacatga cgatctgtag atgaagcttt aaacactggt
  2884261 aatgaagcta tttctgattg ttgtccttca aaaacaacaa gttgtttcgg ggatgaaata
  2884321 aacgtccgaa gcggtttaaa acacccaata aaaactaaag aaacaaggag acaaatacct
  2884381 attatcttgc gaaatctttc taatttcaat ttgttcactc tcctcgctcc taccccacat
  2884441 tcagcctctt ggcttcactt tttaatctct ccttgcaatg ctttatttat aaccggaaga
  2884501 attaagaaat catcatttga gaaaaaaagc tatccattac tggatagcct ctgctgtctg
  2884561 tttaaaatga tgcgcttgcg taagtaattc tttcgcatgt tctgtcgtta aatctgtaat
  2884621 ttccacacca gaaatcattc gagctatttc tgttacttta tcctccatag ttaaaacggt
  2884681 aacggatgta attgttcgat cattcgctac ttgttttcgg ataaataaat gcgaatccgc
  2884741 cattgaagct acttgaggta agtgcgtaat acaaagtact tgtgagttta ctgatactcg
  2884801 gtaaattttt tccgcaatag cctgtgcgac ccggccactt acaccagtat ccacttcatc
  2884861 aaaaataaca gatgcaacac cttgatgctt agaaaaaata ctttttaaag ctaaaataat
  2884921 acggaacaac tctccgccag aagcgacctt tgaaagtggt tttagcggct cacctggatt
  2884981 ggttgaaata taaaattcca catgatcata accgtccgct gtaagcctta ccggtgcccc
  2885041 ctccacgaga ggctcttccg catttccttc tcgctttatg attctcactt caaattttgt
  2885101 tttttccata tacaattctt ttaattcctg atgaatggca tttgtaagat gctctgcaag
  2885161 ttcatgacgc atattactta acaacgttgc ttctttcaga ataacacttt ctaattcctt
  2885221 caactgtttc ttcgtcgttt caatatgaac gtctttattt tcaatcgtaa aaatctcttg
  2885281 ttcaatttta tcagcatacg ctaatatctc ttctacagta tttccatatt ttctctttag
  2885341 catacgaatt tcatttaaac gcgtttcaat ttcgtctaaa cgatttgggt catattccat
  2885401 catatcgagt ttttctctta gttgatatgc aacttcttct aataggtaat agctatttgc
  2885461 aattgaatca tgattttctt ggtacacttc gtctaaatgt gtaatactct ccatttgtcc
  2885521 cattgcactt cttacattat ctaacccttg tccatcagca cttaacgagc gatatgcgtc
  2885581 acctaatgct ttataaatct tttcgaaatt agaaatttgc aatcgttctt cagttaagtt
  2885641 attttcttca tccatcttta aatccgcctt acggatttct tcatgctgga attgaattaa
  2885701 atctaagcga tgcgccattt gttgttcatt ttcacttaac gatttcaatt gtttttttaa
  2885761 cttctcatag tcagcgtata cgttttggta tatatccaat tgttttacga tacgctcccc
  2885821 atcaaaatga tcgagcataa atagatgacg ttcttcattc attaaatctt gcgtttcgtg
  2885881 ttgcccatga atatcaacaa gtgtttttcc aatttctttt aatacactaa gggtaactag
  2885941 ttttccattt acacgacata cgctttttcc gtttgcagcg atatcacgct tcaaaataat
  2886001 catgccgtct tctatttcta tatccaattc ttctgccttt tcaatacatg gatgcttatc
  2886061 atcttccaca taaaatagcc cctctatctc agctttttct gttccgtatc gaacaaattc
  2886121 tgccgaaccg cggccaccta caagtaaact aatcgcatca ataataatcg attttccggc
  2886181 ccctgtttca ccacttaaaa ccgttaatcc tttttgaaaa gaaatattta atgcctcaat
  2886241 aatagcaaag tttctaatcg ataattccga taacaatgcc ccattcacct cgttataaac
  2886301 taatccccta ttaagggctt ttctcagttc tttattcaaa tagtcatact atatgtttgt
  2886361 atgtataaat tacttttcta accgctccat tgtaccaaac atttgtttta cgggtcaatc
  2886421 cacctatttt ctaatttttt tcaaagaaaa tattatatta caattaagaa ttcacgtttt
  2886481 taacccataa aaatatcctg ttcactttcc actttacaga ggaaagcaaa caagattttt
  2886541 ttgttacagc atatttaaga aacgatcaga gacaacacct gtatcttcag gtgtacggca
  2886601 aataattaag caagtgtcat caccacaaat ggttccgatg atctcatccc actctaaatg
  2886661 atcaataagt gctccaagtg aatgagcgtt accaggcaat gtttttagca caagcatatg
  2886721 tcctgccgtg tctaatttta caaatgaatc cactagatta cgttttaatt tttgtaacgg
  2886781 gttaaatcgt tgatctgctg gcaaactata tttatagcga ccatcatgta atggcacttt
  2886841 cactaagtgc aattctttaa tatcgcgcga tactgttgct tgcgttacat taaatccctc
  2886901 attacgtaaa atatcaacta attcatcttg tgtttcaatt tctttgttcg caataatttc
  2886961 cctgatttta atatggcgct gacctttatt catacatttg cacctcacac tatctcttac
  2887021 catagtttaa acattggtat acttcactta tttatgttaa cttataattc gttacttgta
  2887081 cacaattgtt tttacaatca ttatacaatt acaacaaaaa gaggaacaac atatgttatt
  2887141 cccctttccc tttttgtttt aggacatcat gggcctctgt gactacttgc tcaacagaaa
  2887201 ctggagaatg attttcgcca ttctcacgtt caccatgcca tttcagatga attaaaaatt
  2887261 caatgttacc atccccgccc gtaattggtg agaatgttaa accttctaca tcgtatcctt
  2887321 cttttatagc aaagtcgaca atcatttcta cgacagcctc atgtactttt cgatcacgaa
  2887381 cgataccctt tttaccaact tgctctcttc cagcttcaaa ctgcggttta attaacgctg
  2887441 ctacatcccc attcggcata agcattgttt ttaacactgg taatataagc tttaatgata
  2887501 taaatgaaac atcgatacta gcaaattgtg gtaaaccacg ttctaagtct gctggtgtta
  2887561 cgtaacggaa gtttgttcgt tccattacga caacacgctc atcttgacgc aatttccacg
  2887621 caagttgatt ataccctaca tctaatgcat aagataattt cgctccattt tgaagcgcac
  2887681 aatcggtaaa gccaccagtt gatgaaccaa tatctatcat aactttatct tgtaaatcaa
  2887741 gatgaaatgt ctctaatgcc ttttcaagtt tataaccacc acggcttaca tagggcataa
  2887801 cttgcccctt caccgtaatc tctgtatctt gtgggatttt ctctcctggc ttatccagtc
  2887861 tcatctcatt cgcatataca agtcccgcca taatggcgcg ttttgctttc tcacgtgttt
  2887921 ctataagtcc tcgctctact aatagtacat ctactctttc tttttttgca ctcatttgtt
  2887981 acgccctttt ttgttttgat ggaatcattg tatgaatacg gtctacaaca gcatctgtcg
  2888041 ttaaaccaat ttcttctaat aattttgtta cactaccgtg ctctatgaaa cgatctggaa
  2888101 tacccattcg ttcaactaac gcactatggt acccgttctc agacgcaaat tcaactactc
  2888161 ctgttccaaa accaccgatt aaacaagctt cttcaatcgt taaaatcggt atattctttc
  2888221 ctaagagatc atgtaaatat gcttcatcca tcggtttaat aaaacgagcg ttcactactt
  2888281 tcactgaaac tccagccttt tcaagacgct cagccgcttc cattgccatt ggtattgtcg
  2888341 taccaaatgt taaaatagct gcttgtgtac cttcttttaa cgtttcccat gaaccaattg
  2888401 gaatcgcctt taattcttca tccatatgaa cgccaagtcc attaccgcgc gcatatcgta
  2888461 atgcgattgg tccatcttca tattgcatcg ccgtatatac taaatgttgc ccttcatttt
  2888521 catcttttgg catcataatt accatattcg gcaagtggcg taagaatgag atgtcaaata
  2888581 caccttgatg tgtttcacca tctgctccta ctaaaccaga gcgatcgatc ccaatgaaaa
  2888641 catttaaatt ttggcggcat atatcatgaa caacttggtc atatgctctt tgtaaaaatg
  2888701 ttgaataaat tgctaagaat ggcttcatac cttgcgttgc catacccgct gccattgttg
  2888761 tagcatgctg ttctgcaata cctacatcaa tcatacgatc tgggaattct ttttggaatt
  2888821 tctcaagttt tgatccaaca ggcattgcag gtgtaattgc tacgatacgc tcgtccgttc
  2888881 ttgctagctt aagtactgtt tcactaacga cagcactcca tgctggtgca acttctttcg
  2888941 gtttaacgaa gtcacctgat tcaattttat aaggtcctgt cccatgccaa gtgccaataa
  2889001 catcactctc ggctggtttg taaccttttc cttttttcgt aataacatga acaagcactg
  2889061 ggccttttgt tttctttgca tattgcaacg tttcgaataa cttttcatag tcatgcccat
  2889121 caactggacc taaatatgta aagcctaact cttcgaaaaa gacaccggat actaataaat
  2889181 atttaagact atcttttatt ttctctgctg tcgcagcaac tttcccgcca actgctggga
  2889241 ttttcttcaa tatatactct agttcgtctt ttacccaatg gtattttcct gcggtacgta
  2889301 gacgcccaag cacattatga agcgcaccaa cgtttggcgc aattgacatt tcattatcat
  2889361 tcaaaataac aatcatgtct gttttttcat gtccaatatg gttcaatgcc tctaaagcca
  2889421 ttccgcctgt taaagcacca tcaccaatga ttggtataac atattctttc gttttcttta
  2889481 aatcacgtgc tagagccatt cccattgcag cagataatga tgtcgagcta tggccagttt
  2889541 cccatacatc gtgctcactc tcgcaacgtt ttgggaaacc acatagacct tgatattgcc
  2889601 ttaatgtgcc gaattctttt gcacgtccag ttaaaatttt atgtacatag gattgatgtc
  2889661 ctacgtccca taaaaattta tctttcggac tatcaaataa tttatgcaga gcaattgtga
  2889721 gttctactac acctaaatta ggtgcaatat gtccacctgt ttgagagagc tcttcaatta
  2889781 aaaacttacg aatatcctca ctcaatccct ctagttcact gatagacata tctttcaaaa
  2889841 aactagggtt ttgaatttgc gttagatcca catggatcac tcactttcat ttcataatct
  2889901 gtcaacatgt caaatattat aaaaaacatt tacacaaaac aagaaattct cttttttatt
  2889961 tttcaccttg tcctgctatt aaccagtcta ttgcgcctta atcctattat aaaccatatt
  2890021 tctttaggcg atgaaaaaaa tagccgctaa cacgaagtga taacggcaat gtaatctaca
  2890081 tatatttttg ccaataacaa gaaaagaaaa accttttcct acatttatat cataaaatga
  2890141 tgaatgactc aacaaatgaa aacgctgtta tattagttat tacgttttgc aatcaaatcg
  2890201 caaatagata gtaaatattc atcttgtaat tgcaaggaac caatagcatc ttttgctttt
  2890261 gcaatagttt catctaaaat atcctttgct ctatctacag taaacaacgt tgtatatgtg
  2890321 ctcttttcgt tggaaacatc actaccaatc ggttttccaa tctcttcttc ggttccttcc
  2890381 acatctaaaa tatcatctcg aatttggaaa gctaagccga tatattttgc aaactcaagt
  2890441 aatttttctt cttgttcttc tgtggcatca gaaagtatcg atcctgcaag tacagcgaat
  2890501 tcaagtagtt tcccagtctt atgcttatga atatactcta gctcatcgat cgtaagctgt
  2890561 ttcccttccg cttccatatc tgccacttgt ccgccaacca ttccctctgg ccctgccgct
  2890621 tttgcaagct caagtacaag tcttactttt ttctcagcag agatttcctt ttgtccatat
  2890681 gccataataa cttgaaaagc atacgttaat aaaccatcac ctgctaaaac tgccatcgct
  2890741 tcaccaaata ctttatgatt tgtgggcttt cctcttctta aatcatcatc atccatacaa
  2890801 ggtaaatcat catgaactaa cgagtatgta tgtatcattt caagagcaca agctgcacct
  2890861 actccaagat ttctttcttt atcaaacgct tgtaatgttg caaataaaag taacgggcgg
  2890921 agacgctttc cacccgcttc caaagaatat gccatcgctt cacgaagtac atttggacat
  2890981 tgtaattcat ttgcatagct tacaagcttc tcttctacaa aagttttact ttcttttaaa
  2891041 aaagtatcaa aagcaattgt cactatgctt catctcctaa agcagtaaac ggttcaagct
  2891101 ctccatcttc cccaagaata actgccattt gttcttgtac gttcttcaac ttctcatcac
  2891161 aaagcttaga taattccata ccctctttaa aataagaaat tgcttcttct aaaggtacgt
  2891221 caccttgctc tagcttagaa acgagatgct caagttgcga aattgcctct tcaaagctta
  2891281 atttattttc cattattcaa ttcacgctcc tctatgcctg atacgctaca atctagtatt
  2891341 ccatcttgta attgaactga aacagcatct ccaaggctga catctttcac actttttaac
  2891401 acttgcttct cttcatcata tacaagcccg taccctctca tcattacttt aagcggactt
  2891461 agcgcttcaa gtttttgagc agctcttaca aaggcaaatt ctttcgcttg gagtaatgtt
  2891521 tgcatttcac gttgcaattg cttttgtaat gtttcaactg ctaccttcgt ttgcataatt
  2891581 ttttgagatg ggtggtgctt ctctaaataa aatgaaagct gttttaactg atttaccttt
  2891641 ttatcaatat agcgctcttt cgctaaaaca agctgttcta acgctctatc caattgctct
  2891701 tctttttgct catatacttg tcttggataa cggaacgcat aagatttttg caatacttgt
  2891761 agtttttctt cttttttatg tactaactct ctcattgctc tttgcaatct taaagttctt
  2891821 tgtaatacct tttcttgtaa ctctataata ttaggcgctg ccagctcagc cgctgcagtt
  2891881 ggcgttggcg ctcttaaatc ggcaacaaaa tccgcaattg taaagtctgt ttcatggcct
  2891941 actgctgaaa taatagggat ttcactcttg aaaatagctc ttgcaaccat ttcttcgtta
  2892001 aacgcccaca attcttcaat agaacctcca ccacgcccaa cgattaggac atctatttct
  2892061 tccatttcat tcgctgtacg aatcgcttgt acaattgagg gagctgctga ctccccctgt
  2892121 acaagtactg gaaacacaat aacatttcca attggataac gacgtttaat cgttgttata
  2892181 atatcacgaa tcgctgctcc tgttggtgac gtaatcacac ctattgtttt cgcataagga
  2892241 gggattgttt ttttataaac ttgagaaaac aatccttctt cctctaaacg aacctttaat
  2892301 tgttcgtaag ctaaatgtag gtttccaatt ccgtcaggtt gcatgtcttg aatataaatt
  2892361 tgataagaac cactcgcctc gtaaacagag attttcccct tcacgagtac cttcatccca
  2892421 ttttcaggtc tgaatttaat attacgatta tgccccgcaa acataaccgc tgcgattctt
  2892481 gcattttcat ctttcaatgt aaaatacatg tggccacggc tatgattttt aaagttggaa
  2892541 atttcacctt ttaaccaaac agactgtaaa tgcggatcat attctatttt tgtttttata
  2892601 tagcgtgtta acgctgtaac ggttaaatat tgtttctcca tttctctctc ctcatagccg
  2892661 actcaaatta tttacaaacg acacctgcac gcttagccga ttcaacagta ttatgaagaa
  2892721 gcatcgtgat tgtcattgga ccaacaccct ttggtacagg tgtaatgtaa cttgcaacat
  2892781 ctaacacgtt gtcaaagtca acatcaccac aaagttttcc tgtttctaaa cggtttacac
  2892841 caacgtcgat tacaactgct ccttctttga tataatcagc tgttaccatt ttaggtcgtc
  2892901 ctactgctac gattaaaata tcagctaact tcgttaactc tttcatgttt tgcgtcttag
  2892961 aatgacagta tgtgacagtt gcattttcat ttaagaacaa ttgtcccact ggcttgccga
  2893021 caatattact tcttccaatt actacaacat gttttcctga gatatcaaga tttgtttctt
  2893081 ttactaactc tacaatacca tgcggtgtac atggaaggaa tgtatcttgt cccgtcatca
  2893141 tacgtcccac gctgattggg tgaaatccat ctacatcttt ttctggtgaa attctttcaa
  2893201 tgatagcttt ttcttcaata tgttttggta aaggtaattg cactaatatg ccattaatac
  2893261 ggtcatcgcc atttaagcga tcgatttcag caagcaaacg ctcctccgta attgtttcag
  2893321 gaaattcaat tagctctgaa tagattccta cttgttcaca gcccttttct tttcctttta
  2893381 cataagaacg agatgctgga tcttctccaa ctaaaataac tgctaatcct ggtacaatcc
  2893441 cttgctcttt caacttcaca acttcttctt ttaattgtgc tcgttttttc tccgcaactt
  2893501 catttccttt gatgattact gctaccattt taagattccc ccttaaagaa attacagtgt
  2893561 atcttttata ttagataaaa cgccgttaat aaaacgacga gattcctcat ccccaaatgt
  2893621 tttagcaatt tcaattgcct cgttaattgt tacgttgtgt ggaatttctt ccatgtattt
  2893681 catttcatac acagctacac gtaaaatact gcgatcaaca atactaatac gctcaagctt
  2893741 ccattttttt aagttttgac gaatcgcttc atcaattact tctttatttt ctacaaaacc
  2893801 tactacaagt gattctagaa actcatttgt ttcttcacct tcatctagcg tgttttccac
  2893861 cgctactttc ggttctaact cacctgtaat atccatttgg tataatgctt gcatcgctct
  2893921 ttctctagcc gtcctacgtt tcattgtaac tctcctttat gcttcaagtc tttccttata
  2893981 atttgttata ttattataat ttataagccg tcaattcact tactcttaca gttttcattg
  2894041 attttccaac cttataatac aatgataata acacaattta tcgtttcaca cacgggttac
  2894101 aaggctgaaa aataataaaa agattaactt caagttccat atcttatcac aatgtacgtt
  2894161 ttttggtaaa acgaaacatt ttctttccaa tttctttttt ttgaaatagt ataacaatta
  2894221 gaggttttta atttgtgaag aaatgaaacg ataaaaaaga tgcctatgtt actaggcatc
  2894281 tttttcattc ttacactggt tcgatttctg ttttttgtgt ttcgaatgtt acgccaacga
  2894341 tgtgaacatt cacttctttt ggctcaagcc ctgtcattgt aaagagcgct tggcgaatgt
  2894401 tgtcttgaat cttttgtgca acaactggaa ttgctacgcc aaaatacatc acaacataaa
  2894461 ggtcaacgat aatatcttcg tttgctaatt caacctttac acctttacca tgatttttct
  2894521 tacctaactt ctcaacaaca tctgtagcaa aattaccacg cattgccgct acaccttcta
  2894581 cctcagcagc tgcaatacct gcgattactt caattacttc tggtgcaatt tctactttac
  2894641 caagagttgt atcttgaccc atatctaaca tatgttcagc catgaaaaaa acctccttta
  2894701 atgtatcact gcgtcacaag ttcatgctct tccaaaaatt tcgtattaaa ctcacctttt
  2894761 acaaaatcag gatgatctaa caattgcaaa tggaacggga ttgttgtatg tacgccttca
  2894821 acgacaaact cactgagtgc acgcttcatt tttgcaattg cctcttcacg tgtttttccg
  2894881 tgaacaatta atttagcaac catcgaatca tagaaaggtg ggattgaata tcccggatat
  2894941 acagctgaat cgacgcgaat accaaatccg cctggtggca agtacatttc tactttacct
  2895001 ggagatggca taaatttttt ggcagggttt tccgcattaa ttcggcattc aattgcccaa
  2895061 ccattaaatt gtacttcttc ttgctgtaac gataactttt ctccagaagc aacaagaatt
  2895121 tgttctttaa ttaagtccac ccctgttacc atttcagtaa ctggatgctc aacttgaatt
  2895181 ctcgtattca tctccatgaa ataaaagctt ttcgttttat attcataaat aaactcaacc
  2895241 gtaccagcac ctgtataatc aaccgctacc gccgctttaa ctgccgcctc acccatctgt
  2895301 ttacgcacat tttcatcaag tgctggtgat ggactttctt ctagtagttt ttgcaagcgg
  2895361 cgttgaattg tacaatcacg ctctcctaaa tgaatggcat ttccgtgtgt atctgccatt
  2895421 atttgaatct caacatggcg gaaatcttca acgtactttt ctaagtatac accagggttc
  2895481 ccaaaagcgg tactagcttc ttgctgtgta atttgaattc cttttacaag ctcttcttca
  2895541 tggcgcgcaa cacgaatacc ttttccgccg ccacctgcag tcgctttaat aataactgga
  2895601 tatccaattt gattagcaag ttcaatcgct tcttcggtat ttttaataat tccttgtgaa
  2895661 cctggtacaa tcggaacccc tgcttctttc attgtatcac gagcaacgtc ttttgtgccc
  2895721 atctttgaaa tagcttctgg acttggaccg ataaaaatta agttacattc acggcataac
  2895781 tctgcaaaat ctgcattctc agctaaaaat ccatatcctg gatgaatagc atcgcagcct
  2895841 gttaacttcg caacactaat aatgttcgtc aaatttaaat agctttcttt cgagatcgtt
  2895901 ggtcctacac aatacgcctc atcagcaatt tgtacgtgaa gtgactcttt atctgcttct
  2895961 gaataaattg cgactgtttc aatatccatt tctttacaag cacgaataat tcgtacagca
  2896021 atttccccac gattggctat taatactttt tttatcatca caaagactcc cttattacgc
  2896081 ttttacaaga aatagcggtt gtccatactc tacaagttgt ccgttattaa caagaatctc
  2896141 aacaatttcg ccatctacat ctgcatcgat ttcgttaaat aacttcatag cctcgacaat
  2896201 acatacgata gaatctttcg atactctatc tcctacactt acatatggag gtgtatcagg
  2896261 agaagaagaa gaagaagaat agaatgtacc taccattggt gatgtaattt tatgtaggtt
  2896321 ttcattctga acagcttttt tctcttcttg ttttggtact tccacttgcg ctgccgctac
  2896381 tgtcgtttca acttcaacag gtgctactgg ttgcacggct tgtttcgcta caggtgcttg
  2896441 caccgcaaca acttcattac cacgcttttt cattttgatt gtcgtaccat cttttttgta
  2896501 ttcaaattca tcaatattag agctatcaat taatttaatt aattcacgaa cttcttgaat
  2896561 tttaaacatg taaaatccac tcccatactc ttgtttgtcc cgtttttaca gatttctctt
  2896621 cactaaaact agattgactg taaaaatacg atgtactcta ttagaaaatg tatttcattt
  2896681 actaatagaa atagttacta tttccatctt acgataaatt ttttaaacat tccaatttat
  2896741 atttctttat aataaatcga aactcctgta aaaatattat cccaataaaa atttattacc
  2896801 tagtaataat accaagtttc acatgaaatt ggcaagacca cttcctaaaa aacatccact
  2896861 acttattcaa aactatacaa agtaaacacg ctactacctc tctattcttc gccacatcta
  2896921 tagtcaataa catattttta ccaaatatta tttttttgtt tacacgtcgt tcatcattcc
  2896981 ttcatataag aatagtatgt tcaaagtgta gaaaatatat cgtatcgagg tgtggacata
  2897041 tgatatggct cattctcttc ttacctgccg taatggtctg ggcattcgtt ctcttcatcc
  2897101 acgtcaaatc cggaaaaagt aatcatcact accatgaacc gctaatcttt tactcacaac
  2897161 gtatttctcc gttccgagtt gaacatagta aaaacaaaga cgaaacagaa aaaagctatc
  2897221 gaaaatgata gcttttttct attattattt ttatctaact attttcaaac aatccgatta
  2897281 ctaaaaacga ataatccgcg gaggatttcc ccgcggatta ttcgttttat tttgttggtg
  2897341 gatcaaattt tacacctaca tcttttgatc cgccttcact tcttacaagt tgtataattt
  2897401 tattcgcttc tttttgtgaa tgttttgctg cttttacagt tactttaatg tcagttccat
  2897461 cggctcttac aagggcatct ttatatccac cttgagattt aattaccgtc tcaagtaatt
  2897521 cttgtttcgt ttccattgta gtaattgcat caaaattatc ttttgcttta ctcttttctg
  2897581 ttgctgaaga ttttgctgaa ttcatcactt cttgtaatct tgctttttgt tcacttcgct
  2897641 gatcttccat ttgcatacgt aatgctgtga aattttcatc acttgattga actgttacgt
  2897701 tagcctcttt tttacttgtt tcttttgtag cactctcttt tttatctgtt tctttgtttg
  2897761 tttctttatt aggtgtttcc ttgcttgtat tttctttgtt tgaagattct tttgttgttt
  2897821 ctttaatcgg cgtttcattt gttactgctt tatcagtacc ttgtttttct tgtccaatct
  2897881 tttcacctgt tgccggcgat gctgtattca ttttgtctgg agttgttacg taatacacag
  2897941 atagtacaac aactaaactt aacatcgtta atagccaaac cgtttgtttt tttaacactt
  2898001 tatttcctcc ctatcaattt ttcggtgaaa ctgaaacgcg atgggctggt acatctagca
  2898061 gccgtatgac agcttctttt accatcgctt taacttgtat attatccact ccctttgcta
  2898121 cgacaagaac acctcgcact ttcggtttct ctgttcgtaa aacaacggga gtttctttat
  2898181 ccccttcacg tataatgact gtcttttcat caagagactc gtcttctact ttcctcttgc
  2898241 cgcctgtttt atctgtttca cctgttgttt gtgaacgttt cactgtattt ttttctaata
  2898301 ttttttcctc tgatgagtct aaatttacat taatcgttac atcttttact cctgctattt
  2898361 cttctaaggc tgcttttaat tcttgttcat acgctttttc gtatttttct acatttgaca
  2898421 tattatcatt atttttttgt ccaaaagttg gtacgtcttt ttcttggttt tgagtttttt
  2898481 gttctttaaa tacaggtact tcttcttttt tacttgaaaa gaaactacta gaaaacataa
  2898541 gcaacattcc aagtatgagt aggacaagta agaacttagg tgttaccttt tttcccttct
  2898601 cattactttc tttttcatct ccattcaata agtttcgaaa aaatgagaac ttcgaatttt
  2898661 tatctttatt gtccatttac tctacctgtc ctcccttcca tttgaacttg gatttgttta
  2898721 ttctctagtt gccacctgct tgaaaagaag tctttcattt ctacattcgt ttcctctact
  2898781 tttttcggtg gttctttcgt attaatttca actggtttta ctgtttcgat tgcatcattt
  2898841 ttactacgct ctttttcttt caacgtcaca acaacagatt gaatatcttt cgctgacttt
  2898901 acttccgctg tgctttccgc tgcgactatt tgtatttcag agactgacat accatactgt
  2898961 ttctcaaact cttttcctac ttcttttttc attttggtag ccatctcttc taaactatat
  2899021 gcacgtgtta gagcttgtat ttcttttttc ttcgaatcta ttgaattttt tacagaccct
  2899081 tctgctacgt acttctcttc attaaaattt gcgattactt catttacatc tgtttgcaat
  2899141 agtttaaaaa ggggcgttaa aattaaaaca actaataata gacttacaac gaatttaacg
  2899201 tacttttgca aattggaatt tggaagaata agatgaagca ttgtcgctaa gagtaaaaaa
  2899261 acgataatat ttctaatcca ctctgtaaca aattgcatac ccttcacctc ctaccgcatc
  2899321 ataagtgtaa tgttccccgc agcaataata attgtgatac ttaaaaagaa cataaacgat
  2899381 acgatagcta agcaagcaaa tacataaatg atgctccgtc caatgatatc taaacattga
  2899441 ataattgctc cgccgccaac tggttgcaat actgctgctg cgaacttata aataaatgca
  2899501 atgcaaaaaa tttgaatcgc tggaaaagcg acaattaaac ataaaatgac gagcccgata
  2899561 attccgactg tgttttttaa taatcccgat gcactaataa ctgtatccgc cgcctctgta
  2899621 aacattcttc ctactacggg aataaagttc cctgttacaa atttagcagt tttcaccgcg
  2899681 attccatccg caacagctgt cgctgttcct tgtacggata atacccctaa aaaaatcgtt
  2899741 aaaaagatac cgataatccc aacgctaacg ttttgcaaaa gcttggacaa tttcgttact
  2899801 ttatattgat cactcatcgt acttacaata cttaatatcg ttgcaagtaa taaaagtggt
  2899861 agaacaatat aattcattag aagcccactt gtgttcatta agaagatgat aatcggatga
  2899921 aaaaatgcga cagatacaac ccctcccccg gttgctataa gtgcaagcaa gattggcagt
  2899981 agtgctaata tgaaatctac cattgtttgt atcgtttctc ttgcatatgt catgacgaca
  2900041 taaaaactat ttaaagcgaa aataataagt accatatata caaccgcatc agcaatttta
  2900101 cttacgctac tctttgaaaa tgcagattgc agtgattgca acaatgcact aaaaattgta
  2900161 agcataatga gcgttccaag tagtttccca tttgcaacaa gttcgtgaaa taagtacttt
  2900221 aataaaccta gcatccactc ttttatagag atttcttttt ctccttttac aaactccata
  2900281 aagctacctt tttgactctc tggtaagtaa cctccatatt ttgtaacaag cccgtcccaa
  2900341 aattgcttca catcttcaat tccgagctta tccaattgtt gatcaacgac gtttgtttct
  2900401 acaggagaag cttgtacaac aaccggtaaa gaaaagaaaa ggaagcaagc aaatagcagc
  2900461 ttagctccaa cccccctcaa cattcactcc cccttatccc gtcggcaaaa atccgagaat
  2900521 agtttcaatt acaaccgtca aaataggaat cgccataacg agaattaaaa tctttccagc
  2900581 taattcaatt ttcgaagcga ttgccccttg ccctgcatcc tttgtaattt gcgctccaaa
  2900641 ctcagcgata taagcaatcc caataatttt tagcaacgtt tctacgtata cgttgctaac
  2900701 tttcgcttca ctcgctactc tctcaatcat ttgtaaaata gcgtgaattt gatcgattaa
  2900761 aagaaggaac attacgctac ctacgaacac aataaataat gacgtaatgc tagatttatg
  2900821 ctgatttaat acagctgcta aaaatgtagc aacgaggcct aatccgacaa tttgtataat
  2900881 ttcgattcga accgccccct ttactggaag agaaagacac ttttaatctt gtcgaatagc
  2900941 gtattaatta aaaatgcgac atgaaataaa ataacgacaa aaccgacaag gataacccaa
  2901001 tttgcaatat cctcacgctt taattctttt agtacggtat gaatgaaagc taaaacaatg
  2901061 ccgattccgg cgatttgaaa tattaatcca acatcaatgg acatcgcctt tctcccccct
  2901121 atagcagtaa aattacgata agtagccccg ctagtactcc taagctctta atcatctttt
  2901181 catattgcat ttgtaatact ttcgcttctt cttcttctct ctctaaatgt gtaatacata
  2901241 agcgaatatg tttttgttgc gattcacgat catgttgtcc gagcgtttca ccaaattgct
  2901301 gcaaaatctc gtactcagtt tgctgaaatg ctgttaactt ccaattttct ttcaaactat
  2901361 ctatccaagc ttctcttact gtttgttctc cgctttctag cctgttagcg aaactttgaa
  2901421 atatccaatt taacggcttc ggcatttgtt ttactaatcg ctcagcggct tcagacaaag
  2901481 gggtatgccc atacataatt tctgcctcta atgattgaag tgccgctttt aataatctaa
  2901541 gttgtcttgg cctctcactg tatcttttag cgtatgaaaa cccgaaaaag gtgctgacag
  2901601 caacgattaa cactgcacca aatattttta ccatacgccc tcagcctttc tatgaggtaa
  2901661 taccgatttt ccattcttat ctttcacttg cataactgtc cctggccctc ttgcttttga
  2901721 caattccaca aacctatcaa aaatgccgag ctctagcact gcctttagtg atgggcgttt
  2901781 cacaacatca tcataagaaa atccatgtgc gcttataaaa agctgaaccc ctgcatgtac
  2901841 tgcctccata attgcttcac tatcttcttt acgaccaatt tcatccacaa ttaatatatc
  2901901 tgggctcata gaacgaatca tcatcatcat tccttcagct tttggacatg cgtctaacac
  2901961 atctactcgt gtgccaaagt catactgcgg gatgcctttc acgcagccag caatttctga
  2902021 ccgttcatca acgatcccta ctttacacga aggaatttcc gaagcactta caccttggct
  2902081 catacaacgt gctacatctc ttaaaagtgt tgttttcccc gtttgcggcg ggccaattac
  2902141 catcgtgttt aaccatcgtg attcatacaa atagggtaac agcggttcag caattcctat
  2902201 tttttgacga gcaatacgaa tattaaagga agagacatct cgaatcattt tcactgcgct
  2902261 tttttcggta atgacttttc ctgctaagcc gattctatgc ccccctcgga gcgtcacata
  2902321 tccacgcttt aattcctctt ccatcgtata aattgagaat tgacttaatt tattcaataa
  2902381 gtgaatagcg tcctctgctg taacgatata gtcataaaaa aacacttcac catgagcaat
  2902441 acactctagc ggtcttccaa ttcgaacacg gatttcctct agagcatcgt actgcttaca
  2902501 actttccact aactgcttca tcgttttcgg taaaacttct aatacttctt tcatcagctt
  2902561 ctccccacta tacctggctt acttatttca acaacgcgat aaaaatgcag ccaattccaa
  2902621 gcgctagaaa aaagagtttc aaaaaagaaa tctcacttgc cacactcgct atacctattg
  2902681 tcattgttaa aattaatacg gtcggtccaa caaacgccaa cataccattt ataaacaatg
  2902741 ctttcttcgc atcattcaca taaagcatga gcaaagcggc gaatatttcc gcgctacctg
  2902801 aaaacaaccg aagcaacccc attacaagca cggacgtttc cattgccgct agccactgtt
  2902861 tcattctccc accttctccc ataacggtta ctagtgctgc actccaaaaa gaatatattt
  2902921 gtacaaccat atgcagaggt tgtctatttc agaagtaaaa acataatttt tctctatcgt
  2902981 ctttatctaa tctgaatatt cttattttta atggtatatt atggtatatt taatttaaaa
  2903041 ggggtataga cgatgcaaca cgttacctta gtaccactcg acttacgcta tgcaaatgtg
  2903101 atttttaagc tatccagtga ttcacatgta aaaaacgctt taggaataaa ggtagaaaaa
  2903161 atcgaagata cgaaagcatt ccttcttttc gcaatagaag aagagcgcca aaagaggtct
  2903221 ttatcgagaa tgattgtaaa tgaagaaaac gaaataatcg gtctcaccac acttaaacat
  2903281 attaattatg agaagaaaca atctcacatt ggtagttggc tcggctatcc gtactgggga
  2903341 aaaggataca atgaggctgc aaaaaaagaa atttttaaaa ttgctttttt agaattacaa
  2903401 cttacatacg tatttgctgg tgctaaaacg aataatatcc gctcattaaa agcacaagag
  2903461 aaactacctt atatttcgtt acatgtggaa aataagtttc cagacgaaca cgccgcatta
  2903521 gagaaggaag taaaatcact ttgctctctg catgtcgtat cacgtgaaaa atttttaaac
  2903581 tggttggaat tacagagtga ggaggaaaaa tatgaaggct ttaaaaatta gtttaacgat
  2903641 tgtagtagaa ttggctctta tttatctttt ttcattattg gtgggctggt catttatgga
  2903701 ggcctttttt cttggtagtt tagggatatt cggggcgatt tggctcattg ctttacatat
  2903761 aagacaaaat aacaacattg atcacactat atataaaaca ggtgcagtaa aaccttttca
  2903821 aatgacatgg ggtccttgca caacaggtgc agctagtctt acagctttca gttttataat
  2903881 aaccactatt tattatctgc cctatttcct ataaaaaaag cactcgtgat gatcacgagt
  2903941 gcttttttac tatgcacgag aaacgtattt accttcacca gtgttgatga taagcatttc
  2904001 gccttcgtta ataaagattg gtacttgtac aacaagacca gtttctaatg tagctggttt
  2904061 tgttacgtta gaagcagtat cacctttaat acctggctct gtttctgtaa cttgtaattc
  2904121 aactgtgttt ggaagttcaa caccaagtac ttcgccttgg taagtcataa tagatacttc
  2904181 catgttttct tttaggaatt taagctcgcg ctcgatttgt ttttcaccaa gttcgatttg
  2904241 ctcataagtt ccgttatcca taaatacatg agcctcaccg cttgcgtata agtattgcat
  2904301 acgacggttt tcgatgtgtg ctttttctac tttctcacca gcacggaatg ttttctcttg
  2904361 aacagaacct gtgcgaaggt tacgtagttt agaacgaacg aatgcagcac ctttacctgg
  2904421 ctttacgtgt tggaaatcaa gtacttgcca aaggccatta tccactgcaa ttgttaaacc
  2904481 tgtacgaaaa tcgtttactg aaatcatgta aaaaaatcct cctgtgtatt acaaaataat
  2904541 aagttctttt ggtgatttcg taattacttc attaccttca cttgtcacaa tgatatcatc
  2904601 ttcaatacgt acgccgccaa tacctggaat ataaatacct ggctctactg ttacagccat
  2904661 acctggttca agtactgtat cagaacggaa tgctaaacct ggtgcttcat ggatttcaag
  2904721 accgattcca tgaccagtag aatgtccgaa gtattcaccg tatccttttt ccgttatgta
  2904781 atcacgcgtt aacgcatccg cttcacggcc agttaaacca gctttaatac cgttcacacc
  2904841 acgtaattgt gcttctaaaa cgatattata aatttctttc aatttatcag atggttcacc
  2904901 aactgcaatc gtacgagtaa tatcagagca atatcctttg taataagcgc cgaagtctaa
  2904961 tgtaacgaaa tctcctgttt ctatcacttt ttcagatgcc acgccgtgcg gtaatgccga
  2905021 acgaagacct gaagcaacga taatatcaaa cgaagaagat gttgctcctt gttttctcat
  2905081 gaaaaattca agttcatttg acacttcaat ttcagatact cccgggcgaa tgaatgatag
  2905141 aatatgttca aaggcagcat ctgcaatctg tgcagcttcc tttaatatct taatctctga
  2905201 atcagtcttt atcaagcgta acttttctac aagcccagaa gttgggataa attcagcatc
  2905261 gatcgcttct ttatgagctg aataagaact atatgtaaga gtatcttgct caaagccaag
  2905321 cttttgaatt cctagttctt tcacttgctt tgcaacttca tcgataatta atcctgcatg
  2905381 ctgtacaatc tcgtatccaa ccgcttgttt actagcctgc tctacgtaac ggaaatctgt
  2905441 aataaattgg gcgcgttttt tcgaaatcag gacaacacca gctgttcctg tgaagttagc
  2905501 catatatcta cgactatgtt catttgttaa caaaataccg tcaataccag cctcatcaaa
  2905561 tgcacttctt aatctttcga ttttctccat tactttatgc ctccctcaat ttctccatta
  2905621 atgcaaataa cgctaactta tagccataaa aaccaaatcc aacaatctgt cccgcacaaa
  2905681 cagctgccgt cacagattcg tgacggaacg actcacgctg atgaatgtta gaaatatgta
  2905741 cttcaataac aggaatcgaa atgcttgcaa ttgcatctcg aatcgcatag ctataatgcg
  2905801 taaatgctcc aggatttaaa atgatccctt catatatatc ttccgcctca tgaatacgat
  2905861 cgataatcgc accttcatga ttcgattgga aacattctaa ctccactccc attgcttctg
  2905921 cttcttgctt catatctgct tcaagtgtcg ctagcgtgcc ctttccatat acatttacct
  2905981 ccctgacacc gaggcgattt aggttaggac cgtttacgag gagtaccttt ttcatatgct
  2906041 taaaactcct taatattaaa gatctatata ccattttaac ataggagtta cttatttgaa
  2906101 tagtttgtct tctcttctcc ttctcgctca gctttatttg tatttactgc gtaggaaaca
  2906161 gagtatgcta taaacacacc atataatata aagatgcata ttgtcgtcac aattgtttct
  2906221 ttcggtaaat ggagtgcact tttaatagca ggtgctatta accctactcc gaaaaatagt
  2906281 aacgcccacc aaaatagacc ataaatcatc cctggaagaa tcccttcaaa ttttgccaaa
  2906341 aacgctttat acaaaaaggc aattaaaatt gaaagtagtg ccatacaaac aattcctaac
  2906401 acattacccc ataccccttc tttccagctt ccaaaggcaa atggtaatag taaataattc
  2906461 ggtcccgctt ctgtaaatga aaatatatga aggaaatacc atatccctcc ccaaaaaagt
  2906521 ccaccaaata aaccaatttg cacaaaattc cttgttccta attgttcttg actcacatcg
  2906581 acacctccgc tcaatagtat gcccgaaact attttgaacc atgtttaaat actgcgaaat
  2906641 ttgtctataa aaagaataag aaatgtccga ctctcgtaac attttccctt gtcatctact
  2906701 tgtatttgtc gataaaataa aggaaactcg gtgattgtct tatttcaaaa tgacagaacc
  2906761 cagtatgaca attgcctctt tttctacata agagagaaac aaatacaggt tggtgttaac
  2906821 atggcagaag agtcaaaaca aatatatggc gggcaagcag tcatagaagg agttatgttt
  2906881 ggcggtagag aatatactgt tacagcggtt cgtcgtaaag ataaatcgat tgaattttat
  2906941 cgattaccac gcgttcgtaa taaagcatta tctatcctaa aaaaaattcc atttttacga
  2907001 gggattgccg ctattgtgga tgcaagcgcg aacggggcaa aacatttaaa ctttgcttca
  2907061 gaacgatttg atgtccaccc agaagaagac gaacaaattg caaataaaaa agaagaacaa
  2907121 tcgaagttaa cgatggtatt aggagttgca gcagttggcg ttttatcttt catattcggt
  2907181 aaaatcattt tcacagcagt tcctgcacta ctagctgaat taacgagacc gattttccca
  2907241 tctcatacag ggcaaatcat tgtcgaaagt gtcattaagc tcatgctatt attgagctat
  2907301 atatacttta tttctttaac cccacttatt aagcgggtat ttcagtacca tggtgcggag
  2907361 cataaagtaa ttaatgccta tgagaataac ctttcactga ctgtagaaaa tgttcaaaaa
  2907421 caaactcgcc ttcattatcg ttgtggcagt agcttcatta tatttacagt cattattgga
  2907481 atgtttgttt atttccttgt ccctacagat ccactttggg ccagagtggt aaaccgaatt
  2907541 ttattaattc cagtcgtgct cggcatttct tttgaagtgt tacaatttac gaatcgatta
  2907601 cgcgatattc cagtattacg catacttgga tatcccggat tatggctaca actattaaca
  2907661 acgaaagaac caacagatga tcaagtggaa gtagccattg catcgtttga agaattatta
  2907721 cgtttagaaa acaaacaata attatttaaa aatggtgttc aactcctttc ctcatcgtta
  2907781 atatactaat tttaatatat gtttttagga ggtgttcctt atgaacggtc gttcgtttac
  2907841 tttcgctata tttgtgctta ttatcggatt agcaatattc ggccttgttt catctgtcat
  2907901 tacaaaccca atgggtgtgt taagaaatat tggtatcatg ttggctgtcg ttggtatctt
  2907961 ttatttactc tacaaaatgt ttacaaactc tagtggttct gcaaattcgc aaagctcata
  2908021 taagcgcgct gcaaaacaat cgagccgcaa acatgggaaa caaaatgtag cacccctaag
  2908081 caattctttc tttaaatcaa atacttctaa tgacaaagga aaaaaaggga atccttcttc
  2908141 tttgaagcga aaaagaaaac aatctcattt aactgtcatt gaaggtaaaa aaaacaaaaa
  2908201 gaaagaccgt gcttcctttt agtagatacg gtctttcttt atattttgca ttacttcttt
  2908261 caaactttta tctttcatac tttcaattcg aaggtgatga ttttcaaatg gtaaattacg
  2908321 tgtcacatca ttcggtacaa caacgcacgt taatcccgct gcaatcgctg ctttcaatcc
  2908381 atttaacgag tcttcaaatg caacggcttc agacgaatct attcctaaat cttctattgc
  2908441 tactcggtaa agtgctggat ctggttttac cttctcaaca tcttctctcg ttttaatgac
  2908501 ttcaaaataa tctcgaattt gtagttcttc caaaaaagga ataacccatt ctctagagga
  2908561 actggaagct aatgcgattt ttaatcccat ttctttcgct tcttctaagt attcttttac
  2908621 cccgtcacga gcttctggta ttttcatttt ctctttatgt aaatttttca ctttttcttt
  2908681 taatgcatac ttatcaaact tctcttttaa ctgctcattt aaatattcat acagtacatc
  2908741 gtctgtcgtt ccaatacatt ttgcaaattc ctctaaaggt aaatctccac cgtactcacg
  2908801 aacggcgtct ctgaaagagt gaaaccatat tgtttctgta tccacaatta atccatcaaa
  2908861 atcaaaaata attgctttca tcattctccc atccttttcg attgaaataa aaaaggaaac
  2908921 gacgtacgtt ccccttaatt acttttctct tcatttgctt tttgaacgcc acgaagtgtt
  2908981 tccactcgaa cctcatcttg ttcaaagtat tgcactaagt caccaatacg atcaattgct
  2909041 tcccagctta aatgatgttc aattccttct acatcattgt aaatcttact ttcatccaca
  2909101 ccgataatac gcataaattg ctctaacaat tcatgacgat atacgagacg ttctccaatt
  2909161 tttttacctt ttgatgttaa tacaagccct ctatattttt cataaattag atattcatct
  2909221 ttgtctaatt tttgcaccat ttttgttaca gaggatggat gtacactaag cgcttcagca
  2909281 atatcagata cgcgggcata acccttttca tcaatcaaca aataaatttg ttcaatataa
  2909341 tcttccatac taggggtagg catcggtttc ctccatccaa tttcattttg ctcattccgt
  2909401 acgaagcaat caataaaatg atacaccaga aagaataacg tgacaagttg aaaacaagcc
  2909461 taaatatata aaacaaaaaa gaatctgtat ttgcatacag actcctctta agtaaagtat
  2909521 tgtatttctg catcaggaaa aaactcatat atataacctc ttatcgtttc ttccaatact
  2909581 tccgcatcat cttttttata tacgtatttc ccaatgccat atcgtcccca tttatattta
  2909641 cgcttctctt catccatttc aagcttcgta ttcggataac gctcttgaat aacctttttt
  2909701 gctggctttg taaagcgatg ttgaattaat tcaaatgtta aattcggtat cgacaaatcg
  2909761 tttaatgcat tgtacaatcg ctcaaatagt tcacgatatc cttcttccca tccttcatgc
  2909821 atataaagcg gcgccactat aaatccaagt ggataacccg cgcctgctac tttacgagcc
  2909881 gcttcaattc tttcttcaaa cggtgatgtc cctggttcaa aatttttaat tacataacgt
  2909941 gaattaatac taaacctgaa acgagttttc ccgttatgtt ttgcatctaa taaatgatca
  2910001 acgtgcgaat atttcgtaac gaaacgtaaa cgcccatgct cactttctcc aatgaattcg
  2910061 atcgcgcgct ttaatgcatg tgttaaatga tcaatcccaa cgatatctga tgtacaagca
  2910121 gcttcaaacc ttgttatttc aggtgctctt tcatccatat attgctgtgc cttctcaaat
  2910181 atttcatcaa gattcacata cacgcgaacg taaggcttac tcccaagtgt cgtttgcaag
  2910241 taacaataat gacaatgtcc catacatcct gttgcaagcg gaattgcata ttcagctgac
  2910301 ggttttgacg tatcaaactt taatgtcttc ctcaccccaa cgacaagcgt tgcttttgca
  2910361 ttacgatact tttgcaaatc attttcaccc ggcaaatttc gaatttgatt atgggatgtc
  2910421 gtttcacgaa tctctagtcc catcttcgta aacttctcat acagctcttt tccgagtgga
  2910481 tattcaagtg ccttcggttc aaagtaaacg agttttggca taaatggttt catacgcttc
  2910541 cctcctctcg ttagtacggg aaacgatgaa aaattaacac gcattaaagt tttccacgtt
  2910601 ttaacagccc ttcaacaggc tgtttttctt ctgtctaatt ttacaaattg aaaaatttca
  2910661 taaagaaaat aagaaaaatg caaaataatt aaagttaatt gttgacgtga tgcttttatt
  2910721 atcggtatca taaatcttcg tgagcaatta tttttcgtta tacgattttt ttattattac
  2910781 tgaatttttg agaggagaaa ttagatgtca gttaagaaga aaacgcaagt acgcaccggc
  2910841 aaaatggtac gtgaactaat gttagcagac gaagatgtaa atgcttcgct aattatggta
  2910901 tatagtgaaa acggtgtaaa cgcagaaatt aaaatcgagg gcttaacgcc gaaatgtaac
  2910961 gaagaattat ttttgagcgg aaacgtggat tggaacaaga gtgttattta taaaattgtt
  2911021 gatttcactg gaaacgctga agttggtaaa gttacattaa cagcgatgaa caaaaataat
  2911081 gtttctctag aaatagaacg cgttatgtgg agtaaagaaa ataaagagac tgctgaacaa
  2911141 gaagaaacag ttgtagaagc tactccgaaa aaagaagtag ttgtagaagt tccaaaagca
  2911201 gttacacctg ctccaaagcc tgttacacgt gtggaaacac ctgccatagc atcaacacct
  2911261 aaacctactc cggcaccgac acctaagcca gtaagtgtag aagcagctgt ggaattatct
  2911321 actccagcac ctgtgaaaaa agcagtacca actccagtta caaagcaaga gacaacaccg
  2911381 gtcgcgcctg taaaaccgaa gcaatctgct ttaactgaaa caaattcaaa actacaagaa
  2911441 aattatgtga aactcgtgaa aaagacaatt gaagtttgtc aagattacga gcttggcatc
  2911501 gacatagatg attctattga aggcttaaaa gaagaactac aaagccaagg tattagcgtt
  2911561 acatttgaca aagaaattat ggacgttgtc aatcgccttc gttctttaca agataaagga
  2911621 atcagagtag aaaaagtact taatttacta taaaaaaata agaggcggca attgccacct
  2911681 cttatttttt ataattccat tctttacttt catacttttc ttttgctaat gtttgcactt
  2911741 catgtaattg ttcttctgtt aattcatacg gaacaagctc tacatctaat cctttttcaa
  2911801 acccaacctc aaacgcttta attaactgct cgattgtaaa cgtacggtct gttaattcat
  2911861 taattgctac cgctttagaa gcgaacatac tcttcatacg ttcttttaca cgctcattcg
  2911921 ggaataaaaa cagatcatat aactcatcta aatctatttc taacggaatc gatccatgct
  2911981 gcaaaataac acctttttga cgtgtttgcg cactacctgc gatttttctt ccttctacta
  2912041 caatttcata ccaagacggt gcatcaaaac atacgcctga gcgtggattt tttaaatttt
  2912101 cacgatctgc ttctgttttt ggaactgcat aatacgcttc taaccctaat gctttaaaac
  2912161 catctagtaa accttgcgaa ataacacgat acgcttctgt aactgttttt ggcatattcg
  2912221 gatgatcttc agacacaata acactatacg ttaattcttt atcatgtaat acacccctgc
  2912281 cgcctgtttg acgacgaacg aatccatatt tcttttcgtt aactacatcc atattaatat
  2912341 ctttttcaac acgctggaaa tacccgactg ttaatgttgg tacttcccat tcgtaaaaac
  2912401 gaatagttgg tggcattttc ttttcacttt gccaatttaa taaacattca tctaacgcca
  2912461 tattaaatgc cggtgaacat tgaccagagt taatataaca ccatttttct tttcccatcc
  2912521 tgcacctcat ataaccaatt atttttcaca ttctctagtc taccaaattc gacaaaattt
  2912581 gtgaaagaat acgaaatttc ttcttatata caaatgaatc tgttgcataa atacatacgg
  2912641 gcattataat attgaaagta ggataagaaa aaagggagcg atagaatcgt gtcaacaact
  2912701 tggattattt tattagccgt aatcgtagcg ttcatcggtt acactgtatg gatgtatttc
  2912761 tatcagaaaa aattaattac aacactttca gaagaagaat ttcgcgctgg ctaccgtaaa
  2912821 gcacagctta tcgatattcg cgaagcagac gaatatactg cagggcatat tttaggcgca
  2912881 cgtaacattc cgttatcaca aattcgcctt cgtcataaag aacttcgtaa agatcaacca
  2912941 gtttacttat actgtcaaag tggattccgt actggtcgtg cggctcaata cttaaagaaa
  2913001 caaggctaca aagatttcta ccaattacaa ggtggattca aaacgtggac tggaaaaatt
  2913061 aaaaagaaat aacaacatac aaaaactagc tgaacgattc agctagtttt ttcatttgaa
  2913121 aactttccac gttattctca cacattttga caaaactttt ttgcaaacaa aaaagacccc
  2913181 tatcattctt acgcccaagt gaaaaggtta cgcgaataaa aagaagtctt attcatacca
  2913241 tagtttgtga aaagcttttc aggtcaagat tttttctttc ttattatttt ccctttataa
  2913301 taagaggaag aagtgataca tatggccaat ataaaacaaa ttgcaaaaac cgctggtgta
  2913361 tccatatcaa ctgtttctcg tgtcctgaat aatcaccctt acgtaaaaga agaaaaacgt
  2913421 aagcgtgttc tagatgctgt tgaagaattg aactatgcca aaaatataaa tgctattcat
  2913481 ttaataaagg gcaaaacata tacgatcggt gttatgctcc ctttcattaa ccttccatac
  2913541 ttcagtacca ttattgaagg aatcggtaac gaagcgttag cagctggcta tcacattaat
  2913601 ttatgtcaaa cgaattacga tagtattgaa gaaattcgtg ttctggaaat gatgaaaatg
  2913661 aaacaattcg acgggatgat tatttgctct cgaacaagtt catgggaaca aattgaacct
  2913721 ttcgcaaaat ttgctcctat tatttcatgc gaaaaaatga accaccctct catttcatcc
  2913781 gtctacgtag atcattatga aggattccgt ctcggcaccg cctatttact caagaaaggc
  2913841 catgaaaaaa tcggaatttg tttagcaaga aaaacgagcg caaattctat ggagcgcgaa
  2913901 aaggcgtttg ctgatacact tcgtaaggag ggcaaaacgt tacatcccga atggattttt
  2913961 catcaatgct atacaatgca agacggtgca caattactcc atcgtattgt aaatatgaaa
  2914021 aatcgtccaa ccgctatttt tacagcaaac gatcaagttg cagcaggttt agtaacagaa
  2914081 gctcgaaaac aaggccttcg agtacccgaa gaccttgcta tcctcggatt tgataatcat
  2914141 gaaatttcaa aggcgttaga aatttcaaca attgaacatc ccggtctcgc aatgggctca
  2914201 catgcgtttt ctttattcca taaacaaatg caaagtgagc aaattatcgg gaacgcaaaa
  2914261 gaactttcat tccatttaat tgagcgagat actgtctaaa aggagcgtta cctatagcgc
  2914321 tctttttcag ttcttcacct attgacttta tatttttact cgcatataat gaacctaacg
  2914381 aacggtaggt aggggatgaa aatgacagca aaccgcatta aagctgtagc actttctcat
  2914441 ttcgcacgct acggctacga aggaacttca ttagcaaata ttgctcaaga agttgggatt
  2914501 aaaaaaccat cgatttacgc acactttaaa ggaaaagaag agctatattt tatatgctta
  2914561 gaatccgctc ttcaaaaaga tttacaaagc ttcacagacg atatcgaaaa tttttcaaat
  2914621 tcgtctactg aagaattgct cttacagtta ctaaagggct acgcaaaacg atttggtgaa
  2914681 agtgaagaat caatgttttg gttacgaact tcttattttc cacctgatgc atttcgcgaa
  2914741 caaattatcg aaaaagcaaa tgcacacatt gaaaacgttg gaaaactttt attccctata
  2914801 tttaaacagg caaacgagaa aagtgaactg cataacattg aagtaaaaga cgctctagaa
  2914861 gctttcctat gcttactaga cggacttatg gttgagctac tattcgcagg tttaaatcgc
  2914921 tttgagactc gtttaaacgc ctcttggcaa gtattttggc gaggcctttc aaactgacgg
  2914981 attgctcctt tgcaatgcgt cgtttttaag cccttcacct aacgactggt aggaaggaga
  2915041 aatgacatat ggcatggatt tatgtaatct tagctggtat tattgaaatc ttttgggtaa
  2915101 ttggattaaa acacgcggag gctccacttg aatgggctgg tgttgcatta ttaattacaa
  2915161 ttagtttcgt cttattattt agagcttata aagatttacc tgttggtact gtatacgcag
  2915221 tcttcactgg aattggagct ggtggaatcg ttcttacaga aattttcatt ttcggagagc
  2915281 cattctctat cgtaaaagta ttattaattg gtttaatctt cttcggcgta attggtttaa
  2915341 aacgagtaac agaagaaaaa gaagcgaagg aggccgcata aaatggcttg ggtattttta
  2915401 attctagctg gtatttgtga aattattggt gtactcttta tgaaagtagc cactgaaaag
  2915461 aaaggctggg caccaaaagt tattttaatc gctaacttcg gcgtaagctt cttcttctta
  2915521 tcccttgcga tgaacacatt accgatggga actgcttacg cgatttggac tggaatcgga
  2915581 actgccggaa gtgcacttct aggcatcctt attttccgcg aatcagcgga ttggcgtcgt
  2915641 cttgctttct taagctgcat tctatgcggc gctgttggct taaaactatt aagctaacgt
  2915701 gaggtgaatg tcatgtggaa agaaaaaggg aagcaactgt tagcatggat cacgcttggt
  2915761 atcgtcattc tactgcaaat tagttttcat ataatagaat ggttgtttca taaagtagta
  2915821 tccattctca cattccttcc taacatgaca cttgaaatga tatcaatcgt ttggtccatt
  2915881 attgcctcca ttgcaatcgt cattatatgg agtatcgcca agctatggaa taagttattt
  2915941 aaaaaggaca gttcttctga acaagagtaa ctgtcctttt ttatattcat tcagactttc
  2916001 tgtagaagtt tgatgtgata agacaaagaa gaccaactat gacaatactt ataccaatca
  2916061 ctttatgcaa actaggaaat aacggtgata tatctgaata agcatttgct aatatgagac
  2916121 caattgaaaa taaaaatacc cctattctat ataaccattt tcttttattc atcattctcc
  2916181 cctcctaaca tttttcatac actcctttct tttggacata ctacctaaaa aaggagtgaa
  2916241 taatatgcaa aattctatac ataagcaaat cctattttta tttttcctct ttcttattct
  2916301 cgttatcgtt ttcagcttta tattacatac tccaaaagat gttgtaccga gtaacctctc
  2916361 tgtttataag cttttacttt cctattgtcg ttattgaaga aggtgccttt tatagggcgc
  2916421 cttttaaaat tctctcttct catacaattt cactgaaaca aagacagatg ctatgaacat
  2916481 gcatattgaa ctaatgaata acaagctgtt gtatagttga atttgttcta ggttgattcc
  2916541 aaagaaaata gaagaaacgg ccataggtgc tattagtata aaaatcgcaa taaaaatagt
  2916601 ttttttatag gccaaccaaa acgatatcgg taaaacaaag cttaaataaa ctaaaataaa
  2916661 gctaatacta gcaaccattg tcgtttcaat aaattcaaat aggttaaccc cattcttcat
  2916721 tcccatcgta aaacaaccga ccgttacact tataaaaaga ataataattg ctactatata
  2916781 ttttgcaaat acaatatgtt ttttcaatat tggtaaacta tttactataa cttcactctc
  2916841 atttttacta tctgcttcaa atgtttttac cgttgctcca actgtaataa ttacggacat
  2916901 aattatgaac agattttccg tatctgttaa ggccatataa aagaaaacag gatacagtat
  2916961 gtaccaaatt aaaaacttcc attgaatgat gaaatctttt aaaattagtt gcttcacaat
  2917021 cgctccctcc ttataaatca cgctcattgt acaaatgaat tgagaaaaac atagacataa
  2917081 catataaaag aagcaatcct gctataaaac aaacatttac gactagactc gtgttccaag
  2917141 cattttctac atctaaccaa acgttactta caatcaatcc actcaaatat cccaatgcaa
  2917201 gtccggcgaa cggagcaatt tgtttggcac tgctatatcc tactgagaat tcaatcggaa
  2917261 gtacaattat gctacaaaca aacccacctg ttatacctcc gagaatttct ccccacagca
  2917321 taaatccagt catatgctca ttttgcaact gtattaaacc aatcactagt gagaaacatc
  2917381 cacctagagc aactaaaata cttacaaata tgtatttccc tatgacaaga tctttacggt
  2917441 caaacggtaa actatttact atcagttcac ttttattttt cccctcataa ctcattgaca
  2917501 gtatcatgcc aagagcaggt acaaacatac taaatgtcat caaaaaacta tcactactaa
  2917561 aatcaacaat gaacaggaac aaaaaacata taagataaac aaaccctaac tttctttgca
  2917621 tcatcatatc ttttaaaact aattgcttga tcatgttttg cacctcctaa tatgaaaatg
  2917681 tcccatctat aactctgcct gctgaaacat tttcattgag aggaacattg atatgaatat
  2917741 actcactaat actccaatac caagaacacc cattgcttgt gtagcctctt gagagtgaag
  2917801 tacttttaac ataattgttt tatcaccaaa aatattgcac ataagaccaa tcatacctat
  2917861 taaaggaaac agcataatca aattcaagac tgtaataact ttatatcccc caatgtaatt
  2917921 agtcggtatc gttactacac aataaatcaa agttgctact atcgctgaaa acactgcata
  2917981 tccaggcatg actatatccc tgtccaataa aatatttcct aatattacga ctataaaagt
  2918041 tacacttaaa ccagccataa taagtaatgt gcttgaaata tatttagcta taattatctc
  2918101 ttttctcgtt ataggtaaac tcactaatac tttttccgct ttacttttct cgtcataata
  2918161 aaaagaaata tatataatcg tactacatgt tataaataat cctattgcaa tccccattgg
  2918221 ttcgacggaa ttcttaaaaa tagataaaat agggattaaa aaataaaaag gaaacatctt
  2918281 cttctgtaaa aaaaactcct tcaaaatcaa ctgttgcata tgaattctcc tctctataaa
  2918341 tcacgcgttt cataaatttt aattgtaaga agcatagaaa cgatatagac actagctaat
  2918401 ataattcctc caattataaa tacaccaata tgcagcggat tcataatcca ctcaatgaat
  2918461 gaaggtgctg tttcattcag cccatcacta ataaacatcc aaaaaattac acctactccc
  2918521 attgatgctg ctgatactat acttcttact atcttcgatt ttgtaccgta ataactaggg
  2918581 aaaagtatca caacaaaaaa caaggcgtaa atagctccat ttattacttc ataccatgga
  2918641 atttcaatgt atagattagg atgataggca ccaatatcac caatgaccac aatacctctt
  2918701 ataagaaaaa caactaacat cgtagaaagc atgccaccta caataaatat tgcacaggaa
  2918761 atatatctag caatgacgat atcctttcga cttaccggta aactatttat aacaatgtca
  2918821 cttttattcc tttcatccat aaagattaac gtcataaccg aggaaagtgt tataaataga
  2918881 caactcatcg gaaataactc ttcaccactt ggatctaaca taaataacaa aagtggcata
  2918941 acaaaattca ctaaccacgt tacccgaaaa aagaacaaat ctttatatac gagctgacgc
  2919001 ataggcacct cttcctttcg cggtgtaaac gatgatctcg tccaatgtag gcttttctag
  2919061 tacaacctca tttccaaacc agtcgataat tgtttgttta tccttcgcta aaccttcaaa
  2919121 accaaattta ttttttcgta atccaacaaa tagttctttt ccttctcggt ctaataaatc
  2919181 attacttcct tttacgatta cgtagttctc cattaagtcg tctttttcac cagtaaatat
  2919241 aatttctcca tcattgatga acgtaatata atctgcgatg cgctctaagt ctgttgtaat
  2919301 atgagttgag aataatacag atacttcatc ttccattaca atctcttgca acatatcaag
  2919361 caattcactt cgaacaactg gatctaatcc tgctgttggt tcatccatga tgataaactc
  2919421 tgcgtggtgc gagagcgcga tggcaatcgc aaatttcatt ttcatccctt ttgatagttc
  2919481 tttaattttt ttatactttg gaacttgcaa tctatgcata tacgattgat actgctcttc
  2919541 atcccacttt ttatataacg gtgcaataat acgtttcatt tgttcgcacg ttaaatcttc
  2919601 gtaataatga ttttcatcgt atacaaagcc gatattttgt tttatttcct tttcggcttt
  2919661 cttattgtcc ttgccaaaaa tttttatttc gccgctatct tttttaatta aattcataat
  2919721 cattttgatt gtcgtacttt tcccggcccc attcggtccg acaaatccca taatatatcc
  2919781 gcgtggtaac gtaaaactta tatttttcac tgcaaaatct tcataacttt tacaaacgtt
  2919841 ttttagctct aacatccttt attccccctc atataaacac gctatcatct gctgtaaatc
  2919901 ttcaagtgaa agctgcaacg ctttactttc attcacaatc tcttccgctt tactttccaa
  2919961 taggcgaagc cgctgttctt ttaatagttc attattttta cgtgaaacat aagtcccctt
  2920021 cccagcgaca gtttctatat atccttcttt ttcaagctcc tcgtacgcac gcttcgttgt
  2920081 aattacacta atttgcaatt ccttcgctaa attgcgaata gacggtaatt ggtctccacc
  2920141 ctttaaacca ccatttaaaa taagctggct taattgtttt cttatttgca cataaatagg
  2920201 gtcttgggaa gaattcgaaa taataatatt catgttttcc tccagtgtgt atatactgtg
  2920261 tataccttat atatacagta tatacacaac atcctatttt tggcaagaaa aaaagaccaa
  2920321 cattttcctg ttggtctttc gtatatgtat cacttttcaa agcgatctaa catctcgtct
  2920381 ctcattccga aacttactac tgcaattcct atatacataa acagaaggaa tgccggatga
  2920441 accgtgttgt accagctgct gtcaacaatt aaataaatcg ttaatgccac aacaagaaca
  2920501 aacgctaaga taaacatata aaagtgtctt gtactaccca tgataaactc ctctcttctc
  2920561 acttcaccat tcaacagtat attttatcga ataattcgat atgactcaag gttaactttc
  2920621 tgttatgtaa tcaagttcca cctttacaat gtcctcacat gctattgaaa tgatcgttcc
  2920681 ttgcttatca attgccgtca cttctctatt atccattaca cgatgcgcta ctctttctag
  2920741 tacttttcct tgatctcggt aacaaaattc ttttacatct ttaattgttt ctccattttc
  2920801 taaatggtat accatcctat aacatcgata tcccacactt tcacccccgt cttgctcgtt
  2920861 ttttcacata tacataaaaa tgagtaatct ttgcctcatc acatcttctt aatttcaata
  2920921 aaattctaac aaaaataaat acttttatca aaccgacttt ttcaacaaaa ctacctataa
  2920981 aactacacct ttacaccatt aggaaacaaa aaatataatt ttttaacatt ttcttcacta
  2921041 tttctgcact aattctccat acaaaaaaag aacccgcata tagcgagttc ttcttttgtt
  2921101 attctaatca aacttgtaca ggagctggct ttgcataacg taaaactggt ttacgtgcag
  2921161 ccatcgtttc atctaaacgt ttaatgactg ttgtatgcgg tgcttcttgt acaacttctg
  2921221 gattttcttc tacttcttta gcgatttgaa tcatcttatc aatgaaaccg tctaaagttt
  2921281 cttttgattc tgtttctgtc ggctcaatca taatacattc ttccacattt aacgggaagt
  2921341 aaatcgttgg tggatggtaa ccgaaatcaa gcaggcgttt tgcgatatct aatgtacgta
  2921401 caccaagttt cttttgacga cgacctgata atacaaactc atgcttacaa tgtctatcga
  2921461 atggaagatc atagaatggt gctaatcttc tcatcatata gttcgcattt aataccgcat
  2921521 actccgttac tgcacgcaag ccatctggac ccatagaacg aatgtatgtg tatgcacgaa
  2921581 cattaattcc gaagttacca tagaatggtt ttacgcgccc aattgcttct ggacgatcat
  2921641 agttaaagtg atagccattt tccgttttct ctaaaattgg ttttggtaag tacggaatta
  2921701 aatcagcttt cacacctact ggaccagaac ctgggccacc gccgccgtga ggacctgtaa
  2921761 atgttttatg aaggtttaaa tgcacaacgt caaatcccat atctcctggg cgcgcttggc
  2921821 ttaatactgc atttaagttt gcaccatcat agtataattt accgcctgca ttatggacga
  2921881 tttctgccat ttctaaaatg ttttcttcaa ataaacctaa tgtattagga tttgttaaca
  2921941 taagtgctgc tgtttcttca tttacaacac gttttaaatc ttctaagtca acaagaccat
  2922001 gttcatttga ttttactgta attgtttcaa aaccagctac agttgcagat gctggattcg
  2922061 ttccgtgagc agagtcagga acaattactt tcgtacggtt aaagtcacca tttgcttcat
  2922121 ggtatgcacg aattaacatt aagcctgtcc attctccgtg tgcaccagct gctggttgta
  2922181 atgtaacagt atccatacct gtaatttcaa ttaaatgctc ttgtaaatcg tacattaatt
  2922241 ccattgcacc ttgtactgtc ttctcgtctt gcaacggatg aatatttgca aatcctgcga
  2922301 aacgagctac actctcatta attttcggat tatatttcat cgtacaagat ccaagtggat
  2922361 agaacccaga atcaacgccg tggttacggt ttgaaagtgc tgtatagtgg cgcataatat
  2922421 caagttcaga tacttctggt agctctgcat cttctactcg aatataatcg ctctcaaaca
  2922481 catcttctag tttcacttct tctacatcta attttggtaa gctatatcct atgcgtcctt
  2922541 ctttactcac ttcaaagata agtgcttggt cttggttctt cattggatag cccccatttc
  2922601 gtttacaagt gtgtcaattt cctcttttgt acgaagctca gttactgcta caagcatatg
  2922661 gttctcatgc tctttataat cacggcctag atcgtaaccg ccgataatat tcttttgtaa
  2922721 taatgcatcg tttacttctt tcactggacg cttacaatct acaacgaact cattgaagaa
  2922781 tggaccagca aatgttacag tgaagccttt cgcttcgaat tgacgttttg cgtattgcgc
  2922841 tttagaaatg ttttgacgtg ccatttcttt cacaccttgt ttaccaagtg ccgtcattgc
  2922901 aacagaagct gctaatgcat ttaacgcttg gtttgaacaa atgttagatg tcgctttatc
  2922961 acggcggata tgctgttcac gtgcctgtaa cgttaataca aacccacgtt tcccatctga
  2923021 atctacagtt tgtccaacaa gacgtcctgg aattttacgc ataaatgctt tcgttgttgc
  2923081 aaagtaacca cagtgcggtc caccaaactg cgttggaata ccaaatggct gtgcatcacc
  2923141 gattacaata tcagcaccaa attttcctgg tggtgttaat gcgcctaatg ataatggatt
  2923201 tgaagaaacg ataaataatg atttttgttg atgaacgatt ttttcaatat cagctaattt
  2923261 ttcaacttgt ccgaagaagt ttggatattg aacgattaca caagcaacag tatcatctac
  2923321 ttcactttgt aatacgtcta aatctgtaac accatcttta tgattaattt caacaacttc
  2923381 aagatgttga ccttttgcat atgtttcaag tactgctctt gattctgggt gcactgcact
  2923441 agatacaaga attttctttt tacgagtatg gccagccgct agcattgccg cttcagctaa
  2923501 agctgtacca ccgtcgtaca tagaagagtt tgctacatcc attcctgtta attcacaaat
  2923561 catcgtttgg aattcaaaga ttgcttgtaa ttccccttgt gaaatttctg gttggtatgg
  2923621 cgtgtaagct gtataaaatt ctgagcgaga gataacatga tctacaatta ctggagcgta
  2923681 atgatcgtat acaccagctc ctaagaaaga agcgtattct tttaagttcg catttttact
  2923741 agccatttga gataactctt ttaaaagctc tggctctgat tttgcttctt taatttttaa
  2923801 atccccttta aaacgaacac tctctggaat atcagagaat aactcatcga tcgtttgaac
  2923861 gccgatcgtt tgtaacattt cttttttgtc ttcttctgtc attggaagat aacgatgcaa
  2923921 catgaaatct acccctctcc ccgttacttt gaacgtttat aaaatggtgt tggaacaact
  2923981 actgctttga cgcgtttatt acgaatttca atttctactt ctgtatcaac tgctgcgtat
  2924041 tttacatcaa ttagtgctaa accaatgctt ttctttaacg ttggagattg tgtaccactt
  2924101 gttacttccc cgatcttttc ttctccaata aatacagggt aatgcgtacg aggaattcca
  2924161 cgttcaatta cttcgatgcc gactaatttg cgaggcgcac cgttttcttt ttgctctttt
  2924221 aacgttgctt ttccaaagaa gtctgcttct ttatttgttt ttaccgcaaa gccaattcca
  2924281 gcttcaatcg gtgtaatatc ttttgataat tcttgaccat aaagtggtaa tgttgcttcg
  2924341 aagcgaagtg tatcacgagc acctaaacca catgctttta agccttcttc tgctccaact
  2924401 tcaagaagtt tctcccaaag ttttgctgca tcttcactct tacagtaaat ttcaaatcca
  2924461 tcttcacctg tgtaacctgt acgagataca agtgctggaa ttccatctac aagaatatcg
  2924521 tttttaaatt taaagaactt aatttctttt aaatcttctg acacaacttt ttgtaaaatg
  2924581 ccttctgctt ttggtccttg aattgcaagc tgtgcaactt cgctagaaac attgactact
  2924641 gtcgcatcgc caattacatg gctagctaac cattcgtaat ctttctcgat atttgatgcg
  2924701 ttgataacta ataaatagtc ttcttcacca cgtttgtaga ttaataaatc atctactgta
  2924761 ccaccatttt cgtagcacat tgctgtatat tgtgcgcctc ctacctttaa ggtagatacg
  2924821 tcatttgtaa caacacgttg taaaaatgct aaactatcta caccttttac ctcaacttct
  2924881 cccatatgag acacatcgaa caaacccgcc gctgtacgta cagcttcatg ttcttcttta
  2924941 atgcttgaaa attgaactgg taactcccaa ccaccgaagt cgattgtttt cccaccatac
  2925001 ttcgcgtata catcaaataa cggtgtacgt tgtaatgtaa tcatgatctc tcccccttat
  2925061 gctctgacaa atcaataaaa gttgttactc ttttctaaac attttcattc taaaaagata
  2925121 ggatatacgg aatctcatta tattttttta tgaaagcgta aataaaaaat cactttcttg
  2925181 gataaaatac gaaagattcc acacatttca caccattatc ctaacattat tcgctatatt
  2925241 tcatcaatat tctagcataa aaaataattt agaatttttc atgcttaatc ttattacata
  2925301 caacttttaa gatttagtcc tttatctttg cttattcttt aactttcagt aagtgtaata
  2925361 acgccttatt acaaggctta tatagtaaag attttttcat atattacttt aatttataaa
  2925421 aggtgggaga gtcgtaatga atgtcgatat ttccatagat cgaacgtggc aaaacaattt
  2925481 tttaaataga attgacgaag atggcccttg gacaaactgg gatttatatc atttagctta
  2925541 tgaaacagag aaatcgttac ttgttcctac ttttgatgga ttacaagcac cgaaacattt
  2925601 atcccatttc acaccgcttc ctcatcaatt agaagtcgct caaaatgtta ttgaacaaat
  2925661 gaatggtaaa gcgattctag cggatgaagt gggacttgga aaaacgattg aagctggact
  2925721 tattttaaaa gaatatatgg tccgcggcct tgtgaaaaaa gtacttatac tcgtcccagc
  2925781 ctctctcgta tcacaatggg catacgaatt aaatacaaag tttttcattc cagctgtagc
  2925841 ccaaaagaaa agctactcgt gggaacaagc cgatgtgatt gtatcatcga ttgatactgc
  2925901 aaaacgttca ccacatcgtg atatcgtttt gaatttagaa tatgacctta ttattatcga
  2925961 tgaagcacat aaacttaaaa ataataaaac aaaaaactat gaatttgcac agcgattaaa
  2926021 aaagaaattt tgtttattat taaccgctac tcctgttcaa aataagattg atgaaatttt
  2926081 taacctcgtt tctttattaa aaccaggaca tttaggcaat cagtccaact ttgaagaata
  2926141 ttacgcttca aaaaatcgtt cagctgaatc agatgaagat ttaaaagctc ttattaacaa
  2926201 agtgatggtc cgaaatcgac gtcacaatac cggaattgat tggcccaaga gacatgtacg
  2926261 tacaattttt gttgagttta atgaagaaga gcaagatttg tataataata ttgaaaattg
  2926321 gcgaggacaa gatgccttca catccgcttt ctcatcctta actttaaaac gagaagcgtg
  2926381 cagtagtcgt gaggctgttt actattcatt aaaaaaacat gtagaaaaac gacagaagga
  2926441 aaatgagcat tacgtaaaag atccgcatat cgatatacta atggacaaaa ttaatcatat
  2926501 tccttttaac tcaaaagcaa ataaagctct agagcttata aaagaaattg acgataaagt
  2926561 cgtcatcttc acagaatacc gagcgtcaca aatgtactta caatggtttt tacaacaaca
  2926621 tggtatttct tccgtcccat tccgcggcgg atttaaacgc gggaagaaag attggatgaa
  2926681 ggaacttttc caaaatcatg ctcaagtgct aatcgcaacg gaagctggtg gtgaaggaat
  2926741 taacttacag ttttgcagcc atatgatcaa ttatgattta ccatggaatc caatgcgtct
  2926801 ggaacaaaga atcggacgta ttcaccgtct tggtcaaaag aatgatgttc atatttataa
  2926861 cttagctaca aaacacacag ttgaagaaca tattttgaaa ctgttatatg aaaaaatcaa
  2926921 tttatttgag cgtgtgatcg gtgagctgga tgaaatttta acgagaatta atatgaaaaa
  2926981 tatcgatgca cacattcaag aaatatttgc gcaatcaaaa agcgaaggag aaatccgaat
  2927041 taagatggaa aacttaacat ctattatcga ctttgcgaaa cgaaacgaag ctgaggtgca
  2927101 aggctatgca gcaacatgaa attcataatt acttatacaa tttttttgag gcgaataact
  2927161 gtgaaatttt agagcgttcc cctcacttat tagacgtaca attaacaatt gagatggata
  2927221 aattattaat gaaccgtcct ttttattggc actatcttga gaaaacagga ggcgtaccga
  2927281 atccgatgcg ccttactctt attacagatc cagaaaatga agaaaatgat ggcgagctta
  2927341 ttcactacgg ttcaccgcgt ctacatcaaa ttttccagac aacaaaagaa ctaggatctt
  2927401 acatacgttt atatgaggac gtacggcata atggagcaac acatacccca ctccacccgt
  2927461 ggctcggtat aaatataaaa gtttcctacc aatgtgatcg aaaaaaagat attcttcact
  2927521 ccattggtat tcatctcatt tctggaacaa tgatggcaaa ctttcatgac acattaacta
  2927581 aaattaagct tacaccaaaa atacctgact tttgttttac gctctcacct atcattaaac
  2927641 ctcaaagtgg tttacaacgt atagaggatg ctttaaaaaa tataattgca gaagatgacc
  2927701 atacgtgggc gaaagaagca agagtacgct ggaatcacga tttagatctt ttaaatcgtt
  2927761 tttatgaaga aagtgatgaa cttcccgaaa gctatgaaat tgaaaagcaa gcactgcaag
  2927821 aacaatatga accccgtatt acagtgcaaa ttattaatgg tggactcttt tatgttaccg
  2927881 cgaatcattt tctatcttaa aaagcccctt ctgttttaga aggagctttt ttgagttatc
  2927941 ctctatcgcc attacgctct tgttgttttt gctttgccat gcgtttttga tacgcacgat
  2928001 cctttgcact cacatgatta gcatcagttg gaagattttc ttttgaacga ccaattccat
  2928061 tgctcatctt ttcccctcct ttttacacac tttaaaatac atccttattt tcagctagaa
  2928121 gcaccatcct tatgcaaaaa aataagagca gccatcggct actcttactc actcacatat
  2928181 ttttgaaaca tatcatggat gcctttattt actaggttcg agatctgttc gtcagattta
  2928241 ttcggataac gatcacgcaa tctgatagat gccttcacca ttaaattttc taatacagaa
  2928301 cggccacctt ctccataaat aatttcagca tatttaacaa gccttccatc ctctactgtt
  2928361 gctggattat gattgaagaa aaatttactc attgtctcca cctctctctt ttgataacgt
  2928421 ttacatttat atagattatt tatgttattt atttcacaat attgtatgca tgtatattta
  2928481 attagtttca ttataaagca acatatcgat agtaaatatg tgattttccg tccattttgt
  2928541 gaacaaatta aaaatgaaag cgtttccttt attatatact aaaaaaactt actacgctag
  2928601 gggcaatttt tttcaatcta ctaatcatat actttttctt ttttcactaa accttataca
  2928661 attttcagaa attatattat aaaatatatg tatgacttaa ggaggctctg tatgaatcaa
  2928721 aataaaaaag ctatattaga tcttgtcttt tatctcgtaa ttccattcct catttggaaa
  2928781 tttgcaaaac cttatatcga tccttattac gcgatgttac tttcctctgt tccggggatt
  2928841 atttatacac tgtatacctt taaaaaagaa aaacagttta acgtaacagg gttctttatt
  2928901 ttaattacac tcatttctaa tacgacagta gatttattat ctggatcagc tgaacgaatg
  2928961 ttgtggaacg atgcatatta tcacatcgta ctcggcatta tcgttatatg tacaattttt
  2929021 ataaaaaaac cacttatgtt atatttcgca gcagatattg cagcactgca agggcatgac
  2929081 cgtgataaaa gtcgtgaact gtatcgtgat agtcgtatct atccagcact acaatattta
  2929141 acactatttt tcgggcttca attcatatta aaaagcttct taaaaattta tttcatctct
  2929201 gttttcggtg tagatggcta tggtgaaatg agagcaatta tgaccgctgt tgggtggggc
  2929261 atttccattt gtatcggaat aggatttgtc tgggtcaaca ataaaataca tgccgttaaa
  2929321 gaagagaaag agtccataca ataaatgaaa atcccctagt agtatgatgc tactagggga
  2929381 ttttcatttt gctacacata ttacgaaaga attaacttga tttttttctt ttatttttta
  2929441 cgtttcgata aagcaaagta gcacttagcg gcataacacc aaaccactta ttcataaatg
  2929501 gctctttttc agcacggcgt tgttctttct tttgttttcg atcttctttt ggagcatcca
  2929561 tatacgacac aaactgttgt gtcacaaagc gaacataatc attagtagac atattatcat
  2929621 cacctctact tgattagtat gtccactttc ttattcatta atcttttctt ttaattcatt
  2929681 cataatttgc tttacagact tattcgtcgt atcgatatga atatgagcct cttcataata
  2929741 agctcggcgc gattcgaatt tcgttacaaa tgcatctata tctttcttct gaaatagtgg
  2929801 acgtgtcgta tcttcacgaa gcctttctgc aattacatgt ggatcacaat ataaatacac
  2929861 gacagttcca ttttccttca tccattttcg gttttcctct cgctcaacga ttccgccgcc
  2929921 agttgtaatg attacattat caacaggtag tgaacataac atttcacttt catattcccg
  2929981 aaaagccatt tcaccttctt cggcaaaaat atcacgaatt acttttccct gcttctcttc
  2930041 aattttttga tctgtatcta caacatccat atgaagttct ttacttaatg cttttccaat
  2930101 tgttgttttc ccagctccca tataaccggt tatgtatata gatttcatgt tctttcctct
  2930161 caatcgtcat gtattacttg ttattataac gaaagatgct cctttattta ataaaaaaac
  2930221 gttttgttct ccttatgcat tgaagaacaa aacgtcacat acacactttt acttataagt
  2930281 acctcttctc acccactgcg ttgcgatcca tttctcacct ttcgttacag gtgcccctcc
  2930341 gtgtaacgta agctcgttta atgattggtc ttgatagaaa tactcaaagt atactgccat
  2930401 tccctttcta gggtgcacag aaagatttaa tttcggaaag aacgtttctc cgccttcttc
  2930461 gacatcattt aagtacataa caagcgtact aatacgatta ttagcagcgg atctactatg
  2930521 ttccgcaaaa taatcataat gcgctttata ttgttgatcc acttcataat ttaaaatgtg
  2930581 taatccttct ccatgcgacg caggaacatt catgatagat gaaatccgtt tttcaatctt
  2930641 cgccgtaagt tcattatcgt ccaaaaatgc accactactc gttcgaatat catttacatc
  2930701 acgtgatgaa ccaacttttg aacgtgctaa tttactttta gacaattcaa ttaattcatc
  2930761 acactcttca tcacttaata catttcctaa cacgacaata agaggttctt cgaattttga
  2930821 aataatttgt atttctctat cctctgtctt aattacattt cctttatgat caaaaatagt
  2930881 ttgttcctta ttttcaccta tttgattgtt gtttgtcatt tccctattct ccctaaaaat
  2930941 aatgattgga tagcatgaat atatcatatt ctttctacct ttctcttttt taagaaaatt
  2931001 taaactttta attgttttat ttatccattt ccttttaaaa aacagcctat tttcaaatga
  2931061 gaaatcatgg ttttttatcc atatatttta catactatcc ttctatccaa tcgaatattt
  2931121 tctcatcctt ttttctatat cgaaagctta ctttatagaa aacttcctgc ttgattttac
  2931181 actgtaatga aacgagaata acatcgtttt caaaaacgta atttcctctc gcttccccct
  2931241 tttcatatgg aaagaaaaaa gtatcttcct tttctttttt tttaagtctt tttttatatt
  2931301 tgtaatagat cgctttagta gttcctccag tacaaacttt tgctctattt cagtataaaa
  2931361 ctttttatct ataagtaaca tattcgtttc gtatacaaag aacgaagtta ataatacaag
  2931421 aaaaatgatt gttcctggca tcgtaaatcc atcttgtttt ctcatatatt tatttccatt
  2931481 tcgctatacc ttatagctac accttcatat attatcccgc tcctatcttt cacatttata
  2931541 aagagcaaat gaggcgttac ttcatacgaa actctttcaa cattttgtaa tataacttct
  2931601 cttccacgca tgttcacttt tcttataaga tgattattca atttttcata cgtcacttca
  2931661 tctccagtgc gaagacggaa gcgcaacata ctctctctat tttcaggaac tattttttct
  2931721 acaaatgata cttcacgaaa ctctaattgt acttgcccta aaaacacatc ccactcccaa
  2931781 tcatttaatc ctttcaattg tttattttcc attccgataa aatgcaaacg tgggaagagt
  2931841 acaaagaaca gtgataacag aaaaaaacaa acgatcattt ctattaatgt aaacccagct
  2931901 tctaatttat tttttctcct gcataaaagc attgttccat cattctgcct ttcacatctt
  2931961 tccacatcac acaaacttca tttcctcccc aatatgtgta atatacattt ccgtttataa
  2932021 ctttttcttt ctgctgtttt gcctcattct catacatata taaagctgct tcttttttta
  2932081 ataatacaaa tgccttataa cgaagttgta tgttttttcg ttcttgcata accaatactg
  2932141 tttgtggaag tagtaaagat accaccatca ttactatact taatgctaca atcatttcag
  2932201 ccatcactga ccctttttga catttcacga tacgtaaatc tccctcttcc aagctggaat
  2932261 acaatctcat atttataact tcgatacgaa agtaaaatcg tgccacctct attaatattt
  2932321 ccactcggat tatatgtcat cggatttgga aaagtattca aatccaattg tatatcgcta
  2932381 tcatattctc ttttaatgat agaaagatcc gtactcgatt cccctatata atacatatgt
  2932441 ctatctttat gccatcgtaa tgtatagtgt ttttgacggt ttatcgctaa ttgttgcata
  2932501 tacaaaatat catttgaaaa ctgtcttaaa aattgttcga ttttttgttt ttcatataat
  2932561 gaatgtacat taaaatacgt gaccatactt agtacagaaa ttgcaaataa aacgagtagc
  2932621 atttctaaaa gggtaaaacc tttttgcttc acagtttccc acttgttact gttccatcat
  2932681 ttgaaatatg aatagattca ccattcggac acttatcagc tgtaatatat ttttcatcac
  2932741 ttaactcttt tagtgtagga attttattat gttgtagttg gtatacttgt acttgcgctt
  2932801 ctatagattt cacataggct ttacatcctt ttccttcgac ggatgaacgc tgcgtaacta
  2932861 catcaggaat aattaatagt aataatacag ttatgacgac cataactaat aacatttcta
  2932921 aaagggtaaa cccttcctca ttctgcatgt aaatgcctcc tatatagaat tcatcatttg
  2932981 aaacattggc ataatcatgg ctaaatacat aagaacaact attcctccaa tacacgtaaa
  2933041 taaaatcggt tgaataatca ccaacatacg ttttattttt cgctccatct tttccataat
  2933101 aagatcgcta tagtcaccta attcaatcgc caaattaccg tttgcttgtc catgtgtaat
  2933161 aatataagaa agttcttcct cataatattc gcttttagca ataatagatt gcaacggttc
  2933221 tcccgcaatt aattggcgtt caattcgacc cgcttcatat tgaaagaacg gatgatattt
  2933281 ttgctccatc attattgtta gagcctcaag tactgataat ccaccgtgta ataaaccgct
  2933341 caattgagtg gcgaaataat gcgaatgctt taaaataaga aatgttttta cgagggggat
  2933401 acgaagtata attttcacct gcttcatatg tgggagtttc cgaaagtaaa ctatatatac
  2933461 accaaataca atcataatga taaaaagggt actaataata aggtagggga gtaacttaat
  2933521 tgtacttaat atttgttctg tgaataacgg tgctgtagaa ccaaatgaac tatataccat
  2933581 atcaacctgt ggtaataaaa tacggttaaa aatcaaaatc atgattatta aaaaaatcgc
  2933641 taaaaacata ggatactgca ttatttttat catatctttc ctatacttat cctttttata
  2933701 aagaagtgca ctcccttgtt gcaaggcaaa agaaatatca ccatgctgtt cagcataaaa
  2933761 taaatagctt aacatctcct gatggaactt taattgatga aaagagtcgt gtaaactttt
  2933821 tccatctttc aacccatcaa tcatgcgctg caattgtact ttcttttcta aaggtaattg
  2933881 aaaccgtaaa aattctaatg cctgcaaaag ggagtatcct ttttctaata gttctcctaa
  2933941 tcgtttcagt aatatgactt gatcacttaa actccatatt tccttaaaca taaacatctt
  2934001 cttctaaaaa ccctaaagcg tatccttttc gtatcgaaga ttgtaatgtt tcgtgcttgt
  2934061 atgtgacaca ttccccgttt gcttctttaa tcgcttgttt taactcatat ccatataaca
  2934121 actcataaat actcgcttgc cttacttgcc tcattgattt gcataaagtt gagcactttc
  2934181 ttttgcaaaa cggacacttt aattcgacaa gtcgctgtgc agctatagct aataaagatt
  2934241 gttcgatttc ttgcctcgtt atgccaaaac ccatgaaccg aagtatcgcc cctctcgcat
  2934301 cattcgtatg caatgtcgtc attactaaat ggccagtcaa acttgctctt atagcaattt
  2934361 tcgctgtttc ttcatcacga atttcaccga ctaaaataac atctggatca tgacgcaaaa
  2934421 tagcctttag tccagcctca tatgtgatac ctgctttttc atttatttga atttgtaata
  2934481 catcgtcatt tcttttttca actggatctt ccagtgtaac gatgcgacgt gttttctttt
  2934541 ttctaattac ctctaataat gcatacattg ttgttgtctt ccccgaacca gtcggtccag
  2934601 taaatacgag taatccatga gaataacgta aaaaagaaag tagtttcttc gctgtacttg
  2934661 gaaataacga aagatgagat aacggctgaa tagatgcttg taaatgaaga cgaataacga
  2934721 gactttcttg gtatacggtt ggaagcgtgg aaagacgcaa atacacttct tgtccatcca
  2934781 tttgtaaata cagtgaacca ttttgtggct tccgcctctc ccctatatcc atagatgcta
  2934841 aaaatttaaa gtgtgaaaca agtttttctc caaattcctt ttcaatacaa tatttcgtca
  2934901 ttaaatcttt tcctatacgc agctgaacca ctacatcctt ctgccggggc acaatatgta
  2934961 agtccgacgc ttgtaccctg cacgcttctt tcaaaatcat attcgcaaag ctttcaattc
  2935021 cattcatcat ttttccctcc ccactatgta tatagcatga aaaaattcat aagaaaaatc
  2935081 agcgtttttg cattttcacc agattaaaaa ggaaaaatat gtttgtgaaa ttatgaacaa
  2935141 tttctgaatt attgtctgaa attacctata ctcatgttta tctgtattat aatgttatta
  2935201 tcttggataa agtgataaag gtggagatcc tcatggaaca agctttaaaa attacaggtg
  2935261 tattatctga tccaactcgt tattacattt ataaatatat ttctcaaaaa catagttacg
  2935321 taactgtaca agaaattgca gatgagtttg acattcatcc aaacgtagca cgtttacatt
  2935381 tatctaaatt agaagatgtt catatgctga aatcagaaac aaagaaaaca ggaaaaggcg
  2935441 gaagaccaag cagattatat gtattatctg atgatgttat ccaattacaa tttccattcc
  2935501 gtgactatca attgttagca agaatagcgt ttaattcttt acttagcctt ggtgctgctg
  2935561 gtgaaaaagc gctatacgaa acagggaaac aattcggggc cgaattaatg caacaacata
  2935621 tgcagcgctt aaatgtgagt gaagatgctt taacagtgga gcaaaaagtt caaattgcaa
  2935681 aggaagcctt ttcaactgct ggcttatcac ctgcatttga attaagtaca gatggaacaa
  2935741 aaattttcta tgatgtacac aattgtccat ttaaagaagt tgctgttcat cacccaattg
  2935801 aaatttgtaa catgcacgga gatatgatga aagggatttt tgaaatccta ttccctaaca
  2935861 cggaattaac acgaaatgat agtctactag atggatgtaa atcttgtaat tataaactaa
  2935921 caatttaatt attcatataa aaagaagcca atgataattg gcttcttttt atatgaacga
  2935981 atatttacaa tagtaagaaa aataaactat aatgaagtga ggtttacttt ttttagaaaa
  2936041 ggagggagat ggcatggagc gcatgtttcg cgttctcggc ttttggactg gaattttctc
  2936101 ggttatgttt tacgtagggg atatggattc gactgcacta ctatttttag gacaaacagg
  2936161 attcttcgta cttttaagct atttaaaatt aacagagcgt atgtatatat acgtattcgg
  2936221 ggcatatttg actgttttct tcataggatt tacatactac acgacgttct tacatgtccc
  2936281 aggggctgga cattaaaagg tggcattttg ccatcttttt tttaattccg gaattcccta
  2936341 gttgacttat aggttttatt gatttatatt ctatataaca gattggaatt agggggaatc
  2936401 atcatgaata cactgcttgt cggaattaac gttgcagtca tgctcatttt agttggcgta
  2936461 ttatattata tgcaacgtaa gcatgtatct tttaataaac gtgtatttac tgctttagga
  2936521 atcggaatta tcttcggtct tatattacaa tttatttatg aacctacttc taaagtcatt
  2936581 attgaatcaa atacttggtt tggcttaatt ggtagcggtt atgtgaaatt acttcaaatg
  2936641 atcgttatgc cacttatttt agtatctatc atttcagcat ttacaaaatt acagttaacg
  2936701 aaaaatcttg gtaaaattag tggtcttatt atcggaattt taattcttac tacaggaatt
  2936761 gctgcagctg tcggtatcgc tgcaagtgca ggatttgatg tatctgcaac aggcctgcaa
  2936821 caaggtgatg cagaatctgc tcgtctgaag ctagttgaag aaagatttac ttctattgaa
  2936881 aaaacaacaa ttccagataa attattagaa ctattgccta caaatccatt tcttgattta
  2936941 acaggcgctc gtccaacatc aacaatttct gttgtaatat ttgcagcatt tatcggtatc
  2937001 gcctttatag gtgtaaaacg aaaatatcca gaacaagcag agctatttaa gaaaatgctt
  2937061 gatgctgtat atgcaattgt aatgcgtatg gtaacattaa ttttacgtct tactccatat
  2937121 ggtgtattag ctcttatggc aaaaacagtt gctggtagcg acataaatgc tattttaaaa
  2937181 cttggtaact tcgtgttagc gtcttacgta gcacttatcg taatgttcgt tatccactta
  2937241 ttattaattg ctctatctgg tttaaatcca attcaatatt taaaaaaggt attccctgta
  2937301 ttaacattcg cattcacatc tcgctctagt gccggtgcaa tgccattaaa tattgaagca
  2937361 caaaaagaaa aacttggtat ttctgaagga atcgctaact tcgcagcatc atttggagta
  2937421 tctatcggac aaaatggttg cgcaggtatt tacccagcaa tgcttgcaat gatggtcgct
  2937481 ccaactgttg gaattgatcc attacaacca caatttattt taactttaat cgctgtcgtt
  2937541 gctattagct cattcggtgt tgccggcgtt ggtggcggtg caacattcgc agcattaatc
  2937601 gtactatcta caatgaactt accaatcggt attgtcgctc ttgttatctc agttgaacca
  2937661 ttaatcgata tgggtcgtac agctcttaac gtaagtggtt ctatgacagc aggtcttatt
  2937721 tctagtaaat ggcttggtga attagatcaa gatacgtaca atcaagatga tacaaaaact
  2937781 ggtgagattg cttcataata aaaaggacgc taacaaaaat gttagcgtcc ttttttagtt
  2937841 cttttcatct tcctctttat cttttataca taaggcataa catattgttt caaacactat
  2937901 gtatagatat aaagaaatta caccgttttt cattttttta ataactatta attataaact
  2937961 acagattaac tattattcct cacctgaaaa ctgtaaaaat tcttccaacc gctcctttaa
  2938021 ctcctcctct atctcacaat aagattcatc aaccagttca ccacttaact tacttcccca
  2938081 aaaccttatt tgaagcggta ctcctaaaaa ataactacaa cattcccaga taggaactgt
  2938141 ataaaattca atcatctttc cttcttcatc taatacagct atcgaaattg atgaagaata
  2938201 tcctgtttca aaaggatttt ctttatctct gatgagttct ataaataatt ccatgttttt
  2938261 ttctatgtac aaatgtgaat aacctttaaa aagtttaaat gccattctct ctatttcctt
  2938321 ctccatgcat tgaatcttct cttttaactc caatgtaaaa tctctttctg tatacttcat
  2938381 ctccgtctcc ttacacatag aaaaagagaa tacaataaca tattctcttt tctcaaatat
  2938441 atttcattat ctcacagccc gtccttttca caaataacca ttttgttcgc accatttatg
  2938501 aaattgtcct acatctactc caactaacac gatatccttg agctctacat caatactttg
  2938561 ttctccaatt acaatagcaa actgcgattc taatttcgtc tcgtttttct ttacaattcc
  2938621 aattcggttc cgatgcgctc catcttttat atatgctttt tgtcctacaa tatcaaagtt
  2938681 caagattttc acctctttta ctgcgctcaa attggaaata caatctccac ctcggaaaat
  2938741 ttcctttcat tgcactattt ctctatatat atgacgaaac aataaaagag tccttccttc
  2938801 tttacaatta ttttttcttt gtttcatttt tgtgattgaa acgtaaagtt tataataaaa
  2938861 tacacttgga agcgctttct atgtaatttt ttatgttata atatataagt agaacttcgt
  2938921 aaagagggtt aaaaaatgaa tacaaaaatg ataaaaaaag taattgaagc attaaaagta
  2938981 tatggctttc agaatgtatc attctgtgac aaaacgaaac aatttttatt tcataacgaa
  2939041 accgatatta tgagcggcta tgcagaaata acatatagta gtcaatttga aaaattcaac
  2939101 gtacaaattc atcctattga aacgcattat caagcagagt tacaagaggt tgaaagacat
  2939161 atacaagcct gcataagaaa agtggaatat ttaaacgcac ttcttagcgg acaaacaaaa
  2939221 ctagatgata aaattattat aatgtaaaaa aagaacgtga ggtgatcacg ttcttttttt
  2939281 acattatatg ttcatctttt cctttagttg taatcctgta atggactcta atacatccat
  2939341 tgcttctcca aatgccatat taaaaattgt cttatcttct atgtatggaa attgtctaaa
  2939401 gcgcttttct aacattttta cggcgtccga cgtaaagtgg gcactatcaa tgccaaattc
  2939461 tgtttcaaga agaacgatcc aatctaacac atgaaaacct aatccattta cgaatgaaat
  2939521 aagtttttct tctggctgtg aagataagaa tacgtgtcgt tccatctcac taaaaagttc
  2939581 ttctcctaaa atatcagcta attcctcatc atgttcgcgg tcaataattt cttcataacc
  2939641 ataatcatca acaagctctt ctacttcttc actatctgca aaaagtaatt ggctaagctg
  2939701 cgcatctttc ttaaattcac ttttttgtac gacttctaaa aagctcgttt cccatccatt
  2939761 ttctaatttc atattatgta ctcctttata tacgtttctt atcatcactg tacccaaaag
  2939821 atcactttta taacctttta ggtagttatt attatttcac atgattcata acagaagatg
  2939881 caaattctgc tgcatctcct tcaaaaatat ttatttctgg caaatgatag aacgttgttt
  2939941 ggagcggatt tccttcatga tatacatata tctttttctc tagtgcaatc gccattccaa
  2940001 actctgtatg gctcccattt ccaccatcta atataagtaa aaatacatcc gcttctttaa
  2940061 tagcattctt ttctgcctga ccaatttctc ttaattgttc ttgattcact gctctttcgt
  2940121 ttttggtcca atcatatgta tggtgccatc ctgcatgttt cagttcattc gctatagagc
  2940181 gtacaatttg tttattttgg aatcctgaag caatgtaaaa attcatttat atacactcct
  2940241 tcattatgta tggggaaact cctttttagc gttacttgtt atagctatga taaaaaacga
  2940301 cttcaaaaaa aatccccacc tttaaaactt atttgcgttt aaatgatggg atgcttcatg
  2940361 atcttctttt attttttgct ttttataact ttcatcagct aacatttcta gttcagctgt
  2940421 tatctctgat ttttcaagct ctctttcttg cgaaaatttc cttgaaatat aaacaataac
  2940481 actaccaacg tacaacacaa agcatataat aagtgcagta ttttcataga gacttagctc
  2940541 caacacagtc actcctaatc cattcgtatt ttcacgcttc attaattgga atttccctac
  2940601 taaccatttg ctattgtaac ataaaaacac cgtttcttgg aatctttcat cctactaaaa
  2940661 gaggcatgat tgtttcatca tgcctctgaa atatggtgaa tgattgtttg aatcgcttct
  2940721 tttccattat atttttttaa tgcggtttta tatgcctcat tattatgaga taactcttca
  2940781 acatgcttta taagagaatt gacagtcaca tcttcttcat acagtacaga ggcatatcct
  2940841 tgcctttcaa atgattctgc atttaatatt tggtctccac gacttgcaaa tttcgatagc
  2940901 ggaattagaa gcatcggctt ttgcaatgtt aaaaactcaa aaatagcgtt ggaccccgca
  2940961 cgtgaaataa caaaatctgt tatcgctaat atatccggca gttccccgtg tacatattca
  2941021 aattgtctat atccttcttt attttgtaaa ctatcatcaa gattaccttt tccacaaagg
  2941081 tgaacaattt gatattttct cagaagttct ggtaacgctt ctcgaaccgt ttcgttaatt
  2941141 ttttttgcgc ccaaacttcc tcccataatt gtaataactg gctttttacg tgaaaaacct
  2941201 aaaaacgcta aagctttttc acgatctccc tttagtactt cttcacgtac aggagaccct
  2941261 gtataaatta ctttttcttt cggtaaatgt ttcgcagctt cttcaaatgt aacaaatatt
  2941321 tttgaagcga aacggagcgc aattttattt gctagtcctg gcgtcatatc agactcatgt
  2941381 aataaaactg gtactctatt tagccatcct ccaattacga ctggtacaga tacgaaacca
  2941441 ccttttgaaa aaatcacatc tggttttagt tttcgaatcc ttacatacgc gtccataaca
  2941501 cccttcatca caagaaaagg atcttttata ttttttaaat caaaataacg gcgtagcttt
  2941561 ccactcgcaa tactatagta cggaatatct tccttttcta taatcgtctt ctcaattcct
  2941621 tgatgagaac caatataaga aatgtcccag ttgtcttcct ttaaatatgg aataatggct
  2941681 aaattaggtg ttacatgccc tgccgaaccg ccacctgtaa agactatttt tttcatacgt
  2941741 ctcccccttc tagactataa tacactaaaa tatcttgcct cggggtgaga aaataccata
  2941801 gccgttacag atgcttctgg ttccatcata aacccttccg ttaatgaaat acctatttct
  2941861 tctggatgaa taagtcgaaa taacttttct tgatccgcaa gttctggaca tgctggataa
  2941921 ccgaaggaca cgcgtatccc tctatatttc gtacggaaac gttcttccat cgtcaattct
  2941981 ggtgaatctg gaatacccca gcgatcacga ataagcatat gtgttttttc agcaagtcct
  2942041 tctgctagtt caagcgctaa cgattgaatg gcatgactgc gtaaataatc acctttcgcc
  2942101 ttccactctt cagcaatgcc ccgaacgcct tctccaaccg taacagatag gaaagcaaca
  2942161 tagtccatct catctccaat tggtcgtaaa taatcaccta aagtacgata tggagccctt
  2942221 ccttgccttg ggaatgtgaa acgctctata acacgcgtat gatcttctgg atcatatatt
  2942281 acaatgtttt gtccgtcact ttgcgctggg aaaaattgat acaccgcttt cggttttaac
  2942341 caagattgtc cttcctgcaa taattcatct attaaatcat ttaattcatg tgctctttta
  2942401 tctccctctt tcaaaagctt cttcacgctt ccttttaatc caagatgatg tccaagtagc
  2942461 atttgtctat tcagaaatgg tgcgagatga agggcgggaa catctcgtaa tacaattcgc
  2942521 ttcgttgaat caggtaccat aacctctgat tttggtaatg gctcaattac tgctggaatt
  2942581 tctattttct tttcttcttt tgttacgata tgaagatgac gttctttttt atcctgcttc
  2942641 atcttctcac gctcttcttc tttttgaagc ttattaataa tatccagccc cgtcatcgca
  2942701 tcacttgcat aacatacgag ccctttataa gatggcgaaa tgcgattatc tgtaaacttt
  2942761 ctcgttagcg ctgccccgcc tacaacaatt ggaatatcaa tatccgcagc ttttaaatct
  2942821 tctgcagtcg ttaccatttg ttgagccgat tttactaata aaccagaaag acctataata
  2942881 tcaggcttct tttcttgtac ttcttgaaca attcgatccg agcgaacatt gattcctaaa
  2942941 ttaataatct catatccgtt attcgctaaa ataatttcaa cgaggttttt cccaatatca
  2943001 tgtacgtcac ctttaacagt tgctaataat actttccctt tttttgcact atcgctagat
  2943061 tccatatgtg gctctaaata acttacagca gctttcatac tttcagcact ttgcaatact
  2943121 tcagcaacga ttagctcatt attattaaat aatcgtccta cctcatccat ccctgtcata
  2943181 agtgggccat taataatatc caaaggtttt cttccttctg taagcgcgag gcttaaatct
  2943241 tcgtgtaacc cttgttttgt cccttctaca atgtaattag ctaacctttc atcaagagtt
  2943301 aatgtttctt ggacaacaac atctttcttt tttgccacgc gataaaagtt tgtaaattct
  2943361 tctagcgtct cttgcgtcgt ttcaaaaagt aatgcatctg caagccgttt ttcttcatca
  2943421 ggaattgatg catagcgctc taatttttcc gtattcacaa tcgcgtagtc taatcctgct
  2943481 ttcgttgcat ggtataagaa gaccgaattt aatacttcgc ggccagctgg tggtaaacca
  2943541 aatgatatgt tacttacacc taaaatcgtt aaacattctg gcaatgcttc tttaataaga
  2943601 cgaatccctt ctattgtcgc tgccgccgag ccaatatatt cttcatcccc tgtccctaca
  2943661 ggaaacacga gtgcatcaaa aataatatct gacgggcgta taccatattt cgtggtcaat
  2943721 aactcataac ttcttttcgc aatttcgagt tttctttctg cacttactgc cataccgtct
  2943781 tcatcaattg ttcctacaac aatagcggca ccatatttct gaagaagcgg cgtcactttt
  2943841 ataaatcgtt cttctccatc ttctaagtta attgaattaa taacagcttt cccttgaata
  2943901 taagtaagag ctcgctccat cacatgttca tctgttgagt caatcataat cggtactttt
  2943961 aacactttcg taacttctgc caagaagttt tccatatctt ctatttcatc ccggtccggg
  2944021 tctgccatac aaatatcaat aatatgagca tttttcttca cttgcgctct tgcgacttca
  2944081 gcagcctctt caaatttccc ttctgctact aatcgtttaa atttacgtga tccaataacg
  2944141 tttgttcttt caccaacaaa taatggtctc atagagtcat catattgcag tgcctctaat
  2944201 ccactaactc catgaccttc tcgttcatga tgttcacgag gctttaggga tgctagtgct
  2944261 tctttcattg cttttatatg ttctggtgtt gtgccacaac aaccaccgat aatattaacc
  2944321 catccttctt cagcaaatcg cttcactttt tcagcgagag aagatggaga ttcatgataa
  2944381 tgtccatctt catcaggaag acctgcattt ggataacaag aaatgtaaca ctccgacaaa
  2944441 tcagatagtg aacgaatatg atctctcata aactccggac cagtcgcaca gtttaatcca
  2944501 acagataatg gcttcatatg ttctaccgat aagtaaaaag cctcaattgt ttgcccagcc
  2944561 agagtcgttc ccatcggttc aatcgttccc gaaatcatga taggtacaat tttttttagt
  2944621 tcgtcaaagg ctgcttgaat tccaatataa gcagccttca tgttacgcat atcttgactc
  2944681 gtctcaacta gtaatacatc aacttctcct ttcaacaatc ctcttgcttg ccgtgtataa
  2944741 gcttcaatta attcttcaaa cgttacacca ccagtaacac taatcgcttt cgttgtcggt
  2944801 cccattgctc cggcaacata tacttccttc ccactttctt tgactgcttg cttcgctaaa
  2944861 cgcgctgcct tctcatttag ctcttcgtct aaatgagata actcataatc acttagtaca
  2944921 atatttgttg ccccaaatgt attcgtttca ataatatccg ctccagcttc aatgtaagct
  2944981 ttatgaatct ttaaaataac atctggtctt gtttctacta aatactcatt acaaccttca
  2945041 tactcttccc ctccgaaatc ttccgcagtt aagtcctctt gctggatcat cgttcccatt
  2945101 gcaccatcta atagtaagat gttattttgt aatttttctt ctatacaata catttcatca
  2945161 attaatacct tctttcactt cttgcttttc tctcacatat ttaacaagat gttctgtaat
  2945221 ttcatatttt agaaatggcg taataagata aataccgtta aaatatttca tcgtctcatc
  2945281 aatcaactct tgtgaaatac gaattccttc ctcaattgcc gcctctttcg tttcatgacc
  2945341 atccatcctc tcccttacgg cttccggtag cgtaatacct ggcacctcaa aatgaagaaa
  2945401 atctgcattc cgtttactta ttaatggcat aatgccaata aaaataggtt gttccaaatg
  2945461 cttcgtcgct tcgtacactt cttcgattaa cgcgatatca taaatcggct gcgttaagaa
  2945521 atattccgct ccagcatcta ttttccgttc cattcgctta accgctgctt ttaaatgtct
  2945581 tacatgcgga ttaaacgcgc cgcctactga aaaccttgtt gctggaccta tcgatttccc
  2945641 taaaatagaa cgcccatcgt tcatttcttt aatcatttta atgagctcaa tagaggataa
  2945701 atcatataca gaagtggcac ctggaaaatc accaacgcgt gctggatcac cagttaaagc
  2945761 taatacttct tccataccta acgctgacaa gcctagcaag tgagattgta gtccgatgac
  2945821 gttatggtct ctacacgtta aatgcgtcaa taccggaata tcgtgcttcg ttaataatgc
  2945881 tcccattgcc atatttgaga tacgaggcga tgctaatgaa ttatctgcta gagtaatagc
  2945941 atctgctcca gcccttttca atgctcttgc gccttcaaaa aatcgctgcg tatctaacgt
  2946001 tttcggtgga tctaattcta ctactactac tgtcgtttgt ttttttgctt tctctgctaa
  2946061 agtgacatga gcttttgaac gtttctcgtg tgtatgaact actttcggtc tttgaatcgt
  2946121 atctttttct attacaggtg taacatttag agtcgcacgt ttcatacttt caatatgttc
  2946181 tggagtcgtg ccacaacaac cacccaataa ccgaatacct tgctcaataa atttcggtgt
  2946241 catcgcttcg aaataagctg gactcccctc gtatacataa cgtccctcca cataatttgg
  2946301 gagacctgca tttggatacg ctgacaagta accatttttc ggaatcgata tcattttaaa
  2946361 agcttccgtc atatgaagtg gccctagttg gcagttcaat ccaacaacat ttgcaccgta
  2946421 atctaaaagc tgttttaata tttcatttac atcatttcca ttttgagtcg tacctgcctc
  2946481 atgtaacgct aattgcgcta caattggaat attcgtttct tttcgtaaca cctgaacagc
  2946541 atggagtaat tcaaactcat cataaaaagt ctctaatagc agtccatcaa cctgttcttc
  2946601 taataatgca cttgcttgtt ccagtaacat aaattctcgc tccatatcag ttgtcgtaac
  2946661 cgctccaata tgtttcatac cacctattgt tcctaaaatt gcatttctgt ctgtaacaga
  2946721 tgctttcgcc agttttactg cggctctatt aatttcagta acttgatttt ctaaaccata
  2946781 catacgcaat ttcgcttcat ttgctccgta cgtatttgtt tgaattacat ctgccccagc
  2946841 agctacatat tgcttatgaa tcgatataat taaatctgga tcagatatat tcaattcttc
  2946901 aaaactactt tgcaaaccgt gtgaatgtaa taatgttcca accgcaccat cacctattac
  2946961 aattcctttt gacaataaat ctagtaattt cacaaatctc cctcatttct atcaatataa
  2947021 aaaccccctc ttcactttga agaggggaac ataattgttc ctcctcttat tatgcaaaac
  2947081 attcgttttg caggtattag caccgtttca aacatttcgt ttgaaggttg ccgggtttca
  2947141 cagggccttt ccctccaccg ctctcaataa gagttgtctt tattatttta tttatgtagc
  2947201 taaaaggaaa tgcgttcccc ttttaacaat gtttgttaat tttttaataa atttagcacg
  2947261 cacaaatgca aaagtcaatg acacttgcgt aaaaataaaa attatttaaa ataaagttgc
  2947321 aattcaatta tcttttgttg taaagttaaa accataataa aatttcatac gaacattctt
  2947381 atctagagag gtagagggac tggccctatg acgcctcagc aaccattaac atttgttaat
  2947441 aaggtgctaa ttccagcaaa ttgcgaaaaa tttgacagat gagaagaaga ctctattcaa
  2947501 accgaaagcc ttcttcttag aaggcttttt ttattttata ttcaactact ggttcaattt
  2947561 aaaaaggagg aatttttaca tgtcaactat cgaaacaaaa ctagcgcaaa tcggaaaccg
  2947621 gagtgaaact acaacaggaa ctgttaatcc gcctgtttac ttttcaactg cttatcgtca
  2947681 cgaaggaatt ggtaaatcta ctggatttga ctattcacga actggaaatc caactcgcgg
  2947741 cctattagaa caggcaatcg cagacttaga atacggcgaa caaggttatg cctgtagttc
  2947801 cggtatggca gctgtgctcc ttgtcctttc cctattccgc tctggagacg aacttattgt
  2947861 atccgaagat ttatacgggg gcacttatcg attattttct gagcacgaaa aaaagtggaa
  2947921 tgttcgatgt agatacgtaa atacacaatc tattaaacaa attgagcaag ctatcacaac
  2947981 tgaaacgaaa gctattttca tagaaacccc gacaaatcca ttaatgcaag ttactgatat
  2948041 tgccgctgtc gcaactgtag caaaaagaca cggactactt cttattgtag acaacacatt
  2948101 ctacacgcct tatatacagc agccattaac agaaggtgct gacattgtac ttcatagcgc
  2948161 aacaaaatat ttaggaggac ataacgatgt actaagcgga cttgtcgttg caaaaggaaa
  2948221 ggaactttgt gaggaaatcg cccattatca taatgcatca ggtgcggtct taagtccatt
  2948281 tgactcatgg ctattaatcc gtggtatgaa aacgttagcg cttcgcatga gacaacatga
  2948341 aaaaaatgca aaagcagttg ttgcttattt aaatgatgag gacggggtga cagatgtatt
  2948401 ttatcctgga agaggcggca tgatctcatt tcgtcttaaa gatgaaacat ggattaatcc
  2948461 attcttacaa tctttatcct taattacatt cgccgaaagt cttggtggtg ttgaaagttt
  2948521 aatgacatat ccagcaacac aaacacacgc tgatattcct gaagaaatca gaacagcaaa
  2948581 cggtgtatgt aatcgtcttc ttcgattttc tgttggcatt gaaaatagta acgatttaat
  2948641 tcaagactta cagcaagcca ttaaacttgt aaaagaaggt gtaagaatat gagttattct
  2948701 atagatacac tcttactaca caaccaatat aaacatgatc cacaaacagg agctgttaac
  2948761 gttcccatct ataacacatc aacattccac cagttcgatg tagatacgtt cgggaaatat
  2948821 gactatagca ggtcaggaaa tccaactcgt gaagctcttg aagacatcat tgctttatta
  2948881 gaaggcggaa cgaaaggatt tgccttcgca tcaggaattg cagcgatttc tactgcattc
  2948941 ctccttcttt cacaaggtga tcacgtactc atttcagaag acgtatacgg agggacttat
  2949001 cgaataataa ctgaagttct ctcccgttat ggtgtttcac atacatttgt tgatatgacc
  2949061 aatctagaag aaatcaagca aaatataaaa caaaatacaa agctctttta tgtagaaaca
  2949121 ccttctaacc cgcttttaaa agtaacagat attcgtgctg tttctacact tgcaaaatct
  2949181 attggcgctc ttacttttgt tgataataca tttttgacac cactattcca gaaaccactt
  2949241 gatctcggcg cagatgtcgt tcttcatagc gctacaaagt tcattgctgg tcacagtgat
  2949301 gttactgctg gattagcggt cgtaaaagat gccgaacttg ctcaaaaact tggattttta
  2949361 caaaatgcat tcggcgccat tttaggacct caagattgct ctctcgtact tcgcggtcta
  2949421 aaaacattac atgtacgtct tgagcattca gctgcgaatg ccaataaaat tgcacagtat
  2949481 ttacaagagc acagtaaaat tcaaaatgtc tattatcctg gcttacaaac acatcttgga
  2949541 tttgatattc aacaatctca agcaacatcg gccggagctg tcctatcctt cactttacaa
  2949601 tcagaagatg cactccgcca atttttatca aaagtaaaat tacctgtctt tgcagttagt
  2949661 ttaggagctg tcgaatcgat tctttcctat ccggctaaaa tgtcacatgc agcactgtca
  2949721 caagaagctc gtgatgaaag aggtatttcc aattcattac ttcgtttatc cgtcggcctt
  2949781 gaaaatgttg atgatttaat atccgacttt gaaaatgccc tttcttatgt agaagaacct
  2949841 gtaaatgcat agaatgaaca gaagatatga aattaagttt tcatatcttc tgtttacata
  2949901 gttcacaaaa aataaatcca ttaccttcta tttcaaggta attgatttat tgatatatta
  2949961 agggataaaa aaagggggta atgaatactt gtgatatttt aatcgttatt gatttacaaa
  2950021 atggagtatg ttatagcgaa gaacatttat tcgatttaaa aaacttactt acaaaagtaa
  2950081 ataaaagaat ttcttcatac agaaaattaa ataaaccaat catttttgtt caacattgtg
  2950141 acgatgattt agtacccgaa aaagaacttt gggctattca ttctgatcta gatgttcaag
  2950201 agcaagattt ttttataaga aaaacacatg caaattcgtt ttttaaaact aacttaatag
  2950261 aaattttaga ccaattatct gtacagcgta ttgaattttg tggtgcccaa actgagtact
  2950321 gcatggatgc tacgattaaa tttgcccatg gactagggta cgaaaacttc atggtacaga
  2950381 aagcaacgtc tacgttaaat aatccattta tgtccgcaaa agagacaatt gatttttatg
  2950441 aaaatatatg gaacaacaga tttttaaaat tgataaaaga tgaaatctag aatacataac
  2950501 taatatcttg gtaattctaa gatttatcag ctatattcaa acatttcatt ttcaccataa
  2950561 agaagctgat tacattcagc ttcttttctt ttaacctgtt ttatattcta tatataacat
  2950621 tataattcct ttttcatatt attttaaaaa ttttgtatat tcatttgaaa gaataagaaa
  2950681 atcatgataa aattgtgtta caaatatatc tatatctttc aatttttaaa acacatcgaa
  2950741 attttcaccc aaaaatgtca ttttacaaaa ccgtgctaaa tcatctactt tatttacatc
  2950801 agggtctctt ttcttacaat ttctttactt taggaatgtt tttctgcaac aactgttttc
  2950861 ttttctttaa ttttttggta tgtatagtat ggtataacag ctcacacgga ggtggaaaaa
  2950921 acatgttaga aacctttcaa aaagaaatag aactatatga aagcaatgca gaattattga
  2950981 aagtacttgc tcatcctgtt cgcttatgta ttgtaaaagg attaattgaa cgtggtccaa
  2951041 gcaacgtttc tacaatgtac actggcttaa acatgccaca atctacaatt tcacagcatt
  2951101 tagcaaaatt aaaaagtgct aaaatcgttt caagcgaaag aaaaggtttg gaaatttatt
  2951161 acaaagtaga aaacgagaca attattcaac tcgttcgcgt attattgggt tagggactca
  2951221 taaacagaga aaaaggacgt attttatatt ttttatctca tatctttaat ataaatatat
  2951281 atcatgagag gaaatatatg atgctacata agtcgtatta aaaaacaaga cacagaacta
  2951341 tgctgtgtct tgttttttta tattttcaaa taccgatcca agtgtaactg ttgcatatgt
  2951401 ttcgtatgta taacaacatc aaatgcattc cctaatcctc cattcaaaat catagaacga
  2951461 actgcacgat tttgtttttg agtttcagaa aaaggattcc tatcttggtg atttgtaagc
  2951521 tgatctagta tccctgctgc taacaaaaac tcagattgtt tcttatgcca taccgtattc
  2951581 ataccttgca gactaaacat ctctttcaat tcgtcccaat gaatatgagt agtaagatcc
  2951641 atctcacctg gatgcgctaa aggattacga attaacttat gctcgtaata tcctcgtaaa
  2951701 cttccttctt gatgtgcagg atgcatccat tcttcttttg tatatccata atcaactgta
  2951761 atacatacac ctcgttgaaa ccatttcgca atttctttta taaattcttc catcgcaatc
  2951821 ggtacttcaa aacgctggcc ttcagcaaga tgaatattat atttcaataa gtatcgacca
  2951881 attcttttat gtaacggcct acatacttct gcaagtttcc cttcctctgt gtacgtaaca
  2951941 cgtacttcat acaatattcc atttctcttc tcaattactt caacaggaaa tgcatcaaat
  2952001 aactcatttg aaaaaagaat cccttcgaat gattctccca tttcactatg cgacgtatag
  2952061 tatgacacgt tagaaaacga acaaagactt ttctgctgta attttctatg aaaagggctc
  2952121 atttcaatca tcgaatagtt taaattaata aaagtttccg gtgataattg cttccattct
  2952181 tgtaaaacat cataggcaaa ccttcctgtt cccccaccaa tctcacaaat attcggagca
  2952241 acttcaccat tttcaacaag acgaacaaaa aacttagcaa aggtttttgc aaaagcagaa
  2952301 gatacgttgc tacttgtaaa aaaatcccct tgtcttccta ttttttcacg ttctttcata
  2952361 tagtatccat gttcctctgc gtataatgcg agtttcatat atgtactgta tgaaattgaa
  2952421 taatcctttt ctttttccat ccattctttt aaaatgagct ccatccccat actagctcct
  2952481 tactgtaaaa atggattatt ttctttttca aaaccaatgc ttgtttctgg accatgtcca
  2952541 catagcaccg ctgtttcatc aggtaataca aataatttct cttcaatact tccaatcaat
  2952601 tcagcaaaac ttccaccagg taaatctgtt cttccgatgc tcatttggaa caatacatct
  2952661 ccagaaaata cagcactcgc ctctttacaa taataagaaa tactacctgg agaatgtcct
  2952721 ggcgtctcaa aaatttcaaa attaaatgaa ccaattgcta atgtaccttc tgcatcaata
  2952781 atatgatctg ctggttttgc tgtaatactg cgattcatca taaaaatttg agaaccattt
  2952841 acagttgcat cccctaacca atcttcttct ttatgtacgt acacaggaat atgaaaagcg
  2952901 tctcttaccg catcaacagc gccaatatga tcaaagtgag catgtgttaa taaaacagcc
  2952961 agtggcttta attgctcttc ttgtaaatat gtaacgagct tctctccttc atgaccagga
  2953021 tcaaagataa cacactcatt tttatcattc tttaaaatat aagcatttgt ttgtaatggg
  2953081 cctaacggca tttgtatcca tttcatatga aaatctcctc caattattaa acttactttc
  2953141 aatgatacaa catttttttc tcttaggaaa agaaaggatg ctatctcgac aatcattttt
  2953201 aaaacatgta caatataaaa gagtaaattt tctaaaaact catattaagg aatgggtaga
  2953261 cagaggagga tattgtatgg gccttgttat tatttttacg cttgtcactc tgttagctgt
  2953321 atttgctacg cttagaacac ttcgggaaaa gaattttctc gcgggtggct ttgccattgc
  2953381 aactgtactc gttttcggat ggtttacaat catgactgtt ctatataacg ggtacccacc
  2953441 agcagcttaa ttcatttaca gattattctt catccagatt tcgcacaaaa agaggaaggg
  2953501 tttcccttcc tcttttcata gttcacaact tatatcatct tcgcttcgta tttgtgcttt
  2953561 tttacaagcc aagctcctcc gataacacct gcatcattac caagtgttgc aatagctaac
  2953621 ttcgtgctct ttacagcacg tgagaaagcg tattgctcga aataacgttg aattggttct
  2953681 aatagtgcat ctccagcttt agaaacgcct ccaccaataa caattttctc tggattcaac
  2953741 gtgctcgaaa ggttcgctac agctaatcct aaataagaag ctaccttttc tactacttcg
  2953801 cctgctagtt catcaccttg tccatgtgct tcaaatacgt cttttgatgt aatacgccct
  2953861 tcttctgcta acatagaacg tagaatactt tctttatcag tctcttgtat tttctgcata
  2953921 gcaacacgta caatacctgt tgcagatgct acagtttcta ggcaaccaga cttcccgcaa
  2953981 ttacatggga aagcattctc tgtaacgact gtaatgtgtc caatctcacc agcagcaccg
  2954041 cttacgccat gtacaatctc accattggca attacaccgc cgccaacacc agtgccaagt
  2954101 gtcatacaaa ttaaatcttt tgctccttca ccagcaccct tccacatttc accaagtgcc
  2954161 gctaaatttg catcattatc aataacaaca ggtaatcctg tttctacttc taataaatct
  2954221 tttaacggat agtttttcca tcctaagtta accgcttcat aaatcattcc agacgccacg
  2954281 tgtacaggac caggagctcc cataccaata ccgattaact tactttttaa ttcacctaac
  2954341 tcttctaact ttttatcaat agctttcgct acatcaagtg taatatgttt tccttgctca
  2954401 tttgtattcg tagggatttc ccacttatgt aaaatttcac cgtacacatt aataaatgct
  2954461 aatttaatcg ttgtaccacc aaggtcaaca ccaactaacc atttctcttc catgttgctt
  2954521 acctaccttt atctaattct tatttagctc tttttgaatt tcttgcttca ataaaaataa
  2954581 agctgtttga tagtcttgtg gatcgattag ctgtgattga tttaattcac gcaattcatc
  2954641 ttgcattaat tgtaaatctg caattcgatc tcccgtataa ataatcgtac caaatttctt
  2954701 tagcaattgc tgaatatcat atatagatac catttcatca ccctctatgc tcacttacta
  2954761 taaaaaatta taataagaaa acgttcacat gttttattat aatcaagaag aaaaagtctc
  2954821 gtcaattttt atttgtctat acaagcccat ttttaaccat tgttcctttt tctgtaataa
  2954881 ttttttctac atttttatca aacggctcta ctggaatatg ttctaccatt tgaaaactat
  2954941 aagctaatga tagcgttttc cctttataat gcacgagata acgatcataa tagccaccgc
  2955001 catatccaat ccgttctcct cgctctgtat aagctacgcc tggtacgatt tgaaggtcaa
  2955061 tttcatctgc attcacttct tccgtaagtg ctggaattgg ctcacgtaaa ttcatataca
  2955121 ctgtttctaa ttgatcaaaa ttactaattt gcctaaagga catcgttctt gtttctttat
  2955181 tacacttcgg aacaacaact ctctttcctt ctttccaagc tttttcgata ataggatatg
  2955241 tattcacttc attttccatc gagagagtga ttccaattgt tttagcttca gcccactctt
  2955301 tttgctcata caacgaaaat actatttgct ctgataaagt tgtataccgt tcttttgata
  2955361 aagaattcat gtgctctatt atttgtttac gtaaacgtag cttctcttct ctcacacatt
  2955421 ttccccctca cagtgatact tttctctacg atgatagtgt atcattttta agagaggaat
  2955481 cgaataaaaa aagaaacagt aggaaaatat tcctactgct tactttgttt cacggtgtaa
  2955541 cgtagacttc ttgtcacgct tgcaatactt tttaagctcg atacgctcag cgttgttacg
  2955601 tttgtttttc tttgagatat agttacgatc tccgcattct gtacatgcta gagtaatatt
  2955661 cacacgcatt cttatttccc tccagtacta ataacttaaa tcagactata ctataatacc
  2955721 acttttaaaa taaaaattct acaccttttg atattgtcta attttttcta taagattttt
  2955781 catgttttcc cttgctatga ctgggtttct agcatgtgaa tacactaaaa atttcggttg
  2955841 ttttgtgtca gaaacgatat aagaccactc tttttcggta tatttgaact gtactccttc
  2955901 aaatatacct tcttcctttc tttccatatc agccaataat ttcctcatca ctttcccttt
  2955961 ttcattccat gaacatacaa cttcatcaca aagtaaatag agcggaggtg attgctctac
  2956021 tatgctgaga aatgtttttc cctgcaatgc tattagctca aataattttc caattcgata
  2956081 taggatatct cgcttccatc tcgcttgaaa cgactttttt catcctgcgt ataaaataga
  2956141 aggtaacatt ctcctaattt caaagacatt aggtaaatat ttcctgtcga ttcaagtaat
  2956201 aaatctggaa tatctacctc ttcaaaatct gtcccctggt aaatgttact atgattatca
  2956261 tataactcaa aataatttcc ttgctctgaa aacatgagtg ccatattcgc tttacttgat
  2956321 ttcatcaagg ccttcacatg atccttctgt tcacctgcat aaatccacgt aactgtgcat
  2956381 ccaagccttt gcaaaaaaag cataagtaaa tgttgtaaca tatcatttct cttattaata
  2956441 agaaggtgga acttctgttt ttgtattttc tcaatatcaa tgcgctctaa cacagcctct
  2956501 atataatcat gtaaagaaac atggaccagc ttatttcgtc ccatttcttt ctcacatacg
  2956561 taataaaaag actcagacat atatacttgt tctatcgctt tttgctgctt atacgttaat
  2956621 tgtgccccat cctgagcata caactttata ataacttctt tttcattttc cacttgaatg
  2956681 aaaactccac ctgcacattg taaatcttga atgctatact gaaaaagcga ttcgttcatt
  2956741 tctttgcatt ccatcgtatg aatcccaata ccatgaatcg catgaagaaa aagattttta
  2956801 taagaagtcg tttctatatg ttcttggctc ccgattaata tactttcccc tttggtaaaa
  2956861 agggatccgt acgccatcgc tacctttact ataaattgag gggtgatttc aacgttccct
  2956921 cttcctacaa tgcgactttt ttgcagccat ccggcgctct tttcactttc ttgaacacca
  2956981 gccgatccta ctaccgaata gctatcaatc gccttatatg gccatagttt tcccttttgc
  2957041 ttaattaccg tacttttccc tatatgacaa tgatctgcta caatgctttt ttgaaacaat
  2957101 gtaacgtcat cttccaccat tgtatgctct cctattgtcg tttctaataa ctcgcaatat
  2957161 tgtccaatgt gcgcatttgc aaaaacaata cttttttgaa gatgagaata actcgaaaca
  2957221 atactatttt tcccgataat agagtacggc tcaattacag ccccggcacc aatttttgct
  2957281 ccctctccaa taaaagaagg gccgtgaatt tttgtgcctt ttccaatcgt cacaccttcc
  2957341 cccatccata ccatcggcaa tacttcagta taaggaatag gtacttgcaa tttttttgtt
  2957401 aacaaatcaa attgggcttg tcggtattga tcaaatgtac cgatatctaa ccaataacct
  2957461 tctgataaat atgcaaataa cgcgttttta tttgccaata atggaaacac atcttgactg
  2957521 aaatcaaaaa attctcgggg cggtatgtaa gaaaaaattt ctggctccat aatatatata
  2957581 cctgtattca caatattaga gactacttca ttccaactcg gtttttctat atatcgtgta
  2957641 acctcttgtt ctttgttcat tacaactaga ccgaatgaga gtggattttc tacttccttt
  2957701 acaaacatag ttaccattct tttctgttgt tcatgaaacg taattccttt tgataattga
  2957761 aaatcagtta acgcatcccc acttatgacc acaaacgttt catccaaaaa tttttccgct
  2957821 tgtttaatac tccctgcagt tccaagcggt ggagagtctt caaagtagta caagttaacg
  2957881 ccccatttgc taccgtcacc aaaatattgc ttaatggccg tactcatata ctgaacagta
  2957941 attgcaatct cacgtatacc atgctgacgc aataattcaa tattgtattc caaaactggc
  2958001 ttttctaata atggcaacat cggctttgga gtattacatg ttaatggtct aaggcgtcgt
  2958061 ccttttcctc cagctaaaat aacccccttc atatacttca gcctccactt atataatgtt
  2958121 cagtaacttc atatacgata tgtatattat ctacccagca ttaactagca gtataaaata
  2958181 aaaatttcat taataaagat tttgttcatc tcctactggt tgttagcctt gaccaatcgg
  2958241 gccgataagt agtaaagctt ctcctatata catgcacctt ttaaacgtct aaagaaagcg
  2958301 cttactatta actttgtaaa atattactta ataagtgaac aacatatctg tcctattttt
  2958361 tccattatat tatgatacat cttaccatca tacactaatg gaaacaacga gctttttttg
  2958421 tcatgttttg actaaaaaaa gcaggtgatg tttcacctgc tttttcctta ttcatttaat
  2958481 aagtaatgct ttccttttac taaataaaaa acattttcag caatatttgt aatatggtct
  2958541 gctacacgct caatatatct cgctacaaac gataattgtg taatttgtgt aattgcttct
  2958601 ggttgttctg gaactgaaga aataaattca cgaatcgctt tcccatatat ttcatcaact
  2958661 gaatcattca tttcggcaat ttgcttcgca aacgttaaat tttcttgctc atatgcatct
  2958721 aacgctaact gtaacatgtt atttgcaatt gcaaacatct catcaagatt gtgcaaacta
  2958781 acagacactt ctttttcccc gagacgaatt gttgattttg caatattaac agcatgatct
  2958841 gcaatacgtt ctaaatctgt cgctgtttta attgaaatga aaatccttct taaatcactt
  2958901 gctacaggtt gctgcttcgt aataagcata agcgcaagat catttatttc ctcttctaaa
  2958961 ttatccatac gataatcccc atctattacc tctaacgctt tctctacatc ccttttatga
  2959021 agaccttcca tagcaagcaa taaagcttcc ctcgctagtt cgccaagctc aatcactttt
  2959081 tgctgtaacg tttttaaatc acattgaaac tgttctctta ccattgtttc ttccccctca
  2959141 atattatata tatctcctac ctagcccact tataataagc cttaagatag gagaagtatt
  2959201 acttctctaa tttacatgag gtaaaaataa gaaataccct ctgttaagag ggtatttgct
  2959261 cttatccttg ctagcgacat caaccgaatc ggcctgtaat ataatcttct gtacgcttat
  2959321 ctgaaggtgt cgtaaataat ttatttgtat ctgtatactc cacaacttct ccacttaaga
  2959381 agaaagcagt tttatctgaa atacgtgctg cctgttgcat gttatgtgtt acaataacga
  2959441 tgctaaagtc tttctttaat tcttgaatta attcttctac ttttaatgtt gaaattggat
  2959501 ctagtgccga tgttggctca tccattaaaa taacgtctgg ttcaatcgct aaacaacgtg
  2959561 cgatacatag acgctgttgc tgtccaccag ataaaccata tgcattatca tgcaaacgat
  2959621 cttttaactc atcccaaatt gctgctccac gtaaactttt ttcaacaatt tcatctaatg
  2959681 tttttttatc gctaatacca tgaatttttg gaccgtatgc tacattttca taaatagatt
  2959741 ttggaaatgg atttggtttt tggaacacca ttcctacatg tgttcgtaat tcttcaactg
  2959801 ggtatgattt atcaaatata ttgcgctctc tatattcaat tacgcctgta gttcgcacga
  2959861 ttggtactaa ctctaccata cgatttaatg tttttaagta agttgattta ccacaaccac
  2959921 ttggcccgat aattgccgta acttcattct catgaatgct taagttaata tcttttaaag
  2959981 catgatcttc tccgtaccat agatttaagt ttttcgtatc aaatactact ttctttggcg
  2960041 cagtctcaat tttctcctcg tttttcacct gtacatttac tactgttgcc accatttgaa
  2960101 ttcccctttc atccatttcc aacttatttt cgatttcgta accataggac aaatatatta
  2960161 atcaagagca ataaacctaa caaaacaatc atcccagcag ctgctacata ctgaaattct
  2960221 tcttgtggtc tactcatcca attaaaaact tgaattggta aaactgtaaa tctatcaaac
  2960281 atactaaacg gaacataatt tgcaaatgca agtgccccaa taactaataa cggtgccgct
  2960341 tctccaatcg ctcttgatat cgctaacgta caacccgtta taattcccgg aaaagcatat
  2960401 ggcaatacaa ttcgatacat cgtttgccac ttcgtagcac ctaatccgta agaagcttct
  2960461 aataatgaat ttggtactga tcgtatcgct tcctgacttg ctacaacaac tgtaggtaag
  2960521 acgagtaaac tcatcgtcag tgccgccgca ataatactct cacctaaatg aagagcatat
  2960581 acaaaaagag ttaagccgag taatccaaat acaacggaag gtactcctgc taacgtttga
  2960641 ttattaattt ctattacctt tttaaatata gattccttcg catattgttc taaataaaga
  2960701 gcagtcccga ccccaaatat aaaggagact ggtataacaa tactcataaa taatattgtt
  2960761 cctgacaatg ctgcagcaat cccagcttct tttggattac gcgaagcgaa gtttgtaaaa
  2960821 aactctaacg aaaggtaact gatacctttt tcaaaaattt gaaaaagcaa aataagcagt
  2960881 attactattg aaaacaaaat tgccatataa aataacaatt tgtaaattcg atcttttaaa
  2960941 aaacgtgatg ccatattttc ttgtattttt ttatgattca acattcgcat attatgtcac
  2961001 cctcctaaag cggcgcataa taaactgcga aatgatgttc attataaaag taaataagaa
  2961061 taacgtcgcg cctacagcgt acatgctgta ataagtaatt gttccatgcg gagcatcacc
  2961121 taaactcact tgcacaatat aagctgttaa cgtttgaata gattctgtcg gatccagcga
  2961181 tacgttcggc gtagatcccg ctgcaattac aacgatcatc gtttcaccga ttgccctgga
  2961241 agcagctaat ataatcgctg ccataatccc tgtaaaagcc gaaggaaaca cgacttgttt
  2961301 taccatctct aaccgagttg ctcccagtgc taatgaagct tctttcgttc cttttgctac
  2961361 agatctcatt gcatcttcag acagggaggc aattgtaggt atcatcataa atccaataac
  2961421 aatacctgga ctaatcgcat taaaaaactg taaatcaggt ataatccgtt gcaaaagcgg
  2961481 tgtaacaact gttaatgcaa aaaaaccata tacaattgtc ggtatacctg ctaatagttc
  2961541 taacatcggt tttaatactt ttcttgcacc gtttgaagca tattcgctta aaaatacggc
  2961601 acacgctaaa ccgataggaa ttgctacgaa catagcaatc gctgttacaa ggaccgttcc
  2961661 acatataagt ggtaatatac cgaacttagg atcttcaaaa aaaggtaacc attccttttc
  2961721 cgtcaaaaag gattgtaatg gtattttttg aaaaaacatt attgtttcat tggaaagcgt
  2961781 aaaaataatt ccaagtgtcg tcataataga cacgctagca attactttta gtaataatgg
  2961841 aacgattcga ttgattcgct gcgttttttt tctctgtttt gtatttcttt caatcaaatg
  2961901 ttgtacagaa aatgtaattt gacttttgtc attataagcc aaagatgaaa acccctttcc
  2961961 accctgacat taccttttta tttctgttaa catccgcagc tgttcattgt atttttcttt
  2962021 tggtaatttt acatatccaa cctcttcagc gagattaccg acatgctgaa tcataaactc
  2962081 aatataattt gctacattca ttttatttcg gatagatgca tgattcacat aagcaaatag
  2962141 cgacctagat aacggcttat actcacctga ttggatggta tctttcgtcg gaagtacacc
  2962201 attcactttt attgctctca ccttatctcg attggccata taataagcat atcctacaaa
  2962261 agcaatggca tttttatcat tcattacccc ttgcataata acttgatcat cttcagacaa
  2962321 agagactttt tttacaatgc gacttttttg taagatgaca ttttgaaaat aatcatacgt
  2962381 accagagtct acacctggcg cataaaactt tacctgttca cgtggccatg atgaatgaat
  2962441 ttgtgaccat cgcttttcac tttcatcttc actccataat agacgtaact cgtctaccgt
  2962501 catgttgtct acccaagtat tttgacgatt cacaacgatt gtaagaccat cataagcgac
  2962561 ttcaaacggt gtaaactgaa tggagtttct cttcatttca ttttcttcca cttgtttcat
  2962621 tactctcgaa gcattattta tatctacttc tcctttactg aaacgattaa atcctcctcc
  2962681 tgtcccagaa acactgatgg agattttcac gttcggatgc acctttgtat attcctccgc
  2962741 tactgcttct ataataggaa aaaccgttga ggatccatca actctcactt ctcccatttc
  2962801 attcacagca aatgcagtag acgtgccaac ataaaagaaa catgtcgaca gtatgaaaac
  2962861 tttaattgat gcacttatcc atttcacgtg ttcttcctcc tagaagtaac cggaaataac
  2962921 aggattacag atataagaat actgctaaac tattaattcg gttttaattg tttgtaaaag
  2962981 ttttgtaaag ttccacaaga atcaacataa ggtaaacttg aatccatatc caccgttcct
  2963041 cttcacagat aatttccccc gtaaaatcgg tattctctag gtgcttgtgt aagtatcatt
  2963101 tgtgagattt cttatttttt ttcgatataa tatacttgtc caccttatta aaacgtatgc
  2963161 atgaaccata aaaaaaagca cactatcttt tcagatagtg tgcttttttt acaacttttt
  2963221 attcatcatc ttgttcttta tttttcttat ctatttcatc tttagtagct tcgccatttt
  2963281 ctactttttt caaatcaaag tacgcgtcca taatgtcacg gctaatatat ccgttaatac
  2963341 ctgatttatc atctacccaa ggtacaacaa cagaaaatgc tacttcaggg tcttcaagtg
  2963401 gcgcataacc tactaatgtt aaattatatg tttctttacg ctcaccgttt gcctttttac
  2963461 caatctcttt atctccgcca tacacagttt gagctgtacc tgttttacca gcagctttat
  2963521 atggtgcacc tgtaaaatat ttcgcagctg taccaccaga atcgttaaat acttgtctaa
  2963581 atccttcctg aacacgttta atttgtgatt caggcatatc aatacgattt agtactttcg
  2963641 gctccattga atgaacaact tttccaactt cgtcttgttt cgctgacggt tgacgaattt
  2963701 cctttacaac ttgcggctgc atacgatatc caccatttgc aattgttgaa acatattgtg
  2963761 ctaattgaag tggcgtatac gtatcatact gtccaattga taaatctagt aggaaacctg
  2963821 gctgatttcc tctacctgtt tggcccgcag attcatttgg taaatcaata cctgttttta
  2963881 cgccaagtcc aaactgtccg aaataataac gcatcgtatc aaatgctttt tgtggtatat
  2963941 ctaacgtacc acctcttaca tattgaacgc ctgcgatatt catcgctgtt ttaaacatat
  2964001 atacgttaga agacattttt aatgctgtta aatcattaat atatcccatc gtcttccacg
  2964061 aagattttgg tggcgttccc tttaatctga ttggttcatc aagttgaact gaacctggtt
  2964121 gaattgcacc tgtttgatat cctgtaagta ctgtcgcacc ttttacagtt gatcccatcg
  2964181 gataagagct tgtcatcgtt cctaatgcga aatcttgtac tttcgtttcg ccattttctt
  2964241 ccactaactg tttccctgcc atagataaaa cttcaccatt ttttggattc atcattacaa
  2964301 cgaatgcacg atctaaatag ggttgcccac ctttatatct caataaattt ttcgtgataa
  2964361 tttcttctac acgcttttgt aattccatat caattgttaa atttagatta ttaccacttt
  2964421 gcccttttga tacgttaatc gtttctaaaa tattaccgtt tttatctgta acatttctca
  2964481 cttccgcttt attaccgtgc aaactatctt catattgctg ctcaagataa cttttcccta
  2964541 cgcggtcatt tcgattataa tcacgaacaa gatagtaatc taatctttct ctaggtaagc
  2964601 cttcatcaga cgttgaaacc ccgccaagta cacttcggaa taaatcgtca taaatatact
  2964661 ttcgatccca atcaacattc gtatctacac ccggtaatgt tgctagattt tcactaataa
  2964721 tcgcatattc ttgttctgta gcatcctttt taatgacttg tggcgtcatc gcatatccgc
  2964781 cgtccatttt gcttttaatc gctagtactt ctaaatcttt tgcggataat tgattcactt
  2964841 cttcttctgt cacgcgattt cgttgacgct catctaattc tttatcgtca atttttttat
  2964901 ctttaaactc ttgacgatct ttattcgtaa ttttttcttt agcttcctct ttatgaatag
  2964961 caagccaata atctttctta tcgcgatctg ttaatttatt tgtcggtact tcaatcaaat
  2965021 ctgctagctt tttcgctgtt tctaagcgag cctctgcagt tgatcctttc atttttgtaa
  2965081 atgtaatcgt acgtacagct gcattatcta ctacaggtcg cccataacgg tcaaatattt
  2965141 tcccacgtgg tacaggatta ctaatcgtcg agttctcttt cctctccact tcatttttat
  2965201 attcctcacc gcgaacaatt tgtacatatc caagccttac aataaccgcg gagaacatta
  2965261 aaaacacgca gaaaaacagc acgtttaacc gaaaaggaac gtgagtcttt ttcttttgtt
  2965321 gtttctgctt cttgctcata caaaccccct ctaccaacag ctatgtaatg tgaaagggac
  2965381 accttcatac aggtgtcctc actgctgtct tacatctttt tctattctag cataaaacaa
  2965441 aagagaagtt aaccttctgg ttcagtttga ttctgcgtgg tcccttgcgc tacaacactt
  2965501 gttttccccg catttccccc atcatatttg acatttttaa ctgcaaaata aataagaaaa
  2965561 tgtccagcac ctaaaataca tagtaagaaa ggtaagctct tttcaggcgg aaagaataat
  2965621 acagcacata aaaaacttaa aactgaacaa attctcccag catttaacca taattctcgg
  2965681 acaactacat actctacacg ccactctctc gcatttttcg ctctaccaat tacatcatat
  2965741 gtcatcgatc catacggaac gagtaaaata gggtatgcaa tggcaatgca tgctgcataa
  2965801 ataagtaatt ttgtgtatgt aacattgaat ataactaaaa atacgaccgc atataaaata
  2965861 atgcctccaa gtaaaattgc tttttttcgc cactctttct ttaacatacg agcgactaag
  2965921 tagtaacata caaatgatac agcagaattt actaagctat atttccctaa tgcgagctca
  2965981 ctatcggttg ctaagtacac atatactgaa ataacaaaaa taaatgttcc ctctctcaat
  2966041 ccctggaaaa aatgagcacg tgtaattctt ccccaatttt tatcaatccg tcgctctttc
  2966101 aaaacttgcg taatctcata acgcccttca cattctctct tggataaaaa aaagcttaac
  2966161 acaacagcaa ttgcaaacag cactaatgaa agaaagaata tgaccgtata gccactccat
  2966221 ttttccatac gcgaaattgt gtatccagct gctatcggtc caatcatgcc agagaaagat
  2966281 gtaagaagtc caagaaaccc gttaaagaaa tctcttgttt ctggttctgt aatctcaaat
  2966341 gttaataagt taaacgcgag ccagtaaaaa ccatatccaa ctcctaaaag agcccccatc
  2966401 aataaaatat agtgagaagc actttttccc gctactaaaa caacgataaa aaaagtagct
  2966461 aacgtgccta cgcctattcg caacaagatt gagcgatcaa tacgcttcgc taatttccca
  2966521 cctataagaa atgtgagagg ctgtaataca acgctggcca aattatacaa gccaagattc
  2966581 acataatttt gtgtttgttt ccataaataa atgttcacaa acgtattcga taaagaaatt
  2966641 gcgagcgtgt ataaacctcc aataaggagc aataacacta aatcccgatt cacttcaacg
  2966701 tcaccaatta tatgtttcca cttcatacac aactctcctt tacttcatgt tctagtcttc
  2966761 caaagacaag cccaattatg taaaaggaaa gcatagaaaa aagctaggag cattctccta
  2966821 gcttttttat cgttattaca attattttgc ttcttggtaa cgtttttcag cagcgttcca
  2966881 atctacaaca ttccagaatg caccgatgta atctggacga cggttttggt aatttaagta
  2966941 gtaagcatgt tcccaaacat ctaaaccgat aactggagtt ttaccttcag ttagaggaga
  2967001 atcttggttt ggcgtgcttg ttacttctaa ctcaccatta tttactacta accaagccca
  2967061 accagaaccg aagcgagttg cgccagcttt tgcgaattct tctttgaacg catcgaagct
  2967121 accgaatttc gcttcaattg cagttgcaag ttcacctact ggttgtccgc cgccgtttgg
  2967181 agataagatt gtccagaaga atgtgtggtt agcatgtccg ccaccattgt tacgtactgc
  2967241 tgtacggatt gcttctggta cttcgtttaa gtttgcaact aattcttcta cgcttttgtc
  2967301 agctaattct gcatgacctt ctaaagcagc gtttaagttt gtgatgtacg tgttatggtg
  2967361 ttttgtatga tggatgttca ttgtttcttt gtcaaagtga ggctctaaag catcatacgc
  2967421 ataaggtaaa tttggtaatt cgtgttttgc cattgttata ttcctcccag tttatgtatt
  2967481 gccacttaag tgacatacaa cttcattcta ccctaattgc catagggtgc aaacaaataa
  2967541 atcacattgt cttgctatca ttaaagtagc aaaattccca cttcatttca attaaaatgc
  2967601 tcatatattt cataaaaaaa gctcccttct acaaggaagc ttcctgccga cataataaac
  2967661 atgtgaaatg gatatggacc ctgtaggact cgaacctacg accggacggt tatgagccgt
  2967721 ctgctctaac cagctgagct aagggtccac aattatatat gtaacaatac atcaaataaa
  2967781 ggaattccta tcggatatat tctttaagaa atgtaagata aatttaccat atagaaaaga
  2967841 aaagtgtcaa ttgtattttt ctcatttaaa agaagaaaat taataaaaag aaatttagtt
  2967901 atctctacta tatgtaaata taatatatct tgagattccc tagattccta cgttacaatg
  2967961 attttataca tacataaagg aagtgaatct atgtccatat ttacccaatt agtcaaaagc
  2968021 gtatattcgc ctaaagatat ggcgctattc cgttttcaaa aaatcggaaa aaccattttg
  2968081 tatattatgc tactttgtct aatcactact attccaagaa cattctttta cggtagcttt
  2968141 attcaagata gtgttactat ggtaaatcaa gcaattgaaa aagatttacc tgattttaaa
  2968201 atcgaaaacg gtgaactaaa agctgatatt gaagaaccta ttcaaaaaga agagggagat
  2968261 gctcttttcg tatttgaccc aaatacaaca gatattgaaa aataccaaaa taaaacgggt
  2968321 ttatttattt taaaagataa agtagtttct ataggaaatg gccaaacgca aacatactcc
  2968381 tacaatgatt tactagggac atctcttgag aagaaagatt tacaagattt catttctgta
  2968441 ttcgatagta tctatccaat tttattagct gttatcggcg tattagtata tctattccaa
  2968501 ttgttcatta ctttcttagg aattacttta cttgcgttta taggttctgc tatgagtggt
  2968561 caacgtaaat tatcttataa gcaagtatgg acgttaactg cttacagcta cacaattcca
  2968621 acaattttct ttatgattat ggatctattc aaaatcgttg tgcctggttc aacattcatt
  2968681 tatatcgcag ttgttttaat tgttctatac ttaacaatta aagaagttcc aaaaccgaat
  2968741 gaaaaataag aacaaaaaaa tgcctaaata ggcatttttt ttttggacaa gcatatattc
  2968801 ctagcaaagg agtgaagaat atgaagagat taggtatatt cttattcgtg cttgttcttg
  2968861 gttatatatt ttattacgat ataaaaatcg gcactttacc gatgttaagt tcatataaaa
  2968921 aaacaaatgc agcccaaaca ataaaacaag aaagtacaaa tacaaaacaa aataaagaga
  2968981 acaaagcaga aaaagaaaca gatgtaactt ataaaacaat tgaagtcaaa acaggtgaga
  2969041 cagttctttc tattactgaa caaattaata agaaaaagat cccttccatt gaaaaggtaa
  2969101 ttgatgactt taaacaacta aacaaaagta cttctgctac aaaaatacaa attggaaagt
  2969161 cttataaatt cccgttatat caataagcaa tcacttaatc cttgtcaatt acataaaggc
  2969221 gctgatacaa tagtaaaagt gaaaccgagc acttcggttt ctatagccct gtatcacgta
  2969281 tactatcatt gatataaggg actaaataag aaacttcttt tataaggaga gcgatctatt
  2969341 cgtgaatgaa atgactcatc gtacaaaaac acgtccagtt aaagtcggta atttaacaat
  2969401 tggcggtaat aatgaattaa ttatacaaag tatgacaaca acaaaaacac atgatgttga
  2969461 agcaacagtt gctgaaatta aacgtttaga agaagctggc tgtcaagtcg tgcgtgttgc
  2969521 tgttccagac gaacgcgcag caaatgccat tgctgatatt aaaaaacaaa tcaacattcc
  2969581 acttgttgct gatattcatt ttgattatcg ccttgcttta aaagcaattg aaggtggcat
  2969641 tgataaagta cgtatcaatc caggtaacat tggtcgtcgc cataaagtag aagctgttgt
  2969701 aaatgcagca aaagaacgcg gtattccaat ccgtatcggt gtaaacgcag gttcattaga
  2969761 acgtcacatt ttagaaaagt acggataccc aactgcagat ggtatggtgg agagcgcctt
  2969821 gcatcatatt aaaattttag aggacttaga tttccacgat attatcgtat ctatgaaagc
  2969881 ctctgatgtt aacttagcaa ttgaagcata cgaaaaagct gcacgtgctt ttgattaccc
  2969941 attacattta ggtatcacag aatctggaac attatttgcc ggaactgtaa aaagtgctgc
  2970001 tggtcttgga gcaatcttaa ataaaggtat cggaaataca ctacgtattt cacttagtgc
  2970061 tgacccagtt gaagaagtaa aagttgcgcg tgaactatta aagtcattcg gccttgcatc
  2970121 taatgcagca acacttattt cttgtccaac ttgtggtcgt attgaaattg atttaattag
  2970181 catcgctaac gaggtggaag agtacatctc tacactgcaa gtaccaatta aagttgccgt
  2970241 acttggttgt gctgtaaatg gtcctggtga agctcgtgaa gctgatatcg gtattgccgg
  2970301 tgcacgcgga gaaggattat tattccgtaa agggcaagtt gttcgtaaag taccagaaga
  2970361 aataatggta gaagaactaa aaaaagaaat tgacgtaatt gctgctgaaa tggctgctga
  2970421 acgagaaaaa gaaaaagaaa cacaagaaca ataaaaagaa ggttgcccac aatatttgtg
  2970481 agcaaccttc ttttatacac aaaaaagctc gtcagttcta taactgacga gcttttactt
  2970541 tgcacatttt ggacaacgtc cgtatatttc aaacttatga cctgttactt cataaccgtt
  2970601 aaaatcttta ttcataaaat ccattgggca ggaagtaatc tctttcgtcc ccccgcaatc
  2970661 taaacaaata aaatgatgat gatgttccat aatagaacat gtaaaacgaa aatgtttttc
  2970721 accgtttaat tctgtttgtt ctaaaacacc gatttcagca aacaccgtta agttacgata
  2970781 aatcgtatca aagctaagac ctggataatc atccttcata tgctctaaaa cgtctttcgc
  2970841 cgttaaataa cgattgtgag ctgcaaataa tctcagcatt tcttctcttt tcccagtatg
  2970901 tttgtatcct ttatctttca ttaggcgtaa agcttctgtt agattcatat ctatccctac
  2970961 tttatgcagt ttttttcttc ttccataaaa tcgcaccaat taaaataaga actgctatca
  2971021 taacaattgt accacctggt gctagatcaa gttgatacga agcaaacatt ccaccaatta
  2971081 ctgcaatttc accaaataaa atggagaaga aaattgtttg tttaaatcca tttgcaatac
  2971141 gaatacttgc cgcaactggt aatgtcatta atgatgatac gagaagaacc cctactacac
  2971201 gcattgatac tgcaatgaca agagcaacca atataatgaa aataaaatga atccactttg
  2971261 cactcaaacc ggttgataca gcgtattcct catcaaacga tagtaaaaat aactctttgt
  2971321 ataataaagt aatcgttata ataacaacaa ttgctacaat gccgataatg attaaatccg
  2971381 tacttgttac agcacttaca ctaccaaata aataactaaa taaatctgtg ttaaatccat
  2971441 ttgcaagtga aataaaaatg acaccaatac ccattcctgc tgatagaata atcggaattg
  2971501 ctaattcttg ataatgttta tatacagtac gtagtttttc aataagtaac gccccaccaa
  2971561 tagaaaaaat catccccata tataagggat ttaaaaatcc ccctgtgaaa attgtttttt
  2971621 ctagtagtaa acttgcagca atacccgata atgtcacgtg acttaacgca tccgcaataa
  2971681 gcgacatgcg gcgaatgaca acaaatacac cgataagcgg cgcaacaagt cctattaaaa
  2971741 tccctgcata taaagagtta cgtaaaaagt catattgtaa aaaatcttgt atcattatat
  2971801 cctcccgtga tgctcatgct cgtgttctaa acgatgaaca tgatgtccat ataagacgga
  2971861 catttctgca tcttctaact ctcggaactt ttctacattt ccatggaaat gtaaatgttg
  2971921 atttaagcat gcaacatgtg ttactttctc ggtaacagct cccatatcat gcgtaacgag
  2971981 aattaatgtg attcctagcc ttttgtttaa atcctctaat atctcataaa aactttctac
  2972041 attcttcaca tcgattccaa cagtgggctc gtctaaaata agtaattcag gatcactaac
  2972101 gagcgcacga gcaataaata cgcgctgttg ttgtccgcca gaaagttctc cgatattacg
  2972161 tccttgaaac tcactcatcc ctacatcagc aatcgctttt tctacctttt ccttatcgtt
  2972221 tttcgtgaaa aagcgaaaca atcctttttt cgaaacgagt cccattgaca caacttcaaa
  2972281 cacagttgcc ggaaaaccag aattaaagct atttgccttt tgcgacacat aaccaacttt
  2972341 gttccattct ttaaacttct tactatcaac accaaacaaa cgaatgcttc cctgttttgg
  2972401 ctttaaaacg cctaataaac attttagcaa agttgatttc ccagaaccat tcgggccaac
  2972461 taaacctaaa aaagctccct tcggaacttg caaattaata tcttctaaca catttcgatc
  2972521 ttcatatcga aatgacaatc cttctatttc taatatatta ttcatagcat ctcacctatt
  2972581 ttaattcaga atgattccga tttatatcta tttgaattat agtacagctt attatagttg
  2972641 taaaccaatc tgcctaaaat atatctactt tttcaagaaa ccttactatt ataacaaaaa
  2972701 gcagagaaaa attctctgct ttcgaaaaat attcctataa aatgaaacct taatgagatg
  2972761 aggccatccc ctaccgattg gtaaaggctt ttactggata atttttttag tgaatagccg
  2972821 atttaaactt accaccattt gtctcttgtg tactcataat cgtaacaaat gcattcgcat
  2972881 caatttcata cacaattgat ttcagctttg tcacttccaa acgcgttaca actgcatata
  2972941 ttacttcttt ttctttatcc gtgtaaccgc ctttcgctac aagctttgta gttccacgac
  2973001 caagacgatg taaaatcgca tttgatactt cctcatattg atctgataca attaaaactg
  2973061 ctttcgtttc atctaaacct tgaatgactg tatcaattgt tttgaacgca atatagtacg
  2973121 tcataacaga atacatagct tgttcaacac caaatacaaa tgctgcccac gcaaaaatga
  2973181 ataagttcac aaacattaca aattcgccaa cggagaaagg taattttttc gttaataaaa
  2973241 tacccataat ttctgttccg tccattgatc caccatgacg aataacgagc cctacaccaa
  2973301 gccctaaaat aagaccacca aacactgtcg ctaaaattgg ctctgttgta aatggcggaa
  2973361 cagcatgtaa cgttgattca ataaacgcta aagctacaat accgaacgcc gaagatagca
  2973421 tgaacgtttt tcctatttgc ttataacctg aatacataaa tgggatgttg agaataacga
  2973481 ctaaagtaga gaagcttaac caccaaatat taggagtaag ataatctagt ataagagaaa
  2973541 taccaataat tccaccgtca ataattttat tcggcattaa aaataattca atcgctaccg
  2973601 ctgcacatgc tgccccaaaa ataatcataa ctaaacgata aataagatgg ataacacttt
  2973661 cttttcgatg ttgcttttgc tccataaatc ctccccatac tctttttcta tagttttgtc
  2973721 tctttattat aacatacgct tctttttgtc atgaaaaaag aaactctata cgaatatgta
  2973781 caagctacgt actcatatat ttcgatagaa gaacgtgtga aggaggataa aacgatgaac
  2973841 ctcattaaac aacttgtaaa taaaaaatta aatcatattt ctacaaaaga tttattgaaa
  2973901 tatagtaaag aatatgaagt tccaattacg actgcacaag ctgatcaaat tgttgtactt
  2973961 atgaaaggaa agaatattaa catttatgat aatgacgaac gactagagct cttaaaacaa
  2974021 atagcaaaag taacctcccc tgctactgcc caacaagtaa atactttatt tcagcaacta
  2974081 ctaaaataag gaggggatat cccctcctta ttgcgcttta attttttcaa gaagtccttc
  2974141 atcaaaagta ccatttttca gcatttcgat ttctaattta tatggcggct tcttatcttt
  2974201 tttatcttca cctacatatg gcgtttcaag aatttttggt acgtgcgtta actgtggatg
  2974261 atgtacaata tgatgcaatg ctttataacc gatatgaccg aaaccaatat tttcatgacg
  2974321 gtcttttcct gcgccgcgta catttttact atcattaata tgaagtactt gtaaacgatc
  2974381 gataccaaca atcttatcaa attcgtttaa tacaccgtca aagttattta caatgtcata
  2974441 tcctgcatcg tgcgtatgac atgtatcaaa gcatactgat agtttttcat tatattttac
  2974501 gccatcaata atttttgcaa tttcctcgaa actacggccg cattctgttc cttttcctgc
  2974561 catcgtttct aacgcaatgt taacagtctg atctggcgtt aacacttcat taagtccttt
  2974621 aataatctgt tgaataccag catccgctcc tgcaccaacg tgcgcacctg ggtgaagaac
  2974681 gatttgtttc gccacaccta atgctgatgt tctctcaatt tccatacgaa ggaaatctac
  2974741 acctaattgg aatgtttctg gcttcgtcgt atttccgaca ttaataatat atggcgcatg
  2974801 tacgataatc tcttcaatac cgttttgttc catatgtttt cttcctgctt ctatgttcaa
  2974861 ttcttcaatt ggttttcttc ttgtattttg cggtgcacct gtataaatca taaacgttgt
  2974921 tgcaccgtat gaaacagcct cttcacttgc tgctaataac attttcttcc cgctcatgga
  2974981 aacatgagat ccaatcttta acatacaatc acctcttcaa tatacaatag atataatgat
  2975041 agcataattt gtagaaatat gtagtgaatt gtttgttcac aaaaaacgca ctacataaat
  2975101 ttatacgact atttaaacag actacactct tcatttacat tatctagatg aagcaaaact
  2975161 ttaatcaata ttttctatcc atattgatta aagctctcac aaatagctga ataaaaaaag
  2975221 ataagggaaa tcccttatct ttttttattg ctatattttc tcttcacttt gtcacgttca
  2975281 gttgcaagtt tgcgtttata gtttggtttt acttttttcg gctttttaat aactttcgtt
  2975341 gccataacgt caagttcatc atttggtttt ttacggctct tacgacgacg gcgttcacct
  2975401 aaatccgccc actcatctcc tcgtaaatct acatgtttga actcaatatg acgttgtttt
  2975461 tctaaactat ctagcgcttc ttcgtttgct ggatcataaa tcgtcactgc aatacctgaa
  2975521 tgccctgcac gtgctgttct tccaacgcgg tgaacgaaga aatctaaatc tgatggaagc
  2975581 tcatagttaa taacatgact aattccttca atatcgatac cacgtgccgc taaatcagtt
  2975641 gcaacaatat attggaattc taggtcacga atttgtttca tcattttttt acgatcacgc
  2975701 ggtgataaat ctccgtgaat tcgtccaact tttaagccgc gctccattaa tccgtcagca
  2975761 acctgatccg ccatcttctt cgtattcgtg aaaacaactg ctaaatacgg tttaaattgt
  2975821 agcaacattt tattcactaa atcgattttg ttacgatgtt tagacggaac taaataatgc
  2975881 tcaatatttc cagccgcaac ttgttttgga ttgatatgaa tatgctctgg attctccata
  2975941 tatttcttca gaaacggttt tagtttttga ggaattgttg cagagaaaac tagcatttgc
  2976001 aagtttttag gcatgcgtgc tgcaattttg tctacatcat gaatgaatcc catatcaagc
  2976061 attaagtctg cttcatcgac aataatcgta tttgctttat gaacaaataa tgcttgttct
  2976121 tccactaagt ctttaatacg tcctggtgtt ccaactacaa tatgaggttg ttttttcaac
  2976181 ttttcaattg atcgttgttt atcagttcca ccaattaaac aacgtgctgt aatcatttga
  2976241 tcttccgcac agaactttgt taatttcacg atttcttcgt aaatttgttg tgctaactca
  2976301 cgagtaggcg ctgtaataac aagttgtact tcttcacgac ctgggttaat tctgttcaat
  2976361 gtaggaagta agtatgcatg tgttttccca gaacctgttt gggattgtcc aattacactt
  2976421 acaccttttt ttacgactgg gaaaattttc tgttgaattc ctgtcggctc tgtaaagcgt
  2976481 agttcacgaa ctgcatctat taaaaatggt ttaaaatcat actgtgtaaa agtttgttgt
  2976541 gtcataagtt acaccttctt tctaaatttc tactgcgcgc acaaatcagt caagtctaca
  2976601 ttatatcgaa atctacaagt aaaatccatc tttagtttag gtttttactt caaaaactaa
  2976661 ccttcttccc tcttattgca tattgtatgt gtatatacct aactgaagaa aggaggattt
  2976721 ctcacatgtt tccaaaatca cccaacaggc aaatgtatcc gcagccaggg cagcaacctt
  2976781 atacaccata tccaattcca caactaccac cgatggcaca aaaaaagaaa gggttccttg
  2976841 ctaaactctt taaaaaacac gatccaaccg aacctttcat gcaaatggtt ccgccttatc
  2976901 gacaaatgga aggaccaccg ccaatgatgc accaacaaca gcaaccgcca ccccaatatc
  2976961 gacagcaata tcaacaacaa tatcaacaac aatacccgca acaatactca cagcaatacc
  2977021 aaccatacat gcagcatcat cccgagcaaa tgatccctcc tcaaatgtat gaatcaaacg
  2977081 aaacgcgcgg cggtgcagca actacagcag catcaagtag cggcatcggt agtttttttt
  2977141 cgaatttaat ttcgaatcca actaatatga taaataatat cgaaaaagta tcacaagtcg
  2977201 ttcaatctgt aagccctgtc gtcgaacagt acggtcccat tatgcgtaac ctaccaagca
  2977261 tcgttaaaat cctcacctct ggaaaaagta cggaagaaaa tccaaccgaa gatcaaactg
  2977321 aagacctaac agaaaaggtt gaagtagcaa ctccacctcc tccacaaaaa aaagaaaaag
  2977381 aaaaaaaatg gtgattgagc cagttataga aaaagaagtg cgcgaggagc ctgttcaaaa
  2977441 aatagcaaca aaaccaaaac tatatgtgta acaatccttt gttttctatc cactcctcct
  2977501 ttataatgta aaagactatg cacaaaagta tcccttgttt agaaggagag gattactcat
  2977561 atgaaaattg ttaaaatttc ccctcgtggt tattgctacg gtgttgtgga cgcgatggtt
  2977621 attgcacgta acgccgcatt agatacatca ttaccaagac ctatttatat tttaggtatg
  2977681 attgttcaca acaaacatgt aacagatgca ttcgaagaag atggtatcat tacattagac
  2977741 ggtccaagtc gattagacat tttagataaa atcgattctg gtactgttat tttcactgca
  2977801 cacggtgttt ctccagaagt taaacagcgt gcaaaagaaa aaggtttaac aaccatcgat
  2977861 gccacttgcc cagatgttac aaaaacacat gaccttattg aagcaaagaa agctgaaggt
  2977921 taccatgtca tttatatcgg caaaaaaaat catccagaac cggaaggcgc agttgggatc
  2977981 gcacctgata tcgttcatct tatcgaaaga gccgatgatt taaaaacatt agaaattcca
  2978041 acggataaaa ttttagttac aaatcaaaca acgatgagtc aatgggatgt gcaacattta
  2978101 atggaggaca ttcagaaaaa attcccaaca gcagagttcc ataaggaaat ttgtttagca
  2978161 actcaagttc gccaagaagc tgttgccaaa caagctgatg ttgccgactt aacaattgtt
  2978221 gttggtgatc cgaaaagtaa caactcaaac cgtttagcac aagtatcaca agaaatcgct
  2978281 ggtacgaagg cataccgcgt tgcagacgta agtgagatta aattagaatg gctacagggt
  2978341 gtagaaaacg tagctgttac agcaggtgct tctactccaa caccaattac aaaagaggtt
  2978401 atcgctttct tagagcaata tgacccaatg aatcccgcta catgggagag agttcgaaaa
  2978461 gtaccgttac aaaaaatatt acctcgtgta aaagtgaaaa aagaacaata ataaaaaccg
  2978521 ttgcctatat gagcaacggt ttttattttt cttatacaaa tgtaaatgga tctgtatgta
  2978581 actgcgaagc atgaatgttt acattaagtt tctttgcatc cactttttct tgtaattgct
  2978641 tttgtacacc ttgcttcatt accttttcaa cgttatgtcc tgggtcaact atatttaaac
  2978701 cgagcatcat cgcatcatga gcaacatgat aatacatgtc ccccgttaca tatacatctg
  2978761 ctcctttaaa tttagcttga ttgatgtatt tgttaccatc gccaccaagt acagctactt
  2978821 tgcgcacttt atcatctaat ttcccaacaa ctcgcgcacc ctttacatct aatgacttct
  2978881 ttacatgttc cgcaaattgt ccaagtgtca tttcttcttg taaatatcct atttttccaa
  2978941 gccctaatgt ttcacctttg ttatcaagtg gatacacatc atatgctact tcttcatatg
  2979001 gatgtgccgt taccattgct ttaattactt ttcgctgtaa tgaagctgga ataatcgttt
  2979061 cgattcgcac ttcttccacg cgttctaact gcccagtttc cccgatataa ggatttgttc
  2979121 cctcttgagg tataaacgcg cctgtaccct cgctactaaa cgtacagtgg ctataattgc
  2979181 cgatatgacc agcgcctgcg tctcctaatg cttttcttac ttcttctgca tgagtttcag
  2979241 gcacaaacac aacaattttt ttcatttctt ctgcatatgt cggtgccaaa acttctgtat
  2979301 tttgcaatcc taacgcctca gcaagtaaat catttacccc gcccttagca acatccacat
  2979361 ttgtatgtgc tgcatagatt gcaatatcat ttttaataca cttttcaata attttcccat
  2979421 acgccttatc tgtatgaatc gcttttagcg ggttaaaaat taaaggatga tgcgcaataa
  2979481 tgacattcgc tcctaattga attgcttcat ccacaacttc ttccgttaca tctaacgcaa
  2979541 ttaatacgtg ctgcacgggt ttattaagcg ctccaatctg caggccaatc ttatctcctt
  2979601 ccatcgccaa atgcttcgga tacatacttt caaataaaga aataatttca tggccatttg
  2979661 gaattttact catgataaaa cctcccctat cattttcatt ttcgcttcta cttccgcgcg
  2979721 cttcgctttt gtttcctcag aatcagccgc acgttctaac tgctttaaaa tattttggaa
  2979781 gttttttaat tcgccttccc acttttcaac gaaagcttca cttttttctt ttattaaaaa
  2979841 tggtcccatg aacaattcag tttgtttgtt tcccgaataa ggaacctcaa tatttcctcg
  2979901 ttcccctact aaaatctcgt aaattttccc atcttctttt acgatttttt catggataag
  2979961 ctcccatcca ttctcaataa accattcacg aatatgatgc gctgcaatat tcggctgtaa
  2980021 aattaaacgt gttacacctt ctaatttttc tttaccactt tctaaaatgt cacgaattaa
  2980081 cgctccgccc attccagcaa ctgtaattac atccacttct cctggcgtga taacagctag
  2980141 tccattccct ttacgcacat ctactttatc ttgtaagcca ctttcagcta cagttgcttg
  2980201 cgcagaacga aatggtccat ctacaacttc tcctacaact gcttttgtag caatattatt
  2980261 tataattgta taacacggta aatacgcatg atccgatcca atatcagcaa ctgtagatcc
  2980321 tactggtatt tcacgcacaa cttcttctaa tcgttttgaa agctttactt cattcatgta
  2980381 tttccattac tccttctctt gtcagtctgt ctccatgata atgaatttat agtagttgtt
  2980441 gcaagtccat aacaacaatt ccattctcta taactcatcg tattttagaa aatacagaaa
  2980501 aacaagccct ttgcataagc aaaaggcttg taacacaaaa ctttattttt tcttcgatag
  2980561 ccaatcagct actttagcgg cttgatcagc tggaactaaa tttggtggca tgtttccttt
  2980621 tcctttcgaa ataacttctt gaatctcttc tttcgaaagc tttccaccaa ttttttgtaa
  2980681 attaggtcct accgctcctt gtaactgatc accgtggcag ctcgtacagc tttgcttcac
  2980741 aatatcctct ggctttgatg ctgtttgtgc tggcttccca ccattttttg catcagctaa
  2980801 ctctttagat ttatttagcc cctgaaatga aaatacaaac ataacgataa tacctaatgc
  2980861 tgcaataaga gcgaacggaa tcagcggatt acgtttcata tctcttctcc cccctctata
  2980921 cccctaaata gttagatgat tcagtcattt ccattgtact tgaaaacgct ctatcagaaa
  2980981 agagtaaact actaatcgtt aaaaatattt cataaattca gtttattgtt ttttattgtt
  2981041 atatcgctta ttatttcgat aattattaac ttttctcatc atatttttca cttttctaca
  2981101 tatatttttg tatagaataa acaaaattaa tcgaaaaatc gaaaaatgag catttgcaaa
  2981161 tcaaaagaca attctgtaaa ataaattaca agaaattgta atcgttgctg acagctaaag
  2981221 tttaacaaaa attaacaaaa taaaaaagtt tacttcacaa aggtgaagta aacttaaagg
  2981281 tagcctattc taagaaatcc ttaagacgct tactacggct aggatgtctc aatttacgaa
  2981341 gtgcttttgc ttcaatttga cgaatacgtt ctctcgttac gccgaatact ttcccaactt
  2981401 cttcaagcgt acgagttcgt ccatcatcta aaccaaaacg aagacgtaga acattttctt
  2981461 cacgatctgt tagtgtatct aacacatctt ctaattgttc ttttagcaat tcatacgctg
  2981521 catggtccgc aggcgatgtt gcttcttggt cttcaataaa atcacctaaa tgggagtcat
  2981581 cttcttcacc aatcggtgtt tcaagagaga ctggctcctg agcaattttt aagatttcgc
  2981641 gcactttttc tggagcaaga tccatttctt caccaatctc ttcaggagat ggttcacgtc
  2981701 ctaaatcttg taataattga cgttgtacac gaattaactt attaatcgtt tcaaccatat
  2981761 gaactgggat acgaattgtt cttgcttggt ctgcaatcgc acgtgtaatt gcttggcgaa
  2981821 tccaccaagt tgcatacgta ctaaatttga aacctttacg ataatcgaac ttttcaaccg
  2981881 ctttaattag acccatattc ccttcttgga ttaagtctaa gaaaagcata ccgcgaccta
  2981941 cgtagcgctt tgcaatactt actacaagac gtaagtttgc ttctgcaaga cgacgttttg
  2982001 cttcttcatc gccttcttca atacgcgttg caagtcgaat ttcttcttct gcagatagta
  2982061 aatctacacg accaatttct tttaaataca tacgaacagg atcgttgatt ttaacccctg
  2982121 gtggtacact taagtcattt aggtcaaact cttcttctgt tttcgtaatt tggtgattat
  2982181 tagggccttc atcgttgtcg ccaactaagt caatcccttg ttcacctaaa tattcatagt
  2982241 attcatccat ttgatcggat tcaatttcaa atccattcat gcgttctgca atctcttcat
  2982301 atgtaagaac gccacgtttt tttccgagct cagtgagttg ttctttcact tgctcaaggg
  2982361 tcatttcagt ttcaatttgt ttagaacgag ctggtttgtc agccatctgt tcccctcctt
  2982421 acgcgagata caaacattca ttatactaaa aatttatcaa aaaagctatt ttctcgcttt
  2982481 ttgattttgt aaatatgcta cataatattt agcagcctct acaggatctg ttttttccat
  2982541 ttgttttatc ttgaagatga tttccatctt ttcaagtttt tcttgatgac gtctaagcgt
  2982601 ctccaaatgg ctttgtaaca cttcttctgt gtattctgga ttaataaatt catccgtcga
  2982661 aatatcggta ataatatttt tcaacttttc atcagagagc caacttaaaa atgttccgac
  2982721 tgaaggttca tttccctttt cataatatgc gtatagttca tataaaatcc ctttatgttc
  2982781 ttctgtatga aaatcttcta tgtgggattc catacgaacg gccacttctg gactttgcaa
  2982841 catatggtaa ataatttctc tttctgccct ttcaaaacct gttaatttcg gttttgtttg
  2982901 aacaatttga gacggcttag aaacctgctt tacttgtttt tgctgtacct tttgttcttt
  2982961 gcgatattgg tgcaattggt tcaaaagtgt ttccattgaa tacgaaaatt cttgcgataa
  2983021 tgacttcaaa tatgattctg cctgcatcgc atcttgtaac aacgataact cttttaaaac
  2983081 acttttcaca tactcttctt tgcccgactc atcttgcaaa tttttcccta aacgcaaata
  2983141 atttatttta aaaccaacaa aacttatact tgatttcaca agattttcaa aagcagttgt
  2983201 cccatattgt tgcacatatt catcaggatc aagcttatct ggcaaggatg taacttttac
  2983261 ttggcaacca acttgcaaca ataattgccc tgctttcatc gtcgcttctc gccctgcttt
  2983321 atcaccatca tagcaaagaa caacagtttc aacgttacgt cgcagaagtt ttgcttgttc
  2983381 ttcagttaaa gctgttccca ttgtcgcaac agcttcttcc acaccacttt ttaccgcagc
  2983441 tagtacgtcg gcatatcctt caaaaaggac cacttgccca cgttttctaa taaacggcct
  2983501 cgcttggtgg aagttataca acaatttact tttgtgaaaa atcggtgttt ctgggctatt
  2983561 taaatatttc ggagtatcat ctcctaatgc ccttccacta aacgctatca ctttaccttg
  2983621 taacgtatag attggaaaca taactcgtcc acggaagcga tcataatggc tcccatcctt
  2983681 ctcacttctt atgagaagac cagcttgttc catactagac agcgataaac ctcttttttg
  2983741 taaaattttc gttgctgcat cccaagcagg tgacgcataa ccaatttcaa acttctcaat
  2983801 catttctttt gtaataccac gttttaacaa atacgaaagt gcttcatttc cttcttctgt
  2983861 atttactaat aaatgatgat aatacttttt caaaagttca tgagcctgtt gcatgatgac
  2983921 agtgtcatca gatatgtctt cttgttgtcc ttgccctgat gtatactctg caaccgcaat
  2983981 tccatttctt tcacctagct tttgaacagc ctcggtaaaa gccagtcctt ccattttcat
  2984041 tagaaaggaa aagacatttc caccttctcc acatccgaag caatgaaaaa tttgcttatc
  2984101 agatgaaaca gagaatgaag gagaattctc accatgaaac ggacaaaggc cgaaatagtt
  2984161 acgtccctgt tttctaagtt gaacgtattc accaatcact tcgacaatat cggatgacgt
  2984221 ccgaatctgt tcaacaactt cttcaggaat tctgttcccc ataactccat ctccgtgtcg
  2984281 tattttgtat tcgatataaa ttaaaaaatt cctttataat tcgacaatat tttttctaaa
  2984341 cttattagaa aatgttatcg atcacgttat caagcgattt tgcagactct tttctgcgta
  2984401 acttcgcaga tacgtaccta ctatataaaa ttgtatccat ttgctcatct attacaaatg
  2984461 tacctcatgg agacaataca tatgcacttt ttcataagaa gattaacaag cactatatcc
  2984521 tatgtgatca cgagatctgt ttctattgct tgttgataca tataaaaaaa tcaacattcg
  2984581 cttattcagc atctacatag atccaaattc ccttaccgct tccttaaacg atgagcatac
  2984641 gatgtgacaa acaaaatttt gacatgaaat ttcgttccaa cttgcacaat tttcagcctt
  2984701 cacagtatat gcatctgcat caactaatac catattgatg ttttgcatat ttctgtattc
  2984761 tacatccctt ctgcgaatcc ttccataatg tgcgttttct tgtatagatt ttgtcgattt
  2984821 aacgtaatta catgtctttt cttaaatcct atccctagtt tattctgaaa aattaaagtc
  2984881 taaacgtaaa atataggttt ttatcacaat tttttattat aatatatttt cttcaactac
  2984941 gctacatatc cctttatttt ttcatcttct atttcaggat agcgaaaccc tatctttaac
  2985001 ataataaaaa gacagaagaa tataagtata accacttcgc tatcatctat tacgaaatta
  2985061 gcaggcactg tgtttctcac gagcgaaaaa agcacattca cctttggtaa atgtgctaaa
  2985121 acattttttg gttttgcact gcattcacaa taatgttagc tgtttcttca atcgctttgt
  2985181 tcgatacatc aattacttga caatttattt tactaactac attctcaaag tgatcaatct
  2985241 cttctttaat acgattaata ttggcatatg ttgctccgtc acttagtcca agtgatttca
  2985301 atcgctcttt tcggatatga ttcaactttt ctggcgtaat tttcaaaccg aagcattttt
  2985361 ctttagccac ttgatataat tcttcaggcg gatctacttc tggtacaagt ggtacgttag
  2985421 caactttcag acgtttgtta tgagctaaat attgagaaag tggtgttttt gatgtgcgcg
  2985481 aaatcccaat taacacgata tctgctttta aaataccacg tgcatctcta ccatcatcat
  2985541 acttcacagc aaactcaatc gcttcaatct ttttaaagta ttcttcatct aatctacgaa
  2985601 caacaccagg ctcatatctc ggcacttgcc ctgtaatttc ttcaatttga tcgattagag
  2985661 gcccgataat atcatatgcc tctacacctt cttttgcagc ctctgtcact aaatattggc
  2985721 gcatgtcagg ctttactaac gtaaaacaaa taagtgcttg attgctctta gcaatcgaaa
  2985781 tcacttcttt taatgtccct gtatcttcta catacggtac acgtctaata tcaggagcaa
  2985841 atgggaattg gcccattgct gctcgaacaa ccaaatcagc cgtttctcct acagagtcag
  2985901 atacgacata tacgatttta ttatccatta cattacctca ctttaaacaa attacactta
  2985961 ttcgttattt actaagttta caaacgcacg tgtaatattt gtttttgtaa ttcgtccaat
  2986021 cacttctaaa ccttgtttcg tatcttttac aactggcatc gcatcaatct gtctttctat
  2986081 taattccatc gcaatatcat ataaagaatc ttctctacga cacatcgcaa tgtttggcat
  2986141 ccttgtcatg ataatattaa ccggaagtga ggttaaatcc tgctttccta agctagctcg
  2986201 taataaatct ttacgagata caacgcctac taatagagtc gattgatcta caacgaataa
  2986261 tgtacctaca tcctctaaaa acatagtaca aatcgcatcg tatactgata catttttatc
  2986321 aattacgact ggtctagatt gataatcttg tactttaatt ttcttaacag cttcagataa
  2986381 taactgcccc ccagttttac ccgtataaaa ataacctacg cgtggacgtg cttctaaata
  2986441 accagccatc gttaaaattg ctaagtctgg ccttagcgtt gcacgtgtta atcccaattg
  2986501 cgcagcaatt gactcccctg taataggacc gtgatctttt acaatctgaa tgatatgttc
  2986561 ttgtctttta ttcagctcta tgataatcac cacctttaat gcacaacgaa aaaagttata
  2986621 ctatctctta aatattatat actaaatatg ctattcgaaa aagaaaggat gtaaaaagga
  2986681 ccgtatacgg ccccaaatta tatttgaaac ttatcaagtt gttctaagaa acgtcttgat
  2986741 ttcaaataaa tcccgcaata ttcatcataa tatgtattca atactaaacg catttgtttt
  2986801 tttgtgctat ccttcactga tacattgcca agtctatgta aatcgaagtg gtagaaaaga
  2986861 cgcaataatt tatgaacggc ttcccccact ggtatacgat actgatcttg ctcagcatga
  2986921 cgtgagcaca gaaaaccgcc ctctctaaca gagaaggcga caaaatctgt ttcttgatga
  2986981 caaatcgcac atgtgtcaaa gtacgggcgc atccctaata ccggaagcat tttcgtttga
  2987041 taaattaatg ataatacttc tggatcaaca ccctcacaca tataatgcaa cgtttgatat
  2987101 aacatttcaa ataaatatgg attatgtttt ttatcttctg ttgctttatc agttaattca
  2987161 acaataaatg atgcataagc agttaaaaat atatcctcgc gaatttcttt catagttgaa
  2987221 ataatctcgc cttgttgcaa agttccaagt ccagatccca tttgaataag aaaatgacca
  2987281 tgtgtcataa gttgcgaaac agatgctaac cgacttttcg gttttttcgc tcctcttgcc
  2987341 attgcactta ccttacccaa ttctcttgaa aatattgtaa caatcttgtt cgtttctccg
  2987401 taatctgtcg tacggataac gatgccctca actttttgaa acatgttcgt caccatccaa
  2987461 ggtttgaaca aaacgggtca agaaattgga gagtctagat gcgctagctc ctcttcatgt
  2987521 tgatccatct catcgtttac gtctttttcc atttctttca aaagcaaata cgtctcaatg
  2987581 cttcctgttt tggagaaaaa cttccaggta aaatctagca taagaatcca cctttctcaa
  2987641 taagcgtagc ctataaacca atttcctttg ttgttattaa attgacccat tttgtccatt
  2987701 ttcatgtgag aaaaattttt cctaatttat caaaactcat aaaaaccaat aatcagcgga
  2987761 tgaacaaaac atccgctgat tacagcttta ctctatttta atactcgtct tcgcggaaac
  2987821 caaggtcacg aagctgagac attttattac gccaatcttt ttgcactttt acccatactt
  2987881 ctaaaaatac tttagaacca agtaatgctt caatatcaaa acgagctcgc ttaccgactt
  2987941 cttttaacat cttcccttgt tttccgataa taatcccttt ttgcgacgga cgttcaacaa
  2988001 caatcgttgc attgatataa accgctccgc cctcgcgttt ttgaattgca tcgataacaa
  2988061 cagctacaga atgcggcact tcttcacgtg ttaaatgtag tactttctca cgaataagct
  2988121 ctgcaataat aaatctctcc ggatgatccg ttacttgatt atctgggtag tattgtggtc
  2988181 cttccggtaa atacttttta attgttccaa ttagagcttc cgcattatta ccgtctaatg
  2988241 cagaaattgg tacgatttct gcaaagtcat gtaatttgcg atattgatca attaactcta
  2988301 ataattgttc tgggtgaact tggtcaattt tattaataac tagaaatact ggttgtttcg
  2988361 tttcttttaa cttctcaatg atgaattctt caccacgacc aaagccttcg acagcattaa
  2988421 ccataaacag aacgatatca acttctttta atgtcgtttg cgccatcttc accatgaagt
  2988481 cgcctagttt atgtttaggt ttatgtattc ctggtgtatc aatgaaaatt acttgtgaat
  2988541 cattttctgt atatacgcct tgaattttat tacgagttgt ttgtggcttg tcactcataa
  2988601 tagcaatttt ttgaccaata atacgattta aaaatgtaga tttcccaaca ttcggtctgc
  2988661 caataataga gacaaaacct gatttataac cttttctatt catgtaaatc ctccgctaaa
  2988721 aatgctcctg gtaacaattc tccgactgtt gtctcttgaa cgtcaccatg taaatttgat
  2988781 aggtatactt tcgtatcctg tttacataat tctaccataa cttgtcgaca tgctccacaa
  2988841 ggaggtactg gacgctttgt atccgctaca atcgcgatag ctacaaactc tttatctcct
  2988901 tcagaaaccg ccttaaataa agctgttctt tctgcacagt tacataaacc atatgatgca
  2988961 ttctcaacat tacatccacg atatactttt ccatcctgtg ttaataatgc tgcacctact
  2989021 tgaaatttag aatatggtac gtacgcttgt ttacgcgctt cgattgcttc ttgaattaat
  2989081 tgtttactat tcatattccc gcatccttcc tgttcacagc tgtgaataga tacactctct
  2989141 tattaaaggc ctttacagca ccttcaaagc ttaataaaag ctttggaatg caactatacc
  2989201 acatacggta agaagataat agcaccaatt ataacggcta ttatcgcaaa caataaaacc
  2989261 gctcccgctg caacatcctt tgcaactttc gcaaatggat gtatatcagt agtcgctaaa
  2989321 tctactgttt tttccacagc cgtatttacc atctctaaac tcattacaat tcctattaca
  2989381 ataagtaata tcatccactc tactttcgta atatggaaat aaaagccgca gcataaaaca
  2989441 atgactgcgg ctaaataatg aattttcata tttcgttcat gacgaagaca aaagaatata
  2989501 ccaactatag catatccaaa actatctata agttttcctt ttttcatcgc cctaatccaa
  2989561 atgcttctaa aatttctttt tgtcttccaa acatttcttt ttcatcctct tctgtcatgt
  2989621 ggtcataacc aagtaaatgt aaaaagccat gtaacgctag aaagccaagt tcacgatcaa
  2989681 aagaatgtcc atactcttca gcttgttctt tcgctctcgg aatagaaata ataaggtcac
  2989741 ctaacatacg tggcatctct acacctacaa tttccatttc tccttctccc atttcttcca
  2989801 tagcaaaaga aatgacatca gtaggctgat ccttatctcg gtaatcacga ttaatctcgc
  2989861 gaatgcgttc gttatctaca aatgtcactg ataactccgc accatcctct attttttcca
  2989921 tttgagctgc ttttcctaat atttcacgaa ttaaattcac atattcttct ttcacttctt
  2989981 ctgtttcatc aataaaatca attaataaac tcattctttc tccttctctt ccggtggctc
  2990041 cggatatgta atacgcgaat ggaaaatacc atttaacgtt tcacataacg tttttccaac
  2990101 gatttgtagt tccttaaatg tcaaatcaca ttcactaaat tgcccatctt gcaaacgatc
  2990161 tttaataata ctttgcacta aattattaat ttgatctggc gttgggtgat tcatagaacg
  2990221 taccgccgcc tcaacactat ccgcgatacc aacgattgcc gattctttag aagttgcttt
  2990281 tgatcccgga taacggaaca tctcttctgt atatttttct ttatcttctt taatcgcctt
  2990341 ataataaaaa tatttaagga gcgttgtacc atggtgttgt ccagcgatat cgataatttc
  2990401 ttgtggaata tggtattctt cgagcatttt tactccatcg gttacatgag caataataat
  2990461 atctttactc gtcacaggat ctaatttatc atgtggattt tcaattccca tctggttttc
  2990521 aataaagaat tgcggttgta ctgtttttcc tacatcatga taatacgccc ctacacgcgc
  2990581 taatacacca tttgctccaa ccgcttcaca agctgcctca gaaagattag ctaccattac
  2990641 actatggtga tatgttcctg gcgcttctaa caaaattcta cgcaaaagcg gatgatttgg
  2990701 acttgataat tccataagct tcatacttga tacaattcca agtccacttt ctaaatatgg
  2990761 taatattccc atagccaaaa cggatgagat aatgcctgaa agggaagcca ttaataattg
  2990821 cgtaccaatt tcaagaggtg aaaaattccc attgcgtaat aataataacg ccgccaagac
  2990881 gactacattt aagatagaaa cgagtatacc agcttgtaag atcatcgtac gacgattttt
  2990941 ttctcttaag aaaatactca ctgataatga acttaataac acataaatac ctacactata
  2991001 atttagtgta cttgttactc cttcattaaa cataatactt ccgcacacag aaaaaatcat
  2991061 acttgttaaa aatacaaatc gatcgccaat cattagtttt acaagtattg ttcccatcgc
  2991121 aactgggaca acatacgcaa ttcctgcata ttcaagcttt tgaaacaaac taataatttt
  2991181 cattaaaaca atcgtgatag acaaaattgt gatatacgct aaaatgtacg gtctatcttc
  2991241 tcttttccgc tgtaaaaata cttcaaactg cttatgcata aagtatagta acacaccaat
  2991301 aagcacagct aatccaacat aaggctgaaa actattacct ttctctaata aaccgaccaa
  2991361 tttcaactga ttatacatat cacttgaaat tgtttcacct tctctaacaa taacttgtcc
  2991421 ttgaagaata taaacaggtg gaactaaatc ttcttccgct ttcttcttct ctttcgttac
  2991481 agctggatca taaaaataat ttgctgtaat cgcatatgat cctaacgcat taacagcttc
  2991541 cttcaatccg ctattcacat taagggtttt catttcatta acaaatcgct ctttcgctgc
  2991601 catttcttcg gacattttaa tatttccacc cataataaca ctaacagacg ttaaagccgc
  2991661 attctttgct aattctaatt gatctggttc tgcattaata aagtacaata aattttcatc
  2991721 agataattcc tttgttaaat tagatggcaa cttcttcttc aacttttcta atttattagc
  2991781 atcggtcatc tttttttgct cttcaggtcc agcagctttc atctcctgaa ttacttcatt
  2991841 taccttagca aaaacatcat ttacaatatc tactctattt tgtttatatt cacttctata
  2991901 tgtatattga tccccaactt tttgagcggc ctcttgtttt ttcctttccg ttataacctt
  2991961 atcttcaatt ttaataggag aatgaattgt ttttttcgca atagaataca tatcaacatc
  2992021 taattgctct ggtttcacat tattcataag tgcaaaaaac agcactgctc ctaataaaac
  2992081 gtaagaaatc caacttagtt ttttcgaatg ttgtaaatta cgaaaccact tagaaatttc
  2992141 ttgagatctt aacatgattt caataccttc tcctctccag aaataaagtg aaactattta
  2992201 tagctttcat ttcttctagc caacgatact tttaggtaac atttttatac accggtacct
  2992261 atagtttatt tctcttatct tttatgatag taaaaaatat gccgttcgcc aaccttaata
  2992321 caaaaagaaa tgctcctgac aaataggatc attccatttt atcatatgcc tcaataatac
  2992381 gttgcaccag tggatgcctt acaacgtccg tttgttctaa tgtaatgaac gaaagacctg
  2992441 atacaccaga taaaatgtta gaagctagcg taagccctga ttttacccct tttggtaagt
  2992501 ctacttgtga aggatccccc gtaataacca ttttagaact aaaacctaat ctagttaaaa
  2992561 acatttttat ttgtgcgcct gttgtatttt gtgcttcatc taaaataaca aacgaatcat
  2992621 cgagcgtacg ccctctcata taagcaagag gcgcgatttc aattacacct ctctccatca
  2992681 tacgctgcgt atattcttgt ccaagaatat cgtgcagagc atcatacaat ggacgcaagt
  2992741 acggatctac cttctctttc aaatcacccg gtaaaaaccc taaactttct ccagcttcta
  2992801 cagctggcct cgttaaaatg attttcttta catacccttg ctttaaagct cttacagcca
  2992861 ttactacagc taaatatgtt ttcccagtcc ccgcaggtcc tattccaaat acaatatcat
  2992921 ttttcttcat tgcatgaata tatcttctct gtcccattgt ttttacacga atggatttac
  2992981 cttttgccgt tttaaagatt tcttcttcat ataactcttc aaattgagca attttccctt
  2993041 gttgtgcgag ctgaattgca tacgcaacat ctctttctgt aattgataca ccttttcgaa
  2993101 taacaacaag taattgctgt aagatttttt ctacgagtgt cacagtttca actgctccag
  2993161 atacatgaac agtttcacct ctagttataa tcgatacatt cagttcccgt tcaattactt
  2993221 tcaaatgagc atcattgact ccaaaaagag cgattgcttc gttagtattt tccaattgtt
  2993281 ggttcatttc tactaattgt tctgccatta ctcagtctcc ttgaatatcg gattcggata
  2993341 ttggttgtgg ttctgcaata ttttcaatca cagtataatg caatgtgact tttaattgat
  2993401 ccgcctcaac ctctttactc aaaatcttat cacttacaat catagcatgt tcatccaatt
  2993461 ttttctttag ttctttttcg gccatctctt ttgctacttt cattgcctgt ttttctgtat
  2993521 attcccggtt tgcttcttcc tcttctcgca ctatatcttt ttcgtatgca atcggtagtg
  2993581 taaaatcaaa taatttcaca tcatgcttta cattttccgt acgagagcgt ttatacttat
  2993641 catgttgaaa tccccatatt tttattttcg cactcccaaa tttaaggtag tgctcattat
  2993701 aagtattacc agtatatact tgaaattgcg tcttgagtgg tacattcacc tcagatgtgt
  2993761 accacgtttc tccatataca atacctttcg ccgaaacaat cgtcggactt tcctcattac
  2993821 catatatccc tgatacgaga agctgccctt tttctacatg atcatttttt agcactactg
  2993881 gttttcctac ttcaacaaat gtttttgtaa caatcgcttc tttttttgct actaaatttt
  2993941 gcggcttttg ttccttttct tttttcggct cgtttttttc aacaatttta aaatgatatg
  2994001 tcgttcctct tatttctagt cccgcccaag taattgcatt aatattatct gtcaaatgac
  2994061 gttgtacatc ctctacacta ggcatttgaa attgtaattt ccccttttta atacccattt
  2994121 tgtccaattc tttcatcaat atatattctg tttcaggttt tgcacctgta atttcaattt
  2994181 tccaaaccat atttgataat gcaatcatac caaagaagaa aattaaaaat ccaattaaga
  2994241 atccactgtt cttaattaag cgcttattcc aaaaaggaaa accgtaacgc ccaataaaat
  2994301 atagtttaca ctcatttttt ctataaatcg gctttatttt tttcacatct cgtaatagca
  2994361 tacaaaaaac taacgtttca tcagcaattt tcttaacgtc ccaaactaat aatttcctac
  2994421 gcacacattc gttaacgaac cgttccgctc ctctaccttc aattcgtacc tttacatatc
  2994481 caagccactt tataaaccat ttatttttca tctactacct tcactacctt tccaaaagta
  2994541 gacacactac ttttcacttt aattagcaaa atagctcgta cgaaaatgaa ataaagagtt
  2994601 ttattttcca taaatagcgg gataaactaa atagtagggg caaatcatta gaataaagaa
  2994661 gaaaaacttc acatacggaa gtttccctta cttctctttc tgttcgtctt ctaaaaacgt
  2994721 cacttgctca attatccctt caagcaaaag ttcttccgga aggattgttt taataacaaa
  2994781 ggactgcccc ttaattaata gctgaccatg ctttaacaac aatcttactt ctttatctga
  2994841 aaacactaat aaacctcgat gattttctat atagatatgc acttgcccaa caagcgtgat
  2994901 ccgaggtaga tccattagca catccactgg caggtctatt tgcttcgtta accaattctt
  2994961 catttgttct aattttttca tcccaaaaga ccccctctca tcccatatgt atgaaaaaag
  2995021 agcttgtaat atcacgtcca aactgaaaaa aagcataaaa aaacgtctca tacgaaatga
  2995081 gacgtttttt tatgctaata gctggataac cagcttattc acaagtgatc cgtctgtttt
  2995141 accttttact ttcggcataa cagcagtcat caccttaccc atatctgctt tagaagtcgc
  2995201 accaacttca gaaataactt gcttgattat atcaactagc tcttcttctg ttaattgctc
  2995261 cggcaaatat gcgcttaaaa tctgaatttc actttgcagt ttattaacaa ggtcttcacg
  2995321 accagctttt ttaaattcaa ggagggagtc cttatgctgt tttacttcac gagctaaaac
  2995381 tgttagttcc tcttcttcag taagagtatg ctgtagttta ataccttcat tttgtaaagc
  2995441 agccttaacc atacgaatga cggttaattt ttctttttgt ttattcttca tcgcttgttt
  2995501 catatcatcg tttaaacgac cgagaagact cataacttac accctctctt agaatttacg
  2995561 ctttcttgcc gcttcagatt tcttcttacg ttttacactt ggtttttcat aaaactcgcg
  2995621 ctttcttgct tcagcaagtg taccagtttt agaaaccgat cttttaaaac ggcgaagtgc
  2995681 atcctccaaa gactcgtttt tacgaacgac tgtttttgac attctctttc cctccctccg
  2995741 aaacatcaca cttacatact aactccagca tgcaaaaaga aacacttctt cagcatgtct
  2995801 tttacgatta taatacattt tatcacttca ggtcaactat ttggcagaat aaaagaggaa
  2995861 tagatgctct tcctttttca aaaactatgc agatagctgt tattctttcc cttgaagaga
  2995921 actatatttt tgtcattaca ccttttttca tgcaggaacg tacgaaacaa ctacgcattt
  2995981 cgtacatttt cagtacttaa cttctccaca aaaaaagaaa gcatgcaaat cgtttccgtt
  2996041 tgcatgcttt ttttatgcgc ttgctgattc ctttttcaca tcatcttcaa gaacacgaac
  2996101 aaattgcgct tcgttatatg gataaccagc tttcatgatt ttcactttca ctagtttacc
  2996161 aattaattct tctgatcctt caaatacaat tttcaagtag ttatctgtat aacctacata
  2996221 taagccttca cggtcgccct ctttaaattg ttcttctgga ataatttcaa gtacttctcc
  2996281 ttcaaactgt gacgcgtact ctttcgctaa ttgattagat aattcaatta aacggtgaac
  2996341 acgatcgttc tttacatctt caggaacttg gtcttccatg cgtgctgcag gtgttcctgt
  2996401 acgtttcgag taagggaaca cgtgtaactc agagaagcgg ttctctttaa tgaaattgta
  2996461 tgtttccata aattcttctt ctgtttcacc tgggaaacca acgattacgt ctgatgtaat
  2996521 cgcaagacct ggtaacgctt ctttcaaacg atctaaacgc tcttggaaga attccatcgt
  2996581 atacttacga cgcatacgct ttaatacagt attagatcca gattgcaacg gaatgtgtaa
  2996641 gtgacgtaca actacttcag acttatctaa cacttcaatt acttcatctg aaatctgact
  2996701 cgcttcaata gaagaaatac gaagacgttt taatccgcct acttctgctt ccatatcacg
  2996761 aagtaatcca gctaagttat aatctttaat atcttcaccg tacccacctg tatgaatacc
  2996821 tgttaataca atttctttat aacctgcatc tactaattgc tgcgcttgtt taataacttc
  2996881 tttcccatcg cgagaacgca ttaaaccacg cgcccaagga ataatacaga atgtacagaa
  2996941 gttattacaa ccttcttgta tttttaaaga tgcacgtgta cgatccgtga aataaggtac
  2997001 atccagttct tcgtatacac gtgttttcat aatgttgcgg acagcattaa tcggttgacg
  2997061 ctctttacgg aattcttcga tgtatcctag catcttttca cgatcttgtg taccaactac
  2997121 aatatctaca cctggaatcg ccataatttc cgctggagat gtttgtgcat aacatcctgt
  2997181 tacacaaata actgcatctg ggttttgacg aacagcacgt ctaataactt gacgactttt
  2997241 cttatctccc gtatttgtta ctgtacatgt attaataaca tatacatcag ctttcttttc
  2997301 atattccgtt ctttcatatc caccttgttt aaacaattgc caaatggctt ctgtttcata
  2997361 gtggtttact ttacaaccta acgtatggaa cgcaacagtt gacattgatc atcaccccat
  2997421 caattcaaaa tgatacgaag cagcacttaa cgcgtataac ggcgccgttt ctgttcttaa
  2997481 aattcttggt cctaaactac atggtacaaa attatgttca cgaagcactg taatctcttc
  2997541 ctctgctaaa ccgccctctg ggccaaatac aatcaataac ttttgacctg gtttcatcat
  2997601 cgttaaagct ttcgcaaaat tagatttctc gccttgtttt gcttcctctt cgtaagcaac
  2997661 aagacaaaca tcatactcac cactcattga aagcaattgt ttaaatgatg ccggagcatg
  2997721 tacttctgga atttcacttc tatgtgattg ttccgcagct tctttcacaa tttttcttaa
  2997781 acgctcaact tttttatcag cttttttcgc atcccatttt acaatagagc gagatgcctg
  2997841 aaatggtaag aatgcagctg ccccaagctc agttcctttt tggaaaatta actctagctt
  2997901 gtctcctttc ggcagtccac ttgcaatcgt cacgaaaaca ggaagttcac ttgacgcctc
  2997961 tacccattct acaatagccg tattaataaa ttcactggta atttcatcaa ttgaacatac
  2998021 tgccgtcctt ccatttacac agcaataaat atgatcacca gctgacatac gcatcactct
  2998081 tgcgatatga tgtacgtcat cacctacaat gcgaatactt gtctcattta catatttctc
  2998141 ttctacaaaa taacgttgca tataatcacc ttagtagagt ttcgttcctt tcgtaagtca
  2998201 acacttacga aaagaacgaa acgttatcat ttttcatata acaaacggca agtccctcac
  2998261 cttatagtga gagactcccc cttttcatta tagactaaaa tctatattac gcatttcgtg
  2998321 caataattgc tacccaatct tccattcgta acacttcttc aattgtaaat ccagcttttt
  2998381 ctagtgcctc agaaattacc ttttccttcg cagcaataat gcccgatgta ataaataatc
  2998441 cgcctgattt cacaactctt gctgcatctt cagggaataa taaaataatt tctgctaata
  2998501 aattagctac gattaaatca acaggacctt caataccttc taaaagacta ttttgtccaa
  2998561 cagacacgac gtcatctgtt ttatttaaac gtacattcat ttctgcactt tcaactgcaa
  2998621 ccggatctaa atcataggct tgaacagaag acgcacctaa ttttgccgct gcaatactca
  2998681 gtacaccaga acccgtccct acatcaatga tcgtatcacc tggctgtact gttttttcta
  2998741 aagcacggat acacatcgtc gttgttggat gagttcctgt cccaaacgcc atacctggat
  2998801 ctaattcaat aattttttct tccggagaag atggtgtata ttcttcccaa gtcggtacaa
  2998861 ttgtgaatgt atcagaaatt tgtactggat ggtaatattt tttccaagca gtagcccaat
  2998921 cttcttcatt gacttcgtta acggtaatat ttccagtacc aatttcgatg tcgtaagatg
  2998981 gaagcacatc aatagatgat tttacacctg caatcgtttc atgtaaagaa tccgtttgcg
  2999041 ggaagtatgc ttttattaat acaccttccg ccggatattc atctgggttc aatgcataaa
  2999101 tttcaccgta ttgttgctcg cgctctttcg ttaactccgc tggatcctca atcgcaactc
  2999161 cactagcacc cgcttcatgt aaaatatgag agacagcttc tactgcttct tctgttgtat
  2999221 gaatactaat ttctgaccat ttcacaattt accaactcca ttttttattt ccattattcc
  2999281 cctttgaaag cacgtttaag ctttccgaat aaactatcat cctgctcttc ttgccctgca
  2999341 aattcacgta ataaatcttt ttgatgtgaa gttaatttcg tcggtacaac aacacgaacg
  2999401 actacatatt gatctccttg accatatcca cgtacattcg gagcaccttt tccttttaat
  2999461 cggaattccg ttccagtttg tgttcctgct ggaattttca acttcacttt accatgaaca
  2999521 gtaggaactt ctacttcagc accaagtgcc atttgcgcaa acgttaatgg catttcgcaa
  2999581 ataatgtgat ctccttcacg ctcaaagaat tcatgacttc ttacatgaac aacaacatat
  2999641 aaatctcctg ctggtccgcc gtttacgccc gcttcacctt ttccagatac acggatttgt
  2999701 tgaccattat caatacctgc tgggatttta acgttgattt ttttacgttt acgtacttta
  2999761 ccagaaccgt gacatgtcgt acatttttct ttaatcattt gaccagttcc tgaacaatga
  2999821 ctacaagctt gacggtttac gatacgacca aacggtgtat tttgttctac acttacttga
  2999881 cctgaccctg aacaatgttt acatgtttct tttgaagttc ctggttttgc tccgctacct
  2999941 ttacaagtat cacatggatc ttctactgga atttcgacat ttaactcttt accaaaaatc
  3000001 gcttcttcaa actctaaagt gacttgatat tgtaagtcag caccttgacg cggagcattt
  3000061 ggatcacgac gtctgccgcc accgccgcca aagaatgaac taaagatatc ttcaaaaccg
  3000121 aagccaccgc cgaagtctcc tccgccgcca aagccaccaa aaccttgatt tgcaccagca
  3000181 tgaccaaatt gatcatattg cgcacgcttt tgatcgtcgc ttaatacttc atatgcttct
  3000241 tgtacttctt taaacttttc aattgcattt tcttctttac ttacgtctgg atggtatttt
  3000301 ttagccaaac gacgatacgc tttttttatt tcatcttttg aagcaccctt gctaagccca
  3000361 aggacctcat aatagtctcg tttactcata attttacaac ccccgaatct ttcacataaa
  3000421 cgtaatttta acaccgaaag aaagtgcttt gcaacaaagt ttcctcactt acagtatgca
  3000481 aaataaaaaa cttaagatcc tgacacattc cttctcattc gtgaaaaaag ccaaagccaa
  3000541 ggcacgcttg actttgactt tttgtcatct tacttattat gtttatagtt aaattacttg
  3000601 tcttctttta cttcttcaaa ctcagcgtct actacattgt ctttcttcgc gccagcatct
  3000661 tgtgctcctt ctgcaccttc tgcttgccct gcagctgctt gagcttgctc gtataattta
  3000721 acagttaatt gttgtacaat ttcttgtaaa gcatcttttt tcgcacggat ttcctcaagc
  3000781 tcgttcttct caatcgcagc ttgtaatgct tctttcgctt ctgttgcttt tgcaacttca
  3000841 gcagcatcca ctttaccttc taaatctttt acaactttat ctgtctggaa tacaagttgg
  3000901 tcagcttcgt tacgaagttc aacttcttcc ttacgttttt ggtcagcgtc agcatttgcc
  3000961 tctgcttctt gtaccatacg ttctacttct tcatcagaaa gacctgaaga agattggatt
  3001021 gtaatagctt gctctttgct tgttcctaaa tctttcgcac gtacgttaac gataccgttc
  3001081 gcatcaatat cgaatgttac ttcgatttgt ggaataccac gtggtgctgg tggaaggtct
  3001141 gttaattgga aacgacctaa tgttttgttg tcagctgaca ttggacgctc accttgtaat
  3001201 acgtgaatgt ctactgctgg ttggttatca gcagctgttg agaatacttg tgacttactt
  3001261 gttggaattg tagtgttacg ctcgattaat ttcgtgaaca cgccacccat agtttcaata
  3001321 cctaaagaaa gtggagttac gtctaataat agtacgcctt ctacatcacc agtaagtacg
  3001381 ccaccttgaa ctgcagcacc taacgctaca acttcatcag ggtttacacc tttatatggt
  3001441 tctttaccag tttcacgttt aatagcttct tgtacagctg ggatacgagt agatccacca
  3001501 acaaggataa ctttatctaa ttcacttgga gcaaaaccag cgtcttttaa tgcacggcga
  3001561 gttggctcta acgttctttc aacaagacct gctgaaagct cttcgaattt cgctcttgtt
  3001621 aatgttaatt ctaaatgtaa tggaccagca gctccagcac taatgaatgg taatgaaatt
  3001681 tgtgtttgtg ttacgccaga aagatctttt ttcgcttttt cagctgcatc tttcaaacgt
  3001741 tgaagcgcca ttttatcttg gcttaaatca atgttatttt cttttttgaa ctcagccact
  3001801 aaatggtcaa taataacttg gtcaaagtca tctccaccaa gacggttgtc accagcagtt
  3001861 gaaataactt cgaatgttcc atctgctaac tcaaggatag atacgtcaaa tgtaccgcca
  3001921 cctaagtcat atactaagat tttttgctct tcatcttgtt tttctagacc gtaagcaagc
  3001981 gctgctgctg ttggttcgtt aatgatacgc tcaacttcta aaccagcgat acgaccagca
  3002041 tcttttgttg cttgacgttc tgcatcgttg aagtatgcag gtactgtaat aacagctttc
  3002101 gttactgttt cacctaagta tgcttcagca gaagctttta agttttgtaa aatgattgca
  3002161 gaaatttctt gaggtgtata atctttacct tcaacttcta ctttgtagtc tgtacccata
  3002221 tgacgtttaa cagacatgat tgtatttggg tttgtaattg cttgacgctt tgcaacttcc
  3002281 ccaacttgac gctcttcatt tttgaaagct acaacagaag gtgttgtacg gtttccttct
  3002341 ggatttggga taacctttgg ttctccacct tccataacag ctacacaaga gtttgttgta
  3002401 cctaagtcaa taccgataat tttactcatg gcgaatcctc ctacttttat gtaaattatt
  3002461 gatttacttt taccattgat gggcgaatca cacggtcttt tagtttataa cctttttgga
  3002521 attcttcaac taccgcattt gattcaaatt cactgtcttc cacttgcata atagcttggt
  3002581 gttcattagg atcaaactgt ttaccaacag cttcaatcac ttcaacacct tctttattta
  3002641 atgcttctag caattgacga tgcaccattt ccataccttg taacagggat ttcgtttgct
  3002701 catcagttgc ttccacttgc attgctcttt caaaattatc aagagctggc aaaatatctg
  3002761 aaactagact ttgtgctcta tatttttcag cagcctgttt atccatttgg acacggcgct
  3002821 tataattttc aaaatcagct tgtagacgta atgtgcgacc ttccgtttcc gttagtttcg
  3002881 cttgtagctc atctactttt tcttgtaaaa gagcagcctc acttttttct tctacagttt
  3002941 cttcactgtt ttctggcgtg acagcttctt caacttgcgc ttcttttact tcttctacca
  3003001 cttgttcgtt acgctcttcc acaatattca cctccttaaa aggtattagg taccatgtta
  3003061 aacacaatta cctaagcatt atatattaca cacagcaatg aaaagttcat cacttgagcg
  3003121 aatgtattac tctcatttac tttttaagtc catctgtaaa ttgtctcgta aataactgta
  3003181 acaaactaat tacccgagag tattgcattc ttgtcggacc taaaatagca attgttccaa
  3003241 gctgttcttc tccaatcgaa tatgttgcag aaatcaaact acaatcttcc atggccgtcg
  3003301 cagagttttc cctaccaatt ttcacttgaa tacctacttg tttatgacgc aaaatatcat
  3003361 aaaactcagc ttcgttatca atcatcgtca gtaaggacct tactttgtga atgtcatgga
  3003421 actctggctg agaaagcata tttgcttttc ctccaaagta tatcttttcc gataaaggaa
  3003481 cttgaaatgt accatctaac atttttattg cactatcgta attatgaaca tacccacgca
  3003541 gtaccgtaac aatttcctta aagatcttat tatggagttc tgacattggt acgcccgata
  3003601 gcttttcatt taaaatatta accatttttt ctaaatctga taaatcaaca gattccggaa
  3003661 cggtaatcgt tttgctttgt acatgccctg tatccgttac aataatagcg actgcagttt
  3003721 gacgatcaag cggtacaatt tgtacgtttt taagtttatt tgtgcttaac ttcggtccaa
  3003781 gaacaatggc cgtataattc gtaagctctg ataaaatttg agccgattgc tgtgcaatct
  3003841 tttccgcttc aaaaattctt tcaacaaaca aatctttaat ttgtacaatt tcatcgttcg
  3003901 gtaaattttg cggcgctaac agatggtcta cataaaaacg atatcctttc tcagaaggaa
  3003961 cacgtcctga agaactatgc gttttctcaa taaatcctag ttcctctaaa tcagccattt
  3004021 catttcgaat agtagctgaa ctatacgtga tttcatcttt cttcgccaac gtcctcgacc
  3004081 caacaggttg cgctgatcca ataaagtcat caataattgt ttgtaaaatt aagagctgac
  3004141 gttccgtaag catctcatca tcacctctgt tagcactctt tgtcttcgag tgctaaatct
  3004201 attaataact taccaaaatt gacattcaat tgtcaacgga aacgtcacga aataatgaaa
  3004261 ctttttcacg ttcatggaac atgtaattag tcaatcaaaa atgattggaa tacttcattc
  3004321 cctaataatt tcccttttcg cgttaaacga acatatccat cgctctcttc aagcaatcct
  3004381 tgttcttggt tgttttgtaa ctgcttcgcg aaaacttgat tcatttccac attaaattta
  3004441 ttgcggaacg ccatttttga cacacctttt gttttacgaa gacctaagaa caactcttct
  3004501 tccatttttt ctttctccgt caccacatga acatctaaat acggaaaccc ggtttcatcg
  3004561 attttattga aatattgttt gagcggtcct acattttgga tacgttctcc atttacataa
  3004621 ctatgcgctc cagctccaaa cccataatac tcttcattat tccagtatgt gagattatgc
  3004681 ctactttcat tatcaccttt tgaaaaatta ctaatttcat actgggtata gccgtgtctc
  3004741 tccatttcat ccattaccat ttcatacatt ttcgcttcat ggtcttcccc tggaagtctt
  3004801 aatttccctt tattcattaa gttataaaac acagttttcg gttccacaat taatgaatat
  3004861 gccgagaaat gttgtacacc aagcgtaaaa gcaatatcta acgtttcttt cacatcttct
  3004921 atcgtctgcc ctggcagagc gtaaataata tctacattta tatttttgaa gcccacttcc
  3004981 tgcgcttctc taattgctac aaacgcatct tctctcgtat gcttacgccc aattttctca
  3005041 agcagttcat ctcgaaatgt ttgcacacca aaactaattc ggttcactcc accctctagc
  3005101 aatacattta atttctcttt cggcaaatca cctggattcg cttcaaatgt taattcacaa
  3005161 ttcggggcaa acggacgtaa acgacgattt attatatcta ataatttctt tgtctgctcc
  3005221 atatttaatg ctgtcggagt tcccccgcca acaaaaatcg ttttcatact atcaaacggt
  3005281 accttttgaa ctgtatttat tatttctttc tctaaatact ctaaatattg atccaccggc
  3005341 tggcgttcaa taaacacttt attaaaatca caatagtgac aaatatgctg acaaaacgga
  3005401 atatgaatat atgcagcttg caccaaaaat aactcctacc tttctaaaaa gaaaacctcc
  3005461 gcgctcggga ggcttctttt acttctctaa cgtattacga atttgttcca ttcgcatttt
  3005521 tccccaatca tacatcattt caacgattgg taaaagcgac atgcctaatt ccgtcatata
  3005581 atattccact cgcggaggaa tttctgggta tacggtccga tcaacaatcc catcttccat
  3005641 taactctttt aattggtttg acaaaacttt atgagaaatg cttggaaata accgttgtaa
  3005701 ttcactaaaa cgatgaggcc cttctacacc gagatgccat aatattacaa ctttccactt
  3005761 cccactaata atggacagcg tcaattcctt ttcacaatta aaattgccat tttgtatttt
  3005821 ttcttgaata tcttttcgaa tattttcgga cattaacaaa ctcctaactc tatatgaact
  3005881 aaaaagctct ctcactattg taaatgagag ccactcagat gtctaaaaag taattataca
  3005941 taaaaaagaa gccgcataaa cgacttcttt tttcattcta aatattagtt gtcatccatt
  3006001 ttcagtacag ccatgaatgc ttcttgcggt acttctacag aaccaacaga cttcatacgt
  3006061 tttttacctt ctttttgctt gtcaagaagt ttacgcttac gagaaatgtc accaccgtaa
  3006121 catttcgcaa gtacgttttt acgcatcgcc ttaattgtag aacgcgctac aactttgttt
  3006181 ccgatagtcg cttgaattgg cacttcgaac tgctgtcttg gaattaattc ttttaatttt
  3006241 tctacgatta ctttaccacg gtcatacgct gaatcacggt gtacgataaa tgatagagca
  3006301 tcgacttgct cagaatttaa aagaatatcc atttttacaa gtttagatgg tttgtaacca
  3006361 attaactcat aatcaaatga tgcatatcct ttcgtatttg atttcaactg atcgaagaag
  3006421 tcatatacga tttctgataa cgggatttca tatgtcaatg taacacgcgt ttcatctaaa
  3006481 tattgcatat caataaatgt tccgcgttta ccttggcaaa tttccattac agctccaaca
  3006541 tagtcgttcg gaaccataat tgcagcttta acaaatggct cttcaacacg atcaattgtt
  3006601 tgtggatccg gcatattaga cgggttatcg acaatcatgt cttcaccatt tgttaagaat
  3006661 actttataaa taacgcttgg cgctgttgta attaaatcaa tcttaaattc acgttcaata
  3006721 cgttcttgaa ggatttccat atgaagaagt cctaagaatc cacaacggaa accaaatcct
  3006781 agcgcttgag atgtttctgg ttcaaactca agtgcagaat cgtttaattc taatttttct
  3006841 aacgcatcac gtaagtcgtt ataacgtgca gaatcaatcg gatataaacc acagaatacc
  3006901 attggattta atttacgata acctgctaac ggctcagctg ccggacgttt cgcgtgtgta
  3006961 atcgtatcac caacgcgtgt atcaccaaca tttttaatcg atgccgctaa gaaacctaca
  3007021 tcacctactg ttaactcgtc acgttgcgta gttttcggtg taaatacacc tacttctgtt
  3007081 acttcaaatt cttttccagt tgccatcata cgtactttat cgccaacttt taccgttcca
  3007141 tttacaacac ggatatacgc aattacaccg cggtatggat catataaaga gtcaaagatc
  3007201 atacattgta acggttcttc tgaatcacct gttggtgctg gtactttttc aacgatttgt
  3007261 tctaaaatct cttcaatacc aatcccagct tttgcagaag caagtacagc ttctgatgca
  3007321 tctaatccaa ttacatcttc tacttcttgg cgtacacgct ctgggtctgc acttggtaag
  3007381 tcgattttat taataaccgg taaaatttct aaattgttat caagcgctaa gtatacgttt
  3007441 gctaacgttt gcgcttcaat accttgcgct gcatctacta caagaatcgc accttcacaa
  3007501 gccgctaaac tacgagatac ttcgtacgta aagtcgacgt gtcctggtgt atcaattaag
  3007561 tgaagaatat attcttcgcc gtcttttgct ttatagttta attgtactgc gtttaattta
  3007621 attgtaatac cacgctcacg ctctaaatcc atagagtcaa gcaactgagc tttcatttca
  3007681 cgttgtgtta acgcgtttgt tttctctaaa atacggtctg ctaacgttga ctttccgtgg
  3007741 tcaatatgag caatgataga gaaattacga attttggact gtctttttgc tctttcttct
  3007801 ttgttcatct atgttctcaa ctcctaatag tctcgccaat atacactagc actgattata
  3007861 tcaatagagc agcaaagatt caatgaaaac tcgtgctgct tacaatacaa atcattctat
  3007921 ctatatctta tgcgaacaaa ccataagaga caaacctttt tcaaattaaa aaacggtcgt
  3007981 cttacaaatc tgtaaaacaa ccgtcctccg tttgactctt aactaaaaat cccttttact
  3008041 ttcccgacaa ctatatctgt tccaaacttc gttatttcgt aggcaacact tgctatcgcc
  3008101 atacccactc cttctataac attaaaactt tttaagcttt ctaattgttt ttgtttttca
  3008161 gtagcggaaa acgaactctc caaaatttct gattcaacgg cctcaccttt tgttcctgtc
  3008221 atatgagcga tttgttcata cgacatttgc tgataacctt tcatactttt caacccatga
  3008281 tttgcaagtg ccacccctgc taccaccata agcaagcata tgatcgcact acatatacat
  3008341 aaaagggaaa agcggcttaa atgattatcg tctctttcca tcaatgtgta tacgctcctg
  3008401 tattatcttg gtcaatttga tgatgcagcg ctgcatttaa accacttgcg attacatttg
  3008461 ccatatcttc tatgaaagca tccacttctt tcggagtcac cattaaatta tgacctagag
  3008521 gagataacac ttcataaatt aattttctct tctcttcatc ttccagtgta cctacagcac
  3008581 ctaaaaacat atttcggctc ttttcatccg gcatatcctc ttctgttaat tttttctttt
  3008641 ctccaaatgt aaaaccagct ggtaacaaag agcgagaagg tttgtttcct tctttcatct
  3008701 cccggccaaa atgtttcaaa ataaaatcaa ttgtatcgct tgtaattgaa acggcatcca
  3008761 ccacagtcgg aacaccaatt gcgataacag gaatacctaa tgtttcttta ctcagttcct
  3008821 tacgtttatt cccaacaccc gatccaggat gaattcctgt atcagaaatt tgtatcgtac
  3008881 tatttaccct ttcaatagaa cgagcagcta atgcatcaat tgcaatgaca aagtctggtt
  3008941 ttgtcttctc aatgattcca taaatgacat cgctcgtttc aattcctgta atccccatta
  3009001 cccccggccg aattgcacta acaggcctaa agccttcttc tacactttca ggctgcaatt
  3009061 gaaacaaatg tctcgttacc aatacatttt ctaccactat cggtccaagc gcatcagggg
  3009121 ttacattcca atttccaaga ccaacaatta aacaactcgc ttctttcgta acgccaacct
  3009181 cttctaagaa ataagaaaat tcttttgcaa aaatgcgctc tactttttgt tgcaattccg
  3009241 tatcttgttg acgtatacct tgtacttcaa gtgttaaata atttccaggt tttttaccca
  3009301 tcgattcaga ggcaacttca tcaatcgtta ctttcgtaat gataatacct tcttcttccc
  3009361 tctcttttac aataactcct tgtatccctt gttgttgctc ttcttgacgc tcttgcaaca
  3009421 tttgatgtgc ctctacagca aggtcagttc taacgctata tttacttaaa tctaatggtt
  3009481 ctttcatcgt atctcctccg taattcatag taaatatcgt tagatttccc aaagttatat
  3009541 aaggtcattc tttcctttac gtgaaatttc atagatatac tattgcaatt ctcttcaccg
  3009601 tttgatagaa tgtcacttgt tctatgttaa gaatcgagtc attcgattgc accagggagg
  3009661 tgaaaagtat ggcaaacatc aaatctgcta tcaaacgcgc taaacttagc gaagagcgtc
  3009721 gtgcacataa cgcttctatc aagtctgaca tgcgttctgc tgttaaaact gtagaagctt
  3009781 tagttactaa taacgatctt gaaaatgcta aagaagcttt caaaactgct tctaaaaaac
  3009841 ttgacaaagc agctcgtaaa ggtcttatcc accaaaacgc tgcagctcgt caaaaatctc
  3009901 gcttagcgaa acaagtaaac gcgtaaggcg tttaaaaaac gatccatttg gatcgttttt
  3009961 tttatatcca aaaaagttca cgtgctaagc acgtgaactt tttgtatcat cacatatgat
  3010021 ttaatcgcat taagaaaaac tcaagcacaa gtttcttatc catttttcca gtcttcatac
  3010081 tataatcagc ttccgccaat tctataatca ctttttttag ttcttcaaaa gagaaaaact
  3010141 tcgtttgatt catcgctaac tttacacgat atggatgtac accaatatga gaagcaattt
  3010201 gattttgtcc ataaccacgc tgctgtaact cttttacttg atgcagcaag cggaattgac
  3010261 ttactaacaa cgcaagcaat ttaatcggtt cctcctgctg cgtaaataat ccatccaaaa
  3010321 tttgcatcgc acctgcgata tcttttttta ccactttttc tgttaaagca aatacatttt
  3010381 gttcaactga ttttggcaca agctctgcaa caagtttcgg cgtaatctct ccgcccatac
  3010441 cgacgtataa cgttaacttg tccatttcct tcgccaacat cgtcacatta cttcccacaa
  3010501 gctctaacaa taaactaaca gctgcattat caatatgtac atgcccttcc tctgcacgag
  3010561 ctacaatcca cttttgaaca tcctgcactt gcatcgcatt cgcttctact atatctgctg
  3010621 ttttctttaa tagttttgta attttttttc gttcatcaag cttttcgtaa ggcgcaacaa
  3010681 aaacaagaat agaaaatgga gaaggttccc cgatatattc ttctaaaatt tttatatttt
  3010741 gttctaactt ttctttttgt gacgttaaaa ataatggtga ttttattaat aacactttac
  3010801 gttctccgaa aaaaggaagt gtacgtgcat cctcaaccac atcttctaaa tacgcttctt
  3010861 ctaaatcata tgtcacaaca ttaaactcgc gatcttcctc ttcaagcgct tctgttgtaa
  3010921 taagctttat cgtttcattt ataaaaaacg cttccgttcc atacagtaaa tacaacggag
  3010981 caaactgctt ttttttaatc tttttatgta tatcactcat actttttcct actccctaac
  3011041 ttggcaatat atattttata ctaatgccct agcttttgtt ttacaagtac aaaggaacag
  3011101 gctgtataac ccgtcccttt atttatatta aacgccacgc aataagcccc gggtttctta
  3011161 ttggtgtgcg gtaatcacct tccctttatt attcacaata aaaattcgag tataagtgcc
  3011221 aactgttaac atgcttggaa acaaaaactc acgtgactgc atgatctaaa agtagtcaaa
  3011281 acgctcgatt tctcttcata tggaaattgt agattttttt ctgacaatat tttatactaa
  3011341 agtggaatgt tggggaggga ttctaaatga atgattttga acaaaacgtt caaagtaaac
  3011401 gcaatgacgc tattgattca ggggtaggat ttatcgtctc atttggtttt ttcgcaacac
  3011461 ttttcatcat tgcaactgtt attaaattta tcggttctta aagactgctg cttactagca
  3011521 gtcttttttt atctattccg tgtttcatca tatgtgattt tgctacgaaa cgttccgcgt
  3011581 tcctctttaa aaacatagga aatagcacct tgcttatccg tgcgccatat ttcaatcgcc
  3011641 atcttctcaa aacgctctat accttcctta tgagggtgcc catacctatt ccgttcaccg
  3011701 acagaaataa tcgctatatt aggctgtacg gcgctcaaaa aaggcgttat agatgacgta
  3011761 ttacttccat gatgagcaac ctttaaaaca tccgcccgta aatctggata tgtagctact
  3011821 aaacccttct ctccttcttc taaatcacct gtaaacagcc acgttatccc tcctaatttt
  3011881 gcccacagta caattgaagc gttattttca cttctttctt tccctgttgg tgctagcaca
  3011941 aaaaattccg cttcatttac gcgccaactc tctccttccc ccacttcact tattttcact
  3012001 tccttttcta acgcctgttt ctttactgct ttttctaata ttgcctcttg ttcctttcga
  3012061 ccaaatacaa cttcttttac ggttatattt gataataatt cttgtgcagc accgatatga
  3012121 tctgcatctc catgcgttac aattaattta tcaatttttt taataccttc cttttgtaaa
  3012181 taagggatca aaacatcatt tccaacagaa aattcatgtt ttttccgttg ccattcttcc
  3012241 ttgtttaaac gaattgttcc accagtgtca ataaggtaaa tctcttgatc atacgggagg
  3012301 cgaattaata ttgcatcccc ctggccaaca tcaagaaatg taacactccc actttctcga
  3012361 aaatacggat atacataatg acctgtacta ataaaaagaa atatgcccgc aaatataaac
  3012421 accattccct tagatattcg cctttcccaa accatcaata cactaataat actcacgcaa
  3012481 tataaggcta caagaagtat aggtgtttgc ccgaaattaa gacgggtaaa tggtaaactt
  3012541 tcacaataac ttaaaaaatc attagaaaga ttcaaaccta ttgatagtac attcgcaaag
  3012601 ctttttgcaa gaaacgggat gatcggcaaa catatcaaaa taataatact acacggcaat
  3012661 acaatgagag ataaaaacgg aacgtaaagg atatttagaa aaatactata tggagaataa
  3012721 taaccgaagt gatataacaa aatcggagta ctaacgagct gtgaaataag agaaatataa
  3012781 atagaatttc taattactcc attaccactc tctagtaaga gcggggcaga taaaagtaaa
  3012841 gcaaaactcc caacaaaaga aaactgaaag ccaatattaa acacgagata tggatcaaat
  3012901 ataagcatac atatagctgt tatacttaaa gcatctaagc tagataaacg aatagaacac
  3012961 ataaaagcaa ttaacattaa aactcctgtt atagaagctc ttataacaga cggtgacgct
  3013021 cctgctaaaa tcatatatat aggaatgaag aagataagac atactgttgc tatctccctt
  3013081 gtcacaccac ttcttagcaa aataaaatac acaatcacca ttaacaatac gatatgcgat
  3013141 cctgaaatcg ccaacaaatg cacaagaccg aattgttgat attgcccttc aacttcaaat
  3013201 gtcatttgtt gtctatcacc aaatagtaac gcgttcataa aagcgcctga ttgctctgga
  3013261 aacatttctg taactcctaa gattgcttgc tgcctcaaaa gaagaatcca ttgcacaagt
  3013321 gacaacgatg ttttacggca ttcagaaata tatgtagctt ccaatatgaa atgaatattt
  3013381 tgcttatata aataatcacg ataattaaac ccatgaaaat tccgagctat ttgtggttct
  3013441 ttcctctcac catcaaatat acatgacact cctgcatgta attgtcgcat ttgtttcttt
  3013501 tccgaggctg atttcatttt gtaacttaac tgcactatat ttttattctg atcttcaact
  3013561 tgaaatgata ggcgatcccc gttaataaga ggtgtattat aaatcactcc tcttgtagct
  3013621 tcgtaggact ctcccagagg cttattttgt ccttgaacat acgtggtgta catagcgcca
  3013681 ctaaaacaca ctatcataca atataggaag gttttacgcg aagtacgata caaacaaaag
  3013741 aaaacatata gaccgagaca acaagtcagc aatacaactg aagaggagaa ggcgattgca
  3013801 atccctatta taaatgagat tgcaacgtag ccccattgtc cttgcaactc atactcactc
  3013861 cttatagcat catttttgct ttcgtgaata catgctgtaa ttcttccatt gataagttct
  3013921 ctttttctaa agatgcaaat agttctttca actccatatg acgcttttga tcctctaatg
  3013981 ctgcaatatc atattctaac ggaacgtgtt ttaccgttac attcgctttt tcaaataact
  3014041 ctacggcata cggatgattt ttataatcct gtgcataata aaccgctgta ataccacttt
  3014101 gtataatcgc cttacaacat tgtaaacacg gaaaatgcgt aacataaatt tccgcttcct
  3014161 ccgttttcac gccaaatttt gcacattgta acaaagcatt catttctgcg tgaattgtac
  3014221 gaacacaatg attatcaata acgtagcatc catcatctat acaatgtacg ccacctttaa
  3014281 ttgaaccatt atatccacca gcaataattc gtttatcacg aacgattgtt gctcctactg
  3014341 caagccttgt acatgtacta cgtaaagata gcaaatggct ttgcgtcata aaatattgat
  3014401 cccatgaaat tcgttccata ttcttcacct actttttgtc tacttgtagt gtagcgaatg
  3014461 aagaaaaact tcgtcaatct tttacggaat aataatttga tcttttattt tttccagaga
  3014521 cttcacacca atcccatcaa tctctaacaa atcttctatt ttctgaaacg gaccatgttc
  3014581 ctcacgatat ttcaaaatac tttctgcttt cctagaaccg atacctgtaa ttttttcaag
  3014641 ttgttcttta gaagctgcat ttattcgaac tttctcctcc ccctttgaaa cagcagcccc
  3014701 ttcctgcact tgttcatttt tatccggcac ataaaggacc atttggtctt gtaccacttg
  3014761 cgctaaattt acctttttcc tatctgcctc gggtaaaaaa ccacctgcct tctcaatggc
  3014821 atccttgacc cggtctcctt ctttcatttc atacactccc tctttaacaa cagccccttt
  3014881 catatcaatt acaattattt ttttctgcag ctttgtatcc gatattttcg gtttactttt
  3014941 tttctctatt tctttcgctt gaacatccgt tgtaatgacc gagcgctctg tatgctcgtt
  3015001 cgttttccaa aaaagaagaa aaagtacaat cccaataata gctactagtc ctaaccattt
  3015061 ctttggaaaa tcccacatca ttttacacct ctaatcataa atttataaca tcattcatat
  3015121 tgtttaggag aaagctgtta cgaaggaggg atgaaacatt gaacatagga attataggga
  3015181 caggaaacat ggggaatata ttaatcgatg catttttaga aacccgtgct gtcaaacctt
  3015241 cgtgccttac aatcattaat cgaacgccag ccaaagcata tcatataaag gaaaaatacc
  3015301 cttctgttca tatagccaaa actattgata aggtaatcga acgatcacat cttattttta
  3015361 tttgcgtaaa gccgatagat atatatccga tcctacaaaa atatgctgaa catttttctg
  3015421 atgaaaagtg cctagtttct atcacaagtc caatatctcc atcacaatta gagacacttg
  3015481 taccttgcca tgttgcccgt attattccga gcattacaaa ccgcgccctg tctggcgcat
  3015541 cactatttac atttggaaat aactgctctg aagaatggca acaaaaacta tttcgtctat
  3015601 tcaaaaatat ttctactccc cttgtaataa aagaagatat aacacgcgtt tcatctgata
  3015661 tagcaagctg cggccctgca ttctttagtt atttattaca atgtttcatt aacgctgctg
  3015721 tagataaaac aaatatcaca catgaagaag ccactacttt agtaagtgaa atggtcgtcg
  3015781 gaatggggga actacttgaa aaagggattt tcacattacc tactttacaa gaaaaagtat
  3015841 gcgttaaagg cggcgttaca ggagaaggta ttcgtgtttt agaagaacat gttggggata
  3015901 tgtttcataa attaatcgag cggacacacg agaagtttga tgaagattta aaatgcgttg
  3015961 atcagcaatt caataagcac acataataaa tacgtcatcg ttattccaaa tcctttttat
  3016021 aaatacttac tttttcacat tatattttca cttaaactag cattttcaca cttcacacat
  3016081 atcattttct tattattcta gaactaaaat tacagctcct ttacaaaaca aaagcaacct
  3016141 tctcggttgc ttttgtttta tccgtttttc ttcgccatga agaaaatacg ctctgtttgt
  3016201 tctgtaactt caagtcgctc aaagtcacca gttacacgaa gtactgtaaa accagcctct
  3016261 tcaagccatt tcgttaactc ttcaaccgga tatgcacgtt gcacgtgaca ttcatcaaaa
  3016321 cgatgataca catcttcttc tgggtcttga acaaagaatg ttaaatcatg ttctacacta
  3016381 tttgattctt caccagggaa gcaattccaa ataagagata tttcttcccc attcactgtg
  3016441 tatgtttcat tttgaaatac atgatgtatt ttatataaag aatgtacatc aaataaaaac
  3016501 aaaccatctt gacgtaaatg atgaaacact cttcgaaatg tttcttgtac gccatcttct
  3016561 tgcaatacat aatttaatga atcacaaaag attgttacac aatcaaactc acccggaaca
  3016621 tcaagttcgc gcatatcttg ttggtaaaaa ggaataaaat gcccttctcc gcctagtttt
  3016681 tgctgagcga ctgctaacat ttcttctgaa agatcgacac cgactacatc gtaacccttt
  3016741 tgtacaagcg gaagcgttac attaccagta ccgcatgcta catccagaat ctttgcctct
  3016801 ttcatatccg cttgttgtaa gctttcctct gtgaattcca cccatttatc ataagggacg
  3016861 tcattcatta gttcgtcgta caacaatgca aattgttcgt agttcattgg cctaactctt
  3016921 ctgtaatatc ttcacgtggc acatcgcccc atagacgctc taaattatag tgattacgct
  3016981 catctttata gaatacatga gcaactacat ctccaaggtc aactaacacc cagcgtgctt
  3017041 cgtcaaaacc ttccatacgt tgtacatcga tttggaactc gtgtgctttc gctttaattt
  3017101 cacgcgcaat ggcttgtact tgcttatctg agttaccgtg acaaataatg aaataatctg
  3017161 caattggtga aataccttgc atatttagga caaccatatc ttctgctctc ttatcatcag
  3017221 ctgcttttgc tgctaatact aataaatctt tatctttcat ttacttattt cctccttgat
  3017281 aactgcgttg tatgtttgga atgttaatgg ataaatcgtt tgattttttt ccattaaaaa
  3017341 ttaaattgtt ctctttaacg caaataataa agcttgattt atatccgcat atgcgagttt
  3017401 acgagcttcc tctacccccg gaaactttcg cccaggttca atgtaatcag ctacataaat
  3017461 tactttatct aacatcgtca ttttctcatg accacttgta tgatatgtaa tagcttgcag
  3017521 aatttcagga tccgtaatgc ctacttcttt ttctactaag tatgccccaa caggtgcatg
  3017581 ccataactct ttgttataac aaagtaaatc tttcggcaaa tcttcacttt taatgatctc
  3017641 ttccatctct gaaatcgctc tacacttcgc ataatcatgg aatatagctg caacttcagc
  3017701 ctttttttca tccacaccgt ataatttagc aagttcaatt gccgtctcca ttacaccaat
  3017761 tgtgtgtata taacgttttt catgcatttg ttgtttcaca atatgaagtg cttcctcacg
  3017821 attcatacaa cccattcctc tcgatatata cctgtacttt ttcaggaagt aaatatttac
  3017881 atgttttctt ctctttatat ctctcacgta ataaagatga agaaactgca aactccggaa
  3017941 tttccacagt cgtgatagga taaggtgtac gcaatttata accaggtctt gcaactccaa
  3018001 caaacgttac aagatcaagt aacgcttcaa tgttatacca ctttggtaaa tactcaacca
  3018061 tatctccacc aataataaag tgaaactgca catccggata cttcttcgtc aattgtagca
  3018121 tagtgtcata cgtataggat gggcccttcc tgcttagctc ttctaaacaa atagaaaaat
  3018181 gttcctctgc ctcagtcgca agttctaaca tttgtaagcg actttctaca cttgtaatat
  3018241 tccgcccttg tttatgcggc ggaatttggt tcggtaagaa ccatacttct tctaaattca
  3018301 aagcgtgata tacttcattt gcaattagca aatgcccata atgtggcgga tcgaatgtac
  3018361 cgccaatgat gccaattttt ctcaaaagaa acgccccttc cttttacata cagcaactct
  3018421 cttcatttcc atccgaagag agtttactgt taataaaagt tcaattggtt tcgatctcta
  3018481 caccattact agtgataaaa atagcgtatg ctatttttat cgaggaagtt taatttgctt
  3018541 gttttctctt gattctttgt ataaaacaat tgtacttcca attacttgaa cgatttcagc
  3018601 acgtgcacct tttgcaagtt cttctgcaac ttcacggcga tcgaattcac agttttgtag
  3018661 cacacttact ttaaataact cacgagcttc taaagtatct gcaatttgtt taatcatatt
  3018721 ttcatttact ccgccttttc ctacttgaaa aattggtgtt aaatgatgtg cttgtgcacg
  3018781 taaaaatctt ttttgttttc ctgttaacat atatgttagc ctccaagctt tcttataact
  3018841 aattgtttca ttcgttcgat attcggtacg caacctgtcc acatttcaaa tgcaagcgct
  3018901 ccttgataaa caaacatatc aataccattt tgaatgattg caccttgctc tttcgcctca
  3018961 cataaaattt tcgtttcaaa tggattataa attatatctg atacaattgt tccctttttc
  3019021 aacgaagaaa tttgtaacgg cgtatgttcg acgcgtggat gcatacctat cgttgtcgtc
  3019081 tgaatgataa tatcataatt cccttgttct tttgttgctt tttctaatga taaagcaaca
  3019141 gaatgaacag tagctgtaca tgcagcaata agttctttcg ccttatctac tgtacgatta
  3019201 gctacatcaa tctctttcac ccctgcatca gcaagtgaaa aataaatagc tcgactagca
  3019261 ccgcctgcgc caagtaataa aatacgtttc tcttgaagtg gttcactact aatggattgc
  3019321 agtgctcgga caaaaccaat tccatctgta ttgtagccaa tcaattttcc atccttatga
  3019381 accaccgtat ttactgcacc aatttgtttt gctagcgggt caatctcatc caaataatcc
  3019441 ataatcgcaa ccttgtgcgg agttgttaca ttaaatcctg aaatacctaa cgcttttaaa
  3019501 cctcttactg cttcccctaa cacttcctct ttaacaagaa aggcatggta atgggcatcc
  3019561 atcttcaagt gttcaaatgc atcgttatgc ataacgggtg ataatgaatg tccaattgga
  3019621 tttccgatta caccatataa tcgtttcata aatccctctc catattaaat taaagattta
  3019681 cgtaatgaaa cacttactcc ttttggtacg tgtgcaacaa tttttgctcc tggttcgttc
  3019741 acagtaaccc atcctaatcc agagaataca acatccgttt tcggttcacg aatattaaac
  3019801 tcgtatttca ctagctctgg catattttct aattcttctg gtgttggcgg gcttagtaaa
  3019861 tccccagcat gatttttata caattcatct gctttctcaa gctttgtacg atggattgtt
  3019921 aagcgatttg agaagtgaca agtaaatgca cgacgaccgc cacttacata atcaaaacgt
  3019981 gccagtccac taaagaacaa tgtttgttct tcatttaatt ggaacaccat cggcttaatt
  3020041 tcttttgttg gtgtaataag ctttaagctt tgttttccaa cgtaatgagc catttgatgg
  3020101 tggttaataa tacctggtgt atcatataaa gaagattctt cgtctaacgg gatatcaatt
  3020161 aaatcaagcg ttgttcctgg aaaatgagat gttgtaatta cattttcagt ctcatcacta
  3020221 aattctttaa tcatacgatt aataaatgtt gatttcccta catttgtaca tccaacaacg
  3020281 taaacatctt ttccgccgcg gtaatactca atcgcatctg ctagctcagc aatcccttgt
  3020341 cccttcgctg cactaattaa aaagacatct tctggcttta atcctagctg ctttgcacta
  3020401 tagcgcatcc agtgctttac tttatcatgt tttactgact taggaattaa atccgcttta
  3020461 ttcccaacaa gtaatacttt attatttccc acgaaacgat gtaagccagg taaccagcta
  3020521 ccattaaagt caaaaatatc tacaatttta actactaacg catccgattt tccaataccg
  3020581 tttagaatac gtaggaaatc atcatctgtt aatgagacat cttgaatttc gttataatgt
  3020641 ttcaatcgaa aacagcgttg acaaattact tgttcttttt ctaaagatga ggcaggagca
  3020701 tatcccactt catttttatc ttctgtttga atttctacac cgcaaccaat acatttaatt
  3020761 gtttcagtca aactttattc ctcccagtta attaaacctt ttttcttcat gtttctcata
  3020821 attcttcgtt caatttttcg attaaagcgc gttactaatc cgtctgtttg tgctactggt
  3020881 acaactaaaa ttgtatgcag tccaactcgg tttccaccta gcacatctgt cagtaactga
  3020941 tccccaatta ctacaacttc atctggttgc aactgcatct ctcgtatcgc acgcttaaac
  3021001 gcacgaacaa atggcttacg cgcactatga ataaatggaa tgcctaatgg atcagcaaag
  3021061 tctttcactc gttgctcatt attatttgaa acgaccgtta cttgaatgcc ttgctctttc
  3021121 attttcaaaa accattcttc aagttgtggc gttgcattcg gacgatccca ttcaattaaa
  3021181 gtgttatcta aatcagtaat aacaccttta attccacgtt tcttcaaatc ttctggttga
  3021241 acgtgatata catttttcac atattcattt ggtaaaaata gtttcaattt ctttcacctc
  3021301 tttgaggagt tttcataaaa atttttcgac aacatatttc gatatatggc ctgtggataa
  3021361 aattgtacac attttccaca ttaatatttc agttgatttg gaatttacta acaatctata
  3021421 cacattttat ccacctaggt ttgtggataa ccactcgttt gtgactgtca tatttttttg
  3021481 gtacattaaa tgcaacaacg aatcaatcct tatattatta ggaggtgact caccttgaaa
  3021541 acaaaacata tggaacagtt atctactgag tcttattata aagcaaaaga actaaaatta
  3021601 aatcccgact tcattttact tataaaacaa gaaattatta gacgctcatt agaggacaag
  3021661 cttgtcaaat cgtcttgatt acatataaag aggaatttta attaactaac ttgtaaaaag
  3021721 agccatcctg cgatggctct cgaataaaca aatactccca tctagggaat ttcatcatta
  3021781 cgcatctttg tccataaatc ttgcttacag ttataaaatc ttttttactt atgagccaat
  3021841 cgagtagcaa ttttttcacc aaggcgaagc tcttgtccac tcttcaattc ttgcactact
  3021901 tctatcatat ctttttcaaa caataacaca actgttgaac cgaatgtaaa gtatgccatt
  3021961 tcttcacctt tttgaacagt gtctctttca tgcagcagct caatactatt tacaaacata
  3022021 gctcctactt ttacaagcgc catatgttca ccgtcactat tcacttctgt aacggagcga
  3022081 tagttttttg acaatggttc tttcccgtat tccataccag ctgcatttac cggatatgat
  3022141 tttctaccga gtacaaatct ttcagtcaca gaaccagaaa gcggactatg aatacgatga
  3022201 taatgacttg ggcttaaata aataaccata tatgtaccac ctgcatatcg ctgtgcacgt
  3022261 tcttcattac ctagcatatc cacaatcgaa taacgctttc ctttaatatc aaatgttttt
  3022321 gtgtcctcaa taggaccgtg atcagcaaaa acaccatcaa caggactaac gatactcgat
  3022381 gcatctgtat caatactacg ctttccttct tttagcttac gtgtaaataa ttcatgcaat
  3022441 gttctatatt ccttcaaacc cttttccatc tcatcttgat taatttgaaa cactttcgca
  3022501 tacgatggaa taatgataga gctcaaacga gattgtgcaa atttacgtaa tgtataagaa
  3022561 gtaaaacgac catttgtaag ttcgatcata agtcgatata atgtacgtcg caaattgcgg
  3022621 aacctcctaa tcagtcttat aactttagct tccccttctt ttccttctat atcatatgta
  3022681 aaattagttc ttattcccac atatcatata gaaccgccat attatacatg cagaaaacta
  3022741 agtatggtat tattcttaaa ttgtttagca ccttctaata ttacagatag aatccgtcat
  3022801 tttcaacagt gaacatggat ttcttctgaa cacaactctt tttctttcct tatttccaaa
  3022861 aagaaaagca gcccatttta aaatacggct gcttgtaatg tacattattc ttttgctttt
  3022921 ttctctttct ctgctcttac aaattcatgg aacattttca ttaaagcgcg cttttcaatt
  3022981 cttgatacat agcttctgga aataccaagt gccttcgcaa tctctcgttg cgtcttctcc
  3023041 ttatcaagcc ccagtccaaa acgcttcacg attacttctt tctctcgttc gtctaaaata
  3023101 tcgatatact ctttaatctt ttctaactcc atactaagct ggatcatgtc aattacatct
  3023161 tcagactctg attttaatat atcaataagc gatatttcat tcccctcttt atcttgcccg
  3023221 attggatcat gaagtgaaac gtcctttttc gttttcttta atacacgtaa atgcatcaaa
  3023281 atttcatttt caatacagcg tgctgcgtac gtcgcaagtt ttgtaccttt tcctgccgaa
  3023341 tagctctcga ttgctttaat gagcccgatt gtaccaattg aaattaaatc ttctgcatct
  3023401 tcccctgtat tttcaaattt tttaacgata tgagctacaa gccgtaaatt atgttcaatt
  3023461 aacagattcc tcgcttgagc atcaccttgc tccattaact ctaagtactt tctctcatcg
  3023521 tctgatgata atggctgcgg aaacgcattg ttcttcacat aagaaacaaa aacaaacact
  3023581 tctcgaacca tatatccaat tgcggcgaat agactcaaac ctttcacctc cgccaaaata
  3023641 gtggtcttta ctaagtgtat gtgggcgtga ggttgtttgt gtctgtacag tttatttata
  3023701 aaactcaaca cttccaatat ttaaaatatt ttattgttat attataatta tataaaattg
  3023761 ttatttatat atgaatatgc tattaaaggg gacactattc atgctcacat tagatcgatt
  3023821 attaaatgta acaatttatt taggggtatt tttacttttc atttcattca ttacttttgt
  3023881 tattaagaga gggcctgatt tattattttt tcaatttgga atttccttat tttttggagc
  3023941 tcaaattata attggaatga aattttttca taactatggt ttctcctttc actcaaaact
  3024001 agaactactt atctttattt tctatgtaat tggatttatt acatgtatac tattgttctt
  3024061 tcactttcaa aatccctatc gaatttttta ttaatttgta gttttttatt tttaactgga
  3024121 tccaattatt actttaaaga aacattaaag tttagtgaaa aaattccaaa gcaacataaa
  3024181 acttttttaa gtacacaaga agaagactct ttcccaaaag aagtgcgtaa attttcggag
  3024241 gattacaaca acataataag aaatgatttt tatgaaatac cgatgattcc tactgaatta
  3024301 cagattacaa gcaaaaaaga ttcttcccat agtacatctt tcttagttga acttcataat
  3024361 atagaggatg aaattactga tgactctgta caattaactc catcagaccg tttttatata
  3024421 ctgttaaata cacaaaaaac aaaaatatca aaaatagtat atgaagggcg agattttttc
  3024481 acattaacag tcacactaaa ggctcttaat ttacagcagg aaccagaaat tcataatatg
  3024541 tttttagaaa tagataaacg tagagcaatg aatcttcttg atttcgaaat taaagcccat
  3024601 tctaaagaat ggaaagtaac atttaaaagt gatagttctc cttccaacct tcctatcaca
  3024661 tttacatttg aaaaacgaac aggcaaatta taaaaataaa aagagttatt ttctttgaaa
  3024721 aataactctt tttattttac ttgctccaaa ttttctcacc agtatgcgca tcaatataac
  3024781 gaacttctcg actaccgtcg aagaattctt tataattttc acacgttgtt tgtttataca
  3024841 gcaattgata taccgtttcc tctacatcat gatctataga ccattctaat ttaactcgga
  3024901 tagcatctct gtatatttct aacgcttctt ctttcgttac ttttggtgtt gtttcgtatg
  3024961 taagtaattt ttttataagg ttgctagact ctccagagta gtgcatcaca gcaccgtttt
  3025021 ccgcattgat gttaattata aattggttat actctgccgg aatatcattt atatatagag
  3025081 aaaaaataaa tctttcaatc ccatcttcag cttcttcacg ttccccccaa agacgcagat
  3025141 attgtgtgat atctggaata acttgttcca aaaattgaag tgctttttgt aaacattcct
  3025201 ctctaggcag tatttgcttt acttctttat catctgtcaa ttttataaaa ccagttaatt
  3025261 cattggttaa tttatcaatt gtaacgctaa ctaaattatt atatttcagc atcggtaaat
  3025321 gctttttaaa gaattcattc attaaatatg gattcttttc ttctttctgt ttttgtaatt
  3025381 cctccttcaa aacaaatttc atccttattt cattatcatt ttccgtctca tctacttttg
  3025441 caaaactttc tttatcccag tcaaataatt cgaatatgtc atcttgccgg ttaccttctt
  3025501 ctattttttc aacaactact gttggcggta atttataatg ttctggccca tataaatctt
  3025561 tacctgtact tgcatcaata catgcatgac taggctctgg ttcatataca agatggtacc
  3025621 cttttacttc ttccctgttt tcatacccac atgaagagta tgttaaatct acaaatacaa
  3025681 gtctcatatc ttgtctagct ttcaaatttt ctaaaacgac gttctcctca acaatttcat
  3025741 ttggccatga tggttttttc tctatcgctt tttgtccatt gtaatggaaa tccacaacat
  3025801 ttcctgaagg atgaacttgc acaacacacc ctgtattcgg caatggatag ccattcactt
  3025861 cttgcatata atttacttct ttccaaccgt gcttgtcacc cttaacaatt acatatgtat
  3025921 aaaattcaga gccttctttt gtatattttt ttaagaatgt atttgcaatc tctcttgctt
  3025981 gattgtcctc tatcgctttc tcactgctcg aaaaagcttt ttcatcctct atcctaaagt
  3026041 caattaaact accagtatgt ctattcaacg taatctgtat tgttctctcc tcatccgctt
  3026101 tatgctccca ccataataga tgatatgggt catccacacc ttcttgatca tctacaacaa
  3026161 gcctataatc atctggaatg ttaataatat gaaccacttg ctcttttctt tctttatctt
  3026221 tttgattcat cataccgctc ccttttatta caaatttaag gtaattataa caaaaaaaga
  3026281 ctagagatat ctctagtctt ctacttcgtt tcacgatgta acgttactcg ctttaatcgt
  3026341 ggacaatatt tttttagttc gatgcgctct ggattgtttc gtttattttt tttagaaata
  3026401 taattacgat caccgcactc cgtacaagct agtgtaatat ttacacgcat atgtaattct
  3026461 cctttctttt aaagatcgca aactaaatcg taatgattac gatttatata ttatataact
  3026521 tcattctatt tgtcaattgc aaaataaaag ggatctaaat agaacccttt tatttaagta
  3026581 atctatacct tgtattaaaa tgtttcatat gtaacaaact cactaatcgg ttttcgatat
  3026641 cctcgtgggc gagttttagt agtatcactt tttcctatcg taatcattaa aacaggtact
  3026701 acatgctccg gcatatttaa ttcactttgt actgcttttt catcaaaacc gatcattgga
  3026761 cacgtatcat agccataata tttagctgcg tacataaaag tcatcgcact tagcgaagca
  3026821 tttctaatcg cttcctcttc catgaagcgt tctccttttc cttcatataa ccctttcgtt
  3026881 tgcttaattg tatcttcata ctcacattca tcaatcatct ttaaaacctt cataccgaaa
  3026941 taaatatttt cgacattttg atatgctctc ttatcaccac aaacaagtat taccgcagat
  3027001 gcactcgata ctttatattg cccgaaagct aactctttta atctttcttt gcgctcttga
  3027061 tcacgaatta caacataatg cgtatgttgc aaattgtaac aagatggaga gagttttgtt
  3027121 agctcaaata ttttcttaaa atcctcatct gggatttcta ttccttgtac aaatttcatt
  3027181 gcagaacgtc tagcaattgc taattcttca aaattcaccg tataacctcc ttaataaccg
  3027241 taaatttaaa tatacattaa tccaaacaaa taaataaatc aaatgaaaac actttacatt
  3027301 atgaataata atgatgattt acaaaaaaaa gacaaaaagc tgaaacaatt agttcatacg
  3027361 aaattcacac gaatctatta ctatagaaat tgtacatagt gaatttatta acaatcacgt
  3027421 ttattcatat agaattttta atcgaaagga gttgaaagta tgaaaactaa atatcgcttt
  3027481 atgatctcat catttgctgc ttgcgcttat atgctttggt atttagtata ataacaacct
  3027541 cacttgtaaa taggaaaagg tgtgtatata aatggaatat aatcaatcaa cagttaacta
  3027601 ctggaaagct tttgtactac catatacatt tgctttagaa gagttaaaaa ctaaatttga
  3027661 aattatgaac cgggaagccc aatttttaga ggattacaac ccgtttgaac atataaaaac
  3027721 aagattaaaa caacctgaaa gtattattaa aaaacttgag cgtaaaaatt tattaccgac
  3027781 agttgaaaat gcgcaaacgc atttacaaga catcatcggc attcgtatta catgttgctt
  3027841 cgtagaagat atctatcatt taaaaaatgt cattcaaaaa cgtgaagata tggaaatcat
  3027901 agaagtaaaa gattatatcg ctaatccaaa aaaaaatggc tataaaagtt tacacatgat
  3027961 tatcaaatac cctttatcac taaattctgg tacaaaagaa gtctttgcag aaattcaatt
  3028021 acgtacgctt gcaatggact tttgggcaag tttagaacat aaactttatt ataaatatga
  3028081 aggaaaaata cctgagtatt taaaagatga actacatgat gcagcaatga aagctgaaga
  3028141 tctcgataat aaaatggcaa ccattcgcca agatattgat gatatcgaag catgctcaaa
  3028201 tcaaattatg ttaccactat aaaaaaaggt tctcgccaat gagaaccttt tttgctattt
  3028261 acgaaaagtt ctactttatt tcttctctat cgtgcgaacc tcttcaattt tccaaccatc
  3028321 ctcttctttt ccaattgcat actgtacttt tttctgaaga gtgatttctc catctatttc
  3028381 cttttctttt gtttcaacaa caacataccc tgctttacta gcttttatgt ctatatgttc
  3028441 caattcaatt ttcttatttc ccttttgaaa agctgcttct ttttgcgttt ttaagtcttc
  3028501 ggcactaggc atcttctttg aaaataattc tatatgttca gcaagatttt tttcatttgt
  3028561 tgtccttaca aatttatcca taacatcttg aatcgatttc tcttcttctt tcgttatttg
  3028621 taccttttcc tcagcttttg tagtagtagc tttttgttct atcttattct cttcggattg
  3028681 acatccaact agcaataata caactattag aaaggggcct atccccctga aaaaagctct
  3028741 catcttccca tctcctaaaa agaaaagtga ggcatttcgc ctcactctca tttataatta
  3028801 gcgtcttcct ttattcggat caccaccgcc aacaatatca aagacacgtt tagcgagatt
  3028861 tgtattctct tgaacgccag agaacaagta tttaccaggg ccaaatgcat atacgtttac
  3028921 atcttctcct gtatgtccac ctgttgtcca tcctgtaacc gaacgcttat tgaaaatatc
  3028981 ttcaatcgca ttatcaatct ttgttacatc ttttgaagga gcgatatcat ttaccgcttt
  3029041 aatttcttca ggtgttaatt gtaaatcaat atattttttc aatgtttctt ctacatttgc
  3029101 accttttaca atttcatttg ccatgaagtc cggtgtgcgt tttgcagctt taattggatc
  3029161 tactttaaag ttgtactcac cattcgcacc taaagataac ccgccagtag cgtgatctgc
  3029221 cgttgcaatg actaacgtat ttttatcttt tttcgcaaac tcaatcgcag ctttaaatgc
  3029281 tttttcaaag tcttccatct cactcattgc accaacgata tcattatcgt gtcctgccca
  3029341 gtcaatttgg cttccttcaa ccattaagaa gaaacctttt ttatttttgt tcaaacgctc
  3029401 aattgctgca tttgtcattt cttctaatga aggtgtcttc tcattgcggt caatcatttt
  3029461 atctaaaccg cctggtgcaa ataaaccaag aatttgatca tttttatcat ttaacaattg
  3029521 atctcgatct gttacgtaac tataaccaga tttcttaaat tcttctgtaa gattgcgatc
  3029581 ttttctaaca aagtttttta cgccgccgcc aagcataaca tctactttat gcttcccttt
  3029641 aattttctca tcaaaataat catttgcaat tgcgtccata cttttacgac taatgtcatg
  3029701 cgcaccgaaa gcagctggtg ttgcatgtgt aatttcagaa gtagcaacta atcctgttga
  3029761 tttccctttc tctttcgctt gctcaagaac agttttcact tctgctttat cattatcaac
  3029821 tgcaattgcc gcattatatg ttttaattcc tgctgacata gctgttgctg ctgatgctga
  3029881 gtctgtgata ttttcatgtt catcttccgg atatgttttt tgtgttccta caagatgttt
  3029941 atcaaactct gtagattcca tctcgaatgt ttttggatta tctttcatat aacggtgagc
  3030001 tgtcatatat gaagggccca taccatctcc aattaacaca ataacatttt taatctttgc
  3030061 attgcttccg ttctcatctg cgctcacttc actagaacgt gtaaaattcc atgttgctac
  3030121 cgaagtaact gctaatgatg ccacaactgc aaatggccat gcttttttca caaacttttt
  3030181 cactgtcttg tccccctaat taggttattc atttcccact atcaaattta atagaagact
  3030241 gttaagggaa aattagttat atgtaaattt tttgttaact tatgtaaata tcagttataa
  3030301 tttgtataac tttgtctttt catatcaacc atcttcgcct ttacaatcaa aatataaaca
  3030361 agttggattt catttaacgt aaatctctta tttaacattt tccatctact tttataaaaa
  3030421 ttaatagaaa tgtggtgaat atttatgaaa ataataaagc tagacaaaac ttatattttt
  3030481 gatttattgg acctttgcaa agctattgga tggttacaag ataaagcatt tatgaaaaaa
  3030541 caattcgaaa tgtatctttc tctcggtaca cttgtcggtt atatgcatga aaataaactg
  3030601 attgcagctg gaggagtatt cccttttaaa gataggtttt ctactattgg catgttaatc
  3030661 gtccatccta attttcaagg ccaaggcatc gggcggactt tgcttaatca ctgcttagaa
  3030721 cacactcatc caaaacagcc aattgcactt attgcaacaa aagctggcga gcctctgtat
  3030781 acatcatgcg gatttcaaac agtaacgacg attcatcgtt ttgaaaaaca aactactaag
  3030841 acacatatca ctcctacaaa acaagtaaaa gaaaaagatc ttatatctct tatttctctc
  3030901 gatcaaatta caactggtgc cgatcgttct ttactttatt cattactatt accaaaaacg
  3030961 aaccactctt ttaaaattga gagacataac tgtatagaag ctttttcctt atgcatacaa
  3031021 aaaggtaata tattatgtat caatccactt atcgccaaac gagaagaaga tgctattcaa
  3031081 ttactacaaa acatatgtga atgttggaat ggcacagtac gaattgatgt cccacattca
  3031141 caatttgtat ttcgcaaatt ccttcaaaca gaaaattttc aagaaacgct cctttcacct
  3031201 cttatgataa aaaatggtag ccaacttcct ggaaatcgta atatgctatt tgctatgata
  3031261 gatacagcgt tatgttagaa aggggacacc taattgaagc gatttagcta ttttatggta
  3031321 ggttgtctta ctcttacact attagtagga tgtagtgcag cagaaaagcc agtagaacaa
  3031381 gtaaaacaag ttaaaaatac acttacagca aaactagcta ccgaggaaaa aatgatagaa
  3031441 atagatggtc aaaccattta cttcaaaaag attggtaatg aaaaaccacc tttacttatg
  3031501 atccatggat ttggaggatc ttcagatggt tttcgaaaga tttattcaga tttagcaaaa
  3031561 gatcatacaa ttatttctgt agatgcttta ggattcgggc gctcatctaa accgatggat
  3031621 ttttactatt ctttcccgac tcatgcaaat ttgtattata aattaatgaa aaaactaggt
  3031681 tacgattcgt ttgcaatact gggacactca atgggtggag aaatttctct taatttaaca
  3031741 tatttatatc ctgaagccgt tacccacctt attttaactg acgctacagg cggtgctcat
  3031801 acactagtga ataaacaagg ttcaccaaaa ccccagttgt cgactgattt acatactgtc
  3031861 tctgctattg cagattatga tgaaagcaaa gtgaaattta aacgtaatga tgaagaacat
  3031921 tacaataaaa tgaaattatg gcctagacgt cttcaaatca atgcaaatga aatacaacaa
  3031981 ccaactttaa ttatatgggg aagaaatgat agtagcgttt catggaaaga aggagaaacg
  3032041 tatcatcaat tcttaaagaa tagtactttc catattatcg aaaagggtta tcatgcaccg
  3032101 tttcgtcaag agccacaaga atttgtaggt tatgtaaaag aattctttaa aaacaatccg
  3032161 atacaagctg aaaaataaca taaacgggta tctcattttg agatacccgt tttcatatat
  3032221 taagcagctt gcttttggcg tttttgagtt tttgatccta atacttttgg gataacgaaa
  3032281 ccgtcaatcc caaatttacc agcattcata ccagaaacta gaaggaacat agataagata
  3032341 accatttccg gattcactcc aattgaccca ctaaacatat aggaaaagtt cattacaagg
  3032401 ccgaaaaaga ccgctgtttt tgttaaacag cctacaatta aaccaattcc gactaaaatc
  3032461 tctccccatg ttacaagtgt attaaataga tcaacgtttg gaattgcgaa atcttgtaaa
  3032521 aatgatgccc accaagattg aacagccggt tgtgcacctt tagatttttc aattgcacct
  3032581 tgtaaataac cagttgcatc gaaacctttt ccttgtagtt taccgattcc agccattaac
  3032641 catgtgtaac caagatacac tcggattacc gctaacacaa aagaaactgc tttgttttct
  3032701 cttaaaaatt gaataaccat atcttcctcc taaagttgta attaatttag ttacaggtaa
  3032761 tataataaca ttagttactt attttacaaa tgttaattat gaataatttg tgacatgtgt
  3032821 atgaaacatt aaaaactaac gtttgtatag taacttttat tacttgtaaa aacttgaaca
  3032881 tatcatacca taagtgataa tggttttcat tgaagaaaat gtaaaaaaat gtgagttaaa
  3032941 tgtgaaacac gtttattcga atatagaata aatgtgtttc acactactta tataatcgaa
  3033001 atgtatgtgt ctctttatca attaaccgtg cttcttcaaa agcctctcct aacgtttttt
  3033061 catggttaat aatcccgtaa aataagcgta ttgtaaacat aagtgctgca tttccatcca
  3033121 cataatctat cgatccaata tacgatttcg ctccactgcg taaaaaagat tctgctagtt
  3033181 ttttctcccc taacgtacac ccactattta caatatgtgt attatgcaat tttgcatatt
  3033241 tataaatttc tgctgcacca aagtaccccc gcggttcatc ttgttcgtat atatcttcac
  3033301 ccaactcttc catgacaaac tttccttcct caccatgaaa gcaaaagacg acataattaa
  3033361 tatcgctata taaacccttt ccagaaagaa tgtcgatgaa ttctttcggt ctaccaatcc
  3033421 agtacgttat aactttcgcc ccaaagtatt caagtgatgc tcggattgat tgtgcctcta
  3033481 aatcagaatt aaagccaact actagtgcaa cattcaacat acacccacca tcctataatt
  3033541 agatctcctc aatcaaactt ttaagggata catccatttc atatataccc gtttcttgca
  3033601 aaaaatcagc tctagttaaa acgacttttt gtaaatattg ccgatacgca gtaattgtcc
  3033661 cgtcgtgaga tacaatgcaa attctttcag cgcccagttc ataacaccaa agaagaaatt
  3033721 tctctactat tcgctgaaag ctattttctg aaatagtatt tatgccttcc gtccatagct
  3033781 gtttatttgt acttttctct atcgaaaaat tcgaaaataa tttttttatt ctcccctgat
  3033841 ctactatgtg atcacatggt aatgttgtcg ctccttctcg ataaggaaaa atacgtgggg
  3033901 atacatatgg atggacaatt ttttgacaag ctactttcgc actccatatt gttgctgttt
  3033961 gtaaagttct aattgtagga ctagcaatta atatatccgt ttcttgcaag ggtacattgc
  3034021 attgaagtaa tttagcctga ttccttccct catccgttaa cggtggatga ggcacttgta
  3034081 aacttgatgg cgaatctttt gtatgttctc cttcaccgtg ccgaacaaag atgagtttca
  3034141 tccccatcct cctctcacta taaaatcctc ttacatattt cttccctatt ccatccttta
  3034201 ttcctgctat atgaaaaatc gatatgtaaa aaacatttga cacaacaagt tggaaaatat
  3034261 tacaattata tgtgtaaaat actttttaca agagagagga gaaacatgca tatgaaatgg
  3034321 ctaaccatct taattggcat gattatatgg ggatatataa acggattttt tagcagtgat
  3034381 aaaactgcta acccttggat tacagatgat gaacgcgaaa caaaaattaa gcaaaaggca
  3034441 atcattgcaa gctggtccgg tgtttttatg ttttgtacca ttaatctctt aaacaaatgg
  3034501 ttaggtatag aaacgagtaa tacatcacca tacttaccaa cttctgtcgc aactatttta
  3034561 aaagaaaatg tagagttaca aattttattt atgctattta ttacgtatgg catattttac
  3034621 gtatactatc gaagaaaact aagcgcttaa ttttttatct catgattatc ctcctaaatg
  3034681 gttatagtaa ttaggacaag atgaaaggag cgatagaaaa atgagtaact cgaatgactt
  3034741 tttagataca ctgcatgaaa aacaagcaaa agatgaacaa aatagaaaac gtcagggaaa
  3034801 cggaaaccca gcgaaaaaga agccaaataa aacacataaa taagaataaa aaacttgcct
  3034861 aaaattatct tttaggcaag ttttttattc ttatttcacc gagataacat gttcccaatt
  3034921 ccatttctcg taataccact ctggtacatc tatattttca atccacttca tttcatgctt
  3034981 tccatcctta tgagcaagcc atacatccgc tttcttacgg tctgaacgta tccatattaa
  3035041 ttgattactc ttattcatga agagcggatg ataatctcct tgcctatgag gtggctttgt
  3035101 gattcgatgt tgttcgtcgc ttgtactatc gatctcatat aaagatggta gtggcctttt
  3035161 ttctggtgga gtttctatcc ccgcttcttt tgctcgtgaa acgataatta cgttatcgtt
  3035221 cttccatgta aaatcccaat cgacatatcc tttcggtgta aatgtgttct gctgaagtgc
  3035281 tggcaattct tttactttta aatgtttatt ctctaacgca actctcccgc ttccttcaat
  3035341 ataggccaat atattgttgg ctggcgccca tttgaaccat tgtgtgttta ataacatttg
  3035401 atctaccttt tcaaaacgac taccatctgc acgaactaag caaagcgtat tgctatcagc
  3035461 tgaccatgaa gctgtcggta ctgctaaaaa tgaaatccac ttttgatctg gtgaccactg
  3035521 aaagccactt gcaactaacg ctaggaaatc atcatgttca tttggcaatg catacaaatg
  3035581 cttcattttg tgaggattca tatgcgcatc tttttgtact tcatatagct gagctcctgt
  3035641 ccatccagtt ggaagtaagt gtgcttcaga agatacaaga aacttctttc cattcgggta
  3035701 ccatgcataa tcacctacac cagccgatac attttcaaaa tctgcattct ttttttctac
  3035761 cttgaaggta tgtaatgtac ctgtaaatat aaatgcaatt atattttctg ttggtgacca
  3035821 ttgataattt gatacttctg agtgaaacgg cgtaactttc tttccatctt ttagccgata
  3035881 taactcaaga gtattttgtt tctctccttt tacatatgct agccactccc catcatatga
  3035941 ccacttcggt cctgttatgt attctccttt tgtaagttgt ttttcttttc catcaacttt
  3036001 aatccagagg tcatgatgac gaataaaagc aatttttact ccactatttt ctgctttcgt
  3036061 aatagtaatt gaacttaaaa atatgaataa taatgcgatg acacttgcta tagccttttt
  3036121 cataacactc ctccatttcc ctcatagcat tcctcaatgt ccacctacaa tatgtgaaaa
  3036181 atacctattc gacataatca gaaaaaattt cccaagaaac tttcaattca tagaggattg
  3036241 gtatgaatta tgtcgaaaat atagtttagc caacattcgt ttttatattt cataataaaa
  3036301 atgtaagata actttttgga atattggcac tttttattag ggggagtttc aatgaaaaaa
  3036361 actacatcta tacttttaag tatggcactc gtcttttcta gttttggagc tttaagcgcc
  3036421 catgctgaat cactgcaaaa ggagaagcaa tttagtccac aactaaaaac aacgattgaa
  3036481 caatggggag aaagtaaaat tgctcaacac gttgaaacaa aaacaacaaa agaaatatct
  3036541 gtaattgtag aattgcaaca tgcacctctt gctgcgcaaa gtaacattca gcatgctcca
  3036601 gatttacaaa atagtcatgc acagtcttat cataccgagc taaaaaaagc acaagaagag
  3036661 acgactaaga aaataaaaga aaaagcacct ggtgcaaaaa ttaaagaagt ttataatacg
  3036721 ttattttctg gtttctctat ttcagttcca ggagatcaaa ttactgctct tgcttcttta
  3036781 cctgaagtaa agacagtcta tccgaactta acatataaat tgcatgaaac aacgaaaagc
  3036841 gctactagcg aagaagcacc taatattggt ggaccgacaa ttggtgctcc tgaagcatgg
  3036901 aatttaaaag acccatctgg taaatctctt gatggaaaag gtatgaaagt agcgattatc
  3036961 gattctggcg tagactatac acatcctgac ttaaaggcaa attatattgg tggatacgac
  3037021 acagtggatg aagatgctga tccaatggat ggtaacgtac acggtactca tgtagctgga
  3037081 attattgctg gtaatggaaa aattaaaggc gttgctccaa atgcttctat tttagcttat
  3037141 cgtgtcatga atgacggtgg tactggtaca acagatgata ttattcaagg tattgaacga
  3037201 gcaattcaag atggtgctga tgtgttaaat ctatcccttg gacaagattt aaatgtacct
  3037261 gatcagcctg taactttaac gttagaacgt gcagcaaagc ttgggattac tgcagtcgtt
  3037321 tccaatggaa atgatggtcc aaaaccttgg tctgttgatg cacctggaaa tgcaagtagc
  3037381 gttatatcag ttggagcatc tacagtttct attccgtttc caacattcca agtagctggt
  3037441 tccagcaaaa cataccaagg attatcgtta tcaaaatcag atttcccaat aggaaatgat
  3037501 tctccacttg tatatgttgg ctatggtaat ccaagcgatt atgcaaaaca agatgtgaaa
  3037561 ggaaaatttg cacttgtttt acaaggtact tctagcacgt tagtaaaagc tgaacaagcg
  3037621 aagcaagctg gtgcaattgg tgtactattc atttctacag aaaaagaaat gaatagtatg
  3037681 cctgaatact ttacacgtga aaacctagcc cttccagtta tgcaactatc caatgtaaac
  3037741 ggtgaagagt tgaaaaattt aattacaaag cgtaagaaaa atataaagat cggacaaccg
  3037801 gttccgactg aattaattgg aaactttagt tccagaggtc catcacaagg aagctggctt
  3037861 ataaaaccag atatcgttgc acctggcgta caaattacta gtaccgtacc acgaggtggc
  3037921 tatgaatctc ataacggaac aagtatggct gctccgcaag tagctggagc ggttgccctc
  3037981 ctgcgtcaaa tgcaccctga ttggacgacg caacaattaa aagcatcact tgccaatacc
  3038041 gcaaaaactt taaaagatgt gaatgaaaat acatatccta ttatgacaca aggatctggt
  3038101 ttaattaaca tcccgaaagc agctcaaaca gatgtattag tcaaacctaa caatgtgagc
  3038161 ttcggtctta ttaagccaaa cagtggtaaa gtaaaactga cgcaaaatat tacgttacaa
  3038221 aatctatcta gtaaaaagaa aagtttttca actcgtgtgg aattgctaga tacaaacaca
  3038281 aaaacaaaag taaaaacttc tgtaccttca tcgattagca tacagccgaa tagtagtacc
  3038341 gaaaaaccat ttactatcac tgtcgatagc tcactaccac aaggtgtgta tactgggaat
  3038401 gtatatgtaa aagagcaggg agcgaaagaa gaaactcgca ttccatttac atttagtatc
  3038461 gatcctaaag attacaaacg tatagatgga ctcgaaatta ttaattctac atttagtcca
  3038521 aatggtgacc aaatattaga cgataatctc atcaactact atttagttgc acctgtggat
  3038581 gatgtaacat tgcatgcaaa tttagttaca aaagaacgtg taacgtacca agggattatc
  3038641 catcaagcta aaaatgaaac agctggatac aaacctttca aatgggatgg tacaaaagca
  3038701 gatggtactc cgttagctga cggtctatac caaatcgaag cagttgcctc taattctggt
  3038761 ggggaaacaa aacaaacagc tgctgtattt cttgatagaa ctgcacctaa gttaacatac
  3038821 gaaattgacc aagaaaacct tgtaatcaca ggaaaagtgg atgatatctt actagattgg
  3038881 atgacagaat ctggttgggt agcacctgga attccagtga gactacagta tgaaatcaac
  3038941 ggaaatggtg tatgggaaag tgcattccta aatccttggg agaaaaatta cggcatttat
  3039001 ttagatcgta ctcaattaca agaaggtaaa aatacaattc acattgtagc aacagatgca
  3039061 gctggaaata catctaattt aaatgttgat ttagatgtga aataaaaaat tattgttgac
  3039121 aattttttaa atatagtttt ataatacaaa acatagttta gttgaacgaa ttatatatcg
  3039181 gctttgaagg aataccagta gcgacttata tccctgtctc agagaactga tggttggtgc
  3039241 aaatcagtac atatacaagc gtgaattaca attctggagc ttctttcccg taatgctttt
  3039301 tatgcatgaa gagaaagacg gatctttccg ttatcttaaa gtgagtggta aacaattact
  3039361 tgtttacaaa tagggtggta ccgcgatttt tatcgtccct atcggatttt ccgataggga
  3039421 cttttttgcg tctgtccttt tacataattt catatatacg cgttgaaaga atcgcagtag
  3039481 tatcttatat ccctgttaca gagagctaat ggtcggtgga aattggcaca tatataagta
  3039541 tgaattacaa ttctggagct tttttttcgt agtgctttta tgcatgaagg aaaagacgga
  3039601 gtttttccgt tatcattaat tgagatgtaa gtatcttttc acttacaaat agggtggtac
  3039661 cgcgattctt tcgcccctat cggattttcc gataggggct ttttctattt ctcacagaaa
  3039721 caaatgttaa ataattccga atcttatgat aaaattttat aagcgcttac aattttgaag
  3039781 ggtggtggta caagctatac gaaaccgata tttaatttta cagaaaaaag gaggatgtct
  3039841 aaatgacaaa gaaaacagaa attccatcgc atttaaaacc attcgtatcc acacagcatt
  3039901 atgatcaata cacaccggtg aaccacgctg tatggcgtta cattatgaga caaaatcata
  3039961 gtttcttaaa agacgttgcc catccagcct atgtgaatgg actacaatca tctggtatta
  3040021 atatagaggc aatcccaaag gtagaagaaa tgaatgaatg tttggcgtca agcggctggg
  3040081 gcgctgtaac gattgacgga cttattcctg gcgtcgcatt tttcgatttt caagggcacg
  3040141 gattgctacc aatcgcaaca gatattcgca aagtagaaaa catcgagtat acacctgctc
  3040201 cagatattgt acacgaagca gcaggacacg cacctatttt acttgatcct acatatgcaa
  3040261 aatatgtaaa acgatttggg caaattggtg caaaagcttt ttctacaaaa gaagaacatg
  3040321 atgcattcga ggctgttcgt acattaacga ttgtaaaaga aagccctact tctactcctg
  3040381 atgaagttac agctgctgaa aataatgtaa ttgaaaaaca aaacttagtt tctggcttat
  3040441 cagaagcgga acaaatttca cgtcttttct ggtggacagt ggaatacgga ttgattggag
  3040501 atatagacaa tccaaaaata tatggtgctg gtctcctttc ttctgttggc gaaagcaaac
  3040561 attgcttaac agacgctgta gaaaaggttc cattctctat agaggcatgt acaagtacaa
  3040621 cttatgacgt aacaaaaatg caaccacaac tatttgtttg taaatcattt gaagaattaa
  3040681 cagaagcact tgagaaattt gctgaaacga tggcctttaa aacaggtggt aaagaaggct
  3040741 tagaaaaagc aattcgctct gaaaaccatg caactgctga attaaatagc ggattacaaa
  3040801 ttacaggtac attcaccgag acaattgaaa acgatgcggg tgaattgatt tatatgcgaa
  3040861 caagttcgcc aacagcatta gccattcaca ataaagagct agcgaatcat tctacggctg
  3040921 tacacagtga cggctttgga acaccgattg gattactcac tgaaaatatt gcattagaaa
  3040981 attgtacaga tgaacaacta caagcattag gaattacaat tggaaatatt gctgagttta
  3041041 cttttgaaag tgatattcat gtaaaaggaa cagtaacaga tattgtaaaa aacgataata
  3041101 aaatcgctct tatttccttt atcaattgta cagttactta taacgaccgc gttttatttg
  3041161 atgcttcatg gggcgcattt gatatggctg ttggttcaac aatcacttcc gtattcccag
  3041221 gtgccgcaga tgctgcagca tttttcccaa tggatgaaga aattcaagaa attcctgctc
  3041281 cacttgtact gaatgaactt gaacgtatgt atcaaacagt tcgtgatatc cgaaatgaag
  3041341 gtattttaca cgacgcacat atcgagcaat tagtagcaat tcaagaggta ttaaataaat
  3041401 tctatacgaa agaatggtta cttcgccttg aaatattaga attgctttta gaacataaca
  3041461 aagggcacga aacatcagca gcattattac aacaactttc tactttcaca actgatgaag
  3041521 ctgtaacacg ccttattaac aatggtctta cgctacttcc agtaaagggt gtgaaaaatg
  3041581 atgctacgat taactgaaga agaagttcaa gaggaattat taaagttaga taaatgggta
  3041641 gtaaaagatg aaaaatggat tgaaagaaaa tatatgtttt ccgactactt aaaaggagtc
  3041701 gaatttgtct ctgaagccgc caaactatca gaagaacata atcaccaccc atttatcctt
  3041761 atccagtata aagcagtcat tattactttg tcatcttgga atgcaaaagg tttaacgaaa
  3041821 ctcgattttg agcttgcgaa gcaatttgat gaactatttg tccaaaatga aaaagccgtt
  3041881 ataagaaagt aaaaaagaga agcctttatt taggcttctc cttttatttt gaaatggata
  3041941 caatgtccaa atggatcctc gacttgtaat attccatctt tgtacgtagc aatcttgcca
  3042001 atatttttta agctttcaca tacttgctct ttttgttttt catctgctag tacaattgtg
  3042061 aaatatttca aaccaacgga atttggcatt tgcggtagta ttccttcacc ttgccacgta
  3042121 tttaaaccga tatggtgatg gtagccacct gctgatacaa agagcgcccc attacgagct
  3042181 gggatcgtta cttcaaaacc aagaccatcc acatagaaac gtttcgcttc ttccaaatca
  3042241 gctacatgga aatgaatatg tcccatcaca gtaccagatg gaaaaccatt ccatgtactt
  3042301 ccttgctgca ataattcttc cccagctaac gggttactaa caaatggtag ctctccattc
  3042361 tcatcacgcc aaactttttt tggcgatcat gataaatttc aatcccgttt ccatctggat
  3042421 cagctaaata aagagcctca ctaaagtaat ggtcagctcc gccgtgcagt ggatatacca
  3042481 tttctacaaa atgacgaagg atattcgcta aatcctgtct gctcggtaat aaaattgcgt
  3042541 aatgatataa acctgttctc cctctttgct ttggtaaagc ttctttcttt tcttcaatga
  3042601 taaggagtgg ttcgttatct tcattcccaa atgtaacgac catttcatct tcttttagca
  3042661 ctttcatacg tagtacttct gtataaaact ctagtgattt ctttatattt gatacatata
  3042721 aatgaacaac atcaagtgtt gtatcgggat gaagttgaaa actcatcttg ttagcctccc
  3042781 atttaaatta gttcttcttt gacattttct cttttaagaa attatctaca aaaccatccg
  3042841 ctttcgcaac aaataagtac gcccccattg ctagtaatgc aagctctaat tcgaagccag
  3042901 gattttttcc atctcctaat aaaccagctg accattttac ttttacaatt gctccaacca
  3042961 taactagtgc aaataataat ccaatatatc ttacacctaa acctagaatt aataatagac
  3043021 cgccaactaa ttcaactgtt gctacaccgt atgcaagtcc tcctggtaaa ccaatgcttg
  3043081 tgaaccaccc tgcaatattg tcaattcccg attggaattt tgttaaaccg tgcataaaga
  3043141 atgttacccc taacacgata cgaataatta agttaccaat atgttgattc atttccttct
  3043201 ctcctttata gttttcttat acaaaacttt tatttacatt acaaaacata cactaatttt
  3043261 tttattcgtc aattcatttt cactgggaaa atatatattt tttttgctat gatacaaata
  3043321 gttgtctata aaaaggagct tgattttatg aatattggtt ctgcaatacg tgaaattcgt
  3043381 caacgtagag gcataacaat tgcacaaatt tgtgagggaa caggtctttc taaagggttt
  3043441 atgagtcagg ttgaaaataa taaaacatca ccatctatct caactttaga aacgatctcc
  3043501 aattttttaa acgttcctct tccctattta ttgttagaac aaaaagatcg attgaaagtt
  3043561 gtcaaaaagg tagagcgtaa atatagtgta tacggaaaag atgaacaaag aattgaacat
  3043621 gttgcagagc aaggtggtct tcgcctcaat ctcgtagaaa ttcctgctgg gtttccgaaa
  3043681 gaaaacacac caaatgccca tgaaggagaa gaatgtcacc ttgtattacg cggaaaacta
  3043741 gaagttcaac acggagaaga tgttgcaatt gtagaagaag gggattcttt ctcctggaat
  3043801 gcatgtgttc ctcatatcgt tcgtaatata ggagaagaaa ctgcattatt actcatctct
  3043861 agtcatgctg aaaatcgaaa acgtgtttat taaacaaaaa agaagcctgt aaatcaggct
  3043921 tctttttatc ctcttataac tccatagctt gtcccaacta gtacagtttt ttcgttttga
  3043981 ttacgataaa ctgactcgat tgaaaccttt ttataacctt ccatttgttc aatatttgtt
  3044041 aaagttaatt cacaagtgat cgtatctcct gcaaaaactg gtctaataaa ctcacttact
  3044101 aattctcttg ctatgtaatg taattcttct cctactttcg ttccaatact agcagtcaat
  3044161 aaaccatgaa ccattaaacg tccattttca tcatattcca tatgatgcct acctttatcc
  3044221 cctgtaatat ttgcaaattc aaaaacctct tcctcagtaa atcttctttc gtatttaaat
  3044281 acatccccaa cttttatact catttttatc cccctaacaa taaacagaat tttctttcat
  3044341 tttatcataa aatgaatctt agttgagttt atattattaa aatagtaagc ctttttctgt
  3044401 tctacttttt ctccttatcg gtgcccctct tttttggcta tttgatatcc atagtacgca
  3044461 catgttccat ttctcgataa ctctctcacc tcaaaaccac aacttctata aaaatcaaaa
  3044521 ttattcgcag aagtatgtgc aaaccagtca ccatgtggca atttttgcaa acaaagagcg
  3044581 acaagtttct tacctaatcc cttccctcta tattcacatt tcacaactaa atttactatg
  3044641 ttcgcgacca tgattccatc agaaatgact ctaaccattg caatcatctc ttcttcatcc
  3044701 caaattgtga atgcccatgt tgaattttca aatgctatcg taaatttttc aatttgccaa
  3044761 gaagggatat tctcattgct ccaaccggca tcttcaaata aagtcttaat tgcatatgca
  3044821 ggtacaccat tcgttccctc acgaataata agtccattat gataaatgta catgtaatcc
  3044881 cccctttatt tttatatacc attcttcaaa agatgcaatt tacctttttt catccaacac
  3044941 gcctaataga ataaacgaga acatcgatcc catgaaatga agttgttttc tcataactaa
  3045001 gccctgtttt tctggcaaca aagattgagg cggggtggtc cggattaata agagagatta
  3045061 atttattcat tcgtaacgct tggaagccat aatctcgaaa tgctgctgct gcttctttcg
  3045121 catacccttt tccccaatac tgaggtaata accaataacc aatttcaatt tcctcttttc
  3045181 catctatttg ttgcttcact aatcctgcat gaccaattcg tattcccgtt ttcttttcaa
  3045241 ttaatacaaa taaaccgaga ccgtttttat agctaggaat cacccactcc tccaaacttt
  3045301 ttttacactg catatatgtt tttaacgtcc catttccaat ataacgcatt accttctcat
  3045361 ttccccatag tgaagcgtag aactgtaaat catccattgt atatttgcga atttgtaaac
  3045421 gatctgtatg aaacatttct gtactccttc ccacgaattt ttatttaatt acacgctcac
  3045481 gtcttgtatc catactaaat gttactatct attataaatg aactaacgtt caaatacaga
  3045541 atattcaatc tcaaaagaat ttaaaaaagg cagtagacaa atattgtcta ctgcatccat
  3045601 atcataacta gcataaagaa aactacaatt gagggggggt aggattttca aatacactag
  3045661 atacttatcc cgttccaacg ggcggtaaac tttccaatta tataaaagtg aaaagtttac
  3045721 cgcacataag aactttggcg gtcagtaaga aagcaccgtt aagtagtcaa atacacgctg
  3045781 tgctttttct ccacccattc gtgcatgttg aagaagagaa ataccatgtg gaccagatgc
  3045841 acgtaatgct tctggttgtg ctactaaaat agcttgtaca acttctattt ctcccagcat
  3045901 agcggccgcg aaaatatcca ttcgagcacc cttttctaat aagtaaagag caatatcttt
  3045961 acgccctaca tgtgccgctg ctcctaacgc actttcccaa tctgacccac cccaattgta
  3046021 agaggcatga agtaaacttg gcgattcagc caacagttct tgtacttttt ctaaatctcc
  3046081 gtgagctgcc ataacaaatt cccttactaa ctcagtggta acacgttctt ctgttcgcat
  3046141 tttgctcctc cttttttaga aattcgtttc ggtgtaaaaa atggcttttc gcttccttga
  3046201 aaaatatcta cctctatgcc aaatatatgt tgaaacattt catgacataa cacttcttct
  3046261 ggtacaccat catactgaag cttccctcgc tttaatacga gtaaacgatc actatattga
  3046321 gccgcttggt taatatcatg taaaaccatt ataattgtca taccaaattc ctcgtttagt
  3046381 cgtttcacaa gttccattac ttccaactga tgaacgatat ctaaaaaagt tgttggctca
  3046441 tccaataata agacgttcgt acgttgtgct agcgtcattg caatccaagc gcgttgtctt
  3046501 tcccctcctg ataaagattg taaaagacga tattcatacc cttcaagatt tgtaacagac
  3046561 aatgcccaat caacaatttc ttcatcttct ttatttaagc gacctctcca tgatttatga
  3046621 gggcctcttc caaattcgat taattctttc actgttaaat ctaattgatg atcatgcatt
  3046681 tgtggtaaca tcgctaattg cttcgctaca tcggcacttt tcatcgtatg aatacttttt
  3046741 ccatctaaaa cgatatctcc ttcgctctgt ttaagtagtc ttgccattaa acgaagcaaa
  3046801 gtagatttcc ctgacccatt cggtccaatt aaactaacga cctctccagc tttaatatgt
  3046861 acattcatat tttgcatttg aaatctttca gaatgtgcgt aaaacacttt gttaacggaa
  3046921 atcacgttgc ttgcctcccc tatgaattaa atataagaag aacggaccgc ctaagaagga
  3046981 taataaaata ccgacaggta attcaattgg atcgaaccaa cttcgagcta tcgcatctgc
  3047041 gaaaacaagt aatattcctc cgccaaggca tgataatggc agtaaatatt tatagtcatt
  3047101 cccaactaat aaacgtaaca tatgtggtac gacgagaccg acaaatccaa taagaccaga
  3047161 aacactcacc gcaattccag ctaataatgt acttactact attaaataaa accggcttct
  3047221 ctccacgtta tgccccaata atttcgccat ttcatctcca agcattaata ctcgaatatg
  3047281 cttgatacca aagaaagcca atataatagc gaatattgca taataaataa tcatgtttaa
  3047341 atgtgcccag ctcacaccac caatgccacc tgctaaccac ggtaacacgg actgtacttt
  3047401 gtcactatgc aataacatta atgctgatgt tgctgcacca attaatgcat tgattgacac
  3047461 gcctactaag acaattcttg aaggtggcgc ccctttttgc catgataaag cataaatgat
  3047521 catcgccgtt atgaaagctc ctaaaaacgc cccgagcggt aaaaaagcca tatgctgagg
  3047581 gaataaaatc ataattacga ttgctacaag gcctgctcca gatgaaaccc caataatacc
  3047641 ggggtctgca agagggtttc tcataactcc ttgtaataat gcacctgatg cagctaaaca
  3047701 tgttcctact ataaatccaa cgagcactct tggtatacga aggtcccata caattcgatg
  3047761 aactgtcgac ccttcatctt gtatccctgt tagaatatct cgtaaagaaa aggataagct
  3047821 tcctgcgaaa aggccgtaaa aaagacctaa aatcgttaat ataactaaac taactgctat
  3047881 gatccatctt ttttttcgca aaaggatgtt cctcttccct tactacttca ctactttcca
  3047941 tacttatcat ttccttacat cttgtatact tttatacata aagtccatcg cttctgtaac
  3048001 ttttgttcca ggatttgatc caaataagtc aggtggcaaa ataactacac gattttgttt
  3048061 tactgcatct aaatttttcc atgcttcatt tttcatcatt tcaccttcaa atgctttttt
  3048121 aacactattt ggatctccat gtgtaattaa ataaatcaca tctggatttg cctcaataat
  3048181 gcgttctacg cttagctgcg catattgcgg atattccttc atttctggaa aatcagcagc
  3048241 gatatttttt ccgcctgtct tttctaaaat atcacctgat aaagaggttg gtaatgcggc
  3048301 taaatatgta cctggtgctc catacactag cagtgctttc acatcgctct ttttctcata
  3048361 tttcttcatt tgaacattaa ttttttgatt aagttcgttt gctttatctt ctttcttcat
  3048421 tatcgttcca tatagctcaa tattcttttg aatatcttgt acagaattcg cagaagaaat
  3048481 cattactttc gttccttgtc cttccaccgt tggaatgttc ttttgaaatc cattgttagc
  3048541 aataagtaca tcaggcttta agctagcaat ttgctcaaaa tttggctgat gtgcattccc
  3048601 gattacttgt attttcttta tatcctctgg aagagttatt tttgcatccg gacgacctac
  3048661 tatttttccg cctaaagcat gaataatatt catgtctccc atacttaatg tcgcaaaact
  3048721 ctctggcact ttatcgaatg tcacctttct tcctgacagg tcggtaactt ctattttctc
  3048781 ttttcctttt tctgtttttg ttgccgatgc tttttcgtct ccttttgcac tgcaacctat
  3048841 taataagaaa aaaatagata aaatcgctgt gaatagcgta atagattttt tcattctttc
  3048901 acctctaatt gataataata atcattaact actattctac tttaattgat aaggattatc
  3048961 attgtcaata taaaacgcat acattttcta gaaaaacaaa aagcgttaca aaaaagattc
  3049021 cttctttttg taacactcta tttatcaata ttattcacat tcgtttccct ctaactcgtc
  3049081 tcgcatcact ttcacacgct gaaagaaaaa gaaggataaa cttaaaaata taacaatgct
  3049141 ccccatcata acaaaaggtt gtgatgtttc ttttgctcca cttggaatca ataagccaac
  3049201 cattaacaat gtacttacag cgagaagaat ttgtccgaac cgagtataat cttctatttt
  3049261 ctcttgtaat tctttcatta tattctcact cctccatttc actgtatcat attctactaa
  3049321 acttaaagac aagtaaatac agccattctg ggagatgttt tccaaaagaa aaagagccgc
  3049381 tttactgcga ctctttcata accattactc acctttatat gctttcatat aaatttcttt
  3049441 cagctctgaa atgagaggta atttcggatt agctgttgta cattgatctt caaaagctct
  3049501 ttctgctaat aatccaacaa cctcttcaaa ttggtcttta gcaactcctt gtcccgcaat
  3049561 actcatattt atatttaaac tttttccgag atcaataatt gctttgtcga gtgattctac
  3049621 accttctgcc accgaacttg ctggtagccc gagcattctc gcaatatgtg catagcgttc
  3049681 atcagccaca aagtgctcat attttgggaa caatgcatgt tttcttggct taatagcatt
  3049741 ataacgaatt acgtgcggca taagaattgc attcgcacgt ccatgcggaa tatggaattc
  3049801 tggtccaatt ttatgcgcta aactgtgatt aatacctagg aatgcatttg caaatgccat
  3049861 ccctgcaatt gcagaagcat tatgcatttt ttctcgtgct tcttcatcat gtccatcttt
  3049921 aaatgctctt ggtaaatatt taaatacgag atcaatggcc tttaatgcta atccatctgt
  3049981 ataatcattt gctaaaacag acacatatgc ctcgattgca tgcgttaata cgtccatccc
  3050041 agtatctgct gttacatgtg gtggtactgt cattacaaat tgcggatcaa caattgctac
  3050101 atctggcgtt aattcataat cggcaagtgg atactttata ttatttttct tatctgtaat
  3050161 aaccgcaaat ggtgtcactt ctgatcctgt tccagatgtt gttggaatgg caacaaactg
  3050221 cgccttactt cctaattccg gatatttaca tgtacgtttt cttatatcta aaaacttctg
  3050281 tttaattcca tagaatgttg tttctgggta ctcatagaaa agccacatcc ctttcgctgc
  3050341 atccatcgct gaaccaccac caagtgcgat gatgacatca ggctgaaaac ttctcatcat
  3050401 ttccgcacct ttaaaaacag tttcatctga tggatctggc tcaacctcaa agaaaacttc
  3050461 tactttcaca tcatttgcat gtttacgtaa ataatgcgcg accgtatcta catatccatg
  3050521 ctcaaccatt cctggatccg ttacaataaa cgcacgtgaa atgttaggca tatttgctaa
  3050581 atatgctgtc gcatgttttt caaaataaat ttttggtggt aatttgaacc actgcatatt
  3050641 cttttttcta tttgccaacc tttttatatt taataagtgc gtcgctgtta cgttttgaga
  3050701 aaccgagttt ttcccgtagg aaccgcagcc aagcgtaagt gatggaataa atccattata
  3050761 tatgtcaccg attccacctt gtgatgaagg agcatttaca ataaggcggc aagctttcat
  3050821 acgtaatcca aattgctttt gcacttcttt atttacagaa tggataactg ctgaatgccc
  3050881 taagccaccg aggtttaaca tttcttcaca atatgtaaat ccttcttcta atgaatttgc
  3050941 ttttacacaa gctaatactg gacttaactt ctcacgagat agtggatatg cggctccgat
  3051001 gccttgtatt tcagctacaa gcatttttgt atttttaggt acagtaattc caactaattc
  3051061 ggcaatatac tgtgcagatt tccctacaat atcactattt actgcacatg tattttcatt
  3051121 aataacaagc ttttctaatt ttcttctctc ttcctctgtt acaaagtaac aatcatttgt
  3051181 aatcatttct gttttcacat catcataaat ttccttgtct acaatgattg cttgttctga
  3051241 tgcacaaatc atcccgttat caaacgtttt tgataaaatc aaatcattaa ccgctcgttt
  3051301 tatatgcgct gatttctcta tataacatgg tacattacca ggacctacac ctagcgctgg
  3051361 ttttccagta gaataagctg atttcaccat accagcccct ccagttgcta aaacaagcgc
  3051421 aacaccttca tggttcatta attgtttcgt tgcttcgaca gaaggctttt caatccactg
  3051481 aatacaatgt tttggtgccc ccgccttcac cgctgcatcg tatactgttt tcgcggctgc
  3051541 aacagaacag ttttgtgctg aaggatgaaa tgcgaaaata attggatttc tcgtttttat
  3051601 cgctattaat gctttaaaca ttgttgtcga tgttggattc gttactggtg ttaccccagc
  3051661 tactacaccg acgggctccg caatttctat tatttcttca tgagggtctt cgtgaataat
  3051721 ccctactgtt ttatctttct ttatgctatg ccaaatatat tcagtagcaa aaatattttt
  3051781 aatgcattta tcttcgtata caccacgacc tgtttcttca acagccaact tcgcaagagg
  3051841 catatgttga tcaacacctg ctaatgccat ttcatgaaca atgttgtcaa tttgctcttg
  3051901 tgtaaaactt tctaatgctt gtaaagcctt ccgaccgtta ttcactaacg tatcaatcat
  3051961 ctcttttact tcctgcattt catttacaac tttctctttg actaccatgt aaattcctcc
  3052021 tattctgcta tcttggacta aataagaccc tataggtcat aatcagtccc gattagcgca
  3052081 aaaaaaatag aattgctttc ctacatgaac ctcattgttt gtgaaatatt tcacaagttt
  3052141 attcgtgagt aacacttcat gaacttaata tacatgaatt tatttcattt gtgtttgtct
  3052201 attttgtgaa ttgtttcaca aaataatgta ataaaaatgc actgcctata ctagcagtgc
  3052261 atttttacta tgctaacgct tgtgctaaat cttcaattaa atcttctccg tcttcaatac
  3052321 cgacagaaat tcgaattaat gtatctgtaa ttcctagttc tttgcgacga tctgctggga
  3052381 ttgatgcatg tgtcatttga gatgggatag aaattaaact ttctactgct cctaaacttt
  3052441 ccgctagtgt aaagtattgt aatctctcaa gtactttatt taatgtttct tcgctatcta
  3052501 catcaaatga gataatagca ccaaatccat ttgcttgttc tgttgctaat tcatggtttt
  3052561 gatgtgatgc aagacctggg taatatactt tatttacttt tggatgatta tttaaaaact
  3052621 cagcaattgc gcgtgaattc gtttcatgct cttccattcg aattcctaat gtttttaaac
  3052681 cacgaagtag taagaagcta tcttgcgggc caagaatacc tcctgttgag ttttgtacaa
  3052741 agtgaaggtc ttctgctaat tgcgggctat ttacaactac taaacctgca actacgtcac
  3052801 tatgacctcc taaatatttc gttgcactat gaagtacaat atctgctcct aaagagatcg
  3052861 gcgactgcca atatggcgtc atgaatgtgt tatcaataat tgttaataaa cctttctctt
  3052921 tagcaagagt agatattttt ttaatatcag taatttttag taatggattc gttggtgttt
  3052981 ctacataaat tgctttcgta tttggacgaa tcgcttcttc gacttcctct aagtttgttg
  3053041 tatctacaaa tgtatgctca ataccgaagc ggtttaatac tttcgtaatc acgcggtacg
  3053101 ttccaccata cacatcatct gttaaaataa cgtggtcacc ttttgagaac aacataatcg
  3053161 tagctgtaat agccgccatt cctgagccaa atgcaaaacc agcatgaccg ttttctaata
  3053221 cagcaatcat ttcttctaaa gctgcacgtg ttgggtttcc tgtacgtgaa tattcatatc
  3053281 cttgatgctt accaactgct tcttgtttgt acgtactcgt ttgataaatc ggtacattta
  3053341 cagatccagt tgaaggttct cctatgcgaa taccatgaat taactttgtc tttgctctca
  3053401 ttttttattc ccatcctttg tatatgtctt tacttaaata gcgctcacta ctatcaggaa
  3053461 aaatcgttac aatatttgta cctggcgccg ctttctctgc ttcaagtaaa cttgcatgaa
  3053521 acgctgctcc tgaagagctc ccaacgagca atccttcttt ttgtgctaat tctttcactc
  3053581 gtaaaaatgc atttcgatca gaaattgtat gaatctcatc aaaataagat gttttcaaaa
  3053641 atggcgggat gaattcaagg ccaatccctt ctgtttcatg tgagccagct ttaccaccat
  3053701 ttaaaatgga tccttctggt tccacaataa ctgtttttat atctatattt ttttctttca
  3053761 aataagatgc agtccccata aatgttccgc cagttcctgc tcctgcaaca aatatgttaa
  3053821 tctctccgtt aagtgccgac caaagttcag gacctagtgt tttgaaataa gcacgagggt
  3053881 ttgcttcatt cgcaaactga cttggagagt atgaattcgg tatttcattt actaactctt
  3053941 tcgcttttgc aattgcaccg gtcatccctt gctcagtcgg tgtatgcacg accgttgcac
  3054001 ctagtgcttt cattaattct tgtttttcaa tactaaattt ctctggtaca caaacaataa
  3054061 cgcgtaaatc atgttgtaac gctgcaagtg ccagtccaat accagtattt ccagcagtcg
  3054121 gttcaataat tgttccgccc tctgtaacaa gccctttttc tagcgcatct tctattaatt
  3054181 ctcttcctag ccggtcctta acgcttccgc ctggattata aaattcaagc tttgcaaata
  3054241 aacggacccc ttctggaagt gaaaaacgag taatttccac aattggtgta tgaccaatta
  3054301 actcatgaac tccacgatat acattcatcg tgttctcccc cttatttgcc aataaagaaa
  3054361 aggcaactgt atgtattttc tttatatgag acagttgcct tttggttaca ttactttaac
  3054421 tcttctaata cttttacaat aaagtttgta gaatgaagag ctgcttgatc taaaaattga
  3054481 tcaaatgaaa catttgattc tttaccagca atatcagaaa gtgcgcgaat gataacaaac
  3054541 ggaacttcat attggtggca tacttgtgca acagctgctg cttccatttc tactgcataa
  3054601 agattttcga atttatcacg aatggctgca acgcgattcg gatcactcat aaatgaatca
  3054661 cctgttgcaa tcataccttt tacaacttga atattttctt ctgcctgcat acatttctca
  3054721 gctaatgcaa ctaatgcttc atcagccttg aatccaggcg gcattcctgg tacttgacca
  3054781 tattcatagt taaatgctgt tacatctacg tcatggtgac gaacttctgt tgaaataacg
  3054841 acatctccaa catttagaga atgatggaat ccaccagctg aaccagtatt gattactttt
  3054901 tcaggcttat atctttctaa taaaattgtc gttgacatcg ctgcatttac tttaccaata
  3054961 ccagacttta acaagattac ttcatgtcct gctaattgcc ctttcgtaaa ttcacaaccc
  3055021 gcaaccgttt ctgtttctgc ttgttctaat ttgtcacgta aaatacgtac ttcttcttcc
  3055081 attgctccaa ttacagcaat tctcaatcta atccctcttt ctattgctta gttgcctcca
  3055141 ttacccacac gaaatgattt aatctcgtaa acgttacatg gaagccattg ttttcaaaaa
  3055201 tagtctgcat aactggaata cgtgtatagt attccgtttg cagatcgttt gctaactgat
  3055261 gaaaacctct ttgttttgct gcttcaacag ttttatcata tgcatcttga tctgcaaata
  3055321 tcgtatcagc aaagactatt ttaccacctt tgtttagcaa ttgactatac ttcgcaatcg
  3055381 ctacattttt ttcatcatct gttaaatgat gaaatgcata ggtgcttact atggtatcaa
  3055441 ttgaatttgg gacttcaaac gaaagaaaat caccttctgt aatggaaaac tcttttggca
  3055501 atttctcttt tgcaatcatg cgcatttcac gtgacggttc tataccgtaa actgtgcggc
  3055561 cagcaagtaa taatttattt gttaaattac cagtaccaac accaaattct aatacattac
  3055621 caaatgactt gttaactaca tcctctagaa tgtcctcata atgggcgaaa acttctttat
  3055681 attgtatatc ttcaccttgt acaaatgagt cgtacgtatg agcccactca tcaaataaac
  3055741 cattaaattc tgtacccata aaaattcccc tttttcttat cggttttatc agtatgatat
  3055801 tccctctttc tataaatgtc aattgaaatg tacatggtat ttccttcttt tctttgttac
  3055861 actatagttg attacatagg agaggggccg tcttcatgtc atttaccttt gaaatgttag
  3055921 aagataaagt agaatttttt gaagcgggag acttagcttc tttagaacga aaaattagtg
  3055981 aacaaatcga taataataaa gcacttatgc ttgaagttca tcacatctca catcaaatgg
  3056041 ttatggatcc tgaaagcaaa agaccatatt atagcgcagt tgttcatttt aaattaaaga
  3056101 aattacgcta actaaaaaag agaagctcct aaggagcttc tcttttttag tttagagttt
  3056161 gaacaagtac tggtttccag ccctcattct ctacccaatc aatatttaca taatatcttt
  3056221 tacctgattg tttatcttgt acgttaccgt aagctttatt cttaccgtta tttccgattc
  3056281 gatgaataat taattgctct accggaacgt caattgcagc tgaaatcgct tgattcatct
  3056341 cattccaatc tgctgtacct tttttaaacg tcatcgcagg tgttgcacct tgctctgttc
  3056401 ctactggctt ccaagaagat ttcgtataag cgtcagttgc ctttggctgt gttttttcag
  3056461 ctggtacttt ctcgttagct ttcgcttctt cttcagcttt tttctgttct tcttcagcct
  3056521 ttagcttttc ttcttctttc ttcttagcct ctgttttctc ttgttcattc ttcttcgtct
  3056581 cttctttgcc tttagctttc tcagacttat tctctttcgt tgtttgctga gacacctttt
  3056641 tatcgctaga agacgcttgc tctttcgtat caggaacaaa caattgatat gctacaatag
  3056701 ctactgctac tagtacaata gcgattgcaa tatttaaaac accgttttga cgacgttttt
  3056761 gttgtttctg ttggaatcta gatcctcctg ccattcttca aacctccatg cagtttttca
  3056821 tacttgctat tgtaacatta aatctagaaa ggttgaacat ctacaataat attttcacga
  3056881 aatgaaaaca tttcactatg aattgcaaga ttacttttca ttctctaatc gatagattga
  3056941 ttctacaatc gctttaaaaa taggtgtaac tgcatttaca ttgctactcg tttctacatc
  3057001 cacaacaact aaagcatatc ttggattttc atatggaaaa taacctgcaa accaacgatt
  3057061 ctctttcgtt ccttttcctg tttgcgctgt cccagatttt cccgcgacac ttaatggtaa
  3057121 tgaactgaat gctgctcctg tgcctttctc cgttgtcaca acgctcctta ataactgttg
  3057181 taatgttttc actgtttcat atgaaagctg tttcccacct aatgtatggt cttcaaatgt
  3057241 ataaaagtcc gttccgtttt tatacattat tttttcaaca gctttcactt ccatcttttc
  3057301 tccacctcta gcaatcgtcg ccatcatatt tgcaattgct agaggtgaca tgcgtacatc
  3057361 tttctgtcca attgcggttt gcgctaccgc ctttttacta ttcttatctc cttcactccg
  3057421 ccaaatcgta atactcttct cctctggcat ttgttcaaaa tgagttgtat gaaatacaga
  3057481 acctctccat ccaaccttat cagcgcctcc taaagccgct acataagttt ctaacaccat
  3057541 cctatccttt tgtattaact cgttgcctaa ctctgaaaat gtcctgttac agcttctagc
  3057601 aaaactctct ttaaaactaa gtgtacccat cataactttt gggtggtctt caccatataa
  3057661 atctttatta caattaaatg tgcgattaaa aacattttca ttttgatcaa gcgctgccgc
  3057721 tgcaactatt gttttaaaaa cagaaccggg aaaatgtggt gttaacattt gattttcaag
  3057781 tgtattttta tataaactct catctttcac ctgtacagat ggtttgctga ccatcgctaa
  3057841 aatttcattt ttctttacat caagtagcac taatcctccc ttctttattt cacttgcttc
  3057901 aactacttct tctgctttct tctgtaactc gttatgtaaa gtagtttgaa tcgtcactgg
  3057961 ataaaatgga tttccaggtg atgtatattt cgcttgtttt ccaaaaatcg gttctccttg
  3058021 ccggtccact tgatacaata cttttgcctc tccatcagtc aaaagaaatt catcaaatgc
  3058081 ttgctgtaat cctgaaatgc caatcggcgt ttgttttgaa atttttctta cttctccgta
  3058141 ccgtttttga aattctcgtt cattctcacc cacattgcca attaaatgat tcatcacgct
  3058201 agtttgccgc aaacgaactt cagctgctac aatgcctaat acatttaatt gattcacctt
  3058261 ctccatctgc tctcgtgcca agcgaaatgg tccatttcct ctttgcataa taaatgcact
  3058321 tttcttatct ttcatttgac tttcaatctc ttgtctcgac ataccaatga tatgcgcaat
  3058381 cttctctaac atgtcatttt ttatttgtag aaagggaaaa ataattaaaa caggatactt
  3058441 tttctcacct atttcctgac cattacgatc tataaaatgg cctcgtccat catctaacgt
  3058501 aatggattgc gtccgctgtg taacactttt ttcaattaaa ttaatcttac gatccgtaaa
  3058561 tgattccgta tcgataattt gtatttgaat taaacgacaa agtaatataa acatgacaca
  3058621 tataaaacaa attaaaacaa ttgtaattct ccgttttatt ttcataaaaa aacacctcgt
  3058681 ctattatagt ttggacggag tgtttcatct tttatacaaa taaaaaaatc actcgctttt
  3058741 acacgagtga tttttaatta ttttacagag ataatctcta cttgcatttc tccacctggt
  3058801 gtttggattg ctaccttctc accaatttgc ttacctaata agcttttcgc gattggagaa
  3058861 tcgttagaaa ttcttccttc aaatgggtct gcttccgcac tacctacgat tgtgtaagct
  3058921 tcttcatctc catttggtaa ttctttaaat gttactgtct tacctaatgt aacaacagta
  3058981 gattcttcgc cattatctgt gatgataact gcgttacgga tcatgttttc taattgtgta
  3059041 atacgtcctt ctacgaacgc ttgctcatct ttcgctgcat catactcaga gttctcagaa
  3059101 agatctccga agctacgtgc aatcttaatg cgctctacaa cttctttacg ttttaccgtt
  3059161 tttaaatcct caagttcgtt ctctagtttt tgcttaccct cttgcgtcat agggtatgtt
  3059221 ttttctgttg ccatattttc cactcctttt atataccaat cccccgaaaa aaagaggagt
  3059281 tccatatgaa aactcccccg cttatataga gagcggaggt ttctagcacg cctgtactag
  3059341 cggagttgtc acatacaacc ccgtatttcc aattcttctt tatataaaga agatatgtat
  3059401 ggaaagttga tataaatatg ccctcaccta tatatagatg aggttgcatg tttcattgta
  3059461 ttcgatagga agggaaaaaa tcccttccta tcgtatatct tttactatgc tattacaaat
  3059521 ttactttttg ttcaagaatt gttgcaattt ttgtaaccat actatcaatt gcaacgtggt
  3059581 tttgtccacc ttcagggata ataatatccg caaacttctt agaaggctca ataaattgat
  3059641 tgtgcattgg acgtacaaca tttacatatt gatcaataac tgaatccatc gtacgaccgc
  3059701 gttctttaat atcacgctgc atgcggcgca ggatacgaag gtccgcatct gtatcaacga
  3059761 atagcttaat gtccattaac tcacaaagac gtgggtcttc taaaataaga attccttcta
  3059821 aaatgattac atctttcggc tcaactggaa taatttcttc tgaacgcgta tgcaatgtat
  3059881 agtcatatac aggtttatct acttgtttat atgcaagcaa ctgctgcaaa tgttcaatta
  3059941 acaaatcatt atcaaacgct aatggatgat cataatttgt ttttaaacgt tcttccattg
  3060001 gtaaatggct ttgatctttg taataataat cttgctctaa gattaaaatg gaatgacctt
  3060061 taaaatggtc aaaaatcgct ttcgttacac ttgtcttacc tgaccctgaa ccaccagcaa
  3060121 ttccaattac aacaggctta ttcgtcccca ttcgactatc actctttctt attgaagtat
  3060181 gcttttgcgc atcatattat tcacatacac tggttgatcc actttgaatt tcacgatctg
  3060241 caacggatgt ctcgctgcat ctaattcgtt tccatcctca tcccaaattt tctccaccgt
  3060301 ctgcgtaaag ttttctattt ctggtccaaa gaactccact tcatgtcctg gtttgaaatg
  3060361 attacgttgc tcaatcgtta cgatgcccgt ttcttcatta taatctaaca ctaaaccagc
  3060421 gaaatcatac gttgttttct tactatgatt tccaaacatt tgctcttgat gtcctggaac
  3060481 cccttcaaag aatgcaggag ctgtatcacg atttgcacat ttatcaagct catctaacca
  3060541 ttcttgctta aactcaaagt tatcaggatc cgcacaatat gcatcaatta ctttacggta
  3060601 tactgtcgct acagtcgcta cgtaatggat tgatttcata cgtccttcaa cttttaagct
  3060661 atcaattcca atttcaatca ttttcggaat tgataaaatt aaatttaagt cttttggact
  3060721 catcgcgaag tgagcatctt cttcttggaa tagaggaagc tcttttgcat ctttatgttg
  3060781 tgatactgtt tgaactaaat catagtccca gcggcaagat tgacaacaac caccacggtt
  3060841 agaatcacgc gctgtcatat ggttacttaa cgtacatctt cctgaatatg cgatacacat
  3060901 tgcaccatgg acgaatgctt caatctcaat atccactttt tctttaattt ctttcatttc
  3060961 ttcatagctt gcttcacgag ctaatacaag acgatgtaaa ccttcttctt tccaatactg
  3061021 tgctgctttc cagttggata gtgattgttg tgtacttaaa tgcacctcaa cagaaggtgc
  3061081 tacacgttta caagtctcaa taataagcgg atcagcaacg ataattcccg ttacgccagc
  3061141 tttttcaatc ccttttaaat attcctctag cccgtccata ttttcattat gcgcaaagat
  3061201 atttgttgtt acatatattt tcgctccata tttctttgcg aattccacac cttctgccat
  3061261 ttcttccagt gtaaagttac ctgcattcga acgaagacca aattcttgtc cacctaaata
  3061321 tacagcatct gccccgtaat ggatagctac ttttaatttt tctaagttac ccgcagggat
  3061381 taacagttca ggtttcttca caataacgcg tttgccatcg attactcgtg aaatttcttg
  3061441 tacagtcatt tcctacaccc tcctcgttta gtaaaccgtc tctttaaaga agaatcctgt
  3061501 atctaacgga cgatttaccg gttgcatttc ttctatctct ttatataaat cgtctttcac
  3061561 gtcataatac gcatcacgat cttctacaca taaatcaatt gctttacgat atttcttcgt
  3061621 tacctcaata atgtattcag agctttttag tacaccatca atttttaagc tgtcgatttc
  3061681 agcatcaatt agctcttcta actcatcgat gaaacaaata tcgtttggac tcataatgtg
  3061741 agtaccattt tcatcttcat aaattggata tttattgtta cgctctgggt catataagaa
  3061801 catattctct tcatattttt tcttttcaat gtcaagatga cgtccttgat actcaaagta
  3061861 gtttcctact aatgaacgct tcgattggaa catacaagtc ataccgtgaa tttgtacttc
  3061921 aagttccact tcagcatttt cttttaactc aacaatttca tctaagctaa gctcacgagc
  3061981 taatacagca cgttttgctc ctctttttcc ccagtagtta caagtaaacc aatttgttgc
  3062041 tgttgtttct gcattccagt gcaattgcat atttggcgct acttcgcgga ccgccattaa
  3062101 tactgctggg tctccaaaaa caattgcatc tacatgtact tcgtttaaaa atgcaacata
  3062161 gtctgttaat tcttctactt tatcgttgtg gaacatagcg ttcattgcta cgtatacttt
  3062221 cacaccattt tcatgtgcaa ttttcacagc ttgtttcaca tcttcacgtg aaaactcacc
  3062281 tgctaaacgt aaaccaaact tttgctcgcc gatcattacc gcatctgctc ctgctttcgc
  3062341 aagaggttcg atatccgcca ctgcttttgg cgttactaac aattcaggtt tcttcatacc
  3062401 tcggtcaccc tctcttttta ctaacagcta ctccatcacc aattgggaaa atcgttgtat
  3062461 catatccttc atggttcata agccattcat tgtacgtctt aatacgacgg attaaaccac
  3062521 gtgtacgtct gttttcgatt ttctctttcg tcgttacaag gccatggtac ataacattat
  3062581 ctgaaataat tacgccacca ggatttaata acggttcata taagtcaaaa aagcgacgat
  3062641 attgtccttt tgctgcgtca ataaaaataa catcaaatgt tccatgttct tctacttgct
  3062701 cgcctgtttc taacgcatca ccgtaaataa cggaaatacg ctctttaact ggtgaacgtt
  3062761 ctatatattc aagtgctttt tcatatcgat cgcgattacg ctcaactgtc acaatgcgag
  3062821 aatttggaat agcttgcatc atacgaatgc tagaatagcc aattgctgta ccaagctcta
  3062881 aaatactctt cggtccaatt aaacgtaaaa attgcaacat aaattccatt ccaagtcgat
  3062941 ccataattgg cacatgattt tctttcgcat agtcttccat ttcaagaatt aatttatctt
  3063001 tcggatcaat aaatgataat aggtactcgt taactgcatc ctccataatg gtcctcctta
  3063061 tttacatgga gaagtgcctc tatgacgtct tttcacacat agaatgcaat aaaaatacaa
  3063121 gccagcttta cccttagctt gtacgtcccg ttttgatatt aaaaacgatt cttctgccag
  3063181 tttttaaccc gatatatttt accacaaaaa agagggatgt gcgacctttt tcgctatccc
  3063241 tccccatttc actgcttttt cgtaatatat ttttgcttta atgcattatg ctcttccaat
  3063301 gttttcgcat aatacacttc accagttggt gcagctaaga aataataata atctgtttgc
  3063361 gcgggttcta acgccgcttc cactgaatgt ttgccagagt ttgcaatcgg accgacaggc
  3063421 aatcctttca ccacatacgt attgtatggt gagttaacct ttaaatcttc gtataacaca
  3063481 agttgtttat gctttccaag tgcatataat accgtcggat cagtttgcag tggcatgcct
  3063541 tttgctaaac gattataaaa gacactagag atcttttgac gatctgtaaa gcctgttgcc
  3063601 tcttcttcaa taagtgaaga caatgttaaa agctggtgaa catcccagtt tttcgctttc
  3063661 atttttgcct cgttttgaac aatgattgca ttcgtttttt caagcattgg aattacaact
  3063721 tcttctaacg tcgtatcttt tttatagaaa gagtacgtcg caggatataa ataaccttct
  3063781 aacgtatatt taatattgct atcaaagatt ttatcggtta acaacttcgg atacttttgc
  3063841 tgcatttttt gaataaatgc tttatcgttt aattgacgta cgacatcatc tttattccac
  3063901 tttaattcgt ttgcaaccgt ttctgcaatt tcagttactt gtgctccttc ttttatcgtc
  3063961 actttataaa gagctggacg atgtacatta ccagatgaca tttgctccat aacatctttc
  3064021 gcactcattg aaggatttaa taaatatgta cccgcttgta aatttttaga tttagccttt
  3064081 gtataaaaac taaaaactgt accgtttttc acagcacctt tttcttctaa aatctcacca
  3064141 attttactag tagatgatcc ctttggaatt tctacttcaa tctctttttt attcccggta
  3064201 tcaactggtc ctaatgcgga tgaaatatac gcatagactg aaccacaaac taaaagcagt
  3064261 gcaataatcg aaaataaaaa aatgcgtcta cgcttctttt tcacttgatt ctctaccaaa
  3064321 actcttcctc cttattcaat tgtaggccat atgtacatct ttctatacaa catgatgaaa
  3064381 aatcacaata aacttaccta tcatttttga cagatacttt atttttctac aatccgtctc
  3064441 attatactac aaaggattac gcagtttcga caaaaaatct ttcattttac atataaaaaa
  3064501 agatggacga tatatcgtcc accttttcag tacttattat tcagcttctt gctcatcagc
  3064561 tagagtgttg aacatttctt gtaccatttc ccactcttct tcagattcga ttggaagtaa
  3064621 agttccgccc tcttcttcat tttgctcata ggccattgca tcataaattt ggtctccatc
  3064681 ttcgtctact tcaccgattg gagagaagac tacgtatgat tttttgccaa atttttcagc
  3064741 gtcaaaagtg aaaataattt cacataaatg ttcgttacct ttttcgtcta caattgtaat
  3064801 ttgattttct tccattttgg tcacctctta tttactatct aaaaatcctt gtaagattac
  3064861 gactgcagcc atcttatcaa ttacttgctt tcgcttctta cggcttacat ccgctgaaat
  3064921 gagtagacgt tccgctgcca tcgttgacaa acgctcgtcc cacattacaa cgtctaattg
  3064981 taacagctct cgtaggtttt ctgcaaattg ttggcatgct tcaccacgcg ggccaattgt
  3065041 accattcata tttttaggta aacctactac tatcttgtcc acatcatact gttttactaa
  3065101 ctcagaaatg cgatcaaatc caaattgacc tcgttcttcg ttaatcttga ttgtttcaag
  3065161 cccttgcgct gtccagccca tttcgtcact aattgcaact ccgactgttt ttgtacctac
  3065221 atctaaacct aatatccgca taaattactc ctcacgatga tgtttcaagt aagacttcac
  3065281 aagctcttca attaattcat cacgttcaag cttgcgaatg atgcttcgtg catctttatg
  3065341 gcgaggtatg tatgctgggt ctccacttaa taaataaccg acgatttggt taatcggatt
  3065401 atagcctttt tcttgaagtg catcatacac agttaaaagt acatcattta catggacact
  3065461 ctgtttttca tcttgaatgc taaacttcat tgttttatca aaaccgtcca tttcaagcac
  3065521 ctcacttata tagtaagtat agggagaaga acttctcctc tccctaccat tgtacactac
  3065581 tatctcttta ttttgaaaca gatttaacgt actcttgtac aaatgctaaa gcttcctcaa
  3065641 cttgcgctgg gtttttaccg cccgcttgtg ccatatcagg acggccacca ccgccaccgc
  3065701 cacaacgaga agctacttct ttcacaagtt taccagcatg gtatccttgg ctaattaaat
  3065761 ctttcgttac gccagctaag atgtttactt tatcatcatt tacagatgct aatacgacaa
  3065821 ctgcagattc taatttattt tttaggtcat ccatcatcgt acgtaagttg ttcatatctg
  3065881 caacatttac ttttgccgct aatacgttta cgccatcaac tgtcattact gaatcagtta
  3065941 agtttccagc ttcaatattg cttaattttg ctgcaagaga ttcgttttcc ttttgaagtt
  3066001 gttttacttc agcaaacaaa ccatctactc ttgttaaaat atcttttgga tttgttttca
  3066061 tttttccagc tgcttctttt aataaaccta cttgatcgtt cattaattca taagcagact
  3066121 taccagttac tgcttcaata cgacgaattc ctgcaccgat accagactca gcaacgattt
  3066181 tgaaaatacc gatagaagct gtgttatcaa cgtgacaacc accgcaaagc tctaagctat
  3066241 aatcgccaac ttgtacaacg cgtacaacat caccatattt ttcaccgaat aatgccattg
  3066301 cgcccatttc tttcgcttct tcgattgctt tttgagaaat ctcaacatca atactttccc
  3066361 aaattttctc gtttacaata cgctcaattt tttctaattc gtcagcttgt acttgaccga
  3066421 agtgagagaa gtcaaagcgt aaacgttcag aagttacaag agaacccgct tggttaacgt
  3066481 gcgttccaag tacatctttt aatgcttggt gtagtaagtg agttgctgta tggtttttca
  3066541 caacactact acggtttttc gtatcgataa tagcttttac agctgcatct ttcgttaacg
  3066601 taccttcttc cacaacaact tggtgcaagt tttggccgtt tggtgctttt tgtacgtctt
  3066661 ttacaagaac tttcacgcca tcagcaagaa gacagccacg gtctgcaatt tgtccaccgc
  3066721 tctcagcata gaatggtgtt acatcaagca ttaattgtcc ttcttctcca acttgtaagc
  3066781 tgtctgtgta ttcgccgttt ttcacaagtg caacaacgtt actttctgtt gcaactgtac
  3066841 cgtaaccaac gaactcgctc gctactttca cttctccaag gacaccgcct tgaacttgca
  3066901 tagaatcaac gtcttgacga gcagcacgtg cgcgctcacg ttgtttttcc atttcatttt
  3066961 caaagccttc atgatcaact gtcataccag cttcttctgc atattcttct gttaattcaa
  3067021 ttgggaaacc gtatgtgtca tatagacgga acgcatctac tccagaaata acagttgttt
  3067081 tttcttcttt agcttttgcg ataacttcag ataaaatcgc ttctccatca tgaagtgttt
  3067141 catggaaacg ctcttcttca tttttcacaa cttttgcgat gaaatctttc ttttcaagta
  3067201 cttctggata gaagtctttc attacttcac caacaaccgg cactaattca aacatgaatg
  3067261 gacggttgat gtttaatttc ttcgaataac gaaccgcacg gcgtaataaa cgacgtaata
  3067321 cataaccacg gccttcgtta gatggaagag caccgtcacc aacagcgaat gttactgtac
  3067381 ggatatggtc agcaattact ttaaacgcca tatctttttc taagtcacca ttacgatatt
  3067441 tctcaccaga gattgtttct gttgcaccaa tcattggcat gaataagtct gtatcaaagt
  3067501 tcgtaggtac atcttgaacg atagatgtca tacgctctag acccatccct gtatcgatgt
  3067561 ttttcttagg aagtggtgta tatgaaccgt ctggattatg gttaaattga gagaatacaa
  3067621 ggttccatac ttctaagtaa cgctcgtttt ctccgcctgg atataattct gggtcactaa
  3067681 agtcattacc gtaagcttct ccgcggtcat agaaaatctc tgtattcggt ccacttggtc
  3067741 cttcaccgat atcccagaag ttttcttcta agcggatgat gcgctctttt ggaacgccca
  3067801 ttttctcatt ccaaattgtg aatgcttctt catcttctgg atggattgta acggatagta
  3067861 attctttatc gaatccgatc catttgtcgc tcgttaagaa ttcccaagcc caagtaattg
  3067921 cttcttcttt gaagtaatca ccgattgaga agtttcctaa catttcaaag aatgtatggt
  3067981 gacgagctgt tttccctacg ttttcaatat cgtttgtacg aattgatttt tgagcatttg
  3068041 taatacgtgg attttgcggg attacacgtc catcaaaata tttttttaat gttgctacac
  3068101 cactgttaat ccacagaaga gatggatctt catgtggaac tagtgatgca ctaggttcta
  3068161 ctgcgtgtcc tttttcttgg aaaaagtcta aaaacatttg acgaatttgt gcgcctgtta
  3068221 gttgtttcat tgtattttcc tccttaaata taaaaaactc ccgcccctat aaaagggacg
  3068281 agagttaact cgcgatacca ccctaattat gaattgattg ctatacgaat caattcatca
  3068341 cctcatggtg ccgtaacgtg gcaagacggc agtgattagc tgctctcagg attagctttc
  3068401 tgttaccctt catttaaagc ttctttcagc catatggaag cttctctcta taaatggact
  3068461 gtaacgtact tgttccgtca ttgatttaat gtattatatg actaaatata atagaattct
  3068521 cttaagtttg tcaatgtaga taatcattta tattatatca attgcatatt aatcatagct
  3068581 attctactat tcattcttaa cagccttttc atatattatg catgtattaa taaattgtac
  3068641 tacttctacg aacttttctg aatattgttt ttttgttata attaaattat caataataaa
  3068701 ggagcgatta taatgacaac cttattgaac gaagctaaaa atatgttaac aaatgatgaa
  3068761 acaatattat tttacacagc atgttcacta gaaatattta tttatcgttc cgtcgcaaga
  3068821 ccaggcctat taattttaac aaacaaaagg ctcttctttt atggtccaga tgtaagcaag
  3068881 aatccattac ttgaggagta ctctttcgca aaaatttcaa atttaaaaga acaaaagcgt
  3068941 cttttcagca atcaaattgt atttatgtat gataatgaat gaaaaaataa aaaatattca
  3069001 aacaaatgat gtaagctctc tcgttcaaaa aataaacgag caactctcta aataacgaag
  3069061 gccctctact taaaaaagta gagggccttc ctattacaca tcttcttttt tccaaagagg
  3069121 ccttacatga acgatcactg tacgaatgac cgctaaaaca ggaactgata ttaataaccc
  3069181 tacaattcct gccacttctc ctccaactag tagtgcaagc ataataatga caggatgcat
  3069241 gcgaagcgac ttaccaacga tgtaagggga taaaatatta ctttctacaa attgcaaaat
  3069301 agcaatcgta atccccgctt taatgagtaa acttgttgat accgttgctg caatcatcaa
  3069361 cgctggaatc gcccctaaaa tagggccgaa gtatgggatt atatccgtta ccccaataat
  3069421 aatgccaagc aataatggat atttcatacc aataaaccaa aaagaaagaa cggatactcc
  3069481 tcctaatact aaacaaacaa ataattgtcc tcgaatataa cttccaagtg acttatcaat
  3069541 ttctttcgcc agcatttgcc ccgtactacg ccacttactc gggactagtt tccaaaagat
  3069601 atgataaaac tcgccgtaat cttttaatat gtaaaataca atgaacggaa ttaagaaaat
  3069661 aatgagtaac gaatctagta caccacgagc tgtgctcatc actttattta aaagtgcttg
  3069721 tatcttcgtt tctacaccaa caaaaatttg tttcaccttt tcatgaataa atgatgggaa
  3069781 attcgctgtt tgttctgtaa caccatccat ccacgaatca tacatctttg taaactgcgg
  3069841 aaattgctca ttgatttctt gtaattgctt aatgacaatt ggcgttcctt tataaattcc
  3069901 ataaccaatt ccaccaaaga aaaggatgta aataagcaaa atggcgagtg tacgcggcat
  3069961 cccttcctta tgaatttttt caattaaagg atgcaataaa tacgcaatga aacatgcaat
  3070021 aagaaacggt gtaatggcca ctttacatac aaagataatc ggtgcccata acggcttaat
  3070081 ttttaaaaag acgagcaaac aaagaaagac aagtaacaat aaccctaaac gatatatcca
  3070141 aatgatttta agattcttca cacgaaaaac ctcctccacc cttattttga aaataaatag
  3070201 ggtaggttat gtgcaaaagt tttaaaatct tttcgtgcag accatactgt tttgtaaaga
  3070261 cgtacatata cataacgtaa caaggacaac cacccctgag aatgcagcat gaaacaatat
  3070321 aatcaggagg gctcataatg gttttattta tgctcatatt atctgcactt tttatgattc
  3070381 ttgaatggat ttgtatcggg tttggtattt ggaaaggttt ttttgttcgt tcctcacgaa
  3070441 aagaaaaagc gaagcaatta tttcattacg gaatgcttgg cgttggatgt tacggcctat
  3070501 cttatctctt ctctgaaatt ggacttttat atttgcatac aagcacataa aaaaactccc
  3070561 ttatcatgaa gggagttttt tacgcttata aataagattt aatcatctta cgtgcttttt
  3070621 tcatattgcg ttttgaaaat acatcttgtt tgcgagcata ttgatatgct gccgctccaa
  3070681 cacctaatgc gattaatgaa ttgcgtagat tcaaagtaaa tccccctttt cgttatccga
  3070741 tcgttctttc attctcatca aataaatcat caagagagct tagtgaacca tcttcttcta
  3070801 cttgatgcgt atggattttc ccctttgaaa ccgataattc gatataacaa ttccagcaat
  3070861 aaaattggtt gacacctatt tttccaatgt ctttcccttt gcaatttgga caaataaaca
  3070921 tatggcattc atctccttac agtctcccgg attctattcg ccattatgtc caaactgcat
  3070981 tcatttatac attgctggag cctttcaacg ttatacgttt gaaagtttca ctatataatt
  3071041 tcaccttgtt acatgaaatc atacggtgaa atgttttcca cgtccatctc ttcgccatta
  3071101 accgttacca tctgtacttc tccttgtgat tcttgcaagc ggctagctaa agtcgtttga
  3071161 cgcattgcat catcaaggcg atttacacca gactgaaaag cagcttcctc cccgcaaata
  3071221 ataaggaact tcttacttct tgtaatacca gtataaatta aattacgacg taacatacga
  3071281 ttataacttt tcactatcgg cataatcaca atgggaaact cactaccttg cgatttatga
  3071341 atggaacagc aataagcatg tgtaatttga tttaaatctg gttttgtata tgttacctca
  3071401 attccatcaa atgaaacgat aatcatatct tgttgctcaa cgttttcttt cgcataaaac
  3071461 accgaaacaa tttcgccgat atcaccatta aatacttggc tctctggctg attaacgagt
  3071521 tgcaaaactt tatcgcctct tcggtataca acatcaccgt aagcaatttc tttactcttt
  3071581 tctcttttcg gattaaacac ttcttgcaac gcttcattta gtacattaat accagccggt
  3071641 ccacgataca tcggggccaa tacttgtaca tctcttgcgc taaacccttt tgtcttagcg
  3071701 ttttcgcaaa ccttcttaac aacttcaaca atttgagctc ctgtgcagcc gataaatgaa
  3071761 cgatcttttt gattttgcgc taaatctggt gggagcgttc cattttttat cgcatgggca
  3071821 agttgaatca ctgatgaacc ttccgcttga cgataaattt cagtaagctt tactgttgga
  3071881 actgcacctg catttaataa atctttcaat acttgcccag gtcctacaga tggtaattga
  3071941 tcttcatcgc ctacaacgat aacttgaatg ttagtcggca atgacttaaa cagctgattt
  3072001 gcaagccaaa tatcaaccat tgaaaattca tcaataatga gtaatttccc ttgtaccgga
  3072061 tctgtttcat tacgctggaa agacccttct ggcgtccatc caagtaaacg gtgaattgtg
  3072121 caagctggaa gccctgttga ttcactcatt cgcttcgctg ctcttcctgt tggagctgtt
  3072181 aatagtatcg gaaatggatt atcatcacta tattcattcg gatttaacga tagcccgtga
  3072241 agtgacgcat acatttcaac aattccttta ataactgttg tttttcctgt tcctggtcca
  3072301 cctgtcaata acatcatcgg tttatgaagt gccgtttgaa ttgcttcttg ctgaagcggc
  3072361 gcatactgta cgttcaattg ttcttcaatt tcacctaacg tctttaacac ttctgcttca
  3072421 ggaaatgaag gtgtttcttc ctgattcatg agcctgcgaa tagacttcac aacacctttt
  3072481 tcagaataga ataacgatgc caaatatact cgctcttctt cgatgatgac tttcccttca
  3072541 ctttgcatca tttcaataca gcttataatg tcttcctctg tcactcttcc ttcttgatta
  3072601 tttaaaagtg acatcgtttc tcttacaagt tgatcttttc tcatataaac gtgaccaagt
  3072661 tgtaatgaca cattctctaa cgtataaaaa catcccgcac gtacacgatc atcatgatta
  3072721 cccgatatcc ctaacgcacg tccgatatca tccgctcttc caaatccaat cccatccact
  3072781 tcttcaataa gctgatatgg gttattacga attacttcta atgtcatctc tttatattgc
  3072841 tgataaatct taatagaaag cttcgttcca aaaccgtaac catttaaaaa actcattact
  3072901 ttctctaatc cttgatgttc aacaattgtc tcatatattt cttgcgcttt ttgtttgtta
  3072961 acaacaccgt ttaaagcctc aggatcatcc atgattttag aaatagcatg ttcccctaga
  3073021 tgggccacaa ttttttcagc tgtgcgtttt cctatccctt taaatagatc actcgctaaa
  3073081 tattgcgcca tacctgcttt tgtttgcggc aattctttct taaacgtttc aactaaatat
  3073141 tgtttcccat acttcggatg gtctttaaaa tgtcctgtca acgtaaacac ttcatcttca
  3073201 tgcatgcggg gaaaatgacc gtttatcatc actttttttt cgtcgtacgt ttcattcgtt
  3073261 tcaatgactt tcatactgac aacggaatag aggttttctt cgttgtggaa aatggtatga
  3073321 agaacttgcg cttttataaa ctttttttct tcctcaaaca aatccattgc atgttgattt
  3073381 cccatctttc ctctcctttc cggtttcgtt tcactttaat gagcagtaca tcccccacct
  3073441 ctttagatga gggataacta cccattaaac tatatttttc ttattcagct tcttgctcta
  3073501 ataaacgaac accattacca gctaaaaagt gatctggctg aatttcagtt gctttcttaa
  3073561 ataaagcaag agccttctcg ttattttctt caaacacgta cgcaacacct aaattataat
  3073621 acgcatccgc atgctcttca tccatttcta ataccttttc aaaataaggt ttcgcctctt
  3073681 gaatatgttc taatcgtgca aaacaaagtc cgcactggaa cacagcttct acatcgtttt
  3073741 catctaattc tgttgctctt tgtaaaaacg gcagtgcaag acgatcattt ccaagttgca
  3073801 catgcgtaat acctaacata aatgttacat cagctgattg taatccagct tgcatcgctt
  3073861 gttcaaatac agctttcgcc tctgcaaatt gctcttgacc gtaatatacg ttccctaatc
  3073921 cataataagc agccgcagat ttatcatcta actctaatgc acgtttataa aataaaattg
  3073981 ctctctcact gtcacctaat acatctaata agtttgcaaa attaatatat ccaagcgcat
  3074041 ctttcggatt ttcttcaatt gcttctgtga aatttttagc agcttcttcc cagtttcctt
  3074101 cttgcatata ttgaatacct gtttcaagtt tgtttgacat gtccttcacc tctacaacaa
  3074161 attataacaa agaatgtatt ttccaagcga acgaaaattc gccttatgta aaagaaacct
  3074221 ctaaccgcga atcggtagag gcttctcgtt ttatcctaaa caatccaatt tcttaccgct
  3074281 acggtacact tcatcaattg tagcaccgcc taagcactca tctccatcat agaaaacaac
  3074341 tgcttgtcct ggtgtaattg cacgaattgg ctcgtcacaa agaatacgaa ctgtattttc
  3074401 atcaacgatt tgaaccgtta ctttattgtc ttcttgacga taacggaatt tcgctgtgca
  3074461 cttaaattct ttttctttcg cttcattact tacccagcca acattggtag caataacttc
  3074521 gtcgccatat agaagttcgt tatggaatcc ttgatcaaca tataaaatgt tttctttcaa
  3074581 gtttttccca acagcaaacc acggatcacc gttaccgcca ataccaagac catgacgttg
  3074641 tccaattgta tagtacatta aaccgtcatg cttccctttc acttcgccag ataatgtttg
  3074701 catcacacct ggttgtgctg gtaaatagtt acttaagaaa tctttaaagt tacgctcacc
  3074761 aatgaagcaa ataccagtac tatctttctt cgccgctgtc gctaaaccag cttctttcgc
  3074821 catttcacga atttgtggtt tcttcagttc acccagcggg aacattgttt ttgataattg
  3074881 ctcttgactt aattgattta agaaatacgt ttggtcttta ttgtcgtcaa cgccgcgaag
  3074941 cattttatat tcgccgtcca tataagcaac gcgtgcataa tgacctgtcg ctacataatc
  3075001 agcaccaagt gcaattgcat gctctaaaaa tgctttaaat ttaatttctt tgttacacat
  3075061 tacatctggg tttggtgtac gaccagctcg gtactcatct aagaagtacg taaatacttt
  3075121 atcccagtat tgtttttcaa agtttactgc ataatacgga ataccaattt ggttacacac
  3075181 ttcaattaca tcattgtaat cttctgttgc tgtgcagaca ccattctcat ctgtatcatc
  3075241 ccagtttttc ataaaaattc cgattacatc ataaccttgc tcttttaata aaagagccgc
  3075301 tacagatgaa tcgacgccac cggacatccc gatgacaacg cgtgtttcgt gaggtagttt
  3075361 gttcatcatg tcacctccca tgctaatttt gtgttaatcg cttcacgatt ttcactgttt
  3075421 cgtacgccgc tttctcaatt tgctctttcg tatttccaag tccgaaacta aagcgtacgg
  3075481 atgaacgtat ttgatcggag tcttttccga acatcgccac taatacatgt gatggatcaa
  3075541 tagaaccagc tgtacacgcc gaaccacttg atacagcaat gccagctaag tctaagttca
  3075601 caagaaacgg ttcaatgttc attcctgtaa aactaatatt aagcacatgt ggtaagcgat
  3075661 attctaagtt tccgtttacc tcgaaagtaa tgtcttcatt ttggaagaca gataccatta
  3075721 tatctttaaa ctcttcatat tgggcatttt tttgctcacg agttttttca gctagcaaaa
  3075781 ttgcatgttg taaaccaaca atacttggca cattttcagt accagcacgg cgttttcttt
  3075841 cctgctctcc gcctattaat aacggttcaa atttcacatt tgtaccagcg tataagaacc
  3075901 ctacaccttt tggtccgtta attttatgag ctgaaatcga taataaatca ataccaaact
  3075961 ctttcacatt aatttctact aaaccgtaag cttgtaccgc atctgtatgg aaataagctt
  3076021 gatgctcttt tagcagctta cctatttctg caattggttg catcgtccca acttcattat
  3076081 tcccaaacat aacagataca agaatcgtct cttctgtcaa tgccttttgt atgtcagaaa
  3076141 cttgaacgcg tcctgtttca tcaacaggta aatatgtcac ttcaaaccct tcacgctcta
  3076201 acaattcaca cgtatgcaaa attgcatgat gttcaatttg cgtcgttata atatggttac
  3076261 ctttatgacg gttcgcacgc gctacaccga taagtgctaa attatcagct tctgtaccac
  3076321 cgctcgtaaa tataatttca ttcggattcg catgaatgct acgtgcacac gcgcgtctcg
  3076381 cctcatctac cgcatggcgc gtttgacgtc cataaaagtg aatactagac gggtttccga
  3076441 atgtttctgt catatatgga atcatctttt cgaccacttc taggtgagtc ggagatgtcg
  3076501 cagcatgatc taagtaaatg cgttccatta aatctccttc tttccaaatc gtttcacaag
  3076561 gaattaaatg taaaacatat agcccccgtg attttcttcc tcataacgta ctaaatcttc
  3076621 taacgttgta ctatctaaca cttcttgcac cgcatcacga acacgcatcc ataattggcg
  3076681 ttgtgctggc tcttcttctt ctatcatttc tacaacacta atcggaccct ctaacacacg
  3076741 gattacatcc ccagctgtaa tgttagccgg ctgatctgat aatacatatc cgccatatgc
  3076801 cccgcgcgta ctctttacta gacgcgcgtt acgaagtggt gaaattaatt gctctaagta
  3076861 atgttccgat aagtcatgtg cctgcgcaat tgattttaat gaaatcggac cttcaccaaa
  3076921 cttttttgca agatcgatca taattgttaa gccgtagcgg cctttcgttg aaatcttcat
  3076981 ctattttgca cctcttttca aattttcact tctattggtt atatcttatt tataaaagaa
  3077041 cacaatttaa aatcctatga aattatagca taatatagta ttataagaaa tttcaacttg
  3077101 tgtatcaaaa tgataacata aaatcacatt gaaaaactcg gaaattatta caattgaaag
  3077161 aaaaatgaaa atattcatat tcatttttcc cacaaaacag catcctattt caaattccac
  3077221 taaaaaaaat gatacgatag aaagagatta tacattaagg gagacggtaa aaatgaaaca
  3077281 accactcgca catcgaatgc gccctacaaa tattcaagaa gttatcggac aacaacattt
  3077341 agttggcgaa ggaaaaattt tatggcgaat ggtccaagcg aatcattttc aatctatgat
  3077401 tttatatggc cctccaggca ctggaaaaac atctatcgcg agcgcaattg ccggaagtac
  3077461 cggaacccct tttcgcctat taaacgctgt tactcataat aaaaaagata tggaagttgt
  3077521 cgtacaagaa gcaaagatgc atcgacacct cgttttaatt ttagatgaag tacaccgtct
  3077581 agataaagca aagcaggatt ttctattacc tcatttagaa agcggacttc ttaccttaat
  3077641 tggtgcaacg acgagtaatc ccttccatgc gataaactcc gctattcgaa gtcgttgtca
  3077701 aatcttcgaa ttacacgcat taacagaaga ggatctttta attggcttaa aacgagcact
  3077761 tgaagataaa gaaaaaggtc ttggggaata tgatgtaact gttacgcctg aagcattaca
  3077821 tcactttgca aatgcatcag gcggagatat gcgttccgct tataatgcac ttgaactagc
  3077881 tgttttatct agctttacaa ctgatgacaa agctgcggaa atcacgctag aaatcgcaga
  3077941 agaatgctta caaaaaaaga gcttcgttca tgataaaggt ggagatgctc attatgacgt
  3078001 attatcggca tttcaaaaat cggtgcgcgg aagcgatgta aatgcagcac ttcattattt
  3078061 agcacgtctt attgaagctg gtgatttaca aagcatcggt agacgtcttc ttattatggc
  3078121 atatgaagat attggacttg ctagcccgca agctggaccg cgtacactag cagctataga
  3078181 atcagcggaa cgagttggat tcccagaagc acgcatacca cttgcaaatg ctgttatcga
  3078241 gctttgctta tcacctaaat cgaactcagc ttataaagca cttgatgctg cattacacga
  3078301 tttacgtaac ggtcaaacag gcgatatccc aagtcattta aaagatagtc attataaagg
  3078361 cgcagaggca cttggaagag gcattggata cttataccca cacgaccaac caaatggctg
  3078421 ggtacaacaa caatacttac ctgataaaat aaaaaacaaa caatattata aaccaaaaac
  3078481 gacaggaaaa tttgagcaag cactttctac tgtatatgaa agattacaaa gttcgaataa
  3078541 aacaaaaaat aaagggtaac ataagcgaaa acgtcaccat tatggaggct tcacttatga
  3078601 aaacacgtca agatgcatgg acaaaagaag acgatctcct tttagccgaa actgttttac
  3078661 ggcatattcg cagcggcagt acacaaataa aagcattcga tgaagtcggc gatgctttaa
  3078721 accggacttc cgcagcttgc ggatttagat ggaatgctga agtgagaccg aactacgaag
  3078781 atgcggtgca acttgcaaaa aaacaacgga aagaattaaa gcgctctgaa gctaaaatag
  3078841 aaaaagagca tttcacgaaa acgaaacaac tcgtaatcga tgctgagttt tctgaagata
  3078901 ttgcgccaag taaacaagaa cttacaatgc aaaatgtcat ctcgtttttg caaaacttag
  3078961 agcataccaa cccttcgctc gcaaagttac aaactgaaaa tgatgtacta caagctcagc
  3079021 tcacttcctt gcaaaaaacg aatgatgagc ttgaaactaa attagccgta ctcacaaaaa
  3079081 aacaacaagc aatcgaagaa gattacgcaa tgcttgttag aattatggac cgtgctcgaa
  3079141 aacttgtttc agtcgaagaa caagaagagc aaattgctcc gattttcaaa acagatcaaa
  3079201 atggaaattt agatattata tattctgcag agaattaaaa acaggggtgc cacttttttg
  3079261 attaagtgac acccctgttt attttttctg tgaataatgt attggtaaat gaaattatat
  3079321 caacgatttt tcaaatatat ctatcgtaac ttacaatata tcaacgattt tttaattata
  3079381 tcgacgattc gacaaggaat atcgatttac tgataaatat ttacaaaata agtaaacctg
  3079441 ctatataaag aagtattagc attgcaaata tcagcagttc tttaaaatat aatagaaaaa
  3079501 gcatataccc tagacggata tatgctttct ttttattctt gccctacacg tttcacttct
  3079561 acgtttttaa tgcgttcacg tacaacgtga cttgccataa ttaagcctgc cacagatggt
  3079621 acgaatgcat ttgatgaagg cggtaatttc gctttacgaa tttttgcatt ttcgtctggt
  3079681 acaatttctt tacgtacttc ttcacgaatt acgattggat tttcgtcaga gaaaacaact
  3079741 ttcacacctt ttttaatgcc ctctttacga agcttcgtac ggattacttt cgcaattgga
  3079801 tctgtatgtg ttttagagat gtccgcaata cgaaaacgag ttggatccat tttatttgct
  3079861 gcacccatac ttgagataat tttaatttta cgacgtaaac attgtttaat taaatgaatt
  3079921 ttgaacgtaa tcgtatcaga tgcatccact acgaagtcta aaccatgctt aaagaactct
  3079981 tcatatgttt catctgtata aaacatttct agtccaatta cttcacactc tgggttaatg
  3080041 tctgcgatac gctctttcat taattctact tttgaacgcc ctacagtaga tactaaagca
  3080101 tgaatttgac ggttcacgtt tgtaatatct acaacgtctt tgtcaactaa tacgagacgc
  3080161 cctacgccag aacgcgctaa cgcttcagct gcaaaagaac ctacgccgcc aattcctaaa
  3080221 ataccaactg tactattttt taatatttca agtccttctt taccgaaggc taattcatta
  3080281 cgtgaaaatt gatgtaacat tcagctctac actcctatta caaaaatggt ctaccatgta
  3080341 ttctagcgtt tttccgacta tttgtataga aaaagttata gaattcctaa aaatacatat
  3080401 ttcgaaaatg aaaacatagt gtaaaccgga ctttttaaac ttccttccaa tacacgttta
  3080461 aaaaggagga ttcagagggc cgagcagatc gaggcacgta tgctaggagg agcgcagtgt
  3080521 agcgttacta ctcgagcacc ggactagcat acgtaacgac gagatgcgac agccatctga
  3080581 accggacttt ttaaacaacc tctcaaaaaa agtctagacg gctatagtat aaccatctag
  3080641 acttttttct tacttctctt ctttcacgtt caacttcaag ttcagctctt caagctgtgc
  3080701 ttctgcaact gggcttggag cttctgttaa taagcagctt gcgcttgctg ttttcgggaa
  3080761 tgcaattgta tcacgaaggt tcgtacggcc tgcaagtaac ataacaagac ggtctaaacc
  3080821 taatgcgata ccaccgtgtg gtggcgtacc gtattcgaat gcttctaata agaatccgaa
  3080881 ttgctcttgt gcttcttctt gtgagaatcc aagtgctttg aacatttttt cttgtacgtc
  3080941 acgctcgtaa atacgaagtg atccaccgcc aagctcataa ccgtttaata caaggtcata
  3081001 tgcttgtgca cgtgcttttt ctggtgctgt ttctaatagc tcaacatctt cacggaatgg
  3081061 cattgtgaat gggtggtgag ctgcgaagta acgatctgca tcttcgtcgt actcaagaag
  3081121 tggccaatcc gttacccata ggaagttaaa tttactttcg tcaattaact caagctcttt
  3081181 acctagacgc aaacgaagtg cgcctaagct atctgcaaca acgctcttct tatctgctac
  3081241 gaatagtaat aagtcaccag cagtagcttc taatgtattc attaacacgc tcgcatcttc
  3081301 ttcaccgaag aatttcgcga ttggtccttt taagccgtct tcttccactt taagccaagc
  3081361 taaacctttt gcaccgtata cttttacgaa ttcagttaat gcatcgatat ctttgcgaga
  3081421 gtatttgctc gcagcacctt ttgcattaat tgcttttact tgtccgccgc tttctacagc
  3081481 acttgtaaat actttaaagc cacaacctgc tgcaaactca gataagtctg ttagttccat
  3081541 ttcaaagcgt gtatctggct tatcagagcc gtagcgagcc attgcatcag catatttcat
  3081601 acgagggaat ggtgcgctaa cttctacacc ttttgcatcc ttcataactt tcgtcatcat
  3081661 gcgctccatc atatctaaaa tttcatcttg tgttaagaat gaagcctcga tatcgatttg
  3081721 cgtgaattct ggttgacgat ccgcacgtaa atcttcgtca cggaaacaac gtgctacttg
  3081781 atagtaacgc tcaaatccac cgaccataag aagctgttta aatagctgtg gagactgtgg
  3081841 taatgcatag aattcaccgt catgtacacg acttggtact aaatagtcac gagcgccttc
  3081901 tggtgtgctc ttcgttaaaa ttggtgtttc cacttctaag aactcttctg tatctaagaa
  3081961 gttacgaatt gttttcgtta cgtcgtgacg cattttgaat gtgttaaaca ttacaggacg
  3082021 acgtaagtct aaataacgat atttcaaacg tacatcttct gatgcatctg tatcatcagc
  3082081 aataatgatt ggcgttgttt tcgctgcatt taatacgctt actttcgttg cttgtacttc
  3082141 aatacgacct gttgccatat tgtcattaat tgcgccttca ccacgctcaa caactgtacc
  3082201 ttctacgtgt aatacgtatt cgctacgaat tgtttctgct acctctagcg cttcttttga
  3082261 tgtttctggg ttaaatacaa cttgtacgat acctgtacga tcacgtaagt cgataaagat
  3082321 taatccacct aaatcacggc gtttttgtac ccaacctttt aattgaactg tttgtccaac
  3082381 tgcttctact gttacttttc cacatgcatg tgttctttca gccactgtaa gttcccccta
  3082441 tattaatttc tctgctacgt atgaagcaaa cacatctaat gctacttctt cttgttcgcc
  3082501 tgttgccata tcttttaagt taatgatgcc tttatctaac tcatcttccc ctagtacagc
  3082561 tacgaatttc gcttttagac gatctgctga tttaaattgt gctttcattt tgcgatctaa
  3082621 ataatctttt tcaactgcta atccagcttt acgaagatca aacgcaactt ttgcagcatg
  3082681 gtctttcgct ttttcaccaa gcgctacaac gtaacaatcg atactatgtt caattggtaa
  3082741 ttcgatgttt tcagctttta gcgccataat taaacgttca atactcatcg caaaaccgat
  3082801 acctggcatt tctggtccac cgatttcttg tacaagtccg ttataacggc caccaccgct
  3082861 tagtgtagtg atcgcaccga aaccttctgc ttcactcata atttcaaaaa cagtgtgctg
  3082921 gtagtagtct aaaccacgta ctaagttcgg atctttttca aatggaacat ccatcatcgt
  3082981 taatagttct tgaactttgt cgtagtatac tgctgaatct tcgtttaagt attctgtaat
  3083041 agatggtgct gttcccatta attcatggtt acggtccttc ttacaatcta aaatacgaag
  3083101 agggttcttt tctaaacgag attgacagtc agaacagaac tcaccgatac gtggctcaaa
  3083161 gtgtgcaatt aacgcatcac ggtgcgcttg acggctcgcc gcatcaccta agctgtttaa
  3083221 tacaacttta atatttttta agcccatgcc gcggtaaaac tctacagcaa gtgcaattac
  3083281 ttccgcatca attgcaggat cgttactacc gattgcttca ataccgaatt gtacgaattg
  3083341 acgatagcga cctgcttgtg gtctttcata acggaacatt tgaccgatat aatataattt
  3083401 cgttggttgt gttgcgtcac cgaacatttt gttttcaacg taagaacgta caacaggtgc
  3083461 agtgccttct ggacgtaatg ttaaactacg ctctccacga tcttggaatg agtacatttc
  3083521 tttttgcacg atatctgtcg tatcaccaac accacgtaaa aataactcag tgtgttcaaa
  3083581 gatcggtgta cgaatttctt tataattgta acgacggcaa atttcgcgtg cttgcccttc
  3083641 gatatactgc cataactcaa cagtgcctgg aagaatatct tgcgttccgc gtgggatttg
  3083701 aatagacata ttcagttcct cctcaaattg ttttaatctt aataaaaata aaaaaactcc
  3083761 cgcctctact gtttgaacag tagggacgag agtattatac ccgtggtgcc accctaattg
  3083821 aagcacgtat gcttccactt ttttaataac gcttaaatgt gcgttcatcc ctactaagcg
  3083881 tatatgccgt tcaagttgaa acctctagag tgtcattcaa tcagtcacca tgtagaaatg
  3083941 ttttcagcct aagacatttc ttctctttcc atgtgtatct catttactct tctctatcaa
  3084001 cggttatatt catatgtaaa tataaaatta ctatacgttt gttcagtagg attgtcaagt
  3084061 gctctaagag cgttcaatct gcttctttag acgctttaca tcttgaagag aaatgccaaa
  3084121 ctcagaagca agctccattg aagtattgtt ttgctctttt gaaataaaat catgaaaatt
  3084181 tacgttaaac agttgatttg caccatttgt aacagaatgc cctttttcat tcatacgcat
  3084241 acgtatatcc ctcacattca atatggatgt tttacttttt attgttccat attgattaga
  3084301 gagttataca taactgaaac agctattaat cctaaaaata agaatccaaa tagcgggata
  3084361 aatgaacaaa acatacaaca atgtataaaa aagagaggat gatatcatcc tctcttcttg
  3084421 caacattatt tactttccac aattaaggta accggaccat cattgattaa agaaacatcc
  3084481 atcattgctc cgaacttccc tgtttctaca tgcaatcctt gcttacgaac ttcttcatta
  3084541 aagaaatcat ataaatgctc tgcatagtca ggtttggcag catccataaa gtttggacgt
  3084601 cttcccttgc ggcaatctcc gtataatgtg aattgcgaga tggatagaac ttgtccttct
  3084661 acatcgagta cagaatggtt catctttccg ctctcatctt caaaaatacg taagttcgca
  3084721 attttttctg caatgtaagt tgcatctttt tctgtatctt catgcgtaat gccaactagt
  3084781 aatgttaaac cgaacggaat ttgtcctacg atctcaccgt ctactgtgac agacgcttct
  3084841 tttgatcgtt gtaaaacaac tctcatcttt tctacactcc ctattaatgc atcatgcgtc
  3084901 gtactgcata aatttctgga acacgtttaa tgcgttctac tacttttttc aagtgctgta
  3084961 agttacgaat agagattgac atattaattg tcgccatctt attacggtca cttctaccag
  3085021 aaactgctga aatgtacgtt ttcgtctctg taacagcttg taatacttcg tttaataaac
  3085081 cacggcgatc gtaacctgaa atttcaatat caacgttata ctcaatttct ttttcaggac
  3085141 taccttccca ctctacttct aataaacgtt ctatcgcttc ttctgtatga acatttacac
  3085201 aatcacggcg gtgaattgat acgcctcggc ctttcgtaat atatccaacg atatcatcac
  3085261 caggtactgg gttacagcat tttgataaac gaattaataa attatccgca ccgctcactt
  3085321 taacgccaga atcccatttt cgaattttca tcggtttacg aacttcttta acttcaacaa
  3085381 tctcttcttc ttcacgttgc ttacggaact tgtccgttag tcgcgtaaca atttgtgatg
  3085441 cagtgatgcc attatatcca actgctgcaa acatatcttc ttcatttgca aagttgaatt
  3085501 tttcagcaac acgttttaaa ttgtcaggag ctaacacttc tttcatctca tactctaggc
  3085561 tccgcacttc tttctcaaca agttcacggc ctttttcaat attttcatct ctacgttgct
  3085621 tcttaaagaa ttgacgtatt ttgttttttg catgagatgt ttgagctagt ttcacccaat
  3085681 cttgacttgg tccatacgaa tgtttcgatg ttaaaatttc aatgatgtca cctgttttta
  3085741 atttatagtc aagtgtcacc attttcccgt ttacttttgc accaattgtt ttattcccaa
  3085801 tctctgaatg cacacgatat gcaaagtcaa ttggaacaga tccaagtggc aattccatta
  3085861 catcgccttt cggtgtaaag acgaatacca tgtcagagaa taaatcaatt tttaacgact
  3085921 ccataaactc ttctgcatta gaagcttcat tttgccattc taatatttga cggaaccatg
  3085981 taagtttctt ctctaatgta cctgttgttt ctgctgtttt tccttcttta tacgcccagt
  3086041 gtgccgcgat cccgaattct gcaatctcat gcatttcttt cgtacgaatt tgcacttcaa
  3086101 gcggatcacc tttcggtcca attacagtcg tatgaagaga ttgatataga tttgctttcg
  3086161 gcattgcaat ataatcctta aaacgacctg gcatcggctt ccagcacgta tgaataattc
  3086221 caagtactgc ataacaatct ttaatactat ttacaacgac acgtacagct aataaatcgt
  3086281 aaatttcatt gaactgttta ttttgcagtg ccattttacg ataaatactg taaatatgtt
  3086341 ttggtcttcc agaaatctct ggttgaattg caacttcgtc taatttctca cgaataccag
  3086401 tcattacttc gtctaaatac tcttcacgtt ctgcacgttt acgcttcatt aaatttacaa
  3086461 tacgataata ttgctgtgga tttaaatagc gaagtgacgt atcctctagc tcccatttaa
  3086521 tagtactaat tccgagtcta tgtgccaaag gtgcaaagat ttctaacgtt tcattcgcaa
  3086581 tgcgacgctg cttctcttga ggcaaatgtt tcaatgtacg catgttatga agacgatcag
  3086641 ctagtttaat taaaataact cgaatatctt gagccattgc aataaacatt ttgcgatggt
  3086701 tttctgcttg ttgttgctca tgagatttat atttaatctt tccgagcttt gtcacaccat
  3086761 cgacaagcat agcaatttct ttattaaatt cccgttcaat atcttctaat gtaatctctg
  3086821 tatcttctac tacatcatgt aagaaacctg ctgatactgt agctggatcc atgtgtaaat
  3086881 caactaaaac acctgcaact tgaattggat gaataatgta cggttcaccc gattttctgt
  3086941 attgttcgct atgtgcatcg cgtgcatatt cataggcacg tgctactagc tcaatatctt
  3087001 catccactaa atattgactt gctttctcga gtacctgttc agctgttagt acctgctcat
  3087061 ttgccatcga atcacctttt attgaaaatt gactttatct ttattaaata gaataaatta
  3087121 tattctatca ttataaccca atgattgtga attgtgaaaa ggaaaagatt ttactgacat
  3087181 ttcaccataa ttttttgttc aattatacaa aagtacccgc tcctctccaa gagattcacg
  3087241 ggtacttctt atcaccgtag ttttacctat atagcgatta gtatttttct aatactaata
  3087301 catcgtaacc atctaacatt ttacgaccat ctaagtaagt aagttctact aagaatgcaa
  3087361 ttcctgctac aactccgcct agctcttcaa ctagcttaat tgtcgcttcg attgttccac
  3087421 ctgtagctaa tagatcatct gtaattaata cgcgttggcc tggtttaatt gcatctttat
  3087481 ggattgttaa aacatcttta ccatattctt taccgtagtc aactgtaatt acttcacgtg
  3087541 gtaattttcc taatttacga actggcgcaa atcctacttc taatgcgtaa gaaactgggc
  3087601 aaccaataat aaaaccacga gcttctggac ctactacaag gtcgatgtct ctctcttttg
  3087661 catactcaac gattgcatct gttgctgctt tgtatgcttt accgtcgttc attaacggtg
  3087721 taatgtcttt aaacacgata ccttcttttg gatagtccgg tacaattgcg atatgttgct
  3087781 tgaaatccat atttctgaat cctcctcaga tctaaaaggt ttgtaaatac aaatccttta
  3087841 ccctagctgt tctacttctt tatgattacg aatcgtttca aaccatgtat atagttgctg
  3087901 atatgtgcta taaaccaact ctttttctaa ttgtaagtgg ttcattttct cacgatatgt
  3087961 gttcgattca attaaatcac gcttttgttt tttgtctgcc ataaaaatga cgccatcttt
  3088021 tattgtaaca aattctaact caaaaaacac ctgtgtcatg aaatttactg tatcttttga
  3088081 ccaaccttta tgttgacata gttgttctcc atattgtctt aaagaaaatg gtgatttttg
  3088141 gctcaagaat gaatagtacc atttaaagtg atccctcgtt ggaacagtac taaataaatg
  3088201 attattctct tgataaaata gcgtataaat tcgcgacggg aacccaactt taaatagatc
  3088261 tcgtaattca tctgttcctt ttggtaaatc aagtaacacg atgtattgct catctaactc
  3088321 ggttacttct gatgcatgca tcatatgctc tttatagtct tctaaagaaa atttatgcaa
  3088381 tacctcttta gaaaaataca ccatcgttat tttttctttc ggaagttctg ctacatttgc
  3088441 ttctacgtta cgcatactac gccaatcaaa taattgccat gcctctacag caatatcttt
  3088501 caccattaat tgcggcttct taaaattatt ccattcatta atagacgctt ccccgattac
  3088561 agatactttt gcaactggag aaatttcttt cgcatacgct ccaaatccaa acccgattgt
  3088621 atccagtgtt gcctgtccat cacgaagagc catttttaaa tgagaaccgt ctgatccgat
  3088681 tgcacgaata ctttctaact ctgcatcctt caccgcaata cgtggctttg gatttccaac
  3088741 accaaatggt gccaactttt gcatatcctc gattgctgca agtgttacgt cctccacttt
  3088801 acaaaaagca tcgacagctg taattgggat aaaatcttct tccgttaaaa tttcctctgc
  3088861 ttgctcattt aaacggcggc gtaattcatc tacatcattc atatgtagcg tcattcccgc
  3088921 tgccatcgga tgtcccccga agtgtggcaa taactctcta caatctgaca agtttgcaaa
  3088981 caaatcgaat cctgcaatac tacgcgctga accttttgca gtttctttta caggatcaat
  3089041 gcataataca atcgttggac gataaaaacg ttcaactaat ttagaagcga caattccaat
  3089101 tacacctgga ttccagcctt cttttgcaag cactaatact ttattttctt caggcgggaa
  3089161 attattttcc acctcagcga tagcttcttc tgtaatttgc tttacaatat cttttcgcag
  3089221 tttgttcagt tcatcaattt cttcagccag ctctttcgct tcttccggat cctctgataa
  3089281 taaaagatgt acagccagcg tagcatcttc taaacgtcca actgcattaa tacgaggtgc
  3089341 gattgagaag ccaatactct cttctgtaat ttcactttgc gaaacattag ctactttaaa
  3089401 tagcgccttt agtccaatat ttttcgtcat gcgcatatgt tttaaaccgc gcttcactag
  3089461 caatctattt tcaccgtgaa gtgatactaa atcggctact gtaccaatta ctgcaatttc
  3089521 taataaatgt tctggtacac ggcccagtag tgcatgcgca actttaaacg caacaccaac
  3089581 gcccgctaaa tagtgaaacg gatacacacc gccatctaat ttcggatgaa taatcgcaag
  3089641 tgcttctggc aattctggtg gcggctcatg gtgatctgta ataattagat ctatcccaag
  3089701 ttccttcgct actttcgctt catgtacagc tgcgatacca gtatcgacag taataattaa
  3089761 tgagaatcct gcgctatgcg cccaacgaaa tgcttcttcg tttggtccat aaccttctgt
  3089821 aaaacggttt gggatataaa attctacgtc tgcacctaat tcttgcaagg caagatataa
  3089881 cacagtcgta ctacttactc cgtccgcatc gtagtcacca aatattaata tttgctctcc
  3089941 attttgaatc gccttattta cacgttctac cgttctatcc attccttcta ataaaaatgg
  3090001 atcatgaaat tcttgatttt ctgtatttaa aaaatctaaa atcttatctt ctgtatctaa
  3090061 tcctctaccg aggaataacg aaacgacaag tggtgataat tgtaatttac ttgctaattc
  3090121 actcactcgc tcgccattat attctttttc tttccaacgc gtcttcggtt gtaacacgaa
  3090181 atcacccctt aacctgttca ttatacaaga cagattaagg ggtgacaata taatgcaaac
  3090241 tacgatgcaa tatctatata ctaaaatgtt aataatgttt aatttggaga atacggattt
  3090301 atatgtacaa acacattttg tacgttatct tgtttcataa gcgtttcttt cacatgcttt
  3090361 ccaatgcgat gcccttcttc tacagtaatg tatggatcta cagaaacttt aatatcaaca
  3090421 ataacgtaat gaccatgttc ccttgcgtat aaagaaccaa ttttttttac accgtctatt
  3090481 tgaagtactg cttctctaag cggaataaca tcttcctcat gaagaacatg atcaagcgtt
  3090541 gcatgaattg cttctgcccc aatactccat gccatttttg caacaagaag tgaaacaaat
  3090601 aatcctgcaa ttggatcggc atacacaagc caatctaacc cgaacttacc accaataatc
  3090661 gctgcacaaa taccgattaa agctgcaatt gaagaaaaca catctgaacg gtgctcatat
  3090721 gcatttgcaa taattgcatc actatttacc cttttcccta atcggaattt atattgaaac
  3090781 attccttctt tcacaacaat cgaaagaacg acagcaaaaa ttgtaatccc tttcggtggt
  3090841 tctagttcct gcgaaaaagc ttttatggac gaaatcgcta tctcgattcc cacaataaat
  3090901 aataatactg caacaataat tgctgaaatc gattccgctt taccatgacc atacggatga
  3090961 tcttcatcgg gcggctgctt tgctgctcgt aacccaaaca gtacagctag cgaaccaatt
  3091021 acatccgatg cagaatgcac ggcatccgct aatagcgctt tactgttccc aatataacca
  3091081 attaccgcct ttataatcgc taatataata ttaccaacga tcccgacaat agcaccaaac
  3091141 tcggcctgtt taaaacgttc atctttttcc atcattaaaa tcccttcttt tcttaaccta
  3091201 tctttttatt gtaacaaaaa cagcgataac atcaccactt tcttccattt caccatttca
  3091261 aagtaactat cttattgtat ccacaaacga aaaaagagat gcctcataaa gagacatcat
  3091321 cttttttata cttgcggttc agattctact ttctcaacct ttttcttgtt tttgcccttt
  3091381 ttcaaacgac ggttttcaag cattaaccaa atttgagaag caacgaaaac agaagaatac
  3091441 gtacctacaa ctagtccaac aagtaacgca aacgagaagt tacgtagtga ctcactaccg
  3091501 aagataagca gtgcaattac tgggaataac actgttaata cggtgttaat cgaacgacca
  3091561 agcgtttggc gaatacttgc atttacgatt tcttctaagt cttttatatc gcgaactcgt
  3091621 tttttctgtt tgtataattc acggtttcta tcaaacgtaa caattgagtc attaatagaa
  3091681 taaccgatga ttgttaacac ggcagcgata aacgttaagt ctacctccaa ttggaaaata
  3091741 ctaaatataa caatcataac gaatgcatca tgtaataatg caagcactgc agataatgcg
  3091801 tacgtaaatc ggaatcgaat acttacgtat aaaatgataa ctgcagaagc aattaatact
  3091861 gcgataaatg catttcgtgc aatttcttta ccgattgtcg gtgaaactgt acttacgttt
  3091921 ggatctgtac catatttatc gtggaagaat gtttttgttt tcgcaatttc atcttttgat
  3091981 aaaacaccta atgtacgaac tgcgaatcct ttattgtcat ctccagtcgg tacaatgttt
  3092041 tcttccttca catcaatgtt caattcttta aaatctttat gaacatcaga tacagtaact
  3092101 gattgttttg actgtaagtc gatacgtgta ccacttgcaa agtcaatacc aagattcaat
  3092161 ttgaaaattg gtaaaataat tgcacctgca attacaacta caatcgagaa gataaggaat
  3092221 ttatgaccga catttacaaa gttaatacga tcaaatttcg ttggtggatg tactacacct
  3092281 tttgttaacg gaataatatc cttttgtttc acaccaaagt atcctggttt tttatcgaag
  3092341 taacggctct ttacaagtaa acttagtaag aaacgtgtac cgaatacgtt cgtaataaaa
  3092401 ccaactaaaa tacttacaat taaacttgtt gcgaatcctt ttacagagct attaccgtaa
  3092461 acgaataata caccagctgc tgcaagtgtt gtaatgttcg catctaaaat tgttgctaat
  3092521 gaacgatggt taccagcacg gaatgctgac atcattgact taccaatttt tagctcttct
  3092581 tttagtctct cgtacgtaat aatattcgca tcaactgcga tacctacccc gagcactaac
  3092641 gccgcaatac ctggcaacgt cagaactgca tgcatccagt taaagacaag taatgtaacg
  3092701 aaaatgtata gacctaacat aataaccgct acaagtcctg gtaaacggta gaatacaagc
  3092761 ataaataaga aaataagagc gataccaatc gcactagcga aaattgtttg ctctaacgct
  3092821 tgttgaccaa atttcgctcc aacagatgtt gaatacattt cttttaaatc aaccggaagt
  3092881 gcaccagcat ttaataaaga tgaaagttgt tttgcacttt caactgtgaa gtttccacct
  3092941 acgatagata cttcagcttg gttaaacact tggtttactg ttgctgctga taagaatttc
  3093001 ggattcggtt ttgcagattc tgctttatac gaatcttttc cttcttcaaa atcaagccaa
  3093061 attaccatta aatttgttgg tggtggcatt tttgaaattt tttcagttac ttcacggaat
  3093121 ttttcagcgc tctttagtgt aagacctacg ctcgcacggc cttgctcatc aaatgtttgc
  3093181 ttcgctccgc cgccttttaa atccgttcca tccataagaa ggttgtcatc tacatcgcgg
  3093241 aatgttaatt tcgcttgtgt tgataacatt tcacgtgctt tttgctgatc ttgtacacca
  3093301 gcaagctgta cacgaattcg atcttgccct tcgatttgaa tgttcggctc acttacaccg
  3093361 agaacattga cacgattttc aagagcacct actgtactta caagtacgtc tcgatcgatt
  3093421 ttatcacctt ttttggctgg ttttacttca tatagaattt caaaaccacc gcgaaggtct
  3093481 agtcctagac taatcccttt tgctatgtct tttcctgccg caccaattac tccaccgatt
  3093541 aataaaacga tgaggaaaaa ggcggcaatt cttgtaccac gctttgccat atgtaccctc
  3093601 tttccgctac taacacttca aataaatctc ttacgattca cttttacacg tgtgcatacg
  3093661 cctagttagt agacttcctt tctataattt tgctagttcc tcactagctg tgtcggtaag
  3093721 tttttcacaa tacctacact tccattattt attttctctc ttcactaccc cctttttata
  3093781 taatcttaga cataattatt tcctctttat caatacctat cattatactg caaaaggaag
  3093841 aacaaaccaa ttgcagtcag ttatttattt tcatattcat caaatgacca aagtggcgct
  3093901 tgatatgctt caacagttaa atacgtcata tattcattag cacttactgt taatacgtca
  3093961 ttaactaatt catacaatct aacatcgctg tctatcttct tccacttttt cactttaaga
  3094021 aacttccaaa tgtcatcatc tgtcactcgg tcgtaaccga acatttggaa ctcttctact
  3094081 ttactttcta aaacgacttg taactgtccg cggtatgatt ctaccaagac ctctctatct
  3094141 aacatatata acatctcctt cttatttcag cacgaaaagt cgcttttaat cccgctctaa
  3094201 tggacagcaa taactacttt caagagcata ctctcttaaa tgcttgtcat tcttgtctcg
  3094261 tacgtgcata taaattattg taaatcattc cactgatttt gagaaggtag gagaagacca
  3094321 tgacgagaca aagcttttta aaaggcgcat ttattttaat gatcgccggc tttattacca
  3094381 aaattctagg atttattaac cgtattgtaa tggcacgtat tttaggagaa gaaggcgttg
  3094441 gcctttatat gatggccgtc cctacattta ttctagcaat tacattaaca caaatcggtc
  3094501 ttcctgtcgc aatcgcaaaa tttgtagcag aagcggaagc tgtgaacgat aaacaaaaag
  3094561 ttaaaaaaat attaacagta tcattagctg ttacatccgt tattagtatc gttttaacaa
  3094621 ttggaattat gctcctcaca cctattttag caaaaacatt attaactgat gaacgaacgt
  3094681 attatccatt aatggctatt ttacctgtcg ttcctgttat tgctgtttct tctgttttac
  3094741 gtggttattt tcaggggaaa caaaatatga aacctagcgc ttatgcccaa gttattgaac
  3094801 aaattgtccg tattacaatt atcgctatat gtattcaatt atttttacct tacggcgtag
  3094861 aatatgctgc agctggcgct atgttatcag ccgttctcgg tgaagtggca tcattattat
  3094921 ttttacttac tttattccag cgcgaaaaac atttatctat acgctctgga tttttcacta
  3094981 ctgtaaagga gagcaaagga acattttatt ctcttatgga tattgcactt ccaactacag
  3095041 gaagtcgttt aatcggttcc gtttcctatt tttttgaacc tatcgtcgtt atgcaaagct
  3095101 tagcgattgc cggcgttgct gcctccgtcg caacccagca atacggtata ttaaacgggt
  3095161 atgcattccc gctcctttca ctgccagcct ttattacata cgctctctct acagcactcg
  3095221 ttccatctat tagcgaggca atggcaaaga ggcagcataa attagtagaa caccgcttac
  3095281 aacaagctct tcgaatctca ttgattactg gtggatggtc agtcgttata ttatatgtat
  3095341 ttgcttctcc tgttttaact cttatgtatg gatcggatag tgcaacagca ttcatccagc
  3095401 ttcttgcacc ttgcttttta tttcactatt ttcaaagtcc acttacctct gttttacaag
  3095461 ctttaaactt agcacgtgcg gccatgatga atacatttat tggtgcaatc gtgaaattaa
  3095521 tcgttatttt tgtactagct tcaaggccag agtttcaaat gatgggggtt gcccttgcaa
  3095581 ttgcagcaaa tatcgtaaca gtaacatttc ttcattacgc tactgtttta aagaaaatta
  3095641 catttaccat ttacgcaaaa gactatattt ttggcggact tgccatcggt atcgcaggct
  3095701 ctttcggttt ttaccttcat aagtatataa ttttctctca ttcacttggc atacaaacat
  3095761 tatgggaaat cactttaaca acactcgttt atattgtgct cctcttcagt ttcaaactca
  3095821 ttcgaaaaga agagttaagt cgtctcccta tcattcgaaa actttcattt ttgaagtaaa
  3095881 caggcttact acgtcgtata gtaagcctct agttttcttt taaatcaaca aaaaattgtc
  3095941 cattttgaaa gctacagtat aaaatttgcg cgatatcgtt ataacctaag ttttttaatt
  3096001 tcccaataag ccattcatct gtatgttcaa tcatttgcaa atggctagat tgaatttctc
  3096061 catcgataat aaggggaaga gtaaactgca atgcgtcctg cccgcctttt tgtttttgaa
  3096121 agacagataa cttcccagat ggttctaaaa tagcgtattc tacatcccta atatctccga
  3096181 ctccctgctc tcttaattgc atcattaaat catctatatt atatcgctgg tttctcatct
  3096241 ttttttcatc aatttttcca gcattaataa tgattgctgg ttcaccttct attaaatgcc
  3096301 gaaatcgttg aaactttaaa gaaatgacag acaaaatgat ctgtatacac ataagaaaga
  3096361 ccatcgggac taattgatgc caaagtgatt tatccgtatt ttcaattgcg actacagcca
  3096421 tttcaccaag cataatgaat acgactaaat ctaatacact taattctcct atttcacgtt
  3096481 tacccataag acgaaagata attaagatga taatatacaa cagcatcgtc cggccaatta
  3096541 ctgatagcca ttccatttct acatctcctt tttacatata gactccccta taaaaaagaa
  3096601 actagtctaa cttaagcaaa aggaaaatat gcttgtatta aaaaggagga atgtataaat
  3096661 ggatggaacg aaaaagttat caactgcaat cggcttcggt atcattacct tattaattct
  3096721 cgcatcaatt actagcatgg ttatggctct tttattaaag tttactgata tgactgaagg
  3096781 gacgttagcc gttactattt ttatactagc tcttttatca atgcttatat ccgggtttac
  3096841 tgccggtaaa aaagcacaag ggaaaggttg gctagtaggc ttcacaacag gacttacatt
  3096901 caccatactt gtttttctag ttaattattt aggcttctct caaactttat cgaactccca
  3096961 gttactttat caattagcat taatgggtgc gagtacactc ggtggtattt tcggtgtaaa
  3097021 tatgtccaaa caaaataatt aaaaaaggcc ctgcacattt catgcagggc cttcctcatt
  3097081 agtttttcac aacttcacga atcgcattac gatcgaaagt taagtgtgag ccaccagatt
  3097141 taataacgat tttcgtctca tctactgatt cgattgtacc gtgtaaacca ccgattgtta
  3097201 cgatagcatc accttttttt aactcacttt gcatttgagc aactgctttt tgacgctttt
  3097261 gttgcgggcg aattaataag aaatagaaaa tcgcaaacat cgcaacgatc ataacgatat
  3097321 tcatcatacc tgcattcatc ttttgttcct ccttttaaat tatgtattag aagtttttag
  3097381 cattcggttt attaaagcca tactgttcaa agaattcttc gcggaaatcg ccaagacggt
  3097441 cttcacgaat agcttgtctc acctgctcca ttaagtttaa cagaaaatga aggttgtgat
  3097501 aagacgttaa acgaattccg aacgtttcat cacatttcat taagtgacga atatacgcac
  3097561 gagaataatt tttacatgtg tagcaatcac aatttggatc aagcggaccg aagtctcttg
  3097621 cgaatttcgc atttttaaca acaaggcggc cttcacttgt catacatgta ccatttcgag
  3097681 cgatacgagt tggcagtacg cagtcaaaca tatcaatacc acgaattgca ccatcgatta
  3097741 atgaatcagg agaacctact cccattaagt aacgtggctt attatctgga agaagtggcg
  3097801 ttgtaaactc aagtacacgg ttcataatat ctttcggctc acctacagat aaaccaccta
  3097861 ccgcgtaacc agggaagtcc attgaaacaa ggtcttttgc actttgacgg cgaagttctt
  3097921 caaattctcc gccctgtaca ataccgaata aaccttgatc ttgtggacgt tcatgcgctt
  3097981 ttaagcaacg ctctgcccag cgacttgtac gctctacaga cttcttcata tattcaaaag
  3098041 tagctgggaa tggtggacac tcatcaaatg ccatcataat atctgaacct aatgcatttt
  3098101 gaatttccat cgctttttct ggtgataaaa ataatttatc tccgtttaag tggttacgga
  3098161 agtgaacgcc ttcctcttca atgcgacgga agtcacttaa actgaatact tggaaaccac
  3098221 cagagtccgt taagattgca cgatcccagt tcataaattt atgcaaacca cctgcttcac
  3098281 gaatgatttc gtgacctgga cgtaaccata aatgatacgt attacttaaa ataatgccag
  3098341 aatccattgc ttttaattct tctggtgaca ttgtcttaac tgttgcaagt gtaccaactg
  3098401 gcataaatgt tggtgtatca aatgaaccgt gcggcgtatg tacacgtcct aaacgagcac
  3098461 ctgtttgttt acaagttttt ataaattcat aacgaattgc tgtcataatt tactcctttt
  3098521 atttgtttcc cattttagcg tgagatgcaa cgaacattgc atcaccgaag ctaaagaaac
  3098581 gatatttttc ttttactgct tcattataag catgaagtac attatctctg tttgcaaatg
  3098641 cacttacaag cataattaat gttgatttcg gtaaatggaa gtttgtaatt aaaccatcaa
  3098701 ttgctttaaa ttcataacct gggtacataa aaatgtctgt ccagccagaa gcagcacaaa
  3098761 gcttgccgtc atgatctgtc gcaattgttt ctaacgtacg agttgaagtc gtacctaccg
  3098821 taataatacg tccaccattc tcttttacac ggtttaataa tgccgctgtc tcttcagaca
  3098881 tatggtaata ttctgcatgc atatggtgct cttcaatcgt atcagcagaa actggtctaa
  3098941 atgttccaag ccctacgtga agtgtaataa atgctaactc aacgcctttt tgttttaact
  3099001 tctccagtaa ctcttctgta aagtgaagtc ctgcagttgg cgctgctgct gaaccgattt
  3099061 ctttcgcata tactgtttga tagcgatcgc gatcttctag cgtctcttta atatatggag
  3099121 gaagtggcat ttctccaagt tcatctaaaa tttcatagaa gatgccgtca tatgaaaatt
  3099181 caagctgacg tccaccttga tctgcagttc ctgtgcaagt tgcttttaat ttcccttcgc
  3099241 caaaagagat aacagttcct tcttttacac gtttcgctgg cttaacaagc gtctcccact
  3099301 tatcgccttc ttcctgtttt aaaagaagta cttcaatgtg tgcgcctgta tcttctttca
  3099361 caccgtgcaa acgagctggc attactttcg tttcatttaa aactaagcaa tccccctcat
  3099421 gtaagtaaga aagaatgtcc gtaaaatgtt tatgctcaat atcccctgtt tcgcggtcta
  3099481 acaccattaa tcttgatgtt tcacgctctt ctaatgggac ttgtgcaata agttcttctg
  3099541 gtaaatgaaa atcaaacaga ttaatatcca taactatatc cacctatttc ttatttgaat
  3099601 cgatttatta tatacataat aaaagataat acaatactta acacaataca tgtaatgata
  3099661 ggaaaataaa aggtaacgtt tccttttttc acaaaaatat cgcctggaag ccttccaatg
  3099721 aacttccaag ctaatccaac aacgataagt aagatacctg ctgtaataag caatttcggc
  3099781 atctccgtca tacttttggc atctccattc cgaaatgctc atatgcaagc ggcgttacaa
  3099841 tccggcccct tggcgttcgt tgtaaaaagc caatttgtaa taaatatggc tcatacacat
  3099901 cttcaatcgt atgagattct tctccaatcg ttgccgaaac cgtttctagt ccaactgggc
  3099961 caccgtggaa tttttcaata ataccaagca ataatttatg gtcaatatga tctagaccta
  3100021 atttatctac ttgcagcaat tctaatgcca tttgcgtaat ttccatcgta actgttccgt
  3100081 taccacgaac ttgtgcgaaa tctcgtacac gtcgtaataa acgattcgca atacgaggtg
  3100141 taccacgagc acgtcttgca atttctagtg cagctaacga atcaatttca acttcaaata
  3100201 cttctgctgt acgttccaca atcgcagaaa gctgatctac tgtgtaatac tctaatcttg
  3100261 aaagtacacc gaaacggtca cgtaatggcg ctgataatgc tcccgcacgc gtcgttgctc
  3100321 caactaatgt aaatggcggt aaatctaaac gtacagatcg cgctgacggt ccttttccaa
  3100381 tgacaatatc aaggcaaaaa tcttccatcg caggatatag tacttcttca attgatctat
  3100441 gcaaacgatg aatttcatca ataaataata catcccctgg ttgaagcgat gttaatacag
  3100501 ctgctaaatc tcctggcctt tcgattgctg gacctgaagt tgttctaaca tttacgccca
  3100561 tttcattggc aataatattc gcaagcgtcg ttttaccaag tcctggtggt ccatataaaa
  3100621 gcacgtgatc taacgtttct tcacgcattt tcgccgcttc aataaacact tctaaattat
  3100681 gtttcgcttt atcttggcca atatactgac ggagcgtctg tggccgtaat gaatattcta
  3100741 aatccgcatc ttcatatgca gattcccctg aaaggagacg ttcgtccatt atactcacct
  3100801 cttaccattt agtaaaagac taagtgcctt tttaatatac tgatccgtcg ttaatgattc
  3100861 ttttaataac tctggtacaa cgcgagaaac ttctcgttct gcgtatccaa gtgcgcgcag
  3100921 agcttccagc gcctcatcaa gctcagctga cgaacctttc ttctcatcaa aacgttcttc
  3100981 gtctgagaat aaatcaacaa atgcatctgg tacaacgtct gctagttttc cttttaaatc
  3101041 taaaatcatt tggcgtgctg ttttctttcc gacgcccggg aacttcacta aaaacttctc
  3101101 gtcttcatgt tcaatcgctt gaacgacctg tcctgtttga ccagaagcta aaattgcaag
  3101161 agcacctttt ggtccaatac cagacacccc taacaacttt gtaaataata aacgctcttc
  3101221 acgtgtttta aacccgtaaa gtgccataat atcttctctc acataatgat atgtatagac
  3101281 acggatttct tgcttacttc tttgaaatac atacggattc ggtgtgaaaa tttgataacc
  3101341 aattccatta tgatcaatta cgacatattc cggtcctaca tactccacgt aacctgtaac
  3101401 atattcaaac aaaatacaat ctctccctct taaatcatgt attccatttt aacatattta
  3101461 atgatagaaa agcgagacta ccccaacaaa tgttctccat ttaaaacttc tgttattttc
  3101521 cattgacaga aaagttaaag cacattaata tacagaagtc gataatgatt atcaatacta
  3101581 attaaagggg ttacatcagg atgaaacgta agctatttat tttatttact attatgctag
  3101641 ttgttctttc tatcgttggc tgttcttctc aaaaagaaga atcaaaagca aaagaacaac
  3101701 cgaaaacaaa agttgtaaaa cacgctaaag gggaagctac aattccagta aatccaaaga
  3101761 gaattgttga cttatctgga tcaacagaag aattattact tcttggacac aaacctgttg
  3101821 gtacagcaaa tacatacaaa gataaaatcc aaaagcattt gacagaaaag ctagatggag
  3101881 taaaggcagt aggttggtac tgggcaccta aagttgattt agaagctgtt actgctttga
  3101941 aaccagactt aattattttg aacaatcgtc aattaaaaat ttatgatcaa ctagaaaagg
  3102001 ttgcaccgac agttgttcta gaaacaaact tagaagactg gcgcggtaag tttaaagaag
  3102061 taggtaaact atttgacgaa gagaaaaagg cagacaaatg gattgcagac tacgataaaa
  3102121 aagccgactc tttatctaaa aagattaaag agaaaacaaa agatgacagc tttatgttcg
  3102181 tcgcagttac accacaaaac ttccgtgtat acggtagctt cgggtacggt gacatcatct
  3102241 ttaacgactt aaaacttcca gcaacaaaag gtacagattt aaaacaaacg atggcgcaag
  3102301 tatcgctaga aggtcttgtt gcattccaac ctgaccaaat gtttattgta aactttggcg
  3102361 gcgaagctga taaagtttac gaagactaca aaaatagtgc tgtttggaaa gacaataaag
  3102421 cagtaaaaaa taatcacgta tatgaagtat cgaatgaagt cttcaatacg aaagctttca
  3102481 atccaatcgg aaaagatatg ctaattgatg aaatcgcaaa agaaatttta gctaagaata
  3102541 aataagaaaa aagcagctca ccatgagctg ctttttttct tattttgcac tgcgtattgt
  3102601 ttcatttttt caatcgtctt cacaaaacct tcttttgatt taatccgaat accgcgcttc
  3102661 aatttcgcac gctcataact ctcaagcttt ttcatatcaa tttgaaagaa ggaatgaatc
  3102721 gcattatcac ttttcggtac acctttgaaa atttgtaata tcccttcctc tgatactcca
  3102781 aaataaccgc tcgttttcaa taacggagaa atatcatcaa ctttcttttg taatacaatt
  3102841 tgcacatcat cacgatcaac gagttgccat tctttatact gctgtaaaat gttttctaaa
  3102901 tccgccactt tttctgtaaa gatttcctca cttacttcgc catcaacata cattcgctct
  3102961 aataaaattg taacttccgg ttctttttct gttacttttg gtactggccc ttccgccttc
  3103021 gcattcgttt cataaacgag acaaaacatc ataacgaaag cttgcatcgc aatcagtatc
  3103081 catttcattt ccgttcacct cttttaggca agatcaaact ttcattagta gtttctccgg
  3103141 aaatgggggt tttatcccta attcatagat tactctcatt aagacttata gagtccaatg
  3103201 atttctacct atttcgaaac atattgatta cttgaaagct tctttatatc tttattggat
  3103261 tgtaccgttg ctatataaac accgattaac acaattatca ttccagctat ttgtttccac
  3103321 gtaacagctg ctccatataa gacaactgat atgcaagtag ctacaatagg cgttagattt
  3103381 aaatacatac tcgctttgct tgcacctagc tcttctactc ctttattaaa cacgatatat
  3103441 ccaattaacg tcccgcatat gaccatatac aacatttcta tccatcctgt agagaaaacg
  3103501 ccccaacctt tccccatcca tcttcatata gagaaaggcc tgctaaaaac acagtaccca
  3103561 ataccgtcat actcattgta gttaacaaag gggagacacc tctcataact tttttgcctg
  3103621 ttaagctata taacacccca cagattaaag cagctataaa taaaagatct cccttattaa
  3103681 atgacaaaga cataagtgta tccattgaac cactcgtaat cacaactatt acaccgataa
  3103741 gggacaaaat taaactcatt ccgacttttg tactccaaga ctctttaaaa aataatattg
  3103801 ctcccaatgt tacaaaaacg ggcattgtag caataataag cgagccattc agagtagaag
  3103861 tatagttaag tcccataaag aaaaaaacat tatagccaaa aatacctgtt aatgatacaa
  3103921 ataacagccc tttccaattc tttaataaca aacttgtatt ccattcagat ttcataaaaa
  3103981 ctatgcctat taaaatacaa cctgctaaac caaaacgaat tgttgccgca gtaatcggtg
  3104041 gaatttcagt aaggacatgc tctgctgttg caaaagaccc accccaaaac aaaggaacaa
  3104101 ataacatcat tacatacata cgatttattc tgttcatttt cattacccct tttacgtaaa
  3104161 caggtttaaa agtttaaacc tgtttacgtg ttagttaaaa aaattaataa tttgactcta
  3104221 ttgcttgtag taaatccttc acctgtttta aaaattctcc agctattata gaataaaaaa
  3104281 tttcttttcc atgccgatcc gctacaatta gttctgcttg tcttaaaatt ttcaaatgat
  3104341 gcgaaacagc tggtctagaa atccccattt tatctgttat ttgcgttaca ttcatctgtt
  3104401 tgttttctaa cagcagcata ataatttgct gacgattctc atctcccaac gcctgaaata
  3104461 taggtgttac aacctgaaat ttctctaata caacttctgt atttctacat tcaaaattct
  3104521 ccatatccta ttcatcccaa ccttttatac ctaaaaaata tgtaatatat taccattaaa
  3104581 taataactct ttcatataca cttgtaaata actttatttt ccgactttta ttcaaataaa
  3104641 aaagggaaga ttggattcct ccattcttcc cattacattc atataaaatg aaagacgcct
  3104701 gcaaagcagg cgtcttgatg cgtttacggc gagagaccag gcgaccacat tcgcgtgttt
  3104761 agcacttaag catatctctc gtcttacgta aattagctca tcgctttgct aatataacat
  3104821 taataaagta taagtgcaac atgtttataa aaatatttta tttcctcttt catccaaatg
  3104881 aattgtatgt aaattataaa ttgataattg taatatatat gttacaatta atacaacaac
  3104941 gaaatcatca taaaacagga ggtggatatt gtgaaaaaaa taaaggatga acgtctcatt
  3105001 ctgcaaacat tgaaaaatat acgtattgtc tttctttttc aatacattgg cgtagttgga
  3105061 attttaggct atattggatt gactgaagga atggatcaaa ttacgaaatc tccattgtgg
  3105121 ctattattta tgcttacgag tattttactt gcttatttac agttaagtgt ttcaatcgat
  3105181 gtagaagaag gcgaaaagga aataaagtta actccttatt acaaacttgt tttacgctct
  3105241 cttattgtag gaatcgttat ggctattatt tatatcattt tcagtccaga aagacctcta
  3105301 tttgaagcta ttttaacagg tagtattctc ttcatatgct ttttagtttc ttattccatt
  3105361 agttatttta ttaaaaagcg tcgtttacaa gacgacgatg aataaagagg aagggctcac
  3105421 ccttcctctt ttgttttgtt atcgcactgt accagttaaa ccgtaacgaa tgtctcggaa
  3105481 catattcact atgtcacgat taaaatcgtt tgtaactgta ccgttacgta agcgtgtact
  3105541 cattgcatcg acacgagtaa acatgtcatt tcttacagaa acatatacat ttctgtttcc
  3105601 aacttcattt gcaacagctt gacgaatttc gttcgccatt gccgtttcat ttgtaactgt
  3105661 gttacgtggt tttaccgcaa tcgctacatc atttccatat acaactgtag acacacggtc
  3105721 tacgttattc atacgtttca cacgatttgt aattttttct gcagttttgc catcattgtt
  3105781 gatgtatgaa ttgttcattg taatattacg tgttggatgc ggattagcaa tttgaccgtt
  3105841 gtaatttaca tcacggtaat agttgtatcc tgtatcatta cgaccatttc tatatgttac
  3105901 atagtctgta taacgatcgt tacgcgttac attatcacga tactggtgtg tatcattata
  3105961 agatgtacgc tcgtaattgt agttacgtcc atccattgca ttgttatctt ttggtgtacc
  3106021 acatgcagct aatgcactgg taactaacaa agaagcagca atcactttta ctttcgtatt
  3106081 caatacaaaa accccctctg ttagaatgag cttcttttct aaaaagctcc ctcttatgat
  3106141 gagtaacaga gaaggttttt acactgttaa tatttcactg gggattttct aacatttggt
  3106201 gtaaatcttc cgtttccaga acgaatctac atacaaaaaa ggtgggaatc atcccacctt
  3106261 tttaaacttc ttcttcatcc tcttcttctg aaactggctc cccaaataca tttggcggat
  3106321 caggttgata gtacatcgtt cctggctgtg gcgcatatgc tgattgagtt ggttgataat
  3106381 ataaaggatt cgcgtattgt ggccctccag gttgcggact atatagccta ctctctcctc
  3106441 cgcatccaca atcttcctct ccttgcacga gcggtggcat attattatcc atcggcatca
  3106501 tatttggatt tggcatagac gtatattgcg gtccaaacgg tgctccttgc tgatatggca
  3106561 tttgatatgg atgttgttgt tgataatacg gattcggcgg catcataggc tgttgatacg
  3106621 gcatttgata tggcaccata ttcggtggtt gattgttatc cataattggc atcatattcg
  3106681 gcatttggtt gttatccata atcggcatca tatttggcat ttgattatta tccataatcg
  3106741 gcatcatatt tggcatttga ttattatcca taattggcat gatgtttggt ggttgattat
  3106801 tatccatgat tggcataatg tttggtggtt gattgttatc catgattggc ataatgtttg
  3106861 gtggttgatt gttatccatg attggcataa tgtttggtgg ttgattgtta tccatgattg
  3106921 gcataatgtt tggtggttga ttattgtcca tgattggcat aatgtttggc acttgaatat
  3106981 ttggcggtat tacttgcgga atcactacat tttctttcga tacatttggc gacactatat
  3107041 ttcctacatt ttctttcttc acttgcggtg atactatatt ccctacattt tctttcttta
  3107101 cttgcggtga tactatattt cctacgtttt ctttctttac ttgcggtgat actatgtttc
  3107161 ctacattttc tttcttcact tgtggtgata ctatattccc tacattttct ttctttactt
  3107221 gcggtgatac tatattatct tttttcgttt gcggagaaat gatgttatta ggtttcattt
  3107281 tagtaatttg aggagcaatt aattcgcttc cttttttaat tacatctgaa attttatatt
  3107341 cttttttcgc ttttattggt ggttgcggtg gctgtggtaa cacatttacc gaaaacttcg
  3107401 tgttttcttt ctctgctggt ttttgctttt ctataacagg tggtttttgg ataacagacg
  3107461 gtttttcaac tggtttttca actggttttt ctatttgaat tagcttttct ttttgcactt
  3107521 ctttttgcgg tttcacctgc atttccttct gcggttttac ctgtacttct ttttgtggtt
  3107581 tcacttgcat ttccttctgt ggttttactt gcacttcttt ttgtgtttgt tgcatagcag
  3107641 gctgctgtgt aattggcgct gattgatacg taacttcttc ttcatcttct attccaagtg
  3107701 gagttggagt tgctgcaaat tctttttgtt gcacttcttt tacgtattgt tttggaggtg
  3107761 ctgagcctgc accagcatgt tgtttcacct gaacgccgtt tgatggtact ttaattttca
  3107821 tacctggcat gatgagatcc ggattactaa gttgtgtatt tgtttgtttc agcgtatcaa
  3107881 aatccactcc gtactttttc gcaattttcc aaagggtatc ccctttttgc acgatatgaa
  3107941 ttttcaaatt ttccccctcc tgtataactt atctataagt aacaaatctc atgaagtaac
  3108001 tctttctaca taacgttaac ttcttttcac tttcatcact tcttcgattt tcaatatcat
  3108061 ttgaagtgga ataagcataa agtgaaactt taatcagtgg ggagattcat cccccactga
  3108121 ttattagttg aaccaatcgg acgtttacgg gcagttgatc tccgcctaac ttctttgttc
  3108181 caatccaact ttgaagtatg agatttactg cccgttaacg cgggataaaa aaatcacaat
  3108241 gatttcttca aaacaatgta tgcccatttc gttctcgtta tgattacatg tatgaaaaaa
  3108301 agcaacggga atcccgctgc ttcacacacg ctctaacata cgatttaatg caagaaccgc
  3108361 ttcttcagtt acttgtttat ctacgctaat aacgttaatt tcttctcctc tttctatcgt
  3108421 ttcaagtgcc cataataagt gcggcaaatc aattcggttc atcgttaaac atggacacat
  3108481 aaacggatta agtgaaacaa tttctttatc tgggtgttgt tgaataattc ggttcactaa
  3108541 attcatttct gtaccaatcg cccatttact tccggatgga gccgattcaa tcatatcaat
  3108601 aatgtatttc gttgaacctg cataatccga agcagctaca acttcatagc aacattccgg
  3108661 atgtacaata atattcatat ctggatgatt tttccgtaca ttctctatat ttttcactgt
  3108721 aaagttttgg tgaactgaac aatgcccttt ccataaaatc acttgaattt cttctatatc
  3108781 tccatcgtac tctaatgaat cagtatgtgg atcccatact gccattttat ctaacgggat
  3108841 acctaagtcg tacgctgtat ttctccctaa atgttgatcc ggtaaaaaga cgagacgctc
  3108901 tttttgcgta aacgcccaag ataccatttg tttagcatta gaagacgtta ctgttgctcc
  3108961 gccattacga ccacaaaacg ctttaatggc agccgtagag tttacatacg ttaacggaat
  3109021 catcgtatct ccaaataatt tcgtgagctc ttcccatgct ctttctgttt gttcaatatc
  3109081 tgccatatct gccatcgaac aacctgcacg catatctggt aagatgacaa cttgttcatc
  3109141 tgttgttaac atatctgctg tttctgccat aaagtgtaca ccgcaaaata caatatattt
  3109201 cgcttcttta ttgctcgctg caacttgcgc aagctgaagt gaatctcctg ccgcatcaga
  3109261 aaattgtacc acttcatctt tttggtaatg atgtcctgga ataaatagcg tttcccccat
  3109321 tttttcttta atttcacgaa cccgcttttc catatcttct gttgacatcg tgtaataacg
  3109381 ctctggtaac atcgtttcaa tcggttgtac tttttctaaa atactcatat ttctttctcc
  3109441 ccctctaagc cactttcctt acgcctcaat attaaaacta atatcaagtg ctttcactga
  3109501 atgtgttaac gctccaagtg aaatataatc tacccctgtt tttccgtatt tcgataaatc
  3109561 ttcaattgta atgcctcctg aagcttctgt aacgatggca cttgggacaa tctttgaaaa
  3109621 ctctcgaatc tcatctggcg tacggttatc gaacataata atatccgcac cagcagctac
  3109681 ggcctctctc acttgttcct ccgtttctgt ttccacttct actttcacca tatgccctaa
  3109741 tttttctttt accgatgtaa cagctttcgt aatagagcca gcaaaagcaa tatgattgtc
  3109801 tttaatcatg acaccgtcat ataaaccgaa acggtgatta aatccgcctc cgcatacaac
  3109861 tgcatactta tcaaacatac gtagccctgg catcgttttt cgcgtatcac aaatgcgtgt
  3109921 atggctgcta tctaaagcga gaaccgcttt acgcgtcatc gtcgctattc cgctcatacg
  3109981 ctggataacg tttaatataa cgcgctctgc cgttaataac gatgcgattg gcccttggac
  3110041 agttgcgatt atttcgcctt tttctacaag atctccatct tttttatgaa gctccacttt
  3110101 aattctctca tcgattaaat taaacccctc ttcaatgact aaacgtcccg taaagacccc
  3110161 tgtatctttc gcaagaaacg ttccttttga aagtaaattg tctggaaaaa taagctgaga
  3110221 tgttacatct ctttctccta tatcttctag aaaaaatcga tttaatgctt ctttcacttt
  3110281 tatcctattc ataaagcccc tcttcccctc attacacaag ttgtagtttt cttttcactc
  3110341 gaatgatctc tttttgtgcg ctatttctat gtggataatc acttcgataa tgaccaccaa
  3110401 tactctcttc tctttgtaaa gctgatacaa cgataagctc acaaactgtt aacatattaa
  3110461 taagcgttat ctcttcattt gtaagagcat catgttgtaa tatcatattt cgaacaccgt
  3110521 atttactaag ccatctcttc gcataagata aactttgctc tgttcgtaca atcccaacat
  3110581 atttcatcat gcattcttgt atttcttctt tcgtcggcaa atgatttaga acgataaatt
  3110641 tcttttcctt ctcagcgaag tcgttcaatt tgtcttttgt cgctttcgtt aaaatatgtt
  3110701 gtcctattct ttttccaaac acaagacctt ctaataacga attactcgct aatctatttg
  3110761 ctccatgaac accattacaa gctacttcac cgactgcata taaatttgga atagacgtct
  3110821 ccccatcaat gtttgttttc acaccgccca tatgaaaatg agctccgggt acgaccggaa
  3110881 tgcgtttttt agtaatatca acaccattct ttttacacaa tgctgataca gttggaaaac
  3110941 gttcttggaa attttggata gactcaatat tcaaatacac tttttcaccc gacaaaagct
  3111001 gttcatgaat cgctcttgcc accacatcac gcggtgcgag atcgtaatca tcgtgtatat
  3111061 ccatcataaa acgctgccct tttccattta taaggacagc tccttcacca cggacagctt
  3111121 cagaaacgag gccacagcat tgcccgcctg catataacat tgttggatga aattgtacaa
  3111181 actctaaatc tacgagctcg ccgcctgcgc ggtataccat cgcaagtcca tcacccgtaa
  3111241 ttgttttatc attagaagta aaggcgtata aaccaccaac cccgcctgag gctagcacag
  3111301 tataatctgc atcataacgc ttcaacttcc cttcactatt tcgcgttaaa actccaacac
  3111361 atttttcact ttctataata aaatcaagca ccatttcctg ttccactacc gtaacatgcg
  3111421 gaactacttc ttgaatgaaa tgctctaata aattctttcc tgttgcatcg ccacctgcat
  3111481 gtaaaatgcg acgctttcga tgtgcgcctt cttttccaag atggggaccc gtttcatctc
  3111541 catcaaattg cattccattt tcaatgagat tcttcatttc tttcggtcct tcttcaacta
  3111601 aataacggac cacatcttca ttgttataac gacatcctgc tactaacgta tcttcaaaat
  3111661 gatcattcgg attgtcatat gtagcaaccg ctgcggcaat tccaccttgc gctaaatgtg
  3111721 tattattatt acgattcgtt tcctttgtga taataatcac attcttttcg tggcaaatct
  3111781 cttttgcaac acgaagtgcc gcaataccac ttccaataat taagacatct gcacttggca
  3111841 taattgttgc ctcctacttt acacttttca actgtcttga cacctatatt tacatagttt
  3111901 taaaataatg acaagagttt ttttataatt cttattttca ctatcattta aaaataaaag
  3111961 aaatgtaact cttactagag agaggaactt acatgatgat atatcttgac tatgcagcta
  3112021 ctacacctat gagtgtggaa gcattacaaa catatacgaa agcagcatcg caatacttcg
  3112081 gaaacgaaca aagtttacac gatattggag gaacagcctc ttctttatta caagtttgca
  3112141 gaaaaacatt tgctgacatg atcggtggaa aggaacaagg ggtattcttc acgagcggcg
  3112201 ggtcagaatc gaactatctt gcgattcaat cccttctcaa tgcccaaaat aagaagcata
  3112261 ttattacgac acctatggaa catgcatcca ttcgaagtta ttttcaatct ctaaaatcac
  3112321 aaggctatac gattactgaa attcctgttg ataaaagtgg actcattcgt ttagtagatt
  3112381 tagaaacagc tattacagaa gatactgttc tagcaagtat acagcacgga aactctgaaa
  3112441 tcggaaccgt tcaaaatatc gcagagatcg gggcactttt aaaaaaatat aacgttttat
  3112501 ttcattcaga ttgtgtgcaa acatttggta aacttcctat acatgttttt gagatgggga
  3112561 ttgatagtct ttctgtttca gcacataaaa tatacggacc aaagggtgtt ggcgcttgct
  3112621 atataaatcc gcaagttcgc tggacacaag tatttccgga aacttctcac gaaaaaggtt
  3112681 ttcgccctgg cacagtaaac gtccctggca tcgcatcttt tttaacagct gctgagaata
  3112741 tattaaaaaa tcaacaagaa gaaagtttac gttttaaaga gttacgatcc tactttttag
  3112801 agcaaataca aacacttccg ctagaaattg aagtagaagg tcattctact tcttgtttac
  3112861 cacatattat tggggttaca ataaaaggaa tagaaggtca gtatacaatg ctagaatgta
  3112921 atcgccgcgg tattgccatt tccacgggaa gtgcttgcca agtcggtaaa caagaacctt
  3112981 cgaaaacaat gcttgcaatt ggaaaaacgt atgaagaggc aaaacaatat gtccgtttct
  3113041 ctttcggaca acaaacaacg aaagatcaaa ttgatactac tattcatgca ctacacacaa
  3113101 ttggaaatca attttataga ggtgttaaat gataatgaaa caaaatgaac aaaaaaagat
  3113161 tttaggtgaa gaaagacgac aacttatcct tcagtggctt ctagctgcaa atgaaccgtt
  3113221 atctgggaat gaactatcga aaaaaacgaa cgtaagtaga caagttatcg tgcaagatat
  3113281 ttccctactt aaagcaagaa acgaaccaat tatcgcaact gcccaaggat atttatattt
  3113341 aaaaccacaa gagaaacaac aagctttcga acgcgtaatt gtatgccaac ataaaccagc
  3113401 agaagtacgt caagaactta caatgcttgt tgaccacggc gttacgatta aagatgtaaa
  3113461 agttgagcat cctgtatacg gtgacttaac agcatccatc atggtaagta atcgctttga
  3113521 tgtagagcaa tatttacaaa aaatcgaaaa tacaaacgct tcctatctat cgcaactaac
  3113581 agatggtatt cacttacata caattgaagc ggattctaaa gaaaaattag acgctgcttg
  3113641 cgaggcttta gataaagcag gatttctcgt ttattaatgt aaagcacaga gtttttttat
  3113701 cattctctgt gcttttttaa tgatataata ttgtaatcaa ttgtaaagga gatcaaagat
  3113761 gggaattgaa ctcgttcact ttagcattgg caaaccgaaa caaatgaaat atagcgaaga
  3113821 taaagaaatg attactggta tatgtaaaga aattacagaa gaagctttcc tctcaaaaga
  3113881 tggattcctc ggtgatgacg tagcagattt gaaacatcat ggtggacctg atcgcgccgt
  3113941 ttgcgtgtat ccacacgagc attactcact atgggaagag gaatttcaaa caacactccc
  3114001 agcttctgca tttggcgaaa acattaccgt aacaaatatg ttagagagtg atgtttgcat
  3114061 cggagataca tatcaactag gcgaagcaat cattcaagta acacaagcaa gagtaccttg
  3114121 tagcacaatt tcaaaacgtc ttggcatccc tggcattttg ccgcgcattg tagcaactgg
  3114181 ctttactggc tatctatgcc gcgttcttca agaaggtact gtacgtaaag attctaaaat
  3114241 tactttacta gaacgtccat caaacaacgt atctgtttta ttctctaacg aaatttattt
  3114301 tcacaataga aaagataaag atgctattga aaagattctt tctgttccag aactagctga
  3114361 tgtttggcgt ggtcagttag aggatcgtct tgcgaagtta aaataaaaaa tcccaccatt
  3114421 tataggtggg attttattta tatactagcg actgaattta tatcaactta attacaaata
  3114481 ctcctcttta caaccaataa gaagaataac tccccagcac cgtaacagaa aaaccgagtg
  3114541 cttcaagttc catcgttacg cctggcaata atacctcatc gtacgcttta tcgacatcga
  3114601 ttaagaaaaa gtaatttcca agtcctgttt tcatcggacg agattcgatt tttgataaat
  3114661 ttaatttcct ccatgcgaaa gctgataaca cttgatatag tgcccctgca taatcagcag
  3114721 gtaacgttat cataagcgtc gttttctcac cgcgattttc tccgttattt gggagtattg
  3114781 ctttcttttt cttatggagc acgaggaagc gtgtatgatt atttttatgt gtatggatgc
  3114841 cacgtcttac aatcgttaat ccgtattttt ctgcagctgc ttcatttgca atggcagcga
  3114901 ttttttcttc aggatgttct ttcacatatt gtgcagcagc acttgttgat gtcatatctc
  3114961 gggcagttac cccctttaat tcttcattta aaaatttatg acattgggca atagcgtgtg
  3115021 gatgagaatg tactgcatat acttcttccc acacgtctgc atactgcgga tgtacaagta
  3115081 aatgttgctg aattggtact gtaatttctc ctacaataga aagcggctgc tcatgcacga
  3115141 ggtaatcaac tgttatattc actgaacctt ctatggcgtt ttctagtggt accactgcat
  3115201 aatctacatt tccatttgca gctgcatcca tacaatctgg aatcgttcga tacggtacat
  3115261 gctctgcttc cggaaaaaaa cgactcaccg ccatatttgt aaatgttgct tctggtccta
  3115321 aatatcctac tcgaatcatc gtcttttccc ctctttttcg ttttcttact gttataccat
  3115381 acttttttat attcttctat gtaaattttg aatatttaaa aaagactagc attcgctagt
  3115441 ctaaatgttc cctatattct ctttgagcga aaaagaaata catgatgcat gcagcgatat
  3115501 aaaatagaat aaacaagcct acttttctta atgaaccatc cataaacatc atattatgaa
  3115561 acgtatataa cgcaactgca ctatgcatac tccctactat aattggcgca aaaaatagca
  3115621 tacataattg ccagcgggaa atcttccata cttcttcctt tgtcattccc agtttagaga
  3115681 gcaccccgta ctgctttcgg tccgatgcaa tattatggaa ccatttaaaa tatacgatgc
  3115741 tacatgatgt aaggaaaaat aatatactaa tgaatgagcc tagaaataga gtaatatcac
  3115801 cgaacgattt catattcaca tataactcca tattacttcg aaatgcatga tctttatctt
  3115861 gtttcatatg tttccgtaaa tcttcattta attctttcgt attttcgata tttggtaatg
  3115921 tatagcctct atatatcatt ttttcagaat caggaacctg atttgctata ctgtcaaagt
  3115981 cttcatcatt catgacgaag aacagcccgt taatatacga aggatgatag ttaaattgaa
  3116041 tcccttcttt ctggccgtta aatacgaatt gatatggttg attcattact tgcaattgaa
  3116101 tctctttttg attatataca ttcgaattat tgtatttatt ataataaacg agtgtcactg
  3116161 tacctttttt aggataatac gttttctgtt tttgtttcct cgcttcttgg ttatattcac
  3116221 ttccttttat aagcggtact attgtcgttt ctcccttatt ggactgaaaa gatgcataca
  3116281 ctccaacaaa actcctatat tgaaaatcat catacccata ttggtgcaat aattgttcaa
  3116341 ccgttccttc cgcaaagact tcatgagaag aagtaccttt ttctatgtaa gaaaatgagt
  3116401 gcactcctcc gccccgccac atatcttgca taccagaaaa atataagaac accgtacctg
  3116461 ttgccgtaac tacaaacatc gttgccattg acattaaaaa gaaaaaacga ccattttcct
  3116521 tcattcgatg tgacaattga ttcactataa ataaatacgg atatgtatac ataatctttt
  3116581 tatttcgttt tatcatttct aatatttgag cagtaccatg tgtaaatgaa aaatacgttc
  3116641 cgaaaaagac aagtatagac acaggcaaaa agaagtataa cgctatcgtt ggcatcgtag
  3116701 cttgtaacgc taacgcatat cctatcccta aacaaataaa gccgaatata caaagccaca
  3116761 ttgacgtttt cttctctttt ttatctgttc gaaattcttt caataaccga atgattttta
  3116821 tgttccatat acgtaaagca cttataaaag ataacagaat aaaaacaacc atatatgtaa
  3116881 taaacgttac cccaatcgct ttcaagtcaa atatgacagg gagttctttc ggaagcccca
  3116941 gcaacatact aaacaccata aagaagagct ttaaaaagat catgccaagc acaatgccaa
  3117001 aaatattagc aaataccccg accaacattt gctcggtcat aattacgcca attacgttag
  3117061 atttcgtcgc tcccattaac atatataatc ctaattcttt cttacgtgct tctatgaaaa
  3117121 tagaagtaga gtacaaaata aatatgacga aaaaagaaat gataataaca ttacatatga
  3117181 tcaatcccca gcgtacgttt tgataccaca tcgtatcctg catatacgga tgtacaatga
  3117241 cagacatgta tgcaaaagac gcaaatattg caaaacaact acttaagaaa aacactttgt
  3117301 aattacgcca atttcctttt atattttgca gcgctagttg ccgaatgttc atctatcgtc
  3117361 cccctataac ttactacata ggcaaaaagc tagagatttc tctagctttt cacgtgtttc
  3117421 aaatatcctc tttgcgcgat tataaagtaa atcgcagaag ctacaatgta cgatccaatt
  3117481 acaatcgcac ctgatttcca taaatcgaga taaagcattt ttcctaacgt atgaagagca
  3117541 aatccactat gaatggcacc aattacaatt gggataaaga agataacgcc catttgtcga
  3117601 attgcaattt tacgaatttc tttatctgtc ataccgattc tctttaacga tttaaattga
  3117661 atacgatctt gttctttatc attaaaccat ttaaagtatg tcatactaca agcgaagaag
  3117721 aagaatagta ctgctacgaa gaaaccgata aacattgtaa ttgcccctga ttcccttata
  3117781 tttttataaa caagcactga gttgtttagt tccacttgtt tatctggtac aatttccttt
  3117841 ttcaaatcta acacaagatc ttccgtactt ttccagtctt ctatataata accgtaatat
  3117901 ttcgtctttt cttcatccgg tacgagcttt gcgtatttct caaaatcttg atcatttaca
  3117961 atgagatatt cactatcatt aaaaacagaa aataaagttg gcttattcag ttgaacagac
  3118021 tgcgtttgtc cgttaatttt aatttcatgc ggtttcgtac gatctatctt catcatatcg
  3118081 ttcgccatat ccgttatgac catcgttgca ctacctgggg cattatgaac ttctctaact
  3118141 tgctctcttt tttgtttacg tacttcagcg ttatattctt tttctgaaac aatcgccatt
  3118201 ggcatctcat gttcactgtt aaacatcgtg attttttgag ttccaggaag ttttacgtac
  3118261 gttacttctc gcgcatcttc aaacccgtgt ttttttagta attcttttgt ttttccttct
  3118321 ttgatgacat tatgcgtatg aatgcctttt tcttcatacg aaatagcatg cggggtacta
  3118381 gttactgcct tataactcat atcctcaaaa aatacgtaca gcgtaccaac tgctgaagat
  3118441 acaacggccg taatgataga aattacaaat agaaaacgag cattatcttt cattttataa
  3118501 ataagattgc taagtacgaa catatttgga tatgtataaa aagatttttt tcgtttttgt
  3118561 aacgctttta atacgactgt actaccttgt gtaaacagca aatatgtccc gcctatcgtc
  3118621 agccctacaa tcggtaaaaa gagaatgata aaattcataa atgttacttg gaagctaagt
  3118681 acatatgcca caataataca tcctatacca actacacata accatgtaaa tgcaaaaggt
  3118741 tctacttttt gttttcttgc ttctcttaat aaatcaataa tttgcaagcg tcctactgtc
  3118801 caaacgctaa acaatgataa gattaaaaat agaataaagt atacacctgc tgtaatcaaa
  3118861 actgctttac tattccatac gagtggtagt gttttatcta ttttcaatat tacgcttaat
  3118921 gcttggaaaa ataattttga acaaagcatg ccaagtccaa tacctactac aattgcaatg
  3118981 ctacctaaca taagctgttc taatataatc attcggccaa gttgagattt cgttccgcct
  3119041 attaatgtta ataaaccaaa ctcttttttc cttgctcgta aaaatgttga atttgcatat
  3119101 aaaataaaga gtgctgagaa gatgactaca atataattca tcgattctaa cccttttgaa
  3119161 atcatctccc tcatactaat attaccgcct acaacatctg gatgataaat gaaggaagca
  3119221 tacatgaaaa atacgactat cgataaacaa ctgctaataa gaaacgcttt ataattacgc
  3119281 caatttcctt ttacattatt aagcgcgagc tggcgaaagt tcatgatatt ctcctcctag
  3119341 catcgcaagt acgtccagaa tttcttggaa aaaggcttgc ttcgttcttc ctttatgaat
  3119401 ttctgaaaaa atctctccat cgcgaatgaa aagaatgcgt tcgcaataac tcgccgctac
  3119461 tggatcatgc gtcaccattg caattgtcac tctcttttgt tcatgtaagt cttgcaacgc
  3119521 gctcattaac gattttgctg acttagaatc taagtttcca gtaggctcat ccgctaaaat
  3119581 taaagtcggt tcatgaatga tcgctctcgc agctgctgca cgttgttgtt gcccgcctga
  3119641 tacttcataa acctttttat ttaaaatttc ttcgatattt aaaaacttcg caatttccag
  3119701 tactttcgca tcgatttcat ttacagattt cttcgccatt acaagcggta aaataatatt
  3119761 ttctttaatc gataatgtat caagtaagtt aaaatcttgg aaaatgaaac ctaaatgtgt
  3119821 acggcgaaat tccgctaatt ttgcagcacg catttgatta atttcttctc catttacaag
  3119881 cacatgacct gaagtttgct tatcaattgt tgctaataaa tttaaaagcg ttgttttccc
  3119941 gctccctgaa ggacccataa ttcctacaaa ttcgccttct tctattttaa aatttatatc
  3120001 atttaaagca gtcgtcgcta ctgaaccttt cgattgatac accttcgtta atccctttac
  3120061 ttcaagaaca ctcatttcta atccccctat gcgttttctt cttacattta ctataagaaa
  3120121 aataaaaaaa agaaacgagt gatttccctt acaaaacgtt ttgttatctt acagttttgt
  3120181 catttttctc attaatgtat gatattcttc atcttttgca aactggaacg tgaacgttgt
  3120241 cccttcccct tcagccgatt gtacatagat accgtgatgt aaattatcgc aaatttcctt
  3120301 cgtaatatat aaacccattc cagtcgcttc tctcgttttg cggccattta tccccgtaaa
  3120361 gaatggatca aatatacgct ttacatcttg ctctggaata ccgattccat tgtccttaac
  3120421 atgcaataac accttttggt ttttctcttc aatttgaaat tgaatttcct ttttctctgc
  3120481 ttctgaaatt ttcgtatact taattgcatt cacaacaatt tgtcctatag caatactgag
  3120541 ccattttcta tcagatgcaa ccatacaagt ctcttcttca aacatcactt tcggaaatac
  3120601 cgatgattgg atgaaagact ttctattttc attaataata tctctaatga tatgtatcgc
  3120661 atttactact tctactttat agtctttcgc aaactgctct aaccttgcca tgtgtaacgc
  3120721 taaatctaaa ccatttaata tacggttatt ttcttcacga atactttcaa ctgttactct
  3120781 cgcttcacga tactctttac caaacttctg taatagtaat tcaataacag atactggtgt
  3120841 tttcatttga tgaatccatt ggttcataaa tatcatttgc tgttgttctt ttgcatgttg
  3120901 tttatgaact tcattcatat attgctgtct taataacgta aacgattcaa cgatcatctc
  3120961 ttgctctgcc gtataagaag tatcaataag taaggagtca tgtaatgtat ttccgctagt
  3121021 aacatacttt tcgatcctct ttaaaaacac acttcgtttt cggtaatcgt aaatgaggta
  3121081 tacacagtaa atacaactgt ccctaataaa agtccgtata accatgtatt ccaatcaatg
  3121141 gatcgctttt ctaaaagact ttgcaactgt aaaacgagcc caaataaaca aaggctaaca
  3121201 atataagaaa gaattaaaga aaagcggtcc atgaggtaat ttttaacctt catgcccttc
  3121261 tccccactct gtaagaagcg cataaccgta tccacgtttc gttacaattg catttttaat
  3121321 gcctagctcc tctagtttct tccttacacg tttcacattc acggttaatg tattgtcatc
  3121381 aacgaaagct acctcatccc agagggcttc taacaattct tcacgcgtta catattgatt
  3121441 tgcttgtttc attaaacact ctaataagta aaattcattt tttgtcagtt ctgtttgttg
  3121501 tccttgccac tcaacaacgt gctgagacgg gaataacaac aatccattta ctcctaagca
  3121561 atcgctttct gccgcagaag cgtactcacc atacccacgt cgaagtgcac tttttacctt
  3121621 agccattaca acgtctaaat gaaatggctt cgtaatgtaa tcatctccgc cattttcaat
  3121681 tgccattact tgatccattt cccccgttct tgcagaaaca aaaataattg gtgcattcga
  3121741 tacagtgcga atttgacgac accaatagaa cccatcaaaa tacggtaaat taatatcaag
  3121801 taacacgaga tgtggattta cttttacaaa ctcatctttt atatgtcgta aatcacttgc
  3121861 tctaaatgac tgatagccat acctttctaa atgctcctct aatatccccg caattttctc
  3121921 atcatcttct acaattaata ttttatacat actcgctttc tccccataaa aaattcttat
  3121981 aaaaccactt ctttttctat tataaattga aaatttaatt agtggggatt ttttcctgta
  3122041 taaatcagac ttttacgata taaaaaaaga ctgccgtatt tcggcagtct tagtcgataa
  3122101 attcaaattc atattcaaga atttttacaa tatctccgtc ttttgcacca cgtgcacgaa
  3122161 gcgcttcatc aatacccatt ccgcgcattt ggcgagcgaa acgacgtaca gattcatcac
  3122221 gtgagaagtc tgtcatcttg aatgttttct cgatatcgta accagagata acaaacgtac
  3122281 catcactttc acgtgtaata tcaaatttaa caccttcagt ctcaaatttg tacattacac
  3122341 ttgtgtcaga ctcatccaca acttcatgta ttgggaattc aggtgttgtt tctattaagt
  3122401 tcgctacttc aaacagtaag tcacgaacac cttgtttcgt tacagctgag attgggaaga
  3122461 tttttacttc gtctcccact ttctctttaa atgcttgtaa gttttcttct gcatctggca
  3122521 tatccatttt gtttgcaaca acaacttgtg gacgctccgt taagcgaaga ttgtattctt
  3122581 ttaattcatt attaattgtt acgtaatctt catatggatc acggccttct aaaccagaca
  3122641 tatcaataac atgcacgatt acacgtgtac gctcaatatg acgtaagaat tggtgtccaa
  3122701 gtccgacgcc agcatgtgcg ccttcaatta gtccaggaag gtcagccata acgaagctgc
  3122761 ggttatcacc agtttcaaca acaccaaggt ttggaacgat tgttgtgaag tgatactctg
  3122821 caattttcgg acgtgctgat gatacgacag ataataatgt agatttacct acacttggga
  3122881 atccaacaag tccaacgtct gccagtactt tcagttctag aatgacatca cgctcttgac
  3122941 ctggttcccc gttttcagcg atttctggcg ctgggttcgt agctgttgcg aaacgtgagt
  3123001 taccacgacc accgcggcca ccttttgcaa ttacagccgt ttgtccatgc gttactaaat
  3123061 ccgcaagaat ttgaccagtt ttttcatctt ttactactgt tcctggcgga acctttacaa
  3123121 gtaaatcttc agatttacgt ccgtgctgac ctttactcat tccgtgctga ccgcgatcag
  3123181 ctttgaaatg acgttggtag cggaagtcca ttaatgtacg taagccttcc tcaacaataa
  3123241 aaacaacatc tgcaccttta ccaccgtcgc cacctgctgg gccacctttt ggtacatact
  3123301 tctcacgacg atacgcaacc attccgttac caccgtcgcc gccttttaca tatatcttga
  3123361 cctgatctat aaacattatt tcaccacact tttttcaatt ggttgtaata taactgagac
  3123421 ttcctcgtct cgtactgtat aagaaatgga ataccattta ttgttttggt tcgcaagcca
  3123481 attctgtagt tcttctacac tcgttagctt accacgaaaa tcaaaaaaga aacgagcatt
  3123541 ctccgcgtca cattcaattg tgatacaaac ataattttca acatatacgt ctaaactatg
  3123601 ctgaagcatt gagaaaaatt gattcgtcca tgtacataca gtctcatcta agtgagataa
  3123661 gttatgtaaa ttccctaata cttcatactc caataagcac ggctgctgtt tccaattata
  3123721 tgttaaaatc cactctgaaa ataaaggcat agatagcccc atcagattgg attcttgtct
  3123781 cgcttcttgg acaaaacgat cgatgagact atgaatttct tccacttttc caagggaaag
  3123841 gtttcctttc accatctgca tacgattgag ccaatcatgt cttgaatggc gcaatgcatc
  3123901 tataattgtc cattttttat tcatttagat actccttaat atagaaaaac tctaacctgc
  3123961 actcaggtta gagttttccg tgagttctta tgcttcttga gcaacaggat atacgctcac
  3124021 ttgtttgcgg tcacggccaa gacgctcgaa gcgtactacg ccgtcaactt tcgcgtataa
  3124081 agtgtcatcg ccaccacgac caacgttaac acctggataa atttttgtac cgcgttgacg
  3124141 gtaaagaatt gaaccacctg aaaccgtttg accatctgcg cgtttagcac caagacgttt
  3124201 tgactgagag tcacgaccgt tctttgtact acctacacct ttcttagatg cgaaaaactg
  3124261 aagatctaat cttaacatac gttacacctc ctgcactttt tctattaaac ggatatactt
  3124321 tccgtaatca agttcgatcg tcttaagcga aacaaccaat ccttctaaaa gcgtttgtgc
  3124381 tttttctgct gcatgaacgt ctaaatcatt aggcaattca tacgttaaga atccgccatc
  3124441 acttccgagt tcaatagttg cctgcacatt acaaagttct tccactgcat ttatagaacc
  3124501 aaacacaacc gctgtagttc cagcacagac aagatcttgt ccatgcggcg cataatcggc
  3124561 atgtccagtc attttaaatg attggatact tcctaatttc gtgcgactta tcgtaatttt
  3124621 aatcatgtta acctggatta agcgttgata gcttcaacaa ctagcttagt gtaaggttga
  3124681 cgatgacctt gtttcttacg attgttcttt ttcgctttgt atttgaaaac gataattttc
  3124741 ttagcgcgac cttgtttttc aactttcgca gtaactgttg caccttctac aactgggcta
  3124801 ccaactttaa cgttttcgcc accaacgaaa agaactttgt caaaagtaac agtttcacca
  3124861 gcttcaacat ctaatttttc aatgtagatt gcttgaccag cttcaacttt aatttgtttt
  3124921 ccacctgttt cgataattgc gtacatactt gcacctcctc ttaattacta agactcgcca
  3124981 aaaacgaggt agacatacat gcctttaggg aacctgtctt gtgcggttgt agcatatagc
  3125041 cgtttaggtg ctataaacta taacataaag atgttatcat gaatcataga cggttgtcaa
  3125101 tgaaagttct actaactatt tttccgttct acaatttctt ttttacttcc aaaacggata
  3125161 attgcatact tttcgatcat atcatctttg aaataaattt caaatggaat atttttttgt
  3125221 aattcttttt gcaaaaattg tttttgcagt tctttaggtg cagagattaa taccgcctca
  3125281 tcttctatat tgccatatgt aagtagctct ctctctagct catacgcaat tgtttcatat
  3125341 gacattacat accccgtcgc tttgcacggt gcacactctt ctagtaatac gtcgcgtaaa
  3125401 gaatgtttct tacgtttacg tgtcatctct aaaatcccta actctgtaaa cccgagtacc
  3125461 cttgtatatg tacgatcatt ttgcatagca gccacgagac attctcttac cttttcttta
  3125521 tcttctcttc ttttcatatt aataaaatca attaatatca taccaccgat atcacgcagt
  3125581 cttaattgac gcgctatctc ttcagccgcc aattcatttg tacgaagaac tgtatcttgt
  3125641 aaattctgtt ttccagtaaa cttgcccgta ttcacatcaa ttacagtcat cgtctccatt
  3125701 tgttccacaa ttaaataagc accatttgga agccacacaa ttttttgaag tgctttctca
  3125761 atttcacgct ctattccaaa atggttaaac attgaagatt tttcgttata aaaagatact
  3125821 ttctctttac cgaccttttc ttctaattct tttactatac tccttgtatc tacaactact
  3125881 ttttcaatcg tttcaattgg attttcttga aatacacgat ctaaaaaagt tgccggtcga
  3125941 tgaagtagta acggtgcctt tccttgttcc tcttttcttt ttaactcttc atataactgc
  3126001 tgtagccttt gcatttcagc ttgtatttct tcaatttctc ctttttcaga agcagagcgg
  3126061 aaaatataac ctcctgtccc ttctacttca atttggagta gttgttgcct tcttttattg
  3126121 ttttttattt tccgagaaac cgcacgcatt tcatcatacg gcatataaac gacatatttc
  3126181 ccggtaaatt ctatatttgc tgtcaatttc ggccctttcg tatcaattgc ctcttttaca
  3126241 acttgtacga gtaccgcttg cccttcatgt atacgataag cagacggtac atcatcatac
  3126301 gaaagatacg catgtttttc taaaccgatg tttacaaaag ctgcgttcat tccagcaatc
  3126361 gttcttacaa tacgtccaat ataaatatgt ccaacaatct cttgttcttc atttcgtttc
  3126421 cataaaaact caacaatttt cttcttctct tcaattgcaa cgcgtttttc cgatccagcg
  3126481 tagttcatat ataacgtttt caaaattctt tcctcacttt ataatcttct ttgcttttac
  3126541 aataataaaa ggttagtgct aacgtcaaca ctaaccgatt aattcttcaa cagatgaagt
  3126601 tgttcgtttt tcagtaaaat acgcataaag caattcattt tcatccaatg tgtaatgttc
  3126661 tttatatttt ccatggacaa taatagagtg cttatatcct ctacgaaatt ttgtgaagat
  3126721 tgtatataag cgatcttctg ttttcacctc aatcggcgca atcttttcaa ttcctctttt
  3126781 gttcccataa taacgttcta ataaaaaacg cataaaggca tatcgtcttt gtttccattc
  3126841 ttgatataac gacaccgcta aaaatatgag cagtacccac atcataatat tattactatt
  3126901 ccaaagtaac tgccacccta gtataacact aaaaaaaaca catgataatt tcatcatctt
  3126961 ttcatgtgct tgtaaataag gaaaacgata tgataatacg ttaaacaata ctttcccgcc
  3127021 atcaagtggc caaataggta gtaaattaaa tgctaaaata attatattat tccacataaa
  3127081 gaaataatat aattccgcat gaagccaacc agcttcaaac aacatatagc ctatcgccat
  3127141 catccaaata tgttgaatag gtcctgcaat tacgacaaca aactcctctt tcaatgactt
  3127201 attcccatgt tcctcaagct cagctacacc accaaacggt aaaagttgaa tttttttgat
  3127261 gcgccaatta tagtgtgccg ctgcaaaagc atgcccaagt tcatggataa gaacgataca
  3127321 aaataacagt agtaactctt taaaacgtgc tgtaaaaata ccaatgacaa taataaccca
  3127381 aaacaacgga tgaactgaaa tcttcgttaa aacctctcta tatttaatca aatgaaatca
  3127441 cctgaatggg atcaataaat ttttcatcct tttttattgc gaaataaaac ttaccatttt
  3127501 tatcgtttgt atcattactc accgttccaa ttttttgttt ctttgaaacg taatcatata
  3127561 atttcactga catatcattt aaatttgcat accatgactc cgtgccatct gcatgctgaa
  3127621 tttgaactgt attaccaagt tcctctttct ttcctgcaaa aacaactagc ccttcattca
  3127681 ctgactcaac agttgcattt gtagctgttt gaacaaatac accttggcca tttttttgaa
  3127741 acccttgcat cacctttccg gaagcaggaa ttgcataatc tttttgctga atgttccctt
  3127801 cttttttctc attaggcgaa tagaacacga gaggttttcc aaactgtttt tcgtaccatt
  3127861 tcgctacagt agcaaattga aattcttctt tcatcacttt ttctgtaaca gctttcgcac
  3127921 cgtcaaaaga agaaggtgca ttcttatata aaatagcgac agaaagaact aatattgctg
  3127981 ataacaatac tttgaagaaa aacacttctt ttcgaaataa aggatgaatt tccttttctc
  3128041 catcttcaat aaatactgtt tcactatcaa aattctctcc agcaaaatac tgctcttcct
  3128101 ccatcctttc ttgctctgcc ttcctcttcg caatccgttt tttaatttct tctacacgtc
  3128161 tattcttcat actgtctcct ttctttcgtt cagctaattt acatagaaac agttgtatac
  3128221 agtttgtaca tatgtatgag ctaggaaagg aagatattcg tgtgaagaaa aaagaaagca
  3128281 ctccgcaaat atgcgaagtg cttttaacgg attccaaaga agtttttcat ctttgtaaat
  3128341 accgatacct tttcttgttc aaatgcttgt aatgggacat tctcacccaa caagcgtctt
  3128401 gcaatattac gataagctaa cgctgctttt ccgctcggtt gcaacgctac aggttcacct
  3128461 gtatttgtag cacgaataac ttcatcatca tcttcgacaa caccaagaag ctcgattgac
  3128521 aatgtacgta cgatttcatc aacatctaac atatcctgtt catgaagcat atgactacgc
  3128581 acacgattaa taacaagttt cggtggttca atatcctctt tttctaaaag cccgataata
  3128641 cgatccgcat cgcgcattga ggatacttct ggcgtcgtaa cgacaattgc tttatccgca
  3128701 ccagctaccg cgtttttaaa tccctgctca atccccgcag gacaatcaat taatatgtaa
  3128761 tcataatctt gacgtaatac ttgtattaat tcatccattt gttcaggtgt taccgctgat
  3128821 ttatcactcg tttgtgctgc aggtaataaa taaagatcgt caaaacgttt atctttaata
  3128881 agagcctgag gtaaacggca acgcccttca acgacatcaa caagatcaaa tacaatacga
  3128941 ttttccagcc ccattactac gtctaagttt cgaagaccga tatctgtgtc aattaaacac
  3129001 actttctttc cagataacgc taaggctgtc ccaatgttcg cagacgttgt agttttacct
  3129061 acaccgcctt ttccagatgt aattactatt gcctctccca cagctataca attccccttt
  3129121 ctaactttgt taaattaggt ctaagatgag tgagaagttg cagtcgatcg acaacaatgt
  3129181 gattgttctc attaatatac gcacattctg ccgcctccgc tccgtcttct ttctcttccg
  3129241 gagcccgcat tgccacatca ctaattcgaa gttgcatcgg attcataaca gatgcagcga
  3129301 ttacagcatc tgaatcccca taatacccag catgcgcaat tcctcttaat gatcctacga
  3129361 caaaaatatt ccccccagcg ataaccgttc cgcctggatt aacatcacca attaacaata
  3129421 aatttccttt tacatgtaaa acttgtccag agcgaacaat tttggaaata gggacgattt
  3129481 ctgtttcttc tttccaagct attgcttcct ctttcgtgat aacatcactt tcaatcgaat
  3129541 ccacaacgag attcttttta ttacgaatta acgtacgaat ctcttcttgt tggacttctg
  3129601 ttaaataacg attccccact ttcacatgca cttcaattaa agagcgtcca tcaccatcat
  3129661 agtaatgtgt agaaagcttt tcatccaatt ccttcaataa ttcagagaat gaacaacaat
  3129721 catctaaatg aagcgttatt ccgtcttttg tcccttttat tgttacattt tgttgctttt
  3129781 tttcttccac taaagttcac cccaccgatt caattcgaca taaaattaga aaatcctttt
  3129841 ttctttttct tccatcgctt ttgaaagacg cactaaatat cgtctcagtg ggaaacaaac
  3129901 tatgaataag aaaattgcat ttagcaataa agtagaaagg aggcgatctg tgaaaaagac
  3129961 atacgccgac atatgagtac gtcctaacaa agttaaaaat ccatacacat aatactctag
  3130021 tgctgcaatg ctagctagta cgatagagac aacaataaat aaattcaatt gtaatatctt
  3130081 catcacacta tatactaaat aagctacaat cggatatgcg aaaatatata taccgacaag
  3130141 ttctgtgtat acggtatcaa ataagaaacc aaataatagt ccgtaataaa tcccttggac
  3130201 cggactatag tacacagtaa caaaacataa cacaatgata aagaaatgag gtgctgctat
  3130261 actgtctttc caaaaaactg ctgttggaac aatagtagca aacatatttt caaataaaaa
  3130321 aacaaaaagg agcaaaagag gaagagctgc tctttttaaa atcttcatca tctcttctcc
  3130381 ccctcctatt ctaatggcgc tgaaggcgtt tcacgtttcg caaccataat atgctctacg
  3130441 tcatttaaat cagcggcagg ttttacataa gctgtttttg ttaaaccgta tggatccggc
  3130501 tgaacatcaa cgatttttcc aattacaaga cctttcggga aaatatcacc aagtccagat
  3130561 gttacaacta gttgatcagg ctctactttt gcatcagaac caatctttgt gaaaagaagt
  3130621 aagtgctttt ctttgtcata accttcaatc aatccaaaga ttttctcatt accttgtacg
  3130681 atagcagaaa cacgatttgt tcggctcata gagcttaaca attctactga tgatgtaaac
  3130741 tgagatacac ttttcactcg tccaactaaa ccttgtgaag ttactacagc catatctttt
  3130801 ttaattcctt gctgcgcccc tttatcaatt ccaactagat cgtaccattt atccgggtta
  3130861 cgagaaacga cagtagctgg aatttcagta tagtcgctag gcaactcttt tttacccgtt
  3130921 aactcttgta atttcctttt atcatcttct aattgtttta cttgacctga taactttccg
  3130981 taattatcta attttgcttt taattcttta ttctcttcat acgtgcgctt tacatcctct
  3131041 acattttcga agaatccagc tacgtatttc gctggctttt ggaatacacg ttctacaaca
  3131101 ccgacagtgt ctttaacaaa ctgctctggc catgttaaac tgttccgttc tttcaatgag
  3131161 attccaatca atgccacgag aagaataata ctaactaaca aaacaattaa tcttttgttt
  3131221 aagaaaaact gtggcacgtt cacaccctct taatttcatt gatttttatt ttgcgatatt
  3131281 atcgagcagc agttttgaaa agatcgatat tgtctaatgc tttacccgtt ccaattgcta
  3131341 cgcaatctaa tgggtcttct gcaacaagca ctggcatatt tgtttcttca ctaatcactt
  3131401 tatctaagtt acgtagtaat gctccgccac ctgttaatac gataccacgg tccataatgt
  3131461 ctgccgctaa ttcaggtgga gttttctcta acgtattttt aacagattct acaattgcat
  3131521 ctactgtatc ttttaatgca tctgcaattt cttctggttg aattagcact gtttttggta
  3131581 aaccacttac taaatcacga ccgcgaattt ccataggttc gataccttct ggctcgcctg
  3131641 cagaaccaat ttctaatttt aatgcttcag ctgttctttc accgatcatt aagttgtagc
  3131701 ttttcttaat gtactgaatg attgaatcgt ccatatcatc accagcaaca cgaactgatt
  3131761 gacttgttac aataccacct aaagaaatga ttgcaacttc tgttgtaccg ccaccgatat
  3131821 caacaaccat actaccagtt ggttcccaaa caggtaagtt cgcaccaatt gctgctgcaa
  3131881 atggctcttc gataggataa gcatcacgag caccagcttg acgagtcgca tcgattactg
  3131941 cacgtctttc tacagctgta ataccagatg gtacacatac cattacgtat ggtttacgtg
  3132001 agaagaatcc atttgatttt tgagcttgtt gaatgtaata tttcatcatt gttgctgtcg
  3132061 tttcgtaatc agcaattaca ccgtctttca tcgggcgaag tgccacaacg tttcctggtg
  3132121 tacgaccaat catttgtttt gcatcgctac ctacagcaac gatttgtttc gtatcagttt
  3132181 gtaacgctac tactgaaggt tcacgtaaca ctacaccttt tccttttaca tatacaagcg
  3132241 tgttcgcagt tcctaagtct attccaagat cgcgagtaaa gccaccaaat ccaaacatat
  3132301 tatttatctt cctttcttgt tttcacggac tcattttttt cttactttat attataaaaa
  3132361 cagtacgttt tttatatctt tatccttttt gtagataatt ttctacaaaa aactcataaa
  3132421 tcacattata aaacaaaata agtaaaaagc atagtcttaa atatgacctt tttcctttaa
  3132481 actcacgaat ttatggtcac ctattataat atggtcaagc acttcaattc cgataattcg
  3132541 accgcattct actaagcgtt tcgttacttc aatatcttct cggctcggcg cggggtctcc
  3132601 tgagggatgg ttatgaagac atatgataga ggctgctgca cggcgaaacg cttctttaaa
  3132661 aacttccctt ggatgtacaa ttgatgaatt taaacttcca atgaaaatcg tttgcctatg
  3132721 tatgacttga ttctttgtgt tcaaatataa acatacaaaa tgctcctgct gcaagaagcg
  3132781 catttcttcc atcatgtatg tggcgcaatc ttccgggctt cgaatgctgt atctattttg
  3132841 atattctaaa cgcaccattc ttctaccgag ttcaaaagcg gctataagct gagttgcctt
  3132901 tgcaaccccg acaccatgta tactgacaag ctcttctaac gttgcatctt tcagcatacg
  3132961 taaaccatca aagtgatgta aaattttatc tgataacttc aaaactgatt cttccttaga
  3133021 acctgttctc agtaacactg caagaagctc ccgatttgat aaacttccag ctccctctaa
  3133081 caataaacgc tcccgtggct gttcttcttt gacaacatca cgaataccgt tcatttctcc
  3133141 acccctttat ttgttctctc aaagaaaatc ccatgcaatt ttacgcatgg gttacatcaa
  3133201 tattaaattg ttttaattcc cgaacaagac gtgaaattgg taatccaact acactatagt
  3133261 agtccccttg aatatgttga acaaaaatag atcctttacc ttgaattcca taacttccgg
  3133321 ctttatccaa aggctctttt gatgcaacgt atgcgtcaat ttcctcttct gttaattccc
  3133381 aaaacgtaac ttctgtacgc tcataaaaag tgactgtttt gtcttttgct ataattgcca
  3133441 caccagtata cacttcatgt gttttccctg ataataattg caacatttct ttcgcctcag
  3133501 ccttattaga tggctttcca agaatacgcg attcatatgt aacaattgta tctgcaccta
  3133561 acacaatatg atcactgtta ttttctgcta ccgcagatgc tttttgcagg gcgagggaca
  3133621 taacaatatc agaaggtgat gaatacgcac caatcgtttc ttctacttca cttacaataa
  3133681 tttcaaatgg cacacccgct aactcaagca attccttcct gcgaggtgat cctgaagcta
  3133741 aaataatttt tctcatattt tctccttcct ttctcacatg aagcagaatc atttacaaca
  3133801 atcgtatcaa aggaatagtt tgtccacaaa tgaaaggaat attattttct ctaaacaaaa
  3133861 taatattcct tactaaaaca cgattatatt tctgtcatag agaaagcact ttactctaaa
  3133921 cacaaaagaa aagaaagaag tacctatact tcttccttcg tcatttcatt atcctattat
  3133981 ttcacctttt gtgaaacaat tttttcatat gaaagtatac catcaatgat aacttgattt
  3134041 aatttcgcca aagattcctt atcacttttt ccgtccttca ctgtttgcac agctactgac
  3134101 gtgtacatat acaatttctt cgcttcttcc tgcttcatac ttttcccttc tttttcaatc
  3134161 gctttccaca ctttttcgat tgtacctata tcttttgcat tactttttcc actagcttgt
  3134221 acgctagaag catattttgc taaatgagta tataatggct gtacttttgt taaaaacgcc
  3134281 ccgacttctt tatcatcttt cagtaacgct ttatctgtta tatcccagtc ctttttcaat
  3134341 acggagacat tatcattttt atactgcgtc attaattggt ttattccttg ttcatcgcta
  3134401 gcaatgccaa caactaatgc atacttatca ccgctcggtt ttaaagctgc tacgcctcca
  3134461 ttacctttcc actcttcaag agcagcctgt cccttttctt cagaagaata cattcctcct
  3134521 tgaacaaaaa agaatttcat tggatttaat gatgttcctg tctgtgcttt tgttttttcc
  3134581 tcttttggtg cttgtgtttg ttctgccgtt ccacccacct ttgattcttc attttgcatc
  3134641 tgcttcgaaa ctgttacttc gcttccacct gtcgcacctt gtcctgtaag taactgcagc
  3134701 attcccatcc caaacgccgt accaataaca atcgcagttg caacaattgc aattaacgta
  3134761 ttgctccact tctttcgttt tttttccgta gacgccactt tcgctttttg aaacggaaca
  3134821 acgtttttcg gtctttcact ttctattacc atccagtcaa attcatcttt cttcttctcc
  3134881 tcatacttcg cttctgttcc attcactttc actgagatcg ttcgtgattg cttgtccata
  3134941 cactcacacc tcacctctta tcgttgtccg catcatatca tattcttttc acaaaaaaac
  3135001 gagatatttg tcagagaaat tcgccaaata accctatata tttatcttat atgtatgcat
  3135061 ttgacttcat ttgtagaaca aaaaaactag atagcaaaga ctatctagtt tttctcgcga
  3135121 atatattttc gaacttccga aatgaaataa agagaacctg ttatgataaa aacatcattt
  3135181 tctccaatca tttcaacctt cgtatcaatt gcctctttcc aattttcaaa aactaatttt
  3135241 gactctttct ttgcatacga cgcaagctcg cctgctgaaa tagcacgatc aaaggcgaat
  3135301 gttgtaaaaa taatttcatc ggcaatggtt tctaattgac ctaccatatt atgcaattgt
  3135361 ttatcaccaa gagcagtaaa taaaactatt acgtttttat ctttgtaatg tgattctacc
  3135421 gttttcacaa ggctttcaat accttctggg ttatgagcac catctataat aatatctgga
  3135481 ttactttgca atttttcaaa gcgccctacc caatacgctt cctgtaatcc agttcttatt
  3135541 tcttcttcct caattaaaaa tgataagtat gtttttacat acatgactgc cataagtgca
  3135601 agtgctgcgt ttcctacttg atggctgcct ttcattgcga tccgcacatc ttcaaaagag
  3135661 gcgaaaggac aagtgaaatc aaactgttcg ccattttcac tagactgttt atgtaacgct
  3135721 gtaaaatggt tgcccatctc atataagttt gcacgatttt cctttgcaac tttttgaatg
  3135781 acttgcaacg cttcctcatc ttgcacacca gtaataaccg gaacaccaga cttaataatc
  3135841 cccgcctttt catatgcaat ttctcctagt gtattaccta aaatgtgcat atgatcgtgg
  3135901 ccgatattcg taataatcgt gagaacagga tgaatcacat ttgtagagtc aaaacgccct
  3135961 ccaagtcctg tttcaaataa aacaacatca cagaaattaa ctttaccgaa ataacaaatt
  3136021 gccataacag taataatttc aaactcagtc gcttccccta aatccgtctc gtctagtttt
  3136081 tcaacgactg gctttaccat ctttacaagt tcagtaatct cttcatctgc aattggtgtt
  3136141 ccgttcacac taatacgctc gttaaatgtt tcaatataag gtgaggtaaa tgttcctacc
  3136201 ttatattttg cgtcttctaa catgtagcgc atatatgtta acgttgaacc ttttccattt
  3136261 gtaccagcaa gatgaacaca ttttatgtgg cgctctggat ttccgagctc ttctagcatc
  3136321 catctcattc tttctaatcc cggtttaata ccaaatttca atcggctatg aatccaccct
  3136381 atcgcttctt cgtatgtatg tatcacgtat gctttcccct ttcaaaagac aaccttcatc
  3136441 tttctattat acgcaaagaa aagagactca ccaatatagt gagtctctaa aaaacatttt
  3136501 tatttctcaa gatccgctag acgttggcga actgcttcgc gtttttctag gtaatcttgc
  3136561 tctttcgcac gctctccttc aataactgct gcaggagctt tcgctacgaa accttggttt
  3136621 gaaagtttct tctgtacacg ttctacttct ttatcgaact tctcaagctc tttctcaaga
  3136681 cgcgctctct cttcatcaag attgataaga tcagctaacg gtaagaataa ctctgcacct
  3136741 gttacgattg cagtcatcgc tttttctggc gcttgtaaat ccgtttgaat tgttaattca
  3136801 cttgggttac agaaacgctc aatgtaagaa ctgtttttcg taagttgagc aagtacagcc
  3136861 tcatcttttg ctttaatttg catttgaact tttttgctca ttggcgtatt aacttctgca
  3136921 cggatgttac gaacagagcg aatgatatca actagaaggt gcatttctgc cgcagcttct
  3136981 gtatcttgta aatcttcgcg aactgttggc cacgctgcta ctgtaataga ttcgccttcg
  3137041 tgcggtaaat gttgccaaat tttctctgtt acgaatggca tgaatgggtg taatagacgc
  3137101 attgtttggt ctaatacgta agctaaaata gaacgagttg ttttcttagc tgcttcgtct
  3137161 tcaccgtata gaggaagttt cgccatttca atgtaccagt cacagaaatc gtcccaaatg
  3137221 aagttgtata atgaacgacc agcttcaccg aactcatatt tatccatgtt acgtgttacg
  3137281 ctttcgattg tttcatttaa acgagttaaa atccacttat ccgcaactga tttttcacca
  3137341 gttaaatcga tttcttcata cttcatgtca tccatattca ttaatacgaa acgtgatgca
  3137401 ttccaaattt tattaatgaa gttccaagta gattctactt tctccatgct gaaacgtaaa
  3137461 tcttgacctg gtgcacttcc tgttgataag aagaaacgca ttgcatctgc accgtacttc
  3137521 tcgataacgt ccattggatc aataccgtta ccaagagatt tactcatctt acgtccttgc
  3137581 tcatcacgaa ctaaaccgtg aattaataca tctttaaatg gacgctcgcc tgtaaactct
  3137641 aaaccttgga aaatcatacg agatacccag aagaagataa tgtcataacc agttactaac
  3137701 gcatctgttg aatagtaacg tttaaagtct gctgcatctt catttggcca accaagtgtt
  3137761 gagaatggcc ataacgctga actgaaccat gtatcaagta cgtcgttatc ttgattccag
  3137821 ttttcaatat ctgctggtgc ttctgtacct acgtatactt caccagtttc tttatgatac
  3137881 caagctggaa tgcggtgtcc ccaccataat tgacgagaaa tacaccagtc gtggatattt
  3137941 tccatccagc gtaagtatgt gttttcaaaa cgatctggta cgaacgttac tttctcttct
  3138001 tctttttgtt gaagctcaat tgctttttct gcaagtggag ccatttttac gaaccattgt
  3138061 gttgacaagt aaggttccac aactgcacca ctacgctcac tatgacctac tgaatgcata
  3138121 tgaggctcga tttctactaa tacgcccgct tcttgtaagt cttttactaa cgctttacgg
  3138181 cattcgaaac gatccatgcc gttatactta ccagcttttt cgttcatcga tccatcttcg
  3138241 ttcattacta agatgcgtgg taagtcgtga cggttaccta cttcaaagtc attcgggtca
  3138301 tgtgctggtg taatttttac aacacctgtt ccaaagtctt tttctacgta ctcatcagca
  3138361 ataatcggaa tctcacgacc tacgattgga agtgtaactg tttttccaat taaatgtttg
  3138421 taacgatcgt cttctggatg aaccgctact gctgtatcac caagcatcgt ttctggacga
  3138481 gttgttgcaa gacgaatgtg tccagaacca tctgttaacg gatagttcat atggtagaat
  3138541 gcaccttgaa cttctttatg aattacttcg atatcagaaa gagctgtgcg tgttgctgga
  3138601 tcccagttga taatatattc accgcggtaa attaagcctt tttcgtataa ttgaacgaat
  3138661 actttattaa ccgcatcaga taaacctttg tctaatgtga agcgttcgcg agaatagtct
  3138721 agtcctaaac caactttccc ccattgttga cgaatatgag aagcgtattc ttctttccat
  3138781 tcccaagcct tttcaaggaa tttctcacgg ccaagatcgt aacgtgaaat accttcttca
  3138841 cgaagtttcc cttctacttt cgcttgtgtt gcgatacccg catggtccat tcctggaagc
  3138901 cataatacat cgtaaccttg catacgcttc gtacgagtta aaatatcttg aagagttgta
  3138961 tcccaagcat gacctaagtg taacttacca gttacgttcg gaggtgggat tacaattgta
  3139021 tacggttgtt tcttctcgtc tcctgttgct tcaaaatatt tgccttctag ccaccactga
  3139081 taaaggcctt cttcaacgga catatgatca tatttagttg gtaaattctt ttccgtgttt
  3139141 gacattattt tccctcctta aaataaaaaa tgtccctcat ccaaaaaagg acgagggaca
  3139201 tcgcggtacc acctttattt acaaacaaat ccaggaattt gcttatactc ttaacttgat
  3139261 aacggacaaa tccgtctttt cctaatgaga actattccgt tcagaaaaga tgctccaggg
  3139321 ctaccttcta acataactat ctagagaatc tcccagctaa tgattctcct ctctgaagac
  3139381 gtttcttgtt atactcttcc ccttcaaggc atttatatga ttgttaatta ttatatacaa
  3139441 tagtgtaaaa aacgaaacct tattcgtcaa gataaattta agactaccac atttcgagct
  3139501 aataaaaaag aagataagta gcatcctcta cttatctcct ttatccgttc ccttgctggg
  3139561 cagcttgtaa ttgcgaaagg aaatattcta tattactaac gagccaatgc gcttgttgca
  3139621 agctctttac tccgagaagt tcattttcct cattacgacg ctctcttctt ttcttataag
  3139681 actggatttg ccggataaat tgcgatggat acgtcatata cgcaaacatg agtagttgct
  3139741 cttctttcgt aaaagggaaa tttttttgat acatttgata ccattcaaac cgatcacttc
  3139801 gcgcaattgg atatgtgttt aacgaccgag aataaaaccc tacaatatct tgcacaggtg
  3139861 ttgcaaactt cgatttttcc aaactaataa aatagccgtt ccgttcataa tcaaataaaa
  3139921 agtggttaag tgatacgtta ccatgcacaa aagtaatgcg tgttgtctct ttttctttca
  3139981 tcgcatcgtt ccactcattt aattgcttcg ttgcaaactc acgcgccctc attacatgat
  3140041 gatagtacgt acaatattgc agttcaaatg gagacatata ccacttcgct tccgattcta
  3140101 caagaaactc ttctaacatc tctccatcac tttcccagcg atcggatata tttgtataat
  3140161 gtttttctaa atcctcttct gtatacgttt cttcttttac cgttttttga tgcaacgttc
  3140221 cgagagtctg aaacatttta tggtattgat cattatcttc gccgttccct tccgcacgtt
  3140281 ctaaccaagg cattaaataa taattatacg taccgtcact taaaatataa tttccgtccg
  3140341 tcgcgtggta tataggtaca taatttgaaa aacctttctc cttcaaatat tgaatatgat
  3140401 gcagaaagtt attccgctct aacttcccgc cttctatttt cttgagcgca tatggacctt
  3140461 gattcgtata aattttcgtt acgcttccgt gctcttccat atgctgcgta tccaatctat
  3140521 attgccttac aatgggttca tagcgatttc gtaattccat atccatacga ataacccttt
  3140581 ctattcaaaa catagccttt agaaaaataa gtgagtgaaa acactcactt atttcgcttt
  3140641 tgctcttgaa acaggaatat aaataatttg tcctgtagtt aaatatatat cttctgtttg
  3140701 attgacacgg tataagtttt gtacagatgt ttcataacgt tctgcaaccg attcgatcgt
  3140761 atctccttct tgcacgaaat acattcttaa ctttgtaaat tcttcttccg gttctttcgt
  3140821 aaataatttc gttaaataca gcgcattttc atctcgctgt gaatacgttt cctcttcttg
  3140881 ttcttcttgt tttttcgctt gttctttctt gaaatctttt cgtccgaaca attcaaattg
  3140941 cggcgttgtt tctttctcct cttcacgctc tacaaattca tgttcttcta tttcctcttc
  3141001 ctctacttcc tgctcttttc tttcttctag ttggaacggt tcaaatgcat aatcttccca
  3141061 ctcatctgat tccttataaa ctggttcttc tacgtgcggc gttggtctat tttcctcctc
  3141121 ttgtgctgag tcaacttcca actcagcata cgccgtttct tcctcttcct cttcatcctc
  3141181 gatgcgttct tcatcacata aacctgtaat agatatatcc gctaataatt gtaagcaacc
  3141241 attttccttt agttcataat caaattcctc gatggataca tatagttctt caattacttt
  3141301 cacacggttt cttgggattg atatttcaag cggaaaggaa tgaacaagtt cattaacccc
  3141361 atcttctctt gtttctacat aatctattga cttcgctggc gatagatctc ttaatgaata
  3141421 agctgaatca tcttgccttg caacatactc tcccgttaaa tctaattgcc ctctcacaat
  3141481 aacctcatga tcaagctctt ctatctcaac gtctggatct aacgaaattg acaaaagttc
  3141541 ttcgacttcc tgtccttttt ggaaccaaac agattctttt aatgaaaaac gtaatgaatg
  3141601 atctgttgcc acttcttttc cccctcccaa actatatgtc attacagatt tatgtacgga
  3141661 aagctgactt tatgaataaa aaaaatcgct ccccttatgg agagcgattt tctttattca
  3141721 attaagcttt taattttgac attgcaattt cggccgctgc aatcgtcgct tcaatatcag
  3141781 catcactatg tactgtcgat aagaataaac cttcgaattg agatggcggt aaaaataccc
  3141841 cttgttctac catttcacga tagtaagccg caaagaattg taagtttgaa gattttgctg
  3141901 catcgtaatt aataactggt tcatctgtaa agaagatacc aatcatagaa ccagcacggt
  3141961 taatatgatg cggaatacca tgtttttcag ccgctttacg taagccagct tctaacattt
  3142021 cagctttacg ctcgaattct acatatgatt ctggcgttaa ctgtactaac gtttcataac
  3142081 ctgctgccat tgcaagtggg ttacctgata aagtacctgc ctggtaaatc ggtccgctcg
  3142141 gtgcaacttg gcgcataatt tctgctttac caccgtatgc tcctaccggt aatccaccac
  3142201 cgattacttt acctaaacaa gttaaatcag gtgttacacc gtaataacct tgtccacaat
  3142261 tataagcaac tcggaatcct gtcattactt catcaaaaat aagcaatgca ccattttgtt
  3142321 ctgttacttc acgaagacct tctaaaaatc ctggttgcgg aggaacaaca cccatgttcc
  3142381 ctgctactgg ttctacaatg acacaagcaa tatcatcgcc gaattgctcg aaagcgtatt
  3142441 tcacactttc taaatcgtta tacgctactg taatcgtatt tttcgctaca ccttctggta
  3142501 caccagggct atctggtaaa cctagcgttg ctacaccaga acccgcttta attaataacg
  3142561 agtcaccatg accgtgataa caaccgataa atttcaaaat tttgttacgg cctgtataac
  3142621 cacgagctaa acgtagcgca ctcattgttg cttctgttcc agagttaacc atacgcacaa
  3142681 tttcaattga cggtacacgc tcaataacaa gtttcgctaa tttattttca atttccgttg
  3142741 gggcaccgaa gcttgtacct ctttccgcaa cagcttttaa agcctcaaca acacgatcat
  3142801 ttgcatgtcc atgaattaaa ggaccccatg ataatacgta atcgatgtat tcattcccat
  3142861 cgatatcata tactttagag ccttttccac gctccataaa caacgggttc ataccgacag
  3142921 acttaaatgc acgaactggg ctatttacgc caccaggcat taaatcttga gcctcttcaa
  3142981 acgctgcaat cgacttatca aattttctca ttatttagcg cctccttctt gtaaccatct
  3143041 tgctgcatct tttgcatgat acgtaataat taaatctgct cctgcacgtt tcatactaat
  3143101 taatttttca agtacaactt ctttttcatt aatccaacca ttttgcgctg ccgctttaat
  3143161 cattgaatat tcaccgctta cgttataagc aacgactggt aaattaaagt tatttttcac
  3143221 atcacgaacg atatctaaat aagaaagagc tggttttaca attaagaaat ctgccccttc
  3143281 cattacatct gattctgctt cacggaatgc ttccatgcgg ttcgctgggt ccatttgata
  3143341 tgttttacga tcaccaaatt gcggtgcacc gtgtgccgca tcacggaatg gtccataaaa
  3143401 tgctgatgaa tatttcacag cgtacgacat aactggtaca tgtccaaaac cattttcatc
  3143461 taatgcgtgg cgaattgctg ttacgaatcc gtccatcatg tttgatggcg caataatgtc
  3143521 cgctcctgct ttcgcttggc ttacagctgt ttttgcaaga actgcaagag actcgtcatt
  3143581 taaaataata ccatcttcaa ttacaccgca atgaccatgg cttgtaaatt gacataaaca
  3143641 tgtatccgca actactacta gatcggggaa ttcaccttta atttgctgaa tcgcgcgttg
  3143701 cacaattcca tgatcacaat atgctgatga tccaacttca tctttttcag caggtaaacc
  3143761 aaatacaata acagaacgaa tacctaaatc aacaacttct tgcatttcag cttgcaataa
  3143821 atctaaagac atttgatata cgcctggcat agaaggtact tcattacgaa cattttcacc
  3143881 ttctaataca aaaatagggt aaataaaatc ttccgtatgt aaaaacgttt cacgcacaag
  3143941 cgcacgcatg cccccgcttt gtcttaagcg acgatgacga ttaaattgta aagagttcat
  3144001 agatttctat ccccattctt ttattttata gattcacaaa cgcattgtag taatgcttct
  3144061 acagtgtact ctttcggcat aataacatgc ggaaaataaa ggctcgcctc tttttccgta
  3144121 ataggcccta tacaagcaat tgtacatttt tttgtccatt ctctccagtt tgtaccctca
  3144181 agtaaacgaa caaaactagt aacagttgaa gggctcgtaa atgtaataat gtctactttc
  3144241 cctaacttca atgctgctat aagctcttgc tttttttcta tattcacttt cgtaccgtat
  3144301 acgattagct catctagaga aacaccaatt tcccgaagtg caaccggaat tacctctctt
  3144361 gctaaattcc ctttcggaaa taaaatacgt tcgtttccac ttaatctttt tacaaactct
  3144421 tctgcaaatg cttctgcaac aaatgaagtt ggaacaaagt ctacatgata gcctcgcttt
  3144481 tctaactcta actttgtttt cacgcctact gcagcaattt tagtcgttac gggtagcttc
  3144541 tttcctaaac aatctagaaa aaaagctacc ccatttttac tcgtaaaaat aacccaatca
  3144601 tacgaatgta actgccctgc tatatgttga atttgcctat gaaacatacc ttccatacgc
  3144661 aaaagcggaa tttccaatgg aattccgctc ttttctttca ccgctacact catttgtttt
  3144721 gcttggtgct gagcacgtgt aatcaatacc gttttgccag cgagagcgtt catattattg
  3144781 ttgcccctta tttgcagcaa gaatgagttc ttttgcgcct tgcttaatta aacggtccgc
  3144841 agcctctaat cctactttct ctggatcagt tcctactact gtctctttca ataaaacaga
  3144901 accatccata gacccgacaa gagctgttaa ttcgattgca tcgttttctg taatagttgc
  3144961 atatccagcg atcggaactt ggcatccacc ttcaagttta tgaagaaata ctcgttctgc
  3145021 tgccactgtt ttctctgtta ctgcatcatt tatatgcgct aacaactgta gtaaatcctt
  3145081 atcatcctca cgacactcaa tcgctaatgc gccttgtcct acagcaggta cacataacgt
  3145141 ctcatctaaa tgttctgtaa taacttcatt atcccagccc attctttgta atcccgccgt
  3145201 cgctaaaata attgcatcgt aatcttcttc ttttaatttg cgtaaacgtg tatcgatatt
  3145261 tccgcgaatc cacttcactt gtaaatctgg tcttgcagcg agcagctgtg cactacgtct
  3145321 taaactactc gtacctaaaa tagcgccttc tgctaactct ttatacgacg ctccactttt
  3145381 tgagataaaa gcatcacgag ggtcaacacg ctttggtgta caaccgatca ttaatccttc
  3145441 tggaagtacg gccggcatat ctttcatact atgtacagcc atatcaattt ctttcgtaag
  3145501 taacgcatgt tcaatctctt tcacaaacaa accttttccg cctacttttg aaagagtaac
  3145561 atctaaaata acatcacctt ttgtgacgat ttctttcact tcaaattcat atggtaaacc
  3145621 tagcgctttt aactgatcaa taaaccagtt tgtttgcgtt aatgctaatt tactctttcg
  3145681 tgaccctaca ataattttgc gcataatttt ctctcctcat tataaatacc aaaagtggaa
  3145741 gttggataaa ctgcttaata gaaaaatatt aattagcatt acgagaaatg ccccaatgtt
  3145801 ccactgcacg attttcttcc cttgcaacac gtctgcagct cgtaaatata ggcccgcaca
  3145861 atatacaaat agaacgacaa aagacccgat tactttcgta tcataccaat ggaaattgtc
  3145921 caattttgta tatccccata tgcatcctaa taaaatagct agtaagaaaa atggaacaga
  3145981 aaataaattt aatccgtaag acatcgattc tagcttcggt aaatttccta accttcttaa
  3146041 tctcgcattc cattttttct tttttaatag gcgatattgc aataaataca taatagaaaa
  3146101 aatgaacgat acagtaaaag ttgcataaga aataatagcc ataccgacat gtacgtatac
  3146161 aagctccgaa actaattgct ctgcaagtac cggcgacatc tttccgagcg gtgtaaaaat
  3146221 agaaaaagcg cttacgccaa atgcgacaac atttgtaaaa aagactaaaa agtcaatcct
  3146281 cataaatcga ttaatgacta aagacatcgt aatcaatagc caaacataaa aataaatccc
  3146341 tgataataag gttaaaagag ggttcgtttc tgaatctgta gctctaagca acataaaaat
  3146401 agaatgcaga acccatacaa tcgaaagtaa ccaaaaagca aatcggttcg cctttcggtt
  3146461 actttggaaa taatctataa aatataaact aatgctacaa gcatataaaa taattgcaat
  3146521 atgataaata atactgttat ttaaaaaact catccgatca tccttccaaa ttataaagat
  3146581 ggaacggatg gtgtccacac tcttttatgt tctacttctt ccgcacgact ctctacgtct
  3146641 tccatttcta aatcgaaaat ctttgcaaat aacgctaatt tttcgtctgc tccctcttca
  3146701 gcagctattt ctttcgctac taaaattggg tcttttaata attgattaat aatacttttc
  3146761 gtatgcttac taattacttt tctctcacga tcactaagat tcggtatttt tcgttccaga
  3146821 ctttccatcg tttcactttg gatagcaagt gccttatcac gaagagctga tattaacgga
  3146881 acgacaccaa gtgtacttaa ccacgtttta aataaaacaa tttcctcttc aatcataaat
  3146941 tgaattttct ctgcttcttt caaacgttca gcacggtttg cttccactac tccttgcaaa
  3147001 tcatcaatgt catataagaa agaaccttct agctcatcaa tcgctggatc aatatcacgc
  3147061 ggcactgcaa tatcaaccat aaataatgga cggccagagc gcattttctc tacctttgtc
  3147121 atcatctctt tcgtaataac ataatccgat gcacccgttg aactaattaa aatatcagct
  3147181 tctaataatg cacattgtaa ttcacttaaa ggttttgcat gtcccatata tttctcagcc
  3147241 attatttctg cttttgaaag cgtcctattc ataactgtta ctttacgagc accgcttcca
  3147301 tataagttct gcagtgcaag ttcacccatt ttaccagcac cgagaataag cacgtgacaa
  3147361 tctgttaact cgccgaatat tttcttccct aactcaacag cagcataact aacagacatc
  3147421 gcactttcac caattgtcgt ttctgagtgc gcgcgttttg ctaatgtaat gacttgctta
  3147481 aacaattcat taaaaattgt tcctgttgct tttacttgtt gtgcttctaa aaagctatct
  3147541 tttatttgac ctaaaatttg cgtctctcca actaccatag aatctaaacc gcacgttacg
  3147601 cggaataaat gatctattgc accatcttgt tcaaaaatag ttaaatatgg tgcgacttct
  3147661 tctatttcaa gctgaaacca atcagctaaa aatttcttaa tataataccg tcccgtgtgt
  3147721 aattgatcga caacagcgta aatctcagta cgattacaag ttgatacaat gacattctct
  3147781 aacacgctct tttgattttg taatgtcgtc attgctcgct ctagctctgc tgcctgaaat
  3147841 gtgagtttct cacgaaattc tacaggggct gttcgataat ttacactaac aacaagaata
  3147901 tgcacgcagc atgtccccct tcacccgttt tatcacttta tctactatca taatacaact
  3147961 ttcctcttat gaatctgaca atcgtgtgaa caactgatta ttttttattt attctccgta
  3148021 tgtaataaag gagatttagt aaaatgaata aaaacttcct actttataat gattataaat
  3148081 taataactct atttgtacgt taccaaaaaa agccctcata atcaagtgat ggaaactatt
  3148141 ccatataaat tataacatca tctttcctat cttctttcat catgaaggaa aatatgtacg
  3148201 attgttccaa tttgtagcac aaactttctc aatacaatgt atttgacatt gtatttattt
  3148261 ttcgttatat cgattttaca aaattaaatt gtgcacaact taattagaaa ggagccattc
  3148321 atgacagaag attctttgca tctagataat caactttgtt tttctattta tgcttgttct
  3148381 agagaggtta cacgctttta ccgaccgtat ttagaagaaa tgggcattac gtatccacag
  3148441 tacattactt tactcgtact atgggagcaa gatgggctaa cagtaaaaga aattggagaa
  3148501 cgtctatttt tagattccgg tacgttaaca cctatgttaa aacgaatgga atcattaaac
  3148561 cttgtaaaac gcgttcgttc caaagaagat gagcgaaaag tgtgtattga attaacagaa
  3148621 caaggaaaag atttacaaga taaggcttgt tcattgccga caacgatggc aacaaattta
  3148681 ggaattacag aacaagaata tcgttcttta ttaattcaat taaataaact aattgaaaca
  3148741 atgaaaacaa ttaatgatag aaaaggggaa taaacatgga taaattatat actgcttcag
  3148801 taactgctac aggtggaaga aatggaaaag tagtatcaga tgatggcata ttaaatcttg
  3148861 atgtaaaaat gccgaaagca ctaggtggtg caggcggaga ggcaacaaat ccagaacaac
  3148921 tatttgctgc tggttatgct gcttgttttg atagtgcatt acaacttgtc attcgtacga
  3148981 aacgtgtgaa agtagaaagt acagaagtaa ctgctcacgt ttctatcgga aaagatacag
  3149041 atggtggttt cggcctatct gctgtacttg atgtacatgt cgctggcgtt tcacatagcg
  3149101 aagcacaaga acttgtagaa gccgctcatg gcgtatgtcc ttactcgaaa gcaacacgag
  3149161 gaaatattga ggttacatta aatgtacgct aaaagtgtat aaagaaaaaa acgcgcgaca
  3149221 ttcgtcacgc gttttttgtt tttgtaaatt tatgaattgc tttccatgct tcttcttttc
  3149281 caagtcctgt ttcagaagag aatagaacga cttcatcgcc actttcaata tcaagcgttt
  3149341 cttttacaac ttttaaatgc ttttgccatt tccctttcgg aattttatcg gctttcgttg
  3149401 caataataat ggttggaatg tcataatgct ttaagaaatc atacatcatt acatcatcat
  3149461 ttgttggttt gtgacgtaaa tcaactacta atacagctgc atctaattgc tcacgtgttg
  3149521 taaaatacgt ttcaatcatt ttaccccaag ctgcgcgctc cgttttagat actttcgcat
  3149581 atccgtaacc tggaacgtcc acaaaatgca tcatctcatt aattaagaag aagtttaatg
  3149641 tttgtgtttt tcctggttta gaagaaatac gtactaactt tttacgattt aaaattttat
  3149701 taataaagga agacttcccg acatttgaac gacctgctaa tgcgatttct ggtaagtcac
  3149761 cgtctggata ttgttctggt ttaacagcac taattacaat gtctgctttt gttactttca
  3149821 ttgtttcact cctactaatg cgtgctccaa tacttcatct aaatgagatg caagcacaaa
  3149881 cgtaaggttt tcttttacgc tctctggaat atcatctaaa tctttctcat tttccgccgg
  3149941 taaaataatt tttgttaaac ctgcgcggtg agcacttaat gttttttctt ttaaaccacc
  3150001 aatcggtaat acacgaccac gaagtgtaat ttcacctgtc atccccactt ctttacttac
  3150061 aggaatacct gttaacgcag aaataagtgc cgttgccatc gtaatacctg ctgacggtcc
  3150121 atcttttgga actgctcctt ctggaacatg aatatgaata tcatttttct catggaaatt
  3150181 cggatcaatc tgaagctctt ctgcacgaga acgaatatag ctaaacgctg cttgtgcgga
  3150241 ttctttcata acatccccaa gtttccctgt taaaattaat ttccctttac ctggcgctac
  3150301 ggacacttca atcgccagtg tatcgccgcc tgctgccgta tacgctaaac ccgtcgccat
  3150361 accaacttgg tctgtttttt cagcttgccc ataacggaat atgtgcttac caagtaaatc
  3150421 aacaacgttt ttctctgtta ctacaatacg cttacgttct gctgtaacga taatttttgc
  3150481 tactttacga caaacctttg caatttggcg ctctagtgta cgaacaccag cctcacgtgt
  3150541 ataatagcga ataatttcaa gaagcgcttc atcacgtact tgtaaattac cttttcgtaa
  3150601 gccatgctct tgtaattgtt tcggcaataa atgttcacga gcaatatgaa ctttttcaag
  3150661 ttctgtatag ccagcaatcg aaataatttc catacggtca agtaatggac ctggaatact
  3150721 tgaaagtgta ttcgcagttg ctacaaacat agctttcgat agatcatatg gttcttcaat
  3150781 ataatgatca ctgaagttat ggttttgttc tggatctaac acttcaagta atgctgctga
  3150841 aggatctcca cggaaatcgt tagacatttt atcaatctca tctaataaga agactggatt
  3150901 aactgatttt gcctttttca taccttgaat aatgcgtcct ggcattgctc caacgtacgt
  3150961 acgacggtga ccacgaattt cagattcatc acgcacacca ccaagggata cacggacaaa
  3151021 attacgattt aatgatgtcg caatagaacg cgctaacgaa gtttttccga ccccaggtgg
  3151081 ccctactaaa caaaggatag gcccttttaa tgaattcgtt aacttctgta ccgctaaata
  3151141 ttccagtacg cgctctttca ctttctcaag accgtaatga tctttgttta aaatctcttc
  3151201 cgaatgagca agatcaatca tatcttccgt tgcgtctgtc cacggaagtg ctaataacca
  3151261 atccatataa ttgcgaataa caccgctctc cgcagaactt gctggtaact tttcataacg
  3151321 atctaattct ttcagcgcag ccttcattgt ttcttcaggc attcctgact gttcaatttt
  3151381 ctcacgaagt tcttcaactt ccccgccctt gccttcttta tcgccaagtt cagtttgaat
  3151441 cgccttcatt tgctcacgca agaaatattc tttttgcgtg cgctccattg aacgtttcac
  3151501 tttttgtcca attttctttt ctaaactaag taattcttgt tcatcttgaa taattgaaat
  3151561 aagtgtatgt aatcgttctt tcacagatat gatttctaaa atctcttgtt tctgcttcgt
  3151621 tttaattggc aagtgagaag caattaaatc cactaatctt cctggctctt ctacatcagc
  3151681 taccgttgca aatgtttcat ttgaaacttt tttcgaaact ttaatatatt gttcgaaatg
  3151741 ctccagtaat gtacgcataa gtgctttctc ttctaaatca gcttccactt cttcagttac
  3151801 cgttttaata gaaacttgca ctacattttc ttcttcgata aactctacta cttctgctct
  3151861 atgtaaacct tctacaagga cacgaagcgt accgttcggc aattttaaca tttgcttcac
  3151921 tttcgccact gtacctacac tatatatgtc atcttctttc ggatcatcga tattcatttc
  3151981 tttttgcatt gctaaaaaga tgatattttc atccattgcc gcctgctcta gtgcttgtat
  3152041 cgatttatca cgtcctacat caagatgcag aaccatcgtt ggatatacga gaacgcctct
  3152101 taatggtagg aggggtacga ttctttcatt cgtattcata ctagacatag cacctccata
  3152161 ataaattaaa ctcctgttca accattttat attacaatac atctagatgc aattgccgag
  3152221 attctccgca actgtaaatc ccgctttttt tctctcttac gaaaagaaaa aagactccgc
  3152281 ttaagcatac aaacttaaac gaagtctggc aaatactatt atcattcatt ctcacattga
  3152341 ttgtgcatct gtttcgtcta ttgtagtatg tatatcaagc tctcgatgca tattttcttg
  3152401 cataaatgtt agctcaaata cttcttttaa cttacgaaca gggataattt caattccttt
  3152461 tattgtgtac aaaaacggtt gcatgttttc agcaggaata ataactttct tagctcccgc
  3152521 ctttttcgca gcttttattt ttgcgtacac accaccgata ggtttcactt ctccatgtat
  3152581 acttatctca ccagtcatcg ccacttcatt attcacatac gtatgatgca ctgctgaata
  3152641 cacacctgtt gccattgcaa ttcctgctga aggcccatca atcgggatac cacctggaaa
  3152701 attaatatgt atatcgtatc cttctggcaa cacatctaga gatcgaagta ctgttaatac
  3152761 attatctaca gaacctttcg ccatactttt acggcgaatt gatttcgttt gactaccaat
  3152821 actttcctct tcaacaattc cggtaacatt taccgatcct ttatctttcg ccttaattgc
  3152881 tgttacttca atttctaata acgcgcctgt atttggtccg tatacagcaa gtccatttac
  3152941 aagaccgatt cttggaatag gataaatgtg tttttcatac ttcggtgtaa gctgactaga
  3153001 gtgaacaacc cactcaatat cttcatcttt aatgaaagaa cgttcttcat ttattgccat
  3153061 tccagcagaa atttgtacaa gattaatcgc ttctcttcca tttcttgcat acatgccaat
  3153121 catttcaata ccattttcac cgatttgcat ttctactttg tcagctgcat tcttcgccac
  3153181 tttttgaatt tcttctgtat ctaactcacg gaagaagact tctaaacagc gcgaccgaat
  3153241 agcaggagga atctcctctg gcgaacgtgt cgttgcccca actaagcgaa aatcggctgg
  3153301 taaacctttt tgaaagatat catgtatata cgttggaatc atcgtattct cttcactgta
  3153361 gtatgcactt tccaaaaaca cttttcgatc ttctagcacc tttaacattt tgttcatttg
  3153421 aatcggatgt agctcaccaa tctcatcaat aaacaaaata ccaccgtgtg catctgttac
  3153481 cgcacctttt tttggttgcg gaatacccgc ttgccccatc gcaccagcac cttgataaat
  3153541 tggatcatgc accgaaccga ttaaagggtc tgcaatacca cgttcatcaa accgagctgt
  3153601 cgtcgcatcc agttcaataa atgttgcatt tgtgcgaaat ggagattttg gatttcgttt
  3153661 cgcttcttct aatacaagac gtgctgccgc tgtctttccg acacctggtg ggccatatat
  3153721 aattacatgt tgcgggttcg ggccacaaag agccgctttt aacgacttaa tcccgtcctc
  3153781 ttgccctaca atatctaaaa aggatgtagg acgcaccttt tccgcaagcg gctctgttaa
  3153841 agaaatctca cgcattttac gaagctgctc taattctttt ttcgattctc gatcaattga
  3153901 aactttttgt gttcgctgat ttcgaagtaa atgccaaaaa tacaatccga caattacacc
  3153961 aaaaacaagt tgaacaagta aaaatatatt tgtccagctc atcatttatt tcctcccgca
  3154021 atgttttatc tcttagtatt tccgcggagg aacatagcta aacataaaga aaaacagcaa
  3154081 ttataaaaat tgctgtttct ccttcgcatt atgcagatgt ttttgtatca agtacagtac
  3154141 cgtcttgtaa caccaatttt ggtgctgcat tatcagctac tgtttctttt gtaagaatac
  3154201 acttctcgat atctttgcga gatggtagct cgaacattac ctcaagcatt aagccttcaa
  3154261 taatagaacg aagtccacga gcacctgttt tacgttcaat tgcttttttc gcaatttcaa
  3154321 ttagtgcacc ttcttcaaac tctaactcaa catcgtcaag ctccaatagt ttttggaatt
  3154381 gcttaacaag tgcatttttc ggtttcgtta aaatatcaac aagagcatct tcatcaagtg
  3154441 gctctaggtt cgcaataact ggaagacgac cgataaactc tggaattaaa ccaaatctta
  3154501 aaaggtcttc tggtaatacg tgagataaaa catgcttctc atttacatca gcatttttct
  3154561 tctcagaacc aaatccaatt accttttcac caagacggcg tttaataatt ggctcgatgc
  3154621 catcaaacgc tccaccacag atgaataaga tattcgttgt atcaatttga ataaactctt
  3154681 ggtgcggatg cttacgacca ccttgaggtg gaacgcttgc tacagtacct tctaaaattt
  3154741 tcagaagtgc ctgctgcaca ccttcaccag atacatcacg tgtaattgat ggattttcgg
  3154801 acttacgtgc cactttatca atctcatcaa tataaatgat tcctttttcc gctttttcta
  3154861 catcataatc cgctgcttgg attaatttaa gtaagatgtt ttctacatct tccccaacgt
  3154921 atccagcttc agttaaagat gttgcgtccg cgattgcaaa tggaacattt aaaatacgcg
  3154981 ctaacgtttg tgccagtaat gttttaccac tacctgttgg cccgataagt gcgatattac
  3155041 tcttcgctaa ttctacatca tcaattttgc tgttagaatt aatgcgtttg taatggttat
  3155101 ataccgctac cgctagtgct tttttcgcgt tatcttgtcc gatgacatac tcatctaaaa
  3155161 tttcacgaat ttctaccggt ttcggtacat ctttgaattc tacttcttcg tctttcgcaa
  3155221 gctcctcttg tacaatttca gtacaaagtt cgatacactc gtcacaaatg taaacacctg
  3155281 gacctgcaac taactttcgg acttgtgttt gtgttttacc acagaaagaa cattttaatt
  3155341 gccctttttc atcattaaat ttaaacatat tttcacaccc cttacaaagt gctaacctct
  3155401 tgccttcgta tgtacacgat aaatgtatcg tatgtaaata catattatgt cactacgtgg
  3155461 cgagaaatac aaataatatg actagttatg tacaaataaa aagtttttaa aacttttgaa
  3155521 atatgtatat tcgacttatt aaggaagttt tccttcttca tcgaaaagtt ttataaatat
  3155581 atttctatat ttataaaaca aggcacgatt aaaatcgcgc cttgttattt tattatgcag
  3155641 cgttttctac taagaagtct acagctttac gaactttaag atcttcagct aaagcgtcta
  3155701 cgcttccaag agcttgcttg atagcgtcta ctggcatacc gtacatttca gccatttttt
  3155761 caacttctgc agttacttct tcttcagtaa cttcgatgtt ttcagcttca atgatagctt
  3155821 caagaacaag gttgattctt acgcgttttt gagcgtcttc tttcatttgc tcttttaact
  3155881 tgtcagcatc agtacctgtg aattggtagt aaagctcaag gttcatacct tgttggctta
  3155941 aacgttgctc gaattcacga accatacgat ctaactcagt gtcgatcata gcttctggaa
  3156001 tgtcgatttc agcgttagca gcagctaatt ctactacttc atcacgtact ttgtgctcag
  3156061 cttcgtgctt tttgccttct tctaagtttg tgcgaagttt tgcttttaat tcatcaagag
  3156121 ttgcaaccgc ttcgtcagct tctttagcga actcgtcgtt taactcagga agttcttttg
  3156181 ttttgatttc gtgaactgtt actttgaatg ttgctggttt gccagctaat tcagcagcat
  3156241 ggtactcttc tgggaatgat acttcaacgt ctttagactc accagattta agaccaatta
  3156301 cttgctcttc gaaacctggg atgaatgtac cagaaccgat tgctagagag tagttttcgc
  3156361 cttttccgcc ttcaaatgct tcgccatcaa cgaaaccttc gaagtcgatt acagctgtat
  3156421 caccgttttc aacagttcct tcttctttaa caactagttc agcttgacgc tcttgtaaag
  3156481 attttaattc gttctctaca tcttcgtcag ttacagttgt ttcaactttt tctactgcta
  3156541 aacctttgta ctcacctaat ttaacttcag gtttcactgt aacttttgca gtgaagataa
  3156601 ggttagcatt tttttcgaac ttctcgatgt cgatttcagg atgagcaact gggaagatac
  3156661 cagcttcatc gatcgcttca ccgtatgctt ttggtaagat gatatctaaa gcatcttggt
  3156721 ataaagattc gataccaaag cgttgttcga ataacggacg aggcattttt cctttacgga
  3156781 aacctggtac gttgattgtt tttactactt ttttgaacgc agcgtcgata gagttgttta
  3156841 cttctttagc atcaacttcg attgttaaaa cgcctacgtt accttctaat ttttcccatt
  3156901 ttgcagccat ttattctttc cctccaacta taataatgta tgcacatacc tctatagatt
  3156961 aagatcttca ttatctcttt ttttgaaata acaaaagtac aaataatcct ctagcaaaag
  3157021 ctttcagata taatgttcca atctactaat tgcctaaaag acaactacgg tatattttgt
  3157081 tcgagaataa tatgaaacat attaagtaag agaattacac ttctcttctc ttacaaacag
  3157141 gcagatttct gccttttgca acccttacat tataacatag aatatgctcg tttcaagaac
  3157201 tgaacgattc tttttcataa ttatacgggc aaatatcctt ctctttcaat acgtaataac
  3157261 cattgatagg caatatgaaa ctcttctaat tcaatattat acgcagtcat aagctcttct
  3157321 tcatcaatag tcaacccgaa acgctttcta ccaattctct ctaaaacagc agcccaaatc
  3157381 tccactttat ccattaatag agcgaatggg aaaacgctaa tttgcaactc tttccaatat
  3157441 gtaaccatcg catcaaatat atcaggataa ttttgttcta atcgacttga taatgtatgt
  3157501 ataatgttat cggattgctc ctcattatga cctgtaaatg ccggaattac cttgatcgta
  3157561 tttccaaact tttctacctc tatctcttct tctatttgat tttctatcat tttatataaa
  3157621 atagaagttt tcaaataagg gtgctgtttt tcgtctacta aaaatttctt taaaacaggt
  3157681 aatgcaagat ctaagtcttt taacgaaagt tgctgaatcg ctcttagctt ttgcccaaag
  3157741 ttttctccaa acatttcatt agtaaattca tctaattcaa aattcgaatc gactagtgac
  3157801 gtatctactt catttaacat accttctgca aataaagcga gctgtgctaa tttttccttt
  3157861 tgttccggca ttatatcttt cgtttgcaaa actttttcaa cggtttcaat tacgccttca
  3157921 taatcatttg tttgaactaa aattgtcaca tacgtttcaa gaatatcacc aaatagtaca
  3157981 gctcctgtct ccagcaactg ttcacatttc tctttcgctt cttccatatg ctttaattct
  3158041 aacaaacaaa taaccgaagc tagttctgtt tgttccgttt ctgcattata ctgacgtaat
  3158101 atttcaaagc agcgcaatgc atcttcgaat ttccgctctt tcagtgctaa aaaaccttca
  3158161 tcaatatagc gcgctgatag ctgcggaaac aatacgaccg tattttcttt tttatccata
  3158221 cgtccgcctc tttttctaga ttttaattat ctttaaagta aatatatcaa atgagtaatg
  3158281 agaacacaac atctcaaaac cctttgtttg aaatatgaaa atatttaatt tttatatttc
  3158341 aatataaaca aatccttact taaaatttaa aatgcacaaa caaaaaccct cagcgatgaa
  3158401 agcagaggat ttatcattaa tggaaagctt ttataatagt ggggtatata acaagggtaa
  3158461 taatttggag aacaataatt gccataacaa tcatgctaaa atagaagatt ggtttacttc
  3158521 gcttcattaa aaacataatg ataagcatcg tacaagcaaa caaacttaag aagaacaaac
  3158581 tcgttgtcga actaagtata ccgctcggga caaagaacaa taacactaca ctacaagtac
  3158641 ctataattcc aaatagccat tccattcatt cactcattcc ctttccctct catggtagtt
  3158701 tttactaagc gattaaatgt tttacaacat caactacata cgttaatttc tcatacgcta
  3158761 caaaaccaaa agctactgtt aaacccgtta cgattaatcc tttcatcact tcttcctcct
  3158821 cgttttatcg ttgttacctt cattatagag gattagaaat ctgttaccat cgaactacct
  3158881 tacagttacc ttacagaatt gtaagatttc aaaaagggat tgaaaaagca cctcatatcg
  3158941 cttgaggtac tttcacggaa tttctctata atcacttgca aaattgactt ttttctcttg
  3159001 tttatttttc ggagaatcca ctcttaaact aatagattta ctaaatagtt ggggattgaa
  3159061 ataatcattc gttacttttc ttgacttacc tttaaatatt ttcaatcata agaaaacact
  3159121 ttgttaaaat cgtgttaata tatttttata caattaagaa tttaatttac aagggggact
  3159181 atatatgttc aaaaaagtag ctgctgatgt tttaggatta agcgatgtag gttctgtcat
  3159241 tacaccgaaa gattacgata aagttgatgc tgatgattac gtaatgcatg aagatggaga
  3159301 gaaaatttat tttctaatta aatcaaaatc agatgaatat tgtttcacaa acaaagggtt
  3159361 actccaccta gacggtacaa gtgcgacaag taaaaaacgc acactacgcc gctttagcta
  3159421 tagtaaatat caaattaaaa acgtagcact tgaaactgct ggaacaattg atttagatgt
  3159481 agaaattaag tttcaaatgg gaaatcagca ttattcaatt gatgttcata aaaaacatat
  3159541 cgaggaatta aaagatttat ataaagcttt acttaaaatc gaagaaattt catacgacaa
  3159601 cgacattaca ttgcagtatg cacataaaag tttagatatg gcatctaatg ctttcagccg
  3159661 tatttcaaat gcacaagtaa atttggcaga acaatttaaa gaaatgaacg agattgcctt
  3159721 taactggctt gttgatacga aaaagcaata taacgtgaaa gattatggtt ttgtcttcga
  3159781 aaagtttatt aataactaaa caagaaaccc ttgttatcaa aagataacaa gggtttttca
  3159841 gcgtcctaga agatgttcaa actctcggcc tgctcatttc cgtactattt tatatatttt
  3159901 gatcgcagtc ttaatatatc ttctccttca cgaatgcctg ccgatccctt cctcacattt
  3159961 tttacgacag tccagttcgg attagtttca tcaccgatgt tctgtactgt aaagtttcca
  3160021 tcaccatatt tccggtgacc ttccgccaat ttctccgtta aatcattctc atttgatctc
  3160081 gccatctttg cgccatctcc cttttttata caaccttctt aaaccttcta accaatcaca
  3160141 ggtctagtca attggagatt ctcgttttcc gcttctattc attgtaacac actaacaggg
  3160201 ataagtttcg ataacggttg ctcaatcgta ctagaatggt aaagagtttt ataacattct
  3160261 aagtaaaaaa ttaagttaat acggatatgg atttgagttc catcataaac ctattgattc
  3160321 tttaaattaa ataagaggaa tagggcgcat aaatggcgct cttttcttaa tgtacttcca
  3160381 tccataataa ataataatta tcatatattg cgttatattt tacacttctt gcacatacat
  3160441 caatttgtag acaaacaaaa aaccttgtta tcaaaagata acaaggtttt tttagcgtcc
  3160501 caggagagat tcgaactccc gaccgtacgc ttagaaggcg tatgctctat ccggctgagc
  3160561 tactgggaca tggagcgggt gaagagaatc gaactctcga ccagagcttg gaaggctctt
  3160621 gttttaccac taaactacac ccgcatatgt tattttattt tcattcgtta gcgctgttgc
  3160681 cctatcgaca atatttatta tatgtataac catacataaa gtcaacacct tttttaaaag
  3160741 aggataattt ttcttatcct cttttaaaaa ctgcttgttc aactagctgt ccgtctagtg
  3160801 tttcaaaacg aacttccatt tgattttcat ccatttctaa tatagcaaat gtcttttcta
  3160861 cacgctgacg cggtaataaa atactacctg gattaataaa taaaacgccg tcgattaatt
  3160921 ccgcacctaa tacgtgagag tgtccgaagc atgcaacttg tgctcctacc tcttcagcac
  3160981 ggtacgctaa tgtttgtaac gtcattttca cgttatgacg atgtccgtgc acaactacga
  3161041 aacgaagacc atctacatcc gttacaattt cgtcttgaaa gttagcataa tcacaattcc
  3161101 cttttacaac atggaaacct tgcaattctt catgagcagg cgttagctct gaatcaccgc
  3161161 aatgaatcat gatatctact tttccttcat acttctcttt taactgctgt aattccttca
  3161221 cagagctatg actatcgctt acgattaaag ctttcatcaa tctctctccc ttattctcct
  3161281 aaaaaccatt cagggatttt ttcttctagc ttacgtagag cacgtccgcg gtggctaatg
  3161341 gcatttttct catctgaact tagttccgcc atcgcttttt tatattcttc cacataaaag
  3161401 attggatcat atccaaagcc gttttccccg cggcgttgtt ctaaaataaa tccttcacat
  3161461 gtcccgttta caatgacagg ctttttatcc ccttcaggga aagccactgc taatgcacag
  3161521 tagaaacgag ctttacgctt ttcaaacgct acttcattta attcttgtaa aactttatcg
  3161581 atattcgctt gatcatcttt cggctctcca gcaaaacgag ctgaatacac acctggtttt
  3161641 ccgtttaaag catctacaat aagacctgaa tcatccgcaa ttacgattgc attcaactgt
  3161701 ctactcaaac tatccgcttt taaaatcgca ttttcttcaa atgtttcacc agtttcttcg
  3161761 acttcttcaa tatgagggaa atcgtgtaat gattttactt ctaaatcaaa tcgctcaaat
  3161821 aactcagcaa attcacgtac tttccccata ttttttgtcg ctacaacaac ttgtttcata
  3161881 ttttccacct ctactctata tgagatacga tgtcacctaa cgcttctttt tgaatatcaa
  3161941 tcagttggaa aatgccttgt tccgcagcat caagtaattc atttaactgt gctctgctaa
  3162001 acgtcgcttc ttctccagtt ccttgcactt caacaaactg gccttttcca gtcataatca
  3162061 cgttcatatc aacatctgct ttagaatctt ctgcgtagtt taaatctaaa acaacgcctt
  3162121 gctcttcaac aattcctact gacgttgctg ctaaataatc ttttactgga attttagata
  3162181 ctttttctgc ttgtaataat ttctcgaaag ctaataccat cgctacatat gcacctgtaa
  3162241 tagaagccgt tcgcgttcca ccatccgctt gaataacatc acaatcaatc caaaccgttc
  3162301 tctcgccaag cgcttctaag tcaactaccg cacgtaatgc tcgtccaatt aagcgctgga
  3162361 tttccattgt acgtcctgtt acttttcctt tacttgactc tctaattgta cgttgttctg
  3162421 tcgcacgtgg aatcatcgca tattcagctg ttacccatcc ctttccttct ccacgcataa
  3162481 atggcgggac gcgctcttca attgtcgctg agcaaattac ctttgtatcc ccaacctcaa
  3162541 ttaatactga tccttctgga tgttttaaat aattcgtatg aatatgtata tggcgtaact
  3162601 ctgttttctc tctaccatct actcgcataa aaataacctc ctcataacta cttgttagta
  3162661 tagccaaatt taaatgtatg atatgtatac aataaaagaa gaggaaccca aaaagcaatt
  3162721 cctctttctt acttaagtat atcaaattat tagcgattaa aaactacctg tattcacgtt
  3162781 ttctggacga tctacaggtt ttattaactt tccgcccttt tcatctataa gatttgcttt
  3162841 gccatttact tcaatagaaa cacttttcac acctttcttt tctgttaaag ataaaactaa
  3162901 cgacttcaat acgtaatttg aaatcatatt tttatctggg ttgataaata tattttcatt
  3162961 aaagtttaat gtaagatttc cgtcttgtaa tttcggattc gtaatcagct taactcctgg
  3163021 attaaaatca tttaagagcg attgatgaat cggtcctttt acaagttcat ctacaatggc
  3163081 tgcataatca ttttctttcc cttctacaac gcggcgtgtt actggtacgt aatattgctg
  3163141 tttattatta ttttgcgcca taaaatacag cgttaccggt tttgtattcg ttacatccgc
  3163201 tacttgttca tcatcgaaat tgataccgtt cgcacggctc acaccgtcac cgagcggtgt
  3163261 accaccaaca ggcatcttcg ctaatttttc accatttatt tggaactgca cttgttttac
  3163321 ttctttaaat tgcgtcaacg tccatgctat cgactcaaca atttgacgct cttcttcttt
  3163381 tgcatagttt ttcatttctt ttgagaaatc aatgactgcc gtcccatctt tttttaaatc
  3163441 tagtgtcatc gatgtattgg ctggaatgac cgcacggaaa ccattgggta ataaattcgt
  3163501 taccggccca tctttcacaa gatactctaa cgtttgctga ataacctcat ttgctttcgg
  3163561 agtaggtata gctaacgttt gtggtacaac ataaccattt ttatcaacaa ggtataattc
  3163621 tctattcacc gtttgtgctt gcttatcttt cttaaatact tctttctttc caccttccgt
  3163681 gtacgtaact tgttttggcg gatcaatttg ttccgttgct ttctcttgat ttataaagcc
  3163741 acaccctgtt agtaaaacag cgctcacagt agcaccaaca acccatttaa aagtggattt
  3163801 aggcatgcca tcccccccta aaatctaagt ttgtactatt atgtatacga gctgtttctc
  3163861 tttttagaac aagctgtgct ccctataaac aaaaaacccc tgatttctca ggagttcact
  3163921 tatatggatt ctactattat tctttttcta aatgaatatg tttcacattt tcaatcggtt
  3163981 gaccgaacca ttttgatgca atttctttaa ataagcctat tttccctgtt gttaagaaga
  3164041 gatggtcgct ttgctcctct ccctcattca acattttact atggtataaa attgtactta
  3164101 cttcacgcgc tgtttcatca cctgaactaa tgagttgtac tttatctccc attacttgtt
  3164161 taatgacagg acctaaaatc ggataatgtg tacaacctaa aataagtgta tcaatatcag
  3164221 tatttttcag cggttgcaac gtttctctta caacttcata tgccatttca ctttcaaaat
  3164281 tgccactctc tacaagttca acgaaaggcg gacacgctaa actttctacc ataacacggt
  3164341 tattaataga ctttaacgcc tcttcgtatg caccactttt caccgttcca atcgttccaa
  3164401 taatcccaac atggtatgtg tttgtcactt ttaaagctgt acgtgatcct gggtgaataa
  3164461 ctcctaccac tggaattggt aattgtttct gcatctcttc taatacaact gcagttgctg
  3164521 tattgcatgc aataactaac attttgatat ttaaatctag taaatgctcc gtcatttccc
  3164581 acgtgaattg gcgcacttct tctcgagaac gtggaccata agggcaacgt gctgtatccc
  3164641 ctaaatatat aatgcgctct ttcggcaact gacgaattaa ttccttcgct actgttaagc
  3164701 cgccaactcc tgaatcgata acaccgattg ctctattcaa cttcatcacc cgttttctca
  3164761 ttcatcatct tattttatca ttatatttta cacactttaa gttcgcgcac ttaaactgct
  3164821 tctgtatgaa aattttcatt tgtacctgta tagactagga ccttttttat tttgctcctt
  3164881 tttttcataa tttgcaagac agaaaaataa ccgaccttct ataggaaagt cggtttcttc
  3164941 tatataaagt acatatttaa tgctccatct tttttcggaa agaagacatt cctattaata
  3165001 agaagaaatg agcagaaatt aacatgacga ttaaaataaa attaaaacga taactatttg
  3165061 tagattccat aattcggctt gctacagctg gtccaaatgc cataccgaaa aagttaatta
  3165121 aattatataa accaagaccg actccaactt tagctacatg taatgttttc ggtataaatg
  3165181 tgttcaatga tacttgaatg gcagaataac tcataaacgt taaaataatc gccaatacaa
  3165241 taacgactat acttccattc ggaataaacc ccaaaattaa aaagccaaca atcataatga
  3165301 cagacgctac ataaatcata ttcacatttc caaacgaagg gataatcttt ccagtaataa
  3165361 aactagacac aataccgaaa agtgatgcaa caaataatac aattccgata ataaacggcg
  3165421 acaatccgtg tactcttcct aacagtaatg gcaataataa taaattagca cataacgcca
  3165481 cattaattat aaatccgact gttattaaac gaagaaatgc tttgttcgaa aataactcaa
  3165541 tatcgataaa tgggtgctcc gctttcttca tacgaaccgt gaataaaaat aaggaaatta
  3165601 tcgataacac aaatagccaa ctattcatat taacacctac caaaacagtc gtaataaata
  3165661 caaatagtaa cgccgctcca atgtaatcaa aataaaacac ttcatccgta tgatgcgctt
  3165721 ctcctggcat aaattttata agcaagaaaa tccccaatac tgagataatc ataaataaaa
  3165781 ataaatatgg ccaccctagt gtatttgtaa tagccccacc aactaaagga ccaataccaa
  3165841 ccgctaacgc aatagaagaa ctaatcatcg ctaaagcacc aggcttctta gcaggagcaa
  3165901 ctaattttgc taccgcaatc atactaagcg caataaacgc cgcgccccca ctcgcctgca
  3165961 ctaatcttgc aaaaatgaca atcgcatatg attgatttac aaatccaata atagaacccg
  3166021 ctacaaatat gatgattgaa ataattaata gttttttcac actataacga tcagccagtt
  3166081 tcccatatat catcgaacca ataccgacaa ctaaggagta acctactaca acccaactta
  3166141 ctttcgattg actaatggat aaatcatgag ccatatcctc taacgcaaca ttaaataaaa
  3166201 ccgcattcac cggtcctaat aaaacgataa aacataatgt gaaaacaaac cattttgaat
  3166261 ggttacttat atctttcccc atgtgtaaca cctctcctga ttgtagtaac tgtaaatgaa
  3166321 aataaagttg tttagcgctt ctatcgctgc taaacaactt catcaaatgt atatatttat
  3166381 cgcgcgacaa attgaattcg aaacgaaaca tgtacgttgt tcgatattca tggaactatc
  3166441 atagtttcag cattccagtt tgtcaacgaa aaatatacaa agtaaactaa ttaagtgttt
  3166501 ttagtttact ttgtttaaaa attgttatac actaatttcg aatccgatat aaggagggct
  3166561 gacatggtta ttcaaatttg caatttctaa cttaataaaa taataaactt ttatatagaa
  3166621 gaaacattac aggaggatta tgatgaagaa aaaaatgtta gtcgtattaa cgagcgtaga
  3166681 aaaatatcca aatttaaatc gagctactgg cctttggctt ggcgaagctg tccatttcgt
  3166741 taaaaaagtt gaagaagctg gttacgaagt agattatgtt agcccacaag gtggttatac
  3166801 accgattgat ccgcatagtt tagcaatggc ggagagcatc gattgggaat ggtatcaaaa
  3166861 gaaagaattt atgaatcgtc tcggttctac aatgaaaccg agtgaggtga atccggaaga
  3166921 ctatgctgtt atttattacg caggtggtca cggtgtgatt tgggacttcc cagaaaataa
  3166981 agaactacaa atgattagcc gtaacattta tgaaaatggc ggaatcgttt cctctgtttg
  3167041 tcacggagct gctggtttat ttcatatcac attaagcaat ggggatcgtt taattagtgg
  3167101 taaaaaagta acgggattct cgaatgaaga agaaaaacta gctgaattag atcaatttgt
  3167161 tccattttta acagaagatg aactcatgaa aaatggagga ctttacgaaa aagctgcaga
  3167221 gccttgggaa gctttcgctg tagaagataa tcgtgttatc actggtcaaa acccagcttc
  3167281 aggtggtgca gtagctgaat tagtattaca acacgcaaaa aaataacatg taataaaaaa
  3167341 gcaggttttc cattacaata ggaaaacctg cttttttacg aaatcatttg caaaatagca
  3167401 ataacttctt tttcaatttc cgaatcatca attgcttcta tatactctgg tttaaaaagt
  3167461 tgatacttct ttagttgata aaaatcaagt atcgctttct ttaacgtaat atcgtactga
  3167521 atacaaaaag aatgatctat aatacgtctt aacatcacat catcttgcac cataaataat
  3167581 tgtgcgttca ttttattaaa gtagccttgt tccataccag cttcaaaaaa gatttgcaaa
  3167641 ttatgattac gattttgttg tgcagcgact aactgatcag ataagtgcgg atatgcctct
  3167701 ttcaaatctt gtaaaaagac atctgaaata tacgtcacac attttaaaga gtgaataaac
  3167761 gtcttttgga aacgttctgc aaaagacata ctttcatctt gattatacgc atctccttca
  3167821 agaaggtagt tcataaaatc ttctaccacc gcttcgataa tctcatcttt tgaagaaaaa
  3167881 cgtttatata aagtagcttt actaatatcc atatatttcg caatttcatc tatttttaat
  3167941 tggctaaaac tcgtttttct aataacgggc ttgattttat taatataagt atttgcacaa
  3168001 gcaacttttc tcattaaaag agcctcccct tttgtccata caaaatagta tagcaaattc
  3168061 acgattaatt ataaatgaag tcactatact caatatatat ttttagttta aggcgctttt
  3168121 catttatact acagaaaaaa tgcccgctac ctttatgagt aacgagcact ttttctatac
  3168181 tttatttaca gctcttctta tagctttccc tatttccata ctagactgtg ggttttgccc
  3168241 tgtaattaaa cgcccatcta ctacgacgtg cggcgtgaaa tttggagcca cataaaacaa
  3168301 agccccttct tctttcaatt tactttctaa taaaaacggc actcgttttt ctaaatgtac
  3168361 agctttttcc tcatcatttg tataacctgt tatacgctta cctgcactaa aaaacgagcc
  3168421 gtccttattt ttcacaccga ctaaagaact tactccgtga caaacagcgg ctacaatccg
  3168481 gttattgttg tacatattca caattaaatt tgcaacatat ggattacctg gaaaatctac
  3168541 aatcgccccg tgtccaccac caaataaaac cgcatcataa tccgaaaaat gaaccgttga
  3168601 gatcgacttc gtattttgca ataaagaagc gacatgctta aattcacgag gtatcccgtt
  3168661 cggaatagaa actctatcaa tcggcactct accgccctgt atcgacacaa tatcaacatc
  3168721 gaacttagct tttttaaaca agttataagg agctgcgagc tcttccagcc acaaaccagt
  3168781 cgggtgtcca ttcatatcat gagcgcttgt tgaaactaac aatatccttt tcaacatatc
  3168841 ccctccttac tacctattta tgtatggagt gttcttatca ttcatatagc aagcgaaaaa
  3168901 acgataacaa taagctgacc ttttgtaaaa agtgagctta ttgttatcgt ttgaattctt
  3168961 tcatacaaag atgttcacaa ctgtatagct tttatctcca acgccacgca attgttgtat
  3169021 cctccatatg aatagcaggt atatcaatcc ctaaataccg ctgagcatcc tcatcaaaaa
  3169081 tagaccaatt ttcttcatat aaaaattcag ggtctatgct ttcaaaatca aatatactat
  3169141 cttcgtctac catctcacga aaatattttt ggaaaggttt actattctcg aataaacgaa
  3169201 ttgttccata catccatggc atgtctccaa aaacatcttt aatttcacct atctccatat
  3169261 ccttaaaata caacttcata tttgcacctt cttatccata aatgacaagg atacctcatc
  3169321 atattttaaa atagttattt ttaacatttc tttcttaaac atatcttccc cctcacagtc
  3169381 tgagatactt ttttttaagc tcaaaatata aacagaaaaa tagccgactc ttttacaaaa
  3169441 gtcggctttc tttttataac tcgagctctc ccatacgaag aagctcaaca actgcttgtg
  3169501 aacgtccttt aacccctagc ttttgcattg cgtttgagat gtggttgcga actgtctttt
  3169561 cactgataaa aagttcacct gcaatttcct tcgttgtttt atcttgaacc agtaattcaa
  3169621 atacttctct ctctctcttt gtgagtaaag gtttagattg atacgctttt tccttcaact
  3169681 ggtataaccc tccttgctta agccagagct gtgtatgtgt aagttgggtg tttatttagt
  3169741 caagatattg tatgaacgaa atgtgcgggt ggtgaatgaa aatgggcttt atttcacatg
  3169801 ttattttaga cttttataca gtgcgtacac tctttgtatc cacttatttc ccgatacgcc
  3169861 atatttgttc tagcaatata cttacaacag tacctacaaa taaaccattc ccgaatatat
  3169921 attgcataac agacggcaag gactggagcg ctccagacgg taaaaacata acgccgctgc
  3169981 caaataatac tgcaacgcct aaaattgtta cattcctttc attaagctcc acttgtttta
  3170041 tattatttaa cccaattcca attaactgta cgaaagaagc cattaaaacc gcagatgcaa
  3170101 cagcggatgg taaagatgct aaataacgaa taatacttgg aaacagcgac attacgacta
  3170161 gtaacataca tgctagtaag aacgatcgta tatatttttg tttcgttaaa cgtataaatc
  3170221 ctgccgttgc cggtaacggc acgacaccta cagttgaaaa tacagaagaa atgatatgcg
  3170281 aaatgcctcc aacccacgta ccatccttca actgtttctg ctcaatagtc cctttttgaa
  3170341 tagtagcttg attaattgca ataatagctg ccactgtatt tgaaactaaa atacatacca
  3170401 taacgaaact tgataccgcc atacctgtat tccattttgg aagtccccaa gcaaatattt
  3170461 gcggaagttg cacaaaatga gttacttgag atgaaatcgt cacttttcct gcaattagaa
  3170521 aaagaatcca cccactaatt aatcctatta aaaccgcata acttttgaca aaaccttttc
  3170581 caaaattaga tagtataata acgaaaagaa atatactaaa cgcaattatc gctgtaaatc
  3170641 catcaatttg agaagcagta gcagtaattc ctaacatccc ttttaggaat acaccgctta
  3170701 attgtaaaca taataaaagt aaaaacgtcc ctgtcacaat cggcgtaaat aaaaataaaa
  3170761 tacgtccgat aaaacctgtt acgcctaatc ctattaaaat aacaccggaa attatcattc
  3170821 ctaattctaa aatttgcaac gtactatgta attgatcttg tccggccgtt gcgtaagcaa
  3170881 gtacagtaaa tacgccaacc caagatccag ctggtccgtc cgcaattggg agtctatgtc
  3170941 caagccatcc ttgtaaaaaa gaagatatac caactacaaa aaatgtacgc tgcattaaat
  3171001 aaaatatttc ttccgtcgta agatgaaata atccgccaac gacaattggt aatgcgattg
  3171061 aattcgctaa taaaaatata aaccattgca aagttcccat aatatgattt tggttatgtt
  3171121 gattgtccaa atttttcatc ccttccatat atttcacaca gaaatacacg ctatactatt
  3171181 acgtagcttt tcgaaacaac tctttttgtc ctttcgattt cttcccgtat ccaaatgttg
  3171241 cagtgtaaac tccacaaacg ataaaaacag ctccaattat ttgaatggct gttacacttt
  3171301 tttgcaatat aatataccct accaccatcg taacgaatgg ttctaaattt aaaaacatag
  3171361 ctgctgttga tgcttgtgct tttctcaatt gattattcca aactaatgtg caaattccat
  3171421 gcataagtat tgccgtcaca atgagaagcg accaactctc tatagagtat ttcaacgtta
  3171481 tgtgagaaaa ggtaaaagca agaaacggta gcataattaa aaaaccaaaa attgaagaaa
  3171541 agaatgtaat aaaaaacata tcatctctat tccccaattt ccgaattaaa acgatagata
  3171601 aggaaaaaga tagcatcgtt ataaaaatcc atattaaccc ttctgaaaag acgaacctct
  3171661 gcccaacacc aattacaaaa aacactccaa aagtagcaat ccctccccct attactaact
  3171721 tagctgttaa cggttcgttt aaaataaata ctgctagaat agaagtcata acaggagtaa
  3171781 gtgctaatat tagcgcagct gttgttggat ctgcggtttg taacccttca taaaaagacc
  3171841 attgattaat cgcgacacct atgattccaa ttaataatac acttttcatt tcactctttt
  3171901 ctatatataa gtctttctta cacataatag cgtatgctag aaaaaacaaa ttaataaata
  3171961 gtaagcgaag tgttgttaac aacaccggat gaaatgtatt tactaaaatc gcaccaaata
  3172021 taaaattact cccccaaact actacacata taaacagtaa tatatatgta cgtgtcacct
  3172081 attcccctcc ttttctcgta aaaaagaagg attcctattc tttcattagg aacccttgaa
  3172141 aaaaaatata taaattaggg agatacgtaa attaaatcaa tactccttga acatgttgca
  3172201 aggaacctgc tactattttt ccgtctctca ttacagctgg tcgctttgct cgtctagcaa
  3172261 tcgcttctgc tgaacaagta gcttgtaaga agacgaaatc agctttatct cctactttag
  3172321 gccaaacttg atttccttct tgatccaatg gcgtttttcc acctgtaata tacgctaaag
  3172381 aagaagctaa agacttctca tccatccagc gatacttttc tgctaaacgc cctactcttt
  3172441 caaaaatatc agcatttcca aatggccccc atgaatcaaa catactatcg caacctaaag
  3172501 aaatgggaac acccttttct gtcagtaatg gtactggcgg catatttctg ttaattggta
  3172561 ctgtcgtaat aatagacatt cctctttcag ctaataagtc tgccatatct gctccttctt
  3172621 ctttagatac atcccctagg ctaaacgcat gactgactgc aacacgtccg tcccaactag
  3172681 cctcctctgt atactgagct aactttttaa ttgtataaat acctaaatgc cctgcatcat
  3172741 gtaaatgcaa atcaacatca gcatttgcct ctacagcgat ttccatcata tcaaaaagtg
  3172801 atttttcaat attattatct acagtagctg gatctacacc acctactaaa gttgcgccca
  3172861 ttttcatcgc ttctctcata agagaatgcg cttctgtacg aagtaaacca tgctgcggga
  3172921 atgctacgat ttcatatgta aacgcatctt tcatattctc taaagtttga cgtacagatt
  3172981 ctaagttttt aagaccgata tacggatcaa tatttacatg cgttcgaata tgagtcgaac
  3173041 cagcatttaa aatgtttctt agtaataact ctgctctctc tccagttgtt tgagctaaaa
  3173101 tcggtaactc ctgctgttct aactctaatc tctcaataat attttttact ggtgtacatg
  3173161 cttcccatgg accaccaagt tttgtcttat ccaagtgaaa atgattttcc acaaacgacg
  3173221 gaagcacaag caattctttc gcatctttcg tttcatattc tgtttgaagc ggtacatccg
  3173281 caagtacaat cttttcaatc tttccatctt gtataagtaa atgatgcaaa gctgtttctg
  3173341 tacctgtaac tacttcatta ttaaacttgt aacctgtttc taatcgtaca ttcgttaacc
  3173401 aatacgcatt ttgcatttcc atcatcctct caaacaagat tatttatagc cgttttttcc
  3173461 aaactaccag caacaacatt tcctttatat aaaaccgcac agcgctctgt ttgtcttgct
  3173521 actacctcgg ctgaacatga tgcttctgta aagacgatat ttgcttcatc cccaattttt
  3173581 ggccattgac gatttccttg atcatctaat atagatttcc cacccgtaat aaactgaagt
  3173641 gctttcccta aagagcgctc atcaatccat ctaaatctct ccgctagaca atttgccttt
  3173701 tgcaacatat ctcctgtccc aaacggagac caatgatcag ttatactatc gtttcctagc
  3173761 gaaactttta cacctttacg atttaataac ggaactggaa ttacatgtct actaactgga
  3173821 actgttgacg ttatatcaat acctaatgcc gcaagtcgtt cagccatttc ccccgcttct
  3173881 tctacagata catctccaag tccaagagca tgactaatcg taactcttcc ttgccaccct
  3173941 gcttcttctg ttaatgcagc taatctcttc attgtaaatg ttccgagttg atccgcgtca
  3174001 tgtaaatgaa tatcaatgtc tgaatcaaac tctactgcaa tatccataat tgtattcaat
  3174061 gatttttcaa tattaccatc tactgtagct gggtctactc cacctactaa atgagctccc
  3174121 atacgcatag cgtcttttac aagccctacg gaattacttc gtaacaaacc gtgttgcggg
  3174181 aatgctacaa tttttgctga taacttatct ttatatgttt ccagtgccgc aatcgttgct
  3174241 tctaaattcc caagaccaat tacaggatca atattgcaat gtgttcgaat atttgtcgct
  3174301 ccattttcaa gaagtaattg caacattttc tccgctctac tctttgcagt ttctaattgc
  3174361 ttcggaagaa tagtttgctc ctcatgaata cgagtgaata tactctttac tggtgtacac
  3174421 gctttccatg gtccaccata atacgtctta tcaatatgga tatgcatttc ttcaaatgct
  3174481 ggtaatgcca gtaaaccatt tgcatttact acttcaccat cttgctctga tacaattcca
  3174541 ggtaatatgt tcgtaatctt tccatcttca ataaataaac tacaaatttc cgtttctgta
  3174601 cttgtaattc gtgattcctc atatacgtac ccacattcaa gttttacatt cgttaaccaa
  3174661 tattgtgatt tcacactcac tttgtcaatc tcccttcgca atatgatttt tctacttaca
  3174721 aacgaaacaa aaacagataa aaatttctat cagtgtaaaa tcatttttac actgatagaa
  3174781 ttttctattt tactgtagct ctacaccttc cagtcgcaaa tacccagatg gatcaatcca
  3174841 aaatcctttt atatttttcg tagttgccgc aatatgatta atccctcgaa ttggtactag
  3174901 taaagcatct tttaattcaa tctcttgtaa ctgtttgtat aattcttttc tcttcgtctc
  3174961 atctttttct tttctagctt cttctattaa tttatctact tccggattac tatagaaaaa
  3175021 ttggttacca gttgctccgt gtgaactaga atggaataaa ttatattgat tatagtcacc
  3175081 atcacctgtt gcgtttcccc atcctccaac aaacatcgca tgttctgatt tattcgttgc
  3175141 agctaaaaac gcaccatatt ccataacttt aatttctaca tcaacgccaa tcccttttaa
  3175201 ttgagattga attacttcca ctaacgccat tctaactttg ctgtcattcg tccaaattgt
  3175261 tgttttaaat ccatttggat aaccagcatc tgctaataat tttttcgcag tattaatgtc
  3175321 atacttatat ccttttacgt ctttcgtata accgaacact ttaggtgtca ttacggagtt
  3175381 tatttcagtc ccaacattgt tatatacccc ttttaaaatc cctttcgttt caattgcatg
  3175441 tgcaatcgct tgacgaacga gcggattgtc aaatggcttt ttctctacat taaatccaat
  3175501 atattctaca cctaaacctt cattttcaat taactccatg gatggtgaat ttttcactcg
  3175561 ctctacttca gttacaggta aattctctgc aatgtgagct tcactagttt cgatcattcc
  3175621 aatacgtgtt gcatcttctg gtactacttt gaatacaact tcatcaacct ttgctttctc
  3175681 accccaataa tttttatttt tttcaagtcg aatttcttca cctggtttcc atgacttaaa
  3175741 ggtatatgga cctgtcccaa ctggatgctg cgctaagccc ttcccttttt catcaattgc
  3175801 tttcggactt aaaatacttc cttcattact tgcgaaaata gataaaagag gtgagtatgg
  3175861 gtatttcaat atgaactgta ctgtgtattc atcaattact tttatttctt gaatcataga
  3175921 ataaacagtt gctcgatttg aacctacttt cgggtctaat acacgttcaa agtttttctt
  3175981 tactgcctca gcattaaatg gtgcaccatc ttggaatgtt acgccttgtt gcaacttaaa
  3176041 ttcccaattt aaatcatcaa tttgtttcca ttcctttgct aacatcggct taaaatccat
  3176101 gtttttatct cgttgtacaa ggttttcata cactttatga tacacaacac ttgcggaagg
  3176161 gatgtttgta ataaaatgtg gatctaaatt atcagcatct gacagtctag caattgttaa
  3176221 aacgccgcct tcctttgtcc ctttgcttcc tgatccttca tttcctgttt tcgcattaga
  3176281 tgaacacccc gctagaaaaa ctgaaagaca taaaattgcg ataaaacaac tcacaagtcc
  3176341 ccttttgaat ctcatcgccc ttccccctcc actttctttt atctctacat tctaaagtga
  3176401 aactttaagt ctagctttct atccccctac tttctaatag cagatcactt caccaccctc
  3176461 tctttttcaa gtttgtctat gtatttgtaa ttataaataa ctttgtggaa aaagttttta
  3176521 aacatcttta cttctatttg cactttcttt actatttgaa ttttctgaat tattttaaaa
  3176581 catctttact tctatttgca ttttctttac ttattgtttt aaactcgttg actcgtttta
  3176641 attttctgat aatttattca taaagaaagg gaggtatgaa aaatggaagt tcgtctttct
  3176701 aaagaagaaa acacttcttt acaaacgatt caaacgaaga acacatcgaa atggattatg
  3176761 agctatcgaa aactgaaaag aaataaaatg gcatttatcg gaggtattat cgttcttttc
  3176821 tatattgtta tagctatatt tgccccattg ttagcaccct ataatccatt tgacattcag
  3176881 ttagtcaaca aattacaacc accatctatg gaacattgga tggggacaga tgataaaggt
  3176941 agagatattt taagccgcct tttacacggg acacgacttt cattacttgt tggattttct
  3177001 tctgtattta taggagcatt gttcggcatt attctcggta tcatttctgg ttattacggt
  3177061 ggatggtttg acacggttat tatgcgaatc atcgatatca tgctagcttt ccctggtatt
  3177121 ttacttgctc ttgctattgt aggcgcacta ggaccaagtc ttgtgaacgt aattatcgct
  3177181 attggctttt tctcaatccc tatgttcgct cgtatcgtta gagcttctac attaacagta
  3177241 aaaaaattag agtatatcga tgctataaga gcactagggg caaatgactt tactattatt
  3177301 atgaaacaca tattccctaa catcttatca cctattattg tccaagccac tttacgctta
  3177361 gctacagcaa ttttatctgc agctggatta tcatttttag gacttggagc gcaaccacct
  3177421 tcacctgaat ggggtgccat gttaagtaat ggacgcgact ttttatttac cgcaccacat
  3177481 attgcaatgt ttcctggaat tgcaatgtct acactcgtaa tcggtttaaa catgtttggt
  3177541 gatggattac gtgatgcact agatccgaga cttaaaaaat agaaaggggc attatatatg
  3177601 ctaatgttta tatttcgtag aatactacaa ttaattcccg ttcttttcgg cgttgtattc
  3177661 gttgttttct taattaggca aatggtaccg ggtgacccag ctcttcttat cgctggtgaa
  3177721 ggagcatcta aagaaactgt cgagcaaata cgtcaccaat tagggttgga caaacctttt
  3177781 atcatgcaat atttctctta tatcggaaat atattgcaag gtgatttcgg agtttcgatt
  3177841 cgttctaatc gcccagtgtt agacgaagta ttaatccgcc ttccaatcac tattgaactc
  3177901 gcactatgta gtatcgtcat tacagttgta atcgggatga tcgctggcat catctctgct
  3177961 acaaaacaat attcttggac agatgtttct attatgatta tcgctttatt aggtgtctca
  3178021 ttaccaagct tttggtttgg acttatgctc attttctact tctctgtcca aattcaaata
  3178081 ttccccgttt ctggttgggg aacttggatg cacatggttt taccagcact tacactaggt
  3178141 gcatctggcg cagcaattgt agcacgtatg actcgctcaa gtatgcttga tgtcatacgc
  3178201 caagattata tacgaacagc aagagcaaaa ggggtaaaag aaagagtcgt tatatataaa
  3178261 catgctttga ggaacgcact aattcccgtt attactgttg ttggattgca atttggtgca
  3178321 cttttaggcg gtacagtttt agtagaatca gtttttgcta taaatggact tggaagattg
  3178381 attgtagacg ctatccgaat gagagactta ccgatgttac aaggaggcgt attaattgcc
  3178441 tcagtcatct tcgttctagt caatcttatt gttgatattt tataccgtta tttcaataaa
  3178501 cgtattgagc ttaattaagg gggtgcacaa acatgaataa aaaggaagag gtattacaag
  3178561 ttaaagattt aaaaacacat ttctttacag acgaaggtgt aagtaaagcg gttgatggtt
  3178621 taaatttctc tatctctaaa ggagaaacac tcggcatcgt aggtgaatct gggtgcggaa
  3178681 agagcatcac ttccctatct attatgaggt taattgaccg cgaaagcggc agtaaagttg
  3178741 aaggtaacat tttatttaaa ggaaaagatt tattacaaca aaacgaatct gaaatgcgtg
  3178801 caattcgcgg aaatcaaatc tcaatgattt tccaagaacc aatgacatct ttgaatccag
  3178861 tatattctgt tggggaacag atcgcagaag caattcgtat ccatcaaaaa ttaagtaaaa
  3178921 aagaagcctg gaataaagcc gtcgatatgt tgaaactagt tgggattcct tcacctgaaa
  3178981 aacgcgcaaa acaagagccg catgaactaa gcggaggaat gcgacaacgc attatgattg
  3179041 caatggcact tgcttgcaat ccagatttac tcattgcaga cgaaccaaca actgctcttg
  3179101 atgtaacaat tcaagctcaa atattatcac ttatgaaatc acttcaaaag caactcggta
  3179161 tggggattat tatgatcacc catgatttag gcgtcgtgtc agaaacatgc gatagagtcg
  3179221 ccgttatgta tgctggaaaa atcgtcgaat atgcagatat cgagcatata tttactagtc
  3179281 caaaacaccc ttatacaatc ggacttcttc aatctcttcc aagtctcgat acagaccaag
  3179341 aagaattaca aacgattcct ggatccgtac cgagtccata ccatatgccg agtggatgtc
  3179401 gcttcgctga tagatgcaca catgcaaaag aactatgtca caatactctt ccagaacttc
  3179461 aactcacgca agatggaagt gaagttcgat gctggatgtt cactgacctt tgggataaat
  3179521 catcttcaga aaaattggag gtattataaa atgtctacta ctacgcaaat aaataaacga
  3179581 gatttattac aagtgcaaaa tttaaaacaa tacttcccta taaaaaaagg aattctagga
  3179641 cgctctatta gctatattaa agcggttgac gatattagtt ttacagttta tgaaaaggag
  3179701 actgttagta ttgttggtga atctgggtgc ggaaagtcca ccactgggcg tgcaatattg
  3179761 cgccttgatg aagcgacaag tggaaaaatt atatttcaag ataaagattt actagcatta
  3179821 aataactcag caatgcgaaa ggttcgaaaa gatttacaag ttatttttca agatcccttc
  3179881 gcttctttaa accctcggca aactgtagga agcattttag aagaagctat gtccattcaa
  3179941 aacgtatgtc caaaagggga aagaaaagca aaagtaattg agttactcgg gaaagttggt
  3180001 cttccacctg atgcagtgaa gcgctatcca catgaattta gtggtggtca acggcaaaga
  3180061 attggaatcg cgcgcgcttt agctgtgaat ccaaaactca tcatttgtga cgaagccgtc
  3180121 tccgccttag atgtttcagt gcaagcacaa gttttaaatt tattaaagca gttgcaacaa
  3180181 caatatggtt taacgtactt attcatctct catgacttag ctgtcgttcg tcacatatca
  3180241 gatcgcatca ttgtaatgta ccttggtacc atcgtggaga ttgccgataa acattctctt
  3180301 tttaacaatc cgcaacaccc ttacacaaaa gcgcttctct cagcaattcc taccattagt
  3180361 gcaggaacga aaaaagagcg tattgaactt aaaggagacc tcccctctcc tttaaatccg
  3180421 ccaacaggct gtcgctttca tactcgttgt ccgtatgcta ttgaaaaatg cgctacgcaa
  3180481 caaccaagtt ttcaatctat aagtaaagat cataaagtag cctgtcatat tatttaatgc
  3180541 gagtctgaat aatagaaata tttacaacgc tttagtataa taataaaaaa caagattgag
  3180601 gtatgtatgt taacttatga agcatttgct gtattaataa ctatacttgt cttagctcca
  3180661 atttttggag ctattatttt attatgttta tttatttttg aaaaacgaat cgacttacta
  3180721 gaaagtgaga agaaaaaaat agcactagaa agagagttgc aacagtcttt atatcatcaa
  3180781 ctcactcaac aaattcagcc tcatttttta ttcaatacat taaatacaat tttaagctta
  3180841 gcccgtttgc aaagaacaga tgaagttgtc cgatcgctcg agatcttttc tctattttta
  3180901 aaaggaaaat ataaaacaac agatttgtta attcctattt ctgaagaact agcgtataca
  3180961 aattattata ttgagattca aaaaatgcgg tttcgctcga ggctttcagt aagcattaat
  3181021 tcttctgaag atttacacaa tgcccatatt ccccctttcg ttattcaaac gttagtggag
  3181081 aattccttta aacatggtct tgaaaaaaag ctggtcaagc aattttaaat attcatttat
  3181141 acaatacaaa taaccgaatt acacttctag tatccgacaa cggtactcaa aatgaaccat
  3181201 ttacttccca tacagaagaa agcggatacg gacttgagaa tataaaacaa cgatttcaac
  3181261 tattctttca agaacaaact acgttctctt tcctctctac aaaagagaac ggcacaacag
  3181321 tagaaataac atggcctttc atcacagaaa aaaacacaga ggaggtaata caaaaatgaa
  3181381 tgtgctatta gtagatgacg agccgctaga actggagcaa ttagagtttc tcattcaccg
  3181441 ccagtttcct aattggacat tacatctagc tttagatgca gctgaagctt taagtataaa
  3181501 tgaaaaattc tcaattcatt tagcactttt agatattcac cttccaggca tatccggcct
  3181561 acaactaggt gaaaaattta aaaataataa cgctaacctc gacatcatta tcgtaaccgc
  3181621 atatcaaaat ttcgactatg caaaacaatc tattcgtcta ggcgttattg actacataac
  3181681 aaaaccaatt atagaaaaag aactcatcga tgtattgcaa aaatacaaag gagattccaa
  3181741 tattatttct tactcacgta ttattcaaga tacattagac atcattcatg agactttttc
  3181801 tgacaaacta cacttagcag acatcgcggc taaagtacat acaaacccaa cttacttaag
  3181861 ccgaagattc catgaagaag taggggtttc attttccggg tatatcatgc aatatcgtat
  3181921 tgaaatgtca cagaaatatt taacggaaca cccacattgg tgcatctctc aaatttctga
  3181981 acgatctggt tttaatagcc agcattattt cagtactgtt tttcgtaaaa tgactggaat
  3182041 gactccgaaa gaatatagag gcgagggata aattgtgaca aaaaacaaca cagttttcac
  3182101 atctttacaa ttaggtatcg gaactggcac tgttctttta ttatctaaat gggtcgcaag
  3182161 tatatcaaca ctcgctttac ctgaatctat cattaattat gggttacttg ctggaattct
  3182221 ttatgctatg attggtcctt tcactcttat tttattagga attttaataa aaaaaatacg
  3182281 ttctaccttc ccaaaaggag aatccattca cgattactta tcttataaac tttctcacaa
  3182341 aggatatata attgtatgct ctttcctcgt tctattaagt atagaaagta tgttcattca
  3182401 aacgaaagtt gctagtattt tacttaatgt ttttttccat attccatata cattgggttc
  3182461 tttccttttc attacccttt gtacaatatt cgtaatgtta agtaacgcca agctatttac
  3182521 taaaatggct attatgcaaa ctgtattaat gttttctacc atgatcatta ttccaattta
  3182581 tttttttgta caagatggaa ttactcatgt atacgatggg attcgcttat atcaccctta
  3182641 tttgctattt tatgaaaata taaacggaat atattttctt tctgccggca tcctaatcga
  3182701 aacgggaaga gtattaatca gccctgcatc ttgggataaa gctttccgta ttcaccctaa
  3182761 aaaatcattc caactttttt actatcaggg tttatatgga ttaccatccc tttggcgttc
  3182821 gcttctctaa ttatgatagt tatctttagt gggagtttag atcatttata tgatctccta
  3182881 gctcaacttc caaaaaaaat agaatttact attttatttt acttactcgt tatcggctct
  3182941 ttaagtgcaa tagcttctag ctttatttct tggatgcatg gatttacaaa actcattcaa
  3183001 gacgttatac cgatgatacg tacaaaaatg aatccaaaat tacatgcaac tcattttatt
  3183061 gctatagcta tcggtttttt agcttttttc attacaatca ctacaaacta tacaatttta
  3183121 gaaattattt ttttctttgg tattttttat acctctctta tcatcacaat attattcatc
  3183181 attttcagca aacaaaaaat cagcatcatt ataccgctca tctcgattat tggtgccctt
  3183241 actggttatg cagtttactt cttaatcgac cctttaacaa gcatttggtc tagtataact
  3183301 gttactcttt cactaagtat tttttatacg ttttcacatt ggatacacca acaatccaaa
  3183361 tataaaatga aactatagta tgtggccctt ttggtagttt aaattttgct acctaaggcc
  3183421 tttttacttt tatcgcaaac tattgtactg cgctataaat taaattcatt atttatgtag
  3183481 cctcacattt acattgtaaa atacggttca ctttataaaa aaatgtcata caacctcata
  3183541 gtcttctcat aaatttccat atagaataga agtatatagt ttgctataaa aaggagttga
  3183601 tcgtaatatg tcaaaaaaat tatataaatc cgaaactgat aaaatgttat ttggtgtatg
  3183661 tggtggttta ggagaatatt ttgatattag ctctactctt attcgcatac tttgggttat
  3183721 tgctatttta tgttttggga ctggtttttt agtttatttc atttgtttat tacttatgcc
  3183781 gcgttcgtac tagtgacatt atgcatatac ttaatggaaa tataaaaaat cacctatagc
  3183841 attctatagg tgattttttc acgaagaata tttcatcgtt aaatgtaata ctgccacttc
  3183901 atcttcttca ttcttataac tatgtttctt attcgcttca aattgaatgg agtcaaactc
  3183961 atttaattcg tatacatcgc tttctacttg aatcgatact tttcctttca ttaccgttac
  3184021 aagctcaata gcaccttcat gatgagcttc tggttcatat atactattcg cccttaaaca
  3184081 agcacggtgc atttccatcc ccgtttcttt cgtataacgg aacatcgttt ctagatgcca
  3184141 tgcttgtcct acatctactg caaatccttc tccgcagcgc gcaaccgcta caggttctcc
  3184201 aacaaccatc aatctcgata agggaatcga taaccctttc gttattttcc aaatgacagc
  3184261 taacgtcgga ttcgtttcgc ctctttcaat ctttcctaat gttaatttac taacccctgt
  3184321 tttttgagct aattcttcta aacttaattt ttgttcattt cgaatttgtc ttaataactg
  3184381 acctacttgc tgaatgactt ctttcgtttg catatcttca tattctttca tctataacac
  3184441 caccttaaaa tataaaatag tttacttttt taaacttaaa gtatattata ctatacataa
  3184501 tcattgaatt tcgaaaggag tgctatactt catgcgcgca attttattag gccttttatc
  3184561 atcagccttt ttttctgcaa cttttattat aaatcgagcg atgaatgtat ctggaacgag
  3184621 ctgggcttgg acagcttcct tccgtttttt atttgctctc cctattttat tccttatcgt
  3184681 tttatttcgc aaaaacttaa gggagttatg ggaagaatta aagaaacatc cattggcttg
  3184741 gatcgggtgg ggttctgttg ctggtattgg tttctattct ttattaagtt ttgcagctgt
  3184801 cttttctcca gcttggctcg ttgctggaac ttggcaagtt acgatattag caggtttact
  3184861 actatcacca ctatttttcg ttaaaataga aacaaaatca ggtacgaaac ttgtacgcgg
  3184921 aaaaattcca cttcgtagtt tatatgtcgc cttatttatt ttacttggtg taatttgtat
  3184981 gcaagcaact gctgcaggtc acattacaat aactcagttc atttcagggt ttttacctgt
  3185041 cgtgttagct gctttcttat atccgttcgg taatcgaaaa atgatggaac ttgttggcgg
  3185101 gcgtcttgat acattccaac gcgtattagg aatggcaata ggtagtcttc ctattaccat
  3185161 tttacttggc atatatggat tttctactac gggtattcca acatcgagcc aaatgctgca
  3185221 aggatttttg ttagcattat gttccggcgt tatagcgaca atgacatttt tctttgctac
  3185281 tgacttagca aaagataatc tcgctctgct tggagctgtt gaagcaacgc aagctggaac
  3185341 aatggtcttt accatgcttg gcgaaattgt tttcttgaat ggttcatttc ctggcggact
  3185401 ttccctactt ggaatgatta ttattatgtt aggaatggtt gcaaatagca ttttaaaccg
  3185461 ttctgttcca gtcgttaaac agaaaaaaac agcataaaaa agagtatggt tctataacaa
  3185521 agaaccatac tcttttttta ttgtccccct atttcgcctt atcagaatag tatttcattg
  3185581 gctgtttata ctaaaaccta tgttataata cgtttcatgc gcaataatag gaggtaaatt
  3185641 atgttaaaaa aagcaatcgc tgaatttatt ggtacatttg tactggtatt attcggaact
  3185701 ggagtagctg tcattggcgg cggaattgaa ggaattggga cattaggaat cgctatggct
  3185761 ttcggtctat ctattgtggc tatggcatat agcatcggaa caatttctgg atgtcacatt
  3185821 aacccagcag tatcagtagc tatgttcatc aataaaagaa tgaacgctat ggaactttgt
  3185881 tattatgtat tagctcaaat tttaggtggt ttattaggag ctgcaacatt ggtaacaatt
  3185941 ttacaatccg ctaaaacacc tttagataat ttaggacaaa atggttttgg aactcttggt
  3186001 ttatctggag catttctagt tgaatttatt ttaactttcg tattcatttt agtaatcgtc
  3186061 gctgaaacag gtaaaaaagg cagttcttct ctagcaggat tagtaattgg tttcacatta
  3186121 gttttagtcc acttattagg tattccgtta actgggactt ctgttaaccc agctcgtagt
  3186181 atcgcaccag ctttattcgt tggcggagaa gcactttctc aactatgggt attcatcgtt
  3186241 gcaccaattc ttggcggtat cgtagcagct atcgtaggca aatttatttt aaatactgaa
  3186301 aaataaaatt ttcaatattt ctgaataaaa aaaggcgagc cctcattatg aggatgctcg
  3186361 cttttttact ctttcatttt agactttaaa tttgtaacta attgatctac cgttacattt
  3186421 gcaagtacgt tttccatcgc ttcttgcgct tgcattaaaa taatttctaa tactgattga
  3186481 atattagctc ctactggaca ttcaatgttg ggattttcat ggaaggaaaa tagctgtcct
  3186541 tcttctacaa cttccactgc tttatataca tcaagtaatg taatttcttc taaatcacga
  3186601 gcaagtgtcg taccaccttt accagcttgt acatcaacaa gtcctgctct cttcaacatt
  3186661 cctgtaatgc gacgaatcac aactggattt gtattcacac taccggcaat ccattcagag
  3186721 gtacagcgag agtttcgatc tatcgcaagt aatgtcagca tatgaacacc tactgtaaaa
  3186781 cgactactaa tccccatctg cacaccctcc tttttattca ttctattaaa agacgactct
  3186841 tattattata tactattttt aatttataca taaagaaaaa gcatgatttc aatagaaaac
  3186901 catgcttttc tctcgttatt gacgctttat gaattttgct aaatctttaa atttcacttt
  3186961 gtctgagtaa ttcattacac cgtttacgta aatgcggctt gtaagcatat tgacgataac
  3187021 aatagtcacc aataaaatga ctaacgtcac aataatttct acagtgcccg cttcaccaga
  3187081 tacaagcctt gaaaaagtaa ccataggtgt aaagaatgga atatatgaac taactatagc
  3187141 taatgtacta tttggatcaa ataatgattt aagactaata aaaaatgctg ccatacctaa
  3187201 cattgtaatt gggaacgaaa gagattgtac atcctcaatt tttgacacaa cagcaccaac
  3187261 cgctgcatat agcattgcgt atagtaagta acccgtaaca aaatacacaa agaacatact
  3187321 aattactata gcatccaatt tagaaaaatc tagtgtgagt cctattaaag atgcattttc
  3187381 taaatctacc catcctaata aatttggtac aacaaaaccg aaagaagcaa taacaagtaa
  3187441 tagtaaagca ctagaaacaa ttgctaaaat tttggcatgt agcattgtta atggttttac
  3187501 tttcggaagc attaactcca taacacggga tgatttttca gatgctacag ttgttccaat
  3187561 tgcagcacca aagataacaa taaacatata taaagcaaac gagaaaacat agccaatccc
  3187621 aaaggaagat gcgtgatcct ttaccgcctc ttgctttaac ggaatttcca tctgtaactg
  3187681 ctttgctact tctgcagata cgttattttt ttcaatcatt accgctgtat actgttcctt
  3187741 caaataactc gccataagtg tagcagttga ttgacttgga aaaccactat acatatacgt
  3187801 cacttctgga ataccattct tttctgtaat acggaataaa ccgtctaaat ccccatcttc
  3187861 tacttgctta cgcaactcat taaacttatc cttattttct accgttactt tagcagacgg
  3187921 aagtaacttt gttacatcac tttcttgcac tttatacgta tcgctttctg ttactacagc
  3187981 aaatttatct tttcctttat cgttatcagc tgtgaaatga ttaaaagcaa aaagcccaaa
  3188041 cacaattaaa aataaaatcg cactcgtaat taatgatttt ttagataaaa acgcttctct
  3188101 aaaataaaat gaaaatacat gtgaaaattt acgcatcgtt atttcgccct ctctacaaag
  3188161 atttcgttta acgtcggctc taacatttta aattgtcgta aagtaacacc ttgctcttgc
  3188221 aattgttgta aaatgttgag agcttctgca tcatcttgta cttttacata aagaaggcct
  3188281 tgttgttttt catacgatac atgtatagct tgtaacccct tctcattctc ttctgtatct
  3188341 tcaatcgtta aattacggaa accatattct ttttttatat cacttaactg gccttttacg
  3188401 actgcttctc cttttttcaa aatacataca tgttggcaaa aagcttctac ttgttccata
  3188461 cgatgactag ataaaataat tgtctttccg ctctgtactt gttcttcaat aatgctagct
  3188521 aacatcccag cgttaactgg atccagtccg ctaaatggct catctaaaat gagaagttct
  3188581 ggattatgaa gaagagcagc aattaattga attttttgct ggttcccttt tgaaagctct
  3188641 cctgctgttt taaatttata ttctggtatc gctaatcgat ctaaccaatg atcaatagca
  3188701 agatctactt cttttttcgc cattccttct aatctaccaa aatatcgcaa ctggtctatt
  3188761 actctacttt ttgtatataa acctctttct tctggtaagt atcctatcgt taccccacta
  3188821 gtcccaaatg tttttccatc ccatgtaata gagccttcat taggcgttaa taatccgaga
  3188881 agcattttga ttgtcgttgt ttttcctgca ccatttcgtc caagtaatcc taacacttca
  3188941 ccttttggta atgaaatttg caagctgtta acagcttttg attccccaaa ttgtttcgtt
  3189001 aagttttgaa tttgtaaact caaagtataa agcctcccct ttagtatcat tcatactctc
  3189061 tttcaaagac tatgtttatt caggataaaa tatagcacta cactccatcc tcttattatg
  3189121 tagcatctct ctaatccatc atttgtttca tttagttaaa attgcaaata aaatcacatg
  3189181 atttgtcaat tataattgtc atttcgacaa ttaaacttgt caaaacaatt ctcatcattt
  3189241 tgttcatctt tctaatatag gacatactac tatatataca aaagacaata tgcaaatgtt
  3189301 catacaaaaa atattatttt tcgatatata atattaactg attttctaac atcaaggagg
  3189361 gtacatatga agatgaagag gggcattacc actttattat ctgtagcagt tctatctaca
  3189421 tcacttgtag catgttcagg aacaacagag aaaacagtgg cgaaagaaga gaaagtaaaa
  3189481 ttaacagacc agcaattaat ggctgattta tggtatcaaa cagccggtga aatgaaagca
  3189541 ctgtactacc aaggatacaa taccggtcaa ttgaaacttg atgcagctct tgcaaaaggg
  3189601 acagagaaaa aacctgctat cgtacttgat ttagatgaaa ctgttttaga taatagtcct
  3189661 catcaagcaa tgagcgtaaa aacaggcaaa ggctatccat ataaatggga tgactggatt
  3189721 aataaagctg aagctgaggc ccttccaggt tcaattgatt tcttaaaata tacagagtct
  3189781 aaaggagtag acatttacta catctcaaat cgtaaaacga accaattaga tgcaacaatt
  3189841 aaaaatcttg agcgtgtagg cgctcctcaa gcaacgaaag aacatatatt actacaagat
  3189901 ccgaaagaaa aaggaaaaga aaaacgacgt gaactcgttt ctcaaacaca tgatatcgtc
  3189961 ttattcttcg gtgataactt atctgacttc actggttttg atggaaagtc tgtaaaagat
  3190021 cgcaatcaag cagtaacaga ttcaaaagca caatttggtg agaaatttat tattttccca
  3190081 aatccgatgt atggtgattg ggaaggcgct ttatatgatt ataatttcaa aaaatcagat
  3190141 gcagaaaaag ataaaatccg tcatgacaac ttaaaatcat ttgatgcaaa ataaagagga
  3190201 tggcattcgc caccctcttt attttacttt ctctgttaaa ggcaagataa acacttctac
  3190261 acgtctattt ttcgcctttc cttcttgtgt atcatttgga gcaattgaac ggtattcgcc
  3190321 gtaaccaatc gcactaaatt tttctggttg taattcttta ttttggagca atacttgcat
  3190381 aaaattaact gcccgctgcg tacttaattc ccaattcgat gcaaactgtg cgttggcaat
  3190441 agggacatta tccgtatgac cagatactgt gatttcacga ggtgacgctg aaacaagtaa
  3190501 gctagacatt tctttcgcaa tacctagtga ttctaatttc acgtcggctt tcccagaatc
  3190561 aaatagtaca ttttctaata tcgttaccat taatcccttt tcagttaatt tagtttgaaa
  3190621 agaagaggat aattgctttt cattaatata ttgatcaatc tttttttgta atgctttcaa
  3190681 ttcatccatt tctttttttc tttttctcta gcttcttctt gtttttttgc ttgttctgtc
  3190741 tcaaggctac ttgctgataa ttccttttca tcatttggct tctgatcact taaaaactct
  3190801 ttatttcctg ttccacctgc tagttcgctt cggaacgcta ctgccatctg tttaaacttc
  3190861 gctgcatcta tactactcat tgcgaataaa acgataaaca gtgcaaataa caacgttaac
  3190921 atgtcagaat atggaattaa ccacgtttca tcaatatgtt cctcatgttt tttctttttg
  3190981 cctcttctat ttttcttact ccgcattttt ttctgctcct ttttctagct ttttacgctc
  3191041 agtcgcagat agtgaaccta aaatgcggtt cttcataata aacggatatg taccttcttg
  3191101 taacattaat aaacaatcaa tgattaaacg ctttttttcg atttcagctg cagatttttg
  3191161 ttttaactta ttagcaaatg gatgccataa tacataacct gaaaaaatac caaaaatcgt
  3191221 cgcaataaac gcacctgaaa tagcatgtcc taacttttca atatcagtta aattaccaag
  3191281 tgcagctaca agaccgataa cagcacctaa aacccctagt gttggtgcat atgtaccagc
  3191341 ttgagaaaaa attgcagctc cctttgcatg cctttcttca attgcttcta attcagcttc
  3191401 taaaatctgt tctaaatctt ctgcagatac gccatcaatt acaaatttca taccacgtaa
  3191461 aagaaattca tcttgaattt tgtctaattg ttgctctaaa gacaaaatac cgtattttct
  3191521 actttctgat gtccaatgaa caaataattc tagcaactgt tcataactta aatccttttt
  3191581 atttgaacca aaaagaactt taaataattt tggaactctt tttagttgat tcatcggaaa
  3191641 ggctatacat actgcagcta atgtaccgat aaaaataatt aatgccgcgg caggattcaa
  3191701 taaggatgtt acgtcagcgc ccttgacaac catccctact accactgcta caaatcctaa
  3191761 aataagtcca ataattgttg caaaatccat tcccattcac tcctagtcta tacaagaagt
  3191821 tccttattct cgataatcgc tacatcttct tatgtatata tattacataa aaaattcatt
  3191881 tcatgaaaga taagaaatga attaaatgaa aaaatactac aatttcacac attttctgac
  3191941 attttctttg catttctatt acgttacgac tcttatattt ctttttcaac aaactagact
  3192001 tataataaaa acaatacata ttctattaag aaaggattgt gattacaagg catcatgaaa
  3192061 aaaataatta ttatttctgc cgctactatt gtaatcggta tcacatcttt cgcttatttc
  3192121 ggttccaaat caccactaca aaacgaggcg agagctgtcg aaagtcaaca acatagtaat
  3192181 caccaaaaag aagagattcc tgcttttcca aaagctgatc ataacgccaa gaagctagac
  3192241 aatgattttt ccgttgtaac aaatccagat tctaaccttg tattagttaa taaacatcga
  3192301 aaactaccag atggatacac acctgaagac ttaacaagac caaatgtacc atttactagt
  3192361 ccgaaagata aagaaaaaac attgctacgc aaagatgctg cagatgcgct tgaaaatatg
  3192421 tttgaagcag caaagaaaga aggacttgaa cttacagctg tatctggtta tcgttcatac
  3192481 aaacgccaaa aatcattaca tgatacatac gttagacgtc aaggaaaagc cgaggcagat
  3192541 tcagtaagcg ctattcctgg tacgagtgaa catcaaactg gtttagcaat ggatattagt
  3192601 tcaaaatctg ctaaattcca attagagcct atttttggag agacagccga aggtaaatgg
  3192661 gttgcaaaac atgctcatga atttggcttt gtcattcgtt atttagaaga taaaacagaa
  3192721 acaaccgaat attcatatga accgtggcat ttgcgctacg ttggaaatcc atacgctaca
  3192781 tacatatata aacatcattt aacattagaa gaagcgatgg aagacaaaaa ataagagagc
  3192841 gttttgctct cttatttttc tttcactcta ttattgtagt aattttttct tccactcttc
  3192901 aggccacggt tcgcctcttc ccgttttttt cgatgcttga accatcattc cacgaccaac
  3192961 taagcaaact tctccttctg cattcttcac catataatgc aaatctaatg aagaattccc
  3193021 aactgatccc gcctttacat acaccttcaa ctgttcatca aaatatattt gcttaataaa
  3193081 attacattgt aaatccgcaa caacaatcat cgtttctgaa gattcatgcg tccattcttg
  3193141 cataaatcca agttctttaa acaatgcgat acgtgcttct tcaaaatagg taaaggcaac
  3193201 gacattattt acatgtccaa acatatctac ttcaccaaaa cgaaccttta cagagttgta
  3193261 aaacgaaaaa ccactttccc attgctcaaa gtcttcaata taagaaatcc tcttcattgt
  3193321 tccctctcct tttcaccttc gaataaaaag aataaacaga ataaacagaa aaataaagtt
  3193381 ataaatattg cctcttcgat atgaagaggc aatatttatt aatagttatt gtcgctacca
  3193441 aagaaatctt tgaacgattg aattgttgta tcacggttta acgccgcaat tgaagttgtt
  3193501 aatggaatac cctttggaca tgattgcaca cagttttgag agttaccaca gtttgcaagt
  3193561 cctccatcac ccataattgc acgtaagcga tctgctttat gcatttcacc cgttggatgt
  3193621 gagttgaata aacgagcttg tgataacggt gctggtccaa taaagtcaga tttactattt
  3193681 acgtttggac atgattctaa gcaaacacca catgtcatac attttgaaag ctcataagcc
  3193741 cattgacgtt tcttctctgg cattcttggc cctggtccta agtcatacgt accatcaatt
  3193801 ggaatccaag ctttaacacg ttttagagca ttaaacatgc gactacggtc aacttgtaag
  3193861 tcacgaacaa ccgggaatgt cttcatcggt tttaagcgaa ttggttgctc taattgatcg
  3193921 ataagtgctg tacatgattg acgtggtttt ccgttaatca ccatcgaaca tgcaccacac
  3193981 acttcctcta aacagttcat atcccacgca atcggagtcg tttggtttcc ttttgaatca
  3194041 acaggattac ggcgaatttc cataagcgcc gaaataatat tcatattcgg acgataagga
  3194101 atttcaaact cttgatcaaa cgcttgcgcg tctggtccgt cttgtctcgt aatgatgagg
  3194161 cggattgttt tctcagacat gttgtttatc ccccttctct tcacccttag cagctacatc
  3194221 gtgttttgaa gaataatcac gtttacgtgg tttaattaat gaaatatcca catcttcata
  3194281 atggaatgct ggtgcatttc cttctccttc aaattttgcc atcgtagttt ttaagaagtt
  3194341 tgcatcatca cgatttggga attcaggttt gtaatgcgcc ccacggctct cattacggtt
  3194401 atatgcacca attgtaataa cacgtgctag ctcaaacata tttgcaagtt ggcgtgtaaa
  3194461 tgaagcacct tggttactcc atcttgctgt atcgttaatg ttaatacgtt tataacgagc
  3194521 cattaactct tcaatttttg catctgtttc taataatttt ttattttcac gaactactgt
  3194581 aacgttatct gtcatccatt ctccaagctc tttatgaaga acatacgcat tttcgttacc
  3194641 atcgagcgtt aaaatattgt taaatttctc tgtttcgatt aattcatttt gttcatacac
  3194701 agtagatgaa acagcatctg atgatttaga aagacctttc atatattcaa ttgcattcgg
  3194761 tcctgctacc ataccaccgt aaattgctga taatagtgag ttcgcaccaa gacggttacc
  3194821 accgtgcata gaataatcac actcacctgc tgcaaataaa cctggaatat ttgtcatctg
  3194881 tttataatca acccatagtc cgcccattga atagtgaaca gctgggaaga ttttcattgg
  3194941 tagtttacga ggatcatcac ctgtaaattt ctcatagatt tcaataattc caccaagttt
  3195001 aatatctagt tctttcggat ctttatgaga aagatctaag taaaccatat tttcaccgtt
  3195061 aatacctagt ttttgctcta cgcaaacatc aaagatttca cgcgttgcga tatcacgagg
  3195121 tacaagattt ccgtaagccg gatatttttc ttctaagaag taccatggtt taccatcttt
  3195181 atatgtccaa acacgtccac cttcaccacg tgcagattca ctcataagac gtaatttatc
  3195241 gtctccagga attgccgttg ggtgaatttg aatgaactca ccgtttgcat aatatgcgcc
  3195301 ttgttgatat acagcagaag ctgctgtacc tgtattaata atagagttag ttgattttcc
  3195361 gaagatgata ccagggcccc ctgttgccat aatcacggca tcagctccga aacttttaat
  3195421 ctccattgtt tgtaagtctt gtgcaacgat tcctcggcac acaccttcgt catcaacaac
  3195481 agctcgtaag aaatcccaac cttcatattt cgttacaagt cctgctactt catgacgacg
  3195541 tacttgctca tctaatgcgt atagtaattg ctgtccagtt gttgcaccag caaatgctgt
  3195601 acggtgatgt tgcgttccac caaaacgacg gaaatcaaga agtccttctt ccgtacggtt
  3195661 gaacataaca cccatacggt ccattaaatg aatgatacca ggtgctgctt cacacattgc
  3195721 tttaactggt ggttggttcg ctaagaagtc cccaccataa attgtatcgt caaagtggat
  3195781 ccatggagaa tccccttcac ctttcgtatt cacggcaccg ttaattccac cttgggcaca
  3195841 tacagaatgc gaacgtttta ctggtactaa agagaacagt tcaacattta ctcctgcttc
  3195901 cgccgcttta atcgttgcca ttaagccagc caagccaccg ccgactacta taagtttccc
  3195961 tttcatgctc tcccactcct tactggtttg ctagctgtgg atcgatgaac gctaataatg
  3196021 cactcacacc tacataagat agacctaaga aaatagctaa tgttacataa gtagagattc
  3196081 tttgtgaacg tggtgatact gtaattcccc agctaatgca gaatgtccat agtccatttg
  3196141 caaagtggaa aattgttgaa acaacaccaa ctaagtagaa tgcgaacata gctggattgt
  3196201 ttaaaatatc agccatcata tcatagttta cctctttacc taacattgct tgaatacgag
  3196261 tttcccagac gtgccaagca atgaaaatca gcgtaacgat acctgaaatt ctttggaaga
  3196321 cgaacatcca attacggaaa taaccgtaag aaaccgcatt gttcttagct gtaaatgcaa
  3196381 tatataagcc atatatagca tggtacagta ttggtaaaaa gataatgaaa atttctagcg
  3196441 cataccggaa tggaaggagc tccataaagc ctgcagcttt gttaaaagcc tctgctcctc
  3196501 gtgttgcaaa gttgtttaca attaaatgtt gcgtcaaaaa gacaccaacc gggatgaccc
  3196561 ccattaatga gtgccactta cgaaacgtat actcgcggcc tttcatgtcc ccattacccc
  3196621 cccttgagtg attgactgct gttttcagat tagtttatgg caataatgtt ttttcactat
  3196681 tggcataaga aaaactgaaa aaattattcg aaatatttca gcataatttg ataccaagtt
  3196741 cattttactc ctatttttgt cgaagcgtca agaaaacgta tacataattt gcatataatt
  3196801 tgccatttct ttttttcttc ttatatattc agattttcct aaagaaaaat ctgtttttat
  3196861 aaatgagaaa tgttatataa taatccctat agaaagaggg gaatattgtg agtaaaaata
  3196921 caatcgatac aacatcttta gaagatgttt cattgaacgc cttcgcttat gaattgctac
  3196981 gtgaagaatt actacctgat ttaatcggta acgatttaga tggtatttta tactggtccg
  3197041 gtagaaacct tgcaagaaaa tatccactag aaacaattga agaagtcatt cagttctttg
  3197101 aaaaagctgg ctggggcact ttaagcatta ttgaacataa gcgtcgtgaa atgcagttcc
  3197161 aacttaaagg cacgctcatt gctgaacgtc aaaaacaaaa aagacattct tcttatcaat
  3197221 tagaagctgg attcatcgct gaacaaattc aaaagcaacg aaacgtcgtt gcagagtcct
  3197281 acgaagaaaa gaaaaaacgt tcagactcta ttacatttct tgtgaaatgg gatataaaag
  3197341 atcttattga agtgtagcat tacccgcggt caactagaca tataagttta gttgactttt
  3197401 tcgtattttc attcatttgg atttatttta aatcttcaga aattatacca aaaaatagaa
  3197461 gacattgtaa actacaacgt cttcttatct gttaaataag tataaatcgt ctctgcgaca
  3197521 tttttcggca tacctgcttc gacaaattcc tctatagaag cttctttcat cttctttaat
  3197581 gaaccaaaat gttttaacaa tacctttttc cgtttatcac cgattccagg aatatcatcc
  3197641 agtgctgatt gaatgacaga tttcccgtgt aattgacgat gaaatgtaat tgcaaatcga
  3197701 tgcacttcat cttgaacacg ctgcaataaa taaaattctt ggctatttct ctccagcatc
  3197761 acaggttcag gtggatctcc aataattaaa tgagatgttt tatgtttgtc atcttttaca
  3197821 agacctgcca tcggaatata taaaccgagc tcattttcta gaacatcact tgcagccgcc
  3197881 agatgacctt ttccgccatc aataatgatt aaatctggta aaggtaaacc ctctttcagc
  3197941 gcccttgtat aacggcgtct cacaacttct ctcatagact cataatcatc tggtccttga
  3198001 actgttttaa ttttatattt cctgtattct ttcttagctg gtttcccatc aataaaagca
  3198061 atcattgcag aaacaggatt tgtcccttga atatttgagt tatcaaatgc ttcaatacga
  3198121 taaggcgttt caattccgag ctgcttccct aaattctcta cagctttaat cgttcgctct
  3198181 tcatcacgtt caattaaata gaatttctct tccagggcaa tcttcgcatt tttatttgcc
  3198241 agttctacaa gatctttttt cttaccgcgt ttcggctgtg tcgcttccac ttctaaaaag
  3198301 cgttctacta attctgagtc tatacttcct ggaacaacta tttctttcgg cttaaaatga
  3198361 ctgctgtttt cataaaattg accgataaac gttaagaatc cctcttctgg ttcatcatat
  3198421 attggaaaca tagaaacatc acgttcaatt aactttcctt tccgaacgaa gaaaacttga
  3198481 acacacatcc accctttatc aactgcatag ccaaacacat cacggtccac taaatcactc
  3198541 ataatcatct tttgtttttc cataatcgca tcgatatgag cgatttgatc acgtaactct
  3198601 tttgcacgtt caaactctag tttctctgaa gcttcataca tttttgtttc taattctgaa
  3198661 cgaacttctt tatgcccacc atttaaaaac ttaataatct catctacaat ttctttattt
  3198721 tgttcttccg tcacttcttt cacacaaggt gctaaacatt gacccatatg ataatataaa
  3198781 caaactttat ccggcatatt tgagcactta cgaagcggat acatacgatc cagcagtttt
  3198841 ttcgtttcat gagctgattg tgcattcgga taagggccaa aatactttcc tttatccttt
  3198901 tttacatttc gcgtaataag taagcgcggt tgtttctcag ctgtaatttt aataaaagga
  3198961 tatgttttat catcttttaa ttgaatatta tattttgggt catgtttttt tattaagttt
  3199021 aactccaaaa tgagcgcctc tagatttgag gaggttacaa tatattcaaa atctacaatt
  3199081 tctcctacta accgaagtgt tttcccgtca tgcgaaccag taaagtacga gcgcacacga
  3199141 tttttaagca cttttgcctt tccgacatat ataaccgttc cttgcctatc tttcattaaa
  3199201 taacaaccag gttgatctgg taaaatagcc aatttttctt ttaaatgttc gtgcactcgt
  3199261 taccctccat ttctacatgc ttagcatttt tattttcaca tgaaaacata ctatgccaaa
  3199321 acacccaaca tacgttcttt tattgtaacg gaaaggtgta aaaaaggaaa ataaaaaaag
  3199381 ctaccaaatg gtagctcctt tattttagaa gtgtttagaa actaattcta ctaacgcttc
  3199441 tttcggtttg taacccaacg cttgatcaac tactttaccg tcttttaata cgaaaagagc
  3199501 tggaatgctc attacttcga attgacgagc agtttcttgg ttttcatcca cgtctacttt
  3199561 tactactttt actttttcgc ctagttctgc atcaatttcc tctaatacag gagcgatcat
  3199621 tttacaaggt ccacaccaag gtgcccagaa atctaataat acaacacctt cgctagtttc
  3199681 tgctgcgaag ctttggtcat ttgcgtttac aattgccatt ttatttcctc cttcaagtat
  3199741 attctaccaa gagtatatca ttaacttata tacgtggcga ataatatgta tcgttatgta
  3199801 ttgtaacaaa aaagtgttcc tttatactat ataaaaatac ggattaaata ctaaaaagat
  3199861 gagagacagg ggatctctca cctttttcta tatatagggg tacttcactt ggaactcaag
  3199921 ggtactcaaa tcatgaatgt acttttaact ttttaaactc ttctgttaaa agtggtacga
  3199981 cttcaaataa atcgccaaca ataccgtagt cagctacttt gaagatactt gcttctgggt
  3200041 ctttgttaat cgcaacgatt atttttgagt tagacatacc agctaaatgc tgaatcgcac
  3200101 cagaaatacc gcacgcaatg tataggtctg gtgtaacaac tttaccagtt tgaccaattt
  3200161 gtaatgaata atcgcaatac tcagcgtcac aagcaccacg agatgctccc acagcgccgc
  3200221 ctagtacgtc agctaactct tttaatggtt taaatccgtc ttcactcttc acaccgcgtc
  3200281 cgccagcgat aatcactttc gcttctgaaa ggtcaacgcc ttctgccgtc ttacggacga
  3200341 catcttgtat gattgtacgc aagtctttca catctactgt aatagaagac acgtcaccac
  3200401 tgcgagactc atctttttca agcgttgcga tgttatttgg acgcactgtc gcaaataaaa
  3200461 tgccgtctgt tacaatcttc ttctcaaatg ctttaccaga gtagattgga cgagtgaaga
  3200521 taacatttcc accttcaact tctaaagcag ttacgtcaga aactagacca gcttcaagct
  3200581 tcgctgctaa ttttggtgat aaatctttcc caagtgctgt atgtccaaat acaatacctt
  3200641 ctggattttc ttcagcatat acagctaaaa atgcttgtgc atagccatca gatgtatatg
  3200701 attttaattt atcattttca actgtcacaa cgcgatctgc accgtaatga atcaattcat
  3200761 ttgcaaaaga agcaacgctg tctccaacta gaagacctac tacttcaccg ccttctgcaa
  3200821 ttgtttttgc tgctgctacc gcttcaaacg aaacgttacg tagcgatcca tcacgaactt
  3200881 cacccattac taatacttta cgagccatag attttccctc ctgcatatat aatttcgtat
  3200941 tttattagat tactttcgct tctgtatgga gcaacgatac aagttctttt acttgatctt
  3201001 gcagctcgcc ttgtaacact tttcctgcat ctttcttagg aggcaaatag atttcaattg
  3201061 tttttgtctt tgcttccaca tcatcttctt ctaaatctaa atcatctaat tctaattctt
  3201121 ctagtggctt tttcttcgct ttcataatac ctggaagcga tggataacgc ggttcattta
  3201181 aaccttgctg tgctgttact aaaactggta atgaagtttc aaccacttct gtatcacctt
  3201241 caacatcgcg ctcaatcttc acgtttgtac cgtcaatttc aagttttgta attgtcgtta
  3201301 cgtacggaat atttaatgct tcagctacac gcggaccaac ttgtccagat gcaccatcaa
  3201361 ttgcaacgtt tccgcctaaa attaaatctg catctttatc ttttaaatat tcagcaagca
  3201421 cttttgctgt tgtaaactgg tcaccatttt ctacatcatc ttcaatatta attaataccg
  3201481 ctttatcaca gcccatcgct aacgccgtac gaagttcttt ctcactatct tcgccaccga
  3201541 ctgttacaac agtaacttct ccaccttgtg cgtctcttac ttgaattgct tcttcaatcg
  3201601 catattcatc gtaagggttg atgatgaatt ccgcttcgcc atcgtaaatt gcaccgtttt
  3201661 taattacgat tttttcttct gtatcaaatg ttcgtttcat gagtacgtag atgttcattc
  3201721 catttacccc cttgtttttc agaaagattc tatcaatttt aattttctgt taatttatat
  3201781 taaaaaaata attgaactac ctgccactaa atgaaggctt acgcttttct aaaaatgctg
  3201841 ctacaccttc tcttccatct tcactcgtaa atacttcacc aaagatttga gcttcgcgtt
  3201901 gtacaccctc ataataatga gacgatttcg tcgtttgcaa taactctagt acagcacggg
  3201961 ccgtcgctgg gctttttcca gcaatctgtt ttgcaacttt aagcgtatca tctaaaaatg
  3202021 tttcttcagc aaaaactccg ttaactagtc cccattttaa tgcttctgca ccagtaatcg
  3202081 gtgtacttgt taacatcatt tcacaagctt tcgctttccc aacataacgt ggtaatcgct
  3202141 gtgtacctgc aaatccagga attaatccaa gtgttaattc aggtaaacca agttttgcgc
  3202201 tttcagttgc aaagcgcatg tggcaagaca tagcaaactc aaggccgccg ccaagtgccg
  3202261 ctccatgaat tgccgcgata actggttttg aacatttttc aacgcgctca aacgtaactt
  3202321 gtccaagctg cgctaattca gtcgcttgct tcgcttcagt aacagatgta aattctttaa
  3202381 tatctgctcc cgccgagaag aagcgccctt caccatgaat aacaacaaca cgaatattat
  3202441 catccttctc cacttgatca attaattcag taacgtcatg cataacttgc gaagacatcg
  3202501 cgttagctgg cgcatgattt aacgtagcca ccgcgatatg atcttcaact cttacagata
  3202561 ggaatttcaa catgatccct cccattattg acgataacca caagctgcaa taagtagccc
  3202621 gtgtaccgtt tttgaaagtg cgaccagatc atacttatga tcgctcatta cccaattggt
  3202681 cacaacttca tctactgttc caaagatcat ttgtcttgcc acgcgaacat ttaaatcagc
  3202741 ttggaattca ccttgcttta tacctgtctc taaaatctca tcaatgactt gtaagtagcc
  3202801 ttttaatact tcatttattt tcaggcgtaa gtcttgattg gactgtctta gctctaattg
  3202861 cgtaacgata gcaagaggat cattttgcga caacagcaag aagtgcgttt ctaccaacat
  3202921 gaataacttc gatacagcgc tttcaattcc tgctgttttt tgacgaattg tttcgacaaa
  3202981 ttctcccatc ttctcttgga ataaggatat taatatatct tctttatttt taaaatataa
  3203041 ataaatcgtg ccatcagcta ccccagcttg ctttgctatt ttagaaactt gcgcttggtg
  3203101 gtacccattc tccgcaatca caatgactgc cgcatcaata atttgattgt atttcggtct
  3203161 atttttcttc actttactgt ccccttcaag aagaatatga atgaatagtc attcatattc
  3203221 ttataatact gactatttag aaaagtgtca atcccatttt ttcaaaaaga aagggcctta
  3203281 gcccgtttgc tcatcctcat tctttctttt ctcttcctca attaggacac ggcgcaaaat
  3203341 ttttccaact gtcgttttcg gcagttcatc tctaaactca tatactttcg gcactttata
  3203401 ggccgctaaa tatttacgag caaactgatt taattcttcc tcagaacact ccgtaccttc
  3203461 ttttaacaca acaaacgctt taactgtctc tcccctatac ggatcaggaa ctccaatcgt
  3203521 cactacttct tgcacctttt catgctcata taatacctct tctacttcac gaggatacac
  3203581 attaaatccg ctcgcaacaa tcatatcttt cttacgatct ttcacataga aaaagccatc
  3203641 ttcatccatg tagccaacat cccctgtatg gagccatcca tcttgcagta cggctgctgt
  3203701 ttcttctggc ttattccaat accctttcat aatctgagga ccttttacta caatttcacc
  3203761 gatttctccc ggtcgtaatg cctcaccagt ttcaagcgac ataatcattg cttctgtatc
  3203821 tggccacgga actccaatgc tacctggtac tcgcttttcc cataaaaaat tactatgtgt
  3203881 aactggagat gattctgtta aaccatatcc ctctactaat ttaccacctg taactgtttc
  3203941 gaacttttcc tgtacttcta ccggcagtgg ggctgatcca ctaatacaag cacgaataga
  3204001 agaaatatcg tattctttta aaagcgggct atttaaaaga gcgatataaa tagttggtgc
  3204061 tcctggaaac aatgtcactt tatgcttctt aatcgcttca aaaaccattt tcatatcaaa
  3204121 ttttggaata agaaccattt tgtatccttg cataatactt aaattcataa cagccgtcat
  3204181 gccgtacacg tggaaaaatg gaagaacccc aagaacgact tcttctcctt ctttgcaatt
  3204241 atataaccat tgaactccca tcaaagtgtt agaaacgagg tttttatgcg ttaacataac
  3204301 gcctttggga aatccagttg ttcctcctgt gtactgtaaa agagctagat cattttcagg
  3204361 atcacaaggc acctcaacac ctgtattcac ttctttttct actgagttcc aaaggtgaat
  3204421 cgtttcactc tctgatactt ttacaactaa attcgactgt tttttctgca caaatggata
  3204481 caatagattt ttagggaagg gcaaaaagtc tgcaatacga gttacgataa catgctcaat
  3204541 ttttgtagca gattgaacat tcgttactct tggaaacact aaatcaaggc aaagaattac
  3204601 ttttgctccc gagtcatgaa gttgatattc taattctctt tctgtatata atggatttgt
  3204661 ttggactacg atacctcccg caagtaatgt accgtaataa ccaattacag cttgcggaca
  3204721 atttggcaac ataatagcaa ctcgatcacc ttttcccaca ccgagctttt gaagataatt
  3204781 tgcaaatctc ttcaccttat catggaagac cgaaaatgta atatccttac ctaaaaagtg
  3204841 aagcgctttc ttttctggat agcgagaagc catctgttct acatatttat gaagcggctg
  3204901 aatatcataa gaaatcgtac tcggaatttc ctctggataa cttttcaacc atggtttttc
  3204961 caccttcatt cccccttcaa atacataaaa aataaatgaa tgttcattca tgatggttgt
  3205021 tttcattata ttatagtcac cataacgtta caatcataat attctgactt ttatataact
  3205081 atgctttact tcattaactt cttattatat gtagaaactc tcctaatctt aaaagagtaa
  3205141 gagagttatt attcaactta accttattat cgttaacaca gctcctggtg tagttgttga
  3205201 taatgttgca acagctaaca agccaaatag ttgcaaacta atagcacttc cagccgcaag
  3205261 agtagtaata attgttgcac taaatgatgt agttgctacc gcaggagaat taatcgtccc
  3205321 agcaagtggc gctccattaa ttgtaatccg cgaactgact aataacgaag ccgttatatt
  3205381 aattgtatat gaaatataat agttcccagc atttgcaacc gtaaatactg tatttccccc
  3205441 agatacagta atccccggac cgatattttg attatttgga agcgggacat ttgttccacc
  3205501 aagaagtacc gatatcgctg tccctgacgt attatttgca aatgcatacg tcgccgtaat
  3205561 acttgtacct gtgactcccg ttggacctgt cgctcccgtt attcctgtcg ctcccgttgg
  3205621 acccgttgct cctgttattc ctgtcgctcc cgttggaccc gttactcccg ttattcctgt
  3205681 tgctcctgtt attcctgtcg ctcctgttac tcccgttact cccgttgctc ctgttgctcc
  3205741 tgttgctcct gttgctcccg ttattcctgt cgctcccgtc ggacctgttg ctcccgttgg
  3205801 acccgttgct cctgttattc ctgtcgctcc cgttggaccc gttactcccg ttattcctgt
  3205861 tgctcctgtt attcctgtcg ctcccgttat tcctgtcgct cctgttactc ccgttactcc
  3205921 cgttactcct gttgctcctg ttgctcccgt tgctcccgtc ggacctgttg gacccagctt
  3205981 aggaactgtt ccatcgcaac taaaacagca tgaatcaaca tgtacaccat tttgattatt
  3206041 acaactacaa tatccattta tattatttct ccatgaagac atgttgatca cttcctttac
  3206101 ttcgatcttt taagtacaat catctagtta gaaaacacct atctaactaa caaagaaata
  3206161 atttacttaa taggataaac acagatacat tccatagatt ctagtaatta ttacatgcaa
  3206221 tttgctctcc ttttgcttgt actttcgcct cacctccaca gattattaac cttacatatt
  3206281 ccgtttttcg tacacagcca atttcccatt gaaacttccc atattcgcta tttttcgtca
  3206341 aaattttaga aaaatattga cacttaaaat atcctcatag tataatttgg gtgttgtaat
  3206401 tgataactat tttcatttat ggtgctagtt acaaaaatac ttaatttggg ggcagaagat
  3206461 gaagaaaatt ctcagtattt tcatagtagt ttttctattc gctgttggat gcggacagca
  3206521 aaaagaggag aaaaaagaaa caaaagcgga caataaaaat caagctataa caattaaaca
  3206581 cgctgaaggg gaaacgaagt tagataaacc agcgaaaaaa gtagttgtac ttgaatgggt
  3206641 atattcagaa gacttattag cacttggtgt tcagccagta gggatggcag acattaagaa
  3206701 ttataataaa tgggtaaata caaaaacaaa accgagtaaa gatgttgtag atgtcgggac
  3206761 acgtcaacaa ccaaacttag aagaaattag ccgtttaaaa ccagatttaa ttatcacagc
  3206821 ttcattccgt ggtaaagcaa ttaaaaatga attagaacaa attgcaccaa cagttatgtt
  3206881 tgatccatca acaagcaata acgatcactt tgctgaaatg acagaaacat ttaaacaaat
  3206941 tgcaaaagca gttggaaaag aagaagaagg taaaaaagta ttagctgata tggataaagc
  3207001 attcgctgat gcaaaagcaa aaattgaaaa agcagactta aaagataaaa acatcgcaat
  3207061 ggcacaagca tttactgcta aaaatgtgcc aacattccgt atcttaactg acaattcttt
  3207121 agctttacaa gttacaaaaa aattaggttt aacaaatact tttgaagcag gaaaatctga
  3207181 gcctgatggt ttcaaacaaa caactgtgga atcattacaa agtgtacaag attcaaactt
  3207241 catttacatt gtagcggatg aagataacat ttttgacacg caactaaaag gcaaccctgc
  3207301 ttgggaagaa ttaaagttta aaaaagaaaa caaaatgtat aaattaaaag gcgacacttg
  3207361 gattttcggt ggtcctgagt ctgcaacatc tttagcaaca caagtagcag atgtaatgac
  3207421 agcgaagaag tgattacacg atgaataact tacaacatac acttcgagca agtcttgtat
  3207481 tcggaggagg aggagctctc ttgctcctcc ttttctttat tcatatcgga caaggtcaag
  3207541 caaacatttc ctatagtatg attattgatg ctcttatctc accgaaccaa tcgctagaac
  3207601 accaaacttt aattatgctt cgattaccta gagctgtaat cgccatttta gctggcggtg
  3207661 ctcttgctgc atctggggtc attttacaaa cgttaacaaa aaatccactt gctgaatcca
  3207721 gtacaatggg tattcactct ggtgcatatt tctttctagt agcggctaca attttcttac
  3207781 cgaaaggtct gcaaattaac tcacttcttt tcacatttat cggtggtgct attactgctt
  3207841 tatttgtata ccgtatttct ggtgaaaaaa agggaacccc acttagaatg gcactagctg
  3207901 gtatggtcgt tacattaatg ctttctgcct ttactggaac gatgcaactt ttctatgaaa
  3207961 atgaaacagc tggtttattt ttatggggag ctggctctct tattcaaaat aactgggatg
  3208021 gcgttcaatt ttcttttcca tttatcatta tttctttcct agttttactt ggcatatctc
  3208081 gcaaactcaa cattctctta cttggtgatg atgttgcggt ttctcttggc gaaaaaacag
  3208141 cagtaacacg tcttatcgcc ttcattgctg caatcttttt aacagcagtc attgttactg
  3208201 tcgttggacc aattggtttt gtcggcttag ttgcacctca tttaatgcgc ctgataggat
  3208261 accgtcaaca ctttactctt cttctctctt ctttcttatg gggagcagta ttattacttg
  3208321 gagcagatgt tgctggtaga ctaatagatc caaccggtgc cgaacttcct gttggggcag
  3208381 tcacggcaat gattggatcg ccttggctta tttacttagt gtatcggatg atgaagtcaa
  3208441 aacaatatat gaatgataac ggtgcgaata cagctggagc tagttcccgc tattactctt
  3208501 ataaaaaggt aatcattata tctatcacac tctgtattgt gacaattgct cttggtgtta
  3208561 caatcggtag taacgcttat atcgaaagca ttacaaatgt tatatcaggc caattaacac
  3208621 aatttgataa aaacatgatg atgaaccttc gtttaccaag aatgctcgtt gctgctatcg
  3208681 ctggtgcatg ccttgcaata agcgggcttg ttttccaagg tatattacga aacccactcg
  3208741 cagatccttc tattatcggg atttcatcag gagctggtgt tggtgcttta actattatgt
  3208801 atgtctttcc tacacttcct ggtttcttcc tacctattgg tgcatttatc gggggactac
  3208861 ttgcagttgg aattgtcctc ttcttctcat ggaaatcagg attcagccca acagctcttg
  3208921 ctttaatagg aatcggtatt tcagctcttg gctcagcgat tattcaaatc tttatcgtta
  3208981 aagcaaattt gaacgttgct gctgctttaa catggctatc aggtagtacg tatgcaagag
  3209041 gatggaatca cttagaaaat atcattctat atccatcgct aattcttgta ttgattatct
  3209101 ttttcttaat aaaacaactt gacgttctcg tacttggaga tgatttagca acaggactcg
  3209161 ggcaaccagt aaataaaacg cgccttgccc tcattgtgtt agcaacacta cttgcatctg
  3209221 taaatatcgc agctgtcggt acaattgcct ttctaggcct tgtcgcacca cacttagcgc
  3209281 gaattgttgt tggaatgaat caccaaagac tattcgtttg ttctgcactg tttggagcaa
  3209341 tccttctttc catcgctgac ttactcggac gaacaattgc atacccgaaa gaaatccctt
  3209401 caggtcttgt agttgctgta cttggcgcac cttatttctt atggctaatg agaaagagtg
  3209461 ggaagaaggt taattaaaaa agaggcttct tatgtgagaa gcctcttttt tcattcattc
  3209521 tcataagccc gaaggaaact atcttttttt cacgaattta acctatgaac ataactagga
  3209581 gggataacaa tgtaccaaac tattgaaggc ttcttacaat cgtggacata cgaggctgaa
  3209641 tctactcaaa agatgctcga tgtactaaca gatgaatctt tgtcacaaga aattgcacct
  3209701 ggacattgga tgttaggaag agtcgcttgg catatcgtga cggcaattcc tgttatacta
  3209761 tctggcacag ggctaaagtt tgaaggagaa acgaaagatt atcctgttcc aacttctgca
  3209821 aaaacaattg cagctgaata ccgtaaagta aacgcggctt ttgttgaaac acttcaaagt
  3209881 aaatggactg ataaagactt agctactatt aatgacttct ttggtcgccc tatgccgaat
  3209941 tctatatttt taatgacact catcaatcat caaaatcatc accgcgggca aatgacggtt
  3210001 ttaatgcgac aagccggctt aacagttcct ggtgtgtacg gccccgcaaa agaagagtgg
  3210061 gctgcggctg gaatggaagc tcctaaaatg taacgacaaa aaagacaagg tgtttacaca
  3210121 tcttgtcttt ttctgtaact tgtttcatgt gaaactattt tttctaaatg gttgttttat
  3210181 ggaaaagata ggttaaaatg aatacatact atgaagagga gtaaccaaat tgaatacaaa
  3210241 gaataaaaaa atagctctag gaactatttt attaacttct attattggag ttattagtgt
  3210301 atctctttat ttcacctatt atggtacccc ttggggaaaa caagcagcaa ttacggaatc
  3210361 aaaagagtat attacaaaat attttaatct agatgcagaa gtcaaaaaca cttcttacga
  3210421 tgctaaaatg aatagctatg caatcgcctt tgacacaaat aaagacggag agtttactat
  3210481 cgaatataaa agtcctaata actttaatat ttctccagaa gtacaagcgt atttaagtaa
  3210541 acactctaaa tttacagagt agtaatgaag catacatata caaaaaagag ttggtgtaac
  3210601 gccaactctt ttttacgtat tcttatcata cagttatatc ttccttctct atatttttta
  3210661 ttccgtaata tgcaatcaca actccaattg ctgcgagtgc tagttgaagg ggaagaaaag
  3210721 ttgctgcggg aaactctggg ttgctattca ttgcaattga gacaacgata agagatgaaa
  3210781 caattgtagt tggcactgaa cgtttacgca ttccgaaata tagagggatt aaactcattc
  3210841 ccgcagttgc aatggctaaa ggaactagtt ttattccttc ttgcaccaat tgatctactg
  3210901 tgaatgaatt aggaagaatt gaaaaatagc tatctatccc aaagaaaatt cctactacta
  3210961 aaatgttaga tacaataact gttataaatg ttactattgc tgcaatagcc aacttactag
  3211021 ccatcatttt cttccgatta ataggataag aaaacataag tagtattgtt ttatttttat
  3211081 attcaccaat tattagcctt gcgattaata cactaccaaa aacaataaac gttgctctta
  3211141 ctattgtgct agccattaac aatatcgtct ctggattcct tatttctgca tcaccttcta
  3211201 cttgagcgat gatgctcaca aagatcatta atgccagtat aacaatattt gcaataattg
  3211261 ctctcttcac gtaccaacca agcttaaact ttttcaattc tagctttatt aaatgtagca
  3211321 tgatagtgtc ctccttcctc ctaagattta atcaatataa atgactcctg tttcacttaa
  3211381 aatcttcgct tcattttttg catcaccaat cgttcctact tttatttttt ctgtactttt
  3211441 atctttctta aatcctttta aatccactat tacgtcagct aaattacttt tggccataag
  3211501 cttcaatgat gccgggacac ctttataccg tacgccaata tcccctgatt ttgtttctat
  3211561 aaataatgat tttccttctg tcatatcttt cagtaatact tccccagatg ttgaagtgat
  3211621 gttcatattt tcttttttta cattttttac ataattatca ccagtagtgg aagttatatt
  3211681 tacatcttgt aataaactat cttttaacat taaatctcca ctttcggatg tgaattcacc
  3211741 cttctctgcc gataatcctg taatcatttc atctccatat ttgccctttg tcacgatact
  3211801 ttttactact atatctctta ttttcacatc acctgattta ttatttaata caattttatc
  3211861 tatttctttc ttcggaatag ctatacatat actatttttc ttcctaaacg tgaaaccatt
  3211921 aaaaaatctg ttcatctttt gtttttgctt aatcacaatt ttattttcgt cattttctat
  3211981 tttgacggga tctatctctt tatctacttg ttcaccttga gcggaaatta ctattttatt
  3212041 agcatctgta cttttaaatt caatatccca gttttcattg tctacttcta tttcttttat
  3212101 attatttatc tcaaaagact tttctttctt aaaatctttc ccctgaaata ccttaatacc
  3212161 aaaaactaca ctagcaattg taatgaataa tattgcaatt actatcattt ttttcattat
  3212221 tcatacccca gttcgttttt gttttaagct tacttcacgc cacatcgatc ttgtcaattt
  3212281 tacggaacga tagatagcta atgaaaattc ctaataaaca gagcacgatt gggatagcta
  3212341 taaaatcaaa catacttact tgatcgtttc cagcaccaac gttaccacta atcagcatac
  3212401 caattattac tgccgaagta atcgttgtcg gtgtcgattt ctttctcatt ccaaaaaata
  3212461 aaggaattaa acttatacca gatatcataa atgcacttat aatagtacct ggaacggtag
  3212521 ctattatttc gcctatcgta gcaggtgttt caatcagtcc catcattgga ctcacaaaat
  3212581 atacgagcaa gctaataatg aaagtagcga taatcgtgct cacaaaacaa aaacagaaaa
  3212641 caattgttaa tttcgcactc attagcattt tcctttgtag cggatacata aatgctagtt
  3212701 gtatcgtttt gttcttatac tcatcaatta ctaaacgtga taaaatgacc gaactaaaaa
  3212761 taatgaatgt tattctaata aaaatatttg ctaaatccat gttctgtttg aagtcagaga
  3212821 agagcacgtc tccctcagct ttcattccca atgccataag gcttactaca gcgaaaattg
  3212881 ctataataca aattgctaca cttttaaagc aactagataa ttgatgcttt ttccactcga
  3212941 gcttcattaa tctaagcata caaaccacgc ctccattctt tatataactg tctctacact
  3213001 gctaacattc taattccagc agtaactacg cttaacattc ctatcattag tagaattaac
  3213061 aaccatttcc gctctggttt cctataatat aaaatcccac ttatgaacat tacgattaat
  3213121 ccacttacca ggttcagcca taattcatta agcatgaatg ccctctccat ccattacatt
  3213181 taagaaatat tcctctaagg aactatgttt cttattaata ctttcaattt ccacatcatt
  3213241 cataataagt gcttttgaaa tggcttgctg agacactgcc gtatcataca cacgaatcat
  3213301 atttccgctc atgattttat aattttttat accaagttta tcttctagaa tataagctgc
  3213361 acgcttcaca tcaggaacag taatttcaat gtactctgtt tgttttccgt taatactctt
  3213421 cattgaaact tcttttatta gttttccatt ttgaatgaca ccaattgtat ccgccattaa
  3213481 ttccatctca cctaaaatat gactagaaac taataatgta ataccatatt ctttgcagag
  3213541 cattttaaat aagtctctta attctttaat accaattgga tctaaaccgt taatgggttc
  3213601 atctaaaatg agcaattctg gctttgttac gattgccctt gcaataccga gtcgttgttt
  3213661 cattcctaat gaaaaatctt ttactttttt attatctata ccttgcagct tcactaaatg
  3213721 taaagcatgg tcaatttcat ttttatcgta atagcccata tattcacaat gtaattctaa
  3213781 gttttctttc gccgttaatt tatcataaaa gattggatat tcaataatcg tccccattct
  3213841 ttttaatact tcataagatg tatctgttaa cttctcaccg aaaatttcaa tctcaccgct
  3213901 cgtcggtttt attaaatttg taatcatttt cataatcgtt gttttaccag caccattcgg
  3213961 tcctaagaaa ccgtatatct ctcctttttt cacatgcatg ttaacgctag aaataacttc
  3214021 tttcccttta aacactttcg ttaactgatt cgtttttaat atataggtca tgtcactttc
  3214081 ccctttcgca ctactttata tttttataat agacaacgga aatctctttt ttcttacccg
  3214141 tttcttacaa atttcttacg ctgaaaaaaa gcttgtagaa tctacttctc tacaagctaa
  3214201 aactgcatct tttttaatgc aactgtaaaa attgtttttt catacggctt actagaaaga
  3214261 tgaatttttc catccatcgc ttccacaagt ctttttgtaa tcgttaaccc taaaccgctc
  3214321 ccttggtaca atctatttct tgaatcttca agtgtgtaca tacgctcgaa cactttatca
  3214381 atatgcgatt catcaattcc ttttcctgta tcccatacgt ctatatacac attcgtttca
  3214441 tcatctctta acgtcatacc aagtgtcttt ccatcgtctc catatgtaat cgcatttgat
  3214501 ataaaattgt tcaataccct acctaatact tctacatttc caagtgcata tatatttctt
  3214561 tctggtatat caatatgaac atgaaaacct ttcgacgtca ctaaatcata aaaagataaa
  3214621 atcttctcac gacaaacttc attcatattc acttttgtca tctcgattgc tttgtcacca
  3214681 gattctaatt ttgctaaatc aaaaaactta tgaattagtt ccattacttc tagtgttttc
  3214741 acatgcacct tttcaagtaa tatttgttgt tcttctttac tcatcgtttt atccttattt
  3214801 aacatttctg tatatccaag aataactgtt agcggtgttt tcaagtcatg tgaaatattt
  3214861 gaaagcattt ttctcatcga aatttctact ttcgcatgat ctgcatttgt tttctgtttt
  3214921 gcatctaata attgattaat tgccactaat aatttttgca attctagatc atctgtcata
  3214981 acgagtaact tctcgcctgt tttttcattt acaatacttt ctaacttttc atatgtgtat
  3215041 cttaaatttt cactactatt ttttctcatt ttatattgta tgtaaatgac acataacaat
  3215101 ataaaaataa tacttattaa caaattgacc atattacatc acttccaact tataaccgat
  3215161 gccccataac gttttaatgt attctggatt agatggatca ctttcgattt tctcacgcaa
  3215221 tcttctcata tgaacattaa taacgttatc gtcaccgtaa tactcttcgt tccaaattag
  3215281 tgtatatatt tgtgcttttg taaatacacg attttgattc tttacaaaca gttttaaaat
  3215341 ctcaaattct tttaaagtaa gtttgagagg cttcccgttt ttttccacag taaaattaat
  3215401 tggatcaatc gttaaatcac caatttgaat catcttttct gttgtttctg tagccgaata
  3215461 tttcgtagac ctgcgaatac ctgcttttac acgcgcggct aattcaatca tagaaaatgg
  3215521 cttacaaatg taatcatctg ctccaagtcc taatccaaca gctttatcaa catctgtatc
  3215581 ttttgctgac atcattaaaa tcggaacggc acttttttca cgaataatac gtacaacctc
  3215641 taagccatct agctttggca tcataatgtc gaggataatc aaatcaaagg aaccttttaa
  3215701 atatgtgtct accccttctt ctccgtcaga tgcaattgta acttgaaagc cttccttcac
  3215761 taaatacttt tccaccatct cttgaattga gagatcatct tcaactaata aaatatgatg
  3215821 tgacatatgt ctatcccctt tttacaaacg ttaacaattc aattgtatcg taactactac
  3215881 agacttgaaa caaatatatg aattttcaaa ccaacttccc ttccttcctt aacaatgata
  3215941 tgatgaaatt cactacgatt gttcataatt aactttatat aaaggagact tatcatgtca
  3216001 gaaaacaaaa aagtaagctt agctgattta atgcgcgaac aacttgcaaa gaaaaagcaa
  3216061 ggtaacggta atggtcaaaa tgccaaaaac caaagccaag aaacaaaaaa attacaaaac
  3216121 caacaaacga aaaagacaaa caaccaacgt agacgtacag gtgtataaat gaacggacaa
  3216181 aaacgttcta atatcgcacc tggccttgaa gttgatattg tattaaaaca agatcaacgc
  3216241 accggcaaat taacacgtgg aattgtaaaa gatattttaa cgaactcccc ttctcatccg
  3216301 catggcatta aagttcgatt gcaggatggg caagtcggta gagtacaaaa tatcgttcaa
  3216361 taagaaaagg agctcaagta aactcgagct cctttttctt tattaccctt taattttctc
  3216421 gatgaaaact acttttaaat agtctccttc tttaaattga tcgattgtac ggaaatcttc
  3216481 tggtaaagaa tgttcttcta atactttata tttaccattc atttctttaa atgctgtatc
  3216541 aataaagcct ttaaactttt tcatatcgaa tgcactacaa tttgtagaag caacgataat
  3216601 accgttattt tctgtaatgg caattgtttc ttttaataaa tttttataat cttttgctgc
  3216661 actaaatgta tattttttcg agcgtgcaaa gcttggaggg tctaatacaa ccatatcaaa
  3216721 cttcatcttt ttcttcgctg catatttaaa gtaaaggaat acatcttcta cgataatatc
  3216781 ttgtgcttca taatcaattt catttacact aaactgctca attgttttac ttaaactacg
  3216841 atttgcaagg tcgacactcg tcgttttact cgccccacca agcgctgcaa atacagaaaa
  3216901 agcacctgta taagagaaca tatttaacac ggttcttccc ttcgcatatt tatcacgaat
  3216961 ttgttttcgc acgttacgtt gatctaaaaa gacaccaacc atcgctccgt catttaaata
  3217021 aacagcgaag ttcacaccat tctcttttac gataagcggg aactcaccgc gctctcctgc
  3217081 tacgaaatca tcgccttcaa tgtatttccc tttcgtatca aaacgcttct tctcataaat
  3217141 acctttaaag tttgctactt tttggagagc agctataatc tcatctctga aagtataaat
  3217201 cccttcgcta taccagctca ctacataata accgtcataa taatcgatga ttaagccacc
  3217261 aagaccatca ccttcaccgt ttagggcgcg gaatgctgtc gtatcacttg atttgtaaaa
  3217321 ttgctttcgt ttatgtaagg cagattttat tttactttca aagaaagatt gattaatttg
  3217381 ttcactctct tttctcgtta aaatccaacc gtatccttta ttttgttttc cataataacc
  3217441 ttttccgaca aagtggttct tctcatctac cactttaatg attgttcctt cttcctgaac
  3217501 atcatttaaa ttttgaatcg catcttttaa aataagcgga tatccacttt taatttcttt
  3217561 tataaatttc ggttttattt ttacagttac ttctgatcgc atataaaaac ttcctttcca
  3217621 tttgcatgct ttctttatag gaagcactta aaaaacgaga ctgaaaaaca gcctcgtttc
  3217681 actataccat attattgctt tgctagtaca actagctcat cccctggcat aacagctata
  3217741 tatttataca atgttgaaaa agtaagacta ccatctctat ggcgaataaa taatattaaa
  3217801 tcctctgaat tgatttcttc tttattaatc ttttgttctt ctgcaacttg tatcgtttta
  3217861 aacgtataac catcttcaat ttttctattt aattcttcat aaatttcatt ttgaccaaac
  3217921 agtaaatgag cttttttcga aagggaaatg cgttcttgtt caatcttttc tacatcatgg
  3217981 attggaagta aaaatgtatt atgatgtcca aactgcggta cgtatgtatt tgcgactaat
  3218041 acattataag aatccgtatc tgtaactgca attaagtatt catactgatt catatcaact
  3218101 tcaaattgta actgttcaga gagtacttga ccattatatg tattaagccc ttttaccttt
  3218161 gcacattgca aatgctcttc tgatacatct acaattaagc tcggaacacc catctcttta
  3218221 cagtgcaatg caaaagcaga tgagaatgta ctcgcacctg aaattaaaat tcctggtggc
  3218281 tccgtattcg ccaatcctaa tcttttcgct aaaaatccaa ttgaaaatcc atgagcacaa
  3218341 acggtcgtaa taacgagtgc aaatgtaagc gccgttaata tagaagcatc tttataacct
  3218401 tcttgtaata actccgtcgc aaagtaactt gaaaccgtta atgcaacaat acctcgcggc
  3218461 gcaatccagc caactagcgc ccgttctgct tttgttaact ctgtgccgat tgtcgatatc
  3218521 caaatcgata aagggcgtac aacaaatagc atcataagta cgaagcttat aataggccag
  3218581 ctgaaaatct ccataatagt tgttcttgga agcgatgctg ttaatataat aaaaacagtc
  3218641 gacgttagta gtacagaaat attttcgtta aaatgacgaa tatcaccgat agaagaaata
  3218701 tattttttca tccgcgcaag cgtaatcccc attacagtta cagctagcat acctgtttca
  3218761 tgcatcacct catccgcaat gccaaagcat aacagtaccg taactaacaa aattggtgct
  3218821 tttaaatatt ctggtacttt cccctttaaa atcatatagc tcataaaaat actaaatata
  3218881 taaccgagta ccattgcaaa taatgaacct gcaaagaaat acagcaacgt atgtaattgt
  3218941 acattttctt tcgttaagaa atttacaatt tgaaaggcga atacagcaag caaagcgcca
  3219001 aatggatcaa cgataatccc ttcccatttt aaaattgctg ctgttcttgg ttttaatcgc
  3219061 gcttggcgta acaacggaat aattaccgtt ggacctgtca caataaaaag tcctccaata
  3219121 ataaatgcaa ccgcccaatc taatccagcg acgtaatgag ctgcaagtga gccagcaatc
  3219181 cacgcgataa acgctccaaa cgtaacgata cgaaatactg gtttcgatag ccccctcagt
  3219241 tcacgtatat ctaagcttaa actaccctca aacaatataa tcgcaacaga gagtgatacg
  3219301 agtggactaa aaacatctcc aagcacctct tttggattaa taataccgaa aaccggacca
  3219361 attaataatc cagcaactgc cataacaaca atcgcaggga gctggaagcg ccatgcagtc
  3219421 cattgtgaag caatacctaa cgtaataata ataacgatac taagtaaaag tgattcaacc
  3219481 ataatgccct ccttgttcat agtattgcga cagcaaagta taaaccatac tttacttcta
  3219541 tatattttca attgattcta tttacataat atataatcaa gttaaatata tagtcaacag
  3219601 gaggacacta tacttacata aagtgaaact ttaatcaacc ctcaccaatc ggggtcttac
  3219661 tgcccggcaa atagcaggat taaaaatatt atcataattt aagattaccg ttgacaatga
  3219721 taatgatttt cattatcatt taatgtatat gaattctcga aaataaaggc tacacttata
  3219781 ggaggaataa acatgattat tgttacaaat acagctaaaa ttacaaaggg taatggacat
  3219841 aaattaattg atcgttttaa taaagtaggt caagtggaaa caatgccagg ctttttagga
  3219901 ttagaagttc ttctaacgca aaatacagtt gattatgatg aagtaacaat tagtacacgc
  3219961 tggaatgcaa aagaagattt ccaaggttgg acgaagagcc cagcatttaa agctgctcac
  3220021 tcccatcaag gcggaatgcc agattatatt cttgataata aaatctctta ctatgatgta
  3220081 aaagttgtac gtatgccaat ggctgcagca cagtaaacat atttcttttt taaagtatag
  3220141 aataggagaa acgttaccac ttctcctatt ctatactttt tttactgtct ttttactagt
  3220201 ttcgcatgta cgactaacct tcctgcttcc ggatcgagtg catagtcaca cgtcgaaagt
  3220261 gttacaattt gatcacctgc tgttactgtt gtatccgttt tatacaacga tttttcttga
  3220321 attttctcca aaaatgatgt gtattccgta tcactgctaa aatccgtttc aatgtaataa
  3220381 aaatcagttg ttgttgtata caccgagaac acttcaagat catatccttc aaataatgta
  3220441 tcgtaatata atttacgatg cgacatgaag aactcttcat ctaacatttt ctttaaactt
  3220501 ccaaacatag aaccatcttt catacggtga ccatataaaa tagtatttcg attttgagat
  3220561 ttcacatcat tacggtagtc cataaagatg cttcctgctc tcatatcttc acctttataa
  3220621 ttacgaaata aatagtaatc attgtctttc gcttgaacga ttggataatt aatttgtgta
  3220681 tcatccatcg taatccatcc aactatttct tggttaattt gctgcagcgc tttgaactgt
  3220741 ttacgcactt ccccgtcttg tgattgctct tccatcggac ttttttcata aatgttttgt
  3220801 gcttcggcca ttactttacg attttcatag taatccataa aaatatcacc taattcatac
  3220861 actgaataga aaaaggtacc taaaaaaaca actgtaagta ttcgttgaaa aaaaattttt
  3220921 ttcttccgtt ctttttcact actcaaatta tcacctcaaa acggattgtt cgcatattta
  3220981 aatacccatt gggaccatat acaatcctgt atcttcatct tgctttacaa cgacatctac
  3221041 accgtatatc gcctttatca tattttctgt cacaacgtca tccggcttac ctttcgtaac
  3221101 aatctcgcca tctttcataa cgatgatgtg atcactatag cgaattgcct gattaatatc
  3221161 gtgtaatacc atgacgatcg tcaatccatg tacttcattt aactctttta ctaactctaa
  3221221 tatttcaagt tgataataaa tatctaaata ggttgtcggt tcatctaaaa agagcattgg
  3221281 tgttttctga gctaacgtca tggcaatcca aacacgttgt ctttctccac cagataaagc
  3221341 atgaatctcc ttatcacgtt tacttagcaa attcgtacat gctaaagccc tttcgatcgc
  3221401 ttctctatct tcatccgttt gcgaggaaaa aatattttta tgaggcatac gaccaaaact
  3221461 tgttaatttc tctaccgtca tatctgctgg tgcttcattt tgttgatgga caacggctaa
  3221521 ctttctagca aactctttcg gtttatattg gctaattgct ttcccatcta gtatgacctc
  3221581 tccgctacga ggatcatgat ttcttgacat cacgccaagt aatgtcgatt tcccacaacc
  3221641 atttggacca ataattgttg taactttacc aatttctatt tcactactaa ccgactttaa
  3221701 tcgatccgtt acattatcat acgagaaggt tacattttta atttccatga actttatcac
  3221761 tctttctaag caagaatatt aagaatgggc caccaataac tgccataatc gtcgccgctg
  3221821 gaatttcgtt aggtggtaca attaaccttc caatcgtatc cgccgtcaaa attaataacg
  3221881 ctcctgcaag agcagaaaaa ggaattaata ctttatgatc tgaaccgact aattgtcttg
  3221941 aaatgtgagg aacaagtaat cctacaaaag caataacacc tgcaatcgct gttgatactg
  3222001 cagctaagag tactgcaata gcagaaataa taagacgaac tctcgtcacg tgcaaaccta
  3222061 agtttttcgc agtcttatct tgtagtgata ataaattaca ccaagctcct acaaacagag
  3222121 caagaaccaa accaattgtt ccatacgtaa ccattatttc tacatcgccc cacgtcttca
  3222181 tcgttatatt agaagtcgtc gtttgcttaa tactcttaat gaaatatcca caaatcgtaa
  3222241 tgaacgattc atttaatcca gtaaacatcg cattaatagc tataccaact aaaataatac
  3222301 gaagtggact taaccctgac ttccatgaaa atgcataaac gagataacac gcaaacgcac
  3222361 cacctaaaaa ggcaaatact ggtgtccaga aaaagaattg cgggaacaac gttataataa
  3222421 caagtgtcat aaaacttgct cctgaagata tcccaatcac tccagcatca gcgagtggat
  3222481 ttttcataac agcttgaaaa agcacaccag aaacagcaag agccgctcca gtgaataacg
  3222541 caataataat acgcggaaaa cgtaaatctt taatcacttc aacatcttca tttccacctg
  3222601 taaatatccc ttgtacaagt tcaacaatac ctacttctaa actccctttc atcgctgaca
  3222661 atgatgtcat aacgataagt aatgcagtaa caatgaggaa actccaagtt tttttattca
  3222721 ttctactctt cctttatatt aaaatgcatc acggatacat catttttttc aattcatcta
  3222781 acgcttcaat tgctgctaaa tttcctgtcg ttccaaataa acgctcttct aaatcgtaaa
  3222841 cacgattatt tttaactgca gcgaagtgct tccaaatgtc attcgtttta aattctttat
  3222901 caaacatttt tacaacttca tcaggcatac catgagctgc tcgtaaaata atatctggat
  3222961 cagctttctt taagtactct gtattagaag ctaaatattc tactttttca ccttgcacaa
  3223021 tatttttacc acctagttgt ttcactaaat ccccaatata agaatgctct gttgctacta
  3223081 aataacttcc cggcacacct aataaaataa gtactgtcgg ttctctcttt ccttttactt
  3223141 cttttcgaat gctagcgact tttttatcta acttcgttac aactgcttca gcttgttttt
  3223201 cacgcccata ttgcttacct aaattactaa tggcattttg catatttttt aaactagtta
  3223261 agtctacaaa gtttgctttc atacctacac catcaaaaac tggctttaat tcatattcaa
  3223321 gtgttgtaac agataatact tctgacggct ttaatgattt taccttttcc atatcaggac
  3223381 tcatcggatt cccgacttca ggtaaccctt tatatctctt tggtaaatct ttcgtactcg
  3223441 ttggaacacc aactaaatct acttctaacg catccataat ttcagtaaca gcaactgtcg
  3223501 tagcaacaac tctctcttta ctctcactct tcacctgttt tgctgcttct tttttaggcg
  3223561 ccgagcatcc agctatactt actaataaaa tgatagccat tagtacactt gcaattttct
  3223621 tcactctcaa tcaccactcc tttccaaaca atatgaaaca agtcttgatg cacgcgaaca
  3223681 tgcatcaaga ctccaaaaat tacaatctac ctgctctata tttacgaact agtaaagcaa
  3223741 gtgaacctag cagtaacacc atgtataaac caagttgtgc tgtatctgct gtttttgagt
  3223801 ttttttcttt tttcgcatca ttatttgtag cttcattttt cttcttacca tctgcatttc
  3223861 ggttaaaatc aggcgtagca attgttttta cattatctac tttcggcgta attaccggat
  3223921 ttttcggttc attcttcggc tcttctttta ccgttcctac agcaccaatc ttcgtcggat
  3223981 caaattgaat ttgtacgtcg tagaaatgat ggtagttcat tgaatcgata tctactttta
  3224041 cctttgcatt taattttgca aataaatcat tagcttcaaa ttctacgact cttgtatttg
  3224101 cggccttatc ttcacttact acttttgcat ctgcaaatcc accattcttt tccgtttgga
  3224161 attttgtaat ccattcacta ttttttagtg tcattgcaat atacttctta ccatctttca
  3224221 ccgttaacct tgctggactt acaacatatt gattcatcat tgaaatttct tcagtcttat
  3224281 cttttaacac tttaaaagca atatcgtact gaccatcctt taaatttttc ggatcaactg
  3224341 ttggattttc atttagatta ttcgttccat cttggttatt gttatcatct tggttgttac
  3224401 ttccaccttg gttgtcgttt ccgccttgat taccattacc atcttggtta gtatctccac
  3224461 cttggttacc taaagattta atacttcctt tatcaaatgc aaattgaata tcatagaaat
  3224521 ggtgataatt cattgaatca atatccactt tcacttttgc atttaacttt ttcgataaat
  3224581 cagctacttc cacttctact actcttgtat cttgctcttt atttgtacct aatactttcg
  3224641 catcgacgaa cgcaccattc ttctcaaact caaacttcgt aatccatgag ctatttgtta
  3224701 atgtaaagga tacatacttc ttaccatctt tcacttttaa cacacctgga ttttttgtat
  3224761 atgtgttcat cattgaaatt tcttcagtct tatcctttaa cactttaaaa ccgatactgt
  3224821 attcaccgtc tttaagagca ttgggatcaa ttgttttgtt atcgtcatgg ttgttgtttc
  3224881 caccttggtt attgtttccg ccttggttgt cgtttccgcc ttggttgtct aacggtttaa
  3224941 tgctaccttt atcaaatgca aattgaatgt catagaaatg gtgataattc attgaatcga
  3225001 tatctacttt tacttttgca tttaactttt tcgataaatc gtctactgct acttccacta
  3225061 cacgtgtatc agctttttta tcttcactta ttacatttgc atcaacaaac gaaccatttt
  3225121 tctcaaattc aaattttgta atccaagaac tgttcgttaa cgtaaatgat acatacttct
  3225181 taccatcttt tacttttagc aaacctggac tttttgtata tgtgttcatc attgaaattt
  3225241 cgtctgtttg atcttttaac gctttaaaat tgatgctgta ttcaccatct ttaattgttt
  3225301 cagcatctgt ttttttattt tcatctggtt tttctacttc tggtttttct acttctggtt
  3225361 tttctacttc tggtttttct acttctggtt tttctacttc cggtttttct acctctggtt
  3225421 gtttctcttc atttttaatt tgttcaagtt tatcttgttc aaataaaagt tgtacatcat
  3225481 gcgtttgttt ataatttctt gatgccatct caataaatac ttttgtattt agtttttttg
  3225541 atagatcagc tacttcgaac tctactactc ttgtatcttt ttctttattt tcactcacta
  3225601 cttttgcgtc aacaaatgca ccatcttttt ccgtttggaa atttttaatt aatgagctac
  3225661 tttttaatgt tacaattgct tttttcttac cgttttctat ttttaatact cctggattta
  3225721 ccatgtaagt attcatctta gattcttcat ctgtttgatt ttttaacact ttaaatggaa
  3225781 tgctgtactc tccatcttta attgtgttag aatttggttg ttgatctggg tcaggctttt
  3225841 ggtcgggctt ctgacttgga tccggttttt catttggatc tggcttatta gctgggtcct
  3225901 ctttttcatt tggttgttcc acatgaatcg gtgtaatact attttgatca aatgcaatac
  3225961 gaacgtcgta ctcatgatga taatttaaaa aatcaatatc tacttttact tttgcattta
  3226021 ataccttctc tacatcttct acatcaaatt ctactactct tgtatctttt tctttatctt
  3226081 cactaattac atttgtcgca actagcttac ctgctttttc tgtttcaaac ttcgtaatcc
  3226141 atgaactatt cgttaatgta aaggatactt tctttttccc atccttcact tttaaagtcc
  3226201 cggggcttac tgaatattga ttcatcatcg attcttcatc tgatgtatct tttaaaactt
  3226261 tgaacccaat tgaatattca ccgtcagcca acttggtagc tgcttgaact gcaagtggtt
  3226321 gtaatgttga tacgaatgta aatatcatta aaaacatagc aacaatgatt tttgtatacc
  3226381 tgttcaatgg aacgactctc ccttttgaaa attatttaat actgttccca tcaaatacaa
  3226441 agcgaatatc atatgaagca ttataattaa taattggaat attaattttc accttgccat
  3226501 ttagtttttt tgacaagtca gcaacttcaa attctactac tctagtatta tcttttttgt
  3226561 tttcacttaa cacggttgtt tctacaaatt gaccatcttt ttctacttgg aaacttttaa
  3226621 tagaagtact atctttcact ttaaatgaaa catattgttt tccattttta actgttaatg
  3226681 ttgctgggct ttcaaaatac ctattcattc tagacgattc atctttatcg cctttccata
  3226741 cagtaaaagc aatattatat tttccatcag ctagttttgt agcagccttt gcatcttgta
  3226801 aacctagtgt tgcaataaac gtaaataaaa cagcaaatac ggcaataatc attttaaatt
  3226861 gtttaaacat atattcatca cccttcaaaa gatttattta ctcaatttca ctttacgaat
  3226921 taagaaaaca cctgaaataa gaattaacgc tgcaaacaat ccaatacgtg cttcatcgcc
  3226981 tgtttttgga ttatctgttt tttcagcttt tccattttca ttttttgttt ctttgttcac
  3227041 ttctttagct gtttccttac tctctacttt tgttttctct tcttttactt gtgtatctgt
  3227101 tttcgcttga tcattatttt ttgttgtagc agctacgccg ttatcgccac ctacagcttt
  3227161 tacatttgca tcaaaagcaa aacgaattgt gtagtggtgg tcatagtttg catttggtac
  3227221 aacaacatga atttttacag ctgccggttt ggataaatca tctactttaa actctactgt
  3227281 tcttttatct gccgattcat ctttactaac aactttcgca tcaacaaaat tcccgttctc
  3227341 tggtgcttta aattctgtaa tccaagcact atgattcatc ggaacttgta ctctcatctc
  3227401 accgtttttc actattaatt ttgctggctt ttcaaaatag tcatttgcca ttgaagctga
  3227461 atcattttcc gctttttgaa ttacgtaatt aatatcgtaa gtaccatcag ctagttttgc
  3227521 tgaagcattc ccgtatggca ttacaagaaa agctagcata catacgaacg ttataataaa
  3227581 agcgggtaat acagaaacct ttttcatttt tcttgtttcc tccttggtta tctttcattt
  3227641 catttttgaa aatgataatt attctcattt tataagaaaa aaataatctc ttctacccat
  3227701 tatttaatta gcattctttt atgtaacata agcattattg attatcattc tcatttaatg
  3227761 ttaaaaataa tatctcaccc tattccttat acaaaggcat agaaactgag aaaatttata
  3227821 aaacacattt attgattatc attctcaatg aaaatcaaaa aaataaacta tctcttctcc
  3227881 tcttctttca cctctttcca taacaacact atagttataa aaatcccttt tccctcactt
  3227941 cccttccaaa atttccataa ctaagtcaat cttagcctac tcataaattt tttgtcaact
  3228001 atattacgta taaaattttt aatatctaaa tttctctata tacggctttt tttacaaaaa
  3228061 aagagacttt ctattataga aagcctcttt tctctatttt tctacagcaa cttcttgctt
  3228121 ttgaaactta gaaactatat aaccaaatcc tataccgatt atgcctggaa ctaaccaacc
  3228181 aattcctaca ctatataatg gaatcttatc taaaataggt gctagcgctg caatttgaag
  3228241 gtttgcattg tgtaacccat caaagaaact tattgcaaat gctcctacaa tcccgcccac
  3228301 atacatcgct aatggaagac gaacgtagtt ttcaacaagt gataatacga taagtacgat
  3228361 tccaattgga taaattgcga ttaagattgg taatgctaat gcatttaact gagttaaccc
  3228421 aaggtttgct accataaatg ctaatacaca gaaaatgaaa acaacttttt gataagaaag
  3228481 ctttggtaat aaagaagaga agtaatcacc acaagctgca acaataccta cagaagttgt
  3228541 taaacatgct gctgtaattg cgatccctag taataaagtt ccgtagctac caaataaatg
  3228601 attcacgaca tttgttaaaa taattcctcc gtttgcgccc attccaagtg acacactaga
  3228661 agctccaaga taagcaagtg ctaaatacac aagtagtaga ccaagcgctg caataaatcc
  3228721 tgcaaagatt gttacttttg caatgctgtt tttatttgta atgccttttt cttttaacgc
  3228781 atgaattaca acatttccga ataccagtgc tgcaagtcca tctaaagtta aatatccatc
  3228841 aataaatcct ttaaaaagag gggcactata cgcttctgtc ggtgcaccaa attctccgat
  3228901 tggtgtaata agtgctttac ctacaataat tgcaataaca gctaataata ttggagttag
  3228961 cactttacca atacgaccca ctaatttcga tgggtttaaa gctaaataga aagtgacagc
  3229021 aaagaaaatg aatgtaaaga taacaagtga atacgattga ccagctatct cacttggtaa
  3229081 aaacggtgcg acactcattt cataagcaac agttcctgta cgtggcacac ttacaaatac
  3229141 gcctaaacat aaataaattg cagtgataaa aacaagtgcg aatataggat gtacacgtcc
  3229201 tgctagctca ttaatatctc cctttaaagc tataacaatt actcctaata aaggtagtcc
  3229261 aacgcctgtt acgataaaac caaataacgc aatccataca tctgttccag cgccttgtcc
  3229321 taacgctggt gggaaaatca tattacctgc accgaaaaat agtgcaaata acattaaact
  3229381 tattgcaaac atctcagaaa actttaaaga tgatttcatt tctactaacc tcctaattta
  3229441 atttaacaaa atattctgaa ttaaaatccg tcatatatcc tctttcaagc atacttcccc
  3229501 gtaaaagaac gcaaaaaaca cccgtcccta acaaagggac gagtgttgaa atcgtggttc
  3229561 cacccttatt ctaataaaat gaatttataa cgaaataagc tcattttata gctcgtgtaa
  3229621 attgataacg gttttatccg ccaagaatta caatgcatta tgcatgcagt tcactcttga
  3229681 agtttagagg tggtaagttc gtctttccgt attaggaagc tcacagccta aggcttccct
  3229741 ctctgagaat cgtaaaaaac aactcatgtc ctcatcatta cttttataaa atatcttgtc
  3229801 gaaacttgtt gttttttatt atatgggcta ttttttaaaa aatcaatagt tttatttttt
  3229861 ctgacaaaaa aatataggga gaaaattttt cctccctata actgtcctat taataattct
  3229921 aattcttcag ctgtaatgtc tcgccacttt cctacttcaa gatcatttag ctctatattc
  3229981 ataatgcgtt ctcgctttaa ctttgttaca gtaaacccga aagctcggct cattctacga
  3230041 atttgtctgt tcattccttg cgttaaaacg atgcgacacg tagacttatc cactctcgtc
  3230101 actttacatg gcttagttat tccatcttta atctttacac cgctggacat ctcattaata
  3230161 aaccaatctg taaaaggttt atcaactgta acaacatatt ctttctcgtg ctcatgatca
  3230221 ccgtgtaaaa tttgattggc aatcccgccg tcattcgtta ataaaataag tccttctgat
  3230281 gctttatcta atcgtccaac aggaaagata cgctctgggt aattaatata atcaataata
  3230341 ttaccttcaa tatgctcagc tgctgtgcag gtaatcccaa ctggtttatg aaaggcaata
  3230401 tacacctttt ctttctcttc ttttgcaata acctgtccat caatcgttac aacatcacct
  3230461 tcattaacaa gtgcaccgtg cgtacatatt tcgccgttaa tcgctacgcg cccggcttta
  3230521 ataaggcgat ctgtttcgcg tcttgagcaa gaatttgctt cgcttatata ttggttgatt
  3230581 ttcataactt attccttttc atatatatta aaagcgtcaa tctatggcaa tattactctg
  3230641 ccacgattga cgctcgttta cttcgcaaaa acaactaaat aaataacccc aatcaccaaa
  3230701 aatattccac aacaagctaa caatactttt gcaagtttgt ccataaacat ataatggttt
  3230761 cccctttgtt tcgttgtttt ctattttaat tcgacaactg ttacgcctag gcctccctcg
  3230821 cccatgtcac cgtaacggaa tgtttttaca ccgcggtgct tcttcaagta atcttgaaca
  3230881 ccttggcgaa gtgctcctgt tcctttaccg tgaatgattg atacacgagg atagcttgca
  3230941 agctgggcat cgtctaagta tttctcaacg cgcgccattg cattttcaaa tcgttcacca
  3231001 cgaagatcaa gctctagcga aacatgatag tctctacctt ttactgttgc aactgctttt
  3231061 ttctctgttt gtttcggtgt attaatgtat tccatattag attcttttac tttcatcttc
  3231121 agaataccaa tttgtacgct ccactctgta tcgcttactt tttcaagcaa ttgacctttt
  3231181 tgaccgaacg ttaatacttt tacttcatca cctgcacgta actgttgttt cggcgcagta
  3231241 tttttcacgt ttactttttg tttcttcaca agctctggtg ctgcgccttc tagacggctc
  3231301 ttcgcttcaa ttagctcgtg atctttcacg tttgcaagct gtgctttacg caattgacga
  3231361 agttcttgaa taatgccttc tgcttctttc tttgcagctt cgactttttc ttccccttct
  3231421 ttttgcgctt ttaataatcg ttcatcacgc tcttcgttaa attcaataat ttgacgttgt
  3231481 aattcgcgat gcagtttttc agattgcttg cgaagtgctt ctgcttcgtt ccagtcacgc
  3231541 tctgcgttct tttgactttc ttctaacttc gcaatcatat tttcaatttt atttgtatcg
  3231601 gtactaatgt ggttacgagc ttgatcaatg acgcgattag ataatccaag acgtttcgaa
  3231661 atttcaaagg cattactacg tcctggtaca ccgattaata atttatgcgt tgggcttaat
  3231721 gtatttacat cgaactcaac actcgcatta ataacttgct cacggttata tccgtatgct
  3231781 tttaattctg ggtaatgcgt cgtagcaaca acgcgagcac cgcgattaca tacttcatct
  3231841 aaaatcgaaa tggcaagtgc agccccttct tgtggatctg ttccagcacc taattcatcg
  3231901 aataaaacta agctttcaaa atcagctttt tctaaaatat caacaatgtt caccatatgt
  3231961 gaggagaacg tacttaaact ttgttcaatc gattgctcat caccgatatc agcaaatata
  3232021 tttttaaata cacaaatctc tgactcatcc attactggaa tatgaaggcc agattgcgcc
  3232081 attaacacac aaataccaac tgttttcagc gtaactgttt taccacctgt attcggtcct
  3232141 gtaataacaa ttgtcgtgaa atctttacct agcataatgt tatttggcac gataacttct
  3232201 ggatcaataa gcggatgacg tgcctgtctt aaatccatat aacgctcgtt atttacgatt
  3232261 ggcttcgttg ctttaatacg cttcgcataa aaagctttcg caaatatgaa gtcaagattt
  3232321 gcaactactt ctacgtttga taaaacgata tccgcttcta ctgccacttc ttctgttaac
  3232381 attaataaga tgcgttcgat ttcttgtttt tctttcacac gtgcttcttg gagtgcgtta
  3232441 tttaattcta caatgacttg cggttcaata aataacgttt gtccagaagc tgattgatca
  3232501 tgaacaatac cgccatatac gccgcggtat tcttgtttta ctgggattac gtaacgttca
  3232561 ttacgaatcg ttacaatcga gtcagacagc atcttttgcg cgtttgaaga acgcgtcatg
  3232621 ttttctaact tttcacgaat acggctttct gcagtacgaa tttgagtacg aataccgcgc
  3232681 agtttatcac ttgcgctatc gactacttcc ccaccatcac caatacaatt tgtaattttc
  3232741 ttttctaaat catataaaga tacaatttga gcgacatgag tttctaaaat gggaagctca
  3232801 acaccattat caaccatatc ttcaatgaaa cgtttcatat tgcgactacc atacatcgta
  3232861 ttggcaatat caagtagttc atttggactt aacatacttc caatctttgc acgcttcaca
  3232921 ttagagcgaa tatccgtaat accacctaat ggtgcactac cctttagacg aataactttc
  3232981 gctgcttcat ccgttgtatc ttgcatttct acaatttctt caaaatcagt gctcggcact
  3233041 aaatgcttca ctttgtcacg accaagtgaa gatgctgtat gttcaagtaa ttgttctttt
  3233101 actttattat attctaatac acgcaacgtt ctttctaaca tgttgcaggt cccccttgtg
  3233161 ttacttatta cgtttaatat agtctaataa acgttcaata tcccacgtgt taattacgtt
  3233221 atctttttga atccaacctt tacgtgctgc cgctacacct gtttccatat cttctaacat
  3233281 ttcaagtgta tgagcatccg tgttaatcgc tacttttaca ccagcatctt gtgcttgttt
  3233341 taataatttc gcacttaaat ctagacggtt tggattcgca tttaattcta aaactgtatt
  3233401 tgtttctttt gcgagttcga ttaataagtc tgtatctaca tcgtagccct cacgacgtcc
  3233461 aagaagacgt cctgtcggat gggcaatcat tgtgacatgt ttattctcta gcgcagcacg
  3233521 aagacgtttc ataatcgttt cacagtcttg tgagaagcta gagtgaattg ctccaatgac
  3233581 ataatctagt tctgctaata cttcatcatc aaaatcaagc gaggcatccg gtaaaatgtc
  3233641 catttcaatt ccgcgtaaaa ttgtaatgtc tggatacttt tcgttcatac gttcaatttc
  3233701 tttcgcttgt tcacgaaggc gctctttcgt taaaccgttc gctactttca agtattgtga
  3233761 gtgatccgta atcgccataa acttatatcc acgagcacgg cacgcttgta ccatctcttc
  3233821 aatagaaaaa gcaccatcac tccatgttgt atgcatatgt aaatcacctt gtatatcaga
  3233881 gaactgaatt aagtttggat actctttaat taattcaatt tcttttccat cttcacgaac
  3233941 ttctggcggg ataaatggaa gaccgaaatg agcaaagaat tcttcttcct tctcaaatgt
  3234001 tttcacttcc cctgtttcca agttctctac accgtactca ctaattttct cgcctttatc
  3234061 ttttgcgatt tgacgcattt ttacgttatg gtcttttgat cctgtgaaat ggtgaagagt
  3234121 tgtaataaac tcttctggtt ttactaagcg gaaatcaatc gaaatatcat attcatattg
  3234181 aagacggacc gaaactttcg tatctccgct cgcgattact tcaatcatat tatcaaattg
  3234241 tagtaaatgc tcacgtactg cagctggttc tgtcgttgca atgataaagt ctaaatcttt
  3234301 tactgtttca cgaacacggc gcaaactacc agcgcgagag aaacgaatta cctcagcaat
  3234361 attcgacaat ttctcctcta tttccccggc aataggcaat accattgcga ttggtaaacg
  3234421 ctccggacgg gatcctactt gatcgattgc ttctaatatt ttctcttctg tttttttgcc
  3234481 gaaaccagct aaagcttgta ctttattttc ctcacaaacc gcttttagcg actccatatc
  3234541 aacaacacca agttctttat ataacttagc taccttttta ccacctaggc ctggcaattt
  3234601 taataacggt aataagctac ttggaacctc tttttcaagc tcttgtaaca cttcagatgt
  3234661 tcccgattct atatattctt gaataactgc tgctgttcct tttccaatgc ccggaatctt
  3234721 cgtgaaatct tcaatctcag aaagactacg atcgtcactt tctagcgctg ctgccgcttt
  3234781 acgaaatgca gatattttaa atggattcgc gccctttagt tccataaaaa gcccgattgt
  3234841 ctctaataat ttaattactt gttttttatt tactttcatc attgtcccgc ctttctttca
  3234901 tagaaaaaaa cttctctttc cgaaaaaaga gaagttatac tctgctacct gtctgccata
  3234961 gttccttcac cttttcagag agaatcggtg tatcgtctac aattattttg ctaattgatg
  3235021 attgttgtaa tggtgtttgt aattgttcaa tcggaagaat gttcccaatg ataattaaga
  3235081 caaacaaaat aatatatact tctaaaaatc cgaggattgc ccccgcaaac gcatttactt
  3235141 gctttaaaac cggtatttct gcaaacatat ttaacaaatt accaagtaat gaaagtgcaa
  3235201 tttttgtaat aataaacaat ataataaacg caagcgcttg ataaaatact gtttcaatat
  3235261 tatttgcatc aatccattct ggaacagata catttttatc aaatggatac ggaataaatt
  3235321 ttgcaagtgc tggcgctaaa tctttacagt accagtatgc aacaaggtat gcgataataa
  3235381 agcttgttaa ctttacaagt tgcagaataa accctctgcg taagccgagg aaaaatccca
  3235441 taacaagcag taaaatgata ataatatcaa tcatgttatt ccattccttt ttttgtcata
  3235501 ctttctttca atttctcatg ttcttctttt aattttatgt aatcgtgtat gacgtttacc
  3235561 gccgtcaata ccgctagtct actcgtgtca agcgaaggat tcttggcatt gagttcgcgc
  3235621 attttatcat ccacaatcgc tgctaccatg cggatatgac ttgtactttc atcgccaaca
  3235681 actgaatatt gctgaccata gatttctaca ttaattcgac ttttctttcc cttttgttgt
  3235741 gacaactcac cggcctccaa tcacgtacag aatcctaaag tttatcatac catgaacctt
  3235801 cataatatgg aaacagaaag aacaatccga tatgataaaa ataacaatat aaaaaaaagg
  3235861 ggcgaccatt atgtcaaatt ctatcgtaat tcaaacaaat tctacagtaa ttgaagacat
  3235921 gaaacaacaa tataaacatt cgcttagccc gaaaactccg caaggcggga tcttcatggc
  3235981 aaaggtgcca tcttgcacaa ttacagcata taaatctgga aaagtaatgt tccaaggtgg
  3236041 acgtgctgaa gcggaagctg cccgttggca aactgtcccc caaacgccga aaatagctgt
  3236101 aaaaaaatct gtcgattcac accgttatgc accacctgct tccatcggta caatgtctat
  3236161 cgtggggtca gatgaagtgg gtactggtga tttcttcgga ccgatgacag tcgttgctgt
  3236221 atatgtagat gcgaagcaaa ttccattgct aaaagagctt ggtgtaaaag actctaaaaa
  3236281 cttaaatgac gaacaaatta ctgccattgc aaaacaactt ctacacgttg ttccttacag
  3236341 ctctctcgtt cttcataatg aaaaatataa cgagctattt gataaaggaa acaaccaagg
  3236401 taaactaaaa gctttactac ataataaagc tattacaaac ttattagcaa aaatcgcacc
  3236461 tacaaaacct gaaggcgtct taatcgatca atttacacaa cctgatacat actacaaata
  3236521 tttagcaaaa caaaagcaag tacagcgtga aaatgtttat ttcgcgacga aaggcgaaag
  3236581 cgtccattta gcagtagctg ctgcctccat tttagcccgt tactcattcg taaaacaatt
  3236641 taacgaacta agcaaaaaag ctggtatgcc gcttccaaaa ggtgcaggta aacaagttga
  3236701 tatcgccgcc gctaaattaa ttcaaaagct tggcaaagaa cgattgcctg agtttgtgaa
  3236761 actgcatttt gctaatacag agaaggcgtt tcgcttacta aaatagtatc gacaaaaaca
  3236821 ggagcctaca aactcctgtt ttttgtttca ccctactatt gtccttatag ttttgttata
  3236881 attaaaatat acagattatt ctaacatagg aggagattcc cattgctact tctacaaatg
  3236941 attctaaata ttttactagg caatccacac gaaagacagt ttgaaattag agaaaacatt
  3237001 cagctactaa gtgaacaacc agcattcaac gatttaatag agcgttatgg ccgatctttc
  3237061 ttattaaact ttcggattcg aagatttatc gggaaacacg atgcccgctt gttaatacat
  3237121 aatccagcaa aactacaaca cttctgtgag gaacttgaat gtatgattag aaaaaggagg
  3237181 tttttcatat gaacactgta aaagtaaaaa aggtattata tgctttcgta cacctcgtag
  3237241 gtccactttc ttacctcact atttctacca tttggggcgc ttttttcact actaaatcta
  3237301 catttgaaaa tatatctgat aatcttggcg ttatggccat ctattacgtg ttcatgagtt
  3237361 tactgtggtt tttctatttc gatcgattag acaaagatgt agataacatt acaaaagaga
  3237421 ttcatgataa aaagatgtaa cacataaaaa aggagagtcg ccaagactct cctttttatg
  3237481 ttagctttgt ttttgcttct tattagatga agatacttta tgagaacctg tttcatgtgt
  3237541 tgtcgttcct tgtccttcta cttctggaga acctaggccc gatcttgaat gatctttttt
  3237601 tactttttta ctcatttata ttcacccctt cgcgttactt ttttgctacg aggtagtaaa
  3237661 ctatacaaaa taaaaaagcg agagaaaacc ctctcgcttt ttcatatttt agaattcaga
  3237721 agaacctgga gttcttggga atggaattac gtcacggatg ttagccatgc cagtgatata
  3237781 cattaggaag cgctcgaaac ctagaccgaa tccagcgtgt tttgtaccgc cgtattttct
  3237841 aagttctaag taccaccagt agtcctcttc gttcatgcct agttctttaa ttctgtctac
  3237901 taaaacgtcc attctttctt cacgttggct tccgccgatt aattcgccga tgccaggaac
  3237961 tagaaggtca gtagcagcta ctgttttacc gtcgtcattt aagcgcatgt agaatgcttt
  3238021 aatgtctttc ggatagtcag ttacgaatac agggcgtttg aagatttctt ctgataagta
  3238081 tctttcgtgc tctgtttgta agtcaatacc ccattctact gggtatttga agtcagcacc
  3238141 tgactcttga agtactttaa ttgcttctgt ataagtgatg cgaccgaagt cagagttgat
  3238201 tacgttgttc atgcgctcta gaactgtttt atcaacgaag ctgttgaaga attccatttc
  3238261 ttctggtgca tgctctaata cgtatttcat tgcatatttc agcatatctt ctgtaaggtt
  3238321 cattacgtca cctagttcag caaatgcaat ctcaggctca accatccaga actcagctgc
  3238381 gtggcgagtt gtgtttgagt tttctgcacg gaatgtaggt ccgaatgtgt atacatcacg
  3238441 gaatgctaat gcataagctt cagcgttcag ctgtccactt actgttaagt ttgtttcttt
  3238501 gccgaagaag tcttttgatt catcaacttg tccgtcttcg ccttttggta cgttgtttaa
  3238561 atcttgcgtt gttacgcgga acatttcgcc cgcaccttct gtatcactac cagtgatgat
  3238621 tggtgtgtga acatgtacga atccacgctc ttggaagaat tggtgaatcg caaatgctgc
  3238681 gatagaacgt acgcggaacg ttgcagagaa tgcatttgtt cttggacgta agtgagcgat
  3238741 tgtacgtaag tattcaaacg tatgacgttt cttttgaagt gggtaatcag aatctgataa
  3238801 gccctcgata tcaatttttt ctgctttaat ttcaaatggt tgcttcgctc caggcgttgc
  3238861 aattacttta ccttctactt taactgaaga gctaagtgga agttttgcaa tttctttgaa
  3238921 gttatctaat tctgtatcga aaacgatttg aacgcttttg aagaagctac cgtcgtttaa
  3238981 ttcgatgaaa ccaaatgctt ttgaatcacg taagttacga atccaccctg atacttgtac
  3239041 tgtttgacct gcgtatttat ctgtatctct atacagactt tttactaatg tgttttccat
  3239101 agtgaagttc tcctttgctg atatatttaa atacaaaaaa acctttcatc cataaaggga
  3239161 cgaaaggtta aacttcgcgg taccacccaa tttgtcataa agaccaactt taactcgtat
  3239221 gtaatacata cttcccggtt tgtaacaggc cggattcccg tctaagtcta ctcttgaata
  3239281 caagattcaa tttcggttag caactccaag gtgttcttca catataccgc ctcatcaggc
  3239341 tctcaccgtc cctgactcgc tttggattat agtatatact acttttcctt atcatcgtct
  3239401 ttcattttgt taaactaaaa ttaatgtact acattcgtga gaaagatgca aggtgccaga
  3239461 aaatatatca gcgatttttg caatatatcg accgtaactc caaatatatc ggcgattttt
  3239521 gtaatatatc gacttaccga cattttccga caaccaatcc actaaaaaaa ttgccggaat
  3239581 aaatccggca atttcttatt acttacgtaa ctccgcacca aatttctctt ctaccgctgt
  3239641 taatacgcgg ttatgtgctt ctgttacttc ttcgtctgtt aacgtacgct ctggatcgaa
  3239701 gtagttcata gagaatgcaa gtgatttctt gccttcttcc attttttcac cttcgtataa
  3239761 gtcaaacagc gttacgtctt tcagcagttc tccaccagct tcagcaataa cttgcttcat
  3239821 ttcgccagct tttgtttctt tcgttacgac aacagccata tcacgtgtca tagatgggaa
  3239881 acgtggaatt gctgagtagt aagtttcttc tgcgtctgta ccgaatactt ttacaagaga
  3239941 tagttcgaat acgaatgtat ttttcacatc taattgtttt tctgcttctg ggtgcaattg
  3240001 accgatgaaa ccaattactt cgccatctaa tacgatatca gctgtacgac ctgggtgcat
  3240061 accttcacgt tttgctggtg catatgtgat ttggtttgaa acaccaagca cgtcaaatag
  3240121 tccttctagt acacctttca caacgaagaa gtctactact tttttctcac cttgccatgc
  3240181 atggtgaaga gcaagacctg tcataacacc tgcaagatgt tgttcttctt tcggaagttc
  3240241 tcctgcttct gtcggtaaga agatagaacc tacttcgtat aaagcaacgc tgtcgttttt
  3240301 acgagcgaca ttgtatgaaa ctgcttctag tagttgcggt actaagctta aacgaagttg
  3240361 gctacgttct tcactcattg gaagtgcaag gtttacaggc gctttttcat ttggctcaac
  3240421 catatattgt ttcgctttat cagcgcttgt taatgaatat gtgatcgctt catataagcc
  3240481 agcaccttct aagaagcgac gtactttacg acgtttcgtt tgtgctgctg ttaatttacc
  3240541 acgagtcatc gttccagaag gtaatgtaac tggaatgtgg tcataaccgt atagacggcc
  3240601 cacttcttct actaagtctt ctgaaattgt aatgtcagga cggcgtgctg gtacattcac
  3240661 gtggaatgtt ccttctactt ctgtaaatgg gaactttaag tttgtgaaca ttgtacccat
  3240721 ttcacttgca gaaatatttg tacctaatac acggtttact ttctcagcag taaccgatac
  3240781 tgtacgctct tgtacttgta agttgtcagc ttctacgaca ccttcaagtg cttcaccgcc
  3240841 agcgtatttc gccattaacg cagctgcatg ttgaattgct tcgaaagtac gcgttgggtc
  3240901 gattcctttt tcgaaacgtg cacttgattc actgcgaaga cctaagtctt ttgatgtacg
  3240961 gcgcacagtt tgacctgcaa agtatgcaga ctcaattaga acgtttactg tctcatttgt
  3241021 aacttctgaa tccgctccgc ccattacacc agcaacagct aacgcttttg tgccgtttgt
  3241081 aataacaagg tggtggcttt gtaacgtacg ttcttgatca tctaacgttt caattttttc
  3241141 gccttctttt gcaagacgaa caacgatttc ttttgaacct aatttatcgt aatcaaatgc
  3241201 atgtaacggt tgaccgtatt ccattaaaat gtagtttgta atatcaacta cgttgctaat
  3241261 cggacgaatg ccagctgcca ttaggcgagt ttgcatccac attggtgatg gaccaatttt
  3241321 tacgttcttc accatttttg caatgtataa tgggttttct tctttcgctt ctacacttac
  3241381 agaaatgtaa tcagaagttt tttctgctgt ttcttgtaag tcgatagctg gaagttttac
  3241441 ttcgcggccg taaatagcag ctacttcata tgcaacacct aacatattta agcaatctgc
  3241501 acggtttggt gttaaaccaa gctcaagtac ttcatcatgt aagtttaaaa tttcaagtgc
  3241561 atccgcacca acttcagcgt cacttgggaa gatgaagata ccatctgcgt attcttttga
  3241621 aactaacttt ccatcaatac caagctcttg aagagcacaa accataccgt gagaagcttc
  3241681 accacgtagt tttgcttttt taattttgaa gttgccagga agtacagcac caacttttgc
  3241741 aactggtact tttaaacctt ttgcaatgtt agcagcacca caaataatct gaactggctc
  3241801 ttcttcaccg atatcgatta agcatttgct taatttatca gcttctgggt gtttttcaca
  3241861 ttctaatacg tgaccaacta caacaccttt tacaccttta tttaatactt caacaccttc
  3241921 tacttcaata ccactcttcg tgattttgtc tgctagttct tgtgctgtta catctttaat
  3241981 atctacatac tcttgtaacc aacgatatga tacgaacata cttatcctct ccttccctta
  3242041 cgctcgtttg aattgttgta agaaacgtac atcatttgta tagaaatgac gaatgtcatc
  3242101 tacgccgtat ttcaacattg cgatacgctc tgcgcccata ccgaatgcga aaccttgata
  3242161 ttcttttgaa tcataaccag ccatttcaag tacgttcggg tgaaccatac ctgcgcctaa
  3242221 aatttcaatc caaccagttc ctttacaagt gccgcaacct ttgccgtgac acatcataca
  3242281 agaaatatcc atctctacag atggctctgt gaatgggaag aaacttggac gaagacggat
  3242341 ttcacgatct tcaccgaaca tctttttcac gaatacttgc agtgtacctt ttaagtcact
  3242401 catgcgaatg tttttatcga ttacaagacc ttcaatttgc atgaactggt gtgaatgcgt
  3242461 cgcatcatcg tcatcacggc gatacacttt accaggacaa ataattttaa ttgggccttt
  3242521 ttctttatta ttttccatcg tacgtgcttg cacagaagat gtatgtgtac gtagtaacgt
  3242581 ttcttctgta atgtagaatg tatcttgcat atcacgcgct gggtgatctt tcggtaagtt
  3242641 taatgcttcg aagttgtagt agtctttttc tacttctgtt ccttcagcta cttcataacc
  3242701 cataccgatg aatacatctt caatttgttc aacaacagct gttaacggat ggtgacaacc
  3242761 tgtttcaaca ggacgacctg gcaatgtaac atcaattgtt tcagtagcta atttcgcttc
  3242821 aattactgct ttttctaagt tactgatttt gtcatctaga cgcgtttgaa tcgcttcacg
  3242881 tacttcattt actaatgctc ccatacgtgg acgctcttct gctgataatt ttcccatgcc
  3242941 gcgtaatact tctgtaattg ggcctttttt tcctaaatac gctacgcgta cgtcgtttaa
  3243001 gccttttagc tctttcgctt cttcaataag ctctaacgct ttttgcttta gctcttttaa
  3243061 acgtgcttcc atttggaacc ctcctaattt taaaaataaa aaaacctcgc tcccaaaaag
  3243121 ggacgaggta aattcgcggt accaccctaa attgacagaa catgtctgcc cactcattag
  3243181 ttataacgat caattctgac cggaacgcct ttacatatac atggtcctgg cgtcaactcc
  3243241 agaggtgaat tcacttccgt ctaccataag aatgctttca gtctaaggca ttctctccct
  3243301 atatggcgat tttgtaagct actcttctct atcaacgttt ttcgttattt aacttttaat
  3243361 ataatatact tcaacttatt ataagaagtt ttttatttgt tcgcaactgg gctttgtaaa
  3243421 taatacgtta aaatccctgc tgcaactgca acatttaatg attctgcccc gccataaatc
  3243481 ggaatataca agttttgatc tgtttttgca agaatttctt ggcgtacgcc gtttccttca
  3243541 tttcctacaa ttaatgcaaa acttcctgct ggtgttactt caccgtaagg aactccattt
  3243601 tcaagagctg ttccatatac aggaacgtta ttttctttta gtttgtctac ccattctttt
  3243661 aagtttcctt ttacaattgg taagtggaaa atagagcctt gtgtagagcg gagtacttta
  3243721 ctattatatg catcaacaca accttctcca agcacaacgg catgaatacc agctgcatca
  3243781 gctgtgcgaa taattgtccc taagttacct gggtcttgca agccatctaa taaaagaaac
  3243841 ttcccatcag taagagctac ttcactctcg tgtttctcac aaacagcaaa tacaccttgc
  3243901 gtcgtttctg tttcacgaag tacttttacg attgcttccg gtacgatata catttctaca
  3243961 tcattaactg tccaatcttt cggaaggtct gtctgatctg aaacgataag ttctgttaca
  3244021 actcctgctt ttaaagcttc ctccactaaa tggaatcctt ctacaaaaaa taaacctttt
  3244081 ttatcgcgtt cttttttcgt ttgcagcttt ttccactgct tcacacgcgg attttgtact
  3244141 gaatcaatgt ttttcataat atgtatttcc ctctcttctt gtcttatcat tatagcctat
  3244201 ttttcataca tatttacata aaaaagaaca aaaactaacg tcagtttcaa ttctgaagaa
  3244261 gaggtgaaaa caatgagttt taatttacgc ggtgctgtat tagcaaatgt atctggtaat
  3244321 acacaagatc aattacaaga aacaattgtt gatgcaattc aaagcggcga agaaaaaatg
  3244381 cttccaggtc ttggtgtttt atttgaagtc atttggaaaa atgctgatga aaatgaaaaa
  3244441 cacgaaatgt tagaaacatt agagcaagga ttaaaaaaat aagcaattta aaaatcacct
  3244501 ttacataagc taaggtgatt tttttcttct cctaaacatt tctactttac taacgctact
  3244561 cgatggagta caatgttcaa aatacattta aaccgatcga tttttcttca tatacaccat
  3244621 tagataaaag gagtgaatgt tttatgcacc gtattacgct tgaacaaatt tttaaacacc
  3244681 atattacaca aaaatacgta aatcgttctg ggatggtcca cgcgatcgct gtcgcttacc
  3244741 atgcgtttca cttagctaaa aagcatcacg cctcagtcga tgctgcgaca aaagctggtt
  3244801 tccttcatga tatcggacat catacgtggt acacaggcgg cgaatgggac tatgacttat
  3244861 ataaaaagaa tgatatacac gcaattaaag gagcagaaag agctcataaa ttgcttatta
  3244921 gattaggaga gcaccctaaa ttagcaaaag aaatttctat cgcaattctt cttcatacag
  3244981 attctttctt agtggaacaa gaaattgaaa gaacatctct acaaaatatt attaaatggg
  3245041 cagacgaagc agatgaagaa ccgggcggag cgcatcatta tcgaacgatt tcttatgaaa
  3245101 aagcactaaa agcaattcaa cagttagacc gtttagtaga gcgtgaattg caaatagagc
  3245161 aatcgaaatc gaataacaaa gcagaacata gttatcaatg agaaagaggc atcactatag
  3245221 ggtgatacct cttttattat tttatggaaa ataaaccttt atatgtaata tttaaatgtt
  3245281 acattcaaaa aacaaatact ttacaattaa atatacaaat ataaagaggt gattttacat
  3245341 atgcaatctg ctacacaact ttctaatgaa cagaaatact ctatgtcatg gggacaattt
  3245401 attagctccg ttttattcgc ttttttcgga accggactta ttactgtgtt cctcgcaatg
  3245461 ccattaacaa tttatacagc agggcttaca gataaaaaac aaattgccct gtatgaatct
  3245521 attgtaaata ccgcaagtat cgtattacaa ctagccttgt tgttattctt cattttcaaa
  3245581 ttcgaacccg caaaaaaatt actactaaaa tcttttaact ttacagcact taaagaatgg
  3245641 cgcacatatg tatacttact cctgttcttc atgataaata tcgtactcaa ttacatactg
  3245701 ttaaattatg tgttccaaga cgcaacgaag cagcaatctt ccgcactaaa cttagatgtc
  3245761 tttaagcagt atcaaatatt attacttctc ggcttcgcca tattcacacc catttttgaa
  3245821 gagcttattt tccgtggttt tatacttcgc ttcttctcag aacgctttcc attttggatt
  3245881 gcagccatca taacaagctt cttcttcggt atcgctcata catactcatt tggagtcatg
  3245941 gtcattactt tcttcatggg attattaatg gcgattttat gcaaaaaaaa caaaatctat
  3246001 tattccagct atgttatttc atataataaa taatacctta tctttcttat aagctagccc
  3246061 tttaacctat atgataaaaa ggaggattct tttgcaatta cacacaaatt tagattaccg
  3246121 tactaacaca tcatggttac aattcattgg agttttattc tttcttttac tatgcctccc
  3246181 cataataatt gggatttttc tagcattgcc tttttggtta tacgaacaag ctaatccaaa
  3246241 tacaaataaa cttttactcg agtctataag caatagtagt tatgacttag tatccttact
  3246301 actattaatc ttatatatta tgaaatacaa accaatgaga gcactagtat tacctgctat
  3246361 taattttcaa gttttaaaat cttttcgaat gtacatatat gttctcattt attatgcaat
  3246421 tagccttttg gcagatatgt ttatattaga tgaattattc cctttagccg tacaagaaca
  3246481 atctgatgca ttagaacttt caacactaga gcactatcct ctcctcttga ttctatctgg
  3246541 cggaattttt gcacctattt ttgaagagct tatatgcaga ggaattttcc ttcgtttttt
  3246601 tgaagaaaag tttacttttt ggccagctgc aattctctcc agtttacttt tcggtattgc
  3246661 tcatacgtat tctttaggaa ttatggttag tgcatttgta actggaattt tcgcttgttt
  3246721 attgtataaa caaacgaaat ccattgttcc agctatacta ttacatattt tgaccaatgt
  3246781 aattgctttt tctattcaca ctttccgatt acttatagca ttactatcca tttctagaaa
  3246841 tttatatata cttattaata atatccaaaa taaacctcat gtagtaaaat ataactgatt
  3246901 acacagaagg agattacata tgttgagctt actttgggtt gtttatatgc cacttcttgt
  3246961 tttatgcgga tttttcggtg gtattttttt aattgttact agcgtgaaac accgtaaatt
  3247021 atttgtcggt ttaatggggc tacttagctt ttcctttgtc acactacctt ttgttttttg
  3247081 gggcatggga atggagggca atacaatcct tcctatttca actactttat attggatact
  3247141 gttttcttta actggattat tggcaggatt aagtggatta caagcaaaaa ttaaaagtat
  3247201 acgtaatatg ggattcatta tttttatcgc tggtatatta ggggttatct tctggttact
  3247261 catgactgtg ggtgattcat actatatata atattttttg aaactcacaa atcggaggta
  3247321 gtacagaagt gttcggaata ttaacttgga tgattttagc tcttactttc atgttatgtg
  3247381 aattcatcgt cggtattttt ttaattattg gtggcatgaa acatcggaaa tcacttacca
  3247441 ctatagctgg tttcattagc atattcctta tcgttgttcc tatcatttgt ataggttctg
  3247501 gaatagattt agaggggatg gttccaattt cgggaacttt atattggtgc ttcttctctt
  3247561 tagctggact attagctatt ataagcggaa gacaaatatc gagtattcgt tctatgggga
  3247621 cgattttgtt tatagcaggg ctttgctccg taactggtta tcatctttta tatgtaactg
  3247681 cataaaaagc acaaaaaagc agggaaatta attccctgct tttctatttg ctttattgcc
  3247741 tgatggtaag aagaacgata acacccaagc aatccctgcg agtatcgtcg caattaagaa
  3247801 agcatcgtta ataccgttaa ttgcagataa cttcgaaatt tgtccaaata atagctgcgt
  3247861 gctcatcgca tctcctgctt gcgctgagcc agctaaggcg gctaagcttt gccccatgcc
  3247921 atgcacttta tcaactaaaa tcggatttga cgttgttaac atgtttccat aatctgctac
  3247981 gtgagcagtc gtttgttgcg tcataagcgt gattaatatc gctgttccaa ttgaaccagc
  3248041 tacttgtctt gacgtatttt gcgttgctgt accgtgagaa attaatttca tcggtagcgc
  3248101 gttcatacca gctgtcataa ttggcatcat aatgaatgac ataccaattg agcgtataat
  3248161 ataatccgtc ataataacgc tatacggtgt atccatcgat aattttgtaa attcatatgt
  3248221 cgcatacgtc gtaattgcca atccaattat agctaatgga cgaatgccat atttatcgaa
  3248281 taatttaccc gctactggtc ccatgatccc cataattaat gatcctggaa gaagtagtaa
  3248341 accagattca attggcgtga agccacgaat gttttgcagg tataccggaa gcaataacat
  3248401 acctccgaat aatgccatcg taacgattgc gttaattact aaagtaaatg taaataccgg
  3248461 gtatttaaac acttgtaaat ctagcatttt attgtccgtt gttaactctc tccaaataaa
  3248521 taacgctaaa ccaattacac cgatcacaag tgaaataatg acttctgcac tagtccaact
  3248581 attgtttcca gcctcactaa atccatacaa taagcttcct agtccaatac ttgaactaac
  3248641 cacaccgaat atatctaatt tcgtgttaga cactggctga gctagtgtaa agaattttaa
  3248701 agacaggaac gtaataatta aaccaataat aaacatcgca tagaacatta agttccagct
  3248761 atagttttca atcacccaac ctgttacagt tggtccgata gctggagcta aaatcatcgc
  3248821 tacacctaat aatcccatcg ctgctccgcg tttatgaggc gggaacaacg tcatgaagat
  3248881 attcatacca accggcatta aaatacccgc accaaccgct tgaattacgc ggcctgtcat
  3248941 catcattgta aagtttcctg aagtagcaca aatgatagat cctaccgtaa agaataacat
  3249001 tgcggctacg aataatttac gatacgtaaa ccgtgaaact aaaaaggcac taatcggtac
  3249061 taaaatacca tttacaagca tgaaacctgt aattaaccat tgtgctgttg aagttgatac
  3249121 gttaaattca ttcattaacg gaggtaatgc aacgttaatg attgtttggt ttaaaataga
  3249181 aacgaacatg ccgagaatta atacagctac aactgctttt acgttcacat tctctacagg
  3249241 cgtagacatt tgttttttcg gcacttcttt ttcttgtttt acttcttctt gctttcctgt
  3249301 ttctaaccta actacattag aaatttccgg ttcttgcttg tgttcaatgt ctttctcttc
  3249361 tgtttcaact ttacttactt ctattttact tacggctggg acttgttctt ctcccatttt
  3249421 cgtttttttc tttcgtaaaa gacgatttac aaggaagaag acgattatac aaaatagtgc
  3249481 atatcctgca attacgattg aggacatctc atctccccct tacttatgaa tacgaactgt
  3249541 cacattcatg ccaggaacaa tatttactga tttgctatga tctaaagaaa ttttaactgg
  3249601 tactacttgt gttactttcg tatagttcgc tgttgcgttg cttgatggca acatagagaa
  3249661 tgtgttcgct gttgttaagc ctacttgctc tacttttcct gttaacgttg tatctgggta
  3249721 tgcatctaca tacacatcta catcttgacc tttttgaaca tcatcaacat ctgtttcttc
  3249781 aatatttgct gttacccata aattgttcat atcaaatgca taagcaatcg ggctacctgc
  3249841 tccaacgaaa gcatttgttg ttgcgtttga ttgtacaact gttgcatttt gtggaattgt
  3249901 tacatctact gtttgttctc cattcgctgc tgctacagtg acagcaccta atttatcatt
  3249961 ctcattgtag ttcttaccta cttcagcttt ccagtcagtt aatttacctg ctactggtga
  3250021 tgcaatcgga attacctttc catcaatttt tgcattgtct gtttttaagt aattttccgc
  3250081 ttgattgtaa tagtaataac cgccaatacc gccgccaact agtacaatta atgtgataat
  3250141 gttgataatc accattcttc gaaactgatt cattgcattc ctctccttat atcgcatata
  3250201 atttttttct aaactattta cgtccttatt gtttagacta tttaattgtt aattatatta
  3250261 acttttaaac aaaaaaatca caccatctgc ggtgtaaatc gaaatttatc tacctgcgag
  3250321 cggtgctgat ttctgaagga ctatcgttta taattataaa taattatttt aaatctacaa
  3250381 ccgacaattt acgtatgaaa tgtcgcttaa acaacaatat aataccaata tgttgcttaa
  3250441 gtatagaaaa ttaaacgagg ggaaataaaa atgtctatta aaaatacaaa tgatccacgt
  3250501 gtaaagcgga cgagacaact catacaggat gcttttgtcg ctttagtagg cgaaaaaggg
  3250561 tttgaaaatg taactgttca acatattgca gaacgtgctc ctgtaaatcg tgctacgttt
  3250621 tatagccatt accacgataa atatgactta ttagacaaaa gcattgaaga aatgttagag
  3250681 aagctaacag aagttattaa accgaaaaat agaaataaag aagattttca acttgccttt
  3250741 gattcaccac acccaaattt cttagcactg tttgaacata tcgcagaaaa tgcgaatttc
  3250801 tataacgtca tgcttggtga taaagctgcc ggaaactata cgtataagat gatgaaagca
  3250861 attcaaacac atttaacatt aagcctctct atttcacaac ctaacgatga aaaactaatg
  3250921 gttccgcgtg atattctcat tagttatgtt accggtgccc acctcggcat gattatgtca
  3250981 tggctaaaga gaggaatgat atataccccg cattttatgg ccatgcaatt aactcgttta
  3251041 atcattttag gagctcatac tgcagcggga ttagaacgac ctttttaaaa cataaaaagc
  3251101 gaaggagagg ctccttcgct ttttctatta attaaatgta atgttatgta cagcctcttt
  3251161 atcaagacgt ttaataactt ctacaattaa cttcactgca ttttcatagt catcacggtg
  3251221 taacattgcc gcatgagaat gaatgtaacg cgttgcaatg gtaattgcca tagacggaat
  3251281 accatttaca gcaatatgaa ttgcacctgc atccgttcca ccgcccgcta ctgaatcata
  3251341 ttgatacgga atttgtaatt catcagcaac atcaactaca aagtcacgta aaccggtatg
  3251401 accgataaca gaagcatcat ataaaatgat ctgtggtcca tcacccattt tactttgcgc
  3251461 ttcttttgac gttacccccg gtgtgtcacc agcgatacca acatctactg cgaatgcgat
  3251521 atctggttta atatagtttg cagatgtttt cgcaccacga agaccgactt cttcttgtac
  3251581 agtccctacg ccgtatacaa cgtttggatg cttttcattt tttaattgtt ttaatacgtc
  3251641 aattgcaatt gcacaaccaa ttcggttatc ccatgctttt gcaagtaaca ttttttcatt
  3251701 cttcatcact tggaattcaa agtaaggtac aacttgatct cctggtcgta tgccccactc
  3251761 cattgcttct tcttggctag aagcaccaat atcgatgaac atgtctttaa tttcaactgg
  3251821 ctttttacgc gcttctggag gtaagatatg cggtggtttt gaaccgatta cacctgttac
  3251881 atctccttta cgcgttacaa ttgtcacgcg ctgcgcaagc ataacttgtg accaccagcc
  3251941 accaactgtt tggaaacgaa ggaaaccttt gtcatcaatt tgcgtaatca taaagccaac
  3252001 ttcatctaaa tgacctgcaa ccataatttt cgggccgttt tcttccccta cttttttcgc
  3252061 aactaaactt cctaaattat cagtagaaag ttcgtccgca aacggctcaa tatatttctt
  3252121 cattacttca cgtggttcac gctcgttacc cgcaataccg cgtgcatctg ttaattcttt
  3252181 tagcattgtc aatgtctcgt ctaattttgt cattgccaac accctccttt ttcttcagtc
  3252241 acttcattat acaaaaggaa attgaaatat tcaaaaatta aattagtatc cttgtgtttg
  3252301 acgctgatga tttacttcgt ttttatctaa atatgccttt tcaatctctt cttgctcaaa
  3252361 ctcaagtgct tgtccaagtc gaagatagct tgtaaataat tcaatatagt tcgtaataga
  3252421 tggttgatct gtaaaacgaa tcaccttcgc atatgtgtct aagaaaattt ctacttgtgt
  3252481 tttattcgtc tgtgcacact tatagaataa gaagttttta tcaattccta aatcaattcc
  3252541 gattgataaa ataaaatgca aaccatctac gtattcttct aatattactt tacgttctga
  3252601 tgctggtttg ttgctccaat atttaaaaca acgtgtttca tttgcaagtt ctccaatttc
  3252661 aacaagaaga gctaacattt tttcttttaa caattttttc ggttgtaagt catgctcctt
  3252721 cgcaatacgg tcatctaatt ctttttgtaa tttaaatagt tgtagtaagt ccattctatt
  3252781 gtcctcctcc aacatcgtat gttacgcaac aatgttgttt catctcaaag ttcattatta
  3252841 tttttcgttt cttattaata agtcagccat ttacctcttt acaaaatagc ttgtccttaa
  3252901 tttacaaata cgtttcaatc atcacgatta gattgttcac tccgattggt gatagttaat
  3252961 acttatccag gaattaccca ctaataaaaa tgttatttta tctgatgaaa gttccatatc
  3253021 atctttccat tatagcagtg tcgtttcagg taggaaagat actcttcttt ccaaagagtg
  3253081 ataattaaaa gaagccagga ggattctcct ggcttcatat atatattctt ctatattact
  3253141 ataactttta tattgatttt gtcatatcga taacgacata cttctctttg caaacaaata
  3253201 aaaaaacctt agaagaaaaa tcttctaagg tttcaactaa ttaattagtt aatgttgttt
  3253261 tttgcaactg ttgctaattc agcgaaagct ttttcgtcat gaacagctaa gtcagcaagc
  3253321 atcttgcggt taacttcgat gccagcattt ttaagaccgt gcattaagcg gctgtaagaa
  3253381 agaccattca tacgagctgc tgcgttgata cgtgtaatcc ataatttacg gaagtcacgt
  3253441 ttcttttgac ggcggtcacg gaatgcatac attagagatt tcataacctg ttggttagca
  3253501 accttgaata atgtattttt tgaaccgtag taaccttttg ctaatttaat tactttttta
  3253561 cgacgttgac gagtaactgt accacctttt actcttggca taatattacc tcctaattgt
  3253621 tctatatatc agccgaactt attttaagtt gtcaagcatt tgacgaatgc gtttgaagtc
  3253681 accagcgctt actacaccag ctttacgtag tttacgttta gcttttgtag atttgttagc
  3253741 gaataaatgg cttgtgtaag cgtgagaacg tttcagttta cctgatccag tctttttgaa
  3253801 acgctttgca gcgccgcgat gagttttttg tttaggcata ggtatttcct cctctatcta
  3253861 ttacttatcg tttttcggtg ctaaaactaa gaacatactg cgtccttcca ttttaggctt
  3253921 agattcgatt gtactaactt cagcacaagc ttctgagaag cgatctaaaa cacgttgacc
  3253981 gatttcttta tgagtaatgg cacgtccttt aaagcgaatt gacgctttaa ccttgtcgcc
  3254041 tttctctaaa aacttgatag cattacgaag ttttgtgtta aagtcgtgtt catcaattgt
  3254101 tggacttaaa cgaacttctt tcatgctaat tactttttga tttttgcgct gttctttttc
  3254161 tttcttctgt tgctcaaagc ggaatttacc gtagtccata atgcggcata ctggcggttt
  3254221 cgcatttgga gcaactaata ctaaatcaag attaagattt gcagctaagt ctaaagcgtc
  3254281 attacgagac ttgattccaa gttgatcgcc atttgcgcca actaaacgta cttcacgtgc
  3254341 acgaatttgc tcgttaatca tcatatcctt gctaatagta agccacctcc aaggttttct
  3254401 cagaacatag tttgtagtca tagaacccga caaaaaaagt gcgggcatac gacacccaca
  3254461 cttgtaaaat cttaagtaag aaatacattt acctgtaaac tgcgaatgcg tccatcaggt
  3254521 gagaagcggg tgcttctact tgttccacaa aacaatattc tattatcctt gatgagttta
  3254581 tcataggaca tgacgtctgt caagaagacg ctatgtgttt tactaacaac aagaaatatt
  3254641 gtaacaaaca actaacatac ttgcaatact tttttacgat aagtgttaca tggttttttt
  3254701 ttctaatttt tcttactcat attacacaga aaagccgcgg tataccgcgg ctttttctta
  3254761 tcgttttcct tctactttaa tcatatcaac aaaagcatct aatgcgattg tttctgattt
  3254821 ttgttcaccg tatttacgta cgtttacgcc gttttcagtt acttcattgt cacctactac
  3254881 aagcatgtac ggaatttttt gcatttgtgc ttcacggatt ttgtaaccaa ttttctcttc
  3254941 acgagtatct aattcaacac ggataccagc acggcgcaat tcgtcttgta ctttcttcgc
  3255001 atagtctaaa tgtacttgcg gagaaactgg aattacttgt acttgaactg gagctaacca
  3255061 agttgggaat gcacctttgt attcttcaat taagaatgct acgaaacgtt ccatagttga
  3255121 tacaacacca cggtgaatta caactggacg gtgttgttta ccgtcttcac caacgtaaga
  3255181 tagttcaaag cgttctggaa gtaagaagtc taattgtaca gttgaaagtg tttcgtcttt
  3255241 tccaagagca gtacgaactt gaacgtcaag ttttggaccg tagaatgccg cttcaccttc
  3255301 agcttcgtag taatcaagac ccatttcatc catagcttct tttaacatac cttgtgcttt
  3255361 ttcccacatc tcatcatcag catagtactt tttagtatct tctgggtcac gataagatag
  3255421 acggaatgag tagttctcta aaccgaaatc tttgtacact tctagagtta agtttacaac
  3255481 acgttttaac tcttctttaa tttgatctgg gcgaacgaaa atgtgcgcat cgtttaaagt
  3255541 cattccgcgt acacgttgta acccagataa cgcacctgac atttcatagc ggtgcattgt
  3255601 tccaagttcc gcaatacgga ttggtaattc acggtagctg tgaatatcgt ttttataaac
  3255661 catcatgtgg tgagggcagt tcattggacg aagaactaac tcttcattat ccatttccat
  3255721 tgatgggaac ataccatcac ggtagtgatt ccagtgacca gaagtttcat aaagctctct
  3255781 gcttcctagt actggagtat atacgtgatc atagcctaag cttgcttctt tatcaacgat
  3255841 gtaacgctcg ataatgcggc ggattgttgc accttttggt aaccaaagtg gtaaaccttg
  3255901 tcctactttt tggctattag taaatagttt taattcttta cctaatttac ggtgatcgcg
  3255961 ctctttcgct tcttcaagca tacgtaagtg ctcatctaat tctgctttct taacaaatgc
  3256021 agtaccgtaa atacgttgta gcattttatt attgctatcg ccacgccagt aagcacccgc
  3256081 aacgcttaat aatttaaata ctttaatttt tcctgtagat ggaaggtgaa caccacggca
  3256141 aaggtcgaag aattcgcctt gctcataaat tgaaataact gcatcttctg gaagatcatt
  3256201 aattaaatct aattttaact catcgccgat ttcttcaaag cgacgaattg cttctgcacg
  3256261 tggtacttca tgacgaacga tttctaagtt ctcgttcaca atcttttgca tttctttttc
  3256321 gattttcttg aagtcttcaa ctgtaattgc ttcttccata tcaatatcgt agtagaagcc
  3256381 attttcaatt actggaccaa taccaagctc aaccttaaca tctttatata aacgttttaa
  3256441 cgcttgcgct aaaaggtgag ctgttgagtg gcgtaaaata tataagccat cttcagaatc
  3256501 taatgtaatg atagaaactg caccatcttc ttcgattggt gtaacaagat caatcatctc
  3256561 atcatttaat tttccagcca cagctttttt ctttaagcct gggctaatag aagctgcgat
  3256621 ttcttcagtt gttacgcctt ttggaaactc cttcacagct ccatcaggga aagtaatttt
  3256681 aactacatct gccatcactg gtcactcctc tttttctcaa aataaaaaac actcatcccg
  3256741 taaaaaggga cgagtgttga attcgtggtt ccacccttgt tccaattaac cttattgtta
  3256801 attgctcaag ttcaacataa cggtgttgtc cgttagcaat tactagaaaa ccgttcactg
  3256861 ctaaagttta gaggtggtaa gtaataatcc cgtactagga agctcacacc ctaaggcttc
  3256921 cctctctgaa aatcgtagaa aactactcat gtcctcatca tgacatttca atatatttca
  3256981 tttatgtagg taattatatg ctcaaaaact tagaaaatca agggcgttac ctttattttt
  3257041 taaatttttc acattgcgct caaactcatg taatccatgt aattgtaccc gttcttgaaa
  3257101 tacatttcgc aaagtaataa tcatattatg gtcttgttct ttcgtatata aataaatttt
  3257161 tttcggcgaa atagaaagaa gtggtgcaat tactttcgta tcaatatata catccttttg
  3257221 ttttaataag tcttcatcca tatatcgaac caatttctct tgttttaaac gtctaccttt
  3257281 atcatcatag aaaataaaac tttcatcaaa aataagatgc acacatgaca aacgtgattt
  3257341 ccggctacgg acttgttgcc ggagcgtctc aataaacatt tgatattctt gttctaactt
  3257401 atactcatca atcgcaactt cagcaagctt agctaccatt tccctatatg tacgaagacg
  3257461 aaaacgaaca tatgatgaaa acgagaatga aagcggatca caaagccagt tatttaaaga
  3257521 ggatttaata tatgattcaa atgtgtgacg tgttaattca cgagcaatcc cttttcttct
  3257581 tccttttaaa atctcttgtg ccatatgcaa tatttgatga cactcttcct cttcttcata
  3257641 aaaaaacttc tcttttaaga ttgtatatat ccactcattt tgtttcacat tcacaatgaa
  3257701 atataccatg actggtaata aaatcttttc aatataattt gattcacata ctggtatgtg
  3257761 aatcaccact ttttggtcct gtaaatacac actcgtttcc ttatataaca gttccgctct
  3257821 tttcagtagt tgtctatata cgtgcatagc atcatttttt tcttcgaagc aaatttcaat
  3257881 cacttttgtc ccccctttta tccctgctct aaaggactgt atctatacgt tacaaatcct
  3257941 ataagagtcc gtcccgcgtg aaagttcact cttagtagaa ttacatttct tatcgttaga
  3258001 aaatccactc gatatggctt gctaatttta tatatattaa gggagggaga aaaaaatgat
  3258061 acaagctact cggaattttc aataagaact tttcatttta taattcggct actttaaaaa
  3258121 gctttcaact acgaaaaaaa gagcaagctt ttcagcttgc tctttactta tgacgacggt
  3258181 ttttcccgcc aataggaatt ggtttcgcca aatatttaat gcgttccata atacgagctg
  3258241 ctttcatttc ttccgcttca ccacgctgcg tatatgttaa atgatgttct agttgtttaa
  3258301 aatcaaagtt agacgtaaag aacgtcggta agttttctaa catacggaat tgcaaaatcg
  3258361 caccaagtac atcatcacgc acaaagcttg acatcgcttc tgctccaata tcatctagca
  3258421 ttaaaacttg tacgcgtttc accgcatcaa tcttttcccc aatcgaatta tcttgaattg
  3258481 aacttttaat ttcacgtaaa aattcaggga aatatacgag catcgaactt attttctttc
  3258541 gagcaagctc attcgcaatt gctcctaata aatacgtttt ccctacacca aatttaccgt
  3258601 acaaatataa accttgtact tttttaccag gttcatatgc acttaaaaat tcattagctg
  3258661 caccaattgc atcaatacgc gcatctaaat ctgacggatc taagttttcc atcgttgcct
  3258721 gtaaaatatc ggttggcata tatacactct gaacgagctt ttcatatttc tttctttcgt
  3258781 cataggctac ttttctcacg caacgatcgt attgaatatc aatcatcttc ccttggataa
  3258841 cgagctttgg ctcataccct tgcagcatgt ttttacacga acctagatcc ggacaatccg
  3258901 cgcaacctac actttgtcca atatattcgt ataatttcac aagactgcgc tcgatcatag
  3258961 aagttgttac ttcccctcga tgttcgtcta taaattcttt cacacgcgga tgtgccatta
  3259021 cttccgcctt taatacttca tatctatttt taaaattttc attttccatt aattttgcaa
  3259081 atgaattttg aatatgctcc atttcctcac ctcaaagagc gttcattctc ttctattaat
  3259141 cacgcttata tttttttaac acttcttcta gtcgtttccg ttcatcctct aacgtacttg
  3259201 cacctttttc agcacttgca tcttttttca cagtttcttt ctcttgttct ttcggctctt
  3259261 ctttcagcca atctggtacc atttcttttc gtaccgtttt cttcgatgta cggcctttct
  3259321 tcttcgtctc agcccattct tgatattgac ggttttcttc tttcgctaac gccattgctt
  3259381 cagctactgt accgaccttt ttacgtgccc aatgtccagc aatcttctcc acatacgttt
  3259441 tcgcaagttt catatctgag cgtagcataa cgtaataaat aagtacattc acaacacctg
  3259501 gcgttaattt ttgattgatc attacatctt caacgatttg caagtcagcc ttcgtcgcct
  3259561 ctgcaccacc agagatttct ttcaatagtt gctttggtga gatttcctct agctgtttga
  3259621 ttaacatctc ttcttgcgta gaaggctctt tttctttcat catacgtgca gcgtgaggct
  3259681 gtactctttc acttaataca ggtaacgctt gaccgttttc gaactgatac caatcacgtg
  3259741 ctccttttct aagcctttcc atatcaattg tctgcatctc tgtcaccgca ccaagaacga
  3259801 tattttgcat cgataacaca tctacatcat acacgtaagc aagtgtaatg acacattctc
  3259861 gcacttgatc tgtaatcgcc tttttaggga caagagcgga caagccgtct acaaataagg
  3259921 agaaatcaaa gaaatcattc caaacttttg gagcgtcccc cttttcatta cttggcatag
  3259981 ctgtcgtttt tggaatacga aggtcttctt gcgcatgctc aagctgccct ggattaaacg
  3260041 aaccaaacac atcgttaaaa gaacgcgtaa cattttcata agatgcaaaa tcaaattctt
  3260101 cttctaagaa ataatgcttt acttgattat attttgtccg actcaatcga ttgtataaaa
  3260161 agatacttaa aacaatatca tcaaaaaact gcttcggaga taaaggtggt tgcagctcat
  3260221 atataaacat tcgaatatct ttttctttct taatatatac tttcaaaagt ccaattgcct
  3260281 ctaactttac tcgttcctca tatacttcgg gaagctgcat ttgcatagtc accataaggg
  3260341 aatgatgcgt attctctttt ccaaatacac gatcttgctc taactctccc catagcgtca
  3260401 tgtacaagct aaaagctcta ctacctatta acggctgata taacatcgtt aatacttttc
  3260461 ggtcgtaatt atgcaataac cctttcgcac ttactttata acgatcaatc ggcaatagct
  3260521 ccatccatga ctgtttttcc attcttgctt ttcctttctc tcatccaatc ttcactatat
  3260581 aatttcttag cgaaaaagag ctattagctt tcgcttctag ctctcttatc tcattactta
  3260641 cggtatgtaa agagaataca atacagatgc tactctcttt ctttttgcag tatatctttt
  3260701 aattcttcaa taaatacatt taaatcttta aattggcgat atacagaagc aaaacgcacg
  3260761 taagcaacat catcgatatc acgtagttct tccataacaa tttcaccaat catatcactt
  3260821 ttcacttctg atatacctaa attacgaagt tcacgttcca cgctttgagt tacttcttct
  3260881 aattgtctta aagatactgg ccttttttcg cacgctttaa ttaagccacg taaaatcttt
  3260941 tctttattaa actcttctcg tgttccttct ttttttacaa cgataagagg tgactcttcc
  3261001 actctttcaa atgtcgtaaa gcggcttaaa cagctttcac actctctcct tcttcgaata
  3261061 gagcgcccct cgtctaccgg acgcgaatct aacactcttg taccattatg agaacaggat
  3261121 ggacaacgca atatattcac tcctttacac tatactcttt attttttctc tacttacttc
  3261181 atctgacaat atatatacat tattatataa ctcattttaa ctctcttacc actttaagtt
  3261241 taagcgcatt attttatcat ctcgttttta aaaatacgat gatagatgcg ttgttaactt
  3261301 attcgtaaga gctccattta ttcaactaac gagtacgtta tattttccct tttttataaa
  3261361 ctaaaaaaga ggtgcattat acacctcttt acattttaaa tcaattatgt tcttttttaa
  3261421 agagcttttg tttctctctg cttaatttcg aagctaccag tgcctcgagg aagctcgatg
  3261481 ctctcacgcg ttttcgcgtt taaaccttct gcaatatatt ctgcagcaac atttggatca
  3261541 atacgatccc cacaagtata aacatcaata cttgcgtaac cgtgctccgg aaagctatga
  3261601 attgttaaat gtgattccga gataattact actccactta caccttgtgg tgcaaattta
  3261661 tggaaagcaa cctcacgcac ttcagcacca gctcttagtg ctgcatccac aaataattgt
  3261721 tcaatatacg gcatgtcatt aagcttgtcg aaatcgcaat cccaaagttc agcgatcacg
  3261781 tgacgaccca tcgtatccat agtatccatt ctacagttcc cccttgtaaa tttattctaa
  3261841 ctgttcgaat tgaaaactaa tttgcaattt ggcttgctcc actaccacgg gggaaagtta
  3261901 gtccagagag gtcctaaccc tttaagtagt gactacgtac ctcagctctt aagtttacga
  3261961 gtgttagtat actttgttta ttttcatttt gcaacaacag ttttttcgat tttctgtcat
  3262021 attttcctct ttacttttcc ctaaaaaaaa taaatgattc acaaatacag taaccccaac
  3262081 gtttcgtggt atgtccactt tcaaaaatat actcctataa tttttttcct tttcagaaaa
  3262141 aaataaaaaa aagagggcaa atattccact tgccctctcc cttattcact taaatatgtt
  3262201 gcacattttc ttgcttcgct aattcgtcaa caactaacgt tacaagatct acaacacgac
  3262261 gagagtagcc ccactcgtta tcataccaag caagcacttt cactttacga tcacccatta
  3262321 ccattgtaga taaaccatca atgatagctg agtgtgtatt tgtattaaag tcaatagata
  3262381 ctaaaggctc ttcgctgaat tctacaatgc cttttaacgc accgtttgca acagttttga
  3262441 atgcatcatt aatagcttca actgtcacat cacgttttac atctactact aagtcaacaa
  3262501 gagacacgtt tggtgttggt acacgaagtg ccataccgtg aagttttcca tttaaatgcg
  3262561 gaagaacttt tgctagcgct ttcgcagcac ctgtcgttgt cggaataatt gattgtccgc
  3262621 aagcacgtgc tcttcttaaa tctttatgtg ggttatcaat atttttttgg tcatttgtat
  3262681 aagcgtgaac tgtcgtcatt aaaccgtttt caattccaaa ctgctcatct aacaccttca
  3262741 caacaggcgc taaacagttt gttgtacaag atgcatttga aataacagta tgttttgtaa
  3262801 tatctaattg gtcttcgttc acaccaacta caattgttac atcttcattt ttaccaggcg
  3262861 ctgttaaaat aacttttttc gctccagctt caacgtgaag aattgctttt tcttttgaat
  3262921 taaatttacc agttgcttca attacaactt caacacctaa atctgtccaa ggcaattcct
  3262981 ttggatcgcg gttgtttaaa aggcgaatca ttttcccatc aactaataag tgatcttcaa
  3263041 atgcttctac tgttccgtca aacttaccgt gaactgtatc atatttaatt aaatgtgcta
  3263101 acgtttcaga tggatagctt gcattgattg ctacaatttc gaatgcgctt tcttttattg
  3263161 cctgacgaaa taccattctc ccaatacgtc caaatccatt aattgccaca cgagtcataa
  3263221 tatgttatcc cccttgaatg cgttatacta tttatctcca atcccaataa tagtataaca
  3263281 caaaaagggg atatgtcact aagcattttc attaatttca caatttttta gtcaataatg
  3263341 ttccatttct ttaaaatcgc ctgtaattgt gttttcgttc ccataattgt gccatcatta
  3263401 tttatcactt catctgcatt tttcactttt tcttctaacg gcatttgaga ttgaatacga
  3263461 gctgttgctt cttcttctga aaaattattt cgcttcatta aacgttctaa ttgcgtatgt
  3263521 ggcttaactg ctacaactaa aacgcggtca acgagacttg ttaatttact ttcaaataag
  3263581 agaggaatat ctaacacaac cgcttgcata ccttctttta tgtacatttc cttttgccta
  3263641 ttcatttcct cacgcactgc aggatgaaca attttgttta actgcaatcg tttctcttca
  3263701 ttatagaaaa cgacacttcc taatttcggt cgatccagtt ctccatcttc ttgtaatact
  3263761 tccgttccaa acacttctac aattttgtta tatgctggtt ttcctttttc tacaacttct
  3263821 cttgcaataa tatctgcatc aataactggt atactgagct cgcgaaacat ttgagatact
  3263881 gtactttttc cgcttgcaat acctcccgtt aatccaatta ctaccgtcat cataaccctc
  3263941 ctcataataa aaggcgcgaa actaatgttc cacgcccgta cttacatttt ccaaattcca
  3264001 ataataatga gtaatacccc aggcaggaat gtaaattttt gcaaccattt catatttgat
  3264061 aaaaccgttc caagtttcat tccaataaat aaaaacaaag aactcatcac tgcaactaat
  3264121 atcgccatca tagcaggtgc ataccctaat aaagacgcac caattccagc accgaatgaa
  3264181 tctacagaaa gagcgatacc aagaagcaat gcttctcctg cagaaatggt gcctgattta
  3264241 tcgaaatctg ctacagtcgg tttccgtaaa atttgaatta ctaacccaag cgaggcaatc
  3264301 tctaatttcc agaccttctc ctcttgcttc ggttcttctt ttttctcact tcgaaaaaat
  3264361 tgatataata cccaaatccc tattccaata agaacaagcc caccgatacg cgttgcgata
  3264421 acaggtgaaa atattttcgc gatcatatgt ccaattccca ttgaaacaag cataacagcg
  3264481 gctgaacaca ttccgataat tataattgat cttagtggaa ttcttacgct tcttaaacca
  3264541 tatgttagcc ctacactaca gctatctaag cttaatgtaa aagctaataa aataagagat
  3264601 aaataaaggt acatcggtaa gctcctccct tatacatagc tctgctgtat gtatatgaca
  3264661 aatgcctatc cgatgttatc tcttttctat attctaggct gacaaatcgg gcagtaatgc
  3264721 gttcctcttc cgccaacaac tgttttttct aatatcgtac cgcaagtcac acacggttct
  3264781 cctttttttc catatacatt tagaagttct tggaatgagc caatttgccc ttgtgagttg
  3264841 atatacgttc gaatcgtact tccgccacgt ttcacggctt cgcctaacgt tgtaacagtc
  3264901 gcctcataaa tccgctcaat ttcttccgct gttaaagaag acgcttctcg ttctgggtga
  3264961 atttgagaac ggaataaaac ttcatctaca tatatatttc caagtcctac taaaagacgc
  3265021 tggtctaaca atacaacttt tattttccga tttgtctttt gcaatctctc atgtaaatac
  3265081 tgtggtgtca attcagcatc aaatggctct ggacctaagt cagctagagg catttgattc
  3265141 atttcctcac cttttttaaa gagatgcatc gtaccgaact ttctcacatc tttataatgt
  3265201 aattcagttc catctgtaaa caagaaacgg acgtgcgtat gcttatcaat tggttcatcc
  3265261 tcttgatgca gtaaaaactt accttccata cgcaaatgtg aaacaataac ataattcgtt
  3265321 acatataaaa gcaaaaactt tcctcttcgc tttatatttt caatcgtctc gccttttagc
  3265381 atttctttaa agatttctgc atcatctggg cgttttacta ttttgggata ggtaacaatg
  3265441 acgtcttcaa ttgtttttcc tgttacaaga ttttcaagtg tccgtctgac gttttcaacc
  3265501 tctggtaatt caggcatttc atcacttcct tattttgcgt cgtaccaagt tggaccgtaa
  3265561 gaataatcaa ctttcagtgg aactgccagt tcaattgcat gctccattac ttctggtaca
  3265621 agcttctcta atttttcaac ttcttctttt ggtgcctcaa atattaattc atcgtgtact
  3265681 tgcagaagaa gacgcgcttg taatccttct tcttctaaac gatctgccat aataatcatc
  3265741 gcttttttaa taatatctgc tgcagtacct tgaattggtg tattcatagc tgtacgctca
  3265801 gcaaagctac gcaagttgaa attacgactc gtaatttccg gaatgtaacg gcgacgattt
  3265861 aataatgtag ccacatatcc tttttgcttc gcatctttta cgatgtcatc catatattct
  3265921 tgtacaccag ggaaactttc taaatacttt tcaataaatt ccgctgctgc ttttcttgta
  3265981 attcctaagt tttgtgaaag accataatca ctaataccat acacaattcc gaagttaaca
  3266041 gctttcgctt gtcgtctcat atttgaagtt acttcatctt tttcaacgcc aaatacatcc
  3266101 atcgctgttt ttgtatgaat atccatgtca tgttggaacg cttcaactag ccctttatca
  3266161 ttggcaatat gagctaatac acgaagttca atttgtgaat aatcggccgc gtacataatc
  3266221 catccttctt ctgatggaac gaatgcctga cgaatctttc ttccttcttc taatcgaatc
  3266281 gggatatttt gcaagtttgg atccgttgaa cttaatcgac ctgtttgcgt taatacttga
  3266341 ttgaagcgag tatgaatttt agatgaatct tcatgtacaa cttttaataa accttcaata
  3266401 taagttgaat tgagtttccc taattgacgg taatgtaaaa tgtttggaat aatttcatgg
  3266461 tgatccatca gcttgtctaa tacatctgct gatgtagaat aacctgtttt cgtcttctta
  3266521 ataaccggta agtttaaatt ctcaaacaga atcacaccaa gctgcttcgg tgaattaata
  3266581 ttaaattctg ttcccgccag cttataaatt tcctgttcca tttcctttaa tctacctgca
  3266641 agttcttctc ccatattacg aagacgttct gtatcaactt ttacaccttt tacttccata
  3266701 tcagctaata cacgtgcaag tggtaattcc aactctgtaa acagttcata ttgctcattc
  3266761 ttttctaact cttcaacaaa tgtttgcttt acatcatata atacatgcac tttacgagct
  3266821 acatgctccg ctactatctc taactctgga acagcacgct tcgcaccttt tccgtaaact
  3266881 tcttcatcag atttcacagc atgcgtttct ttcattttcg ctacagtacg gaaatcttta
  3266941 tctgtatcag ccggatcaag taagtaagca gcgattaata gatcaaagtc aatcccttgc
  3267001 atatctatac cgttccattt cagcgcaacg atcgcacgct tcgcatcaaa tgtatacttt
  3267061 ctcatttctc catctgcaag ccactcttta aaagcatctg atttaagtgc aatgtctgtc
  3267121 tgaataaagt aacatccatt ttcattttga ataccgaaac cttgaatgtc tgctttatga
  3267181 tagttatctt cttgtacttc aacgataagc gcactatctt gctgaagcat ttcttctgta
  3267241 acttcttcta caatatcaaa tgtaatatca tctaattcag ccggagctgt ttcttctggc
  3267301 gtaacaccta atttgtttaa aagagatgta aatcctaaat tctcgaacat tggaatgaca
  3267361 tcacttgctt catatccttt atactccata tcatccacat tcacagtaat cggtgcgtct
  3267421 gtaataatgg ttgcaagatc tttactcata agagcttggt ctttatttgc ttccagcttt
  3267481 tcttttaatt tcttcccgct tacttgatct atattttcat acacttcttc aaccgttcca
  3267541 aactgtgtta acaatttaat cgcagttttt tcaccaactc ctggtacacc tggaatatta
  3267601 tctgattggt ctcccattaa acctttcata tcgataattt gctttggtga taagctgtat
  3267661 ttttcaaata aagcttcttt cgtatattcg tctacttccg taatcccttt tcgaggaata
  3267721 catacaagcg tgttatcaga aacaagttga agtaagtctt tatctcctga aataactttt
  3267781 acacttgcgc cttgttcact cgcttctttc gctagcgttc ccataatgtc atccgcttca
  3267841 taattttcta attcataacg tggtacattg aatgcatcaa gcatctcacg aataaacggg
  3267901 aattgctctg ataactcagg cggagtcttt tgacgtcccc ctttatactc actatatgct
  3267961 ttatgacgga atgtcgtttt ccccgcatca aatgctacta acatatgcgt cggtttttct
  3268021 tcctctaata ttctcattaa catcattgta aaaccgtaaa ttgcgttcgt atgtatacct
  3268081 ttgtcgttat ttaaaagcgg tagtgcaaag aaagcacgat acgcgatatt attaccatct
  3268141 actaatacga cctttttttc caaatcagaa acctccccat acaaatttga aatgattttt
  3268201 ttcacagaaa aaaaaccgtt tctttcctct ctctatatta acatgactaa tagagagaag
  3268261 aaaaataacg gttattttct ttcatatata aaacagactt atattggcat aaagggaagt
  3268321 gacgagaaca gcttaactat tctcgtccaa aattactcct tggatgaagg ggttttcatg
  3268381 tattatatta acagagcttt attaatattt aattaagcca ttgttaatat attgtaaaca
  3268441 tccttcatcc tatttttcag ttgctgattt tggtaaaaca actgtaaacg ttgtcccttc
  3268501 cccaacttca ctatccactg taatcgtacc gtgatgcgcc tcaactaaat gctttacaat
  3268561 cgataaccca aggcctgtac caccagtatt tctacttctc gctttatcta ctcggtaaaa
  3268621 gcgttcaaaa atacgcggaa tttcatcttt actaatacca attccagtat ccgatacttt
  3268681 tatataagca ttatatttat cttccgctaa ttctacagaa acaacgcctc cagccggcgt
  3268741 atatacaatt gcgttattca ttaaattaat aaagatttgt tgcaagcgac ttggatctcc
  3268801 aatgacagag acacgtttta gcgtatttac ttgtaaagag atttcttttt ctcccgcttt
  3268861 attatcaagc accatatgaa tatcttcaag aagccccttc atatcaacgg ttcccatact
  3268921 caatttaaac ccttgttgct caatctttga taaatctaat aaatcttcaa ttaacccttg
  3268981 catacgttca ctttctttta aaataatgtg taagaaatgt tcgcagaatt ttttattatc
  3269041 catagcaccg tctaagagcg tttctgaaaa acctttaata gaagtaatcg gcgtttttag
  3269101 ttcatgagaa acattcgcta aaaagtcttt tctcatttgt tctaactttt tcagctcagt
  3269161 aatgtcatgg aatacaagga caatcccctt ccattcatgg ttcgtcccga taatcggtgc
  3269221 tccatatact tcgaaatgct ttcgctcaat tccaagtggc aataacattt gtttgcgcac
  3269281 tttcacttct gtcataaaga tttcttccac aagctctata atttccgtat gatgaaacga
  3269341 ttcataatat aagcgatcta aatattcttc atctgtgacg tggaaagttt ccttatacga
  3269401 acggtttaca aggtttatat aaccgcggct atcaattaaa atcattccac ttcccatatt
  3269461 ttcaattaac gtatgcagac gatcttgttg catttcttgt tcaagcgtca tctcttgtaa
  3269521 attacgagct aaaatattaa tcgctttact taacattccc gtttcatccg aatgactttc
  3269581 ataagcgcgc gctttataat tacctttcgc taattcgatg gcaactttcg taacggattc
  3269641 aattggccta atatattgcc ctgtaatttt catacctaaa aatacgacga cgagacatgc
  3269701 aataacgaat ccgataatta ataatcccca cgttttttga tgaacgtctt tcaaaggctc
  3269761 aattgtgctt ttcaccaaaa tgtatccttg tttccctgtt acatcttgca cgaacaccgc
  3269821 atggtaaaat tcgttatttt gatctgcttc tttcgtaatg actttatttc tttgtttctt
  3269881 tgtttcagag gaaagttctt tcattatccc ttggctaaac gcagactgtt ctcccccgct
  3269941 atattgaact ttctttttct catctacaaa ggcaatagaa gcctgtattt tttcttctaa
  3270001 cttttcaaat acatatggat tttttaaaac atcatcaaaa ccttgttctt ctgctaatac
  3270061 tgcaacatac tctgtctctt ttaccattct ctcttttgca tgatctatat agtagttttc
  3270121 aaacacggtt tctagcaata aaccgagtcc cactaaaata aacacaataa gagaaacaaa
  3270181 tgtaaaaaga agcctggaac gaaatttatt catccccttt tggctcctct aatttatatc
  3270241 ctaaaccacg tatcgtttta atgtacgtcg gttttttcgt attttgttca attttatcgc
  3270301 gcaaatggct aatatgaacg tcaacaattc gtgtatcacc agcaaaatca tagttccata
  3270361 cagcacttaa taattgatca cgtgtcaaca cgcgactttt atttttcgca agataaacaa
  3270421 gtagttcaaa ttcttttggt gttaattcaa gctttcttcc ttggaaataa gcttcataaa
  3270481 attccggcaa aattttaagt tcagcaattg tgatgctctc ttcatctgac gtttctgtaa
  3270541 cttgctcttc ttgttgtaat ttcgtacggc gtaaaattgc cttcacacgt gcaacaactt
  3270601 cccttgggct aaatggcttc gtcatataat catccgcccc aagttcaaga cctagcacct
  3270661 tatcaaactc atcatctttt gctgttaaca ttaaaattgg cgtcataacg cgctgcaatc
  3270721 gtaattcttt acatacttcc ataccatcca tttttggaag cattaaatct aatataatta
  3270781 aatctggacg ttctgttgtc gctttttgca gcgccatctc accatccatc gctgttatta
  3270841 cttcaaaacc agcttgttgt aaattaaatt cgattaaagt taagataaac tcctcatcat
  3270901 caactactaa aatacgattg ttcattcttt tcctccaagt tatagacttg aaaccttctt
  3270961 catcctagta ttttccccgt tattctcatc atactagaaa acaaggtccc tctcaatata
  3271021 attgtctatt catggagctc gtttatacta ctgtttcgta atatagaagc atttataaat
  3271081 tcattccttc taccaccgtt acccaaactt tatagatgac cccatctatt ccaaagtgtt
  3271141 cttccttatg aactatccac actctctcct gcgctaagaa aaaagataga gcgtacgcta
  3271201 ctttataatc cagcttttca tatccatcaa acactcttcc atacatttca ttcgcaaccc
  3271261 cgtccgctca tacttcagct tctcttatcg tttcaaaaat aacgccttct cttttccatc
  3271321 tcactttaaa aatcactcct ttcattgact tacactaata atttgtatat tataatttta
  3271381 aatatataga tataaataat atggaggttc tattatgcga ctattactac ctattctaac
  3271441 tttagtagta acatgtattc ttactttcaa cgctccaagc tgggatacaa ttaaaacagg
  3271501 ttgttcagat ttcgctgaag ggttcaaaga gggattcttc aactaaaaat agcgctagct
  3271561 cccttatgaa aggtatgcta gcactattca cattttcatg ttttaaaaat tatctaatgc
  3271621 tttttccata atagagactg atttataagg tggcgttact gttaatgagc ctttcacaac
  3271681 agtatcccct ttttcatcat gagcagatac aagcatatca attgtatgtt cctcctcaga
  3271741 aacagccaca acttcaaatt ggatttgtaa cgtttcataa tggtgaacat gcttcacgaa
  3271801 cgtaaggtcc ttcctagtaa tatgactacc tggacctggt aaatatttcg taactgccgt
  3271861 tgtaatcatt ccagttagca taatgcttgg tacaatcggc ttttcatacg gagtttggga
  3271921 tgcgtaatca tgctgaatat ataatggatt ggcatcattc gttaacccta agtacaataa
  3271981 caaatcttta tcctcaattt tttcagtgat agataatttc tctcctactg taatttcatc
  3272041 cattttacga ccaatttgaa cttttttctt taacatgtta caaccccctc cgattttttc
  3272101 accttattat cctactaaaa gcgatacttg atccgatatt tactatgatg agggcaatgt
  3272161 atagtataaa tctacagttt cattatagga tattacaaat gataacgttt tcatgttatt
  3272221 tcaaaaaaac atttgtataa atagtagaaa aagattcggg gccccgaatc tttttctact
  3272281 tatatttaat gattaaacaa gaaccttcat aacattacgt acagattcta cagagcgatc
  3272341 taacgcttct ttttcatctg caagaagttc taattcaata attttttcaa ttccgttacc
  3272401 acctagaatt actggtaccc ctaagtaaag gtcactataa ccgtattcac cttcaaggta
  3272461 cgcaatagcc ggtaatacac ggcgttgatc ttttaagatt gcttctgtca tttcaactaa
  3272521 agaagcagct ggtgcgtaat atgcactacc gtttcctaat aagcctacaa tctcgccgcc
  3272581 acctttacgg gtacgttcta cgattgcttc taaacgctct ttcggaatta acgtttctaa
  3272641 cggaatgcca cctgcatatg aataacgtac aagaggtacc atatcgtcac cgtgtccacc
  3272701 aagaacaaat cctgtaatgt ctttcacaga aagatttaat tcttgtgcga tgaatgtacg
  3272761 gaaacgagct gtatctaata cgcccgattg accgataaca cgctctttcg ggaatcctgc
  3272821 ttctttaaat acagaatatg tcattgcatc aactggattt gttaatacaa caataatcgc
  3272881 atttggtgaa tgttttgcaa tgtcgcgcgt aatacttttc ataattttgg agtttgttgc
  3272941 tactaaatca tcacggctca taccaggctt acgcgcaata cctgctgtaa tcacaacaac
  3273001 gtcagaatca gcagtatctg cgtaatcaga tgttccaata atgttagcat caaaaccttg
  3273061 tactgggctc gcttctaaca tatctaacgc tttccctttt gttggatttt ccagctgcgg
  3273121 aatgtccact aatacaacat ctgcaagttc tttttgtgct aataagaatg ctgttgttgc
  3273181 tcctgtaaat cctgcaccga tgactgaaac tttcttgcgt ttgattgtca taatttaccc
  3273241 cccgctttaa ttatgcgttt ttgattatcg ctacatccat gtttttaata agttcattag
  3273301 cgaactcaga acatttcact tctgttgcac cttccattaa gcgtgcgaaa tcataagtta
  3273361 ctacttttga agcaattgtt ttctcaactg aagcagttac taatttcgca gcttcgttcc
  3273421 atcctaagtg ctctaataat aatacaccag aaagaagaac tgaagatggg tttactttat
  3273481 ctaaacctgc atattttgga gctgtaccgt gcgtagcttc aaagatagca tgtccagtca
  3273541 catagttaat gtttgcacca ggtgcaatac caattccacc tacttgtgca gcaagtgcat
  3273601 cagagatgta gtctccgttt aagttcattg ttgcaacaac atcgaactca cgtggacgag
  3273661 ttaaaatttg ttgtaagaag atgtctgcaa tagaatcttt tacgatgatt tttccagcca
  3273721 cttcagcgtc tgccatcgct ttattcgctg catctttacc atctttctca acgatacgat
  3273781 catattcagc ccaagtaaat actttgtcgc cgaattcttg ttccgctact tcgtaacccc
  3273841 agtttttgaa agcaccttct gtgaatttca taatgtttcc tttatgaact aatgtaacag
  3273901 aagagcgttt ttcgttaatt gcatattgaa ttgcagcacg aacaagacgc tttgtccctt
  3273961 cttctgagat tggtttaata ccaataccag atgtttctgg gaagcggatt ttattaacac
  3274021 ccattgcttc ttttaagaaa gcaagaactt tttctgcttc tggagatcct tgcgcatatt
  3274081 caattccagc ataaatgtct tctgtatttt cacggaaaat aaccatatca gtatcttccg
  3274141 gacgttttac aggtgaagga acaccttcaa aataacgaac tggacgtaga catacatata
  3274201 aatctaattc ttgacgaagt gctacgttta gagaacgaat accaccgcca actggagttg
  3274261 taagtggacc tttaatcgcg attaaatatt cacgaattaa atttaaagtt tcttctggta
  3274321 accactcgcc tgtttggttg aatgcttttt cccctgcaag cacttctttc caaacgattt
  3274381 tcttctcacc atcataagct ttttcaactg ctgcttctag tacacgagat gcagctgccc
  3274441 aaatatcagg accaattcca tctccttcga taaatggaat aatcggattg tttggtacat
  3274501 tcataacacc attagttaca gtaatttttt cacctgtcgt caatgtgata acccccatgt
  3274561 ttgaaatttc atatgtatga aactgaggga ataacccctc agttcaaacc gttagtcaaa
  3274621 ttaaaatatt ctaatcatta catctttccg aaaaaatcag acttttgaaa gcgtattttc
  3274681 actatcaaaa tagtgttatt cgcttatcgt tgtgcaattg gaacatacac ttgatgtgtt
  3274741 ggtccattat aatcagcacg cggacggatt aaacggttat tttcatattg ttctagaata
  3274801 tgagctaacc agcctgacat acggctaatt gcaaaaatag gtgtaaataa gtcatggtca
  3274861 attcctaaac aatggtatac agaagctgaa tagaaatcaa catttggtgg aagacctttt
  3274921 tcttttgtta caatgtcttc aattttgata gacatattat accatttctc ttctcctaaa
  3274981 agcacgcata atctcttaga catttcgcgt aaatgttttg cacgcggatc accctgctca
  3275041 tatacacggt ggccaaagcc catgattttc actttatttt gaagagcatt atgaatatat
  3275101 gattctacat tttcttcttc gccaatttca gttagcatct tcattacatt ttcatttgcc
  3275161 ccgccgtgaa gaggaccttt taacgcaccg attgctgctg taataccaga atatacatct
  3275221 gaaagtgtag ctacacaaac gcgtgcagta aatgtagaag cgtttaactc atgatctgcg
  3275281 tgaagtacaa gcgccttatc aaaagcttca atttcaactt catttggctc gcgatcattt
  3275341 aacatgtaca agaagtttgc agctaatgat aaatcatttc taggctcaac aacatctaaa
  3275401 cctttacgga ttcttgcata agcagcaact aaagtaccca cttgagcctg taatttaacc
  3275461 gctttcaaat aattggactt ttcatccata atttcagcgc tctcatcgta taatgatagc
  3275521 atggaaattg cagttcgtaa aacagacatc ggatgtgcga tttttaaatc tacttgtttc
  3275581 aaatatgcta aaatctcacc tggaacttta tagtattccg atacaatctc attaaatttc
  3275641 gctagttctt gctcgttagg aagcttgcga tgccataata agtacactac ttcttcaaat
  3275701 gtagcattct cagctaaatc atcaatatta tacccagcat aagttaatgt atcatcaata
  3275761 atagagctca cagatgatgt tgttgctact accccttcta aacctcgaat aacagtcatg
  3275821 acattctctc cttttcctga aaattctccc aaccttgctc cttatatcta tttgctcccc
  3275881 ttttgaatta tgaacgcccg ttcactcttt aggcaagcaa aatgcacgat catgcaaatt
  3275941 tgttgcgatg ttcccctctt attgtccatt gtctacatgg aaagcatgag cgtgaatgtc
  3276001 tccccgaatc ctcacgctca aaacaacaag ttagtgagga aaattaattc cgaagagttt
  3276061 tatgataaaa acaacataaa acaatatcat tataaaattg ttttatgttg tttttatttt
  3276121 atctggtgta aagtctctgc tgttatgtaa cttttcaaag tttctaatcc tattataaac
  3276181 aattatctga cttttgtgaa cagaaagaat tcaaaaattt tatattacta taaaattcct
  3276241 tatttaaaca tctgtataat actcattact gcataggcaa ttccagcccc aattaatgga
  3276301 cctacagcga ccccattaaa taaagcaact gctataattg tcccgaaaac gagcgcagtt
  3276361 gtaatatgag gatctgtcgt taataattgc acgccgcctt ttgctaacaa agcaactgct
  3276421 acccctgaag ctaaagcaat ccatgcataa tacgatttcg ctgcttctcc aagttgctta
  3276481 aaccctattt cccccgtcgc aatcggtacg agtactgcta ttgtaataac cgttacaccg
  3276541 aggttaatcc ctttcgtttg tagataagga aagactttat cccctagaaa tgtaaatttc
  3276601 aatagaaata acacaccaat agctacagta agcgattggt ttttcgcaat aagtcctata
  3276661 ataagtagta tgaataaaaa taacgttgac tgactaatca tgtttgcact tcctttctga
  3276721 aaataatgaa ctcatttcca aacaaaaata cctttaaacc tatcgttata catgctatat
  3276781 cgatgcctat tcaacatgaa tcacttcatt tttttgcgta ttttaaaatg acaaactgag
  3276841 actttcacca tccaaatgta agcatgtata cattttaaaa aacgggcgtc tctcctttct
  3276901 tttctaatta gaaacaggta aaataaaaag aagagaaaat gaagttttta ccatatagta
  3276961 gaagcatcaa caccaagctt tcacagtcac tcacgtactg aaaaagcagg aaaattccat
  3277021 cattccacta taacataaag tgaaacttta atcagtgggg cacactcgtt ataagttgaa
  3277081 cgaattagga taatccaaat tggaatggga ggtatacatc tttgaatcga aacttactat
  3277141 atatgatatt gcgactcgta tttgtcattg tagcgacggt agcagggttc tatgcattac
  3277201 tatatgtgtc agggcttatc tatcctttta ttatcgcttt cgcatttgct tatttgatta
  3277261 atcctgtcgt caatttcctg aatcaaaaac tacaatttcc tcgcgcactc gcagtactcg
  3277321 ttagcttaat tctcgtattt ggagctatcg tcggactcgt gacatatctt gtaacagaag
  3277381 cgatatctgc cacaacatac ttactacaac ttgttacagt aaaatttccg gatatcgtta
  3277441 cattcgctca gcagtttgca cttaatcata ttatgcctct ctatgatgat ttaatttcta
  3277501 aatttaatca tcttggggaa ccacagcgct atacgattac acaaaacatt caaaacttag
  3277561 gaaccgaagc aacgacgcaa atgaaagaac ttttaaccgc tattataagc gggttaacaa
  3277621 atttcattag tgcactacca actactttaa ctgtacttgt tttcgtttta ttagccactt
  3277681 tcttcattag taacgattgg catcgtcttg ctcagaaagt aagaaagttt ttgcctaacc
  3277741 gtgttcatgg ctatggaaaa actatttttg tggatttgag aaaagcttta ttcggttttg
  3277801 ttaaagcgca acttacactc gtatctatga caactgttat tgtactaatc ggacttttaa
  3277861 tattacgcgt accatacgcc attactatcg cgattattac aggggttgta gatttactcc
  3277921 catatttagg aacaggagct gtcttcgttc cttgggttat atacgtattt ttcactggcg
  3277981 acactgcttt cgccatcggt cttctcattt tatacatcgt cgtgattgtc caaagacaaa
  3278041 ttatggagcc aaaggtactt tcatctaata tcggccttga tccattagca acacttattg
  3278101 ctctatttgt cggatttaag ctctttggct tcttaggatt aatcatcggt ccagtcacct
  3278161 tagtactact taatacattg cacaaagctc gtgtattcca tgatttgtgg aaatatatta
  3278221 aaggctcacc ttcaaaataa tagtttctaa ttcatacaca acaaaaaact tacatgtaat
  3278281 cagtgggaaa ttcccactga ttattccttg tacttatttt tcatactcat tacataaaac
  3278341 aagagaattg cactcaaaaa agataattct cttgtttttt tgcataaaaa acgcatattt
  3278401 cttggtgatt atacatattt attctatttg ttttattttt attacttaca tttattactt
  3278461 tttatgtaaa tgaataaata tacaaaatga tataaaatta gacttacatt aagcttttca
  3278521 ctgctttcat ttcatttttt cgtgccaatt cattctttta tacacaaaaa caagtatccc
  3278581 ccctaaaaca cacttattca gaactactaa cttctcaaac cacatatcca attgaaaagt
  3278641 acacagcaaa tataacaaag taaaacttta acccgtatag attttgcccc ctattgatta
  3278701 ttaaccttta catttgccac atgttaaggc agcataaagc acatcttgaa ttaactaagc
  3278761 tttaaccatc ctctcatcct attacaagca aaaaaaatag tgcttagatc gctataatct
  3278821 aagcactatt tctgcacaat aatagttgag ttctttctaa acttccattc catccacttc
  3278881 ataataaacg gttttaataa agccctcgtc atcggaataa caaagataaa acctattata
  3278941 tccgttacat atccagggag tactaaaaga atacctccta caaagataaa aataccatct
  3279001 agtactgccg ctcctggcat ttctcctcta ttcaacttag attgaatctc tccaagcact
  3279061 ttaaaccctt gtcttttcgc caaatataca cctacaacac ctgtaaatac gatcatagcg
  3279121 aacgtagacc ataaacctat tacatgactc gatccaatta agactgtaat ctcaatcgcc
  3279181 ggtattaata ttaacaagaa tagtaaccac ttcacagttc tacacctctc tcatatatca
  3279241 tcgcttttaa cgccctcaaa acgctcatat acaccctatg aaatccaaat gcatatttcc
  3279301 atcaaaattc atactagaca gcttttagaa gcaatttcag gaacctcaag ctagttctat
  3279361 ctcttttttt gtgtaaaaaa aagagaagga ctccgatcct tctctccgta ttacttatag
  3279421 cacttccgca tgtccattat aaacaattcc gcgtgctgca tcaactgtta cttcttggcc
  3279481 attttttaaa gttgctgtta cgccgtttac accaacgata acaggaatac cgattgatac
  3279541 acctacaaca gccgcatggc ttgttaggcc gccttcttct acaactaaag cagcagcttt
  3279601 ttcgattgca ggaatcatat ctttatcagt gcttgttgta acaaggatat caccttcgtt
  3279661 tacgttcgct acagcttcag cagctgtttt cgctacaact actttacctt ttgcagcttt
  3279721 acgaccgatt ccttgtcctt tagcaacttc ttcaccaaca acgtggattt tcattaagtt
  3279781 tgttgtacca gtttcagcaa ctggaacacc agcagtgatt actacagtgt ctccaagtcc
  3279841 gattagacct gcatccatac ctgtttgaat cgctgtatct aacatttcgt cagtagaagc
  3279901 cgcacgcttc tcagccataa atgcttgtac accccaaaca agtgcaagac gacgtcctac
  3279961 ttgctcatca gatgttacag ctacgattgg agattttgga cggtatttag agatcatttt
  3280021 cgcagtatat ccactttctg ttggagctac gattgcagct acatcaagag caagtgctgt
  3280081 atgcgcaaca gattggctaa ttgcatctgt aattgttgga gtgaactctt taatacgttt
  3280141 tttgaacata tcttcatatt gtaatgattt ttcaacacgt actgcaatgt tagccatcat
  3280201 tgttactgct tctactgggt attgtccagc agccgtttca cctgaaagca tgattgcatc
  3280261 tgtaccatcg aagattgcgt tagctacgtc acttgcttcc gcacgagttg gacgtgggtt
  3280321 acgttgcata gaatctaaca tttgtgttgc agtaataact ggtttaccta acacgttaca
  3280381 ttttttgatt agacgttttt gtactaatgg tacttcttct ggtggaattt ctacacccat
  3280441 gtcaccacga gctaccatta agccgtcaga aacttctaag attgaatcga tgttgtcgat
  3280501 accctcttgg ttttcaattt ttggtacgat ttggatgtat tgagcgttat gctcttctaa
  3280561 taattcacgg atttctaata cgtcagctgc tttacgtacg aatgaagctg cgatgaaatc
  3280621 aactttttgc tcgataccga agatgatatc ttttacgtct ttttcagtga taccaggaag
  3280681 cttaatgctt acgtttggta cgttaacacc ttttttattt tttacagttc cgctgttaag
  3280741 aacttttgta cggatgtttc cgtcagcttt ttcgattact tctagctcga taagaccgtc
  3280801 atcgattaga atgcgagaac ctggatctac atcgtcataa agaccagcat aagatacaga
  3280861 gaacttctct gcagtaccta atacttgctc agtagaaaga actacttctg cacctgttac
  3280921 aagctcagct tgtccgtcta cgaagtcatg agtacggatt tctggacctt ttgtatcaag
  3280981 taagatacca actgttttac cagttttctt tgaagcttca cgaatgtttt taatacgagc
  3281041 accgtgctct tcatggctac catgagagaa gtttaaacga gcaacgttca tacctgcttc
  3281101 gattaattgc tctaattttt caatactttc actagcagga cctatagtac atacaatttt
  3281161 agttttacgc atattgcacc tccgaaaatt atgaaaccgt tcccaaatat ccgacattac
  3281221 gccgattaga tggataattc tttagataat tgatacatat ctttatcgat tgtatgcttt
  3281281 tgagctaacg cttcgataat gtcatgatca acaagtttgt tatcttgaat acctacacaa
  3281341 cgtccacctt taccagcaat taataattca actgctcttg cgccaagacg gcttgctaat
  3281401 acacggtctt gtgcacttgg tgatccacca cgttgtacgt gacctaatac agttacgcga
  3281461 gtatcaaagt ttgttgcttc ttcaatgtgc ttaccgatgt caattgcact tccaacacct
  3281521 tcagctacaa cgataatact gtgtttttta ccacgttcac taccgcgctt cagacgagcg
  3281581 ataacatctt ccatgtcata ctcttcttct ggaattaaga ttgtttctgc accatcagct
  3281641 aaaccagccc ataatgcgat atcaccagcg tgacgtccca ttacttcgat aacatatgta
  3281701 cgttcatgag atgtagctgt gtcacgaatt ttatcaattg catcaataac agtgtttaaa
  3281761 gctgtatcga aaccaattgt gaagtctgtt ccagggatat cattgtcaat tgtacctggt
  3281821 acaccaacac aagggaatcc ttgttcagtt aattttttag cgccttggta agaaccatct
  3281881 ccaccaataa caacaagtcc ttcgataccg tgtttcttta attgctcgat accttttagt
  3281941 cgtacttctg ggtctttaaa ctcaggacat cttgctgtat ataatttcgt accaccgcgg
  3282001 tggataatat cgccaacaga acctagttct aatttttcaa tgtgaccaga aattaatcca
  3282061 gcgtatccat ggtaaatacc atatacttca atatcatgga aaatcgcttt acgaacaact
  3282121 gcacgaatgg cagcattcat accaggtgaa tctccaccac ttgttaatac accaatacgt
  3282181 ttcatttgta ctcacctcat aaagattatt tgccttataa taaaataaca cgaaaaaata
  3282241 taaaaataca atggagaaga tgtgtctttt cataataaaa acgtgcattc gcgaagtgga
  3282301 acgcacgctt ttcttatttt atccaaatgg aagcgtttga aaacgaaact tgcccaattt
  3282361 tcatatattt ttcataacgt ttttcgatta attcatcttt cgaaattccg tttaattgtt
  3282421 caaaagtttt tctaagcatt aaatctatat tttctgactg tttcaaaaca ttacggtgtg
  3282481 ctccaccttt tgcctctgga ataatttcgt caattacacc taattctttc aaatctgccg
  3282541 ctgtaattct catcgcctct gcagcttcct ttgcttttcc tgcatctttc caaagaattg
  3282601 ccgctgcacc ctctggtgta ataacagaat aagtggaatt ttctagcata tgaatgtaat
  3282661 ctcctactcc aagacctagc gcaccaccgc taccaccttc gccgataacg atacaaataa
  3282721 caggtaccgt taagcctgcc atttcaaata aattgcgggc gatcgcttca ctttgaccac
  3282781 gttcttcagc agctttacca ggataagctc ctttcgtatc aataaaacaa ataattggac
  3282841 gattgaactt ttccgcctgc ttcattaaac gcaatgcttt tcgatatcct tctggatgag
  3282901 gcatcccaaa attacggcga atattttctt tcgtatcttt tccgcgttgg tgcccaatta
  3282961 cagttacagg catcccttta tatttcgcaa tgccgccgac aatcgctgca tcatcgccaa
  3283021 atagacgatc tccatgacat tcaaaaaaat cagtaaataa gtgctcaata taatcgagcg
  3283081 ttgtcggtcg ttctgcatga cgagcaattt gaacacggtc ccatactttc atattgccgt
  3283141 atatatcttc ctctaaattt tctagcttgt cttccaaaat acgaatctcc tcactgaagt
  3283201 ccatctggct gtttttcgta tagtctttca gttcacgaat cttatttctt agctcaacaa
  3283261 ctggtttctc aaattctagc tctgccatac agccatttcc cctccttgat gaacttctaa
  3283321 aatcttgcga agcgattctc tcatatcatc acgatgtact accgcatcta attgaccatg
  3283381 ttctagtaag aattctgccg tttggaaatc ttccggtagt ttctcacgca cggtttgttc
  3283441 aattacacgt ctaccagcaa atccgatcag tgcccccggt tctgcaagat tataatcacc
  3283501 aagtgaagcg aaacttgctg aaaccccgcc cgtcgttggg tgagtcataa cagaaataaa
  3283561 taatcctcct gcattactat gctttttcaa agctacgctt gtttttgcca tttgcattaa
  3283621 acttaatatc ccttcttgca tacgggcacc acccgaagca gtaaagataa taaatggaac
  3283681 ttgtaagtcg tatgcctttt caaccgcacg ggcaattttt tctcctacaa cagagcccat
  3283741 gctccccatt cgaaaacgag aatccattac tgcaacaaca acaagcatgt catcaattgt
  3283801 tccttcacca gttacaaccg cttcgttcaa ttcagtcttc ttacgatcgc tctctagttt
  3283861 ctcttcataa tttggaaact cgagtggatt taatgaaacc atttctttgt catactcacg
  3283921 gaatgaccct tcgtccaata tactatcaag acgttcccac gcattcatag gatgatgata
  3283981 accacaattc acacatactt ttaaattttt tagaacttct ttcgtataca tgattttttt
  3284041 acatttcgga cattttgtca taacgccatc tggtacatct tttcgtactt gttctgaagg
  3284101 tattgcagcg tactttttct ttttcacgaa taaatctctt agcacaattt gacccccttc
  3284161 gttgagagct aaggttagcg taagaagaaa attgggctaa caccaaagtt tgatgttagc
  3284221 cttatcttct caatctgtct aataacctca ctctttacgt ttaactttaa ccgctacgcg
  3284281 atagaatgtt tgtcataacg tgtcatggtc atttcgacaa attttataca ttacgagtga
  3284341 aactgtatat tctctactaa ttcatcgtaa atttttagtg catcattttc ttgtttttct
  3284401 tccaaagtag cataaagctt tctatacata tcgatagaat ctcctgaaac tttacaagaa
  3284461 agagttgata cataatcatt tacgatcatc caaatgcgat atagtaaata attatcgact
  3284521 tgttcaataa gtgttttaaa gaacgtttgg tgaagcattg gaattgagtt ttcatttccc
  3284581 tcaagcactt gatgtaattt acttagcact ttagaaaacg tttctttcgg taaattacat
  3284641 acaattcgaa tcatatcttt ctcaagcaat cgttttgttt gtaataaatc acgaattgtt
  3284701 ttctcatctt gcagcaagaa cggagcaatc aattgtacaa gaccgttatc gtaaaagttt
  3284761 cgaataaacg tcccttcacc acgtctcgtt tcaattaacc ctacaagttc taaagcacgc
  3284821 aacgcttctc ttacagagga acgtcctacg tttaaacgtg aacttaactc acgctcagac
  3284881 ggtaaacgat cccctgctac caatccatcc tcttccataa tggaacggat tttttttaca
  3284941 atttcgagat atacttttgt atttgatgat gtcaatggaa attcctcgct tattctttac
  3285001 caatcagcgc taattgtttt gttttctcag caacttcatt tggatccact tgacggcgag
  3285061 ctactcctgt ctccattgca gctttcgcaa cgtaagctgc tacttgaggc gctacacgcg
  3285121 catcaaacgg tgctggaatg atatagtctg cattcaactc atcttctgct acaagctcag
  3285181 caatggcttg tacagctgcc atcttcattt cttcgttaat ttgtgtcgca tgtacgtcaa
  3285241 gtgcaccgcg gaaaatacca gggaacgcta gtacattatt tacttggttt gcaaagtcag
  3285301 aacgacctgt tccaacaaca gctgcgcccg ctgcttttgc caattctggc ataatttctg
  3285361 gaactggatt cgccattgca aaaataattg catcgtcatt cattgtacga accatctctt
  3285421 ctgttaatgc accttctgca gatacaccaa tgaatacgtc cgcaccttgt acaacatcag
  3285481 ctaaagaacc ttcgatacga ttcttatttg tatattttgc aacttcatcc ttcaccggat
  3285541 tcatacctgt aggacgacct tcatagatcg cgcctttacg gtcacacata ataatgtcgc
  3285601 gtacgccata gcgatataaa agtttaataa ttgcaatacc tgctgcacct gcgccatttg
  3285661 cgacaacttt aatgtcagac attttctttc caactagttt tagcgcgttc acaagacctg
  3285721 ctactgttac gatagctgtt ccgtgttgat catcatggaa gataggaata tttgtttctt
  3285781 ttttcaaacg ttcttcaata atgaagcagt ttggtgctgc gatatcttct aagttaacgc
  3285841 cgccaaaagt tggctccatt aattttacag tttcaacaat tttatctaca tcgtttgtat
  3285901 ttaaggcaat tgggaatgca tctacaccag caaagctctt gaataataca gctttacctt
  3285961 ccattactgg aagagatgct tcaggtccaa tgttaccaag accaagtaca gccgttccat
  3286021 ctgtcacaac tgctaccata tttcccttca ttgtatattc atatacctta cttttatcgt
  3286081 cataaatttc cttacaaggt tctgcaaccc ctggagaata tgcaagactt aaatcttttg
  3286141 cattttctac ttttactttt gatacagttt ctaattttcc ttgatgcact ttatgcatgt
  3286201 gaagtgcttc ttcacgaagt gttgacaaac tatccactct cctcaaatta ttcttgctga
  3286261 tatcaatttc tccaagtggt ctgaccacga acactactac tataataatc gaagtgtagg
  3286321 gaaattgtcc attatatttt cacaaccaca ttttcttccc cgacaatttc acgaagtgct
  3286381 cctaaacatt cttcacttgg gtgaatcgat aaacttcgag ataattgtac cattttatgt
  3286441 tccttttcat aataaattag tactttcgca aaacccgaat agtcaaacaa tattttagta
  3286501 acctgattta aaagcttttt ctcatactga gacggcaatt tcacgtaaac agacgcatct
  3286561 ttcttttcct catacgcatc catttcttct aacggatata gtccatttac aatccattgt
  3286621 aacttatgat ttctaagctc aatcgtgccg tcaactaaaa caattgctcc ttcttgtaac
  3286681 ttatctgaga aatgtatata cgtttcgggg aaaagaaccg cttccatttc atcattttga
  3286741 tcacaaaatg taataaacgc catcttttgc aactttttcg tacgaatcac tctcacgctt
  3286801 gttatataca caatagctct ttgtactttt ttcttatgtc gcatcgcctg agcgagagat
  3286861 ggaatttcta attctttcgc taacttcaca tactgcgctg tcggatagct tgataaataa
  3286921 aaacctagta cttccttctc tttatttaac tgttcaataa aggagagctc ttctccttgt
  3286981 acgtattttg atttcggaac agcatctcct aaatcacgcg caagatttgc atactctaac
  3287041 gctcctttaa gacttttcca taaatttgtt ctcgaaacac caaaatcgtc aaaacatcca
  3287101 gaccagacga acgcctctaa atttcgctct gttacaaact ttgatggcat gcgcaaacaa
  3287161 aattcaaata aatcttcaaa catttttttc tctcgttctt caagtaatgc tgtcacggta
  3287221 gccattccaa tgtttcgaat ggaaagtaaa ctgtaacgta ttgcatttcc ttctatttgg
  3287281 aaattgtaac cacttctctg aagagatggc ggcaaaacat gaaaaccttt tcgcttcgtt
  3287341 tcccgtatat attgcacaat cttatcttca tttccaattg cactcgataa tagtgccgtc
  3287401 ataaattcca acgtataatt cgcttttaaa taggcaagct gatacccaat catactgtag
  3287461 gctacagcgt gacttcggtt aaaaccgtaa tttgcgaatc ttacaattaa atcgtaaatt
  3287521 ttctctgcag atgtctcgtc ataaccattt tgtaaacacc cttgcacaaa atgcttacgt
  3287581 tcctgatcta aaatatcacg atttttttta ctcactgcac ggcgtaataa atcggcttct
  3287641 ccgagcgaga agcccgccaa cttcgacgca atttgcataa tttgttcttg gtatacaatt
  3287701 acaccgtatg ttctttctaa aatcggcttt aagtccggat gtaaatattc aatttttctt
  3287761 tttccatgtt ttgattcaat aaaggttgga atttgttcca tcggtcctgg tctatataac
  3287821 gagttaacag caacaatatc ttcaaattca ttcggcttta acccgcgaag tacatttcgc
  3287881 ataccacttg attcgagctg gaatacacct gttgtatccc ctctacctaa taattggaat
  3287941 gtctttgcat cttgaagtgg taaatttctt atatcaattt ctttccctgt tttttgcacg
  3288001 ataaacttta taatattttc aagtaacgtt aaattacgta atcctaaaaa gtccatcttg
  3288061 agcaacccaa gttcttctaa cgcatcagct gggtattgcg taacatacac atcgttatgc
  3288121 ccttcttgaa tcgctacact tcccgttaac ggttcttgac tcataataac gccagctgcg
  3288181 tgaatagacg tatgacgcgg caagccttct acacgttttg caatctcaaa tacacgctca
  3288241 tgtaaaagat ttccttgaat aaactcacga agcgattgcg actcttcata agcatctttt
  3288301 aacgttatcc caagctttga tggaataagt tttgagaata tatcaatatc tctcggcgga
  3288361 agccccatta cacgcgcaat atctctaatt gccgctttcg ctgcaagcgt cccaaacgtt
  3288421 acaatttgcg caacacgaag ctgaccatat ttatctttca catatcgaat catctcatca
  3288481 cgtcttatat ccggaaaatc gatatcaata tctggaagtg tcacacgttc ggggtttaaa
  3288541 aacctttcaa ataatagatc gtattcaatc ggatcaatat ctgtaatttc taatacgtaa
  3288601 gaaacgagtg agccagccgc cgatccacgg cctggtcctg ttaatatatg attttcatgc
  3288661 gcatacttca taaaatccca tacgatgagg aaataatcac taaaccccat actagaaata
  3288721 acgtttaatt catgattcaa acggtttata tgtacttctt tcggcgtacc ataacgtttc
  3288781 tgtaatcctt cttcacaaac gcggcgcaaa tacatatcat tcgtctcgtt agatggaaca
  3288841 gggaatttcg gtaattgatt tacatgaaac ggtatttcta ctctgcaacg ttctgcaatt
  3288901 tctactgtgt tataaatcgc ttcttctacg tgagaaaata gggcttccat ttcatctgat
  3288961 gattttaaat aatattgatc tgttttcagc ctcggcctat cgggatctgt cattttcgtt
  3289021 ccactttcaa cagataataa acattcatga acaagtgcat cactttgatt gatgtagcgt
  3289081 acatcgttcg tcgctacaac cggaatattt accctattca taaatgcagg taatttttct
  3289141 tgcagaagca gttcatcttg aatcgcatga tgctgtaaac tcatataaaa attgccgaac
  3289201 atattttgat atgcacgagc tacttcttca gcctgacttt ctttgtcttc taataataat
  3289261 tgttcaattt ctccatcttt ccctggtgaa attgcaatta gccctttcgc ataatgcgca
  3289321 agccatttct tcggaatacc ttcttttgac ttcgtcataa tgctactaga aatctttaat
  3289381 aaattttgat aacctatttc attttcagca agtaagacaa gcggataaga cttttcttct
  3289441 tcttcactaa aaatagaggc tgttaaaccg ataataggat gtataccatg tttcttacat
  3289501 gctttataaa acgggataac gccatacata acattttcat ctgtaatagc cagcgatgaa
  3289561 taaccgagct ctttcgccct gactacaagc tcatcaattt tacaagcact ttttaataaa
  3289621 ctaaaaacgg tttgacattg taaatgcaca aacttcactg ttgtaccctc tctttaccta
  3289681 tttgactact tttattatag gtgaagagga aagcggaaat caaaacatac ttcttatact
  3289741 ttgtccatat atatgaagaa gaaaggggaa tgacgatgga tgtaagagaa catacttttt
  3289801 tctctctgct tattattagt tattttattg cctttggggt tatacttggt ggttcattaa
  3289861 ttggtggatt tggtgcattt cttatcggaa aaccaactct aacttacatt aatcaattcg
  3289921 cccaaaattt aagaatttgg gcactcgttg cagcgattgg cggaacattt gatacttttt
  3289981 atagttttga aagaagtttc tttggcggag atatgaaaga tatcgtaaaa caaattctcc
  3290041 ttattttttt cgcaacgggt ggtatgcaaa ccggtcttat tattattaaa tggctaacgc
  3290101 aggaacatgc atgagagtac caagtgccaa tacagcaaaa agatggtatt tagttttagc
  3290161 tggagctgct gttggaggtg tattgagctg gtttattttt ttgtacatat acggtgtttt
  3290221 tcaagaagaa caagctatta aaatagcaga acaaagagaa attatcgaaa aacaagaagc
  3290281 aaagctccac gtccttctag aagatcaaga aaaattgaac acagaaaata aacgtctctt
  3290341 aaccattcaa gagattaaaa taaaacttat aaatcaagaa aaatacgatt tagacaacct
  3290401 tacaattgaa aatatgacta cttctatcca taatgacctc cagcatcttt taacgaaaaa
  3290461 catacaaagt atcgcaaaaa ataaagacct actcaaaaag gtaatcgaaa acaagacgta
  3290521 caaacattac gatcggctat accgttttaa agtcgataca atatcttttg atacagtgct
  3290581 tgaaattagc attacgatag agaaagaaaa ataaagaagg agggctttag cgccactcct
  3290641 tcttttcgtt ctaacatata atttcttatt tacaaatctc acgtaaatca gcaaatagac
  3290701 gatccgcttc ttcccaagaa gatgcttttg caccagaagc catcggatgt cctccgccgt
  3290761 tatattgcat tgctaattta tttataactg gtccttttga acgaagacga acacgaatca
  3290821 catcgtcttc ctctaaaaat agaacccacg cctttaatcc atcaatgtta ccaagtgctc
  3290881 caacaacacc ggatgcctca gaaggaagta catcaaattt ttctaatact tctttcgtta
  3290941 atttaatgta agctactcct tcttctacca tcgtaaagtt ttgtaaaata tagccgttta
  3291001 aacgagcgat tttttctttc gtcttataca tttcattgta taaatccgtg aatttcacat
  3291061 ccatatcaac aagctcactt acgtaacgaa gtgtttttgc tgttgtattc gggaataaga
  3291121 aacgacctgt atccccaaca atccccgcta aaataagacg agctgcttct tttgttattt
  3291181 gtaacccttt atcttttcca taattataaa actcataaat catttcactt gtagaacttg
  3291241 ctgtcgtatc tacccacgta atgtctccgt atggatcttc atttggatgg tgatcaattt
  3291301 tgattaacat cttccctttt gtatagcgtt gatcatcaac acgttcttgg tttgctgtat
  3291361 cacaaacgat aacaagcgca ttttcgtata cactatcttc aatatcatcc attactcgta
  3291421 aatatgctaa tgacggttca ttgtacccaa ccgtataaat atttttctct ggaaacgatt
  3291481 cttgtagaat ggtactaaga ccaccctgtg aacctaacgc atctggatcc ggacgcacat
  3291541 gacgatgaat aataattgta tcaaactctt taattgctcc taaaatttgc tcatgcatat
  3291601 gtataatctc ctttttattc aacttcttca ctttaacgtg cagtaacagc cccatgaatg
  3291661 ggggctaacc attagcgcgt ggaaatatcc tcacactaat gaaagtttca ctttatcctc
  3291721 cattataacg gaaagtattt catacatgcg aacaattgct ttataataaa agttagaaag
  3291781 tttagatatt tcttttttct ccactattat tttcataaag cgatgggagt gtgcattatg
  3291841 ccagtattag tcttctgtat tatcgtctca tttatgttgt acctcttcta caaaacaaaa
  3291901 tactttcgta caaaccgccc aatggagaaa ggttggctct caggaaaatc cgcaatggca
  3291961 ctcggttcat tcgtcttatt ctttggaata aaccaattct ttttagaact ttcaaccgct
  3292021 cgtattatcg ttggtgtctt attcgttcta tttggtagtg caagtgtatt taatggattt
  3292081 cgccaataca aacatttctt accattagca gttaaagaag cagaagtcta tgaaacaacg
  3292141 taaaaaagca tcaacactat gatgcttttt tacgtcctct aacttttaaa atcatatatg
  3292201 cgacaaacgc agatggtata ttaaatgggt tgccttgcac atgaagatgt aattgttctt
  3292261 ctccaaaaga cattctttcg tatagttctc gctgagataa tcctgttttt ttcttttttt
  3292321 catgtaaacc ttgtaagtat aaatattgaa tcggtatcat tataagaaag taaaatagtg
  3292381 cgatactacc aaaaaagagt actgttgatg acataatgca taccaccttc ccgcaatcca
  3292441 ttttcttaca attcaatcat aacataatct aacatctaat taaattaata ttatgttttt
  3292501 taatcgaaca attgtctcac cgcataattc ctcttcgaca tactgcatat atcgccgaat
  3292561 gaaattacct ggattctttt taattggttc aatatcaagt cttacgcagc ttaagcaata
  3292621 acttcaacat ccaataaaac aatataaagt taaagaaaaa acctaatgga tgaaacgaaa
  3292681 attcccagcc gccataataa acaaatgttt caactggtat accaaagtaa agaaaatcac
  3292741 tcttattttc tccagttgta gggataaaag aacaaataat agcgaaaatc aaacttatta
  3292801 catacaattt ctttttattt aaatccatta ttctatgagt tatcacatga acagtaatta
  3292861 caagtattaa acctaaaaag aaaagtacta ctcccattcg acacctccac aattattgct
  3292921 ccagcatctt caaattatcg catgccctat ttatgaatat gaaacaaaac gtaatttaac
  3292981 attctctttt gcaattcaaa atataataca ttcgataact aaattttaaa accctctaat
  3293041 gtagcgttct aaaaaaaatg gaacaaacca aagcggtctg ctccatcttt ttatttatca
  3293101 attaactgca ccataagtaa tgcttttcca acaacattac cttcatgatg cacctctaca
  3293161 tcaaccttac caaatttacg tccaatttct aatactttcg gatgaaccga tacaacattg
  3293221 tcaatttgaa ctggttttac gaaataaatt gttaagttct caacaattaa atcactcttc
  3293281 ttttgcgcac gaataacgcg attcgttgct tctgtcacaa tcgttgcgaa tacaccgtaa
  3293341 gatagcgttc cgattgaatt cgtcatttgc ggcgtcactg aaaattgata taaatgctca
  3293401 tttttcgctt ctttcggcgt cataaattga ttcgttacaa tatcatcgat tgtttcgcct
  3293461 acttgcggtt gacgctgaat catttgcaac gcctgaagta catcttgacg gctaataata
  3293521 ccttgcaact tatttccttc atcaacaaca ggaagtaact caataccttc ccacaccatc
  3293581 atacgtgccg cagctgcgac agacattttg ccatttaccg taattggatg ccttgtcatt
  3293641 accttatcaa ttggtgtttc ttttgcaaca ccaatcatat ccttagaagt cacaatacct
  3293701 aatacctttt tattttcatc aacaattgga taccttccgt gcatcgtctc ttcgttatat
  3293761 gcatgccatt gctgcactgt atcatttggt tttaaatata acgtctcttc aattggcgtt
  3293821 aaaatatctt caacgagtac aatttctttc ttaataagct gatcgtaaat cgcacggtta
  3293881 attaacgttg caactgtaaa tgtatcgtaa ctacttgaaa taatcggcag ttttaattca
  3293941 tctgctaatt tcttcacatg atcttccgta tcaaatccgc ccgtaattaa caccgcagct
  3294001 ccggtttcta acgctaattg atgtgcgttc gtacgattac cgacaataag taagtttcca
  3294061 gcttctgtat agcgcatcat cgcttctaat ttcattgcgc cgattacgaa tttatttaac
  3294121 gttttatgta gtccttctct gcctccaagt acttgaccat caacaatgtt aacgacttct
  3294181 gcatatgtca gcttttcaat attttctttc ttcttttgtt caattcgaat tgttccgaca
  3294241 cgttcaatcg tactaacata ccctttattt tctgcatctt taattgcacg ataagctgtc
  3294301 ccttcactta cactcaaatc ttttgcaatt tgccttacag aaattttatg ccctactggc
  3294361 aggctattaa tatgttctaa aatttggtta tgcttggtag ccaaatggtt tcaccatact
  3294421 ttcttttccc taaattcttc atgtgttgta tttttagtat actatatttt caaaactgtt
  3294481 acactctctc tttgtatatc tgtactattt tttttataac aaaatacgcc ttacattaca
  3294541 ccacttcttc tattacaaca atgtaatggt attgtcatct cgttcgatag tttgttcagc
  3294601 cgcttccata tacaatgaag acaagaaatg aaacaaagga gcggatacat gatgaaaaaa
  3294661 ttattagaag ttgtaggtgc tgtattgtta gctttcgtag acgggaaaaa agttgcaatg
  3294721 gaattgaatg aaacacctga gcagccactt ccaaaaagag aagaatcatc aaaacaaata
  3294781 caacctttaa aagctatcct acacacgtaa aaaacccttc acttgtcttt tcaaatgaag
  3294841 ggtttctttt ctatagtgta atactttctc cagcttctaa tacttttcct gtacaatttt
  3294901 gtagcttttc tacaaattga tatggatctt gttcaattac tgggaacgta ttgtaatgca
  3294961 tcggtacaac agttttagcc tgaacccatt ttgctgctaa aacagcatct tctggtccca
  3295021 ttgtgaaatt atcaccaatt ggtaaaaatg ctacatcaat gttatttagt tctccaatta
  3295081 atttcatatc agagaataga gcagtatccc ctgcatggta caaagttttc tcttctgctg
  3295141 taaataaaat acccgctggc ataccagtat atgtaatcgt cttattttct tcatcaatat
  3295201 aactagaacc gtggaatgct tgtgtaaact tcacttttcc gaaatcaaat tcatgcgaac
  3295261 cacctatatg catcggatgt gtatttacac cttgccaact taaaaatgtc gctagttcaa
  3295321 atggtgctac aacaaccgca ttatttttct tcgcaagttc tactgtatct ccaacatgat
  3295381 caccatgacc atgcgataaa agaatcgcat ctacttttac atcttcagcc tttaaatctg
  3295441 ttttcggatt tcctgttaaa aacggatcaa ttaaaataac ttttccattc gtttcaatct
  3295501 ttacaactga atgtccatga taagatactt tcattattac attcctcccc tattcacatt
  3295561 ctcacttttt attctacatg atttttcaat tccctgtctt ttctaacatc tatttacttg
  3295621 tcataacgct ttcttccgag ttaaagttat atttgtaatt aaatatctcg ggggtgccaa
  3295681 tcgatgaatg ctagattaga aaatttaatg caatggctaa aagaaaaaaa cgtagaagct
  3295741 gcgttcttaa cttctacacc aaacgtcttc tacatgacaa acttccactg tgaaccacac
  3295801 gaaagacttc ttggtatgtt tgtattccaa gaaaaagagc ctattttaat ttgccctaaa
  3295861 atggaagaag gccaagcacg taacgccggc tgggcacatg aaattatcgg atttactgat
  3295921 actgacagac catgggatat gattgcaaaa gcaattaaag accgcggcat caatgcaaac
  3295981 gcagttgcaa ttgaaaaaga acttttaaac gtagagcgct acgaagaatt aacaaaacta
  3296041 ttcccaaatg cagctttcac atcagctgag gaaaaagttc gtgaacttcg tttaattaaa
  3296101 gatgaaaaag aactttctat tttacgcgaa gcagctaaaa tggcagacta tgctgttgaa
  3296161 gttggtgtaa atgcaattaa agaagatcgt agcgaactag aagtattagc aattattgaa
  3296221 catgaattaa aaacaaaagg catacataaa atgtcatttg atacgatggt attagctggt
  3296281 gcaaactctg ctcttccaca cggtattcca ggtgcaaaca aaatgaaacg cggcgatttc
  3296341 gtactatttg atttaggcgt aatcattgac ggttattgct ctgacattac acgtacagtg
  3296401 gcatttggcg agatttctga agaacaaact cgcatttaca acactgtact tgctggacaa
  3296461 ctacaagcag ttgaagcatg taaaccaggt gttacacttg gcgcaatcga caacgctgct
  3296521 cgttctgtta tcgcagatgc aggttatggt gacttcttcc cgcaccgcct tggtcacgga
  3296581 cttggaatta gcgtgcacga atatccagat gtaaaagctg gtaacgaatc tccattaaaa
  3296641 gaaggtatgg tcttcacaat tgagccaggt atttacgtac caaacgtagg tggcgttcgt
  3296701 attgaagatg atatttatat cacaaaagac gggtcagaaa ttttaacgaa gttcccgaaa
  3296761 gaattacaat ttgtaaaata ataaaaaagg cagcttaatt gctgcctttt tatttctctg
  3296821 ctatttcaaa tttctctact atcattttca ctggataact ctcaaacgtt tgagaagacc
  3296881 atacttttat tttatcccct gtttttaatt gatcatatgc atctttatcc ttaaaaatta
  3296941 ggactatatc tgatggataa tcttgattca tttgttgttc tatataattt tgtaactcta
  3297001 tttttgtctc aaacgtttta tcatcggcca aaaacactgt ttcatttctt aatatgatat
  3297061 acccttcttt aggtacttct tttactgcta cttgctctac tgattttgta gtacacgctg
  3297121 ctaatatgat tagaaccaca cctaaaaaca tgaacataga aaatttcata tgcctatcca
  3297181 tccgcaactc cttaccctac actatttccg ctttaaaacc attttctcct catacttatc
  3297241 atcccattta atcacaatct ctatcggttc atctttagat agaggcgcac aacttacaca
  3297301 agaagacttc atttcaatct ttgctccttt atgattttct gacgtttgtg tcattgtgct
  3297361 aaaggctcca ttaatagcaa tctctaaatt tttaaattct gtatttccat ctccgccctt
  3297421 ataccgaaat gtaaacattc catcttcact gtcatcctta atatggcctt tatattgtcc
  3297481 cgtccaactt ttgctctcgc tagaaaaagt aacataccaa atcgagcagc ttcctaaaaa
  3297541 gaaaatacta atgaaaaaga ataatgctct cttcatcatg cccctccatt caaatgcact
  3297601 tatttattgt ctatttcttc cttctattat actattaaaa tacagaattt tctaaaatag
  3297661 gaggtttata tgttacaaca acagttagaa gaaattcgta ataataatta catactggat
  3297721 aacaaagtta acattgattc tttaagttcc aatatgcttg aacatatcgg tgttactgat
  3297781 agctatttaa gagacaaact tatttactct actttttatc atctcatcaa aaaggaatac
  3297841 atttcacaca cgcaatcgca gaaactacta ttagaaagca tcagtgaaaa atatttactg
  3297901 tataagattc attcaagtga cgaagatgcg gtatttaccc gagcatttac aacattatta
  3297961 attgcgctca ttattgatgc tgatacaaat cataatttct tatcacagac tgatatttca
  3298021 aatgtaaaag atcaactaat tctatatatg aacaacgaac atgatttccg gggatatgtg
  3298081 caaaaccacg gctgggcaca tagtatcgct catgcttccg atacatttga agcgcttgtt
  3298141 cgtagtccta aactggaaac tttacattac gaagaaatat tacaaacttt attaaacaaa
  3298201 gtctgtgtcc attctattta ctacaaatat gaagaagacg agcgtctcgt ttatccgatt
  3298261 gtcgcaatgc tacaaaatgg cttaaaggaa gaagcactca tattagccct tcatgactta
  3298321 gtagctcaat tacccgcaaa aaaacaaaca ttacatattg aatcgtacga gtttctatat
  3298381 gggaacataa aatctttctt acgcagctta tttttcagac tgcgcaagct ttctatatgt
  3298441 gaagaaactg aatgtgaagt tgaaaaattg ctacaagagc ttccaaaata ttattaaaaa
  3298501 aagaaggcca cttagaaagt gccttcttct atttcactaa tatttaattg aaatttcacg
  3298561 atccaaactg agaaaaggtg gacaagaagc gcaaacgcca tacatgctcc gcttaaaaaa
  3298621 gttagtatag gatgcgaata cacgtgccct aatccataag atatcgccac gaaaaacatt
  3298681 gttatgtaaa tataaattgc tccatgtatt tgcctcatat gaacctcctt ttcatatagt
  3298741 ataacataaa ttttctgatt attcacatta atagactgta attaatattt ctcaactgtt
  3298801 acacctctaa cagccgcttt aatatatggt cctccttgta aattttgtaa atcctctgtt
  3298861 ttgcctgtta caactacacc ttatattggt aggtcttttg gttttctgtt ttttatttct
  3298921 ttatagtttg tcctaaaaga ttcttaatat cctactttta ttttcactta aagatatcca
  3298981 aatacagctt ttctacattt ttatcataat aaaaagcaca tctattttga tgcgcccttc
  3299041 acatatactt tagtaacata taaatcattt tttgaaacaa aaactctcac tcatctctct
  3299101 ccatactatc tatgacttag ttgccataat aattgaacga ggataaaacc ccagcttttc
  3299161 ataaaacgat atagcttcat ttccgtacac cactgttaat tcaatttcat ctatcttctt
  3299221 cgctttaaac cattccactg cactattcat taattttaaa ccaaatccgt ttcctcggtg
  3299281 tttttcatca acgaataaaa cttcaatctt tccgcttata cttttgctat atgctatata
  3299341 acatcctaat atattatctg tttccgtctc aactaataat tcaattctat actctccgta
  3299401 ctttgaattt tgtttataat tttcaatacg ttcctcaaat gacattcttg gatagtcacc
  3299461 agaaaaatgt tttgatgtat tattatgata ttcatgcaat ttatttaaag gttctcttat
  3299521 tacttctatt tcatcgagag tgatatattt attactaatt ctcatcctac agcatctcca
  3299581 ataatatata ttccaaccaa aaagatgacc atgttacggt tataaaatac caatctatta
  3299641 tttcatcgcg tccttcacaa catcttgaat cataacgact tctgttttca tatcaacaga
  3299701 gggtgcttct tcatcgatac attcatacca aaattccaag tgctttttat caatttcatg
  3299761 atgagaattt tcgacaagag ccccgccttc tccttgcaca gaataccaat ataagtactc
  3299821 ttctccatct cttatttccc ggaaaattgt ctcaacgtac atcttttcgt cgtttaatgt
  3299881 caaaagtact tctttcatat tgtcattcag aagctgcatc cattcatcta cacgatgact
  3299941 tttatcttgt ttcactttaa atctcgttaa ctccacattc atttttattc ccccgttttc
  3300001 ttacgtacaa ataaactata ttctatagga ttatgaaaac ttaatttgtt agctaatttt
  3300061 tgcgaaggaa tattgtctac ataacaatcc cagcacggta taatatcatt ttgtatgcaa
  3300121 tgttcaataa accttgctgc aacagcttgg gctaatcctt tcccttgata tgctttatgc
  3300181 gtcacaatat caatctccgc aaacccgttc ccactaaata ttgaaacaca ttccgctaca
  3300241 atcattcccc cttgttctat acaaaatcca aaaccaccgt ttaaaaacgt ttcttttgac
  3300301 ccccaatatt ctttgtagta ctcctctgta aattcactgc ttcgttctat atctcttcta
  3300361 tcaatacgct tcacttcata tgtatttttg ttacaatctc gttttctctc ttcaaaggtt
  3300421 gcactttgaa atttcattcg tggaatgttc cgaagcacat tactaaaacg ctcttcaatc
  3300481 atcatttccc actcttcact cgaagtgaac aatgtaaatc tcttctctgt tttttcaata
  3300541 gcctttttta taaacaaaaa taaatcttcg ttataatttt gatcatccgt atgaccaaat
  3300601 acataataaa taccattcgc tgtacgaatt agtcctgctg ttaacttctc gtttacaaaa
  3300661 acctcaccat ctatcacttg atcacatacc gcataagcaa acgtcgtcgt ttttgtatga
  3300721 ctttctaaaa tcggaaggat ttttctatac tcggctacag ataatttttt cataattgct
  3300781 ccactttaat cgtatcagcc tctatatttt caaaacaaag atttaccgtt ctctttaatg
  3300841 ctctcgttct atgaatcgta cacgctggaa ttaaaataga atcatttggc tttaatacca
  3300901 ctgtttctcc atcttcaaaa tcgataagta attctccctc tagtacaata aataattcat
  3300961 ccgaattaga atgatagtgc caatcatatt caccagtaaa tacagcgatt cgtaagcaat
  3301021 gactatttac atttgaaaca acgaagtttt tatgttgctc ttgaatgtcc tttgttaatt
  3301081 ctattaagtt cacagtttcc atctttcgtc ccaccctttc attagtcgtt cttctgaaaa
  3301141 aacaacttag tctccaccac ctccgcaatc tcctccacta tcacttgagc tactacaatc
  3301201 actgctacta tagtcaccaa atccgcttga tgaacttgaa gcggatgaag attttttatt
  3301261 cctttttctt ttcttatctt tcttactttc atgactaggc catactgtat caaataatat
  3301321 aaaaaataag actaattgta ttgcaacaag gagaaattct aaaatactct caataatatt
  3301381 aggagttatc tccaaactgt aaaacactcc aaatgaatac atacacaaaa ttacatacag
  3301441 agccatacaa atataccgaa atgttttttc tatcataagg actacttttt ttgaaagagg
  3301501 tatgttctgt tcctgctttt tctttatata tttttgtctt ttagcttgct tttgcttcct
  3301561 ctttttgctc cccatccaat cccctcttcg acttatattt ttcatttaat tccaaattat
  3301621 cacaaaaaac aacattgtaa caagctatat ttcacgtaaa gctttgttta ctttttgtaa
  3301681 agttttattt acttattacc taaaaatgga tataataaat gtaacaaatt tacaaaaagg
  3301741 agactttgta tatttgatta aaaataaggt aaaacaattc cgcgtcgtta gagacatcac
  3301801 ccaagaacaa ttagcttcct ctgttcaaat cactagacaa tccctcatcg ctatcgagaa
  3301861 gaataaatac aacccgagtt tagaattagc attgaaatta tgtgagtttt tcaactgtaa
  3301921 agtagaggat ttatttcaat tagataaaac tggggaggaa aaagaatgaa aaatactttt
  3301981 aatcaaaagt tcatttcaca tcttactttt ttagtgttag gatcatcttt tctttatttc
  3302041 agtagtaatg acgaagaaaa gattagttct gtccttctat tcgctggcgt atacatactc
  3302101 ttgaccttga tactattagt agtgaaacga atattcttta agaaaaaaaa gaacgatgca
  3302161 gagaaatatc cattacctga gatggatgaa agaatcgaga agatgagttt aaaacttatg
  3302221 gcacaaattt ttggtctctc tcatttaatc ggctctgcga tactatttat tttatatatc
  3302281 actgacaaaa actcggtgat acgagttgag tatgccttat attatttgtt cggcattctt
  3302341 ttctttacaa tgatgttcgg attgaaaatt gtaaagaaac tagacaatta gcctaaataa
  3302401 aaagcccttc cttacaaaag gaggggcttt catgtatttc tattatgata aagcaggagc
  3302461 tttttcaaga agctcttttg catcagcgta ttgtaaaccg tgagcttctg caaccgcttc
  3302521 gaatgttaca tatccatcta atgtgttaat accttttaat aatgcagtgt tgcctaggca
  3302581 agcatcttta tagcctttgt tcgcaatttg cactgcatat ggtactgtta cgtttgttaa
  3302641 tgcaagagtt gatgtacgtg gaaccgcacc tggcatattc gcaactgcat aatgaacaac
  3302701 gccatgtttt tcgtaagttg ggttgtcgtg agttgtaata cggtcagttg tttcgaaaat
  3302761 accaccttgg tcaatcgcga tatctacaac gacagaacct ggttccattg attgaatcat
  3302821 ttcttctgtt acaagttttg gcgcttttgc acctggaatt aataccgcac caataacaag
  3302881 gtcagattct tttacagctt ctgcaatatt gtatggatta gacattaacg tttttacttg
  3302941 gttaccgaaa atgtcatcta attgacgaag acgttctgca cttaagtcga tgattgttac
  3303001 atctgcacct aaacctactg caatcttcgc tgcgtttgta ccagcttgac caccgccgat
  3303061 aattgttact ttgccgcgtt ttacccctgg aacgcctgca agtaaaatac ctttaccgcc
  3303121 tttgtttttc tcaaggaatt gtgcaccgat ttgtgcagac atacgacctg ctacttcact
  3303181 cataggtgca agtaatggta atgaacgatt gtctaattgt actgtttcat atgcaattga
  3303241 tacaactttg ttatcaatta atgctttcgt taattctggt tctggagcta aatgtaagta
  3303301 tgtgaataaa attaaacctt cacggaaata gccgtattca cttgcaactg gctcttttac
  3303361 cttcataacc atatcttgat tccatgcttc ttcagcagtt tcaacaagtt tcgcaccagc
  3303421 ttgtacgtat tcttcatccg taaagccaga tcctaaacct gctccttttt gaacaaaaac
  3303481 ttcatgacca ttttgtacta aatgtactgc tcccgctggc gtcattgcca cgcggttttc
  3303541 attgttttta atttctgttg gaataccgat acgcattatt agttccccct tgagttatga
  3303601 aatgacccct gaatcatttt ttaaagcgct ttctacgctc ttatatttta acataatatc
  3303661 tcaatatttg acaaaaaata atacaagttt tccgatagat ttaattttat attaaaggac
  3303721 agtattatcc gcacctatca gcataaagga taaactgtcc aatcattcga aacttcactt
  3303781 tatttttctc tatcgatgtc tatgaataac atctactgca ccagttactt caataattgt
  3303841 accggtaatc atatcggaat cttcctcgca taaaaacgaa atcgttcttg cgatatcttc
  3303901 acctgttcca gatctaccaa ttggtgtgtt acgttctttc aactgacgtg cttcttgaat
  3303961 tgtcgcttct ttcatttcac caataatatc accaggacat accatatttg cagtaattcc
  3304021 atattccgct tcttcgtaag caacagtttt cgttaatgaa acaagtccta ctttcgctgc
  3304081 tgcaaaagct gaacgataaa tccatcccgg tgcactatct gccccttgga atccgtaatt
  3304141 aataatacgg ccaaagttct gttttctcat aatcggaacg acaagcttca acaaatgaaa
  3304201 tacagctgtt aaattaccct gaatcatttc attccattca tcttcttcat aatcgactaa
  3304261 cttttttcgt tcaaatacat atggaccagc attattaatt aagaaatcaa ttttgccaaa
  3304321 acggcttatc gcttcttcta ctattttatg taaatcttcc tttttcgtga catccgcttg
  3304381 cacgaattgt agacgctctt ccatattttt atatgtttct ttcatctttt tcatagccgt
  3304441 gatatcgcta tgatacgtta ctgttactga atacccttta gccaataact tctctgttac
  3304501 ttgctttcct aaacctttcg taccggctgt aatgagcgcg tgtctcacaa aacggccccc
  3304561 ttttaaattg ctatagttca tatgtaacaa gttctcgcac caattacaac taaaatgaat
  3304621 caaaacagag ttttcgaaat tctgtaacgt ttctggcaag cacattacca aaatttgttt
  3304681 tataataaag ttgtaaacgg taataaaaat gattgggagg aatttactat gaataataca
  3304741 tatacaaata ttttaatcgc ggtggatggt tctaaagaag cagaaaaagc ctttaaaaaa
  3304801 gcaattcaag tcgcaaaacg caacaatgca acattaacta ttgctcatat cgttgatgta
  3304861 aaagcatact cagcagtaga agcttatagc cgtgcaattg ctgaacgtgc aaatctattt
  3304921 gcagaagact tattagaaga ctacaaaaaa actgcgcttg aagctggcct tgaaaaaatt
  3304981 gaaactgtat tagaatttgg taatcctaaa tcaaaaatct caaaagaaat cgctccaaac
  3305041 cataaagtag atttaattat gtgtggtgca actggtttaa atgctgttga gcgtttccta
  3305101 attggtagcg tctctgaaca tattattcgc tatgcgaaat gcgatgtcct tgttgttcgt
  3305161 ggtgatgaag agcaaggtga gctttaattt ataaataaaa caccaagtcc acatgggctt
  3305221 ggtgtttttc atttcacata ttttactaaa aatacaagac aagctataac agcaacggta
  3305281 attgccaata tataaggcgg aagaaacttc aaagaccaca atgccatcat aatcgtagct
  3305341 actgttaaat aagattgtct tgcatcttct gtcatttttt tacgaaggca gaatacatac
  3305401 aaataaccaa ttggcggcgt aataaagcaa agaacatata taatttttga tttcaaatac
  3305461 catttttgtt ctccgagttt ctttatatct tcttctattc tcttatgctc ttgttctctc
  3305521 gcttcttcta caagcggatc ttcctcttct cctcgctttt ctttcatata aggaagaaaa
  3305581 tgcatgaaaa aatagtatgc aaatacgaac gctccaaatc caatatttac tctttctaat
  3305641 ggaatattct cactaaaaaa agcagcggta atcactaaag aaaaacaata cgttgttatc
  3305701 caaaatgaac gttttctctt tttccgttcc atttcttttt tattttgtac atgttttctg
  3305761 ttcgaaagcc atatcgaaat acagcagtct actgcaaata gaataaagat aaagatccca
  3305821 acgtgtacta tttctacatt ctcaaatgaa aagatatttg ggaatgcaac gtgtaataca
  3305881 attagcgtgt acaacattag ccctataaaa taaatacgtc tcattttcca tccctttctt
  3305941 atttcctaac attacattaa catacatttt ttagaaatag acagacaaaa tatatatgtt
  3306001 taaaaaagga gggtgccaca tggatgattc tgaacgtatt attttagatg tgaatgggaa
  3306061 agaaatcgaa atgttagata cgattcgcgc acattttaga gaaacacatg gaattgagct
  3306121 aagtaatggt gcattactgc gagatttaat ggatattgag tatattcgaa ttacggaagg
  3306181 tcgacataag tatgattaaa agaaaaacga ctgcaggcga atgccatcag tcgtttttct
  3306241 ttctttattt aagctcttaa tgcttcccgc ccataccacc tggctcattg ctatcttggt
  3306301 gtacagttac tttatttgtt ttcgcatctt tcaaaactct atatgtatat gattcgtttg
  3306361 gttcatcttt aaactgtaca ttcataccgt aagaactcat tttactataa aaggccggtt
  3306421 ttatatacga aatatcactt tctttatatc ctttttcttg caagtgccac atcgttgcga
  3306481 taatcgcttc ctctcgtttt acttgttcac cagcaaagat atatttgtcc aagagaaata
  3306541 ctttaacatt tgcacttaag ctaattaaca gtaaaacgat aaatattact tttttcatag
  3306601 acttccccta aattgttatt tttcactata tcataactta aatactagta aaaaagaaag
  3306661 tacgccagac tttaacagac tggcgtactt ttcaactcaa ttcttaatag cttctttcgt
  3306721 taatcctttc gccttctcca aagctttttc aatttgctca aacccagtcc cgccagcact
  3306781 gttacgacgc tttacagctg catatggtga cagcacttca tacaaatctt cttcaaatag
  3306841 cgcgctcatt tctttatatg ttgcaagtgg tacatctatt aaataaattc ctttttgtgt
  3306901 gcagtgtagc actagctttc caacaatttc atgagcttga cggaatggta gtcctttgtt
  3306961 tgctaagtag tcagcaattt ctgttgcgtt agagaaatct tgcgttacag cttgccccat
  3307021 tttttctttg tttacagtca ttgtctctaa catgcctgcc ataatatgaa ggcagccttc
  3307081 tactgttttc actgtatcaa acattccttc tttatcttct tgcaaatctt tattgtaagc
  3307141 gagcggtaat cctttcatga ctgtaagtaa actaaataaa ttaccgtaca ctctgcctgt
  3307201 tttaccacga ataagttccg ccatatctgg atttttcttt tgcggcataa tgctgcttcc
  3307261 agttgcgtat tgatcgctca tttcaataaa ttgaaactct tggctactcc ataaaataag
  3307321 ttcttcgcaa aagcgtgata agtgcatcat aagcatagat gagttactga ggaactccag
  3307381 tatgaaatca cgatcgctta ctgcatctaa actattttca tagattccat taaatccaag
  3307441 gagctccgca ctatattctc ggtcaattgg gaatgtcgtt ccagctaacg cacctgctcc
  3307501 taatggcgaa atgttaatac gctttaatga atcttcataa cgatttacat cacgctctaa
  3307561 catccaaaag taagcgagaa tatgatgagc aaatgaaatt ggctgggcac gctgtaagtg
  3307621 cgtatagcca ggcataatgg tttcaatatt attttctgct tgatgaacaa gaacagtttg
  3307681 caattgtttt atagctttta taatatgctc tactttttct tttaaatata agtgcatatc
  3307741 tgtcgctact tgatcattac gacttcggcc agtatgaagt ttccctccta cttcaccgat
  3307801 tttttccatt aacatctttt cgatatttaa atgaatgtct tccgcttcaa cggaaaaatg
  3307861 caatttattt tgtttcgctt cttctaataa atattgaaga cctatcttta ttttctctgc
  3307921 ttcttctttc gtaacgatgc cttgctttgc tagcatcgtt acgtgcgcaa tactcccgtt
  3307981 tatatcttga tttactaatt gttgatcgaa ggagatggat gccccgaact cttcaaccca
  3308041 cgcttccgct tcttccgtaa aacgtccgcc ccaaagttta ctcacgcttc caccttcttt
  3308101 tgattcactt ggctatatac tttcgtcggt aaaccgaata atgaaatgaa tccaactgct
  3308161 gcatcatgat taaattcatc ctgagcagta tacgttgcta atttttcatc gtataaagag
  3308221 tactcagatt tacgcccttc tacaattgca tgacctttaa ataatttcac acgcaccgtg
  3308281 cctgttacat tcttttgcgt ttcttgtaag aaagcatgaa gcgcttgttt taaaggcgag
  3308341 aaccataaac cgttataaat aagctctgtt attttttgct caatcatcgg tttaaaatgt
  3308401 gctacttctt ttacaagtgt taaatcttca agttctttat gcgccgtaat taatgtcatt
  3308461 gctgctgggc attcgtatac ttcacgtgat ttaataccaa caagacgatt ttctacgtga
  3308521 tcgatacgtc caacgccatg ttttccagca agtgcattta acgttttaat aagttctgaa
  3308581 agtggatatg cagtgccatt taaagtagtc ggtacgcctg cttcaaagcc aatttctaca
  3308641 aattctggtt tattcggtgt gtcttctaat gccaatgtca tctcatatgc atcttctggc
  3308701 ggcgctgccc atggatcttc taaaatgccg cattcattgc tgcgtcccca taaattttga
  3308761 tcgattgaaa acgggctatc taaattaatt ggaatcggta cattattttc ttttgcatag
  3308821 gcaatttctt cttcacgtga ccatttccat tcacgtacag gtgcaattac ttctaagtaa
  3308881 ggatttaatg cttgaataga aacttcaaaa cgaacttgat cattcccttt ccctgtacat
  3308941 ccgtgtgcaa ctgcagtcgc tccttcttgt tctgcaattt ctactaattt ctttgcgata
  3309001 agtggacgag ataacgccga aacgagagga tatttccctt cgtataacgt gtgtgcttgc
  3309061 atcgccatca atgcatattc gtttgcaaat tcttcttgaa catcaatcat atatgattta
  3309121 attgcaccta ctgaaagtgc cttttctttt acaaatgcta agtctttacc ttcccctaag
  3309181 tctaaacaaa gcgcgataat atcataattc ttctcttgta accatttaat tgcaacggaa
  3309241 gtatcaagac ctccggaata tgctaataca acttttttct tctccatttt gcatccccct
  3309301 aaagaataaa tattcatttt cttttataat aattcacact ttaacacctt ttacaaaatg
  3309361 tatcaagagc cattttcaaa ttttttcaaa caatttcgtc gaacttcttt ctgttttttt
  3309421 gtacaatata agcaggaaaa cgggggtgaa cttatgaaaa agtatttctt atacgatgaa
  3309481 catctaggaa ttgaaattcc gcatttacaa gaagactggt aggatatccc cgaaaaaatg
  3309541 cagcatgcaa ttttattaaa atgggaacaa gttcgcggaa agattcctga tcgtataaaa
  3309601 gaaatcgaac attatattaa tgcaaaacag catcatttaa ataacgagga agactttgaa
  3309661 atttcttgca aactgaattc agaaattgcc gatctcgcct ccatcattaa tgatctttgg
  3309721 ctttggtatc gactcactca aaacgtatct gagggaaaag cacaccaatg aaaaaagcat
  3309781 gcccctcaat tattttgggt catgcttttt tgtcgtaaca cgatttacaa tatatctctt
  3309841 gggctgtttt cgctaaacat acatcaaacg ggccaactaa tatacttctt tctttcggta
  3309901 actttacaaa agcaactagc tcctcttcat attcaatctt tttctgacat ataaaacatg
  3309961 ttaattcttt tcttttgaac atgtctttta gcatatcttc acttcccctt tcatctatct
  3310021 atattaatat actctcataa tagttaagac ttgtaaaaaa atgacacatt ccgaattgaa
  3310081 tcattcatat actatgtaca aaaggaggcc ttaaaaactt atgcgcgctt tcgttattat
  3310141 cgctttaact tttttaagtg tgattagctg ggatgcgttt tttaaagata ctagtgatga
  3310201 aaaagataca actgaataaa gcccattttt tcttacttat tggacaaacc gttaaaaact
  3310261 gtccaattct ccaaaataac ttaggctttt ctacaaaaat atttaaacat aacaattttt
  3310321 gtagatttcc tccggttatt gtcggtttcc atccgcatac attttttgaa agtatgatat
  3310381 aataatataa atcttgaagg aagggatttt gatatcatga tcgctcgaag gagcatgtgg
  3310441 catcgtattg acgaatcata cacgtagcgt attttccagc tcagatactt tagtctagcg
  3310501 aaaaaaatac gagagtgggg aaattatgat tgcccgaagg ataatttggc aaaaaaaaga
  3310561 ctcttcttac acgtagcgtt ttgtttagga cttaattgtt actagctaaa caaaacaaag
  3310621 aagagcagga ttgctaaatg aagaatccta ctccacgttt tgtttagtcg ttttaagact
  3310681 taaactaaaa cgaaggtagg gagaattgat ggacgagagg attattcgtt atttcttcag
  3310741 cgacatatag cgtagttagt tttttcgtaa actaactgaa agctacatgt gagctcgtag
  3310801 ttagtttaca acacaaaaag gactactaac tacggaaaga aggaataacg atgaggaaca
  3310861 tccaaagtcg acaaattatt aaagaaattt ttatggtttt aatcggttca tttattttag
  3310921 cagcagcgct atatcacatt cacttccaaa accacttaac agaaggtggc tttgtaggta
  3310981 ttgcactatt catccaaaat ttttatgata tttcaccatc tatttcaact gtaattatgg
  3311041 atatcccaat tattttactg tgtgcttcat ttttaggtag aaaaatggtt ggctattcat
  3311101 tcttaggttc aatttcattc ggagtatttt attctcttat ggaaaattat tctccattta
  3311161 cgattgattt atcaaacaat ttatttatag ctgcagtagt tggcggtgcg ttagctggta
  3311221 ttggactcgg ttttatattg cgatttggcg gtgcaaccgg cggagacgat attttaacaa
  3311281 ttgtattaag taaaaaaaca cgttttacaa ttgggcaaat tttcttcgtc tttgacgcga
  3311341 ttgttcttgc gctttcatta tattatttaa attggacaga aattgctttt actattcttt
  3311401 cgattgccgt acaggcaaaa acattggatt taatttatta tccaaaaaca gaaaaagcag
  3311461 aagaaaagca accagtatct attccaatgt ccaaaaagca tgcaacaaat taaaaaagcg
  3311521 aaaggcctcg gcctctcgct ttttttatgc tcttttttcc ttctcaacta tgtggcgtac
  3311581 ttgataaaat ctatttgcaa attcagtaac gtttcttgtt aaacgataat tcactgtaga
  3311641 cccgatcgcc attccaatga ccggaatacc ttggaataat ttacgacgaa gagcataaat
  3311701 cgagaatgtt ttcaaaattt gttttaagat gatttcagta gaagctggtt gtaacaccgc
  3311761 ttcgtctcct tcgtagaaga aggaatcttc ttgttctagc tcttgcagta aattgtacca
  3311821 agcgtattgc tgaagtcttc ctggtagtaa tgacgcatga aataccttta acgcaagcat
  3311881 catttcataa ggcttgttca catcatgtcc aaatgatgtt gcaataagtt ggacagcctt
  3311941 cacatttaac gcgatcataa ccggaaaatc agccgttaat aataataaac ctccagcccc
  3312001 cgttgctccg ccttgtacga atgaatatag ccgatgacga gctgtttgct gctctgctat
  3312061 gtatgttaat tgatcgatag ataatgcttt taaatcttct agttgctcaa tcgattcatt
  3312121 aaataatctc gatgttccta agatacgatt acgcgcctct aactgtgatt gtgaactttg
  3312181 aatcaatgca tgcaaatgaa agagccatcc atctgctttc gtaaagaaat cttttcgttt
  3312241 tttctcaggt aatttcgcaa ttgtagtatg tacccattta tcaaacattc tttgaaaatc
  3312301 ggtcgcttct tgctcaacta attgcgattc ccattctttt atactgtcta aaatggcttg
  3312361 ttctcgcttc gatcgcatcg taacaaccac ctcgttcgat ttttttctat tgtaacatac
  3312421 ttccgcttat tctttgcaaa tatgcttgtc tatctttatt cacataccat tttcgagtag
  3312481 cataaaatag taacaaaaag gatgagatga atcacatgaa tctatccgat ataaaaaaag
  3312541 agtatcatgc agtatttagc ttaggacaaa actgctggcc tgcttgggcg ttatatcaat
  3312601 tcgaattatc accctttttt ggcgttattg attttatgct aagcccctca ctagaaaaag
  3312661 tgaatgtatt attacaaaat cgatttgacc gttttttaca gttcgaaaat ttatccttca
  3312721 tctcattttg ggatgatgat gcgaaattaa gactaaggga caatctttat gaaatcgact
  3312781 cctgtcatga ctttaaaaca gatgtaaaca caccaacttc ttggccttct tatacagaaa
  3312841 tcaagctaaa ttatgagcac cgaattaatc gttttctaac aacaattgag acggcagaat
  3312901 ccatattgtt tattcgaact ggagggacat acgaagaagc acgttccttg gaacacattt
  3312961 tatctcaaat agtcaaacat aaattctccg ttctgttact gattcctgcg gatgtaccta
  3313021 atgttgtgga agaagattgg ggattacagc atatttgcgt tataaaatgc cctattatgg
  3313081 atgtatatca gtacaatgaa gtattttgga atgacttatt tgatgggatc acaattcgac
  3313141 cacattctta aatatacgac accttttatt acaaaacaca ttataatcat ccttatacaa
  3313201 aataaataag gagtggttgt atatgtatcc acgtgcaaaa gctttcggtc ttgctataca
  3313261 tcatgatcac cttctcgtac aagaatatca tacaagtgac gaaacatatt cccgacctct
  3313321 tggcggttca attgaacttg gtgaaaaatc agcacatact gttattcgtg aatttaaaga
  3313381 agagcttcat acagaagtgg aaatcaccaa ttatttaggt tgcttagaaa acatctttca
  3313441 tcttgatgga gaaattgctc atgaaatcat tcagctatat tctttacgct tattagacac
  3313501 atcactatat aaaatggaaa aagtgaagat acaagatgag caaaccgtat cgtatgcgaa
  3313561 atggattcct ctgacagcat tcattcagga gaaaaaagta ctatatccag atggaatttt
  3313621 aacatacatc aaaaagaaaa aagacgaaat cctataggac ttcgtctttc ttttcatata
  3313681 ttaaccgatg tttccaagac gtagtacgtc acgagcgatc ataacttctt cgtcagttgg
  3313741 aattacaata atttttactg gagaatgtgg gaagttgatg aatgcttcct caccgaatac
  3313801 gttattgcgt tttgcatcga agtatacgcc catgtactca aggccttcta atacgcgttc
  3313861 acgaataatc gcactgtttt cacctacacc agctgtgaag atgattgcgt ctacaccttt
  3313921 catacgagca gtgtaagaac cgatgtattt gtggatacgg cttacgaata catcaagtgc
  3313981 tactttcgca cggtggtcgc cttcttcttc tttcgcaatg atgtcacgta ggtcactaga
  3314041 gtaaccagta agacctaaca taccactctt cttgtttaat acgctaacta cttcttctac
  3314101 tgtttggcct gttttttcca tgatgtatgg aattaacgca gggtcaatgt taccagaacg
  3314161 tgtacccatt gttacaccag caagtggagt gaagcccata gaagtatcga tagatttacc
  3314221 gccttctact gctgcgatac ttgcaccgtt acctaagtga caagaaagta agcttaagct
  3314281 ctcaagtgga cgacctaata gttcagccgc acgctcagtt acatatttat gagaagttcc
  3314341 gtggaaaccg tacttacgga taccgaactt ttcgtagtac tcatacggta agctgtatag
  3314401 gaatgcagat tccggcattg tttggtggaa tgctgtatcg aacactgcta ctgctggtac
  3314461 gtttggtaat acttcttgga atgctttaat accaacaacg tttgctgggt tatgaagtgg
  3314521 tgctaaatcg cttaattctt cgatatcagc taatacttca tcagtaatta gaacagagtc
  3314581 agcaaatttt tcgccgccgt gaacaacacg gtgaccgata ccgccaatct catctagaga
  3314641 tttaacgatt ccgttttcag ttaatttttt aagaagcata ttaactgcta ctgcgtgatc
  3314701 tggaatgttt gtaatttctt tttgtttttc gccatctaca gtaatagtga agatactatc
  3314761 ttctaaaccg atacgttcta ctaaaccttt tgttaatact gtttcacttg gcatttcaaa
  3314821 taattggaat tttaaggaag agcttcctgc gttaatcgcg atgatttttg acatctagtc
  3314881 tttcgcccct ttttctcttg gtagttgtgt ggatgtttcc acaaaccgct cgattttatc
  3314941 tgatcaaatt tactaaatat gaaaacgttt catcattagc aaattttata ctcacgattt
  3315001 taatttaaac atcgtacgac atatatttca agtgaaaaaa ttgtaacacc aagaaaaaaa
  3315061 tatattacag atttcaaaaa aattcagtta aatcttgtat atatttaaaa atatgacata
  3315121 tcatataaaa ctgtactaca tgaattacta accctgttac atatacctaa ccttatttat
  3315181 gcgttgcaaa ccaagtattt aattggtcca taatgtcctc catcgccttc atgttggaga
  3315241 atttaggtaa ctccactaat aacgcctgtt tttgcatcgt tacactaggg cctttctttt
  3315301 ggagaacaaa tatacttttt gcatttttct cgtttttaaa catggaaaca ggtagctgta
  3315361 ataaaccttg gataaaacat gtttctttaa taaatgcatg taattttggt gcttgatcac
  3315421 tttcaaaaat gaagtttggt actaggaaga ataagtatcc gccttctttc gtatgtttca
  3315481 cactttgttc aataaatagg tggtgggcat acgacattcc ttcatctgct tttaacttat
  3315541 attcacttgc accgatttca tttggatagt aaccaatcgg taagtctgaa ataactgcat
  3315601 caactggatc gatataaagc ggtgctagtc catcttgatg gaagaattcg attgcgtgct
  3315661 tttgtaaatt cgcatttact aaagcaagtt taattagcac ttcatccact tctacaccaa
  3315721 atccactcat tgttagtcct tctttagcgc tgttaaacac tgtagtcatt aagtttcctg
  3315781 ttccaatagc agggtctaac acagtaattt cattttgacc ttgcataaat ttatggaata
  3315841 agtagctcat gaacatacca actgcatcag gcgtcatttc gtgattcgct tgtacgcctt
  3315901 ctttcattcc ttttaagatg gctaactgaa atgctttacg aatttcttca cctttatatg
  3315961 tttcttcatt aaacgtacta tattcacgat tcagcctttc aattgctgct tcggataatt
  3316021 cctcttgtaa aatcgctcct tcaaacaagt tatcacctgt ttctacaagc gcctctaaat
  3316081 atgttacatc taattcttta cgtaaaacta ccgcagaaga atcaaaaata gaaaataatg
  3316141 tttctactgt ctgactcacg tacattcctc cttctctctt ttacacataa cttatatcat
  3316201 accataatct aattttttcc caaaagaaaa agcgacctct ttttaagagc tcccttttaa
  3316261 gtgatatatg atgtagcatc ttctctcata tatcggttcc atagcaatac atgagagaag
  3316321 atgacctctt tcttacaaag aggtcatctt ccttcacatt actttgcagc tttagctgct
  3316381 tctaatgctg cttcatagtt tggatggctt gtaccttcgc ttacgtattc tacgtaaact
  3316441 actttgtcat tgctatctac tacgaatact gcacgagcaa gtaaacgaag ctctttcatt
  3316501 actaagccgt aagcttcacc gaatgaaagg tcacggtggt cagaaagtgt aacaacattt
  3316561 tctaaaccgt ttgctgcaca ccagcgtttt tgagcgaatg gtaagtcagc gctaattgtt
  3316621 aatactttcg cgttttcaat acctgctgca tcttggttaa aacgacgtgt ttgtgcatca
  3316681 catacacctg tgtcgattga aggtacaaca ctaattaatt ttacttcgcc tttgtatgtt
  3316741 tctaaactta ctggagataa gtcatttgct aacacttgga agtttggcgc ttgatcgcca
  3316801 actttaactt ctgttccaac taaagtcatt gggttacctt taaaagttac gtttgccact
  3316861 tgaaaatcct cccttattta aacaaaatat gtacaatgta aatgatagtt tgtccctatc
  3316921 gataatgcaa ataaaatcgc tttatttaca aaaaaattaa agaagctaat ccattgatca
  3316981 gcttctttat tcgttaaatt tgaaattcag gatcatcttc ttttcgttta tccatcattt
  3317041 ctttcacttt atcaacagct tgtggcgcta attcaattat tttatcgatg acgtgtgttt
  3317101 gcttatctaa gtgcaacact tttacgcctt ctccatttat aacaagaaaa gcaacaggat
  3317161 taatagaaac tcctccaccg cttcccccgc caaatggatg gcggcctgaa tgttctactt
  3317221 taccaaattc acttccacca gcagcaaatc cgaagctaac tttcgatacg gtaagaatta
  3317281 cacttccatc tgccgcttta attggatcgc ccacaattgt atttacatca gtcatttgtt
  3317341 ttaaatgctg cattgcagtt gtcattaaac cttgaattgg atggtccatt ctatatcccc
  3317401 cctatgcttg aacagatttt tctgtcgtac cagatctttg tcttctcata aacacgagta
  3317461 atttcactgc tgtttttata gtacggaata tacgaaaaga tgctgttaac tcacatcttg
  3317521 atgcaaatcc tttcccttga aaaacaggag taatttcaaa ttctggtacg tcaacaatat
  3317581 gcatatattg tcctacaact ccagcagcca ttccttttgt cccccatgca tatccggtga
  3317641 caattccagt actagctgca tctcctgcac caatttgcgt gtgccatttc caaccattga
  3317701 ttttcactct tttgagaaaa tctttaacaa tagtatgaac ctcttgaagc ctttttatca
  3317761 gttcccctat actatcaagt tgtgccataa ttttattatc aagtccgccg tcctcttcag
  3317821 ctttttcgat tttttgccct gttttctttt gctgtttctc aattctttcc aacacatcaa
  3317881 atgtatatcg aatcatccat attttcactt gaagcaaaca ttgcttttcc atttctgaat
  3317941 ataaaaatgt cactttaagc tttattttcg acaatagtat aaacaaaata aaaaggagaa
  3318001 gaattattat tccaattacg agccacttca tacgtatcat cctttcactc cgtacccatt
  3318061 atcgacaact ttattcatca ttaaacagcg ttccataaga ttgaatataa aaatttttct
  3318121 aaaaataaaa aggtattttg acaatttata tcgaaatata ttatttgaac atatcgtcag
  3318181 agaacggact ctaatgatat gtagcacgaa gcatagaaaa tttaactgca gtggagggat
  3318241 acataatggc agatcgtcgc aatttatttt tcttttatgg tgatgacaaa gcaaagcttg
  3318301 ttgaaaaaat gaaaccaatc tatcgtattt tagaagagaa tggattcacc atattagatc
  3318361 atccaaaaaa tgcaaacgct atcgtcagtg ttggagatga tgcaactttc ttacaagccg
  3318421 ttcgtaaaac tggttttagg gaagattgct tatacgcagg gatttctacg aaagatgaaa
  3318481 tttcattcta ctgcgatttc catattgatc acgttgatac agcccttcaa gaaattacaa
  3318541 aaaatgaaat tgaagtgcga aaatatccaa caattgaggt agatgtagat ggtagcacat
  3318601 ctttccattg tttaaatgag ttctcgttac gttctagcat tattaaaacg ttcgttgtag
  3318661 atgttcacgt tgatgattta tatttcgaaa cttttagagg tgacggttta gttgtttcta
  3318721 ccccaacagg aagtacagct tacaataaat cgttacgtgg tgcagttgtt gacccgctta
  3318781 tcccttgctt ccaagtaagt gaattggcat ctttaaataa caacacatat cgtacacttg
  3318841 gttcaccgtt cattttaaat cacgaacgta cattaacttt aaaactaaga ccagacggta
  3318901 acgattatcc tgttatcggt atggataacg aagcgcttag cattaaacaa gtggaaaaag
  3318961 ctgttgtacg cttaagcgat aaacaaatta aaacagttaa attaaaaaac aactctttct
  3319021 gggaaaaagt acagagaacg tttttatagt attaaaataa ccgtagaatt atggtggccc
  3319081 ataattctac ggttatttat ttaccccgat tggcgcgaac aacaacctct cgctatccgg
  3319141 ccaatattct tgtcaatttt tatcggtaag tcgatatatt ccgataatcg ctcatatatt
  3319201 tttatgaatc ttttctatag acgacttggc catctattac ggtcatttct gcctgtactt
  3319261 cttttatttc ttctgcctct atttcaaaaa tatcgcggtc taatattgta aagtctgcct
  3319321 catatccttt tgtaatttgc cctcgcttcg cttcttttcc aattgcatag gcacttcctg
  3319381 ttgtaaataa agaaacagcc tcatataccg ttaatctttc ttctggcata taacataaac
  3319441 cgtcaataaa acttctacgt gtaacagcgc tatatatgcc tagaaacgga ttcacttgct
  3319501 caatcggagc atctgatccc ccgttacagt gtaatcctgc ctccagtaac gtcttccaag
  3319561 cgtaggcata acgaagacgt tgctcgccca gtttttcaat gactgatgga aaatccgatg
  3319621 aaacaaagac tggttgtata tcaataatgg cttgtaagtt tttcattctt tcaatcaact
  3319681 cttcacgagc tagctgacaa tgaataatgc ggtcacgtaa tccttctgct ggcggataca
  3319741 attcaagtac atcaatgaca tattcaagcg ataagtcacc gatagtatga atcgcaactg
  3319801 gcatatgtaa gtctcgtgct tttttcacta actccgcaag ttcttcacgt gagaaaatcg
  3319861 caaccccatt cgtttccttc gcatcttcat acggttcact taataaagct gttcttccgc
  3319921 caaaagaacc gtcagaaaaa attttcattg ccccaaactc aatataatgc tcattttcat
  3319981 attcttttcg ttcatgtgct acttcatggt gaacgagtaa atgtgcttta aatggcattt
  3320041 cttttataac atgagaaaac gcattatgcg tttttctaaa tccaccgtaa taatttaaat
  3320101 cttccgtatg cccgccaacg agtccatatt gccagcagtc tttaattgct gtttgcaaag
  3320161 ctctttgtaa gtaggattca tcaatttcag gctggacatg tttgattaac tcttggcctt
  3320221 gttcatataa aagtcctgtt aatttattga atgagtcccg tccaactttc ccgccttttg
  3320281 gatcttttgc cttttctgtt atgttcgctt cttgcagtat gtatgagttc acccatgtaa
  3320341 catggcgaca aacgcgcttt aataaaatgg gatgttctct tgaaattgca tctaaatctt
  3320401 ttgcgtgaac atctttcgta tccttaaagt tattttcatt ccagccctct ccgataatcc
  3320461 aagaaccttt cggcgcttct tctactcgcc tccgaacgag agtcagcact tcgctataag
  3320521 atgtgcaatt tgataaatct aaacgaagta atctctcccc gtgaccaata agatgcatat
  3320581 ggctatcaac gaggcctgga atcatcgttt tgccttttaa atcgtgcaat ttagccacag
  3320641 catatcggtt ttctaactct tctttccttc cattatcaac gatcctgcca ttttcaacat
  3320701 aaatagcttc tactttttca ttttcttccc tcatcgtgta aatgttgccg ccataccaaa
  3320761 tttcccccat atatttcatc tcctttgttt tattgtataa aaaaaagcac catttcaaaa
  3320821 catggtgctt ttctaaacat tacttttgtt cagtagtaga cgttgtaact tgccattcaa
  3320881 tattaaattt atcttttact tgtccgtatg ctgggctcca gaacgtttct tgaaggggca
  3320941 taataacttc gccaccttct tgtaacttat cgaatacttc tttcgctttt tccgcgttac
  3321001 taatttgaat tgcgattgtt acttgagaac caattgcatg cccttgacct gggaatgtat
  3321061 cagaaatcat aagatccgta ttaccaactt ttaaagtagc gtgtaaaacg cgctctttcg
  3321121 cttcagctgg aaccgggtat tctggatttt caggcatatc accaaaagtt tgcatgactt
  3321181 ctacttttgc atctaacgcc tctttataaa actgtacagc ttcttgccca ctaccatcta
  3321241 aaactaagta cggattaata cctaaaatca tacggacacc tcttttttca atttataaaa
  3321301 tcgaacttgt gttcgttttt atattatcat tgtttgccat ttcattcaac tatttccttc
  3321361 actgttttca aatttatttt gacggaatct ccatctcttg ttttctaagt tcaatacggc
  3321421 ggatttttcc agaaatcgtt tttggtagtt catctacaaa ttcaattttg cgagggtatt
  3321481 tatatggtgc agtaagttcc ttgacgtgtt gttggagtat tggaattaat gtttcttcgt
  3321541 tcttttctat attctctctt aatacgataa atgccttcac gacacttccg cgaatttcat
  3321601 caggacttgc gacaaccgca cattctctta cataagggtg ctttacgagc gcatcttcta
  3321661 cttcaaacgg cccgattgta taaccagagc taataataat atcatcaccg cgcccttcaa
  3321721 accagaaata gccgtcttca tctttctttg ctttatcacc ggtaatataa taatcaccgc
  3321781 ggaattgcat cgctgtgcgc tcatcgtctt tatagtattg tttaaagagg gctggtgttt
  3321841 caatatgaac cgcaatatca ccaacttcgc ctacccttac tggcatccct tcctcatcta
  3321901 caatatcaac gtggttgcct ggcgtcggtt tccccattga tcctggtcta atatccatcc
  3321961 ctttcattac accaacaagc aatgtatttt ccgtttgccc atagccgtct ctcactgtaa
  3322021 tatgaaagtg cttttggaac gtttcaatga cttctctatt taacggctca cctgcggata
  3322081 cagcgctatg taacgcttct aaattgtact cgcttaaatt ttctactttt gccattaatc
  3322141 tatactcagt tggcgtacaa caaagtacat tcaccttatt atcgtctaat aaatttaaat
  3322201 acgtttttgg ttcaaactta ccgtggtata caaatcctgt tgcccccgag cctagagttg
  3322261 ctaaaaacgg gctccaaatc cacttctgcc agcctggact agctgttgcc catacaacat
  3322321 cattctcttc aattccgagc caattcggag cgcttgtacg taaatgagcg tatgcccacg
  3322381 catgcgtatg aacaacacct tttggatttc ctgtcgttcc tgacgtgtaa gataaaaaga
  3322441 ccatatcttc tttatctgtc ttcgccattt ctaacatgtc actttctgtt tctaacgctg
  3322501 tttttaaatt gatccatcca tctactgacc gctcgctcag aacgaacttt tgaagggatt
  3322561 ccatcgcttc tatatcatca aactgtccaa tgtaaggctc ataacttacg attgctttta
  3322621 cttccccgtg tccaatgcga tattcgatat cctttttgcg taacatttcc gaactcggaa
  3322681 ttacgacaaa tcctgcttta atcgctgcga tatacgtcat gtacgcttca attaaacgcg
  3322741 gcatcataat gaggagcttg tccccttttt gcagaccact ctttataaaa gcgtttccaa
  3322801 ttttatttgc acctttcatt agctcagcgt atgtaacttc tcgtcgattc cctttatcat
  3322861 cttgccaaat taaagcaagc ttctctttat cacctgtata tttctctatt tcagaaacta
  3322921 aattataaga cggtggtgcc aacaattcct ctctcttcat aaacatcctc ctttttcttt
  3322981 atgcctccct tatataataa agaattttct gtcaattttg aaccctcatc ttttgacaaa
  3323041 tttttcagtt ctgtcgaatt ggtaaatgaa attatatgaa cgatttttca aatatatcga
  3323101 acacaactta gaatatatca acgaaaaatt aactatatcg acgtttcgac aaaggatatc
  3323161 gtcttgccga caaatagtga cacaacacaa aaaagaaaga gcgggagaac ccgctctttc
  3323221 taagccatca tatgggatta tttttggaaa ccgcctaatt gttgctcagc tagtgaaact
  3323281 agacgtttag tgatttcgcc accaacagaa ccgttagcgc gagctgttgc atcagctcca
  3323341 agttgaacac caaactcttg agcgatttcg tatttcattt ggtctaatgc tgattcagca
  3323401 ccaggaaccg ctaatttatt tgtgctacgt gccatgttat atcacctcct tgtgagtata
  3323461 gagtgtgata aataacatga cttcatacac gctttatata tggtaattta tggttttaga
  3323521 aaagttcttc gaatttttct tcttccgcta ctacttctac cgtttgtaat accattgttt
  3323581 ctttgttcgc tacagcttca tcgattaatg gtgtgaaatc atatttcgct tcaaaacgat
  3323641 tcgctttttc acgcttcggc ttcgtcgctg ggcttgctgg tgtgaatact gtacagcaat
  3323701 cttcgtacgg acgaattgaa atatcatatg tgccgatctc ttcagcgatt ttaataatct
  3323761 ctaatttatc catcgtaata agcggacgaa taactgggta gtttgttact tcgttaattg
  3323821 tatgcatact atctaacgtt tgacttgcta cttgtccaag actttcacca gtcgtgattg
  3323881 ctagtgcgtt acgctcctct gcgatacgct ctgtaatacg catcatcata cggcgcataa
  3323941 ctgtcattga atagctagat gggatttctt tattaatcgt tttttgcact tctgtaaatg
  3324001 gaacaaggtg aagtgttaca cgtttacagt atttcgttaa ttcttgtgct aaatcgatta
  3324061 ctttttgttt cgcgcgctca cttgtgaaag gcgggctatg gaagtgaact gcttccacag
  3324121 atacgccccg tttcatcgtt aagtacgctg ctactgggct atcaataccg ccagaaagaa
  3324181 gtaccattac ttttccgcca acgccaactg gtaaaccgcc agctcccata cgctcatcac
  3324241 acataatgta gctataaccg ctacggattt ctacgcgtac atttacatct ggattatgaa
  3324301 catccacagt aatatcttct gtattttcta gaatatgtcc accaatctca ggtaataatt
  3324361 ccatcgttct cattgggaaa tgcttataag aacggtgtac agtaatttta aatgttttca
  3324421 catcaccttt tacttgtaag aaagctgcta atgcaccttt tttaatgtct tctaattctg
  3324481 atggtacttt catcgctaag ttaaacttat gaataccaaa tacatctttc aatctttcag
  3324541 ataccgcttc atgatcttcg ccatttaatt ggatgtacat acgatcatgt gttgcatcga
  3324601 ttttaatatt tgggaatttt ttcagtttga actttacgtt atcttttaat gtgcttacaa
  3324661 atttagaacg gttcttacct ttagtcgtca tctctccata acgaactaaa atatattcat
  3324721 atgtcatcat attcctttac ctcatcactt catataattt tggcatcgtc tctttcacaa
  3324781 taccttcaaa ttgctttact tcttccatcg tgttttctgg cgccaaacta atgcgaatag
  3324841 cacttgcagc agcggcatgc ggtactccca ttgacactaa cactctgctc acttcatttg
  3324901 cttttgaaga acaagcagat ttcgttgata catatacacc gtgctcttct aaagcatgaa
  3324961 cgaccacttc tggttttaaa ccaacaaatg atacatttaa aatgtgcggt gctgcatatg
  3325021 caagcgacgt attgattgtt acatcctcca tttctttaaa gaaacggaca agctctgctt
  3325081 gtaaactttg caaatgagct accttttctt tcacttgttc cattgtcatg cgaagtgctt
  3325141 tcaccatcgc tacaatgcca ggtaagttct ctgtaccaga gcgatacttc agttcttgtt
  3325201 ggccacctga taaaattgga tctaacctta cgccatcacg tacgtaaaga agacctgttc
  3325261 cttttacact gtggaattta tgtccagata ttgagcaaag atcaatatga gaagcgtata
  3325321 aattaagcgg tacttttcct atcccttgta catggtccac atggaatctt attttcggat
  3325381 aattcgataa taacgttcca atttcagcaa cgggctgaat tgctccagtc tcgttgttca
  3325441 cgtgaataat tgacacaaga atcgtatctt cacgaagcgc tcgctttaca tcctctaccg
  3325501 atacaacacc atgctcatta accggtaaat atgttacatc aaaaccgaga tcttctaatt
  3325561 gtttatatgc ttcaaacaca gacgcgtgtt caatattcgt tgtaatgata tgtttaccgc
  3325621 gcgaacgatt cctcatcgct attcctttaa tcgcaaggtt attcccttcc gttccacctg
  3325681 atgtgaaaat aatttcagaa ggtttaacgt gaagaagctg cgctgcaatt gttcttgatt
  3325741 gtgttaatag acgctctgcc tctcctccaa gcgaatgaat agaagaagga ttcccaaaat
  3325801 atttccccgc aaccgttacg tatgattgaa gagcttctgg atatggcttt gtcgtcgcac
  3325861 tattatcaaa atagatcatc gttcttcccc tttcagcgct gtcacatcat ataatcatat
  3325921 cacaaatacg tgtcattacg ctaagactac tcaaaggttc cgttatattt tgaaacgaat
  3325981 aaccttactg tattccgcta ttcattatag caacatcgcc tgcaaaatta cacaaaaaaa
  3326041 caaaccctta tgaaagggtt tgttcattgt ctacatattc agctattttt tgaacaacgc
  3326101 caggctcaag ttgctctagt acagaagccg cttgttctaa agccgcatcg tattgatatt
  3326161 cacggaataa tttctccgca taatttaagc tctctgcaag gttctcatca tgactgcggt
  3326221 aacgattacc gtattgaatt aatttttcaa ctaaatacgc ctgtccaatt aactcttctg
  3326281 tcatttcagc tacaccatta acagttgtgt aagcttcttc taaactgcta tttacagcat
  3326341 tcatatttaa cggcttcact tctaattgtt catatacagc ttgcattgcc atttgtcctc
  3326401 tttttaaatc ttccataata ctctctggaa gacctggcaa attcgacttt tgcataaagc
  3326461 gtttcgtttc aaaaatagta tttcgcattt cttgtaactt ctcacgcgct tcaaattctt
  3326521 ctttacgcat cgtttgcagc atttctttat attctgcatg aagtactttt aatgtttcac
  3326581 attgctcata aatctcttct agttcctcac gaataataga gaaggcaata tcttgttccg
  3326641 caacgcgtaa ttgcaacatt tcaaaacgtt tcgttaaaat gtgcatttgc ttttcaatta
  3326701 ctttttgaga ctcaatgtcc ttatcttgta actgataact ttgtttcaca agttgtgttt
  3326761 ctgcttttgt ttcaatcgtt tccgtgcgaa tttcttctaa gtcttcataa acagaaagtg
  3326821 ttttttgctc cacataatgt ctcgcatgta cttcttgttc cagttgatcg tagaagccat
  3326881 ctaaacgtgt tttcaagttt tctacttttt cagccgcttc cgttatgtga agctcttgta
  3326941 tatctattaa acatgtttgt agttgtttcg tcatatcgcg aacttcttta gggacttcca
  3327001 aataatctaa tacatagcct tgtcttacca tatcattatg tccgtgtaat aaatcttcca
  3327061 gctgaactgg taacgtcgct tgacactcta ccaataaatc tggaatttgg tgaataatga
  3327121 tttctaaatc tgctaaacct tcttccaaac taataacaat ttctctcgct tttaaatagt
  3327181 cgccattgtt tgttgcttct tcaaaggttt taaatttctc agattcagcg tctagcatct
  3327241 cttcgatttt ctgctctgct gctccataca tatgtctatg agcaagaaca ctcttcttca
  3327301 tactacgata tgtatcacgt aacccttcaa tttctgagct atttttttca tggctttcta
  3327361 acaattgctg taattcattt aaaatgtctg taatacgatt atcagcgtca tctaaaccac
  3327421 ttatggattc attcatcgca tgctttgctt ttcggaagga gaattgcgag gcgaattttc
  3327481 gcgcttgcgc taaatctttg tcagctttcg gaatcgttgt tgatacaatt tcatcccatt
  3327541 cttcacgcca tttaccaaac agttcttctg tttggcccgt catatttaaa tctttcaccc
  3327601 gttttagctc atctgccaca ggtttatctt ttatctcttg tttccactgc tcaagtgctt
  3327661 caatatcttt atatgaacga tttcttatca caagctctat catgagcagc actagaatag
  3327721 agcttactac aatgataacg atcgtcagga tagaatccat gcaaaaaagc ctcctagtta
  3327781 tatctctttt tttgtccgtt ccgtttatga aatggaaggc attatgtata aaaagggaat
  3327841 tcccctatat ttaacaacta acaatgtact aatcatacca tgtaatggct tgtttttgac
  3327901 ctagtttttt ttaaaatttc atgtttcttt caatgcaatt gtaatctttc tcaatattcc
  3327961 gtttggatta cctctcatca tcaaatgaat gcaacaaagg gccttcttcc atatgagata
  3328021 cgaaataaat tttgcgcaca agtggcggtt caatagaaat cgcatgcaca ttcccttgct
  3328081 ttaccgcttg ctctactgac atttctggaa gtaacgtgat accaagtcca gcaccaacca
  3328141 ttgcaagcat cggttctgca taagaagttt caaatgcaat gatcggtttc gcacctatcc
  3328201 cttgaaacat atgcgtaatc attttcctaa catcacagat ttctgggtat acgattaact
  3328261 tttcattttg caaatcttcc attcggatta ctgttttctc tttataaaga tgatcatttg
  3328321 aaacgacaca aacaattttt tcttctcgta tttcttttat acacgtagcg ccttctacta
  3328381 ctgaatcgat gaagatcgct tcaatcttcc gttctttaaa cagtcccatc agtacttttg
  3328441 tatgctcaat tttccattct acttcaaacc cgtcacctaa tatatcttta cattttgata
  3328501 tgtaatgtgc tgctaaactt ggcaatatgc ctatcgaaat gttcctcttc tcttgaaact
  3328561 tcttcatttc agctttcact tcatgtatgt gttccaaaac cggtaacatt ctttttataa
  3328621 ataactctcc agcacttgtt aattctactc cttgcgcgga acgcttcaat aaagtaacct
  3328681 ctaaatccgc ttctaacctt tgaatttgtt tactaagcgc cggctgagaa atatgtaaaa
  3328741 tcttactcgc ctttgataaa cttcgcgtat tcttcacttc aataaacgat cgtactgcct
  3328801 ccaaatccat cgtacacacc tctaacaaaa agttataact gtcataaaaa atcagtattt
  3328861 ccttctataa acaattactc tttatactta tttcatcaac ttactataac gaaatgtaaa
  3328921 ggggaaagat actcttgaac aaaaaacaaa tgctactcgg atctcttcta tgcttacttg
  3328981 ccgtaacggc ttggggattt atgttttctg taatggcaaa cgccttacag tttatcgatc
  3329041 cgtttttctt cacaacgatt cgctatggat cagcagctat tatttttctt attttgttat
  3329101 taatgaccga agggacaaag tcactccact tagaaaagaa aactctttca ttactctttt
  3329161 acggaacagt cggtttcgca ggatatggtt ttctcgtttt ctacggacaa caacttgccg
  3329221 gaccttccgg agccatccat gccgcgatga ttcagtctct tatgccactc atcgctttat
  3329281 tattgcagtg gataacaaaa aataaacgcc cacaaaacta cacattcctt tgtatgttcg
  3329341 ttgcactaat tggtgttatg cttgtcattt caaaaggaaa tattcactta ttatttggag
  3329401 ctgccagtca cctctcaaca aatatactta tgctatgcgg cgttacttgc tgggtcattt
  3329461 atacaaacgg tggtgctagt tttcaatctt ggtcaccact cagatatacg acgttaactt
  3329521 gtttatttgg ctcaatttca ctcatcgtta tcgtcacctt tttaacttat acaaacgtcg
  3329581 ttactgtacc ttcactatct acaattatga acgttcgttt tgaactctta tatatgtcta
  3329641 ttattgcagg cgttatcgca gtattttgct ggaacgcagg aaatcgctat atttcatcta
  3329701 ttaacggcat attatttatg aatttagttc ctgtgcttgc acttatcggt tccatctttc
  3329761 gaggttatac agtcgacaaa attgaaattg taggagcctc attaacaatt atcgcgctat
  3329821 tatgcaacaa tttatggcaa agaaaagaaa gcacaaaaat ccccacctcc gttcgttagg
  3329881 tggggatttt ttacatatga acagctcttg gccattcata gtacatattc gttatacata
  3329941 atgtttgttc catccattgt tcaatctctt tcgtgtacat ttctaagaaa aaagtctcag
  3330001 atggaaaaga atgcaacact tctgatatat attgcggata taaaaacggc atattcatca
  3330061 tgccttttaa ttgcgtcata aacattgtaa aagatacctt tttaaattct tgtttcattt
  3330121 gtccctgtct aatcatttgc tctatataat atctttcttt agaaaaataa acggtcatca
  3330181 cttcgcgaat taatgtcgta tcaagcgaaa gctctcggta aaaaaacgtg tcagttccct
  3330241 attttcaaat tgatatcgta aaatcccgcg taccatttgc accatcacat ctttagccga
  3330301 caaatattct ctctgttcaa acgacgtttc aatcacatga atataccctt ccaaaaaatc
  3330361 agtaataagc tgctctaata aaccttgctt tccagcaaaa taatatgaaa tattcgctac
  3330421 attcacatcc gctcgctttg caatgtctcg caccgacgtt ccatcataac ctttcgtgtt
  3330481 aaacaacgat attgccgcat caattacttt ttgtttcgtc tgtttcatgc gctcacttcc
  3330541 tctcactgaa cagctatagt ttaaatttct tgacttttaa gacaaattcc tttaattttc
  3330601 tatcgacaaa gtcatgtgaa atacatcgta ttttgctaat attttacaca tctcgataaa
  3330661 aaaggagctg tttccatgtt tactaaagaa agttatgcag gatctcgcgt gcagcaatat
  3330721 gagacagtaa taaaacaact ggatgcatta ttaactggcg aatcaaacat agtcgcaaac
  3330781 ttatcaaatg catccgcatt attaaaccaa tttctagatc gcgttaattg ggttggcttt
  3330841 tacgtaacag aaggaaatca gcttgttctt ggaccattcc aaggaatgcc tgcttgcgtg
  3330901 cgcattccat ttggacgtgg cgtttgcggc gttgcagctg aaacgaaaac aacgcagctt
  3330961 gtagcagacg ttcaccaatt cccaggacac atcgcttgcg acagtgcttc aaattcagaa
  3331021 atcgtcgtac cgatcataaa agatgggaat gtcatcggtg tacttgatat tgatagtcct
  3331081 gaaaaaaatc gtttcgacga agtagatcag cgctatttag aaaaatttgt ggaaacactc
  3331141 ctaaaacata tgtaacaaaa aagagctagt tatcgattga gtacattacg tacaaaaccg
  3331201 atagctagct ctttttttat tgattactaa cagtagatat tttctttaat gcttgctcta
  3331261 aatcagaaac gatatcctcc cacgattcta aaccgacaga taaacgtatt aaattatcat
  3331321 aaatacccat ttcttgtctt aactcagctg gaatcgcagc gtgcgtcatc gttgccgggt
  3331381 gctgaattaa cgtttctgta tctcccaaac tgactgcaat tgtaataaag tagaggtcat
  3331441 taataaacgc ttgcgtctct tctttcccgc ctttaattga aaaagatata acgccgcccc
  3331501 gtttcatttg gcgagatgct aactcccctt ctggatacca aacaccttct accgcatcat
  3331561 gattttttag gaacgataca attttttctg cattatcaca atggcggtcc attcttaccg
  3331621 ctagtgtctt taatccgcgt aacaataacc atgcatcaaa cggtgccata ataccgccga
  3331681 tatcttttcg catcgggcgg attttttcag ctaacgctct cgttttacaa attgttacac
  3331741 ccgccacaac atcaccgtgg ccaccaatat attttgtcgc actatgaaca acggcgtcac
  3331801 agccaagttc aagcggtctt tgtaaataag gtgaacaaaa cgtattgtca acaatgacaa
  3331861 gtaaaccatt tcgcttcgca acccgaatca cttgttttaa atcaattaat ttcattgtcg
  3331921 gattaatcgg tgtttcaacg aaaataagct ttgtatttgg gcgaatttta ttttcaatat
  3331981 cagcctctgt ctccatatca caaaacgaat gcgtaatcat aaatttttct tccaacactt
  3332041 ccaaaaagcc gtacgtgcat ccgtataatc catttgaaca aataatatga tctccagctt
  3332101 ttagaaaacc aattaacgtt gcggaaatag ctgccatacc ggacccgaaa gcaagcgctt
  3332161 cttctcctcc ttctaacacc gccatacgtt cttcaaataa tttcacagtc ggatttccaa
  3332221 gtcttgagta aatataagat ggatccactc ccgcaaaact cgcctctcct tgctgcgcag
  3332281 tctcaaatgt aaatgtagac gtttgaaata aaggcggtgt taaacttcct ttatgttcct
  3332341 ctgatgtata accgtgatga attaacgctg tctccatatg cttctttttc ataaaaacat
  3332401 ccccttttat gtttttattg ccgcatattc atcattaaaa atttgatgaa cgttttactt
  3332461 cattttatgt aagcgtttta tttgtgtttc tatctcttct tttatatcgt tttaaattcc
  3332521 ttcttgttca tttccaaaat ttatatgcat aaaacaaaaa cgtactcgct tgacgaaact
  3332581 ctgggtaaaa gatataatag cgtttgtgta aaataaaaag gcagccttgt aatgtgagtt
  3332641 tatcgtttgt attttgttcc tctacggagg tgtatctcgt aactccctgc tgctggagcg
  3332701 aaggtacatg aaaacaaaat gcccgtaaat atcgattacg tctgttttta ttttacgtaa
  3332761 ataaaaacat tttaaaggag gagtcaacta tggctcgtta tacaggtcca gcttggaaac
  3332821 tgtctcgtcg tcttggaatc tctctaagcg gcacaggaaa agaattagaa aaacgccctt
  3332881 acgcaccagg tcctcacggt cctaaccaac gtaagaaact ttcagaatac ggtttacaat
  3332941 tacaagagaa acaaaaactt cgtcacatgt acggcatgac tgagcgtcaa ttccgtcgca
  3333001 catttgacca agcaggtaaa atgcctggta agcacggcga aaacttcatg atccttcttg
  3333061 aagctcgtct tgacaactta gtttaccgta tgggcttagc tcgcactcgt cgtgcagctc
  3333121 gccaattagt aaaccacggt cacatcatgg ttgatggtgc tcgcgtagat atcccatctt
  3333181 accgtgtaaa acctggtcaa actatcagcg ttcgcgaaaa atctaacaac cttgttgttg
  3333241 ttaaagaagc gatcgaagtt aacaacttcg taccagaata cttaactttc gatgctgaca
  3333301 aattagaagc tacttacact cgtcatgctg agcgcgctga gttaccagct gaaatcaacg
  3333361 aagcattaat cgtagagttc tactctcgtt aatgacaaaa agccaatcct gtggattggc
  3333421 ttttttcgtt tatatataaa ataaagttat ttattttcct ctttctgaac atatacataa
  3333481 gcatctttct gctctttatg tacatccacc ttcgaattct ctgcaagctg acccgcattt
  3333541 agcaaagaaa aaataatgag cgcttctagt gacattttgt tttaccactc ctttctagtt
  3333601 gttatacatt tatcataccg cttacatgtg atttccgtat gaactcgaaa aggagattac
  3333661 aacaaaaagg ttacaggcat ataaatacac gatataataa ccataaaata ggaggtggat
  3333721 tctttttgac aataaaccaa atggttcaac tcggaagttc atttatgcta tttattactt
  3333781 ccgcactgat gagttggtat cagggaagta atttaataga taatcctgat gaatggaaat
  3333841 atagcgctaa atttacgaat tactttaaag gcaccgtttc aaattacgaa gatatttatc
  3333901 aaatcgattt ttttatatat gcagcaaaat tttatccaac agcatttatc gttatgctca
  3333961 ttagcttact ttatatgctt atattaattc tttatactct atttaaaaga aaagatccgg
  3334021 cgatttaaat ccatacataa aaaccccgaa tcataaactt ttcagcctac aattcggggt
  3334081 actatttgtt tatattcgtt tctaattagt aacgaattaa gaaatatttc ttcttaccgc
  3334141 ggcgaatgat tgtgaattta ccttcgatgc ggtctttttc tgttacaacg tagtctaatg
  3334201 cttgtgtacg ctcaccgttt acgtagattg cgccgttcgt tacatcttca cgtgcttgac
  3334261 gttttgatgg agagattttg ctttctacaa gtaagtcgat taatactgta tcttctgcag
  3334321 tacgttctac agatggtacg tctttgaatc cttgctcgat ttcgcttgca gtcagttctg
  3334381 ctacagaacc gctgaataat gcagctgaaa ttttaatcgc ttgctctaat gcttcttcgc
  3334441 cgtgaacaag ttttgtcatt tctgcaccta atgctttttg tgctgcacgt ttttctggcg
  3334501 cttcagctac ttgcttttca agctcaagaa tttcttcatg agataagaat gtgaagtatt
  3334561 ttaagtattt aacaacatca cggtcatctg tgttaatcca gaattggtag aactcgtaag
  3334621 gagttgtttt ctctgggtct aaccaaattg cgccgccttc tgttttacca aacttcgtac
  3334681 cgtcagattt tgtaacaagt ggaattgtta aaccgaatgc tttcgcatct tcttctgatt
  3334741 tacggattaa ttcaagacca gctgtaatgt taccccattg gtcactacca ccgatttgta
  3334801 ggcggcaatt atggtgttgg tataagttta agaagtcgta tgattgtaaa atcatgtaac
  3334861 taaactcagt aaatgaaata ccagtttcta aacgagatgc tactgtatct tttgctagca
  3334921 tatagtttaa accgaagttt ttaccgatat cgcgtaagaa tgaaatgaca tctaagttac
  3334981 caagccagtc atagttgtta gccatcgttg ctgggttttc cacgttttcg aactctaaga
  3335041 agtttgaaag ttggttttta atgctttctg tgtagtaagc aactgtatct ttcgtattta
  3335101 atgtacgctc tgctttttta ccacttggat caccgatcat accagtacca ccgccaacaa
  3335161 gtgcgattgg ttggtgacca gctaattgga aacgacgtaa cattaatact ggtaacatat
  3335221 gaccgatgtg taagctatcc gctgtcgggt cgaaaccaca gtataattta acgctttctt
  3335281 tttctaataa ttgctcaagg ccctcagcgt ctgtttgctg attaattaga ccgcgaaatt
  3335341 caagatcttg taaaataccc atatcctaca tactctcctt taagttcatt actggcgtga
  3335401 aggttaaaaa cataaaaaaa tcgccccttc aaataaggga cgattttgat tatcgcgtta
  3335461 ccaccctagt tgcagaccaa aaaaagccta ccaccttatt tacataacgg cttagcaccg
  3335521 tctcttccct tttgaataca attcaatcga aaaaagatgc tctaggggcg taattcgcga
  3335581 tcatctatgt gctgattttc accggccatc agctctctaa aacagggaaa tgatcactac
  3335641 ttctcccttt ccacgctcaa ttattcatat acttttcttt ataccatcat ttatataggc
  3335701 gtgtcaaata aggtcgggtt tctcttcttg ccaatccttt acaacgtcat aaagagtatc
  3335761 gtaataagag aaagaattgg aaccccaact aataacgata ggtgaaacac aactgataaa
  3335821 tcattcccaa tcgtagcctc cacaggatct ttcgccgggg aaccaagaaa cccgattaat
  3335881 cgatcgaatc gacttaccgt ttttggaaag tccggtactt ctacatggtc actatctaaa
  3335941 tgctgtttta atttatattc actcttaaag ggattttcgc tcaatttcgt ccacctccag
  3336001 caattgtttc aatttcttta tcccgttatg aagtctcaac ttcaccgttc cgactggaat
  3336061 atctaatacc tctgcaattt ctttttgctg catgtcatga taataagaaa ggattaggac
  3336121 tgctctttgc tcttctggaa ctttcaaaat tgcttctctt actgtgagcc gatcttcgtg
  3336181 agaaaattct ttttcctgaa tcggcactaa aaacggcaaa agcgtacgcc acttttttct
  3336241 cctatttaat ttattaatca taagacgata accaatttga aataaatacg tttttatttt
  3336301 tcccttttca ggttcataca tatgtttctt acgctctagc gtcaaaaacg tatcttggac
  3336361 aaggtcgata ctcaattgtt catctcggtt aaatcgatat aaaaatgtgt atagcgctgg
  3336421 tttgattaaa acatatagtt tttccccagc ctgcttatct ccactttgat acgcaagcat
  3336481 gagctcctcc tcaatcccaa tctgcgccat gatttttgat ctccttgata ccttttaacg
  3336541 ttaacgaaat gcgggaaatt aaatagcaac ttgcgacaat aatccatact tgtgattgat
  3336601 tcgtaaaaaa ttgaacgtac ggattttgaa ttgtctggcc ggttgaaact aaaatattta
  3336661 atgcttgcac acatatgcat gcatacactg ccaggcaagc cgaaatcgta tcaaatacat
  3336721 tccagcgaaa atatactttt gtttttgtaa aatcaatttt atatcctttt ttccgtacta
  3336781 tatgttttct atcaaacgga ataatgatgg aaaacataac aatcatcata actccagctg
  3336841 tgatcattga aactttaaat ccaatcggca tcggtaataa cagaccacaa gaaaatacgg
  3336901 ctataattcc aattaaagca aaagtaagaa gtaatttatt agacatagaa aagcctccct
  3336961 catctattct ttcataaatg tatacagacg aggaaggcac ttcgttcaaa tattatttta
  3337021 tttttttata atctttgcag gatttccgcc aactactaca tgatctggca caccttttga
  3337081 tacaactgga tcagtcgtta tctacatttc tcctagtatc atttttttct gttttcattt
  3337141 tattccctct ttaacttcta tgtaagttaa agagggaata aaaaagaaag gtctgaacgc
  3337201 tatttcgttc agacctttct ctcttaatct tccatcgttg ataagtcacc tgttggtaag
  3337261 tttaactccc acgcttttaa tacgcggcgc ataattttac cgcttctcgt tttcggtaat
  3337321 ttatctctaa attcaatttg tcttggcgct gcatgagctg ctagaccttt ctttacaaat
  3337381 tgacgaattt cttcttttaa ttcttcagat ggttcgtacc ctgcacgaag cgcgataaat
  3337441 gctttaataa tttcgccgcg caccggatca ggaataccaa ttacaccagc ttctgcaaca
  3337501 gcagcatgct cgattaattt gctttccact tcaaacggac caacgcgctc acctgacgtc
  3337561 ataattacat cgtcaatacg cccttggaac cagaagtatc catcctcgtc catgtatgca
  3337621 gagtcacctg atacgtacca atcgcctggc atgaagtaag actcatactt ttgcttgtta
  3337681 ttccaaattc cgcgcatcat agctggccaa cctttgccaa ttgctaagtt acccattgtg
  3337741 tatggtggca cttcatttcc ttcattatca acaatcgctg cttttacacc tggaattggc
  3337801 ttacccattg aacctggacg gatttccata caagggtagt tacaaataac ttgtccacct
  3337861 gtttctgtca tccaccacgt atcatgaata cgaagtccaa aggcgttcat accccagcga
  3337921 attacttctg gatttaacgg ttcaccaacg cttaatacgt gacgcacttg tgataaatcg
  3337981 tattttttaa ttgcatcttg tccagcaccc attaacatac ggaacgctgt tggtgcacta
  3338041 taccaaactg ttacaccgta atcttgcagt gcttcatacc acgcttctgg actaaagcgt
  3338101 ccgcctaaaa taacatttga tgccccgact aaccacggtg caaaaatacc gtaagcagtt
  3338161 cccgttaccc agcctgggtc agctgtgcac caatatacat cgtcttcttt taaatctaat
  3338221 acccacttcg ccgtttgata gtgctgaacc attgcgtttt gcgcatgaag cacacctttt
  3338281 ggcttaccag tagaaccaga cgtgtaatgt agaatcaaac cgtcttcacg gcctaaccat
  3338341 tcaatatgta attcttttga agcttgttca aataaaggat tgaacgctac cgttttaccg
  3338401 ccttcttcta catgatcccc aacaaggaag actgttttta aagcaggtaa atcatttaat
  3338461 ggtacacgct ctaacaattc aggtgttgta attaacactt ttgcttcgct atcttctaaa
  3338521 cgatcgcgaa ctgcgccttc cataaatgct tcaaatagcg gaccaacaat tgctcccaat
  3338581 ttcactgcac caagaagggc gaaatataac tctggggaac gcggcataaa aataaaaacg
  3338641 cgatcgcctt tttctacatc gccataattt ttcaggacat ttcctgcttt attagaaaaa
  3338701 tccttcattt ccttaaatgt atacttctct tttcgagatc catcttgata ataaagggct
  3338761 actttattct ttcgatcgga tttcgcatgc ttatcaattg cttcatacgc catatttact
  3338821 cggcctgctt cattccaagt aaagttttta ttaacctctt cccagttaaa attcgcgtat
  3338881 gcctcatcat aattcggcaa attattttct cctttaatga caggaagcgt ttctactttc
  3338941 atactttaca tccccctcct atgtattcta ttatctatta taataacatt atttaaaatt
  3339001 ttcagtatat ttgttgattt ttagacaaat ttttaatgac aaatttcgat tcacatcgca
  3339061 tatattataa agtacgatat gaatagattc acaaaccctc aaggtggtga gcaatacatt
  3339121 gattcataaa aaaatatata atgctagaaa cttaaaaaca gcgaaaggca ctttaattat
  3339181 tgaagggcct gtctctacac ataacttaga aatgtatgaa tttcatacag atttagttgc
  3339241 gtttcgtcct gccgagcagc aatataaagc aattgtcgaa atttctaaat tgccagaagc
  3339301 tcgtctcatt attgctagac atgaccaaac gattgttgga tatgttacat acttgtatcc
  3339361 tgatccactt gaacgatggt cagaaggaaa gatggaaaac ttaattgaac tcggggcgat
  3339421 tgaagttgtc cctgccttcc gtggttgcgc tgtcggaaag aacttattag aagtttccat
  3339481 gatggacgat tatatggaag attacattat attgacgact gaatattatt ggcactggga
  3339541 tttaaaacaa acaggtttaa atgtttggga gtaccgaaaa gtaatggaaa agatgatgaa
  3339601 tgctggcggg ttacaatgga tggctacaga tgatcctgaa atttgttcac atcctgctaa
  3339661 ctgtttaatg gtccgcatcg gtaaacgcgt tgatacggat tctattcaag catttgatcg
  3339721 tctacgtttt cacaatcgtt ttatgtatta ataaaggggg caactggaat gattgtagaa
  3339781 gaaattatga atcaagatgt ggtgacacta cgtccaaacg atacaatcga aacagcaatc
  3339841 cgaacgatac gcacgaaagg cattcggcac attccaattg tcgatcaaaa taatcatgtc
  3339901 gtaggcatta tttctgatcg ggatgtaaga gatgcaagtc cgtctatttt agatgaacaa
  3339961 gtttcactcg atatgctgaa gcaaccactt gaacttatta tgaaacaccc tgttatgact
  3340021 tgccatcctc tcgatttcgt tgaggaaatt gctactttat tttttgaaaa taaaattggc
  3340081 tgtctccctg ttacaaaggc aggaaagtta gttggaatta tttctgaatc tactgtactg
  3340141 cacacgttag tgaaattaac aggagcacat caaccgagtt cacaaattga aattcaagta
  3340201 aaaaatgaac ctggcattct cggaaaagtc gttgctattt ttagtgagtt acaaattaat
  3340261 atcgtgagcg ttctcgtcta cccagcaaaa gatgagaatg ataaagtact cgttttccgc
  3340321 attcaaacga tgaatccact aaaagtgatt gatgcacttg aagcagaagg ctaccgcgta
  3340381 ttatggccaa acattatggg gatgcaagca tgagtagcgc gtttatttat tcggatgact
  3340441 ttcggggcta ttcatttagc cctgatcatc cctttaacca actgcgcgtc acacttacgt
  3340501 atgatttatt acaaaagggc ggtttcatct ctccttccca aatcatctca ccacggatgg
  3340561 ctacagatga agagattgcc tacattcata cagaggagta cataaatgcg gtaaaacgtg
  3340621 ctggagaagg taagttagaa aaatcaattg cgatgacata tggactcgga acagaagata
  3340681 caccaatgtt tccaaatatg cacgaagcaa gcgcattact cgttggcggt acgttaaccg
  3340741 ctgtcgatgc tgttctttct gggaaagtaa aacacgctct caatttaggt ggtggcttac
  3340801 atcatggctt ccgtggcaaa gcatctggct tttgcattta taacgatagt tccatcgcaa
  3340861 tgaaatatat tcaaaagaag tacggtttac gcgttttata tattgatacg gatgctcatc
  3340921 acggtgatgg tgtacagtgg tccttttatg acgatcctaa cgtatgcacc atttcactac
  3340981 atgaaactgg tcgatattta ttccctggaa ctggcgctgt aaacgaacgc ggacaaggta
  3341041 atggctatag ttattctttt aacgttccac tcgatgcttt tacagaagac gaatcgtttt
  3341101 tagattccta tcgaactgtt gtaaaagaag tggccgcata ctttaaaccg gatattattt
  3341161 taacgcaaaa tggtgctgac gcacattact acgacccact tacacacctt tgcgcaacga
  3341221 tgaatattta ccgcgagata ccaaagctcg ctcgcgaaat cgctaacgaa tattgcgaag
  3341281 gtcgctggat tgctgtcggc ggcggtggct atgaccactg gcgtgtcgtc ccaagagctt
  3341341 gggcactcat ttggctcgaa atgaacaaca tccaaaacat ctcaggttat ctccctccag
  3341401 aatggattga cgcttggaaa ggacaagctg aaacagaact tcctctcaca tgggaagatc
  3341461 caaacaacat gtataaacct atcccccgca aaccagaaat tgaagaaaag aacgcattaa
  3341521 ctgtagcaaa atcccttgaa attattcgga ataatatgaa aaaatctttg tactaaacga
  3341581 aaaggaggct cgtttttgaa tagcctcctt ttatttaaaa cttgctatta ttgtcgattt
  3341641 ctgtcggtaa gtcgatatat tttaataatc gctgatatat ttcaagttgc gccgatatat
  3341701 tttgataatc gctgatatat tttgagttgc gccgatatat tttgataatc gctgatatat
  3341761 tttatttaat aattaactgc ttcaactttt ataagactat gagatttttt caaaagaaat
  3341821 atttcatact aaaaacaaca agcagaacaa aacaatcatt aaacctacat caaggaatac
  3341881 tgccttttta tctccttctt ttatactcat tataaaagaa gaaatgattt taattccaaa
  3341941 aaagaccatc ataaataacc caccgaaatg atcattcgta taatcgtcat cataaaacat
  3342001 ttgtattgca cctattagta ataaaacaag tatgatatta gttccaacct ttaaaatctt
  3342061 gtttgattta ttatctttta atatatcccc caaaatgtag cacgccctct cacactctcc
  3342121 tatgttttta tctctcttta tagtttaaca taaattacct atcctcccct tttgatcaca
  3342181 tacaaaaaaa acctgccaaa actttgacag gttccctaca cattaaaacg ataaccagcc
  3342241 ccccacactg tttcaatata ttgcgggtga gcaggatctc tttcaatttt ttcacgtaac
  3342301 tttctaatat gaacgacaac agttgctaaa tcaccagcgg agtctaatcc ccaaatgcgt
  3342361 tcaaataact gttctttatt taatacttgg tttgggtttg tgacaaagaa tgttaataaa
  3342421 tctttcgttg taaaggcgat ttcttcattg tttataaaaa ctttcctcgc cctttgatca
  3342481 atagagattc cgtgaatata tagcgtatcg cgttgcttac ttacatttcc taataatctt
  3342541 tcataacgag aaatatgggc ttttactctt gctactagct cactcgggct aaacggtttc
  3342601 gttatataat catccgctcc taatccgagc ccgcgaattt tatctatatc ttcttttttt
  3342661 gctgaaacaa gtagaatcgg aatatctttt atagctcgaa tttgcttaca aatttcaaat
  3342721 ccattcattt tcggaagcat aatatctaaa ataattaaat cgtagtcttc ttgcagggcc
  3342781 atttgtaaac ctgtttctcc tgaatgttct acatcaactt gaaaatcatt aatttctaaa
  3342841 taatctcgct gtaattctgc aatgcttact tcatcttcta ttagtaaaat tcttttcaat
  3342901 ttactcacca catttctcta ctttttccaa tgagaagaaa atgcttgtgc cttccccaag
  3342961 ctcgctttcc gcccaaatat ttccgccatg ttcttcaata atttgcttcg ctatcgctaa
  3343021 gccaagtcca cttccacctg tactagaatt tcgcgattgc tctgcacgat agaaacgttc
  3343081 aaaaatataa ggaagtgtat cagattctat acctgatccg ttgtccatta ctttcacaat
  3343141 cactttattg ttatcactcg atactgttac agtaattttc ttttcttctt tatccatgta
  3343201 tttcacacta ttatgaatta aatttgatat cactctattt atcttttcgc aatcagctgt
  3343261 tacataaagt ggggatgcat gtaattgtaa gttaacttct ataccttctt tacttaaatc
  3343321 catctgcatc tcttctatta attcttgcat aaacatattt aattcaaccg tttcaaactg
  3343381 aaagggaact cgattcaaat cgagctttga gaataaaaat aattcatcaa tgagtgtatc
  3343441 catatgtctt gctttcgtat ggatagtcgt taagtactta tccatttttt ctggcgtatt
  3343501 tgctactccg tcttttattc cttctacata tccaataata gatgtaatcg gtgtttttaa
  3343561 atcgtgagag atgtttgaaa tgagctcttt tcgattttct tcatactgcg tttgcatctc
  3343621 tatcgattct tttaatttct tcctcatttc ctcaaatcct tgattcaatt gcccaatttc
  3343681 atcgtgcgat gtaactggta tgtgaaaatc taaatttcct tctttaattt ttccagtcgc
  3343741 atctttcaat acaaagattg gttttatgac acttcttgag acgaggtaac ttaataatcc
  3343801 aataagtaaa atagctaaca gtaaaagtga tacgaacaaa atcggaaata acttttgtgt
  3343861 aagatctaca aatgaacttt gcttctttaa tacaaatata ctcccctctt cttcctgagg
  3343921 aaaataaaaa tcaaacttta catatcgata aaatgtatcg cctaattccg ttgtaccacg
  3343981 actattaata tttgctgatt caaatttcgg aagggcttcc tttaaagcca cactttcaaa
  3344041 tacttttgta gcataagaaa tggtttctcc ctttcttaca actattttca ccccttcttt
  3344101 ttcaagtgat gaaacgaacg attcatctaa tagttgcgat tgatgtttct ttgctgccgt
  3344161 ctttaactca atatacgcat tctcttcttc tgacgtaagc ggcttttgaa tataggagct
  3344221 tttatagaaa tttttcactg cttccaaatc acctgttatc gaaaaaacga ttaaaaatcc
  3344281 cgcgattaat ataagcgtaa tggaaacaag aatgacagcg atataagaaa ataaaaacct
  3344341 tgttttaata gacatatgtt acatcctcac tttatcaaac cttattactc ataagcataa
  3344401 aaatatatgt tcaaatactc aagcgatttt atagtaattt tagcgtcagt ttataaaaat
  3344461 ttaatgttct tcttttacag ttgaaatgag gaggttgaaa ttccatgttc aaaaaaacat
  3344521 taagcatgat atgttgcgta atttttttac aaggttgctc acaagaacaa gaagttaaaa
  3344581 aggagatgac aaacatggag acagcgctac taacagctac tgagaaacaa gaaacgaata
  3344641 ctgttatatc gttactcaaa aaaggggctg acataaatat aacagacaat aaaggacgta
  3344701 cccctcttat gattgctaca tacaaaaatg atgtaaaaac cgcaaaagcg cttatcgatg
  3344761 ctggtgctga cgtaaatatc caagatgata tgaaaaacaa tcccttttta tacgctgggg
  3344821 cagaaggtta cttagatatt ttaaaactaa caattgatgc tggcgcagat ccatcgctta
  3344881 cgaatcgata tggcggtaca gctcttatcc cagcctcaga acatggctat gttgatgtta
  3344941 taaaagaact cctcacgcga acaaatatcg atgtaaacca tgtaaataac ctcggatgga
  3345001 cagctttaat ggaagccatc gtactaagta acggaaatga aacacaacaa caagtcatcc
  3345061 gcctgctcat tgagcacggt gcagatataa acattccaga taatgatggt gttactccgc
  3345121 tagagcatgc tcgtgctcat cactttgaag agatagagaa gattttgcta gaaggacata
  3345181 agtaaaacgc taatttttgc cttcctttcc cgccctatgc tacatttaac tcgttataac
  3345241 aatatgaata gggtgggaat acaaatgaac aaacctaaaa ttggaatgat tggacttgga
  3345301 agtatcgcac aaaaagccta tcttccaaca cttacaaaag aaacaaattg gaattttgta
  3345361 ggggcattta cacctaacgc ggagaaaaga aaacaaattt gccagcaata ccgcattcaa
  3345421 gacttccatt ctattgaaac gttagcttcg gaatgcgatg caatcttcgt tcatagttca
  3345481 actgcatcgc attatgaaat cgtttctgaa cttctgaaaa aaggaatcga tgtttacgtt
  3345541 gataagccgc tagctgctac agtagaacaa gctgagaagc tagtcgagtt gagcgaaaaa
  3345601 tataaccgaa agttaatggt cggatttaat cgccgcttcg ttcctatgta tgttgcggca
  3345661 aaagagcaag ctcatcatat ttcatggatt cgaattgaaa agcatcgtac aaataaaatc
  3345721 gggccctata cgtacgactt tacgatgtta gatgattact tacatattgt agatactgct
  3345781 cgctggttag ctaacgatga gcttaacgtc gttcataata tgatgcaaat caatgaaaag
  3345841 aatgaacttc tttacggaca tcatacatat acaactgcaa atggactgtt actttctacc
  3345901 gcaatgcacc gccatgccgg tacaaattta gaacaaattg aacttgtaac ggcgggaaaa
  3345961 atcattcgtg taaaaaacat gaacacattt gaagttgaac aggaaaactc tgtttcacaa
  3346021 agtggttccc cctcatggga aacgacgtta aaacaacgcg gttttgaaga tgctgttcat
  3346081 cattttattg actgtgtaca cggagacaca aagccgttag tagatggatt agaaggatta
  3346141 aaaacgcagc aaatgctcca atctctactg aatgatataa acaaaaatta aaacggatac
  3346201 atttttcaga atttactttc attcccattt cccctttatt tctcacgcaa atttctatag
  3346261 aatatgttga taggaattat aaatttcata atgaatcgtg gaaagggtgg gattaacaca
  3346321 tgtggaacga gtttaagaaa ttcgcgttca aagggaatgt aatcgattta gctgtcgggg
  3346381 ttgtaatcgg tgctgcattc ggtaaaatcg ttagttcttt agtaaaagat attattacac
  3346441 cattacttgg tatggtatta ggtggcgttg actttacaga tttaaaaatt acattcggta
  3346501 aatcatctat tatgtatggt aacttcatcc aaactatttt tgatttctta attatcgcag
  3346561 ctgctatctt tatgtttgtt aaagtgttca acaaactaac atctaaaaga gaagaagaaa
  3346621 aagaggaaga aattccagaa ccaacaaaag aagaagaact tcttggcgaa attcgcgact
  3346681 tattaaaaca acaaaactct tctaaagata gagcataatt gaacggataa aaaggcatgt
  3346741 tcctctcggg acatgccttt tttatatgct ataacgtttc cgaattcata tgaataaata
  3346801 aaataatacc agcaactata agtaccataa tactacttgc aaatagtgta atccccataa
  3346861 acattaaact tgtgctcata tccactgata cactttcaat aaaaatagaa gttacatacg
  3346921 tgataagggc aattcctgca agaatacttc ctggaacaaa tcgctttaaa ccattttgtt
  3346981 ttaacgtcat atatgcaaaa atagcagtca tacaaagcgt aattatccaa agaacgatca
  3347041 tctcttttcc cccctcacaa gccttttctt tctattatac atgacattgc cctataatag
  3347101 ttatttttac acttatgtga catataacaa ggaatcatac aatctatata gaagtcttcc
  3347161 agataagcta tagtacttgg gagggtttca attggaagat gatattgcag gatactttaa
  3347221 acaagtagag cgatatgatt atattataat tgacttagac aaaaagtttt tttacatgga
  3347281 agttgtacaa ctaaaaacaa atataacttc gctaaaaata tcacttaact tagataaaga
  3347341 tgaaactatt attgctggca atgtgaaaca atatgatcct tctaggttag aacaattcat
  3347401 acaaaacttt aaacatactg cacaaacatg tcttgaacat aatttacgaa gtcctgaaga
  3347461 actttttgca ttttggaaag gaaattgacc accagaaaaa aatggatatt tttcatatat
  3347521 attgatataa ttaccatata taaatattct ttataaggga gtgttcataa tgatttggat
  3347581 ttcactaatc gtattagcct atttcatcat tctcgtccca atacagtata actacattaa
  3347641 aataatcaaa gaaaaacaga agaaaatgaa tatgtcacaa aacgaactat atgacaacat
  3347701 gtcttatgaa gaatcccaaa tacattacca ttaccaaagt aacgtattta caatacctgc
  3347761 ttcacttgtc gcaagtatta tttatagagt gaaacatgca gcataatatg tacgctgtaa
  3347821 aattattgtt tgaatctgtt cattctggtg agcctgatcc tacgaaaatg gatgagcatt
  3347881 atgaagaaaa tcacgataca ctttttgaag aaagtattat tcttgttaaa gcaagcggtt
  3347941 tggaagaagc tcatgcacta ggtgaacaga ttgctataca gtctgagcat acgtacgata
  3348001 atatgtacgg tgagcaaata acatggacgt ttcgaaaagt attgcatgtg tttgaattag
  3348061 acaatgcccc atttgaaacc ggaaaagaat tatacgcaag atttttacac gttaagaaaa
  3348121 atgaaacggt ggatactata gttcaaacat actatcctga atataaataa aagctcacag
  3348181 caatcgctgt gagctttttt atacttactt cgttgaatct ctaaattgga tacggtgagg
  3348241 taagataaca gtgtgatctt ccactttttc tttgttcata tactttgtta atagacgcat
  3348301 tgctactgca ccgatatcat acatcggttg tacaactgtt gaaagttgcg gacgaaccat
  3348361 taatgcaagg cgtgtattat cgaatccaag tacttctaca tcagttggta cgtttaatcc
  3348421 agcgtcttgt gctgcgtgga ttacacctag tgccatttcg tcagaagata cgaagattgc
  3348481 tgacggcttc tcatcaaggc cccaaagctt ttcgaatgct tcgatacctg aatcatatgt
  3348541 gtaatctcca tctattacaa gattttcatc atatgaaata cctgcttctt ctagagcttt
  3348601 tttataacct tgtaatttct tcgcgcttcc cgctttatca atgaaaggac cagagacgaa
  3348661 accgatacgc ttatgtcctt gttcaataaa gtgcttcatt gcgtcgtaag ctgcttgtgt
  3348721 ataatcaatg tttactgatg gcgtttcatt ttgctcatca aatgacgctg ctaatacgat
  3348781 tggtactgga gactttttaa attcttcaat gtgaatgtct gtaatatctt cacccatgaa
  3348841 aacaattccg tccacttgtt ttccaagcat cgtatttaat aaatggaact ctttctcttt
  3348901 gttttggtca gagttactta aaatgatgtt atatttgtac attgttgcga tatcttcaat
  3348961 tccacgagca agttctgcat aaaacgtatt tgagatatca ggaataataa cacctactgt
  3349021 agtcgtcttc ttacttgcta atccacgtgc taccgcattt ggacggtatc ctaaacgatc
  3349081 aattgcttct aatactttct ttcttgttgt aggctttaca tttgggttac cgttcacaac
  3349141 acgagatacg gtagccattg aaacgttcgc ttcgcgcgct acatcatata ttgttacgtt
  3349201 catctcatcg cacactcctt ctatttttgc tatctatttt tatgtatcgg ttacttgaat
  3349261 gaaaaaaaga catcaactct atttgcagat gccaccaatc gtcccgagtt cttcctttta
  3349321 ctaatgatac gataaaaacg cagggtcata caatattttc ccgcaaaagt ttcgaaaaaa
  3349381 ttcgcttctt ttctcgtatt ttcgtatttt tcatgaaaaa aagggcattt tttgtaaaaa
  3349441 tatagatgtt tcataagtag aaatcttatt ttaagcagta cgctagatag taattgaaat
  3349501 ttatatcagc gattttttga atatatcgac ttaccaacaa aaattgacaa tgatggccac
  3349561 ttgatgcgct ggatctagaa gtactcggca atttgcgaag atcacaatgc gttacatcgc
  3349621 caatgcaagg gcaggaaggt acagcggaaa tatggagcgt attacgcagc gctctgtcct
  3349681 atcttacact tttatttaca ataaaaaaag acagtttaaa tactgtcttt tttataagaa
  3349741 ggaaacaaac ggtttatcgc tgtttttctc ttttataaca attgcctcga ttttattctc
  3349801 ggactttatc tgcaattgta cttttgcatc tttcggtaat tgttctaaca taatttgagc
  3349861 agccaattga gtaagagcca ttaattctgt tttaccgtta tatttaataa caatattcat
  3349921 atttaatgta tccatttgat ttttcttata agaaacttta gcatttactg gaataaagtc
  3349981 tccaggagaa aaacctttca tttccttagc aaagtcatct atttttgtat tatcttctcc
  3350041 atgtgcttgt gtaaattcat cagaaggata tgaatacgct ttttcttcaa tcgcattcca
  3350101 atttccaatg ttcgtatcat tcttttgaac agtagcacta gcaatatacg taccattttt
  3350161 taaagaactt gtactttctt gcttaaagat agcaaacgta attggggatt tattatactt
  3350221 gtcattttta tgaatagctt caatcagttg attggcaact tcagtcccct tagacattgc
  3350281 ttcttcattc gatacacttg aagacatagc taaaccgatc ataacaccag ataaacttag
  3350341 ttcgtttgaa ttctgctttc cgaaatagtc ttgttctata atatttgtca aaacgggcgc
  3350401 ttttactttt gcgactagtt catcaactaa cttctcagga atatactgat ttaattgaag
  3350461 cacatgattc tctgtatcaa attgctcttt cgcaatattc attaaaccat tttcatactc
  3350521 tgctaaatct aatttagaat ttgttgttat attagctgta tttataacct tttgttcttt
  3350581 taaagggatt acagttctat aataatcttt agaaacagca gttcttggaa tcatactttt
  3350641 ttctttcgta tctttctgta taacttcatc cttcttacta atcgtatcat tactacaagc
  3350701 tcctagtaat agacttacga ccgcgaaaga taatgccatt ttcttcatta cttaaaacct
  3350761 actttcaaca atctagttat ttaatttgaa ctaataacag tgtaccatta aatatatttc
  3350821 aacaaaaaca aaaaaaagaa gcaagcacct ttcgcttgct tctttttact taatattctc
  3350881 ttctaaagcg tcttttttta tgttccaatg agacgtattc catactacca tcccatcttt
  3350941 tatgtataac acttgcggag attcatgttt aatgctgtac tgttctgcaa cacgattcga
  3351001 aacatctctc gcatcttgta cgtataagca atacgctggc actgcccttt cttcactaca
  3351061 ataagcttga aattctgtat aggcaccatg actaatcggg catgtcgtac tatgtttaaa
  3351121 aagaacataa ggttcgtttt tttctactaa tacttcaagc tcttcaattg tttcaacttt
  3351181 tgtcatattc atcacgattc acctctcata cgaagtctag agcgcttctc tttcttttca
  3351241 gcttttttct caagtctttc taatttacgc tcttcttttt caaccttttt ctcttgtctt
  3351301 gtcgcacgat aatgattgta tacttcaatt gctgcgctac tccactgtac aacttgcgct
  3351361 actttatctg cattattttc aatttcgtcc gtaacagact ctgatacatt acgaagtttc
  3351421 gtatttaaag aatggattgt cgttccaatt ccatctacac ccgacactac tttatttaat
  3351481 gattgtgact tctgttgaat gtcatcagct aacgcatttg tcttatgtaa taattgctcc
  3351541 gtctctacgc taatcccttg catttgcttt tctaaacctt ctaacgtgct tgcaacgttt
  3351601 tctaacgtct tctgaaccga taacaacgtt ctgcatacat acactactaa tacagcgaaa
  3351661 gcaaccgcga taatagctgc acttacatat aaaagaactt gcatttcatc acttccttta
  3351721 tctttttcat actttcccct attatacaat cattttccgt ttcgttctaa tccctatctt
  3351781 ttcattagaa ttttcatact tattcgttaa ctttaacata aatcattcaa caaattccac
  3351841 taagtaggtt acaataggag aggatacata attagtaggg aggctttaca tatgaaagat
  3351901 ccacgcattg aaaagttagc atacaattta attaactact ctattcgctt acaaaaaggc
  3351961 gaaaaagtat taattgaaaa ctttggctta caaaaagaac ttgtaactgc acttgtaaaa
  3352021 gaagcatatg cagctggtgg tttcccattc gtttctttaa aagatcatca agtagatcgc
  3352081 tctttattaa tgggtgctac tgaagaacat ttcgaacaaa tcgcagcgta tgaagcaagc
  3352141 gtaatgaaag atatggacgc ttatatcggt cttcgctctg gtgataacat taacgaacaa
  3352201 gctgacgtac caagtgagag aatgcaaatt cacggtcaaa cagttggtaa gaaagttcat
  3352261 agagacatcc gcgttccaaa aacacgctgg gttgttcttc gctacccaaa tgcttctatg
  3352321 gcacagcttg cgaaaatgag cacagaagct ttcgaagact tctacttcga agtatgtaac
  3352381 ttagactacg gtaaaatgga taaggcgatg gatagccttg ttacattaat gaataaaaca
  3352441 gataaagtgc gcctaactgg acctggaact gacttaacat tctctattaa agacattcca
  3352501 gcaattaaat gctcaggtca tttaaacatt ccagacggtg aagtatactc tgcacccgtt
  3352561 cgtgattctg ttaacggtac agtttcttac aacacgccat ctccttacaa cggttataca
  3352621 tttgaaaatg tacaacttaa gttcgagaac ggccaaatcg ttgaagcaac tgcaaacgat
  3352681 acagaacgca ttaacaaaat cttcgatata gacgaaggcg cacgctacgt tggtgagttc
  3352741 gcaatcggcg taaacccata catcttgcat ccaatgggag atatcctatt cgatgaaaaa
  3352801 atcgatggca gcttccactt cactcctgga caagcttacg acgatgcatg gaacggtaac
  3352861 aactcgaaca ttcactggga tttagtatgc atccaacgcc ctgaatacgg cggcggtgaa
  3352921 atttacttcg acgacgtact aatccgtaaa gacggacgct tcgttgtacc tgaattagaa
  3352981 gctttaaatc cagagaactt aaaataataa taaaaacgct cggagttttc tctgagcgtt
  3353041 tttattatta ttttaataag tctttcgcca catcttctgg cactttaaaa ctcattttct
  3353101 tatttttcat ttcaacttca acataaggga catctttata tactgtcatc gtaccaattt
  3353161 catgtaactc ctttttatct ttactcgact ccgataattt tgttgtatcc tcttggtaca
  3353221 ttttaaatgt tttcccttgc ggagtatcta aaggagctga ctgcatttcc cacttatcca
  3353281 ttttcatgac ttcaaacagc ttttcaattt ctttcttatc ggtaattact ttcttctcac
  3353341 ttgaatcagt aagtgattca atttcaactt tttgtgcctt ttctaagttc atacctgcct
  3353401 tttccttctt cgtactacat cctattaaaa gaatcgatgc ggttagcaga agtacaaata
  3353461 acataaggac ttttttcatt tctaatcctc ctaactacat agacctactt ttctcgcttt
  3353521 ttgtttgctg aaagtgaaaa taatacaaaa gtgccactgc aatagtacca attactatcg
  3353581 gaacatataa aggcagattc catttcgtat atactctagt gcagccaaca attacaaaca
  3353641 aaatttccaa acaaaataaa ggttttacat atttcatttc ttacccacca tttctatttt
  3353701 cacatgtgga ttctcttttt ctacaagtga taaaaactgc ttcatatgtt gcggcatcgc
  3353761 aagcaggtgt actttatatg aattcgtcgt aatttcaagt gatctcccaa cttgacgaat
  3353821 gattcttatc tctttcaata cgatatcgtc atttaaaata ccgtacttta atacaccatt
  3353881 ttctacttta tgctttttaa taaatacttc ccaaacgagc gggacattta caatgaaaca
  3353941 taatcccatc ccaattaacg ctgacatcca atgatcttta tttgcgacaa tcatgacgag
  3354001 tggatacaca aacataaaag ctaacgtgag acaaacgaaa aatactactg atttacttct
  3354061 ttgaatcgga aaattcatac atacacctcc cgacctaaat tataccatta attccatttt
  3354121 aattcataaa aaaaggctat ttctaaatga cctccttaaa ccatataccc tacttatctt
  3354181 gaatctcttt ccattctgaa gctagtaaac tgtatacagc gatatcgtga aaatgatcat
  3354241 acagccattc ttcatctctt aaaataccat ctaacttaaa ctctaaacgc tctggaatag
  3354301 cacggctttt cacattttca acaccgcatc taatttccat tttatttaat tttaaattct
  3354361 caaatgcata gtgaagtaca gcctttacgc tacgcgtcat aatacctttc ccgccagcat
  3354421 cttctgcaag ataatatcca aggctcgccg ctttcttccc ccagcttacc ggatgaatgc
  3354481 ctaccatccc aacgagcttt cctttataac gtataccact ttcaaaaccg tctccctctg
  3354541 caaacttctt taaccacatc ggacaaatct cattataagc atcagcagat ttcatcccat
  3354601 ctacccaagg aagccatctt cttaaatgat tacggttttg atttattaat tgatatagtt
  3354661 cctctttatg atgcttctct aataactgta attcaatttc gtcgtctact cggagtgtga
  3354721 acattttttt agctcctctt cttatttttc ttattattct aacacttcca aatggaaaat
  3354781 acccctctaa catatcaacg atttttaaaa tacatcgacg attcgtcaaa ggatatcgac
  3354841 ttaccgacta aattcgacaa cattactaca ccctacaaca caacaaaaaa agacgcacag
  3354901 ctaagctatg cgtcttttta ttacttctct gcaacttgaa cttcttttac gtaagctgct
  3354961 tcgaattttt ggatgtctcc tgcgcccatg aaaatgagaa cgccgttttt atgtttcttt
  3355021 aatacatccg ttgttgtatc tgtaattagt tctgcaccgt caatacgctt ttgcagatct
  3355081 tcgattgtta attcaccttt gttttcgcgc gctgatccga aaatatcaca taagtatact
  3355141 tggtcagctt tgcttaggct ttcagcgaac tcatctaaga acttttctgt acgtgagaat
  3355201 gtgtgcggct ggaatacagc gacaatttca cgctctggat gtttttgacg agctgcttca
  3355261 atcgttgcat taatttctgt cggatggtgt gcgtagtcat caataataac ttgctctccc
  3355321 attggctttt cattaaagcg acgttttacg ccttcaaaag ttgttaactg atgcttaact
  3355381 gcttctacat caacgttttc ataatggcaa agtgcgatta ctgctaatgc atttaatacg
  3355441 ctgtggttgc cgtagcctgt aattttgaac gtgtcatagt acgtattacg aacgaataca
  3355501 tcgaaaatag taccgtcagt tctcttttga atgttacgtg cttggaaatc attatcttct
  3355561 ccaaatccat agaaaataac aggtactttc gcttgaattt tttgaagttc ttcatcatct
  3355621 ccacatgcaa taatgccttt tttcacttgc aatgccatct cttggaatgc actgaataca
  3355681 tcattgatat ctgtgaaata atctggatga tcaaaatcaa tgtttgtcat aattgcatag
  3355741 tctggattgt aagacaagaa atgacgacga tactcacaag cttcaaatac aaaatactta
  3355801 ctattttcta ccccatgccc tgttccatct ccaataaggt aagatgtagg gtgtgcacct
  3355861 tgcattacat gggctaacaa accagttgtt gatgtttttc catgcgcacc agttacagca
  3355921 acacttgtgt attggttcat aagatcacct aagaagtgat ggtaacgatg tactgggatg
  3355981 tttaattctt ttgctgctac gatttcttca tgcgtatcag gaaatgcatt tcctgcaata
  3356041 atcacttgtc cttcttttac attactttta tcaaaaggaa gaatcgagat attacgcttt
  3356101 tccaacgctg tttgtgtaaa gaaacgcttt tcataatcag acccttgaac agtatgcttc
  3356161 atgtcatgaa gaatttgcgc taatgaactc attcctgttc ctttaattcc tacaaaatgg
  3356221 taaactgtca tcttaaagaa cctccaacat ttcgaactaa tacaacggcc tatctataag
  3356281 acagtatatg aatcttttct tattttggta atcatcatac atttttgatg tagtgaagtt
  3356341 attcttccct tcacttatca ggataaactc gtacgtactt cttttttatg ttcataacaa
  3356401 atccattata gcaaaaaaga agccgctata ctatgataac agaaaaactg atagggtcaa
  3356461 tcacctatca gtttttctct cttttacata tcttctcttt tttctaattg aacacgctct
  3356521 aaacgtgggt ttggacgata tttacgacca gcttttgctt ctggttttcc atttaattct
  3356581 acgttatcac cagtaaagcc aatattcatt tttaataagc tacttcctac tccgtatata
  3356641 tcaacaggta cgttttgagc ttcaaattca cgaatacgct tctcatcaaa tccaccagtt
  3356701 acaacgatgt ctacatgctg gaatccttcc tcatcaagtg ctttacgaag tgcgaataca
  3356761 agcgatgggt ttacaccacg tggatcgaat gttccaagta cttctgggtg gcgaatgaag
  3356821 tattgatcaa tcatcgtgcg agacgtatct acacgtacac cttttaatgt tgatccaaat
  3356881 tcgcgtgcta cgcgaagtgc atctgtaatg acatcattgt tgtaatctat taatacaact
  3356941 aattcatctt ctgggaattt cttatgatat gcttttgccg cttccacaac atcaccatta
  3357001 aacatttgaa ttaatgcgtg aggcattgtc cccataccac ttttgcccca ccattcattc
  3357061 atcgcatgcg tcgcttgtgc gctcatacct ccgatgtatg ctgcataacc gtcaccggct
  3357121 tgttgtgtat aatgatcatc acggtctccc atgaaaataa ctggtttttc tttatctacg
  3357181 ctacgcgcag cttggacaac gttatatacg tttgtcgcaa ccgatgtacg acgagctaaa
  3357241 atcccatcga taacaccttc taaaaatccg aaattttcat aaggaccatc aattgttaac
  3357301 actgtttcaa atggactaat tttatcgcca tcttttaaag agttaatctc aagttcctct
  3357361 ggatttttag cgaatgtttg tagcaatgca atgacttcat ccgttccgca aagaactgca
  3357421 ttttcctttt ggaaaaattg catcgttaca acacttttcg ggcgaaattc ttcgatgatt
  3357481 tctctagtct ttaaaaagta aacggcagag aaccaacctt ctccaacgcg ttcgtcaaat
  3357541 ttaaatgttt tatttgttag tctatttatt tcacctttta attttaattc aatttctttc
  3357601 atgtcgcttt actccctact ttactatcca acattttctc ttagtataca gcaaaaccgt
  3357661 ttactataca tttgtttcct gcatagcggc aaattcatcc tcggaaataa ggacatctct
  3357721 cggtttcgtt cctctacctt cagaaataat tccttgcgat tccatctctt caatgagacg
  3357781 tgccgcgcga ttataaccga tgcggaattt tcgctgtaca gaagatgtgg acgctccccc
  3357841 ttgttctaca acaaattgac atgcatcaag gaacaattcg tcttccgact cggcttgttc
  3357901 tgttttcgct aataaatcct cttgcttaaa taagtaattt ggcttcattt gctttttcac
  3357961 atgatcaact gtcttttcaa tctcatcatc cgatacatat acaccttgta cacgaactgg
  3358021 cttagatgta ccgttcccta agaataacat atcaccacgg ccaagtaatt tctctgcgcc
  3358081 cccaatatca ataatcgtac gcgaatcaac ttgagatgat acagtaaacg caatacgcgt
  3358141 tggaatgttt gacttaatta aacctgtaat aacatctaca gatggacgct gcgtcgctac
  3358201 taataaatga ataccacaag cacgtgcttt ttgcgcaata cgacaaattg cttcctcaac
  3358261 atcaccaggt gctaccatca ttaagtcggc taactcgtca atgacaataa cgatataagg
  3358321 taatgtctct cccggaattt ctcgcccact tacaatcgta ttgtagcgag ttaaatcacg
  3358381 agcacctgcg tgcgcaaaca attcataacg gcgctccatt tcttcaactg cccattttaa
  3358441 tgcagctgtc gctgctttta catccgtaat aacaggtgct acaagatgcg gaacagaatt
  3358501 gtatggtgca agctcaacca tcttcggatc aattaacatt aacttcactt catgtggttt
  3358561 cgctttatat aaaatgcttg ttaaaatggc gttaatacac acacttttac cagaacccgt
  3358621 tgcacccgca ataagtccgt gtggcatttt tcgaatatcc gttacaattg gatcgcctga
  3358681 aatatcaagt ccaagtgcaa ctgtaagcgg tgattcactc tttgtaaaca caggacttct
  3358741 taaaatttca cgaagaaata ctggcttact ttctttattt ggaacttcaa ttccaatcgc
  3358801 actctttcct ggaatcggcg cttcaatacg aatatctttc gcagctaaac ttagcttaat
  3358861 atcatcactt aagtttgtaa ttttatttac ttttacacct gggtctggct gtacttcaaa
  3358921 acgagttact gctggacctt gcgatacatt aataacatgt gcgccaacgt ggaaattatt
  3358981 aaacgttgta tctaataatt ctttctgttc ttccaaccat tccgtattat ctaacgctgc
  3359041 ttgctgtgga atcgatagta atgttaatga tggaatcgta tacgtcggtg gcgtttgcaa
  3359101 tacattgcgc acatcattct ctctttgatt tacaacatat gctttctctt ctacttccgt
  3359161 acttgaaatt ggcttttgta cttgctctgc cactacttgt tgtactggct gcacttcttc
  3359221 cacttgtggc tctactactt gctgcactgg tttttcttcc acttgcggtt ctaccactac
  3359281 ttgctgcatt ggtttttctt ccacttgcgg ttctaccact acttgctgca ttggtttttc
  3359341 ttccacttgt ggctccacta ctacttgttg cattggtttt tcttccactt gcggttctac
  3359401 cactacttgc tgcattggtt tttcttccac ttgtggctcc actactactt gttgcattgg
  3359461 tttttcttcc acttgtggtt ccactactac ttgttgcatt ggtttttctt ccacttgtgg
  3359521 ctccactact tgctgcattt gtttctcttc cacttgtggc tccactacta cttgttgcat
  3359581 tggcttttct tccacttgtg gttgttcttc tacttgatgt acaggcttat tctctactct
  3359641 ttcactcata gaagattgca ttccattcgt tctagacgca tgtctttcca ttaatcgcgc
  3359701 tctatcttgt ttcaacataa caacattaaa tggtacgtga cgctttttct cacgttttgg
  3359761 ttcttctttt tgtacaactg gttgttcttc tacgactggt gcttcctctg caactggttg
  3359821 ttcttctacg atcgatgttt cctctgcaac tggttgttct tctacgaccg atgtttcctc
  3359881 tgcaactggt tgttcttctg caatcggtgc ttcttctaca actgattgtc cttctacgac
  3359941 cggtgcttct tctacaatcg gtgtttcttc tacaactgat tgttcttcta cgaccggtgc
  3360001 ttcttctgca gctggttgtt cttctacaat cggtgtttct tctacaactg attgttcttc
  3360061 tacgaccggt gcttcttctg caactggttg ttcttctaca atcggtgttt cttctacaac
  3360121 tgattgttcc tccgcaatta aaacatccgc aaagctttga acatcttttt tcgtttgttc
  3360181 atcagccaca gcaacatgta tgaattcatt cttttgttca attgcttcat ttaacaccat
  3360241 ttcttgttgc atttcctcaa gtgctacagg ttccacttct tctggtgctt ctgtttctgc
  3360301 aattacttcc acttcttcta actcttctgt ttctgcaact acttccactt cttctaattc
  3360361 ttctgtttct gcagttactt ccacttcttc taactcttct gtttctgcaa ttacttctac
  3360421 ttcttctgac tcttctgttt ctgcaattac ttctacttct tctgactctt ctgtttccgc
  3360481 aattacttct acttcttctg actcttctgt ttccgcaatt acttctactt cttctggttc
  3360541 ttccgcttct gcaattactt ccacttcttc tggtatttct acaacaattg tttcttcaag
  3360601 tttttcttct gctttgacaa tcactgattc ttctggtgct tgtttttcta cttcaatagt
  3360661 aggttgttct atttctgtac tacgtttaat ttcttctgat aatattgtat cctcgtgctc
  3360721 tactttagaa tctactaatt cctcttgtag aatgtttttg tccactacat cactttcttg
  3360781 cttcgcacct tccatgcgct cagcaattgt ttcatgaagt aattcagccg ctggaacttc
  3360841 ctgcggtgca ctcatttctt gaaccacttc tttttcttct actataggct cttggcgttc
  3360901 gatttcataa ccgtttttct ctagccattg atcgacaact gacttttctt cctttttact
  3360961 ctcttcatat tgtcgctctc cttgctcgtt agcagctcta tgactagaag aagtcggtgc
  3361021 ttgtccttct gagaaatcag ataatgtata tccctttttc tctaaccatg catcaacgac
  3361081 tgatttgccc tctacagata tttcaaggtc ttctctttcc tttacttcct cctgcttttc
  3361141 ttcctttttc tctactgaag gacgattata tccgtaaatt ggcgaaatca tttctgttgg
  3361201 acgaaatggt ctacggttac tttcttgtgc tggtgtagat gctttcttta cgacaggttc
  3361261 tcgctccggt tcatattgca tttccggttc ttcatatgta gaaactacct tctccacata
  3361321 ctgtcgtcta cttctttcca ctttgattcc tctttgaata ggctcatttt catatgttac
  3361381 agcttgaaca ggttgttctt caaaatgccc tgtttctata acatcctctt catcgaaccc
  3361441 attatccggt actaatggaa aacggcattt acctgcattc ctacttgcca tttgtgcttc
  3361501 tcttgcttca gtgtagtggt ttacacgagg aattttcggc tgactttcaa cttgctttgg
  3361561 tacttcttta ttcatcgctg tttgttcttc ctctttgtta aacagctttt tcatccaatc
  3361621 taacatgctt accactcttt ctactaaata gtaacatcct ttattgtatc agcattcggc
  3361681 aaaaagtgca ggtaaaatta agcatgtcat atttatccat aatattctaa tttacgagtg
  3361741 ttttcatata gaaaaacgca gccttacacg taagactgcg tttaagcttt actcttccaa
  3361801 tattcatcta cactatccgt tacactttgc accggtctca aagtttttta taattgtttt
  3361861 ataatctcat ctatatttcc aatatgaacg ggttgccaca cttctgtacc acgctctgcc
  3361921 gtatacactg gatacgcatc atcatcgata ttcacgaaaa ctgggtctcc catatctgtt
  3361981 tcatatccaa taacaatcca ttcatctttc cattttccgt gttctttact tattaatgaa
  3362041 tttttatgtt tatcatatcg ataaccaatt tgtccttttt ctaattcatt ttgactaaac
  3362101 aaatatatct cataagtacc taactcgata tcttgctgtt ttgaagtttc aattcgtttc
  3362161 agaagttctg cgattttttg ttgttgtttc atacgtctat ccccttctat ttttctaaat
  3362221 tttaactaga ttgtttataa aatacaatat agattttgtg aaaaaaggtg acatccttat
  3362281 aatatgaatg attttttgaa tatatctgtc acaactcgca atatatcaac gatttttcaa
  3362341 atatatctat cgtaactctc aatatatcaa cgatttttca aatatatcta tcgtaactct
  3362401 caatatatca acgatttttc aaatatatct accgtaactc tcaatatatc aacgattttt
  3362461 caaatatatc tatcgtaact ctcaatatat caacgatttt tcaaatatat ctaccgtaac
  3362521 tctcaatata tcaacgattc gacaatgaat atcgacttac cgacaaaaga tgacaaaata
  3362581 aaaagagagg ctgtccaaaa ggacaccctc tcttttctta tatcaattaa aatttaaact
  3362641 cttgtccaac ttcaaagcta tcttctaata caagaatacc tttttcttgt ggagcatctg
  3362701 gaagctctaa ttcacgtgct gaacaaatca ttccagcaga aggaactccg cgaagctcag
  3362761 ctggcttgat taacataccg cttggcatta cagcgccgat ttttgcaacg acaacttttt
  3362821 gtcctgcatc aacgtttggt gcgccacata cgatttgtaa tgtttctgta ccgatttcta
  3362881 ctttacagat gtttagctta tcagcatttg gatgtttttc tttttcagct acatagccta
  3362941 caacaaattt tggagaaaga tctgcttcta ctgtttcttc aaagccgttc ttcgctaaaa
  3363001 tttcgttaat tttttctaca agttctttcg ttaacgtaag gttacctgtt tcttttactt
  3363061 ctaaataaga agatgcatta aagatgttga atcctgctgt ttcgttgctt tcacgatcgt
  3363121 atacgcgagc aacatctcct ttgcgatcaa aagtacggtt ctctaaagta atatcttgta
  3363181 aggcaacaat tagagtgtca ccaattcctt caaggttgta aaaaacgttc acttcgttca
  3363241 tcctttctct tttccatctg tcttcttccg attcttcgct aaaataaaga ttggttcaaa
  3363301 gtccccatct tcatatacga atgaaagtga tgtaatcgga acatgccctt cggcaaaaaa
  3363361 tttcattgtc atttgtgcaa taatatcata accgatttcg ttgacgatat cagcaataat
  3363421 taatacatct tggtgaggaa cagcaacaac catgtcacca gaaatctttt cacgcatcga
  3363481 ttgtagtaac gattcgttta aaatacgagt cgcatcatat ccatcatttg tgtttaaaaa
  3363541 gtagaatgta ttacctgcca ctgtgtcttg tttaaattca taacctaatg agcgagcgtt
  3363601 gaataatgcc atttcacgca cttgtttctc tgtaagccct aatttttgta ataaacgctc
  3363661 atcaataaga cgatatgttt tattcgaatc tagcgcatag taaatacgtg tttccgccgt
  3363721 atgatccgtc ataatgaacg gatttccttc ttctgcttgt ttcgggaaag aagtagagcg
  3363781 aataacaggt aaaattttcg ccgcgctatt ttcttcctta tgcatcgcaa ttaacgcttc
  3363841 ttgtacgtaa taggcaacct cttcgattgc tttttcttta ttcacttccc attttgccac
  3363901 aacgcctgga agcgatacgt taataccttt tttcgagtct ttctgttcta tacgtagaac
  3363961 ctctttctcg ctatcatagt gaaagtccca ttccggacga gataatttct tcattaactc
  3364021 atctttcatc tttttacttg tcatcttcat ctcttttttc ctcccttcca aaaaaataac
  3364081 ctcccccgcg aaggtagagg ttgttttaca attcaattgg caaattgcct tattttaaac
  3364141 cttcaatgaa ctcttcgatt tgttcttgtg ttttacgatc tttgtttaca tagcgacctg
  3364201 tttcttcacc tttattgtac gctacaaagc tcggaatgcc aaatacgtct aattttacgc
  3364261 atagatcaat aaactcatca cgatctacat agtaaaatga gaaatcacta tatttctctt
  3364321 ctacttccgg cataaatgga tctacaaagc ggcagtctgg acaccattct gctgagaaca
  3364381 taaagactac attctcttca ttttttaatt gttggaattg ctccatgctt tctaatgatt
  3364441 tcatctatat ttcctcctct aacgagtgca ttttttcatg ttataatctt tcttttatac
  3364501 taccatacat cgcgcacggt gcaaggttta tgcttgcttt tcgtcatact tatattgccc
  3364561 aacaagtaac ttaacaacgt gtacaaataa ttccgtgcga tcgacataat catctgtaaa
  3364621 aataccgatt gcaccttcgt gactacgaat atcttttctc tgtacaaact cttccatcac
  3364681 ttcacttaac tccttgccct cttcaagagg tgctaaaaaa tcatccggta acgtaatacg
  3364741 tgccccgccg gcaacaaata ttttaccatc acttgttgct agcgcccccc agttacacat
  3364801 aaataaaccg tgctccgttt tcattacacc gccttctagt ccaataccaa tttgagcatc
  3364861 tccttcctct agcgctcgct tcgctctatt gattgctcct tgcatcgtct cttcatctga
  3364921 aaacggttgt gctgctactc ccgaaggaac agaaagagat gtaatttcgg catctttcca
  3364981 aaccttctcc acagctccaa ccttcgtttt attctttgat ccaactacta ctttcatttc
  3365041 gttcacctct ataaaaattc atcatcttac tttaatcaag ttattcttta tacatgggag
  3365101 caccgccacc atgaccaatt actcgattac ctcttcactc taaaaagaag aggtgatcga
  3365161 gtaacattgc ggacctctac accaaaacag cctacctctc tcttcatact cgggatctta
  3365221 atacatcgtt cgagcatcta ttcaacctaa aaaaagaagg gtttttcgcc cttccttctt
  3365281 acgcgttatt cttaattgtc tctaacgtcg ttttatctgt tgctcttaca agcttcgtaa
  3365341 ttagctcttt cgctgctgca taatcatcaa catgtaaaat agaagcatgt gtatgaatgt
  3365401 aacgtgcgca aacaccaatt actgctgatg ggatacctga gttacttgta tgtacacggc
  3365461 ccgcatctgt accaccttgt gaaataaagt attggtacgg aatgttgttt gtttctgctg
  3365521 tatctaaaat gaattcacgc attcctctat gtgttaccat cgtacgatcg taaatacgaa
  3365581 gaagagcacc ttttcctaat tgaccgaact gtgttttgtc accagatgca tcgtttgctg
  3365641 gacttgcatc aagcgcatag aaaatgtctg gttggatcat atttgcagca gtttgtgcac
  3365701 cgcgaagacc aacttcttct tgtacagtcg caccagagta taatgtgttt ggtaatgttt
  3365761 cgtcttttaa ttcttttagt aattcgattg caagaccaca tccgtaacgg ttgtcccaag
  3365821 ctttcgccat aattttcttt tcgtttgcca tcggcgtaaa cgggcagatt ggtacgattt
  3365881 gttgtcctgg ttttacacca atttcaatcg catcttcata gctatctgca cctatatcaa
  3365941 ttaacatgtt ttttatatcc atcggttttg cacgttgcgc gtcacttaat aaatgaggag
  3366001 ggatagaacc aacaacccca ataacaggac cattcttcgt catcacttgt acgcgttgcg
  3366061 ctaatagtac ttggctccac cagccgccta acggttgaaa acgaagcatt ccgtttttcg
  3366121 taatttgcgt aatcatgaaa cctacttcat ccatatgacc tgctacaaga acacgcgggc
  3366181 cagtttcgtc cccttttttc agaccaaata cgctacctaa accgtcttgt acaatttcat
  3366241 ctgcatattt gcttaattct tgcttcataa aacggcgcac atcatgttca aaacctgatg
  3366301 caccttgtaa ttctgttaac gtacgaaata attgtaatgt ctctttattc acgaagtccc
  3366361 cttctttcaa accttagtag aatacctctt ttattgtaac gaaattttcg aaatgtttct
  3366421 agtttcttct tttttagctg tatttgcttt ataattatta tcggtacact atttttattt
  3366481 tatagaattg aggtgaatgt atgagctgga aaggtttagt agcaggtctt ggcgttgggt
  3366541 ttgcagctgg ttatttcgtt gcaaacaaag tacaagaaca atcccatatt tcttcagaaa
  3366601 aagcattgaa aatggtgaaa caagcattaa gtcataaagg tgaaattact ggctcttggg
  3366661 tacatatggt tccagagaca tttgaaaaat atgatgtcgc atatgaagtt tatcgcggcg
  3366721 gtcttacaac gatgttaaat gctatacaag aacgatttga atttttagtt gatgctaaaa
  3366781 caggtactgt tttagaggtt atagcagcat aaacaggagg gttcccatta ggtgaacctc
  3366841 ttatttttta attgtgggta gtgattgaaa ttatatcggc gatttttcga atatatcggc
  3366901 gcatctcgat ttatatcagc gattcctcat ttatatcggc gcaactccgt ttatatcggc
  3366961 gatttcccaa ttatatcgac ttaccgacaa aagccgacaa taaaaaagag gtcgctccag
  3367021 caaatattct ggaacaacct gctcttttta tgcttctata ctcgtttttc tctctatctt
  3367081 ttctacaata tgcccttcct cattccactt tactgcacgg taatatgcgt catgataaaa
  3367141 tgtaaaccaa gcatcctttt cagctccata cttcatccac ttttgcttat tttcaatcga
  3367201 tgtcatcgga taatcatcat aagccatgac ccataataca ttttgatggg cgtgcgtcgg
  3367261 caataggtct gctaaatgca gcatcgtttc ccctttgctt tctaaagcga tcactgcgtg
  3367321 tccgtcacta tggccgcctg tatgcgccat ttttatttca tccgtaattt ctatttcttg
  3367381 ctgaaacgta acaacttgat ctacaatcgg ctcccaattt tccttccaat atgtattacg
  3367441 tgatctaata tttgggttcc tcatttcatt ccactctgtt tcgcttacat aaatttttgc
  3367501 atttggaaaa gctggcacaa ggtgattact ttcccctttt gttaaaccag atgcatgatc
  3367561 aaaatgaaga tgcgtcatta aaacgtagtg gatatcttca ggctttaatc ctagtttttc
  3367621 taatgattca taaaccgatg attcttctgt tacaccttga tttcgcttca tcttctcatt
  3367681 caatttaccg tttcctattc cggaatcaat gagcatatta ccgtctttcg tttgcaaaag
  3367741 taacggatct gttcgtaaat aaatatgatt tgtatcatta tgtttatatt tacgtgacca
  3367801 aagtactttc ggtacaacgc caaacattgc tcctccatct aaatgtgtgt tcccaccttt
  3367861 tagccacgtc acttttatat ctccaatttg taactgttcc atttttcatc cccctttcct
  3367921 tacaatacta acataaaatt ccgattattt tagatacaaa aaacctatgc attactgcat
  3367981 aggctctgta cgatattttg cttctactcg gtaaatgcga tgacctttac tagagaattt
  3368041 ctcttcgtac tcagtcataa tattaccttc aaagtcgctg ttatgaagat ctaagcttaa
  3368101 gtaagttagt aacataccat actcagccat actcataaga gaatattcaa ataaaccttg
  3368161 gttatctgtt ttgaaatgaa tttctccgcc ttctactaac acttcttcat aattgcgtaa
  3368221 aaacgtttta tacgttaaac gacgcttcgt atgacgtttc tttggccatg gatctgagaa
  3368281 gtttaaataa acgcgatcaa tctcaccttt tgcaaagaac actgttaaat cttcagcatc
  3368341 tttattaatt aatttcaagt tcggtaattc ttcttcaatt aatttatcaa gtgcatctac
  3368401 aacaacactt gtgaattttt caattccaat ataattaata tgaggatttg cttttgccat
  3368461 atcatacata aaacggccac gacctgtacc tacttcaatg tgaattggct gttcatttcc
  3368521 aaatacttct ttccagttac cagcgcgctc ctctgggttt ccgattacga tatgtgaata
  3368581 ctcattaatt cgatccattg catatggttt atgtcttaaa cgcatagatg tttccctctc
  3368641 tttacatagc tattttaaag gaataattcc ttctttctgt tttaatcaat ctaccaaaca
  3368701 aaaaaccaag tacgtacgag cactcggtcc gtttctttca agtataagat gtaccatttt
  3368761 gataaaaact acatacagca ttaaacattc catgacgaaa cagctttttc tcttactttt
  3368821 ctaagaagag aaaaacaatc gaaaggatga tccgttcatg ccaattaatc aacaacatca
  3368881 attagaagtg ctgaaagata ttttagtcaa tcaccaaagt gattgttgcg ggacagtttc
  3368941 tgaatgcgag caattagagc gtctcattca atcgttactc gcaaacgata atataagtag
  3369001 tgacgctaaa gcaatgctaa acgatgtata ttcttatagt caatcgggta aatcttcctc
  3369061 taatttggac aaccacattt ccaataatca agaacaactt actcagtgga ttgctggaat
  3369121 ggacaatttt tcttaagtat tactctgaag caagtagttg ctgtaaatat tgatgccaat
  3369181 attcagcttc tgcttgctgc ttttttgttg tatgccattg aatagataaa atcgtttgcg
  3369241 ctatcacata ccatctcata cgtttaagca gtgattcatc catttcaata tcataataac
  3369301 cgagccactc actccattct tggcgcggaa tgtaccaata taataacata ccgaggtcta
  3369361 aagctgggtc agcaattaca gctccatccc aatcaattaa aaacaactca tcttcatccg
  3369421 acaatagcca attgttatgg tttacatcac aatggcatac aacgaattcg ttgtattcaa
  3369481 tatcttttaa tgaatccatt aaatattgaa gaccttgctg aattgtttcc tcatccctta
  3369541 tatctcccct taaaacaagt tgcagttgtt gtaataactc ttgtgcgtga agcggctgct
  3369601 tcccaagtct ctgaatcatc tgcacaagtg ctttagagga gtgtattttc ttcaaaagtt
  3369661 tcgcaacacg ttctagtttc atatcctctg gctctaactt ctgtcccgga agccattttt
  3369721 gagcagaaat tacatcaccg ttcgttaccc ttcttgtcca aagtaatttt ggaacaattc
  3369781 cttctgctga caataccgct aaaaagggcg atgtattccg ctttaaaaat aacttctgtt
  3369841 gtccgttttg cgcaatatat gcatcgcccg ttactccacc agccggtaca agactccact
  3369901 cttttcctaa taattgttcc aaccattcca tattcattac ccgttaacaa atccttatct
  3369961 tttatagtta tgaaaagaaa aaccgcaaca tttctacaca tgttgtggat tcatatatat
  3370021 tttactgtaa atgaaaagaa aatttggcat aagccaaaaa ctctctattt tattttacaa
  3370081 aaccagccat agaatgacaa cttatcaaaa tcgtcacctt tgtcaattct acatttatta
  3370141 cattctcacc gtcaagtagc gatttgtcac attatcgtca atatatacgt gctaattgga
  3370201 gagagcctaa gttcctttcc tctaaatgaa gaaattggct ctattttcgc ttgcttttcg
  3370261 tttactaaca catgccacgt ttcttctttc ggaagttgca ccgttttcgc ttctaaactg
  3370321 ctattaaata aaacgacaat ctctttccac ggtccaaacg attctacgtg ctctaagtga
  3370381 tatgcaagta cttctggaga tgtttgcaaa aaagtcatgt gcttttttat taagtctgcg
  3370441 ttttgtaatc ggaatgctcc gtgctcttta cgaatcgcaa ttaaaccttt tatatagtta
  3370501 acggtctcta tttctttctc ttttcgatcc caatctaatt gattaatttc atcatttgca
  3370561 ttataactat tttcattccc ttgcttcgta cgataaaact cttgccccgc atgtaagaaa
  3370621 gggatgcctt gcgacagaat caccattgca gttgctagca cgtgacgttt tttcaaaatc
  3370681 tcttccgact cttcattact gcgcattagt ttatcccaca tcgtcatatt gtcatgacat
  3370741 tctacatagt taatgctttg cacaggctct agaaacaaac ctgtttcttt catactcaaa
  3370801 aggcttcctg atgctatata ccgcaaatga ttacggtcta catgcccacc aaatgcaaaa
  3370861 ccacgtttat ttatatgaaa ggtactccct tttatcccat cacgaaattg atcattaaat
  3370921 tgcgcaatat gcggcatttt gtttgcatta tttaacgttg ctttttcctc tagaggaagt
  3370981 ggtgtttgca gatcccaccc ttctcctaat agcaatgcat ctcgctttat gtttcgcact
  3371041 tctttttcta ttatattgat tgtatcgaca tctaaaatcc ccattaagtc gaaccggaat
  3371101 ccatcaacat tgtattccgt aagccaatat aaaatagact ctacaatgaa tttcctcatc
  3371161 attttccgtt cagatgctat atcatttccg actcccgtcc cattagaagg cataccattt
  3371221 tcaccatgac gaaaataata tcctgggaca agcttttcaa atgatgatag ctctctttca
  3371281 tacacatgat tatatacaac atctataatc accctaatgc cgtgttcatg aaatgtttca
  3371341 atcagttgct tacactctaa gatcctgtta tacgggtcag atgggtttgt agcataaaac
  3371401 cccgttggcg cgttgtaata taatggattg taaccccaat tatatgcaga agaaggattc
  3371461 gcctcatcta caccaccaaa acaatataaa ggcaataatt caacatgtgt aacacctaaa
  3371521 tcttttatat gagacaaacc tgttaacgtc ccatttcgcc ctgttgttcc ttcttccatt
  3371581 agccctttat acgttccttt tttactcact ccactgccct catgaatagt agcatcacga
  3371641 atatgcagtt catacaatat agcatctgtc attgcttgta atggtggtaa ttgctcttgc
  3371701 tttgttacat ttgttttttc caaatcgata acaacgccgt acttcccatt tacagtcact
  3371761 gattttgcat aaggatccac agcttcattc catattaaat taatacaaac aagaaatgta
  3371821 tacttttccc cggctaaatc gccttgtaat gtatgagccc ataccccatt ttcttctctg
  3371881 tgcatttcgt gatcggtata ttctttatca cttttataaa ttcttacttt cgcaagcctc
  3371941 gcagttggag cccatacttt aaatgtagtt gcttcttttt gatatacagc ccctaaatct
  3372001 gtaccttcgt aataatactt ttcatcgaaa atctctgttc ttatgacagc acctatttgt
  3372061 aaatctgttt cttcattccg ttcatctcgt actgtataat acttccccac atctagcggc
  3372121 tcttctataa agcactcata cttcgttgca tccggaagcg caattgtatg agcaatcggt
  3372181 aaatctttca cgttacttcc ttcttgcaaa cgaaatgtcc gacttgttcc atacgcatgt
  3372241 gggagcaaaa ttgtaatttt attcatttca tctaaatagg catcaaatgg acgttttact
  3372301 ttcaacataa aaaatcacca tcattcttaa agttaaaatg aaacgagctg caaatgataa
  3372361 ggcttttctt atcagcgaag ccctatacag taacacatta ttctttatag tatattcacc
  3372421 tgtataaaaa acgttttcat acattctatt tttgtaattt tatttcagca atcgctttat
  3372481 acttcggcgt ttctttcacg tgagattcgt ataaagtaat cgtatccgct tgaaatgata
  3372541 tttcaggcac ttcctttata tgttctaaat taaacttttc ttcccctacc catttacgag
  3372601 caacagtaat atgcggatga tacgggcgcg tttctaaaga aaatccattc ccttcacaaa
  3372661 tagcgtgtac ttgcttttgt aatggaaaca aatcttgatt ctcgcttacc tttgcccaaa
  3372721 aaatacgcgg tctgtcttcc ataccaaacg ttgaaaaccc ttgtaatgtg aacgatagtt
  3372781 ctttcgtttc tataagtgtt tgtaatccat tctgtattcc ttctaattgt tcctctgtcg
  3372841 cactacctaa aaatgaaagg gtaatatgat agtcttcttt atgtacccac gaacgaaatg
  3372901 gtaattcctc ctgcatttcc tctctatagt tagacagcac ttcttttata tgatttggta
  3372961 acgtaatcgc gacaaaataa tgtggctcca tgtacatctt ctccttcttt ctattgttgc
  3373021 ttttctttct tatctcattc aggtaaaaag aagccgccct ccaaaataga gagcggtcat
  3373081 tatttatata tccattattt cgctaattca tgaattgctt gcgcataaat tgctgttgct
  3373141 tttaataagt cttcaatttc aatatactcg tctttttgat gtgcaagttc ttcttttcca
  3373201 gggaacaatg ggcaaaatgc aacaccagct tttaatgaac gagcgtaagt accgccgccg
  3373261 attgctaata gttctgcttt ttcacctgtt tgctcttcgt atacacgctg caacgtacga
  3373321 attaatacgt gatctttatc aacgtgatgc gggcgagagt tcgaataatc cgctactgca
  3373381 aatccatgag tacctacata ttcttttaac tttgcaatca tttcttcaaa gttagtcgta
  3373441 actggataac gtacgtttaa tcctaaattg ccaccattct tttcgtataa gaaaggcgtc
  3373501 caacattcac tgtcaatgga ccgctaactt catctttata agcaatcgta gccttttctc
  3373561 caaaaatatc accagtaaat gtttctgttg caaacgttgc aaatgcattt gctttcccat
  3373621 caagagcaac tgtcgttaag aagtttgcca gtaataaacc tgcattttct cctttttcag
  3373681 gagtagatcc gtgagctgaa atccctttaa tttgcaatgt caccgtatta ccttctacaa
  3373741 ttgcttcacc tattttttta gcagtttgta aatactcttc atatgctact gtaagtgcat
  3373801 ttacatcttc tcctgtaaca accgcttctg caaaatcagg aaccatattt aaacggcgac
  3373861 ctgactcaaa tgaaacaagt tcatatgcac ctttcttctc ttcactacca ttttgcacaa
  3373921 cttgtatatc agaaattcct ttttctgcat taataattgg gaagtccgcg tctggtgcaa
  3373981 aaccgattgt tggcatttct tcatttttaa agtagtgatc tacacatttc caattgcttt
  3374041 cctcatctgt tcctaaaatc atacgaacgc gttttgaaag aggtaaacct aattctttca
  3374101 caattttcat cgcataataa gctgccatcg ttgggccttt atcgtcaatt gcaccacgtg
  3374161 caaaaatctt tccatcgcga atatctgcac tatatgcagg agtcgtccaa ccatctcctt
  3374221 ctggtacaac gtcaacgtga caaagaatac ctactaattc ttctccttgt cccatttcaa
  3374281 gatgacctgc atacccttct aaatttttag aagtaaaacc ttccgtttct cctttatgta
  3374341 acatgaaaga tagcgctttt tctacacctt caccgaacgg tgcgccctct tttgccgact
  3374401 cttcttccca tacactttta atttgtaaaa attgttgtgt atcacgaatt aaatcatctt
  3374461 ttcgttttgc aacttcttct gtccaattaa ttgctgacat cacgcatcca tcctttacta
  3374521 tattgtttct ttcatcataa caaaccgaaa tctcttatgc catacacgaa aaccaaatac
  3374581 cgaacaattg taatatttca gatatttctc attagttttt cttttatttt ttcaaaaaaa
  3374641 tttgcaggaa tttggcgttt tacgtagaat tttatgtgtt agttgactga ccatatataa
  3374701 aatgtcaact accaatattt ttctatatga atatttgtta aatttctgta aaatttaagt
  3374761 agattaaagc atgaatttta tcatgtagag tacaatggta gtaacgacct tctttcctga
  3374821 atggggtcaa aaaaactagt agaggagtgg ttttctcttg aaacctacaa ctactcgtat
  3374881 gctaacacgc attaaatcaa tttatatgta catcaatgaa aacggaacgg taacgacgaa
  3374941 agaccttgta gatgagttcg ggatcacacc gcgaacgata caacgtgatc taaatgtgtt
  3375001 gcagtttaat gaactcgtgt atagcccttg ccgcggtaag tggacaacaa caggaaagaa
  3375061 agtgagaatg acctcataac gaaaaataat tgtatgtaaa taaatacata cccctttcta
  3375121 actcattaga aaggggtctt ttctgcgcct aaaaatagca ctatttctca ttgtctactt
  3375181 gatatgtttt taacatctct acttcttcat ctgttaactc tcggtattgt ccaagttcta
  3375241 gctcttcatc taacactaac ggtcccatct ctgttctctt taagtagact acttttttcc
  3375301 ctaccgcttc aaacatacgc ttcacttgat ggaactttcc ttctgtaatg acaagctcga
  3375361 tttcagaaat atcatcgctt tttaatattg taagtgcacc tggctttgtt tcatagccat
  3375421 catctaaaat aacaccttta gcaaactctt ttacatcctc ttctgttact actcctgcaa
  3375481 cgtgtgcata atattttttc ggcacatgct ttttcggaga taacaattga tgtgataact
  3375541 tcccgtcatt tgttattaat aagaaacctt ctgtatcaat atcaagtctt ccaactggga
  3375601 acggattaaa aattgcatcc tctaactcta ataaatctat taccgtttca tgattatcat
  3375661 cttctgtcgc tgaaataacg ccttgtggtt tatgcatcat taagtaaaca aactctttat
  3375721 attccacaac ttcaccgtga atcataactt cttgttcttc tacatttaca tgaacctttg
  3375781 catctttcac cgatattcca tcaattttca caacgccgtc tttcaataat ttctttactt
  3375841 cttttctact accatatccc atatttgcta ataatttatc taatctcacg tttttcacct
  3375901 tctttattta tcatagaaaa ggggacgtaa ttacgcccct tttgatttca actttatttt
  3375961 gaatctattg ccaagtttac gttggatctt ctctaacgct tctccgccaa atactctttc
  3376021 aagtactcct gtgcgaatcg ctaacaatcc gtaaacaagg ccgccaagac ctgcacaaat
  3376081 cgcaactgta ataagagcac caattcggct atcaggcgaa atcatgaagg acagaatcca
  3376141 ttgtgataat ttcaccgtaa cgaccattac aagtgttaat actgcaattt ggaatgttct
  3376201 cttatataca acaccgaatg aatagtgtgc gtatttttta atttgttgat ttgtgtacca
  3376261 aacagaagct aagaaaccaa cagctgttgc tagaattgcc cctactgtac cgaaataacg
  3376321 aataaagatt acgttacata caaatttcaa aataacaccc attataagtg cgataatcgc
  3376381 atgcttttgt tggttaatac cttgcaagat tgccgctgtt accgtaaata aagcaaataa
  3376441 caacgcaacc ggtgcatacc acattaatac ttgtccacct aatgggtctg aatcgtaaaa
  3376501 cgcagtataa atcggatatg caagtgatga aataccgaca actgctggca atgttaagaa
  3376561 catatttgcc tggaatgttt gtgtaatttg taactttaaa taacggtatt gcttttcagt
  3376621 aaatgatttt gtaatcgctg gtacgagcgt caaactaaac gctgtcgcaa gtgatacagg
  3376681 aatcataatt aatttatgcg tccacattgt gaaaataccg agcgctcgct ctgcaatatc
  3376741 accttggcca atcgcttgca taattgagtt aaatgtcaat gtatcaattt gttgatataa
  3376801 aggaattgtt agcccaatta caacgtaagg aatcgcatat gcaaataatt ctttaaataa
  3376861 ttgaacagta ctcactgtcg attctggtac agtttgttca attaaatatt gatccaaatg
  3376921 ttttttacgt tttagccagt accaaatgag tacaccgagc gctccaactg ctgaaacgaa
  3376981 tgcagcaaat gtcgctaccc caactgctgt tgcaactgta ccgccaagta ctttaataac
  3377041 gataaaacta cccgctaata aaaagacgat acgaataatt tgttcaataa tttgcgaaac
  3377101 agtagttggt cccatcgatt ggtgaccttg gaaataacca cgaattaaac ttgctgccgg
  3377161 cacaacaata agcgcaaaac ttacaagacg aataatcgtc gtaacttctc ctatattact
  3377221 gtgtacactt tgtttaccaa gcattgcttc tgcaaacaac ggcgccgtca tgtacagtac
  3377281 taggaatgaa agaactcctg ttactatcat cataaccatt cccgagcgga acattctccg
  3377341 gctcgtttta taatcgccaa gcgcattata tttggaaacg aattttgaaa cagcaagcgg
  3377401 cacccctgcc gttgcaatac ttaaaaagat cgtatatgga atgtatccat atgtatagag
  3377461 cgttccgcct tctgtcccta ctaatgcatg aaacggaaag acgtaaatca tgcctaagaa
  3377521 cttcactaaa aatgtcccta acgtaacgat gagcgttccg cgcagaaatt tcgaatcgga
  3377581 catacaaaaa tcctcctaca tctacataaa gtgaaactat aataaattga actattcgag
  3377641 cattcgagaa ctattagact tcccctaact cttaaggttt tagtcctatg gtccacaaat
  3377701 agcaggatag tgctgaactc taacttttgt attgtaccac aattctctcc ttaagcagta
  3377761 cttcactcta tttttctttt aagggaaaac atgctattct tttaggcagg aaatgtagaa
  3377821 aatgaggtcg atatattatg cattatgatg ttattgtcat cggcggcggg ccttctgggc
  3377881 taatggctgc aatcggtgct gcagaagaag gcgcaagcgt cttacttctt gataaaggaa
  3377941 ataaactagg gcgtaaactt gctatttcag gtggtggccg ttgtaacgta acgaaccgtc
  3378001 taccacttga tgaaatcgtt aaacatatac caggaaatgg ccgcttctta tacagcgctt
  3378061 tttctatttt taataatgaa gatattatta cattcttcga aaatcttggt gtaaaactga
  3378121 aagaagagga tcatggccgc atgttccctg tttcaaataa agcgcaatcg gtagtagacg
  3378181 cacttttaac acgattaaaa gatttaggtg taaagatccg cacgaataca cctgttgaaa
  3378241 cgattgaata tgaaaatggt caaacgaaag cagtcgtact aaagactggc gaagtgctag
  3378301 aaacaaatca cgtcgttatc gctgttggcg gaaaatctgt tcctcaaact ggttctactg
  3378361 gcgacggata tgcctgggct aaaaaagctg gacatacaat tacagaatta ttcccaacag
  3378421 aagtaccaat cctttcaaac gaaccattta ttcaagatcg ttcattacaa ggacttgctt
  3378481 tacgagacgt aaacttaagt gtattaaacc cgaaaggaaa ggctatcatt tctcacaaaa
  3378541 tggacatgct cttcactcac ttcggtttat ctggtcctgc tgcccttcgc tgtagtcaat
  3378601 tcgttgtaaa agcactgaag aagttcaaaa cgaatacagt gcaaatgagc atcgatgcat
  3378661 tgccagaaga aaatagtgaa caactattcc agcgcatgct gaaacaaatg aaagaagatc
  3378721 cgaaaaaagg aattaaaaac gtgttaaaag gttatgtacc tgaacgttac ttcctattct
  3378781 tattagaaag aaatgaaatt gacggtagcg aacaagctgg acaagtttct cacgaaaaaa
  3378841 ttcgtgcact tgtgaaagac tttaaagaat ttactgtaaa cgtaaatggt acgcagtcaa
  3378901 ttgaaaaagc attcgttact ggcggcggtg tatctgttaa agaaattaac ccaaaagaaa
  3378961 tgtcttctaa attcacgaac ggcttatatt tctgcgggga agttcttgat attcacggtt
  3379021 atactggtgg ctataacatt acatctgctc tcgttactgg tagaattgcc ggaacaacag
  3379081 ctggagaaaa tgcaaaaatg caatattaaa ctgagaaaca gggattcctg tttctttttt
  3379141 tataggtaca tgaaattatt atcgacgatt acgcaaatat atcagcgatt ctgtaatttt
  3379201 atcggcgatt ttccaaattt atcagcgatt ctacaactta tatcggcgat ttctcaaata
  3379261 tatcgactta ccgacaagaa gcgacaaata tccgctccat gtaacttccc attgcttttt
  3379321 tgttgcttta tataccttag tacctttata ttttatattg ttgaatattt gaaaaagggt
  3379381 aaggggaaaa catatgagaa aaaaagtcat gatgtcttta atgctaatga cgtttctttc
  3379441 tgcggtagaa ggaacgattg ttagtacagc aatccctcgt ataacgagtg atttgtcagg
  3379501 cgttgaactt gttagctggg tttacgcaat ttacatgctt gccacagcgg tttcaactcc
  3379561 aatatacgga aagctagctg atttatttgg ccgtaaaaaa gttttactta ttggagctac
  3379621 aatcttttta gtcggctctg cactttgcgg tgtcgttaca tcaatggaac aattaatctt
  3379681 cttccgcgca cttcaaggta tcggtgctgg tgctgttatg ccgatcacaa tgacgattat
  3379741 tggagactta tatagcgaag cgaaagaccg cgcgaaagca caaggctgga tgagtgctgt
  3379801 ttggggcgtc tcaggtgtta tcggaccatt agtcggcgga tttttagttg attctctttc
  3379861 ttggcgttat attttcttct taaacgttcc atttggaatt atcgcttgct taatgattgc
  3379921 aatttattac aaagaatcta ttaagcctgc taagcaccat atcgactatc ttggtgcaac
  3379981 agtattctca ctaagtatga ttgctctact atacgcatta ttaacaggta gcagtaagca
  3380041 aaactgggga gatgtaacaa ttatcggcct attaatcttc gccgtcgttt cattcattat
  3380101 tttcttattc atcgagaaaa aatctccgga accattaatt ccgctagcac ttttctctaa
  3380161 ccgtacatta tctacgataa atatattaac gcttatcgct ggcgcaatga ttattagtat
  3380221 tacaatgtac cttccaattt ggagccaagg tgtattaggg aaaaatgcga cagaagccgg
  3380281 acttatttta atgccaatcc ctgttatgtg gacatttggt gctattttct ccggtaactt
  3380341 agtcggcaaa ttaaaaacga aacaaatcat tttacttgga gctagcattt tatcagttgc
  3380401 tacgttctta ttatttacat tatcaacaaa ttcaccatcg ttccttattt atgtagcagt
  3380461 cggattattt ggcttaggaa tgggacttgt gacaccgatt tatatggtaa caattcaagc
  3380521 agccgtacca gctcatacac gcggaacagc cgttggttta aacacattta ttaatacatt
  3380581 tagccaaaca ttaggtgcgg cagtattcgg tacaatcttt aatacgatga ttcacgcacg
  3380641 tggcattaaa aaccttgatc ttgtatctgg cggacacggc ggagctacag caaacgtagt
  3380701 aactgaatca caatctgcat tagcatcaag tgtacacgtt atttatatga gcactttcgt
  3380761 attagcagta tgtacattaa ttatcgcttg gcttttatta aagcccgcta cacaaacaag
  3380821 tgagcaataa taaagaggat gaccatttcg gtcatcctct tttactcttc attctccaca
  3380881 atatgtttca gcatggacaa tttattatcc caaaaacgtt cataatacga gagccactgt
  3380941 tgtaattcct ctaatggttc tggatgcaaa cgatatatct tctctcttcc gctttttctt
  3381001 ccgcttacta aattcgcttc cgaaagaata tgaaggtgct ttacaaccgc ggtacgactc
  3381061 atcggaaaat gatccgttat tttggaaatc ggtaactctt gatcacttaa taaccgtatt
  3381121 acttctcggc gggttggatc agcaattgct tgaaatacat catatttcgc tgctgatgag
  3381181 gacacttagc cttcgacaac ctttttcagt ttttcattta caattgctac ccagcctccg
  3381241 ctcattctgt cgcgaataat agagctcttc gcattcgctt tcggaagaat ttcatcagga
  3381301 tgtttccagc cgccgtgaat taacgtaaat tctgttttat tatcccctaa gtctttcaaa
  3381361 tgaaatgaaa caacccagcc atctgtatcc catgagaaag ataaatgatt tggctcatcg
  3381421 atttctaaca ctttacatgg tgatggtcca aatggtgatt gcacatgaaa ttcatgtcct
  3381481 acctctaata caaaatcatt tggcataaac catgaggcaa tcccttctgc agtggatact
  3381541 acattccaca ccttttgaat agacgcgtta aaaacgatcg tttgtttaat atcagttaat
  3381601 gtatgttgtt gttccatttt cattctcctt tattcggtct caaatataac accttttggt
  3381661 ttcatttaga taatataaca ccttttagtt tcatgtcaac gctaactctt ttttactgtt
  3381721 gagaaattct caacattttt tcaacaggac aaacaccctc tgcgcatttc ctcataatat
  3381781 actcacaaag gcaacaaaaa ataaaaactt ctctcaacat gaaactccat cattcatctt
  3381841 gaaagaagcg ccttacgtat atcatgcgta tttcgtctct cctccttccc tcagggacac
  3381901 tacgcgagat ataaaaaatc agaaggaata tgcccaccat ttgagtcggt agttatttct
  3381961 cttctcctca acatttcctt aggagcgaaa tgactgccga ctcacttttt tcaaacaaaa
  3382021 ataaaaaggg gatgaaagct atgttctatt gcattaactg ctctgatatt caccatgaaa
  3382081 aacatccgaa tgataaagta ttcaaaaacg gtttttatat tgatccattt ttaggtgatc
  3382141 gttatcacct tggtatgtgt aaagatgccc aaaatcatga gacaggggat cctcttttaa
  3382201 cgacaaagaa attaggcgca acccaatcta ttatgaacgt attaccgaca catgttgtcc
  3382261 caacataaag cataaaaaag agctggctca tccagctctt ttttatgctt tataaacgat
  3382321 cattgctgaa aaacaataaa tttgattttc gtcatcgtta atagaaacac cgacttggta
  3382381 cttaatgtct acaaagttac tatcatcaat ctttttcaaa aaaacattta cagcgtcttc
  3382441 taagtctttt tcgtgacttt catcaaatac ttttacacga atcatgttaa caccatccta
  3382501 gatcgcagcc ctccgccgct tgattattgc cacggtgcgt atctatgatg cgataaaact
  3382561 ttccgtcttc atatatatat ccgtcttcta acacatattg tttaccttca gtatagacat
  3382621 aaaacttacc tatcataaat ttactcgtat acaattccaa ataatctggt ctaaatttag
  3382681 ctaccacttt atttgtaata tcaattttta ttgtgcgccc caccttctct ccctcctttg
  3382741 caaagaacgg atttaggtat attgtattag cgattttaca ttttatgctt aaaaataagt
  3382801 ggatatgcct cctttctcca cctgtactat ttttctaaaa aaatcatcca taaataaaag
  3382861 caaaaaatat atatataaaa agagttttta cttattgact caaatataat tattatggta
  3382921 ttatataaaa tttgacattt tcattcactt atgctatcat taaagatggt taccacatat
  3382981 ggaggtggat gatttgtttc aaattggtga taaaatcgtt tatccaatga acggcgcagg
  3383041 agtcatcgaa gccattgaag agaaagaaat attaggaaca atacgtcaat attgtgtaat
  3383101 acgtatcatt agtaaagata tgcaagtaat gcttccgatg gatcaattac aaaaatcagg
  3383161 tattcgttat atcgtagata aaggtacgtt agatgatata cttcttgaat ttcaaaacgg
  3383221 ggaatcagat acatcacttt cctggaaaca aagatataca atgaatatgg aaaaaatgaa
  3383281 aaacggcaat ctacaagata gtgcagaagt tgttcgggat ttacttcgcc gcaataaaga
  3383341 gagagcttta aatgcgagcg aaaaacaaat gctagataac gcccgaaaaa tgatgttcag
  3383401 aatatcttca agatacaatg aatcactaaa tttaaaatag ctggccgcta ttttttttgt
  3383461 aaaaaaagac gaagagtttt atctcttcgt ccttttctat tacccacgtc cagcttgaaa
  3383521 cgatggatat aacgtcattc cgccatctgc aaatagcgta attccagtta cataactagc
  3383581 ctctgacgaa gcgagccaag ttgctactgc tgcaatttct tctggttttc caatgtagcc
  3383641 catcggtatc atactttcta cgtcagcacg ttttttagga tcagcaaact tttctgcatt
  3383701 tatcggcgta ttaattgcac ctggtccaat attatttact cgaatacctt ttggtgcata
  3383761 ttccatcgct aacgtttctg tcattagttt cacaccgccc ttgctggctg cataatgcac
  3383821 gaatagcggc cacggaattt tctcatgaac actcgacatg ttaatgatag atcctttaat
  3383881 atcgtgttct acaaaatatt taatcgcttc acggcttcct aaaaaagcac ctgttaaatt
  3383941 tgtattaatt actttattcc aatcttcaag cggcatttca tgcgacggta ccgcattttc
  3384001 tatccctgca ttattaatca taacgtcaag cgtaccaaac tctttcacag cagattgaat
  3384061 gaggttcaca acatcagatt caaccgtcac atcacctttt acagcaatcg cttctccgcc
  3384121 tactttttta atttcttcta atacatcatg cgcttctgac tcccgtgagc gatagttaat
  3384181 aaccactttc gctttctcct tggcaaacct tactcccatc gctcttccaa gaccagttgc
  3384241 tgatcctgta ataacgacaa cctttcctgc taaatcgcta tacatttcca tacctccttt
  3384301 aactttttgc tatacctagc ataattccag ctgcaataat aaaaacgata ccgacaacga
  3384361 tacccgttaa ttggcgtttc gtttttcttt cacctaatat aagaatcccg ccaagtgtcg
  3384421 aaataataat tcccatttgc gataacgaga aacttgttgc cactccaaca cgcggctgtg
  3384481 aaatgaataa aaacatattt ccagctgccc aaattaatcc tggaataata tttcgtattg
  3384541 catatttatt aaatggatga tgtttaaaag taagcaaaat ccctcctaac accataccaa
  3384601 ctgcttgtgg taacaaagct gaccaaccat ctacgttaaa tagtctaatc actactacat
  3384661 aaactaaata accgactgtt gaaattaata aaatgataat gcccctttta aaattccccg
  3384721 cttgctctgc attcttttct tcttcacttt gaagcgatgt taaaataaca ccgataataa
  3384781 tacacacaag cgccaataca ccaaggacga ctgatattat tgtggaccac tcatgaaata
  3384841 cgatgactcc aaataaagtc gtcgaaacta attgaagtcc cgttgaaatc ggcatcgttc
  3384901 tcgaaacgcc cattaaatca atacttttta attgattcgc ctgaccaagc gcccaaaata
  3384961 agcctgacac aattccaact ccgataacag ttggggtcaa cactggtttc ataaaaatat
  3385021 aaacaacaat cgagaaaata agtgcgccaa acgttgtacc gagcgtttga ctataaggcc
  3385081 ccccgcccag ttttacgtta aatagcacaa tacttcccca aaatatagct ggtaaaatcg
  3385141 ctaaaaatat atccatcgct cattaccttt ctttactaaa tgtcataggt tatcactctg
  3385201 aatcagtaga gtgagctttt attttttctt tttccctttc acaaatcttt tctgcaatag
  3385261 caccagaaac attcttttct cgctccactt tctttatcct tacgtgatct aaataatctt
  3385321 ccaaagtaag cgtaacttta tcattcggtg gattatgtgc tccttgaaat gtaagaaatt
  3385381 gtagcgtcac ttcatatcta ggaacgaact caccattctt gccgagacgc tttatattga
  3385441 taactgaagc acattcatat tggtcttccg tcacttgtct tatcacagaa taatatcgat
  3385501 ttaatagcgc actttctaaa agttgttcat tcgattcttt tgccaaagaa taacttggca
  3385561 aaaaggaaaa gatagagcat atcattgtta gcattacaca taattttttc ataacgccct
  3385621 ccttgttcta tacgttagtg ttctcaaaaa cgccataaaa aaacgacttt ccctacatag
  3385681 gaaagtcgtt ttaataaatc caatattaac caccgctcac tggtgggatt agtgcaacaa
  3385741 catcaccaga ttgaatcgta tcttcttcat ttgcatattc ttcattaatc gcaaccataa
  3385801 ttggttctgt gactggtaca ttatattctc ttgcaacaat atcttttaac tctgcaaccg
  3385861 taatactttc tttctctatt tgtaattcac ttcttcctgc ttcttcttgt aagttcgcaa
  3385921 ataacaatac tcgaatcata cttatagctc cttcccaggc tctcccgccg gatatggcgt
  3385981 tttttctaat tgatcgccaa tccaagagtc tccatcttcc caaaactcct ttttccaaat
  3386041 cggaacaatt tgttttatgc gttccataat atattcattt gcttcataag ccgctttacg
  3386101 atgcggcgtt gaaacagcca caacaaccgc tatatcagaa atttgtagtg taccgacgcg
  3386161 gtgtgtaatc gcaacgtgtg tacctggcca tttctctttc acttctgatc cgattttctc
  3386221 tagcatcttt tctgccatcg ttttataagc gacatattct aagtataatg tacgacgccc
  3386281 tttcgtaaac tctctaaccg ttccaataaa tgttgtaaca gcaccacatt cgcggcgaat
  3386341 tactctcttc gctacctctt caattgagat ttctgtatca attacttcat aatacgtatt
  3386401 tgtcatttcg cactccttac cgtttgtaaa aaccagtcta tgtacaattt ttcttctatt
  3386461 atatgaaata ctttatattc ttctcgtaag tttgcaggag catcatacca cgtaataact
  3386521 gctactatat tctctacttt ctgtaaaagt tcaacgtctt ccgcagaacg aagtaacact
  3386581 actttgggat agctctcttt tttatagccc tcaattaaaa ttgtatctac ttcaaaaaac
  3386641 tcatataagc gaataatttc ttgcaaagac cattcctctc ttagtgaaga aagcgaaagt
  3386701 aatccagcac cttctacact acttacgata gcaccggcct ttcggtgcct ttcactatct
  3386761 ttttgcgcta cttctggaaa acctccgtgt ccgtgatgtt taatggtagc aactttcatt
  3386821 tcgctttcag ttaatacatg tacaattttc tcaacaagtg ttgttttccc gctattttga
  3386881 taccctacta tttgtaagat tgaaggggct ttgcccacgg ccaatcacat ccctcagcgt
  3386941 gctctaacaa taatacagac actttcatcc ctgtctcaaa gcctctcgtt cctccaggca
  3387001 acacaataaa agcattcgca tctgcaagtg aagataccgc actcgattta tctaaaccga
  3387061 ccggcatcgc gtgtaatgcc ccgtccacga ttgtcacctt tgctcttaca aaacgagtaa
  3387121 acggatttgg ttttggaaaa tctttttgta aaatagcatc tgctctatat acgtgtggtt
  3387181 ccttcgcata caaataagtt tttataaccg gatgcacaaa taactcaaat cctacataac
  3387241 aagctgacgg attccctgat aaaccgaaaa gtaactttcc atccacttca gctactgtcg
  3387301 ttacactgcc cggtctcatc gctattttat taaagagtac attcgcctgt aacctttcat
  3387361 aaatagccgg taagtagtca taatctccta ccgacacacc gcctgtcgta attaaaatat
  3387421 ccacctcttc tatcgccgat tgaacggctg taaaacatgc atctaactcg tcggcaagtt
  3387481 gaccataata acggacttta cccccagctt tcataatttg ggcggcaatc atataagagt
  3387541 tactatttct aattttcccc ggctgtaatg actcatgtac ttctaacaat tcacttcctg
  3387601 tcgtcacaat accaacaact ggctgtttta caaccttcac attactgtat ccaaacgtcg
  3387661 ctaataaggc cgcaacacct ggattgatta cagcaccttt cttaacgaga acttgatttt
  3387721 gttttatatc ttctccttta aatgacacat tgtcgccact atgaaaagga cgctttaact
  3387781 tcatatatgt ttttccgttc ttctcaaaac cttccgtcaa ttctagcatt acgactgcat
  3387841 tacaatctgc tggaatagct gctcctgtca taatacgaac cgcctgaaaa gatcctactt
  3387901 cttctgtaaa aacagatcca gccccgattt cccctattac ttcaaactca attgcattct
  3387961 cttgatttgc ttctttcgta tcttctgctc gaattgcgaa accatcgtaa ggagaacgat
  3388021 caaaatgagg aacgtcatga tcagagacaa catcctcccc aagaattctc ccgtaacttt
  3388081 ccgtaataga aacctcttct acttcaccaa ttttcgcata ttccattact ctctctactg
  3388141 cctcagcaac ttgaatcgga attcgttttt ctaccatcgt ttctcacccc atatttgcaa
  3388201 ttttttttat ctcgattaaa ctttatatat tgaataaaaa ttacttcaag gaggaattcc
  3388261 atgtcttcat tcacacactt taatgaccaa ggacgcgcga agatggttga tataagcgac
  3388321 aaaaaagcaa ccgttcgaac agcaattgcg tgctctagca ttgtcgttac gaaagaaatt
  3388381 tacgataaaa tctctcataa tgaaatcggg aaaggtgacg tattagcagt tgcacaaatc
  3388441 gctggtatta tggctgcgaa acgcacttct gatattatcc caatgtgtca tcctttatta
  3388501 ttaaaaggtg ttgacgtttc tttcgattgg aaacaatccg atgaacaata tcgattactt
  3388561 attgaagtaa aagttaaaac agaaggtagt accggtgttg aaatggaagc tttaacagct
  3388621 gcttccgcta ctgcccttac tgtgtatgat atgtgtaaag ctgttgataa aggtatgatt
  3388681 attggcgaaa cgtacttact tgaaaaaaca ggtggaaaaa gtggagatta tacgagaaag
  3388741 tcttgatctt ctctctgttg aacctaaagg gtttctcttt aggttcaacc tatgtatctt
  3388801 gtatataaac gttttgctac atttatatca ttcgtcccat gaataaacgc cctaccatct
  3388861 gtaaataaaa caaaacgaaa ttcctctacc agaaacgata ctaaatacgg agtagctttt
  3388921 acatccacac ttctttgtaa gcgcttttta atttcttcta aattaaattc atttcgcaca
  3388981 cctggacgga tttgtactgt attccggcca cataacactt ctgttttcgt ttgtgcttca
  3389041 aaagttaaac tcggatatgt acgtaacctt ccgcaagata aacacgtgtc ttttttctgt
  3389101 ctattcactt taaatgccat ctgttgatta ttccaaagat caaacgataa catcgtttca
  3389161 cgaagtgcct caaagtcttc tactaatatt ttcaacgctt ctgttatttg atgcgcaact
  3389221 actaattgca ccgccggctg tataatacca gccgtatcac atgttgctcc gcttgctgga
  3389281 tgctccatta aacagcggaa acacggtgtt ttccctggta caattgtata cgttactccg
  3389341 tagcttccga cacaaccacc atatatccac ggaatattat acttttgtga aatatcatta
  3389401 ataagaagac gcgtttcaaa attatctgtc gcatctaata ttaaatctac atccttcact
  3389461 agctcttcca tttcctgcac tgttacatca gtcacaaccg gatttatttc cacctcagaa
  3389521 ttaattgctt ttaaatactc tgccgctgct accgccttcg gtttatactg ctttgcgtct
  3389581 tcttctgtat ataattgttg cctttgtaaa ttactccact ctacataatc acgatccgca
  3389641 attgttattt ttccaacacc tgctctaaca atcgcttctg catttgctgc accaagagct
  3389701 ccagcaccaa taataagcac atgcttctct ctaatttttc tctgtccttc ttctccaaca
  3389761 ccagaaaata atatttgcct tgaatatcgc tcctgcatac gatagcctcc cttcttatcc
  3389821 tcctatataa gacatttcaa ttttcggacg atttttcgca ctttcttctg tccgttcatc
  3389881 cgaataccta tcttttctat tcatccatac atcttgtata acgcttaata gctcatcatc
  3389941 tgaaagcttt gctctaagaa gttcccttat gtcgagacct tctgtcgcaa acaaacaagt
  3390001 ataaaacttt ccatctgccg aaattctcgc tctcgtacaa gaagaacaaa atgactcaga
  3390061 cacagaagta ataaaaccga cttcaacatt tgttccaacg taacgatatc acttcgcaac
  3390121 ttcaccaaaa taatgcgctt cagctggctc aagcggatac acgcgatgaa tcatctcaat
  3390181 taactctcgc ttcgtaacaa cttgatcaaa gttccatcca tttgtactac caacatccat
  3390241 aaactcaatg aacctaagtg ggattccttg ctctttaaaa tacgcagcca tcggaagtac
  3390301 ttgatgatcg ttcatccctt ttttcacaac catgtttacc tttacatcaa gtccggcttc
  3390361 ttttgcagcc ataatcccct ttataacagg tttcgtatta atattccggc cattaatagc
  3390421 cttaaataca tcatcatcta ttgcatccaa gctaacattt actctatgta atccagcttc
  3390481 ttttaatact ttcgcttgct ttgttaaatg aattgcattg gtcgttaacc ctatatctaa
  3390541 tagcccgtca attttcacga gacgtgcaat aagttttgct aaatctttac gaagtagtgg
  3390601 ctcgccacca gtaagtctaa tttttcgtac accgatgcta acaaatagtt ttgctacacg
  3390661 ctcaatttca tcaaacgtca gtaaaaactc atctttcaaa aaagcataat ctggcccaaa
  3390721 cacttccgct ggcatacaat atgtacatct aaaattgcaa cgatcaatga cagatatgcg
  3390781 taaatcttga agtgggcgtc caaaaaaaat ctgtaaccat ctcctgcatc gccaccctcc
  3390841 ctttctgcca aatttctctc ttttcattct attataatat attttcgaac tgcgatgttt
  3390901 ttactcatgt gaataaagta aaactttcct aatcaatgag actacataca aataaggaga
  3390961 taaaaaaacc ttgaagcata aaagccccaa ggttttcttc ttattaactc aatctaataa
  3391021 tcgttaaagt agctcctggc gttgccgtag ataatgtagc caacgcaact actccaaata
  3391081 gttgtaagct aacggcagct ccagcaggca agctagcaat tattgttgca ctaaatgaac
  3391141 cagtagccac tgtcggggag tttatcgttc ccgcaagcgg actgccattt acagttatac
  3391201 gggaacttac aagtaagcct gctgttaaat taattgtata ggctatataa taattccctg
  3391261 cattcgcaac tgtaaataca gtattcccac cactaacagt tattcccggt ccaatatttt
  3391321 gattgtttgg taacggaata ttcgtgccac ctaacaaaac agaaataaca cttcctgatg
  3391381 tattattcgc aaacgcgtac gttgcagttg tactaacccc ggtcgctcct gttggaccgg
  3391441 tatctcctgt tactcccgta tttcctgttg ttccggtgct gccggtcgga cctgtgcttc
  3391501 ctgttgctcc cgttgctccg gtgcttccgg ttggacctgt gtttcccgtc actcccgttg
  3391561 ctccggtgct tcctgttgga cccgtacttc ccgttggacc tgtttctcct gttgaacccg
  3391621 tgtttcctgt taccccagta cttcctgttg ctcccgtttc tcctgttgct cccgtgtttc
  3391681 ctgttggacc cgtacttcct gtcactcccg tttctcctgt tggacccgta cttcctgtca
  3391741 ctcccgtttc tcctgttgga ccggtatttc ccgtcgctcc cgtatttcct gttggacctg
  3391801 tttctcctgt tgctcccgta tttccggtta ccccggtgct tcctgttgga cccgtttctc
  3391861 cggttgctcc cgtgtttccc gttgctccca tacttcccgt tggacctgtt tctcctgttg
  3391921 ctcccgtact tcctattgga cctgtgtttc cggttacccc agtgcttcct gttggacccg
  3391981 tgtttcccgt tgctcccgta cttcccgttg gacctgtttc tcctgttgct cccgtatttc
  3392041 ctgttacccc agtgcttcct gttaccccag tgcttcctgt tcctcccgtt tctcctgttg
  3392101 gacccgtact tcctgttcct cccgtttctc ctattggacc tgtgtttccc gttgctccgg
  3392161 tgcttcctgt tggacccgta tttcctgtta ccccggtgct tcctgttgga cccgtatttc
  3392221 ctgttacccc agtgcttcct gttgcccctg tacttcctgt tcctcccgtt tctcctgttg
  3392281 gacccgtgtt tcccgttgct cccgtacttc ccgttggacc tgtttctcct gttactcccg
  3392341 tacttcctgt taccccggtg cttcctgtta ccccagtact tcctgttgct cccgtgtttc
  3392401 ccgttggacc tgtgcttcct gttcctcccg tttctcccgt ttctcccgtt tctcctgtcg
  3392461 gacccgtggt tcccgttgct cccgtacttc ccattggacc tgtttctccg gttgctcccg
  3392521 tggttcctgt cgatcccgta tttcctgtta ccccggtgct tcccgttggc cccatgtttc
  3392581 ctgttacccc ggtgcttcct gttaccccag tacttcctgt tggacctgtg cttcccgtca
  3392641 ctcccgtgct tcccgttgga cctgtgcttc ccgtcactcc cgtgcttccc gtcactccgg
  3392701 tgcttcccgt tggacccgtg tttccagtta ccccggtgct tcctgttcct cccgtacttc
  3392761 ctgtcactcc cgtttctcct gttggaccca tacttcctgt tcctcccgtt tctcctattg
  3392821 aacctgtgtt tcccgttgct ccggtacttc ctgtgggacc cgtatttcct gttaccccgg
  3392881 tgcttcctgt tgcccctgta cttcctgtta ccccagtact tcctgttcct cccgtttctc
  3392941 ctgttggacc cgtacttcct gttaccccag tacttcctgt tactcccgta cttcctgtta
  3393001 ccccggtgct tcctgttacc ccagtacttc ctgttgctcc cgtgtttccc gttggacctg
  3393061 tgcttcctgt tcctcccgtg tttcccgttg gacccgtact tcctgttatc ccggcgcttc
  3393121 ccgttgctcc cgtttctccc gttggacccg tgtttcccgt tgctcccgta cttcccgtta
  3393181 tccctgtcat tccagttgga actggaggaa aagtagggcc aactagatct gacaatatct
  3393241 tgaaattaga atttaatgga ctttttattt tggatttacc accatttcct tccactactt
  3393301 tcaccacctt gaaaggtaaa gtacagctat aaaatatatt tcatataaaa acgcaccttc
  3393361 tacttaaatt gtattttcta acaacgtcac caatactact tttaaaacaa ttactcctgt
  3393421 ttttatgtaa cataagctct ttttccaaat aaagactccc ctaatttctt aagggagtcc
  3393481 cgccgttgaa tccatattat ctgtattcgg gacagcttgt gctatacccg atgtatttac
  3393541 actttgcccc atatttgttc ctgttacagt accagcagga gtgcctcttg tatatgttgt
  3393601 cgtcaccgaa tctccaggct gtaaacaaag ttttgtctcc gtccctatta ctgtaacaac
  3393661 gtcgatccaa gtgcatccca tcgaaccact atacgatttc gtagcagtaa atgaagtatc
  3393721 actcaaatta tcaccggtaa atatattccc agtgttattc acaataacaa actcttttat
  3393781 atgagcaggc ataatcacac tctacctttc ctctatgaac ctaatgtacg tgtactcgtt
  3393841 gctaatggtg gaagaaatac tgatgttcta atcaccgctt ctggctgtct ttttccattt
  3393901 aaaaagatag ccgcactcga tcccccagca cctgcatata cttttgctac agctaaaggt
  3393961 gagatatcat aacaatcgcc gacattaaca gcccctgtat tatttataat ttttactttc
  3394021 cgcaagttaa tccccattta cctatccccc ttttgtacac tgtatgcaaa agaaaaaaac
  3394081 ttgaaacaaa cacgtttcaa gttttttaaa ctacttattt aatttctcct tcatattgaa
  3394141 gcataccgcc aaccatgttc actgttttaa agccttgctc atttaaataa tggcatacat
  3394201 tttcactgcg cattcccgag cgacaaataa agatatattc attctcttta tcaaagaaat
  3394261 ctactttatt tgggatatcc cccattttaa tatgtacagc ttctggaatt ttccctgttg
  3394321 ctacttcttc atcttctctt acgtctacta aaaataacgt ttctccgttt tctaaacgct
  3394381 cttgcacttc ttctgtagta attgttttca cttctgtcat atttcgttcc tccttatata
  3394441 caataaaaac ctttagtttc ttccttgaat aatcattcct catcaatttt agcatgcgaa
  3394501 agaaagaacg caaagaacgg agaatttatt tctcaatttt ctcgcaaaac ttattcttta
  3394561 caaacataac tcgtgcattg tatcctcaat atacttgttt tatgaaggga gtcgattaaa
  3394621 atgacacttt ttcttttcat tatgagcatt gtgttcttac tcgctgcaat tattgcactt
  3394681 agtatgaaaa ataataaaaa gataaaatca ccacaagaaa tgtcattctt atttctatta
  3394741 cttagtattg cattcttcgg tatagcaatt gccacatata ttttccgcct acaaatcatg
  3394801 taaaaaaagg tgcctactac atacattgca cctttttcac atcatttatt ttctacacaa
  3394861 agctagatac tttccgattt aaaaactcat acactttctt ttcaaataaa tgaatatcaa
  3394921 atactcccgc catatgccca tttatacttt ctatctcata tacttctgca tacttccctt
  3394981 gtttttgcaa taggtctacc attttataat tataacgtga cggctgaagc aaatcttgtt
  3395041 tacacggaat cataagtaca tttgcttcta cattagacag cgcctcttct aaagacgaaa
  3395101 atccatgcgc aatgtcatgt aataaaactg ctttcgcagt gtacatccac gaatttgcat
  3395161 ctactaactc tatacttcta tatgtcaatt tgtttatctc tttctcaaat gatgttaatg
  3395221 aagaaacctt ttcatacggt tccacttcta tactattacg agggtaggtt gtttcataaa
  3395281 aatgctcatc aaacgcgttc ataaacatca ttctatttgc taactgaagc cccttcattg
  3395341 gctgctcttc tccatatttc ccgcccttcc aactcggatc cagccggata gcctcaattg
  3395401 cattttgcgc tacatttacc gacgtaataa ttggattttg tgggttcgta ataacaccaa
  3395461 tcatccgctc taccatatga gggtaatgaa cagcccattg ctgcgcaatc atcccgccag
  3395521 ctgatggtcc cattacagcg tgtaaccttg cgattcccat atcttttatt aactcgcatt
  3395581 gcatacgagc tacatcaaga aatgtaaaaa ccggaaaatc catcgcatat tcatctccag
  3395641 ttttcggatt aattgatttc ggccccgttg taattacatg agggttcttc acctgcacat
  3395701 tacaaagatt atcagtgcat ataacaaagt attgatttgt atcaattgct tttcccggtc
  3395761 caattaaacc atcccaccag ccagactcct catcatgcgc tgtatatttt cctgccgcgt
  3395821 gactagttgc actaaaataa tgacaaatca aaatcacatt ggatctctct ctatttaaag
  3395881 taccatacgt ctcatacccc atttgaacag gaattgtcct accattttca aatgtatact
  3395941 cctttaaaat aaacttctcc ttttttacaa tttgcacaga ctcgccctct tctcgtcata
  3396001 gtatgaactg cttactaaaa gattttttct atgcaaacca atctcctcct tcttttcata
  3396061 aataaatgaa taatatacaa aattagccac aaaatagcac tatattacac aatcaaagag
  3396121 ggcatacata tgatttggaa ttggctacgt aagaaaaaaa aattaaatac aacagagaaa
  3396181 aacgaaacag ataattcgga gcaaaaacct aacaatcaag aggatgacaa caaagaacag
  3396241 actagaagta cgaaacataa taaaagtaac aatagcgagc aaaaaaaaga ggaacacaag
  3396301 gaatcttctc aagataagca gcaaaatcaa tcgaatcaaa atcagcaaca aagtgctaaa
  3396361 caagatgaat cttctcaggg gcaacagaat cattctaagc aagacgactc cgatcagggg
  3396421 caacagcaac actctaagca aggcaactcc gatcaggggc aacagcaaca ctctaagcaa
  3396481 ggcgactcga atcaagggca acagaatcat tctaagcaga acgactccga tcaggggcaa
  3396541 cagcaacact ctaaacaaga tgaatcttct caagagcaac agaatcattc taagcaagac
  3396601 gactccgatc aggatgattc attccaggat acgcagcaaa gctccaagca agatgattta
  3396661 gcacaagata aacagcaaca ctctaaacaa gacaactcag atcaggataa gcaacaaaat
  3396721 tctaaaggta atagtattta tgatttttcg aaaccagaaa aagatcgtat tcattcttta
  3396781 caagatttaa tagagaaact gaaaaagtct agtgattttg tgaattatca tacatctgac
  3396841 gatgaaacga tgccttattg gatttcttac tatcgtcctt cacttgatgg tgagaaattg
  3396901 caaaagtatt taatgcctac tcttttagaa cgacctaacg catcactaga agagctgaag
  3396961 gaacatattc caatgagcgg cattacaatt acaaacgatt tacaaaaaat tgaggacatg
  3397021 gttttaaagg gacatgcgat tgttcaagta aatcaacaag atcaaaaatg tatgctcgca
  3397081 aatattgcaa ttgataatta tcgtgcacca actccacctt taaacgaatc gactgttatt
  3397141 ggtccgcaag aaggttttgt agaggacatt gacacaaata ttaatttagt tcgaaaacgt
  3397201 cttcctgttt tagatttaca aacaaaagaa atgattgtcg gtgagttttc caaaacaaaa
  3397261 gttgtcatga tgtatttaga caatctcgct gaaaaagata atgtagattt tctcgaggaa
  3397321 tcattacgtg ctcttgaata tgatcaaatt aatgatagtg cttatataca agaattgatg
  3397381 ggagaaaagt cgatttttcc tctttatatc aatacagaac gcactgatag agttacaaaa
  3397441 gcattaatcg atggaaaaat cgctattttt gtggacggtt ctccaagtgt tttattaaca
  3397501 cctgtatcct atttcgattt tttcatttca ccagaagact acaacgtctc ttggctatac
  3397561 gctacatttt caaggatttt acgccttatc gccgttctat tctcgatatg cgctacaccg
  3397621 ttatacgttg cagttttaaa ttatcattat gaactcattc caagtgattt acttgaaact
  3397681 ttaattttat caagggcaca agtaccattc ccacctttaa ttgaagctct ctttttagaa
  3397741 ctcgcaatcg acttattgag agaagctggg gcgaggttac cgatgaaagt tggtcaaacg
  3397801 ctcggtattg taggcggtat cgtaatcgga caagcatctg tacaagctgg tttaacgagt
  3397861 aatattttat taattatcgt cgccttatca gcactcgctt cctttattac acctatttat
  3397921 aaaatgggga atgcggttcg attactacgc ttcccgtttc tcatatttgc agaaatagga
  3397981 ggacttttcg ggatttctct tgggtttatc tttttattta ctcatctatt tagacttact
  3398041 tccttacgta aaccatacgc tttgttttat ccaacaagac aacaatctgt taaagattct
  3398101 tggattcgtt ttcctttaac aatgattgat acaagagatg tacaagcaag gccacagcat
  3398161 gtaaaaaaat cagcaaaagg aatttcaaca aaacatagat cggactttga tgattaagaa
  3398221 atgaggtgca ttcgatgagt aaagttcaag aaaaatatca aatatctcct atcttcgttt
  3398281 tcttcttaat tcacggtgca cagtttggag ctggcgttct cggcttcgct agaatcatcg
  3398341 caaaggccgc tggatacgac ggatggatgg gcgttctaat cacaggactc tgtatccatc
  3398401 tccttatatg gatgatgtat tttttattaa aagaaacaaa tggaaattta attgatttac
  3398461 aaaggcaaac gtttggaaag tggataggga atgtctttaa tatcattttt gcagcttatt
  3398521 ttttaatcgt tagtatttcc gttattcgaa cgtatgtcga aattattcaa gtatggatgt
  3398581 ttcctaccgc ttccaccttt atgttaacac tctttttgtg cttagttagc tattacatta
  3398641 tctcttctgg atttcgtgtc attactggca tttgtgtcat ctctgtcggt ggtacaattg
  3398701 ggtatttgtt tctgagccta tttgttttga aatactcaca ttgggacaac ttactcccta
  3398761 tatttacaca ttctttttca gacattttaa aatccgctca actgtcaatc tacagtatga
  3398821 ccggttttga gatttacctc atggtgtatc catttgttaa aaagcctatg caatctcata
  3398881 aatacgctca gcttggagca ctattttcaa atcttctata tctatttagc acccttttag
  3398941 cctttgcatt ttttagtgaa aaacaattgt taaaaacgat atgggcccaa ctttctatga
  3399001 cccaagtcat tcaattacca tttatagaaa gactcgaata tatcgcaatt tcaggctatg
  3399061 cactcgttat tatttcaagt tttatcctcc ctttatgggc gtcaatgaga gcaacgcatg
  3399121 aaatattccg tgtaaaacaa agaggtattt tgatcgcttt tatcattatc actctcatta
  3399181 tttcgcaact tttaacaaac agacaagata ttaataactt tattagtaat gcatcgaaag
  3399241 ttagtttttg gctcatttac gtatacatcc caatcctatt tattattgtg tgggtgaaaa
  3399301 gaaaatggaa aaaatcaaaa gcaaattaat acttatttct tgtatagctc tttttagttt
  3399361 aactggatgt ttacaaaaaa atattatcga tgatgtacaa ctgattcaag gaaccgtttt
  3399421 tgatacagca aaggataata aagtaaaagt aacattcgtt tgtcccattc agaaaaaagg
  3399481 aaataaagtt caagtttttg aaggaactgc aaatgcggta aaacaagtaa aagcagacac
  3399541 atcgttagaa tcttctcaac cttttgctag tgggcaaatg cgtgtcgctt tatatacgat
  3399601 aagacttgca aaaaaaggaa tgtctacttc attcgataca ttacttcgag atgtgaatat
  3399661 agggaacgct ttatatgcag ctttattaga tgggaatggt actgaacttt taaaaggcaa
  3399721 atattcgact tcatacaacg ttgcaattta tataaaaaaa ttgctagaac ataatatgga
  3399781 gaccggacct ttaccagcgg ataatctaca tataggagca tttcgctatt atcaagaggg
  3399841 gcaagactac tatattccaa ttttaaaaaa acatggggat aaaataaaaa ttaccggtat
  3399901 tggtcttttt aaaaaggaca aatatatcgg taaaattgcg gaaaaagata tgttcatctt
  3399961 taaaggacta ttagagaaac ataaattaga ttcacatgaa tttaaaacag attctgcgta
  3400021 cgtaatgatt aataatattc gttctgttcc aacttacgat ataaaaatta aaaacgggaa
  3400081 gccttccttt ttcattcacg tccgtcttga tgcacgtatt caagaactat caaaacaaat
  3400141 taacttagaa aataacaaga acacaaaaaa cattgaaaaa gatgtccaaa aacaattaga
  3400201 taaacaagct gctaagttaa ttaagcacct taaatcttta ggcgtcgatc ctcttgggct
  3400261 aggagctaaa tataaacaac attatcgccc attcaaatta gaagaatgga gacaattgta
  3400321 caaagatgtt ccagttacta taaaatacac cgtaaatatt acaaattctg gtgtgattga
  3400381 atgagaaatg attgaactcc tctccccggc atgatacaac ggaaagagga gtttttattt
  3400441 tagatagaga gagaagatat ttatggggga gcttatgtct aaaaaattag taaagcctat
  3400501 tttaaatggt attttatttc tcggcgtctt tttatttgct catacatatt taaaaaatgt
  3400561 ttccttcaca cgttatttac ttgtcgttat accaatgttg ctcgttggta tgtttggcat
  3400621 cgatcttatt ttatctattt taataaaaaa agaagaatag cgaacagggc tgtcccaaaa
  3400681 gtattccggg atggctttct tttattaatg gattatgttt tgtcgtttaa tcgatataat
  3400741 atttccctac cttaaccaaa agatgaaact tttaaacagt cccttttcat ttcataatca
  3400801 gcttatgtta caatgagatt cggcacaaag cgagaaagga tgaatcaaca tgacaaacga
  3400861 aaaaggttta gataaagggt acgaacttgt tgcaaaaatg catgaagtat tcggacatcc
  3400921 tgtgacaaat actccaacaa aattaacaga agaacgtgca aaaatccgtg cgagttttat
  3400981 gcaagaagag ctagaagaat ttctagaagc aacgactgtt gaagatcaat acgatgcact
  3401041 aattgatctt atttactttg cattcggcac gtttgccgaa atgggcgtac gtcctgataa
  3401101 aggattcgaa attgtaaata atgcaaacat ggcaaaacta ttcccagacg ggaaacctcg
  3401161 attccgcgaa ggtgacggga aaattctaaa acctgaaggc tggcaagcac cagaaccaca
  3401221 acttcgtgct gaaatcgaac gtcaacgcca agaagctgaa aaaaactgct aggaactcct
  3401281 agcagttttt tattatgtct tttttcctgt ggtgtattaa tgacccacgt gtccagcgtg
  3401341 ccctgctgct ccactaatac tagccgctcc tgccgctgcc cccgctgccc ctgctccaat
  3401401 tccacctgcc caaggtgaag attgttgttg atattgttga tattgttggt gctgttggtg
  3401461 ctgttgactg tgttgaccgt ggtggccttg atgaccgtgg tgaccgtgat gatcatggtg
  3401521 gccttggtga ccttgatgag tttgataaag aatagcctgt ggatgtatat gatgatggcc
  3401581 gtggtgatgt acttgttgtt gatgatgccc atgatgaccg tggtgacctt ggtgatgatg
  3401641 atgcccatga tgaccgtggt gaccttggtg atgatggtgg ccttgatgac catggtgacc
  3401701 ttggtgacct tgatggtggt gatgtccatg atgaccatga ataacttgcg gaaaaccacc
  3401761 tattcctcca gctacaactc ctactcctgg tactggaaat cctgtctgta cgccagctac
  3401821 tgacgttgga aagcctcctg ttactgtagg cattccagcc cctgatgtcg aaaagccccc
  3401881 cattgatgta ggcattcctg tttgtacgcc agctactgat gttgaaaacc ctccaggtga
  3401941 tccacccatc cagctcggaa ttccgccata tccttgttga ccagctccac ccattaacat
  3402001 catttgttca taactatccg atccacctcc gaaaaaaccg tgtggtgcat tattgtccat
  3402061 ccctttcatt cctttcacct cttctactca atttagccta ccttttttat catatttcat
  3402121 ataaaaaaat aggtgtttgt ctgtattgga attccgcttc ttttcttcaa cgaatgaatc
  3402181 gaatgaaagt atgcagaaag tatttaacgc gaacggtttt atacgtagtg gaatagttga
  3402241 aaatttagat gaagctgatc cagaaattat tttctacaca aaaaagctca gagcataaat
  3402301 actctgagct tttatttaga atgaattagt ttgcaacaac gttaacaagt tttccaggaa
  3402361 ctacaattac tttacgaact gtttttcctt cgatttggtc ttgaattgct tcaagtgcaa
  3402421 gtttttccat ttcgtctttt gatgcgtctt tactcattgt tagttttgcg cgaactttac
  3402481 ccataacttg aacaacgatt tcaacttcat cttctacaag tttagactca tcaaatgttg
  3402541 gccagcttgc atatgtgatt gtttcattgt atccaagttt gctccatagc tcttccccga
  3402601 tgtgaggtgc aactggtgca atcattttta cgaaaccttc tacatattct ttcggaagtg
  3402661 tttcagcttt gtatgcatcg ttgatgaaca ccatcatttg agaaatcgct gtgttgaagc
  3402721 gaagctctgc atagtcttct gttactttct tgactgtttg gtggtaagct ttttcaagat
  3402781 ctttatttgg tgcatcagta attttctcac ttaattcacc gttatcttga acgaataggc
  3402841 gccatacgcg atctaggaaa cgacgtgctc catcaagacc attttcagac caagcgattg
  3402901 aagcatctaa tggtcccatg aacatttcgt atagacgaag tgtatctgca ccgtggcttg
  3402961 ctacgatatc atcagggttt acaacgttac cttttgattt actcattttc tcgttgtttt
  3403021 cacctagaat cataccttgg ttgaataatt gttggaacgg ctctttcgtt ggaactacac
  3403081 cgatatcgta taatacttta tgccagaaac gagcatatag taagtgaagt acagcgtgtt
  3403141 ctgcaccacc gatataaata tcaactggaa gccattgttt tactttttca ggatctacaa
  3403201 gtgcttcgct gttgtttgga tcgatgtaac gtaggtaata ccagcagcta ccagcccatt
  3403261 gcggcattgt atttgtttca cgacgacctt ttttaccagt ctcaggatca acaacattta
  3403321 cccactcgtc aatgttagca agtggtgatt cacctgtacc tgaaggacgg atgttttctg
  3403381 ttttcggaag aactaatggt aattcttctt ctttcacagc tgtcattgtg ccatcttccc
  3403441 agtgaattac tggaattggc tcaccccagt aacgttgacg gctgaataac cagtcacgta
  3403501 gacggtatgt tactttttga tttcctgcgc tcgttacttc aagccattca atcatttttg
  3403561 cgattgcttc ttctttattt aaaccatcaa ggaatgctga gtttacgtga gcaccatcac
  3403621 ctgtgtatgc ttctttcgta atatctccac cttttacaac ttccttcatt ggaagattga
  3403681 acgttgatgc aaattcatag tcacgctcat cgtgagctgg aaccgccatt acagcacctg
  3403741 ttccgtaagt tgcaagaacg taatcagcga tccagattgg taatttctca ccatttactg
  3403801 ggttaactgc ataagcacca gtgaatacac cagttttctc tttcgcaagt tctgtacgct
  3403861 ctagatcact cttcattttt acagaattaa tgtaagcttc tacagcttct ttttgatcag
  3403921 cagttgtaat gtcagcaaca agcgcatgtt ccggagcaag tacacagtag cttgcaccaa
  3403981 atagtgtatc agggcgcgtt gtgaaaactg tgaacttctc atctgtaccg tcgatgttga
  3404041 agtgtacttc tgcaccttca gaacgaccga tccagttacg ttgcatatct tttaagcttt
  3404101 ctggccaatc aagctcgtct agatcttcta atagacgatc tccgtaagct gtaattttta
  3404161 acatccactg tctcatcgga cgacgctcaa ctggatgtcc accgcgctca ctcttaccgt
  3404221 caatgatttc ttcgtttgca agtactgtac caagtgctgg gcaccagttt acaggtactt
  3404281 catcaacgta agctaagcct ttttcaaata gttttaggaa gatccattgt gtccacttgt
  3404341 agtagtttgg atctgttgta tttacttcac ggtcccaatc gtaagagaaa cctaatgatt
  3404401 taatttggtt acggaacgta ttaatattat gctctgtaaa ttcagccggg ctgtttccag
  3404461 tatcaagtgc atattgctct gctggaagac cgaatgcatc ccatcccatt ggatgaagaa
  3404521 cgttataccc ttgcatacgc ttcatacgag ataaaatatc cgttgctgta taaccttctg
  3404581 gatgtcctac gtgtaggcct gcacctgatg gatatgggaa catatctagt gcataaaatt
  3404641 ttggtttttc tgtctcatct ggcgtacgga atgttttatt ctcttcccag tacccttgcc
  3404701 acttcttctc aatttcttga tgattaaagc tcatgagata ccctccttaa aattctattt
  3404761 attttcaccg cccaaaatac aaaaaacctc tcatccctag aaagggacga gaggttatag
  3404821 attcccgcgg taccacccta aattaatgta caaaaaatat acattcgctt agatccgtaa
  3404881 catggattaa cggcaattgc tactattagt ttcacaactg caactcaaag gcgagttcat
  3404941 aacgaaacgt ggattgactt gcaccgaccg tcaactctct aaaccagctt ctattactac
  3405001 tactccttct cactgttatt acaaatatga gttaagtgaa ctacctccgc ctcgtatctc
  3405061 ataagagctt acttaaagca gggcttctcg gttaatcgtt actcttatta actaacgaat
  3405121 tcgtcttaag acacccgagc tatctccctt gttccaaagg ttgttttatt taaatatatt
  3405181 ctaaaacatg ttaacatgtt ccgtcaaact aaactgcaat tttttcttca actgtttctt
  3405241 ctacttttac tcgtttatca taaatgctcg ttgcgataag cgctactaca agcattacca
  3405301 tgattgttat aaacaatact tccatattat ataaatcaac aattgctccg ccaacgaccg
  3405361 gcccgaacat ttttcctaca gtcgccgcac tatttacaac accttgataa aaccctaact
  3405421 tatcttttgg cgcaagtata tttgcaatcg ttggaactgc cggccataca aataattcac
  3405481 caattgttaa tgttaccatc gcaacgagga acatcgtaaa ttgctgcgct tgacttaata
  3405541 caatgaatga cactgcaaaa ataagaatac caatcataat ttgttgtttt aaagaacgct
  3405601 tcatccagcg aattaacata ctaactagcg gctgggcaca aacaatcatc gctccgttta
  3405661 tcgtccataa taaactatag tgacgaagac taatatttaa ctcttgcata tgtgttgcaa
  3405721 tcgccccttg ccactgtacg tatgtaaccc agcataaagc atatgctaca catacgataa
  3405781 gaagtgcttt gaatccaggt gtaagcgacc aacctttttt cgcttcaact tctttttgca
  3405841 ctcctggctc tttcttgtct tccataccac ggaatccaat aaaagcaatt aagaagaata
  3405901 caaagtataa aataaagttt gctaaaaaaa tataatcaaa acgatacgat gcaactaatc
  3405961 caccacacgc tgttccaatc gcaataccaa cgttttgtcc aacatacatc gcattaaatg
  3406021 ctcgtcttcc gccctctggc caaaccgtac ctaccatcgc atacatcgat gggaagacca
  3406081 ttccagaacc aaagccgatt aacgctagcc aaacaacata taacggccaa ccgtggaaga
  3406141 acacaagacc taaaatcgat acaagtgtaa tcacaatccc tactaaagtt gatttataac
  3406201 cgccccattt atcaaataaa acaccgccga gcaagtttcc gattacacca gtaagcgagt
  3406261 tgatcattaa taccattccg gccacagata aagattttcc taggtgatca tgcaaataaa
  3406321 ttgtattaaa aggccataaa aaagaagcac ccgtgacatt aataatcatc ccagctacca
  3406381 atagccatac tttccttggc atagtctccc ctcctattct attttttcgt tcatctataa
  3406441 cagtaaaatt gtagtcgttt ttaaatagga aggcaactga ttaatagttg atgaaattca
  3406501 gataatggtt ttgcggtaaa tgaaattata ttgattgcca cttgaaaata tatcagcgat
  3406561 tttggaaata tatcggcgca actcgaaata tatcagctat tatcaaatta tatcggcgca
  3406621 acttgcaata tatcagcgat tattagaata tatcgactta ccgacaaaaa acgacaacaa
  3406681 taacaatata taaagaggct gcatgaactt catgcagcct ctttatatat tacccaactt
  3406741 ctttttctcg ctttgcacgt tctttagcac ttcatttaaa caacttatct agtagagagt
  3406801 atattctccc agactctttc gttaataacg gtcctaacga tgctaatatt aaaacgtaca
  3406861 gtgcagagaa cggtttaatc gctgccatta agccacccgc aatcccgata tttgctacaa
  3406921 taatggagaa ctctccgcgt gatacgagtg ttaagcctat attcgtagaa gccttatggg
  3406981 ataacccggc tttactcccc gcaatcattc cagcagtaaa attaccgatg atagtaatga
  3407041 aaactgctcc taatgccaac catactgcgc ctccaagcga aaacggatct atacttaaac
  3407101 cgaagctgaa aaagaatatg gctccaaaga aatcacggaa tgggacgacg agcttttcaa
  3407161 ttcgatcgct atgctccgtt tcagaaaaga cgagtcctaa taataaagct ccaatcgctt
  3407221 ccgcaacatg aattgtttcg gaaaatcctg ctacgaaaaa taaaatagca aatattacga
  3407281 ttatgaaaat ttcgttagac gaaatatcta atactttatt taaaaacggc gtagcttttc
  3407341 tagcgattac aaaaaatagg agcatatacc ctactgcaat taacaccgac gtaagagcac
  3407401 ctgcaaatga cgttgcccct ccgagtacta atcctgaaac gactgataaa tataccgcta
  3407461 aaaagatatc atcaaacata atgattccta aaatcagctc cgtctcttta ttaccagatc
  3407521 ttcttaaatc aacaatgact tttgcaacaa ttgcacttga tgaaattgta atgattccag
  3407581 caataattaa cgtctctaat aaggggaagc ccatcacata tccataaagc aaacctaata
  3407641 ggaaattaag tgatatgtgg acagtccccc caaaagcaat tgattttcct gatttaatta
  3407701 atttttttat tgagaattct aaacctaagt agaataggag gaatatgacg ccaacgcggc
  3407761 cgaggaagga aataacttct ccgctttcaa taaaccttaa atcgataagt cctaaatcag
  3407821 gggcatgcgg ccccactaac ataccaagaa taatgagaaa cggaataatc gaaaacttta
  3407881 actttgcagc gaggatagct gcaaaagcta ctaatactaa cgcagttcca acttcaaaga
  3407941 ttaaagtatc catcgattat gaatcacctc ctgctgaaag caattcatta ataattcttt
  3408001 tcacttcatg tctcgcgccc gataacacaa gcatatcgcc agcttcaata atagagtctg
  3408061 gtcctggatt aaagaatttc ttcatattct tttttaaaat agcaataatc gttacgttat
  3408121 atgtttttct gacatgtaag ctaccaattg ttttttgtac gactggtgca tgattttcca
  3408181 ccttaaacca ttcaattgat aatccttcaa aagccatttc aatcgtatct aatgcttgtg
  3408241 gtctatatac cattccgccc aatatagctg caatttgtct cgcttccgaa tcacgaagag
  3408301 aaatacttga aatactttca tcatgatctg catcaaaatg atacatttct cttcggccat
  3408361 catcgtgaat aacaataacc agcttttcat tgccttttgt aattacttca aatttacatc
  3408421 caatgcccgg taattcactc tctcgaatat tcatattccc gcctcctaaa gttttttagt
  3408481 tacggctttt acaaatcaac atcaatctct gttttaaatt cttcatcttt tgagattcct
  3408541 aaatacttga gcgtctctga tggcgttgcg tgatgaaaat gcttttgcaa tagtgcaatc
  3408601 gctatccctc ttttgtatgc atgaaatcca aacgtttttc tcattgagtt tgttccgatt
  3408661 ttaccaacaa tcccaaccgc ttcagcagca ttatgaatta cacgatacgc ttgttgacgc
  3408721 gtaattgaat ttgtcgtttt attagattga aatacgtagt tttctctttt cacatcaata
  3408781 gattgtacat actctaaaag tgcttctttt acttttgtat ttaaataaat atcttgttta
  3408841 aacttttcat ccttcacagg aagagaataa aactctttaa cagttccatc ttcatgtaat
  3408901 acatcttcaa atttcatact aagtagctca gtaattttta atcctgtgtt aattccaata
  3408961 acaaataaaa gataatctcg ctgcgagtgc tcttttaaat actttttcat cgcctcaatt
  3409021 tggcttatat cttttaatgc ctctacaact tccatacatg tattctcctc atcttatgaa
  3409081 cggtaatttt ctcatcatgt tgtccatttt accttatcac gctatgagat ttccatgtat
  3409141 tatccattat tttcacaata tacttctgtg gtttcagcaa tttttaatgt ggaaacttac
  3409201 gattatacaa atgcggtgtg gttagaaaaa aatgtgggga taaaggttca atctcttttt
  3409261 actgatcgga ttcctccttt ccttatccag ctgcttctac ttttatatta tgttacttat
  3409321 ttacattata ttatatattt cagtaacatc aaagcgtttt tttctgaaaa taacaaaaac
  3409381 cgagcagttt cgctcggttt tttatcaatc ttctttcgga agaacaattc ctttatataa
  3409441 ttgaacggta atgaagtaat aaatcgtgta aataactacg aaaattacaa ttggtaccca
  3409501 aatacggaag tacggatcga ttaaaataaa tccaaaaata ttcataccaa ctaatacgtg
  3409561 agcaatacct acaattgctg ggaataagaa tactaagaat aactctttat aaatggattt
  3409621 cgttaataat tcacggcgca caccgatttt acgaagcatt tgataacgcg taatatcttt
  3409681 tgatgcacca gaaagaattt taaacatgag acagcttgcc atcattgcta agaaagcaat
  3409741 tccaaggaag aatcccataa acactgttcc gcttgcaacg ccgtataaca tgtcgtaagt
  3409801 ttgatattta ctatctaatc tttcagcttt tacattttta tatttatcta gctgcaactc
  3409861 gtcaagtttt ttccattctt ttgtatatgc taagaaatca tctgcttttc cgataaatgc
  3409921 tataccttct ttaccattta cagtatcgta taatttttga tctacaattt taattgcatg
  3409981 atcttcatgt acgtagaatg gctggattgt tctaaaagcc tcgttccatt cttctggcat
  3410041 ttctttagcg ttcgcatctt tttcattcat ttctctagaa actgcgccta ctggtagttc
  3410101 ttgtgaaacc ttctttgtat tcactaaatc cttcatcgac ttcatatttg tcatatcttt
  3410161 tacgaaagga cgattttttt ctagatcttc ttttacataa taaacgtatt tatcatcaac
  3410221 tttgtagcga tattcatttt tttctttaaa tgtaataccg tctaaaattt tcttttcttc
  3410281 agctgtagga ttatgaacaa ctgaatcata aattactaaa ccatcagaca gtttgatagc
  3410341 gttattttta aacgccatac cacctgaaat tgcacctgct ccaagcgcaa ctaacattgc
  3410401 taccgttgca agcactttcg ttaaactatt aatacggaag tttaattgtg caaatgtaaa
  3410461 agcgttaagt cctttttcac tacgcttttt attacctttt aactttttaa taataacggg
  3410521 aagaagtgat ccaaatagca tgtaagtacc agctgttgtt gtaattaatg caataaggat
  3410581 tcccatttct cttagttttg ccatgtaaat cattgatgca tagccaatgc ctaataaaat
  3410641 aaccgcaagg aatgctatta aacctgtcat ttttcctttt accgcaacac gttctgtttg
  3410701 tgcgtctgca tgtacaagtt gcagtacaga aatacgtgat aatttaatac tgttcataat
  3410761 tgctgataat acaaatagtg caaagaagaa gatgcacgta acagtcatag atggcaggta
  3410821 aaatgcttta tagcctttac cagcaaattc taattgtttc attaatagct gtccgatacc
  3410881 ttctgcaagt cctacaccaa ctataatacc gatcgcaaga gacgcagcgc ctaatacgat
  3410941 tgtttcaata aacataagta atgtaacttt atgttttttc gctcctaaca tcatatacat
  3411001 accaaactct ttttgacgaa gagatagtaa gaaagagttc gcatatagaa tatagaagaa
  3411061 cgttataata gccagtaaaa atgaacctgc ttggaataca aatccaattt ggccaatcgt
  3411121 agaattttcc ttaaggaagg cttcgtttaa cgctaacgtt tggaacatat aaaaaattga
  3411181 aatcgacatg acaagaccaa caagtaagac gatataatct ttcagcttac tttttaatcc
  3411241 tgacatggaa agtttaaata acatgcctta gaacctcctt tcttacgctt tttgtgtgcc
  3411301 taagtctgct agcacatcta aaatttcttt ataaaactct tcacgtgtac cacctcggtg
  3411361 aatttcttta tatagctcac catcttgaat gaataaaata cgctgacagt aacttgcact
  3411421 aaacggatca tgtgtaacca tcataataga tacgccttgc tcttgattta agtttgtcat
  3411481 cgcatcaagt aaactcgtcg cgtttttaga atcaagcgct cctgttggct cgtcccctaa
  3411541 aataatagct ggctcatgta ctaaagcgcg cgctgctgct gaacgttgct tttgtccacc
  3411601 agatacttca gatggatact tttgaagaat tgctgaaatg cctaacatat ctgctacttt
  3411661 ttctactttc ggcccaatat tacgtgatgg aacaccttga agtgaaagtg gcaatgcgat
  3411721 gttttcgtaa atagataagt tctctaataa gttaaagtct tggaagatga atcctaattt
  3411781 ttgcgagcgg aaatcagaaa gctcaccttg cttcattttc gtaatgtccg tacccgcaat
  3411841 ttcaacaacg ccgcctgttg ctttatcaag cgttgaaatt acatttaata atgtcgtttt
  3411901 accagaacca gatggtccca taatgccaac aaactcaccc tcttgaattg agaatgatac
  3411961 accttttaat gcgtgtgatt gattctcacc ttttttaccg tacacttttt gaacattttt
  3412021 cacgtctaca actggtttcg tcatatatat cctcctacgc ttgtttttcc attacctatt
  3412081 ttgcgccttt tggagctgaa ctgctatttg ttaacattac aattacctta cacttttgta
  3412141 agataaaaaa ggtgtgtttg taagcttgac ttttactact agtgacatag taaattggta
  3412201 aatgaaatta tatcggcgat ttttcaaata tatcgacgat tcttccactt ttatcagcga
  3412261 ttttcaaaat atatcggcga ttccctcact tttatcggcg attttcaaaa tatatcgact
  3412321 tatcgacaaa agctgacaat acaaataggc tgttccacaa aaggaacagc ctacttctct
  3412381 ctttatttct ttaaaggtgt taccgtccag tacgtaataa cacgccaaat ccattctaat
  3412441 ggacccattt taaagatttt catccaaatt acactaaaca caatttgaat tgcataaatt
  3412501 gtaatacaca catataacgt ctgcatgtaa gttaaatttc ctgcaaagtt acatacactg
  3412561 cctgcaatta aaatcattgc agtttgtccg atataatttg ttaatgccat acggccataa
  3412621 tatttcagtg gtgctaacaa tgtttgaact agttttaatt gtagtaataa aattaatgct
  3412681 ccaacataga aagctgaaat aataggtccc actgtaacac caatttttaa aaattggctt
  3412741 gcagcatcca ttgttccgtc ttcattcatt agtatcatat ttacaaatgg atcagcaggc
  3412801 acgtgtccgt attgatacca tacagctaca acacttaaaa caaacataat acctgtaaaa
  3412861 atagcgactt tctttatgtt ctgcgtgaga ttttcaaata cacgatattg ccctgcagca
  3412921 agccctaata aaattaagcc gagtggtaat agttctttag cacccattac gctaaaagca
  3412981 attgttaaaa taagaccaat aactaagttc acttcttttt tcgctttata aaacggtaaa
  3413041 acgattaatc cgcaaattgc atataacgtt aatgcttctc caggctgaaa catgtaatga
  3413101 atcaaaccga aaataaatag tgcaactaag cggcgtagaa atagaacgta tccattcttc
  3413161 ccttttgcaa ttgctctaga aataaagata tagaatccta ctccaaataa gaatgagaaa
  3413221 attgagaaga aacgaccctc tacaaataag tatagaaacc tttgatagct ggcatctact
  3413281 gtattaggat ttggaatttt aatgttaagt agtgcaagaa tatttactaa aataattccc
  3413341 agtagtgcaa agccacgaat gtaatctaac tcatcaattc gtttatttgt aatatcattt
  3413401 cccataaagc agctccttgt ataaaattta atcctccctt actctactgg aaatgtgatt
  3413461 ttacaactat cggtaaacct tacagtaatc ttacattatt gtcatatagc aaaataaaac
  3413521 caggtcatat tgcgacctgg tctactctga ttgtttcgat ttctgcggtt gtcctttttt
  3413581 actgttacgc tgtttcactt gaacaattgg atcaaattca tttgaaaact ctgcgttatg
  3413641 tccattttgc gttttttgct ctgggttatt ttgatctgaa cgtttcgcca ttacattcac
  3413701 tccttattag cgcggtgtaa taatcatttg atgttgcagt tggcgaattg ccatgcgtgc
  3413761 tctatttaat tgctcacgtt gctcatcatt cgcatgttgt tgcatcgttt gtaaatcgtt
  3413821 atacgcttgt tctaattgta actgcgcatc cgaatactcc atcgtattgt aatgctcttg
  3413881 tctcatgcct tggtctaatt gttctttcgc atattccacc gcttgttccg cttgtgtaat
  3413941 atacgattca agtgattgac gctctgccat aattgtccct ccttgcttca attccccttt
  3414001 agtgtgtccc ttccatatga accttatgag tatgttataa tggattttgt ttcattttga
  3414061 ctcggcttag gagggaaagt aatgaaggtt caaaaccctt ttccatatac gaacgacaat
  3414121 aaacgttatc atacatggaa ttaccattta cgaaatgaat ttggtgaaaa aatctttaaa
  3414181 gtttcattag atgctggctt cgactgcccg aaccgtgacg gtacagttgc ttatggcggt
  3414241 tgtacatttt gcagtgctgc tggatctggt gacttcgctg gcgatcgccg cgatgatgtt
  3414301 ataacgcaat atcatgaaat gaaagaaaaa atgcgctcaa agtggaaaga cggaaaatgt
  3414361 atcgcttatt tccaggcgta cacaaataca catgcaccac ttgaagtgtt aaaagaaaaa
  3414421 ttcgaaccgc ttctagctga aaaagacgtt gttggtcttt ctatcgcgac tcgcccagat
  3414481 tgtttaccgg acgatgtcgt tgcatattta gcggacttaa ataaacgcac atacctttgg
  3414541 gttgaactcg gactacaaac tgttcatgaa cgtactgcaa accttattaa ccgcgctcac
  3414601 gattatccgt cttatgtgga aggtgtaaat aaattacgca aacatggcat tcgagtttgc
  3414661 tctcatatta ttaacggtct tccccttgaa aattacgaca tgatgatgga aacagctcgc
  3414721 gaagtagcga agcttgacat acaaggaatt aaaattcatt tacttcattt attaaaagga
  3414781 acgccaatgg tgaaacaata tgaaaaagga caactcgagt tcctttctct tgaggattac
  3414841 gtaagtcttg ttgttgatca acttgaaatt attccagaag acgtaattgt gcaccgcatc
  3414901 acaggtgacg gtccacctga tttaatgatc ggtccaatgt ggagcttaaa taaatgggaa
  3414961 gtattaaatt ccatcgatgc agaatttgtg cgccgcggaa gctggcaagg aaaatatgca
  3415021 aatgaggaga aacaaaaatg aaattagaac gtgtattacc gtttgctcgc tcgcttctgc
  3415081 aaacggctgt taaagaaggc gattatgctg tagatgcaac tttaggaaac ggtcatgaca
  3415141 cttgcttcct agctgaaatc gttggagata gcggaaaagt atttggattt gatattcaaa
  3415201 aagaagcaat tgaaagctcg acgacccgtt taaaagaaaa agaacttttc gaacgtactg
  3415261 ttttagttca cgatagtcac gatacactgc tatccgtatt accagaagat gcaaagggaa
  3415321 aagtaacagg cgcaatcttc aacttaggtt accttccagg cggagacaag catatcgtta
  3415381 caaaaccgaa ctcaacaatt tcagcgatcg aacaattact agaagtaatg gcacctgaag
  3415441 gtatcatcgt ccttgtcatt taccacggac acccagaagg acaagtagaa cgcgacgctg
  3415501 ttctcaaatt tgccgaagaa ctagaccaaa aacaagcaca cgtactgcga tacggcttca
  3415561 ttaaccagca aaataacccg ccatttattg tggcgattga gaaacgataa tatatcaacg
  3415621 atttcttaat tatatctatc gtaactcggg atatatcaac gattttttcg atatatcgac
  3415681 gattcgacac aacatatcga cttatcgaca aaagataaca aaaaaagacg tgcgctcatt
  3415741 gcacgtcttt ttgttattct cctatataat ggatatatac aatattcgaa gaaagaagga
  3415801 tagaactttg ctagtagaac taaggggaat tcaaaagaaa tatggcaaat cacttatact
  3415861 agacaacatt gatttatcca ttccagaagg agaagcactg gctattatcg gcgggaacgg
  3415921 gactggaaaa agtactctac tcaaaataat tgcaggtttt atttcaccta cggcagggac
  3415981 aattcaaaga aaagaacata tacaaatcgg ttatgtacct gaacattttc ctgaagggat
  3416041 tcgttttaca ttagaggatt atctatacca tctcggccac attcacggtt tatcaacaaa
  3416101 atatgtaaaa gataaaattc cgatgcttct ggaatctttt catttacatc atgcaagaca
  3416161 ttctgttgta cgaaactttt caaagggcat gaaacaaaaa acaggtatta tgcaagcatt
  3416221 acttacggac gtacatttat taattttgga cgaacccctt tctggactcg atcctaactc
  3416281 tcagcaagaa ttagaacata ttttactctc attaaaacaa caaggtatat ccgtgttatt
  3416341 tacatgtcac gaaaaacaac tattagaaaa cttcgctgat agaattgtga cgttagcaaa
  3416401 tcatacaatc acagaaaata tctctgcaca aaaaggagca gagcgggtct atattgaagc
  3416461 aatcgttcac gaaacatttt cagcgataga actacaaaaa caatccggtt ttatacacgt
  3416521 tgcacacaat tcaaatcaaa accttattca attgcacatc gaaaaagaac atacaaatga
  3416581 catacttcag tttttattac ataaaaaagc atctatcaca ctgctacaac ctaactttta
  3416641 aatcgaaaga aggtttatta tgtttgctct tattcgttat cactttctcg actatacaaa
  3416701 atcgtataag tacgtccctc ctattgcgat gtacttcatg agcttacttt ttgtatatgc
  3416761 gtataaaccg actcctattg taccgacata tttagaaaca gctctcgcgc tttatttatt
  3416821 atctgcctgg attacagtta caatttttca taccgaagac cctgtacaag agcaaatcac
  3416881 tatttcacat acaaataaca tttccgcatt atacgttggt aaatatatta cggctcttct
  3416941 catttgtact gtattatctt ttatatccgt aatctatccc attattttgc aaatgtttaa
  3417001 tgagaaaatg acagtttctt tatttctagt cggatttctc tctcacatgt ctttctctat
  3417061 actaggaatt tcaatcacaa cattatttac tagaaatacg attcaaaaag caggcactgc
  3417121 ttggcttagc cttacattta tattgcttat aacgattgca tctatccggt ttaaaaaaga
  3417181 gttcttatgg tttttaccac ctgtcgaaag ctttctaatg cttggacaat acaaatataa
  3417241 tatactgcct cacacgctat ggctcacagc atgggctatc gtatattcat ttttattatt
  3417301 taccttattt ctttttatcg ttcgcaaaaa acgtttttaa ttacatatta aaggagacga
  3417361 aacaatgatt ggaatactag caggaatggg gccaaaatca actggaccat tcgtcgatac
  3417421 agttgtagca gagtgccaaa caatatacgg agcaaagcat gacatggact ttcctcatat
  3417481 gatgatctat tcgtgcccaa caccgtttta catggatcgc cctattgatc atgaagcgat
  3417541 gaaaaaagcg attattgaag gagcacaaaa actcgagagt actggcgcag gctttatcgc
  3417601 tatgtcgtgc aatacagcgc atctttattt tgaagaatta cagcaatctc tttctattcc
  3417661 tattttgaat atagttgatg aaacgttaaa agcgattcct gaaactgcaa aaagagtcgc
  3417721 tcttcttgaa accgaagcaa ctgttcaagc tggtatttac caagatggga ttgcaaagcg
  3417781 taatatagag tacattcatt acgaacaatg gcaggaaagc attaatcaaa ttattactta
  3417841 tattaaatct ggagaggttg aagaagctcg cgaattgtgg agtgccctcg ttttacaatt
  3417901 gaaagatgaa gttgatactg caattatcgc atgtactgat ttgaatgtag tggcgagtga
  3417961 ggattttgtt gattctgctc aatgtcttgc gaaagcggtt gttaggatgt atctatcaaa
  3418021 tacaaagaga tcttcataaa catagaaaac atcactcttg aaatgtgttt tttgtttgat
  3418081 aaaaatcccc aaaactttta actttcttca caattctttc aaagtaatca cacttaatct
  3418141 cgctatatta aataagtagt tattcatata gggaaggtta ggggaactga aagtatgaaa
  3418201 gtaaatcgtt cgcttcatta cattttttgg cgttggcatt tttatgctgg gctttttatt
  3418261 acgccgcttc ttattacgtt gtcactgagc ggaattgggt atttatttcg ggaagaggtt
  3418321 gaggatttca tctataaaga tttatatttt gggaagagtg ctcaaacaga atctatttcg
  3418381 atggctgatt ctatttcctt aacagagaaa aaatatccac attatagtgt ggcgaaaatt
  3418441 agtgagtttg atggggatta taatacgaga cttacgattg caaatgagta tacggggcaa
  3418501 caaaaatatg tgtatttaga taataataat caaattgttg gggatcaaaa cgcaagtgaa
  3418561 acgtttgcca atattatgag ggaattacat agttctcttt tagttggtgg cactgtcatt
  3418621 aactatactg tagaacttgc ggcatgttgg acaatcttct taattgtaac tgggttgtac
  3418681 atgagtatac gccaattcaa aaacacacca tcatccaata agcgagaaaa agcaaaacga
  3418741 cgtcattcta ttatcggtat tatatttaca cttcctctcg ttctgctagt tgcatctgga
  3418801 ttgccgtggt caggttttat gggtaaccaa atttataaaa ttgcatcgtc aaatgaatcg
  3418861 ctcgggtatc cgaaattgta tatggcaccg cctgaatcga aggtaaaaga attgccgtgg
  3418921 gcaactagaa aagaagctcc tcctgaatcg aattcaaatg aaccgaaagc aatttcagtt
  3418981 gatatattac aaaaagggat tgaaataaag aaaccgtatg ttatttcact accagctgat
  3419041 ccgaaaggtg tgttcactgt ttcgaaatca agcggttccg gtattacagg tatgcatgtt
  3419101 gcaccaaatg aagaaataac agcttatttt gatcaatata gcggcgaact catttccaaa
  3419161 acggactatc gtgattatgg attacttgcg caatggttca cttacggtat cccgcttcat
  3419221 gaaggacatt tattcggatg gccaaataaa atattatgct tactaacgac attatcttta
  3419281 ttgcttctca tttattacgg aataaaaatg tggttagcaa gaaagccgaa aggaaaatta
  3419341 gcagcaccat caaaacaaag agataagaaa agcataatcg ttttctttat cctgatggtt
  3419401 atactaggcg ctgtcatgcc tttattcgga ctgtctgttt tagttatttt tgcgattgaa
  3419461 cttcttatat atgtattttc caaaatacga tcataatgaa aaagcatttg tactcccatg
  3419521 tacaaatgct ttttatttac tattttcttt ttttctacta cttattaaaa agacaatatc
  3419581 tactataata atcaatgcta tgataacttg agctacataa tccattgttg taggaccgcc
  3419641 ggctttattc atcatcatat acattccagt tacaaatgaa atggtaagta gcacgagtaa
  3419701 cgttacttca atattgtcat atagcttttg aaacaatcgc ttcattttca ccaccacctt
  3419761 taccatatta taacaaaaaa ccactctaca tgagtggttt tcttcatcac tgcgccgttt
  3419821 tctttcggta catcttcccg ttccaataga agaatcgtga agtgaggcct ccatatttta
  3419881 caatgcgccg tgccattttg tgcatattct tttgtgctga tactttttga tctgataaat
  3419941 aaataccaag taatcctcgg cttatgagac gatgaaactt cgcgtgaggc aaatcaccaa
  3420001 tgctcttctc tgcttcttct acaaaatgtt tcatacgatc taatatcact tgctcgtttt
  3420061 cataataact acagaaattc aaatccccgc cgatgcggtc ttcttcttga tcaatgaaat
  3420121 aatcaagtaa gatatgaagt ccttgtacgt aaggaaaata tccttgtcta attttcgcaa
  3420181 tatcttcatc atgtaattca tcatgaaaag catatgctac aagacagaag attccaagcg
  3420241 tagaaccggc acatgctgaa aattcaaacc aactcatctc aggtaagttt tctttatgtg
  3420301 cttcaaacca tgtttgtaat cgtggttctc tttcttctaa tttcacatgt ttatgaattt
  3420361 gcaaatcaca ataataacaa gcaagttcat gaagaatagg agcaattttg tcatagtgct
  3420421 tcgttttctt taaaacatct tggcatgttt caacaagttc atctaaataa ccaccatcat
  3420481 cttgatcatc acgatagcga taataattac cgccaccttc tacttcaggt gataatgcca
  3420541 ttaacataga ttcatgcagt gcggcaaaat cattcggatc aagtgatgta ctgcgatcac
  3420601 ataaattatc taaatagtcg ctgatcgttt gatatgcgac gataaaacga atacattcct
  3420661 cacggtgttc atttgctaat agcgctaaaa tgccaccgcc ttcgcaatga aacgttttat
  3420721 gctcaatact tgcgattgcc tgactatgaa gctcatcatt cggaatatgg taggcacgct
  3420781 ctttccacat cgctagctca tggtgtacaa ccggaaacac atcacggtat actttcgcca
  3420841 tgagcgttat gggattactc ggtacgttca cttcttcctt catctcctct attcaatgta
  3420901 caaataattt acttatttgt ttctattatg ttattgatgc gtatttcagt aaatgactga
  3420961 atataattca aaatttcatc acgctcatac tcatttaata actcatgata acaattcggc
  3421021 cattctttaa aagccttatc acttatttta acattattaa accaagtgcg gacacgtgtt
  3421081 ttatctacaa gtttatcctc acatgcttgc attagcaaga gcggaacatc tggaaaatca
  3421141 tctatttttt tatgagcgat ttcaatagac ttaatcaatt cactatacca acgtactgat
  3421201 actttgcgca agaacaatga atcgttctcc atcgcatctc tcacttcatg attacgcgtt
  3421261 gacatttcca ctgtaagatt cgttgcaaat tgtaacttcg gagcgataat atttaatatt
  3421321 tttgaggcag cttgaagcgg tgcagaaggt ccagctaata cacctaaaca tggcgaactt
  3421381 aaaataatgc cgtctacatc ttctctcttc gtttcttgca tcatacgaat gacaataaga
  3421441 ccacccatac tatgaccaaa tagaaaaata ggtaaccgat actttcttgc ctctttcacc
  3421501 cataatttaa cttcctctat gtattcatca aacgaatcaa tatgtcctct atttcttgaa
  3421561 gtcgttccat gtgacggaag gtcccccatc acgacatggt agccgatatg attccacatt
  3421621 tccgcaacgg cttcatagcg tccgtgatat tccattgcgc cgtgcacgat aacgattaca
  3421681 gcctttgctt cttcagcttc ataattccac atacggctct cctccatttc actctttttc
  3421741 ataatttggt acactgaaac tagtctctag gaaaggaagg ctttacatga tatatcctta
  3421801 caaagaaaaa aatccgaaaa ttgcgagtag tgcttttatc gctgactatg ttaccattac
  3421861 aggcgatgtc tcaattggcg aggaatcaag tatttggttt aatacagtca tccgcggtga
  3421921 tgtgtcacca acaattattg gagaccgcgt aaatgtacaa gatcaatgta cactccacca
  3421981 aagcccacag tatcctctta ttttagaaga tgacgtaaca attgggcatc aagtcatttt
  3422041 acatagctgc catattaaga aagatgcttt aattggaatg ggatctatta tattagatgg
  3422101 tgctgaaatt ggcgaaggag cctttatcgg tgctggaagc ctcgtttcac aaggaaagaa
  3422161 aatcccgccg aatacattag ctttcggtcg tccagcgaaa gtcgttcgtg agttaacaga
  3422221 agaagaccgt aaagacatgg agcgaattcg cacgcaatac gttgaaaaag gccaatatta
  3422281 taaatcacta caaaaatgat tttactgcta ccataatact ggcagctttt tttatataaa
  3422341 atctaacttt ttctttacaa aacattatta ctccctcaac aaaatcttat taaaataaaa
  3422401 gctaatatct ccatatatat gtagatgagg gaggagaatt ttcatgaagg tcagtggatt
  3422461 atataaaata gaatgttaca ttttcagagg aattaaccgc tactttgatc aaaaaacgtt
  3422521 aaatctcttt ttcagcaata ttactcatat cggtggcgcg actttctcta tcgcactcac
  3422581 actattcttt ttaattttcg caagtggaac tttacatcaa gctgcaattg caactgctat
  3422641 ttcgctagca attagccata ttcctgtgca aatattaaaa agatggtatc cacgaaaacg
  3422701 tccttattta acaattcagg atgcaaaata tccagtccat ccattacaag accactcttt
  3422761 cccgtctggt catacaacag ccgttttctc tgtctttatt ccatttattt gctataatcc
  3422821 aaacttactt attttcctat taccgttagc attatgcgtc ggtatttcgc gcatttattt
  3422881 agggcttcac tatccgtctg atgtattcgt cggtatgtgc ctaggcactt gctctggcat
  3422941 catctctttt tatcaattca tcccactttt cacataaagg agtgatatga tgagagtcgc
  3423001 catttttacc gatactttta cgccacaagt gaacggggtt gcgaaaacgt tagagcggtt
  3423061 aacacgatat tttcagaaag aaaaaatcgc ctattctgtt ttcgcccctc agcatacagc
  3423121 tgaagataat ttcgtagcga atgtgaacaa gatgagaagt atcccattaa caatattata
  3423181 tccagaatgt cgcttttctt ttcctactcc gcgcattaga cgagaacttc tttcctttaa
  3423241 gcctgacatg attcacattg ccacaccttt caacatggga ctttgtggat tgtattatgc
  3423301 aaaaaagtta aacatcccag ttgtcggttc ttatcatact gatttcgatg cctatttacg
  3423361 ttattacaaa atcgaattcc tctctaatat gctttggaat tatttaaagt ggtttcatag
  3423421 tcatatgcaa aaaaattttg tcccctctcc tgaaacatta catcaattaa aacataaagg
  3423481 ctttcaggct ctctctattt ggggacgggg tgtagattgc aatctttttc atcccgctta
  3423541 caatacagaa atattccgga aaaaatataa tattacagcg aagtatgtcc tttcctatgt
  3423601 tggacggatt acccccgaaa aagatatcga tacgttgcaa aatcttatcg ttaaatccgc
  3423661 gcatactcga aacgatattc attggcttat agcaggggac ggtcctctag caacaagtct
  3423721 tcgtgaagct gttccgaaaa caaatgtcac gtttactggc tatttacaag gcgtggattt
  3423781 agctgaagca tatgcttgtt ctaacatgat ggtatttcca tcagctactg aaacatttgg
  3423841 aaatgttgta cttgaatcgc ttgcatgcgg tacacctgtc atcggtgcaa atagtggcgg
  3423901 ggttaaaaat attattacag atggaaaaac gggagttctt tgtccgccca aaaatgagga
  3423961 cgtatttcta tcatccattt attctttatt acaaaatgaa gaaaaactgg agcagatggg
  3424021 aatagcagct tcatcttatg cgaaatcaaa aagctgggat gagatctttc gtggcttgct
  3424081 tagccactat gaagaagtcc ttcagcataa cgcatcagag ttgcttgctt aaatagaaaa
  3424141 actcccttca aaaaacgaag ggagtttatt acacatttat aaaattcact taaataatta
  3424201 atacacaagg ttaaatatcg atttattcct atattcatta taacaaaaat aaacataact
  3424261 aaacagactt gtaataaaaa cccataaaaa ttaatatatg gttatacagt atttttactc
  3424321 tgtatagtga ttttaagaat tccccttaaa atcaacttac tcacatacct ttatacagta
  3424381 attgttcccc aatttctgta taccaaaaaa cctttcattt atttgaaagg tctttttgag
  3424441 cctgcacata ttcttctttc gtatttacat tgataaacca atccgcattt gcttgtacat
  3424501 cttcaccaga gacatacttc acattacatt gtgataaaag ctgacccata cttctttttt
  3424561 catcctgtag caaagcataa atcttttctt tcacacggtt atgatacgct gcaagtaacg
  3424621 gttgttttct tccattaata ataggtacaa ctgcatcata ttcattactc gtttgctcta
  3424681 ataaaatggt aaaccactca tgcgaaacat ttggcgcatc gcaaggcata atagcatacc
  3424741 aatctgcttc tatatattcc atacctgata caattccagc aagtggcccg ttccctttat
  3424801 agtgcggaat atcttctata acaggaactt gtacgagttt ctctactcgc tcttttatat
  3424861 cagaatgact aatgactaca acttcttgga gcgtacttgt catcactttc aaaatatgct
  3424921 caataaacgt actaccttgc cagctcgcta acgctttcgg ctcaccgaat cgactcgaca
  3424981 tacctcctgc caatacaatt ccagcatact tactcattgg cgatgcagct caaatgtaat
  3425041 atgacctaat tccggtaaaa tcaatttatt cattgcaaga cgaactgcgc cgctagatcc
  3425101 tggcatcgag aagacaactt tgcgcccaat tgtaccacca atcgctctac ttagcattgc
  3425161 gctgcttccg atatcttcta aataactaat catgcggaac aactcaccaa atccaacaat
  3425221 ttctttatgt aataacgctg atactgcttc aattgtgaca tcacgcttcg taataccagt
  3425281 tccgccattt gttaatacaa catcgacatc ttccctatga taaccagcta acactgcttg
  3425341 ctgaatactt tctttatcat ctttcacaat ttcataagag gtcactgtat ggcctgcttc
  3425401 ttttaacaat tcatgtaata gttgtccact cttatccgtc tcttctgtac gtgtatcgga
  3425461 aattgttacg atcttgcagc gcacttcttt tggcgcttgt tttttatgtt cggttacgct
  3425521 cattttttta tctttccttt cctaaaggct tttcttcatt ttatcataca tacctttaca
  3425581 caattatgta tgaagccgat aatacgccat gatacaatat aagtatacta acccacaaaa
  3425641 aggaaaatgc attttcttct actcctagac tacacatctt tagctaccct ttatattttc
  3425701 tttctaatgg aattcaattt taaaacttgt actaaaaaat aaatcggagg tctacctatt
  3425761 atggaactat acaaaaaatt aacaacaaca ttcatcctct tatttgttgc ttccatcact
  3425821 gtcggctttt ctctaaaagg agcaattcca tacgctacat tagtaagtat tatattcgca
  3425881 acgctttttt tactaagcag tgcattttgc gcgggtaaag cacgtcaaat gaaaggataa
  3425941 tcatctatgt tccgtaagaa acccaccctt tgtaaatcat gtgaaaaaga aatacaaacg
  3426001 tatgaaaagg cttggattca tatgccactt ccggcaaatg gcatgacgaa tataaaaaag
  3426061 tatattgaac tagaaggcga agtgtattgc agttcatgca ttcaaattgt aagtaaaacg
  3426121 aaataaaaaa agctttgcgc tcactgcgca aagctttttt tcatatatta tagaccagct
  3426181 tgctctttta aagctgcagc tttgtctgta cgttcccatg atagatctac atcagtacgt
  3426241 ccgaagtgac cgtaagctgc tgtttgtttg taaattgggc gacgtaagtc tagcatttta
  3426301 ataataccag ctgggcgaag atcgaagttg ttacgaacta gttctactaa tacgtcttca
  3426361 gatactttac cagtgccgaa tgtatcaact gaaattgata ctggttgtgc tacaccgatt
  3426421 gcgtatgcaa gttgtacttc tgctttttca gcaagaccag ctgctacgat gtttttcgca
  3426481 acataacgag ctgcatatgc tgcagaacgg tcaactttcg ttgcatcttt accagagaat
  3426541 gcaccgccac cgtggcgagc gtatccaccg taagtatcaa cgatgatttt acgtcctgtt
  3426601 aaaccagcat caccttgtgg tccaccaatt acgaagcggc cagttgggtt aatgaagaat
  3426661 ttcgtttctc catcgattaa ttctgctggt actacagctt taattacgtg ctcttttaag
  3426721 tcgcgatcga tttcttccca tgtaacatct gggtgatgtt gtgtagaaat tacgatagta
  3426781 tcaacacgta ctggtttacc attttcatca tactcaactg taacttgcgt ttttccatcc
  3426841 ggacgtaggt atgataatgt atcattttta cgtacttcag ttaaacggcg agctaatttg
  3426901 tgagcaagcg agattggaag tggcattaac tcttgtgttt cattacatgc gaaaccaaac
  3426961 attaaacctt ggtctcctgc accaattgcc tcaatctcag cgtcagtcat ttgaccttcg
  3427021 cgtgcttcta gcgcttggtc aacacccata gcgatgtcag cagattgctc atcgatagat
  3427081 gttaaaactg cacaagtttc tgcatcgaat ccgtattttg cgcgtgtgta accaatgcct
  3427141 tgaattgttt cacgaacgat ttttggaata tctacgtaag tagaagtcgt aatttccccc
  3427201 gctaccaata ctaaaccagt tgttacagtt gtttcacaag ctacacgtgc atttgcgtct
  3427261 tttgataaga tcgcatctaa aattgaatca gaaatttggt cacaaatttt atctggatgt
  3427321 ccttcagtta cagactcaga tgtgaacaga tgacgttttt ttgtcatgtg gtaaacctcc
  3427381 ctacagtaat tgtatatatt gtacggaact catccttaat ttgccacaga ttgcgacata
  3427441 catttattct cccacacaag catacagaaa aacctttcct actttatata gaggaaaggt
  3427501 ttaatttgct acttgcatac tgctttttgc ccttcgctct tatcgttcga gacctgtagc
  3427561 ctcgcacagg ttttagcacc tattcacctg tatttaccac tacaagtgag gttgctgggc
  3427621 ttcatcgggc ctgtccctcc gccagctcgg gataagagag tatccgtccc aacctatact
  3427681 aaagaaatga tattcatttg tcaattaata ttcacatttt cgtgaaagtt tttctcaatg
  3427741 cgcctaaaat gaaatattaa taaggaaata atgtattcac acaaacaaaa agaaataaat
  3427801 agtatacatt atttatataa ttgtgttata ctattgttgg ggattacgag aaatatttca
  3427861 ttaaatgaaa aggatggtat ataaatatga gtactgtgaa tgtccaaatt ggtttacacg
  3427921 aattattgaa cggaagcaat gcacagattc aactaagtgt tccgcaatta gtggaaaaag
  3427981 tattaatgcg aaatgaaggg aaattaactt cgactggtgc cgtttctgct tcaactggaa
  3428041 aatatacagg acgttctcct aaagataaat ttattgtgaa agaagcatcg gttgctgaca
  3428101 aaattgcttg gggagctgtg aatcaaccga tttctgaaga acattttaat aaattatata
  3428161 ctaaagtttt agaatactta aaagaaaaag aagagttatt cgtcttcaaa ggatttgcag
  3428221 gcgcggaccg caattaccgt ctaccaatcc aagttattaa tgaatatgca tggcacaatt
  3428281 tatttgtaca tcaattattc attcgtccaa ctgaagaaga attaacgact catgaatcag
  3428341 aattcacaat tgtttctgca ccaaatttca aagctgatcc agctgttgac ggtacaaact
  3428401 ctgaagcatt cattatggtt tcattcgaaa aacgtatcgt actaattggt ggtacagaat
  3428461 acgctggaga aatgaaaaaa tcaatcttct ctattatgaa cttcttacta cctgaacaag
  3428521 atattctttc tatgcattgc tctgcaaacg taggtgaaga aggcgacgta gcactattct
  3428581 tcggtttatc tggaacaggt aaaacaacat tatctgctga tccaaaccgt aaattaatcg
  3428641 gtgatgatga gcatggttgg tctgataacg gtgtattcaa tattgaaggc ggttgctacg
  3428701 caaaatgtgt aaacctttct cacgagaaag aaccacaaat tttcgatgca atcacatttg
  3428761 gatctgtttt agaaaacgtt atcattaatg accaaacgcg tatcgcagac tataacgata
  3428821 ctactttaac agaaaatact cgtgctgcat accctatgca tgcgatcgac aatatcatac
  3428881 tgccaagtgt tgctggacac ccaaatacaa ttattttctt aactgctgat gcatctggcg
  3428941 tattgcctcc aatcagcaag ttatcaaaag aacaagctat gtaccatttc ttaagtggtt
  3429001 acactagtaa actagcagga acagagcgcg gcgttacatc accgcaagca acattctcaa
  3429061 cttgcttcgg ttcaccattc ttaccacttg atgcatctcg ctatgctgaa atgcttggtg
  3429121 agaaaatcga gaaacacgat gcaaaagtat tcttagtaaa cactggctgg actggtggcg
  3429181 aatacggcgt tggtaaacgt atgaacttag gttacactcg tgcaatgatt caagcagcat
  3429241 taaacggtga acttgcgaaa actgaaacag ctaaacatga catcttcggt cttgaagttc
  3429301 cacttcacgt accaggtgta cctgacgaag tgttaatgcc tgaacaaact tgggctgata
  3429361 aagctgctta caaagcaaaa gcaatcgaac ttgcaaatga attcaaagcg aacttcaaaa
  3429421 agttcgacag cgtatctgaa gacattatta acttaggcgg tccaatcgct taagtgcaaa
  3429481 ctttctgttg gaataaccct ttactcatat gaataagtgt cgtgtaaccg taaagtttcg
  3429541 cgtactcacc gacaaaaccc aatgcggctt aacggttaca cacacttaca taaaaaagaa
  3429601 gcttacgttt ttgcgtaagc ttctttctat atcttatata aagtgaaacg ttaatctctt
  3429661 catctgtgac ttcgtttgtt aacttacaga aatttcactt tatagttatt tatttttagt
  3429721 ttcctatgat ataatttaca tatataggaa ggagtggaac ctatgaaaaa cttttctcgt
  3429781 acaggaaaaa ttttattcag ttatggagcg atccaaatgt tttggggact tgtaatgctt
  3429841 aacgttagtt tatttgagca tacaagtgaa acgataaaat atattattct aattaccgga
  3429901 atagtttttt gtattatatc caactttttt aaagaaccta aaagtcatac taatacgtaa
  3429961 tttcatgtta acttattgga agcaaaaacc tttattttat gcaacgtttc gcttcctgtt
  3430021 gtactatcat cccttactag gctaaatcca ttttcacaca tacaacttac ggatacatcc
  3430081 ctctagtttc acaacgtatg gagctaaaaa aagatttggc ggcttctatt cctctctgga
  3430141 gcctctattc catctaaaaa gaggcttttt atctttttgt tagttccttc tcatctttca
  3430201 tactatagta tcctaaattc acaacaatta agaaataacc gcccataatc cctactgcaa
  3430261 atgcccacat taccatatgg tgctcaattt cgtacataat aatagcgcct aaaatagcag
  3430321 cggcaaaacg attaaacata ccgagcgtcg gcgctttcgt tttctttacg atactatctc
  3430381 caagcttctc aattcgtctc cctaaaagcc aaacgcaata catacttacg ataagtccga
  3430441 ttcctgcacc taaaaaatgt gctgaaaacg gtgttaacat ccagcctagt aaaagaatac
  3430501 ctagtatata atacgattga attttaaacg accttaatga catactaatc atgctgttct
  3430561 cctcttcagt aatttttatc tatccaacaa gaaatttttt tcaagtttat actgcttaca
  3430621 ttcatttcac tcaaattaaa aacaacataa acggtatgtt tatgttgttt aaatattttt
  3430681 agaaaataat attatacaag atttcaaaga tcataccctc ataatttgtg acgttttttc
  3430741 aaacattttt cgtccattta tgaaaaaaat gatatcaatc tatgaacata cggatatgat
  3430801 gtaataagca cacaaataaa aggggcgtct aatgatttat tttttaatgg ctctcattca
  3430861 cctcattatc cctgcactta ttgggctttc attgtattgg tacacgaaga accatagtat
  3430921 tttctacgct gtcctcggtg tccttcttcc aggtattatt ctgatcactc tcttccgtat
  3430981 tccattttta aacttaattc cacttattac tgcgatctta tttctcgtct tcttaccaaa
  3431041 aataaaaaaa taggaaagca gatcataggt gatctgtttt cctattttga tataggttct
  3431101 cctgcagtag aatgaatgtt tactttctcc gatttcacaa accatagacc gaagaaaata
  3431161 ataattccac cgattatttg ttgaaacgat acatattcat ctgcccatac agctgcaaat
  3431221 aaaacggcaa cacgcggcgt tatatacata tataccatcg tatgtgacgc cccaattttt
  3431281 tgaacgccta cataccacat cactaaacca aatactgtta caaagaaaat agaatatagt
  3431341 aaagcaaata gggtcattcc atgtgtaatg tgaaatggca ttgtaaatac atgtggtcca
  3431401 cttaataata agagcggaat cgcgccaact aatgctgacc atgcggtaac acgtaatgct
  3431461 gaatattttt taattaatgg accagctaaa acaggataaa gcccccagca tattgatgta
  3431521 atgagtccaa tcccattccc gtaaaaagaa ctagccagtg aatgccctgc tactaaaact
  3431581 aaagctgccc caccaaaagc aatgatagaa ccgatgagct ttcgagaaga aaacttttct
  3431641 tgttttaaga aaatcgcaaa tacagttgta aaaataggtg aaatagaaat gagtaaagag
  3431701 gcatttgtag cggatgtata tttgacagtt tccataaata acgtttgata cagtacaata
  3431761 cctacaacgc taacgataat taatctaggt atatcctttc gctccatata aaccgacttc
  3431821 tcaataaaaa atgtaaggag taacataagc ggtgccgccg atatcatccg aagtgcagta
  3431881 aactcaattg ctgtaaattc taaaagtcca tatttcgcaa tcgtaaaatt aatcccccaa
  3431941 atgataacga ctgctaaaat taataactca attccccatc ttctcatgcg tatcccctcc
  3432001 gcaaataaaa ttatacagaa aattcaatca tatgtacatt tcattatgtg aaaaaatctt
  3432061 tgtattgtat gaaacgtttt ggggcatgaa attatatcag cgattttctg aatatatcag
  3432121 cgcaactctg attatatcgg cgattttcaa aatatatcgg cgcaactcga attatatcag
  3432181 cgatttttta aatatatcga cttatcaaca aaaaacgaca ataatagcga cttatacaat
  3432241 aaaaaaggtg gctccaaaat acgttttgga accacctttt ctttactaca ctcgaacgtg
  3432301 taacttcata tttggattat aaaattggct cgggctcttc aactgaaaag tccctccacc
  3432361 ttcatgccaa tcaactgtta atttatcatc cataaataca agctttgtgc gatctgcgat
  3432421 aaaattcatt gcgctagatt cgatatccac atcgcgctca tctttttctg ctacagctac
  3432481 taaatcgata atgccgctca ttacacaacc gcaaccttca ttatcgtaaa ataactttat
  3432541 atatttcgcc tcatttggaa tcgtatccat aattttttta tatgctgctt ctgttacagt
  3432601 aacgtacata ttctaaactt catcctctct tctcgtatcc ttcatatatt gtaccaccat
  3432661 ttttctttaa aaatatatac agaaaattac gaacaatata caatgtatgt agtaacggag
  3432721 gttgtatcac tcatgctcaa attactgcga taccctatct tcttaagtct actcggtagc
  3432781 ttttctattt ctagcggaat gctattacaa tatatacttc cttattctcc ttctattggt
  3432841 tggattttag catttatttg tttcctatct gcttcctatt ttgctgtgaa gaacaaaaac
  3432901 atctaattag ttcaaggagg ttaacataac atgccagctt taaaagaaat agaacaatca
  3432961 ctcaatcact tgttccaaat cgaaaaatat ggaaaagata gtgcctttag tcgatttatc
  3433021 ccatctgtat atgatcctat ccactttccg tggcaacaat ttttcgaaac caattttgta
  3433081 gagctattta acggtcttat gatacgagga gctgaaactg taaataaagt atttttagcc
  3433141 gtttttccta caaatgacgt tcttgaaaca ttcatttcac agtccacacc tggtgattta
  3433201 ctttttatgc accacccact tgtaatggaa tgcggtgatc cgcttggaaa atcaggtcgt
  3433261 ggttttattc caatacctga aaaatatttg caagcgataa aagaaaaaca actttctata
  3433321 tatacatgtc acagaccaat ggatgttcat caaacgcatg gaacgagcat ttcaattgca
  3433381 aaatctttac atgctcatgt aattgacggc tttgcatatg aaggcccaga acaagagcca
  3433441 gttggcctta tttgtgaaat agatgaaaca tcaacagaag cactccaaaa gcgtctcaaa
  3433501 aatctcttcc atattcctta cacagacttc gaaggtaaac aacatgattc tatcaaaaaa
  3433561 attgcaatta ttgcgggatg tggtgatgtc gtttctctta tgaaagaagc agaagcaaaa
  3433621 ggtgctgaag catatattac tggggaaatc cattgccata tcgacaataa ctacggcaaa
  3433681 cataaatact cgctcattat ggattacgta aacgaaacgg atatgtcact catcggtgta
  3433741 tcacactctg cctctgaata tttagtgaaa gagacattga tgtatgagtg gtttaaagag
  3433801 aattttgaag tggatgttac tttggttcca caggaaaaat ggtggttata gtatataaaa
  3433861 gatatatcca tttcaattct aaaaaaatca ataacagaca aactcactat atattatcat
  3433921 tataaaaata cccatatctt ggattcgtaa ttatatataa tgcaccaata gtgtaaacac
  3433981 ttccggattt ttattcacaa aaaagggaaa tcactctcaa gtaagtgatt tcccttttta
  3434041 aaatatattt tttattgtat cggcaacata accttcaccg tcgttccaac cccaacttca
  3434101 ctttcaaaac tcattttacc attgtgatct ttaataattt tttctgtaac tactaaacct
  3434161 aaacctgttc ccgtttcttt cgttgtgtaa aaggcttcgt ttaacttagg aattttttct
  3434221 tttggaatgc cgcaaccctc atccttcact tgaataatga ttgcatcttc tacagtcact
  3434281 ttaattgtaa tcgttccgcc aactgacatt gcttcaatcg catttttaat taaattaaaa
  3434341 aatacttgtt ttaatcgttt ttcatcgcat gtaatcgatg gtatgtcttt actataaata
  3434401 ccttgtatgt gcacgccttg atttaatgca ggcttcccca taactcgaat aacataagcg
  3434461 ataatttctt ctatattatg aacttctgat tctattgatt tagatttctc aaatccacta
  3434521 agttctgtag ctattatatg aattcgttct acttcttgtt tcataatatc actatatatt
  3434581 ttgtcctctg gatatttaat cgcttgctta ttaacaaatt tatctaaatt agctaaaggt
  3434641 cttttaattt tgtaaccaat aactgtagcc attttcccaa cagttgctag cttttctgtt
  3434701 tgttgtattt ctttatccat catctcaagc gtgcgaacgt aagagtgaaa tcttaaaaac
  3434761 ataatccaac atatgatagt aaatacgcca tataatgcca tcgggattaa aacgagtgac
  3434821 gagtgaatga tgattccagt aagagcgtat tttccaataa gtatgctcgg aactaaccaa
  3434881 aaatatcttt tattcacaaa gagtggggca aataaaataa aaaatccttc tactatattc
  3434941 ccaccatcaa actcagcatc actaccatag taaatcataa aattatggat aaaatctaat
  3435001 agattatatc caattagtat aatatatttc actgcaaatg gattcttcca tttcataaag
  3435061 tatattccag tgcaaaatag gaccaccatc agaaaataaa gccataaacc taaaccatct
  3435121 tcaaattgtc ctactccttc ttgctctcct cctattaaag gtacaataaa ttcgtaggca
  3435181 agatcgtata caaaaaatat aatgaaaaat aaacttaaaa atatttttag cgccttcatt
  3435241 tcttcatttt taaatatacc gtctttattc atatggtaac tcctagcttt tctcccactt
  3435301 ggatttcact atttccacgt tgtttcggga gaatgatatc tattctagtt ccaatatctc
  3435361 tttcacttga aatatgtaat ttaccaagat gctgctccgt aacaagtcga ttcgctaccg
  3435421 taagtcccaa accaatctta tcttgtttcg ttgtataaaa ggcttctgta acacgagcca
  3435481 aattttcttt cttaataccg taaccattat cgattacact tagcattaca taatcttgtc
  3435541 ctttattttc taaccgtaac tctaatgtgc caccttgctc cattgcctcc agagcatttt
  3435601 ttatgacata tagaaaaact cctcgcattt tccgctcatc acattcaact tctattatgc
  3435661 tttcttcaac attagaaata agctggacac tacattcatt cattttttcg cgaagaattg
  3435721 ctactgcttg taatacaatt tcacctatat tatgtttctt ataaatagag ggtttacatg
  3435781 tagcaacttc catcaattca cttatcatat tattcatatt ttctatttca aaaatcatct
  3435841 gtttgtaaat agggtcctcc ccatgcttct ctcgttgtaa ttgcgtaaac ccttttaatg
  3435901 aagcaagtgg atttttaatt tcgtgtccca ctgtcgctgc catttttccg attactgcta
  3435961 atttttgtga ttcactagca accttaatgc tttcctttac tgctgaaagg tattgtataa
  3436021 atcgatttaa aatgatgtat gctgctatta atacgagtgt atacataatg aggtacataa
  3436081 atccttttac ttcctttaat acaaataagt aaataacata tttcactaca atagttgaaa
  3436141 gtataaacac aaaatatttt ttatttaaaa atataggcac aaagaagatg agaataattt
  3436201 ctattatatt taccccatca aatgccgcct cattataaag catatacgaa aatatattag
  3436261 caatctctat tcctaagtat gcaaatacac atgcatattt aacgaaattc gctttctctt
  3436321 tttttattaa atatatattc acaccaagta ttgcagttcc acaaataact tgccatagta
  3436381 cgctatatcc cttatctgtt agtgatttat tctctaatac aattgcatag aaaatttggt
  3436441 atgaaacaac aatgacatat agcacccaca aaaggatttt tgcattcctt tcttcttctt
  3436501 tatatgatag aaaactgtct ttcacttcaa caccccttca aaaaaaatct cgaagtaata
  3436561 ccatttatta taataaatga ttttcttaga caaacaaaga gaaatcgaac atttgaggta
  3436621 aatcattcca acggcacaat gttttcaagc tatatgcaat cataaaaatg ataaacaata
  3436681 atacgtatat tatgtgggag agattttata taagcggcaa agaatgaagg aaatcctgtt
  3436741 gtcttaatag aacaaaaccc tacgctccgg gtgaataaat gtatgaaagc tatgacgaaa
  3436801 caaagctttt tggaaagagc gtatgaatag gaggatcatt catgtttgtt accgtcgaga
  3436861 aagatgtgca tatttttgtg caagatatta atcccggccc cagtagtaaa actgcgttct
  3436921 tcgtccatgg ctggccttta aatcatcaaa tgtaccagta tcaacttaat gtattaccac
  3436981 agcacggttt ccgctgtatt gctatggata tacgcggaaa cgggcaatct gataaacctt
  3437041 ggactggtta cacatatgat cgtttagcag acgatatagc catcgtttta gaagcacttc
  3437101 aagtcgaaaa tgctacatta gttggtttct cagtaggtgg tgctctttct attcggtaca
  3437161 tgtctcgcta taatggtcat cgcatttcta aacttgtatt agtcgatgcc gtttcccctt
  3437221 ctttcgttaa aaatccagaa tctccctatg gtgtcccaaa agaacaagca gatactctca
  3437281 ttaatcaaat gtatgccaat atgcctaaat ttttaaatga tgtatcttta tcatttttta
  3437341 atagaaactt aggatctgct acgttagaat ggttttctta tctcggcatg cagtctgctt
  3437401 cctatgctct catcaaaata ttgcaagcag ccgcaaatga agatgtaacg aaagatttaa
  3437461 gtaaaattaa cgtaccaaca aaaatattcc acggtattca cgatcaactt atcccataca
  3437521 aaagcgctga acttacgcaa aaacgaatta aaaattctca gttacatcct cttacaaata
  3437581 gtggtcacgg ctccccaatc gatcaagcgg atgaattaaa cgaagaactt ataaagtttt
  3437641 tgcattcata aaagacgtac tacaagtttt tacaaagata aaattcacat atttctcaca
  3437701 aatcaattaa taaaacgatt acattttcat ttatactaaa tgtacaggta atactcccta
  3437761 aacccagctt gtctggttac cccgttaaat actataaaaa agaacttgta tcgttataca
  3437821 agttcttttt gtttttctat ttaaaaagta tctctttact atactgcttt ccagcaagta
  3437881 aatcatattg aagcatttta tattgctcta acatttcttt ttgttctttc gttaaatctg
  3437941 ttatctcttc cccatcttta ttaaccttta actcatctct aagaacgggt atttctttat
  3438001 gcatttttga taaaaattga taaaatggtg attggtttaa tcctgcataa tcaaaaacaa
  3438061 gactagagaa ataaattggg cttactaaac ctaaattgtc atttggcaaa ttgaaattcg
  3438121 catacattag caatggtgtt tctgacataa ttaatctttc tcttaccgtc tcttcatttt
  3438181 ctatatatcc tgcttcttta taaatagatt tattagttcc taacataggt aaatgatctc
  3438241 caaagaagac taataaagta ggcctgtcta actcatcaag ctgctctact aaatattgga
  3438301 gagcttcatc agacaacctt acaccttctg tatatgcttc taattctgcc ttcgattcct
  3438361 cttctgttaa tccactaatt tctattttgt tttccccaaa catatttggt ttatatggaa
  3438421 aatgattttg catcgtcacc gcatgaataa atgtaggttg ttttctcttt tttaattcat
  3438481 ctattatttc tttactcata gataaatcac cgatattatc tccaactact tctttgtttt
  3438541 tcatcgtatc ttctgcatta aaattatcga atcctaatgt tttatataca tcttcccgtt
  3438601 tataaaacga tcggttaaaa gcatggattg cacttgcata atatccttgt ttctttaatt
  3438661 cacttgcaac tgatgggatt tctttctgac ttggaatagc ttgctgatac ggtatagaac
  3438721 ctggcattaa aagactcatt gagtaactcg ttaatgcttc aaattctgtg tttgctgtat
  3438781 tccctccaaa tgtaggagct atcgtttgtc cccctgggaa attctctgta taacgatgta
  3438841 aattcggcac tggatcttcg ctaaatgaaa gattcgttag ttttgtcgga tcccaaaaag
  3438901 cttcactcat aataaatata atatttggct tctctacttt tgtttgtgcc tttactttac
  3438961 cgctatattg tttttctata tcctttgcaa tttgctgcat attttctttt gaatatccct
  3439021 ctggctcttt aataactgtc gtatctaagt tacttaaaaa tccaataata aaaccattcg
  3439081 ctttataatt tgcagcttga ttccatgcac gaatatctac tccacctttt ataaataaat
  3439141 cattcataaa ggtagtagga tagttactat atccatacaa cataaaccca gatccacata
  3439201 ttaaaataat cctcataata atatgtgatt ttataactgg aatatacttt cgtatatacg
  3439261 taactacaag cacaatcaaa acaatgccaa cgattgtcag gaacatattc caaaaactga
  3439321 aataatccat aaccatcggt ataacggaat ccatatgacc aacctgtgtg aaatcagacg
  3439381 gatagaatgg ttctcctcta aaaataagct taaaatggtt caccatcata aaaataatta
  3439441 aaactaagct agttatcgtt gtacttaaga aaactcttcc aaacaaatta tatgcaaaaa
  3439501 cgtataccat ataaataaat aaataacaga cttaatatat actgcccata ttgtaaatac
  3439561 acccatgtat ttactactat aagattcata tcctcctgca cgatgatata catccaattc
  3439621 attgtatgag cgattaaaaa taatacgaca tacactcgaa tagccggcct aagcttatgg
  3439681 ctgatacctt tattcaaatg aatgatgtat agtagtgcac tccacaaaac aataatgagt
  3439741 atacttagcg gtattttctc attaaaaaaa tctttcgttt tctcaaattc gaaagacctt
  3439801 aatataacaa agaatagcgt ttctaaacag atcgaccaca ttccactaag aatgatagaa
  3439861 attaatagat tctttctcgg ttgctgagta gagaaactaa aatgaaattc atctcttctt
  3439921 cgttgctgtg taaaaacatt aaaacgcaat ttattccctc tttcctttac cccttcgtct
  3439981 cgcatcaaca aacatattgt catatacaaa ataacatatt tgtatacagt tagtctccct
  3440041 atgtgtttgt attatacaca tatcccctta attttccctt aaaaaataca acttcttcat
  3440101 ctcttctata ttctagtagc ataataaatg aactattctt cataaaaata ttaccataag
  3440161 aaaagaacct accaacaatg acaggttctc cttcatttta acagacatgg acatatttat
  3440221 catataagag aatacatcca tgctttccat ataatacata caagtacgat aaatacaaaa
  3440281 tcaaaaaaat ctaatctcgg accctttttc atattcatct cgagccacat atgaatccat
  3440341 tttatttttg tatatttttg aatgtttttc tttgcaaatc ggtaaacgag tacttgcata
  3440401 ataaaaaatc cgactacaaa aatgaacaag aaaatgagaa aatcgaccac aaaattcctc
  3440461 cctatttttg cagtgatttt tctactatat gatttctcaa aacccactct tcaaattggg
  3440521 cacttccaaa ttcccagcta agatcatgag catgtacaga aaaaacgtaa tggccagcat
  3440581 attcgtccat aaatctaccc gtctcaattt catctttctg aacaccatat gctccaaaat
  3440641 taaaatacac atcccaaacg tcttcattct tccttttata agcaatcgat tccatatcac
  3440701 attctgttcc gaaataatca agatgtaaat gtacgctatc atcatattcg tactccattt
  3440761 tatcacccct tatatttgta cttctttatc ccccaaaaaa ttcctgctat ctacactcac
  3440821 atatgggcac ttacctacat atcatgcttg tagagtgact tctaggaggt gttatacagt
  3440881 gaaaaagtaa tagctgtttt ttgcatcatg ttattagctg tttttacatt tgctgcttgc
  3440941 agtagtaaaa aagaaggtac gaaagaacaa actcaaaaca ttcgcatcgg cgaagttacc
  3441001 cactctctct tctatgcccc gttatatgtc gggattgaaa aaggattttt taaagatgaa
  3441061 ggattaaatg ttgacctaca aacaacagct ggcggagata aaacgatgac ggccctatta
  3441121 tctggcggta ttgatatcgc cctcgtcggt tctgaaacgt ccatttacgt tcatcaacaa
  3441181 ggagcaaaag atcctatcat taacttcgca caacttacac aaacagatgg aacattttta
  3441241 gtttcgcgta aaaaattaga ttcttttaat tggaatgacg taaaaggtgt tacgttttta
  3441301 ggacagcgta aaggcggtat gccgcaaatg gttggagaat acgttttaaa gaaaaatggc
  3441361 attgatcctc acaaagatac aaacttaatt caaaacattg aatttgctaa cattgcaaat
  3441421 gcctacgcat ctggtacggg ggaatttgtc cagctctttg aaccgactgc aagtatattc
  3441481 gaaaaagaag gaaaaggtta tatcgtcgct tcgttcggaa atgaatctgg taccgttcct
  3441541 tatacctctt tcatggcaaa agaaagtttt ctgaaaaagg ataaagctgc tgctgaaaaa
  3441601 ttcacacgag cactctataa agcacaacaa tgggttgata ctcacagtcc agaagagatt
  3441661 gctgatgccg tttctccgtt atttaaagac acttcaaaag acattacaga aaaagtaatt
  3441721 gaacggtata aaaagcaaca ttcttatgcg acaaatccgc tattagatgc tgaagaatgg
  3441781 aaacagctcc aaacgattat gaaagaagct ggcgaattac aaaaagaagt tccacatgaa
  3441841 gcgctcgtca atacaaaaat tgccgagagc gttattaaga aatagaggcg aagtgtatga
  3441901 gctttttaca aatacgtaac gtttctcact gctttttcgc aaaagagaat gccaagctga
  3441961 ttctcgaaaa tatgagttta caagtggaag aaggcgaatt catttctata cttggtccaa
  3442021 gtggttgcgg caaaacgaca ctcctctcca ttattgccgg gctgcttgat ccaattgaag
  3442081 gtatcgtctt tttagatggt gagcccatta caacgaaaac ttcatctatg gggtatatgt
  3442141 tgcagcaaga ctacttgttt ccttggaaga caattgaaga aaatattatg ctcggacttc
  3442201 atatccgaaa aatttacgat gaacagacga aagaacatac tttacagctt ttaaagcaag
  3442261 tcggtctaca tgatgtagag cagcaatacc ctcgtgaatt atccggtggt atgcgtcaac
  3442321 gtgccgccct cgttcgaacg ttagcgaccg acccaaaaat tttattgcta gatgaaccat
  3442381 tctcggcgct cgattatcaa acgaaattga aactagaaga tctcgttttc agcttactac
  3442441 gcaaatataa gaaaacttca ctactcgtaa cacatgatat tgaagaagca attgcgatga
  3442501 gtgatcgtat ttatttacta caagcgaacc ctgggaaaat tgccaaaaca tttatcgtcc
  3442561 cagaaagcat tcgttcctta tcaccgttag aatcacgcca ccatcatgac ttcccatccc
  3442621 tcttccaaaa tatatggaag gagctggagc gccttggata atataaagca actacatgaa
  3442681 cagtttcgga aaaaagaacg caggcgcgca tggttagcac gctctttgca gcttttactg
  3442741 ctcattcttt tctttgcact atgggaaata gctagcaaaa aagaatggat tgatccttta
  3442801 ctctttagct ctccttcaag catttgggat ctcttcctta ataaatggat ggacggttcg
  3442861 ctttggatcc acatatggac gacattactt gaaacgggag taggcttcat tcttggaaca
  3442921 gtgctcgggg ccattattgc tactttcctt tggtggatac cccttctcgc ccgcgtactt
  3442981 gatccatatc tcgtcgtcct aaacgccatg ccaaaagtgg cacttgggcc gattatcatt
  3443041 gtcatcttcg gtccaaatat ttcttcgtca attgcaatgg gagtaatcat ttccatcatc
  3443101 attaccattc tcgttattta cagcgcattc caagaagttg attctaacta tataaaagtg
  3443161 atggacacat ttggcgcaaa taaatggcaa tgttataagc aagtagttct ccctgcatct
  3443221 ttcccagcca ttatttcaac gttaaaagtg aacgttggat tatcgtgggt cggtgttata
  3443281 ttcggcgaac ttctcgtctc taaacaaggt cttggctact taattagcta cgggttccaa
  3443341 gtatttaatt ttactctcgt cttactgagc gtactactca cctgtgtcct cgcaacactt
  3443401 atgtatgtgt ttgttgaggc atttgaaaaa cttctaattg gtaaacgaaa aaaaagctga
  3443461 cttagggcga tagactatag tcagcttctt tcttttactt tttatcacac atctttgttt
  3443521 catttttaac gtttccatcc gcaaccgtaa ctgtatggaa acaatctttc acacgtactg
  3443581 taacgacatt atcttttcga tctattacat gataatcatt aaacttttta tccaatgcac
  3443641 tacgaatttg ctccccttca aaaatcggaa aaccgtgaga cattacccaa atgagaccag
  3443701 caacagcaag aatcgttttc atacgtttca ttacctcctc tagagtaaac ttatagcccc
  3443761 tataacacgc gcattataat tgtgtctaaa ttgtgacatt ttatactaat tctattttat
  3443821 agtgatagtt ccttcttctt tttaataaaa agacagaatt ttcaatttta tcaacaaaaa
  3443881 aaaaaaaaaa cgcaaagaac taaaattctt tacgttttct taactaacat atataactca
  3443941 cattagtttc cactttgttg ttctaccgtt ttcgaaatat catataatcc cgacaacact
  3444001 tccgctctca tttttacaag ctcagggaat tgatagaaaa aggcaatttt tttatatttt
  3444061 aactccgttc cttctttcac cttttttgag tcttgtaaaa taaacgctgt aaatgtatct
  3444121 gcaatatctt ccgctacatt tgtcgttcca tactgtgaga caaactcatc atgcttttct
  3444181 ttaaaaaatt caatttgcgt ttcttcactt tcttctactt tcttttctgt ccactcctgc
  3444241 tcaatagact tccagaaaga attataaaat tgatgaatat aagagttttc cttcgcacat
  3444301 ccctcttgta agaaaagatt tccacattta tttcggtacg ttgaaatatc tttatcctct
  3444361 tcaaaatcct ttatatagtt ttcatctact ggtatttgct tatgcccgag cgtcaacacg
  3444421 tgagccgtct catgaattaa tgttttcatc acttcatcga tatttaccgc agaatcaagc
  3444481 gtatctaagc taagagtcca gtctttcgga ttctctatac taagcataac gtgagcaaca
  3444541 acgccgtcat aaccatccgt tattaaatca aattctgtta tattgccgcg atatttagct
  3444601 ggaatgagcg tgcgatacat atcccataag tcttcatgat accctctatc ttgacgttgt
  3444661 tgcagtactt cttctttcac ttctttatct tcagcaaata ctttatttaa acgtttccgt
  3444721 tctatttttt caaaataagg atctacaatt tcatcaccat caatataata agaagctaaa
  3444781 aagaaataac tttcatcatc atcttctttt ttctgctctg cctctttcat atccgcactt
  3444841 tcatgctctt ctatatcata atctcctact gcttcaagct cagataatcc atctattttt
  3444901 tcatatactt tttgaagttt cttatctcct atttctacgc attcttcttc tgttttacaa
  3444961 attccttttt ctttcacact cttcatagaa ctatcgcacc ctgccattaa acccattgcg
  3445021 acgataaccc ctactaactt accatacagt ctcttcatac agtcctccat caatacattc
  3445081 tacaaaaata tcataatcat tttttaacaa atatgcgata atgaattata aaaaatgtaa
  3445141 ggaggtttcc tatgattcgg gcagtcttat tcgacttaga tggaacacta ttagatcggc
  3445201 gccaatcttt agaacaattt atttatgatc aatataatcg ctttgcctcg tacttaatga
  3445261 acatagaaaa atcagagtat tgttctcgat ttcttgcact cgataataat ggctatacgt
  3445321 ggaaagacaa agtatatgct actctccttt ccgaatacaa cattactact ttaacttcag
  3445381 agcaactgtt gcacgactac attactaact ttcaacatta ttgtattcct ttctaaaaca
  3445441 tgcacgaatt acttcaacgt ttaacacaac aaaatattaa aattggtatt atcacaaacg
  3445501 gctttactga ctttcaaatg aacaatcttc gtgcactaaa catacatacg tatacaaata
  3445561 tgattctcgt ttcagaagcg gaaggaatta aaaaaccgca tcctgaaatt ttcgaacgag
  3445621 ctttaaaaaa gctagatgtg aaggcagaag aatgtcttta cgttggggat catcctgaaa
  3445681 atgatgtact tggttctgaa caagtaggga ttcttggtgt atggaagaga gattcatttt
  3445741 ggggtgattt tgagcattcg cgtgtggtgg atgatttgtt ggaggtgctt tcgtttttag
  3445801 aggtagagat gaaaacaaaa aaatagtaaa aggaggcttc gtttcccgaa cgcctccgct
  3445861 tcctttatga ttcatatact gtaaactgcg gtttactcgg atgatcttga actagcgcat
  3445921 catctggaaa ctttgaaact ttttgatata aggcaatgtc ccccatgcaa cctgctgtta
  3445981 gtagaattcc taaaaatgag attgatggca tattcgtagc taacccaatt acaattggca
  3446041 aaattccagt cggtaaaaac ggaagcatta acaccttctt catttgcttt actgtaatcg
  3446101 cctgtttaga atgagcatat gcaacaccta atttccaatt gacaccccat tttagctcac
  3446161 tccacggaac gcctcctata taacgaaatc ctattaaatg tatcgcttca tgaatacaaa
  3446221 cgagaacaag cagcgtgata ataaaaagaa gcataattgg taatgtaatt tccaattgaa
  3446281 cctcacctga aagaaatgca tgtaaaaaac taattccaat cgctagagcg aatattataa
  3446341 gaaatgcata gatatttaat ttaaccatcg aaagagtaac agttgtttct tttcttttct
  3446401 ccatcttctc cctcccgaaa tgtaaatata tctttacaaa aattgtataa tatatccaaa
  3446461 atcacgtaaa gatatattta catttattct tatacaaaaa aagaaaccgg ccactttact
  3446521 tcgtaaagca gccgatttct tctatatgtt tcatcgtacg cgccaataca tcgtcgcgca
  3446581 ttataaagct aaattttcta tccgttttaa tgttgtcagg aatgtctgtt aataaaacag
  3446641 atcctttcgt ttcttcgtaa tgcgtatgtt gttctaccgc actaattgtt gcaaaataaa
  3446701 tgtttttaat gattattttg tcttttccag atactttata ttgtcctaag taagttaaat
  3446761 cagaaactat gccgccggtt tcttcatgaa cctctcgaac tgccgcttct tccggtgttt
  3446821 cccctagttc tacttttcca cctggaaatt caagaccgcg acgtaaatga tgcgttaata
  3446881 accattgatc cccgtaccgg catacaaccc aaacatgctt tggctcagga gaaaatggat
  3446941 aacgttcaaa cgataattgt acagtgttgt ggtaataatc tttaaatttg tacatgccat
  3447001 tactccccta ttgatggtta caagtttttc ctaccacaaa ttgtagcata ttctcgcttt
  3447061 tctgcataat attatccaat tataatccat tgattattcc catttgcgcg actaattctt
  3447121 tcgtctcatg atttcctaaa tcgtaaatca ttttatatgc tttttgtagt tgttcatcat
  3447181 atcggtcatt atttgaatcg tgatgatact caacaaatgg aacgtgggag cgtacaaatg
  3447241 aacctaaatc ctctacatat gcttgatcga agtactctct taattccgta atttcctcat
  3447301 catttgcgga aatctcaaaa ttatacgtat ccgctgtctt cacttgtgaa atttgaccgt
  3447361 ttcctattga tatataatat gtttttttct gctccatgta acacccttct ttcatccttt
  3447421 taatttctat tgttttcatc aattacaaaa ttatgtaaaa taaagaaaag gagggatttt
  3447481 atgctcaaaa tattaattat cggtattatc atcgtcctag tcatattagt actctctgtc
  3447541 atgacgatta ataaagggta tgcttataaa cattccgtcg ataaaccaga agataacccg
  3447601 tatacaaaaa acagcaagaa gaattcataa tacgcttcgt atactactac ttattttagg
  3447661 ccacatcata tccagtattc gtttactagc aggtcaacat aactttctat cactttcaca
  3447721 atttctatta ggagctttac tcctcttaaa caaataaaga aaaagattca ggaaccggat
  3447781 ttatttggat tttcctcatt attagctata taaaataaca gggggaatat atatgctaaa
  3447841 aggattacag attacttttg cactcattgc attatgtata acaatatacg gatattttac
  3447901 tggtaataga gaaatgatgc cttatatgtt cattttctta ggattaatgg ctttcactat
  3447961 aggactagga gaaataaaac aagacagaaa atctagtggc atacttgctt ttctcgctgg
  3448021 atctggtgct ttatttctta gcttctcaga actattccga taaatagtct atttaaaagg
  3448081 aggttatata atgctaaccg gattacggat tgttttagga cttcttacgc ttctcatagt
  3448141 ctcgctttgc acttatatcc agattaccga tcatttctca cttctcccat acgtacaatt
  3448201 tattctcagt tgcttcttta ttcttgtcgg aattaacgaa attatatccg gacaaaaatc
  3448261 aatgagcatt ccgttttttt cgtctctatt cttacactct tcgctctcat atcaaactac
  3448321 cttcgctacg tatagaatga aatcttgagc aatttcgcat ttacaagcac gtaataaaat
  3448381 agggatgatt ttttgtcaac ttttgtcggt aagtcgatat ccagtgtcga aacgtcgata
  3448441 tattaaaaaa atcgttgata tatttcaagt tacagtcgat atattcgaaa aatcgttgat
  3448501 ataatttcat ttattatcat gccacaaaaa aaactgccct ttcacaggca gtctcacttt
  3448561 atccaaatac tttctcaagt tcatctttat cttggcttaa ccagaagttc attaagcgtt
  3448621 ttgctccttc taaatcgtga agcttcgctt gaccacattg tgtttcattt gcagctggaa
  3448681 tttctgtaat ttgaaccgca tcttttaatg ttaattctaa taaatcaatg atttctcgaa
  3448741 ctgtcggtgt tccgcttact acaaggtagt atcctgtttg gcagcccatt ggtgaaatat
  3448801 cgataatatc aaaatgtgga taacgatcaa tatatttacg taaattaaat gctaataaat
  3448861 gttctaacgt atgaataaca tctggtttca ttgcttgttt attcggttgg caaaaacgaa
  3448921 tatcgaattt atttacaata ccgtcactac ctacattgtg aactccgcaa tgtcttacat
  3448981 aaggtgcctt tacaatcgta tgatctaatt caaagctttc tactgatggc atacaacatc
  3449041 tctcccgctt ttaatttaat tccgttatat ccaatatgat ataacggaaa tgcacattag
  3449101 taaagtatta tgtacagtcg tgctataata ctttaagaat atgccgaaaa ggagaccatt
  3449161 atgaaacaga tttttattgg gattatacgc ttttatcaaa agttcatttc tccgatgaca
  3449221 ccgccaactt gccgtttcta tccgacttgt tctcattacg gattagaggc gtttcaaaag
  3449281 catggcgcat tcaaaggctt ttggcttact tgtaagcgta tattaaaatg tcaccctttc
  3449341 cacccaggag gatttgatcc tgtcccagat aaaaaggatg acaaagtaaa ttcttaattg
  3449401 tcgtaaccat tcacaactaa atctaatttt cccgtatcag gatcgataac aagaccgtga
  3449461 acaggtactt cttccggaag taatgggtgg ttgcgaagta ctgatacgct atgttctaca
  3449521 ctctcttcca cactagagaa accgcgcaag aattgttcta aatcgattcc cgaataacga
  3449581 agcatatcta atttttcttc tgttataccg cgctctttca ttttctcaat tgtactgctc
  3449641 gcttgaattt ttgccatgcc acaatcgtgg tgaccaacta cacatacttc atcagcgcca
  3449701 agttcatata cagcgactaa aatactacgc ataatacttc caaacggatg tgaaataaca
  3449761 gcacctgcta ctttaataat tttcacatcg ccgttacgca tattcatcgc tttcggcaat
  3449821 agttcaacaa gtcttgtatc catacaagaa ataattacca tctttttgtt tggaaatttc
  3449881 cccgctacaa actcttcata ctttttctct tccacaaatt tctcattgta ttgcaaaatc
  3449941 tcttctaatg acttcatagt aaggaaccct cttttctctc gtttacacta catgaatagt
  3450001 gtaccaaaat atgaaaaact caaaaaggat atcgctttat agtaaaaata agatattttc
  3450061 agataatcga cataattctt tcaaaatata cacacagctt tgtaacaagt ctcacatact
  3450121 ataatcctat tttcactata aactaattgt agataatgta aaaaaggagt gaatatttat
  3450181 tatgtccgac gttctgttac tgagtcgttt tcaatttgca attactattt tttatcactt
  3450241 tttatttgta cctttgacaa tcggacttgt cattttagta gcatgtatgg aaactcaata
  3450301 cgcccgcaca ttgaatccaa cataccgcaa aatggcaaat ttctggggta aattatttac
  3450361 aattaacttc gtaatgggga ttataaccgg gattacgatg gaattccaat ttggaacaaa
  3450421 ctggtctgag tactccaaat atatgggaga tattttcgga tcccctctcg caatcgaagc
  3450481 actcgttgcc ttcttcttag aatctacttt catgggaata tggttattcg gtaaagacaa
  3450541 aatttcacca aagttccgtg ccttctgtat gtggatggtt gcacttggaa caaatatttc
  3450601 cgccctttgg attattacag caaacggctt tatgcaaaac cctgttggct acgtcgtacg
  3450661 taacggccgc gctgaattaa atgatttctg ggcactcgtt acgaatccat acgcttggaa
  3450721 catgttcttc catactgtaa ttggttgtta tattgttggt gctttcttcg ttatggcaat
  3450781 tagtgcctat cacttattac gaaaaaatga agttgaattc ttcaaaaagt catttaagtt
  3450841 tggtttaatg ttaggcttat tcgccgcaac aattacaccg tttataggac atcaatctgg
  3450901 tgtatcagca gctaaatatc aaccagctaa aggtgctgcg atggaagctg tttgggaaac
  3450961 tggaaaagga caaggcttct cgattgttca aattcctgat gtaaaaaacg aaaagaactt
  3451021 tgaattcctt acgattccaa agttaggaag tttcttctat acaaattcat ttgatggcga
  3451081 aattgttggt ttaaaagata ttccgaaaga agatcgtcca aatgttaacc ttgtgtacta
  3451141 tagcttccgc ttaatggttg cacttggtat gttctttatg gcattaactt ggtacggttt
  3451201 ctacttaaac cgaaaaggaa aactggaaaa ctcaaaacgt tacttaaaaa ttacaatatg
  3451261 gtctgtttta ctaccatata tcgcaattaa cgctggttgg attgttgccg aagtaggtcg
  3451321 tcaaccatgg acagtttata aactaatgcg tacagcagaa tctgtatcac ctatatctgt
  3451381 cccgcaaatt tggttctctt taattagttt aatcttgttc tatactttac ttttaatcgc
  3451441 agacgtatat ttaatgctga agttcgcgaa aaaaggacca gcagcattag aagaacctgc
  3451501 tactaaggga ggcgtggctc atgtctcatg atatgcttgc aatcatctgg tttggtctat
  3451561 ggggcgtgat ttggacagtt tacttcattc ttgatgggta tgcacttggt aacggaatga
  3451621 tttttccttt cgttacgaaa gatcgacaag aacaaaatca attacaagaa gcaattggcc
  3451681 cgttctgggg cggtaatgaa gtgtggttaa ttacagctgg tggtgcaaca tttgctgcct
  3451741 tcccagtcac ttatgcaaat atgtttagtt atttatatac accgttattc ttagtattac
  3451801 ttgcactatt tgctcgggct gctggactgg aattcatgca taaagatgat tcaccaattt
  3451861 ggcaaaaaac ttgtaaatgg gcatttgcaa ttggtagttt cttaattgct ttcctattcg
  3451921 gtgttacatt tgctaatctt tattacggac tgcaaatcgg aaaaaatggc tatgaaggaa
  3451981 atttacttag cttactaaat cattacggta ttttaggagg gttgttcttc actgctatat
  3452041 tcgtcgtatc cggtgccctt tgggttatga ttaaaacgac tggtgaagta tccgaccgtg
  3452101 cttataaaat cgcaagacca ttttcaatgg cagctgctat cattttagct attttctatg
  3452161 tagcaactgc aaatcgtaca aatttattcc aaaacttcac agagtacccg gtactattca
  3452221 ttcttccagt acttgcaatg ttaatgagtg tactcgcgct tattatggtg tacaaacata
  3452281 aaatcggtct tgcattcaca ttcgtttgct taacaatcgc aatgtttatg acaactggct
  3452341 ttgcgggtat gttcccaaga atgttaccat ctcgtattaa tgatgcttat agtacaacgt
  3452401 tatacaacgc agctggtagt caattaaact taaaaattat gttcttcgtt gcaatggtta
  3452461 tggtaccaat tgttattgga tatcaacttt ggagttacag tatctttaaa aataaaattc
  3452521 ataaagactc tgctaaaggg tatcactaaa atgaaaaaag acacttcgtt tgaagtgtct
  3452581 tttttctacg tatgattttc gataggatgt tatatttcta atctaacaac tataatacag
  3452641 aagaatcatt aacagctcac agttagattg tagcacaggg caagttcatc attttatgca
  3452701 actttgcata tttctctata aagtaaattg tattccttgg tcattcgcat cactatcccc
  3452761 tacatctgct gtactaatcc cgctaaatgt ttgtacttta atccctgtat tcgatgatcc
  3452821 cgatccatta taagcttgcg ttttttcaat cggctgcaca ttatatttat ctcctaaatt
  3452881 aatcgttccg ttacagtttt caataataac accttccaca actgatggca ttttgtcacc
  3452941 cactttcatt tccttacttt cattctatga aaagcgccta acaaaatagc atgtttccat
  3453001 aagaaaaaag cactccaact gagtgctttt ttcttattta ccttttttct ttttctcaca
  3453061 agcaatccca tcgccatcac ggtctaaatg cttaccataa tatgggctat ctcttgtaat
  3453121 atcataatat cccgcatcgt ttgcttcttt acagttagca aaacgtttcg gatctggttt
  3453181 tacttctggt ttcggttgtg gctgtggttg ttttgctcct ggtctttctt caaatggtaa
  3453241 cgttgcatta tataagaact gaacgtattg ctcacgactt acatgcattt taggtgcgaa
  3453301 tttaccatca ccagttccag ccgtaatata atttgattta attgcagtaa tcgcaggatt
  3453361 cgcccatcca tttctatcga catccgggaa attatgatcc cctctaattt gcaattggaa
  3453421 tcctcttgtc aaaatttgtg ccatttcttc acgagttaac gaatctttcg gtctaaattt
  3453481 tcctgtgtta tctccaacga atacacccat ctctgttaaa gcaagaatct cttttttaaa
  3453541 catagttgaa cgatccgtaa tatctttata tggattgtta tactgttctt ttactgtcgg
  3453601 ttttaaatga cggaacataa gagcggcaac ttgctcacgc gttacatcat ccccaaatcc
  3453661 aaaaagtcca tttccgtatc cagcaacaac gtttttattt gctaaatcca taattgcttt
  3453721 ataagaccaa tgattgtttg gaacatcttt aaaacctgcg cttgcctgcg ctgttccaat
  3453781 tgaagtaaat gctgtagttg caacaattgc acctgttaca attaattttt ttaatcccat
  3453841 acttaattct ccttctcttt accataataa ccatttaaca atataacaaa ttatttaaat
  3453901 gtatattgtc atattttgtc gaacacaaaa aagaatccaa aaggattctt ttttgctaag
  3453961 catgaatggc aagtctggag acagttgact tcttcaaaaa tttattaggg gtaatatttt
  3454021 gaaaaagaaa gcctttcata tgtaggttaa caccactgga atatatagta aattgataat
  3454081 atttatacgg aagattgcta atgtttagta tagatagttt ccactatgca aacagtaaaa
  3454141 actgtctata ctaaacaata aaaaggcgcc ttcagagaag gcgcctttca taaacaaaca
  3454201 ctataaaaca gaattattta ttgttatacg attgttagat acaaaaagta gagggaaatg
  3454261 tttgtattaa attctgcttt atatagtctg cctaccactt atattttaat cctcttcact
  3454321 tgaaaataaa tctaatatgc ataattacat acaaaaaaga aaagacactc catagagtgc
  3454381 cccctcaacc attttacttt taatatatcg ctttgaatat attgtaacat acgtatccat
  3454441 atattttatt gagaaaattc aaaatccttt ttctttcatt ttcaattata aaatcatgta
  3454501 atataaaagg tatgtcaaat tcttatacaa gttgaggtgt actatattta tgctgtattt
  3454561 cggaattatc cctcttatac tgtttattat ttttcttatc tcctatttaa aagatccacg
  3454621 aaaaataata aacggctttt tatttaatac ctttatctgt tttttccttc ttttttgtgt
  3454681 aattatatct gtgaattcta gtagtgatat cttacgctat agtatcattt tacctatttt
  3454741 agcacttatc attatgattc cttttggtat tgttgcttta atgtttgggt tatttcttaa
  3454801 tgctagaatt ttaatgaagc gagaaggacg acgttttact aactgtttaa cgctccttgc
  3454861 agctttaggg attttattct ttatgttact tcctattata agtccagcaa gtttgttctc
  3454921 ttcacattta gagcctattt tcgctggtat ttctcttata acagtatatt tctttataca
  3454981 cttatctaat ttcttaactg cttattttct ataccaattc aacagaccaa gacgtaatca
  3455041 agatttcatc atcgttcttg gtagcggctt aattaatgat aaagtaccac ctttacttgc
  3455101 aagtcgtatt cataaagcaa tcgactttta ctggaaacaa gcagctgtga atacaccacc
  3455161 aacaattata ttctctggtg gccaaggtcc agatgaaggg cttcctgaag cagaagcgat
  3455221 gcaaaagtat gctgttgaaa aaggaattcc gcttgaacat acagtacaag aaaatcgttc
  3455281 tgtcaacaca tatcaaaata tgttgttctc taaagaaatt atggattctt taaaacctga
  3455341 aggtaagtat agaagtatct ttacaacaaa caacttccat cttttccgcg ctggtatata
  3455401 cgcaaggcaa gccggtctta atagccaagg aattggatca aaaactgcct tttattactg
  3455461 gccgaacgcg atgattcgtg aatatgttgc gattgtcgta atgggacgta aacgtcatat
  3455521 gaagttttgc ggagttattt taggattcgc tttatttgta tcagtactta gttttatatt
  3455581 ctcttaattg cattgcatcc catcctttga aaggatggga tttcttatac ttatttcaaa
  3455641 aaatatttta aagataatat ggtgataata ttccctgcat acatccttta aagagaattt
  3455701 tttcaaatta aatgttaaaa tggaaattag gtgtgaatta cgtaacaaat aagaaactag
  3455761 tttgaaacga ggaaattata tggagaaaat tatcaaaaac aagcccaata agctaaaaat
  3455821 cgcttcaaaa gctttgatga ttattattgg ggcatttatc acagcgtacg gattagaagc
  3455881 agtattaatt ccaaataacg tatcagacgg tggtgtaact ggtttgagta tcgttagttc
  3455941 aagattattt ggattgccat taggagctct aatcgcaatt attaacattc ctttcgtttg
  3456001 gttaggatat aagcaaatcg gtaaaagctt tgcaatttat tctattattg ggattgcttc
  3456061 attagcaata ggtaccgttg tcatgcacgg aataccagct attattgaag gcgatacatt
  3456121 attagttaca gttgttggtg gtatcattat cggttttggt atgggactag cattacgtaa
  3456181 cggcggggca ttagatggaa tcgatatgct agctgtatta ctttctcgca agttaccatt
  3456241 tggaacgagt gaccttattt tattcttaaa catgttcgta tttattttcg tatcaacagt
  3456301 attcggtctt caaggagcta tcctttcggc aattgcttac tttattgctt cgaaagtgat
  3456361 tcatatcgtt gaagttggtt taagtggttc gaaagcattt aaaattatta caaaagaacc
  3456421 tgaattaatg gtagaaacaa ttcgtgatcg tttaggccga agtgcaacat ataacgaagt
  3456481 gtacggtggt tattcaagag agaaattcaa agaaatttct tgtgtaatta accgtttaga
  3456541 agaaagtaaa atgaaagaac ttattaatga aatcgatcca cacgccttta ttacagttta
  3456601 tgacgtagca gaagtaaaag gcggtaactt taagaaacgt gatattcatt aatcgttatg
  3456661 aaaaacgagg gtgtgccaac atattggcac accttcttct tttaccattg tcagtttttg
  3456721 tcggtaagtc gatatattgc aataatcgct gatatatttt tactcgcccc atcttccccc
  3456781 gcttttaatc cacgctacat acttttgaaa ggctggcact tcttgttgaa aacgtagcgg
  3456841 aacatataga aagagcatac atgtacatag tatccataga atacttacta caaagtgaaa
  3456901 tttcatcgtt gtactaatga acaaacttaa gaataatacg aggaacataa ttacactaaa
  3456961 tcttttatac atagtcatac tatcccctcc ttataactta attgtaccag ttacaaggaa
  3457021 ttaattccca ggataaaaaa gaccgaaaag ccaattccac ttttcggtct ctacactatc
  3457081 ttctcttcgt aatctttcct gaaccaccga ccctcgtttt cgggggagat gtattccttg
  3457141 gcggcgtttt aatagatgat ttcggcttca catctgatcc gcttgaacca cctggatttt
  3457201 tcgtaatttt ccctttgctt ccagtagaag gcggaggcgt gttgcttcct tttttcgtaa
  3457261 tacttcctgt atctcctaca gaagatttcg aatctacatt atcgcctcgc ttaatgatag
  3457321 atcctttccc ttccttcgta attggaggcg gggttttctt ttcttctttc gtaggtggtc
  3457381 tctctggaat aaccggttta tgaatttgtc tgtcattata tccgcgataa tcaccgtacg
  3457441 atgattttcg tgaaccgaat atatcgttta aaatacttcc cataatatat ccttgcagga
  3457501 aggacggttg ataattttga cggacaaact ctttattact tatttcaatt aacgtatcag
  3457561 atggcttctc tttatccttt tgcaagttat aaatcttatc agaataaacg aggaacattt
  3457621 gattttcgtc ttctttagat gcttgcttcg gttctctttc attaatgagt tccttcgcta
  3457681 ctgcaggaac tgaccgattg gcggccctat acacgtaaga ttcttgttta ccttcttttg
  3457741 cgacagattc aagtggataa cggtcttgaa tcgactttgt ctgtccgcct tggcaacctg
  3457801 ataaggcata tccagcaaca acaagtaata taacgatagc aagtataggg atcacgaacg
  3457861 atttaatcat ggtaaacaat cggtttgaca tgattacgcc cccttacgtt gctcttataa
  3457921 tttgtacatc agcaggaata attgcttctc cctcatacat cattgtgcga ccattttgcc
  3457981 attcaatacg caataatttt cggttatctg attgaaattc ccatacatac tgttcttctg
  3458041 aagcagagaa tggcgttttc cccatcacaa caacacgtcc gttatattgc tcttccatat
  3458101 gatactctgt atcatccatt tcaattgtcg tcggaatttc atcaattgaa tctagacgac
  3458161 catcgattgg tgtatataat ttgtaatacg tattctcacg gtcttcaatt tttaaataac
  3458221 gaatatcttt cccgtcttgc agtgttaaaa caatttcttt acgagaatgc atactcgttt
  3458281 ttccagttaa ttcgtacatg actaatgaaa cttcaaccat atcgccagga gctaacgtta
  3458341 ataaactttt ctctggtttc ggtggttctg ggcttttcat tatattttta attcgtttaa
  3458401 ataaactcat gatctacccc tccttctctc tttataaaca agcacctaaa ataagtgcac
  3458461 caacaatatg taatgatccg gccaacatcg cgtgtgcaac actgccttct tttgtacctt
  3458521 cttctaaatc taagccagcc attttcttta atacaaattc gataaacatt tctaccacta
  3458581 ataaaataac gaaagaaact gctgatgcaa gtagcgcttg ccataagtca tttgctttcg
  3458641 taatcgattg agataaaatg tacccttgcg caaataattt cataacgaaa cgagttgtta
  3458701 cagctgtatt cccattttta atttctttta aatcattgta tttcgtaaaa attgaatcaa
  3458761 cccacataat tgcaaataaa agtactgcac tcgctccagt ccatacaagc atggcaacta
  3458821 cattcatcca tgtcattgca aaacctcctc taaaaagtaa tagaaaaccg acatgaattt
  3458881 gtttagacat gtcggttcat ttgtctctat tttatattat ttctcatact gcttcataat
  3458941 acgagctaat tcatcatcaa cagcagaatt tttgtttaag cttgcgaatt catcatctaa
  3459001 tgacttttct tttttgtaca cttcaccgct tgcttctgct tcagcctcta attgaagagc
  3459061 tttctcttcc atacggctta aaccagcttt cgctgagttt gaatcaaatc cagacatcgc
  3459121 ctgattaata ttcttttgtg ctttcgccgc atttacacgt gctacaagtg tctcacgttt
  3459181 atttttcagc tcagttaatt gcttacgcat ttcttctagc ttcaggcgaa gattatcagc
  3459241 agcggctttg ttttgctcat agcttgcttt atactcattc atcttttgct ctgcattttg
  3459301 cttttcttca agagcacgac gcgcaaggtc aagattgctt gcttgaacag ccatatgagc
  3459361 ttgctcttca cgttttttca caagtgcttc ttgctcttca aataagattt tgaatttctt
  3459421 ctcaagtgca atttgagccg ctacactttt ctctgcttct tgtacatccg cttgcatatc
  3459481 gcgtaaatat tgatccgtca tcttaactgg atcttccgct ttttcaatta atgaatacac
  3459541 attcgacatt gttaaatctc gtaatcgttt aaatacagac atctaaattc ctcctatgat
  3459601 atacctcata ttttaaattc actatttgga aaaataaaaa tcttccttaa cagtaaagaa
  3459661 tagtcatttt tacagctatg tgtttattat aacaaaatga agatgtactt acatgttatt
  3459721 tccaaaatac atccattata atatgacatt ctagatgcaa tattgtattt ctaatatatt
  3459781 ctcattatct ccctttaaaa ttaacttact tttttgcgat ttcactaaat tacataagtg
  3459841 taatattact gtaagctaac tcgatagtta cgtttccata tttcttatac actaatacta
  3459901 gaagcagcaa acaagcttct catcatttca gaactaatac aaaaatgtat ttactataaa
  3459961 acagataaaa ggagaaatca tcatgaaaaa attagtagga atcggattag cagcagcaat
  3460021 ttcattcgga gcattatcag gttgttcttt attaggagaa aaagcaaacg gatttgtact
  3460081 gtacggaaca gaagagcaag taacacaaat tgcagataaa aataaaaaag aagtgaaaga
  3460141 aaaagacttc tataaaatga aaatgacaac attagacggt aaaaaagttc ttgtcatgga
  3460201 taagaaaact ggtgaagaac ttgtgaagaa agagttactt agcaaagtgg atgcaaaaga
  3460261 cgacacgaag ccacttgata aattaccagc tgtaacaaca gaacaaggtg tattattcgc
  3460321 aaaagagaaa gtagaaaatg ctacacttga tcgggcaaaa ttaaaatacg aaggcaatac
  3460381 aattatcgga agtggccgta catatacaga tatgtatgcc attgttgatg acgcaactta
  3460441 cagcaatgta aaaggtgatg aaaaatctgt tggggtatta aaatttgata aagacccaag
  3460501 taaagaattt cctggaaaga atgatgtaga atcatcacaa cttgtaaaaa ttaagaagta
  3460561 aaacaaaaaa gcttcgcgaa tgaagtgcac cccaattgtt agacacataa ttaacaattg
  3460621 gaggtgcatt ttttatggtt aaattttctt caaaagataa aatacaagca gtaaaacgat
  3460681 atctagaagg tactaaaggt ggaaaaaaca ttgctaattc tataggagtt caatccttag
  3460741 ttagtagttg cttaatatat ttttctaact ttttgggttc aattcaaatt cgcaaagctt
  3460801 tcttctattt atgagcaatt ttctccatat ccggactaca agtattcgac tggcatgatt
  3460861 tatttaaaga acatgccgcg cattttcctt ttttactttt ctttacaaag ttaactaacg
  3460921 tgtatgctgc ataaccaaaa atgatagctc caattataat attgaccatc accctaatac
  3460981 atctcctttt agactccgag taaagatcca acttggtata taataaacgt taatacataa
  3461041 gcaactacga gcggataaac gactgagaaa atcgtccatt tcgctgaacc cgtttcacgt
  3461101 ttaataacgg ctactgtcgc taaacatgga acatataata aaataaagaa cataaatgca
  3461161 taagctgata atgctgtata atgtgctccc attacattgc caagcacatc ttctttcacc
  3461221 gcataaataa ttgccattgt agaaacgaca acttccttcg ctaaaaatcc tgttaaaagg
  3461281 gatgctgcag cttgccacgt tccaaaaccg agcggtgcaa atagtggtgc gataaatcca
  3461341 ccaatcatcg ctaagtaact gtctcccata tcaacaccaa atcctgatgg acctgcatag
  3461401 tttaataacc aaatgacaac cgaaccaccg aagataaatg tacctgcttt acgaacaaat
  3461461 ccttttcctt tctcccacgt acttaaccat aacgttttcg cttgtggtac gcggtaagga
  3461521 ggtagctcaa taacgaaaat agatttttcc gcttttaaaa tggtaagaga cataattttt
  3461581 gtaacgagta acgctagagc aatacctgca acatataaag aaaatacaac agttgcctga
  3461641 ctttttggga agaatactcc cgcaaacagt gcatatacag gtaaacgtgc tgaacaagac
  3461701 ataaatggtg ttacaagaac tgtaagtaaa cgttcttttt cttgttcaat cgttctcgct
  3461761 gccataatac ctggaacatt acagccaaaa ccgataatca tcggaatgaa cgcttttccg
  3461821 tttaaaccga agaactccat aattctatcc ataacaactg caattcgcgc catatatcct
  3461881 gagtcttcta ataatgaaat gaaaaagaat agtgcaaaga tttgtggaac gaatactaat
  3461941 acagcaccaa caccggcaat aataccttct gtaacgagtg cttgaataaa atcagaagct
  3462001 ccgatacttg taagtccagc tgtcacccaa tccgtaagct gcccagcaaa aaactcatct
  3462061 aacatatctg acagtggtgt cccaatccac gtaaacgtaa cctgaaaaat aaaaaacata
  3462121 actgctaaaa agattggaag tcctaaaatt ttatgtgtaa ttaatctatc aattttttct
  3462181 gaaaaaggaa ttttcccttc tttctcatgc ttcataacat ttgtttttaa cttttcaata
  3462241 tacgcttcac gagttttata aatatgctct tccaacgtac aatcaagttt ttcttctaag
  3462301 cgagatcgaa tggctataag ttccttataa attggtaatg ctttcatttc tttttctact
  3462361 acttcgttat tgcttaaaaa ttgaagcgct aaccatctcg gatgctcata attcgctttc
  3462421 tctaaaagag aaattacttc tccaattcct ccatccattt gtacaccata tgaaataatg
  3462481 aatggttgtt tctctttttt gtcattttct ttaagagtcg caagtaattc ttcacagcct
  3462541 tttccacttc ttgcaacgac aggaacgact gttacaccta atagttctga taatcgtttt
  3462601 acatcaatga caattcctct ttgcttcgcc acatcaatca tatttaaacc aattgaaact
  3462661 ggcttaccaa attcaagtaa ttgcaacgtt aaatgcatat tccgttcaaa ttgcgaagaa
  3462721 tccacaatat ttaacatatg ctgaaattct tctgttagta gaaagtttgt tacaacacct
  3462781 tcatcacgtg aaactggatt caaatcatac acacctggta aatcaattaa tgttccttgc
  3462841 ttatctttta atttaccaac cttcttttct actgttacac cgctccagtt tcctacgtat
  3462901 tcataagagc cagtaagtgc attaaataat gatgttttcc ctgtattcgg attccctagc
  3462961 aaagctacct tattcacgct aattccacct ttatcatttt cgcgtcacaa tgacgaatac
  3463021 taattaactg tccacgacac tccaatgtac aaggaccttt gaacatcgct ttctgcttca
  3463081 tacgaagttc gcttccttca gaaagaccaa aagcagctag ccttctcttt aataaataat
  3463141 ctaaagaccg catacttttt actaacactt tctcaccgat tttaatatct actaagctca
  3463201 taaccttccc cctccgaaga gaatgataat tattttcaaa agaattatag catactctat
  3463261 ttctcttgta ctataccctt ttgcttcata tttattaaca tttcgctaca attctatttc
  3463321 aattattgtc atactgtatt tgtttgccat tctcacccat ttcgcttaca ataaacaata
  3463381 acaaataaag aatttcgtta tcacaggggg agccatgccg ctgagaggga acacttcgtt
  3463441 ccgacccttc gaacctgtta gttaatgcta acgcagggat tgtgcaaacg tccgaaatac
  3463501 atacctcttt tttatttacg tatttcgtat cctcctatga tatctattct tttttgtaca
  3463561 acttggattt agggggagac aacatgcgta acaccaattt acaagcgatg atcgaatctg
  3463621 ctattcttgc agccttcgcc atggttatcg acattttacc attatcaatt aaacttccaa
  3463681 caggcggttc catctcattt gctatgattc ctatttttat tattgcatac cgctggggct
  3463741 ttaaatcagc tttcttaggt ggtttagttt ggggactatt acaaattgtc gtgggagatg
  3463801 cttacatttt aacacctgtt caagcattca ttgagtactt cattgccttt gcttttattg
  3463861 gatttgctgg cttattctat cgtccaattc aaaaagcact tttaacgtct aatgaaaata
  3463921 acttagaaca atcaaattta gatagccgta aagacaaagc ttcttcaaaa caaaacgaag
  3463981 gtaagaaagt tcttggttat attatccttg ctacatttat cggtagcttt gctcgctatt
  3464041 tctgtcactt tattgctggt atcattttct ggggacaata tgcaccgaaa gggcaatcag
  3464101 ctgtgctata ttcattaatc gtaaatggta gtacaatgat tggttcctat attctatgta
  3464161 ccgttttact tatattttta ttccttactt caccacgctt attcaagagc atcaatgctt
  3464221 atcaaataaa tgcaaacaaa aagggcgctt aataagcgct cttttttcat atcgtaatat
  3464281 caattaaaaa aacaataaat gcgcaaaaga aaataaatac cattatactt agccaattgc
  3464341 tatgcacggt tcatcgactc cttacataac ctcattttct aaacaaatta tactgattaa
  3464401 aaataaagat taggtaaaga taatatgaaa aaaataaaaa aagcgtagat catattgtct
  3464461 acgctttttt cggtaaatag aaataaaata acacaccatc ttctgtattt tctgccccat
  3464521 attcagcatc atgtagttct aaaatattct ttgaaatggc aagcccaaga cctgttcctc
  3464581 cttgcgaacg ctggcgagct gcatccacgc gataaaaacg atcccaaatt ttatctaatt
  3464641 gctcttcttc aatgtgagta cctttatttt caatacatac ttttatatga tccttctcat
  3464701 ctattgtaga aataataata tcttctttat ttggtgtata acgtatcgca ttcgtaatga
  3464761 agttcacgat gacttgttca atccggcctt gatttgcgac tacttcaaat ggacctatat
  3464821 gtttatgaac acgaagttct tttttctcta tttctacaga aaggtgttca catatagctt
  3464881 ccattactgt atcgatataa aatgggtcct ttttcatttt atatgtgcct gactcaaatt
  3464941 tagctaactc cagcatatcc aaaattaaag tatccatttt gtctacttcc cgttccatcg
  3465001 cttgaaaata gtactctttt ttatgctcag ctactccatc ttttaaaata gaaatacagc
  3465061 ttttcataat actcagcggt gtttttagtt catgcgaaac accagaaatg aattctttcc
  3465121 gcgtcttttc taactttctt tccttttcaa tatcttgttc tagctgtcca atatgggaat
  3465181 ttaatttgtt agagagtgta ttaatatttt tcgataaatc accaatttca tcttttgaag
  3465241 taatcggtat ttgttctgtg aaatctaaat gcgctatttt cttcgttgta tcatttattt
  3465301 ttaataacgg ctttgcgatt tgcttagagt aatagaacga agctagaaaa ataagaacaa
  3465361 ctacaaatgc aatgatgtaa atgtagtaat cttgcaccat ttgtacagct tcatctacag
  3465421 gctgtaaaga agccatcgca tatatatatg tgacggattc gtctttttct tttattggtt
  3465481 tgattaataa tttatattta atatcatttt tttcatagtc cattgtttgt gttgcatatt
  3465541 gtatgtgctt gctctctttc aataataaat ccgtttgaaa ttcttttatg ttatctaaaa
  3465601 agatgctatt tttataaatt ggatttatag gacctgttac atccggaagc tgaactttcg
  3465661 taacacgccc tcttatgtga acatctggtt cttgggcagc ttgctcctga actaccggct
  3465721 tcttttcctt accgaattgt tcctcagctg ctttcttttt ctcctgatct aatttactca
  3465781 ttttctcatt aaatgctttt tctaacggtt tattagatcc attcaaattt tgcttaccta
  3465841 acgaaaaaga gaatggaata aaactttctt cttttttcac tccagaaaaa taaatttctt
  3465901 ggcctaaaaa cggatttgat gatttattat caatctcttc tatattgatg agattatata
  3465961 aaggaattct gaatatttgt tgtccaaaac tcttctgttg cttgcgatct atcgtaacct
  3466021 caaaataaaa atcatccgca tgctttaaat tcccgttctg atctaatgtc gtaatccacg
  3466081 tattattttc tcttaaaaag tcttgctcca gtcgcttaat ttcttctgta tttcctgcat
  3466141 agtttaaata attcttctca aaggaattta aatttacttt aatatcttct acttttcgat
  3466201 tcgcataata ttgtttaaaa aatatcgttt gtccaataaa aatcgtcgct aaaattaaca
  3466261 tacatagcgc tgttgtgagg gtaaataact ttagtacaat cccttttttc atacattccc
  3466321 ctcaaattta taacccgttc gtactacagt tgtaatgtac tttgctttct ctcctaattt
  3466381 atttcttaaa ttacgaatat gactattaac tgttcggtcg tcaccagcaa attcatatcc
  3466441 ccaaattctt gaaattaatt gttctcgcgt taagacaatt cctggatttt tcataaaata
  3466501 cgctaatatt tcaaattctg tatgtgttaa attaatgtct gttttattta ccgtaacagt
  3466561 acgcgatgga aaatgaacat gaataccatg gattgataat atatcatctt cattctctaa
  3466621 aagttgcttt gtcacttttc tactctctaa caaccgtttc gctcttgcta ataaaattgg
  3466681 tgggctatat ggcttcgtca catagtcatc cgccccaagt tcaaatccaa gtaacgtatc
  3466741 atcttcatct acacgtgccg tcaacataat aataggaact tcggatgttt tacggattct
  3466801 tcggcaaaca gaccatccat cgagttccgg caacataata tcaagaataa ctaaatcaac
  3466861 ctcttcttct tcaaatacaa ctaaagcctc tttcccgtcc ctcgcttcaa acactacata
  3466921 ttgctcactt aaaaaatagt cttttaatat ttcacgtaat atatcttcat cttccacaat
  3466981 taaaatgttt tttgccataa cttatgtatc cccctcccgc ttttcgaaac tacaatttca
  3467041 ttttgaataa ctaccagtta acttcgcctc aataatatat ctatctggcg catcccctat
  3467101 ataatcaaat gggtaacaag tcgtcagtgt tagtatcggt tcttcttttt ttataataac
  3467161 agtacgatca tccgcatggg taatccatat tttttgaatt tcatatgtgt acgttttatt
  3467221 atcatactct aaaacaagag tgtctttttc tttcaactgt cctaaatctg taaagacagt
  3467281 atccctatgc ccacttagta cagtatgtcc tcctccagat ggcgttgtcg ttacatcact
  3467341 aacgaacatc ccaactcctt ttttcaaagt tgcatcatcc gctccccaat atatagaaaa
  3467401 cttcttcttt aatttcggta tatttaacat cgctaccttt tctccttctt tatgttctgt
  3467461 ttgagaagaa ggcacttgag aagttaccag tgtttcataa ggaagttgat tatgttgtat
  3467521 atttttaaag ctctttattt cctcattcgt taattcttgc gcagaacttt ttcctttata
  3467581 ccattccaca gcgtaatagg atcccataag tagtccgatg gccattaata tcattccgat
  3467641 ataattaagt aacttcacat ttcatccctc catgccaaaa atggtaggaa taacctacca
  3467701 tttttaatat atgaaattat cccattcttt atagggcaat attgtaatta cgccttaact
  3467761 ttattgcgac gtttcaaacc gaataacgtc cctatcccta caaggcacgc gcttagtgcc
  3467821 atcattgcta cattatttga tgcagtgttt ggtaattttt caccttgtac agctggcttt
  3467881 gctacttctt ttttagttgc agcatttttt ggttgtactt gtgctgcttc ctttttccct
  3467941 tcctcactct tttgctgagc ctttattgct tcttcttttt ttgccatatc attttttagc
  3468001 tgttcttgcg ctattctctt tttctcttct tcaatttttt gctgttcctt aatcgcggct
  3468061 tcttttttcg ctttatcttg ttgcagttgc gttgcttctt cctttgttac tgttccagta
  3468121 tccgcacttg ctactgaaga atatcctact gttaaaagtg ctattgcaca gatcggtaat
  3468181 agtttctttt tcattttatt tctctccttt tatacgtttt acatcacttc gcatcggatg
  3468241 tatcactaga ataaacaaga gatataaata taagatgcag atgaaatata tttcatttaa
  3468301 agatttcatt gtaaaaaata aaaaaacatc gcaatatata cgatgttttt tcgggtgtgt
  3468361 gtctcaatat ttacatgtta ctttcgcgtg atttagaagt agaacgggcc ggagcgataa
  3468421 ctaattgtct cggctcagtt ttctttaagt gatttttgac gttacactta cgacgttgaa
  3468481 caacccacgc tttaataggg tttgtcaaaa taatcttttg ctcttcgtta ggggtctctt
  3468541 cttcaaacct acaactatcg ctccacttac tccatttcat tgtaaattta gaagaagaat
  3468601 gatcgtcttc tcgatcaaac aagtgcaaaa aatccatttc gccagctagc attacggtgt
  3468661 tgctagttgc taaaaaagaa aaggtcgtcc aacgtttctc catgccctcc tactcctttt
  3468721 tcacatatag agtgcctaaa acttaattta cctaaaatat gcttgccttt taccttacac
  3468781 ccatagttta tccaaaacac tactatgcaa ctatcgattt cccttacaac taccttacat
  3468841 ttttgtaaga aacaaaaaac cttcactatg cctatgtgaa ggtctcttat ttcttatcta
  3468901 tatggtcttt catatcatca agtccagctt cttgcagttg tgacatcata ccatgggaaa
  3468961 ttgcgcctaa tactaaagtc attccaatta gtgaaatccg aatcgctggt acatcaatta
  3469021 tataagccaa caatccaaga acaattgtta atagtaatgc ttttataaat gttacagttg
  3469081 tgtactgttt cttcttcatt ataatcaccc tttatggaag cgttttctta atataattag
  3469141 tatatcatat catcagatga ttttgttcgt attttgtaaa aaattactat ctcctttgac
  3469201 tttttccttt ctatccttta cagtcgaaat gttcacaagt tttacactgt aggaggactc
  3469261 caatgaatat tgaaataaaa gacactttaa tttctgaaga acaattacaa gaaaaagtaa
  3469321 aagaactagc acttcaaatc gaacgtgatt ttgaaggaga agaaatcgta gtcatcgctg
  3469381 tactaaaagg atctttcgta tttgctgctg atttaattcg tcacattaaa aacgatgtaa
  3469441 caatcgactt tatttctgca tctagctacg gaaatcaaac agaaacaact ggaaaagtga
  3469501 aactattaaa agatatcgat gtaaacatta ctggaaaaaa cgtaattgtc gtagaagaca
  3469561 ttatcgattc tggtttaaca cttcacttct taaaagatca cttctttatg cataaaccaa
  3469621 aggcactcaa attctgtacg ttacttgata aacctgagcg ccgcaaagtg gatttaacag
  3469681 ctgaatatgt tggcttccaa attccagacg aatttatcgt tggctacggc atcgactgcg
  3469741 cagaaaaata tcgtaactta ccatttatcg cttcagttgt aacggaagaa tcgtataact
  3469801 taaaaagtcg atagtacata aaatttatat cggcgatttt caaaatatat cgaccgtatc
  3469861 ttaaattata tcggcgattt ttcaaatata tcgaccgtaa ctcaaattat atcggcgatt
  3469921 ttttaaatat atcgacttac cgacaataac tgacaatctt agcgccctat taataggaag
  3469981 aagctgttct gcaatacatc ggaacagctc ctttctttcc attacaaaaa aacagggaga
  3470041 gatgaaaaat gacaaagaca aaatttgaaa aagtactcct catcgtaaat ccaaaagctg
  3470101 gacaaggcga cttacataca aatttaacga aaatcgtacc acctcttgcc gcggcttttc
  3470161 ctgacttaca tatccttcat acgaaagaac aaggtgatgc aacaaaatat tgccaagagt
  3470221 ttgctagtaa agtagattta attatcgtct ttggtggtga cggcacagta tttgaatgca
  3470281 caaacggctt agcacctctt gaaattagac ctacacttgc aattattcca ggcggaactt
  3470341 gcaatgactt ctctcgcaca ctaggcgttc cgcaaaacat tgcagaagca gcaaaactta
  3470401 tcactaagga acacgtaaaa ccagttgacg ttgcaaaagc aaatggacaa catttcttaa
  3470461 acttctgggg cattggactc gtatctgaag tatcaaacaa tatcgatgca gaagaaaaag
  3470521 caaagcttgg aaaaatcggc tactacttaa gcacaattcg aactgtcaaa aatgctgaaa
  3470581 cattcccagt taaaatcact tatgacggac aagtatatga agacgaagct gttcttgtta
  3470641 tggttggcaa cggtgaatat cttggtggta ttccttcctt tattccgaac gtaaaatgtg
  3470701 atgacggaac acttgatatt ttcgtagtca aatcaacagg tattcaagca tttaaagatt
  3470761 acatcggaaa gaaactattt gaagactcaa atgaaaatga catcttccat gtaaaagcga
  3470821 aatccattca tatcgaaaca gaggaagaaa aagaagtaga tacagatgga gaaagttccc
  3470881 ttcacacacc ttgtcaaatt gaattgttgc aaggacactt tacgatgatt tataatcctg
  3470941 cggttgtata atacaaaaag acgagctaaa gttttaacat tttagctcgt cttttttatt
  3471001 agaacgatat tttaatatga attttcgtaa tcaaactcca cccaattttt ccagtgcgta
  3471061 ttagcatcct tcttcacaac aatacttgga tctttcttct ctattgcagc ggctactgat
  3471121 tggaagaatt cattttcact tactttttca tcttcaacat gtttccattc ttccgtttca
  3471181 tacgctactt cccagttgcc ttctaaatca aactcttcta aaatctcttc tttactccac
  3471241 cataataaat ttcgtgcttc attattagta gcaagcatac gcatgaagta tgttggataa
  3471301 gaatctgtcg tttttacttc tattccatta ttcacataat cctcttctgt aaattcatac
  3471361 tcaaaatgat gatcacgaat tttcacactg tcattataaa tatttggcat aaattcacct
  3471421 tcatcatcaa acaactcata ctctccatca tttaattgta aaataccatc atcaccaatt
  3471481 gaatgattta ttctatcacc gtatacttga atatcattac atacacctaa tgatcctaca
  3471541 ccgacaacct gaaacaccat taaccaatcc ttattctctt taaagaaaag agagaatttc
  3471601 acttgtgaaa tatccatata atcattatca aaagcaggaa attcatactt actttgcttt
  3471661 ttatctaata gtttcaaaat atctttttgc atctgtagca tcttcacctc tatataaact
  3471721 ttttaatttt actagagtat aacatagcta tacttacctc tgacattata ataatcctac
  3471781 ttaaaaatag cagaatggtc tatttgcata ctctagttat ttttagataa aatgaagaaa
  3471841 agaagcacct tcatataagg gagaggacat actttgttca accaacaatt agtgaattta
  3471901 cgcattgatt ttgcatttaa acaattgttt ggtacgaatg gtagtgaaga tattctcatt
  3471961 gcctttttaa acgcgatgtt acaagagtct ttagagtcac ctattgcttc tctacaatta
  3472021 gaagatccac atttacaccg agaacacgca aatgataaat tatcaattct agacatttca
  3472081 gcaacattag gcacagggac aaaagtaaat gtagaaatac agcttaataa taatcacgat
  3472141 atgatgaaac gcagtttata ttattgggga aaattatata catctcagtt acaaaaatgg
  3472201 atgccctaca gtgcacttcg taaaaccatc accattaatt tattgaactt cataatgttt
  3472261 ttagatcaca aagaatttca tacaaagggc acattgtgga atacacaaca acagaaactc
  3472321 ttgagtgatg acatagaaat tcacattgta gaaattccaa agttaacaga acagtggcat
  3472381 gaagaaaaag taaatccgtg gaaagaccca tttgctcgtt ggcttttatt gctttcagca
  3472441 aatgaggatg agcacttaac taaactattg gaggatattg ctatgaacca agaccctatt
  3472501 ttacaaaaag caataaacaa gtgggaacgt atgagtcaag attcctcttt ccgacaagcc
  3472561 tatgacgcaa gggagaaagt tttaatggat gaagcagcaa aattcgccca tgcagagaca
  3472621 gaaggtatga aaagaggcat ggaaaagggc ttagaaaaag gtatagaaca aggtatagag
  3472681 caaggtatag agcaaggtat agaacaaggt atagaacaag ggcgaaaaga aggagttcaa
  3472741 cagggaaaaa tccaaatgat taaaagtatg tatgatcttg gcataccact tgaaacgatt
  3472801 gctaaggcaa gtaaattgag tttgcaggag attgagcata ttttagaaaa taaataatga
  3472861 taaaaagacg aaagagaaca taattttcac tatgttctct ttaagcaaca gaattcagta
  3472921 taaataaatt ttcttaaaaa gaaatgaaat aatcataaaa aagcctgcag ttgttacact
  3472981 gcaggctttc aaatgtttaa taaatggatt aagctaaata tgcttgttgt aacgcctcta
  3473041 aaccatcttt ataaatgcca tggaatagat taattgcctc ttcatcagta acctctacag
  3473101 gagtgaagct accagaccat tcaactaatg atgtgttagc atctttacct tctttaacac
  3473161 gaattgtaga taaataattc gtcacaggga atggtgcttg cataattgaa tatgtgtagt
  3473221 aacgttcttt ctcattaaat acttctaaac gctctacgat cgcatcgcca tcaggattag
  3473281 ctaaatgacg tacacgtccg ccttctgtta ctttactgct agggatatat ggtaaccaat
  3473341 ctggaagtgc atcaaaacct ccaattaatt gccatacttg cttaggtgaa gctggaattt
  3473401 caatagatgt aatagtattt gccattttca ttactctcct ttttatttaa cgttaattgg
  3473461 tagtggcgca ttaactgcaa ctaatttttg ttcacgcatt tcttcccaga atgctgctgg
  3473521 aatcactgtt ttcaatgcag cttggtcttc tgcaattcgt tccggtttac ttgcaccagg
  3473581 aataacagct gcaactgctg gattagccaa tgcaaattgt aaagcagcag ctttaatact
  3473641 gattccatga cgatctgcaa ggtttttcat tttattaact tttgcaataa tttctggtga
  3473701 tgctttttgg tattcgaagt gagtacctcc agcaagaaca cctgagctat atggtccacc
  3473761 aacaacaatg tccatattgt tttttacagc cgcaggcatt acgcgttcta acgcacgctc
  3473821 gtggtctaat aatgaatagc gaccagctag taaagaaaca tttggttttg cttcttctaa
  3473881 gtccagcata agttcaatag cctctacttt atttactcca aggccccagc ctttaattac
  3473941 accttcatca cgcaattgag taagtgcacg gaatgctcct gttcgagcaa tctcaaattg
  3474001 tgaaatccac tcatctccat aaaaatcttg tgctacgtca tgaatataaa caaaatctag
  3474061 acgatctgtt tttaaacatt ttaaactatc ttcaatagaa cggagagttg cgtccgcact
  3474121 gtagtcattg ataattttat ttttacgacc aaattcgaaa agtccgcctt tttcacctaa
  3474181 atcacgtgta gatggatctt ccaattcatc tgaaataatt cgacctactt ttgtacttaa
  3474241 gaagtactca tcacgatttc ttttcgataa tgcttcacca agacgaatct ctgctaaacc
  3474301 agatccataa agtggagctg tatcaaagta acgcacacca ttatcccaag cagcatccac
  3474361 tgttgcgatt gcttcttctt ctggaatatt acggtacata ttacctagtg gtgccgtacc
  3474421 aaaaccaagt gtacctttta ataaatcttt catttaaaat ctcctcctaa aatgtattta
  3474481 aaaatgatga atggatatca attaatgtga aaagaactgc cctaaagaat tcgagcagtc
  3474541 aaagcagtac gcactttaaa gcgcgacagt tattaaaaat aacgtagatg ctttttaata
  3474601 ctgtatttct caattgcccc ttacacaagc tattatgatg tgtatttgac ataatgaaaa
  3474661 gtacgtactt taaagtgtta tagatactaa aaagtatcat atatactttt tgttttcata
  3474721 ctgctcattt ccctctcacg tatgtaatta tgtcttatct acaacacaat aaaaagtacg
  3474781 cactttaaag tgttatagat acttttaagt aacaatttta tggttaagcg tctgtagctt
  3474841 caaaaaaatg attttatata aaaaaaccac tattcttgcg gagataactg tagaaattat
  3474901 gagtggaata tagaaagttg ttactattct tcattaaaaa aggcaacaac gaactgaaat
  3474961 atgttcgttg ttgccttttg accttcttta aaatattaca ttacatttcg aacaaaaagg
  3475021 agcagaattc ccttttctaa ttttcgcatc acattttgga caatatacgt atcgttcttc
  3475081 tatcttttgt cgttctatca tatgtaaaga tactaccctc atactgcaca taatcccaat
  3475141 taatataaga ctaacaacga gtagcatacc tctcactcct cctatttaat tttaccataa
  3475201 aataacaaac ccgattctct catcgagaat cgggtttata tttacaatcc taactttgcc
  3475261 tttgcaccgt caggaatttt atctatcgtt acttgcactt tgtcatgtaa aacctttcct
  3475321 gttgtaagcc catgccaata cgaccctttt tgtaattcac ctactccatc aatcgttact
  3475381 tctttttctt tcccatcctt atcataagct ttcaccgtat attcacggcc tttatttccg
  3475441 cctaactctt ttccatcatt atcaataatt gcgtaatgat tctctatatc aagaaatggg
  3475501 ttcatctgat ctaatagctt actcccgctt aataagtatg ccgcccctgc gacgataaca
  3475561 atcattgctc caaaaataaa tcttttcatc tatattccgc ctttcattat gttttcttga
  3475621 gaacatttct aagtatagag cgcattcctt aataaaaact cgtacagttt cttaactttt
  3475681 tcttaatgta gaagaaatgt ggtatcacat ctaggtacat gaaattatat cgacgatttt
  3475741 tcaaatatat cgaacacaac tcaaaatata tcaacgattt ttcgaatata tcgacgtttc
  3475801 gacaaggaat atcgacttac cgacaaaaac tgacagtaga aacaacaaaa aaggctgtcc
  3475861 aaaatgtatt ttggaacagc ctccgctact tactcactac tgaacttctt tttacataaa
  3475921 acaaactgcc aattaaaacg acaattacgc caaaatatac gccatactct atcgcaactg
  3475981 ctacaattct ttcaatatgt tgtccgaata aagaaccgag cacgaaataa atgagtgtcc
  3476041 aaacaaatcc tgtcgtatag gaatacaaag catatatccg aaatgacatg ttattcattc
  3476101 caactaaata cggtacgata tgtcttacaa ctggtatgaa gtaacttgta actaacgcat
  3476161 aatgaccata tttctctacc atttgttgag atttcaaaag atattttgcc tttttctttt
  3476221 tcattagttt atgaagtact tttgtaccaa atattttccc tagtatataa cctaaagaaa
  3476281 gcccggatac aactcctaaa tacgttaata aaaatgcagt aatgatactt aatatcccta
  3476341 gtgaagagac aaatcctccg ctcataacaa tcatttcgtc tggaattggc ataccgataa
  3476401 tacctaacca taaacagaaa aatgacgccc aataaccata ctgctcaata taggataata
  3476461 attcatgcaa ttccattatg catatactct ccttagctct tttttacagc taaagacgta
  3476521 cgctggcgga aaattgagcc acactttttc taatgtaatt tgaggaaaga aatgctgtat
  3476581 aaatcctttt ttcacaagtg aatattgaaa tgttatgaat tccccattct catgtattgc
  3476641 ttccattgca ttatttaaaa tgcgttttga aacttcttct ggtaaagaag taaaaggcaa
  3476701 tccagataag acgtaatcaa cacattctat atggaactct tccatatact tctttatatt
  3476761 ttcagctgaa ccgtgcacaa caatgacgtt ctgttcatct ttaaactttc tctttagctc
  3476821 tttgcaaaac acttcattta tttcaataag aagaaatatt gtttcctgct tctttctctt
  3476881 cataatttct ttcgtaaaga ctcctgtacc aggccctaac tctacaatgc atttcgcttt
  3476941 attaaaatca attacatcta ccattttctt tgctaatatt tttgaacttg gcgcaactgc
  3477001 accagtatgt ttcggatgtt taataaattc gtgtaagaat gttatgagct gcatgtaaac
  3477061 ttctccccat tcgttcaata gtttgtaact tgtttctaag tataactatc gtttcttaac
  3477121 aaaaattgag gagatttctt aagattttat gaagaataaa aaacagctat cgcctatagc
  3477181 gatagctgcc cctttattac ttcgcactca caatcttata ataagagcga actgttaaga
  3477241 agtaatatcc aatataaatg acaccgtata ctccgatact aattagaagt gggatcatga
  3477301 tttcatacgg taatatgttc cctaaacctt ttagtgcaaa caagctgtgc aaaattccga
  3477361 ttactaacgg gattgcaaag ataaagctta cttgttttgc aatagctttc ttcatctctt
  3477421 gcttcgttac accgacttta tgaagaacga cgtaacgatc acgatcagca cttgcttctg
  3477481 taagctgctt gaagtaaatg attgagcctg tcgctaatag gaatactaat cctaaaaaca
  3477541 gtccgatgaa catcattaaa cccgtcgttt caagtcccgt ttggaatcct gtatagaaat
  3477601 catgaaatgg ttttaaaatt tctgattcac cagctggcat aacgcttgct aatttcgctg
  3477661 ttaactcttt actatttcgc tcacctttta catcaatatt ttttacaatg cgcgtttcgt
  3477721 ttacttgttt cgcctgctca tatgtttgat ctggaacgat tacaaatagt tcatttaagt
  3477781 ttgtaacact tctactattt acacctttaa tctttaactc tttcgattca tttccaacag
  3477841 ggaatacagc tgtatttcct gtgtaaagag gaccaaaatc aagtgtttca atatataagc
  3477901 tatcatatac aaaagcttca ttcgcactta aatttacagg ttctatatct aaatgtttcg
  3477961 cgattgtatt aaagtttgat tgagaaataa gctggtactg cttcgtaaca ttatagtgtg
  3478021 tgttcagaac ttgatccgct ctttcacctt taaatgttcc tttcacagga atcatttcaa
  3478081 attctgattc atatgtcact ggatgattat tcttttctcc agcaagtatt tcatttactt
  3478141 ttttatctaa tgcttcatct tttttctcat aagaataact atacggtgca gccacttttg
  3478201 attgcgtaaa tgtattgtaa tacatcgtaa ctgacgtacc aaccgccgtt aatgttactg
  3478261 cacttaaaat cgcaattgtc gcaagtgatt tcgcatttcc tttaatacga tatagtaatt
  3478321 gtgatgtcgt taccatattc ataccgttat aaaacgctga cttattattt cttgcacgtt
  3478381 tcaatataaa tactgtgaag aacatgaaca ataaatacgt tcctgctact gtcgctaata
  3478441 aaatgtataa tgcaacgacc ataaagtctg catacataac tgctttcatg tacattaacg
  3478501 ctaagaaata acctgaaccg attaagaaaa ctgaaattaa tgccataata acagagccct
  3478561 tcggcattgc ttctccttca cgttctgcac gaaaaagttc aattagcttg aatcgataaa
  3478621 ttagacgata tccttgaagt gatgtatata aaataatcac aaagaaaata attgctgtat
  3478681 caacaattgc agccattggt acttcaaaat gtacatttaa ttttaatccc atcatgctta
  3478741 ctagcagctc aaggaatagt tttgaaagga cactaccaat cgcaatcccg ataattaaag
  3478801 acattaatcc cattaacata ttttcataaa agagcatttt accaatctgt cttttacgaa
  3478861 tacctaataa agaatataac ccaacttctt ttttacgttt tcttgtaaag aaaccgttcg
  3478921 aatatataat aaacaccgct acgaaaataa taagcatcac actggaaact tggaatgccc
  3478981 cgctaatttt tttagaagct tccgctgctt tttccatttg tgaattatat tgcagtgctt
  3479041 taaatgtaaa gtaaataacg atactaaaaa tcatagatgc aaaatataca aagtagtctt
  3479101 taaagttccg ctgtatgttg cggagggcaa tgctagataa ggtcatcagc catacctccg
  3479161 gaaatagaag acattacgtc aacgacttgt tggaagaact gtttacgcgt taactcgccg
  3479221 cggtgcaatt ctttatataa ctcaccatct ttaatgaaaa taactcgctt acagtaactt
  3479281 gctgcaaatg catcgtgcgt caccattaaa attgtagagt tatcatactc atttaacgac
  3479341 ttcatacttt caagtaaatc tgttgctgat ttagaatcca gtgctccggt tggctcatcc
  3479401 ccgaaaatca tacttggatt tgtaacgatt gcacgtgatg ccgcgcatct ttgcttctgt
  3479461 ccaccagata cttgatatgg gaactgactt aaaatatgat caataccgaa ctttttcgag
  3479521 atttcaagaa cgcggcgatc aatttcattt gcctttactt tcgataacgc aagaggtaac
  3479581 gcaatgttct cttttaccgt taacgtatct aataagttat aatcttggaa aatgaaacct
  3479641 aaatgatcgc ggcggaataa cgctaactta tcatcattca ttttcacgat atcttttcca
  3479701 tcaattaaaa tctcaccgtt cgtcgcatta tcaattgtag aaagaacgtt tagtaaagtc
  3479761 gtcttacccg aaccagaagg tcccataatt ccaacgaact caccttcttt tacttgtagg
  3479821 ttaatccctt ttaacgctgc aaatttatta ccacccgtgt catacacttt ttcaatattt
  3479881 tttgcttcta atactgtttt catctcgaca tccctcattt catctattct ctattttcac
  3479941 tatatacatt ctctactctt gccactatcg atatttctta cacaaacatg acagttatgt
  3480001 aagtctggtg agcaaagaaa tcaaaattta acctaatgaa tcaaagtact ttgttactat
  3480061 aacattggga tatcatgcca tccattcatt ctccttacag gaacattaca attttgtaag
  3480121 gttaaaaata taccctacaa agttgtgcat gaaatgtcgg atggagctat ttttttcctg
  3480181 ctattctatt taacaaggag gttatggtta tggattcact taaaaacatg aatgcagcaa
  3480241 tgcagtatat tgaagaaaac cttacacatg aaattgattt taaggaagtc gcaaaaatag
  3480301 cttactgctc cgagtatcat ttcaaaagaa tgttttcttt cctagctggc atatcactat
  3480361 cagaatatat tcgctgcaga cgtcttactc tggctgcttt tgaactaaaa aatagcgatg
  3480421 caaaagttat tgatgtcgct ataaaatatg gctacaattc acccgattca ttctctcgtg
  3480481 cgtttcagaa cttgcacggc ataacacctt cagaggcccg aagtagtagt cattctttaa
  3480541 aagcttattc acccatgacc ttccaattat ccattcaagg aggacatgaa atgaactatc
  3480601 gaattgaaga aaaagaacca tttcaaatta taggtattac aaaacgagta ccaatcgttt
  3480661 ttaacggtgt aaatgaagaa attgcttcta tgtggaaaag tttaaatcca gaggctattc
  3480721 aaacattaaa gtccctttca aacatggaac ctactggaat cattagtgct tctactaact
  3480781 tttctgaagg acgaatggag gaaaaaggag aacttgatca ctacattgga gtagccacaa
  3480841 cgaaagattg tccagagcaa ttcgcgcaac ttgaagtcgc agcttcaaca tgggctatat
  3480901 ttgaagctgt cggtccattt cctgaaacat tacaaaatgt atggggacgt atttattccg
  3480961 aatggtttcc ttcctcaaac tatgaattag cggaaggacc ggaaatattg tggaatgaac
  3481021 agaaagatat atcttctcca aactttaaaa gtgaaatttg gataccggtt ttgaagaaat
  3481081 aaaaataaag ctgcttttcc tttttaggaa gggcagcttt gttttacatt ttagttcttt
  3481141 ttaattgtca attatatata cgcccttttt actttttacg cttttgccct atactgttta
  3481201 ttagcttatc tttcaacata atgaaaagac ttgaaacaca tgatacacta tatctacaat
  3481261 tgttttttag gaggaatata catatgtaca aaattttaat cgttgaagac gatccaaata
  3481321 tttcatcatt actacaatct cacattcaaa aatacggcta tgaagctgtt gttgcagaga
  3481381 atttcgatga tattatggaa tcgtttaacg cagtgaaacc acatcttgtt ttacttgatg
  3481441 taaacttacc gaaattcgat gggttctact ggtgccgcca aattcgtcat gaatctactt
  3481501 gtcctattat tttcatttca gctcgtgctg gtgagatgga acaaattatg gcgattgaaa
  3481561 gcggtgcgga tgattatatt acaaaaccgt tccactacga cgttgtaatg gcaaaaatta
  3481621 aaggtcaatt acgccgtatt tacggtgatt atgcgccaaa tatttctgaa cgtatcgttg
  3481681 aagtagaagg tttaaaacta ttcccagaac gccctgaaat tcacttcgga tctgagcaag
  3481741 ttcttttaac gaagaaagaa gctattttag cagaaatgtt attatctaaa tttcctcgta
  3481801 cagcgagccg tgaagattta ttagctgccc tttgggatga cgagagcttt gttgaagaaa
  3481861 acacattaaa cgtaaacatt acgcgtcttc gtaaaaagtt caatgagctt ggtattgaaa
  3481921 atgctattga aacagtgcgc ggacttgggt atcgttttaa cgcaacttgg agtgaataag
  3481981 catgaagcta tttttacgtg atcattttgc attttttcta ctgtacatat taaacttcgg
  3482041 tatcatcttc gttctttatg atgcagtaga tggatttcaa aataataaat tttacttcgt
  3482101 cgttttaagt ttatacttat ttatttgttt cctcgcttat cgttacgttc gcaatcgtag
  3482161 aatgtaccat agattaagtg agcaaccaga aaaaatggaa gatgcgttta ttgaaagagc
  3482221 aactgctccg atgcctcacg gtgtaaatga actcgtgcgt acgcagtatc gtctcttcca
  3482281 aaaagaacta caatcgtacg aagtaaaaca acaagaacat caattattca ttaaccactg
  3482341 ggtgcatcaa atgaaaacgc ccgtttctgt tatgcaactt atggtgcttg aaatggaaga
  3482401 tgaacattta attccgaaat tcaaaaaaga attagaacgt ctaaaccaag ggcttgatat
  3482461 ggctttatac atggcaaggt taaataactt ccatgaagac ttccatgttg agacgatttc
  3482521 attaaaagat acggtaacga aaaatattaa tggattaaaa gaactattta tccgaaacgg
  3482581 agtctttcct gttttagaag ttcattctga tttaaaggtt gcttctgatg cgaaatggct
  3482641 aaaatttatc atctatcagt taatgacaaa tgccgttcgt tactctggtg agcgcggaaa
  3482701 gaaagtattc ttatccgctt atcgaaacgg aaaagatatt attttagaag ttcgtgatga
  3482761 aggtgttggt attccgcaag aagatattcg acgagtattc gaaccgtttt acactgggaa
  3482821 aaatggtcgt acattcggag aatctactgg tatgggactt tatatcgtaa gtaaaatttg
  3482881 tgattattta ggtcactctg tcaaactaga ttctgaagtt ggtaaaggaa cgacgattaa
  3482941 aatcatcttc cacaacgctg caaataatca atcagaacaa acggagaagg tgaccgaagc
  3483001 atgatcgtaa catatgcaag caaaatgtat gagaactcac tctcatacat tttttgcaat
  3483061 aaaactactt ctatatcttc taaccggagg tataatttat gaccttttgg caatttgcat
  3483121 ttaaaaacgt cacgcgcaac tcgagagctt attttgctta ctttgtaagt agttcttttt
  3483181 cgattgccgt tttcttttca tttgctgttt acttattcca tccgaaatta caaaattttg
  3483241 gcattgtctc tgaaatttca ggattaatga tattttcgga agtagtaatt gtattttttc
  3483301 tttcttcttt ttactatatt ccattgggac ttttttaaaa gttagaaaaa aacaatttgg
  3483361 cgttttgacc gttttgggaa tatctagaaa acaattacat cgtctcgttt ttatggagaa
  3483421 tatgttaatc ggtattttat ctatcttttt cggcatgcag tttggacttg tcttctcgca
  3483481 atttttctta ttagtgacag caaaaattac gcgcgtacca ggcatatatt tatacttgcc
  3483541 tattaacgcg tttattttaa cgacaatcgt cttccttagt ctttttatcg ttgtatctac
  3483601 attgacaccg atgctcattc gtacaaaaaa agcggtacac cttttaaaaa taaatagtaa
  3483661 aaaacgaaaa gaaagaaaac cgtccatact tatttcttta tttggtgcaa tttgtttatt
  3483721 tggtggctat gcgttagctg gaaatcctaa atatttcgta tcagtaagcc cacaaatagg
  3483781 tgttatatat atggtttcaa gtattttcgt cattccaacg ctcgttacaa tcggtacata
  3483841 tttctttttt tcacaaatta gtttcttact tatttatatt ttaaagaaaa gaagaaagtt
  3483901 ttatatgaaa cagattaata tgctttggat ttctgattta gcaaaccgta ttcgaacgaa
  3483961 tattaatatg ctttttattg tagcaatgct atctactatc gctttcacaa tgattacgtt
  3484021 tctatatggg ttcggaaagt ttattaagct agacgttaat cgaacttctc ctttcccaat
  3484081 ttcttatttt tcttatgatg cgaatccttt tgttacagag catttaaatt ggcttgagca
  3484141 acaattacaa aaagagcatt ttccttatga gaaaataaca gctgatatat atgaaacacc
  3484201 gctagaagaa gataaaggta tagctattta taatgacgta tacgcaatta agcaaagtga
  3484261 ctataacaaa cttgcgaatt ctttacgaat gaaacaacta tttatgaatg ataacgaggc
  3484321 atatgtttta acggggacgt cttatattac tatatttaat gaatttgagc aaagctacaa
  3484381 aagagattac attacactct ctagtacaaa tacgaaatta aaagttaaag gctatgaaca
  3484441 tatcaatgca attccatctg atttttcata tcaaacgata gttttgcctg atattatcgt
  3484501 gaacaactta cctaacacag taaagcatat atcggcgtac aattacaaaa ttcaaaactg
  3484561 ggaacagacg tataaaatcg ctaatacttt tatagaaaaa gtgcaaaaag atcgaaataa
  3484621 atctcagtat gaaggacctc ttattcgatc ctttgaatca gcaggatcgt tatacagaat
  3484681 aacatctggt agtgctgcat acttcctaat cggaacattt ttaggagtta ttttcttcat
  3484741 tggagctggt agcgttcttt actttagaat gtataccgat ttgacgaacg aacaagagaa
  3484801 atatataacg atttctaaaa tcggtgtaac aggtgcagag atgaaacgat ctgcaaccat
  3484861 tcaacttagt attttatttt tcgttccgta cattatggca tccattcata caatgttcgc
  3484921 aacgaaaatg ctacaagatg taattggctt atcgttgttc aaagaagttt cagccgttct
  3484981 tattattttt ggattcgttg aaatcgtatt tttcttattc attcgttcac tttatatgca
  3485041 aaagctatca caatatacta atacacatta aaaaggttat tacatgaaaa aggcgggatc
  3485101 tcttccctcc tttttcatgc tcattatatt aggaggttta ggtgaatgac attttggcag
  3485161 tttgcattta aaaacgtctc gcggaacgcc agagcttatt tcgcctattt tgtaagcagc
  3485221 gcgttttcta ttgcaatttt tttctcattt gcagtttact tatttcatcc taaattgcat
  3485281 atgaccgacg taaattatgc tctgaacata ttaatgacaa tttcagaagt tgtcatcgta
  3485341 ttcttttcat ttttcttttt actatattca atcggtactt tcctaaaagt gcgaaaaaag
  3485401 caatttggga ttttaacagt acttggcatc tctcaaaaac aattaaaacg actcatattt
  3485461 atagaaaaca tgttaattgg tgttctttct atattttttg gcattcaact tggacttgtc
  3485521 ttttcacagt tctttttatt agttaccgcc aaaattacac atgtacctgg tttatattta
  3485581 tattggccta caagcgccat tattttaact atcatcatct ttctcggact ctttattctc
  3485641 gtatcatctt ttacaccgat gctcattcgt acgagaaaag ctgtacgtct tttaaaagaa
  3485701 ggaacaaaac aaaaagaaag aaaagcatct gtgctcatct ctctatttgg tgcgatatgt
  3485761 ttaatatcag gatatgcgtt agccgcaaat ccattatact ttctatcgct aggtgacatc
  3485821 attgggcttt tatatgccat ctctagtata tttgtcatcc catcgcttat tgcagctgga
  3485881 acatattttt tcttctcaca aattagcttt ttactcattc gtatattaaa agcgcgaaga
  3485941 acgttttata tgaaacgcat taatatgctt tggatttctg atttagcatc acgcattcga
  3486001 acgaatatta atatgctttt tattgtagcg atgctatcaa cactcgcttt tacaatgatt
  3486061 acattcttat acggttttgg gaaatttaca aagtttgatg cgataaggga aaaccctttt
  3486121 ccttttacat atttatcaca tactgaaaat acgttagcgg atgaacattt aaactggtta
  3486181 gagcagaagt tgaatgaaga acactttact tatacaaaat ttaaaacgga tatatatgaa
  3486241 gtatcttcag ctgaaaataa tacgcaactc tattacgcaa ttaaacaaag tgactataat
  3486301 gtacttgcta aggctttaaa ttgggaaaca ctcacggtaa ataaaaatga atcttatatt
  3486361 cttatgaaag acttagatga ccaagttatt ggaacacttc acaataaaga acagaaaaat
  3486421 actcttacac ttactcaaaa caatttacaa ctacaagtga aagaatataa aagttatagc
  3486481 ccattcccaa acagcttaat atatcaatta ctcatactat ctgatgaaaa tgtagaagcc
  3486541 ttatcgaccg tttccaagca aatgagtgta tataacttca aagttacaga ttgggaaaaa
  3486601 gcacataata tcggttcatc gtttataaca aaaatccata acgacaatgc agcaattcaa
  3486661 gcagagcacc ctcctttcca tgcaagtgaa gcgagcgatt ctctatataa aacaaaacta
  3486721 aatgtcgctt catttttctt aattggtact ttcttaggtg ttattttctt tatcggagct
  3486781 ggcagtgttc tttacttccg gatgtataca gatttaacaa acgagcaaga aaaatatata
  3486841 acgattacga aaattggctt aacggaaact gaaatgaaac gttcagcgac aattcagctt
  3486901 gcgattcttt tcttcgtgcc ttacattatg gcatccatcc atacgatgtt cgcgacaaag
  3486961 atgttacaag aagttttaca tctctcgttc ttcgctgaga ttacagtcgt tcttatgatt
  3487021 tttggaacag ttgaaatttt atttttcctt ttaattcgtt ccttttatat gcaaaaatta
  3487081 tcacaacaca ttaagtttta aaaaatagaa aggtgattat gatggaagaa gtattacaca
  3487141 taaaaaacgt ctcgaaagtg tatgaaggaa aagtccctca tactgcttta aaaaatataa
  3487201 atttacatgt agataaagga gaattcgttg ccattatggg tccatctggc agtggaaaat
  3487261 ctacattttt aaacgttatc tctacaattg attcgcccac ttctggggaa gtcgttatta
  3487321 acggcaaaaa gccacacaca tttcgtagag aaaaattagc tgttttccgt cgtcaagagt
  3487381 tagggtttgt tttccaaaac tttaacttac tcgatacatt aacgatcgga gaaaatatcg
  3487441 tattaccttt aacattagac aatgttcctt taaaagagat ggacaaaaag ctcgatagca
  3487501 tctcaacaaa actaggaatc gatcatattt taaacaaacg tatttttgaa gtttcaggag
  3487561 gacaagcaca gcgtactgca gtagcacgcg ccgttattca tcatccgtcc cttctccttg
  3487621 ctgatgaacc gacaggaaac ctagactcga aagcagctat tgatgtaatg gagttattta
  3487681 cgaaattaaa taaagaagaa gatgcaacga ttttaatggt tacccacgat ccgtttgcag
  3487741 caagttattg taatcgcgtt atttttatta aagatgggga gctttacaac gaactgcacc
  3487801 gaggattgta tcgtgagaag ttttatcaag aaatattaga tgttttagca ttactaggag
  3487861 gaagacgtgg atgacatttt ggcaatttgc atttaaaaat gtctcgcgta attccaaagc
  3487921 atatttcgct tattttgtga gtagcgcgtt ttcgatcatg gttttctttt catttactgt
  3487981 atacgcgtat catccacgct tacaaattat gaataaatta caggaacaag atccattgat
  3488041 gaacttagcc ggcatggcac agtttgttat cgttttgttc tcgttcttct ttctcttata
  3488101 ttctattggg acgtttttaa atgtacggaa gcaacaattt ggcgttttaa ctgttctcgg
  3488161 tatatctcaa aaacaattaa aacgtctttt gtttactgaa aatatgatta ttggaatgct
  3488221 tgctatcttt gcaggtattc aaggcggtct cgtgttctct aactttttct tactcgttac
  3488281 ttctaaatta acaaatgcaa aaggcctcta tttatattgg ccaacagaag ctattatcgt
  3488341 tacaacaata acttttatta ttttattttt catcgtctct acatttacac caatgttcat
  3488401 tcgtactcgg aaaacaactc gattacttaa aaataataaa aaagaaaaaa gcgaaaaaag
  3488461 accgtctata ctcatttcat tatttgcttt aatttgttta gggctatgct attatatcgc
  3488521 tggttatccg caaggctata taacagaaaa aatgtacaaa atggatctgt attcttaatt
  3488581 atgctatcta ttttaccgct cgtagtggtg ggaacatatt tattcttttc acaaacgttt
  3488641 cttctcttta tctttatttt gaaaaagcgg agaaagtttt atatgaagca aataaatatg
  3488701 ttatggattt cagatttagc taaccgcact cgtagtaata ttaatgtact ctttatcgtt
  3488761 tctatgctat ctgcacttgc atttacaatt attatcgcgc tatttgctat caataataat
  3488821 acgaaagcaa tgatattaga acgttttcct atccccttca catatacatc taaaggggaa
  3488881 aattcacttg aacaaaaaca tattgctaca attgaaatgg agcttacaaa tgctaatttt
  3488941 caatacagca agcatcagtc tacattgtta aaagataccg ctttaaaaga agacattact
  3489001 cttatgaaaa tgagtgatta taacacgctt gcaaaacaat taaggagacc agaaataaat
  3489061 cttgattcta cacaagttta tattatttct cgttactcac cagagctctt aaatcttgta
  3489121 tcaaatccat tcgcaaaaca aaatacaatt acaatcggat ctaataaaaa agaatttcac
  3489181 attaaaggat ttattaataa atccattgaa cccgccttcg cattccctta tttaatggtt
  3489241 gtacaagatg atgtattcaa taatatgatt cctcatattg aaacaaccat agtgtataat
  3489301 tacttcgttg aaaactggga aaatgcgatt gctcctacga aaaatatatt aaagcatatt
  3489361 agaaatgata cagataactt ctatgaggca cacaaagatg cggaaggtaa ttttcaaccc
  3489421 ccatttaata tttatacagc tgccgatgac ctgaaataca gcaaaggaaa ttcaattgct
  3489481 acgttcttta tttgggcatt tctcggtttt attttcttta tcggtgcggc tagtgtttta
  3489541 tacttccgta tgtataacga cttaacaaat gaaaagcaaa aatatattac gattacaaaa
  3489601 cttggtttaa cagaatcaga aatgtttcgc tctgcaacga ttcaattagg aattttattt
  3489661 ttcgttcctt atatcgttgc tggtattcac acattatttg cggttaagtt tttacaaagc
  3489721 atactcgctt tttctttact aaaagagtta ttaattgtac tcactttctt tgggattatc
  3489781 gagattattt tcttcttctt aatccgatct ctgtacatta ataaattatc acagcacata
  3489841 aaaatatgaa taaaatggcc ttgtgcaata cgcacaaggc cattttcaat agtttttaat
  3489901 tagcagcaat atccaccgta gccgccagca taaccgccgt aaccaccata accacaaccg
  3489961 ccgcctccgc cgaagcagct agcaccgatg atgattaata aaataaacaa tacgattaga
  3490021 agcgcaaaac cgccgccgca cccatgtctg cggttacaat catcatgtct gtgttcacac
  3490081 ttttcgctca ttactctatt cctcctttag tatcattcat aacaagttca ccttgctcta
  3490141 aatgagggga ttccatttat attatgtttt cagggcgaat cggaagcttg gcttacttaa
  3490201 aaacgggctt gttttggcaa ttgggcttca tcaaaaaaag atacctattc aggtatcttt
  3490261 taaagaaaca tattcaatac aagggcaaaa ccgaatgcaa taaatgataa caatgtctct
  3490321 agcactgtcc acgttttaaa cgtttctttt actgtcaaac ctaaatattc ttttacaagc
  3490381 cagaaacctg catcatttac gtgagaaaac attaatgagc ctgcaccggt tgctataacg
  3490441 agcaattcta aattcacacc agacatgtgc tgaataactg gtgaaacaat tcctgctgct
  3490501 gtcgttaatg ctactgttgc tgaacctgtt gcaattcgaa ttaatccagc taccatgaaa
  3490561 gctaatacga ttggtgataa cgatatatgt tctgccattt gcgcaatcgc cgttccaaca
  3490621 ccgctttcaa ttaatatttg tttaaatcca ccgcctgcac caattattaa aataatggaa
  3490681 ccgaccggta ataaactttc atccgttaat tttttaatca tctttttatt aataccttgt
  3490741 ctcatgccaa gtaaatagaa tgctgcaaaa catgaaatta ataaagcgat tactggactt
  3490801 ccgataaata caaaaaattc agtcatcttt ttcggtaatg aaatatatgg tgcaacaact
  3490861 gataaaatca tcaatacaac tggtaataaa ataataaaga atgaaacttt acgactcggt
  3490921 aaatcagttg atacagtcgt aactcgaata agctctggtt cattttcagg tataaccctt
  3490981 ttatgtaccc actttgcaaa tatcggtcct gcgataatgg ctgttggtaa cgcgataagt
  3491041 aatgaatata aaagtacctt tcctaaattc gcgttataaa taccgattgc tgtcatcgca
  3491101 cctggatgtg gtggcacgag cccatgaaca atagataatc cagcaatgac aggtaacgca
  3491161 attaataata tattttgctt cgtcgttttt cgaatggaaa taacgagtgg taataaaatg
  3491221 acgatcccca cttcaaaaaa cactggaatt cctataacaa atcctgcaaa taacatagcc
  3491281 caaggtaatt tcttcacacc gaaaaatcga ataaagaagt ctgccacttg catgccggct
  3491341 cctgaatcag acatcatttt tcctaaaatt gttccgagag ctaaaatacc aactaaatgc
  3491401 cctagtacac taccaacgcc agattcatag gcagtcacta tcttcgttaa attcagtcca
  3491461 gacataatag ctaaaaataa actagcaact gttaaactaa taaatgcatg ccatttccac
  3491521 catgatacac ctaaaatgac aattgcaatt gcaagtaatg tgacgattaa taagtatata
  3491581 tccatctccc attcccctta ctttataaaa aaagagggaa aatcccctct tttttatacg
  3491641 tcataattca ctacataatg ctgcatttct gtattgtagt agccttcgct gtattcaatt
  3491701 acttcgccaa cttcatcgta agaataacgc atacgtttta atagcgctgt cccctctttt
  3491761 tcacctaacg cttctgcaac gaaactaggc gcaagtccaa cagcaaattc atctctgaag
  3491821 ttttctaaat gaatgcctcg gtcctcgact aaatcgtaaa gcgattgcaa gtcaaagtcc
  3491881 gataaatctg tacttgccat tttcgctgaa aaatagtgcg tataatgaat atacggtgca
  3491941 tcatttaacg tatataaacg ttcaatacga aaactctctt taccgaataa tcgaaatggc
  3492001 actgttcctt cttcattctg aacgatttct gcttttaaca atttcttctg tactttatag
  3492061 ccttcttcca ctaacacttc agtaaatttc tttccctttg acagttttgt cgcagaagta
  3492121 ttgcggatga ctttcgttcc tttaccgctt ttcttttcta aatatccttc ttgagcgagt
  3492181 tctttaatcg catttcgtac tgtaatttta ctcactttga actcttcttc taactgcggt
  3492241 tcggaaggaa tattcgtatg aattgcatat acaccatgca atattcgatc acgaataatg
  3492301 ttttttattt gtaaatataa tggtcctttt ttcctcgtta cgttcaccgt tacacccact
  3492361 acctttctac atcacctact gatgccgtca ttgcccgaag tatatccttc tctgatgaca
  3492421 ttggcgtatc accgacgatt gtatgtgcaa gcattccagc tgctgacgca aatgaaacag
  3492481 ctttctctgg tgcaaactct tctatctcgc catgaataat cccgctcgta taagcatctc
  3492541 cagcacctat tctatcatat acagaaaacg taagtgtttt tgcaaaagtg aacgcaccat
  3492601 ctttacatat aaatccgcga agcgagtgtg tattatcgct attaatagag cgatgtgtac
  3492661 cagcaattgt agcgatatga tacgtttcag caacttgtgg aataaggtcc acaagttgct
  3492721 cctctcgctc tgtctcttct gttttcatcc caagaacgaa catcgcatct ttttcgttca
  3492781 tcataacgat atcagcaaga tccagcattt cttcataatg cggtttcgcc tgttcatatc
  3492841 cgtcttctcc ccaaagagat ggacgatagt tacaatcaaa aacgacagta cctccgtttt
  3492901 ctttaacagc tttcgctaaa gatttcatat gatggcgcac cgtgtcattc atcgcaagtg
  3492961 taatcccaca aaaatgaacg atatcaattt cctttgcgat ttcttcaaat tgatacattt
  3493021 cttcacatgc cgtattaaag ctactttcta atcgattcga atatgtaacg cggcttgcac
  3493081 gtgcgccaaa tccattttct aaaaagtaca tgccgacata tttaccgcct cttgaaacaa
  3493141 gcgaggtttg cacgcctaat ttttgaatgt aagataatgc agcatctcca accgaatttt
  3493201 ctggtaaagt agaaataaga aacccttcat gcccgagatg agaaagtgct gctgccacgt
  3493261 tcacacctgt accagaaaat gagtatttta atgtgttagc ttgcgacaac aattcatatc
  3493321 ctggtacttg caggcgcatc attacttcgc cgaatgctgc gattttttta cgcatattga
  3493381 tcaactaact tcttcacgac tgctaataat tcacgaacat cttctgtttt cgtattgcca
  3493441 gtttctttat caataataga agagtacacg tgcggaatca cttgctctac atttgcttca
  3493501 agcgcgatac gtaaaattgt ttcaaagttt tctttatcaa ttccgcctgt tggctccaat
  3493561 gcgaatcctt cttccgcaca agctttcgca actgcgcgat attcttcttc gtgagctagc
  3493621 cctttcattg ggaagtactt caatgaattt ccgcccatat cacgtacaag tgcgatcgct
  3493681 gttttaattg gaacgattgc tttttcttcc ccagctgcac taattggacc agtagaaata
  3493741 tttacgtacc ctacttttcc tgttggtgat actaaactat taatccagct atcttttccg
  3493801 ccaagatttg cacgtgtcgc tccaactgaa gggaacactt ggttaatatg gctaccagaa
  3493861 taatgtttcg caatttcagc tacaactgct gcttggcgat tatctcctgc tcctagtccg
  3493921 atcgatacag cgtcatcaat ttcttttccg tatgctttca tcgctgtaac tgcttcttct
  3493981 actgttggat aatcttttga taatacgcct actactacat aaccttctgc tgcttcaaaa
  3494041 atatcttttg cattttcgat attgttcgct aatacattta atgctacgcg gcctttataa
  3494101 aaacgttttt gaatgtttgt cattttagtt tccccctaca atttctctca atttttcttc
  3494161 aatcacatgt atgtcatcac cttgaagtgg acgtggatca atatcaaaga atccttgtct
  3494221 tactccgtaa tcacgtgtgt aaattgcgat ttccccttcg cgtaatgcag tcacaacgtc
  3494281 ttttgccgat ttatttaatt cattctcgtt aatatgaata cgtgctctaa agattgctct
  3494341 tcccgcttca tcttgaacga tcgttacatt tacaccgttt aattctttta gcggcataag
  3494401 tacttgtaac aactcttttt cttgctcact cttatcttct tttactccgt actcatcaag
  3494461 cgcttgaagt aagccaaatg ttgtttcttt cccaaccttc atacttcttc cgatgcaatg
  3494521 taattgcact ttcagccact caatatattt tcgtttcccg ccaacaatgc cagaagtagg
  3494581 tccttcaatc gcctttgaac cactataaat ggcaaggtct gcatacttca catatttttg
  3494641 aatgtcttct tcagctgccg catctacgat aagcggtacg ttatttcgct gcgctacttc
  3494701 ccatgcttct tcaacagaaa tcatattttt ttgcacggca tgatgggatt tcacataaag
  3494761 aatcgctgct gtattttcac caatcgcatc ttcaatatgt tctgctttcc cttcatttgc
  3494821 gtagccaact tctacaagtt ttcctccgcc taagtaaatc atcgtttcaa caggagcacc
  3494881 gtattgaaca ttatgacctt ttaacataat tacttcattt ttcgcgatga cctcttgatg
  3494941 gagtctttca cttttacggc gatttccttc tgtcacaatt gctgcgatag aaagcgcaat
  3495001 tccgctcgat gctgaattca caacaaccgc tgcctctgaa tctagaattc tcgcaatatg
  3495061 gtctcctgct ttatctacta aatcagcaat ttccacataa ttttgtcccc catgtttcat
  3495121 tgcatccata actgtatctg tcggagcgga tacacctaaa atactcattc taccactcgc
  3495181 attaatcact ctttttaatc cgtacttagc attcaatgaa tgacccattg actacaaccc
  3495241 ctttcgtatc aattcttctt tcagcaatgc gctgatcccc ttctgaatct attaacttaa
  3495301 ccttctcatc tttcaccgta aataaagtta agtttgcaat atctccttct tgaatgcggc
  3495361 caagctcagg tttcttaagc cattctgccg catgtttcgt aaccgcatca atcacttctt
  3495421 ctagcggata acctaagtaa aggaatttcg aaagaacgtg agccatacta tacactggac
  3495481 cgtgcacgcg attcttccgg taaatatctg tactaattgt atgaaaggca atatcgtgac
  3495541 gctttgctgc ctctgctact ttaaaagaaa aactagcatt accatgccca acatctaaat
  3495601 gcacaccgcg attcactgca tctagtaaca caggtagcgg tttgccttct tcatcaaata
  3495661 aattattttc tttcccgttt aagtaatgtg taataacatc atctttttct aaaagaggta
  3495721 caacttcctc aatgcgaggg ggcgctgaac cgatatgtac cataatcggt aatgatgttt
  3495781 cacgggataa atcacgcgct atatgaagcg gttcaattcc actatcacaa acgacacttt
  3495841 tactcattct cgcctttaac ccaacgatta catctttata cttttctact gcttgtatta
  3495901 ctttctcttt atcgatccat tccatattgg ataattcatc aattcgtttc aaaccgatgc
  3495961 gagaaatatt taaaaaagca aataaattcg tctttgcctg ttctctactt tttactaaat
  3496021 ctgcaatgcg atcagcaccg cagctacctg catcaacaat tgtcgttacc ccttgcttaa
  3496081 cgccaatttc gtccacctca tcgccatacg gatcaaactc tggaaaagca tgaacgtgca
  3496141 aatcaatcca accactcgat acgtaagtac ctgagtaatc aagaaccttt ccaccctcgc
  3496201 cagcaccagc tttcgtcacc tgtgcgattt tattattttc aattacaatg tcaatctctt
  3496261 ccccgttcac acgtttcaca ttacgtagta cgaatcgttc tgtcattgta cttccaccct
  3496321 tttctataag aagccataag aatacgctta cattaaagtt tcatttttta tatctctttc
  3496381 acacgtttag cgtaacacaa aaaaagagag aagtaaatat aacgttataa tgtttaagtt
  3496441 ccaataatgg agactatttg catttcgtaa attttatatg ttaagacatt tctctgtcat
  3496501 aaataaaaaa ccaaaaagca cttaaattga taggcttttt ggtgatagat aaatttataa
  3496561 aatgaaactt taatcagtgt ggattagcct tcaccaactt ttgaggtgga agccttactg
  3496621 cccgccaata gcgggctaga actaaacaat tgaattatta attaaccaat cagtaaataa
  3496681 tttatttcct tcacactcat ctagatcttt tgtacgaaca tggagaattt catatccata
  3496741 cttatcatag aatggatact tagaaaattg atgatttgat aaatcatcat agtaagaaat
  3496801 atcaaaatac actacccata aattttcatt acatacttta taagctatag cctcatatgt
  3496861 aaaaacctct tcaatatccc tgtaataaaa taaatgcata tgaatcaaat cgtcaaagtt
  3496921 atattttttc atagatataa gctccttaga cattatctaa aatatttgtg tgcaccgaca
  3496981 ttaggaggac tatgataatg taagatagga ccttttccat caatataatg ataatctatg
  3497041 gcaaaaactc ggttaccagt agctttagaa cgtacttgta ttatcattcc acccttagct
  3497101 gcttctaaaa tatattgctt cggagaattg agtgcctttt gtacatatgg acgcgcaacc
  3497161 gcccaggctt tatccgcagc agttctacct acttttgaaa ctaatactct taatgcacca
  3497221 agaacaatag caggcaagat ttcctgctta acaaccaatt cgccagtaaa aggatttttt
  3497281 tcaacaacag attcaaccct tagtttactt acttcttcct ctagttgtaa aaaaacaggg
  3497341 tcatttacta aaaaatcata ctcttttccg aaattttcaa aatcgaagtc ggaagtatca
  3497401 acctttgata aatcaatgcc tagattgatt tcagggatat actccgttac aataccatca
  3497461 tcttccgttt caatacttgc atcagcaatt gatggtaaag taaagctcag caataatgca
  3497521 gcagaaatca ttcccgtgat aaatttcttt ttcatctacc attctccctc ctaaatatgt
  3497581 aacagcagaa aacaataaaa atacactttt attatctcgc aatccaaacg ataaaacatt
  3497641 ctgaaaaatt aaactagtct attaataact ttcaatattt gttactatta atttgtataa
  3497701 aacaattatt taatgatatt taaaataaat ctcataacta attcactcga tgcaaatata
  3497761 gagcaattta tataattaat aattcctttt cgttcctatt tcaaacaatc gcctttatca
  3497821 actgattaaa aagaatgatc ttaactctca tcgatataag tagttaaaca ttttttataa
  3497881 tccgatattg tgtataaaac aacgataaag catagacaag tacctaataa aaaaatcgca
  3497941 ctttaataag cttttttagc actcctcctt ttacttgcta gtttaaaaac aatcatattt
  3498001 cgtatccatt gatttatttc gctagcttga taagtatgtg acgggagcca accagaaaaa
  3498061 aagctatcta cttcagatag ctttttctct attcctgaac cgtcacaata accccgtcca
  3498121 cattgttccc cgaaatttca tactgcttat tcaacggaac attcactttc atattacccg
  3498181 acactttata ataagaaacc gtatatttct taccttccac atcggttgtg atttcttttt
  3498241 ttcttttaag aagtctaagt attcttctaa tgtaattttc tttttttgca taattgcgct
  3498301 atgaggcaag ccgacataac gaatgtgcca cggttcatat tgaatgcctg taatatgact
  3498361 tttatttttc ggataacgta atacaaatcc gtgcttccat acattctctt caatccattt
  3498421 tccttcaggc gctttctcca ttttcttttg cgttgaacca acgtccagtg ataatcctaa
  3498481 attatgttca ctatatcctg ctggaagtgc ataatctgat cccatttctt tatataattt
  3498541 actttgctct ttaaaatctc gatacccgct attcattaag aaatgttgta caccatcttt
  3498601 tccagccgca tcgaccacgt tcaaaaactt ttttacaaca tcctttgata aacgaaggtt
  3498661 tctatcaaat attacatagc cccttactaa ttcactatta tgatttacat ttataatgtc
  3498721 agacctaata ctatcttttt ttactggata atctttgtta actaataata gatccccttt
  3498781 ataaatttgt tcttttgtaa cctctatctt ttctatattt gcattcttta ctgcaccatt
  3498841 ttccccgccg attttcacat caatttcctt ttgaaataac ggtgatatat aaacgcctac
  3498901 acagattgtg catgcgataa aaaaagaaat aaatacccac tttttcattt ctagttcctc
  3498961 cttaacgtaa cttacgtcta gaatagaaaa aactattaaa ataaaaagtg ggggaaagtt
  3499021 taaattttta ttaaattgtc aacttcttgt cttttggcaa tcgtacttca aatatcgttc
  3499081 taactacatt actttcagca gaaatcgtac cgttatgttg ctcgacaata tttttcgcaa
  3499141 taaatagtcc aaggcctgtc ccgccacggt tctcagttct cgatttatca cctgtataaa
  3499201 acatatcaaa aagatacggt aaatcttctt ctggaatgct atctccgtaa ttcataactt
  3499261 gtacgacaac ttcttcatta tcgatatacc cattcagatc aacaaattgc ccatcatatc
  3499321 cgtagcgaac ggcatttgtt aacaagtttt caaatactct agctaacaat tttccatcac
  3499381 cgttaatcgg caaatgcgga tcaacattca atctagcttc taaatgatgt ttttctaata
  3499441 acggatacaa ttcctcatct agctgtataa gcagctcact tatatcaatc ggctttttat
  3499501 ttagttgtaa cataccataa ttcatacgtg taatttcaaa taattcatca attaagcttt
  3499561 caagcctttg cgatttcgta tatgcaatcg tggaaaaatg tttaatttgt tcttttgtta
  3499621 aattctcatc tttaagaatt aaatctaaat accctaacac ggatgttaat ggtgtcctta
  3499681 aatcatgggc taaattcaca acaagctggt ctttactact ttcagcaaag tcccctcttt
  3499741 ccacagcttc ttttaacttt tcactcgcaa catttatttc acgcgcgatg tctccaaact
  3499801 catcatttga tgaaacttga actctattcg taaagttacc gttcgcaaga tgatgaatcc
  3499861 cgttagaaat ctcactaaaa tactttaaat acggttttgt caaaaagaag aaaaagataa
  3499921 tagataacgg gataaagaaa attaaaaaga agttaatgtc tccaaattcc cttacgattg
  3499981 acctaaattg tgccaaaggc tcttcatagc gaaccatcgt tttataatac aactgcaatc
  3500041 ctttataaat tatataagtt acagttgcag cgagcaccat acttaacgca aataaggcaa
  3500101 tcattttaaa tcgaaagctt ttcatcatgt tatccattga aagtataccc tactccccac
  3500161 actgttttta ttagcttatc ttttctttta tcttccccaa gctttttccg caacgtacga
  3500221 atatgtacca taactgtatt tccaccttca taataatcat ctgcccatac ttgctgaaaa
  3500281 atattttcca cattgtacac tttcttcgga tgactcgcta ataaatataa aatatcaaac
  3500341 tctttcggtg ttaactcaat ttgctctccg tacacgttca ctgttcttcg ctcaggatca
  3500401 atagtaactc cgcctacctg taaagcagat ttattctcag ctactttcgg ctgatttaat
  3500461 gtaagaaatc ggcgtaattg tgcatttaca cgcgcaacta attcaatcgg cgtaaaaggt
  3500521 ttcgtcatat aatcatctgc acctaataca agacctgtca ccttatcaaa gtccgaagtt
  3500581 ttcgcactca agaaaataat tggcatatga tgcttcgctc gaatttggcg cgtcacctca
  3500641 tacccatcca tttttggcat cataatatct aaaaccacta agtcgattgg ctgcgtttca
  3500701 ataatatgaa ttgcttcttc cccgtctgct gccttcacga cgtggtaccc ttctttttct
  3500761 aaatgtatct caattaaatc agcaatttct gcctcatcat ccgctattaa aattgaaatg
  3500821 cgcttcattt tactccccct tttatacgct cgattgtaaa ctagtctatc caatttgtac
  3500881 aatacgaaaa ggttacccgt tagagtaacc tttgtaaata aaattatatc agcgattttc
  3500941 caaatatatc gaccataact ggaattatat cggcgatttt tcaattatat cgatcgtaac
  3501001 tcgaattata tcggcgatta ttaaaatata tcgacttacc aacaattaac gacaaaatcc
  3501061 tctcgctatt ttaaagactc cacttaccgc tcaaaaacaa tccgttgctt cgtaatttcc
  3501121 gccagccttc cgcggtccac tttatactca gtatcaacac tttgcggcac catcactttc
  3501181 ccgccctcaa gcgtcacttc cggcgaaata atatccttct cccaatgtct actagaagcg
  3501241 gatatatcgc caggaatcgt aaagttcggc aatgaggcga gggcaacatt ttgcgctcgt
  3501301 gaaatcccca tctctaccat accgccgcac caaactggta tgttatgctc catacaatag
  3501361 ttatggattt ggattgattc tgttaatccg cctactcgtc ctggtttaat gttaacgatt
  3501421 tggcaactac caagtgtaat cgcaacacgc gcatcttcta aactatggat actttcgtcc
  3501481 aaacaaattg gcgtttcaat cttcttctgt agctgtgcat gatcgagaaa atcgtaatct
  3501541 gctagcggtt gctcaatcat catcaattgg aattcatcta gtcgtttcag actctccgta
  3501601 tccgctaatg tatacgctga atttgcatca gccattaacg ggatatgcgg aaactcttta
  3501661 cgaatttctt tcaataactc ataatcatgc cccggtttta ttttcacctt aaaacgctcg
  3501721 tatccttctt ccgcatactt ctcaatttgt tttaacataa ctggaatcgt attgatcccg
  3501781 atcacaacac caacttcaat ttcagacttc gttccgccaa gcaatgtcgc taacgatttc
  3501841 ttttgacgct tcgcatataa atcccaaaca gccccttcaa ttccggcctt tgccattcgg
  3501901 tttcttttta tatgctggaa caaactcggc acttcattcg gatgagaaat ttcagccttt
  3501961 aataaatccg gtaataaaaa gtcttgcagt acgtgcagcg ctgtcttcac tgtttcttcc
  3502021 gtataccacg gttcagaaaa tgcaacgact tcgccaaatc caatgtaccc gtcctcatct
  3502081 tctaattcaa tgacgatact ctcacgtttt tcatacgttc cgtagcttgc agcaaacggg
  3502141 atgacgagtg gcatttccgt tatatgaagt gtcgcttttt ttatttccac ttacatctcc
  3502201 tccactaatt gtcttaactc tcgtcttaac aattttttcg aagcatttcg tggtaattct
  3502261 tctaagaagc acgctttttt cggcacttta tatttcgcta atttctcctc gcaaaaatga
  3502321 agaatttctt cttctgttat ctctccactt tttacaacaa aagcagcggg tacttgtccc
  3502381 catttatcgt cagtcatacc gacaacacca gcttccgcta ccatcggatg agaaagcaac
  3502441 acttcttcaa tttgagccgg atatatattc tctccgccag aaataattaa atcactgcgg
  3502501 cgatctaata cgtataaaaa tccttcttca tctaaataac cgaggtcgcc agtatgaagc
  3502561 catccgtttt gaatagtctc gcgcgttgca tcttcacggt taaagtaacc gcctgttacg
  3502621 tttggtcctt ttacgacaat ctcgccttct gcaaacggcg gcactactac gccgtctttt
  3502681 tcaatacgaa gttggcattg aaatagtggt ttgccggctg atcctacttt cgttaacatg
  3502741 taatccgcgg ataacgtaca aatttgcgaa gacgtttctg tcataccgta cgtttgatat
  3502801 acaggaatcc ctttatctac acacgtttct aataacggtt tcggcgctgg tcctccgcca
  3502861 agtaacatac atcggaaaga agatggatat gttccttctc caagtcgctc taataaatca
  3502921 gttaacattt tagaaacgac agaaataatc gtaacgcctc tcgtttgaag tgctttatga
  3502981 ataaaatcag catcatattt cggaacgagt aaaatgcgca tgccgtacat aatatttttc
  3503041 attaaaagag atagcccgcc aacgtggaac atcggcatac aagctaacca gcaatcatca
  3503101 tcacgaagtc ctaaattaag cgaagaacca accgcgcttg cccagtgatt cccgtacgtt
  3503161 aaaataacgc ctttcggttt tccagtcgta cctgacgtat aaataattgt catcgcttct
  3503221 cttaaagaga attcttcttg tatagaggct tcctcttttg gtccattcat cacttcggcg
  3503281 aatgaataga caggaatatc tttagcctca aaatcttgat ctgtcactaa acaaatcact
  3503341 tcagcatcat ccatttgcca aagtagctct tctcttgaaa gacgcgtatt taaaagcaca
  3503401 gctactgcac ctacgtaaga tagggcgtga ataactgtaa tcatctccat accatttttc
  3503461 atcagaacag ccaccttttg cccacgattc actcctacat gcgtgaggtg ttcacaaaca
  3503521 gatactactt tttcatgcag ctgcataaaa gtaactttct cttcctctat ttcaattgca
  3503581 gtgcgatctg gtgttaaaaa tgcacgttgc tttaaccaat ttggcatcgt ctccatcatt
  3503641 cattctcctt tcatgaaaga aagagacttg atatgacatc aagtctctta gttgttttgt
  3503701 ttccatctca cactctggac gaaccgcttc cgcttttaat ctcatccagc tgcgcctcct
  3503761 agccccttcc gtctaagaac cttccgcaca agaaagaacc ttagccaacg gggctaaaca
  3503821 gtcggctccg cttttggttt gatcacggga aacgagggaa ttgaccgaag tccggactgc
  3503881 gtttttcttt gaacgcgtcg cgaccttctt ttgcttcgtc agttgtgtag tacaataacg
  3503941 ttgcatctcc agctagttgt tgaataccag ctagtccgtc tgtgtctgcg ttgaatgcag
  3504001 cttttaggaa gcgaagtgcc attgggctgt ttgctaagat ttcttgtgcc cattgtactg
  3504061 tttctgcttc aagttcttct aatggtacta ctgtgtttac taagcccata tcaagcgctt
  3504121 cttgagcgtt gtattgacgg cataggtacc aaatttcgcg agctttcttg tggcctacca
  3504181 tacgagctag gtaaccagct ccgtatccac cgtcaaagct tcctacttta ggacctgttt
  3504241 gtccgaatac agcgttgtct gcagcgattg ttaagtcaca tacgatatga agtacgtgtc
  3504301 ctccaccaat tgcataacct gctaccattg cgataactgg tttaggaatt gcgcgaatta
  3504361 gacgttgtag gtctaatacg tttagacgtg ggatttggtc gtcacctaca tatccaccat
  3504421 gaccgcgaac tttttggtcg ccgccagaac agaatgcacg tccaccttca cctgttaaaa
  3504481 tgataacgcc aacatttgca tcatcacgag cgtgtgcaaa agcatcgatt aactccatta
  3504541 ccgttttagg acggaatgcg ttatgtactt cagggcggtt aatcgaaatc ttcgcgatac
  3504601 cattgtatgt tgaataaata atatcttcgt aattgccttc ttttacccat tcaatagcca
  3504661 ttacaactac ctccttgtat atttctgatc tcctctataa gtgtaacttc attcttaact
  3504721 gaaaaaagca tcactgcata gtttttagaa atccctttac tattgtatca aacttttccg
  3504781 gttgttccac atgaattgca tggccagcac catcaatttt gacaaatttc gcgtcagaga
  3504841 cgcatttttc gatatttttt aatatgcgaa agaacttttc atcatactct ccgttcatta
  3504901 aaagaacaga catctttaag ttttgcagct cattccacca tgaaggctga gcccctgttc
  3504961 ccatgccgcg caagctattt gcaagtccgt ttgaattgtt agcaagtcgt tcttttcgca
  3505021 ctgcttcttg tacgttttgc gctaaacttt tttgcgtttc aaacagcgga atattttccc
  3505081 acattgttac aaaactttcg atgccttctc gctcgatttt atcggcaagt cgctcatctt
  3505141 tttcacagcg ttcttttcgc tcatcttccc tttcaagccc agctgtacaa ttttctaata
  3505201 aaagagaacg tacatattcc ggatatagac atgccatcgt aatcgctagt ctaccgccca
  3505261 ttgaatagcc aagtatgtgc gctttttcaa tatgaaggta atctagcagc tctttcattt
  3505321 gcaatgccgc atttcgaata tcataatgcg tcacatcttc agggctttct gtttttccgt
  3505381 gcccaacaat gtctactaaa ataacttgaa attgctcgct ccaagaagga acgaatgaac
  3505441 gccacgtttc catgcttccc gtaaaaccat gaagaagtag aagtggctct ccgcttccga
  3505501 ctacttcata ttcatacgat acaccttgca gcgttacgtt cattttgatt caccttgcaa
  3505561 cgatgtagta attacgtcct gtgtttttgc ccataacgta cggtgcaatg ttaagttttc
  3505621 atcacggttc gtacaaattt ccacaacgtg taaaccttct gtcgttactc ccttttgtac
  3505681 ttcttcacgg aattgctccc aaccatttac acggctaaat gaaccgccat acattgtaac
  3505741 aacatgctca taatcaagcc caatcggtgt tccaaataac gattcgaaat gttccttttt
  3505801 ctcatattgc ggtaagaatg agaaaatacc accaccgtca ttatttacaa cgacaattgt
  3505861 tatatttaat tcatgtaatt ttgcggctaa taatccattt aaatcgtgat aaaatgataa
  3505921 atcaccgatt actaatacga gcggatcgca aatcatgctc gctcctaaag ctgtcgaaat
  3505981 gattccatca atcccattta caccacggtt agccatcact tgaatatttt tatccgatgt
  3506041 gaaaaagaat gaatctgtat cacgaattgg catactatta ctcgcaaata aagttgcccc
  3506101 ttctggtaat acgcggacaa tatccgtaat gacccttcct tcaaacgccg tatcatatgt
  3506161 ttccatttca cgaagcgttt ccttcgtttt ttcgtttata tgttgccaca ttcggaacca
  3506221 atcattcttt ttcataactg gcattttttc tattagtgca ctgcaaaatg caatatcact
  3506281 tgcttgaaca acttctgttg caacgagagc tggatctctc cattgtcctg attcgtcaac
  3506341 tacgatatga acagctttcg tttgtttttt aatgaactgc gttaatgctt ttgaaacagg
  3506401 cataccaccg aagcgaatta aaacgtccgg cttccacgtt tcctttaaca gctcatttcg
  3506461 taaaaatgta tcgtaacagt cgattaccat cgttttatcg tggtgtccgc tacgaatgtt
  3506521 agaaagtgga tccgctaata ttggatatcc cgttttttca gctagttgcg ttgcaaacgc
  3506581 tgcgatttct gaatgactat catctccaca aataataagc cccttttcca tatgtgaaag
  3506641 gcgccctaca agagaatcta catattcact cggcatcacc gcgttccctt gctgaactac
  3506701 tcctgtatat tctccgcgtc ctttatccca taaactttct aatgagaagt ccgggataag
  3506761 cggttcacga actggaaaat taagatgaac aggtccttgc ggcgctaaac aagcacttgc
  3506821 tatcatgcgc tgcgttgtca agcgagcgta atgatacatc gcttcactcg cttctggaag
  3506881 tgccatctct gtaaattgct tcacaaacgt accgtataaa ttaatttgat tcatcgcttg
  3506941 tggtgcaccg acatctctta attcatgcgg tctatctgcc gttaagacga taagtggcac
  3507001 tcgtgaatga aaagcttcac atacagctgg gtaatagttc gctgctgccg ttcctgacgt
  3507061 acataataat gcaaccggac gttttttcgc ttttgcgata ccgagcgcaa aaaatcctgc
  3507121 agatctttca tctacatgta aatatgtgtt cattccttca tgttgttcca ttagtagagc
  3507181 aatcggcgtt gaccgtgagc ctggactaat gacaacatca catacattta gaagcgtcag
  3507241 ttcatccacg aacgcgccta aataatatga taatgcttct atatggttgt tcatttcatt
  3507301 aattcctcca aagcaccaag catcggtcta aacttcaaac ttgtttcttc atattcaagt
  3507361 tgtggtactg aatcaattac aattccgcaa ccggcaaata aagatgcttt ctctccattt
  3507421 aataatccac agcgaagtgc aaccgcaaat tcaccatttc cttcatcatc tatccagcca
  3507481 atcggtgcac catataatcc tctgtctaac aattcaacat cacgaattag tttcatcgct
  3507541 tctaaacgag gtgtcccgcc aagagctggt gttggatgta attcttctac catcgttaaa
  3507601 agactcgcgt caccttttgc ctctacaggc gtatataaat gaattaagtt tttcgttgtt
  3507661 aatagacctg gactttccgg aatattaacg aattcgcagt gctcatttaa taccgacctg
  3507721 atcatgttca caacataacc atgttcagct aaattctttt catcatgaag aagcgcatta
  3507781 ctatttcgct tactttcttc tatagattga ccatgactag ttgaacccgc aagacacatc
  3507841 gaagtaaact tctcatcttc tttgcgaatt aacctctctg gcgtcgctcc taagaagcat
  3507901 gcccctttat aatcaaaaga aaatacgtaa caatccggtt gcccaatgcg gagtgcttct
  3507961 aaaacaagag cagaatcaat atgatgatcc atctctactt ttagctccct cgctaataca
  3508021 accttctgca cgttcccctg cttcatctca tcttgcactt tctcaatggc cttcatccag
  3508081 cctttcggat ccacttctac tttagaagta actgttaatt ttgatccttc tagtgcacat
  3508141 ttactctcct caaaaatttt ctcttctaaa gaaacaattt cgttataaag agtttctgca
  3508201 caatctgttg ctgaaacgaa tgtattcatt gttaaccatg ctttttcatt ttttacagtt
  3508261 aataaaaatg ttggtagtga aaatgtcgta tcatcaaatt ctttccataa atctgttttc
  3508321 tctttttctt ggtcaaatga aaatccacca aataaaagag gacctgttcc aaactcgtat
  3508381 ttttcccttt gtacaaatgc tttctctttt actttatccc actcgtcacg agcagtttga
  3508441 aagcgtttgc gagaagcagt tgctatagtg aaaacagagc caattccagc aaatattaca
  3508501 tgctgcgctg ggtctgcaaa ataacatcta ttttcgaatg agatcctttt tcctgctgca
  3508561 taaaacagaa gcggatccat ccagtctatt tgttttacga agctcaccaa tattttttca
  3508621 tcagttgcac gcttaatggc cgcacttaga acttcttgca agcctatttg tttcgtttga
  3508681 atcacaattg tctcccccct atgggcgaaa aatagtcata attacgcttg attttaagat
  3508741 acacctcaaa cgaaaggcct gtcaacgttt agcatttctg agaaattcac cttctcttcc
  3508801 tagaaaataa acgttgacac taaatgatgc tttttctaca cttagttgtg tacaatatgt
  3508861 gaccaaagga ggattcaaca tggaaatgaa cgtcgaaacg aattcctctc ctacggcgcc
  3508921 aaagccaagt aagcaaacag gctggcgcat ttggtggagt ttactacgtc cccatacatt
  3508981 aacagcagct ttcgttcctg ttttcatcgg aacagcctat gcaatgcagg tcggaggtat
  3509041 aaatcaaata catctccctc ttttccttat aatgcttctt gcttgtcttc tcattcaggc
  3509101 agcaacaaac atgtttaatg aatactttga ttataaaaga ggacttgatc acgaaggttc
  3509161 agtcggtatc ggcggcgcta tcgttcgcga tggcattcag ccaaaaacag tgcttaactt
  3509221 agcatttgga tttttcggca tcgcaatact attaggtgtt tatatttgta tgaattctag
  3509281 ctggtggctt gctgcaatcg gtcttgtttg tatggccgtt gcttaccttt atacaggcgg
  3509341 tccacttcca attgcatata caccatttgg agagttaaca gccggattat ttatgggtgt
  3509401 cattattatc gggatttcat tctttattca aactggaact gtaacatcag aagtcgtgtt
  3509461 actatctatt ccaagttcca ttttaattgg tgccatttta ctagctaata acatccgtga
  3509521 cttagatggc gataaagaaa atggtcgtaa aacgttagcc attctcgttg gacgtgaaag
  3509581 agccgttggt gtacttgctt ctatgttcat cgtttcctac atttggacaa ttgctttaat
  3509641 tatcgtgggc atcgtatcac catggatgct tatcgtattt ttaagtgcac cgaaagcatt
  3509701 taaagcgacg aaaggcttta tcggcaaaag cattccaatg gaaatggtac ctgcgatgat
  3509761 agcaacagca aaaacaaata caatcttcgg tctccttatg ggaatcggat tattacttgg
  3509821 atatttcctt taaaaggagc tgctaatgcg gctccttttt catataccaa attcagctca
  3509881 taattcctac tcgcaacgct catactatgt aaagaaactg aattgtagga aggtggacga
  3509941 ctatgttaac tccacaacaa ataaatcaat ttaaatccgt tttagaaaaa caaaaacaag
  3510001 aactagagca aacgatacaa acacatgaaa atgaagatcg tgcatctgaa cgcgaatctg
  3510061 ttggagaatt gtctagctat gacaatcacc ccgctgatat ggctactgaa ttatatgagc
  3510121 gtcaaaagga cttcggactt attgagcttt ggcataaaca gctagaagat acgaaacatg
  3510181 ccctgcaaaa aatagaagcg ggtacgtacg gcatttgcga agtgtctggc gaagaaattc
  3510241 catttgaaag attagaagca atgccgactg ctacaacatg catacagcac acgacaaaca
  3510301 aattaaatat ggaaacgcga ccagttgagg aagaagtatt atccccttct tttcataagc
  3510361 acgatgaaga tcattctgtt gagtacgatg cagaagttgc gtggcaagat gttgccaatt
  3510421 atggaacgtc tgaaacgccg tctgatttag aaagacaaga ttcaaaaaac tacaatggca
  3510481 tgtacgtaaa tagcgaagag aatgtaggct acgtagagga ttttgaaaac tttatcggta
  3510541 cagatatgta tgggaaaaat ccgcaagttt tcgctacgga agagcatgaa gaatatgaac
  3510601 aaatgcttga tgactttgaa gagcgtacgt ttaagggcga attatcttca aatgagtcga
  3510661 gttccaaaga ataaaaaaaa gcattccgaa aatcggaatg ctttttatcg ctagctaatt
  3510721 agttttttgt aacgttagca gcttgtggtc cacggttacc ttcaacgatt tcgaaagaaa
  3510781 cttcttgacc ttcttctaaa gttttgaatc cgtcaccttg gatagctgag aagtgaacga
  3510841 atacatcgtc tccaccttca acttcgatga aaccgaaacc tttttcgctg ttaaaccatt
  3510901 taactttacc tgtttgcatg tcatgtacct cctaaataaa aatgaaacta tgaatccaca
  3510961 tgaaaaggtg gatataaagg acatgaatgt ataacaagct tacagccttt aattcaacgt
  3511021 gctttatttc cgtaccacat tatgtagctc aatagtgact tcactatatc acgctatatc
  3511081 aaaaacgtca aatgagaaca ctttcattcc atcatttttt tataatttta atataatgtt
  3511141 gaatttccat attcatattt tattggaaaa ttaacaaaac tatagtgttc taattctaat
  3511201 aatttctgta caatataatt actacatatt tatgaggtga aaagaatgca agcacatgaa
  3511261 atcgagtata aattatacgg cgatgatatg cagtttgttg aaattgagtt agacccagaa
  3511321 gaaagcgtta tcgcagaagc tggcgcaatg atgatgatgg aagattacat cgaaatggaa
  3511381 acaatcttcg gggatggttc tggaccatct ggaggtttat tcggaaagtt aatgggcgct
  3511441 ggtaaacgtc tcgttacagg tgaaagcatg tttatgactg tattcacaaa tacaggtcac
  3511501 ggcaaacgtc acgtatcctt tgctgctcct tatccaggta aaattattcc tgtagattta
  3511561 acagaatatc aagggaaagt agtttgtcaa aaagatgcgt ttctttgtgc cgcaaaaggc
  3511621 gtttctatcg gcattgagtt tacgaaaaaa ataggaactg gtttcttcgg tggtgaaggt
  3511681 ttcatcatgc aaaaacttga aggtgatgga cttgctttca tgcacgcagg cggaactgta
  3511741 tacaaacgtg aattaaagcc tggcgaaaaa cttcgcattg atacaggttg tctcgttgcc
  3511801 atgacaaaag acgttaatta cgatgtcgag ttcgttggaa aagtaaaaac agctctattt
  3511861 ggcggcgaag gtttattctt cgcaacgtta gaaggccctg gaacagtttg gatccagtcc
  3511921 ttaacactta gccgcttatc agcacgcctg acaagcccag ctgctcaagg cagtggtgaa
  3511981 ggtagcgttt taggtggact tggtcgttta ttagatggga aagagtaaaa agggccctta
  3512041 tggggcgctt tttattttgg taaactatac ttttactctt ttccctcacg taactaaatg
  3512101 tatacgcctc attttcaaaa ctctccaaaa gaatgaatca agtccctcac tgcatatatt
  3512161 gaactatacc ttttcttaag gaggctccct taatgcgtac tcctttatcc tttgataaag
  3512221 atactgccat actgttagct tcttgttgtg agttaacata tgaacaatat aaacaaaatg
  3512281 ggatttttga aataccaaat ggttttcaat atgtacaagg ctttcaagga aaaaccattc
  3512341 aaacgacaga atggttcgga ttcatattag aatctgagga tacgattatt gtagcttttc
  3512401 gcgggacaca aacagataca gactggatta tcgattcact cgttaaccaa aaaccatacc
  3512461 catatgcttt aaatagcgga aatgtccata acggctttct ttccatttat gagtcttgcc
  3512521 gggattctat tatggatatg ctcgtatcac taccagccca taaaaaactt cttgcaacag
  3512581 gtcatagctt aggcggcgcg cttgccacac tacatatact tgatgcgcgt atcaacaccg
  3512641 ccttcgcaca gtacggtctt tatacatttg cctccccaaa agtgggcgat attgcatttc
  3512701 gtaattatta taaactacaa gtagctagta gctttcgctt tgttaattta tttgatgtcg
  3512761 ttcctcttct ccctccgcgc aatgtccatt ttaatgaaca agactgggaa tatgcacacg
  3512821 ttcatcacaa catgactttt acaaaaaaca caaaatctat tgcaaataat catgccatga
  3512881 caacatacaa aacatgtctg acttctcatt tttaaccagt aaacaattgg aaattaaata
  3512941 tccttatact ataataatat atgaagttat ttttggatga ggggacctta catgctaaaa
  3513001 tttatctttg cactttttct cattgtaatt ttttcgttta cgggtttctt tacattttca
  3513061 tactttgcga caggagaata tgatggaaca ggtatcatat atactgctat cccatttctt
  3513121 tcttaagcaa aaaaagaaaa ccgagcttaa tgagattaag ctcggtttat ttattaattt
  3513181 caattttttt cggtaaatcg atatatctta aaaatcaccg atataaattt catatagcct
  3513241 tttccggcct agcaatctct ttaaatttgt gtaactgtat taccaatacc ccaaatctca
  3513301 ttactatact gtaaaatcgt tcgatcgctc gcaaaatgac cagattgtgc aatgtttaaa
  3513361 atcgacattt ctagccactt cgttcggttt tcataagctc taccaacagc ttcttgcctt
  3513421 tctgcatatg gaccaaaatc tcgcagaacg aaatactcat cattttgaat aacgagagaa
  3513481 tcgtaaattg cttcaaattc agctcccgac tgtgcaaaga aaccattcgt taactgatct
  3513541 actacctttt taatgtgccc attgtggtga taataatcac ttgcacgata tccaccattt
  3513601 tgatagtaat gaagaacttc ttcggccgtt aaaccgaaaa tgaaacagtt atcatcaccg
  3513661 actctatctt ttatttcaat attcgctccg tctaacgtgc cgagcgtaat cgcaccattc
  3513721 atcataaatt tcatattccc tgttccggat gcttctttac tcgctgttga aatttgttca
  3513781 ctgacatcgg ccgctgggaa tatatcttcc gctaaagaca ctcgatagtt ttctagaaag
  3513841 ataactttca tatactggct tacatacgga tcattattca ctttccttgc gagttcatta
  3513901 attaatttaa taatcttttt cgcatagtaa tagccaggtg atgctttcgc tccaaagata
  3513961 aaagtacgcg gataaaatgt aaaactagca tcctctttca aacggttata caaatataaa
  3514021 atatgaagaa cgtttaacaa ttgtcgtttg taagcatgta gtctttttac ttgcacatca
  3514081 aaaatagaat taggatcaat tgtaatcccc attgtattat gaatacgctc cgctaaaatc
  3514141 tctttacgct cttgttttac ctctgcaaat ttctcttgga aactcgcatc gtattgaact
  3514201 aattgtaact cttgaagctt aatcggttct ttcttccact ctgttccaat cgcctctgaa
  3514261 ataaggtttg tcagctgcgg attcgccttc attaaccagc gtctatgagc gattccattc
  3514321 gttttattat taaacttatc tggataaaac tcataaaaca atcgcatttc acgttgcttc
  3514381 aaaatttccg tatgaatttt tgctacaccg tttacgctat ggctaccgac aattgccaaa
  3514441 tgagccattt tcacaagatc atgcgcaata atcgccatct cttcaatacg atgccattca
  3514501 tacggataac gttcccaaag ctcatgacag aaacgttcat taatctcttc aataatcata
  3514561 taaattctcg gtaataacgg tttaaaaatg tgaattggcc acttctcaag tgcttctgat
  3514621 aacgtcgtat gattcgtata agaaatcgtt tgcgttgtta tatgccaagc ctcttcccat
  3514681 gctagctttt cttcatctaa taaaatacgc attagttctg gaatcgccaa aactggatgt
  3514741 gtatcattaa tatgaatcgc aattttttca tgtaattgac gaaggtcacc atatctttct
  3514801 ctatgcaaac gaacaatatt ttgcaagctt gctgatacga ggaaatactg ttgtttcaaa
  3514861 cgaagtattt tcccctcatc atgcgtatca tctggatata aaaactccga taccgcctct
  3514921 gtttcacgct tatatttcaa aatatctttg caattttgcg ggaaaggaac tggttccgca
  3514981 ttccaaagtc taagtgtatt tacagtactc gtctcataac ctactactgg aacatcatat
  3515041 ggtactgcca taattacttc tgcattcgta tgcctgaatt ctaaacgccc atcaatgtag
  3515101 agcggttcaa cattaccaaa ataacttacc tctacagctt gatcatgtct tcttacttcc
  3515161 catacgtttt catgaagaag ccactgttct ggaaactcaa cttgataacc atccacaatt
  3515221 ttttgatcaa ataagccgtg tttgtaacga attccacagc catgacctgg taaatctaaa
  3515281 gatgcaagtg aatcaaggaa acaggctgct aatcgtccaa gtccaccatt tccaagaccc
  3515341 gcatctgctt ccacctcttc taactgttgc aaagaaatgc caagctcaga aagtccttgc
  3515401 tcacatacat ccctgatacc taaatttaat atgttacttc caagcaaacg cccaagtaaa
  3515461 aactcaatgg ataagtaata catttgcttt cgctctccag atcgataact ttcgttcgtt
  3515521 gcaatccatt gactattcat atactcacgt accatgtacc caagcgtgtt atattgatca
  3515581 cgagttgtag agtctttgaa acttttacca tacatcgttt ctaacttttc tagaaaagct
  3515641 gatttgaaac tttcaacatg agtaaacatt tcttcaccac ctacatgtta ttccatgaga
  3515701 cttttataca atttcttata agcaagagct gatttctccc agctataatc ttcagtcatc
  3515761 gcttgtttta caagctgctc ccataccgat ttatcatgat aaaattcaat tgcacgaaga
  3515821 accgtgtgca acatatcatg tgcattaaag ttcgtgaaac tgaaaccatt tccttctcca
  3515881 gtttcttcat cataagattg taccgtatca tttaatccgc ctgtttccct tacaattgga
  3515941 atcgtaccat acgctaatgc gataagttgt ccaaggccac acggctcaaa cagtgatggc
  3516001 attaagaata aatcacttcc cgcatacact tggtgagcta actcctcatt aaagccgata
  3516061 tacactttta ccttctcagg atactcatat gccatccact caaagaattg ttcatattcc
  3516121 gaatcacctg atcctaaaat aatacattgt acatcttctt ccattatttc tcggaataca
  3516181 gtacgtacta aatcaagacc tttttgcttc gttaatctcg ttaccattga aataattggt
  3516241 gtatcttctt tttctggcaa accaaaataa cgctgcaacg cgcgtttatt ttcattcttt
  3516301 tcatataatg aatctgcatc atactgcgca gtaatatacg aatccgtttc tggattgtac
  3516361 acgctcgtat caattccatt tacaatgccg ctaagcttat cattatattt tcgcagtaat
  3516421 ccatctaact tctcaccgaa aaattcatat tgaatttctt ctttgtacgt cgggctaacc
  3516481 gctgtaattt gatcagaagc gataatgccc cccttcataa agttcacatt tccataaaac
  3516541 tctaactgct cactatgaaa atattcatca ccaagttcta acaagtcgta catcacttca
  3516601 ggaggaaata caccttggaa ctgcaagtta tgaatcgtat ataccgtttt aatatgctca
  3516661 tataacgggt tatcttgata cttttcacgc agtaaaaaat tcaccatggc tgtatgccaa
  3516721 tcatggctat gaagaacatc cacttcgaaa tcaagatgcg gaatacactc taatactgct
  3516781 ttcgagaaat aagaaaaacg ctctccatca tcataatgac catacagaga atccctctta
  3516841 aaataatatt cattatctat taagtaatac gtaatcccgt cttgctcacc ttttaaaatt
  3516901 ccacaatatt gatttctcca gccaagcggg acgttaatta ctttatgtag cgtacatcca
  3516961 tcccttaatt tttgcggaat aagactataa ttcggaagta taatgcgaac ttccacacct
  3517021 aattttttta gctcttttgg gagcgcacct gctacatcag ctaatcctcc agatttcaca
  3517081 aatggcacac attctgatac tgcaaataaa atattcactt gttgtcccac tgcacgaaaa
  3517141 gcttctacta cttcccttgc agcttcctcc cttcgagttt tcatttaaat taaaacttta
  3517201 atcagtggag gaaagacccc cactgatttc ttaagaataa ctattaatcg tactgttttg
  3517261 aacgcttcct ttttctacaa cgtatggctc atcggcgttt ccttttaaga caacaccgtc
  3517321 accaattttc acgtctttat caataataac accgtctatt atacagttat ctccaatttg
  3517381 gctcttttgc ataataatgc tattacgaac aattgaacct ttcccaattt taacagaacg
  3517441 ggagacaaca ctattttcta tttcaccttc aataatactg ccgtttgcaa tcattgtatt
  3517501 tttcacagct gcacccttta cataacgagt tggtggttca tcttttactt tcgtaaagat
  3517561 tggtgcttct ttcttaaata cttgcttcca aatagcaggt tgcaaaattt ctaagctatg
  3517621 tttatagtag ctttcaatcg aatcaataat agctacatat tctgtatgct catacgtagc
  3517681 aatatgcagt gatttccccc gcttttctct cactacatcg aataagctat attgctccat
  3517741 atctttatat gcctcaaata agtctaacaa taattgtttc tttaacacgt atgtttgaag
  3517801 cgaaacccct tcatggcaaa cttccgtaat atcagctgcc gtatgtatat gtcgctctaa
  3517861 cactgcttga aaatttaatg ctgttacgag atggctattc gtaataacga cgtactcttc
  3517921 tctgcttctt agaaaataat caatatgtct tctaaaatgt gcaaaagatc caaattcatc
  3517981 ttgatcacat tggcaatttg gcgggaataa aaacagtccg tctcgttttc tatctaaatc
  3518041 ccactgtttg cctgaaccaa cgtgatccat tagtgaacgg tttttatggc ttgtaaaaac
  3518101 tgccacacta tgaatattag aattcaccat atttgaaagc atgaaatcaa tgagtcgata
  3518161 acggccccca aacggtaacg ccgctagtga acgatgccct gttactttct ttaaggaagg
  3518221 aaaacttccc gttgcattaa taattcctaa cattttttct cccattcatt tcatccccct
  3518281 tttctatttc ccttcagcaa taagtactac atcgtcaaca ttcttttctg gacgaataat
  3518341 tgttccatct tcaataacca tttccgatcc aacaatcgct ctttcaatta caacattttt
  3518401 tccaatcttc gcccctggca taacgacaga atcaataacc atactacctt cttctaccgt
  3518461 caccccttgg aataataccg aatgcttcac atccccttca atgacgcatc cttcgttaat
  3518521 aagtgattct tctacttttg ccttttccgc aatatattga ggtggttcgt ttggattaac
  3518581 agaataaata cgccagtcac ggtcgtttaa attcagcgat gtttcatcgc gcagtaaatc
  3518641 catattcgct tcccataagc tcttcactgt accaacatct ttccaatatc cttcaaacgg
  3518701 atacgccatt agcttcttcc cttcatctaa taaaagcgga agtacatctt ttccgaaatc
  3518761 attactagat tcagggtttc ttgcatccat ttctaaatac tctttcaaaa ttgcccagtt
  3518821 aaaaatataa attcccattg atgcaagatt acttcttgga aattgcggtt tctcctcaaa
  3518881 ttcaacaatc tccatctctt cgttcgtatt cataatgcca aagcgactcg cctcatccca
  3518941 aggcacttca ataacagaaa tcgaaacatc cgcttctttc tcaatatggt aatctagcat
  3519001 tttactgtaa tccattttat aaatatggtc gcctgataaa atgagaacat actctggctc
  3519061 atattgactt aaatagttta agttttgata aatggcactt gccgtacctg tgtaccactt
  3519121 cacacctgaa gactccgcat aaggaggtaa tactgtgact ccaccgctta ctcggtctaa
  3519181 atcccacgca ttgccaattc cgatataatt atgaagttct agcggttgat attgcgttaa
  3519241 aatcccaacc gtttcaatac cagaattcgc gcagttactt agcgtaaaat caataatgcg
  3519301 atatttacca ccaaatggaa cagctggctt ggctaaattt tttgttaatg cacttaatcg
  3519361 actacctttt ccccctgcta gtaacattgc tacgcacttt tgtttttgag ccatcttgtt
  3519421 ttttgctccc ctttctcgtc ttcactggtc gtaatatgga tacgccaaat ggtggaattg
  3519481 taatttctac atgtgctgtt tgattatgat acggttcttg aaacgtctta agacgtttct
  3519541 tatttacttg ccctgatccg ccatattgct cagcatcact gtttaaaacc tcgttataat
  3519601 actcgaaatc tggtacacct actttatagt tttcatatgt agctttcgta aaattacata
  3519661 cgacaactaa cgcatcttct tgtttatccc cttggcggat aaaagagaaa atactttgct
  3519721 cattattatt agcatcaatc cactgaaatc cttcacgcga atgatcaagc tgccaaagtg
  3519781 gtttagagcg cttatacaat gctatgagct ctttaaagta atcatgcata taacgatgca
  3519841 tttcaaaatc atgtaaattc caatctaaat cttcaaggtc tttccactca tcaaactgcc
  3519901 cgaattctcc tcccatgaaa agtaatttct ttcctgggtg agtaaagaaa tatccatata
  3519961 ataaacgaag ttgagcaaac ttatcccagt agtctcctgg cattttattt aataacgact
  3520021 ttttcccatg aacgacttca tcatgagaaa gcggtaatat gaaattttca gagtaagcat
  3520081 atagtaaaga gaacgtcatt ttatcatgaa tatattttct gtactctggc gcacattcca
  3520141 tatatttcag cacgtcattc atccagccca tattccattt gtaattgaat ccaagcccac
  3520201 cttcatacgt tggagctgtt acaagtggcc aagctgttga atcctctgct gtcataagaa
  3520261 aatcttcatc ctctgcaaac accgcttcat ttaactctcg taaaaaggaa acagcgtgct
  3520321 cattactttg ctcttgtcct tctttattcc agtacagcat gttcgcaact gcatccaccc
  3520381 tgaaaccatc aatatggaaa tatcgcatcc aaaataacgc atttgaaatt aagaaattac
  3520441 gtacttccct ctttcctaaa tcaaagttaa cagttcccca tactggattt tcttgcacat
  3520501 ctttatcttt atattcataa gtcggtgtcc catcaaacaa atataaaccg tgagcatctt
  3520561 tacaaaaatg ccccggcacc caatctaaaa tgacaccgat tccatattta tgacattcat
  3520621 cgacaaaatg catcaaatca tgtggcgtgc cgaatctact cgttgctgca taatatcccg
  3520681 tcccttgata tccccaagaa cgatcatatg gatgctcaac aagcggcata atttcaatat
  3520741 gtgtaaattg atgttccacc acataaggaa tgagttcttc tgccatttct ctgtaagaat
  3520801 acagtgttcc atcttctttc tttttccaag aaccgaaatg taattcataa actgtcatcg
  3520861 cttctttata aaccgatttt ttctttttct tacggctcca gtttttatca ttccattcat
  3520921 atccctttat atcaaaaact acagatgccg tattcggtct tacttctgca tacacagcat
  3520981 acggatctgc cttaaaaatg acatcaccag ccatcgtttc aatcgcatat ttatatattt
  3521041 ctctttcttc tatatgcggt ataaataggg accaaattcc ctcttctgtc acttgcagca
  3521101 tcttatgttg ctcataatcc cattcattaa aatctccaac aacactcatt gctttcgcat
  3521161 gaggagccca tactgtaaat cgtacacctc gcatctcatc ttccgtcaca atatgtgcgc
  3521221 caaagatgtt ataactttca tagtactttt cggtatgaaa ctcatctcgt ttcacttctt
  3521281 cacaatttat tacactcaat atgctcacct cactaagatg acagaatttt ttatacttta
  3521341 ccaattctgc gaaaaactga aatatccttg ttaatttata aaaaatatac gtttttttct
  3521401 taaaaatgtt taattttttt cacatttcta tataaaatat cgaattttga cgaatattca
  3521461 ttgaaaacgc tttattttct attagtcctt caccttacta tttatttctc aacctctatt
  3521521 ttattcactt tattttcttt ttcacgttat ttactactta aaatcgtaac aaaataatct
  3521581 ttcataaaaa atatttctca acatttctca ccacaatttt attgaaatgc gaaattctta
  3521641 agtagatatt ttagttctca ataaagaatg ttaaattttc gtaaatataa ctcatactaa
  3521701 aatactgtgt ttactctatc tatatccaaa acgaaaatta gataaaaaat taaattaagg
  3521761 ttcttatgcc agtaaaacaa aaaattagag aaggaaattg gcacggcaac ggctcagctt
  3521821 atcacttaca ttcggtggtt tattcgctta tttcagtgat tccaaaacat cgagtaactc
  3521881 atttcaagct gtctaacaac aaaattagat actgaaagct acttggtcac tattattatg
  3521941 taagacctga cgaaaacctt gcaggtaatg taaatggtga tacagatatt cgcttcgtta
  3522001 aaaagaactt cttgaaaaaa ggtccagatg catctaaatc acaaacagct gctgaaaaat
  3522061 caaaaagcgg tacactggca gatattttaa agaaattggg attaacgcct aaaaaataat
  3522121 aataaagagc actctatata aagtagagtg ctcttttcta taaacgaccc tgatccagca
  3522181 aaaggggtat attggggata tacaagggaa accggaaaag gaatttatat gaaattatat
  3522241 aaattcagag gtaggaagca gtttcccgcc tctgaactat ttagcaatta ttatagtact
  3522301 ggtgccattg tttcttttaa tacttttaca gaatgagcga atttcgcttt ttcttcttca
  3522361 tttaactcaa gctctacgat ttcacgtaca ccttcacggt taatgacagc tggaacacct
  3522421 acgtaagcat ctttctcacc gtattgacct tcaaggtatg cagatacagt taatacgctg
  3522481 ttctcgttgt ttaagattgc tttagttaca cgaagtagtg acataccgat tccgtagtaa
  3522541 gttgcacctt tacgctcgat aatatggtaa gctgcatcac gtacgttttc gaaaatttta
  3522601 tctaagtctt cttgtttgta ctgttcgttg ttagctaaaa ttgtttctag tttttgtaca
  3522661 ccgatagtag cgtggctcca tactggaagt tcagtgtcac cgtgttcacc aacgatgtaa
  3522721 gcatgaacgt tacgtggatc tacatctaag tagtcaccta acatataacg gaaacgagca
  3522781 gagtctaaag tagtaccaga accgattacg cgctcttttg gtagaccaga ttctttccaa
  3522841 gttacgtaag ttaaaatatc aactgggtta gttgcgatta agaagattcc atcaaatccg
  3522901 ctatccataa taccgcgaac gatttgttta aagatctttg tatttttctc aactaagtct
  3522961 aagcgagtct cacctggctt ttgtggtaat ccagcagtga taactactaa atctgcatct
  3523021 ttacaatctg catagctacc gctccaaact tttgttggtg atggagagaa tggtaccgca
  3523081 tggcttaagt ccattgcttc cccttctgct tttgcttcat taacatctac taatacgaat
  3523141 tcttcagcta caccttggtt gatcattgag taagcgtaac tacaacctac agctcctgtt
  3523201 cctactaata ctacacgatt gatacctttt ttcatggtaa tttcccctct ctattgttca
  3523261 catatatttt ttatgattgt ttaagtaatt aattaaaata ctaatttaat gttgtttaac
  3523321 ttctttacac tcatattgta gcacgtatta ttgtgaatta cttcacaaat tatgacctat
  3523381 ttgtgaactt tttcacatag agtgtaaagt tattggatca ggtgtggaat ccatttcaat
  3523441 ggaggcgttt tctttagatt gtgaaagggt ttttctaagg tttttgtcgg taagtgaaat
  3523501 tatatcggcg attatttaaa tatatcaacg atttttataa tatatcggcg attcgacaag
  3523561 gaatatcgac ttaccgacaa aactcgacaa taatgacaac ataaaaaagc tgccttcagt
  3523621 agatcaccta ctgagagaca gcttcttcta tatattattt atttgccgcc gtagcgctta
  3523681 atacagcatg ctttgtttga acaacccgta tttcgatttt tattattcaa cggtatctaa
  3523741 taactctaca actaattcct taggatcttc ccagctatga tatatttcta agtgccattt
  3523801 cgttaataac cttgagtatc cctttttatc tattcaaagt ccacttttac acaacaaaaa
  3523861 agagatagca gattatgcta tctcttttag tatgacccgt acgggattcg aacccgtgtt
  3523921 accgccgtga aagggcggtg tcttaaccac ttgaccaacg ggccaattac tggcagagaa
  3523981 gaagggattc gaaccctcgc accgcgttcg cgatctactc ccttagcagg ggagcccctt
  3524041 gagccacttg ggtacttctc tataaatatg gctccgcagg taggactcga acctacgacc
  3524101 gatcggttaa cagccgatag ctctaccact gagctactgc ggaacaatta tggtgggcct
  3524161 aaatggactc gaaccatcga cctcacgctt atcaggcgtg cgctctaacc agctgagcta
  3524221 taggcccata attgaaaagc gggtgaagag aatcgaactc tcgaccagag cttggaaggc
  3524281 tcttgtttta ccactaaact acacccgcat taaattgtaa atggtgagcc atgaaggact
  3524341 cgaaccttcg accctctgat taaaagtcag atgctctacc aactgagcta atggctcatt
  3524401 ttgaaagtgg tgccggctag aggacttgaa cccccaacct actgattaca agtcagttgc
  3524461 tctaccaatt gagctaagcc ggcttgcgac ttcaaaatgg tggatcggga cggaatcgaa
  3524521 ccgccgacac gaggattttc agtcctctgc tctaccgact gagctaccga gcctttatgt
  3524581 aaaaatggcg gtcccgaccg gggtcgaacc ggcgatctcc tgcgtgacag gcaggcatgt
  3524641 taaccactac accacgggac cttggttgcg gggacaggat ttgaacctgc gaccttcggg
  3524701 ttatgagccc gacgagctac cagactgctc caccccgcga cgataaaata tttaattaag
  3524761 aaaaaatgga ggaggtagag ggattcgaac ccccgcgcga ctctcgccgc ctgtcggttt
  3524821 tcaagaccga tcccttcagc cgaacttggg tatacctccg agatataaac ttctaatggt
  3524881 ggaccttgta ggactcgaac ctacgaccgg acggttatga gccgtctgct ctaaccagct
  3524941 gagctaaagg tcctttatgg tagcggcgga ggggatcgaa cccccgacct cacgggtatg
  3525001 aaccatacgc tctagccagc tgagctacac cgccataaat gatattgaaa taagtggagc
  3525061 ctagcgggat cgaaccgctg acctcctgcg tgcaaggcag gcgctctccc agctgagcta
  3525121 aggccccatg ttttttggga atatcgggaa gacaggattt gaacctgcga ccccctggtc
  3525181 ccaaaccagg tgctctacca agctgagcca cttcccgtta ataaaagcgc gcccgagagg
  3525241 agtcgaaccc ctaacctctt gatccgtagt caaacgctct atccaattga gctacgggcg
  3525301 catatggtgc cgagggcggg gggtcgaacc ccgcacggtg gtcacccacc gcaggatttt
  3525361 aagtcctgtg cgtctgcctg ttccgccacc ccggcatgtc atattgaaaa ttggagcgga
  3525421 agacgggatt cgaacccgcg accccaacct tggcaaggtt gtattctacc actgaactac
  3525481 ttccgcaaga catgtatgag ttatttaatt aaaagtgcgg gtgaagggag tcgaaccccc
  3525541 acgccaaagg cgccagatcc taagtctggt gcgtctgcca attccgccac acccgcatat
  3525601 taatttattt aagaaaaatg gggcgactga tgggaatcga acccacgaat gccggagcca
  3525661 caatccggtg cgttaaccac ttcgccacaa ccgccatgat ttctggtgcc gactagagga
  3525721 cttgaacccc caacctactg attacaagtc agttgctcta ccaattgagc taagtcggct
  3525781 aaatggtgga ggatgacggg atcgaaccgc cgaccccctg cttgtaaggc aggtgctctc
  3525841 ccagctgagc taatcctcca tttgcctggc aacgtcctac tctcacaggg acaaggtccc
  3525901 aactaccatc ggcgctagag agcttaactt ccgtgttcgg tatgggaacg ggtgtggcct
  3525961 ctctgccatc attaccagac tgtattcatt taagacaaga attattgtaa cttatttaac
  3526021 tctgaaagtc aacaagtttt ttatattctt tcaaaactag ataacattgc ttcatattat
  3526081 atggttaagt cctcgatcta ttagtattcg tcagctccac atgtcaccat gcttccacct
  3526141 cgaacctatc aacctgatca tctttcaggg atcttactag cttacgctat gggaaatctc
  3526201 atcttgaggg gggcttcatg cttagatgct ttcagcactt atcccttccg cacatagcta
  3526261 cccagctatg cccttggcag aacaactggt acaccagcgg tgcgtccatc ccggtcctct
  3526321 cgtactaagg acagctcctc tcaaatttcc tacgcccacg acggataggg accgaactgt
  3526381 ctcacgacgt tctgaaccca gctcgcgtac cgctttaatg ggcgaacagc ccaacccttg
  3526441 ggaccgacta cagccccagg atgcgatgag ccgacatcga ggtgccaaac ctccccgtcg
  3526501 atgtggactc ttggggggag ataagcctgt tatccccggg gtagctttta tccgttgagc
  3526561 gatggccctt ccatgcggaa ccaccggatc actaagcccg actttcgtcc ctgctcgact
  3526621 tgtaggtctc gcagtcaagc tcccttatgc ctttgcactc tacgaatgat ttccaaccat
  3526681 tctgagggga acctttgggc gcctccgtta cactttagga ggcgaccgcc ccagtcaaac
  3526741 tgcccacctg acactgtctc ccgggtcgat aagacccgta ggttagaatt tcaatacagt
  3526801 cagggcggta tcccaccagc gcctccaccg aagctagcgc tccggtttca aaggctcccg
  3526861 cctatcctgt acaaactgta ccaaaattca atatcaggct acagtaaagc tccacggggt
  3526921 ctttccgtcc tgtcgcgggt aacctgcatc ttcacaggta ctataatttc accgagtctc
  3526981 tggttgagac agtgcccaaa tcgttacacc tttcgtgcgg gtcggaactt acccgacaag
  3527041 gaatttcgct accttaggac cgttatagtt acggccgccg tttactgggg cttcagttca
  3527101 gagcttcgct tacgctaacc cctctcctta accttccagc accgggcagg tgtcaccccc
  3527161 tatacttcgc cttacggctt cgcagagagc tgtgtttttg ctaaacagtc gcttgggcct
  3527221 attcactgcg gctttccgtt aagaaagcac cccttctccc gaagttacgg ggtcattttg
  3527281 ccgagttcct taaccagagt tctctcgcac accttaggat tctctcctcg cctacctgtg
  3527341 tcggtttgcg gtacaggcac cttttatctc gctagaagct ttcttggcag cggggaatca
  3527401 aagacttcgc tccataagga gcttccccat cacagctcag ccttcacgat aagcggattt
  3527461 gcctacttat cagcctaact gcttggacgt gcacaaccaa tcgcacgctt cttctatcct
  3527521 tctgcgtccc tccattgctc aaacgataaa gaggtggtac aggaatatca acctgttgtc
  3527581 catcgcctac gcctgtcggc ctcggcttag gtcctgacta accctgagcg gacgagcctt
  3527641 cctcaggaaa ccttaggcat tcggtggacg ggattctcac ccgtctttcg ctactcatac
  3527701 cggcattctc acttctaagc actccaccag tccttccggt ctgacttcac tgtccttaga
  3527761 acgctcccct accactgata ccattggtat caatccgcag cttcggtggt gtatttagcc
  3527821 ccggtacatt ttcggcgcag agtcactcga ctagtgagct attacgcact ctttaaatgg
  3527881 tggctgcttc taagccaaca tcctagttgt ctaagcaact ccacatcctt ttccacttaa
  3527941 tacacacttt gggaccttag ctggcggtct gggctgttcc cttttgacta cggatcttat
  3528001 cactcgcagt ctgactccta aggataagtc attggcattc ggagtttgac tgaattcggt
  3528061 aatccgatga ggacccctag tccaatcagt gctctacctc caagactctt acacttaagg
  3528121 ctagccctaa agctatttcg gggagaacca gctatctcca ggttcgattg gaatttctcc
  3528181 gctacccaca cctcatcccc gcacttttca acgtgcgtgg gttcgggcct ccattcagtg
  3528241 ttacctgaac ttcaccctgg acatgggtag atcacctggt ttcgggtcta cgaccacgta
  3528301 ctaaacgccc tattcagact cgctttcgct gcggctccgc ctcttcagct taacctcgca
  3528361 cgggatcgta actcgccagt tcattctaca aaaggcacgc catcacccgt taacgggctc
  3528421 tgactatttg taggcacacg gtttcaggat ctctttcact ccccttccgg ggtgcttttc
  3528481 acctttccct cacggtactg gttcactatc gatcactagg gagtatttag ccttgggaga
  3528541 tggtcctccc agattccgac ggaatttcac gtgttccgcc gtactcagga tacattcaag
  3528601 agagaacgaa gtttcgacta cggggttgtt accctctacg acggaccttt ccaggtcgct
  3528661 tcgtctacct cattcctttg taactccgta tagaatgtcc tacaacccca agaggcaagc
  3528721 ctcttggttt gggctatgtt ccgtttcgct cgccgctact caggaaatcg catttgcttt
  3528781 ctcttcctcc aggtacttag atgtttcagt tccctgggtc tgtcttcctt accctatgta
  3528841 ttcagataag gataccatac cattacgtat ggtgggtttc cccattcgga aatcttcgga
  3528901 tcaaagctta cttacagctc cccgaagcat atcggcgtta gtcccgtcct tcatcgactc
  3528961 ctagtgtcaa ggcatccacc gtgcgccctt tctaacttaa ccaaactaaa attaaaaaat
  3529021 atgagctaca ctgttatcta gttttcaaag aacatacgtt tatatatgag agatagttct
  3529081 ctcaaaactg aacaaaacga aacacggaaa cttatattga tgaacagcgt tcatcaattc
  3529141 tccatagaaa ggaggtgatc cagccgcacc ttccgatacg gctaccttgt tacgacttca
  3529201 ccccaatcat ctgtcccacc ttaggcggct ggctccaaaa aggttacccc accgacttcg
  3529261 ggtgttacaa actctcgtgg tgtgacgggc ggtgtgtaca aggcccggga acgtattcac
  3529321 cgcggcatgc tgatccgcga ttactagcga ttccagcttc atgtaggcga gttgcagcct
  3529381 acaatccgaa ctgagaacgg ttttatgaga ttagctccac ctcgcggtct tgcagctctt
  3529441 tgtaccgtcc attgtagcac gtgtgtagcc caggtcataa gggggcatga tgatttgacg
  3529501 tcatccccac cttcctccgg tttgtcaccg gcagtcacct tagagtgccc aactaaatga
  3529561 tggcaactaa gatcaagggt tgcgctcgtt gcgggactta acccaacatc tcacgacacg
  3529621 agctgacgac aaccatgcac cacctgtcac tctactcccg aaggagaagc cctatctcta
  3529681 gggttgtcag aggatgtcaa gacctggtaa ggttcttcgc gttgcttcga attaaaccac
  3529741 atgctccacc gcttgtgcgg gcccccgtca attcctttga gtttcagcct tgcggccgta
  3529801 ctccccaggc ggagtgctta atgcgttaac ttcagcacta aagggcggaa accctctaac
  3529861 acttagcact catcgtttac ggcgtggact accagggtat ctaatcctgt ttgctcccca
  3529921 cgctttcgcg cctcagtgtc agttacagac cagaaagtcg ccttcgccac tggtgttcct
  3529981 ccatatctct acgcatttca ccgctacaca tggaattcca ctttcctctt ctgcactcaa
  3530041 gtctcccagt ttccaatgac cctccacggt tgagccgtgg gctttcacat cagacttaag
  3530101 aaaccacctg cgcgcgcttt acgcccaata attccggata acgcttgcca cctacgtatt
  3530161 accgcggctg ctggcacgta gttagccgtg gctttctggt taggtaccgt caaggtgcca
  3530221 gcttattcaa ctagcacttg ttcttcccta acaacagagt tttacgaccc gaaagccttc
  3530281 atcactcacg cggcgttgct ccgtcagact ttcgtccatt gcggaagatt ccctactgct
  3530341 gcctcccgta ggagtctggg ccgtgtctca gtcccagtgt ggccgatcac cctctcaggt
  3530401 cggctacgca tcgttgcctt ggtgagccgt tacctcacca actagctaat gcgacgcggg
  3530461 tccatccata agtgacagcc gaagccgcct ttcaatttcg aaccatgcgg ttcaaaatgt
  3530521 tatccggtat tagccccggt ttcccggagt tatcccagtc ttatgggcag gttacccacg
  3530581 tgttactcac ccgtccgccg ctaacttcat aagagcaagc tcttaatcca ttcgctcgac
  3530641 ttgcatgtat taggcacgcc gccagcgttc atcctgagcc aggatcaaac tctcaaataa
  3530701 agttagtttg tctagcatca taaaataaaa attgacgttt cacgttgttt gtttcgttca
  3530761 gttttcaaag aactacttgg tcgctcattt gcgactccct tgtgttaaca tcttcgtttt
  3530821 tcgatgtcaa ctaagttttt taatttcttt tttgtcgttt tctgcgtttc tgcatcagcg
  3530881 acggttatta atatatcatg cagtaaaatg aaatgcaaca ccttttataa acttttttta
  3530941 aattaactac atttcttttt tattatcata tacttaaacg aaatatctct ttcatttcta
  3531001 aaagattgct acatatattc tatataaagt cactctaccc aaaaacgttt ctttctataa
  3531061 taaacgtttt atttatatac gatatcatac aaggaggaat atatatggac tataccgatt
  3531121 tattaatcaa actaggtctt tcggctattt taggattcgc catcggttta gagcgcgaat
  3531181 taaaacgtaa accacttggt ttaaaaacgt gtttagttat ttctattatt agttgcctcc
  3531241 tgacgattgt ttctattaaa gcagcttata acttaccaca taccgatcat atgaatatgg
  3531301 atccccttcg acttgccgcc caaattgtat caggaattgg ttttttaggt gctggtgtta
  3531361 ttttaagaag aggaaacgat agtattgcag gactaacgac tgccgctatg atctggggcg
  3531421 catctggtat tggtattgct gttggagccg gattctatat cgaagcaatt ttcgggatgt
  3531481 gtttccttat gattagcgtt gaacttatac cgttaacaat gaaattcgta ggacctagat
  3531541 catttcgtca acgtgatatc gtagtcaaac tcgttgtgcg aaagatggac aatatcccgg
  3531601 ttgtaattga ggaaataaaa gaaatggata taaaagtgaa gaatatgaag cttaaaacat
  3531661 tagaaaatgg ttctcattat ttacatctta aattatgtat cgatcaaaaa agacatactg
  3531721 ccgatgttta ctattctctc cagcatcttg aaagtgttca acaaactgag gtggaaagta
  3531781 tgtaacgcaa aacaaactct cttttaaaat tagagagttt ttcttttttc tataatggca
  3531841 acaatgaatg tagtcctgta aagtaaggag gaattggcaa ttgaaatccc gtccaaaatt
  3531901 agtagatgca tttcgtgatt cgattatttt tcgtttaatt tgttttattg ttgtacttac
  3531961 tgctttttcc ggctttctta tacatatatt agaaccgtcg cactttacca catggtttga
  3532021 tggaatttgg tggtcaatcg ttacgatttt cactgttggc tatggtgact ttgccccgca
  3532081 tacactaatc ggcaaactta tcggtatggg tattatttta tttggaactg gtttttgttc
  3532141 ttattatatg gttctattcg ccactgatat gattaataaa caatatatga aagttaaagg
  3532201 agaagaagct gcgacttcta acggtcatat gattattgtc ggctggaacg aacgggcaaa
  3532261 acatgttgta aaacaaatgc acatcttaca accgaacctg gatatcgttt taattgatga
  3532321 aacactttct ttactgccaa aaccatttca tcatttagaa tttataaaag gatgccccca
  3532381 tcacgatcaa acattattaa aagctaatat tacaacggct cacactatat taataactgc
  3532441 tgataaagaa aaaaacgaaa gcttagctga tacacagtcc attttaaata ttttaaccgc
  3532501 aaaagggctc aacccaaaca ttcactgcat cgctgaactt cttacttctg aacaaataca
  3532561 aaatgcaacg agagctggcg catcagaaat tatagaagga aataaattaa cgagctatgt
  3532621 atttaccgct tctcttttat tcccttccat ttcaggtgta ctattttcac tttacaatga
  3532681 aatctctgat aataaattac aactgatgga gcttccatcg tcctgcaccg gacaaacttt
  3532741 tgcaaattgt agctatactc ttttaaagca aaacattctc ttactaggta taaagcgcga
  3532801 cgaacaatat atgattaatc cagttcattc ctttgttctc attcaaagcg acatactcat
  3532861 tgttattcac cattagtaaa atgtttttct agttcttgta tgagtacttt cccaatattg
  3532921 acatattttc tttttacatc tccatctgga tctttcggct cagcaaattg atccattcca
  3532981 ctcgttccgg ctgttaaagt attaacatga tcatctagtt cgtcttgata tacgtgcgaa
  3533041 agaatatacg gcgttccaag acgaactact acaccaggta catctagttc tccatcaacc
  3533101 gctgtaaatg gcactcgtaa aaattgatag ccatcttctt catcaatttt ataatcaaag
  3533161 catcctttct cataatccca attgccgcca atgctatacc caagtggctt tattatttct
  3533221 tctaacttat ataacgcata tgtacgtccc tctaaatttg attgaatcgg aatcaagccc
  3533281 atccctccta gactttttct ttagcatacc cactctagtt tgaatatact aatggacttt
  3533341 tcgacgaaat aataaaaagc ggccggattc cggccgcttt ttattatttt aaacgctctt
  3533401 ctaattctgc ttttaattct tcaaatcctg gtttaccaag taaagcaaac atgtttttct
  3533461 tgtatgcttc tactcctggt tggtcaaatg gatttacacc taataagtag ccgctcatcg
  3533521 cacatgcttt ttcgaagaag tatacaaggt aaccgaatgt gtactcattt aattcaggaa
  3533581 tatttacgat taagtttggt actccgccat cgctatgtgc aagtaatgta ccttcgtatg
  3533641 ctttcgtgtt tacgaagtct acagtttcac cagcaaggta gtttaatcca tctaaatcgt
  3533701 tttcttctga ttcgattgtt agttcatgtg tagatttacc tactttcaga actgtttcaa
  3533761 ataaatcacg acgaccttct tgaacgtatt gacctaatga gtgtaagtca gttgagaagt
  3533821 ttgctgaaga tgggaaaata cctttttgat cttttccttc actttcacca aataactgtt
  3533881 tccaccactc agcgaagtat tgaagtgctg gctcatagtt aataagcatt tcaattgttt
  3533941 ttcctttatt gtataaagcg ttacgaacta ctgcatattg gtaagctggg ttttcttcta
  3534001 gttctgatgt tccgaagtca tcacgaccag cagctgcacc tttcatcatc tcttcaatat
  3534061 ttaagccact tactgcgatt ggtaataaac caactggcgt caatacagag aaacgtcctc
  3534121 caacatcatc tggaataacg aatgtttcgt aaccttcatt atcagctaat gtttttaatg
  3534181 caccacgtgc tttatctgtc gttgcataaa tacgtttgcg agcttcttct tttccgtact
  3534241 tttcttctaa taacttacgg aaaatacgga atgctagtgc aggctctgtc gttgtacctg
  3534301 atttggaaat aacgttaata gagaagtctt taccttctaa tacatccatt aaatctttca
  3534361 tgtaagtgga gctaatgttt tgtccaacaa atagcacttg tggagtttta cgttgttctt
  3534421 tagatagcgt attgtagaaa gaatggttta acatttcaat tgctgcacgt gctcctaggt
  3534481 aagaaccacc gatacctaca acaagtaaaa tgtcagagtc atttttaatt ttttctgcgc
  3534541 atttttgaat gcgagcgaat tcttctttgt catattgaag cggaaggtct acccacccaa
  3534601 ggaaatcgtt cccagctcca gttttttcgt ggattgcgtg atgtgttact ttcactgcat
  3534661 cacgtaaata agtgatttca tgttcaccga tgaaggataa cgctttagaa tagtcgaacg
  3534721 ttacatgtgt actcatcttt ttccctccaa ttatggatat gtatttctgt attcacttta
  3534781 gcgaaactga agttgtaaat caagcgatta ggcaattgta aacgtaacca atatatattt
  3534841 tttagaaaaa gttcattttt tgcataaaaa ttcgcatttt tcggtataga tgtatataca
  3534901 tcctgtttca aacatttttt atgtataaaa acaacataac taccccattc tataaaagag
  3534961 ttaattaact catcgcttgc tcatgcttca caattaaggg gggctttttc atgagtactt
  3535021 tgcaacgtat cgcattagtc tttactgtaa ttggcgctgt gaactgggga ttaatcgggt
  3535081 tcttccagtt tgacttagta gcagccattt tcggtggaca aaactcagct ctttcacgta
  3535141 ttatttacgg catcgtcggt atttctgggc ttatcaatct tggtttactc tttaaaccat
  3535201 cagaaaatct tggcactcac ccagaaacga acgagattcg ctagtcagta tgtctttact
  3535261 tcacctccga catacgaata tgattgcatg caatcatatt tgcaaatata tatcataaga
  3535321 taaagtaaaa gaggaacgct catatgcgtt cctcttttac tttgttaact cggactcttc
  3535381 aatccattct gttagctttt ctcgcagcgt attaaatcca ttctcagatg gattcggtat
  3535441 aagaatccgt ccttgttttc ttttcgccgc ttttaacgat aaactcattt ttctgtgttc
  3535501 ttcatcaatt gaaagtactt ttacttctac tgtatcgccg acttttaaaa agtcatgaat
  3535561 atcctttaca tatccatttg taatttcaga tatatgcaca agtccttgtg tttctgcatc
  3535621 taacgctaca aatgcaccgt aatcttgaat cccagtcact ttccctgtta caaccactcc
  3535681 tgttgtatat tgttctgaca tatgaaacac tcccatacgt ttaccatttt ctctacaatt
  3535741 gtagatagca aagcagatga tttattgtta aatatccgat tagttagtac gtaccctaag
  3535801 taaaactact ccgaatacgt ataccttata ttagtaaatt ataccactat gacaggacgc
  3535861 attcaaaatt catgaaaaaa tttccttaag taagtataat tctccaatat tagggtagaa
  3535921 tactaacaca tggctttcta gtattccccc ccttttatgg acaaaacgta ttgtgttttg
  3535981 tccttttttt attctctacg aaccgttcca ttctcttcat tgcttccata agttgttcaa
  3536041 gcgatgttgc atacgaacaa cgaataaatc cttcaccact ttcgccaaat acacttccag
  3536101 gtacaacagc cactttttct tctaataata actgttctgc aaattccgcc gaagatagtc
  3536161 cagttgaaga aatagaagga aagacataaa atgctccgcc cggcacatga catgttaatc
  3536221 ccatttcatt gaaagatgtc gtcataaaat tacggcgttt cttataacta tctctcatcc
  3536281 gaattacttc atcattcccc gcgcgtaacg cttcaagtgc tgcaaactga gacatcgtcg
  3536341 gtgcacacat catggaatat tggtgaattt tgagcattaa ttccgaaaaa taaacgggag
  3536401 ctgcaatcat accaaggcgc caccctgtca tcgcaaatcc ttttgaaaat cctgaaatta
  3536461 aaatcgtatg ctcacgcata tttttaatac tcgcgaaact tgtatatgct tcgtcgtata
  3536521 caagctctgc gtaaatttca tcagataata cgattaaatt gtacttctca acaatcactg
  3536581 ctatttcttc aagctcggac ttattcaaca ttgcacctgt tgggttattt ggtgaacaaa
  3536641 gtaaaattgc cttcgttttc gctgtaatag ctgcttcaat ttgttctggt tgtactttaa
  3536701 actcattttc taaagtagtc gccacaggaa ctggaacccc tccagctaaa gttacgagcg
  3536761 gtgcataaga aacaaagctt ggttcaataa taagtacttc atcatcagga tttataatgg
  3536821 cgcgcatcgc tacatctaac gcctgactcg ctccaactgt aacaatgatt tcatcgtttg
  3536881 gatcataaga tactgcaaat tgttttttta gatactttgc tatttcttga cggagctcca
  3536941 ataatcctgc atttgctgta tatgacgtat atccttgttc tatagaacga atacatgctt
  3537001 gcctcacatt ccaaggtgta acaaaatcag gctctcctac cccaagagaa ataacacctt
  3537061 tcatatttgc tgctaaatcg aaaaactttc gaataccaga tggttgtaga gattctgctg
  3537121 ctctagatag ttcaaattgc ttcatggtgt caccacaatt cgcttatcat catcgttttt
  3537181 ttcataaata attccctcat gtttatactt cttcaaaatg aaatgcgttg tcgtagaaac
  3537241 gacagattca attgttgcta atttctcaga aacaaacatc gctacttctc ccattgtctt
  3537301 tccttctaat gtaatagaaa gatcatatgt ccctgacatt aaatacacag actttacttc
  3537361 tgaataacga taaatttgtt cggcaactgc atcgaaccca acgccgtgct ttggtgtaac
  3537421 tttcacatcg atcattgccg ttaaacctgt atgttctttc accttcgtcc aatcgatatg
  3537481 tgtgacataa tccacgataa tcttttccgc ttctaatttt tcaaccattt tctttacttc
  3537541 ttctacttct atatttaaca gcttcgctaa tgtatctaca gataatcgac tacttttttc
  3537601 aagacaagct aataattcta actccttttc tgtcaccaca taaatcatcc ttccttttcg
  3537661 tttgtgtcta aattatacaa atacactttc cagtttgaaa agaagatttt tttagtgaat
  3537721 tatgtcaaaa taaggtgaaa cttaatcagt ggaaaaatgc gtgataaagc gaaaggggat
  3537781 ggaaccgtga aaccaaaagt ttatattgct gaaccagttc caacatttgt agaaaactat
  3537841 ttatcagaac actgtgatta tgaaaaatgg gagcaaaatg agaaggtacc tcgtgatgtt
  3537901 ctactagaga aaatacaaga taaagatggt ttattaaatt ttggatctgc tattaatgaa
  3537961 gaattattgg aggcggctcc taacttaaaa gtagtaagca acatttctgt cggttacgat
  3538021 aactttgatt tacaagcgat ggcaaagcac aatgtcatcg gaacaaatac accgtacgta
  3538081 ctagatgata cagtagctga cctcgttttc gctcttatgt tatctgctgg tcgtcgtgtt
  3538141 tgtgaactcg actcctacgt aaaaaatggt gaatggaatg ccgaaattgg aaaagaacac
  3538201 tttggtctag atgtacatca tagtacaatc ggcattatcg gtatgggccg aattggagaa
  3538261 gctgttgcaa aacgagcgaa attcggattt gatatggatg ttctttatta taaccgtcgc
  3538321 cgaaaagaag aagctgaaca aaaattcgac gctacatatt gtgatttaca gacactactc
  3538381 aaacagtctg actttattgt tcttcttact ccattaacag atgaaacgta tcaccttatc
  3538441 ggagaaaagg aattttcatt catgaaagaa acagctatct tcattaatgc ttctcgcggg
  3538501 aaaacagtcg atgaagaagc gttaatcgat gcgttaactg aaaagaaaat ctttgcagca
  3538561 ggcatcgata cgtttacaca agagccgatt caaaaagaca atccgctctt atcattacaa
  3538621 aacgttgtga ctttaccaca catcggatct gcaacattaa aaactaggca gcaaatggct
  3538681 atgaccgccg ctgaaaattt agttgcaggg ttacaaggaa aaacaccacc gaatattgtt
  3538741 cgcgggtaat atggaataaa cgaaaggcaa gatgacatcg tcatcttgcc tttttttgtt
  3538801 aacatatttt cttttctctt ggagatgata tgaacaaaaa tcaatggagt gacaaaaaat
  3538861 gaatcacgaa tatacttgtc cttatttcac tttttccact cgcggcacta cgattcatta
  3538921 cgaattgtat gaacatgata ataaaacgga acgccctact tttgtgctcg ttcacggctt
  3538981 tttatcttcc tcattcagtt accgccgtct cattccttta ctatcgaaag aaggaaccgt
  3539041 cattgctctt gatttaccac cgttcggaaa aagtgataag tctcatctat ttaagtattc
  3539101 ttatcacaat ttagcaacga ttataatcga tttaattgaa cacttatctc tctcaaatat
  3539161 tgtgttagtt ggacattcta tgggtggaca aatttctctt tatgtaaacc gtatacgtcc
  3539221 tgaattaatt tcaaagacaa ttttactatg tagctcgagt tatttagcac gcgcaaactt
  3539281 acctttaatg tattcttctt atttaccgtt ctttcattta tacgtaaaga actggattat
  3539341 acggcgcggc atcgttcata acttaatgaa tgtcgttcat gatcattcat taattgacga
  3539401 tgaaatgaag gaaggttact ctgctccttt ttatgacaac cgtatattcc ccgctttaac
  3539461 tcgtatgata cgagatcgtg aaggtgactt atcttcaact gaattacaaa aaatcgaaac
  3539521 acctacgcta ctcatttggg gtgaaaaaga tcgcgtcgtt cctgtacatg taggccatcg
  3539581 tctgcacaaa gatttaccga attcgaaatt tatttcttac gaaaacacag gacatttact
  3539641 acctgaagaa aaaccggaac atgtttatga agaaattatc gcgttttctg cgcagtaatg
  3539701 taaaaggctg tcggaaattc cgacagccta caatgaacaa cttccgcctt cttttattac
  3539761 gagtaattcc acagctaact tctcacattt ttcaagcgca ggtacttctt caaaagacat
  3539821 aaagtatata tgttgaatct tctttgcgat gtatttcgga tcatcaaaca cacttgcgac
  3539881 gttcacaaca tcgctcgctt ctgtttcata aaactccggt cccatttgaa acggatccca
  3539941 attcttcaca acctctatca tcttttcata tgtacccatt cgcttcccgc cttttcactt
  3540001 tttaatactt ttctttatcc tatcacatca gctattctat aagaagagag agaactttta
  3540061 taacttaacg gttttacaga agaagggggc aaacttatgc aactatttca taaaacagtc
  3540121 aatcgacgtg gaactcatag tataaaatgg gatacatata aaaacgaaga acttatccat
  3540181 gcttggattg cggatatgga ttttgaagta ccacaaccaa ttcaaactgc tttaaagaaa
  3540241 cgtatcgagc atcctatttt cggctataca cttcctcccg aaaatattgg cgatattatt
  3540301 tgtaactgga caaaaaaaca gtacaactgg gatattcaaa aagaatggat tgtctttagc
  3540361 gccggaatcg ttccagccct tagtacgagc atacaggcct tcacaaagga aaacgaatcc
  3540421 gttctcgtac aaccacctat ttatccccca tttttcgaaa tggtcacaac aaataacaga
  3540481 caattatgcg taagtccatt acagaaacaa aatgatacat atgcgataga cttcgagcat
  3540541 ttagaaaagc aatttcaaca aggcgtcaaa ctcatgcttc tttgcagtcc tcacaatccg
  3540601 atagggcgtg tttggaagaa agaggaacta acaaagcttg gatctttatg taccaaatat
  3540661 aatgtaatcg ttgtcgcaga tgaaattcat tccgatatta tttacgcaga tcatacacat
  3540721 acaccgttcg cttctttatc tgaagaatta gccgcgcgca cgattacttg tatggctccg
  3540781 agtaaaacat ttaatatcgc gggattacaa gcatcgatta ttatcattcc gaatgaaaaa
  3540841 ctccgtcaag cctttacatc catccaatat agacaaggct tccacggatt aaatatattc
  3540901 gcctatacag cgatgcaaag tgcctataca gaatgtaacg attggctaaa tgaaattcga
  3540961 ttctatatag aagataacgc taaattcgct tgtgaatata ttaaagatca catacctact
  3541021 ctttccgtaa tgaagccaga aggtagcttt ttattgtgga tcgattgttc tgccctaaat
  3541081 ctttctcaag acgagcgtac taaattgctt gaggaaaaag ggaaaattat cgttgaacct
  3541141 ggtgagaaat acggattagg cggcgaagaa catattggaa ttaacattgg ctgtccaaga
  3541201 tctgttttag aagaaatttt aaatagactg cgccatacgt tttcataata aaaaggaggc
  3541261 tatttgggac agcttccttt gtcaactttt gtcggtaagt cgatatattt taaaaatcgc
  3541321 tgatatattt tgagttacgg tcgatatatt ccaataatcg ccgatatatc tcaataatcg
  3541381 ctgatatctt ttcacttaca ctacacaaaa aagctaccat gcacggtagc ttttactttt
  3541441 tcttcatatc cgacgctttt tttacaatga caccacaagc aattcgatca cctgatttac
  3541501 ctgtcggttg tgtcatacca tcatcagcgt tttccgtaat aataatagac gctccatctt
  3541561 ttctatgaat cgtcgttttt ccttcttcaa gcgttatatg cggtgcatca atttctgctt
  3541621 taattttccc agaaccgtct gcaattacgt tcggtaaatc accgttttct gcacccttcg
  3541681 gattaagtag tccatgcttt ttatcatctg gattaaaatg atttccagct gattcaaaac
  3541741 gaggtgcttt acactctcca atttcgtgta catgtagtcc gtgcgggcct ggcgcgaaac
  3541801 cttccccttt aatcgtaatt ttcactccgc ttgtttgctg agttactttc gcagtcccca
  3541861 cttcatcacc tgaagcatta tgtaatttca cgtcaatttc tttcggcttt ccttggtcac
  3541921 aacctgccat cagaaatagt aaacaacaac tgaaaaaaag ccgttttttc atttcattcc
  3541981 ctccaaaata cattctgccc ttagattgtc cgagcataga gggaaacata caaaaatgag
  3542041 ttactgtttc ttttcagcta acagcttttc ttcaactttc tgtaatcgct ctgcttctcg
  3542101 ttttgataca cgaatgaaca tacgccacgt agcaatcgca ccgatgataa atagaacaca
  3542161 aacaatccct ggaataatat attctgtttt atcttccgga aaatataaag gcatcatacg
  3542221 gaacactcct tattatagga tttgaaaaaa catcagaatt ttctgttata ttaatttaaa
  3542281 ttatagttga actgattcat attctcaagg gtcgttccga aagcgaatga tttctttgac
  3542341 tccttcccgt actttcctta ctataaactt gaggtgaaaa atatgagaga aacatttgaa
  3542401 attggcgaaa tcgttactgg tatttataaa acaggaaaat acattggcga agttacaaat
  3542461 agccgacctg gcagttacgt cgtaaaagta ttagctgttt taaaacatcc ggtgcaaggt
  3542521 gacttacata acgtgaaaca agctgacgta ccatttttcc acgaaagacg tgctttagct
  3542581 ttccgtgaac agacgaacat tccagaacaa atggtgaaga aatatgaagg agaaattcca
  3542641 gattatacag attcactcaa attagcatta gaaactcaaa tgaattcatt tgctgaagat
  3542701 gattcacctt ttgcggttcg tagtctagaa acattagagc agttaaaaaa agactacaaa
  3542761 ctttaaaaaa acaaaacgac caaattacat actgtgcaat ttggtcgtta ctgtgtgctc
  3542821 actttcttta acacttttga aaaatcaacg agttcgccta atgttggagg tgctggtttc
  3542881 actaaatact ctttatcttt ttctactaat ttaaaaatat tatacgtcgt catcgcatca
  3542941 tctagcgcac aatgatgctt acccgtccct acttttccat acgcttcaat tgctttccac
  3543001 aatcctgttt gatttctctc accaaaaaac ttcttatact caagcgataa atcacggcac
  3543061 tgtcctagga acggaaaatc tacccctgct ttttcacaat tatgcttcaa cactttcata
  3543121 tccatatttc cccacgtaac aatggtcggt ttacatctct tttcatattc tgcgagtttt
  3543181 tcaacgagtt ctgaaaatga aatcccttta tctacgactt cttgtttaat ccctaaaaat
  3543241 ttcttacatc gatccgttaa agaaggaaaa gtcttcggcc taacatgagc tgaatacgta
  3543301 tcttctacct tacagccaac aaccgaaacg agtcctacct caataatctc cgggaaaaat
  3543361 ccttttggtt ttttctgtgc tggggcatcg taaactcaaa atccaaaaat aaaaatcgtt
  3543421 gttcatccat acgatccctt ccttatcatc tttgtcattc ctttctattt gacactccta
  3543481 tacgaacaag ctcgaatgct aattccattt taaatattca gattggatgt atcttatata
  3543541 tatgtcaaat acccgcaaat atttttaaaa atacgaaaaa gtaacagttg cagaaaatat
  3543601 aacaaaataa gccctttcat ttacatccga caattttcta atttataatg acgttatgtg
  3543661 tgtttcatct agttaatttt tgacacacta agaaaagtga atgaaaggag atgagagttt
  3543721 tgcacgaaac aacgcaagag ctcgtaaatt ggcagtatta ttttgctatc gcagtctttt
  3543781 taattacata tgccattatt atttctgaaa aaatcaatcg cgctgtcatc gcacttctcg
  3543841 gtgcagcact catggtaatt atgggggtcg ttgatttaca caacgccttt acgaaacata
  3543901 ttgaatgggg gacgattaca ctactcatcg gtatgatgat tttggtgaac attacgagta
  3543961 aatcgggcgt cttccaatac gttgccatta aagcagcaaa aggagcgcaa ggaaatccaa
  3544021 ttaaaatttt aatttcactt tccttactta ctgcgcttgg ttccgcattt ttagataacg
  3544081 ttacaactgt acttcttgtt gttccagtta ctttatctat tacgcgcata ctgcaagtaa
  3544141 atcctgttcc ttatttactt tctgaaatta ttttttcaaa cattggggga acagcaacat
  3544201 taattggtga tccacctaat attatgattg gttctgcaaa taagcattta gacttcaatg
  3544261 cattcttgat aaacttagcg ccaatcgtaa ttattattat tgcagtgaca gcagtcatac
  3544321 tttacttcat gtaccgtaaa caattaattg ctgatcctgt acaagttaag aaattaatga
  3544381 gcctagatga aaaacaatac attaaagatc cagtattaat gaaaaaatct ttaacagtac
  3544441 ttggacttac aattgtaggt ttcatgactc attcgatttt ccacattgat gcagctatca
  3544501 tcgctttaac tggtgctact gtacttatgc taattgctgt gaaagaacat gaatttgaag
  3544561 aggtatttgc aagtgtagaa tgggtaacaa tcttcttctt cgcaggacta ttcgtactcg
  3544621 ttggaggact tatcgatatc ggccttatta aaatgctagc tcaaaaagta attggcataa
  3544681 caggcggaga tatttcttac gcatctatcc ttattttatg ggtgtctggt atcgcctctg
  3544741 caacaattga taacatccca ttcgttgcaa caatgatccc acttattaac gatatggcag
  3544801 ttgggctagg tttatcacct tctgacgcac aaatcgacgt attatggtgg gcattagcat
  3544861 taggtgcttg tctgggcgga aacggaacat taatcggagc ttcagctaac gtaattgtcg
  3544921 caggtatcgc aagccgcgaa ggacataaat ttagctacat ggacttccta aaagtcggtt
  3544981 tcccaattat gatcgtttca ttaatcattt ctcatattta tatttattta cgctacctta
  3545041 tgtagtagaa aaagcgctct gataatcagg gcgctttttt cattacacat atttaaaata
  3545101 gacctactcg ttatacctca ccggctcatt tcgaataatg aacaagtgaa tcggcaagaa
  3545161 caccgaaaat gtgatgacat gaataatcgt aaataatata gagttcgttc catatctgtc
  3545221 taagatagcg tagatgagat aaatggacaa cacaatcgat acagctgttg ctattaaata
  3545281 taaaattggt acgaaattaa aaatgaaaca tgcgacatat ataccgaata ctttccatcc
  3545341 tgcttcttct ttcaagaaat ctggtaattt atctttcgct aaatcacccc atattttact
  3545401 atttaaaaaa ggaataaatg caagaacgcc atccgttgca ccgtcatttt tcgccatcgt
  3545461 atacagtgca aaagccgtta acaaatacgc aataactgcc caaatcaata taacaagaat
  3545521 aaacgcaaaa ctaagagcaa agaaacctgc tagtaaacct tgatcttcca tcttatcctc
  3545581 tcctctctac tctcaacata tttcgttgca ttgcaagtta tgttttaaaa ttcaaccaaa
  3545641 ctctctgtat aataatagga gtaagataat aagagaggag aacgaaccta tgcatccatt
  3545701 tgtaaaagca ttacaagagc acttcacagc aaatcaaaat ccggaaaaag cagaaccgat
  3545761 ggcacgttat atgaaaaatc acttcccatt tctcggtatt caaacgcctg aaagaagaca
  3545821 attattgaaa gacgtcatcc aaatacatac tctcccagat ccaaaagact tccaaattat
  3545881 cgtacgtgag ctgtgggatt taccagaacg agaatttcag gcagccgcac tcgatatgat
  3545941 gcaaaaatat aaaaagcata taaacgaaac gcatatcccc ttcttagaag aactcattgt
  3546001 aacaaaatct tggtgggaca ccgttgatag catcgtccct acatttttag gcaatatctt
  3546061 tttaaaacat ccggaattaa tttctgccta tattccaaaa tggatcgcat cagataacat
  3546121 atggttacaa cgcgccgcta ttttattcca gctgaaatat aaacaaaaga tggatgaaga
  3546181 acttcttttt tgggtcatcg gacaactgca ttcttcaaaa gaatttttca ttcaaaaagc
  3546241 gattggatgg gtccttcgcg aatatgcaaa aacaaagccc gatgtcgttt gggaatacgt
  3546301 gcaaaataac gagcttgctc cgctcagtaa acgtgaagca attaagcaca ttaaagaaaa
  3546361 ttacggaata actaacgaga aaataggtga gactctatca tagatagacg cgttcctcta
  3546421 ttgagattta aaaaagaacg tgttagaata tgttcattat tattaatata agtagcgatg
  3546481 acggacttat aagtacttgc acaaaaagcg attcagggat agtgaaagcc tgaagccgca
  3546541 aggaaacggc agtctcgagc aatacgtgat aaagtggatg caccttttgt gtatcaacta
  3546601 gggtggaacc gcgggcaaac gctcgtccct aggcaattaa gccttgggat gagcgttttt
  3546661 ttatgttttt caaagcatat actgctcgtt tcacaagtta cctgagcacg tcatcgccaa
  3546721 tacgttaact ttcaaaagga ggattttatt atgtattcaa tggaacaagt agtaaactta
  3546781 gcgaaacatc gcggttttgt tttccctggt tctgaaattt acggtggtct tgcaaacact
  3546841 tgggattacg gtccacttgg aatcgaatta aaaaataacg ttaaaaaagc ttggtggaaa
  3546901 aaattcattc aagaatctcc atacaacgtt ggtttagacg cagctatttt aatgaaccca
  3546961 aaaacttgga tcgcttctgg tcacgttggt aacttcaacg atccaatgat cgactgtaaa
  3547021 aaatgtaaag cgcgtcaccg tgctgacaaa ttaattgaag atgcattaga tgcaaaaggc
  3547081 atcgaaatgg ttgttgatgg tcttactttc gaccaaatgg ctgacttaat gaaagaacat
  3547141 gaagtaaaat gtcctgattg cggtagtgaa gaattcactg aaatccgtca gttcaactta
  3547201 atgttcaaaa cattccaagg tgttacagag tctagcacaa acgaaatctt ccttcgtcca
  3547261 gaaacagcac aaggtatttt cgtaaacttc aaaaacgtac aacgctctat gcgtaaaaaa
  3547321 cttccatttg gtattggcca aatcggtaag agcttccgta acgaaatcac gcctggtaac
  3547381 ttcacattcc gtacacgtga attcgaacaa atggaacttg aattcttctg taagcctggt
  3547441 gaagatttag agtggttcgc attctggcgt gaaacttgta agaactggtt actttcactt
  3547501 ggtatgacgg aagaaagcat gcgtcttcgt gaccacggtg aagaggagtt atctcactac
  3547561 agtaacgcaa caactgatat tgaattcaaa ttcccattcg gttggggcga actatggggc
  3547621 gttgcatctc gtacagactt cgatttaaaa cgtcacatgg aacactctaa cgaagacttt
  3547681 aactatatcg atccacaaac gaatgagcgt tacgtaccgt actgcatcga gccatcttta
  3547741 ggtgctgacc gcgtaacatt agcattctta tgtgatgcat atgaagaaga gcaattagaa
  3547801 aacgattctc gtacagttct tcgtttccac cctgctttag caccatacaa agcagctatc
  3547861 ttaccattat ctaaaaagct atctgaaggt gctactgaag tattcgcaga attagcgaaa
  3547921 gacttcatgg tagactttga cgaaactggt tctatcggta aacgttaccg tcgtcaagac
  3547981 gaaatcggta caccattctg tatcacttac gacttcgact cagttgaaga caaagctgtt
  3548041 acagtacgtg accgtgacac aatggaacaa gttcgtatgc caattagcga actaaaaggt
  3548101 ttcttagaga agaaaatcca gttctaatta caaaaaagag gcgctctatt gagccgcctc
  3548161 ttttttactt ttcacgtttt tctttaattg ctactgtaca tcttgaaata cataataaat
  3548221 cgtcattctc atcaatgatg cgcacatccc aaaccatcgt tgaatgtcct ctatgtatcg
  3548281 gtgttccgat tgctgttacc attccatctt tctttgatcg aatgtgattt gcattaatct
  3548341 ctaaaccgaa acaaatacat ttctcttgat caattaaatt gtatgaaccg acgcttgcta
  3548401 ctgtttccgc taacgcaaga gatgcaccac cgtgtaaaaa accaaacggc tgatgtgtac
  3548461 gttcatcaac aggcatcgta gcaactacct tatcttctgt catctctaac aactcaattc
  3548521 caagtgaatc cattaaagtt tttgccatat cgtttccccc ttctctcact ttaattaaat
  3548581 gtataatttt acctatttac tttcaaacta cgtataacac ttatataagg aggtttcacc
  3548641 taaatgaaac agaaattttt tatactatcg cttatgttct ccttgctgac tattgtacca
  3548701 aattgtgcac tagcagccaa agcatccaac ctgacaatcg atgttcagac tgtcacgcaa
  3548761 aaaggtaaga aaccttatat agaatatcaa atcaataggc cttcgtttca taacttttcc
  3548821 gattctaagt ttcaaaataa gctaaatttc tattacaaaa aatctactga caaatttaaa
  3548881 acaagattag aaaaagacgc aaaaaaatat tataaagaaa cagaaggatc tagtacacca
  3548941 tttcatccgt acgtggcgaa tgttgattat aaagtctcct taaataaacc acctttgctc
  3549001 agcctatatt tgaattacta tcaatataca ggcggagcac acggtcttta tacgtggaag
  3549061 gctaacacat ttgatttaaa agaaaaaaag ttactacact tagacgattt atttcaacaa
  3549121 gaagataaat ataaagaagt aattcgtgct gagattgtaa gaaaaattaa acaaaatgaa
  3549181 ggtatttatt ttcctgatgc aactgaaaaa gtcatgagca cgaaaaagtt tcatttcttt
  3549241 ttagaaccga acaatctcgt catttatttc cctttatatg aaattgcgcc ttattcaagc
  3549301 ggcattccac aatttcgtat tccatatacg ttgctaagag agtatttgaa gccttcttat
  3549361 caaaatattt taattgacaa caagtaaata gtttcgctac gataatgtta acctaaaaac
  3549421 aacaggaggt taacattatg agaagatttc atgttttaga tttagcatta gccgccatgt
  3549481 tcgtcgctct tatggccatt ggtgcaaata ttgtatcttg ggcaccattc ctgcaagtag
  3549541 cgggcatccc attatctatg caaccatttt tcgcaatttt agcagggctt cttcttggaa
  3549601 gtagacttgg tgcattatca atgactgttt acatgctcgt tggagtagca ggtgcaccaa
  3549661 tcttcgctaa cttcaaagct ggatttggag cacttttaga tcctactggt ggctttatta
  3549721 ttgcatttat tatcgttgct tacgtatcag gaaaactagt agaacaaaag gaaaaaccga
  3549781 cattcagtac atttgcaatt gcttcgttca caggaatcat tttaacgtat attatcggta
  3549841 ctacttatat gtacggggca gtcaacctct tcatgggtgg caatatgagt tataaagctg
  3549901 catggatgat tatgatgtgg tttgcagtaa aagatattgt gtttacaata atcggtgcta
  3549961 ttatcgcacc tcgcatatac tatgctgtac gtcgttctgc ttatcagcat tctcattcga
  3550021 cgatttcata ataaaaagga gttatcttac tatgttaaga taactctttt ttcattttcg
  3550081 acaatatacg acacatatta gaaatgattt ttgttatgct aattcagcaa atcttatatt
  3550141 tcaacatcta attagaacaa tattttggag gaaaatcagt gaatctatca aaaaatacac
  3550201 ttattaaagt aagtgtcgga gtactatctt tatttttcat actaggtatg agtatcggtt
  3550261 acaaattata tggaaatagc gagttaggaa tgtcatatac ctttggaaac ggcctagcat
  3550321 ttttcttttt aattcttact atagttagtt tatgcgcggc tttaatcttt attgttattg
  3550381 ggttaattaa aaaagtgaaa aaattaccag caaaaaaatc tgtagcaaca tctataatat
  3550441 tatttgttac atcaattata tccattatcg ttcttctctt tacgataaca aaagtgacaa
  3550501 atatggagga ggaatatcaa gttcttcaag cacaaaagaa aaaagaagct agttacttag
  3550561 ttgccgcagc atctttttat aataatataa atacctttaa ttatgcagcg tcgtacgtat
  3550621 tatccgagta ttcaactaca tggtcaaatg caatagataa aagacaagac ttcaataatg
  3550681 cactaagttc taagagaaca gaaattgacg gaatgattac aaccgttgat acgttttata
  3550741 gcacaatggg aaatgattta aagttagttt ctgaagccgc aaaagaacag cctaataagt
  3550801 ataaagaaac ctatgaagaa tataaaaaaa tatacgggat tatcacggcg cttaacgaac
  3550861 aagcccaatc tccaagtggc agcttaattt catttaatca aaatgttaat gcattgattc
  3550921 aggaatacaa aaaagcagct ggaaatatta atattgctat tactgatgaa attaaatcca
  3550981 aagctaatga gctaaagccc actgataaaa attaaagaca ctctctccag agtgtctttt
  3551041 tttatcaaaa aatccccttt tagattaagc agtaaatacg ttcctttacc gcccatccaa
  3551101 caggggatta tatcactata ttaagactct tgattcgttt gttcttctaa aattttcttc
  3551161 atcatcgtaa ccatgtcatc acgtaattct gggtgttgca gtgccatttc gattgtcgtt
  3551221 tgaacgaatc ctagcttttc acctacgtcg tagcgctttc cttcgaaatc gtaagcgaat
  3551281 acacgttgaa tttcgtttaa gctttgaata gcatctgtta actggatttc accaccagca
  3551341 ccaacatgtt gttgttctaa gaacatgaag atttcaggtg ttaaaacgta acgtcccata
  3551401 attgctaagt ttgaaggtgc tgtacctgct gctggtttct caacgaaatt gcgaacttgg
  3551461 taacgacgtc cttcttgctc taacggatca ataattccgt agcggtgtgt ttcgtcttct
  3551521 ggaaccgttt gtacaccaat aacagaagaa agcgttttat catattcttc aattaattga
  3551581 cgtaaacatg gtttttcagc ttgaacgata tcatcaccta ataaaacagc aaatggctca
  3551641 tcaccgatga atttacgtgc acaccaaaca gcgtgaccta atccttttgg ttctttttga
  3551701 cggatatagt gaatgtctac catttttgaa gaagcctgta ctttttcaag taactcatac
  3551761 tttttctttt ctaataagtt ttgctctaac tcaaatgcat tatcaaaatg atcttcaata
  3551821 gaacgcttcg ttttaccagt aacgataata atatcttcga ttcctgattt tactgcttct
  3551881 tctacaatgt attggatagt tggtttatca acaatcggta acatttcttt tggcattgct
  3551941 tttgtagctg gtaaaaaacg tgttcctaat ccagctgctg ggattatcgc ttttcttact
  3552001 cttttcatca caaaataccc tctcttctgt cagaatcaat aacgattatt tccttacata
  3552061 gaacaaaagg gaggtttcgc tcccttttgt ttcctactac ttaaaattac tttatattat
  3552121 aaacgattca taatatcttc tttaatagta agtaactttt gttcactatt ttgtaaagaa
  3552181 ttatcttgaa caccgaagta gaacttgatc ttcggttcag ttccagatgg acgtaggcag
  3552241 aaccaagaac catcttctaa ttgatatttt aacacatttg atttcggtaa gtgaatctct
  3552301 tctttatgtc catcttgtaa agatgtaatg atgctcgctt tatagtcttc aactgctaca
  3552361 actgttaagc cagctacttc tttcggagga ttttcacgga atgttgccat catttcttga
  3552421 atttgttccg ctccatcttt tccttttagc gttaacgata caagatcttc acggaagaaa
  3552481 ccgtacttct caaatacttc taatagacca tcgtataacg ttttaccttg tgatttgtag
  3552541 tatgcagcta cttcacatgc aaatagaaca gattgtactg catctttatc acggcagaat
  3552601 ggacggatta aataaccata gctttcctca taaccgaatt ggaattcgta ttgtccgctt
  3552661 tcttcatact gtttaatttt ctcaccgata aatttaaatc cagttaacgt atcaactgta
  3552721 tctaaaccgt atgctttcgc gattgtacgg ccaatctcag atgttacgat tgtttttaat
  3552781 acaacaccgt tctctggaag cgttccgttt tctttctttt gagataataa gtaatcaagc
  3552841 attaatgcac ctgtttggtt accagttaat acttggaact caccatcatg attacgaact
  3552901 gctacaccaa ggcggtctgc gtcaggatct gttgcgatta acacatctgc gcctaccttc
  3552961 tcaccgtcac gaattgcata ttcaaacgct gcatgctctt ctgggttcgg tgatttcact
  3553021 gtagagaaat tcggatctgg taactcttgc tcttttacaa ctgttacatc tgtaaatcca
  3553081 acttctgcta aaccacggcg tacagaaaga tttgatgttc cgtgtagtgg tgtgaagacg
  3553141 atttttaagt ctttcccaac cttttgtacc atttctttat taataatgac attgttcaat
  3553201 tctgcagcat atgcatcatc tacttcttgt ccaatcatat gtaataaacc gtcagctttt
  3553261 aattgctcta catcagcaac ttcaactgtt aattcatctt ctactgcgtt tacatagcta
  3553321 attaattcat cagcttcttt cggaggcaac tgcccaccat cttcaccata tactttataa
  3553381 ccgttatatt caggcggatt atggcttgcc gtaagaacga ttccactcac tgtatgtaaa
  3553441 tgacgaactg cgaaagaaag cactggcgtt gggcgtaagc tttcaaacac atatgttgta
  3553501 atgccgtgtg caccaagtgt agctgctact tccattgcga actcaggtga tttatggcga
  3553561 gaatcatacg ctacaacaac accgcgcttc ttcgcttctt cacctaactt ttcaataaac
  3553621 ttcgctaatc cttgtgttgc tttacgaact gtatatacgt tcaaacggtt cgtaccagca
  3553681 ccaagttcac cacgcatacc acctgtgcca aattctagat ttttataaaa gctgtcctcg
  3553741 atttttttct catcttgctt catgttttct aactgttctt ttagttctgc gtctaactct
  3553801 gcatatgaaa gccagcgact aaattcttgt ttccagttca tacttctatc tcctctcgct
  3553861 tgtcatacct ttattatatg aaaaaaacaa cctgtatctc aatatttttt acaatctaac
  3553921 aggattttac taggaatatt tgtatacact atgattaaat actccactaa agggaatgag
  3553981 gattatgcaa gaatggggct tgtcagaaga gctcaaaata caaacaaagc aaatgattga
  3554041 aattgctgaa aaagaattat caattatgag gcaagcaatt gataaagaag atgaatgtat
  3554101 tttgtgcaag atggaagata ttcatcatat gttagcaaat gtacaaacac tggcagctac
  3554161 atactatatt caagcgtatt tatcacctta tacggaaagc tcacagttca ttacaacagc
  3554221 tgtccaacat ttaagcgccc gaaaacacgg tgctcttatt gttgtggaac gaaacgagac
  3554281 acttgaatct tgtattcaaa ctggaacaac gttaaacgct catttaaccg caccactgct
  3554341 cgagtcgatt ttttatccag gtaaccctct tcatgacgga gccgttctcg ttaaaaataa
  3554401 tcatattgtt tcagctgcta atatccttcc attaacaaga agcacagaag ttgatcccga
  3554461 gctaggaaca cgtcacagag ctgcaattgg cttatcagaa aaaagcgatg cacttatttt
  3554521 agttgtctct gaagaaacgg gccgcacttc atttgcttta aacgggacgt tatatacaat
  3554581 ttctttataa agtgaaatta catcagccgt aacaccacat atatcaataa aaaggctgtt
  3554641 ccaaaatgta ggaacagcct tctcttataa tcttattctt cgccgaaacg ttcaacaagt
  3554701 gttgcaagtg tacgtaccat tgcacctgtt gctccagctg gtcctaaatc atgcgctcct
  3554761 gatgattcag atgttccagc gatgtctaag tgtacccaag gtgtatcttc agcgaattca
  3554821 cctatgaatg tacctgccat aaccgcatgt ccttcgcggc ctggcgagtt atttaaatca
  3554881 gcaaacttac tgtttctcac gcgctcttta tcacgatcaa aaatcggtaa ttgccaaata
  3554941 gattcatctg tttccataga tgcctctagt acttgctcaa acaactcttc attgtttgtc
  3555001 atcgcacctg tcgtatgatt tccaagtgca acaattacac cacctgttaa tgtcgcaaca
  3555061 tcaatcaaat agtttgcacc taattttttc gcatacgtaa taccgtcagc taatgctaag
  3555121 cgaccttctg catctgtatt taatacttca attgtttttc cgctcataga tgtgattaca
  3555181 tcgtctggct taaatgctgt accacttaca acgttatctg ttgatggaat aacagcgatc
  3555241 acattttgct ctgggcgaag ttcaccgata atttccatcg cacctaatac agcagctgca
  3555301 ccgcccatat cacctttcat accgaccata ccttcacgtg gttttaaaga ataaccacct
  3555361 gtatcatatg tgattccttt tccaacgaat ccaataacat ctgtccactc ttcttttcct
  3555421 ttataaataa gagcgatcat ttttggtggc tctacactac cttggtttac tgcaagtaat
  3555481 gcacccatac caagctcttc catctcttct ttctcaagaa ctttataatc catatcatac
  3555541 ttttccgcta actcaacagc atactcagca agctttgttg ctgttaatac gtttggcggc
  3555601 atatttacaa gtgtacgagc tgaatttgtt gcacgtccat gtacgtagcc aactgttaat
  3555661 gccgcttcaa tttcctgtgc atcttccgct gtaatagccg taaacttctc taactctaca
  3555721 cgatcctttt tatctgattt atacgtttgt aactcatatg taccaaggcc ttgtacttct
  3555781 gccgcaatat gagcgacatc aatcgcgtct aatttctctg ttacgaaaga atcaagtaag
  3555841 attgctgcat cttgtacttt tgctgcttgc agtgttttaa acgtcttacc aagagccgaa
  3555901 cgtaatgttt ctgtcgtata agattctttc ttacctaaac caacgaaata ataacgtttc
  3555961 acatctgttt ttcctaaact atgtactttt gaaatagctt tcttcttcgt agaaagttct
  3556021 ttctcttcta ataaaacttg taattgtcct tcaaacgctt tgtccagttc ttgtacaaag
  3556081 ctactcgttt tctcttcctc aaataaggca acaaccaccg cttcatggct tgctaattct
  3556141 ttttgtactt ggaacatgtt cagaccccct aaatttctct actctacctt tattataact
  3556201 ttattttcga taaaatgcga caattctaac ttctgttaca ttctatctag tccctatttc
  3556261 ctccaatata aaataaaaaa agtctagcgc aattaccact agactatctt tgttttaaat
  3556321 attgtccgcg aaacacttgc atcgtctcat cttggtttaa catcgttaac tcttcttctg
  3556381 aaaacttacc atttcctatc ttaactacat atacatttac ttttttctta ccccattggc
  3556441 tataaacatc tttcaccgta tcatagtaca aatcaagacg gtttcctttt attgcaccgc
  3556501 ccttatcagc tactacacca tacccataac ctggtacgaa taagattgtt ccaattggga
  3556561 atacgcgtaa gtccgctgcg attgtggaat ataaatccct tttcgcctta acacctgaat
  3556621 atgtaatacc atactccgga tgtcccggcc tcttaccagt tgactcaatt cccgacgtat
  3556681 aacctgttgc tgtcatttca attgaacgat atttagacca gtcgtttgcc tgctctaaag
  3556741 catttatcac ttctttactc ggagcaacat ttctcttaac ttctgctgca tgtacttctt
  3556801 ttgcactcgt tccctcatac ttctgtacaa tctctaataa agaaactcct gtgaaagcat
  3556861 tccatgttac gcataatgca attgcaagta aacaagtcat cataatgcga atacaatatc
  3556921 gttttaacat ttttatattc cacactcctt catcgttaat cattccctat acgatgaagg
  3556981 aatatgcaaa aaaataatct ccaattgcat tggagattaa aacatttgat atccgctttt
  3557041 ccgaagtttc ttaattacga ttcccgctaa agcagcacct accaatccag tagataaaat
  3557101 aaacacatct gcttgtccta aatgcgatac acttgtccca aatgaagaaa atgtttcttt
  3557161 tggctttgaa aaataatccc acacacttgc cttattaata ataagtatac aaacaattgg
  3557221 atacacaata accattaccc atgtcgctcg caatatcata ttgagtaaaa atccaattcc
  3557281 aaaaaacaaa ataaaaaata acatcattga aataagtagt accggtatac tcactctttc
  3557341 tccctctcct tcgtatgcgc tgtaaatacg tgataggccg tataaccaaa ctgctctcct
  3557401 ggatttaatg ttttgtccat ttcaagatgt aattctgact ttctttctaa caaatatgta
  3557461 ataagcacag acgtatttgg atcgtccgca atcgtatctg gatgtagaaa tgctacttca
  3557521 gacaattcct tctcctgtac aataatgttt tccccttcag gttccaaaag gaaaataatc
  3557581 atattatcac taatctcatt gtgaattacg cccgatcgaa caccaatgat ccccttcaca
  3557641 tgagcgacaa tacctgtctc ttctaacact tcgcgtttca cagcttcatc aatcgtctca
  3557701 ccttcattta caaaaccagc cggtaaagac catttcccct ttaatccact gtattttttc
  3557761 ttaacgaaca gccaccttcc atcttttgta gctactaggc cactgacagc taaccacact
  3557821 ttccctcgtt tctccatgat gtcataccct cctccactag aacggacaga atattctttc
  3557881 ttttatatat attatactat atttttgaaa tgaaaaaagc agaaacagct cttagccgtt
  3557941 tctgcttttt ctactatata ttaaaagaac tttaatttac cttttttaag aactaataaa
  3558001 ggtccaccta ataagaatag gtaacggtta tcgataactt tcttcatgaa agaagctttc
  3558061 caacctgtta actttttacc cataacaacg cccattgcat cgtcatgacc taaagaacat
  3558121 acagagcctt tattatcaaa tacgaatttc ttcatttcgc ctttaccacg aactaacaca
  3558181 gttaagttgt gtgcaatgtt gtaaccttgt tgaattgcga tttgtgctgt tggtgggtat
  3558241 ggacggttaa tttcttcgtt aatgattaac gctgcgtcac caaccatgaa tacatcttcg
  3558301 tatcctggag cgtgcatgta ctcatcaact tttacacgtc cgcgcattgc ttcaaagcca
  3558361 gactcttcca caataccatt accacgaaca cctgcagccc aaactactgt ttcagactta
  3558421 attaattcag tatcatcacc gtttgcaacg ataatgcctt cttcagttgc ttctttaatt
  3558481 gctgtaccga tgcggaattc tacacctttt ttctcaagtt gttttacagc atattccact
  3558541 aacgctggat cgaaacctgg aagtgctgtt ggagcagctt ctacacagat gatacgtgct
  3558601 ttttcacgtg gtacattgta ctctttgcaa agttcaggaa cacggtttgc aagctcacct
  3558661 acgtactcga taccagtaaa tccagcacca ccaacaacga ttgttactaa ctcatcgcgc
  3558721 ttttcagttg catatttagc gaaactagct tccatatgct cacgaatttg acgagttgca
  3558781 ttaatgttag cgattgagaa tgcatgctct tttagtcctg taattccgaa cgtttctgat
  3558841 tcgaaaccaa gaccgattac taagtagtca tactctaact cgccatcttt taagataata
  3558901 cgtttttcag cagctttaat ttctactact gtgtcttgta caaagttcac tttatttgta
  3558961 tcaataacgt cttgaatatc tagacagatt ttttcatctt gtaatgtacc agctgcgctc
  3559021 tcatgtaacc aagtcgcttg gtagtgatag ctgttgttgt ttactaacgt aatttcagct
  3559081 tcatttacag ataatgcttt ttgcagacga acagtcgtaa tcatcccgcc ataacctgca
  3559141 cctaaaacta cgatttttgg agtcttcacc aaatcacaac ccttttcttt atataatagt
  3559201 aataaaaaat aataccaagt acaaaaaaac tctatttgtc aagaatgtgg aatttatcac
  3559261 attctatatc ataacaaaat gcagtcaaaa aatcgtacga attttgtcat agaaatttaa
  3559321 cataatactt ccctatatta gtcggtttta ttccagaatt caagcgtctg gagaattatc
  3559381 aatattttaa aataacatag cgttttcaag ggtttttcag cctttttttc atgtattttc
  3559441 ctttctccat attttataca attaaaaagt gtctatgcga aaacttacac acaattcagt
  3559501 cgttttcaga agtattatga actgaaatat gctatcattt atttgaaagt attatcattt
  3559561 gcaggatttt cgtgtacata tgaacaatat atgaaatcaa tatcaaaatt ccatctatag
  3559621 ggggaatgaa agtggcagaa aatcaaaaag tttacgacat aacgattatt ggtggtggtc
  3559681 caacaggact attcacagca ttttatggcg gtatgagaca agcaagtgta aaaattattg
  3559741 aaagcttacc tcagcttgga ggacaattat ccgcactcta ccctgaaaaa tacatttatg
  3559801 atgtagctgg attcccgaaa gtgcgtgcac aagagttagt tgataactta aaagagcaaa
  3559861 tgaagaaatt tgatccaacc gtttgcttag aagaagctgt tgatacgctt gagaaacaag
  3559921 ctgacggtat atttaaactt gttacaaata agcaaactca ctattctaaa tcagtcatta
  3559981 ttactgctgg taacggtgct ttccaaccac gccgcttaga attagaaggg acagcaaagt
  3560041 acgaaaagaa aaatttacat tatttcgttg atgatatgaa taaatttgct ggtaagcgcg
  3560101 tcgtagtatt tggcggcggc gattcagctg ttgattggac aatgatgtta gagccaatcg
  3560161 ctgacaaggt tacaatcgtt catcgccgtg ataaattccg tgcgcatgaa catagcgtag
  3560221 aaagcttaat gaactctcgt gcagaagtaa gcacaccgta cgtcccagta gaactcattg
  3560281 gtgatgacaa aattgaacaa gtcgttcttc agcatgtaaa aacggaagaa aaaattatca
  3560341 tcgatgttga tgacgtaatc gtaaactacg gcttcgtttc ttcccttggc ccaattaaaa
  3560401 actggggctt agatatacaa aaaaacagca ttctcgtgaa ctcgaaaatg gaaacaaata
  3560461 ttcctggcat ttacgctgct ggtgacattt gtacatatga aggaaaagta aaactcattg
  3560521 cttgcggctt tggtgaagca ccaaccgcag taaacaatgc gaaagcttac ttcgatccaa
  3560581 acgcaaaact tcaaccgatg cacagctcta gtatgtttta atatacaaaa ataaagctcc
  3560641 ttccacgcat ggaaggagct tttcctttta tatcagaaaa cgaaagcaca atgaatccga
  3560701 tacaaaatcg aactcattgt gcttttcatc taaaaagaat tattgttttc ttcttctacc
  3560761 taatacaaat aatactccgc caactaagaa tgaaattccc gcaccaactg agaccatcca
  3560821 cggagacgct gcccctgttt tcggtaattc tctctctact tttacttgcg gctctttaat
  3560881 taatttttcc aatcttactt ccggtttctc cagctttact tctggttctt ttggatcttc
  3560941 cggtttcact tctggttctt tcggatcttc cggtttcact tctggctctt tcggcttaat
  3561001 tgagactgtt ggttcaagcg gttgatttat tccgtcatca acaattgctc tatttacaat
  3561061 ttcttcaccg gctttttctt ttactttcac tttaaaagta atgtttcttt cttttgtatc
  3561121 tataatattt tcgtacttcg cagttaactt tccattctct acttttactt ctattgcccc
  3561181 tttggctttg acactatctt tcacatactc taagccatct ggtaattgat cttcaatttt
  3561241 aacctctgct agctttccgt tttctaccgt atttttaaag ctaattcggt attctactac
  3561301 ttctcctagc tttggttctt tattacttac ttctttttcc gctttaagca tgccatcttt
  3561361 atactgcggt gtgattgaaa caaccggttc ttctggttga tttattgtat ctcccacaat
  3561421 cgctttattc acgattttct caccagtttc aactgtttct tttacctttg ctttaaaaat
  3561481 aatactacgt tcttttctat ccgaaatgtc taggtatttc gcgattactt ttccaaactc
  3561541 cacttttaac tctactggat ttggctcagc accttcaaat ctaagactat cttgcacgta
  3561601 ttctaaacca gctggaattt catcttccac ctttacctca gctacttttc cgttttctac
  3561661 cgtattttta aagctaattc ggtattctac ttcttctcct aacttcggta atagattatt
  3561721 tactactttt ttcgcttcaa gttttccgtc tttatgctgc ggagtaattt ctgctttcgg
  3561781 tgtctctggc ggatgtttcg tatcgctcac gttacctttt actttcactt taaaagtgat
  3561841 acttctctct tttgtatccg taatctctgg atacttcgcc agtaccttac cgttttcaaa
  3561901 cttcaattcc accggatttg gcttagaacc ttccgcttgt aaactacctt tcacatactc
  3561961 taatccattt ggtaaatcat cttctattat tacctctgct agctttccat gttctaccgt
  3562021 attcttaaag ctaattcggt attctacttc ttcttctaac ttcggtgatg gattatttac
  3562081 aaccttttcc gcttcaattt tcccatcttt atactgagga gtaatttctg cttttgggtt
  3562141 aattggatca tgtttcgtat catcaacaat tgctttattg acgatttttt caccgacttt
  3562201 tacttcttct tttactttta ctttaaaagt aatacttctt tcttctatat ccgtaatctc
  3562261 tggatacttc gccagtacct tcccattttc cattttcaac tctactggat ttggtccggc
  3562321 accttctgct ttcaaactat tttctacata ctctacacct tctggtaaag tatcttctat
  3562381 tttcacctct gctagttttc cgttctctac cgtattttta aagctaattc ggtattctac
  3562441 ttcttctcct aacttcggtg tttcattatt tacgcttttc tttgctttaa tttttccgtc
  3562501 cttgtgtaat ggcgtaattt ttgcttctgg ctttttcgaa tctttcgtat catcaacaat
  3562561 tgcctgattg acgatttcct tgcctatttc cgcttcttct ttcaccttta ctttaaagac
  3562621 gatacttctt tctttcgtat ctgtaatatt ttcatattca gcgataactt ttccatcttt
  3562681 cacatgtaac tttactggag ctggtttatc gccttccgcc ttttcactac cttttacata
  3562741 ctctaaaccg ttagggattg tatcctctat ttttaccttt tctagttttc cgttttctac
  3562801 cgtattctta aagctaattc ggtattccac ttcttctcct agttttggtg atggattatc
  3562861 tactatctta gccgcattaa ttatcccatc tttatgttgt ggggtaattc tttcttccgg
  3562921 ctcaattggt tgatgtttcg tatcatcaac aattgcttta ttcacaattt ctttacctac
  3562981 ttctacttct tctttcacct ttactttaaa gacgatactt ctttctttcg tatccgtaat
  3563041 atcgatatac ttagctttaa ttaccccagc ttcaactgtt aattctactg gactcggcgc
  3563101 ttccccttca gccttaatac tattttctac atattcaaga ccttttggaa ttgtatcttc
  3563161 tactcgtacc tctgctagtt ttccgttctc taccatatta tgaaaactaa tgcggtactc
  3563221 aatttcttct cctagctttg gcttcttatt attaactacc tttgtagcag caatttcccc
  3563281 ttttttactt tgcggtgtaa taacaacatc cgattcaaca ggctcatttt tcggatcttt
  3563341 tgcaattgct ttatttacaa ttgcctcccc tacttttgcc gaatctttta cttttacttt
  3563401 aaaaacaata cttctttttt ccatatccgt aatttctgga tattttgcaa tgatttttcc
  3563461 attttccatt tttagttcta ctggctctgg tttgatgcct tcagctttca aactatcttt
  3563521 cacgtattca acacctgcag gcaatgtatc ttctaccaat accttttcta gctttccgtt
  3563581 ttctaccgta ttatgaaatg taatgcggta ctccacttct tctcctagtt ttggtgtttg
  3563641 attcgttaca cttttatcta catctacttt accgtcttta taatctggcg taaccttttc
  3563701 ttctggatgc tcagactgac cattcggatc actcacaact gctttattaa caattgtttc
  3563761 tcctgctttt gcttcttctt ttactttcac tttaaaaatg atgcttcgct cttttgtatc
  3563821 cgtaattgct ggatattttg cgattacctt accattttct acttttaact ctactggact
  3563881 tggtccagca ccttcagctc tctcactgcc ttgaacaaat tccaagttag ctggaatttc
  3563941 atcttctatt gtaacggcct ctagttttcc gttttccacc gtattgttga agctaatttg
  3564001 atactcaaat tcttctccta gcttcggctt cttatttgtc gcttttttct ttgcatcaat
  3564061 cttgccagcc ttatgctgcg gtgtaatctt ttcttctata ttctttgtag aagttgtctt
  3564121 atcacttaca gtcgctttgt tagtaatttc tttaccaatt tccgcatttt cttttacctt
  3564181 tgttttaaag acgatacttc tttcttccat atccgtaatt gctggatact ttgcaatgat
  3564241 ttttccattt tcaaatttca gttctactgg ctctggctgt acaccttcag ctttcaaact
  3564301 gtctttcaca aactcaagac tactcggtaa ttggtcttca atcgtcaata catctagacg
  3564361 tccatctttg actttatttt taaatgtaat acgatactct acctcatcac ctaacttcgg
  3564421 tgatttatta gaagctattt ttctcgcttc tatttctcca ggaacctctt ttggaatcgt
  3564481 aaccgtaaca tttgcatcat cttcactctc atactttatc tcggcactat cttgtccctt
  3564541 tacagcaacg acgtttttta ctgttgtatt tgattttata gattctttca ctttcacctt
  3564601 aaatgtaaga acggcacttt caccaggctt taaaacgcca ccgtctttag catctgcccc
  3564661 ttcaccaata cggaaatcaa tttgattatt tacaaactct gcttcatcat cgcttgcgtc
  3564721 atctgttttt tgtcctgcat tgctaccagt aacatattga attgatcccg ggacatactc
  3564781 taatcgatca tctaatttat caaagccttt tacattagat accggcgctt gattgttctt
  3564841 cgtatcattt ttcacttcaa ttttgtacgt aatctcttcg ccagctttaa cttccttaat
  3564901 ttcttttcca gcactatcta acgccttttt atcaacctgt aagtttggcg cattatgttc
  3564961 tgtaacgaat gtggcgttgt ttaatacgta aatatcacca gtagcaccat ttgctctaaa
  3565021 acgcattttt gcttctttta aatcattttt tacttggttt ggtccttcaa ggtgatatgt
  3565081 atgaatgtct gtactaaagg aatttgtcca atccgggtta tatcctggat atttttttgt
  3565141 aacaaactcg ttagtaccgt ctacttgtac ttctgtcata gacgagtcat tcacatcatt
  3565201 ttctttacta ttaatatttt ttaacttttg atatcctaat ccaaaatcat actctccata
  3565261 atcataagca tatatgtcat tttcagcagg atctccttgt gacgaaaaat aactaaattt
  3565321 cgccttaaaa gccccttctt tcggtgtatt tattttatta acactaatat ttgcccaagc
  3565381 tgtacttttt tgagaaacta aaccttccca aattttcata tcttttacgg tttctttata
  3565441 gttttcatac actaatataa gattccagtt accccagtaa tagccactgc ccttttcaaa
  3565501 tttaatttgt ggtacattcg caactgtcac cgtttgagaa ataccttgtt tttcaattac
  3565561 atttgtcacg tcagcatatg caacatatcc tgcgccactg ctatagtgat ttgcaatata
  3565621 cggtaaataa tccgctttcc gtatactatc agcacttact tcagcgtatt gcttatttcc
  3565681 catcttcatt ttaatgggct gtcttacatc ttcatcgcta actctatagt cgatccttgc
  3565741 atcacttgga gcccccatag ctgctgtcca aaataaatac gcttttttca ctttacttcc
  3565801 agcagggatg ttaggaaaag ctcctgttga tgaattaaat gtagtatcgt cattatcaac
  3565861 atctacagcc tttttatttg ttttcccacc aacactttgc ctagtataat gattatctgt
  3565921 caaaccaagc gtcacattac ccgtttgcac taaatcacca gcagtaattg tagaatacaa
  3565981 cggatctcca aacccttgct tatctcctac ctgaatttga acctttgaag cattctctga
  3566041 cgcagcttgt acttctgcat tactctgctt tgctgcctct ttttctggct gtttctcagc
  3566101 ttcagttact ggttgcttta ccagttctgt gttggatgta ggattatttg tatcttctac
  3566161 agatactttt agcttttcag taattttttt aggtgtacta tcaggtgatg ggcctacttc
  3566221 ttccttacta ctgtcagcct catcatcagc attagcttct accttgtctt cagaaggaat
  3566281 cccttccaca ttaaaggaca tgctccctat ttgtacttga tctttttgta cactaatctt
  3566341 ttgtttgtat tctttattaa aatgctgcgt gcgactagct tttattaaca cagtcatttt
  3566401 ttcgtgtgat tttaaatctc gaattttaag attagaagaa agaagctttc ctcccttatc
  3566461 tttttcctct acatagaaat ccgctacttt attttcaggt aacttctctc cgtttacttt
  3566521 catagattgc gagaggaacg taatttcatt ttcattattt tgtttaagta ccaattcttg
  3566581 aattggtgta tctcccgtat tttcaatcgt atattgaaat acgtgctccc tctcagctac
  3566641 ttctccccta tatatttcag catttacttg ctctgcctta attctcacat catttccttg
  3566701 taactcatcc cagctcttct tatgtatctc tgcaaaagca ctaggtgaag gcaaggtgat
  3566761 ggataggaga agtgcgatta ttgttacgac attaaaacac ttcaacgatt tcttcatatt
  3566821 ttttaccttt ctccttccta tatatttgct atccgtctac ttatagatga aaacataaca
  3566881 atatatatcc actcgcaaca atccgtccta tgaaaatcta tcattgaaat ctttatttca
  3566941 acaatacaaa tctcatagaa tattactatt ttaatttatc aaaaatagta tatatatcgg
  3567001 atactcatat aaacccctac cactttttac ttatagtaaa aatcccctat gatataggtt
  3567061 tatataacag ttaaaggata cataaaaatc ttaacatact ccataatcta tttatacata
  3567121 caatgataaa tttaccattt tttacttatt tcagtttgtt atttatcatt aaaattttcg
  3567181 aaaaatagta accgttatat gtaaaaatat gttacattat aacaagaaca aacgttctta
  3567241 ttataaagga ggaatttttc atgataaacg aacctatcat cgtaaaaaaa gaagctttcc
  3567301 aagcaatcgg catttcgatt acgacaacaa atgaaaaaga ggcatctaca gaaggaaaaa
  3567361 ttcccgggct ttggaaccgg tacttccaag aacaaatcat gcaccacatt ccaaatcaac
  3567421 aaacgaaaga aacattcgct ttttactcaa actatgaatc agatgaaacg ggtacatata
  3567481 cctttacgat tggcatgccc gtttcttcat tagaagacgt tcctgaaact atgacaactt
  3567541 taataatacc tgccgctacg tatgcggtat ttacaacgag aaagggacca gttgctgaag
  3567601 tcgtttgcga ggcttgggaa tatatttgga aatggtcaaa agaaaataaa cgtgctttca
  3567661 caatagactt tgagctttat gatgaaagag cgttagatcc aactaacgta caattggata
  3567721 tttatattgc attagcctaa acgacaaaaa agaagatacc atttggtatc ttcttttttg
  3567781 tcgttaaata gccactgtgc aaattcaaca taattgtcta caatgagaaa gtgcagtata
  3567841 gaaatattag aaactgtata aattgattgt taacaagttt tttagtttaa atttgtcaca
  3567901 tagaaaggaa gcaatatgga ggaactacaa caaaataaat ctgctttaga aggaagcgga
  3567961 aaaccgttat taaaaaatac gaatttcctt tttctttggg cagctactct tttttcaagt
  3568021 ttcgctttag ccttttttac tttttcacaa acgtggtaca tagcaaaaac attaaacctt
  3568081 gaggcatcac tcggtgttgt tttcgtagct cttagtgttc caaggcttat ttttatgatt
  3568141 atcggcggcg ctgtagctga taaattcccg aaaaaaaaca ttatgtttta ttctaatatt
  3568201 attcgtgcta ttcttgtcgc aaccatcctt acatggttca ttgtaggtga cgtaacacta
  3568261 tatacatttg ctttattcgc tttattcttt gggcttgctg atgctttttt ctggtcagct
  3568321 gatggatcta tcttgcctga acttgtagaa aaaagccgtt taacacaagc aaactcactt
  3568381 acacaaatga caaaccaagc atcggtcata ttaggccctg tacttggcgg cattcttatc
  3568441 aaatttacga actatgaaac gattttctcg attacaattt tattactcat tgtcgcagcc
  3568501 atactcgttc aaaaaataca atttacgatg ccagagcagc aaaatacaga caagggcatg
  3568561 tttacttcta ttaaagaagg gatcttatat gtaaaggaat ctccattcct ttcaactttc
  3568621 cttatttgta gtgcattttt aaacttattt ttaatcggtc cgatgcaagt cggtttcccg
  3568681 cttttcgtta aaaatgttct acacggtgac tcgcttcaat tcagttactt agaagcgtct
  3568741 gtcggcggcg gaatggcaat aggcgctgtc attgtcggtt taaaaaatat taatcgtaga
  3568801 cgcggtctat tttgcattat catgatgctg ctatctggtg tattcttctt atctatcaac
  3568861 tttagcactg tactatggca agcgttatta gccggcatgt tttacggtat tacaattgca
  3568921 atggctatcg ttccgcttat ggcgatgatt caatcgacag taaaagaaga aatgatgggg
  3568981 cgagtaatga gtttacttat gctatcatca atgggcttta tcccgctctc ttatgcattc
  3569041 acatcaatcg cgcttgcaat aggaattcca attgtaaccg ttatgaaaag tggtgcaatc
  3569101 gccgttatcg tctttgtact atttgtagcg attcgcgttc cagttgtaag aaagtttgat
  3569161 taactacttg gagtcatgca tttacgcatg gctccttttt aaacggatca aataacgata
  3569221 tccccttact tcttctcagt gctgctcccc attctaatcc aacctctaaa aataaatccc
  3569281 gcactgtgct atataaaagt gcctttacat ttttacggat ttctccgtat ttatacgctc
  3569341 tcacaacact ctttactcgc caaatgaaat ttccacacac ttcttcatca gctaatattt
  3569401 gctccagtaa aacaccttgc tctagtaacc cactcttttt atacgcaagt tccaccttgc
  3569461 tccaaaatat attaatcttc ttcggattac tcgtcatcgg cagaagtgcg tatataaaag
  3569521 gcttcggtat atcgtgacga caatacgtct catcaagctc gtacgttcct tttcttttct
  3569581 cttttatttg tggaatgttt ttagaaagaa ttgtttcccc ctcatatttt tgcttatttt
  3569641 tactacaacc agctgcataa ttctcacttt cacatacgga caatttgata cggtcatcca
  3569701 tgcggtcaat tgcagataca agaaaaacat ataagttcgc actatacccg ccgcgtttat
  3569761 gtctttcttt cgttgcaaca cgctttataa ttcctaattc ctctaacttt gcaatagagc
  3569821 ggcgtactgt acgaatactt tttccaacat tcgtcgcaat cgtctccatt aacggacaag
  3569881 caacccccac tgttttctgt ttctcattca ctgcatactt tcctaaaaaa tgaataatag
  3569941 tagcatccgt tttatttaat tgaaatcggt agcacttcaa aacttgtttt tgatatgtat
  3570001 taaactcttc tttacttcga aattcactat atggtttcat taaattatat aagcttccca
  3570061 tttttatcac ctcacttata aataaggagt cggaagggaa tttggcgtgg taattaatat
  3570121 tttttattgg agatgaaaat atgatcgtaa ttagcgcttg tttaggtggt attgcttgtc
  3570181 gttatgatgg aaacgacaat ctcatttcaa aaatagagga gctcctgcaa aaagaagata
  3570241 cagtcctcat ttgtcctgaa gtattaggtg gattgccaac gcctcgtccc tcagctgaaa
  3570301 ttattggcgg gaatggcgat gacgttttgg atggaaaagc aaaagtgatg acaaaagatg
  3570361 gtgaagatgt cacggaatct ttcgtgggcg gtgcttataa agcgctagaa caaatcaaaa
  3570421 atttacaccc agaatatatt attttgaaag aacgtagtcc ctcttgtggt agttctacca
  3570481 tttacacggg agaatttaac gggaataaac aaactggtta cggggtaaca actgctttat
  3570541 ttaaaagaca cggatttaca gtcatttcag aagaggattt tgaaaatcaa aaaaggaatt
  3570601 gaccctgttt gtcaattcct tttttctatc ttattttgca cctaattttt ctttcacttt
  3570661 tgcaggaagc tcgtctttct ttacttcttc ccaagctgtt acaccttttt tatctgaatt
  3570721 gtatacgcgt aagaatgctt ctttacgaag atttttttga gcattaaatt ctaattcttt
  3570781 ttcttttccg tctttatcaa acccttttaa tttatactca aaatgtttgt atggctctcc
  3570841 attatcagac ttaccattat actcttttcc atctactgta atttgaacgt agtactcatc
  3570901 tttacccata cgatttaaat cacagccaac taaaagactc gcaaatacaa ctaaaatact
  3570961 aaaaagtgca atatatcttt tcatttcctt cacctcatat gttttttctt atattgttat
  3571021 cttaaagccc aaagcttaaa gaagaaattc aaaaacatga catgaacatt acacttttgt
  3571081 aagataataa ttattgcttc actttagaaa ccgtcatgcc gtcaccaatt ggcatgagta
  3571141 cagattctaa atttagatga gttgctacca cttcattaaa gctcttcata cacataaacc
  3571201 aacttctaat tatgcaaaag acaaaaatca aaaaataatc attccttatt caactagcgg
  3571261 tttaatttca atatgtaaaa agggatttct aattgatgaa gtgaatatat atttattgtt
  3571321 ttctaacttt tgagcgaaag ttttttacat aattttcatt ctatcctaat ttaaagtttc
  3571381 aaggggagaa ataatatgaa tcctattttc ttagatgttc cgttacaaat agaaacagat
  3571441 agactcattc ttcgagcacc actgcaagct ggtgaaggga atgtagtaca cgaagctatt
  3571501 aaagattcca ttcgtgaatt aaagcaatgg ttgtctttat tccagtccat tcctactgtt
  3571561 gaagaaacgg aaattcttct gagaaatgcg catatagatt ttttgaaaag agaaagcttt
  3571621 cgctatctta tctaccataa ggagacgaac gattttgttg gaacggctag ccttcaccga
  3571681 attgattgga atgtttctaa atgtgaaatt ggctactggg ttaacacgca atttagtggc
  3571741 aatggatata tgacagaaac agtaagtgca ttaacaaacc ttggatttca gttattcaca
  3571801 tttaaaagga ttgaaatacg atgtgaagct aataacacga aaagtcgtgc gatccctgaa
  3571861 aagctaggct ttgaacttga aggagtatta cgtaatgaag atgtttcagc tgatggcaaa
  3571921 cacctaactg atacttacat ctatgcaaag atcaagtaaa actttcatga gcccttacca
  3571981 attaaaattt cacgccaaaa gaaaagacct ctttaacgat tttattccat cgctaaaaag
  3572041 gtctttctct atttcaccta aaaacttagc actcttctgg cttaccagca ttcgtcgctg
  3572101 tacggaaaga tgatccacat ccgcatgatg cgattgcatt tggattatcg attgtaaatc
  3572161 cgccgccaag catagattgt ttataatcaa tttttactcc tttaacaatg ggagcacttt
  3572221 ctttatcgat aacaaattcg acaccgaaaa actcaagaac tgtgtcgtct tcttttggtt
  3572281 ctacttcaaa tcctaggccg taagaaagac cactacatcc gccgccgtgt acagcaaggc
  3572341 gcacgtactt ctctccatct tcagcatctt ttaacatatc tttaatttga aaagctgctt
  3572401 gttctgttac ttcaatcatg aaatacacca tcctttctgt tctcgttcta ttatacatct
  3572461 ttacgcttct atcttgtact catacactcc gcggcaaatt acttctgctg gtcctttcat
  3572521 taacacgttg ccttcttctg tccatgcaat cattaaatcg ccaccagcta aatgaactgt
  3572581 aatttcctta ccacgttcca tctttccatt taaaatagag gctacaactg cagcacacgc
  3572641 ccctgttccg caagcttgtg ttacgccaga tccacgttcc caaacgcgga agttcatctc
  3572701 ttcctcattc aaaatctcaa tgaattcaac atttactcgt tctgggaaca tttcatgtgt
  3572761 ctcaagaact ggtccaagtg ttgtaagagg tgcttgttct acatcatcca caaaaataac
  3572821 cgcatgcgga tttcccattg aaacagctgt aaatgcataa cgatgattat tgtataagaa
  3572881 gttttcacga ataaatggtg tttcaccttc accaagcatc ggtatttctg cacgtgttaa
  3572941 acgaggtgct cccatatcga ttttcgctaa cgtaactttc ccttcttcta ccgttacttc
  3573001 cgccgttaca atgccagcta acgtttcaat tgtgaaaact gtatcttcta ctagtttatg
  3573061 ctcatacgca tatttcgcta cgcagcgtag accgttacca cagctctttc cttctgatcc
  3573121 atcattatta aacatgcgca ttttcacagg tgctacgtca gatggacaaa ttaaaatcat
  3573181 tccatcggct ccaataccag tattaatatt tgaaaccttt tccgccacaa gagctaaatc
  3573241 ttcttcagga atttgttctt caaacatatt tacatatata taactattgc caagaccatg
  3573301 catttttgta aaagaaaatt ggctcatttg tattcactcc aaaaataatt tgttatgtta
  3573361 agtataaaat gcacgctttt agaacacaat atgaatgtcc cccgtttctc atatttgaca
  3573421 acatttggcg atgagccatt cttgcgcaaa ttgtgtaaga aaaaagccct tctaaaaagg
  3573481 gcctttttta tttatataca atattatcct cccctgcgaa ataaaatttt atctaataga
  3573541 aaagaaaaag gtgctgccga ttgcaacacc ttaaaacatt ggattttcat ccaaatactc
  3573601 atatacattg tttacaagtt cttctactgt agcaccttgt acaacttcac cattcacaag
  3573661 tgcaaacggt ccttcaaaac aaataccaca atagcctaaa caaccatact ccattacatc
  3573721 taaattcgga tctttttcta atttctctaa agcggcttgt gaaccactcg caaggttacc
  3573781 tacacaaaat tcaattaatg gtttaatcaa aattctcccc cctgtactac aaaacaaatt
  3573841 actttctgac tctatctata cgaagaaaac taagctgttt cttgttgttt tcattacaca
  3573901 ttctaaacta ttcagttact tcattatttc acttcaaaat agatgattta ttttatatta
  3573961 catgctattt gcgatgaaat ggtaactaaa taagaaaaac agtttactct acttttcttc
  3574021 ttattgtaca acagagtatt cattcatgca ttgttatttg ttcacaaatt cgatataatt
  3574081 tgattgagta aagtcaaaat attttattaa tataaaattt tatgattagg ggatatttca
  3574141 acagaaaagg ggtaatccat catgaaacac ctcgtaatac taggtggcgg ctacggtgga
  3574201 atgagaattc tgcaacggct acttccaagc aaccaacttc cggatgatgt acaagtgaca
  3574261 ttaatcgaca aagtaccata tcattgcttc aaaactgaat attatgcatt agttgcgggt
  3574321 actatttcag aaacgcatat tcgtataccg ttccctgaac acccacgcct caatattcaa
  3574381 tacggcacag taacaaatat tgatctcgaa gaaaaagctg ttcatctcga tggcggcgaa
  3574441 gcaatccaat atgatgattt aattattgga cttggctgtg aggataagta tcataacgtt
  3574501 cctggggcga aggaatatac acatagccta caatcgattg aacaaacacg taagacatat
  3574561 gaacaattaa atagtctaga accaaatgca acagtagctg tcgttggtgc tggattaagt
  3574621 ggcgttgaag tcgcaagtga acttcgcgaa agtcgttctg atttaaaaat ctacttattt
  3574681 gatcgaaaag atagaatcct attcccatat ccagagaaat taagtagata tgtagaagaa
  3574741 tggttcgtaa aacataaagt tactattata cgaaactcta acattacaaa agtagagcca
  3574801 aatattgtgt acaaccacga tgaaccactt gaatgtgatg caatcgtctg gacagctggt
  3574861 attcaagcaa atgaagttgt tcgaaacctt ccagttgaac aagatggtag cggccgggtt
  3574921 gttttaacaa aatatcacaa tattccaaat aatgagcacg tgtatgttgt aggagattgc
  3574981 gcagcacttc cacacgcacc atctgcacaa ctggctgaag gtcaaggaga acaaattgtc
  3575041 caaatattat taaaacgttg gcataatgaa ccactgcctg acgaactacc tgtcattaaa
  3575101 ttaaaaggtg ttctcggctc tcttggtaag aagcacggct tcggtttact agcaaaccaa
  3575161 ccattaatgg gacgtgtacc gaggttatta aaatccggta tcctctggat gtacaaatat
  3575221 cataacggtt aatacttaaa aggctgtcta ctaattagac agtctctttt atgagttaaa
  3575281 atataattat cagacacatt tttctcaata tggataatga tttatttttc atttttatat
  3575341 taaaaactat tgatgaacag tgtatgctat ttataagttg ttttatttcc tttaagaccg
  3575401 aattcattcg gtcttatttt ttgtgttgta aatactttta taggaggcat ttcatttcac
  3575461 ttatgaacgt aacgaaacta aatgatcgca tagaagcgaa gaagaaagaa ttgatctatc
  3575521 tcgttgaaaa gtacggattc actcatcata aagtaatttc tttcagccaa gaattagatc
  3575581 gtttacttaa tttattaata gaactcaaga cgaagaaaaa acgttactct ttataaccat
  3575641 tatcttctct tttttgatac gatataacta gattcagaaa ggagccatct atgtttatat
  3575701 taaaagacgt tacatataaa gatatactgc acattcctta tttacagatt caaaaagaaa
  3575761 aaatcacatg tattatcggt gagagtggga gcggaaaaag cacattgctc cgtatgttaa
  3575821 atgatttgca atctccaaca tctggaataa ttgaatataa cggaaagcta atttctgatt
  3575881 atccccctat tcaattacga cgtgacgtag tcatgcttgg gcaaacacca cctatttttg
  3575941 atggaaccat taaagacaat ctattaatgg gacttcgtct ttctgaaaaa ccatttccaa
  3576001 atgatgatat tttgcgaagc gcattaaaga ctattagctt agaaaaaaat ttagaagata
  3576061 acgctgattc cttatcaggc ggggaaaaac aacgacttgc ttttgcacgt atcgtactta
  3576121 tggatccacc tgtttattta ttagacgaac caacttcggc gttagatagc gatacagaac
  3576181 gacgcgttat gaagcagttc actacgctag caagagaaaa gaaaaaaaca gttatcttca
  3576241 tcacacactc acaacaactt ccagaagaaa ttgcggacga tattattgag attagtaaag
  3576301 caaacggtgc aactagaaag gaagtgctct cagttgaagg gcgttattga actccaaatt
  3576361 tggcaacttg ccgctgcata tattttcatt cttattttaa ttgggcttgt gaagttaaaa
  3576421 ggaatacctc gcgaaaaaca aatcgcgctc gcaacattcc gtataacgat tcagctcgta
  3576481 ctcgttgcct atgtccttac atacgtattt gaaaacagta acccttttta tacaattgct
  3576541 ctcattactt ctattactac ctttgcaatt tttaatattt ataaacgagt taacatccct
  3576601 atgtccaaag aattaaaaca agtagccgct ctttctatgg tagccggatc cattgggcca
  3576661 cttctactat ttatctttgt tattatcgga catgaccctt ggtatgcacc gcaatatatc
  3576721 gttccgatta ccggaatgtt agttggaaat gctatgactg gtgtttctct cggtgcaaat
  3576781 acgttcttaa acaatatgaa atcacaaaga ggtcaaattg aaggagcact tatgctcggc
  3576841 gcaacgccga aagaagcaac tgctccgctc atacgcgacg cttttgactc tgccatttta
  3576901 ccaacgatca attctatggt cggaatggga attataagct taccaggcat gatgacagga
  3576961 caaatcttat ctggtgtatc accatttaca gccattcaat atcaaatcgc aattatactt
  3577021 ggtatttcag gaagtaccgc ttttgcggtt attatctttt tacagcttgg ctataaaaca
  3577081 ttctttaata agcgttgtca gttgaaagaa gtagactatg gcgggcgtta aattgtgcac
  3577141 tgttcatggt agatgaaatt atatcgacga tttttcgaat atatctatca taactcaaaa
  3577201 tatatcaacg atttttgaaa tatatcggcg attcgacaag gaatatcgac ttaccgacaa
  3577261 aaaatgacat aataaaaaga ggaggcctat acgcctcctc tttttattta cttacgcctt
  3577321 cttaacgaat tgtgatttta acttcatagc tccgaaaccg tcgattttgc aatcaatatc
  3577381 gtgatcgcca tcaactagac ggatactctt tactttcgta ccgatcttca caactgaaga
  3577441 agttcctttt acttttaaat ctttaatgac agtaacagca tcgccgtctt gaagaacgtt
  3577501 tccgttcgca tcttttacaa cttttgcacc atcattattt tcagcttctg cttcttggcc
  3577561 ccactcatga gcacattccg gacatacgaa aagaacgcca tcctcatacg tatattctga
  3577621 attacatttt ggacaatttg gtaaagtagc cataaattca tttcctccgt tcattattta
  3577681 tacgtaaaaa tcaaaattga tgtttacatc tcgataaata aaatttgtac agcatttcta
  3577741 tatagtgcca tagtctcacg ttattgacaa gcctacctca aattctcatt ttttattgta
  3577801 ttttacaaaa tttcaattcg tatggtgttt ccaagtaaaa aagaagaacc ttcacaagat
  3577861 tctccttttc aaaatgaacg agttctgact agaatcccca accattttct tcaatgtaaa
  3577921 attgatactc ttctagctca tcttcactta atttcttatt attctcatat acttcttgcc
  3577981 attcaaaata gtcttcacta aaataaacag caaatttaat tttcacgttt ttcttctctg
  3578041 tataatcata accagtaaat tctattacat cataatcttg ttctttcttc acaaacttcc
  3578101 aagttggatt atccgtcata atctctaaag tcacaccttc actacttgaa cgaacaacat
  3578161 ttttaatatt cggctcagtt ggtaaaagtg agagtccgaa catagcccca ccaaacacga
  3578221 ttccaactat aacctggaaa ccaaccatac cagcaaaact agcgttaccc tttgattgta
  3578281 aataatatgc cttctcatga tctggcatat cttctccctt atgtaataca cgaacagcat
  3578341 gcttataata taaacgattt ccttgccatc cagtaaatat catcgttcct aactgaagga
  3578401 ctaaactaca tgttaaataa atcccatctg gaatatctat aaaaggagtt acaacgatac
  3578461 taggtaccgc caataacgta agtataataa acaacttata cattttacga taagctaacc
  3578521 aaaaagttgg gaagaaaaag gctacccaat tccacgtatt cctttgcgct ggattttcta
  3578581 ctttgcccca cttaaagtca taataagctg tattcttttg aacaacttta tgtaactctt
  3578641 gcggagaaat tgtttcttgt aaaacagtgt ccttcacgta catcatcctt ttcttctttc
  3578701 tacatacgtg tattttatag aaagaaaaag aaggaatcta acaaaaagta catatatttc
  3578761 ataaaaatga acggaaatcg aatatattcc gacaatttct cgtttattat tccattttac
  3578821 tttttaatat attagaatac ttatgaatga tagatttaat acactaagtt aattatttta
  3578881 tatattcact aaaaaggatg catcaaaatc attttataca tcttttttag tgaatatata
  3578941 ctactatttt aaaacaaaca tctcgactta agagaactca caaattagct ttctactatt
  3579001 tcaaacatat ttccacttac gcaactaatg aataatgcat cattaacttc ctcaattgat
  3579061 acaataaaat ctattgcaac aacattttta ggcagtttaa ttatatcttt tacctcccca
  3579121 catgtagcat caagtattat caattctaaa tttgaagttg caatgtaaat ttctccacct
  3579181 ttatataaca aaacctctgt aatatcatgt agagtattat tgttccaaag cactttacct
  3579241 gtttgaatat taataccaca aattctgcct tctcctaagg acaataccat catctctccg
  3579301 ataagaaatg gaggcaattc aatttcagac ggcatattta cttcatataa tttttgacta
  3579361 ttcttatgat cataacattg tatttgccta cttatatctt catatccata ctctgttctt
  3579421 gttaatagta tttttgattc atctgatgca atgtgagaat accaggcctc atcaagagct
  3579481 ttttcaaaaa ttgagttaca cccctctttt ccgtattccc acttttgtaa tacctccatt
  3579541 gctacacata taaaatgttc attagttaaa gcaacttgtt catttggatt acattcttca
  3579601 attgtttgtt tccatcgtgt agaagcgtct aataattgaa tggcaattgt agcgttacta
  3579661 tatacatcca tttccccatc ttcatcagaa ggattccctg ctaatacata gtaatctggg
  3579721 ccaagatggc actgcaattt ttcccctccg actcgaacat tcttttccca tacttttact
  3579781 ccactttcaa gatctaataa aacattgtag ccttcctgtg taataactaa taaacgtggt
  3579841 aattcttccc tcgtagtttt tacatcttgt ataatatgtc cttctatttc taaattccat
  3579901 agaaactccc cagaacttga tgaaatagcg tacaatttcg caatattttc tccaaatcta
  3579961 ttcgcatgcc aaataactgt gacaccattc acagttatgc aattacaatc ttctactagt
  3580021 ggaatatgac actgccaaat ctcttctttc gtttcactat cgagtttacg aattttgtgg
  3580081 ttattttcct ctacataaaa gatactcttc tcatcatgag atagtaccgg agtaaatatc
  3580141 ggttcaacct ctatcccctt taaataattc cagtttaatt catacttacc acttgtagaa
  3580201 tgatatgttc ggtacataat tgcgttattt ccatttataa gttcagaaag aaatggctca
  3580261 atttctaaaa ttctatgata cgcatctttt attcggaaag aatcaactcc actcatgtaa
  3580321 atctgcccta tctccttttt aagaaacgaa aagagtactc gtaaaaattg ctcgctatta
  3580381 acactagcta acttcttgcc tctctgatta ataatgagaa actccccatc tttcttctta
  3580441 aactctacct ttttttcata tccatctaaa aaaatcacag caccatcatc tttaaaacat
  3580501 tcaccccatg cgtcaaacaa ctgacaaatc ggggcgatta tgtctgtttt ttcttgcaac
  3580561 acaatactct catctatact aattactatt tctccggtat tttctgtcgg cagtttattt
  3580621 agttcgattt gaaacttttt cattatttcc tccctctatt gctcgttatt caaactaact
  3580681 ataatatatg acataagatt cttaaaacta ttatttgagg tgatccaata tgaagactac
  3580741 aatttggaca gaagatgatt atttaaaact agcacctatt aacgacgaac taatcaaaaa
  3580801 agcagaagaa gtactgaacg taaagcttcc agaatcgtac ataaaccttc taaaagaaca
  3580861 aaatggagga acacttcgcc ttgatgctca tcctacttca gagccgaatt cttgggcaga
  3580921 cgatcacgtt aatatttctg gcttatatgg catttctttt gatgaaaatg aatctagtat
  3580981 tttagagagc cgttatttaa ttcaagaatg ggaaatgcct gagaatctcg tactcttatc
  3581041 tggggacgga catacatgga ttgcattaga ctatcgaaat gttgctgaaa atcctcccgt
  3581101 tatatttatc gataatgagg ttgagcaaat tattgaatta gcacctaatt ttgaaagctt
  3581161 cttacaaaac ttaactacgt acaattatga cgaagagtaa ttctctctaa aggagtacgc
  3581221 aatagtgcaa gatttcatta ttagtttaca cactgcttta aaaccacttg gatttaagaa
  3581281 aaaaagaaac acattttcca aagctgaaaa cggattttat aagctcatta acatacaaaa
  3581341 aagccagttt ggagatgctt tctatataaa tataggagtt catcctatcg gtctcccgca
  3581401 gcttataacg aaccaattac aaataaaaga aaatatctca atattcgatt gcattctacg
  3581461 aacgagaata gagcctatac atatgaatca gaaccagtta ttgcataatg tttcacatga
  3581521 aactatcgac attcctaatt acctttctac tattttcgac tggtttcaaa cgtgggcgtc
  3581581 ttatgaaaat ttagcaaaaa caaatataca ctctatctcc ccgttattag ctgtcgttcc
  3581641 aatattacaa gaaaaagcct ttctgcttct tacttgtttt tctttctaca acttaaaaca
  3581701 gtacgaacaa gctaaccgct acttacagca atatttgcat tgtgctgtac atcttaatac
  3581761 cgaagaaaaa gagcccgtat tcttttatga aattgatatg tatataaaaa aactagtaga
  3581821 aagtgcaatg tgatttcaca ttgtgctccc tactagtgct ttatcacact tttatatact
  3581881 tcccctacaa cacccaagta atattcattt cttcaaacga ctctttacta actttcaatc
  3581941 cttcgctatc acccgttcca atcattgcta cttcttcttt agacaacata atttcctcat
  3582001 ttggattttt gatttttctc tcatatacaa gttgtacaag ctctatttgt tcctctgtca
  3582061 actcatattc ttcttccaat ctttccatcg ccgattccgt atcaagtaat gggatttcta
  3582121 ataaaaatcc gccatgttct tccacctctt caaatgaatc gattgaatac gcaccgctct
  3582181 cctcaatcca aaatgctgct gtaatgaaag gaactgcttc ctcttctact tcttctaata
  3582241 cgtattgaag tgcttcctct ttcgcaattt ctaatacttc cgaaggtgcc ccttcaaaat
  3582301 agtttgctgc atcaatccac tcatccattc tctcactatt cacatcttga agacatacaa
  3582361 tcgtgtaatt cggatgaaac gtaattgtcc cgcttccgcc ttgactatct tgcatactat
  3582421 agttcaatcc atcccatgaa ctttcatgta aaaagtccgg agcatgcgct acattaatag
  3582481 catgggcaat cgaatttaaa acgcaccctt tccataattg ttctctatct atatgtaatt
  3582541 tatatttact catcgtcttc ctccacacac atattttttc tattatcttt cctgtacaca
  3582601 atacttgtaa agccttttct atccactaca aaataggaaa gacgcccttt tcaaaaggac
  3582661 gtctttttac agttgaaaat ttactaataa ataaaaggaa ttgtttaata catgaatccc
  3582721 ccatgggacg agtaaattgt ttgttttctt ataggtgtaa gctaaacata taccgccacc
  3582781 caaaatatat aaaacactcc ctaaagtaag tggatgtcct aaagtaaata taaaagcact
  3582841 tataacaatg ctactgaacg tagaaaagtg ctgagataat ttcgtgaaaa acatcccccg
  3582901 gaatagaagt tcttcccaaa ctggtgcaaa aactgtgagc accactacgt atataaggat
  3582961 ttcactttta gtaggctcga ttactctatt aggttcatcc aaactgactc ccgttggtag
  3583021 aattaaattt aataccgcaa gatatataag cagtacgatc atcgtcatta ctatcgttac
  3583081 ataatgttta aagtgattga actgtattga ttttaataac tgcaaacagt aatttcttgc
  3583141 tggcgcatat attaaaataa tagtaataaa tgttaaaggc ggaataagat gatctacata
  3583201 ccacggatat aatgaggagt catataaaaa gttcaaataa ccaattccat acatgatccc
  3583261 aaaaataatt actatcatga tgattacttc taacatactc atttgtacat tcttttcttt
  3583321 atatgtaact aattccgtgt ccactatatc ccctccagta taattaaacc ttttcaacca
  3583381 ttatatacca aattaaacgt aaaaaaagac aatacattca actgtattgt ccattttctt
  3583441 ccctaccatt tctctctgca tgtttcaatt aaatgcagca agtacctctt cgtcatatct
  3583501 gcccttctcc accttgagag cattcgcttt tcttttgggt tctgccgtat tctcactact
  3583561 tcttttaata aaagctccca ttcttccgtt gaatgttcta ataagtattg caatcctcta
  3583621 tcttttgaaa cgattgtttt atgatccaat gtatataaaa tgcgccccat cgtaacaacc
  3583681 gctgattcta cccattcttc tataaagaat aaatatggct gcttcgcctt cccactccag
  3583741 tactgttcta cattgtattt catcgtattg actacatcat tccaccttat ttggaacgaa
  3583801 aggtcttctg cttctttccc gataactgta ataccttgat ttttcaatgt ccaccatgtg
  3583861 accgcattaa tatcccaatg acctacattc gctttaccat ctgcacaata cacgtactca
  3583921 ttcagttcat cattgtattt ccctaaatca gcaagcggaa tatacatacc atccattctt
  3583981 ttccctaacg tactaccact aagtttctta tgaagttcta caagttgctg tttttcagct
  3584041 ttattcacgg aatcacttat taccgtaaca aaatcaacat cgctcgtttc tgcatgaaat
  3584101 gcaccgagtg cgatggatcc gtaaatgtat accccgacta ttttttcatc taaaaaaatt
  3584161 tcttttaatt ctactgtgta tcgttccatt aactgttgta cttctgttgg taacgcatgc
  3584221 ttcactccat ttttcacaac tatccctcca ataaaaaaag cctttgcaaa ttcgcaaaga
  3584281 cttcctgctt tataaatatt tctcgatttc ttcgtaaaca tccttcaaac ggggatttcc
  3584341 ttctccaaca atttctccat ttacaagaac gaccggataa aataaatctt cctccactac
  3584401 gcgctctgcg aatgcttttt tctcttcatc ttcttgttct tcttggaaat caatatactc
  3584461 gaaattaaat ttattttctt gtccttcata tttacgacca atcgccgctt gtaaccactc
  3584521 aaacgtttct gttgaagatg gcattccaac gcagctcgca caaattactt tcgtcccata
  3584581 cacttgcaca ttaaccattt cttctccccc acttcttgtt ctaacagtat attcagatgt
  3584641 cttattacat aagcacatca ttttacaaac ttattccata cccctatact gaaaaaacac
  3584701 gttgtaaaca tgataaaaaa tttcgacaat aaaacaagaa cagaaaaaat agattttccc
  3584761 ctctatcttg attataataa aactgatgaa aggagtcgat aaaaatggaa aacccacata
  3584821 tgcaagaaca agtactagaa gtattagata aattacgtcc attcttactt cgcgatggcg
  3584881 gagacgttga gttagtagac attgaagaag gtatcgtaaa attacgcctt atgggtgcat
  3584941 gcggaagctg cccaagttct acaatcacac taaaagctgg tatcgaacgc gcattacttg
  3585001 aagaagtacc aggcgttatc gaagtagaac aagtatttta atctaaaagc ggaagcggct
  3585061 cgttcagaac aggaggtcat tggagctcct gacgaagagg cgctttttgc ctcacaggaa
  3585121 ggcgcgaaat ggccgactgt tctagccgct ggagctggat attaattaaa agcgaaagcg
  3585181 gctcgttcaa aatgtgaggg ggatggagct tctgacatag aggcgctttt tgcctcggcg
  3585241 gaagaagcga agccaccgaa cattttagcc gctggagcta gatattatct agcggctcgt
  3585301 tcaaagtcac ttgctaaaag gagaccaaat ttggtctcct ttttttattt aaataacaat
  3585361 catccgttaa catcataaaa caaaattgga aatccttctc aaaaaatgcg ataattgata
  3585421 ctatatagtg aatcgttcac acatatacaa tcaaaaaaac atagggggac gacacatgcc
  3585481 aaaaatgggg aacacttttt taacaatgca agaactagaa aagaaaaaag agtatttatt
  3585541 agacctttca tccgttatac cgacatggaa tgcgagctac caatttttat ttaaagaaat
  3585601 ccagcaagaa ttattgggta aagtaaatga aaaaattgaa aaacatcaat tcattttaaa
  3585661 tatatgtgca gagcaacaag taggggcata atgtattaca tacagttgtg gtatataaaa
  3585721 aagagacctc actcggtctc ttttttatat ttttaagata accaatctaa ttttctaatc
  3585781 ccgagcttat caactggtaa acgaagtgag ctataaaaat gcttcataaa ttgctctgag
  3585841 cggttcacat cgtgtaaaat ggcttctaag cgatctctat atatgctttt ttgttcttcg
  3585901 tttcctgttt ggtagtaccg ttcaactgtt tcaaaatagt gaagcgggaa caagagcctt
  3585961 gcaaataata ggcgccaacc aaatgaggat agcgaataat ttcgttcgta atctgtaaca
  3586021 aattgaacga ttgttttctc ccagtctttc tttttttcaa tcatcatata acggattaat
  3586081 tctgctatat ctcgagttgg gtgatcatac acccaatcaa aagggagttt gagacgcttc
  3586141 gtttgatgcc ataataaagg tgtgaatcgt tcttggcaaa ttgttgctgc atcagttagt
  3586201 tgcggcgtat catccatttc tgtatcaaca acatattgaa tggcattttc tgcaacccct
  3586261 aagtaatacg ggaaggattc aataaacaat tgatcgaata cgtctgtagg gtggttcatc
  3586321 acttgtgatt gccaaaactt ttctaattga tcgagccttt tttcccataa tgctttccat
  3586381 tcaccaatgc ggcttagttg ctcaatttct tctggaaaga atgcacctcg tttatggaat
  3586441 atagaaagct cactacctaa tgatatagca tgtcgttcta acgctcgcat accttttaat
  3586501 aagcagtaat tttgttcttc tatctcactt acatagtagc catgtatagt tggaacgaaa
  3586561 gtcgctacag ttatatcccc ttgctggttc atatagtcac tgagcttttt catctctaca
  3586621 agtacttctt cctccatttc tccaattgga acaagtacat aaattttgtt gcgaatccaa
  3586681 aagcttttat aggggccaag ggggattaat tctttaacat gcatgtgata atgctcataa
  3586741 atatgatgaa tcatcgcagt cgccacctat ggtttttctt tatatatatg agcttgtgct
  3586801 cgcctttcat tcctatgcac atgataaagc aacgaaacgt atacaaatac taaaaagaaa
  3586861 aaaaggtgat aaacatgaaa gactcaaatc aactacaaga aaaagcatta caactattac
  3586921 aagaacgcgg tgtaacaatt gacgatattg ctgaacttgt tcattttctt caaaaaaaat
  3586981 atcatccaaa tttagagatg tcagaatgcc gttataacgt tgagcgtgta ttatcaaaac
  3587041 gtgaagtaca aaacgcactg attactggta tcgagctcga tgtccttgct gaaaaaggaa
  3587101 tgttaagtga gccgttacaa gatatcgtaa aacgtgatga aggcttatac ggaattgatg
  3587161 aagtgatcgc actttctatc gttaatgtgt acggctctat cggtttcacg aactttggat
  3587221 atatcgataa attaaaacct ggtattttag aatacttaaa tgataaatca actggaaagg
  3587281 tgcatacatt ccttgatgat atcgttggcg gaatcgctgc cgctgcttca agccgtttag
  3587341 cgcatagagc tgagcattcg gagtgaaata tgaaagaccg tcagtgtcat actgacggtc
  3587401 ttttgtattc catgagcata aattctcttc ctcggcccaa aaaaataggc ccttgctgaa
  3587461 aacctatgtt tttatatagc gtaatcgctc ttatattaaa tgtcgctaca ctaaggcgaa
  3587521 acgtttgcgg gttaaattct ttaacagcaa acgctatgcc agcttgaaaa aattcttgcc
  3587581 ccattcgctt ccccgttaac actggcctca tgccaagtcc gatatcaatt acatcttctc
  3587641 caccatataa atgagcatct cttccccctg gcacttgtgc attttcccca aaacaaaaat
  3587701 aaccgataaa ctccccacta tcgtcacagc agccataata cgtcccatct aataattctt
  3587761 ctattacttc ttcctcgctt gaaaaactat acaaatgata agtttcttcg tacgtccacg
  3587821 tatttatctc atttgcttct tctatcgtta acttatgtat atccatcctt ctctccccta
  3587881 atcaaatatg ctatatatac tcattcattt ttcgttcctc atttccctct aattgaaata
  3587941 tgcacaattg catacgcacg cccactgaac aaatggtaca atttatttga atcgctgttg
  3588001 ctacacttct tgatcaaaga aaaggcgtta aaacggatat tagcgcctta tcaaactcaa
  3588061 gcaattggca cattttgtca tcttgaaaga cactcgaaag agtgtctttt tttctatacc
  3588121 ttacaaggac ttactcattt caaaatataa acacataaaa taaggtaact ctttacatgc
  3588181 acgaatcctt ttctcaaagt tttgaagtag actcaaaata aaaaagcact cttggctaga
  3588241 gtgcttttta ctttcaaaca aggaggttac ataatatgga tagtactctc gtatttaact
  3588301 tcggcattgg tattgtcatc attttatttg ttttctttgt tctttgtatg agcggggtgt
  3588361 agaaagacga tttgaggcgt ctttttatac atatgtatta cttgactttc gtaaaagaag
  3588421 taacaataat ggttacagag aaaccattca catatccaca aataggagga agaacaatga
  3588481 aacatgtaat cgtttatgca cacccaaata cagaaagctt caaccatgcg attttagaaa
  3588541 cggtaaaaag tgaattagaa gaaaaaggtc atgaagtacg ggttcgcgat ctatatgaat
  3588601 taaacttcaa tccagtatta ggcgcttcca atttcatctc attttctcaa ggaaacacac
  3588661 cagcagatat taaagaagag caagagcata tctcttgggc tgataccatt acattcattt
  3588721 acccagtttg gtgggcggga cttcctgcta ttttaaaagg atacgttgac cgtgtattta
  3588781 gccacggctt cgcttatgct tacggtgaga atggtattga aaagttatta agcggtaaaa
  3588841 aaggcttatt attatctaca atgggaaata cgaaagaggc atacacagca ggcggtatgt
  3588901 ttgacgcaat gaagaaaacc gcggatgttg gtatttttga atttacaggc attgaaacaa
  3588961 ttgagcatac attctatacg agtgttcctt ctgtggatga cagtgtgcgt aaacaatatc
  3589021 ttgaagaggt taaagatgtt gtgaatcgtg cattttaaat aaaattatat cagcgatttt
  3589081 ttcaatatat cagcgcaact cagattatat cggcgatttt ctaaatatat cagcgcaact
  3589141 taaattatat cggcgatctt ctaaatatat cgacttaccg acaaaaatcg acactagtca
  3589201 aaactaattt ttagcccaca ccaatcgggc tgcccgcaaa tatcagaaaa aaagctgctc
  3589261 caaggtttgg aacagctttc ttcattacat cttctcaatc cactccgtca agttatgtac
  3589321 aacttgcgtc ggttgaactt cgtattctgt taacttctcc acagttgtga ctccagtgtg
  3589381 gacaagaagc gtatgcatac cggcatttat tcctgctaaa atgtctgtat cgtagttatc
  3589441 cccaactatt aaggcttcat tcttttctat gccaagcact tttaaagctt gttccataat
  3589501 gattgattct ggttttccga taaagattgg atccacgcct gttgatactg ctacaactga
  3589561 tgttaatgaa ccgttacctg gtaataatcc gcgctcagtc ggaatggcaa tgtctccatt
  3589621 tgtagaaata aacgttgcgc cgttacgcac agcaagacaa gcttttgcta atttttcata
  3589681 tgtgatgtca cgatctaaac cgacaacaac gaaatcagga ttttcatcca caagttcaaa
  3589741 tcctttttcc acaagtgcat catgtaagcc ttcttcacca atcatatata cagttgcgtc
  3589801 ttgtttacgt tcataaataa agtttgctgt tgccatactc gttgtgaata cttgctctgc
  3589861 tttcgctgga atatcgaaac gaacaagttt ttctgctacc tgttctggtt tacgagttga
  3589921 gttattcgta acgaataaat atggaatgcc gcgctctcct aatgctttta caaagtcgct
  3589981 cgcttcttca atttgttctt ctccgcgata cattgtaccg tctaagtcaa ttaagtaacc
  3590041 tttatacatc gattatgtct ctccttctat cctaacgttc tcaccttatc ataccactct
  3590101 tatattaccc gctttttaca aagaaaaaaa cgctttacct taaagcgccc cataacgttc
  3590161 attttttctc ttttacttga taagaacaac tacaatcgcc ctcgcacatg tttgctagcg
  3590221 tctttacatc tgctcctgca aataaacgat tatacatctc tttttcatct tcacatactt
  3590281 gcgggaatct ctctgcaatt tcctttaacg gacagttttg tttttcaatt acgaaagagt
  3590341 tctctccgtc tctcttaatt tgaaccatat aaccattttt ctcttgcatc gccgctatct
  3590401 cttgcacttt atatgctaaa ttcttttgat tactcactcg cttttgcagc tgttcttcca
  3590461 ttcgcttcgt tctctctttt aaaacgtaac gaagtatttg ttcatcgccc attcgagcta
  3590521 aatcttctag catatcaatc gcaaattgct tatactcttt cgggaatgta tcttctccct
  3590581 tttcgcttaa tccatacaaa taagttggtc ttccgacatg ttgccttacc atcttagaat
  3590641 agatgaaacc atctttctca agattactta aatgtcttcg aatcgccatt tctgtaatct
  3590701 ctaaaatttc agctagttcc gctaccgtgt gctctccctt tactttcaac aattggataa
  3590761 tttcatcttt cgtcgtccgt gcttccccca tgcttcaccc ttctccctca catacaatat
  3590821 aagaccccca aaaggctttc tctggggatc ttataagcat aattattctg gtacaaatgc
  3590881 agatacaggt cctaattcct tttctaaata actgcgaata tttgctgggt atttctctac
  3590941 cactgcaata tgtttttgaa tcgtcttata taattcatca tgattcattt gaatataatc
  3591001 ttgcgtaagc atttttcgaa gaaggataat ttctttcatc ccttgtccat cttctgcact
  3591061 tatcactcgc tcgtccatta aaatatcaat aatatcttca tagcttcctg gatcgcgcat
  3591121 aataaatcca tcaatcatcg cattccctac atctaataca gaatcaatca ttagatgcgc
  3591181 tatgcgttct aatgcgtaaa attcaaactc ggtttcatat atctttttct cttgaaatgt
  3591241 acttgttgct cgttctaaac atactagcat ttgttctatt ttctttctgt ctacaaaata
  3591301 catgaatgtc acctacctgg aaattaaagc atttacattt taattgtaac gctttcttct
  3591361 gaaaaaatcg acaatttttc gaattcacct tttccccgta atttgttata gttatatttg
  3591421 tatgattttt gaaattggag gaatggaatc ttggaacgtg aactcgcact agaaattgtc
  3591481 cgtgtaacag aagcagcagc attagcatcc gcacagtgga tgggccgcgg aaagaaaaat
  3591541 gaagcagatg atgcagcaac tacagcaatg cgtgatatgt tcgattcagt aaacatggca
  3591601 ggtacagttg taattggtga aggagaactt gatgaagcac cgatgttata tattggtgaa
  3591661 gaactaggaa caggtaacgg tcccgaagta gacatcgccg ttgacccatt agaaggtaca
  3591721 aacatcgttg caaaaggtct tgcaaacgca atggcagtta tcgcaatcgc agataaagga
  3591781 aaccttcttc atgctcctga tatgtacatg gaaaaaatcg cggttggtcc aaaagcagct
  3591841 ggtaaaatta gcttagatga tccaattgaa aaaacaattg aaattgtagc agaagctaac
  3591901 aataaaaaga ttcgcgatct aacagttatc gttcaagaac gtgaacgtca tcaagatatt
  3591961 attgatcgtg ttcgtgctaa aggtgcacgt gtaaaattat ttggtgacgg tgatgtcggt
  3592021 gcgtcaatcg caacagcact acctggaact ggtatcgact tattcgtagg tattggcgga
  3592081 gctccagaag gcgttatttc tgcagcagca ttaaagtgtc ttgaaggtga aatgcaagct
  3592141 cgtttagttc caatgaacga agaagaagaa gctcgttgtc gtgaaatggg attagaagac
  3592201 cctcgtcaac ttcttatgtt agatgactta gtatctgggg atgatgcaat cttctcagca
  3592261 actggtgtat ctgctggtga gttattagac ggcgtaaaat tcctaggcgg agatttagct
  3592321 gaaacatact ctatcgtaat gcgttacaaa acaagaacag tacgattcat taaaacgcat
  3592381 caccatttag atcataaacc acacttaaac ttagatattt aataaaagga gccatgtgta
  3592441 tggaagaacg tttctttctg tacgacgaca ctgtcgctac aaaaactcgt ttcgttagct
  3592501 ttatgggaga aaatgagcgt catgatttag cgctattata ctccgatcgt cattacggta
  3592561 aaacgattgt ccttgatatg cagcgcaata aatttgcaat catcggtgct gacgatttaa
  3592621 acgaaccagg ctacttagag cacgcatttt ctatgactga agaaattgct gaagaactac
  3592681 gctcattttt atttgaactt atataattta tcttaggcac cagcttttta gctggtgttt
  3592741 tttcacttta agtattttga attttcaatt atatgtgtta taatgaagaa taaatctatt
  3592801 tggatagaaa ggacgttatc tacgtatgcc aacatttact ttgtaatgga tcagcaattg
  3592861 gatagcatta ctctcaaaaa agcaccacgc tttttcaagg gagtagtctg cccattccca
  3592921 ttacaaagga acgtattgca tctgtagtat gatgtttacg gaggttcctc tttggggaac
  3592981 ctccttttat ttttgtcttt ttctcatgtc ttcatactat aagacatcca aatagctgta
  3593041 ttacgttcct ttaccactac tataagaggt gaaggaaaat gcagaaagta caactttctt
  3593101 ggagtttata tgaaaatcag caaaatacaa ttgaaaagta ttgtaaaaat tgcagacgca
  3593161 ctaccctatt taccgacaca aatattcgta ggcataacgc caacggaaaa aacatatatc
  3593221 gctttgctat ttataaatgt ccgaaagatc atacgtggaa tcaaaaactt cgtatttata
  3593281 aatcatttac tgatcacgtt gaaacagtcg atatgacgca acaggatcaa acggaaacaa
  3593341 ctactaccat ttccattaca cagcataaag aaagtggcat agatgaaatt acgattgtat
  3593401 tagatctcgt tttcggttcc caccggatgg ataaagcttt atccacatat atttccgatt
  3593461 ggagccgtac actcattgtg gataaaataa aaaacgggga tattcaattg aactgacaac
  3593521 aaatgaaacc aaatacaata ctttctgaag gcgattatat atcaatttgt ttataagcga
  3593581 gaatatgcaa aaaatcctct tacaatcgta agaggatttt tttacttctt cacttttcgt
  3593641 aatacgaagt gtgcacaacc gaagttacaa tactcgtata aatactccga taacgtacta
  3593701 atttttgtat catatgtcgc acgttggtta ctatcatcaa agaaaccgcg caatctaagt
  3593761 tgctcatatc cccagtctcc aacgatgtaa tcatatttat ttaaaatttc tgcatagcgc
  3593821 tctttaaatg cttcttcact aaaaccgtca cgaaagtttt taattacttc gtactgcaca
  3593881 ttattaatgc tcaccgtagc atgaatctct tgcttttgct ccatcattaa cttcctctct
  3593941 aagcattctt ctttttatcg tatcacaaag cataccaacc aacaatttca aatacaaaaa
  3594001 tttgcaaatt agtgcatgct atggagaagg aggtgataca tcgtgaaaaa acaaattata
  3594061 ctttctctcc ttacgctttc cttatttgca ggctgccaaa caaataaagc cgaaatggaa
  3594121 cgtgaagaag gaagtcgtgt tcttgtttcc aataaaaacg acatgtatca tacggaaaat
  3594181 acaaatacac gattaacgag agtcggttat tcatctaaac aaaagcatga agtatctaat
  3594241 aaacaagtag gagccattaa ccgtgagaaa gttgctgaaa tgattacaag catgacagtc
  3594301 aaacttcctg acgttacaaa cgctgctacg ctcgttaccg atgatgaagt atttgttgta
  3594361 taccgtgcaa acacaacgga ttcgaaactt gtagcagatc aagtatatag aactgcttta
  3594421 tccatcgtcc ctcgctatta taaagcatat gtatcaacag accaaaagtt gatttctcaa
  3594481 attcaaggac ttcaatctgg cgcattaaat gatacagaat atacgcaaag cctcgatatg
  3594541 ttaaagcgtg aaatgagtaa aaatcctcat ttgaacaata caggggatca gactttaaat
  3594601 gatatgataa aaaaataaag aaggcggaga caacctccac cttctttatt ttttactatt
  3594661 tattacgatc cgcataaact tccatcgcat cgcacataaa ctgcgctaaa ccttcgccaa
  3594721 acttatcgat atttttcgta aagcgctcat cagcgacgta catttgaccg agccccttaa
  3594781 aagcatctaa tgaatagtga ctgaagtttt gcaagtaatc gtaccatact ttgatagctt
  3594841 cttgcgcctc tttggaatct ggagcaccgt gtctaagcgc cgctaaattt ctgtaaatag
  3594901 cattaaactc ttcttgcttc tcttttgaca taccttttgc atattcattc gctttatcta
  3594961 cagctgcgtc tccccatctt tcacgtgctt cttcttcata tgggttatgg ctgaaatcga
  3595021 atcctttaaa tttctctttg ttcgtcattt caatctctcc ttttgtatgc tgaattgttt
  3595081 tatcaatcgt cgcaatcact ttatctaacc tagcacgctt ttcaagaagc attttcttat
  3595141 gaagctgtaa tgcctctttc cggtcaaatg atggactcat gataatttct ttaattttct
  3595201 tcaaagggaa gcctagttct ttaaaaaata aaatttgctg caacatttct aaattttcat
  3595261 tggaatacag acgatatcca gactctgtcg tctcgtctgg ggttaacaac ccgatttcat
  3595321 cataatgatg cagtgtgcgc acactaattc caactaaatt agctacttct tttaccttca
  3595381 ttgccatgtg tatctccccc ttaatacata cgataaagta tgacgcaacg ttagagtcaa
  3595441 taagtaaatt cattttcttt ataaaatatt tcatgcataa tagatatgta catatattag
  3595501 aaagcggtga aaatatggtt tcaaatactg taattgccag catcatcttt caactcattg
  3595561 tctcgattct ggtcccaatt attgtactcg tttatttccg taaaaaatat aatataaatt
  3595621 ggaaagtagt cggcgttggt gttcttatct ttatcggatt tactcaaatt ctcgaaacac
  3595681 cattccacct atttatgcgc ggtaatccag caatcgctcc aattttagaa aatccatttg
  3595741 tcttcgcact gtatggcgga ctcactgctg gtatttttga agaattagga cgcttcgttg
  3595801 ccttcttctt cttactaaaa aaatatcaag aatataaaga tggcttcgct tacggaattg
  3595861 gtcacggtgg cattgaatcc attttagttg gcggattctc tgcattccaa gcacttatat
  3595921 ttgcgaattc aattaacaac ggtagcttcg ctcagatggt agaaaaaatg ccagagctaa
  3595981 gccgtctaca ggacatgtta attcagcaac ctgcctactt atacttcctt ggtagcttag
  3596041 aaagaattat ggcactcgtg ctgcaaattg cctttacaat gcttgtctta tacgcagtga
  3596101 agcagaagaa atatatcttc cttgtgtacg ctatactatt ccatgcattc gtagatttct
  3596161 tcgcagcact ttaccaaacg aaaacaatca acatctttgt tgcagaagga attacccttc
  3596221 tctttaccat tggtgctgtt gttcttattc gtaaaatgaa agagaaatta atgagtgtgc
  3596281 cagaataaaa ataacccgcc aattggtggg ttatttttta tacgaattat catagtgatg
  3596341 atagcttttc ccgctttgca gctccctctt tgtttctgca tctataacaa tgtacttatg
  3596401 taactcttct atttcatttt gagtaaagga agcaaaaaag tatacttggc gatcagggtg
  3596461 aacgaaaaaa tcttgaagca ccacttcact ccggcaacct gcggctgttt tttctaggaa
  3596521 agaaaattct tcatcgggca cttctttaaa tgagattttt tttcgaacgc tatatgctgc
  3596581 attgttgtat tctttataaa ttttcttatc taattgttcg taaaacacat cctcactcac
  3596641 aaatgactta tttcgattgc ttggataatc taccttttga ttggattgtg catatgttgt
  3596701 ggacatttgc gagagaaaac aaatcatgaa tacaatacat atcatttttt catcattgca
  3596761 cctcgatttt ctattatcca cattactttt ccacatgatc ggatcattat gttctttcca
  3596821 ataaaaagga atattttcca catttgtcga agtatatagc gtcaacttga aagatgggga
  3596881 tgaattatga aaaaaattat tgtcatacga cattgttcag caactggcca agaacgtgat
  3596941 gccgaattaa cgaccgatgg aaaaaaacaa gcaaacaccc ttgctacatt cctcttagag
  3597001 caccatccac aaatagacca tattatttca agcccatttg tgcgagctat cgattctatt
  3597061 cggccctatg cacgccaagc caatttgtct atccaagaag atgaacgatt agctgaacgc
  3597121 atattaagcg acgttccaat ggacgattgg atgcaaaaac tagaatctac ttttacaaat
  3597181 atagatattg ccttttcagg cggggagtca acgaaacaag caacggatcg tgctatatcg
  3597241 cttatccaac acgttttaaa attaaactat actacaacac tacttgttac acatggcaat
  3597301 ttacttacac tcattttaaa gtactttgat catacgattg gctttcatga atggaaagct
  3597361 ttaacgaatc ctgatgttta cgaaattgta attgatgaac aatgtactat aaaacgatta
  3597421 tgggaagcat catccaagta atatctcttt ccaacacatt cagttgacgc cacgagaaga
  3597481 aactgtacta ataatagaaa ggggtatcac tccatatgta cgaagatgta cttgcattac
  3597541 tacataaaac aaatgcttct tatgaaaaat ttgagcacga accagtactc gattatgaaa
  3597601 cagatcggat cgtgcgggag aggcttggct tacaaggcac tccaagtaaa agcttatttt
  3597661 taaaatcaaa gtctggagat tattacgtat ttttcacgtt agagggcaca aggctcaata
  3597721 gaggggagat gaaagaacta acaggagaac gcttatctct ctgttctcct gatgaactgc
  3597781 gagacaaaac tggttgcacg ccgggatgtg tcgctccttt cgggtattca cacgatgtaa
  3597841 caattattgt ggatagcgct atttatacgt acgataaaat tttaattaca cctggtgtac
  3597901 ctgaatttac aattgaatta tccacagagg aattaaaaaa gattttatta acatgttcaa
  3597961 atgctgtttt ggagtataaa caaaaagaga gctaatcgtt agctcccttt tttcattatt
  3598021 ttgcttctgc tgttttttct tttgcagaac gaacttgctc gtccgcatgg taagaagaac
  3598081 gcacaagtgg gccagcttca cagtggctaa atcctttgct aagtgcaatt tctttaagct
  3598141 ctgcaaattc tgctggtgga taatatttaa gaactggtaa atgcttctta gatggttgta
  3598201 ggtattgtcc aagagttaaa atatccacat tgtttgcacg taagtcatcc attgcttcaa
  3598261 ttaaatcttc tctcgtttcc cctaagccga ccataatgct cgatttagtt ggaatatcag
  3598321 gctgcatttc tttcgctcga cgtaaaaact ctaatgaacg gtcatatttt gctctagcgc
  3598381 gaactcggtt agataatcga cgtactgttt caatgttatg gtttaaaata tctggttttg
  3598441 catccattaa catttttaag ttttcttcta ctccacccat atcagatggt aatacttcga
  3598501 ttgacgtaaa tggattttta cgacgtacag cgcgtactgt ttcagcaaaa acagctgctc
  3598561 ccccgtcttt taaatcatca cgtgcaaccg ctgttataac aacgtgcttt aagcccattt
  3598621 gtactacaga atctgctacg cgttctggct cttgtaaatc aagctctgtt ggtaagcctg
  3598681 ttttaaccgc acagaaacga caagcacgtg tacatactgc tcctaaaatc ataaatgttg
  3598741 ctgtttttct tacagcccag cattcatgaa tattcggaca tttcgcttct tcacaaactg
  3598801 tatgaagatt cttagaacgc atcattttct ttaagcctgt atagttttca ttcgtgttta
  3598861 acttaatttt caaccattcg ggcttgcgct tatattctgt ttgttttgtc atggttatca
  3598921 actccgcaca atatgaaata gtttaccgtg ttcgcttctt tcaatgtaac atatctattc
  3598981 taacgtatga aagcgatttg ctcaaatgaa gattctaaga ttttttccaa tcgttcccta
  3599041 taatgaaata ctccgtatat cccacactaa aaagagtgat gttgtgaaag gagtctattt
  3599101 catgcttcga aaaatttctc ttttgctttc gatttgcttt cttctccacc aaaacatcgc
  3599161 ttacggtgaa gataatcagc aaagcatata cgaaaagcgc atggcactat ataaagaaac
  3599221 cgagcaatct tcaggcattc cgtggtatta cttagctgca atggatcaat atgaaagaaa
  3599281 tatacggagc gtaagaaaag atattccgaa aaaaccagat gccatcattt ccctttattt
  3599341 caaaccagaa atatgggctg gacctgttaa cggtaacgac actctccccc atacaattgc
  3599401 tctatttggc gggttaggtt tagatggtga caaagatgga tttgcaaatg caaataacga
  3599461 ccgtgacctt ctgcatacag cagcaacaat tttaaagaaa caaggaacgt cagaagaacg
  3599521 tatcaaaatc atgctctggg aatattatag acgtgcaaaa acagttgatt taattaccga
  3599581 atacgcccaa atttataaac attatggacg tattaattta gaaggaaatg cgtttcccct
  3599641 tcctattcgc agtgaccata gctaccgtag tactttcggc gctgggagaa gttttggcgg
  3599701 aagaagggtt catgaaggaa ccgatatatt cgcaggctat ggcgtaccag taagatccac
  3599761 ttgctatggc attattgaaa caaagggctg gaatcgcctt ggcggatggc gcatcggtat
  3599821 tcgcgacctt cataataatt atcattatta cgctcactta ggcgggttct caaaagaaat
  3599881 acagcttgga caaattgtcg agcccggaaa agtaatcgga tttgttggta gcaccggtta
  3599941 cggtcctccc ggcacagctg gaaaattccc gcctcactta catttcggca tgtataaaga
  3600001 caacggttat acagaatggg ctttcgatcc atacatgcat ttaagtcttt gggagcgaaa
  3600061 agaacgcgca aatacaaaac gataaccgta gcacattgct acggttattt ttcatttaca
  3600121 actaactatc cgttttcttt ttattaggta caacaacact tccgcttcca taataagtag
  3600181 gcacttctcc ttgaacaatg cgcgtcgcaa ttggaacatt ttgtttcact tttatttctt
  3600241 tcgtatgaaa tggaataacc acttgcaacg tgacttccat ctccataata atttgaatcg
  3600301 ctgtcgtatt gatcccgtgt ggttcaattt tttgtttaat atccgtattt acatgaccaa
  3600361 tcgtcgtgaa atcaattgga atatcgggtc ctatatttcc aagaagcgca ttatttgtta
  3600421 cacggccaaa aggaactgcc atcgttgccc cgtttttttc agaaatacct agcccattta
  3600481 aattcccttg ttctacttgc tgtaaatatt tttctatgta cgtggtcgtt gacgttacaa
  3600541 tttcatttac ttgcttcgta tttaaattaa ttgtggatac ttttccgttt ttatcatttt
  3600601 gtactttcat taatgaatcg acatcgaacc cttcatcaat tctatctttt accgccttcg
  3600661 tcataaccgc tgtcgccatt ttatgtgtct ctacttctcc atatttcatt agtgtcggct
  3600721 gaatgctgct attcacaatc cataatcctt gcacgagtaa tatgacaaaa agaataaacg
  3600781 acataagcag tatgtgccga aaggaaatag gtccccttcg aaaccgcgaa tttttcgaac
  3600841 gaaatatact cataaaaaaa cctccttctt atatcatttc tatgcaagaa ggagggacga
  3600901 tatatgctta tctcattttt aataatgctt cttttccgat tgtgccagcc gtaataccta
  3600961 aagcttcggc ttcaatcgtt actgattcta gcggcgcttc aagaagttgt tcaatcgttc
  3601021 ttacaccaac cgcgcggcca gcaataatac cacgatctcc taacttctca tttaaaagac
  3601081 ctacatctaa tgcaccgcac ataatatatc ctttatcgct cattacagct agcaaatttg
  3601141 tctttggaag tttgacgcta accgcaataa acgtataatt atcgattata attggctcca
  3601201 cattaaccat agttcacact cctctctttc ttatctgtat gacaagagaa aaatgagtgt
  3601261 tacaagttaa ctagcctata gtttgacaga agatgtatga gttattaaca cgtccgttaa
  3601321 cacatctcta agtagttctg gcatataata ttgtttgtta gaaagtgtgg atagctctgg
  3601381 gtataagtag ccaaatgtaa acatatcaat cgttcctact gtatatatac gatctaattc
  3601441 cagcgattct ccgttaatta atacatcttc gagtaaaatt ttattcccgg gaatcgtatc
  3601501 tggaatgact tctacaccag cgtaaatcat tttccccatc actttcccgc gaaatccgaa
  3601561 tccttttacc tcaaggttct ccatattcgg gcgacgtgcc tttaaaataa cttctcttag
  3601621 cgttttcccc ggcaccttta ataaacatgg attaattgga tgtggacaaa ttctgtgaat
  3601681 atctccgcgc gtcacaacac cttcatctaa tccttcaaga agtacaccag cgttcaccat
  3601741 gccaatctct gcaccgcacc acgttttcag cgcatttgct aacatgtgcg aaaatgctgt
  3601801 ctcatgaaac caatcaaccg gtaatgattc cttcaaatga acgacaggtt cttccataat
  3601861 atgtgtactt tcttcctgca gcgcttcaat tgtggataac ggtttactat aagcacctaa
  3601921 acggtctgtc ttaatcgctc taccgtcctt tttcaacagc ttcttcgtct ttttatccac
  3601981 agtaagctgg acgtgcccaa cataacgtcc ccacttttca caacaacaaa gtaacgtatt
  3602041 attcataaga acaccgcgct caaataaatg atgcgtatgt gcccctaaaa tcacatctat
  3602101 atcataatgc tccgccatat gctcatccat actttttcca agatgagaaa ggacaaccgt
  3602161 tatatgagcc tcatctctca cttcttctaa aatagactct aaatgctcga ttggatcttc
  3602221 aatatgccaa tctaacattt gataaaactc tggatacgca actgttaatc cgataaaagc
  3602281 aatcgtaatc ccatctgtcg ttgtatgtaa tttataaggc ttcgcccact ctggacgtac
  3602341 cccttctttt tcaaataaat tcgcaacgag cacctcaaat tcagcatcat catatagatg
  3602401 attcaaatgc tccttcgcta acgtaattcc ttcattattt ccgatcgtta cataatcata
  3602461 taacgcctca tttaaaagct tcgtattgcc aagtccattc gtcgcttccg aaatactatg
  3602521 aaaacgatcc acatgatcgc caatatctac agttaaaacg gtctctcctg cttcctgtct
  3602581 tcgctttttc tctccttgta caaaccgaga aatttgcggc caattttcaa aatgactatg
  3602641 tatatcgttt gtatgataaa ggtggatgat tgtttcttta tttatattca gagaaaaaac
  3602701 ctcctctcag ttccttactg ccatttacgc tatgcgtacg caataatcct gtaaatactt
  3602761 ttcgtctttt cttgctattt tacattgtac tcgcattgtg agaaaaagca aaagattgcc
  3602821 cttttcatat gaatttttct gcattatcat ctatatagga ggtgttctta ttaaacttta
  3602881 tagcttactc tcactcgtgt tttcattaat aggaagtatt ttatttatcg cttccgtact
  3602941 ttacttacct aatctatatc tatttattag cttccctctc gttattctcg gcttcatgtt
  3603001 tagcatggtt gcaatatcta aaaacgaagc tagcaaattg agatttgccg gtatttttat
  3603061 cttacttcta ttaattctct ttgtattaat aggtattcct tttatatttg taggattcgg
  3603121 attttagagc tagttattgc tagctctatt tttatgttgc gggggtatat gaagaatttc
  3603181 ttttgtctta ctttgtcgat aagtcgatat cccttgtcga atcgtcgata tattgaaata
  3603241 atcgccgata tattccgagt tgtgattgat atatttgaaa aatcgctgat atattccaat
  3603301 gtatactgga tggggtatca ccatacattt ataccttgta acacgacata tgtcgtgtta
  3603361 caatttcatc ataaggtggt gaaccataaa atggataaag agatattaaa aggaagtatt
  3603421 gatattttac ttctctccat cattaaacag catgatacgt acggatatga aattattcaa
  3603481 aagctaaaag aaaacagcaa tgatctatac acgatgagcc aaggtacact ctatccagca
  3603541 ctcaaacggc tggaacaaaa ggatttaatc cattcctact ggggtgaatc tgaaactggt
  3603601 atgaaacgaa agttttatcg cattactacg agcggaaaga aaatgttaga agaaaaacta
  3603661 acagcgtggg attcagttac agctcttatt aaaacttgtc agaaaggagc tttaaattaa
  3603721 tgacgattga aaaatacata aagagtatcg ttcaaaaaac aaacctatcc caatctgata
  3603781 aagacgaact atacttcgaa attcacgatc atctcacaag cttaaaacaa gaatttctcg
  3603841 atcaaggaaa atccgaagaa gaagctacta cattagccat tcaaaatttt ggagaagcct
  3603901 ctactttagg aactgaaatt gaaaaagcga tgcaatcttc tacgcaaaaa tatgtagagt
  3603961 ggattggctg gggattgttt ttaccgtatt cgtttgtttt gttatttaaa ctattgctcg
  3604021 ggagatcagc cttttacttt ggtaatctga cgtacttctt tgaaacaggt gactggcatt
  3604081 ctatacacgg tgggttaata aacttagttc cgcttaaaag tacaatcaac tatttaagtg
  3604141 gattcgatac tacccattta ctagatcctt ataatataga tatcgtactt atgaatacat
  3604201 taggaaacgt catcatattc atcccattcg gcttcctgct acctttatta tttaaacaaa
  3604261 taaacaatgt aaaaatggca tcaaaaattt tcattaagtt tattttatta attgaatcgt
  3604321 tacaactcct tacttttact ggtgttttcg acattgatga catcatgctg aatatgttag
  3604381 gtgctttaat tgggtatggt tctttcgttg ggataaagta tattttggag cgtgttaggt
  3604441 ctgtggataa ggtggatacg atttaggttc ggggtatatt cgcccttctg ctatgtcgta
  3604501 atttgttgat aagtcgatat ctcttgtcga atcgtcgata tattgaaata atcgccgata
  3604561 tattccgagt tgtgttcgat atatttgaaa aatcgctgat atatttagtt ggaaacccac
  3604621 cccggtatcc aggtcccact caatttcaga taaacaaaac aaaaaagcgc cctgcacagc
  3604681 agggcgcttc ctttatatat tatccagttc cagcggctag aatgttcggt ggcttcactt
  3604741 cttcctatga ggcaaaaagc gcctctacgt cagaagctcc atccccctca cattctgaac
  3604801 gagccgcctc cactttaaat attaaccaat agaaccttcc atctcaaact tgattaggcg
  3604861 gttcatttca actgcgtatt ccattggaag ttcgcgagtg aatggctcga tgaagcccat
  3604921 tacgatcatt tctgtagctt cttgctcaga aataccgcgg ctcattaggt agaataattg
  3604981 ttcttctgat acttttgata ctttcgcttc gtgctcaagt gaaacgtaat cgtttttgat
  3605041 ttcgttgtaa ggaattgtat cagatgtaga ttggttatcc atgattaacg tgtcacactc
  3605101 gatgttagag cgagagtttt tcgcttttgg tccgaagtgt acgataccac ggtaagttac
  3605161 tttaccacca tgcttcgcaa tcgatttaga aacgattgtt gaagatgtgt ttggtgctaa
  3605221 gtgaatcatt ttcgcaccag catcttggtg ttggccttta ccagcaatcg cgatagataa
  3605281 tgttaaacca cgagcgcctt cgccttttaa gataactgct gggtatttca tcgttaattt
  3605341 agatccgagg ttaccgtcaa tccattccat cgttgcgttt tcttcacaaa ccgcacgttt
  3605401 tgtaactagg ttgtatacgt tgttcgccca gttttggatt gttgtataac ggcaatatgc
  3605461 atctttctta atgatgattt ctactaccgc actatgaagt gagttagtcg tgtaaacagg
  3605521 tgctgtacaa ccttctacgt agtgtacgtg tgcgccttcg tctacgatga taagcgtacg
  3605581 ctcgaattgt cccatatttt cagagttaat acggaaatac gcttgaagtg gtgtatcaac
  3605641 tttaacacct tttggaacgt agatgaatga tccaccagac caaactgcag agtttaatgc
  3605701 agagaatttg ttgtctgttg gtgggattac ttttccgaaa tgctcacgga aaatatcttc
  3605761 gttctctttt aatgcgctat ctgtatcttt gaagacgatt cctagagctt ctaggtcttc
  3605821 tttcatgttg tggtatacaa cttcagattc gtactgtgca gatacacccg ctaaatattt
  3605881 ttgctcagct tctggaatac ctaatttatc aaatgtagct ttaatttcat caggtacttc
  3605941 atcccaagac ttctcagatt tctcagatgg ttttacgtag tacgtaattt catcgaaatc
  3606001 taagtcgttt aagtcgccgc cccattgtgg cattggcatt tcatagaact tatccagtga
  3606061 ttttaaacgg aagtctaaca tccactgtgg ttcttctttc atacgtgaaa tctcttcaac
  3606121 gatttctttt gttaaaccgc gtccagcacg gaaaatcgaa acgtctttgt ctttgaaacc
  3606181 atatttataa tcgccgatat ctggcagttg cttcgccatg ttggtgtgtc cctccttaga
  3606241 taacctcgtt tttaggaacc tttaacatta cttatcttcg tttaagccct tttctaacgc
  3606301 tttccacgct aatgttgcac atttaatacg tgcagggaac ttgcatacgc cttgtaatgc
  3606361 ttcaatatct cctaaatcga tgctgtcatc gtactctttt cctagcatca tgtcagagaa
  3606421 aattttagaa agctgaagtg cctcttcaat tttcttacct tttactgctt gtgtcatcat
  3606481 tgaagctgaa gacattgaga tagaacatcc ttctccttca aacttcgctt cttgcacaat
  3606541 accttcttct actttcatcg taagttgaat acgatcgccg caagttggat tgttcaagtt
  3606601 aacagtgaca ctatcttcta acacgccatg gttacgagga tttttgtaat gatccataat
  3606661 aacttgacga tataacgtat ctaaattatt aaatgacatt tgtgaaatac tcctttgtct
  3606721 tgattagcga ttcaacaaat gtatcaattt cttcttttgt attatataaa tagaagctcg
  3606781 cacgtgctgt tgaagaagct ttcagccact tcataagcgg ttgtgcacag tggtgtcctg
  3606841 cgcgaaccgc gataccttct acatctaata ctgtcgctac atcgtgagga tgtacatctt
  3606901 caatattaaa tgtaacaaga ccagcgcgat gctttggacc ataaattgta acgccatcta
  3606961 cttctgatag tctttctaaa gcgtattgcg ctaattcatg ctcatgcttt tcaatattat
  3607021 caagaccgat ttcttctagg aaatcaattg ccgcaccaag tccgattgca ttaccgataa
  3607081 tcggcgtacc tgcttcaaac ttccacggaa gctctttcca agtagattct tgtaaatcta
  3607141 cgaaatcaat catttcaccg ccaaattcaa ttggctccat attgtttagc aattctttct
  3607201 taccatataa tacgccgata cctgtaggtc cgcacatctt atgagcagat aatgcgtaga
  3607261 aatcacaatt taaatcttgt acatccactt tcatatgagg tgtactttgt gcaccgtcaa
  3607321 cgaccataat tgcaccgttt tcgtgtgcga ttgctccgat ttcttttaca gggttaatcg
  3607381 ttccaagtac gttagataca tacatgatag aaacgatttt tgtattcggt gtaattgttt
  3607441 gacgagcatc ttctattgaa attgtcccat ctggttgaag cggaagatat tttaaagttg
  3607501 caccagtttt cttcgcaact tgttgccacg gaatgatgtt actatgatgc tccatgtaag
  3607561 aaataacgat ttcatcgcct tcttttacat tttcaagacc ataactagcc gctactgtat
  3607621 ttaatgcagt tgtcgttccg cgtgtgaaaa taatctcttc cattgatttc gcattaataa
  3607681 acttgcgaac tttctcacgt gcaccttcat acgcatcggt agctttcgta ccgagcgtat
  3607741 gaacaccgcg atgcacgtta gaattatatt ctttatagta acgttctaac gtttcaatga
  3607801 cttgaattgg tttttgagaa gttgctgcac tatcgaaata aacaagttgt ttgccgttca
  3607861 ctttttgatc aagaattgga aactgtttgc gtatttcatg aatattcatt agcgaacttt
  3607921 cctttcaatt acctcaacaa gctgtgcttt tactccttca attggaagct cattaactac
  3607981 aggtgctaag aatccatgga tgactaaacg ttctgcttcg cgttttggaa taccacggct
  3608041 catcaagtag tatagttgga ctggatctac gcgacctact gacgctgcgt gacctgccat
  3608101 tacatcatct tcgtcgatta aaagaattgg gcttgcatca ccgcgagctt tttcatctaa
  3608161 cataagaacg cgagaagatt gttgtgcatt tgatttagat gcaccgtgtt caatcttacc
  3608221 aattccgtta aagatagatg ttgcactatc tttttgtaca ccgtgtttta aaatccaacc
  3608281 ttcagaatgt ttaccgaagt gaacaacttt agttgtaaag ttttgtgttt ggttaccacg
  3608341 gccaattgtt actgttttcg tatcagcata tgaaccgtcg cccattaagt ttgtaacgtt
  3608401 ctctgaaatt gtgtttccgt cgttcataag gcctagagcc caatcaatac ggccgtcgcg
  3608461 tcctacaacc ccgcggcggt taacgtaagt tgttacgtct tttgctaata gatcaaccgc
  3608521 accgaatttc acttgtgcgc cttgttccac gattacttct gctacgatat ttgcaatacc
  3608581 tttagcattt tcatttgcaa cgtagttttc tacataagtt gcagtactgt tcgcatcagc
  3608641 tacgaataat acgtggttat atacgttagc ttcttcgccg tctactaaga atacagcttg
  3608701 aagtggagtt tcaagaacaa cgtttttcgg aacatatacg aatgcaccgc cgttgattaa
  3608761 tgcagcatga agtgcagtta gacgatgctc gtctaccttc acgccgtctt tcattaagta
  3608821 cttttgtact agttcagcat gctcagttgc agctgttacg atgtctgtga aaataacacc
  3608881 tttttctttt gcttcgtctg ctaacgaaac gaatgcagtt gtaccagtac gttgcactaa
  3608941 tacgctgtta ttttcatcaa ttaagttttt cactgcttct ggaagctctg ttaaagaact
  3609001 tacaggctct tgcttagcag cgtcgccttt tccgataaag tcccattttt caattttcgt
  3609061 tttatcaggc gttggcattg gaagttcagt tgcttgtgca agagcttgta agcggaactc
  3609121 agtcaaccaa gctgcttcgt ttacttcgct tgcgcgttga cggattgttt cttgatcgaa
  3609181 aggtaatgta ccgattgtca tgtttatgct cctctcttac gcttcttgct ctgttgtttc
  3609241 gtcttcaata cctaattctt ttttaatcca gtcgtaacct tcagcttcta gacgttgtgc
  3609301 aagctcaggg ccaccagatt taacgatacg accgttcatc ataacgtgaa cgaagtctgg
  3609361 agtgatgtag tttaataaac gttggtaatg cgtaatcatt aggcaaccga attcttcgcc
  3609421 acgcatttcg ttaatacctt tagatacaac ttttaacgca tcgatatcaa gacctgagtc
  3609481 gatttcgtct aagattgcga tttttggctc gatcatcatt aattgaagaa tttcgttacg
  3609541 ttttttctct ccaccagaga aaccttcgtt taagtaacgt tgtgccattt ctggatccat
  3609601 ttctaagaat tccatgtttt tatctaattt acggataaat ttcataagag aaatttcatc
  3609661 gccttcttca cgacgtgcgt taattgcaga acgtaagaag tcagcgtttg ttactccgct
  3609721 aatttcactt ggatattgca ttgctaggaa tagacctgct tgcgcgcgct cgtctacttc
  3609781 catttctaat acatcttcac cgtcgatgat gatgctacct tctgttactt catacttcgg
  3609841 gtgacccata attgcagaag ataaagttga tttacctgtt ccgttaggtc ccataattgc
  3609901 gtggatttct ccacctttta cttcaaggtt tacacctttt aaaatttctt tgccatcaat
  3609961 tgatacgtgt aagtctttaa ccgttaatgt agaaccagcc atctcaatac ctccattaat
  3610021 cctatatata cattttaaaa attcctaaaa cgttcatatt ctcattttat tctcattcta
  3610081 attttatatc aaataaaatg atatcgcaaa cgacgaaaaa agtaacaatt ttttcacaaa
  3610141 tgtatataag tatttccttt tcacctttct atgatacacc tttcttctta tttatataaa
  3610201 gaaaaaagga ctggaaaatt accagtcctt tccttcatat ttattcactt actggtagta
  3610261 cagcaccctt atattcttta ttaataaaat cttgaatttc ttttgaatgt agtacttcta
  3610321 ctagctcttt aatttctttt ttcttctcgt cacctttacg aactgcaata atatttgcgt
  3610381 atggagagtc tgatccttca atcgcaattg catcctttgt tggatttagt tttgcatcaa
  3610441 ttgcatagtt tgaattaata aataaagcat ctccttcatt attttcatat aattttggtg
  3610501 aaagcccagg ctctacatct gttttaaact ttaagttttt tggattttct acaacatctt
  3610561 ttactgttgc tttcacaaca tctacaccgt cttttagttt aataacgccg cctttttgta
  3610621 acaatgctag catacggcca cgctccgcta cgttattact cataattact gtcccgccat
  3610681 ctggtaagtc ttttaagctt ttatatcttt tagaataaat acccattggc tctaaatgga
  3610741 tttttcctgc gtttacaatt ttatatcctt tttcttggat ttctttatct aaatacggaa
  3610801 tgtgctggaa gtagtttgca tcaatttcct tatccgctaa cgccttattt ggcaacacat
  3610861 aatcttggaa ttttttaatt tctaatttaa ttcccttttt ctctaatatc ggctgtgcct
  3610921 tttctaaaat aacagcgtgc ggtacgttag aagctccaac gacaagctta ttctcctctt
  3610981 ttcccccgca agcagctaat gtaaatacag acagcgctgt aacaactgac aatagaatct
  3611041 ttttcatatg atgtcccctt ctcccgtata attatgtagt tataaaaagg gccggcatac
  3611101 accagccctt ccccagcaat tattctttta caggaacaac tgccccttta tattctttat
  3611161 taataaagtc ttcaatttct tttgaatgta gcacttctac tagctcttta atttcttttt
  3611221 tatctttatc gcctttacga acagctacta cgtttgcgta cggtgaatca ttgctttcaa
  3611281 ttgcaattgc atctttttct ggatttaact tcgtatcgat tgcatagttt gagttaatta
  3611341 aaacagcgtc gccttcttta ttgttataca cttgtggtaa taaaccaggc tcaatatccg
  3611401 ttttgaattt taagtttttc ggattatccg cgatatcttt cggagttgct ttaactggat
  3611461 ctactccgtc tttaattttt aaaatacctt ctttttgtaa aattgctaaa ccacgtccat
  3611521 ggtcagcaac tgaattactc ataataattg tcgctccgtc tggaagctct tttaagctct
  3611581 tatatttttg agagtataca ccaattggct ctaaatgaat ctttcctgct acttcaaatt
  3611641 catacttttt atctttaatt tctttttcta aatacggaat gtgctggaag tagttagcgt
  3611701 ctaaatcctt atccgctaac gatttatttg gcaacacgta atcttggaat tttttcactt
  3611761 ctaattcaat tccttttttc tcaagtaacg gttttgcctt ttctaaaatt tcagcgtgcg
  3611821 gtacgttaga agctccaaca actagtttct tttcatcgtt atctttcccc ccgcaggcag
  3611881 ctaacccaaa aattgaagtt gaaataagtg ctgtcagtaa taattttttc atttgaaaca
  3611941 tcctcccgtt ttttattatc gtttatctat tcgagtcgtt acacgatcac caatccactg
  3612001 aatgaaaaat acaactagta atacacaaat tgtcgcaacg attgttacat cgttatttcc
  3612061 tcgttggaat ccttctaaat aagcaagtgt tccaagacca ccagcaccaa caactcccgc
  3612121 cattgctgta tagcccacta aagcaattgt cgtaaccgta ataccagata ctaatgctgg
  3612181 taacgattct ggaatcaata cttttaaaat aattgtgctt gtttttgctc ccatcgcttt
  3612241 cgaagcttca attacacctt tatcaatttc acgaagtgcg atttcaacca ttctcgcgta
  3612301 aaatggtgct gctccaataa ttaaagctgg aagtgctgca cttgctccaa gaattgttcc
  3612361 aagcagaatc tttgtgaatg ggattaataa aatgattaaa atgatgaacg gtatcgagcg
  3612421 gaaaatgttt acgaacgctc caatcgccgt gttaaccgct ttgttttccc ataaattatc
  3612481 tttcgctgtc ataaagagca acaatcctaa aataagtcct aaaataaatg tggcaagagc
  3612541 tgcgattgcc gtcatatata acgtttcacc agttgcttct aacatttgat tccaatcaac
  3612601 attcgtgagt aacttatcca tgtgcaatca cctccagctc tacttgatct tgatgtattc
  3612661 cctctattgc ttgctgaatc gctgtttcct caccatttaa atgaacaact aaactaccgt
  3612721 aagaaccatt attcgtttgt gcaatattcc cttgcaaaat gctaacttct atatcactgc
  3612781 gttgcattaa tctttgaagc actggtcttt ctacagcctc accgataaac tgcaagcgaa
  3612841 ttacttttcc atctggatat ttttcaatta aactttcaat cgtttcattt gtatcttcag
  3612901 aatccgttaa ctgctgtaca aatcgtttcg taatatcttg ctgtggatta cggaatacat
  3612961 caagtactgg acctgtttct acaatcttcc ctttctccat taccgcaact cgattacaaa
  3613021 tctttcgaat tacgtgcatc tcgtgtgtaa taagtacaat tgttaaacca agacgtttat
  3613081 taatatctaa taataaatct aaaatttgat ctgtcgtttc tggatcaaga gctgacgttg
  3613141 cttcatcaca taaaagtact tgtgggttgt tagctaatgc tcttgcaatc ccaacgcgtt
  3613201 gcttttgccc tccgctcagc tgagatggat acgcgtctcc tcttccttct aatccaacaa
  3613261 gatgaattaa ctcatcaacg cgttttcttc tcttcgcctt atcaacgcct gcaatttcaa
  3613321 gtgggaactc gatattttca cgtacagttc gtgaccaaag taagttaaag tgctgaaaga
  3613381 tcattccgat ttcttgcctt gccttacgaa gctcgcttcc tgtaatggct gaaatgacac
  3613441 gatttgcaat tgtaatttgg ccagaagttg gtttctccaa ctgattgaac aatctaatta
  3613501 aagaactttt tccagcgcca ctatatccga taacaccaaa tatttcacct ttatctattt
  3613561 ttaaattggc gttatctaca gcagtgacat caccgctttt tgctttatat attttcttta
  3613621 cattctctaa tagaatcatg gtgtatcacc ccttttttta ataaaaagcg taagcggctc
  3613681 gcttagaaca agagggcgtt ggaatcccag acttagaggc gctttttgcc tcataggaag
  3613741 ggatgaaacg accgactgtt ctagccgctg gagctagatt tttgattgac tccgcaattt
  3613801 tttatttttg atacggtagc ccaccgttct cattactttt attatttgaa tgtcctccac
  3613861 attcaaacaa caaaaaaacc tttccgcttt agagaagcag aaaggtttat atgcgtatat
  3613921 aacaacatta tccctctctc tcatctctca aagcatttgc tttgcaggaa ttggcaccat
  3613981 ttcaacataa gttgacggtt gccgggcttc acagggcaca gtccctccac ctctcttgat
  3614041 aagagaaatc agattacatt ttcgtctgat ttgtaattta tgaaattgtc tatattttat
  3614101 gaattgaatt gtatcaatat ccacacacca tgtcaacaga aattttcgta aaaaacgaaa
  3614161 cttcagaatt ttaagcacct actgacatcg gtttacatat atgaaacatc gattcaatta
  3614221 ataacatcgt tcgatacgtt cccgaatatt gtatacgtcc atcgttcatt aacgtttgca
  3614281 atcgtacatg gccattcacc aattgtttta catcttcttc atccacacaa acgatttgct
  3614341 ccgttcctct ttcctcatgt agcaactcta tataatcttt tgaaatttgt aacgaacaac
  3614401 tttcatcccc aaagcggaaa ttaacagttt tttctccttg tcttaaaagc ggctctaaat
  3614461 gatattgacc attagcgtaa tttacaaatg attgcagcaa agaatataat ttcatcctaa
  3614521 atcacatcct tcatatcact ttctattaca cataccattc cctctcacta aagagcaatc
  3614581 ctgttacttt cgctcgacaa atactgtaac caccctgcat ctcgacatat ttcccaagaa
  3614641 atatgtcgag gcggcaaaaa ctttgccgcc tactttaatt ccgtatataa atattcaacc
  3614701 gaatgaaatg catatatctt ctttatcagt gtcccatttt caaaaacaag taaacaaggt
  3614761 acactttcaa tcccatactc tttcgcgaaa tgcggggcat aatttaaatc taacatccca
  3614821 attttcaaat cttcaattgt catctcaacg actgttaaca tcttttttgc taattggcat
  3614881 gttccacaca ttggagtata tacatataac actgtttttt cttcgttctc tattagggct
  3614941 gtagcttcgg ctcctgtcca atcaatcact tctatcattc cttaccgtaa atattctgta
  3615001 taaacgtcaa tgtcagctcc ccataataca tttgctaagt gtgaagatgg cgcagttgcc
  3615061 acctctcggt acgagcgatc aatataaata tgctctgctt gcggaaattc ttttcgaaat
  3615121 tgtttcctta acttttctcc agcatcatca gcatccacta gcacatacac ttccttatca
  3615181 aaaaactgat caacgagctc atccattgtc gacaaaccaa ttgtaccatt tgtacaaaca
  3615241 atttccactg gttcccgaat aatagattca atctttcttc tatctgatgt accttctaca
  3615301 ataatgactt tttctacata aatcatatgt catcacccga tcaccatata ctatacaacc
  3615361 tttaacttag tatatagtat attcgttatt ttcatgttgt ttcctgttta tttttgcaaa
  3615421 agaaaagcgg aaccgactgc ttagccctgt tggctaaggt tctttcgcac agaagacgct
  3615481 ttttgtcttc tcgtgcggaa ggttcttaga catgaagggc taggaggtgg agctagacaa
  3615541 tgaaaagcgc aagcggctcg ttcagattgt gagggggatg gagcttctga cgtaaaggcg
  3615601 ctttttgcct tgcaggaaga agcgaagcca ccgaacaatc tagccgctgg agctggacaa
  3615661 cgaaaagcgc aagcggctcg ttcagattac aaagccccat gaaaccttat cgaaaaacat
  3615721 tcattcccat aatagcttat tcatttgcgc tcgtttttaa atgcattatg taacacaaaa
  3615781 taaaaaagga cagcacaaag gctgtccttc agtcgactat aattagtctt ggtttgtcat
  3615841 ttctgcatat ttttcagcag ttaataactt ctcaacttgg cttgcatcag aaagttcaac
  3615901 tttaaccatc catgcaccct cgtatggaga ttcgttaaca agttctggtt ggtcacttaa
  3615961 ttcttcgttt actgctacaa ctttaccgct tacaggtgcg tataattcag aaactgtttt
  3616021 aacagattct acgcttccga atggctcgtc agcttcgatt gttgcaccta cttcaggaag
  3616081 ttcaacgaat acgatatcgc ctagttcatt ttgtgcaaag tgagtaatac cgataacaac
  3616141 ttcattacct tcagttttta cccattcgtg ttcttcagag taacgtaaat tatttggaat
  3616201 gctcatgact gtacctccag tgaatgtatt aattatgtaa aaatacctta ttggtacttt
  3616261 ttccacacac tttcaaactg ctcttcgtta aaaccaagtg ttaccttcgt tccatctgtt
  3616321 acaattggac gtttaatcaa catgccatca gatgctaaaa gctcgtacat ttcgtcttca
  3616381 cttgcatctt ttaacttatc tttcagacca agttcacggt aacgcattcc acttgtatta
  3616441 aagaattttt ttaatggtaa ttcacttttt tcatgtaaat tacgtaaatc ttcttttgat
  3616501 ggtggatttt caacaatatg aatcatctca tatgctacat cgtttgcctc aaaccatttc
  3616561 tttgcttttt gacatgtgcc acactttgga tatgaataaa atgttactgt cataaattca
  3616621 cctacttttt tactaacctt tacctttatc atatagaaaa cgttttatta tttcaaacga
  3616681 ttattcgcta aacttttact tatttcgtga taaattttaa taatcctgcg aatttttctt
  3616741 atttttccgc catttgttaa gaaaaaaata aatatatatt tttttagatt tttctctcat
  3616801 tctgtatcga acatatatgt taaacaaacg tttgattaac tccctatttt tctttgttca
  3616861 ctcttttagc tacatcgttt tctttctacc gaacatacat cttaaacaaa cgtttgatta
  3616921 aattcctatt ttcccttgtt cacccttgag ctgtatcagt tttttcctac cgaacataca
  3616981 tcttaaacaa acgtttattt aaccatttca gcctatagtc acaaaacccg gaaacacttt
  3617041 acatgacaaa ggcgtacaga taaaaggaac taacgatttt ggccgtaata atgagagtat
  3617101 tccatgatgt taaagaaatt actgcaaaga aaaaaagacg catttaaata gatgcgtctt
  3617161 ttggcgatgt ttcttttgtg aaatcatata aagcaattgc gcctaaaata accaatatac
  3617221 tttcaggagc atctaacaaa atagttctcc aagtttctga tactacccat ttaatacctg
  3617281 ctgattcaag atatgtttga aaataactga ttgtaaaatc aattacccat aaacatacaa
  3617341 gtaatgttag accgaatcga attaatttct tgtttgtaaa catgtaacac ctctcaaaat
  3617401 tcattggata tttctgtttt cagttcttca tatacgaaaa tccttatatt taattttatc
  3617461 atgaaaaata tccaaataaa tacaatatgc atatttgcat atttcttgta tattaagaaa
  3617521 ttactgttaa taaaaaggcc ctactagtat agggcaaaat agctttagca atcccaacaa
  3617581 atactcgcat aaataacgaa atcatttgaa ccactatata gacaatccca gcccttgaaa
  3617641 taaggggaaa tccctgttcc tggctaccta cccataataa atagcccgcc gcataacgta
  3617701 gaaccaacag gtaagaaatt gttgccaaga aaaagccatg tatacacatg actttcatag
  3617761 catgattaat aatcaaaatc ccttttcctt caccagcaaa ttttgcttgc tgaaactttt
  3617821 cttttccccc atctctttgg aaaccattca aatcctaaga acataatact agtcctctac
  3617881 ttattaactt aactactttt cttttttcca tgatatttca aattctccac catgttcttc
  3617941 tgttataatt ttaactttat atgtatcatc tttagacact ttaatattat ttttactgtt
  3618001 tccactatta acttccagta ttgtattatc atttgaatct aaaacataag cctttatggt
  3618061 tccttgctta gttttatcct caaaggtaaa tgtccagctt tcaccttttt ttacatccat
  3618121 atcttgagtt gcaaaacctg tgaaactttt atactttcca tctatactat ttgaacctcc
  3618181 atgaacctta ccaccaacaa tcgttccctc tcttgtaaaa caaccactaa gaaccaccaa
  3618241 acatagaaaa aataataatg tatttttaat agttttcaac atcatccacc cttatcccca
  3618301 caataaatac cccctattta cattcaaaaa aactatagca tctataatat tattttaact
  3618361 cttcacgcaa cttcatttac atatccagta aaaatcacct ctgatatatg ttcatgatta
  3618421 aaaaacatat tatattcagt tgaaatattt ccgataggat aataacaagc tatatactcc
  3618481 caagtttcct tagtttttga atcttcttat tttcattaat ggctgttccc atgttttaaa
  3618541 cctcacaact gaataaatcg gaagtaatgt atctttcact accttttcca ttttaattca
  3618601 ctactttatt taatgaaaaa tttacctatt ttatataaaa taaaaaaact aataggaact
  3618661 gtaattaaat atattaatga aaagattatt ttttctttta aattatatgt agcatcaaac
  3618721 attgtaaaaa taatagtacc caaaaaacaa atcacaaaaa gaacttttaa atttttttca
  3618781 aactttctaa agtcatacaa gatactcctt tttactttat ctctacttca acacctgtac
  3618841 ccacaggact agcgccaggt ccccaaggga acttaacttt aaatccactt gaacttacct
  3618901 ttagtgaacc accaagatgt aaatcatgat ctgtaaatgg tataggtata tctatacccg
  3618961 cttcatatct tgctaaagag gcctcctccc caagttcaaa accattttta tctattttat
  3619021 cagcaacttc tgcattcccc atacttaaac tagcttctac ataaaaaaat aagaagcctc
  3619081 gtttacaggc tccctcatcc tctattcaaa taatctgcaa ttgtttggaa tacgacgata
  3619141 tacatattat gaatactttc ttctacattt ccaccatttg ataatccaat tccccattgt
  3619201 tgtccttcac cacttccgat atttgcaaac ccttgcgtat acatggcatt tacatctttt
  3619261 cgggcactgt tatactctat cccttttgta ataaaaatcg aatatgattt atcttgtaaa
  3619321 ccgataaaaa acactggttt ctttagcgat gaaaatacat ttttatactg atctgttgag
  3619381 gcttcttgaa agtgagcttt cattattaga aaaccatcca cttccttaga tttcttttcc
  3619441 agttcctcta acttcatttc ctcaaacttt acattcctaa acgtatcttt cggtttttct
  3619501 ccaacaactc caattacgag tgctcttccg ttatattcta atttctctcc ttctttatcc
  3619561 tttgcacacc cagcactgac taggcatatc aatataaaaa ctaagaaata cgataaacgc
  3619621 ttcatttagc accctcccct tcttttcagt caagtgacaa aaacgtaagg ttcattcaag
  3619681 aaaatgtaag caaaatcgat agcccaaatt acgtttctat attataatca attgaattta
  3619741 cttacattac taaacatagg agattatcat gaagaaattt aaactttcat cttttcttcc
  3619801 gttaagttat atacttctac tcgtactcgt aagtcccctt tacgatgtat taaataaatc
  3619861 gactgtacac gcagtagatg tcacaactgt agtagatgat tggattccat ttgtgaaagc
  3619921 atttattatt ccttatttaa tttggtttcc ttacttatac ggtgcactta tttattactg
  3619981 ctttgcagat cgaaaacaat attatgtcac tttaagtagt atcattcttg gaaaacttgc
  3620041 ttgtttctcg atttattatt tttggcagac aactgtacca cgtccaaccg tcgttggaac
  3620101 agacgtattt tccgaactag tccgctatat ttatagtatc gatcaaccgg taaattgttt
  3620161 ccctagcatt catgttctta ctacatttgt cattatgcta gctgccttta aacgtagaga
  3620221 acaacatgct tttgaatatt acactcttac cttcttcggt acgcttatta ttttatcaac
  3620281 gctatttacg aagcaacatg catttgtaga cgccatctct ggaatgacgc ttgcaagcgt
  3620341 actttacttc ggcgttcagc tgttattagc aaaagaaacc gtacgtgttc cagtaaaaca
  3620401 acatcataaa atgtaaaaag cagactgtgg cttctcagtc tgcttttctt tatataaaag
  3620461 gagatgttca atttaagatt gcggtacagt catatcacca gagtgaatac gacctgcttt
  3620521 tttaagagca atgtaaagta tataagaaac agctactgga atgatgatat aagtgattac
  3620581 catcgctggg acaacttccc atccttcact ggaaattaaa ttaattggtg cgataagaga
  3620641 acttaatcca aggcctgcaa tttcttttcc tgcttccagt tggaaaatta atgcggatac
  3620701 tggaccaact atcgcactgg cgacaacagt tgggacgagg atcattggat ttttagtgat
  3620761 atttggcagc tgtactttcg gagtacaaag agcttgagct aatataccac ctaaattatt
  3620821 ttctttcgca gagatgacag agaatccgat aaactgagca acgcagcctg caagagcagc
  3620881 accacctgca acaccgtcta agctaagtgc gatcgctagc gcagctgatg aagctggaga
  3620941 gataagtaat agtccccaaa cgactgcaat gacgatagaa gcgataaacg ggctaccagc
  3621001 tgaactgtct ttaatgaaag ctccaactgc atttaaaaca ggagtgatat tatgagataa
  3621061 ccaaatacct actaaaccag aacctaatat tgccgcaaat ggaacgagca tcatatctaa
  3621121 cgcagttttt ccacttaaac gtttaccaat atatacagct aaagtcgctg ttaataatgc
  3621181 accgattggt tcacctgttt taataattag acctgcttca gtaatggaaa tggatccggc
  3621241 accaatcgct ccagctacca tagccgagaa aattacaagt ccatttgcac cgagcataaa
  3621301 agcaattccg gcaccaatgg ctggtgccat aagtgatttt gcaacaactc cgattgtaat
  3621361 aagcaacggg atatcaacaa ttcttcctat attttcgatt agtaaaccaa ttccaaggga
  3621421 tacgaaaata ccttgtgcga ttccagctga tgctttaaat acacgagaca ttatatattc
  3621481 cttcatttgt ttcaccttct cctataagtt agtaaccaat tgttttcata taatcacgta
  3621541 aaatatcgtt tgattttgcg aatcgagatt cttcatcctc tgttaaattt agttctacaa
  3621601 tttctcttat accatctcta gtaataatag ctggtactcc tgtacaaata tcatattcac
  3621661 catactcacc atctaaaatg gctgatacag caattacacg gtgatcatcg ttaaagattg
  3621721 agctcgcaat atatgctaga gaatttccaa ttccataata agtagtacct tttcgtttat
  3621781 aaatttccca tccagctttt gcagtcttct caacgatttc atctaaatct atttcaccaa
  3621841 atcgttcttt ttgttcttct aatatttgca gaattggttt tccaccaaca gttacgtgtg
  3621901 accaagcaac catttgagaa tcaccatgtt ctcctaatga atacccatga atactacgag
  3621961 ggtctacatg taacatttca gataaaattg ttcgtaagcg agaagaatct agtgatgtac
  3622021 cagtaccaat cacacgattt ctaggtaatc cagataattt ccacacttga tacgtaataa
  3622081 tatcaactgg gttcgatgca agtaagaaaa taccatcaaa tccactttcc attacgccgc
  3622141 caacaacact ttccataatc ttcgcgctcg ctcctaaagt atctaagcga ctttgtcctg
  3622201 gttttggtgc tggtcctgct gtaataataa cgatgtccat atctttgcag tcttcatagc
  3622261 ttcctgcata tacttttgtt cttgtatttg taaagttaat gcagtgcgat aaatccatcg
  3622321 cttccccaac tgcacgttca tgatttatat caattaataa tagctcttcg caaatgcctt
  3622381 gattgacaat ggaatatgca caacttgatc caactaaccc agtaccgata attgcaattt
  3622441 ttcttgtatg tcttttcata gcaatctctc ctaattgatc atataatcta tttcttttgt
  3622501 tccttacact cctaattata gaggttccca cgatagaaac catggatact ttgtgaaata
  3622561 ttgagcaaag tttttgtcct ttttgtgaat tgttatattc cattttcgtc atatttgtta
  3622621 caactggaaa aatatttatt atgtatttat tgacatatac aaaaagaaaa cgagcgaata
  3622681 gattcgctcg ttttcttttt cctgttattc cgcacttaat tggcttttta attgttgtac
  3622741 aatcattgga ttcgcaggtg ccgctggctt gtaataactc ttttgctttg catactcata
  3622801 catattacgt tgacgcattt catcttgatt acgaatttgg attaacgttt ggtgtaactg
  3622861 ttcattatca gactgagcaa tataatttgc ataacttgtt aaacttgcat tcaatcctgc
  3622921 taaataatca tttaccatat ctttttcatt catgttccgc ttcctcctat cctaggaaag
  3622981 tcattaattg ttgcttcgta tttcgtgcat cttgcgcatc tttttgtagc atttgtttca
  3623041 gttgtggatc tgtacacgtt tgtgcatact gctccaactt gttaataatt gttgcgtgtc
  3623101 caccaattaa atgacgtaag ttttctactt caagctctgt taagttttgc ataggatact
  3623161 cctacctttc tttattcgtt cactgttagt atttagctat tttttgattg tatacatgaa
  3623221 ttaacttttt cacgtgcata caaaataaaa gatgaatagc taagccattc atcttttata
  3623281 ctagttatgt atttattttt atagagatac aatcatactt atactcacaa gtaagttcca
  3623341 tacaatgtgt aaaataatac taggtataat agattgcgtc tttttgtata acattgcaaa
  3623401 taccattccc ataatcgttg ccgtaattag aagacctcca tgaagaattc caaaaacgaa
  3623461 ggaagaaatc atgatactaa ctaaaaaatt atatttcttt tctaaaaatc gatataaaat
  3623521 acctcgaaat agaatttctt ctttaaccgg tgtaatgata gcaacactta acacatatat
  3623581 aatactttgt atgctatttt gaagccctaa actccctaac tgttcctttt gttctgctgc
  3623641 actttcaaaa ctaaatacat gtaacattaa atattgtgat actgcaatga taataaaacc
  3623701 aactaataga tataaatatg tcttcccact cttcaaaacg gataaatccc aaatagattt
  3623761 aataaaatga agaaccggtt tataaactaa taaaacgata gcaacaacag atgcatcgaa
  3623821 taagagcaaa taatatcctt ctaatttagt acttaatgct tcttctccat aaatcccaaa
  3623881 ggctaatcca aggaataatc ctcctaggag tgaaatccct ataatcattg ctatcattac
  3623941 aaatagattt ttatatgtta tattctctat ttttctttcc acactatacg cttctaacac
  3624001 tgttttactc acagtatccc tccagttatt ctcatttatc tcaataaaat catttaattt
  3624061 aaatataaag ataatataac aattttttca aaaagaataa tatgcaattt tacatattat
  3624121 gaaaacttta tattttatag ttttaggaat agaattgcta tgcaataatt attatatgaa
  3624181 atttcaaaaa aacacttcct atccatcata accctcgcat catataaaac ttattagtta
  3624241 aaggagcaat gaacatgaaa acacatgact tccttacaaa aatccagaaa ggctctgagc
  3624301 ctacccccta tcaagatcct atcgtattca gtttcgtttg ctttttctta gcaatatata
  3624361 catttttcaa acctgcaaaa taatatcatt taacaagaaa gagcctctaa accactagag
  3624421 gctctttctc atctaatatc ttcttttcaa aactacgata gttaaagcat aagaacaaag
  3624481 tactccagct aataaacatg catttgctaa tttatactgt tcgcctgtta acgaatatag
  3624541 attccctatt aaaaagataa ctaaaaaatc acttctaagg tttttgtttg cctcgcttct
  3624601 tattcacgta atcctttaat aaacgtttcc aataatacat gtaaacttgt atctaaatct
  3624661 aatggcaaac caaatccgcc ctgctgttca atcgacgcaa atccatggca aatgcttcta
  3624721 aatccgcgtg tcgcatgaag tgcattctct ccttctaagc cgtactgttg taaaacctgc
  3624781 agacaaagct ttacaattcc gtcacctgct tttcttactt cttcatctcg taaaaaggtt
  3624841 gcttcataca gtccaggatg tttgcgtacg aatgctacat atgcttctcc taatgcatga
  3624901 attgcttcat ctatacgttt atccttggct gcttcttcca gtctgttatg cagctgttgt
  3624961 attccgtaaa tgccaagatg tttccgtaca tcttgtaacc cttttacatg attatatagt
  3625021 gagggagaac gtatccctaa cctttgcgct aatgaagcta acgttacttc ttgtattcca
  3625081 tttgcatctg caatttctac tgctgtttct acaattttcg gtaatgtaag tccgattctc
  3625141 ggcgacatca attaaccctc ttttctactt tctatattcc gctttgcttc ctgaatagca
  3625201 agctctatga cagcctctgg atcgtttatc atttttccat gccctgccgc aagcaaggac
  3625261 ggctcatatt ctcttaactt ctctgcactt tgtaatgcca tttctttact ccacgttgcc
  3625321 atcgcaggaa acggaaacca aaatttcatt tgtcccgaaa cagccgtacc tcctcttgtt
  3625381 tgaaatgcat ccccaacaat aagagcttta tttcgtacat caagaaacga catagagcct
  3625441 ggcgtatgtc ccggtgtcat aatcgcaaga agcgatccaa ctcggtcact atcttctaat
  3625501 aaaatatcag gtgccgtttt caccttttta ggtacaccgc cttttattgg cgtatttggt
  3625561 tcattctttt gtaacgtcgt atcgccttct aatagctttg cgtctcgctt agaaatatag
  3625621 actggaacat gaggaagtac ttcctttaat gcgtctaatg caccgatgtg atcatcatgc
  3625681 gcatgtgtta atacaatatt cgtaattggt tttcctattt tctcagccgc ctgtaaaatt
  3625741 ccttttgcgc tatatggcaa agcagcatca attaaagtta aaccatcttc ttcctccaca
  3625801 aagtaacaat tcacaggaaa cactcttggc aaaaatgaca attgatatac cgttttttca
  3625861 tgcatcattc tcatattccc atctcccttt tcacgaaaac taataccatt agttttatta
  3625921 tactaatggt attagtttta taccactaaa aatttcattt tttcagaaaa aagaacagta
  3625981 gccgtataaa cgactactgt tctttaaagg tattaaactg tataacgctc atcttctaaa
  3626041 attttcgcag cgatttcacg cttcttcgga attacgttaa gtggtgtgtg gcgagttaat
  3626101 ttacgtaatg atgataacat catgcgtaac atgtcgctgt tttcaactgc gataagtgtt
  3626161 tctttcgcat gtgcttcgat ttcgttgaac gcttcttggc agaatacttc agtgtataac
  3626221 actttttgtt tattcttttc aagaccagtt gttttaattg ctttttctgt acgaagaaca
  3626281 gctgattcca ttgcgtatag gttacttacg atgtcagcga tattcacaag aatttcttgc
  3626341 tctttatcta atgctttacc gtatttttga gcagctaatc cagctaccat taagccgatt
  3626401 ttcttcgcgt tatttactaa atatttttga agtgctaatg gctcatcgcc tacttcttct
  3626461 ggcatcatca tcattaactc ttcttgtaat ttttgtgcct tttgaagaag tggtaattca
  3626521 cctttcatcg ctttacgtaa gaacgtacct ggtacgatta ggcggttaat ttcattcgtt
  3626581 ccttcgaaaa tacggttaat acgagaatcg cgatacattc tttcaatctc gtactctgcc
  3626641 ataaatccgt aaccaccgtg gatttgaaca ccttcatcta ctgtatagtc tagtacttca
  3626701 gaaccgaata ctttgtttaa agagcactcg attgcatatt cagcgataga agctgcaact
  3626761 gctttaccgt cttttacttc ttcttcagat aatgtgctca tgcggctttc gaataaacct
  3626821 actgtacgat atacagagct ttcagctgca tatgttttcg ctgccatatt cgcaagtttc
  3626881 tcttgaatta atgggaagcg agcgattggt tgtttgaact gttgacgttg gtttgcatat
  3626941 tgtgctgaaa tttctactgc acgtttcgca gatccaactg taccaacacc taatttataa
  3627001 cgaccgatat ttaaaatgtt gaatgcgata atatgccctt taccgatttc accaagtaag
  3627061 ttttctttcg gtactaacgc atcttctaaa attaacgtac gagttgaaga acatttaata
  3627121 cccattttct tttcttctgg gcttgtagat acaccagcgt agtctttctc tacgataaat
  3627181 gctgagaagt gctctccatc aatttttgcg tatacgataa atacgtcagc gaatgcagag
  3627241 tttgtaatcc actgtttttc accatttaat acgtaatgtg taccttctgc atttaaacgt
  3627301 gctgttgttt ttgcacctag tgcgtcagat cctgaacctg gctctgttaa tgcgtatgca
  3627361 gctaattttt caccagttgc aagcaatggt aaatactttt tcttttgctc ttcgttaccg
  3627421 aataacacga ttggtaaaga tccgatacct acgtgagcac cgtgagtaat tgcaaaacca
  3627481 ccagcgcgag agaatttctc tgcgattaac gctgagctta ctttatcaag accaattccg
  3627541 ccgtactctt ctggtacgtc agcgcctaat aaaccaagtt ccccagcttc ttttaaaaga
  3627601 cgaacagaac gatcaaactc atgttgctct aaatattcaa gctctggaag aacttcattt
  3627661 acgataaagt cctctgtcgt ttttgcaatc attttatgct cagatgaaaa atcttctggc
  3627721 gtaaacactt gatcaatcgt aatctcatct actaaaaagc taccgccttt aaccgcattt
  3627781 cctactgttt tttccatgaa aatttcctcc ttcatatttt cataagccgc ttctctcatt
  3627841 ttgaaagaag ctggctctcc cgtttatttt ttataaacct ttgttgcttc cattctttgc
  3627901 attgtcggcg tctcgttctc acattctaag cgagcctctt ccactttttt tataatccag
  3627961 ttccagtggc tagaatgttc ggtggcttcg cttcttcctg cgaggcaaag tgcgcctcta
  3628021 cgtctgaagc tccatccccc tcacattcca agcgagccgc ttccactttt tttatagtaa
  3628081 ttcaaacact cctgctgctc ccattccgcc gccgatacac attgttacga taccgaattg
  3628141 ttcgttgcgg cgtttcattt cgtgaataag agatagcgtt agttttgctc ctgtacagcc
  3628201 aagtggatgt ccaagtgcga ttgcaccgcc gtttacgttt actttttctt catctaaacc
  3628261 aagttcacga ataacttgga tcgattgaga agcgaatgct tcatttagtt caaataagcc
  3628321 aatatcagat agctctaagc cagctagttt taacgctttt ggaatggcag cgattgggcc
  3628381 gattcccatt acttctggtg gtacgccagc tactgcaaat gaacggaatt tcgcaagtgg
  3628441 tttcatgcca tcgctcactg ctttttcacg atccattaat agtacagatg ctgcaccgtc
  3628501 actcatttgt gaagagttac cagctgttac agaaccgcga acgttaaatg ctggacgtaa
  3628561 tttacctaaa atatctagcg tcgtctctgc tcttacacct tcgtcttgcg caaaagtaat
  3628621 tgtttcttct tgcagtttgt tatttgctcc aacagtacgt aacgttacat ctacagatac
  3628681 tgtttcatca gcaaagtttc ctgcagctaa tgctttcgca gcacgttgat gacttcttac
  3628741 tgcaaatgca tcttgctctt cacgagaaat tccatatttc acagcaactt gctccgctgt
  3628801 atgtcccata cccatataat attctggagc cgcttctaca aggcgactat tcggacgaac
  3628861 gacgtgtccc atcatcggaa ctaaactcat tgattccgct ccgcctgata ataccgcttc
  3628921 cgagtgacca agcataatgc gctctgctcc gtaagcgata ctttgtaaac ctgaagaaca
  3628981 gtaacggtta attgtaatag ctggaacatc gtaagaaagt cctgctaatc cgccgatatt
  3629041 acgagccata tttaaacctt gctctgcttc tggcatcgca caaccgaaaa ttaaatcatc
  3629101 gattggtcct tcataattcg cacgctttaa cgtttccttt actactaacg cccctagatc
  3629161 gtcaggacga actgttttta atgaacccct ctttgctttt ccaattggtg ttcttgctcc
  3629221 cgcaacaatg acagcttctc tcatgaacga tatctcccct cgttattagt tacgtaatgg
  3629281 ctttcctttt acaagcatgt gctgcattct tgcttgtgat ttcatctcac ttactaagct
  3629341 aataaatgct tcacgttcta catctaataa atactgctca tcaacttctg ttccgtacgg
  3629401 cacttttccg cccgcaatga catatgcaag tttcttcgca atgtgaaggt cgtactctga
  3629461 aatgtaacca gataaatgca ttgcttctgc accaagtgca agagttgcat atcctgtttc
  3629521 accaacaacc ggtatctttt tacgaatcgg tgctttgtaa ccagcttcat ataaagcaag
  3629581 tgctttctgt tttgcatcgt atagtaagtg atcaccattc acactaatac cgtctttatc
  3629641 acctaagaag ttatgagaaa ccgcttcttg tcctgaagtt aaaactttcg ccattgcgac
  3629701 tgtttcgaac actttatttg caactttttg tagatcaaat tctacgccgt ttgccatttt
  3629761 attcaagtgt ttaatgtata actctttatt accgcctccg ccagggatta agccaacacc
  3629821 aacttctact aagcccatat acgtttcact agaagcttga atgctcgctg ctggtaagca
  3629881 aacttctgta cctccgccaa gcgtcatacc atatggcgct gctacaactg gcttagaaga
  3629941 gtatttaatt ttcatcattg catcttggaa gtttttcaca acccactcaa tttcaaagta
  3630001 gttgtcgtct tgtgcttcca ttaagatcat tgctagattc gcaccaacgc agaagttctt
  3630061 cgattggtta ccgataacaa gacctttata attcttttct acttcatcaa cagcgtagtt
  3630121 aatcatttgc gtaatatcca taccgattgc attgctcttc gaatggaatt ctaagcaaag
  3630181 gataccgtcg cctaaatcga ttaagctcgc tccgctattt ttctttaata caccattttt
  3630241 cgcttttaat tgtttaagag aaattgcctt tttattacac tcaattagct tatattcgcc
  3630301 attatcgtaa taatagctat ctccgttatc atgtttgtag aaagtagtga aacctttctc
  3630361 taacatttct ttcacccaag ccggaataac tgcgccgctt tcttccatct tttgaacgga
  3630421 cttttcaacg ccaattgcat cccaaacttc aaatgggcct tgctcccagc cgaagcccca
  3630481 cttcatcgct tggtcaattg caacgatatc gtcagcaatc tctttatgaa gttttgcaga
  3630541 atataaaaga gtcggtgtga tgatattcca taacaactct cctgcgcggt ctttcgcata
  3630601 tacaagcgct ttcaatttat tcgataaacc tttttcttgt ttacttaact caatcgatgc
  3630661 agcttttaat tttttacgag cttcgtactc catcgtttct ggatttaatt ctaaaatttc
  3630721 ttttccttgt tttaagaaga agccttgacc tgttttgctt ccaagccatt ttttatcaag
  3630781 catgtcatgc atgaaagctg gtactttaaa tacatcgcgc tctttttctt gtacgttttc
  3630841 atatacgtta tttgcaacgt atacgaatgt atctaaaccg acaacatcta aagtacggaa
  3630901 cgttgcgctc ttcggacgac caataagtgg gcctgttact gaatcaactt ctccaatgct
  3630961 atagccgcgt tttaccatct cttgaagagt tactaataaa ccgtacgtac cgatgcggtt
  3631021 tccaataaag tttggtgtgt cttttgcgat aacaacgcct tttccaagaa cgtcttcgcc
  3631081 aaatagtttc atgaagctta atacttgtgg atcagttttt ttcgtcggta ttacctctag
  3631141 aagttttaaa tatcgtggtg ggttaaaaaa gtgtgtgcct aagaagtgtt tctggaagtc
  3631201 gtctgaacga ccttctgcca ttttttcaac tgaaatgcct gacgtattcg agcttacgat
  3631261 agaacccggt ttacgaacag catctacttt ttcaaatagt ttttttttaa tatctaagtt
  3631321 ttcaactact acttcaataa tccaatctac atcagctaga cgctcaagat catcttctaa
  3631381 gttacctgct tcaatcagtg ctaaatttcc tttcactgtc agaggagctg gtttttgctt
  3631441 taatagtttt tgcacagccg tattactaaa acgatttctc acacttttat gttctaatgt
  3631501 aagtcccttc gcctcttctt ctttcgtaag cgcaggtggt acaatatcaa gcaataatgt
  3631561 cggaatacca atattagcta agtgtgccgc aattcctgaa cccattacgc ctgaccctag
  3631621 aacagcagcc tttttaattt ggaacatcca attctccccc tattcttgaa tgaatgctca
  3631681 ttcaattttt cgacataagt cgcaatcaat gagtgagcct ctactaataa atatatgata
  3631741 ctgtttaaat tttcgcaata tatttattga taaaattttc tgaaataaat atttttcttt
  3631801 tatttgccca tgctatatat gtattttctt cactaaaata cactttccct ttttataatc
  3631861 tgacgaaact ggaggaatat atatggcaaa acttaagaag aacccttcaa aggctggaat
  3631921 tagcgcagcg agtgtgacag gaaacgctgg accaactgat cgaggcgtag aaaaaggacg
  3631981 tcaaggtaat aaccaacaat ataagaagca taatatgggc gaaaaataac gctatatttt
  3632041 tgggcagaga acgtggcata atgggtaatg gctgcttttt ctgcccaatt tatttgtaac
  3632101 aaatgaggga attataatga aacgaacaat agttatgatt gtaatgattg ccacactatt
  3632161 tacagggatg attttcttct cttatgcaca aagacaacaa gctgtaagag ccgatcagcc
  3632221 cagcatcact ggacaatacg gaattacaat cgatgcagac acaggtgaaa ttttgtatgg
  3632281 aaaacgagaa gacgaacgct cttatccggc tagtatagcc aaaatgatga caacccttct
  3632341 tttactagaa aatgtaaaag aggatgaaga aattacagtt acagaaaacg caattaaaac
  3632401 agaaagtcaa agtaagaaaa ttaaacttcg tgctggggaa aagttaaaac gtgatgaggc
  3632461 attaaaactg atgcttatca ttagtgcaga tccaatagct gaatccatcg cagaacatat
  3632521 tgcaggatca aaaaatgaat ttgtaaaaat gatgaatgct agagcgaagg aacttggtac
  3632581 aaaacatgcg actttcaaaa atgcaagtgg tgctgatgca ttaggaaaca aagtatcacc
  3632641 atatgacatt gctatgatta cgaaagaagc attaaaatac ccagttgttt tagaatatat
  3632701 gaattcaacg cgtacaactc tacatacttc agaacgctct ccaaacatcg caaactatgg
  3632761 acgagaagaa ctatatgacg atccatatgc aattggaagt aaaagcggtc tatcagcact
  3632821 cggaaaatat acagtcgtaa cagtggatga gaaagacggt aaacgcgtca ttaatgttgt
  3632881 attatcttct actcgcaagc aactgtatcc tgatacgaag aaaatggcac attacgcatt
  3632941 tcagcaatta aaataaccaa ggagtattta ctccttggtt attttttaac catacctttt
  3633001 aatacgaacg caacgtttgc tggacgctct gctagacgac gcatgaagta gccataccag
  3633061 tcgtttccat aaggtacgta aacacgcatt ttgtaacctt cttttactag ctcaagttga
  3633121 cgctcattac gaataccata tagcatctgg aattcaaatt gatcccttgg aatgttgtgt
  3633181 tcttcggcaa gttttttcgt atattcaata atcgcttcgt catgtgaagc aattgcagta
  3633241 taatttccat ttaataagtg cattttaata atttttttat aattgtcatc tacatctttc
  3633301 ttgtccggga acgccacttc ttcaggttct ttataagccc cttttacaag acgtaaatta
  3633361 ggattatacg catttaagtc ttcaatatct ttttctgtac gatataggta agcttgaata
  3633421 acagtaccaa tattatcgta ctcagatttt aactgtttaa agatatcaat tgtctttccg
  3633481 cagcgtgtat aatcttccat atcaattgta acgaacacac cattttcttt tgcagcttct
  3633541 aaaatacggc gcatattgtt cattacgatt tcatcagaga tatctaatcc catagaagtc
  3633601 atctttaaag aaagttgcga atcaagacct tctcttccaa ttgcacggat tgcttcaatc
  3633661 gattggttag ccatttcatt tgcttccgct tcattatcaa cgaattcccc taaataatcg
  3633721 attgttacac aaagtccttg cttgttcaat gcctgaatag ctgctgtcgc taattcaatt
  3633781 gtctcccctg cgacaaagcg acctgcacca aagcgtaaac cgtacttttt agccagtttt
  3633841 gttagcgctt tatttttaga taagaaaaga aacgaatttc gcattaattg ttccatgtaa
  3633901 ttcaccccta tgacttgatt tatctgtttt ttacccctct tcaaaattat atcattgttt
  3633961 aaaattattg gatacaaata attatttaga taatttataa aatactataa aaacatttaa
  3634021 aaccctatat ttccgcttat aaatatgtag gaaatatttt tcgacattta gaaaaaacga
  3634081 gtttactagg cacaaataag catgtcgaaa atattcgaca tgcttataaa accctttata
  3634141 ttccatgtaa attatatgag gatattaata cagaaaactt gagattatat ttacctcaag
  3634201 tttttttatt gctcatttct cttctcttca ttcagctttt taatatttgt aattaactgt
  3634261 accatctctt cttttgcatc aggatacgtc tcattccagt gcttcactaa agccggcatc
  3634321 gtcttagcta tataagaata tagtgcccac ttctgtacct gttcttttct ctcttcattg
  3634381 ctctctccaa gtaatagttc cgtgtatttc tctaacaacc cgtcaaactg ttcgttaaac
  3634441 ttttcactca tcttatctac ctcctatatg aaaaaagcag cgaagatcgc tgcttttctt
  3634501 tataattttg atcgaacaga gtttaatttt ttctccattg tgcttacttt atcacgacga
  3634561 tcatcgatac gaattgttgt tgcaacgcgc tgtgcacctt tcgtatatgg aacttcatgc
  3634621 atttgttgaa ttacttctag aatgacagga agatctcctt caataactgt attcattggt
  3634681 gttaattgat acttcacgcg atctgcattt ttctctagca ccttttgtac ttctgctaca
  3634741 tattcactaa cacttggatt acctgttcct actggaataa tcgatacgtc aacaattgcc
  3634801 atagtagtct tcctcctata attgcttctt atatatccat tatctatttt accgaaatac
  3634861 gcatcatttt actaatttgt tattcctcta ttttaaattg ctcaaccaat ctttccaagt
  3634921 ctctcatatg ctccgtcaaa ctttccatcg tatgagctac cttttctaaa tgattcactt
  3634981 gtgattcagt tgcagcattt acttcttccg aaacagctgc actttcttga ctcgtaccag
  3635041 caattgtatg cattaccgct gtaatttctc cttgctcgtg accgatgtta tgtacctctt
  3635101 ctacaatttg ttccactgaa gtactaatga tattaacaac tgacataatt gtacggaact
  3635161 ccgcctctgc ttctgtcgta acattatttt gtatatccgc aatatctttt aatttactta
  3635221 caacttctac aactcgtctt acctctactt gtacatcacc aatcatcgtc gcaatttcta
  3635281 ctgttgcttc ttttgattgt tccgctaatt ttcgaacctc ttcagcaaca acagcaaagc
  3635341 ctttaccttg ttcacccgca cgtgccgcct caattgaagc atttaaagca agtaaattcg
  3635401 tttgatccga aatacctttt ataagctcta caacattttg aatcgatcca accctttgct
  3635461 ccaactttcc agatgcttcc tctgtatgaa caacaattga agaggattgt tctcttgtac
  3635521 gaactaaatt tcgcatcgta ttcaatcctt gcttagatgc ctcttctgct ttgccagcta
  3635581 ctccttttat ttcaccaacg gagctattca tttgttccac tgactgtatc atattttcaa
  3635641 gctgctctga aacttcatct acactatttg caagagtgga tgctcctccg cttacatcat
  3635701 ccattgcacc tgacacttct ttactagctg ctacagtttc attcgttaaa taatgtagat
  3635761 tattcgttga tcgttgcacg gttgatacac tatttttaat tttacttacc atttcattca
  3635821 tttgctcaac catatgatta aaatggttcg tcagttctcc aacttcatcc ttacttgtca
  3635881 ctttcatttg caacgttaaa tcaccttctg ctactttttg aacgtgattc gttaatagtt
  3635941 gcagtggtct tgctaatctt cttgagaaca agtatgaagc tacaattcca acgaataagc
  3636001 taatacatgc cattataatg actgtatttc tcgtactatt taatagccca tcaatcgttt
  3636061 ctttcggata aacaatccca attttccatt tcatcttatc aaacagttga ctataggcta
  3636121 ctacatcttt tccgcctaat gttgtcaccg caaattttgt ttcatcttta ttcaaacttt
  3636181 ttaaaagtgg ttcctttgaa acatcttttc ctactttctc tgggtataca atggcaatat
  3636241 ttttatcatt tacgataaac atttctccgc cgttattata ttgaatattg tggagtagct
  3636301 tttgaattgt tcctaatgat acatccattg ctactacccc taatacagat ccatcttgtc
  3636361 cgacaattgc ttttgacact ccaatgctta acttacctgt cgcgatttca tattgtggtt
  3636421 gtccccaaat aatcgatttc gtatcggatt ctgatgcttt ataccactga cgactcgttg
  3636481 gatcataccc ttctggtact tttcctccgt cagcgagatt tgcgctcaac gtttttttat
  3636541 cttttgtccc aatgtataca tctaaaatat caggatggtt ctttttaaat cttgaaaact
  3636601 cttttaaaat aaagctctct tcttctagag taactccatc ttgtagcatg ttttgaatat
  3636661 catcatgact tccataatgc cccatatctt cttcaattcg ctgcataaat gcagttaact
  3636721 gttctgtcac aagatccatc gtattttgag aatactggtc taaggagcgc acttccttct
  3636781 ctttctgtaa ttgatacata gctgtaccta atattacgaa catcatagaa ataagtaccg
  3636841 aaaatactac cgcaattttt aaacgtaaac ttcttaacat atcccccaaa gcatcccctt
  3636901 cgcattgaat tcaaatctta ttaatcatta tattaagtat aatagataaa attaaaaaat
  3636961 tgaaactaat tctcacttca atctgagtag aaaacctact actacttgtg caaaaacaaa
  3637021 tagttcatta tccttaaact atataatctc attcgttcgg agggaactat gttacaaaaa
  3637081 ttcggtttct cacaatatga aagccaagct tacgaagttg tcgtatcaag caacgagcca
  3637141 ttagatgcta caacgattgt gaagcattct ggcgtgccaa aagcaaaaat atatgaagtg
  3637201 cttgcacgct taatcgataa aggaatggta atggattctg tttcagagaa gaaaaagatg
  3637261 tatacagcat taccactcaa gctagcaatt gaaaaattaa cgacagaatt tcaatccaat
  3637321 attaaagaac tagagacaac tatatcgaaa aaatcattta cagatgaccg tgtatggagc
  3637381 ttaaaaatgc aatcttctat tcgcgttcaa agtaaagaac tcatcgaaaa tgcaaaagaa
  3637441 tcaattcgca tttcagcttg gaacgatact cttttagaat atcttccgtt attagaagaa
  3637501 aaagcaaaac aaggcgtcaa aaccgaatcc cttatagttg gaaaagtaga aacagactta
  3637561 gaaaacatgc attttctaat cccagccgaa gagcctaacg cgctagagcg atacttactg
  3637621 ctcatcgttg acgaccgtga aattttattt gctggcgtag agcaagagtc atggcaagca
  3637681 atgaaaacaa tgtcacaacc tttcgtgaag ttctttacag aattctttta tcacgacgtt
  3637741 gcacttgcaa agattaccca gaaacaccat gatctcttta tggaagatga ggaaattaag
  3637801 agtttattaa tgaagttgag atactaaaaa aacgcctcta ttacaaggcg tttttttcta
  3637861 catttctttt ctatttttca ttcttaacac ataagcaccc gcaataataa aactaattcc
  3637921 taaaacgaat aaagacgtaa attgattgct gacaccgcca gtagctggta aacgcacttc
  3637981 attatgagta ctaggttgtt gcattggctt cacatcagca gaaggtttca cttctccatt
  3638041 cggtgttggc ttatttggct tagaaggaaa cgatgccttt tcttctttct tatttttcac
  3638101 aatatgttta ataatttctc cattctcttt tatttcaaat ccgaacttct cttcatttat
  3638161 tacatatcca tttggcgcta tcgtttcttt atacgtgtac tttccgtatg gtagtttgaa
  3638221 tttcgctata ccttgctcat ttgtttttcc ttttactact tctttccctt gttcgttgta
  3638281 gattgtaaac tctgcatttg gtaatttcgt attcccatct gctacatcta ctttcgttat
  3638341 ttctaactca ccttctacct tcttatcttg aacgatatgt ttaataattt ctccattctc
  3638401 ttttatttca aatgcgaatg tctcttcatt tattacatat ccatttggtg ctattgtttc
  3638461 tttatacgtg tattttccgt atggtagttt gaatttcgct acaccttttt catccgtttt
  3638521 tccttttact acttctttcc cttgttcatt gtagattgta aattctgcat tcggcagttt
  3638581 cgtatttcca tccgctacat ctacttttgt tatttctaat tcacctttta cattttcatt
  3638641 tttcagctct aatacagcag tttcaccagt tttcacttca atttttttaa cacttctgtc
  3638701 taacacatat ccagctggcg cttgaatttc tttgacgcta tatataccga ttggaagatt
  3638761 acctaactcc gcaatcccct tatcactagt cgtaacattt tgtttaaagt tttcattcga
  3638821 aacttcaaac accgctcctt ttaatacttc ctttttttct cctaatttca taatctttaa
  3638881 agagcctact gattcccaat ttacaactaa atctgtactg attttctcac tatttctttg
  3638941 taacaatacc gttgtatttt gaactttttc tgatccttta aaagctattg cttgtaaatt
  3639001 tgttaaagta gacttcactt tcattttaaa gttaccacta ctcgtatctt tcggaagtaa
  3639061 aattttgaat ttttcgttaa ttgataacgt acttttctct tcaccatttt catttacaat
  3639121 tcgaagccct ttaggagcat tttcaggaag aattgtataa gagccagaaa ccgcatttgt
  3639181 ttgcactgca taaaatcctg tttctaaata atcaccattt tgtgtagcag tttgtgaatc
  3639241 tacaggatta actttaaaga atacatcttg tgatccagtt tctttctttg aagcctctac
  3639301 taaacgcttc ataagattat gtacacgttc attttttgca actaaatctt cttccgttaa
  3639361 ttcatttgct gcaatccata ctgctaattg tgtagcataa tgcgcttctt ccgttgtcgc
  3639421 tacacctaat tcagatgggc ctttttgagg atatccattt aataaaacac gatatacggc
  3639481 atcagatgtt ttccccattt caggcaaatc ttctccattg ggagaacgta aatcaggcgt
  3639541 taaacaatac gcaatactcc ccgaagccgt tttaattatt tcggtcttta tttcacgctg
  3639601 tttcgaatta ctatagctcc aatccatctt atatgtttcc ctgttcatta cttctgcctt
  3639661 tacttgtggc attgcaattc ctaataaaat aataagagca cttaaaaaac taaaccattt
  3639721 tcctaccatc tttcgtttca ttctctccac caccatatat aaatttctac atgaagcaat
  3639781 cttactgttt cattgtactt atagtgaaaa aaagagaata ggtggttttt ttgtagtatc
  3639841 ttgtcgaatt gttgagaaag ttccaaagta ataagccact ttaaaactgt ttgttgtcat
  3639901 ggtgctattg acaaataaat attacatgtt ttacattttc aaacataata aaaaaggcac
  3639961 tttataagtg ccttcttaac ttacgggaaa caaatttcaa acgaatacat attacttatc
  3640021 cttatccttt atctccgtca acaactcaat tattttctca ttttgctcca cttgtttctc
  3640081 tgaattttga tagatgaaac gaacccatct taatacaaaa acaactatca atatcggtag
  3640141 tagcgcaatt atcatgccga ataccgagaa attagacatc attttccatc acctcgctat
  3640201 atacaccttt ctccatctac ccaccaaacc cttccatttt ttacaaataa aaaagaacct
  3640261 atcaaacgat agattcttct tttgcaaact gagtagaacg tcctctcgta atcgagaaaa
  3640321 tcgcacaaag cagcgctaat ataataaagc cgcctcctac ccaagcatta tatataacag
  3640381 acgatttctc aataacaact ccgcctactg ttgaaccgag cgcaatccct aagtgaaggg
  3640441 cagagttatt taaactttgc tgaataccag ctgattctgg tgcaatttca atcaaataat
  3640501 tttgttgtgc tggcgaaata gcccagctca gcatactcca aattcccatc ataataatga
  3640561 acagcgggaa cgagaatgtc attaatggca ataggaagat cgcacacgca aatacgataa
  3640621 taattgaaat aatacttttc ttcgatcccc atttatcagc aagccagcct ccgaagccgc
  3640681 ccccaattac tgctgcgatt ccgaagatga agtaaaatac actaatccaa ttcgcttcca
  3640741 catgcatcac atcttttaag aaaggtgtta aatatgcata tagtgttaaa tggcccgtta
  3640801 aaaataagaa tgatgttaac tgtgcactta cgattttttt atcttttaac gtagcaattt
  3640861 gttctcttat tgataatacc gatgtcggtg gtactttcgt taagaataat gaaatacaag
  3640921 cgattgccat aactgttaag attgaaatga gtacaaatgg tgcacgccat ccatatgcat
  3640981 ttccgagtac aaggccaagc ggtactccaa gtacaagtga tccactaatc cccatgaaaa
  3641041 taattccaat tgcacgcgca cgaaaatgcg gttctacaac gctagaagca agtgttactg
  3641101 acagtgcaat aataagcgaa ccactcgccg cacaaatcac ccttgagaac attaacatgc
  3641161 cgtaattcac actacatgct gaaataatat ttccgattaa gaaaattgat aatgccccaa
  3641221 catacaatgt ttttctttca aacttccctg ttaatgctaa taaaacagga cctgataaag
  3641281 caaatactac tgaaaatatt gtgataagct gaccagctgc actaatagat actcctaaat
  3641341 cattggcaac taaatcaagc gttcctccta taattagctc aactgttccg actacgaaag
  3641401 ccgcgatagc taaaatatac acacgaaaat tcaagtcttt ccccacgctt tctattttgg
  3641461 ttactacgac tatagtaacc aaaatagaag ttgaacacaa gtacaatttt tttacagcaa
  3641521 aaaaggtagg cgtatgatac gcctaccttt caattatgac acttcagttt tgttcttctt
  3641581 atttaaatac caatataccg gaagtcccgt aaagacaatt ccaattgata agaaacaact
  3641641 tagtggatcg ttaataatcg cactaccgat tacaaagagt gagcccaaaa tcgcaacgat
  3641701 tgggacgatt gggaataacg gtacactgta tgcacgctct ttattcttat tacgttttct
  3641761 taaaatgaag acaccgataa acgtcattac gtagaaaata taaataatga atacggaaat
  3641821 ctcagatagc ttatttggat cactaataat cattaaaata attcctaaaa tgatttcaac
  3641881 agtaatcgca tttgctggtg ttttaaatct tggactttcc tttgcaataa acttagcaaa
  3641941 tggaagttgt ccacgttctg ccatcgacat cgggatacgt gggaacgtta aaatctttcc
  3642001 atttaaacaa ccgaaaatag atacgataat accgatacta ataattttcc cgccatattc
  3642061 cccaagtagc atgcccgcag ctgtcgctgt tgcattttct ccaagttcta caatttgcgt
  3642121 tgctggtaat acattcagta acgctaagtt aattaatacg taagcagctg ttacaattaa
  3642181 aatcccaact gtcattgctt tcggtaatag ctttgttgga ttcttcattt ctccgccaat
  3642241 cgaagcaagt aaaatccagc cgtcataagc aaataacgtt gctaagatcg ccatcccgat
  3642301 actttgattt tctgatatcg gcacaactac gttaaagata tcgctattcc ctttccaaaa
  3642361 acctaacaca acaattaata cgattggaat catcttcccg attgtcgtga tcgtttggac
  3642421 gatacctccg tattttgttc ccatactatt tacaacgcca aggaacacaa ctgttccaat
  3642481 tgcgattggt aaattccata ctttatctaa atagaaaaaa ttaatcatta aagaactaaa
  3642541 gtataaccct aatgttccaa taatagctgg cccataaaca atcgtttgca tccagcctga
  3642601 taaatatccc caaaaacttc cgtaaatctc ctctaaatac gtatacaacc caccattttt
  3642661 cgggatttgc gctccaattt cagctactgt taaaccactt gctaacgtta acagaccacc
  3642721 aattacccaa gcaagaatcg ccatattaga actccccgag taatctaata cgctccctgg
  3642781 tttcataaac acaccagacc caataatcgt tcctactacg atagaaagtg ctaccgttaa
  3642841 accaattttg ttcttctcat catgatgcat gctgcgtatc ctccttccaa tcctagtgtg
  3642901 atgcaaaaat gaaataaaaa aacactcctc cctaaaaaag ggacgagtgt tatattcgtg
  3642961 gttccaccct tgtttcaatt cgcaaagtaa cacacttcac caatttctca agtctaaaat
  3643021 aacggttttt gccggcaagc aattactaga tgttcgttca ctgctgcagt tcagaggtgg
  3643081 taatccattt tttcgtatta ggaagctcac agccaaaggc ttccctctct gagaatcgta
  3643141 aaaaattgat cgtgtcctca tcatcacttc tcgatgtcga attttgtagt tattgttcat
  3643201 tatattgaat tgttagaaaa aatcaatata tttttttata taacatacga aatatttctc
  3643261 ttcttatatt ataacagaag ttacgacact tctctaattt cctagtatct tcggaacagt
  3643321 gtagcgataa aaaattatat cagcgatttt tcagatatat cgatttacca acaaaaaacg
  3643381 acaataagta aggggagact ttctaaaaga aagtctcccc acatacatac cttccggttg
  3643441 cccacacgaa agctacgtaa ttcgattatt tatcttcttt gttcataaaa aacttgtgat
  3643501 gcggaagctc cacatttaat gcctccaact gtttcttttc attgtctaaa attgcttttg
  3643561 cttttgtttt tgttgcctca tctaatcctg caaatatatc ttcatgcttc tttttctctg
  3643621 ggagttttat acctagtttt gttaattctt cttttgattg ctcatgcgtt aatttgccgg
  3643681 atttttcttg ttcaaaaatt gacttcactt tttctttcgc ctgttcatct aaattagcaa
  3643741 gcatatcttt acgcttaccc ttctccggca tgttcacgcc taacttcgtt aattcctctt
  3643801 ttgcttgttc acgtgttaat ttcccggact tttcttgctc taaaatcgac ttcgcttttt
  3643861 ctttcgcctg ttcatctaat cccgcaaaca tttctccatg tttacccttc tccggcattt
  3643921 ttacacctag ttttgttaat tcctcttgcg cttgttcacg tgttaatttc ccggactttt
  3643981 cttgctctaa aatcgacttc gctttttctt tcgcctgttc atctaatccc gcaaacattt
  3644041 ctttacgttt ttctttctcg ggaagcttta cacctagctc ctctaactgc ttctttgtat
  3644101 catccataat cgtttttact ttttgttttg tagcgtcatc taaatccttt ttcgccgttt
  3644161 ttgtcgcttg ctcagctgct ggagtattcg ttgctgcgaa tgctggaata ccgactcctc
  3644221 caatgattcc gaatgataaa gcacctgcaa tcgctaaata ccccactgtt ttcttcttca
  3644281 taggaaattt cctccttcat atttctaatg catgtacact ttcgtataca atgcctatcg
  3644341 taatgagggt ttcttaacat ttccttaacg acttaacaaa aaaacaccgc tcatcacgag
  3644401 cggtgtttct ctaagctttt tgtaattgta actcttcacg ttccattatt tttcttaata
  3644461 cgattgtttg catcattgta aataagttac ctgttatcca gtacaacaca agtccggatg
  3644521 gcgccgcaaa tcccataaat agaatcattg cgggcatcat aatttgctgc atctttagca
  3644581 tttgtacttg ttctccagac gtactattcg attggaaaac tttcatctga ataaatgtcg
  3644641 ttaacgctgc aataatcggt aatatatgat aaggatctgc atgtcctaag ttcacccata
  3644701 aaaatgtaga tgtgcgaatc tcttctgttc ggctaatcgc ataatacaaa gcagagaaaa
  3644761 tcggcatttg tattaatagt ggccagcaac cagcaagtgg attccaaccg cctgatttca
  3644821 ttagttctga catttctttt tgatactgtt tttgtttttc tagatctttg cttacatcac
  3644881 cgtatttctg ctttagcttc tgcaattcag gttgcatttt tttcattttc gcttggctac
  3644941 gatattgcga aacagctaat ggaatcattg ctgaacgaat aacgagcgtc ataataatga
  3645001 tagcaatccc aaagctagct cccggtatat gatgagcaac aaattgaatc ataaacgaga
  3645061 ttggatatac aaagtaatga tcccaaattc ccgtactatg tgcatcaatt ggggttgcat
  3645121 tactgcaacc agataaaaca aaaacaagta ataatgataa actaacgagc acagctcggt
  3645181 atgattttaa catgttcatt cctccaatgt ttcgtaatta tttagcgaaa cattggtgta
  3645241 tacggaccga cctcgtcatt ctcttcactt gattcttgtc tacgtacaga acgaatcatt
  3645301 ccatatttat aaaaaataga aaatagcggt acattccctg cactatcttc acatgtatca
  3645361 actaacgcaa aagctctttg tctaccgctc gatgcttgct gacgcacaaa gcgagaaacg
  3645421 ttagcaagga agaaaacttc taataaacaa agtgctgtcg ttacaaacga tatatataga
  3645481 attgcatcct gcaataaaaa ttccatcgct tcacatcctt aataaggtca ttttagcaca
  3645541 ttcggcaaac attctctatt tccttttatc gtcaaaaaaa gtattttgca tattttctca
  3645601 agaaaataat aattgagaaa cattgtattc gctttcttta gtatattcac acacatcaat
  3645661 gaataggctt gatttattag aaatttataa aatttttgca ttataataaa actattgcca
  3645721 gtttttgaaa aaacctttat tctcttcttg taatcaaaaa tgaatatgga gatgaaacat
  3645781 actatgggtc aactaggaga cgccgattac gttcccgaca ccgccttttt atccttccca
  3645841 gcagctaaaa catttcactt agaatttatc atacagttgg ttgttatttt cgtagcttct
  3645901 attttgtatg caatttctat gaatatgttc tttatcccgc ataatatgat tagcggtgga
  3645961 ttcgctggcg tagggatgat tatcggttat ttaatgcact acaatatcgg tgcacttatc
  3646021 tttttactaa acattcctct tcttatttta agtcactttt acttaggcaa gaagacaacc
  3646081 tttttaacag cgtactttgt agctgtatca tcgttagcga tgaacattat ccctgtacac
  3646141 caagtttcag acgatatttt actttcttct gtattcggtg gtgtaatctg cggagcagct
  3646201 tccggaatca tattccgatt tgcttcttca acaggtggct ttgatgttgt tggattgatt
  3646261 gtagcgaaat atcgagatgt ttccattgga gcaattattt tcggattcaa cttaatctta
  3646321 cttgttgtag caggatttat tttcggatgg gatattacac tttatacgtt aatcagtcga
  3646381 tttgtagtca gcaaagtgat cgatgctgtg catacgaaac atattaaatt aacaataatg
  3646441 acaattactg aaaaaggcga ggaaataaaa agcgccctac tacatcacgg catacgtggc
  3646501 gtgacaatgg tagatgctgt cggcggctat acaaaccata agaaaaaaat gatttacact
  3646561 gtcgtgactc gctatgagtt aggcgaaatg aaacgtatta tccgtcaagt ggataacaaa
  3646621 gcatttatga acattactga aacagttgaa attgtcggcc gtttcaaacg catataaaaa
  3646681 agcgcaagga actaatattc cttgcgcttt ttatttttta cacttattac aaaatcagat
  3646741 aattctatta ttatgtctct aaatgtgtta taataaaaac agactcacaa aaaaagagta
  3646801 tatagacttg gaagtttctc atattttaca aacaaaaaga aacgagcagt cgggtatatt
  3646861 tcaatcatca tacacgtaac ggtttaaaaa accgatcact cttcaatgat ctttttataa
  3646921 aaagatacgt acaactaaaa ttcacttcaa tatactatac ctaccttttt gacttccaaa
  3646981 tcatcttatt acatagggag atgaacatat gaatcaatct atacgatata caatagctgt
  3647041 cctgtttgct attatcggcg gaacaatctg cttctggaca aacaatcagc ttggagagaa
  3647101 tatcattttt aatggaatcg aaacacttgt aagcgcttca attttaggtg gatacatttt
  3647161 cttcctcttt aacccagaag aaaatgcgca aaaaacaatg ttattaacaa tgatcggaat
  3647221 cgttggtgga tgtatttcct actcaatgac taactataca ttaccacttc aattaagctc
  3647281 agctttcttc cacggtctat ggacttggtt cattgcattc tgtctagcag atgtattcaa
  3647341 cctattacaa gacaatgaag aagaaaacgg tcgccaaatt gaaagtaact cgtaagctgg
  3647401 aagatattct tccagctttt ttatgttgtt ttgcatacca cggcatcaca ataaaaagaa
  3647461 gttaccctca cagcaacttc ttttccacat accccaccca gtaccaaccg gattatatca
  3647521 acgatttttc aaatatatcg atcgtttctc cacttatatc aacgattttt tcattatatc
  3647581 ggcgattcga cacaagatat cgatttaacg acaaccttcg acactcgaaa cgcacaacat
  3647641 accctatccc ccaagcaatt tactgccgag ctctacgatt aaaaagataa ctaataaaat
  3647701 cgcaagtatc tttaatgcta catatgccac tttaaaaaca acataaatga gcaagacgat
  3647761 taaaataatc gttaaaattt ccatctagaa ttcctccaag ctttgctcct cacaccttat
  3647821 tttactcgca ccagactttt tatggaacgg cataagacga catagaaaaa agaggatacc
  3647881 tcacccatcg taagataccc tcttctttag ctgctcaaac cattctctct ctaattgtaa
  3647941 atatcccatc tcactcttct cagcgctctt caattcttta tcagctttcc tcatataagt
  3648001 gcgagatgct tccatatcgc actctaaata tttaataatt ccttgtgtac ggtaatatcc
  3648061 gtttaaatcc attttggtga tagcttttgc atgttccttt gcttcttgca aagaaagact
  3648121 atccatctca taaagggctt tatataaaag gtaccaacta tgaaaactac taacgaaaaa
  3648181 cttattttct ttcgttacag gttgtcgaac aattggttct atatacggta tagctctttc
  3648241 cattccctct tgatccgcac gagccaaaaa gacgagcata agtctgctca ttatatctct
  3648301 tatcccttta ttctctttta ttttttcctc actcagttct actaatcttt catcccaatc
  3648361 tctcggtctt ttataactaa ataactcact cgatatttga atctcatata aatgatttct
  3648421 agctctttca tcatctttaa ttagaataag aaattgcata ccatcactca taagagttcc
  3648481 ttttatcggc acaattgtaa ccgcaaagat tgcaaaatgg aaaaaggaaa aatataaaag
  3648541 atattgataa taactcacca tatatatgta accgaaagta ataccaaata gtaaactcgt
  3648601 aatcggccca cctaaagtga gccacgccca ttttttcgaa agattcggtg tctctataga
  3648661 aggtggtact agtgttgcaa cgcctccaaa gtacgcccat agtttatttt ctcgagtgcg
  3648721 taattttccc ttttctgttt gaatagtaat gggtcctact gtcataaatt taaatgtcaa
  3648781 accacctatt acaccaaata ctacatgtcc tagctcatga atggctaaca ctaacaatga
  3648841 aattccaact attgcccata ggttcaaaat tacttctaat ttcccagttc ggattactcc
  3648901 gtataaaatg gacaaaacta acgccgccgt catagtacca gctggccttc ttaaaatatc
  3648961 cacctttttc tccccttaat aaatcatttt tctatgcatt tcgtacataa attttccgat
  3649021 atgtaatatc caaataaacg agattaaacc aagcaacacg aaattgatat cactaactgc
  3649081 tgtatatata acggcagccc accacacata tgccaatact ttattcgtaa attcgtacgc
  3649141 tttatatcca gcttcatgca caatgtgctt taatccttca tcagcatttt tcttccacat
  3649201 ctccatcgat tccatatacg ttacaccttg ttcagggtaa agcttgttat aacgattcct
  3649261 cgccataatc ccaatgatta ctataataat cgtaaaagca gtagcagcta tcatattcca
  3649321 aattgcgaag gaaacatttg catcatgcat gaatgcacgt ctacatgcaa taactgcata
  3649381 tacaaaccat gcctgcgtaa ctatatcacc tatacgtaaa tacataatta caatccccaa
  3649441 ttttctacct tgtacactct cttcttcatc acgtgcctcc gctaacatac gtgtattctt
  3649501 ccaagtgtaa tacatcatta tcattccaaa aagagtacat acacctatta atatattggg
  3649561 tgataatttt ctcggttcat ccgagagtaa atctaaagct atataagatg caaaaaagcc
  3649621 acctaccata cttaatatga gtttgcaaaa actaataaat tgttctccca gtttactctt
  3649681 caccatcatc ttccccctcc actaacgtga atatttcctc caccggtaca ttgaatatgt
  3649741 gtgcgatttt taacgacaat acaatagatg gtgcataatc cccgcgctca attaaactaa
  3649801 tcgtttgcct tgatgatcca atcgctttcc ctaaatcccc ttgtgataaa cgatgctttg
  3649861 ctcgcaattc cctcactcga ttttgaagct tcatatcttc cctctttttc atttatttaa
  3649921 ttaaaattgt aaataatatc cttatttttg tcaattataa ttgtcatttt gacgttaata
  3649981 attgacaaaa ataaagatat attatgatgg aaataaccta tataatgaat gtgaaatatt
  3650041 aaacaaagga agtgacctat gaataaaaca tctacttttt cctatattct tactaaactt
  3650101 acagcgactt tctttttatt attacttatt agcacgcttc tcttaacaac tagtcaacca
  3650161 acattatata gtttcttagc tggattacga gaactactat attttccctt cgttcctttc
  3650221 cttgcggtat atgcaatttt ttgttctatt tgcatagata aattgaaatt aaaaacatat
  3650281 acaagactga agacattatt actttacatt ttttgcggct atttattttt tcttccattc
  3650341 ttaatattta aagaagctga tctaatacag ttcttgttcc tcggatcaat cggagcagta
  3650401 tgttctcttt ctttctattt atgcacagtc atagcaacaa aatttaagtg gatacagtat
  3650461 ttcgtaccaa gcattatgtt tattatattt atcacaattc acttagtaga tatagcaagg
  3650521 attggaacat caaaagaaca atgggtcgaa acaaaaaccg ataactcttt cgaagcatct
  3650581 tttcaacatt ttagtggtga acataaagtc ccaattgaac taaaacgagg tgacatatta
  3650641 gaattcacta ttgaatcaca aggtgaaaat tcgaatggct acatagggga cataaaaatg
  3650701 gctagtgagt ttcaagagga agaaaattat ttagctccag ctggccctaa tacgtaccat
  3650761 ttcgcagcaa ttaagacagg cacttattac attatagtta gcggaaatca atcaaaagga
  3650821 aagttaaaaa tcgattggaa cataaaataa aaaaggcagt gcttttgcac tgccttccta
  3650881 aattctgaca tagaatggat tccatcttaa cttgcgtttt gtaataatgc tcgttttaac
  3650941 tgtttacgga aacgaactcc taacgtaatt gctacaatca caatcactcc aaaaatgatt
  3651001 ttaccgatat gaccttctag cgctccaaaa atatcatgta aattgccacc taaccagtaa
  3651061 ccaccgatta agaagaatga tacccaaaat agagcacctg aataaattgt aattgcaaag
  3651121 cggcggaatg gtaagttaat aattcctgca aagtatcctg taaagtgacg tacaccagga
  3651181 ataaagaaac cgataaagat taggaaatat ccatacttat caaaccacat tcttgttaag
  3651241 tcgatttttc tttgtgttaa aaatacgtat ttcccatact tttgaataaa gggcatacct
  3651301 aatttatttc ctaaaaagta ttgaatcgtc attcctacac ttgtcccaat aaaggataga
  3651361 atgattaaaa tcggtaaact taaatcacct ttatgtgcta aaaatcccgc atatgctaac
  3651421 gttggctctc ccggaaacgg aagtgcgata tattctaaca gcaaaccgac aagtacaaca
  3651481 tagtacccgt attgctgaaa taattcatga atccattcca tgtcatctct cctttcaatc
  3651541 acgtgcaaca tcttactaat attgtataaa aaaattgtcg aaataactat cacaatagct
  3651601 tacattttat tacatttttg taaggctctc actaaacttt tacgttcttt atttactttc
  3651661 attttcagac aacttaacaa gtatataacg tgagaaacca gggccttaat atgcattttt
  3651721 tatccatttt ttaacacttg aaaatcgtta tattttgttc ttaataaaaa accactacaa
  3651781 actcatacta acttcatatt agcttcatat acgtattgta agattatatc ggaatttgtt
  3651841 gaaaaattta accaatatat gactaaacat taatttgaat aaatattaat cgcttttcga
  3651901 aattgaaaaa agggtgaata agaaatggaa gcttataaaa tgcacgattt tattaataca
  3651961 aatgttgaat ctcaccaaaa tgaaaccgtt tttaatttgc acatatgtga aacaaatgaa
  3652021 tttgacgtaa gtttaacaaa gtctacaaca ctgtctttta tcgtttcaaa aaagaacatt
  3652081 aagattgtta cgaaaaaatg gattaattca aatcaagaaa gcatgattgg caaaagctac
  3652141 atcattccaa cgaaagcttt tcactacttc ttaccaatta tttctgaaac ggaagatgaa
  3652201 ttaaatattc aagttcaaag ttttggacta catggtgaac ttttactaaa tgaaagatta
  3652261 cttattgata aaaacaacaa acacgatgcc aaaattacta atttctttga aacattagat
  3652321 gaaaatgtaa ataaagtatt acgaggattg caaattcatt gtatgtaaga ctactacaat
  3652381 agtaaaaagg agaacataat gaaaaaacta ttattaggcg cactattatc attaggattt
  3652441 ttaactattc cattcacaaa tgctgaggca gctacaacga aagatcaact gattgtaaac
  3652501 acgcagttaa ataaaatgga ttattatcaa aacggaaaat tcataaagag ttttactgtc
  3652561 gctactggaa aagcagctac tcctacacct aaaggtactt tcaaaatcgt aaataaaatt
  3652621 aaaaatcgtc cttattacac aggcaaaatt aaaggcggcg atccacgtaa tccacttggt
  3652681 gaccgttggc tcggactaaa catggcagga acttacggaa caacttatgc aattcatggt
  3652741 acgaacaata accaagcaat tggtaagtgg acaacactag gttgtattcg tatgtataac
  3652801 aatgatatac actggttatt tgagcgtatt ccccagcaag ctactgtcac tgtaaaataa
  3652861 cctcaaagtg cgatttacgt gtagccaaga attttatgtc ttggcttatt ttatttcttc
  3652921 atttacagta gcaaaacaac tgtatttaca tatataatag gaatagattg tgttaagtaa
  3652981 catccaaaca ttgataaaca tggatattaa aattatacag ttataatatt ttataaattt
  3653041 tataatacat actataatag aattactgta attcttaaat attcagtttc actaaacaac
  3653101 tccccttgct actttcatga ttattttatg gcgggggctt attatatgta taaacaatct
  3653161 gattcatccg aaaaatgatg aattcgaata ttgcagttaa aagcgttatt taggaggtgt
  3653221 tactatgacg catatactgg tgattgaaga caacccagat atacaagaac tgattcgtga
  3653281 atttctaatg gcacaaaact ttactgttga tgtcgttggt gctgggacag aaggtatact
  3653341 tcttttccaa aaaaattcat acgatcttgt cctccttgat gtgatgttac cagatataga
  3653401 tggctatagt atttgtaaaa ttatgcgagg acaatctgat gtaccaatca ttatgttaac
  3653461 aggcttacat aatgaagaaa gtgaaattaa aggatttgaa ttaggtattg atgactatat
  3653521 tacgaaaccg ttccattaca ccgtatttat taaacgtgta gaagctgtat taagaagggc
  3653581 agcaacgaag gaagccgagg ctgcaactat actacaattc catgaattga tgttaaattc
  3653641 tacagcatat gccgcttatg ttcatggtaa tcaaattgaa ttgacaacaa aagaatttga
  3653701 aattatttat actttactgc aaaatcgagg aaaagtatta tcaagaagtg atttgttgaa
  3653761 taaggtatgg ggctatgaac attatggtga tgtaagagtt atagatacac atattaaaaa
  3653821 cttacgaaaa aaattaggaa ttccttatat taaaacggtg aaaggcattg gctacaaaat
  3653881 cgaatcgtag caaagacaac atcaccaaaa atattttcat caaaacctta ttattttgta
  3653941 ttcttttatc actttgtctt tatcaaatta tttacttctt agcttcagac tacgataaag
  3654001 aacgttttgc gaaagaaaat ggaccgtcta ctacagaaca agcggattca gataaacaaa
  3654061 acgcccaaag taaaacgaat caaaataaag ctgtatcaca gggagacatg tttaattttc
  3654121 aatcttctat tatagattat aacgctctct ctacagctat caatcatctt ttgcagccta
  3654181 gccaaactgc aaaagcaaaa gaacatactc aaaatatttc ggggaaaaat agcgcttctg
  3654241 ctccatctac agaaacggaa aagcaagtcg ctactaatga tgccttacat aaacaaaatg
  3654301 cagcaagtaa aacaaatgat gcacaagatg atccaaaatt aacagatgca ctgcagcagt
  3654361 tagctccaca tattggcgct acaatgcttg cattatcttt gctcggatct ttaatttatg
  3654421 caaaaataat tgctaaacct tttcaatata tgagtgatgc tttaaaagat attatgaatc
  3654481 ttgatttctc agataaaaag ctacttaaca aaaatactga tcaaacagat tttaatttac
  3654541 aagtagctgc ttcacaagta ccaaatatag tgaagaattt acatgcaagc aatcaagatt
  3654601 taagaaatga actcaaaaag gagcaacaat tagaacaatc tcgtaaagaa tttatgtcta
  3654661 tggtttccca tgaattaaaa acaccaatcg cagccgttat gggacaacta gatggtatga
  3654721 ttcacggaat tggagcttat aaagatcgag ataaatattt aaaacgttcc tatgaaatga
  3654781 tgcaagacat taacatatta acggaaaaaa tgtcggaatt atccaaaata caaaaccctc
  3654841 aatttaaacc tgatttaaaa gttatctcat tgactaatat tattgaggat gttatgaaga
  3654901 aagtagatta tttcgtatca gtcaagcagt taaatgttca atctaacatt aaacaagatg
  3654961 tacaagtttt agctgatcct aaatttattc aaactgccat ttttaacatt atttcaaatg
  3655021 caattcatta tacaattgac catcagcatg tatatataaa gctttatgaa aagccaaatg
  3655081 gttacgcact agaagtttta aatacaggtt cacaaataga tgaagataaa cttgcccatt
  3655141 tatttgagcc attctatcgc gcaaaccctg acaaacacgg cttagtacaa ggcagtggtc
  3655201 ttgggttata cattgtaaaa caaatactag ataaacatca atttccttat gggatacaaa
  3655261 acacgcctca aggtgtaaaa tgttctatcg tattcccaaa agcaatgtaa aaacctacta
  3655321 caatctcata ccccaaattc atacttcgta tgagtggcgg aattttgtag agtatattac
  3655381 tctgtttcgt tcgcccgtta tccttatttg gatagcgggc gttttttatt atttaaaagg
  3655441 aggatttcca tggaaaaatt taagtattca ttactcgttt tattcggagc ttgtagctac
  3655501 ggcgtacttt caactatttt caaactagga ttcattaatg gattttcagc acatcaacta
  3655561 ttaggaggac aatatgtctt cggatggatt ggtcttctcc tgctcgttct tttcgcttca
  3655621 cgtcataaag taacaaaaaa gcaattcttt tccttactaa cagttggtac aacgatgagt
  3655681 atgaccggta tcttctacgc tatttctgta gaagaactac cagcatcgat cgctgtcgtc
  3655741 ctacttttcc aattcacatg gattggtgta gtcattgaag caattgcaaa tcgaacattt
  3655801 ccaagccgtg aaaaagttat atctatcatt attttattca ctggtacatt gtttgcaggc
  3655861 ggtgtctttg aaggtctcgg acaaagcttt tccacaaaag ggattatctt tggtctatta
  3655921 gccgctgtct ctttttcatt ctatgttttt gcaagcgggc gtgtcgctac agaagttccg
  3655981 ccttatacga aaagttttct tatgacaaca agcgctactc taatcgtatg cctattcttc
  3656041 ccgccaacct ttttaacaga cggtgctttg caagctggcc tatggaaata tgctttcttc
  3656101 ctcggattat tcggtgttgt cgtacctgtc atttgttttt cgattggcgt accgaaagta
  3656161 ggaacaggac ttggtacaat actaggtgca gctgaattac caacagccat tattgcttct
  3656221 attacacttg tacatgaagt cgtaacgttc atgcagtgga ttgggattat cgttatatta
  3656281 cttgggattt tcactcctca gctacttacc gctaggaaag aaaagaaaca tagtagcgtg
  3656341 catagtgcat aacaaaagac ctttcatgca tttgaaaggt ctttttctct atctcacttt
  3656401 accgctccat atagcttttc taactcacac tcaatttgtt ttacatcgat tcgttcaaat
  3656461 agtggctgta cactatcaat tctacttggc aacgtatgtt gaggctccca atttcggttc
  3656521 acaatcgata atgtgtttct aattctttca cttgaaaatg gtaaaaatgg ttccaggaga
  3656581 tttgcaaaat tagcgatgag atacacacaa ttataaatcg tttcttcgca tgaaactgga
  3656641 tcatcttccc tttctttcca tggctgcctc tcatcaaagt atttatttgc aaaacgtact
  3656701 gcatcaaata ttgattctaa tgccacctta aatttagttt gctcaatcgc ctctcctaca
  3656761 tgtttatata atctttctat cttatctttt agctctacat caatacttcc cttcggcatg
  3656821 ataccaccat aatatttttc aataaacttt aatgttcggt tcacaaagtt cccgtatgca
  3656881 cctaacaatt cactattatg actgtaaata aattcacgcc atgaaaagtc agtgtcacga
  3656941 ttttctggtg catttactat taaaaagtaa cgaatagaat ctggatcata acgttctaat
  3657001 atatcaggca cccatactgc ccagttttta ctcgtagata attttctttt ttcaactgtt
  3657061 aaatattcat tcgaaacgat atgacgagga attgtccctt ctcctattcc aagtaagacc
  3657121 gctggccaaa tgacggaatg aaacggaata ttatcctttc cgtgcacata atatgttttc
  3657181 gcttcgccat cccaaaactc tcgatcatct ttccctgttt cttcagccca atgtttactt
  3657241 gctgaataat accctgtcac tgcttcaatc catacgtaaa ttttcttatc ttcataccct
  3657301 tctactggaa ttggtacccc gattggtaaa tcacgtgata cggccctatc tagtaatcct
  3657361 tcctttacat atctctctgt tagttgaatc gcattgtcgc gccatgttcc tgtttgttta
  3657421 gcgatttcta cagccctttt aatttgctcc tgaaatgtat gcaatgcgaa atagaaatgc
  3657481 tctgtttcct gtatggatgg tgtactacca cataacttac atttcttttc taacaaatcg
  3657541 agtggatcta aaatagctga acacgcatcg cattgatctc ctcttgcctc ttcatggcaa
  3657601 tgtggacaaa caccttctac ataacaatca ggtaaaaact gtgtacacgt ttcgcaatat
  3657661 gcttgttcta ctgttttttt ataaatatgt ccttcttcta ataaacgtaa aaaaacattt
  3657721 tgaaccgttt catgatggtg ctcactatct gtacgtgtat agcaatcata cgtaaaacca
  3657781 aggttacgaa aacatcgctc aaactcttca tgatacttat tagcaatttc cttcgccgtc
  3657841 acaccttctt gttttgcccg aattgcaatt ggtgttccat tgcaatcact ccccgaaaca
  3657901 tacaacacat tctcaccttt tgcccggtaa taacgtgcta aaatatctcc aggtaacaaa
  3657961 ctcgcaatat gtccaagatg taacgaacca tttgcatacg gccaagcgcc cccaataaaa
  3658021 atactcatct tacattcctc cttttaaata taaaaagccc cgcccttatc taaaaaagat
  3658081 aagggcgggg ctgtataaac agtcgcggta ccaccttatt tcgccaatta ctcacataat
  3658141 tagccttaac aagtacggag ctatatgctc ttatactgtg gttttgataa cgagtaccaa
  3658201 ctctcgtcgc cgcctactat tatcatttga taagttcagg acgaagctca aaggccattg
  3658261 ttcaaatgaa tattcttgct tcttctcagc taccgaagct ctctggaaag aatgtgttca
  3658321 tcctactttt ccttttcaac gcttttacgt ataacatgta ttgtacgact taattacaga
  3658381 aaaatcaaac ttttatccgg aaagaaaagg aaattccatc cccctgccga atacctatac
  3658441 gttcacaaaa ggagtgataa cattgaacca aaaacaacta agcactataa atgaaaaaag
  3658501 ctggaatgca gctgcttatg aagcttggac gaatcgccat ggggcgccag ccgattatgc
  3658561 gaaaaaaatc atggaagacc ctatgcgcga ggtagatcac tatttacctt acatacaatc
  3658621 tccaaaagga aaacgtatta ttaatttact cggttcaaaa ggcaataaag ccgttgctct
  3658681 cgctctttta ggagctgacg taacagttgt ggatatttca gcaagtaatg caaaatatgc
  3658741 aaatgaactt gcggaagcag caggtgtctc tatcgagtat gtcgtttctg atgtattaca
  3658801 tgtgcaactc tccgaatcat ttgatatcgt attgctggaa ctcggtgtac tccattattt
  3658861 tttagattta aaaccgctct ttcaaaaaat tgctacttta cttaagccag atggaacgct
  3658921 gattcttcgt gactatcacc ctgtttacac gaaattatta ggagtagacc acccatcgtt
  3658981 tcgggccaat ggaaattatt ttgatgaaga attaattgaa gatgatgttg cttatagcat
  3659041 ccttcttaca gaagcgcaga aagaatcgtt accgaaaaca accatccgtc gctggacgct
  3659101 aggagaaatt attacaacac ttgcggggga acattttaaa attgaaaaac tagttgaaga
  3659161 acacgggcct catcaaagat gggtcttccc ttctactgca ccggaaggaa ttgaagagtt
  3659221 tgtgccgggt ctctatacat taattgcgac agcatgcaaa aaaggacccc ttcacggata
  3659281 ggatcctttt tgcatgctca cgcatataag ttgaggttgg agattaccat aattctgtag
  3659341 aataggacac aagatatttc aacatttcgt ctctgactta cgtcgtcaaa aaggggtatg
  3659401 accaacataa cgaagagtaa tgtttatagt tgatactgat aatcgttatc aactaattag
  3659461 aagtatacat gatgttattt caaattacaa tagcatttct tatttttatt tatgaatttt
  3659521 ttgatataca aatgtataca ttttaagaac atttactcat atgaatctgc catattccat
  3659581 tatctgctat aatttttatt gaacagatta ataacttcat aatgatgttt ttattaattc
  3659641 tgctctaaat atttataaat tataataaat agtttttaaa aggcaggggt aacgatgaaa
  3659701 tatgttagta ttcgaaaaaa actactgttc acactcttaa gcatttcttc tttatttagc
  3659761 attgctctta ttgttattct ttcattcgct atgagccaag cgagcgaaat tgaaacgtta
  3659821 aaaaatgatg tttccaaaag agcaaccatt ttaaaagaac gtggcgattg gttccaagca
  3659881 caagttgctg gtttacaaga atatttacta tcacatgatc aaaaaggatt agataaattc
  3659941 aaccgtgaag gaaaaaaact agctgatacg agagaaaaag taacaagtga taaaaaactc
  3660001 ccagaaggaa tgaaagaagc gattctaatg gggggtaaat ggcggagcgt catagataat
  3660061 gaagttctcc ctctcgctcg cgaaggaaaa tgggacgaag catctaaaat tgctttagca
  3660121 caaaccgatt acgtaaacga tcttttaagt cgttttacga aatatgcaaa tgaagaaaat
  3660181 gataaacgtg acgcattaat tgctgacgtg gagtcttctt catcccttat tcaatatatt
  3660241 atcttcttct cactcattac atgtacagta acgtctattt tattagcatg gtggttctct
  3660301 ggtaaactcg ttaaaccgat acaacaaatt gatgagaaat taaaagaatt agcttcgcaa
  3660361 gatggtgatt taactgctag attgcacgta acgagtaaag atgaaattgg tgatatcgcc
  3660421 aattccttta atcaaatgct cgctaattta cagcgtatca taaaacaagt gcaacaaaca
  3660481 tcaacaagtg taaaagaagc atctgaaaat gtgtttatcg aaacaactgc ttctatggaa
  3660541 aacaccgcaa aaaccgaaga gaccatgaat gctcttgagc ataatattcg ttcacaagtt
  3660601 tccagcatcg aagaaagttc aactgcaatg gacgatatgg cagtaagtgt tcagcgcatt
  3660661 gctgaatctg ccacatctgt aactgaactt gctgtagcta catccgaaca agctaacgac
  3660721 ggaagtactg ttattcaaaa atccgtttca caaatgacaa cgatacacga cgctgtaaat
  3660781 gctacgtcag aagtggtcga acgtctaatc actcacacga aatatattga tacagctgta
  3660841 caatctattt ctaatatcgc ggaacaaaca aacttacttg ctttaaatgc atctattgaa
  3660901 gcagctcgtg ctggcgaaca agggaaaggt ttcgctgtcg tagctgatga agttcgaaaa
  3660961 cttgctgaac aatctaaaac tgcggcaaca gatattaacc aattactaca tcaaattcaa
  3661021 caagacactg aaactgcgag ctctatgatg tcacaaggtc gttctgaggc atttgaaggc
  3661081 attcatgtca ttcgcgaagc tggcaattct ttcacaacaa ttgtagagca agtaaataaa
  3661141 gtatctactc aaatgcaaga catctcagca actgctgaag aaatggctgc aagtgctgaa
  3661201 gaaatgaacg cttcactgaa taacatcgct tctatttcga ctgaagtatc tagtgaaaca
  3661261 gcggcaacag cacaatctgc tgagaaaaaa gttgttacga tgaatgagat gacacaaaca
  3661321 gctaaacaaa tgaaacaaac agttgaagaa ttagatcaac tcgtatcaca cttcaaaact
  3661381 gaatagcctt taaaaaatat ccctcttcca aaagggatat ttttttgagc tcattccctg
  3661441 catattatac acatttccgt tataatgaga atcgatatca ttaaaatgca gggggtgcta
  3661501 cttatgtcac aagaagcatt tgaaaataaa ttatatgcca atttagaagc tgttattgat
  3661561 cctgaactag gtgttgatat cgttaatctt ggattagttt atgacgttac agcagatgaa
  3661621 aataataatg ctgtcattac gatgacgatg acttctatcg gctgtccaat ggctgggcaa
  3661681 attgtatcag acgtaaaaaa agtattatca acgaacgtac ctgaagtcaa tgaaatagaa
  3661741 gtaaatgtcg tttggaatcc accatggtct aaagaacgca tgtcacgtat ggcgaaaatc
  3661801 gcattaggta ttcgcgacta aatacagaaa gacctgacat tctagtcagg tctttttctc
  3661861 ttattatttt acgcctactg catcataagc tttcgttaca gcttgtacag ctttagaatc
  3661921 tttaccatat aaatcttcag ctgactgaag tgccgcttga cgcatcattt tgaagtcaga
  3661981 gtttgcagtt aaatatttcg taagagcacg gtaataaatt ttctctgtcg cttcacggcc
  3662041 aactccagtt actttcacac cgtaatgctc tccaccatca gacactaaat aggcagcttt
  3662101 attgttaata ctactgttaa tatgaacgcc gccattatca gctgttccag tgtagcgttt
  3662161 attgtaatga tcagggtaac cttcacctgg ttttaatgga tttggaatag acgctggatc
  3662221 tttcagagaa cgaagtgcat caccaggttt tccaggtgta taaatgtcag cacctaaatc
  3662281 ccaactcttc ttctcaacca tgacacccat aatatcagat aacgattcat ttaacgcacc
  3662341 tgactcattt ttataaacaa gatttgctgt atgttccgtt acagcatgcg ttaattcgtg
  3662401 accgataaca tctaatccag cagataatga aataaatgtt gtaccatcgc catcaccata
  3662461 catcatttgc acaccattcc aagctgcgtt attccagttt tcacctacgt gaacagagga
  3662521 aataagtttc gcacctttat catcgaacga gttacgatta aatgtctttt tgtagtaatc
  3662581 atatactttt cctgcgttta catgcgcatc aaccgccgct ttgtcatcaa agaatttatt
  3662641 tttactttct acttctagac ctgtatatcc aaaccattgc gagaatatgt taaataaatt
  3662701 ttcatccata ttatctgcat caaatgtatg aacaccttgt cctcgtttcc cgtcaaataa
  3662761 gttgaatgct cctgttttct catcttgagc aatttcaaat gattgtctag ctcctagtac
  3662821 ttcgtaacca aatcctgtaa tatgatctac agcattatat ttctcaatca catttccatt
  3662881 cgttgcatca acaaaataat gccaatatcc tggagctggt tttgaaatcg acgctttcac
  3662941 taaatatgca agatagtatt ttccatcttt ttcataaaca aataaatctt ttttcacacc
  3663001 gtcataattc tttactttac ccaattcttt ttcaatatct gcctttgcaa tcgtttctgc
  3663061 ttgttccgca ctaatgcttg caaactcagg aatattttta tcctctaaat tcggaataac
  3663121 ttgtccgaag aatgctttta cattattttc tttatctagt gtaacagttt ggtctgaacc
  3663181 atacacagga atgttattat gtttctcaac tagcttcacg tgtgttgtgc cagattcagc
  3663241 atctttttct tccccaacga cattgaaatg tttatcaata tttcctgcta atttaaacat
  3663301 gtctttttta ctctctaaat attgaaagac tgtctctttt ttatctagtc cttccggtgc
  3663361 tttccattct tcacctatgt atgcaggcgt tttaaattct tgatgatatt gaattttttg
  3663421 ttcttccgct ttcgttgtcg ttgctccaaa tgttccaaat cccccggcga taacagttaa
  3663481 cgctaatgct gatgaaatga cttgcttttt cactataaca ttccccattc cctaaagatt
  3663541 tttgacactt ttatacaatt cttatttttt agccaatacc tttttccata atttgagaaa
  3663601 gttttttctg acaattccac tcaaaaaaag aggacatcct atcggatgtc ctctttttta
  3663661 taaacatttt attgcttttt caattcaatt gctaaatagt gtgattgctc tttcgcttca
  3663721 atatgaatat cttcttcaat cgcttctgcc gcatcacgca taacaagtgt ctcaccattg
  3663781 attgcactac ttccttcaat ttgaaccaga tacaactgac gaccttcttt cacaggaaaa
  3663841 tgaatttctt ttcctgcttc taacgataaa gaatataaat tcgcatcttg atgaatttga
  3663901 attggtgcct ctccttctaa tggagatacc atatggaacc attcgttttc acgcttactc
  3663961 caatcaaatt taaactcacc atagtttggt ttatgatcct cacggtctgg taaaatccaa
  3664021 atttgtaata aacgtagtgt ttcatttcct aaattatgct cactatgaaa cacacctgtg
  3664081 ccagcactca tatattgaac atgtcctcgc tcaattgttc cgcggttccc catgctatct
  3664141 tcatgtgtta aagcaccgtc tacaacgtac gaaatgattt ccatatcgcg gtgtggatgc
  3664201 atatcaaaac cagtttgcgg tgctactagg tcatcattaa taacacgtaa tgctccaaag
  3664261 ctcatgttat ttggattata ataattcgca aaggaaaaat gaaaatgcgt atttaaccaa
  3664321 ccgtgatttg ctcttcccat atttttatga tcaacttttc taaacatatc cttcacctca
  3664381 tattatctcg aattcaagat ttatcccaaa aatttttctc actgtaattt ttttagtaat
  3664441 tgtaataatt gatgttgttc ttctacattt aaattttgaa actgttccgc ttggaatctt
  3664501 tcttgaggca gaatgatttc ttcatataaa gctcttccct tttctgttaa cgaaatatat
  3664561 ttcgtagtac cttcttgttc acgacgaatc caatcaagct gttccatttt atttaaaagc
  3664621 tgcgtaatat ttcctttcgt aacaaatagc ttatttccaa gctcttgctg cgttaaacga
  3664681 tcatgccctc caacttgagc tagtacatca aactgcgcgg cagatacatt ccatttcttc
  3664741 aaatgctgat ttgtctcacg aatactttta ttataaaaac gtgataaacg aaaccataat
  3664801 agtaaaccta gtctatcttc ggttttcatt ccatcacctc gctcgtttta tatcattagt
  3664861 ttagaactaa actttataaa agtcaattac ttatttttag taagaactaa agaaagcaca
  3664921 gcgccatttc tccactatgc tttacattaa ctttctattt ttatattcat ctaatttcct
  3664981 ctccgcgaac ttcctcgcat ctttctcaat ccatctttct tcgtaagttt cacttccgac
  3665041 atacaatatt tcactcttat gctgcatcgc atgacgaaat tcatgtagca atgttttgag
  3665101 cacttgctca tactcttccc acatacaaac aaaaattaat tgcttttctt tatgataaaa
  3665161 accacctatc gggaatagaa actcttcctc ctcttcccct aatgatcgaa gtacatgatt
  3665221 cgcatcacac gtatcacaaa aaataactgg cgttttacat atttcaataa gtgaaaacaa
  3665281 atcatcccta agccttttga catcccaagg aagctccgaa tccaacacat accaattctc
  3665341 cacctgttga tatacatttt gaaactggag ttccatttct ctttattccc ctttccaagc
  3665401 acctttttct atatgtatgc cacaatatgg taaatattaa acgtattctt tcatcctaaa
  3665461 aaaatgccaa taaaaaaagg gatctatgtc gacatagatc cctttttcat acatattttg
  3665521 tactttgatt tttaaaaatt tagctcttct tcatatccca cttaaagatt ttatttaaca
  3665581 atttatatac attctttgac tctttcgtca gaagtggacc taagattgat agtataagca
  3665641 cgtatagtgc tgagaatggt tttagtactg acattaaacc accggcgata ccaatattgg
  3665701 ccataatgat ggaaaattct cctcttgaaa caattgttaa tccaatattt gttgacgctt
  3665761 tatgagataa tccagcttgt cgtcctgcaa tcatccccgc tacaaagttt ccgatgattg
  3665821 taagaagaac agcacctaac gttaaccata tcgccccgcc caatgagaac ggatcaatac
  3665881 ttaatccgaa actgaagaaa aaaatagctc cgaaaaagtc tctaaatgga acaacgagat
  3665941 gttcaattct gtcactatgc tctgtctcag agaaaactaa ccctaaaaga agtgctccaa
  3666001 ttgcttcggc tacgtgaatt gtttccgaga aacctgcaat aaagaataat gaagcaaata
  3666061 ctacaataat aaagatttca tctgaactaa tattaagcaa tttatttaat aaaggcgtag
  3666121 cctttctagc gacaataaag aatagaagca tgtatcctaa agcaattcca attgaagtaa
  3666181 gggcacctaa gaatgaagca tgatccccta gaactaagcc tgaaacgact gataaatata
  3666241 cagcaaggaa tatatcttca aacatgatga ttcctaaaat taattcggtc tcattattac
  3666301 cagttcttct taaatccact aacacctttg caacgatagc gctagaagaa atcgtaataa
  3666361 tacccgcaat aattaagatt tctagtaaag ggaagcccat tataaatccg tataatagtc
  3666421 caagtgaaaa gttaattaaa atatagatca ttccgccaat tgcaatagaa cgtccagatt
  3666481 taattagttt tttcattgaa aattctagtc ctagatagaa cagaaggaac agaaccccaa
  3666541 tccgtccaag gaaggaaatg acacttgcac tttcaataaa cttgaaatcg ataacaccta
  3666601 ttgtcggcgc atgtggtcct actaacatcc caagaacaat tagaaacgga attactgaga
  3666661 atttaaactt tccagcaatt actgccgcaa ttgcaactaa tactaacgct gtaccaactt
  3666721 caaaaattaa cgtatccatc tagtcagtcc cctattcgaa agtaactcat taataatttt
  3666781 tttaatttct tctctctcgc ctgaaactac aagcatatcg ccttcctcaa ttaccgtttc
  3666841 cggtcctgga ttaaatagct ttttcatatt cttcttcata actgcaatga tcgttacgct
  3666901 atatgttttt cttatttcaa gatcgccgat tgtttttccg attgctggag cttccttctc
  3666961 cactttaaac cactcaatcg ccaacccttc aaaaaccatt tcaacatttt ctaatgctct
  3667021 aggcttatat accattccgc ctaatatggc tgcaatttgt cttgcctctg agtcacgtaa
  3667081 tgaaatactt gagatacttt cttcatagtc tgaatcaaaa tgatacattt ctctacgccc
  3667141 gtcatcatga attacaatca ccatcttctc gttacctttc gtcacgattt gaaacttata
  3667201 accaataccc ggaagttcac tttctctaat attcatattt agctcctcca caacgttttt
  3667261 ttatttgaat tttctgtttt tctttctttt attcaaccaa tcaactttag aaattctaac
  3667321 cattcaggat acctgtgatt tggaaatctt ttattgtaat aataagtggc tcctaaaaag
  3667381 atacttaaag atgtaatgat aaaacatata ttacttctca ttttcaaact ctcaaggctt
  3667441 actttccata aagattcttc tttcaaatca tcccctcttt ctcgctttac atttagtttt
  3667501 ttaaaatgta aataattcta aaaatattat gatgtaacat aatcataaca taaaatacat
  3667561 ttaagtatca tgatttttta gaaaaattga ttctcgtata ttttttgcat ataattttct
  3667621 tattacggaa aaaaggaagt gtattatatg gttgatatct ttagcagatt ccttgaggta
  3667681 acgaataata ttttatggtc atatattctt attgcaatgc taatcggctt cggtctttat
  3667741 ttctctttta aattgaagtt tgtccaaatt actcatttcg gtgagatggt cggtttaatt
  3667801 agtaaaggat ttaatcgaaa agaaaaaaag aaagatagta tctccccgtt ccaagcattt
  3667861 tgcttaagtg cagctgcacg tatcggtatc ggaaacttag ctggtgtagc tttagctatt
  3667921 tcaatgggcg gacctggcgc agtattttgg atgtggttta tcgctatcct tggagcagct
  3667981 actagtttcg tagaatgtac gctcgcgcaa atttataagg taaaagatgg aagtagattc
  3668041 cgtggtggcc cagcatatta tatggaaaaa ggattaaaca aacgctggat gggtgtttgg
  3668101 ttctcacttc ttattacagt tgcgtacgga ttaattttca actctgtaca agcaaacaca
  3668161 gtaacaatag catttgaaaa tgcttttgga ctagagcgaa cgattgtagg agctctatta
  3668221 gctttattag ttgcagttat tattttcggt ggtattaaga gcatttcacg tattacagaa
  3668281 atgattgttc cgccaatggc aatcatttat attggtgtgg ctatttttgt cgtgattaac
  3668341 aacttcacta tgctaccaag catttttaca gaaatattta acagcgcatt tggtttagac
  3668401 caagccgtcg ctggtggtat tggagcagca atcaagttcg gaattcagcg cggtttattc
  3668461 gcgacagaag caggtatggg tagctctcct aacgcagcag caacctcaga tgtatctcac
  3668521 cctgtaaaac aagggcttgt tcaagcatta ggtgttttcg tagatacatt cttagtatgt
  3668581 acatcaacag catttatcgt attatgttct ggactttaca aagggacaaa tttagaaggt
  3668641 attgaattaa cacaacaagc attaagttca caaattggac cgtgggcaag cactttctta
  3668701 gcgattatta ttttcctatt cgctttcagt tctttactag gaaactacta ttatggtgaa
  3668761 acgaacatcg cattcattaa agaaagtaaa acatggttaa tgatttatcg cgtggcagtt
  3668821 gtcggaatgg tattcttcgg atcaatcgct gcccttaaaa cagtttggag cttagctgat
  3668881 ttattcatgg gactaatggt attcacaaac ttaattgcca tctcattcct aagtaagttc
  3668941 gcctatgcag cattagtaga ctatatgaag caaaagaaac aaggaaaaga tcctgttttc
  3669001 gttgcaagtt ctatccctgg cttacagaat acagagtgct gggatggaca ggatgtagaa
  3669061 gagaataaaa aagcagtata acaactaaaa gcggaagcgg ctcgttcaga acaagaacta
  3669121 tatatcaaac aaaatcccta ttactctaca gtaataggga tttttattta cacagttcat
  3669181 aatttgttca aattaattcc agcaaaaggg ttgatttata cgaattaata gattataata
  3669241 attataaatt agtaattggt atcacataac aactcaaaag gagattgatc ataatgaaca
  3669301 aacaagtaat cgaagtatta aacaaacaag tagcagactg gagcgtttta ttcacaaaac
  3669361 tacacaactt ccattggtac gtaaaaggac ctcaattctt cacattacac gagaaattcg
  3669421 aagaacttta cacagaatca gctactcaca tcgatgaaat tgcagaacgt attttagcaa
  3669481 ttggcggcaa accagtagca acaatgaaag aatacctaga aatatcttct attcaagaag
  3669541 cagcatacgg agaaactgca gaagggatgg tcgaagcaat catgaaagac tacgaaatga
  3669601 tgctagtcga actgaaaaaa ggcatggaaa tcgctcaaaa ctctgacgac gaaatgacat
  3669661 ctgacctact actaggcatc tacacagaac tagaaaaaca cgcttggatg ctacgcgcgt
  3669721 tcttgaatca ataataatta aaagcggaag cggctcgttt agagtcgctt ttttctatga
  3669781 aatggtcgct tttgttggta catgaaattt atatcagcga ttttctaatt atatcggcga
  3669841 ttccatccaa tatatcagcg attttcccaa tatatcgact taccgacaaa tcacgacaat
  3669901 attagcacat tagtacctcc ccatccccca ctttcatcaa tatattacaa tctcttttat
  3669961 gctaaaatat aggtaacacc ctttagtaaa atagatccaa aaaagctttt ccatattcat
  3670021 catttactac ttaaatggcg ggagtggttc agttgaaaga ctacttaatt agagcatttt
  3670081 ttgcgttaat aacagttggg attgtcttac ttatagctaa tattttcaat atacgtatcg
  3670141 aggttaaaga ctatgctttc ctcattgtct tagcaattgg tggcggctgg ggtggctggt
  3670201 acttgtataa aaaacaaagt aatcaaaatg atagaggcat tccaaagtaa tacggaatgc
  3670261 cttccttatt gtttccgtct ataataaata ataacattca aaccgctaat acaaccaatc
  3670321 gcaataaaca tacaaaacga ttgtgcatct ccacctaaat tatactcatc aacaataaac
  3670381 ccagacataa acaacgtgat cgcggaaaca ccgatacata gtatcgaaat aaaccaaagc
  3670441 gaaaacgcat taataagctc tttcttctgt gttgaaacaa ttaacataac aagaatagat
  3670501 gccgctaaaa cacatttaaa aaccggcctt aaaaatacga attcctccat ctatttctcc
  3670561 ttttccaaaa acattacacc ttaacattaa catatttaac caaattaaaa acacatgtct
  3670621 ttcaagataa aatgacatgc gttttcaaaa aattctatac aattgtatta tgatagttgc
  3670681 ttccacttcg ttcctaaaac aggacgctcg taattttgta tcttatgaat gagtgcatct
  3670741 gccgtttcag cggcaacgat taactcttta ttcgatggat tcatgaatcc ttcttctgct
  3670801 gcacgttcaa ccatttgcag aattggtccg tagaaatctt ttatgttcaa taaaccaact
  3670861 ggcttattat gtataccaat ttgtgaccaa catactgctt caaatagctc ttcaaacgtt
  3670921 ccatatccgc ctggcagtgc aatgaaagca tccgcaagct ctgccatttt cgctttacgt
  3670981 tcatgcatcg tttctacttc aattaattct gttaaccctg tatgaacgat ctctcctcgg
  3671041 aatagatcgc gcggcataac acctgttaca cgaccaccta aacgaagaac ttcatttgct
  3671101 acttctccca ttaatccgac gcaagaacca ccgtatacaa gctcgtactc gttctcaaca
  3671161 aacatttttc ctaacgctat cgcctgctct ttgaactctg gtctctcccc taagttggaa
  3671221 cctgcaaaca cacaaatctt tctcatcctt acaccccgaa actatatatt gttatgatac
  3671281 aatgaacatt gtacaacata ttgaggggat gagaaagaaa tggatatcgt tgcatttcaa
  3671341 agatgggtgg aggaatttta cgaaaaacga agctggtcac agtataatgc ctttattcgg
  3671401 ttaaatttct taacagagga agtcggggaa gtttcacgcg ttgttcgcgc aatcgaaatc
  3671461 ggtcgggatc gtcctgatga agacacgaaa acagaagaag agctaaaaca agaactaaag
  3671521 gaagaacttg gtgatgtact atctaacctt attattcttt cacaaaaata tgatctagat
  3671581 ttacaagaca ttatgaacgc acacgtcaca aagctttcga aaaggttcga gacatccaaa
  3671641 tgagaatatt atcaattatg gtataatatt cttgtcacaa tactaagggg gattttatgt
  3671701 tatcaaaaaa attgcacgac gcactaaacg atcaaatgaa ctttgagttt tactctgccc
  3671761 acgcttatat ggcgatggct gcttactgta cagccgaaag ctacgatgga ttcgctaact
  3671821 ttttccttgt acaagctgaa gaagagcgtt tccacgcaat gaagctttac aactatatta
  3671881 atgaccgcgg tgagcgcgct attattactg gatttgataa tccaaataac gaatatgaat
  3671941 ctgtactgaa cgcttttgaa gtagcacttg aacacgagcg tgaagtaaca aaacgtattt
  3672001 acaacctatc tgatatcgcc tgggatgagc gtgaacacgc aacaattaca ttcttaaaat
  3672061 ggttcgtcga tgagcaagta gaagaagaag cttcattcga tagcatcatc caaaaattaa
  3672121 aacgtattac aagcgattca aacgcattat ttatgctaga tgctgaatta gagaaacgta
  3672181 catttacgcc tccagctgag tagtatttca atcaccttaa tgaatggatt aaggtgattt
  3672241 tttattttct ctctagctta aaatcacctt aaatcttctc gtttttgaca tagcactagt
  3672301 tttaaaatgg tattattttc aagataaaac aatatacgag gagagagaaa atgaatcaac
  3672361 gtgtagaagt tgttgatgca attcgtggtt tcgctttgtt tggcatttta cttgttaata
  3672421 tgacattaat tcaattcggt ttctttgctc atgaaaaacc aacctatata tttggagaac
  3672481 tcgataaagg tgctaattgg tttattcaat ttttcggcac acataatttt atctccctat
  3672541 tctcttttta tttggcctta gcattatttt gctgcaaaaa agtattattg caaaaggaaa
  3672601 aaattcttcc ctacatacat aagacgtatt gtcattcttt tactactagg ctatattcac
  3672661 ggcacttttg tttgggaagg cgatatttta tttgcttacg gaattgtcgg gattttctta
  3672721 atgatgttca tcaatcgaaa gccaaaaacg ttgctcatct gggcaactat tctactcgca
  3672781 cttattacgc ttatgtctta tcaaactgat tcatctacga atataaatga ttttgcccct
  3672841 tatacagaca aagaacataa ggtccatgaa acaggaagct atatggatca tatcaacttt
  3672901 aggttaactg aaaacccttt tgattatatc ggtattgacg gtttcctcgg aatatttatc
  3672961 atatcaattt tcacattaat ttttatgtct ccactcttct tactaggcat atacgtagga
  3673021 aaaaagggat ggctatttga gattaataaa catatacctg ctgtcaaaaa aatatggttt
  3673081 gtcactggcc tcttctcttt tacaattaaa atcttagcta tgtttgtaaa acatccaatt
  3673141 ctaatcatgt tacaagaggc tcttacacca gtaaccatga ccttctttta cggaagcacg
  3673201 attattttat tattccatta taaaaaagcg actcgtctcc taacatacat ggcgaacatg
  3673261 gggaaaatgt cagttagtaa ttacttagct caatcaatta ttgcaacaac aattttttat
  3673321 gcatatggat ttggcctata cggaaaaatt ggctatttct ttggcattct tttaaccatt
  3673381 ggaatttaca cgattcaact agttgttagc acttactggc tacagaaata ccgaatgggg
  3673441 cctattgaat atatatggag gtttggaact tatttggaga aaccacgttt taaaagaaac
  3673501 ttagataaag caagttaaac aaaaaaaagc aatgagccca tacgctcatt gcttttctta
  3673561 ttcttaaagc ataaccccaa cgataaccgc tgataatata cttactaacg ttgcaccgta
  3673621 tacaagtttt aagccgaatg atgatacaac gtttgcttgt ttgccatcga tactcttcgt
  3673681 tgcacctgcg ataattccga ttgatgagaa gttcgcaaat gatacaagga agatagataa
  3673741 aatacctact gtacgagctg ataaatcgcc agctactttt ccaaggtcaa gcattgcaac
  3673801 aaattcgttc gttactaatt tcgttgccat aacttgtcct gctgttagca tctctgatgt
  3673861 tgggataccc attacgaatg ctaatggtga gaaaatgtat cctaaaatgc tttggaatgt
  3673921 gattccgaaa attgaatcga atacaccgtt aattgctgta attaatgcta cgaaaccgat
  3673981 taacatcgcc gctactgtta cagcgataga gaaaccaagc ataatatatt cgcctaacat
  3674041 ttcaaagaat gtttgttttt tatcttcttg taattctaaa atatcgtctt cttcttttac
  3674101 gtcatatgga ttaataatat gaacgataat aaatccactg aataagttta gtacaagtgc
  3674161 tgttactaca tattttggat caatcatttt catataagaa ccgacgattg acatcgatac
  3674221 cgttgacata gaagatgcac aaagtgtgta taaacgattt ttcggtagtt tgcttaattg
  3674281 atcttttact gtaatgaata cttccccttg accaacgatt gcagctgcta ccgcattata
  3674341 tgattctagt tttcctaaac cgttaacttt gcttaatagg aaaccgactg cacgaatgat
  3674401 aatcggtaaa attttaatat gttgtaagat cccaattagt actgctaaga aaataattgg
  3674461 taataatact gttaagaaga atggtgcttg tccatcattt gctagaccac caaatacgaa
  3674521 attaacccct gcttccgcaa attttaaaat agccccaaat ccatctgcaa tcccttttac
  3674581 taatacaaat ccgacctttg tatttagtaa gaaatacgca agtaccaatt gaatgacaag
  3674641 cataagtgca attggtttat atttaatctt tttacgatct gaactgataa ggaaccctag
  3674701 tacaaatact acaagtaaac cgactagaaa cattacgaac ttcatatgtg aatcctccac
  3674761 ttctcccacg agttattggt cttataacga atgacgtctg accattgatg ttaaaaaaat
  3674821 ttaaaacccc taaatactat tcaactgtta tctaaaatca gtaagcgttt acataaatta
  3674881 caatttatta aaggtagcct cttctctcct accatacttg aaagtctgaa attgatacca
  3674941 cctacaaatc aaattgtaag cgttatctag gtgaaatgca atataaattt taaaagattt
  3675001 ttatatgtta atatattcct aattaattgg ttttttcatg caaatttacc ataaaaaata
  3675061 gccctagcta tgagctaggg ccatcttttt ctataacata acaccaacga taatcgctga
  3675121 tagaatactt actaatgtcg caccgtacac aaggcgtaga ccgaatgatg atactacatt
  3675181 tgattggttc tcatcgatac ctttcgttgc acctgcgata attccgattg atgagaagtt
  3675241 cgcaaatgat acaaggaata cagaaaggat accaactgta cgagctgata aatcaccagc
  3675301 tacttttcca agatcaagca tcgcaacaaa ttcgtttgat actaatttcg ttgccataat
  3675361 ttgtcccgct gttaccatct ctgcttgcgg gatacccatt acgaatgcta atggggagaa
  3675421 aatatatcct aaaatcgctt ggaatgtaat accgaacatg gaatcaaaca agctattgat
  3675481 tgctgtaatt aacgctacga aaccaagtaa catcgctgct actgtaatcg cgattgtgaa
  3675541 accaagcata atatattcac ttaacatttc aaagaatgac tgttttttct tattttctaa
  3675601 tttcagtgta tcttcttctg taatatcgta cgggttaata atatgaataa taatgaaacc
  3675661 actaaataaa tttaatacaa gtgctgttac tacatatttt ggttcgatca ttttcatgta
  3675721 agaaccgacg attgacatcg atactgtcga catggaagat gcacataatg tatataaacg
  3675781 atgttttggg attttactta attgatcttt tactgtaata aatacttccg cttgcccaac
  3675841 aatagcagct gctactgcgt tatatgattc tagttttcct agaccattta ctttacttaa
  3675901 caaagtacca atagcacgaa taaatatcgg taaaatttta aagtgttgca gaattccgat
  3675961 taaaacggca aagaatacga ttggtaataa cgctgttaag aagaatgaaa cctctccttt
  3676021 attaacaagg ccaccaaata cgaaaacgat tccagcttct gcatatccaa gaagcgcgcc
  3676081 aaatccatct gaaattcctt ttactaaaat ataaccaact tgcgtattta ataagaaata
  3676141 agataacgct aactgaataa caagcataat tgcgattggt ttatacttaa tcttctttcg
  3676201 atcggcactt ataagaaaac cgagtacaaa tacaacgagt aatcctacaa gaaacataac
  3676261 aaacttcatt aataaaatcc tccatttaac tcttcattaa cgttgaacgt ctgaccactc
  3676321 aaaacgagaa ataatccgaa ctttccattt ctccttcaaa accttcaatc ggataggaaa
  3676381 aattataaaa cctcttgttt caaaggcatt tcccattcta acataaatca caactcatat
  3676441 ccgcactttt ctttaaaaaa ttacatttta ttataaaaca tctattaatg ttcgtctttt
  3676501 actatctgca aatagctgaa taaaacaaaa aaatgagcat caagtttcac ttgatgccca
  3676561 ttccattata ccgctttttc tttatctgct acttgttctt cccagcactc tgtatttttc
  3676621 agacctggaa ttgaattcgc atagaagact ggatcttttc cttgtttctt ttgctttaca
  3676681 taatctgata atgccgcaaa agcgtactta gaaaggaata cgattgccac taagttaata
  3676741 acagccataa tacccatgaa taaatctgct aaatcccaaa cgatttgaat tgttgctaca
  3676801 gaacctaaca taaccatacc aagtacagca atgcggtatg catttaatag tactttactt
  3676861 ccatttaaga actcgatatt tgtttcacca tagtagtagt tacctactaa tgaactgaat
  3676921 gcaaacaaga agattgccac tgctacaaat atagaagccc atggaccgat atgttgactt
  3676981 aacgcctgct gcgttaattg aatgccattt aaatcagctg cattatgcac atctgataaa
  3677041 agaatgataa atgctgtaca actacaaatt aataatgtat ctgtaaatac ccctaaagtt
  3677101 tgaatgaaac cttgtttaac tgggtgcgtt acgtttgcag tcgcagccgc gttcggcgca
  3677161 ctacccatac cagcttcatt tgagaataat ccacgtttta cccctagtaa aatcgcagct
  3677221 cctaatcctc cgcctactac ctctttaatt ccgaaagcat gtaagaaaat ttctttaaat
  3677281 acatatggaa ttgccgtaat gtttgttaca acaacgaata atgccactgc tacataaatg
  3677341 attgccatta ctggaacgat catttcaacc gcgcgagcaa ttcgttttac tccgccgaaa
  3677401 ataataactg caagtagacc agccattaca agacctacta atctactatc tgttttgaat
  3677461 gccccatcaa aagcagctgc tacagtatta gattgtacag cgttaaaaat taatccgaaa
  3677521 cttactgtta ttaatacaga gaaaatagct ccaagccagc gtttatttaa acccttttcc
  3677581 atataatacg ctgggccacc acggaacgta ttcccatctt ttactttata aatttgcgct
  3677641 aatgtgctct ctacaaatgc agaagcaccc ccaattaccg cgattaacca catccaaaat
  3677701 actgcgcctg gtccacctgc tgagattgcg atagctacac cagctaagtt accagtacct
  3677761 acacgagaag ctgtactcat acaaaatgct tggaatgacg atacaccgct cttctctttt
  3677821 tgcgccttcc tcgttttcga gcttgcccca tccccaagca atcgaatcat ttcaccgaag
  3677881 taacgaactt ggacaaattt cacacgaaac gaaaagtaaa gtcctaaccc aattaacatc
  3677941 gcaataatga tatatgacca aaggacatta tttatatccc caattacctt agctaaaaaa
  3678001 tccataattg cattgccccc tcttcctaac aataagaaaa ttatattcta aaaactctta
  3678061 gtaatcaaga attttatgtt aggttttcta acatgatcga gttaaatcat ttaacataag
  3678121 tgttttttta cgtaaaaata taaccagtac gcgcatttat ccaatactaa atcactcttc
  3678181 ctatgcgacc agccatacct ttaagacaat acgttcccta caaataatat gagaaatgaa
  3678241 caaacaaaaa ttatattaat cattacctct cacccttttc atcctttact acaacaaaaa
  3678301 aggcgagcat cgaattcaac tcgatgctcg ccttttcatt tatactgctt tttctttatc
  3678361 cgttaccgct gacttatccc aacactctgt attcgttaaa ccaggaatag aatctgcacg
  3678421 gaagacagga tctttccctt gtttcttttg ccttacatag tctgctaatg ccgcatacgc
  3678481 aaatcggcca agaagtgtaa tcgcaattaa gtttgtgatt accattagac ccataaataa
  3678541 gtctgccata ttccatacaa cttgaagcgt cgcaacagaa ccgaataata ccattcccac
  3678601 taccgcaata cggtaaattg ttaaccaagt tttactttgt ttaataaatt caatatttgt
  3678661 ttcaccataa tagtagtttc ctagcagcga actgaaagca aataaaaaaa taataattgc
  3678721 taagaagcta cttgcccatg ggccaatttg tgaacttaat gcattttgcg ttagttcaat
  3678781 accttctaaa ttcgttgctt tatatgcacc agaacatagt acgataaatg ctgttgatgt
  3678841 acatactaag aatgtatcta ctaatactcc aattgtttga ataaaacctt gttttgctgg
  3678901 atgcgttaca tcagctgttg ctgccgcatt cggagcacta cccattcctg cttcgttcgc
  3678961 aaataatccg cgctgaatac cgtatttcat cgcagcaccg ataccgccac ctacagctga
  3679021 atctaaaccg aatgcacctt taaagatttc cgtaaacaca tctggtatta aatagaagtt
  3679081 tttaatgaca acaaaaatag ctaccgcaat ataaataagc gccattggcg gaacaatcat
  3679141 ttccgacata cgtgcaatac tttttacacc accaaaaata ataactgcaa ctaatgcagc
  3679201 taatgcaata ccaacaatat aacgctctaa accaaatgca ttttcaaatg ctaatgttac
  3679261 tgtattcgct tgtactgagt taaaaattaa accgtaacta actgtaataa ggatcgagaa
  3679321 ccaaattccc atccaacgtt tatttaaacc tttttccata taataagcag gaccaccacg
  3679381 gaagccacta ccatctttta ttttataaat ttgtgcaagc gtactttcta cgaaacttga
  3679441 agaagctccg ataatcgcaa tcacccacat ccaaaatact gcgccaggtc ctcccataga
  3679501 tatggctaat gctacaccag ctaagttacc gataccaata cgagctgctg aactcataca
  3679561 aaacgcttgg aaagaagata cactaccttt tttacgcgtc tttccagtta atccatcact
  3679621 cattaatcga atcatttccc ctaaatgagt aatttgtacg aatttcaatt taacagaaaa
  3679681 ataaagacct aaaccaatta acattgcaat aagaatatac gaccaaagaa ttgtattcgt
  3679741 cgatgaaacg aattgttcca aaacattcat acaattaacc cctccttttc tccataaatc
  3679801 gaattatatc taaaaaatat tcaaaaatca acatttttcg acaattttcg atttccaaat
  3679861 attagaggtt tcatgactcc tctttttagc aaatgtacat actaaaacaa aaaacaaatt
  3679921 cctaaacaac ctattgacaa aaataccaac ctgtaactat aatgattaca tcaagttgta
  3679981 acaaacctaa ttacaacaca ttcattcact ttcagatata cacgttaaca aaacactttg
  3680041 gagggattta ttatgaaaat cggaattatc ggagcagctg gtaaagcagg aagtcgcatt
  3680101 ttaaaagaag cattagatcg cggacatgaa gtaactgcaa tcgtaagaaa cactgcaaaa
  3680161 attacagaag aaaacgtaaa ggttttagag aaagacgtat tcgctcttac atctaatgac
  3680221 ttacaagcat tcgatgtagt tgtaaatgca ttcggtgctc cagcaggcga agaacacctt
  3680281 cacgtagatg caggaaacgt acttattgaa gctatgaaag gtgcaccaaa tacaaaatta
  3680341 cttgtagttg gcggcgctgg aagcttattt gtagacgaag agaaaacaac acgtgtattt
  3680401 gaaacaccag gtttcccgaa agaatacctt gcaactgctc aaaaccaagg taaaaactta
  3680461 gaaattctgc aacaaacaaa tgacatcact tggacattca tcagcccttc tgcactattc
  3680521 gcattaggaa aacgcactgg ttcttacaaa gctggtaaag acaatcttct tgtgaacgca
  3680581 aaaggtgata gctacgtaag ttacgaagac ttcgcagtag cagcacttga tgaaatcgaa
  3680641 aatccaaaac acgtaaacga acgcttcaca gttgtttctg aagctgaata ataaagaaaa
  3680701 gctcgtaaaa catagtgttt tacgagcttt ttattattgt acttgttcta aaccatttgg
  3680761 agtaatcttg aaggaaatct ctttaaattt cttcgcatct ccttttccaa gtaactcacc
  3680821 agttttatac caacttaaac gatcagattc tgcatgatac acttttatcg tatccccata
  3680881 ctggaatggc gtaccgttta cttgctcagc aaaattcttt gaagtttctt gtccttctgc
  3680941 tgttacatgt tttttctctt ttccgtctcc atcgtataac gtaattccca tgtataactc
  3681001 gtttttaaag tagctatgaa tttgttcatt tgtatgtgtt acatgtaatt tcttttcatc
  3681061 atgattaaac gttacaattg accgaatact attacttaat ccctgatata ctagactgtc
  3681121 tccatatgtt acttctaccg ggacttctgt cacttgctta tttccaaaac ggtctttcgt
  3681181 ttctactttt actgtttgtt ttccgatttt tgatgtatct agttttccta caaaaccaat
  3681241 tacttctcca gcttttactt caacaaaatt tttcgcttct aatgtttcac tatttgttcc
  3681301 gattactact ttttgcggtt ttgctgttac ttcttgctgc gctcccattt gttcaaaacc
  3681361 gtgcgctgtc actttaaaga acacttcgtt aacaccatac ttcgcatcaa cgaattcatt
  3681421 ctttttatac actttaaaac gatcaaattc tttttgataa atttttacta tatcaccata
  3681481 ttcaaaaccc ataccgttga attgtgctgc aaattctttt gtattttcag atgctcttac
  3681541 tgataaagct ttcttttctt ttccatcttt atcatataca gtcattccca tatacttctc
  3681601 atctgcaaat gaagtatgca ttggaccttc tgaatctgtt gtactgaatt tcttttcttc
  3681661 atgatttaat gtaacaatcg atttaatatt cgttccatcg tgccatgtac cgaagaacat
  3681721 aatgctatct ccgtaaatca cttccacagg aacttctgtc acttttttat taccaaaacg
  3681781 atctttcgtt tctactttta ctttttgttc accaattttt gttgtattca gtttttctac
  3681841 aaaacctact acttctccat ctttcacttg aacaaagtct tttgcattta atttttcaac
  3681901 agctgttccg attactactt tttgcggtac tgttattact tcttgcaaca tatccatttt
  3681961 ctcaaagcct ttttctgtca ctttgaagaa tagttctttt gtcccttttt tctcaccttg
  3682021 accagtaaga ttgttatttt gataccattt caaacgatct ggttccgcat gaaatacttt
  3682081 cactacatct ccatactcga actgcatacc attcacttgc ttcgcaaagt tctttgaagt
  3682141 ttcttgccct tctgccgtta catgtttttt ctcttttcct gctccatcat ataacgtgat
  3682201 tcccatgtat agctctttat caaaatattt atggatttga ctatccatat cagtcgcatg
  3682261 gaatttctta tcatcatgct ttaacgttac gattgaagca atatcattgt catatcccac
  3682321 atatgcaata ctatctccat acgtcacttc taatggtact tctgtcactt gcttatttcc
  3682381 aaaacgatcc ttcgtctcta cttttacttt ttgttcaccg atttttgttg taattggttt
  3682441 ctctacaaaa ccaattactt ctccatcttt cacttcaaca aaagcttttg gatctaactt
  3682501 ttcaacatct gttccgacta ctacttgttg aggtttcgct gttacttctt gcaacatatc
  3682561 caatctctca aagccttttt ctgtcacttt gaagaatagt tcttttgccc cttttttctc
  3682621 accttgacca gtaaggttat tattttgata ccatttcaag cgatttggtt ctgcgtggaa
  3682681 tactttcact acatctccat actcgaactg cataccattc acttgcttcg caaagttctc
  3682741 tgatgtttct tgtccctctg ctgttacatg tttttctctt ttccttctcc atcgtataac
  3682801 gtgatcccca tgtatagctc tttattaaaa tactcatgaa tttctctata catatcagtt
  3682861 gcatggaatc tcttctcttc gtgctttaaa gttacgattg aaacaatatc atcgccatat
  3682921 cctgcatatg caatactatc tccataaacc acttctactg gcacttctgt cactttctta
  3682981 ttcccaaaac gatctttcgt ttctactttt actttttgtt ttccgacttt tgatgtagtt
  3683041 ggttcttcta caaagccaat tacttctccg tctttcactt caacaaagtt tttcgcttct
  3683101 agcttttcta cttctgttcc gactactact gtttgtggct ttgctgttac ttcttgcaat
  3683161 gattttactc tttcaaatcc attttcagta attttgaaga ataattcttt tatttcttta
  3683221 tttttccctt ctcctacata taaacctttt tgataccaat gtaaacgtga agactctgca
  3683281 tgatatactt tcaccacatc accatattca aatgctaacc catttaattc cttggcaaaa
  3683341 gcttctgtat tctccaagcc ttttaccgct acatttttct tctctcttcc ttctttatcg
  3683401 tacagcgtga actcaaaata cttttcatct ttaaagtaat cgtgaattaa attttttgta
  3683461 tctgttgcac taaatgtttt cgtaccatga tgtagagtta cggttgactt caagtccccc
  3683521 ccaggtatag ttcaatccat atacaagtag gctatcccca tatccaacat tcactacaac
  3683581 tggaatgaaa ttcttatttc cttttccatc tacaatttct acttttacag ttttttctcc
  3683641 aacttcaggc gtatcttgca taatcacacc tgttgtcttt acaccttctc ctaaattctg
  3683701 tacaagttcc tttgcttttt cctcatcata tgtagtacca attaccatat tttgtatttt
  3683761 ttcattattt ggctcgccat atggagcttc gtataactca atttgttttt cacgaattgg
  3683821 attactatct gtagataacc aaatttcttt ttctaatttt ggtaaattta atttttcaat
  3683881 tttttctctt gtagcatcat ttgcacttaa tccccattta tcaaagaaag gaattaaatt
  3683941 ttgtcctgcc acttttgacg tcatataaat aaacatctgc tttttctctt catccgattt
  3684001 aggcagttct gtatcatgta acaaacgata catttgatgt aaatttggat agaattgatc
  3684061 cccataggct aaatgcaact gccaaaacat aactaatttc tcaaattcat tcatcttttc
  3684121 ttgtgcatcc ggtttaccta aataagcaaa tgcagcttca tagcgcccct cttgctctaa
  3684181 ccttgtttta tgcccgaatg tagtttgaac tgccaaagaa taaatattaa cggttacttc
  3684241 tccaagtcca tcccataacc aagtgtcttg ttgatgttga tgtccaactt catgccaagg
  3684301 cccccatcca tcattagtta actcttctag atttagtact gactctaaat tgcctttact
  3684361 ataagctgtt cgataataag tcgcatacat ataatcgtct gtataccagt cttcaacaaa
  3684421 atgaatggaa tgtttacctt gattcgcaac acccgcacca tcttttgata aacctgacat
  3684481 cttatgttct atattaatta tttcatcgtg cttctttaat agcgcagctg gatcttcttg
  3684541 cttcaaatgt tccgccacag tttcaggatg catagttaat aaactatttt ctcccttcat
  3684601 ttctattgca tatggatcag ggttttctgc caacatacgc ttccaatctt ttgtcgtatg
  3684661 ctttcctaaa ataaataaag gatttggtgt accacctttt ttcactttag cgactacttc
  3684721 tcctgtgttg tgataattgt aaaagtataa tagtccccca tttgaagaag aaattttatt
  3684781 ctcaccagga tgtaaattaa attgcttagg tccttctttt tcataagaat atgtaccaat
  3684841 ataagcttta atctgttgag tcccttctac ttgaataact acttcttcat ctggctttac
  3684901 ataaatgccc gttggttcat aaggagaaaa actcattcca cgctgatgca actcacgcat
  3684961 cccttctaca tcaccttttg gtagcaattg atatactcgc tcttcttgct gtttctcctt
  3685021 gtcttcaact gccatctctg catacacctt aggtaattca agtccatatg gcgttaacaa
  3685081 cgtagctaaa caaacaccag ctaccaatac cctactcttt ttcttcttcg acataatctg
  3685141 tgtcccctgt tcctttattt agaaaaacca tcctatatat tcatttaatg aaaaatccta
  3685201 ttatttttat aaaaacattt aataaataga cgaacacctc gcgcacctgt atctattact
  3685261 accgcatttc cctccatgta ttcgctttct tacattgtaa aatttttatg taatatgccc
  3685321 tcctcacttc tctctatttg tgatgagttc tcttcgtaca taaaaagaga atagcaaaag
  3685381 atatcattta gtattgtcat ctatacatct aaaaataaaa atagtaataa aaccttacat
  3685441 tttcttcata tttgaccatc tataggtagt ttttccaact gaattgtcgg tgtaccttta
  3685501 tgcgcaatgc cttgtagttt cgttaatttt cctattactt taaagctaaa tccaccagct
  3685561 ggtgtttgtt tcggaactaa aatgcggaac ttttctccta cattaaattc tgtttttgct
  3685621 tcgccttttt catttacaaa tttggctccc gttggtgcac ctgttgcttg cactttgtac
  3685681 gttccgcttt ttgcatttgt ttctactgta tataagcctg tttcaaagaa atcatttttt
  3685741 aatactgctt cttgttcttc tgtaggagtt acactcatcg taatttcttg caactcatca
  3685801 ctagcacttg cttttgcaac gatatctttc gttacctttt ctacattttt attgcggaaa
  3685861 tctaaatcat taatatcgat ttgctttaac gcattccata ctgcaagctg cgttgcataa
  3685921 tgtgcttctc tccaatcaga aacacctaat tcttgtggac tcttttgtgg atatccattt
  3685981 aataatacac ggtatacgtt aatatccact ttccccattt ccggtaaatc ttgaccgctt
  3686041 ggagatttca aatctacatt taagcaaaaa gcaattttgc catctgccgt tttaataagc
  3686101 tctgttcgga ttggtttctt cttggactta ctataactcc aatccatttg atactttgta
  3686161 tggtccatca cttctgcgaa tgctttttga agtgggaata acacaaataa aacacttaaa
  3686221 aacatagcta aaagtttgaa cgattgcttt atattcatgt ttacagcccc ttaataacaa
  3686281 acttaatact aagtagtatt tatttagaaa ctgtttttat gcacaaaaaa agagtgcttt
  3686341 tacgcactct tttttcttac cttaatctta gaaatcgaag ttatcaggat ctggacccac
  3686401 gcggtgattt tggtttaacg catcgatttt ttccatatct tctttcgtta attcaaagtt
  3686461 aaatacatca gcgtttgcaa taatgcggtg ttctttcgtt gattttggaa ttgtaattac
  3686521 tccattttga agatcccaac gtaaaataac ttgcgctgtt gttttaccgt gtttctcagc
  3686581 aatctcttgt aatgtttcgt tatctaataa ttgaccttgc attaatggtg accatgcttc
  3686641 catttgaata ccttgttctt tacagaaagc ttgtacttct ttttgtgtta aacgagggtg
  3686701 gtattctact tggttaatca ttggtttaat ttctgcatct ttcattacat cttgtaagtg
  3686761 atgtacttgg aagttactta caccaattgc acgtacgcgc ttttctttat aaagtgtttc
  3686821 taacgctctc catgtatctt tatattttcc ttctacaggc cagtgaacaa gatacagatc
  3686881 taaataatct agttctaatt tttttaagct ctcttcatat gcagcaattg tttcttcata
  3686941 tccttgatct gcgttccata cttttgaagt gatgaataaa tcttctcttg aaataccagt
  3687001 tgcttcgata cctgcacgga ttccttcacc tacagctttt tcatttccgt aaattgcagc
  3687061 tgtatcgatg ctgcggtatc ctgctttaat tgctgatttt acagcttcta caagttctgg
  3687121 tccttcttct actttaaata cacctaaacc gaaccaaggc atttctacac cgttatttaa
  3687181 tactgcttta ctttgtaagt ttttcatttt attttctctc cttttatttt acttgatctc
  3687241 ttttttctaa tgtcatgctc cacgctgtta aaataacagc ggctactacc ataaggccgc
  3687301 ctacccaagc agtatggatt aatcctaacg aattcgttac aaggccacct atataagaac
  3687361 ctaaagcgat tcctccgtta aatgcggcaa tattaattgc tgaagcaaca tccaccgcac
  3687421 tcggaacaaa gcgctctgcc aatataacta catatacttg tagccccgga acattcataa
  3687481 atgcgaatag tcccatgaaa ataattgtga ttaatccagc taccttaaat ggcgctgtaa
  3687541 atgttaaaac aaataatata atcgcttgaa ttaagaacat gtaaaatagc gctcgaatcg
  3687601 gattatgatt cgataatttt ccgccaacca tattccctat cgcaatggca attccataca
  3687661 ctaataaaat gatcgtaacc gtacttgctt caaatcctgt tacttcttgt aatagtggtg
  3687721 ataaatacgt aaatgttacg aatgtaccgc catatccaag tgcagtaata atgaagacaa
  3687781 gtaatagtct tccattttta attaatttaa attgatcacg aaacgataca ggtacaccat
  3687841 tttttaaatt agatgggact agtatgctgt ttgcgataaa agcaataatt ccaattacga
  3687901 caatcgccat aaatgacgct ctccagccaa attgttgacc gataaacgtt ccaattggca
  3687961 cacctgtaat agtcgcaact gttaatccag taaacataat cgcaatggcg ctagcacgtt
  3688021 tattctctgg gacgattgcg gccgcaattg tagatcctat cgacataaac acaccatgtg
  3688081 caaacgcaga tacaatcctt gcgataatta atatagtgaa acttgttgct actgccgcga
  3688141 tcccattacc aataatgaaa ataaccataa tccacattaa taatgtcttt ctcgacatac
  3688201 tagccgttaa cgctgttaaa acaggagctc ctactgccgc acctaatgca tatagggaaa
  3688261 cagttaaacc agctgttgta accgaaacat ttaaatcttt tgaaatagat ggtaataaac
  3688321 cgacactaat aaactcggtc gtcccaattc caaatgcact aattgctagt gctaataaag
  3688381 caaacatact tcgtcgattc gtctgaactt ccgaagatgg tactgtatat gaactcaatt
  3688441 gaattcctcc ttattacaag aaatccaatc ataatagtgc cataaaaagg cctctttatc
  3688501 ttctaaaaaa tatatttaat ctctacaaat gctattatga atggtttcat tctttttttg
  3688561 aagaacgcgc tttaaagtac gataggcacc aaaaagtaac atagtcactt ttcagtaccg
  3688621 tactactcat ttgcctctta catgtgctat tatgaaacat atttaacatg ataaaaagta
  3688681 cgtactttaa agtgctatag gtactaaaaa gtaacatttg tatgatttaa cttattttac
  3688741 tcacaatggg agggtttcat atgaagcaat acaatattcc tgtagaggca actttagaag
  3688801 ttatcggcgg caaatggaaa gttgttatcc tttgtcactt aacgaaaggt acaaagagaa
  3688861 cgagtgaatt aaaacgctca atgcctggta ttacacaaaa aatgttaaca cagcaattac
  3688921 gtgaattaga agacgacggc gttattcaaa gaaaagtata caaccaagtc ccgccaaaag
  3688981 tagaatattc tcttactgat tacggttggt ctttagaatc cattcttgat tctctttgtt
  3689041 cttggggcga atgccatctt gaaaaagaag gtaagacatc gatgctaatt gcggaaggtg
  3689101 aataatagga aaaaggaaaa aacgaacatg aatttgttca ttttttcctt tttttcttat
  3689161 tatatatgta catttctaac tgaaacaaaa tattttatac gctttcatac cttgtcagta
  3689221 ctacgttata cgctcgatat caaataatta ggaatcattt ttatgttaac ataggtgtat
  3689281 atagtatata atataggata tatattatat acactttccg gtaacggagc ttttccatta
  3689341 tgcggacaag ccatatatcg gacagttcat aaataataag taagacgtta tggttttaga
  3689401 tttatgtttg caacttagtt gctgtcataa atttaaaggc attttattgt gttttgtgaa
  3689461 actttgtata aagtttcgta accgtttact atcttactta tcaaaaataa gagtattgct
  3689521 atcgtaaagg agaattggag atgccagaaa ctatgactca aacaaagcca gaacaagaaa
  3689581 ctgtacaaat ttctgctagc caaggacaac ttgatgtact tgatcagttg ttaaaacctg
  3689641 aggtacaaga atcattaaca acactagtag aacagcttcc aaaattaact gagcttgtta
  3689701 acattttaac taagtcttat gacttcgctc aaactgttgc tactgatgaa gtattaaaaa
  3689761 gcgacactgt tggtgcaatc acagagcttg tagaacctgt aaaagataca gtgaaaagca
  3689821 tggctgctac tgcgatcgaa gcgaaagatc gtgctgacga aagcaacgaa gttatcggcc
  3689881 tattcggtct gttaaaatta ctaaaagatc cacaagcaca aaaaatgttc cgctttgtga
  3689941 acgcatatct tcaaattagt gcagaacgta acaataaata agttaactta taacaacaat
  3690001 tagtaaagac gggggatatc atactatgtc aaaacaaatt gtcatcttag gcgctggtta
  3690061 tggcggtctt cttgccgctt taaacgtacg taaatattac agcaaatcag aagcacaagt
  3690121 tacagtgatt aaccaatacc caacacacca aatcatcact gaactacacc gccttgcagc
  3690181 tggtaacgtg tctgagcaag cagttgcaag gccacttaca aagcttttca aaggtaaaga
  3690241 tatcgatctt aaaatcgcaa cagttgagtc attctcagtt gatagcaaag aaatcaaatt
  3690301 agctggcggc actactttat cttacgatgc acttgtagtt gctttaggaa gtaaaactgc
  3690361 ttacttcggt attccaggac tagaagaaaa cagcatggta ttaaaatctg ctgctgatgc
  3690421 aaacaaaatc tacaaacacg ttgaagaccg tattcgtgaa tacgcgaaaa cgaaaaacga
  3690481 agctgatgct acaatcgtaa tcggtggtgg cggattaact ggcgttgagc tagttggtga
  3690541 gcttgctgac attatgccta aacttgcaaa aagtcacggc gtaaatccaa aagaagtgaa
  3690601 acttcttctt gttgaagcag gtccaaaaat ccttccagta ttaccagacc acttaatcga
  3690661 acgtgcaact actagcctag aagcacgcgg cgttacattc ttaactggtc ttcctgtaac
  3690721 aaacgttgct ggcaatgaaa tcgacttaaa agacggtcaa aaacttgttg ctaacacatt
  3690781 cgtttggacg ggcggcgttc aaggtaaccc actaatcggt gaatcaggtc ttgaagtaaa
  3690841 ccgtggtcgt gcaacagttg atgcatacct acaatctact tctcacaaaa acgtattcgt
  3690901 tgctggagac agcgctgttg tcttcgctcc agacggacgt ccatacccac caactgcaca
  3690961 aatcgcttgg caaatgggtg agttaattgg atacaactta tatgctgcac tagaaggcaa
  3691021 agcattcgaa gagttcgcac ctgtaaactc tggaacactt gctagtctag gccgtaaaga
  3691081 tgctgttgct acaatcggag caagcaatac tccacttaaa ggtttaccag catcattaat
  3691141 gaaagaagca agtaacgttc gttacttatc acacattaaa ggtctattca gcttagctta
  3691201 ctaatctgaa tataagcccg aatcatgccc tgcatggttc gggctatttt tatccgaaat
  3691261 tttctctaac ttatttattc ggcaaaaaaa ttatataccc tttaaattta tctaaatata
  3691321 ctgacttttt tataatgaaa gctgtcccgt tcggaacagc tttattgacg ctttttgtcg
  3691381 gtaaatcgat atatcgggaa aatcgctgat ataattcaaa ttacgatcga tatattttaa
  3691441 aaatcgccga tataattcga gttacggtct atatattcaa aaaatcgccg atataatttt
  3691501 tccaccttct tcattatcct aacttcacaa ggctgtagtt cttcttccct ttacgaataa
  3691561 taataaatcg tccatcaaag gaattttcta ccgtaacatc cgtacctaca tccgttactt
  3691621 tttcgccatt catagaaata gctccgttat taatatcttc acgcgcttgt cgtctagatg
  3691681 gttcaattcc taaatcaact agccattcta cgatgttttt cgtctctttt gaagactgga
  3691741 atgttggcat ttctttaaag ccttgctcaa tttcatcagc tgttaacgat ttaatatctc
  3691801 cgctaaataa cgctgctgta attttcacag cttgcagcaa tgcttcttct ccatgaacga
  3691861 atttcgtcat ttcttccgct aatacttttt gcgcttcacg tttatgaggc tctgtttcta
  3691921 ccttcactgc caattcatca atacgctctt tcgttaagaa cgtaaagtat tttaagtatt
  3691981 taacgacatc acggtcatct gtatttaccc agaactggta aaattcaaat ggtgttgttt
  3692041 tttcaggatc aagccaaacc gcaccacctg ctgatttacc aaactttgta ccatctgatt
  3692101 tcaatagtaa cggaatcgtc aatccaaata cttttgcttc gtgcccttct aacttacgaa
  3692161 ttaaatctaa accactcgta atatttcccc attggtcact accaccaatt tgtagttgaa
  3692221 catcttcttt cgtgtataaa tgatggaagt ccatcgcttg caagatttgg tacgtaaatt
  3692281 ctgtgaaaga aattcctgta tctaaacgac ttgctacgat gtcttttgct aacatgctat
  3692341 taatgctaaa gtttttcccg taatcacgta aaaactcaat aatatttatt tcatgtgtcc
  3692401 agtcgtagtt atttaccatc ttcacttcgc tatttccgcc aaaatcaaat agctttttca
  3692461 tttgcgctgt taatgcatcc acattatgct gcactacttc taacgtttgc agttggcgtt
  3692521 ctgattgacg cccactcgga tcaccaattg ttcctgttgc accgccgatt aaaataactg
  3692581 gatgatgacc agctaattgg aatcttttca tcatcataaa cggaatcaaa tgtccgatat
  3692641 gcatactatc accagtcgga tcaactccgc agtatagcga aatctttttc tcctctacta
  3692701 gcttacgtaa accttcttcg tcagtctgtt gattaacagc accgcgccat tctaattcat
  3692761 caatgatatt catcttttgt catccccttt atttttttaa aaacaaaaaa tccctatgtc
  3692821 tatgacatag ggacgattat tcaccgtgtt accacccagt ttgtataaat agcatagcta
  3692881 ctcataccac tcttagcaat aatatcgatt gccaatccgc ttagcattac ctaagatact
  3692941 ccagagtgta attcgcaagt ttgtttgtgc taggttccag catcccctag ctctctcgtt
  3693001 aacagtgaca aactgctact gggctctttc aacgtatgtt atttgttaaa ttattagcca
  3693061 ttatattgaa ttgaaaacaa attgtcaaca atacccaaat attattttaa aataattcgc
  3693121 aacttcatac gtatatgtta ttctttatct tctccaataa tccttacttc acgctctaac
  3693181 ttcacgccaa atttctcttc aactgttttt tgtacgaagt gaattaaatc gatgtaatct
  3693241 tgtgctgttc cgttatcaac atttaccata aatccagcgt gttttaaaga aacttccact
  3693301 ccaccaattc gcttaccttg taaccctgat tcttgaatca atttaccagc aaagttattt
  3693361 ggtgggcgtt taaatacgct accacatgaa ggatattcta gaggttgttt tgactcacgt
  3693421 ttaaacgtta aatcatccat ttttgcttta atttcttcat atacaccttc ttcaagttca
  3693481 aatctcgctt caagaataat gtaatgattg ttcgcaaata cactcttacg atatccaaat
  3693541 tcaaatgctt ctttcgtcaa agtacgtagc tctccatcac ctgtcattac gacagcttct
  3693601 gttaatacaa acgaaatttc accgccgtat gcacctgcat tcatatataa tgctccgcca
  3693661 actgaacctg gaataccaca agcgaactca agacccgtta agttatggtc taacgcaata
  3693721 cgtgatacgt caataattgc tgcaccgcac tgtgctacaa ttgtcgttcc tgttacagta
  3693781 acacctgtaa tatgaattaa acttactgta atcccgcgaa ttccaccgtc tttaataatg
  3693841 acattcgatc cgtttcctaa aaacgtaact ggaatattat atttgttagc atatttaata
  3693901 acttcttgaa tttcatcata atttgtcggc gcaacgaaca catctgcttt tccaccaact
  3693961 ttaatatgcg tatgattctt taacatttca tcttgtttca catgaccttc aggcaatacc
  3694021 gtacttaaat attcataaac ctcttgcata ttcattttac gattcctcta tttctatatt
  3694081 ctttttatcc cgttatacgg gcccataata tccccacata catgaacgaa cctaaagtgg
  3694141 tggatacagt gtacccaaaa tcaattcgag acacctatta acctcttaat ttataagagg
  3694201 tgccactcat attaaaatat atattgcata ataaagcaac ccaaatgggc tactaaactt
  3694261 gacatgtcat cagaaagaca acaatttgta aaatatatta ctttttcaaa acactaccct
  3694321 tcagtatctt actataccac acgaaaataa agtggtattt ttttgtaatc tttactttat
  3694381 tttcatcaac aaaaaagatg cctttaccta tgtaaaagca tctttttcat tacttatttt
  3694441 aaattacttt tcgttctctt ctttttcttt atcaaaccat agcagttcat cgttatccac
  3694501 ttcaccatta taattgatta agatttcttc tcccgctttt atatctttat aagcatagaa
  3694561 gttaaatgta tgattctcaa agacaatatc atacgtcgca ttcggtgtat atgaatgatt
  3694621 gaataacatg ccgtatccta aaaggattgc cgtatgatta atcccatact caaatgcgta
  3694681 gtcagcaagt aacgttttct caatgtgttc atgctgttca ttcggataag agataactgg
  3694741 tgctgcgtgt atcaactcac cttttttaat atcacgagtt gcaaatacac ctctattaaa
  3694801 ttctccatca ctaagttcag aagtcttaac ttcgatcata tgcgtcacct atataattct
  3694861 ttctttgaag tattttaatt ccgctattag ctgaatttta tctccttaag cttggcagaa
  3694921 aacgcgcaga aaagcaatta aattccgagc aagtcttcat ttaaatgaaa aaagagcaca
  3694981 aacattgtgc tctttttaag tgatattact tttctaaaat atcttctaac aatttcactt
  3695041 gctcgctaac cgtatgtaat gtcttcacag atgtatcgtt tcgatgtttt tcttcttcca
  3695101 cacttgctaa cacttcttct gtagccgcag aagtttgctg gattacattg gaagcatgtg
  3695161 taacatcctt tacgatattc gtcgttttaa cttggaaact ttcttgatga ccaacgattt
  3695221 ctctcattac atcattaatc tcatcaataa atttccctaa atccgttaca tttgttaaaa
  3695281 cacttgctaa catttcatta cattcttctt gtactctttc tgatttctct acttgcactt
  3695341 ctaccttact tgcttgatta ctaaactcct tcaaaatccc ttgaattctt cccgcagaac
  3695401 gattcgattc ctcagcaagc tttagtactt cattcgctac aatagcaaat ccttttccat
  3695461 gctcacctgc tcttgcagct tcaatatttg catttaaagc tagcaaactc gtctgacttg
  3695521 aaatattcgt tattacatct acaatttcat taatttgttt cgattgcatc attaaatctc
  3695581 taaatataat tcctaattgt gaaacaatat catttaaact tctcatattc gcttcaaaac
  3695641 ttcgtagagt atgtacacta ccctttgaaa tttctaagct ttcatcaata cgaatcgatg
  3695701 catttcttac ttgagaaatg atttgttcaa tatttccctc catatcattc aatacttcta
  3695761 ccgaacgata catcatctct gattgtgatt gagtgccaac tgctacctct tcaaaagcaa
  3695821 aattgatttc actcatcgac tccatcgatg tattcatatt ttgtcttaaa taattgaaat
  3695881 tactatctag tttcacaacc gtttcctcaa taagtctttg cgtttcttct aactcctgag
  3695941 cttttctcat tacttcttgc ttctcatcgc ttaagcgagc cagcaagtta gagccaatct
  3696001 tcgtgacgcc ccacattgca atcgtaacga tcgctaacaa acttgcgaag tttgcagctt
  3696061 cagatgctgc tgtataagca aaaaattgct tcggccaata actacaaaga ataaatgtga
  3696121 tcacaaccgc tactccgccg agaattacaa cgagacgctc acttaaataa ataagtgaaa
  3696181 cggctaatgt aaaatagacc atttgaaata cagccgggct ttcattaaaa gcttgtacca
  3696241 taatgaaaga catcgtaagt aacataaatg tcatgatata tttatacatc gcttccatgc
  3696301 tttctataaa agtaagaagt gtcccaaata caacgacaga aataccacaa acccaaaacg
  3696361 cgattgctct cgccgtaaaa atatatccgt aatacccaat cgcgatgatt ccaaggaaga
  3696421 aactacaaat cgtaataaac agcaataaat gatttttctg tgattctttc tcaaggttag
  3696481 aaaaacaagt tttctttaac cattccatat atagtcccac cttctgcact taattacttc
  3696541 aacttaaata ccgcactcac tgggttatga tcactattct caaactttaa atcttttcct
  3696601 tgcacattta caatctcaac attcggtgaa acgataaagc catcaataat cgtgacgaag
  3696661 ttttcacctt ctacatattt cttcacatcg tctctcaccg tcataacaga aggatctacc
  3696721 gcccatttaa agccaccatc agtaaagtcc ttcggtaact ctactagcca ctcaggacgc
  3696781 tccttcacaa actttggatc acttaattga acatcggaaa ctaattgatt ccaatctccg
  3696841 cccattatta cgtaatcacc atttttataa tgcttgttca tatattcttt taaaaactct
  3696901 acttgctgtt ttctaatttt cccgccttca tcgtacgcgg acaaatgtaa gtttacaagt
  3696961 ctaacatgct ttccattatt aacagggatt gaatgttcaa caatcgctcg atctaaatcg
  3697021 aataaacgct tcggccaagg ctccattcca gggagctgga atctcttcgc tgtttgaact
  3697081 gtatatttag aaaatgtact taatccagcc tccgcatatc ccattggatt tgtaattgga
  3697141 acgggaaccc atttcgtatc ataattcttt ccgaacgacg aaacataatc aggtaatcct
  3697201 tttttcaaaa attcatgccc atttacatca aatgatcgaa gtgattttat atcaacttct
  3697261 tgtagtagcg caaaatcact attctcattt tgtaaaaacg aaagcatatt ctttaaatta
  3697321 gtttccgttt gctctttact acttgaacca gatccctttc ccccatccat aaagaaatct
  3697381 tgatccttat ctaatccagc atatccaata ttaaatgttg taactttaaa ttcatttcct
  3697441 gtcgctaata cgcgctcttt attattttcc acctgcaaac ttataacatc agcaggctgt
  3697501 tctttagtaa gtgtcatata cgctaaaaaa ccacctacca ctcccacccc tactaaaata
  3697561 catataagta ctatttttaa taatttcttc aaataaacgc cccttttcta aaacacacaa
  3697621 cttaattatc tttattttca gttaactaaa actgaatgac aacatacgaa atattttatc
  3697681 acaacaaaaa tcttatatca ttatatttag tttataaata attgttctta cctttaaatg
  3697741 atcaaaactc cgactccttc actggaaatc aagcgaaatg tttagtacac tatatgtaat
  3697801 aatcataggc gatggagttc gccataaacg ctgcttagct aatgactcct accagtataa
  3697861 ctactggtag gagtctattt ttttgagcaa gctatttaaa gaggtgagaa aattgattta
  3697921 tattatcgtc ggcattgccg gtatattagg agccctttct cgttattatt taggtcttac
  3697981 tattcatgaa ttttggcatc atacatttcc actagctaca ttacttatta acttagccgg
  3698041 atgcttctta ttagcttggc tgactacgta tatcgctaag ctcaacatct taccttcaga
  3698101 tgtaatcaca ggcattggga ctggattcat cggttctttt acgacgtttt caacacttag
  3698161 tgtagagact attcaattga tcaatcattc tgagtggggc atagccttct tatatgtatc
  3698221 atgcagcata cttggtggcc tcattatgtc tggacttggc tatacactag gtgatttctt
  3698281 acttaagaaa catcttacgg aaggtgatca cttatgatag aagctttatt agtagcaaca
  3698341 ggaggatttt tcggtgcgat tacacgattt acaattagta attggtttaa aaaaagaaat
  3698401 aagacttcct ttccaattgc tacatttctc attaatataa caggagcgtt tttactcggg
  3698461 tatataattg gcaatggcgt cactacaggt tggcaattat tattaggtac tggatttatg
  3698521 ggtgcattca caacattttc aacgtttaaa ctagaatctg ttcagcttct caatcgtaaa
  3698581 aactttagca cattcctttt atacttaagc gctacttaca tagttggtat cctcttcgcg
  3698641 tttcttggaa tgaagttagg cggaatataa aaaagcgact cttatcagtc gcttttttta
  3698701 taagaagtaa gtcccgccat atggtatgga aaagaaacta gctggataca cattataatg
  3698761 tacaatttgc attggaattt gtgaatacgg catgtactga ccctgtatca tttttgcaac
  3698821 ttgtgcttgt tgctgcattt gaatcacttg attcatagca tgaatggtct cctgcgcccc
  3698881 agcaagcgta atagctgctc ccacttgtct accactataa aaataatgat tcatcattat
  3698941 tcaactcact tatgattttt cttccatatc gtatgtttct atttcatgag gagtgttttg
  3699001 tcccgattaa cagccctatc tattgctctt tttcagcttt gaagtaataa atccaaatag
  3699061 taatacacca ataccactaa gggacaatac ataacttatc ggtactaaga aaaagaaagg
  3699121 ttcttcaaga aatccattcg ctcctacttt actgtttgaa gcatgtatcg ttaaagaaat
  3699181 aattgctaaa atcatgaaag aaataactac tacgtattta tttttcatca tatactctcc
  3699241 tttaattccc actgatctta ttaccatcat aataagcctg gtaatatcac aagtcaataa
  3699301 cattttatcg tttaacaata aaaaacgctg ttattcgcat gacaaaaaag ctatagataa
  3699361 aatattatct atatctcttc caattagtta ttttgtgcca aagtatgcct tttggaacat
  3699421 acacattctt atcgcattat gatagttacc atcaacgaaa aactcgtcta acagttcacc
  3699481 ttccaccata aatccaacct ttttataaac atgtaccgct ttttcatttt ccttatccac
  3699541 cactaaataa atcttatgca tatttagtac agaaaaagcg taatccatcg ctaaacgcgt
  3699601 cgcttccgca gcataaccat atccttgata attcggatca ataataattt ggaattccgt
  3699661 tctacggtga atataatcga tttccactaa ctcaactaac ccaaccattt cattatcttt
  3699721 ttcaacgata aatcggcgtt cactttgatc atgtatatgt ttatcgtata agtcttgcag
  3699781 ctccacaaat gcctcatacg gctcttcaaa ccaatacgac ataatatgtg cattattatt
  3699841 aagttcgtgt acaaacttta aatcttctcg ctctaatgga cgcaatttca attcctgact
  3699901 catttctata acctccaagt aaaagaaacc tctttactta atttctcaat ttttttcaat
  3699961 ttcaaacgcc ctaattttat tgtaaacttt caagtaactt taaggtcaag atataaaaaa
  3700021 agtagtgcaa acttatgtct gcactactac tcttttctca aatctctcat attcgatatg
  3700081 tataacgcaa tgactaaaac aagaattgct cctgcgtata ataacgtctc catcggttcc
  3700141 tcatgagata cgataattaa acggattaac gctgtaattc cgatataaat aaaataacgt
  3700201 aacggaaaat gatagttcga tttaaaatac ttaataatta atgcaatgaa ctcgaagtat
  3700261 aagaaataga cgataatact ttcaactaat ttatatgacg tatacttctt cgctgaaaat
  3700321 atgtattgaa taaaagtaat cgtctcatta attaaaaaga tagataagac aatggataat
  3700381 ataattagcg ctatatttaa tatccactgt aaaacactcg cgataaaatg atcaatattg
  3700441 aatgatttca ttttctcatt aaactcccct tcgtataagt acgtatttat tatagcaaaa
  3700501 ttataattgg aaagaagtta aatcatattt tctcccttta ttagtgccgg tgtgtgggat
  3700561 gttcattgtt ttgaggagtc ttttaaccgc agaactagac tgcacattaa gaaagtccct
  3700621 caatttacta ttagtagtta tcgttccaaa cagaagtgtg tagtcttgta aagcacgtaa
  3700681 atgagcactt ttagacgtac tattacagtt tgagcaacgc catccctgtt tttcttttaa
  3700741 cattgccatt gtaaaacatt cctcacactg cacgcccttt agcaattcct cttttttcac
  3700801 tttatattgt gcaagaatat tttgtcgctg cggaatgtgc tcattcataa tttgatttat
  3700861 aagtccatct acattatcaa ttacgccttc tttatattga ctttccattt gtttgattct
  3700921 attaggtaaa tttgcaccgt ggataatttt attaggaagc atttcatctg aagttttaat
  3700981 aattgtacga ggagaactaa ttacaacgag agattcaatc ggaatattat ataaaccatg
  3701041 caaactcagc cattttctca gctgcatctc ttgccgtttc acttgtaaaa gcggatctgg
  3701101 aaaaccctct tctgaagtac catctgcgat tcgaatgagt tgattaaact ttgcatcaaa
  3701161 aattaacgta ccaatgatat tttttatttc aagaaaaaga agaaaatatg aggaaactat
  3701221 gagggcatca atttggaaat aatgtttctg atcaaacaat ctgatgtcat gtaaaatgct
  3701281 atattttgtt tcggatagaa aactaagcgg atattcaatt gcctgctctc ctttatagcc
  3701341 agccataaat ttcgctagac tttcaaccac cacattcttt tttggatgat gagcaggcaa
  3701401 tcttctaagt aaagcttcta attgaagcaa atgtacggac attttccgtt cttttacaat
  3701461 catctttatt cccctccaaa atatatcagc gatttttcaa atatatcagc gcaactccaa
  3701521 ttatatcggc gattttcgaa atatatcagc gcaacccaat ttatatcagc gattttcata
  3701581 atatatcgac ttaccgacaa aaaacgacac aacatacaca cataaaatcc tatacacagt
  3701641 atagcatcac atctaaaatc gcactgtgaa cataatatga atccccccat ttaattacgc
  3701701 cgttttcaaa atgagagatt tacattcacc tcatgtaaaa gaccttttta taagtatgaa
  3701761 aaaattttag gaattagttt atcctttttt aatgttttat ttagaggcag tttatactct
  3701821 gctattaaca taataagcgt agtaattaca ttcagaaaaa cgaactattt aaaatcataa
  3701881 aataaggaga cgataaaaat gaacaaaaaa acgaaagcac tatcatctat attactcgga
  3701941 ttcacactag cactaacagg gtgtgctggt acgaaagctg aagaaaatca taataaacca
  3702001 aaacaagaac aagctgctaa agaaacaaaa aaggaaaata agttaacgaa aggccaaaaa
  3702061 atggctaaca ttcttagcga tacaaattgg caaggcacac gagtgtatga caaagataaa
  3702121 aatgatgtaa caaaagaaaa tgcaaacttc attggccttg caaaatatga tgcaaagtca
  3702181 ggaagatatg aattctttga tgctaaaaca ggtgcaagtc gtggcgataa aggaactttc
  3702241 tttatcacaa atgatgggaa gaagagaata ttaatttcag aatcaatgaa atatcaagct
  3702301 gttgttgaca tgacaaaact aaataaaaat gtatttactt ataaacgaat ggggaaagac
  3702361 gctaacggta acgatgtaga agtcttcgtt gaacatgttc catataaaga aaaagagctt
  3702421 tctttcactg atccggataa ggaactgaac acgactacag gcgatatcgt taaaaacatt
  3702481 gatggagata aaattttagg tggaacactt tggcacggaa caaaagtatt agatgaagct
  3702541 ggtaatgatg taacacagtt taactcgaat tttataagtc tagcaaaatt tgatgacaag
  3702601 tctaataaat acgagttttt caatagcgaa acaggtcaaa gccgcggtga ctatggttac
  3702661 ttcgatgttt tacacgaaaa taaaataaga gctcatgtat caattggaaa taataaatac
  3702721 ggtgcggctc ttgaacttac tgaactgaat aagaataaat ttacgtataa gagaactggt
  3702781 aaagaccaag ctggtaatga catcactata ttcgttgaac atgaacctta tacaggtgat
  3702841 atgaaaccac aatttagttt ttaatttgtt tgattaaaac tccacttttt atattcgaaa
  3702901 catgaattag cataagctga ccgttttggt cagcttatgc ttctttttac atgtaacaac
  3702961 cactacagct ctccaattac tttcgttagc ttttgaagcg ctgataaaag gtttgttaat
  3703021 tcttcaagta aaaaaagctg ctgcctataa aatatagaca gcagcttttt tacatgctca
  3703081 ttttgtaatt aataaacagc gattggccca taaggaccct tgataatttc tattcttgtt
  3703141 tcaaaaatat ctgtcaaaag tgttgagtcc ataacctctt ctactgttcc aaaagcagca
  3703201 atttgtccat ctttcattgc acaaattttg tcagaatatt tagctgcaaa atttatgtca
  3703261 tgcataacag tcaaaattgt tcttccaaat tcattagccg cacgtctcaa gtgctccatc
  3703321 atttgaacag atcgagcaac atccaggtta tttagcggct cgtccaaaag tacatattca
  3703381 gtctcttggc acaataccat cgctacatat gccctttgtc tttgcccacc agaaagctca
  3703441 tctaaatatc tattctctaa attagttaaa tctaggaagt caatatattt agagattata
  3703501 acttcatcct ctttcgttaa tcttcccttt gaataaggaa agcgcccaaa tccaactaat
  3703561 tgtctaacag taagcctcgt tacaaaatga ttttcttgtc gcaatatagt caaaactttt
  3703621 gctaagtctt ttgatttaga ttcagaaaca tccatatttg ctacctggat ttgaccttcg
  3703681 tccatatcta aaagtctacc aatcatcaaa agtgtcgttg actttccagc accatttggt
  3703741 ccgattaaag aagtaaagcc tgcttttggt atttcaatat ccaaaggtcc tatttttacc
  3703801 ttatccgtat agaacttttt aacattatca atttttatca taaagccctc ttccttaaaa
  3703861 ctatagttaa gaatatgatt ccaccaaata attcaataat aactgaaact acaccttgag
  3703921 catggaacac atgatacatt aaaaagtatg cactcgtcat tattaaaaat cctattgcaa
  3703981 aggccattgg gaaaatatat ctatgatcat acgtcgctgc cgcctgataa ctcaaagttg
  3704041 ctactaaaaa tccgtagaaa gtaagcggcc caattagagc tgttgaaatg gacatcaata
  3704101 tagctactaa tacaagcgta taaattacac tcggttgata tttaactcca aaagaagtag
  3704161 caacatcctt tcctagtgac aaaacattta aattcttaga atgagcaaaa attaatactg
  3704221 ctacaattat gatcatagga attacaatag gaaaatatgc aggatctgca tgattaacag
  3704281 aaccaaataa tctcgcttgt aaaatatcaa attctgaagg cgcaagtagt tttctcatga
  3704341 aagttgaaac agaatttagc ccggtaccaa taataattcc aactaacagc ataagttgta
  3704401 agttcccgta tttaccggaa agcaaccatc cataaagtat caaactcatg aagaccataa
  3704461 caacgacttg aaataaaaat gatccaattc cattaaaatt aatcaatgca ctagcaccaa
  3704521 aaaagaatac tgtactcgtt tgaattgctg aataaagtga ttcgaaacct aaaagtgaag
  3704581 gagtaataat cttattattc gtaatggatt ggaaagcaac tgtcgacaag ctatggcaaa
  3704641 cagctgcaat aatcattgca acaatagcta ctatccttct cttaacgacc gggataaaag
  3704701 aaggtgaatc tatcggcact ggattgttat acactaaaag tccatatgaa gaaaggaggc
  3704761 ctaaagcaat caatgttatc agtacaatcc aataacgtct tgcttccttc ttagaacgaa
  3704821 aagcgctagc tgatctactt tcattatgaa ggctagaatc gacttcgaca ttttctttat
  3704881 ttctataatc taatgtgatc atcgtagcct ccttggtttt ctttttctca ataaaatagt
  3704941 aataaacaca actgctccca ctgatgcaag tattaaagaa acaggtaatt caaaaggctt
  3705001 tataattgtt cgagaaatga tgtcacaggc agttattgtc cccattccga tgacacacac
  3705061 ccaaggtaaa ttacttctaa gatcatcacc tctaaacatg gaaacaatat ttggaacaat
  3705121 taaccctaag aaaggtaagt ttccaataac agctgcaaca attccaactg caacagagat
  3705181 aagagcagtc ccaaaaagaa caattcgatt gtaattaact ccaagacttg ttgcgacatc
  3705241 ttctcctagt ccagctaaag tcaatctatt cgcatacata aaaataagta aagtaacgat
  3705301 aacgatcagc cataaatatt cgtatcttcc tacctgaatg ttagcaaatg aacctacaaa
  3705361 ccaagtttca atactttgcg tcatttgaaa aaggagtccc aaaaaagtag atactgcaga
  3705421 aataactgct ccaagcatca atccaataat cgggacaatt aaagacgaac gaagcttaac
  3705481 tcttcttaaa aatagaaaga aaatcatagt tcctataaaa gaaaaaatga ttgcaccagt
  3705541 cattctttga actaaagtcg gggcaggaaa tagtaaatac acaaaaagca ggcctaagct
  3705601 tgaccattca atagttcccg ttgtagtagg ttcgacaaaa cgattttgtg taatgagttg
  3705661 catgacgagc cctgccatcg ccattgcagc tccagtcagc attaatgcca ctgttctcgg
  3705721 aacacgagtt atgaaaaaca tctccattcc atcctcttgt ccacgtatat cataaactcc
  3705781 agtaaacagt gatataatcc ctaaaattat aacaactata atcgctatta taaaaggttt
  3705841 tgtccatatt ttattgtgat tataaaactg gggttgagaa atattctcaa ccctagaaat
  3705901 catatttttt gacactgttt cgtactcctt tacactactt agctaaagtt tttgcaaggt
  3705961 ttccaaataa ctctatataa gtctgaattg attcatttgt gtaagtatct gctggtgcat
  3706021 aaacaacttg ttttttagaa acagcagttg tgttttgaag agctggtgat ttagaaataa
  3706081 catcctgagc aggagctgac ttagctgcat cagatgttgc tgcatcacga tctaatacga
  3706141 atagccaatc aggatttgtt tgtgcaatag cttcaacaga aacgtcgtca cctttatgac
  3706201 ctgcagtaga atttgaaact tctaatgctg gagtccaacc gaaaatttca tacattggtc
  3706261 cccaaacacg accagagtgc ggcgcagcaa aaccaatatt accaccagta acaataacac
  3706321 tcataacttt atcttttccg ttataagcag attttgcttt ttcaatagat ttatcaaaat
  3706381 cagctactaa ttgtttagct tctttatctt tattaaagat ttttcctaaa gtaattgtag
  3706441 aatctttaag tccttttact aaattttctc caggcttagt agccttctca gaaacatcaa
  3706501 cgttaagatc aataactgct gcatttggta ctaatttttt gatttcttcg tagtggtcag
  3706561 caaatctttg accaacgatt acaagttcag gatttgcagc tgcaatgatt tcaagatttg
  3706621 gttcacggtg attcccaata ttttgaactt tttcatcctt tttatatgct gaatcagcag
  3706681 gcataatatc ctttggagca gctgctaatt taattcccca atcagctaaa gtttcaaacg
  3706741 ttctattatc taaagcaact acattctttg gatttacagg aactttaact tttccatgtg
  3706801 catcagtgat ttcaaccgtt tttggcttat cactactatt atctttagta gctttcgaag
  3706861 tttctttacc tgaatctgag caagctacta acattaaagt gaaaattgct agaatactta
  3706921 ctaattttaa aagcatagtt tttttcatac gtatactcct tattatgtaa tttatttcga
  3706981 aaatgataac gtccataggt tgaattagat agtaactgct atccgcccaa accaatattg
  3707041 ataatcattt tcaattgaac atcctgttaa ttagtataat cattaattct gtgaaaatct
  3707101 tgtgaatggt ttgaattaat aaaaccaagc ataaattaaa tatcaaaagt aacatttgaa
  3707161 atccagcacg ttgactaact atggtttttc ctacaaaacc ggctcattaa tagctagtat
  3707221 tttcataatc cctcgcctga tagaaatata ctttttacat cttttcatac ttctcaaaaa
  3707281 ctatttggtt attgatttaa agaaaaaaac gaataaaact aaatgcaacg ttttactcgt
  3707341 tttttctatt atcttatttc tatcattcaa tcattgaata acctctacca tgtatcgttt
  3707401 gaatatatct gtctttcttc tcgcacttta acttttttct tacatatcca atatataagt
  3707461 ctactacatt cggatttacg actacgttat atccccatac ttgattcaaa agcatttcac
  3707521 ggctcaatat tgtattttta ttcttaatta aaaatacaag taaatcgtac tcgcgcttag
  3707581 taagtgaaag atttttacca ccttttttca caatattgct agatgcatca acaaagagat
  3707641 ctttaaactg aaaaaaggtt gtctcatgtt gctggttaca gccacttctc cttaaaatag
  3707701 cttgaaccct tgctactagt tcttctttcg caaatggttt tcttatataa tcatcagctc
  3707761 ctgcttgtaa ccctgccacg caatccttac tagaaatatt gtcggtcaca ataatgatcg
  3707821 gtgtcatttt aacaagtcgt atttgtctgc aaatttctgg tccggatatg cttaatgaat
  3707881 cccaatctaa tatgataata tcccaatctt gttcatatat tatatttaaa ccttcgtttt
  3707941 cattgtgaag ttttaaaatg aaatggcctt cttccgttaa accgcttacg attttctttg
  3708001 ctaaagaccg ttcattctta attactaaca cctgcctcac cgatggttca cctctacttc
  3708061 aatataactt agttacataa aaaatcatct caaaaaaata atttaagttt tataaatgtt
  3708121 aaattcctaa aaaagccatt ataacagctt attaggagaa ctctatataa tcttacaata
  3708181 ggtatgtgta gaaacacaaa acatattaag atttgaataa aatgatttca ttaatagaaa
  3708241 ctcaccaatc gggcgtttac gatcagctat agtatctatc tacttatcat ccataaccat
  3708301 ttctttattt tctgttttag gggtactgcc tcatccctat caacttaagt attttataaa
  3708361 agaacaaaac aaaaagaacc acaacctcac caacctggca agattatggt tcatatcata
  3708421 caaaataaaa aaccaccaaa tatgtattgg tggagacggt gggagtcgaa cccacgtcca
  3708481 aaaatatcgg cacttaagct tctacgagtg tagtcgatat attagcattt cgcgaactct
  3708541 tcggcctatc gacaggcttc caagttgcta gtctggttgt tctcttcctt tgtcctcaga
  3708601 cggcgaactc cggcgtagtc cacttagttt gagtccctta ccctaccaca tggacgatgg
  3708661 agggaggaac ctttagtgca attaagcagc taaagaaaga ttgttttgtt tgccaattat
  3708721 aggctttgac gttttaacga ggccgatccc ctcgactcgc aacctaagct cgaactatcc
  3708781 ctgtcgaatc cgtaacgtcc ccatgataaa aatggagcat acgaagaaaa tttcgtgata
  3708841 gctactaaga gctgtttttc aatgtgcaac aatcttacat aagttattat aacatacgcg
  3708901 cgccgtttta caaatgtaaa tatctgtatt acatcttttg gcgatcacgg aacgcgcgtg
  3708961 caatttcacg tttagcttct ttctctttta aatcgtgacg tttatcgtat tgtttcttac
  3709021 cttttgctaa accaagtgcc attttcgcaa atccattttt caaatagatt ctaactggaa
  3709081 ctagtgcata tcctgtttct tttgaagcac ccgctaactt ctcaatttct tttttatgaa
  3709141 gaagtaactt tctcgtgcga agcggatcgt ggttgaaacg attcccttgt tcgtacgtac
  3709201 taatatgcat attatgaacc catacttcac cattatgtac acgtgcaaac gcatctttca
  3709261 agttcacgcg tccagcgcga atcgacttaa tttccgttcc ttgaaggaca agccctgctt
  3709321 cgtatgtttc ttcgatgaaa taatcatgaa atgctttttt attttgtgca ataaccttac
  3709381 ctgaaccttt tggcatataa cgtccctcct ctatttttac tattgtaaca aatgttacta
  3709441 aaaagcgaaa gtggctcgtt cagaatgtga ggtggatgga gcttctgacc ttgaggcgct
  3709501 ctttgcctct cgggaagaag cgaagccgcc gaacattcta gccactgtag ctggattcca
  3709561 ataaaagagg aaagtaactc gctctcaagc caccaataaa aaagaaaaag cctcgctttt
  3709621 catcaaagcg aagccatcct tttcttactt acgctttttc tttttcttct tgaatcctgg
  3709681 tacgttttcg aagaatgctt ttttcttctt gccgttacca tcttttttcc ctggctggct
  3709741 agcggacgta gatgcggatg cagatcctct tcctttccct ttgccaccac ggtcaaattt
  3709801 tcttcctgtg ccacgttctc cgccgcgctc attactgcgc tcgctacgtc caccgcgttt
  3709861 ctttctacct gttcttggct gttcaataac gactgggcgg tctttgaact tacgacgagg
  3709921 tgtacctttc atgccaacga tttcaaagtc gattgcacgc tcgtctttgt ttacattaat
  3709981 aacacgaatt gtaatttcgt caccgatgcg gaatacgtta cctgtacgtt ctccgatcat
  3710041 tgcgaaatgc tgctcatcgt aacggtagta atcatccgtt aagtagctaa cgtgtacaag
  3710101 accttcaatt gtatttggaa gctctacgaa taaaccgaag tttgttacag agctaatcat
  3710161 accgtcatac tcttcgccaa tcttatcaag catatattct gcttttttca gctcatctgt
  3710221 ttcacgttct gcttcaacag cacgacgctc catattagaa gagtgctctg caatctcagg
  3710281 taatttttca cgccactttg cttgtgtttc attgtcgact ttaccgttaa tgatgtattc
  3710341 acgaattaat ctatgaacaa tcgtatctgg gtaacgacga attggcgatg tgaaatgtgt
  3710401 gtagaactca gttgataaac cgaaatgtcc taagctatct gcatcgtaac gtgcttgctt
  3710461 catagaacga agcataactg ttgagattac tacttcttct ggctgtcctt gaaccatttc
  3710521 aagaatttgt tgtagcgcgc gaggatgtac ttcattcgca cgtcctttta ctgcatatcc
  3710581 gaagttcgtt acaaactcga agaaacgctc taacttatct tctttcggat cttcatggac
  3710641 acggtacatg aatggtacgt tcatccagtg gaagtgctct gctactgttt cgtttgcaac
  3710701 aagcataaat tcttcaatta acttctctga tacagaacga tcacgcataa caacatctgt
  3710761 cggttttcct tcttcatcta ctaatacttt cgcttcttta aagtcaaagt cgattgcccc
  3710821 gcggcgcata cgtttttcac gtaaaatttg tgctaattgc cccatctctt taaacatcgg
  3710881 tacgagcggc tcatagcgtt tcattaattc ttcgtcctca tcttctaaaa tgcttcttac
  3710941 gtcagcatac gtcatacgct ctgtcgtttt aatcacactt tggaaaatct cgtgttttac
  3711001 aacgtcacct aaattgttaa tttccatttc acaagataac gtcagacggt ctactttcgg
  3711061 atttaatgaa caaataccgt tagatagacg atgcgggatc attggaatta cacggtcaac
  3711121 aagatataca ctcgtcgctc tctccgctgc ttctacatca attggagaac cttcttgaac
  3711181 gtaatgactt acatccgcaa tatgaacgcc aagtttatag ttaccgttct caagctttgt
  3711241 tactgtaaca gcgtcatcta aatcttttgc gtctgcaccg tcaattgtta cgatcatttg
  3711301 gtcacgcagg tcacggcgat cttttaaatc ttcctctgaa atcgtttctg gtacactgtt
  3711361 tgcgtgttcc atcacttcct ctgggaatgc taaaggtaaa tgatgtttat gaataacaga
  3711421 taaaatatct actcctgggt catttttatg acctagaatt tgaataactt caccttctgc
  3711481 acttaaacga ttctctggat agctcgtaat tttcacaact actttatgac cttctacagc
  3711541 acccattgat gcacttttca atacgaaaat gtcactcgtc cagcgcttat tgtcaggtat
  3711601 aacaaatcca aagtttttcg attctgtata tgtaccaact agttctttcg ttccacgttc
  3711661 taaaatgcgt acaatagaac cttcttgacg cgaaccactc gattgggaac taaggcgtgc
  3711721 taatactgta tcaccatgaa gcgcaccgtt taattctgta ggtgggatga aaagatcatc
  3711781 gtctcccgtt ttcttctcgt ctggtacaac aaatgcaaaa ccacgtgcat gtccaattaa
  3711841 cttaccacgt attaaattca tcttttcagg aagaccgtaa cggttgctac gagtacgaat
  3711901 aacgagtccc ttttcttcca tcgttacaag tgcctttacg aaatctttaa agccctcgga
  3711961 accttcaatc ccaaatgcct cttctaactc ttgtatcgtt agcggtttat acgcttcttc
  3712021 tctcataaat aataacaact tatcaatatg ttcttgtatg atttcttcca agcaaaaata
  3712081 cctcctttaa aaccttatat tatttagtgt atccgaaaga taggggatgt ataaagcgaa
  3712141 acttcaatac tccccttatg atttttacag ttttcacaaa aaattcctta tgaaaaaaag
  3712201 aggcaactag atcttaccaa tctagttgct ccaagaagtt atatacatcc tcatgtagct
  3712261 cgtcacgctg cttatcaagt gtaatgacat gcgtagagtc ttcataccat ttaatgtctt
  3712321 ttaacgttga ttctacaccg ttataaataa tgttcgcact atctgtatta atcatttcat
  3712381 catgacgcgc ttgtacaaca aatgttggta cataaatcat gtccacattg ttacgtacgt
  3712441 cagcaattaa ttgttgtaat gcttttaatg tattcatcgg tgtcttttgg aattccaaca
  3712501 tttcttgttc gatttgctct ggtgattttt gctctcgctt tttatattcg cgggcatatg
  3712561 ccaatatacc ttggtacatc gtttcttcac tcttaatata catcggtgca cacattggta
  3712621 ctacacctaa aaccggtact gtataaccta attttagaga aaatactccg ccaagtgaca
  3712681 atccaacgac agcaattttc tcaaaacctt tatcttttaa aagctgatat gcctctgtta
  3712741 cgtcttgcca ccaatcttca ggacctgtat gaacaagctc ttctggtggg acaccgtgcc
  3712801 ctttatagat tggcgcatga caagtgtagc ctttcttttc taagaaacgc cctaacatac
  3712861 gtacatcagc tgagtttcct gtgaatccat gtagtaataa aacagcgcgg tctccaccct
  3712921 caaatgtaaa tggtttcgga gatgctaatt tcatcatgta cttctcctct ttctcttctg
  3712981 taatctagtc gtattctttc tatatctagt gtaccatatt tgtatttcta taatctaatt
  3713041 agaaacatct ttcaaatggc aaaacaaaaa aagaagaacc attagtacat cttactaacg
  3713101 cttcttcttt ccattctata agtttaagta cgtaacacca attgttaatg cgaagaacaa
  3713161 tacagctaaa acaattgtaa tgcggtttaa taccgcttca attccacgtg ctttttgctt
  3713221 accaaataat tgctctgcac cgcctgaaat tgcacctgaa aggcctgagc tattactaga
  3713281 ctgcataagt accataacaa tcattaaaat cgatacaata ataagtaaaa cggataataa
  3713341 cgtatgcact tggcgtacct cctacaaaaa ttcagttatt gtaactgtag cataaattct
  3713401 atagaaaagc gagagctata cagtcgctct cgcttttctt ctcttacatg aacatcattg
  3713461 caaataacgg cccgagcaaa catgtcaaaa tggctgttaa tgtcattgtt accgatccaa
  3713521 taacaccttc atgttcatta tttttcatcg ctctcatcac acccataata tgagaagcac
  3713581 atccaaatcc gatcccttta ccaactgagt ttgtaacgcg gctccatttt aataaaagcg
  3713641 ggcctgtaat cgttccagta atacctgcaa taacaacgaa agctgctgtt agtgacggta
  3713701 caccaccaac ttgctccgaa acactcatcg caactggcat tgtcaccgat tttggtaaag
  3713761 aagataaaat taagctttta tctgttccca taagtgaggc aatagcaaag tcactcgcaa
  3713821 tggcaactgt tgtacctact agtaccccgc ccgcaatcgg tacaacatac ttttgcagaa
  3713881 cgtgacgttg tttataaaga ggaattgcaa atgctacaac accgggtccg agcagctttg
  3713941 caatccagcc gccgccactt tccatataat gttgatacgg tatatcaagc acgattaata
  3714001 agaaagccat taatcctgtt gctacaagca ttggaatggt gaatggtgtt ggaaataatt
  3714061 tatagatttt tttagataat tgatataata gcaccgtaaa aagaacccaa ccaattccga
  3714121 ttaatatttg actcatcgcg actctctttc ctttctattc gcaagatatt gtcctgtatg
  3714181 tcctgcgaca ataataatta aaaatgtact cgctacaact gtaatgaaaa gagaaattcc
  3714241 tttactcata aaaaaagcac cgtaattcat taggccaagc gttggcggaa ttaataaaaa
  3714301 cggcataata gcaacgagtg tttctgctcc taaatcgaac catttcactg gaagaacttt
  3714361 taggctaagt aaaacaagta agaggaacat tccaatcaaa cttcctggga ttggaatatt
  3714421 tagcatttct tgtacccacg ttccaaccat ataaaaaacg taaagagcag caatttggac
  3714481 aagaattttt gtaaatttca tgttcatcat ccctcttgtt tatacgatct tctgttaata
  3714541 tctttatcat agtataaatt gtaaaaagct gcaatttatc aacttgacag caaaaaacgc
  3714601 ctatgttata cgcttacaac cttgatatga ctacatttct aaataaaaat taagtcaaaa
  3714661 accttgacct aatataagaa gtttttattt tctgaatttt aaaggttgtt atttcaataa
  3714721 aataatcttt ttattcttaa gcttacatat atataaagaa gataggtggt gaacatatgc
  3714781 ccaaaaaagt tcttattttt tgtgatcctg ggattgatga tacgatggct ctcctcttag
  3714841 cattctttat cgatgaaata gaaatcatcg gcatcgttgc tgattacggc aatgttccaa
  3714901 agaagatggc cgtacaaaat gctcatttcc ttaagaatga aacaaggaat agaaatatta
  3714961 agatattcgg tggttcagaa cgccctctta ctggtgcccc gcctgctttt tttacagaag
  3715021 tacacgggaa acaagggctt gggccaatta ttccaaatgg gaatgtgact aacggagaaa
  3715081 tggagaattt ctttgaagtc attcctctta ttgaacagta taaagatgaa ttaatcattg
  3715141 taagtttagg aagacttacc tctctagcaa ttttatttat tatgtgcaaa cagctaatga
  3715201 aacaaattaa atcttattac gtaatgggcg gtgccttttt acatcctggt aacgttaccc
  3715261 ctatttccga agctaacttt tatggcgacc ctactgctgc taacattgtt cttcaatccg
  3715321 cagctaacat gtacatatac ccgttaaacg ttacccaata ctccgtcatt acaccagaaa
  3715381 tggccgagta cattgaagca aaaggaaaag tcccactcgt caaaccatta ttcgatcatt
  3715441 attactatgg atattataaa aatgccctgc cagatttaaa aggtagcccc ttccatgaca
  3715501 caatgccaat actcgcttta cttgataact ctatgtttac gtatcacaaa tcacctatcg
  3715561 ttgtcatggc agaatcttat gcacaaggag caagcattgg agaatttcgt tccttaggaa
  3715621 aacctaaacc atttatggat tggccgagtc atcaaatcgc aattgatttt gattataacc
  3715681 gtttctttaa acatttcatg tcacttatga caggtgagca attttaacat aaaaaaacag
  3715741 accgtgattt ctcacggtct gtcgttattt tctacaatta tcgtttgatg ttgtagaaag
  3715801 atttgatacc atcgtaaaca gcgatttcgc ctagttcgtc ttcgatgcgt aataattggt
  3715861 tgtacttagc aatacggtca gtattaccaa tgagctatca gctacaaccc ttgatatatc
  3715921 agcgtttatc gacgttttgc ctcttgttta tatgtaattg tattgttaaa ttcaatacca
  3715981 ttataatgta cgaaattcag tgttgtatta acgtaatcat tataacatat aacaaaaggt
  3716041 ataaacatag atttcttgtc acaattgact gatatgttgc aaatatgccc cgaatttgtc
  3716101 aggcctccga gaaaaacgga cgttcagatt tgtttgtatc gtattttcaa atacacatta
  3716161 atgttatttg tcgtgggcgc attaaaatgc gaaatacgac aaaatatgat gtttttagga
  3716221 atccgatgac ttttcatcta catatttaat aattaaacca tttaattgtt tatgttttgc
  3716281 ataccttgat ttataagctt gaccgctttt aattaaacgt gcaattgtcc ctcgactgat
  3716341 attgtattgc tctttcatca cgttaaacat ttcttccctt gttgatgtgt taattgtttt
  3716401 accatctggg aatatcgcta cagctgattt tggtcctaat acatttttat gctcgtaaaa
  3716461 tggagattcc tgttcccata ttctagctac agaacgttga cttttccatt ctggatatcc
  3716521 actagcaact cgaaactcat ttatttgtcg gaagcattct ccttgagatc caccgttaaa
  3716581 catttgaaac tcgttaacga atttccacat aatataattt tctttttctt tttttggttt
  3716641 atcggcaaaa taaagagctt ctttcttagt caatgacact tcaattttgc cagcttcttc
  3716701 gtctatacta aatatctgta gctccattgt ttttcccccg cttatcatat tttctaaatt
  3716761 cattttaaca cagaaggaaa aacgcgagct ttttcaatcc acctattata tttatatagc
  3716821 tagattttta tatacaagga actcattaaa gagctcccat tgataatttg ttacttactt
  3716881 gttgttattt aattgcttct aaatacacat taccagcttc atcgttgtat tttgtttcaa
  3716941 ggcgttttgc cagtgacatg atagccaaac tagaagtgtt aataactttt ttatccgctt
  3717001 caatcaaatt ttcttgagct ttaatcatct tttcctgagc tttaataatt ttatcttgtc
  3717061 gttcaaggtc aaatttgcta ccaagaattt cgtcttcaag acaagtagca acttcttgaa
  3717121 taaaatgttc atcgaatacc ccactgaaat ctcgttgaat atcaacatcg gcatacgttc
  3717181 ccatttcaat tatccactct gataaatttt tgattgattt ctcacgagct tcaagttttg
  3717241 ctttcaattc tttattttca gcgttaagtt tgcgggcttc atcaacaata gcttcgcaac
  3717301 ctttatagtc caattttagt gttacttcca tttctttttt cataataatt tattctcctt
  3717361 taagttgttt tttatttttg tttgttgtta ctttactatt gtattgataa aaaaatttag
  3717421 gtaaggaagc taaagtaaaa aaatatatat tttttaccaa tcccaatcat tgcaacattt
  3717481 ccattccaaa gtatcaaatg gcttgtccca taatcgactc agtgaacggt gacctttcca
  3717541 tatcttgtag tgattagcta cacgaaattc atttattttt ctgtagcact ccgcttgtgt
  3717601 acctagctca tataatcggt atacatgaat gaactttttc attcggtaca tttctatttc
  3717661 ttttttcgta aagcttctga ttttgaaatt ctccatttct tgctctgtaa tatcgacagc
  3717721 ttccttaaac ttttttccgt aatagtaact tttctcatat tatattttct cctttttgat
  3717781 agcttcattg aatacgccta ttctattttt caaacgagat actgttttcc cattaacttc
  3717841 agcactccat tttgtagaag tttgcttgtg cacagtttgt ctggaacaat tcaacgcttt
  3717901 agctgtttgt tcagctgtcg caatcgcaat cccatcaact tcatatgttt tttcaaacaa
  3717961 cttttcaaaa cattttgtag ccaaaatgaa aatctcttga tctgacattt cttcatattt
  3718021 acttttaagt agtacaatgt tatttcctat catcgccact ttatcttcat acctccgcac
  3718081 cgttccttca taacaattcg atgcttccgt aaagccaata tgtgatgaaa gaaattcacc
  3718141 gttggtgttt aatacaacaa caggaataga aagttgttcg gagcttttca aacccgattt
  3718201 ccaagcatgg tcgctttgct ctttcatcgt cgcccattca aggttgataa ctcggttgtc
  3718261 gagcttattg tcttttgggg acaattcatc aatattaatg tgattgacag ttggtttatt
  3718321 tttcgggtta gaaatgaatg tcatagcgac caatctgtgt acgtaatgcg tcttcttgtt
  3718381 tgttaaattt acaactaaat aatcgctgtt attgatggtt tgtttcataa tcatggattt
  3718441 cccgctattt ttattcgtgc tcttaactcg tcccatactt gatattgtgt ataatatgtg
  3718501 ctcgctttca tcgcatttct cccaaatttc atttggcaaa ttttctaagc ttaaattttt
  3718561 ataaatcata tttgttatct ccttttgttt gtgattacaa ttgcattata ttgcgaagat
  3718621 gatgttgggt aaggctggct acatcaactt ttataaaaat ttttattgga gacgagtttc
  3718681 ttcatatata tataacaaaa aaacaccaac tctcatgagt cggtgctttt tcgttgaaac
  3718741 caattatatg tattttttta gcattttcaa ttgaaacatt ctaacgttct ctgaataata
  3718801 cttgtaattc accattgaag caaaaaatac cgcaagttga atagcaagcc ctatccaaaa
  3718861 atagtaattg ttcataaagc tagataaatg cgtaaggaca ataaaagccg ttgttaataa
  3718921 tgcaatcgat gagctaatga acaatgaccc tagtgcatgt gtagttccca ataaatgtct
  3718981 gtatcgtcct tctatgtatg tacgagtctc tgaatcttgt ttgagtagta ccatgtgcca
  3719041 gacaaattca caatgaaaat aatcatcatt tttgtctttt ccccatccac cctttttagg
  3719101 gtatttcttt tcaatgatgc ttttgatttc atcaaaattt cgccattgat tcatcaccca
  3719161 agcaattcca aaatatactt ggtgcattac ataccccaaa ggtacaccca cagcggctaa
  3719221 agagaccagt aaccccaaac ctttgctcat ttgtgacaaa tccgcttcta taggattgat
  3719281 tccttttaaa agtagaactg catacgcaat ccacaaaatc gagacccatc ctggtatccc
  3719341 ccatctaatc agatacttac tttcgaatgt caaatcagtg ttcccccttg ttttttctct
  3719401 ataaattgaa taaataatct tagtcgtttt ctaagacaac ttcactatac tgttattttt
  3719461 tttgaaaaac aatgtagttt gcatcttgaa ttaaaaaatt ttttatgaag ccaatttttc
  3719521 atatatgtat gaaaataaaa acactccata ggagtgcttc ttaaaatccg attagtgctt
  3719581 ttgccgattc aactaacaaa tcttttacaa tttctattgg caaactacgc aaatccattc
  3719641 ctttagattc cgctgtttct tccgcttttc cccatacttt gtcgtttcta gcggcatcta
  3719701 aaaaatcatg tccagcccaa gtcatgccaa ctatatcgaa attgattgta ttatccatat
  3719761 aatgagtttt ttctgcttta attaaacttg cctcaatcat taagtctaaa tgatattctg
  3719821 tttttgaatc ggtcgcaaca taatcaaagc gtgattcttt ttcttcaatt ttcaacaaca
  3719881 attcacgaat aaattccata tcacgtttca ttaaaaccac cacctctcaa ccttacatcc
  3719941 ttcgacaaat aatgttagat tcctgcaaat aaaataaaaa accaacgccc aagttcgtca
  3720001 attattgctt ttgaatgata aaatataaat ataaatcaaa tatcggagga ttagtatgaa
  3720061 cgagttaata aaagcagtgc catcccttgt aggggtagtg gttgggggct taatcacatt
  3720121 ttttatacaa caagccacaa ttcgtaaaca acaagaatgg gatagaaaaa agatggagat
  3720181 agatacccaa aataaaaatg aagcacgtaa atttgaagta tttagtcaaa tactccatgc
  3720241 tcatgctaaa catattgtct tagaatatag tatgcatggt ccacctgaac ttaatgaact
  3720301 taaatatagt aaatatatta gacctttatt atatgaaata tatcatttat tggatgaatc
  3720361 tattactaga aaaattgaaa agatagagta tatttatgaa aaacaatttg caatggaaga
  3720421 agccgaggaa ggcgatattg aaacgttgac agagaattac caaagaatca tagaaataat
  3720481 aaaaaaagat tttgataact tacgtaaatc aacaaacaat agtgtacatt aaaagtaggg
  3720541 tgctccgagc ggagcgcctt taaaataaaa aggtgtactt catttaaaag cacaccttca
  3720601 ttccatattt tttaaccatt cttcacgttg aatccgtctt tcttctcgct ctttctccat
  3720661 gcgtatcgtg ttttcatctt taacgaatag gttattgtac acttgataca taaacaacat
  3720721 catcattatt atcactgaca gaaataacaa gatcagcttt attcgttctt tcatttttta
  3720781 ttccgctctt gatataatcg ttcttgccat tcaactatag ctagcatatc tcgtatcaat
  3720841 tcatgtgttt cctcgaagac aaatatctgg tatttttcat ttgaacgatt cctcatcgta
  3720901 tggtgtaaat tgtgatttag ctttattaat tcaatagcga tgctcttttt atatatattc
  3720961 tttagcttcg gtttttcctt catttgtatc aactcccatt gggcgaatat ttagccctca
  3721021 acacaattaa ttcttcaagt ttcttttcta aatcttcacg taggaacagg gaagtgcacc
  3721081 cgagcttctt aatcggcgtt atttttccat cttttatcat tcttgacatt cttgaacgtg
  3721141 aaacaccaag ataagacagc gcttctggag ttgtgtagac attgtcataa acccactgac
  3721201 gtatatcaac aggttgcatt atatattcgt tcatgttgtc gcacctctca agatatcttc
  3721261 aatccgttca gcagccacat aatcgagcaa cttaattaca ttaataaggt cacaacattg
  3721321 tgtttgttcc attatttccg ctattaaact agcattttct aaaagtcccc attcaatgta
  3721381 gcgttctaac gtggcaatcc ccatttccga atctttgtgt acataaaaca gtgtcgtaag
  3721441 tgcgcctata catgaatgca cattttttct tttcattttg aaacctccta atatttgtaa
  3721501 tttctattct tcgaaattat ataactcgct ggacaacctc tcaacctttt ttccagccat
  3721561 tgccttacat tttgcaacgg tcacaataaa atgagtatgt aaaccttata gaaatggaga
  3721621 catgccaaat gggagataaa aaacgaattt tcaaagttaa agtagtcaat tttttattaa
  3721681 aacatggagc tgaactgtta gaagttcgta caggggaagt ggaaaacgac ccaaaagctt
  3721741 gcacattttt atttgctaac gatgacaagc tttctggagc attaatcgca ttaaaagaat
  3721801 acaacaaggc gaaacgatta acgctcaaat aaagttaagg agcaattcac atgaaacaac
  3721861 ttactaagat taaatatgat gccaaacaaa tcgctgaaat gttaggaatt tcattacaac
  3721921 gttttcgaaa caagaaagaa cattacatta atatccttaa acaggattat tatgtaacga
  3721981 ttgaaattgg atcacgaaac aaggagtttt tcattcttga gccaaaagaa aatggagtga
  3722041 cggttttaaa agatgttgca cctaaaacaa acgaactcaa aagaaacgat ttaaaaaaca
  3722101 tcgaattgat tcttaaagct gtattgattg ataatgtgtt accaatgcca gaagaaattt
  3722161 ctaaaagcat cggaaaaagt gaagcaacag tgaaacgcca cataaaaaaa atgcgtgata
  3722221 acgatatatt gcttgaacca gatgaagaaa ttgttcaaac tgttaataaa tatactgggg
  3722281 aaatatttga acgtatcaga aagcaataca gctatattta ttatgacaat ttatcaagtg
  3722341 gtgaaagaat tgtcgtagat ttaccaacca ttcatggtgc ttatggcgag ttttacaatg
  3722401 aaaaaataca agaactgatg cacaaacaca aacaccgtta taatcataaa atagcgaaca
  3722461 atgtagctta tttttacaca tgggaacaaa tgaataaatc attcgattta cgtaaaggca
  3722521 gaagagctga aaagtggatt atttcaaatg aatatcgaaa gtggattatt gaaaaatacg
  3722581 ggcgctaata tggtggtcgt atttttttat gttctaaagc aaaatggaaa gttgatattc
  3722641 aaactcacct ctcacctttt tgagacggct attaatataa ataataggaa gctcaaaaag
  3722701 gtgagaggtc aaattgaaag ttaatataca aacaaaacaa cagcgcacga acgccagtga
  3722761 cgtgcaaggg tacgacgcca gtcgacccag tcggaggctg tgcgacgacc tgtcggagac
  3722821 catccaccat taaatatatt ggaataactg gcgttattcc tgtcttcgtc actacgttcc
  3722881 tcagatacac tttttgttgt ttgtttttgt tataaccaat taaatgaaca tcttctattt
  3722941 acttttctat cagcactata taaatactat atacatacta aacaaggagg atagagctat
  3723001 gaatgaagat aagcattgta aagcatcgac tgatacaaaa caagatgata aagaacctgt
  3723061 taaacaatta catgtgtatg gtgtaccatt ttctgtttgt aagaagcttg aggaaaaagc
  3723121 taaacaagac ggattaaaac ttacaccatt tatacgaatg aagttgattc aaattgctga
  3723181 tgaagaatag tttttgaata ttaatattca atctcttcat taaaatatta cagtttaata
  3723241 acttaatata cacaaatata aaccccctct aggtggtttt tttattttgt tagggaaaca
  3723301 aaggacagaa gggtggtcag aaactaaaat tttcatcccc tttatttcaa atttacgaaa
  3723361 ggagctaatt aatatgggaa atgcggttaa atcagtcgct caagtgaaac aaaagatgtc
  3723421 aaaagatact cgtgaagcaa gaattgaagc ggaaaaacaa gttgtaacca atataaaaac
  3723481 gaaacccaaa gcttacccat ttgtcagcaa gcccatgaaa agaatcttca ataaattaat
  3723541 caagttgaat gaaaacttta ccgaatccga ttctatgagc ttatcaatgc taacaaaaag
  3723601 tttataccgt tatgaactat tgaacactga gttggaagag ctagagatat tcgacgagct
  3723661 ttctgtggat ctggaaaaac gtattcatgc ttacgaacgt tctataatag ctcatatgaa
  3723721 ggacttgtgt attccattat ctcaacgttt acgattaagt aacgatatag ctaaattgat
  3723781 gattgaagag aaaaaactgg aacagatgaa tcaacaaaat aatcaagcta tcaatccact
  3723841 gatggcatta ctggaggagg atgacgatga ataagtcggt agcttatgca aaagctgtgg
  3723901 ttttcggtga catcgttgca ccttcacaag tgagacaagc atgtattaat ttcctacatg
  3723961 aatactacgt cctccaagac caagctgatt acatatacaa atggaacacc aaaatagaaa
  3724021 agaaaattga taaaatcatt aagaatctta acttcgcccg tggagcaaaa tccgctcaac
  3724081 ctatgttccc caaccttgct ttgttccaat ggtttatcat tcagaataca ttttgctggg
  3724141 tctacaagga gttcccaacc aaacgtaaaa ttcgtgaagt tattttcact gtagctcgta
  3724201 aaaatgctaa gtcagtatta agctgtatca ttcatatcct agcattcttc cttgatgaag
  3724261 ctaaccaaac gcattatatc ggttcaaata ctaaacaaca ggcgacaatc atctttgatg
  3724321 aacttgtagc gattatcaaa gcttctccta atatgttgcc attcttcaat atcaagaaga
  3724381 catatgtaga atttacacca aagaactgta agattgtagc tctttcaggt gatgcgtcaa
  3724441 aagccgatgg aacaatggtc tactgcgcta gcgtcgatga acttggagct tccaatgaaa
  3724501 ttttcaaaat ggtaagttcc ttggaaacgg gacaatttgg cccacgtaat cctctcatta
  3724561 ttaaaatttc tacgtcttat cctatcgaga atgggttcaa ctattggaat gaaacggtag
  3724621 atgctttacg taaaaacacg tttgctgacg agcctaaccc acgacaattc ggtttgatat
  3724681 ttactattga taatcccaaa aaacgcattc agttgaacgg tagggacgct gaacgatggg
  3724741 aaaaccctga agtttgggca gaagctaatc cgttggttgc tgaagttcaa gaccttgcag
  3724801 ataaattgct cgaagactac aaaactaaga aggatattcc aaaggacttt ttcctattta
  3724861 aagttaaaaa cttgaatatg tggttaggag ccaatgaagg tgatggtaac ttctttgtag
  3724921 ataaacatac tttacaaaaa agcttgtaca agccagcttc tgattgggaa tggtggagag
  3724981 gaaaacgtca ggtgattatt ggactcgatt tgtcgttatc tacagataat acagctgtta
  3725041 catttatgtg gtacgaccaa caaaatgaac atcattatgc taaaaacctt gtcttttatc
  3725101 cgaagaataa ggaaactgac aaaacccaga aagaacgtat tccttacgac aaatgggcac
  3725161 gtgctggata ctgtcaacca attggtgaag atacagttga ttatgatgaa atggcggata
  3725221 taattgttga tatttgcgag caatacgata ttcaaatagg ctccattgca tacgacacaa
  3725281 aatacagtta tacgttacta aaacggttag ttaacgaact atcaatggaa gttgatccag
  3725341 tcaaaatcga acaagatgct cgacatttgg gcaatgctat ttcatacctt caaagaatca
  3725401 tttatgaagg tacttttttt atgccccaaa tccattaatg gaatcagctt ttattaatgg
  3725461 attaatcgag ttcagacaag ggaaaccata cattgcaaaa tctgataaac accgcaataa
  3725521 gattgataac ttgtttagct cattcaatgc catcaaagta tccatgttct tcgaacaaaa
  3725581 caacttatat gaaacggagc gtgaactttt ctttgaactt taatacaata tgcaacactt
  3725641 gtggtcaatt ggtgaaagct ggcgacaagt gttcttgtaa acgcagaaag acagattcac
  3725701 agaagaaaca ccccagcgga acatgggagt ttcaaaagct acggaaacgt gtcattgacc
  3725761 gagacgctgg gcactgtcaa cggtgtagga ttaagtttgg gcttatgaat ttcgatgatt
  3725821 tgcaatgcca tcacatcaag tcatggcgtg actacccaga cttggcttat gatgaactaa
  3725881 atctcataac aatatgccga cactgtaact tggacttagg aaatagcaac aagctcgatt
  3725941 tcttttggga aacacctgaa gagatttcat atttcttgta gcaaattatt tcagaaaagt
  3726001 tgtgattccc tatttacttt gtaccgcttg gcatataaat actatataag ctactaaatc
  3726061 aatactaaat ttagtagttt atctttcaac tccaaataag taacttaaac cttccatttt
  3726121 tgttacgctc ttttcggtta tagcgagtct tgtcaatgtt cagggagtat gagttttgaa
  3726181 tattaatatt caattttccg tacttcttcc aatgttgata acacaacatt aaatacaatc
  3726241 aaaggaggat agaacgttcg tgttctatct ttcgattaaa gctagacatc agcaatttat
  3726301 tagctcttta ttgttggtgt cgatgattta attgaacccc taaagctcgt aacttcggtt
  3726361 acgggctttt tattttgatt tagaaaggaa agattgcatg ggacttttta gtggcttatt
  3726421 ttcaaaaaaa cctgtactgg aagagcgttc aacatatgac tcaatggaag ttgacggagc
  3726481 tttttctctt gatagtttac tagttacaga tgctgtaact gaagaaaaag tattgaaaat
  3726541 tcctacagct cgttcgtgtg ttgaattaat tacaagctca atcgcacaga tgcctgttta
  3726601 tttatacaag gaaaatgctg atggctcagt cgagcgaatt ttagacgaca atcgtgttca
  3726661 tttgctaaat catgaagcca atgacttttt aaacggttat tccttaaaga aacacatggt
  3726721 caaggattac ttattacatg gttcctctta tgtatcaatc attgaggcag gtaacacaat
  3726781 tttagagctt cacccattgc tttcaaaagc tattgtggtt aacaaacgaa ttaagcacgg
  3726841 ttatcgcaca gttggtgctg atattttctt atcaaacagt gaaaatggcg ctgttaacga
  3726901 gcttaatcgc caacaaacta agtttaaacc acatgagctt atgattacat tgcaagatac
  3726961 aaacgatggt ttaacaagtc atggtgttat taaacatggt caagacattt ttaaacaagc
  3727021 actttctgaa tcagtttaca ctcataactt gtatgaaaat ggagcgcttc ctttgggtct
  3727081 tcttaagaca gacgctcgac taaataaaaa gcaagcttct agtttacgag aagcttggca
  3727141 aaaactttac ggtggagtta agaatgcagc taaaactgtt gtacttcaag aaggtatgaa
  3727201 atacgaagct ctttcaatga atccttcaga aattcaaatg tctgaaactc gtaaagctac
  3727261 aaactctgaa atttgtaaat tgtttggtgt gcctgaaagc atggttaacg caacaattgg
  3727321 caaacagtac gtttcactgg agcaaaatca attatatctc ttaaagaata ctctatctcc
  3727381 aatcatcgtt gctatggaaa gctcgatgga caaagcactt ttgcttgagt ctgaaaaaga
  3727441 caaaggttat ttcttcagat ttgatacttc agagcttatc cgctcgactg aaaaagagct
  3727501 agttgatact gtggtaactg ctgttcaagg cggtattttc acaattaacg aaggacgagc
  3727561 taagtttaac ttgccatcga ttgatgaagg cgacaatgta ctcgtaacgc ctggtgctag
  3727621 tcaaatgggc gataaaaata caaaagaaac aaccgatcca cacgaggagg aacaattaaa
  3727681 tgacaaaact ggaactcaga cagattgacg ttgaattgtc tggcgtgaaa gaagaatctg
  3727741 gtgatttgct ggtttctggt tacgttaacc aaactgggca atggtcacaa ccgctaggtc
  3727801 gtgaaaatcg ttttattgaa cgcattgaat caggagcatt cacacgtgct ttagaacgag
  3727861 gaaatgatgt tcatttctta gctgagcatg acaacgccaa actattggct tcaactaaaa
  3727921 atggtagctt gcaactgcgt gaggacgata aaggtcttta catggaagct cgtatttccc
  3727981 ctacatctta cgggaaagat taccaccaat taattcaaga cggtttgctt accaatatgt
  3728041 cctttggtat gcaagttaca gaacaaagat gggataaacg agatgacgga acatacaagc
  3728101 gtacaatttc tgatttacat ttagctgagg tctccgtggt acgcaatcaa gcatacaggc
  3728161 tcgttcgatt gaagtaatcg aaacgcctgt tttttttatg gaaaaaaacg ataaaaactc
  3728221 aacggaggaa cctattatgt ctaaagaaaa agaattaaaa gaattacgtg ccaaaatgga
  3728281 agcaatggaa gcggaagttc gtgcagagca agaaacagct caagaagtag aagttcgtga
  3728341 tgtagaagtt gaccaaacag aagttgagct acgtggagta gaacaattct taaaaggcga
  3728401 cattcacggt gctgaagttc gtacaatgac aactggtact ggtgctatca cagttccaac
  3728461 atctttatca aacgttatcg tagaaaaact tgttgaagaa gcagctctat ttggtcgtgc
  3728521 taaatctttc acgccagtat ctggtacttt agaagtatta cgtgagaaaa atatcggaga
  3728581 cgctacattc atcggtgaaa tggaagatgc ttcaatgtct gatttcacat tcgacaaagt
  3728641 aactcttgaa caacgtcgtg ctgctacagc tatcgaatta tctcaacaac ttgtaaacga
  3728701 ctcaggaatt gacgttgtta actatgctgt tggtgtaatg actcgtcgtc ttgctcgtaa
  3728761 gcttgatgaa acagttctta acggtgacaa aactaaaaag caattcgaag gtatcttaac
  3728821 ttcaactgtt gctgaagtag ttggcactca tgaagctggt aagatttctc ttgacaatct
  3728881 tttagatatg actcttgctg ttcacccaga ccacttagct ggttcagtgt tcgtaatggg
  3728941 acgtcctgct ttcaaccaag ttgctaagct taaagatgct caaggaaact accatgtagt
  3729001 taaagacgtt gtaaatggca aaccagttta caaaatcttc ggacatgaaa tcttaatcca
  3729061 agacaaaatg ccgtcagctg ctgctggttc aatcactgta gtattcatca acttcgctga
  3729121 agcttacgct actatgatta aaaaaggcgc tcaaatgaaa cgtatctctg acgatactaa
  3729181 acaagcttta cgtggctctc atatgttaat gcttgatatg tattgtgacg gaaaaattct
  3729241 taatgaagat gcaattaagt tcttaaaaca agcttaatga catcttcatt ttgtttatat
  3729301 aagactccca tttgggagtc ttattttttt attatcaaat ttaagaaatc gaggtagcta
  3729361 tagatggcaa gtacaataac taaccccaat atattaacaa tagacattaa aaaagatgta
  3729421 ttagaaggaa atccatacgg ctattataac attccttcat tgttcaaaat tatcccaaca
  3729481 gaaggaaaaa caactaaaca gattttatcc aatgagccaa aaggaattcg tgctaaattt
  3729541 gttggtgaat atgaagaaat tccgtatcaa aatgtccgat tacgtgaagc aatattaaat
  3729601 tcaaaacgaa ttggagccgc aattgaatta tcagaggaat tcgttaacaa tacagccatt
  3729661 gatattgaag aatatctcaa acaagttttt acacaacgta ttttggatga aatagaaaat
  3729721 caaatgattt caacaggaac aacagatggt acagaaccaa aaaacattca aaaacttact
  3729781 ccaggaagga atagaacggc aactactcaa gaaggacagc cacttagttt cgaagatatg
  3729841 gtagaaagtt atgaattatt cattaataat ccagcaaaca aaaaaaacgc attttggatg
  3729901 atttcaaaaa gcgccaaatt cagcatcttg gatgaaaatg aaaatgaaag attgtcattt
  3729961 gaaaatatcc ctgaaggtgc agacgcaaca ttccttggtt tacctgttta tcgtagaaat
  3730021 ttaggcatta caggttcagg acaaaatgta gcacatatca ttacaaatcg tgaagcatat
  3730081 ggcattagca tgacgaatat tcgatttaca cgaattaaag gcgatacaaa acaacaaatc
  3730141 aacaacgctc acgtatacat tggagaaagt tatgttgatg gtaaacttat taatgaattt
  3730201 gctaaaactt cagcggtttt cgcttcagaa gttacacaag catctgtaac ggaacaatca
  3730261 attgatgagc ctgttgaaaa agaagctgtt gagccaaaat caacaaagcg taaaccaacg
  3730321 aaagctacga ttgaaaaaga gtaaaaatca cgagcgctcc gtttggaacg ctcatatttt
  3730381 tttatagtaa aatccacatt ttactgaggt tttaatgtac cgcatcttcc ccatcctcta
  3730441 accaattgta taacaatacc ttcccttctc gagttggatc agcgaattgt ttttttccat
  3730501 tcttcaaatc atatttgtgt gccatattct ttaatgagct ataagcatac gctgatattt
  3730561 tctcttgtgg aatatttaca taccgaccac tttcaatcgt ttccgtaaca aatttatcaa
  3730621 tcagtgtact ccatgatttc tttatccacc tattcggtgc aaattccgtg taaaattcat
  3730681 tacacgcatt tgttaaagca attttaaaat cagcggagct tatttccttg ttaatattaa
  3730741 caatatttct tttatcacta ttttgtttat cagtattttt ttctgtcttt ttatttaata
  3730801 gttgtcgttt ttcaacattt gaaattgaat tattgaaatt caattgttca aaatcgtcac
  3730861 ttgaagaatc ttcttctttt ttcaattgct gattttcacc acttgaaagc aaatggctaa
  3730921 atggagagct tatttccata attttaaatc cagctgtagc tacttcttgc ataaattctt
  3730981 ttacttcgcc atcgctaaaa ggaatatcgg aagcgttata ataatggaaa ttctttttgc
  3731041 catcacggta tttgatatcc acccagtatt tcttttcttc cagttcagcg ataccttttg
  3731101 taatggcagc tctaccgaat tttttataca gttgcatctt ttttatcacc catgtttcag
  3731161 gtaatgacat caaatgtgca attaatccta tcgagcgtac atcttctagc tgttgcaatg
  3731221 cgttgttgtg tatttgagca taatcaacgg tcttcctacg tttaataatt ccatccatgg
  3731281 catattctcc ttttgcttca aggagcttat catgataaaa tgtaatcacg atagcacttg
  3731341 agctattgtg tggtaacgag cggtaggacg gccatcctat aatccgttcg ttttttgttt
  3731401 ttatcgtaaa ttcatcaacg ggcttgtctt ttgagccatc tccaaaatgt tctccatttc
  3731461 caatccctgt agatagcgtt ttgtcacttg aatattctca tgaccagcaa tctttgagca
  3731521 tgaatacagg tctaaaccgt tcctaaggtt cgactgaatg gcataatgtc gtaccgtatg
  3731581 cggtgaacaa cgaatgtctt ctcgaacgcc agcacgtaag ccagcgattt tgacgatgtt
  3731641 ctcaatctgt acggtacaga ttggtttgcc agctctcgat aaaaagtaat tatcatgttc
  3731701 caatgctttc ttttcgaaat acttcgcttt aatccgttcg taacgtatca tgtatttttt
  3731761 caacattaag ctcatgggaa catgtcgcca ttttgaacct tttcctttaa ttcgcaagct
  3731821 cgtatcatag atccagctgg attgtaaatt tatcaattcg ctcatcctca taccagtatc
  3731881 cacaaacatt gcgattatta ctttatttcg tgcgtttaaa tacgttttaa agtcgtaggc
  3731941 ttcaatcatt ttagctactt catcatcagt gaacgttttt attacttcca catcttcctt
  3732001 cagcaacttt attttgttca tgatgtttac actcacatat tcttcaacca caagatattt
  3732061 gtaaaagctc ctcaacgatt taatcaatgt attaatgtaa ttggcttttt tccctaagct
  3732121 aatttgatgc tgtacaaatt ttttaatatg aaatgtagct acatcttcta catcatttac
  3732181 ttcatgatgc tcgttcaaat atgttataag ctgtcccaca ttgtaattgt atgtgtcgat
  3732241 tgtcctatcg gaataattct tgattttcaa atcaaataca aattccttca gcaaatcttt
  3732301 gagcaaaaca aaaaacctcc tgtccatgtg gattaacaca taaacaagag gtttgtgtac
  3732361 gactaagtat ttgcttccgc attgctcaat tcaagcgtta gcaaattgct ttgtatgaca
  3732421 aagttcagtc gatttttttc tctttataat tatcgtttga tgttataaaa agatttgata
  3732481 ccatcgtaaa cagcgatttc gcctagttcg tcttcgatgc gtaataattg gttgtactta
  3732541 gcaatacggt cagtacggct catagaacca gttttgattt ggccagcgtt agttgcaact
  3732601 gcgatgtcag caattgtagc atcttcagtt tcaccagaac ggtgagatac aactgctgtg
  3732661 taaccagcac gtttagccat ttcgatagct tcgaaagtct cagttaaagt accgatttgg
  3732721 ttaactttaa ttaagattga gttagagata cctttttcga taccttcagc aagtttttga
  3732781 gtgttagtta cgaataaatc gtcaccaact aattgtactt tatcaccgat acgctcagtt
  3732841 aataatttgt gaccatccca gtcgttttcg tctaaaccat cttcgataga gatgattggg
  3732901 aagtctttgc aaagctcttc gtagaaatca accatttctg cagaagttaa gccagtacgg
  3732961 ccttcacctg caaggtcata tttaccagtt tctttgttgt agaactcaga agaagcaacg
  3733021 tccattccta agaatacgtt ctcgccagct ttgtaaccag ctttttcgat agcttcgatg
  3733081 attacttcta atgcttcacg gttagaacca aggtttggag cgaatccacc ttcgtcacct
  3733141 actgcagtgt taagaccttt gtcatgtaat acagctttaa gtgcatggaa tacttcagca
  3733201 cccatacgga ttgattcttt gaatgttgga gcaccaactg gtaagatcat gaactcttgg
  3733261 aagtcaacgt tgttatcagc gtgagaacca ccgttgatga tgttcatcat tggagttggt
  3733321 aattgttttg cattgaatcc accaaggtaa cggtataatg gaagacctac gaagtcagct
  3733381 gctgcgtgag ctactgccat agatacacca aggatagcgt tagcgcctag tttacctttg
  3733441 tttggagtgc catctaattc gatcatagca cggtcgatac cagcttggtc agttacgtcg
  3733501 aaaccaacga tttctggagc gattgcttca ttaacgttgt ttactgcgtt cataacacct
  3733561 ttaccaaggt aacgagattt gtcaccgtca cgtaattcta ctgcttcgtg ctcaccagta
  3733621 gatgcaccac ttggtacgat agcgcgtccg aaagcgccgc tttctgtgta aacttctact
  3733681 tctacagttg ggttaccacg agagtcaagg acttcgcgag cataaacatc aataattgtt
  3733741 gacataataa attctctcct ttttatataa gcaaattatt taataattgt tttacctgtc
  3733801 atttctttcg gttgctcaac accaagaagt gtaagcattg ttggagcgat atcacctaag
  3733861 ataccatctt cacgtaattc tacgtcgttc ttagtaacga tgaaaggaac cgggttagtt
  3733921 gtatgagctg tcattggttc tccttcagaa gttaattctt catcagcatt accatggtca
  3733981 gcagtaataa gtgctacacc atcttttgca agaatcgctt ctacaacttt tcctaaacat
  3734041 tcgtcagttg cttctactgc tttaattgtt ggttccatca tcccagaatg gccaaccata
  3734101 tcacagttcg caaagttaag aatgataaca tcatgtttat cattttcgat ttcatttact
  3734161 aaagcgtccg ttacttcgta aatgctcatt tcaggtttca agtcatacgt tgcaaccttc
  3734221 ggtgagttaa ttaagatacg ctcttctcct gggaattcag cctcacgacc accgctaaag
  3734281 aagaatgtaa cgtgcggata tttttcagtt tccgcgatgc gaagttgctt taatcccgct
  3734341 tgcgcaacaa cttcacctaa agtgttatca aggttcattg gcttgaatgc cacgtaacca
  3734401 tccactgttt cactaaagtg tgtcatacat acgaattctg gaatgtgagg tactttttca
  3734461 ccacgatcaa actcacggaa gtctccgttt gtaaatacac gagcaatttg aattgcacgg
  3734521 tctggacgga agttatagaa gataactgca tcatcatcat tgattgttgc aactggcgtg
  3734581 ttatcttcgt taacaattac agacggcaat acgaattcat cgtagatacc atttgcataa
  3734641 gagtcttcta cacactcttc tgctgattta taagtagggc cttcaccatt caccatagca
  3734701 cggtaacatt tttctacgcg atcccaacgc ttgtcacggt ccatggagta ataacgacca
  3734761 gagatagtcg cgaattgtcc tactcctgtt tcttttatta cttcatttgt tgcatcgata
  3734821 tagctttgtg ctgtttttgg tccaacatcg cggccatcta agaatgcatg aatgtatact
  3734881 ttctcaacgc cttctttagc tgctaagcga agaagagcaa acatgtggtt catgtgactg
  3734941 tgcacaccac cgtcagaaag taaaccgaat aaatgaagtg cagtaccttt ttcttttacg
  3735001 cttttaattg cactttggaa cgtttcgttc ttatcgaact caccttcacg aattgcaacg
  3735061 tttacgcgtg ttaagctttg atatacaatg cggccagcac cgatatttaa gtgaccaacc
  3735121 tcagagttgc ccatttgacc ttctggaaga cctactgcct cgccacaagc tgtaagcgtt
  3735181 gtgtgaggga atttgttcca gtaaccatca aaattaggtt tcttagcttg tgctacagca
  3735241 ttcccgtaag tttcttcacg aagtccgaaa ccgtcaagaa tgattaaagc tgttggcttt
  3735301 ctcattttac cgcccccaga agacctaaga acgaagcagg ctctaagcta gcaccgccaa
  3735361 ctaaagcgcc gtcgatgtca gattgtgcca tgtactcttt aatgttttct ggttttacgc
  3735421 taccgccgta ttggatacga acagcttctg cagcagctgg agaaacaact tctgcaacaa
  3735481 ctttacggat gtgcgcacat acttcgtttg catctgcaga agaagaagat ttacctgtac
  3735541 cgatagccca gattggctca taagcgataa cagttgcttt aacttgctct tctgttaaac
  3735601 ctgcaagtgc ttttgtcact tgacctgcta ctagatcaaa tgtttttccg ctttcgcgct
  3735661 cttctaaagt ctcaccacaa catacgattg gtgttaaacc atgttcaaat gctgcaatag
  3735721 tctttttgtt tactgactca tctgtttcag caaacatttc acgacgctca gagtggccaa
  3735781 gtactacgta gcctactttt aagtcgctaa gtgctactgg gctaatttcg ccagtgaatg
  3735841 caccattttt ttcgaagtgc atgttttgtg cacctacttg taaatcagtt ccttcagtcg
  3735901 ctgctaccag gcgctctaag aatagagctg gagagcaaac tactgcatca acagctgaag
  3735961 ctgctgggat ttgaccttta acttcctcta cgaagctaac tgcttcagat agagttttat
  3736021 tcattttcca gttacctgcg ataattggtt tacgcatgct ttgcaccgtc ctttttcttt
  3736081 ggctgctact tatttgtcgt taagacaaac tacacctgga agctctttac cttccatgaa
  3736141 ttctaatgac gcaccgccgc cagtagaaat gtggctcatt ttatcagcca taccgaattt
  3736201 ttcaacagct gctgcagagt caccaccgcc gataacagag tatgtacctt ctgcatctgc
  3736261 taatgcttgt cctactgctt ttgtaccttc tgcgaatgga gtcatttcga atacacccat
  3736321 tggtccattc catacaacaa gcttagagtt tttaattaca tctgcataaa tttcacgtgt
  3736381 tttaggaccg atgtccacgc cttcccagtt agaagggata gagtcgatac caacgatttt
  3736441 agttgttgca gtttcagaga attcctcagt gattacaaca tcaactggca tgtagaagtt
  3736501 tacgcctttt tcttttgcaa gttgcataaa ttctttagct agttcaatct tgtcgtcttc
  3736561 acatagagat agaccaattt catgacctaa agctttaacg aatgtgtaag caagtccgcc
  3736621 accgatgatt aagttatcta ctttgtctaa tagatgacga attaaaccga ttttatcttt
  3736681 tactttcgca ccaccgatga tagctgtgaa tggacgttct gggttagaaa gtgctttacc
  3736741 taatacttct aactcttttt ccattaatag accagatact gctggtaggt agtctgcgat
  3736801 tcctgctgta gaagcatgag cacggtgagc tgcaccgaat gcatcgttta cgaagatgtc
  3736861 agcaagagct gcaaattctt tcgcaagttc tgcatcgttc ttttcttcgc ccgcatagaa
  3736921 acgtacgttt tcaagaacta atacgtcgcc ttcgttcatt gctgcaacca tttcttgtgc
  3736981 aactggtccg aatgcttcgt ctgctttttt aacatcttta ccaagaagct cgcctaaacg
  3737041 tgctgctact ggagtaagac gtaattcttc tactgcttga ccttttggac ggcctaagtg
  3737101 gcttgctaaa ataaccttcg caccttgctc tactaaatat tgaattgtag gaagagctgc
  3737161 acggatacga gtttcatctg taattttgcc ttctttcata ggtacgttga agtcaacgcg
  3737221 acaaaataca cgcttacctt ttaaatctac gtcacgaatt gattttttgt tcattggatt
  3737281 tccctccgac tactagttag gattgacaaa acccactcaa aagcttaaca catttgcttt
  3737341 taaaacgaaa gaagagagag agggaacaaa ccctctccct cgttttgtca ttgataactt
  3737401 atataattaa gaattaaaga ccttttgaag tcatgtaagc tgctaagtct actacgcggt
  3737461 tagagtaacc tgtttcgtta tcgtaccaag aaagtacttt aaccatgtta ccttccatta
  3737521 ccattgtaga taatgcatcg attgtagaag aagctgtaca tccgttatag tcgatagata
  3737581 ctaatggctc ttcgctgtat ccaaggatac cttttaattc gccttcagct gctgctttga
  3737641 atgctgcatt tacttcttca actgttactt ctttgtcaag ttcaacaact aggtcaacta
  3737701 gagaaacgtt agcagttgga acacgtacag cgccaccgtt taatttacct ttaagttctg
  3737761 gtaatactaa tgctacagct ttagctgcac cagtagatgt tgggatcatg ttttcagctg
  3737821 ctgcacgagc acgacgtaaa tctttgtgtg gtaagtctaa gatttgttgg tcgttagtgt
  3737881 aagagtgaat tgttgtcatc attccgcgtt ttacgccgaa tttttcgttt aatactttag
  3737941 cgaatggagc tagacagttt gtagtacaag aagcgttaga tactacgttg tggttagctg
  3738001 catcgtattg ttcgtggtta acacccataa ctacagtgat atcttcgtca gaagctggag
  3738061 ctgagatgat aactttctta actgatccac ctaagtgttt ttcagcgtct gattttttag
  3738121 tgaaacggcc agtagattct actactactt ctactccgta gtcgctccat ggtaattgag
  3738181 ctgggtcacg ctcagcgata actttaattt ctttaccgtt aacaacgatg ctgttttcgt
  3738241 tagcagatac ttctgcattt aaagttccgt gaactgtgtc atattttaaa aggtgagcta
  3738301 atgttttagc atctgttaag tcgttgattg ctactacttc tacctcagag ttgttaagag
  3738361 ctgcgcggaa tacgttacgt ccgatacgtc caaatccatt aataccaatt ttagtcattt
  3738421 gaatttcctc cttgggggat tatattaaag ggtaataccc tttgttaact gttttgctgc
  3738481 accttcatct gtaattagaa ttgaagtgtg cccttgttta attacagcct gtattgcctt
  3738541 tgcctttgaa gaacctccag cgactgcaac aacgtgagat acattttgta aatcctcaag
  3738601 ttgcatacca actgttctta ctttatgaac aacatttcct tgttcattaa agtaataacc
  3738661 gaaagcttca ccaactgctt cgcttgcctg aatctttaac caatctgctt ctgaagtatt
  3738721 tctgcggcgt gccattgtta acgcatcacc tattccatga atgacgatat tggaagatcg
  3738781 aatcaactca agaacttctt tcacggaagg ctctgtcaca atagacgcat atgcttcgct
  3738841 gctaacatgg tctgggacat acaataagcg ataattactc atcgtatttt gcgccatttt
  3738901 ggcacaaatg gtattggctt ctaattcaac gccttctcca attccaccac gtgctgggac
  3738961 aaatagcata tgtaaatctt tgcaatcaag ctgcatcatg tccgcaacag cagctagcgt
  3739021 agttcctcca gccacagcaa cgatattatt cgctgtcaga cggtctttta tacaagtcac
  3739081 acaagcacgg cccatctcca gtttgaccca aggcgattca tcactatcac cagggacaac
  3739141 gaaaacttca tccaagtcta atgtttcctt aagttgcttt tctaaaacct ttaacccgga
  3739201 aatttctttc ataaagtctt ccaaagcaag aactaaagct gttccttctt ctgtcaatgt
  3739261 cattccagaa gaagcgacgt gaactaagtt ttgttctttc aaaacttgaa cttcacttcg
  3739321 caatactcgt tctgtcatac cgagacttgc tgataagttt cttcttccaa tcggctgcat
  3739381 gagcctaatg tattgaagaa tttgcattct cgtttgcata acaggtagca gatcaggtaa
  3739441 taattttttt gtgttctgaa tccatgagcg catatctttt ctcctcacta cattggttca
  3739501 tttttcctct gtggtcactt tacgtcccgt agtgacattt tgtgtcccac ataggttaaa
  3739561 aaaataatcc ctgctacgtg tattattgta acaggagata gaaacttatt caactcttaa
  3739621 ctgcattctt tatatagttt attatgacac ctttgtgaat gttaccatat tctacttgtt
  3739681 tttcgtctat ttctacaact ggaatcatta gatgatattt ttctaaaagg tcattatctt
  3739741 catatatatc tatttcctcg atttgaaaag aatattcaca ttgcacttcc tgtaaaactt
  3739801 gtttcgcctt cacgcaaagg ccacaatctt tttttgtata cagtacaact ttcatcttct
  3739861 tcacctatcc gatcgttttt cgtaatgacg acgccgggat gtgcatttgc tctctatact
  3739921 tcgccactgt tcttcgagaa ataacaattt catgttcttc ttctaacaat tttgaaatct
  3739981 tttggtctga aagtggcttt ttcttattct ccgcctcaac aagcgtttga ataaattgtt
  3740041 ttacacgctt tgtagaaacc gcttcatctt cagtcgtcga aacggcatta ctaaagaacg
  3740101 atttcatctc aaataaaccg tgtggtgttt gcacatattt atttcgcgtt gcacgactaa
  3740161 ttgtagattc atgcacactt agctcttctg ctacttcttt taaagcaagt ggctttaaat
  3740221 aatccggacc tttccagaag aaatcacgtt gtttttccat aataatggtc atcacttgca
  3740281 gaagggtttg ttttctctgc ttcaaactac gcataatcca ctgcacatgc tgatactttt
  3740341 ctgatacgta agatgctact tcactttcac tattattaag aagcgcacta tattcagaat
  3740401 gaatctcaat tctcggcata tttctctcat tcatttgtaa aacgagacga tcgccatctt
  3740461 ttttcactgc catatcaggc acaatataaa gtggtttatc agaagaaaac gcaagacctg
  3740521 gttttggttg taatgacgtt atacaattta ctgcatcctg taattcttca ttactacact
  3740581 tcaacacttg aacaagcttt ctccaatctt tcttcacgaa ataagcgaaa tgatcttcta
  3740641 caacctcttc tgccaatcca ttccgccttt gtaagcgctt caattgcaag gttagacatt
  3740701 ccttaatatt ccgcgcccct acccctgctg gctcgagtga ttggacaagc tctacagagc
  3740761 ggtcgactac atgcagtggt gcggaaagaa gatttgctaa ctcttcattc gtttcttgta
  3740821 aatacccatt tccatccatg ttcataataa tgaaagaagc tacttttcgc tcttcttcct
  3740881 ctattttata atactgtatt tgatttaata aatgttgctg aatcgttgtt gaatccacac
  3740941 tgtagatttc catctgattc tcgacttgtt tgctggtact tttacttgtg ttagagctct
  3741001 ttttcttctc cctctcaaaa ccacctaact caataagggg attctctaac gattgctcat
  3741061 acaaaaactc cgataattct tgtacattat actggagcat tgtaatcgct tgccttaact
  3741121 cttgtgtcat tgccaaacgt aagctttgtt cttgtaaaag acttgccttc aaactaatct
  3741181 cccccttgtt tctattgtac aataagtttg gtaaaaggag aatcctatca cagacaccca
  3741241 ttccaaaata ttattaattt atatgtatta atgagattta caacttacaa ccgaaatttg
  3741301 aataatattg aaagaaaata ataagtcgat aaattattat caagtactaa tagtaaatct
  3741361 tattactaga tataacaaga gggaaataaa aaaagtccta acctacaaaa cgtaagttag
  3741421 gactttttga cgcgcccaga gggattcgaa cccccggcag acgtggtacc ggaaaccacc
  3741481 gctctatccg actgagctat gggcgcataa ttataaaata tacttcattt tcttctcata
  3741541 ataatagcaa taaaatccat ctaaatcaat aaaaatatcc ccataatcct ttatgcacct
  3741601 tagttatgat tacatcaaca aagcaccatc ccctaaattt tccaatcata aattcccccc
  3741661 aactcacaaa ttataacctt tgaattgata ttccaaaggg ggcttcattc aatgactgta
  3741721 attacgaaat taaagcaaac tgtttctgga ttaaaaagtg cacaagctag cttagaggga
  3741781 ttcgctcttg atacggataa ccaacaagcg aagcaacttt tccaaacagc tgcgcagcaa
  3741841 acacaaacga ttatcgattc tttaaaccct cgcgttgaag aagtccaaca agaagaacca
  3741901 caatactcac agcaataacg gattcgtcat gctgtgaaat agaaaaagga tgatatgcag
  3741961 tcatcctttt tctatcacat tacatattgc aatagaaatg gaatgataat tatgcgaaaa
  3742021 ctcgggctca taaccgcatt atttgccctt ctatttagct cttttaccgg atgtgataat
  3742081 agtcccttag ataaaaaagt gaaagaagaa gcaaaacgaa cggagaaaga gaaaggtcct
  3742141 aaattaacaa agatgagtac ggaatccttt aatcaatcta tatcacaagg agccaagaaa
  3742201 agggccctcg ctatggatgg gattataaaa agtgcggcag taaattcaaa tttagatctc
  3742261 tatatagcag ttataccgga gcatcacgaa aggtttggat taaaacctct tcgtaagaag
  3742321 cttcaaaaac agctaagtga tgagcatcct actttcgatg ttcgtgtcag tacagataaa
  3742381 aaaatcttta tgttactcga aaaactcgaa agaaaaatta aggaaaaaga agtatctaaa
  3742441 gatgaaatta ataaacaatt aaaattcatt gggaaaaaaa tggagtctaa cacttaacgc
  3742501 ttttttttaa gaaaaggaag gatcgcaatg tctagtaaag ataaaaactt aacccctgtg
  3742561 caacaggagt ataaaaaatt cgaacaagaa cgagaaccga agcgccctgt cttgaaaaat
  3742621 tgtataaaag cctttttcgt cggcggtttt atttgcttca tcggacaact catttctaca
  3742681 ttttatatca catattttga tttcactgaa cgctcagcag gaaatccaac agtcgcaact
  3742741 cttattttca tctccatgtt attaactgga tttggtatat acgatcggtt tggtcagttt
  3742801 gccggagcag gaacagctgt acctgtcact ggatttggca actctgttat cgccgcatgt
  3742861 atcgaacacc gaacagaagg ttttgtcctt ggtgttggcg gtaacatgtt taaattagct
  3742921 ggttctgtta ttttatttgg tgtattttcc gctttcgtca tcgcacttat taaaacgatt
  3742981 ctcgttcaat ggggagggct ataaatgtta caaggacacc gaacatgggt atttgaaaac
  3743041 aaaccagtta ttatttcgac gggagtcgtt ggtgggccgt ttgaagctaa aggaaaaatt
  3743101 ccagaagact tcgataccct ccatgaagat ttatggctcg gacaagattc ctatgaaaaa
  3743161 gcacataaaa ttttattcga agaagcttgt agccgagcta ctgaaaaagc aaaccttcgt
  3743221 aaagacgata ttcaatttgt actcgcaggc gatttaatta atcaaattac ccctacaagc
  3743281 tttgcttgcc gtacactggg cactccttat ctcggactat tcggcgcttg ttctacttct
  3743341 atggaaggtt tagcacttgg agcaagtatc gtaaatgcaa aaggcgcaaa atatttatta
  3743401 accggggcat caagccataa caccgctgta gaaaaacagt tccgctatcc taccgaatat
  3743461 ggtgggcaaa aaccacctac cgcgcagtgg acagtaaccg gtgctggcgc tgctatttta
  3743521 agcgatactg gacacggtcc tagggtaaca tccgccacaa tcggacgagt ggttgatatg
  3743581 ggattaacag atccgtttaa tatgggaggg gcaatggctc cagctgccgt tgatacaatt
  3743641 gaagcccact tacgcgaacg acaaattgat gcttcttact acgatttaat cgtaacgggt
  3743701 gacctcggac atgtcggccg tgaaattgct tatgacttac tacataaaca tggaacgaaa
  3743761 gtaacgagcg aacagtttca agattgcggg ctactcattt atagagaagg gcagcctgtc
  3743821 atcgctggtg ctagcggacc aggatgctct gcaacggtcg tatacggtca cttattaaat
  3743881 cgaatgaaaa gaggagagtt taataaaata cttgtcgttg cgacaggcgc tttactatct
  3743941 ccacttacat tccaacaaga agaaacgatt ccgtgcatcg ctcacgccgt ttcgattgaa
  3744001 tttggaggtg caacgcaatg atttttttct gggctttcgt cattggcgga cttatatgtg
  3744061 taatcggcca acttatgttt gatgttggaa agctaacacc agctcataca atggcaacac
  3744121 tcgttgttgc tggagctata ttagatggat tcaatttgta tgaaccatta attgatttcg
  3744181 ccggagctgg ggcaaccgta cctattacaa gcttcggtaa cgcactcgtt cacggtgcaa
  3744241 tggaagaagc tgcaaaacat ggcatcgttg gtgttattac tggcatgttt aaagtaacga
  3744301 gcgccggtgt atccgcagct attattttcg gcttcatcgg agcattacta ttcaaaccga
  3744361 aaggataaga ggtgttcata tgactgttat cgctagtgta aaaacctgcc ttgctagtgt
  3744421 caggggcgct caagcaagct taagctccct ttcgctaaat tctacagacg atgaagcaaa
  3744481 acgcgtattt catgaatgta tgttagaaat ggatagcatc atcgttgatt tacaaaatag
  3744541 agtttccgta ttagaacgtg aagaacctca atataaaggg ttttaagtag actggaggaa
  3744601 atgactatgt ctcacctgcc ggaatggaca ctggtcattc ttcgctctgt attcatatta
  3744661 atcattttat tcactattac aaaatgctta ggaaaaaggc aaatctccca actttccttt
  3744721 tttgaataca tagcaggaat gacaatcggt gatatcgccg ctcaaatagc tacagggctt
  3744781 gatcaaaagt ttttccatgg tgtctttgcc atacttattt tcgcctcagt acccttcttt
  3744841 gtcggaattc tctccctaaa aaacaaaact gctagagatt tttttgaagg gaagtctaca
  3744901 gtgttaataa aagatggcaa agtacttgag gataatttaa aacaagaaaa atatacaagt
  3744961 gatgagttac ttgaacttct tagaggaaat ggtgcattca gtatagctga agtcgaattt
  3745021 gctgtcttag aaccgagcgg agaattaaat gtattattaa agaaagattt tcagccactt
  3745081 actgcaaaag atctcggttt aaaagtgccg aatgaaaaag aaccacaaac tgttattatg
  3745141 gatgggaatg tactagatga accactttcc gcaagcggtc ataaccgagc ttggctacat
  3745201 tctgaactag aaaaactcgg tgttgtcatt gaaaacgtct ttctcggtca agtggattca
  3745261 tatggacaac ttactatcga catttataat gacaaactac aaatgccttc tcctcaaaac
  3745321 aaacctttat tattggcatc tttaaaaaaa tgtcatgctg atcttgaact attttcctta
  3745381 gaaacaaagt cgaaatcagc aagcgaaatg tatagtaaaa acgcgaaaca aatcgaaaag
  3745441 attttaaata aagtgaccta tcttttaaaa gaatagatat cgaaagaacg cttcaataaa
  3745501 aaggcgttct tttctttttt cctatcgctt ttctaacgtt taaatttatg taattcggtt
  3745561 atgatgttga agatacataa gcagggaatt ttaaaaacat agcgaatatt tcatggtaca
  3745621 actacatatt tttttgattt aaagtggttt cgtttgacct ttattgacca taattgtatt
  3745681 ataagactaa gaaagctttt gaaggaggaa ataacagatg aatttaattc ctacagtaat
  3745741 tgaacaaaca aatcgtggag aacgcgctta cgatatttac tctcgactat taaaagaccg
  3745801 tatcattatg cttggtagtg caattgatga caacgtagct aactcaatcg tttcccagct
  3745861 tttattcttg gaatctcaag atcctgaaaa agatattcat atctacatca acagccctgg
  3745921 tggttctatc acagcaggta tggcaattta cgatacaatg cagtttatta aaccgcaagt
  3745981 atcaacaatc tgtatcggta tggctgcatc tatgggtgca ttcttacttg cagcaggtga
  3746041 aaaaggaaaa cgttatgcac ttccaaacag tgaagcaatg attcaccaac cacttggtgg
  3746101 ggcacaaggt caagcgactg aaatcgaaat cgctgctaaa cgtatcctat tcttacgtga
  3746161 aaaactaaac caaattcttg ctgaccgcac aggtcaacca cttgaagtac tacaacgcga
  3746221 cacagaccgc gacaacttca tgacagcaga aaaagcttta gaatacggtt taatcgataa
  3746281 gatctttaca aatcgttaat agatatttaa agcggaagcg gctcgtttag aatcgctgga
  3746341 gctggataca taaaaaagcg ccctctcaca gggcgctttt tttatactta gatctctgcg
  3746401 cgcgtatact ccacccggta tcgacctaaa tatatcagcg atttttcaaa tatatcgacc
  3746461 gtaactccaa ttatatcggc gattattttc atatatcgac gtttcgacac aacttatcga
  3746521 cttaccgaca atcctcgaca agcatgcaca ctccacatac cctccccacc aatccgcgca
  3746581 aataacaaaa caaaaagcta tcgcacatac gcgatagctt tcttactgta catatgcagc
  3746641 taatgcctct aaagcctctt ctgcatctga accttctgtt gtaattgtta tcatgctacc
  3746701 agttccaatt gctaagctca taatccccat tatgctcttt gcatttactg tctttccatc
  3746761 tttctcgatg aagatatctg catgaaagcg attggcctct tgtacaaaca acgcagccgg
  3746821 acgtgcttgt aaaccgtttt ttaatgaaac ctgaactctt ttttgaacca cagctccatt
  3746881 tcccctttaa cctcttattt ttttgctacc gtttcccccg cgcgtaattt ctctgcaata
  3746941 tcatcgattt tacgcaaacg atgattaata cccgatttac taattttccc cccggatacc
  3747001 atctcaccta actctttcaa tgttacatct tgataatctc ttcgtagttg cgcaatttcg
  3747061 cgtagtttat ccggcaatat atcaagacca accgtctcat caatatagcg gatattttca
  3747121 atctgcctta gcgctgcacc aattgtttta tttaaattag ctgtttcgca attcactaaa
  3747181 cgatttacag aattacgcat atcacgtacg attcgaatgt cttcaaatct caaaagtgca
  3747241 ttatgtgcac ctataatatt taaaaactct gtaatctttt ctgcttcttt caaatacgta
  3747301 atgtaccctt ttcttctttc caacgtctta ctatttaaat caaatccgtt catcagttca
  3747361 catatagcat cattatgttc cttatataac gaaaagatct ctaaatgata agatgatgtt
  3747421 tctgggttat ttactgaacc acctgctaaa aatgcaccgc gtaaatacga tcgtttacaa
  3747481 catttcttct caattaattc ttgtgatata tttcgaataa atgaaaagtc atctcgtacg
  3747541 atatgaagat cagctaatat ttcgcgagac ttctcaacaa gccttacgat atatacatta
  3747601 tttttcttca atcgcatttt tttacgaaca agtaattcta ccgtcacgtc atatcctttt
  3747661 ttcaaaagcg tataaatcct tcttgcaatt gccgcatttt ccgtttgaat atcgattgat
  3747721 agacgacggt ttgaaaaaga aagtgatccg ttcatgcgaa gcaacgctga taattctgct
  3747781 ttctcacagc attccttcat ctctagattc gtcaactctt tctttgtttc tgatgcaaat
  3747841 gacacagcca acacctcctt atacgattat tgtggaacaa aaatcttgtc ctatatgaaa
  3747901 tgaggagcgt tacctcaaac gagataacgc acatctacaa cagtgaatat aaaatagaag
  3747961 ctaattttaa tgtatcgtgc cttacaacac ggtcatcata cttcgctaat tgatcttgaa
  3748021 tcacatcaat attattttca ataaaacgct cttcatctac tacaactggt gccgacattt
  3748081 cttcctcgta taactgacgt aattcacaag gaatatcacg gttatttaca attgcagtat
  3748141 cgataaatgg tttacctaaa tgatcatgta acgcctgcac atggtcaaac gcagtatatc
  3748201 ccattgtttc accagcttgc gtcataacat tacacacata taccttcttc gcttttgcag
  3748261 caagaacagc gtccccaatt ttgttaacaa ctaaattcgg taatatactc gtatacaaac
  3748321 ttcctggacc gaaaacaagt aaatcagctc gtttaatctc agtcaacgtt tcatgtaacg
  3748381 gctctacatc ttctggagtt aaaaagacac ggttaatctt cttgccgaaa taaggaatct
  3748441 ttgattcacc tgttacaatt tctccatctt ctagttccgc atgcagtact gcactttgat
  3748501 tcgctgccgg taatacacgt cctctaacat ttaaaacttt acttgtttct gtaatggcat
  3748561 ggaagaagtc tcctgtaatc gaggtcatac ctgccaataa taaatttcct aacgcatgac
  3748621 ctttcagccc atctccggtt gtgaaacgat gctgaaataa agcttccacc agtggctcta
  3748681 catctgataa cgcaacaagt acgttacgaa tgtcacctgg gggtggaatt tctagctcat
  3748741 cacgtaatct acctgaactg ccaccatcat cagcgattgt aacaactgct gtaatatcga
  3748801 ccggatattg ttttaaccct cgtaataaaa cagaaagtcc cgttccgcct cccatgataa
  3748861 caattttagg ttttctctct tttttcatcc cttaatggcc ctttctcttc tccacatcac
  3748921 gatgagatac atgaacgcta tactctggtt tcaaatgttt cccaaggtat tctgtaagcg
  3748981 taacagaacg atgctgccca cctgtacatc caattgcaat tacaagttga ctcttgcctt
  3749041 ctcttttata atgaggcagc atgaaagtga taagatccgt caatttctct aaaaacttat
  3749101 gcgtctcatt aaatttcagc acatacgatg aaacttcttc atctagtcct gttaatggct
  3749161 tcatatgtgg aatgtaatat ggatttggta aaaaacgaac atcaaatact aaatctgcat
  3749221 caattggaat gccgtactta aatccaaatg acataacatt tacacgaaac gcttgctccg
  3749281 tttcagttga aaataggtga acaatttttt cacgtaattc tttcggtttt aaatccgatg
  3749341 tatcaagcac aatgttagcg cgtgccttca tatcagttaa taagctgcgc tctatctcga
  3749401 ttccctttaa cggcaaacca gttggtgcaa gtggatgcga acgtctcgtt tctttatagc
  3749461 gagttacaag cgtgctatct ttcgcatcta agaataaaat atgaggaata atccatgtgc
  3749521 gttctgataa atcatcaagc gctccccata aatgttcgaa aaactctcgg ccacgcaaat
  3749581 caacgccaag tgctacttta ttcattttcc cttttgaatc cgccataagc tcaataaact
  3749641 tcggcaataa catcggtggc aaattatcta cacagaaata tcctaaatct tcaaaacttt
  3749701 gtaaagctac tgtctttcca gctccagaca ttcctgtaat aattaccatt tttatatcat
  3749761 tattctctgt catcgtatcc tctccttgac ggtttaactc ggatctaatc gatatgaaag
  3749821 caactcaaaa tctggggtat atacaaatgt accgtagatt attccatttc ctttaattaa
  3749881 ataatcaata atgtgataat ctcctggtgc cattgctaaa tcatcaattt tatcaaatgt
  3749941 atgccagcca atgatgcctt cttcgctctc tagtttgttt tctcctgcaa aatctgtcgc
  3750001 taaaaaggag aacatcatcc attcagaaac aactttatca ccttcttgga taacaaaggt
  3750061 gaagaccccc tttaacgctg ggttctttaa ataaatacct gtttcctcac ggtactcgcg
  3750121 gacaacggaa tctcttaccg tctcaccacg ctccattttc ccgcctggtg caacccacca
  3750181 atttcgacga ggtttttgga gtaagagtac ttcattatct ctaattaaca cacagtttgt
  3750241 cactctttgc atgtttcttc acctcagcta cttgcagcaa atttctcact gcatactcat
  3750301 ttcattatac tatcaaaaac agtttgctac aacgaaggag ccagtcctct ttccctaagc
  3750361 atatgctact caacaatttt aaaaaagctt tctataacaa gcaatgtaaa tgcctggact
  3750421 ttcaatgtat agcatgaaaa atccccttaa cgatttttat cgccaagggg attaaagccg
  3750481 ttatttctta ccgaaataag taacaatcgc aaatcctaaa ataaaggtaa taattgaact
  3750541 tataattgaa aacccttcag ttggaatacc agggaacaca attacaatcg aaccgataac
  3750601 tagtccaata attgccgcaa atgtcatact tttataacga tctaataaga aactaattcc
  3750661 tttactactt acaacaaacc ctaccataac accagcacca ataactgcaa ttaaaggcaa
  3750721 gttgagtgta gttaaagcat taattgctgt tggatacaca ccaataatta ataaaataaa
  3750781 tgatccgcta attccaggaa gtaacatagc catactagcc atccatcctg cgaaaaataa
  3750841 accaattgca tttaaaattg ttaacgtcgt aattggatct gctgtcttat ctggtttaaa
  3750901 gaaagctgtg atcgcaacaa gaattgctgc aactattaat aaaacaatgt gcttaccttt
  3750961 aaacgatgac tttgcatcag cttccctcat taacatcggt aatatactaa taattaaacc
  3751021 gaggaagaaa aattgagtcg gttcataatg atttgcaagt aaatatttaa taacgtgact
  3751081 taacgttaaa aacgctgctg ccacaccagc tgcaagtgga attaaaaatc ctaaatgttt
  3751141 tttccattca cgactaaaga atccactaat tgccgcaagc aattgttcat aaatccctaa
  3751201 cacaacagcg attgtaccgc cgctcacacc aggaattaaa tcactaacgc ccatacaaaa
  3751261 tccacgatat atattacgcc attccatact gaataaattc ctcatttctt atagtgattt
  3751321 tttccgtaaa gttcagtata tcaataagaa agcttataat cccaatattt tttgacaaaa
  3751381 ctttgacatt ttcaaaaaaa agaagaaagc tcctatcggt agctttcttc tcaaaaggta
  3751441 tgttatccct tatttttctg atacagtttt tagttcttct aataattctt ctacgtaatg
  3751501 ttgtgcactt tgggctgcaa tactaccatc acctgttgca gttacaattt gacgaagcat
  3751561 tttttcgcga acatcaccag ctgcgaaaat accaggaact ttcgtttcca tacgctcgtt
  3751621 cgtttcaagg taaccatttt catttgtaat acctagttca acaaatggtt ttgatagtgg
  3751681 taacataccg atgtatacga atacgccgtc agttttgact tctttctctt ctccactgtt
  3751741 tacatctaca agtgttacac ttcctacttt accatttgct tcgttaattt cttttatcgt
  3751801 gtggttccaa atgaagtcta ctttttcgtt ttggaaagca cggtcttgta aaattttctg
  3751861 tgcacgaagc gtgtcacgac ggtgaacgat cgttactttt gatgcgaagc gtgttaagaa
  3751921 cacaccctct tcaacagcag aatctccgcc gccaataact acaagttctt tacctttaaa
  3751981 gaatgcgcca tcacataccg cacaatatga tacaccgcgg ccgccaagtt ctgtttcacc
  3752041 tggtacacca atttttttat actctgcacc acttgcaacg ataattgcac gtgctttata
  3752101 ttctttttta ccagcaataa ttgttttgta ttctttacca tcgatgactt ctttcacatc
  3752161 accgtatgca tattcagcac caaatttctt cgcatgctcg aacattttat ttgataagtc
  3752221 tggtcctaaa atagactcat aacctgggta gttttctaca tcttctgtat tcgccatttg
  3752281 tccgcccgga ataccacgct caagcattaa tgtgcttaaa tttgcacgag atgtatatac
  3752341 tgcagctgtc ataccagctg gtcctgcacc aataataatg acatcataaa ttttttcttc
  3752401 tgacacacta ttcactccta ttcattccta cacaattaag ttaccctcat tatactgttc
  3752461 gcatcatttt tttcccaatg atttgcttac ttatgtgtgc gtacgcttaa cagcttgcac
  3752521 atactttcga acagtcgcta cagatacatt atatacatct ccgagctctg actgtgtcat
  3752581 cttatttcct tgttcgctgc gtacgatata ttccaccgca gctgaccagc cgtatacatt
  3752641 tgtaaaaact gccccagatg tatataaacg tataaacgta caaaaccaaa attgtaaaca
  3752701 ctcttcgatt aattcatcat ctttttgcgt ataattgtat aaagcatccg cgatccgtgc
  3752761 gcactgttca aattgctgta aatcagctgg gatgctctta tgactattca gtaaaaagaa
  3752821 atactttgca agttgcgata cgattggaac accattcttt gcctgcgtta catcaaagaa
  3752881 gaatcccacc ttctccggcg ttgataattc attcattaaa tataaagcta gcatttgttc
  3752941 ctctagcgtt gcactttgct gaaatgattt tcgtaattct tcaaataaca cgttttgtcc
  3753001 ttcatcggct aaattcagtg cattccacgg ttcttttccc tttttatcag ggtgcaattc
  3753061 tacaacatgt tgccacattt tttcagctac ttgctgatct ttcaccatat aagcggaata
  3753121 tgcaaaccaa taataaaaac taacgtctcc ttcgtatcct tgacgtttta atactttaaa
  3753181 ccatttatac gcatgctcaa aatgaccaat tgttgcaagt gtcgttccaa gtttcaaacg
  3753241 atgttcaaat gaaattggat atactgcaac taactgagca gctaatactt ctacttgttt
  3753301 atgctctcca attgaatata gaaaaataag cgtattacaa agcgcatgta tattccctgg
  3753361 atttttatct aaaatcattt ccgttaattt cagtgcctta tctacattgc cagattgaaa
  3753421 atgcgcaatg gctaaattat tatgccccga ccaaaattcc ggataatctt tcgtaacaat
  3753481 ttctaatgta gcaattgctt cttccaattg tccgttacga atataacgat tcgcttcttc
  3753541 ctgcataaca attaaatcat cttcatcttc gatctcttcc gcacccatcg cttcttcttc
  3753601 cataatttca agtaattcta atgtatcttc aacaaattcc ttctcttctg caacttctaa
  3753661 atagcgatcc gcatatttct tcgcctgctg gaatagtccc atatatgcat aattatttgc
  3753721 aataaaataa taacactgtt caagttctgg attagatcta acaagcttaa agaaggtttg
  3753781 attcgactct tggtattcac cagcctcaga taatactgtt gctaattgac ataaaataaa
  3753841 cggctccttc tcactttgtg ccgctcttcg aaaatattta attgcatctt gcaatttttg
  3753901 ccctttgtaa gccctcatcc cttttttata aaagaagtcc gctaattgat taaaagagat
  3753961 aacttgtccg ttctccttat atattctttg atttttcccc atatatcctc cagttttttg
  3754021 ttttcttcgt tcacacattc ttctatctat aagtataaac gattccgtaa aaaacaaaac
  3754081 agtatattat actcaattat ttccttttta tgcattaaaa aagaagagaa atgttacatt
  3754141 tctagtatga accttctcta gcctccattt gctctttcgt ataaataaca cgcattggat
  3754201 tcccacccac gaaagcaccg ctcggtacat ctttatgaac aagtgtgcca gctgaaacaa
  3754261 tcgcgccatc cccaattctc acacctggta atatagtcgt atttgctccg atcatcactt
  3754321 cgtttccaat aacgatctct ccaagtcgat attcgcgaat taaatattcg tgcgctaaaa
  3754381 gcgtcgtatt ataaccaata atcgaattgt ctcccacagt tatcttttct gggaacataa
  3754441 tatccggcat taccataagc gcaaacgatg ttttctttcc tactttcatc cgcaaaaatg
  3754501 tgcggtacaa ccaatttttg acggataaaa atggtgtgta acgcgcaatt tggataataa
  3754561 taaaattctt cattaccttc caaaaagaca ctgttttata cacattccat agtgaacttt
  3754621 ctcctgaaac aggatagcgc gttgtccgtc gcacttaaat cgctcctcta cttatcttta
  3754681 cgaacgattc atgtcggaca aaatcggcaa taaatcactc attttatcta gcataaagtc
  3754741 tggcttgtaa gtttctaaat acgctctacc tttcaatgtc catgaaaccg ccgctgtttt
  3754801 cgtacccgca ttttgtccac caacaatatc atgatgatta tccccaacca tcaatgcttc
  3754861 ttctggtttc gcatctaata actgaagcgc tttttgaagc ggctctggat gtggtttcac
  3754921 atgctctaca tcatcaattg tcacgacaac atcaaaaaac tcatcaagct ttgataactt
  3754981 caatcccatc tcaacagttt gtcgtgcttt cgttgtaaca ataccaacct tatagccttg
  3755041 cttctttaac tcttgaactg tttcatatac agtttcatat tcttctacta attcatcatg
  3755101 atgatcatgg ttaaattgac gataactcgt aattaactct tcaaccttac tttcatcaat
  3755161 cttactgaaa gtatcatgta aagatggacc gataaaaggc aatacatctt cacgcttata
  3755221 ttgatttgga taatatgtat gtaaagtatg taaaaaagaa gaaataataa gttcgtttgt
  3755281 attaattaac gttccatcta aatcaaataa cactgtattt attttcattg ccttagtcct
  3755341 ttctctttcc tgaatatgaa agaagcagca tcttataata agatgctact tgtctctaat
  3755401 tttccgaata tcttttatca gcttgcccca tttttcgtct cacaataatg aaaataatag
  3755461 aaataacaac aagtccaatt gacattactt gtgcaatacg aagcggtcct agcattaaac
  3755521 tatctgtacg taacccttct acgaaaaagc gtcctattga ataccaaatt aaatatgtga
  3755581 agaataattc cccacggcgc aagttcactt ttcgtaatgc gagtagtaaa atgacacctg
  3755641 caaaattcca tagtgattca tataaaaacg tcggatggta gtatacacca tcaatataca
  3755701 tttgattaat aataaaatcc ggtaaatgaa gaccttctaa aaactgtctc gttacctcat
  3755761 caccatgtgc ctcttggttc ataaagtttc cccatcggcc aattgcttgt cctagtaaaa
  3755821 tacttggtgc agcaatatct gccaacttcc agaacgaaac cccgcggcgt tttgcaaaaa
  3755881 gaattcccgt aacaacagcc ccgattaaac caccatgaat cgccaagcca ccttgacgaa
  3755941 tattaataat ttgactcggg ttttgtgcgt aatattccca ttcaaaaata acatagtaca
  3756001 ttctcgcaaa tagaatagcg atcggtactg caattaatac aaggtcaaca aatgtatctt
  3756061 ttggaatacc tagcctttct ccctcacgag ttgctagcca aagacctaat agcacacctg
  3756121 taccgataat aatcccgtac caataaacag gaaacggtcc aagttggaca gctacgcggt
  3756181 caagctgcgg tacagaacct aacagcatat gtatgacctc cctctccaat gtttactcct
  3756241 gatttcctaa ctcaatcgca ctcattaatc gttctgagaa ctgctgtgct gcattgactc
  3756301 ccatacgttt taaacggaag ttcatcgctg ccacttcaat aataacagct aagtttcgac
  3756361 caggacgaac tggaagtgta atcttcgtaa gttctgtatc aataatcttc atcttctctt
  3756421 catcaagacc taagcgatca taatttttct tttgatccca aatttcaaga ttaataacaa
  3756481 gtgtaatacg cttataattt cgcactgctc ctgcaccgaa taacgtcata acgttaataa
  3756541 tgcctagacc acgaatttct aataaatgct caattaaatc tggtgagctt ccgactaaca
  3756601 tgtcttcatc ttcttggcga atttctacac tatcatccgc aacaaggcga tgaccacgtt
  3756661 ttacaagctc aagagctgtc tcacttttac cgacaccact ttgtcctgta attaaaacac
  3756721 caacgccgta aatatctact aacacaccat gaacggcagt tgttggcgct aacttacctt
  3756781 ctaaataatt tgttaaacga cttgatagtc ttgttgtcgt ttgagaagaa cgtaataaag
  3756841 gcatgcctga ttcacgtgat gcttgcagta actcatctgg tacatcttga ttacgagtta
  3756901 caataataca tggcgtctcc tcagtacaaa gcgctttcat tctctcttgt ttttgatctg
  3756961 acgttaacgt gtcaaagaat gtaagctccg tctttccaag aagctgcacg cgatcagctg
  3757021 gataatatgt aaaaaatcct gccatttcaa ttccaggtcg tgataaatca cttgtatcaa
  3757081 tcggacgatg aattccttct tcaccactta ttaactccaa ttgaaattgt tcaatcaaat
  3757141 cttttgtcct tactttcggc atatgtataa acctccactc cgctgcgggt tcagtctcat
  3757201 ttgatgtaaa attccattct accggatatt gtaccatttt tttctggaaa caagaaatac
  3757261 ggtttctaat aaatagaaaa aaacatttca tacacatcat gaaatgtttt tctttttgtc
  3757321 attttctctt tttttcatat aaaggttcca caattgcctt ttcaataatc atattaaaaa
  3757381 ttgaaataca aatggccgca acaattgcta caccgaaacc tgatatatta aatgcatctc
  3757441 ctaataatga atctgctatt tttaacgtaa tcgcattaat aacaattaag aagaacccga
  3757501 aagttacaac tgtaattggt agcgtaatta aaattaaaaa cggttttacg aacacattta
  3757561 aaacagctaa tataatactc gcaataattg cagtttgtat atttgctacg taaaacgcgt
  3757621 caggtgcaat cccttttaaa agtcccgata cagcgattaa cacaacgcta tttacaagaa
  3757681 gtgatacaat ccatctcatt tctttacaca tccttttaac atatatattt catcatacgc
  3757741 taatagataa taaacgcaag tatcatgcaa acacttatat caacttattc tactcttcat
  3757801 gcttgtatac ctactaacac ttcttagcga aatacggccc acaccatcta tgctcatgcg
  3757861 tttttacaaa agtccaagtg aaatctttat ctacaatata aacatcgcct ttatacatat
  3757921 catctgtttc acgcaatata tcatccatac ttaataaact cgcatctttt attagtagta
  3757981 catcatcaca gtgttgatag aagatgtagc aatccttttt cacttcatta tgaaacgcgt
  3758041 tctccgcttc ttctccctct aaacacttct ttctctcata actaaatatg tgccatagat
  3758101 acccacatgc atgcttatct ccataaagga aaatatcttc tttttcctca tcacttacat
  3758161 gatttgcaaa atgatcctcc catcgcttcc gaaaatatac accccacttt tgaaactctc
  3758221 ttaccttcat atttttcttt cgcaacatat ctaaaaactc catcttctcc ccctatacaa
  3758281 taaaaaccga gcgtcacttc cactcggttt tcattcatac acttattgtg ataactctac
  3758341 ttcttttatt ttctctttca ttctcgcttt atcacgattt aaaatctctt ttaaatactt
  3758401 acctgtatac gagcgctctt ctttcactac ttgctctggc gttccggaag caacgatttg
  3758461 tccacctttg tctccgcctt ctggtccaag gtcaacgata taatccgctg ttttaattac
  3758521 atctaaatta tgttcaatga caagtaccgt ctcaccgctc tcaacaagac gttgcagcac
  3758581 ttctagaaga cgggcgatat catgcgcatg taaaccagtc gttggctcgt ctaaaatgta
  3758641 tagtgtacgt cctgtagaac gacggtgtaa ttcagaagct aatttcacac gctgtgcttc
  3758701 accaccagat aaagtcgtgg ctggttgccc taatttcata taaccaagcc caacgtctac
  3758761 aagcgtttga agtttacgtt taatttttgg gatattagcg aagaactcta ctccgtcttc
  3758821 aatcgtcatc cctaacactt cagaaatgtt tttatcttta tatttcactt ctaacgtttc
  3758881 acggttgtaa cgtttaccgt gacaaacttc acacggaacg tatacgtctg gtaagaagtg
  3758941 catctcaatt ttaataattc catcaccacg gcacgcttca caacgtccac cttttacgtt
  3759001 aaagctgaaa cgcccttttt gatatccgcg cactttcgct tcattcgttt gcgcaaacac
  3759061 atcacgaata tcatcgaaca cacctgtata ggttgctgga ttagaacgtg gtgtacgacc
  3759121 gattggcgat tgatcaatat cgataacttt atctaaatgc tcaagacctt taatttcttt
  3759181 atgagtacct ggcttcgctt tcgctttata taacttttgc gctaacgatt tatatagtac
  3759241 ttcattaatc atcgtacttt tacctgatcc agatacaccc gttaccgcta caaacgtacc
  3759301 aagcgggaat gacatcttcg cgttctttaa gttattctct tttgcaccga caatctccac
  3759361 tttacgtcca tcacctttac gtctttcaag tggaactgga ataaactctt taccgcttaa
  3759421 atacttacct gttagtgaat tctcatcttg catcacttca gctggtgtac ccgctgatac
  3759481 aacttgtcca ccgtgaatac ctgcgccagg cccgatatcc agtaaataat cagctgccat
  3759541 catcgtatct tcatcatgct caacaacaat taacgtatta cctaaatcac gcatttcttg
  3759601 caatgtacga ataagacgat cgttatcgcg ctgatgcaaa ccgatagaag gctcatcaag
  3759661 aatgtaaagc accccagtaa gacgcgaacc aatttgcgtt gctaaacgaa tacgttgcgc
  3759721 ctcaccacca gataaagttc ctgcggcacg acttaacgtt aaataatcta aaccaacgtt
  3759781 tactaagaac ccaacgcgct cttgaatttc tcttaaaatt aaatgggcaa ttttttgttg
  3759841 tttctctgtt agctccacat ttgagaagaa ttcctgtact tcttgaacag aatacttcgt
  3759901 tacatcagca atcgtttttc cgccaacgaa aacagctaaa ctttcaggct ttaagcgtcc
  3759961 gcctttacac ttcggacaag cttgttctgc catatacttt tccatttgct cacgaatgta
  3760021 atccgaactc gtctcacgat aacgacgttc aatatttgga ataacacctt caaataaaat
  3760081 ctcattttcc tttacttgac caaattcatt tacatagcgg aaataaactt tctcttcacc
  3760141 gcttccgtac aacactttat caaataaatc tttcggtata tcttttacag gcacatccat
  3760201 atccacgcca taatgattac atacagattg taaaagctgt gggtaatatt gtgaacttgt
  3760261 cggttcccaa ggcgcaatcg catgctcatt taatgataaa tcccagttcg gaataacaag
  3760321 ttctaaatct acctctaact ttgagccaag cccatcacaa gaaggacatg caccgaacgg
  3760381 actattgaat gagaacatac gcggctctaa ttctccaatt gaaaaaccac aatgcggaca
  3760441 agcatgatgt tcactaaata gaagctcctc ttctcccata acatcgatta acactcgtcc
  3760501 cccgccaagc tttaatgcac tttcaagaga atcagcaaga cggcttgcga ttccttcttt
  3760561 tacaacaata cggtcaatta caacttcaat agaatgcttc ttatttttat ctaacgcaat
  3760621 atcttcagac acatcgagca tttcaccatc aacacgtaca cgaacataac cttgcttctt
  3760681 aatatcttca agtactttta catgtgcacc tttacgccca gaaacgatag gagctaacac
  3760741 ttgtaatttc gtacgttcag ggtactcaag tacacggtct accatttgct ctactgtttg
  3760801 cgatgtaatt tcaatgccat gattcggaca aattggcgta ccaattcgcg caaataataa
  3760861 acgtaagtaa tcataaatct ccgttaccgt tccaacagtt gaacgcggat tacgactcgt
  3760921 cgttttttga tcgattgaaa tcgctggaga taagccttca atcgtatcta catccggctt
  3760981 atccatttgc cctaaaaact ggcgtgcata cgcagataac gattctacgt atctgcgctg
  3761041 cccttctgca taaatcgtat caaatgctaa tgaggatttc cctgaaccag acaatcctgt
  3761101 tacaacgaca agttgatttc tcggaatggt tacatcaata ttttttaagt tatgtgctct
  3761161 agcacctttt acaacgataa aatccttgct cttactcact cttttcaccc ttccgctttt
  3761221 aattctaata gtaaatctct taattcagct gcacgctcga agtctaatgc ttttgctgct
  3761281 tctttcattt ctgcttccat cttcgcaatt gtcttttcac gctctttttt cgtcatcttc
  3761341 ttagctggcg tcgcttcata tgtttccggc tcttcagcag ctgtcgttgc acggattaca
  3761401 tcacgcacac ctttttgaat cgttttcggc gtaataccat gctcttcatt gtaagcttct
  3761461 tgtatactac gacgacgctt cgtctcttca atcgcaatcc ccatcgatct cgttatacga
  3761521 tctgcgtaca taataacgcg accgttttca ttacgtgctg cacggccaat tgtttgaatt
  3761581 aacgaacgct ctgaacgcaa gaatccttcc ttatcggcat ctaaaatagc tacaagggat
  3761641 acttctggaa tatctaatcc ttctcgcaat aagttaatac caacgagaac atcaaactta
  3761701 ccaaggcgaa gatctcgtat aatttcaata cgttctaacg ttttcacttc agaatgcaga
  3761761 taattcacct taattcctac atcttttaag tagtctgtta aatcctctga catcttcttc
  3761821 gttaaagttg taattaatac acgttcattt tttgcaatgc gatcttgaat ctctcctaat
  3761881 agatcgtcaa tctgcccttc aattggtcgt atatcaattg gcggatctaa aagccctgtt
  3761941 ggacgaataa tttgttctat tacttctggc gactgctcta attcatacgg tcctggcgtt
  3762001 gctgaaacgt aaataacttg attcgttttc tcttcaaact catcaaatgt gagcggtcta
  3762061 ttatctaaag ctgatggcag acggaatcca tgatccacaa gcacttgttt acgcgcttgg
  3762121 tccccgttat acatcgctct tacttgcggc actgatacgt gggactcatc cataacgatt
  3762181 aagaaatctt tcgggaaata gtctaataac gtatacggcg ttgcacccgc tggacgaagt
  3762241 gttaaatgac gggaatagtt ttcaatccct gaacaaaagc ccatctcgcg catcatttct
  3762301 aaatcataac gtgtacgctg ttctatacgc tgcgcttcta acaacttacc gttatcattt
  3762361 aattccttta aacgctcttc taattctttt tcgatatttt caatagcgac cttcatcttt
  3762421 tcttcacgtg taacgaagtg agatgctggg aagattgcta catgatcacg ttctgctaat
  3762481 acttctcccg ttaaagcatt tacttcgcga atacgatcaa tttcatcgcc aaaaaactca
  3762541 attcgaatgc aatgctcgtc aagtgatgcc gggaagattt caactacatc tccgcgcacg
  3762601 cggaatgtac cacgcttgaa atcaatatca ttacgtccat actgcacatc aacaagttca
  3762661 cgaagcaatt gattgcggtc cttttccata ccaactcgaa gtgaaacaac taactcgcgg
  3762721 tattcttctg gagaacctaa accatatata cacgaaacac tcgcaacaat aattacatca
  3762781 tcccgttcaa ataatgcgga cgttgctgag tgacgcaatt tatcgatttc atcattaatc
  3762841 tgcgcgtctt tttcaataaa cgtatctgtt tgtggcacat acgcttctgg ctgataataa
  3762901 tcgtaataac taacaaaata ttcaactgca ttattcggga aaaagtcttt caactcacta
  3762961 tataactgtc ctgctaacgt tttattgtga gccatgacaa gcgttggctt ttgcacttct
  3763021 ttaatgacat ttgaaatcgt aaatgtctta cccgttcctg tcgccccaag caacacttgc
  3763081 tttttctttc cactattaat tccctctaca agcttctcta tagctaccgg ctgatcacct
  3763141 tgcggggaat acgctgagac aatttcaaat tgacgttcca agaaaatccg acctgctaca
  3763201 aaaaatatag acaaatgtat attcttagag tgttcctgct tctacgtgtc ctgccttgcc
  3763261 aaccactcgc tactacagtt tgatctaaca ctccacaggc gtaaattccg atgtagccca
  3763321 ccgtacatat atacaatcta tttacgttag tattgtatat ttttttgctt gtaaaaggtt
  3763381 tattgacgcg ttcaaatctc tatccattac atttccacag ttacatgtat atactcggtc
  3763441 ggatagcttt aagtctactt tcttttgacc acagtatgaa catagctttg aagatggata
  3763501 gaacctgtct acttgacgta attcaattcc atattcctca catttcgtca ataaccatgt
  3763561 tttaaatgta taaaagcact gcttagcaac tgctttagat agatgtttat tcttcatcat
  3763621 accttttaca ttcaaatctt ccactgtaat aaacgttggc ttggttttca ccacatcatt
  3763681 tacaacagat tttacatacg ctaatcgaat atttgctagc ttggcatgta gtttttgcac
  3763741 cctaagaata tttttatcta tattcgctct tttgttagta gcagattgtt cacctctctt
  3763801 tcttatattt tcaaatttgc gtgataaaga gcgttgttca cgtttcaacc gtttttctat
  3763861 cttttttact tgtattgttt tgttcatatt ttcataaacg ataccatcgc tacgtatagc
  3763921 gaaatccttt acccccaaat caatacctag acctgtttga ttgagtattg gcttcatttc
  3763981 tgcttctttc cattcgcaaa gcacagatac aaaatatctt cctgctcttt tacctatcgt
  3764041 cccacttttt acaatcgtat tttttgggat atacccatat tcttttaacc tcatccaacc
  3764101 aatcgttgga acttttactc tatgtctttc tactgtccaa tctgttttgt tgtttttagg
  3764161 aaaatagcat ttcacatctt gattcttctt tttcttataa cgtggaaatc cagataaacc
  3764221 ctgaaagaat cttttaaaag ctttatctcc attcataatg gcctgtttta ccgctttact
  3764281 agataccttt ttaatccatt gactacattc ttttgtataa acattgttta gccatttaga
  3764341 aaaatcatat ccactaagga accttccctc tgattcatac atctctttgt ttttggagag
  3764401 atacagattg taaacgtacc tacaaacccc aatcgtttga ttgatcttgg ttatttgttc
  3764461 atgtgtcggt tttatctcta taaaatatgc tcttctcatg tctctttatc cctcgacatt
  3764521 ttttgtattt tctcaatcat atatcttaca actacataca cgaatgatag atagcaaatc
  3764581 ttgaacaatt tcttcttgta gagattgttt ttcatttatt tttttgactt tgataagtag
  3764641 ttaaaacatc tggattatcc tatcttttca atagacatgt gaatcattcc ccaaaactct
  3764701 ttcaatatat gctctttcat aattacattt ttatacatct gtctatcata gtttgctttt
  3764761 ttgaatactg tttaatgttc ctcataaaaa tctgtattat tattttacca cgaatgccca
  3764821 taaaaaacct aaaaaaacga acagatattc ggtaaagttt tcgacaatat atacatagaa
  3764881 aaaggaagga gtatatactt ccttcctcta ctaactctat tttttaggta catataatac
  3764941 gtcatatcca ttgggcccac cttcattcgt acaatctatt agcctataag tggttcctga
  3765001 ttcgcgctcg tctttcacaa tacttttaca actatcttta tataaccctt tattatcacc
  3765061 gtcaaattgg tcttttctat tatctgacgc ataaagtata tcgttcttac tacgctctaa
  3765121 cgtttgaaaa atcgggtcac cttcatgcgt gtaatgtaca attcttattt tatcaacttt
  3765181 cacttgctcc acattcaaaa cgaattgctc gaatttatct agattggaaa ttcctgttcc
  3765241 ctttacaacg acatcattct tcttatcaat tgtagtgtta ggtggtgagc atgctaccaa
  3765301 actaaagaga aatatccata taaaactggt tctttttctt attgtcatcc tctcctataa
  3765361 aaattatttg tataccagaa aagctacttt caactatgaa agtagctttt ctttcccttt
  3765421 ctccttcttc ggaaaaagaa catatgaaaa tgaaatagct gtatccacta aaagtataat
  3765481 cgcccaaact tggctaacgc gactcgctgc tttatttaaa acgattcctg attctaacca
  3765541 attcccccat tgttccaatg gtacaaaacc gtacagaaag aaaaagaaaa tatgcacaac
  3765601 aacaaacaaa ctaaggtgca atgcccaatt ttttatttcc tgcttcgcat aggccgtacc
  3765661 tgttaattct atctgttctt ccataattgg cgctggttca ttcctccgtt tcgcaactag
  3765721 cttttgcgca aacatatcaa gcttcttcaa atcctttttc ccgtagaaga ctgcatacaa
  3765781 taaaataatt accgtaatga tttgaaagtt agagaacttt cctgtttgat aatagtccac
  3765841 tacccctaag gttaaaatga atacttcgtt tacgagtagt acaatcccca taataaaact
  3765901 cgcctttttc aaacgaaatc cgtaacggag taaaaagaaa ccgatagccg ataaccaaaa
  3765961 tacaatttct gccccaatta aaaaatacca acgatattct gcgagcatac tcatttatcc
  3766021 ctctcctttt catcataaac acgaaaagct tcatccatat atagtaaaag ttcttcttca
  3766081 atcggataca ggctcatttt ctgtgaatct tccttcgatt ttctaacttc ccataactta
  3766141 tctaaaaacg cttcatcacc attagccatt tctaaacatt tctgcattaa tttcttcgtt
  3766201 gccccttgta cctcatcact agctacttct ttaccatctt tcataaaagt acgaaattgc
  3766261 tttaataaat ctacccattc taaaacattc aggtcttcct tactcatgtt tggtaaatta
  3766321 tgaagcaatt tttgttcttc ctttgaaaac acttcatttt gaaatatttc acgtatacga
  3766381 gaagactgct tcgaaagctg aatcagttca aacataactt tccaatcgag ttctccttcc
  3766441 acatctaccg aataaacaac tgcttgtaaa acactctcca ttcgattaaa tttcttttgt
  3766501 tcttcctgta caaaccgaag ttgtttttca agcgaatttt ttaaatcgag ctcacctttt
  3766561 actaacatat tcgcagtttc ttttaatgaa aatcccattt cctttaaaaa caaaatttgt
  3766621 tgcaaacgaa taacgtcagc ttcactatat aaccgatgtc caccctctgt tttaccactc
  3766681 ggcttcaata aatctatttg atcataataa cgtaatgtac gtaccgtaac ccctgtttct
  3766741 ctcgtcaatt gttgtattga aatcactacc atcacctctt ccccttcatt ataaaagatg
  3766801 acgttacgta actttcgagc cttttgtaaa aaaatacaaa aagctgttta tactctttgt
  3766861 ataaacagct tttatggaaa taaccccttg tgtacagcac gcccacaaaa taaaataagt
  3766921 gctccaacaa caacgctcgt tgctgtttta tgataatgag ctaatagtaa taaataatac
  3766981 gataaaccta cagtaccaat cacaatacaa atgcttggca ctggattacg agaaaaattt
  3767041 tacattcccc aaagaagcgc aaatatgact gtagcgacac ataacaccgg taatcccatc
  3767101 ccagttcccc tttttctatc tattccttgt tgcgaaaata ctcgttgatg ccatacttat
  3767161 taataaacca aaaataacaa tatataataa ctcatttaca tgtactactg gcctatctaa
  3767221 atacttattt acgcaaagat acataatgaa caaaaaaacg aagcttgtca tacaaatcgt
  3767281 aaaatatgac ttcatcttat tcacaacacg ctcatcaatc gacggcactc cctcttcttt
  3767341 caaacgcttc tgttctttat attctgaaac tccatataaa ataactagcg ctacattcga
  3767401 tatgaaaata gttccccacg aaatacttaa cattattaaa ctcgcattta aaataagccc
  3767461 cgctataaat aaacttccta taaaccttat aacatcttgc ttactcatac atgatcagcc
  3767521 tctttttgat ttctatattt ccatttcggc caatagttca caaagaaata aacaaactgc
  3767581 cctagtacaa ataacacaaa cggcatacca gcacttccgt aaatgattaa attgtacaaa
  3767641 ctccacacag ctaaactaat cgcgaaaaat aaccctacat atttaaacgc tttatctgac
  3767701 tgaaatctct caaactcatc ctgcattttt ctctcccctt actctagcgt aaatatttct
  3767761 tccaccttca ctccaaaata tttggcgatt tttaaggata actctagact cgggttgtaa
  3767821 tgatggtttt caatcgccac gattgtctgc cgcgtcacct gcatcgcctt tgccatttca
  3767881 acttgcgtta tatgatgttg ctttcttaat tctttaattt tattttttac acccataggc
  3767941 tccaccttca aaagtaaaga tatctttact taaattataa atattttcca gttgtaagta
  3768001 aagatatctt tacaaatttt agaaaaacat ttcactgaac atcttttcta acaaagtaca
  3768061 gagggaatta aatttatatc agcgatttcc taaatatatc agcgcaactg aaattatatc
  3768121 ggcgattccc caaatatatc agcgcaactc catttatatc ggcgattttt tcaatatatc
  3768181 gacttaccga caaataccga catccgtagc actataaaca taagaaagaa gctgtcccaa
  3768241 aatatctttt ggaacagctt cttcttccta ctacataaat cctaacgcat atacaagaac
  3768301 gtatccaaga accgatagac aaaccgagcc gatcagcccc gccacgaatg ctttgcttcc
  3768361 taacttacgg aacgttttaa actctacatt taaaccaagt cccgccatcg ccattgcgat
  3768421 aagcatgtaa gcaagaacaa cgatgtagcc agcaacaact tctggaataa tcccgagcga
  3768481 atgcactgca ctcattgcta aaaatccgaa gatgaaccat ggaattggaa ggtcacgcca
  3768541 cgatcttttt tccttgctac cttcactctt cccaaaccat actccaatta aaatcgctac
  3768601 cggtacaagc attgttacgc gcgttaattt cacgataact gcgatgtcta cagccgtgct
  3768661 tcctcctggc gccgcagctg cgatgacatg agcgatttca tgcagcgtcg cacccgagaa
  3768721 tacaccgtag ccgtacggag aaaagccaag cactggatat aataacgtat aaataagtgt
  3768781 aaatatcgta cctaaaatcg caataattgc agctccaact gccgtttcat cgtccttcgc
  3768841 tttcacttgc ggtgcaattg ccacgaccgc ggccgccccg caaattgctg tcccacatgc
  3768901 tgttaaaatc ccaagttttt tctctacttt aaacactttc gttagcccat atacaacgaa
  3768961 aagcgtgaat gtaataacaa ccgctgcgat gaccaatact ttcggccctg ccttcgcaat
  3769021 atcaacaaga tttaaccgca ttccaagtaa gataatccca aagcgaagca atttcttact
  3769081 cgcaaagttc gtccctgcaa tcgcatcgtg aggaactcca attgccgcac gccaaaccat
  3769141 cccaattaga atagcaatta ctaattgtcc cataatattt aaaaatggaa gctccgctaa
  3769201 atatttcgcc acgattgcga ttaatagtgt aatcccaatt ccttgcgaaa atccaaaacg
  3769261 cttcttcttt tgtataacaa gtgtttgttc cactttgaac cactccaata atcgtattgg
  3769321 aacatgcatg ttctttctac ttacattata agaaagtttc tataataagt ttaataccaa
  3769381 taccaaatct ctatcatcag aaatacttat gataagatga tagaaaagaa aggagccgat
  3769441 tatatgaacg tagatatttt aaaaatcttt gttactgtcg ttgagcagaa acatttctcc
  3769501 cgtgcagcag aattattaaa cctttcacag cctggcgtaa gtatgcatat acgcaactta
  3769561 gaaaatgaat ttggaactac acttattcag cgctcaccga agcacgttca agtgaccgag
  3769621 gccggaaaca tcttatatat acatgcaaag caaatgctct ctctttacga agatgctaag
  3769681 caagaaatta acgagctaca taacgttgta acaggaactc ttcgcatcgg tgctagtttt
  3769741 acaattggcg aatacttact tccgaaaata ctagctgact acgcgaatga aaatccacac
  3769801 gtcgaagttc acaccttcat ttcaaataca gaagacgttt tgcaaagcct tcgctctaat
  3769861 caaattgata tcggcttagt agaagggcaa gtcgtatacg ctgacgttga cgttgaaaca
  3769921 tttatgcaag atgaaatgaa gctcgtcgtt ccaccaaacc atccactgct ccgcacaaat
  3769981 aaaataaatg aaaggacact ccaagatcaa gtatgggtat taagagaaag tggttctggt
  3770041 acacgcgctt atagtgaccg ctttattcat caacaccatt taaaaatgaa gcgatttttt
  3770101 acattcagca gtatacaaag cgtgaaggaa gcggttagtg ctgggcttgg catcgctatc
  3770161 ctttctgatt ggactgtacg gaaagagcta cttgcaaaag aactattcca cgtcgaagtt
  3770221 ccaaatgaac aactcatccg accattttcc atcgtccgcg gcaaatattt catcccatct
  3770281 aaagctattc aagtgttttt aaatcatgtg aattcttttg cgaaaaaaca gcattgacct
  3770341 tcacattagt gtgaaggttt acaatgcatg taaaaggagt gaaacacatt gcgaattgga
  3770401 gagttatcaa aagaaactgg cgttagtgag agatcactaa gacattacga agaaaaggga
  3770461 ttactccctt ctaagcgcct cgcaaacggc taccgtgatt ttgatgaaag tgccatcaaa
  3770521 aaagtggagc ttattcaaat gtacttacaa atcggcttaa atttagaaga gacagcaagg
  3770581 atgctgcgct gccttgaaat agagccacac ctatatgaca atccgtgcag catccttaca
  3770641 ctttacgaag ataaactcaa tgaagtaaca aagcaaatct cattgctttc caacattcaa
  3770701 acgaatttgc aaaaacacgt ttcactccta aaacaagcaa aagaaaagga atgataacat
  3770761 gtttgttata catggcagtt caagacaaaa cggaaataca gaagctttaa cacatatgat
  3770821 gatagagggc attgaaacag aacaaattta cttgcgagac catacaatcc atcctattac
  3770881 agaccaacgt cataatgcag aaggattcca acctgtagat gatgactacg agcagttaat
  3770941 gaaacgcatg ttagagcacg acacaattat ctttgctaca ccgctatact ggtacggaat
  3771001 gagcggacat atgaaaaact tctttgatcg ctggtcacaa agcttacgcg atacatcact
  3771061 tcatttcaaa gagaaaatga aaggtaaaaa aatgtatgtt gtcatcgttg gcggagataa
  3771121 cccaaagcta aaagcattac cgcttattgc tcagttccaa tatatctttg attttattgg
  3771181 ttcatcgttt gagggttata ttattggaga tgcgaatggg ttagatgaaa ttcaaaatga
  3771241 tgctgaggcg ctggcgaagg cacaaattta taataaagaa ttcaaaaatc acaagcagaa
  3771301 ataattttga caaactcgtt tgtatgcgca tacaataaag gtaatattat gaaaggaagg
  3771361 tactttgacc aatgaatttc taattctctt atttatttca tccatcacaa atagtgaaca
  3771421 aaaatgatga aaactagcag gggattagtc tgtccatttg tcgatacttt ctttcgaaac
  3771481 gatcatgtaa aaaaatcgtt tatttatgta cgatttttac atgcaagggc gacgtttatc
  3771541 ctctctagtg aaactaggga ggttttttta tgactatttt attcgcacgt aatattgaga
  3771601 agggctttgg tgatcgcaca ctatttacgt taccgtcact ggaaattcaa gcacaggatc
  3771661 gcataggaat tgtcggcgtc aacggggctg gtaaatctac gttactacaa atattaagta
  3771721 aagaaataga agctgacaaa ggcatagtaa ctcaccatag ctctatcagc atcattcctc
  3771781 aaattagcga ggaattaccc aaagtcgctt cttctacagc aaaaggaaaa tggaatattt
  3771841 caaacatctc aaattcaatg agcggcgggg aacgaatgcg tctaaagatt gcccatgctc
  3771901 tcgaacaaga tgcaggcatt ctattcgctg atgaaccaac aagccactta gatatgttcg
  3771961 gtacagagca attagaaaag gcacttttat cttataaagg tgcacttgtt ttaatatcac
  3772021 atgatcgtga atttctagat aatatatgta caaaaatcat tgaaattgaa gacgggataa
  3772081 ttcaagaata taaaggaaac tattccaact atcgaaagca aaaagaacgt gaacgaacac
  3772141 aaaaacaagc agaatacgag cagtatataa acgaaaaaga gcgtttagag aagtccattt
  3772201 tacaaaaaaa gcaacgtgct tctagcatga caaaaatccc aacacggttc agttcatctg
  3772261 aatctaaact ttataaatta agtggggcta atggccaaga acaggttagt aaagcagcaa
  3772321 aagcattaga gacacgtctt gaaaaactag aaaagaaaga aaagccaaag gagctttctc
  3772381 aagcacagtt tgacgtacaa taccatacac ccattcatag taaagtggca gtacagttca
  3772441 ataaagcaac aaagaaaata ggtgacctca cactatttaa aaatatgaat ggaacgattg
  3772501 ctcctggtgc aaagcttgct attttagggg caaacggaag tggaaaaacg accctgttta
  3772561 acatgcttct cgcaaatgag cgtggcattc agctttcaaa aagttgtaag attgggtact
  3772621 ttgaacaaac actatccatt ttaaaaacag ataaaaccat tttagaaaat gttctagaag
  3772681 aaacaaacta tacagagtcg ttcgttcgca caatacttgc aaggcttcta ttccgccgtg
  3772741 aagatgttca taaacctgtg cacgttctaa gcggaggtga gcgaatgaag gttgcactcg
  3772801 caaaagtatt tttaggaaac tataatatgc ttctgctcga tgaaccgaca aactatttag
  3772861 acttagcgac gcaagaagaa ttagaaagca tgctacaaga atatcctggc actatacttt
  3772921 tcattagcca tgaccgtgcc ttcattcgtt ctgttgcaga ccatattcta caagtagatg
  3772981 aaagtgaacc aagagtattc cacggtaatt acgagcaata cacaaacaga acagccgatg
  3773041 cttctgtaaa cgttactgca caagaattat tacgattaca aacaaaatta acagaaatca
  3773101 tcggccgaat ttccatacca aatcatcacg atgatatcac atctctcgaa caagaatacg
  3773161 aaacattatt agttaaaatc cggaaatgta aagaagcact ctaatgtctt ccctatatat
  3773221 cgacgggacc ttccgcattt cccaagaaat attgaatctt cgacatagca tacaaaaagc
  3773281 cgtgcagttc atcagcacgg ccttttactt tatatacgga cagcagtccc gctcacagca
  3773341 accattagca tcccttcgcg aactacttcg taatccacat cgataccaac gatggcattc
  3773401 gcattttttg tcttgcgaga gttttcatct cttccattgc gatgtcacgt gcttctttca
  3773461 atttgctctc gtaagcgcct gagcgaccac cgacaacgtc acggacagaa gcaaaaaggt
  3773521 cacgaacgat attcgccccc ataatcgctt ctccattcac gatatcgaca taatcaataa
  3773581 tttctttccc ttgaattgta gaaattgttg ttacaatcat actgtatagc ctccatataa
  3773641 gatttccact tacttatggt gcgctaattc ggcaaaaatt atatttacga actaaactgc
  3773701 gcttcgtata acctgctgta tcctccgcct tgctcaatta attcatcatg tgaaccttgt
  3773761 tctgcaatcc catctttatt tacaacgacg atgcgatctg catttttaat cgttgcaagt
  3773821 ctatgagcga taactaatgt tgtacgaccg acagatagtt cagcaagtga tttttgaatc
  3773881 gctagttccg tctctgtatc tagcgcagaa gttgcttcat ctaatattaa aattggcgga
  3773941 tttttcaaga acatacgagc aatcgctaaa cgttgcttct gtccgcctga aagtttcacg
  3774001 ccgcgctcac cgataacagt atctaaaccg tctggttgtg agtaaattaa atcttctaat
  3774061 tgagctctct ttaccgcctg ccaaatttca gcctctgatg cttttaaatt tccgtaagca
  3774121 atattttcac gaatcgttcc tgagaataag aacacatctt gctgcacaat tccgatttgc
  3774181 ttacgaagtg aagataacgt catatctttc gtatcaatac catcaatttg aatcgatcca
  3774241 gatgattgct cataaaaacg tggtaatagg ctacataacg tcgttttccc agctccagat
  3774301 ggtccaacga acgcaaccgt ttcacctgcg tggattttca aactaatatc atttaaaatc
  3774361 cgttctttat tttcataacc gaacgtaatg ttgttatatt gaatatcacc gtgtacatgc
  3774421 ttcacttcca ttgcatcttt agagtctaca atgtcaggct ctgtttcaag aagctctaca
  3774481 taccttttaa aaccggcgat ccctttcgga tagctttcaa ttaccgcatt aattttttca
  3774541 attgggcgga agaaaatatt cgttaataga acgaatccga taaatccacc gtatgttaat
  3774601 tcaccttgca gaacaaacca tgtaccgcat attaagacaa agagcgttac gagacgcata
  3774661 agcatataac taatcgatga atttaatgcc ataattttat atgccattaa tttcgttgta
  3774721 cggaaacgag cgttgttcac agcaaattgc tctttctcaa acttttcatt tccgaatgct
  3774781 tgtacaacgc gaatgccacc aacgttgttc tcaatacatg cattgaaatc agcaacgtct
  3774841 gagaataaac gtctaaatgt acctgtcatt tttttattga agtaaagtgc taaccataat
  3774901 aagaatggaa tgacaaagaa cgttaatagc gctaacttcc agttgatcat catcataaat
  3774961 gagaacgccc caactaaagt cataacagcg ataaataaat cctctggccc gtggtgagca
  3775021 atttccccaa tttccattaa atcgtttgta agacgcgaaa ttagatgacc ggttttatta
  3775081 ttgtcaaaaa atctgaatga tagcttttga atatgatcaa ataatttctg cctcatatct
  3775141 gtttcaatgt taacaccaag catatgtccc caatatgtaa caacgtattg caaacctgca
  3775201 tttaacatat aaactgcaag taacccgaaa caagcccata aaataagcgt ccagttttgc
  3775261 cctggcaata acttatcaat aaattgattt acgataagcg ggaagccaag ctctagtaat
  3775321 cctgcgacaa ctgcgcaaga aaagtcgagt ataaataaac ctttgtacgg tttatagtaa
  3775381 gaaaaaaatt tacgtagcat atcttccctc cattttccaa aattaaaaag actccctaaa
  3775441 tgataaccat tatcaaataa ttattcaagt tatccgtcta taaaactgaa aataaggttt
  3775501 gcgatagttg tcgttttttg ccggaaagtc gatatattcc aataatcgcc gatataattt
  3775561 cagttgcgct gatatatttt caaaatcgcc gatatatttc aagttgcgct gatatgttcg
  3775621 gaaaatcgcc gatataaatt tcatttacta actaccttcc tccgccccca acaaaaaagg
  3775681 gcgtcacctc aaggtgacac cctcacttct attacatcgc ttccgaatcc cactcatgct
  3775741 cctgctgaac aaatacaata cctagttcat gatgtcctcc ggcgtataat gccgtttgag
  3775801 caaggcgaag ctcaccattt gtatctaata cttctaattt acaaaatgct cctgtcgtct
  3775861 tcgtttgaag cgcatcataa aattcctcag cgcttcttgg aatgactcca tttactttcg
  3775921 taatcatttc tccgggtagt aaattcagct ctgccccaat tgtattcggg attgtatcta
  3775981 atacaacgag tccatcatta cgtgcagcga aatacgctgg tcttgtctca tcagaaattt
  3776041 tctcttgcat ggaaatcgtg aatcgtccaa gcatcgcaac acccattgcg ataattgcaa
  3776101 gcacgtgcca ccaataactt gcgattccta aaacgagtac aagtcctgct aatccgtaca
  3776161 cacgtcttcc tgtaaataat aaagcttccg tcggctcata acttctaatc cttctcataa
  3776221 atccaattaa aaatggaacg aggaataggg aatatgtatc agaaccgatt gaaacgacag
  3776281 gccaccatga aataaactgc gttactgcgt cacctggtac gagaataaaa ataggaatga
  3776341 tccataaacg ctttgattcg tgtaaaccaa tctttagtcc acgcttaccc ttcctaatct
  3776401 tcggcgtcga atatcctact gcatttttag aaatcaacaa gccctctaca acgagcataa
  3776461 tgcctagcaa aatagcaagg gacacaattg tattctcttc accttcccca agctgtaaga
  3776521 aggaaactgg tagcttagaa gataatagaa cacatacaat cgcgatacta aacgtataag
  3776581 ctgctgataa atatcggtac atagcagtta atccaaatag taatgtccaa agtaaaatgg
  3776641 cccataagct cgctttagaa acgacaagtc cgagcccaat cgtaataata gatactacta
  3776701 atccataccc aatccccgca aataaagctg ttcgcagttc aaaccaaata tcataaactt
  3776761 taaaagaaaa atcttttcgt tctcgtaaca tacgtaagta tccaacgaag atactactta
  3776821 ttaaaaatac atagacagca gggtgtaaga aaaaacgtcc aactgcccgc attatttcaa
  3776881 aaatccatgc ctccacgaac ccattcacca ccatttatat cattctttct ttttatatta
  3776941 tcataactgg acaagcgttt gtttaacaca aaaaaataca ggcagcaaac tgcctgtatt
  3777001 tctttttatt tcgccattaa ttttaatgct gactgtaatt ggagatcatt ttctccagaa
  3777061 cggatttttt caataatttt cgtttgaatc gcctcagctg tctttttatc tagctgccct
  3777121 gtcgcttcca tcttattcgc attttggaat gctttcagtg ctgattctgt ctctttacta
  3777181 aagtatccat cttcacgtcc tggtacatat cctaaactct taagcatttc ttgtgcgtgt
  3777241 tttacttgta catcatttgc attgtatgaa agtgtctttt caatttgaat tggtgtcgca
  3777301 tgataataat ctggttgttt cacttctaca gttggcttga ttcctttttt atgaatccag
  3777361 tttccatccg gtgttaacca tttgaacatc gttaatttga tattgctgcc atctttaaat
  3777421 ggaacagctt gctgaacagt acctttacca aacgtttttt caccaattaa atcgtatcct
  3777481 tctccctctt ttagcgcacc cgctaaaatc tctgaagcag aagcacttcc gttatcaatt
  3777541 aatactgaaa ttggatatgg ctttctctct ttcagttccg tagagaattt cttcttctca
  3777601 ccatttcttt gctctacttg tagcatcggc tttttatccg tcataatttc ccctagtatc
  3777661 tcttctacac tatttaagta gccaccagga ttaccgcgca cgtcaataac tagccctttt
  3777721 atgtttttct tctctaactc ttttaactga tccttaaatt ctttcgctgt attttcagca
  3777781 aaagaagtga tttgcatata accgatatct tttccactct cttgtttcac agagctaaac
  3777841 actgtgaaga ttggaatttt ttcacgctta attttaaata caatcggatc agctactcct
  3777901 gcacgcttaa tttcaatcgc aacagtcgtt ccttttttac cacgaatctt taatactgct
  3777961 tcttcacgtg ataaatcttt cacactattt ccatctacag ataaaatttg gtcattcggt
  3778021 ttaattccaa tcttttctgc cggtgagcct ttaattggag atacgataat aagcttaccg
  3778081 tccgttttgt tcacctcagc cccgatccct tctaactcag gatcaagcga ttcactaaac
  3778141 tgtttagccg tttctttatc catatacgtg gaataagggt ccttcagcgt agacaacatg
  3778201 ccttgtattg caccttcgac taatttttca tctttcacgt cttccacata acgtgaatca
  3778261 attagtgcat acgcctcatt aatttttgcc aaattccctt gcgcagtgct agcgtttcca
  3778321 ctcgaaattg tttgcgttac ttctgctgga ttaaccccaa ataaagacat acctgcaaac
  3778381 attccgccag caccaattaa aaatgcaaca accattccaa taattgcaac tctacgtttc
  3778441 aatgcggaat tcccctttcc aaaacacaca ggtggtgtag caaaaggcat cacacagcgt
  3778501 gtgatgcctt tacctatttc tactatatga taagcttgta cgaattatgt ttgcaacttt
  3778561 ttatactttt aagaaacgac gaattgacat tacgcttccc cacataccga ttaaagcccc
  3778621 aattaatact agtaaaccag ctaattggaa tacgaacgga ctatatggta gaagttcgaa
  3778681 aattgttccg ccaagttttt cgttaaacat accttgtagt gaattatacg taacaagaat
  3778741 taagccaatt ggaataattg atcctaatac tcctaggaat aatccctcta acaagaacgg
  3778801 ccaacgaata aaccagtttg ttgcacctac aagtttcata atttcgattt ctgtactacg
  3778861 agcataaatt gtaattttaa ttgtgttaga gattaagaac atcgctgtga ataaaagacc
  3778921 agcaattaac acaataccaa tgttacgacc agtttttaca gtatcaaata atcgttcaac
  3778981 ttgccctttt ccgtactgaa cattacttac aaactgcatt ttttcaatct ttttcgcaat
  3779041 tgttgctgta tctgttggtt ctttcgcttt tacaacgaac acgtttttca gtgggttatc
  3779101 ttgttcaaat aactcaaacg tctttccgct atcgcctaag cttttaatta aacgttttaa
  3779161 ctcttcttct ttagaagaat atttaataga ttctactttt gcaatcttac tcatatcatc
  3779221 ttctaatttc ttttgatcag cttcttttgc tgctggatca atgtgtacac gaatctcaac
  3779281 atcttgctct actttcgtcg caaaatggtt catattcata atcgctgtta aaaagacacc
  3779341 tacaagtaat agtgtaactg ttactgcact aacagaagca aacgtcatcc atccgttacg
  3779401 ggatagattt ttcacacctt ctcgcaaatg tcgactaagg gtcttagcct tcatatccgt
  3779461 atcctccctc aatctcatct cgaacaattt ttccgccttc aatcgcgatt acacgatgac
  3779521 ggattgtatt tacgatatct gcgttatgtg tcgccataac gattgttgtg ccacgctcat
  3779581 taatacgcgt gaaaatcttc ataatatcaa gagctgtttc aatatctaag ttacctgttg
  3779641 gctcatcggc aattacgact ttcggcttgt ttacaattgc tctcgcaatc gcaacacgtt
  3779701 gctgctcccc gcccgaaagt tcacttggaa gtgcgtctgc acgatcttca agacctacaa
  3779761 gacctaaaac ttctgttaca cgctcacgaa ttgcatcagg ctcttcttca attacttcta
  3779821 aggcaaacgc aacattctca tatactgtta acttaggtaa caatttaaaa tcttggaaaa
  3779881 ttacgcctaa ttgacgacgg aaatatggaa catctctttc tgctaatgtt tcaataacaa
  3779941 gtccatttac attaattgat cctgtagatg gcttctcttc acgatacatc attttaataa
  3780001 atgtagattt cccggctcca ctcggtccaa ctacgtatac aaactcacct tgtttaatgt
  3780061 taactgtaag accagcaatg gctttcatac cattcgggta ctccttataa acattcgtca
  3780121 tttttatcat tatttatcac ccaatactta atgatttttt tcgaaatact tttctgtaca
  3780181 tttgaaaata aaagatgaac ttttattttc gtttaaacca ctcttgttga aggtagccta
  3780241 cttatgctct ttttataagc aatactacta tgtaatatat ttcagcaaaa ttctacaaac
  3780301 ctcattgtaa catcaaacgg tttccaattc ggatacattt ttgttacagt tatgttacat
  3780361 tccaaaaaaa gggaaacgag ttgactatat gaatcaactc gtccatttta tgccttttat
  3780421 ttatgttcag ctaaccactc agctactttt ttcgcatcct caccttggat gattcctggt
  3780481 gacatagaac cgcgaccttt ttcaataatc ttttcaatgt ctgccgcatc atatttctgt
  3780541 cctacttttc gtaaatccgg tccagttgct ccggataaat ctttcgcatg acaccctata
  3780601 caactttttt gataaatttg ctctgcgcta tctgtgcttg cagattgttt tgaaggctta
  3780661 ctctcttctt tatttccaca tgctcctaaa gcaaaaacga ctgatgttcc tagcgcaata
  3780721 gccaacaatt tctttttcac ttctatcgct ccccattgtt gatattcttt tcattcctaa
  3780781 cacactcatt ttcattataa gcattatctt tatatagaaa aactaaggta tatttcatat
  3780841 tcttcaaaaa tacagtgaga accctaataa tataaagctt ttataagttg tttcaattct
  3780901 gtgaacaacg taaaaacttc tataaagaat cctttttgaa cgggaaatta gaaaatttct
  3780961 gtataaagtg tcactctatt gtcactctgt tttactattt tctacttttt acaaaacaat
  3781021 atacaacatt gtatgctaca tataatccca tcaaaaagag aagttgtcgt ttccaacttc
  3781081 tcttcctctt tacttcatct atagaaataa aatcaaactc tgtatatcct ctattgtcct
  3781141 caacatgcgc caacaatttt gttggccttt ttctcattag atgcgagaac gtaagtaagc
  3781201 atcaatgaat gggtcaattt ctccatccat aactgcttgc acgttaccga cctctgtatt
  3781261 tgtacggtgg tctttcacaa gagaatacgg gtggaatacg taagaacgga tttgactacc
  3781321 ccatccaatt tccttttgtt ctccgcgaat ttcatctaac tccgcttgtt gctcttctaa
  3781381 tttcttttga tataatttcg cttttaacat cttcatcgca tgctcacggt ttttaatttg
  3781441 agaacgctct gactgacacg ttacaaccgt atttgtcggc gtatgcgtaa tacgaactgc
  3781501 tgaatctgtc gtattaacgt gctgtccacc agctccactt gcacgatacg tatcaatttt
  3781561 caagtcttct gtacgcactt caatttcaac ttcatcattg aactcaggta caacttcaca
  3781621 agatacgaac gatgtatggc gacggcctga agaatcgaat ggagaaatac gtacaagacg
  3781681 atgtacacct ttctctgcct ttaagtaacc gtaagcgtta tgacctttaa ttaataacgt
  3781741 aacactctta ataccagctt catcacctgg taagtagtca actgtttcta ctttaaatcc
  3781801 acgtttttca gcccaacgtg tgtacatacg tagtaacata gagccccagt cttgtgactc
  3781861 tgttccacca gcacctgggt gtaattctaa aatcgcttta tttttatcat aaggatcgct
  3781921 aagtagtaac tgaagttcat actcattcat ttcttgaatt aaacctttta cttctgattc
  3781981 aagctcctca tgtaaatctt catcatactc ttcttttaaa agctcatgcg taatttctag
  3782041 attctcgaac gtctcatcta gctgacggaa ctttccaacc atatctttca gtgcattcgc
  3782101 ttcattaatt acagcttgtg cgccttgttg gtcatcccaa aatcctgcgc ccatcatttt
  3782161 ctcttctaat tctgcaattt gtttctcctt agtagggagg tcaaagagac cccctaaaag
  3782221 ccgctaatct cttagccatt ttctctaatt cctgtctaat ttctactaat tccatttcct
  3782281 tcacctctat gtaattgctg ttactttcgt atgaaaacaa gggaaactct ctccacttat
  3782341 gacggagaga gtttaatcct tcttaattat acatttttga tgtaaaagtt tgcaaagtag
  3782401 ccaaagctag cgccctgtat tacttcccga taccacagca gtttttatat tttttaccgc
  3782461 taccacattt acataaatcg ttgcggccga cttggtcacc ttttacaact ggttttttct
  3782521 tcgcttcttc gccatcacta gatgggtgaa cagcttcacc ttgaacaact tcttgacgct
  3782581 ctaagttttg ttcaatttca gctttcataa tgtaacgaga aatttcctct tcaatagaag
  3782641 caatcattga ctcgaacatt gcgaatcctt ccatttgata ctcacgaagt ggatcaattt
  3782701 gaccgtaagc acgtaaatga ataccttcac gaaggtgatc catcgcatcg atatgctctg
  3782761 tccatttcgt atctacaaca cggaatacaa caactttttc gaactcacgc atttgctctt
  3782821 ctggcataag cttttctttg tcattgtaac gctctattaa tttcgcgata attggttcgc
  3782881 tcatttcctc tggagcaagg cgacgtaatt cttcttcttt cacatctcct tcttgcagaa
  3782941 ggtttgtatt taagtagtca acaagacctt taatgttcca atcttcttca atttcctctt
  3783001 gtgtatgaag cgcaaccgca cgctctactg tagatttcat cataccttca ataataccgc
  3783061 gtaagttctc agactccatt acctcttgac gctgtttgta aataacttca cgttgctgac
  3783121 gaagtacatc atcatattgt agtaactgct tacgtgcatc atagttattt ccttctacac
  3783181 gtttttgcgc agattctact gcacgagaaa ccattttact ttcgattggc tgagaatcat
  3783241 ccataccaag gcgatccatc attgctttca tattatcaga accgaagcgg cgcattagtt
  3783301 catcttccat tgataagtag aactgcgtaa cacctgggtc cccttgacga ccagcacgac
  3783361 cacgtaactg attatcaata cgacgacttt cgtgacgctc tgtaccgata actgctaaac
  3783421 caatgttttt aatatcgtct ccaagcttaa tatcagtacc acgccctgcc atattcgtcg
  3783481 cgatcgttac agcacctttc ataccagctt ctgcaatgat atccgcttca cgcgcatggt
  3783541 ttttcgcatt taagatgtta tgacgtacgc ctttacgcgt taacattttt gaaataagct
  3783601 ctgacgtttc aatcgccact gtaccgacaa gaacaggttg cccttgttta tgacgattta
  3783661 caatatcctc aacaacagca ttaaatttac ctttcattga tttgaagatt aaatccgcac
  3783721 ggtcatcacg aataatcggt ttgttcgttg gaattacaat aacgttcata ttgtaaatgt
  3783781 tacggaattc ctcttcctct gttttcgctg taccagtcat accagataac ttttcgtaca
  3783841 tacggaagta gttctggaac gtaattgtcg caagcgtcat actttcattt tgaatttcta
  3783901 cgccttcttt tgcctcgata gcttggtgta aaccttcact ataacgacga cctttcataa
  3783961 gacgaccagt aaattggtct acaattacga tttcgccttc ttgtacaaca taatctgtat
  3784021 cacggtgcat tacaacgtgc gcacgaagtg cttgattaat atggtgaaga agtgctacat
  3784081 gttttaaatc aaataagttt tcaatatgga aagctttctc cgctttcgta ataccatctt
  3784141 ctgttaacat tacatttttc gtcttcacat caaatgaata atctttttca ttttctaacg
  3784201 tacgaacgaa tgcatttgca aacatgtaca gctctgttga tttttgagct tgtccagaaa
  3784261 taataagtgg cgtacgcgct tcatcgacta agatagaatc gacttcatcg ataatagcaa
  3784321 agtgaagcgg gcgttgaacg cactgctctt tatataaaac catgttgtca cgtaagtaat
  3784381 cgaatccaag ctcattattt gtgctatacg taatatcagc agcataagcc tcttgtttct
  3784441 cttcgcgtga catactgttt aaattaattc ctactgttaa gcctaggaac tcatgaagtt
  3784501 gtcccatttc gttcgcatca cgttgcgcta agtattcatt gactgtaacg acgtgaacac
  3784561 cttttcctgt taaagcattt aaatatacag gtaatgtaga tgttaacgtt ttaccttcac
  3784621 ccgttttcat ctcagagata ttcccttcat gtaaggcaat accacccatt aactgtacgc
  3784681 catacggacg cattccaaga acacgagtcg cagcttcacg aacaaccgca aaagcttcag
  3784741 gtagtagatc atctactgtt tcaccttttg ttagacgttc tttaaattca agcgtcttcc
  3784801 cttttaattg ttcatcagtt agtggcttaa tagatgactc taatgcatca atttgctcaa
  3784861 ctgttttctg catacgttta atttggcgtt gatttacatc aaacaccttt tttaaaatac
  3784921 cgatcatagg aaatacgctc ctctttttat taaaataaaa cttccgattg ttttttcttt
  3784981 ttctctatta caatcagtcg ttataaaaat caaatgtatg ttatgccaat ttttctccta
  3785041 attaaaaaaa ctaaaatgta tatacctaat gataattgta acacttgtct tataactatg
  3785101 acaacaatcg gccgaatgtc acgttctaaa ttaagaaaac ttttttaaaa aaatctattt
  3785161 tcagcaaaaa aagcgcagcc atttcggctg cgcttttgaa ttattattta gtttcgatta
  3785221 aaccatattt cccatcttta cggccatata caacattagt ttcatttgta tcagcatttg
  3785281 tgaagacgaa gaaattatgt cctagcatat ccatttgtag gattgcttcc tcaacgtcca
  3785341 tcggttttaa atcgaatcgt tttgtacgta caagctctaa ttcatcctct tctaccgcat
  3785401 ccagaacagc tactgcttct ggaaggataa agttcgtttt catagaacct ttctcacgta
  3785461 acttacgatt tacttttgtt ttatgtttac gaatttgtcg ctctagttta tcaactacta
  3785521 aatcgatagc agcgtacata tcgctattag tttcttctgc acgaagtaat aaatcagtaa
  3785581 atggaattgt tacctcgaca cgttgcttgt cagagtatac ttttaaatta actttaatct
  3785641 ctgggaatgt atcaaaataa cgctctaact tacttagttt tttctctaca tattccttta
  3785701 atgctggagt tacttcaata ttttcaccac gaatgttgaa tttcatagat gaattcctcc
  3785761 tttcaagcct atgtactata atttcgacac tggcttaaaa actccttcta acttttttaa
  3785821 aaaaattagt ggaattgcga tttttttatc gttttttgtt gaaatgaaaa gatgcatcgt
  3785881 ttctatcttt attttatcct attaacatcg tgaataacga atataactgt ggataattcg
  3785941 ttacagaaaa gaaacaactt tttgacaact cattttataa caaaaacccc ttgcaaaaaa
  3786001 acaagaggtt ctactacata tatataacgt tgccacaaac gcagctttct cttcccaaaa
  3786061 acaatatacc tacagtttta caacattagc tgcttgtggt ccacgtgctc catctacaat
  3786121 atcaaactca acttgttgcc cttcttctaa tgacttatat ccatcttgtt gaatagcaga
  3786181 aaaatgaaca aacacatcat caccatcttc acgctcaata aacccaaatc ccttttctgc
  3786241 attaaaccat ttcactcttc cttgcatgtt cattccattc ccttcactct aaaaatcatg
  3786301 gcattcgccc cataatttga ctataacgaa tgacaacata cgaagtcaaa gaagacttat
  3786361 cgccttttta ttatcacttt cgacagttac agatcaactt ctacagagcg tcaaactaga
  3786421 aacttccctt gctcctctat catacaaaag acttccaatt tgtctcactg taattcctgt
  3786481 cgtatataca tcgtcaacaa gtaaaatgcg ttgaccatga aacatctctt ctctttgaaa
  3786541 ataaaaagga ttacttcccg aaagtctttc tttacgtgac ttcttacttt gcttttctgt
  3786601 ttcccttctt cttaatgata gataagaaat ttcgacaggc aaacaagctg ctaataactc
  3786661 tgcttgatta aaaccacgtt catattcccg ttccctacta agcggaacag gaataacagt
  3786721 tgaaacgttc gtaaaatact tttgaaatag ctcccgaaaa gatcgataaa aaatacgaac
  3786781 taattccgca tcacctcgaa acttaaactg tgctaatact gctttcatct catcatcgta
  3786841 tacatataaa gaacgatttt ttaaaggtcg atacttctct tccttcatcc accgtataca
  3786901 atccatacaa atatcatcct ttttaaatac agtagagaga agttctaaag gtcgcccgca
  3786961 ctccatgcaa atctctccta taatatagga aagtttccgc tcacatctat cacatacata
  3787021 ttttttatga gactttacaa agaaagtgta ccaactaact gtttccaaca tatattcatc
  3787081 acaaagtaaa caatgcatta atcaattaat ccttgttctt tcgcactttt gttcatactt
  3787141 tgaatatgtc ttttcgcacg taccatcgac tctgtcttac cgtaatgaaa ataaacaacc
  3787201 tcaccatacg gttcttcaaa actacgacct gctcggcctg caatttgtac gagcgcactt
  3787261 tctgaaaata tttcttcttc agcccctaac acagccactt gtaagttctt cacaattacc
  3787321 cctctttcta aaattgtcgt tgtaactaat aacggaatgt ctccctttct aaacgcttcc
  3787381 actttttctt ttctcatcgg atcttctgca tgtacgccat cgattctatg atccaaccct
  3787441 ttcaataaca ggcctatttc ttctatatat cgcacatgag gaacaaataa aaaaataggg
  3787501 tattttttgt ttacgtacat ttttaaccat tgtagtaaca cacgaggaat ttttttatga
  3787561 tggaggcttt tcttccaatt tccgcaccaa ctaaatagag gaactggtaa cggatgacga
  3787621 tggtatcgtc cagagacaat gatacctttt tgtttccccg ttctgaaatt gcgcttccac
  3787681 ttttcatcag gggttgccgt taaataaata cgcgctgctt tctctttcat cgcttgctgc
  3787741 actgcatact gtaacatttg atccacatga tacgggaagg catcaatctc atctacaatc
  3787801 attacatgaa acgctctata ataacgtaac aattgatgcg tcgttgcaac gactaacgct
  3787861 gcatcttttt cacgatctac actccctccg tataaagcag ctacatttat acttggagac
  3787921 acttcttgta atctcggtac taattccagt acaacgtccg tccttggcgt tgcgatacac
  3787981 actctttctc ctttttgaag tgcctcttct ataccgtaaa ataacatttc tgtttttcca
  3788041 gccccgcaca cagcccaaat aaaaaaagat tctttttgct taatagcttc tataacacct
  3788101 tgcgccgcca gctcctgacc aagagacaaa ctccctttcc actgtaacga atgtaattcc
  3788161 ctttctcctt ttctttcatg aatcccgcga acaagtacag cacattcact aactctcccc
  3788221 atcgttatac acttccggca atacgtacat actttactgc accttttaca taaaaatgat
  3788281 gcaaatagcc gctgctctat attcccgcag cgctgacata tatatttaga agccttcttt
  3788341 attacgcctt gtacacatat gacctctccc tcctttttca aatcacttaa ttctctccgt
  3788401 aaatctgaag ggagttcttc taatagtaac tgctttccag cgagcatcag caaccacccc
  3788461 cagcattact ataaaccttt cttataatct cgtaaaaact caaaaaagcc gataacctac
  3788521 ttataaaata gtaagctatc gactttatac acatgtttta ttcgattata aatcctagaa
  3788581 tctaccgtat cctaagaaat gtttttggtt gtagctactg cttaagctag agtaagcaat
  3788641 acctttatca ccagcatgaa tcatttggcc attaccaaca taaataccga tgtgagatgg
  3788701 accattttta taagtatttt ggaagaatac taagtcccct ggctgtgggc tacttacttt
  3788761 tgaaactgaa tgccagtaac cattaacgtc ttgacgacct acaccgaata cgtaagaaat
  3788821 aaatccacta cagtcaaaac caccgtttga tggagatgca cttccccaaa catatggtaa
  3788881 acctaagtat tgttgtgctt taccaattac gccaggagcc ggagctggac ctggtgtcgg
  3788941 ttctggtttt ttatcttctt ttttaggtgc ttctttttta ggctcttcct ttttaggctc
  3789001 ttctttttga gcttgtccac cgttgtttgc tggcgctgct ggctgagcag gtgccgcttg
  3789061 tgctggttga gcttgcgcat ctttagcagc ttgctctgct tgtttttgtg ctgcagcttc
  3789121 ttgtgcagct ttttcttgcg cttcttgttc agcaatacgt tgtaattgta atgcttgttt
  3789181 ttcaagatct ttcaattgac tttccgtact tgtcattgaa gttacaactg tatccatttt
  3789241 accgcttaaa tcatttactg ctgttgcttt tttcgctttt tcagcgtcaa gttctttctt
  3789301 agcagtttca atttgagctt gtgcttcttt taattctttt tgcttcgttt ttaccgtttc
  3789361 aacatctttt ttcacgttcg cttgatcttc ttgttgtgtt ttcataatat cttcatcaga
  3789421 ctcaagaatt ttagaaacag aagttaaacg atcaactaaa tctgcaacgt ttttagagtt
  3789481 tacaagaact tctgttacaa cgttcgtgtt tggttgctct tgaagtgcaa ctaaacgttt
  3789541 tcttaataac tcttcacgtt ttgcaatttt cgtttgtaat tctgcaatat ctttattttt
  3789601 cttttcgatt aattgctcag tatctgcaac ttttttcgtt gtttcatcaa gttttgcagc
  3789661 attctcttga acagacttat ctaaaccttg aattgttttg tttaagtcat tcatttgttt
  3789721 ttgtaattca tcacgctctt gttgttgttt atgtaaagtg tcattttgtg tattaatttg
  3789781 tgatttcacg tcagaaattt tatcttctgc aaatgcattt ggtgttagcc ctgaaaacat
  3789841 taaccctgca actaatgcgc aagatgccat ttttagcttt ttcattttat tttttacacc
  3789901 gctttctttt ttcttttttc cgtatataac ctataaaatt tataccataa ttcgggattt
  3789961 tttttgctaa tgttacgctt ttgtaaaaca aatgtaatat tatatgtaac tctatcgcaa
  3790021 aatatgcata tttttgtatg tatgtgtaga gttttaaaag gtttttataa gcaaagaaaa
  3790081 aacgcaaggt ttcccttacg ttttattaaa tatactaata cggatgaaat caaaacgtta
  3790141 tttcatccat ttctcagccc aattttggac ttcatccata acactttcta acgcttttcc
  3790201 cttgtccgtt aagccgtact cgattcgaac tggtacttct ggataaacat tacgaactac
  3790261 aatgccttcg ctttccaatt cctttaaacg ctctgataac atacgatcgc tcatattcgg
  3790321 tataatatct gcgatttccc taaaacgttt tgactcttcc agcaaagatt taataattaa
  3790381 gccagtccac ttcttactaa gcaaagtaaa agctgactca aactttggac ataaacaaga
  3790441 attatgctcc acatgtttca cctctcttct attataatat agtttcttgt aaaaagtaag
  3790501 ttataaaact ttcctcatta ttttatttta cgtacatttt accatttcca aatattaact
  3790561 tgtcaactga acgtaaaata tccgtaaaaa aaccctcttc cgaaagagag ctttttatat
  3790621 ctttattact tcgtatacca tccaagacct agtgcacctt cacctaaatg cgttccaatt
  3790681 acagcaccga aataaccggt acgaattgta acatgtggat attttgcttc taattctttc
  3790741 ttccattcat tcgcttcttc ttcacgttgt gcatgaatga taactgcttc cataggtaca
  3790801 cctttactcg cttgctcatc aaaaatttca atgatacgtt ttaacgcttt tttacgcgta
  3790861 cgaatctttt caaacggaat aatgattttg tctctaaaat ataaaaccgg ctttacttgt
  3790921 aacagactac cgatgaaagc ttgcgcgcta tttaatcgtc ctccacgttg taaatggtgt
  3790981 aaatcatcta ctacaaaata agcgtccatc gttttcttca tttcatcaaa acgggcgata
  3791041 atctcttttg gatcctttcc ttcgcttgct agccttgcac cttcacgcac atagaatcct
  3791101 tgcacttcac aactaatttc agagtcgtac gtatatacat cgataccctc taccatttgt
  3791161 ccagctgtcg ttgacgtttg atatgtacca ctaattccac ttgaaagatg aatgctaata
  3791221 actgcatcgt aatccttaga taattcttca tatagctcaa caaacttccc gattgctggt
  3791281 tgagatgttt tcggaagttc ttcttgctca cgtactttta cataaaaatc atctgctgaa
  3791341 atttcagctt cttcttgata agattccgtt ccaaacacaa cgtttaatgg aatcatatat
  3791401 atattgagtt catcacgaat atgcttcggt atatatgctg tactatcagt aacaatagct
  3791461 gttttcattt tcgtacctgc cttataaaaa agtttttatt tcctaatttt acacgaaaac
  3791521 taaaaatggt gcatccatac atgaaaatgc gggtttgaaa ttatactcat catctcgaca
  3791581 aattacaaca aaaaggtaaa atactcacca aaaatttcag cttatttata aaaaatgttt
  3791641 gaatataaaa acgcccgctt ttaaaatgta aagtactagt cactttgatg gataggggcg
  3791701 tatacaagtg ttattacaat atttaacaat aaaaggctac ggtgaacacg aaattgttat
  3791761 tcaaaaatca agattcatct gttatgttag tcgtgctaca accgaagaag aagctcaaga
  3791821 attcatacaa aaaatcaaaa aacaaaactg gaatgcaaca cataattgtt ctgcgtattt
  3791881 aattggcgaa caagatcaaa tccaaaaagc aaatgatgat ggggaaccta gtggtacagc
  3791941 tggtgtacct atgttagagg tactcaaaaa acgcggttta aaagataccg tcgttgtcgt
  3792001 tacccgctat tttggtggca tcaaactggg cgctggtgga ttaattcgtg catatggaaa
  3792061 atgtacaagc gaaggcatta atcatgtcgg tgttgtcgag cgaaagctaa tgcgtgttat
  3792121 gcagaccgaa attgattaca cattacttgg caaaattgaa aatgaattac gtaattcaaa
  3792181 atatgccatt aaagatatac attacctcga aaatgtcaca tttgatacgt atgtagaaga
  3792241 agatggaaaa caaacattca cggattggat gattgaatta acaaatggga aatgtacaat
  3792301 tacagaagga gatatgttgt acttagaaaa agatgttatc taagaataac tactttatcg
  3792361 cctttaaaga ttaatgtagt gaattacttt cctacaaatg aactaaggag attatatatg
  3792421 gaagaacgtt attatcatct ccaaaatagc agaataaaaa agaaacgaag aagaaagttt
  3792481 ttctacttcc ttattttctt atttttattt ggtagtgtag gactttatat attaaattcc
  3792541 tactcttctc tcatggggat gtatagtggt tttactcgtg aaaagtcgga tttgagaacc
  3792601 gaagatgtag aaattacaaa ggagcctttt acactcctta ttatggggat agaagattat
  3792661 gcaacagacg gtcaaaacgg tcgtacagat tcaataatgt ttgcgacagt caatccgaaa
  3792721 acgcaaaaaa tttcgcttat gagtatccct cgtgatagtc gcgttccaat tgtcggaaag
  3792781 aataaagagg acaaaattaa cgctgcgcat gcttacggcg gagaagaaat ggcaatcaaa
  3792841 actgtcgaag gttttctaaa agtgcctgta gaccattatc ttaaaattga tttccaaggc
  3792901 tttaaaggta ttgttgatgc tgttggcggt gttactgttg atgtcccctt cgatttttgg
  3792961 gagcgttcag acgtggatta ctacaaaaaa atcgaattta agcaagggca acaagaatta
  3793021 aatggtgaag aagcactcgc ttacgttcgt atgcgaaagc aagatccgaa tggcgactat
  3793081 ggtcgggccg ctagacaaag acaattacta gctgctgttg ctcaaaaact aaattctacc
  3793141 tctaccgtat ttaaaattaa agatttgaca gcagtcgttg gaaaatatat aaaaactgac
  3793201 attcctattt cagatggcct tgctctttac aataaactct ctggatttga tccttctaca
  3793261 atacaaacgt tcaaactgga aggagaagat aaaaaaatag gtggtattta ttacttcctt
  3793321 ccagatccaa acggtgttga ggcagtacgt aacgaaatta aaaaagaatt aggagaaaag
  3793381 gtaagcacgc aagaaaatac aacaacaaaa accgaatcaa atccttcttc aaattctaac
  3793441 tctaacgaaa aagcgaagaa agaaacgaat caggacaaaa caccaactga tccccctcct
  3793501 tctacgaatg ctcatgcaga gtggattatg agaaatcagc aataaaaaaa ggccaaatcg
  3793561 catgcgattt ggcttttttt acttattaaa gtgttttaaa attgcttcta caatacgctc
  3793621 tgatgcacgg ccatcaccgt acgggttaga tgcttttgac attttatcat gagcttcttt
  3793681 gtctgataac aactcatcag caagactaaa gattgtctct tcgtctgttc ccgctaattt
  3793741 caacgtacct gcttcaatac cttcagggcg ctctgttgta tcacgaagaa caagagccgg
  3793801 tacaccaagt gacggagctt cctcttgtac cccaccagaa tcagttaaca ttaagtatga
  3793861 acgagctgca acattgtgga aatcaattac atctaacggc tcaattaaat gaatgcggcc
  3793921 atgatcgcct aaaatatcat ttgcagtttc acgaacaaca ggattcatat gaacaggata
  3793981 tacaacttgt acgtcttcat gcttatcaac aagacgctta attgcacgga acatattacg
  3794041 cattggctct cctaagtttt cacgacggtg agctgtcata agtacaagac gatcatttcc
  3794101 aagtttctct agtacaggat gactatatgt ttcttttaca gtcgttttta gtgcgtcaat
  3794161 cgctgtattt cctgttatga aaatgcgtga ctcatcttta ttttctttct gtaagttcgt
  3794221 tgccgatttt gctgtaggtg agaaatgaag gtccgccatt acgcctgtta attgacgatt
  3794281 catctcttct gggtatggag aatatttatc ccatgtacga agtcccgcct cgacatgacc
  3794341 tactggaatt tgattataga aagcagctaa gcttgcgata aacgttgtcg ttgtatcacc
  3794401 atgtacaagt acgatatccg gctttgcttc tttcattact ttatccaaac cttctaaacc
  3794461 tcgtgttgta atatcaatta aagtttggcg atccttcata atattcaaat cgaaatctgg
  3794521 tgtaattcca aagatactta atacttggtc taacatttga cgatgttgcg ctgttacagt
  3794581 cacaatcgac tcaattttct ctggatgctt ttgcaactct aatacaagag gtgccatttt
  3794641 aattgcttct ggacgtgtcc cgaaaattgt cattactttt aaacgttcag tcatttcatt
  3794701 gcctcttttc tttcactagt tacaaatcct attatgacat ataagaatat acatgaatac
  3794761 ataccttttt aacgaataac ggaaaaatcc ctcttataaa tactttctct tccaacagaa
  3794821 taataatcta ttccttgctt cttgacatct tcattagtat agcaatttct tccatcgaat
  3794881 aaaataggtt ctctcataag ttgtacgtaa ttttctaacg gataagtccg gatatcttcc
  3794941 cattctgcca tgataaaagc cgcactcgct cctctaatcg attcatctat acattcacta
  3795001 tattgtatag tctccccaaa gatatttttc atattttgaa tcgccttcgg gtcatataga
  3795061 actatgtccg cacctagatt tattaactct tgtatcataa taagggacgg tgcatctctt
  3795121 atatcatctg tattcggttt aaatgccgct cccagcaccg caatccgctt cttgttcata
  3795181 tttattactt tcttcgcttt ctcaatcaat aataactgtt gtttattatt cacttcaatg
  3795241 acggctttta acaagcgaaa atcatgtgcc acattccctg caatttgcac aagcgctttc
  3795301 gtatctttcg gaaaacacga tcccccgtaa ccaatgcccg catttaaaaa agacgctcca
  3795361 attcttttat ccattcccat cccttttgcg acgtctaata catttgctcc taccttctca
  3795421 catatatttg aaatttcatt gataaaacta atttttgtcg ctaaaaaagc attcgatgca
  3795481 tatttaatca tctctgcact ttttatatct gtaacatatg tttttaagtg taattcacta
  3795541 tataaattct ccacttttcg tgccgcttcc tcattatcgg ccccaattac aatacgatct
  3795601 ccctgaaaaa aatcgtaaat ccctgaaccc tcccgtaaaa attcaggatt cgatacaata
  3795661 tgtaattcat gtctgttttg taatgtctcc tcaatccatc ccctcatagc accattcgtc
  3795721 cctacaggaa cagtactttt tgtaacaaca ataatgtctt tagtcgcata tgtcccaata
  3795781 tcaacacatg cgttttgaat atatgttaaa tccgctgtcc catctaataa cgatggcgtt
  3795841 ccaactgcaa taaatataaa ttctgcatct ttaaatgctt cctctttact tgttgtaaaa
  3795901 gttaaacgat tattctcaca cgcatcatgt attaattcat ataagccagc ttcataaata
  3795961 ggcagatccc cttgttttat ccgttcaatt ttctcatcat ttatatcaaa acatgtaacc
  3796021 gaatgtccca atactgccaa tcctacccca gtaatcaatc caacatatcc ggtacctatt
  3796081 atcgtaattt tcatttcctt ttcgcacagg aatatacaat agaaaatata cgaatacata
  3796141 gaattctccc tgtgcatcct cctctcacct taaaaatgag aaaactcttt tacttcttta
  3796201 ttatatgaat tactttcttc attctttttt aagtttttgt aaaattagat attcttcatt
  3796261 aaaccaatag aaatcttacc gaaattaaag ctgcccgttc aggctggata aattcccaca
  3796321 ttttaacacg gaacttactc atttctacgt gtaacactta taatattgaa ataaaagtat
  3796381 tcgctattaa agaaaaagag aaaatgtcat attccaaagc ccaatacgat taaccttctt
  3796441 aaatgattca acattctgta tacaattgtc atatattcta tctgcttcca tttaccgtaa
  3796501 aacgaaaaaa agattgaatt ctaatctttt tgtgatacca tatgttatga gcctgcaaat
  3796561 aaacatcata attttcagat aaatatatta aaaaaaatta cgttagacta taaaagggtg
  3796621 gggtattaat ggactcacaa gtgatttatg ccattttggc atctttcatc actgtactcg
  3796681 tcgttactcc tttagttatt aagttagctt ttaaaatagg agcaacagat aagccaaacg
  3796741 cacgtaaagt gcaccaaaag attatgcctc gtcttggcgg gttagcgata tttattggtg
  3796801 tggctgttgg atttgttgtc ggtggcttat acgaacaaag aatgttatcg ataacgctag
  3796861 gtgcgattat cattgtaatc atcggtattt tagatgatat gtacgagtta tctgcgaagg
  3796921 taaaattcgg tggacaacta ttagttgcca ttatgattgt aaaaagtgga ttattagtgc
  3796981 aagtattata tattccaatc ctcggggata ctgaacttgg atggcttgct tacccaatta
  3797041 cagtattttg gattgtaggt attacaaatg caatcaactt aattgatggc ttagatggat
  3797101 tatctgctgg tatttcatct atcgtacttg caacgctagc gtatatggcc ttcactagcc
  3797161 catggggcac tggaacagct atcattttac ctctagcact aattgcactt gcaagtacac
  3797221 ttggattttt attctacaac ttccatccgg caaaaatttt catgggagat acaggagcac
  3797281 tatttttagg atactgtatt tctgttatat cgttacttgg attatacaaa agtgtaacgt
  3797341 tattcagctt tatcgttcca gttatcattt taggcgtacc tgtatttgat acgacatttg
  3797401 caattatccg tcgtatcgta aataaaaaac ctatttcagc accagataaa tcgcatttac
  3797461 atcaccgttt acttgcaatg ggcttctctc atcgtaaaac ggtactaatt atatacgcat
  3797521 tcggtatttt ctttagtgta aatgcaatca ttttctctag tgcgacatta tggttatcca
  3797581 ttattcttct tttcatttta atcttcttta cagagattat tgctgaagta atcggtcttg
  3797641 tacatgaacg ttacaaacca cttatttcct tttataaaaa agtgaaaaaa cgcgaagact
  3797701 aattgtagta tagcctttac tattatgaaa tattcaaata gcatcctctt tcttataaga
  3797761 ggatgctatt ttttattcat tattttacat ttccaaaata tagcttgttt gagagtttca
  3797821 ctattggaga aagatataca taataagaaa aggattatat tttctttttt acatcttgat
  3797881 tgtcaaactg agggtgaatg ttatgatcaa gcgagtattt caatacatta ttttattttt
  3797941 aacgattact atgtacgcgt cacctcatgc aggagcaact actattcccc ctgctgaaca
  3798001 tcatccaaat actgagacta cttcttctac aaaaaaaatc gcgtacttaa catttgatga
  3798061 cggaccaaac aaatatacta cgcaaatttt aaacatctta aaagaaaaga acggaaaagc
  3798121 aactttcttt gttattggtg gaaaagtacc acattataaa aagacaatgc aacgattaat
  3798181 taaagatgga cactatattg gacttcacag tatgtcccac gatgtaaaac gtctttacac
  3798241 tggtgatcca tctgctttaa ttacagaaat ggaacaaaca caaaacattg tccaacaagt
  3798301 tacagaatta aatacacatc tcgttcgtgt cccgtacggt agcatgcctt atttaaaaaa
  3798361 gaattaccgt gatgcacttg tatcagccca gtataaaatg tgggattgga caatcgatac
  3798421 atacgactgg aaaagctatg acaatccttc tgccatacta gaaagagtac gtaatcagag
  3798481 cgatgaacaa gtcgaagtaa ttttaatgca tgattcgagt gtaaccgtac aaatattgcc
  3798541 acaagtaatt gattacttac agtcacaagg atacaaactt cttccctata atccatcttc
  3798601 tcatctcaaa gtaaactttt ggaaagacac aagattgtaa cagctttagt acctatatac
  3798661 taaagctgtt ttatttttct cttcccaccc ttcctatttt tgtgtaaaat tttaaatagt
  3798721 gatgaagttt cgaggtgaat agaaatgaaa cgaatagatc tcatttttaa cgcaatacaa
  3798781 gaaggcaagt atacagaagg tgtaactgca tcagaactcg ctaccctgtt gcaactagat
  3798841 cgcgccaatg taagtagcga cttaaacaaa cttgtaaaag ataaacgttt attaaaaaca
  3798901 aatacgcgtc ctgttcgttt ttatatagaa acgaacgctt tgttggaaac gcattcaaaa
  3798961 gaagtaactt cattagatac atttgcaatt gaaaatacga gccttaaaat cgcaattgaa
  3799021 aaagcgaaag cttctattct ctaccctcca aacggtatgc atactttact gctcggagaa
  3799081 acgggcgtcg gaaaatctat gtttgcttct ttaatgcacg aatatgcaat tgaagttgaa
  3799141 cagcttccta aaaacgcacc atttatcgtc tttaactgtg ctgattatgc aaataatcca
  3799201 cagctactac tcgggcagtt atttgggatt aaaaaaggag cttatacagg ggcaagtgat
  3799261 caaaaagggt taattgaaaa agcacatgaa ggaattcttt tcttagatga agtacatcgc
  3799321 cttcctccag agggacaaga aatgcttttc acctttattg accgcggagt atatcgccgc
  3799381 cttggagaaa cagaaaacga acgtaaagca caagtattaa tcattactgc aacaacagaa
  3799441 gaaccaaatt catttttatt aaaaacattt acaagacgta taccaatgac tgtcacattg
  3799501 ccaccacttc gtgagcgtac acataaagaa cgttttgctt tactacaact atttttcaca
  3799561 aatgaagcaa ttcgcttgcg aaaagaaatt cacgtgagtc cgaatgcaat gcgtgctttc
  3799621 gtcttttaca attgtcctaa taatatcggt caattaaaaa cggatgtaca aattgcctgt
  3799681 gcgaaagcct attctgactt cgtgacaaag aaacgtgact ctgtctatgt ttcaagtaca
  3799741 gacttacctt ggtatatgaa agaaggacta ttcattgaaa gaaagagccg tcatctatac
  3799801 caaataccaa atgaaacatt tatatttaca agtgatgaag gttggagtaa tcataaaata
  3799861 gaaaatgaaa aacaatcttc tatttacgat tatattgatt ataaatatga agaacttcaa
  3799921 gcgcgtggta ttgaagagga agaattagag ttactaatag aaaatgatat tcaaagcttt
  3799981 ttcgtacaat attttaacca aatgtcaaaa aagacaagtc atgaaaatgt ttttaaaatt
  3800041 gtggatcgta atatcgtttc cgtttgtgaa agaattgcag aactggctga aaaacattta
  3800101 tccaagacgt ttgatgaaaa agtatttctc gctttaagtt tacatgtaca gacaactcta
  3800161 caacgtttac aagctggaaa acaaattcat catccacaat taaatcaaat tcgtacgaaa
  3800221 tataaagaag ctttttccgt agcaatgcaa tgcattcaac tactggagga cgaattacaa
  3800281 ataacaatgc ctattgatga agcaggcttt ttaacaatgt tcttcgttgt tgatccgatt
  3800341 cctgcctcac aaacagaagt aaaagtatta atattagcgc acggcaacgg catagcaaca
  3800401 gaaatggcaa acgtcgcaaa cgaactgctc ggcattgatg aagtaaccgg gatcgatatg
  3800461 ccgttacatg aatcgccgaa agatttctta gagcgtgtga aagtgtatat gaaaacactc
  3800521 caaaatgtaa acgggcttct cttactcgtt gatatgggat cactcgctta cattggtgat
  3800581 atattagaaa ctgagttcaa aatcccggta cgtgttcttt ccatgacgag cactccacat
  3800641 gcactagaag ctgctcgaaa ggctcagctt ggctactcgt tagatgcatt atatgaaaca
  3800701 gtgaagaact taacaccgtt ttacttaaac gtacaagaag aaaagaaaaa gccgctatca
  3800761 ccaatgaaat ctgttatttt gacagcttgt ttaactgggg aaggcagtgc tttagctatt
  3800821 caaaaaatgt tggagaacta tttgcgattt gacaaagact taattgaaat cattccgatt
  3800881 agtatcgtcc atgaaaaaga tttaacaaaa atgattgaga acataaaaaa agagcggaat
  3800941 atcatttgta ttgttacgaa ttttgatgtg caagtgccat gcttaactta tcatttccaa
  3801001 gacattgtaa actacacagc aattcagcca attcaagaat taattacgta tgaagaaaca
  3801061 tatgcaaaaa tggctgatat tcttgaacaa caaatgcagc gtaacgacgg agcactactt
  3801121 atcaaaacaa ttcgttacgc attaaataca attcaagaat taatttcctt acagctaact
  3801181 cctgatagtt taatgggtgt tattctgcat atgagctgta tggttgaccg tcttcaaaaa
  3801241 ggagaaagcc tcctccctca tccggataaa gagaaacgaa gacaagatga atactggatg
  3801301 tatatgaaag taaaaaaagc attgcagcca attgaaaata catttgaaat acaaatacct
  3801361 gatgacgaag tgttttatgt aatggacttc ttcattaaga atcagcctat aaaaaattag
  3801421 tcacggcagt tttttagtat attgatctta actcagattt tatcagcgat tttcaggata
  3801481 tatcagcgca actcgggttt tatcagcgat tttcaaaata catcagcgca actcgagttt
  3801541 tatcagcgat ttttctaata tatcgattta ccgtcaataa tcgctaaaat tcgcacctta
  3801601 tagcagaaaa ggctgttcaa tatgaacagc cttttttcta cttctttact ttcctgattc
  3801661 tacccctgat ttcgcccttc ttattggact tcgtataaac atttacatat acattcgcct
  3801721 gaatgatttc ttgaagtaag ctatcaaacg ctcgcccctg taaaggccct tcaaactcct
  3801781 ccacattgac tacaccagtc acgactcctt catttacact aataccttgc tttagcggac
  3801841 ccaataaact taaaacaatt ggaccaattt gatctgattt ccctagatga atttggcatg
  3801901 atgtaacttt ttcgatgttt ttcaatatga cccgatattg caacttcttt aaatcctcac
  3801961 taaatataaa ctctgctacg ccataagctt ctgtatttac aggaggtatt tccctcttac
  3802021 ctgttaacct cgcaaagaaa tgtgttgtca tacgggcatt ctccttatat aaatttccca
  3802081 gcactacttc tactacttta tggtttatac ataatcattt atgacttttt ccacttctaa
  3802141 tttcaatgta aagtttcaca aaatctttac attagaatcg ttccttttac tttactatct
  3802201 cttgtataat gcacttagaa aaacattcta ggagggcatt ttgaaaaata acaaatacac
  3802261 ttttcacaca ttattagaga tttttctcgt ttcatttaaa ttaggactta cttcatttgg
  3802321 gggtcctgtc gcccatcttg ggtatttcca ccacgaatat gtgcaaaaaa gaaaatggat
  3802381 ggatgaacgg agctatggag atttagtagc actaagtcaa ttccttcctg gtcctgctag
  3802441 cagtcaagtt ggtatggggg ttggattatt aaggggcggc ctattaggag ctattatttc
  3802501 atggattgga ttcacactac cgtctgtgct cgttttagtt ttcttcgcct cattccttaa
  3802561 tcagctcaat cttggaagtg cgggctggat tcatggacta aaacttgtag cagtcgctat
  3802621 tgtcgctcat gcaatatggg gaatggcgca aaaattaacg ccagaccgaa atcgtgcgac
  3802681 gattgctatt gtaactgccg caatcgcctt attatggcca agtagctgga cacaagtcac
  3802741 tctcattatc atatctggct gtatcggctg gtttttatat cgcaaccaac caattagcca
  3802801 atctcaaagt ataaaagtgc ctatttcaaa aaaaatagca gtttcgtgtc tcgtcttatt
  3802861 cttcggacta ttactactgc taccaatttt aagaccgttc tcttattaca tcgccttatt
  3802921 cgatagtttc tatcgctctg gcgcacttgt atttggaggc ggacacgtcg tgctacctct
  3802981 tcttgaaggt gaattcgtac aaaatggaat gatgacaaaa gaacagtttc tagctggata
  3803041 cggattaaca caagcaatgc caggaccact gtttacattc gcttcttata taggagcagt
  3803101 gttaaacgga acgcttggag caatactcgc aacaattgca atttttcttc ctgctttctt
  3803161 actcgttatt ggtgttttac cattttggga cagtgtaaga agaatatctt tcatacaagg
  3803221 cgcactactt ggagtcaatg cggccgttgt aggtatttta ctagcagctt tttatgatcc
  3803281 gatttggaca agcacgatta tggacgctgt agattttgtt tttgcatctc ttctattttg
  3803341 cttgctcgct ttttggaaaa caccaccttg ggttatcgtt atacttggag cctttggcgg
  3803401 atatgttcta tccattttgt aaataaaaaa agacggcata atgtagccgt cttttttcta
  3803461 ttaaaacttt acaagctcta ttccttcagg caactcactc tctgttaaaa tacgcaattc
  3803521 tttcacacga tccattacgt aagaagaacg cttcacaagc tctggatcaa tataagctgg
  3803581 atgaaccata atttctaccg tttgttcacc ttgtactctt tcttttaact ttacgaaata
  3803641 atcttccgtc acaccatccg cataaaaatc actgtaaaac aagtcagaaa atggacgcac
  3803701 tgctcgctct tcttcacaac gacgaattgg aacattatat gtagcagcta atctttccaa
  3803761 aacatcgtgc aagatcgtta atccatgcac gtgatgatga ctatctaaat gagttggttt
  3803821 taatccgtaa gataagaatt tctcaatttg agcagtccac tctctctcaa cttcctctgg
  3803881 atttaccttc ccttcccata cgacgctttg tttatgaaac aatccatcgc tacttacaag
  3803941 tgatggtaca tctccaagaa gcggtttccc tgccgttaat acgagatgta ctcctacccc
  3804001 taacgtttta tactcttttg ctaagtgtac cgcatgctct gtccctggca tattcatcat
  3804061 catcgtcgtt gaatttacaa gtccatttat atgtccatca ataatgccat aatttgtacc
  3804121 ttctgtaaga ccgaaatcat ctgcatttac aattaattta atcatcgtaa tacctcctaa
  3804181 tagaataaaa aaagcgggct aaatagcgcc gcttttattt ctctaccttt ttgaagaact
  3804241 gcggaagata ttctttatgc gcttccaaca tttcatctaa aatttgtttt gcaactttat
  3804301 ctgatggtac aagtggatta attgtcatag caagcagcgc tttatgataa tcccctgtaa
  3804361 cagcagcttc aattgttgtg cgctcaaatg atttaatttg ttgtactaaa ccgcgaactg
  3804421 gtaccggaag atctccaact gcaattggtt ttggaccttc tttcgtaata atacagttca
  3804481 cttcaacagc agaatcatgt ggtaagcttg caatcgttcc gttgtttcgt gtattaacag
  3804541 gctggatatc acctttatta ttgtaaatag acgtaattaa gctacatgct gcatcactat
  3804601 aataagcgcc tccacgtttt tctaattgtg gtggtttaat atctaagttc gggtctttat
  3804661 ataactcgaa taaatcatct tctaattgtt ttactacttc tgcacgtgta cctttttcaa
  3804721 ccgaagcttc tttctcttct tctaacattt cacgtgtttt gtagtagtaa cggtgatatg
  3804781 gacatggaat tgcacgaagg ccacgaataa agtctggttc ccagttaagc gctgcgatat
  3804841 tttccatcgt aatttgcttt tctggatctg ttacaagttc taacacacga tccattacac
  3804901 ttacgccatc taaatacacg tctagtccgt ataccatatg gtttaaacct gcgaagtcaa
  3804961 cgtgtacacg acttgcatct acttcaagta atctcgcaag acccatacgg attccaattg
  3805021 gaacgttaca tagaccaact actctttgaa tatttgtata acgaagaaca gcttctgtta
  3805081 ccataccagc tgggtttgca aagttaatta accatgcatt cggacaaagc tcctccatgt
  3805141 ccttacaaat atctaaaata acaggaatcg ttctcaacgc tttgaataaa ccaccaggac
  3805201 cattcgtttc ctgaccgatt acatcatatt ttaacgggat tgcttcatct tttgcgcgag
  3805261 cttctaataa acctactcga agctgcgtcg ttacgaagtc agcatctttt aatgcttcgc
  3805321 gacgatcaag cgttaaatgt acctcaattg gtaaaccaga ttttttcacc atacgtttcg
  3805381 ctaagttacc aacgatttct aacttttctt ttcctgcctc aatatctact aaccaaattt
  3805441 cacgaacagg aagctcatca taacgtttaa taaatccttc aattaactct ggtgtataac
  3805501 tagatccacc gccgattgta gcaattttaa ttccagtcat gctttattcc cctttcgctt
  3805561 ctaatttttt ataaagatcg ataaactctg ccgctaattc ttttactgta atcgcattca
  3805621 ttaaatgatc ttgtgcgtga attaaaagaa cactaatctc tgttttttct cctcttgctt
  3805681 ctgattgtat gagctctgtt tggaaatgat gcgcttcatt gatcgcttct ttcgccttta
  3805741 ccatcgcttc atcagcctct gccattttcc cctgtttggc aaattgaagt gcctccatcg
  3805801 caaagcttcg tgcattacca ctatttaaaa tcaattggaa tggaatttgt tctgctgtag
  3805861 tcatcataat taccgccctc tctattatgg ttcaaccgat tgaaataccc cttcagtttg
  3805921 aacatgtcta ttaaattatt attttatgaa tgatagtttg gtgttcttgt agatggattt
  3805981 catctttttg aacatgatat aaaggtaatt gttctcacag atcctgttat ctgtgagaac
  3806041 aattattatg ttacataggt acagagttgt tatttccttg tgctgctgct ttttcagtac
  3806101 gaacaactga acggtcacat aacacaacga atggataata gattaccatt gcaattacaa
  3806161 agttgaataa ctgtagaatt gcacctgaaa gatgtccacc tgttacaaga taaccactaa
  3806221 taattggtgg tgttgcccat ggaatcattg caactgtttt tggtacccag ccaatagata
  3806281 tagctgtata agaagtaatt accaatacaa ttggtgttat gataaacggc aagaataaaa
  3806341 ctggatttaa aataattggt gtaccaaaga ttactggttc gttaatgttg aacgcacctg
  3806401 gaccaattga taagcgagat acaccgcgta attgtgcact ttttgctaca agtaatacca
  3806461 ctactaagaa cgctaatgtt gcaccagaac caccaagata tacgaaagta tcaaagaatg
  3806521 gttttgtaac aatgtttgga acatcaaatg cagaagtgcc accttggaat aacttcatat
  3806581 ttttctctaa tgctggtaag tataacggct caataatacc accaacgata tttggaccat
  3806641 gtaaaccgaa gaaccaaaga agatgaacaa ggagtacaat aacaattgca cttggtaatg
  3806701 tccctgctaa actttgcagt ggcgattgaa tcgtattaaa gataaattca tgaacacttg
  3806761 taccggctaa tttcactgct aattgaatac ctgcaactac tgttaaaata acaaatgctg
  3806821 gaactatagc tgcgaaagat cttaaaactg ctggtggtac tccatcaggc attttaaaag
  3806881 taatgtttct ttgtacgaag aaacggaata cttcagtaac aaggagtgct acaataattg
  3806941 ctacgaataa cccttgtgca cctgtccaag ctaagttcaa tccgccttct ttcggtgttg
  3807001 ttggcgtaag aataattaac gcaccaaatg aaataatacc tgctgacaaa ccatcaacgc
  3807061 cgtaagattt tgctaagtta taacttgttg taaatgctat gattagtgct agaatcgcga
  3807121 aagaaccagt ccacattcca ccgccaactt gtttccacgt ttcaccaaac aaacctttca
  3807181 tgaaatcttg gaaagcctca gatggaaaac cattaattag tgatgccagt gcaccaacta
  3807241 aaataagtgg cataactgcg ataaatccgt cacggatcgc agctaaatga cgttgcgacc
  3807301 cgattttacc agcgacagga acaatatatt tctccataaa tgcaataaat ttttgcattt
  3807361 cgcttccccc ctaattattt tttaagtgtt aatgcgtgat ctaaaactgc ttctccattc
  3807421 atcatgccgt agtgcattgg attgataacg tcgattccaa cgtttctctc gtcagcaagc
  3807481 gttttcattg aagaaagcat gtagcgaact tgtggtccta ataataatac gtctgcttga
  3807541 tcgatatttg tttttactgc atccccagat acagcccaaa tctttccttc taaaccgcga
  3807601 gcttttgcag ccgcttccat ttttgtaact agtaaacttg tagacatccc tgctgagcaa
  3807661 cataataaaa tattcatttg aaaatccccc ttgtgtagta taaaaatttt atgttttatt
  3807721 tatttttctt tacgctattt attaatgcaa ttagcgtgcc aactttttaa aaccactaaa
  3807781 atcagcactt tttcgactat tttctttgtg tgttaacgct ttcaattagt gtgtcactca
  3807841 aaaaacacac agtgtgttat aaaacaacac gcttttaaca cataactgta tgaaaataga
  3807901 ttagtgttta gttgtctagt tgtgtttaaa ataaaaaaac actaaaaaaa tttttttagc
  3807961 gtgaaaatct attaaaaaaa ctcctctatc tattgtccaa gcaaactcta ctaaattaca
  3808021 tagaatagaa taaaataaaa taaaacaatt cgaaagggga ttcctatgcc aaaacataga
  3808081 aaacaaagca aaataaagat ttatagaata acaaactata aaaaagacaa gcgttctgaa
  3808141 ttagactcta acaaatttga actagaacag caggcggtag aaaataagca ggacaagcag
  3808201 ggcaaacaag ataatcaagt acaatcggaa aatgtagtca tagtacccac agattcacac
  3808261 aacttagata tatgggatga aatttctcta aaggaaatac aagctggtga acatacaaat
  3808321 ttatttgcgg aacaaagtaa ttatcaaaat attaatttgt tgcaagttag cgatatccgt
  3808381 ttatatttgg acaagcaact acaattcagt tccgtcgatg agcaaattta tcatgaagca
  3808441 cttgtgcatc caattatgtc aaaagtaatt gatccaaaac gtgttctcat attaggcggt
  3808501 ggcgatggcc ttgccctgcg agaagtttta aaatatgaaa ctgtactaca tgtagacctt
  3808561 gttgacttag atggatcgat gattgatatg gctcgtaatg ttcctgaatt agtttcttta
  3808621 aacaaaagtg cattttttga taatcgtgta aatacacacg tatgtgatgc aaaagaattt
  3808681 ttaagctctc cttcctcttt atacgatgta atcattattg attttccaga tccagcgaca
  3808741 gagttgttaa gtactttata tacaagcgaa ctttttgctc gtatagctac atttttaaca
  3808801 gaagacggcg cgttcgtctg ccaatctaat tcacctgctg atgcacctct agtatattgg
  3808861 agtatcggta acacaattga acatgcggga ttaactgtga aaagttatca tacaatcgtt
  3808921 ccttctttcg gaactgactg gggatttcat atcgctgcta attctgtcta tgtactcgat
  3808981 caaattgagc aattatacgt agtaccaact cctcgaacat taccttccct tctttttcct
  3809041 ttatttcaat ttaaagaaga acatttagaa caacgtaatt tcgctctcct aaactcagaa
  3809101 tcgaacctta tcctacacca atgttacaaa aaggaaatgg agttttgacg atatcacagg
  3809161 aaggagtgct accttatgga atattctact ttcggtaagc atataatagt agatttgtgg
  3809221 ggagtggatt tttccctatt agatgatatg tactttttag aacatcattt aattcacgct
  3809281 gccgatctct cgggtgccca tgttttaaac gtaagtacaa aagaatttga tccgcatggc
  3809341 gttactgttt tagttttact atcagaaagc cacctctcta ttcacactta tccagaacaa
  3809401 aactttgccg ccattgattg ttatacgtgc ggtacaaccg ttgaaccgca aatagcgatt
  3809461 gattatatcg taagtatatt gaaaccaaat gagatgcata taagaagatt aattcgtggt
  3809521 ataggagaga ttgtaaatac cgattaaata tcactcttac tcatttgtaa aaaggagggt
  3809581 tgtaaatacc atcagtggaa cgaatcctcc actgatggta cagacacata cataaaaaaa
  3809641 ccttgcatac gcaaggttca ttcagtcact gacatcttcc tatataattc tacaaattca
  3809701 ctcgctaatt ccttcaccgt aatcgcattc attaaatgat cttgcgcatg caccatcaga
  3809761 agagttactt cagttttttc accaccagct tctttctgta tgagatccgt ttgtacacgg
  3809821 tgcgcctctt ttaattcctc taacgcttct tgtaatttcg cttctgcttc tgtaaactcc
  3809881 ccacgcttcg cgcaatcaat tgcttccatt gaacaacttc tcgcatttcc cccatgcaaa
  3809941 atcaaatgaa aagctttcgt ctctatcgta tccattttcc ttctttactc ccccttttct
  3810001 tccgctactt tttgtttatc ccatattttt aagaacggta aataaatgaa gaatgcaagc
  3810061 gcaaagttaa caagttgtaa aacaacgcct gaaattttcc cgcccgatcc taaatatcca
  3810121 ctaaaaagaa taggtgtcgt ccaaggtaca gcagctccac tcgggcgagc aactaatccc
  3810181 cattccattg caaagtaaga aacgatcgtt aacacaaccg gaactaatat aaatggaatt
  3810241 aataaaattg ggttcattac aatcggcata ccaaaagtta ccatctcatt aatattaaat
  3810301 ataccaggtg caattgacaa tctccctaaa ctttttaatt gctgacttcg tgcaaacaat
  3810361 aacattccga caactaaagc tagtgttgcg ccggaaccgc ccatataaat ccataaatca
  3810421 aaaaactgtg cggtaatcgt atttggtaca tcttgccccg cttggaaagc aactcggttt
  3810481 tgatccatta acgacaacca aacaggactc attacaccac caacaatagt agcaccatga
  3810541 attccacaag accaaaggac atgaacgaga ataactgcta ttattgcgcc ccaaagacta
  3810601 gcaccaagta cactaagtgg ttcctgcaaa atttgcccta caatattatg gatactgcca
  3810661 aaagaagtat tttctataat taagcgtaca atccaaataa ccgttacaac aataaatcct
  3810721 ggaacaagtg ccgcaaatga gcgcgtcacg gctggtggaa ctgtttctgg catctttata
  3810781 attatctttt tttgtacaat aaaccgataa agttcagtag atataagtgc aataatcatt
  3810841 gctacaaaca acccttggct tcccattaat gcagctggga tagcaccttc tacaagtaca
  3810901 ctctcttttg tacttggtat aatatatgca acttgaaatg gcgtcacaag taaaaacgtc
  3810961 acaagggaca atgctccgga tgctaaagca tccactttat aatattcccc aagcctgtaa
  3811021 gcgattccaa aaacagctat taaagccatt atattaaaag tcgcactaac tggatacccc
  3811081 aaagccctct gccaattctc cccaaacaaa cctgccataa aatcattata gcctggtatt
  3811141 ggtaatgcac taataataag gaaaaatgat ccaatgatta aaaaaggcat cgttaaaata
  3811201 attccatctc gaattgcttg caagtgcctc tgctctgcaa ccttccctgc taccggcatt
  3811261 acatatttct ctaaaaaccg tatcatctat cccactctcc tcatggtttc attgacaacg
  3811321 ctgcttgcaa gatagcttcc ccattacaaa gtccgtaatg gacggattga attacatcaa
  3811381 caggtactcc tttcccctta cataattctt tcattttcgg taataaataa cgtacttgtg
  3811441 gcccaagtag cagtacatcc gcttcatcaa tgtgactatt tacttcagaa cctgatacag
  3811501 cccaaatctt tacctctatt cctcttgcct ctgctgcttt ctccattttt gtaacaatca
  3811561 agctggaaga cattcccgct gcacagcaaa gcaaaatatt cattccgctt ccctccccct
  3811621 ttttctaaac ctaaattatg gtgcatccct taccaccact aggttacaaa tatatatgtc
  3811681 tagatttcta actgtatgcc gagcttaaaa acaaaaattt ctcggttttc gcgctattcc
  3811741 atctatcagt attctcctag taaagaggac tctaactcgc tataataatt cagtatgatt
  3811801 ttttatgatt gataggaggg tatatttatg aaggcatatc gctttccact tattttatta
  3811861 tcttctatcc taattggtgg tttcattggt tatttcatgg gtaccgatgc cgttgcttta
  3811921 aagccgcttg gtgacatttt cttaaactta atgtttacga ttgttgtacc gttagtgttc
  3811981 tttagcatcg cgtcatctat tgctaatatg gatggattaa aacgtttcgg taaaattatg
  3812041 tctagtatgg ctgggacttt cttatttaca agtattttag ctgctatttt tatgattatt
  3812101 gtcgtgaaag tattcccgcc agcacaaggt gttgtattag aattaacaca acctgacaaa
  3812161 gctgaaaaag ctgttagcgt tgcagatcaa attgttggta ttctaacagt atctgacttc
  3812221 tcgaagttac tatctcgtga aaatatgtta gctcttattt tcttctctat tttaatgggg
  3812281 attgcaactt cagcagttgg tgaaaaagga aaaccattcg ctacattctt acaagctggt
  3812341 gcagaaattt caatgaaagt tgtatctttc attatgtact acgctccaat tggacttgct
  3812401 gcttacttcg cagcattagt tggtgaattc ggaccacaac ttcttggaac ttacttccga
  3812461 gcagcaatgg tatactatcc agcgtctctc atttacttct ttgtattctt tacgttctat
  3812521 gcataccttg caggtcgcaa gcaaggtgta caagtatttt ggaagaacat ggtctctcct
  3812581 acagttacat cactagcaac ttgtagtagt gctgctagta ttccagcgaa cttagaagca
  3812641 acgaagaaaa tgggtatctc ttctgatgtt cgtgaaacag ttatccttct tggatctaca
  3812701 cttcataaag acggatctgt tttaggcggc gtattaaaaa ttgctttctt attcggtatt
  3812761 ttcaacatgg aattcgaagg accgaaaaca ttagcaatcg cacttgttgt ttctctatta
  3812821 gtaggaacag taatgggcgc tattccaggc ggcggtatga ttggtgaaat gttaatcgtt
  3812881 tctctatacg gattcccgcc agaagcatta ccaattattg cagcaattag tacaatcatt
  3812941 gatcctcctg caacaatgtt aaacgtaaca gcagataacg cttgtgccgt aatgacagct
  3813001 cgccttgtag aaggtaagaa ctggatcaaa aacaaatttg cttaatagat agaaagagga
  3813061 tgctcctaac gagcatcctc tttttttgat gttaagccac tccgccacaa atttgttaaa
  3813121 atcttcacaa atattccaca tccattatcc attctccgta ctataatcat gtatggaaaa
  3813181 ggagatggaa ataatgactc aaagcgcacc agaatttaaa gttttgcaaa gcattgcatt
  3813241 ccttgctgtc gttttgcaaa gttcgttatt atatacaatg aatcaaggaa atgtcttact
  3813301 tgagcaatct ctcattatgg gcatgctatt taaccttgca aaattttcgg cacctgcatt
  3813361 catatttatc gttggatttc atttaattcg tcactataca aagcaattag tatacaaaga
  3813421 atatatttct gaaaaagccg cacatttact cattccttat ttcttctggt ctattcttta
  3813481 cttattaaca acaaacgata tgatcacatt acaaggcgga ataaaaagtg tattactcgg
  3813541 aacggctgca cctcaccttt ggtacgtaat tatgatgttc caaattcact tattgttccc
  3813601 tttgctgtgc acactatttt attggtttca aaaacgaaca gaaaataaaa aagacatata
  3813661 taaatatatg accatctttg cttgtctata tttcctctta atgtggtatt cttcgcacta
  3813721 catttttaat ggagagaaat tgactagctc aaccatttta cattatacag atcgttcctt
  3813781 cttcttctat tcgttctatt tcgtcatggg aggaatcgct gctgtagcac taaaaacatg
  3813841 gcggctattc gtcatgaaac atatcccgct tatcacaatc ttatttttca tcttattttt
  3813901 attcatcaat tatgagttat ttagttttta cggcgcaaac tctattcatt taaccgtttc
  3813961 gacttattta aaaccgtcta tgtttttata tatcgtatgc gaaattatta tactttacgt
  3814021 gctttctatt acaatcgtac agcgacgcgg tttcttatat aaagctttac gatttatcgg
  3814081 gaattacacg tatggtgctt atttagctca ctttttcttc ttgcaactat gtacaaagtt
  3814141 tctttcttta ttcacactgc aagaaaacac aatattatat agcttattat tatttacaat
  3814201 aacggctaca atctcaattt cagcaatggt cctttgtagt acactaccat ttcatacgtg
  3814261 gattacagga ccgtctccta gggcaactgt gagatgggcg aagatcgtac ttcggaaaca
  3814321 tcatgaaaaa gtatgtaaac catatctttg atataataga attccataca agaaaagaaa
  3814381 gtaggataca cctatgatta atcaaattgg acaaattatg ttatatgtaa ataatcaaga
  3814441 taaagccgta catttttgga ctgagacagt agggttccaa attattgcag aagaaaataa
  3814501 tggacaagga tttcgctgga ttgaaattgc gccagcaaaa gaagcaggaa caagcatcgt
  3814561 ccttcacgat aaagcgttaa ttgcaaagat gcaacctgaa ttaaacttag gtactccttc
  3814621 acttatgttc ttctctaaca acttagatca actatataaa gatctttctg agaaaaacgt
  3814681 tactgttgga caagttgtag aattacctac tggcagagca tttaactttg ctgataatga
  3814741 aaacaattac tttgcagtaa tggaacgcaa ataaaaaaga agctatccga aaaaaccgga
  3814801 tagcttcttt cattttagga aacttgttct acattcgttt ccctatgttg tatatggctc
  3814861 gtgatccaag caattccacc agcaacaacg agatagcata acaatattaa aatttgcatt
  3814921 tgtaattgcg accaatctcc taaagaaatc acatcttgta gtcctctaag agaatgagac
  3814981 attgggagaa attgtccaat tttgctaaga acagctatat ttaattctcc tgggaaagtc
  3815041 cccccgctcg tcgctaactg caggacaagg agcgttaccg ctaagaactt tccaacaaga
  3815101 ccaaatactg ttactaacat aagaataaac gtcataaacg taaaggaaat aacgatactt
  3815161 gataaaacaa agagtggcac acttgcaact tctaatttca taactcctag cacaactaca
  3815221 tctacaagca atgcttgaat aagtccaatt acatatacca atcctaattt attaataaaa
  3815281 tgtactgttc cacttacttt catattttgt ctacggccaa gcggtaaaat attcgacgcc
  3815341 ataattccgc caacataaaa cgcaagcgat aagaaatatg gtgcaatacc tgaaccgtaa
  3815401 ttaggtacgt cagaaactgt tgatttcact aattgaaccg gctctgagaa catcgtattg
  3815461 cgtgcatcat cattgcgaac atctgctatc ttcgctgcgc cctctcctaa tttcgtagaa
  3815521 agttctttcg caccatcgtc aagtttaaca agtccgttcg ttaactgatc aacaccatga
  3815581 ttcagctctg ttccgccact cgcaagttga ttgacacctt cttgtaatga tgtaaatcca
  3815641 gtcccccatt tcgtaaatcc actagctaaa ttcgccgcac catctgctat ctttttcgtt
  3815701 ccagcagtag cctcatttaa cttaactccg aatgtattta taccttcttc aatcttatgt
  3815761 tgaccatccg caagcttctt tgcaccttgc gtcaattgtt gctggctatt atttaaggtg
  3815821 tttgttgctt gagctaatcc attagacgta gcaataatct tttgaaaagc aggatcttgc
  3815881 tgcacttctg gatgactttt cacgtactct tctaattgtt gttttacact atttgctgca
  3815941 ttgtccgctt tcacttgccc ttcagcaagt ttctcgcttc cgttcaccca ttcatttgta
  3816001 ccagcactta attcactaac ccctgattgt aaagtttttt caccttgtgt caataactcc
  3816061 atcccgctat gaagtgaggt tgctccttga cttagcccat ttgctccgtc agttaaggca
  3816121 gattggctag aagcaagttt gtcactttcc tctttcactt ttgatgtccc gtcacttaaa
  3816181 cgatgaatac catctgcgag ctgatttgct ccatttcttg cttctgtcgt tccttcatgt
  3816241 aacttcccag caccatgact tgcatcattc aacccttgtg ctaagtcttg aaactttgaa
  3816301 aagacacctt ctgtataaga ttttgtaata ctatttgaaa tttttgtttt catattttca
  3816361 acagctgtcg ttccaatttg cgctgctaca aagtttttac ccggatttac tttgtactga
  3816421 agctgcgctg gctctggttt ctcatccata agtgtactta cctttttaga gaaatcctct
  3816481 ggaatcgtaa caaccatata gtacttatct tcttttagcc cttcatcagc atttttttct
  3816541 gatacgaaat gaaaagctag ttccttattc tcttttaaat tttttacaaa atcgtctcct
  3816601 gcacgaattg ttttctcatc catcgcagca cccttatcta aatttataat cgcaacaggt
  3816661 aatttatcta atcgtccgta cggatcccaa tatccagcta aaaagaatcc tgaataaatt
  3816721 aaaggaacga ttaataaaaa aattaaagcg atacgtccat gtttatggtg ccacatcgct
  3816781 ttccaatctt taaatataag ttgaattcct ttcatgaaac atactccttc tccaaattta
  3816841 acaccattag aatggtttaa cagatttact atacacgtcc attttcatac tgtataatac
  3816901 atctttaatt atcaattcat tccttttggt ctatagaaag gagagtcaaa atggaacttc
  3816961 ttcaactaaa atactttcaa acagtcgcaa gattagagca tatgacaaaa gccgctgaag
  3817021 aattgcatat cgcacaacct tcgctcagca aaacaattgc tagattagaa aaggacttag
  3817081 gcgttccgtt atttgaccgc caagggcgac aaattacatt aaaccctttc gggaaagtat
  3817141 ttttaaaacg agtagagcgc atttttcatg aattaagtga aggcgaacga gaaattaaag
  3817201 atttagctga cttacaacaa agctctatta cgctggctgt ttctattcca agaatattac
  3817261 cagaactaat cggttctttt ttactagaac atcctaacgt tcgattccag caatttctcg
  3817321 catctactcc ttctatgaaa cgacaactag ataatataga aattgacttt tgtatttctt
  3817381 ctgtgccaat tgaaggcgag gaaattattt gggagccact tattacagaa gaaattttct
  3817441 tagtcgtccc ttcaggccat cgtttatcag gacgtgaaag tatctatctg catgaagtaa
  3817501 aagacgaacc gttcattagt atgaacactg gttacggatt tcgacactta acagatgaat
  3817561 tttgtaaaga agctggattc acgccacata tcgcttttga agtagatgaa ccaaccgtga
  3817621 ttagcgatct tattaagcaa ggcctcggca tcgcctttgt cccaagttta actttattaa
  3817681 aaaactctac tttagcatta aataagttac gtattatgga acccgtttgt aagcgaacga
  3817741 ttggcttaag ctggtccaaa aaacgttact tatcgaaaac cgctcagcaa ttccgtgaat
  3817801 tcgtgataga ttacttctcc aatattaagg cgtaaaatga tatcaataaa taaaagatgc
  3817861 catcccgata gggtggcacc ttctattgtt cacttttctc taattctatt tcagctaaaa
  3817921 gcggtagtac gttatcgaaa atatgcgtat tattattttc acctgttacg tatccaccgt
  3817981 aatatctact aaatacgttg tcatttcgga atgtggacat atggtcatac aattcctttg
  3818041 caaactttgt atcacctgtt tgtagtacgt acaaaattgt taatccgtaa gcggctggtg
  3818101 attcatactt cacggtttgt tttcccgttt ctaaattgta acgaccgtat aactttccat
  3818161 cctcctggaa cttcttcttt ataaattcca aataagcatc tgatgaaagg ccacctaaac
  3818221 tacggtgata tgcaacgtat gattggtcaa taagattcac ttctttatcg tacgtaaatg
  3818281 taccatcttc tttatactct ttcgggaatg cccatccatg ccttgggtaa tctgctaaaa
  3818341 attgaacgac ttcctgatat tgctgagcag aaactttacc atactttttc atataagaga
  3818401 atgcgcgcgg atttatatat gacgttgttg caaaatcatt ttgtttcctt gcatctgcat
  3818461 cataataatc aacataataa ttatccttct tattataacg aattacagca tcactcaatt
  3818521 gatctgccaa gtttttataa cgctcttcct tgtacatttc ataagcgcga tataactgtt
  3818581 ctataatacg aagatcgtca ataagtgcat ttgtagctga ttgcatttct cccttttcag
  3818641 agattttcca taaaacaatt tggtccttat gtacaaagtt attttgaata accttaactt
  3818701 gttcatcgaa taacgcttga tcatctttat ccaatgtata ttgtagccaa agtcctgctg
  3818761 attccgataa agcttcacgg cctttcgctt caccggtacc tgcttttgta tcttctaaac
  3818821 gatatgtagc aagcatccca ttttcattca tcatatgtct taaaataaaa tgctccgtac
  3818881 ggtttccttg caaagctgac caaaatacaa ttccacctaa agcgattaaa agaataactc
  3818941 caatcactat atatacgttt ccgcaaactt ttcacctggt ttgaaattct tataaaaatc
  3819001 tataaattgt tggcgaacca agtcaaatgc caaccaccga aaaggaatct cacctttttc
  3819061 ctgtccgtaa gggttgtgac cttttcatcc acctattgtg aaagaatgac ggcaggttcc
  3819121 tgttaggaac gatctgtcct tgcatactac cattcatcca agtcagtagt atgcaagagg
  3819181 ttataagaaa taaaccagta cccccccttc tcatttaaat tttaaatacg aattgttgat
  3819241 tgttcatata aacagttttg tgaagaatgc tccacaattt ccaattatga tattctttcc
  3819301 acgtttgaat tgtttgtaac cattttttat atactttttt cgtattcttt ttactttctt
  3819361 ccatggaagc aacaagaata cgcagttttg ttgtaatttg tttttttaat aataatataa
  3819421 tctcttttgg taattgttct tgcaattcta atccacgtct tgcgatcgtg aaggcggctg
  3819481 cttcatgaac gctaataccg aaattttgac tgtattttaa ttttccaatc acacttgtat
  3819541 aagcggggtt tactgtttta acagaaaatc cgttacgaag agacatacga attaaactgt
  3819601 tcaacatctt tttatacgta aattgatgga aattacgatt actgtattta tcagtatcat
  3819661 gagattgttg aaactttaaa tcttctaaaa caattccacc tacattgttt tccaataacc
  3819721 atgttttaat ttgttgtacg atttgtccaa ttatcgttgc gcgtttgttt gttaaaaacg
  3819781 cattcagatt gtgtagataa aaaatttttg aacctttaaa attaccttgt tttgtacata
  3819841 aactaactgc aatgcggtcc ggatttacat caattcctgc aattacatct gattgtggtg
  3819901 tttccttgaa atctagtaca cgacctattt ctgtttcatc aaacgtaata tttacataaa
  3819961 attcattttg tttacgaatg atttctacac tatatttttg atgctctata atcggttttc
  3820021 cttttggatt tacaccgatt tgctttccca taacgacatt tgtaatttga tgataaaaac
  3820081 gatatggaat cataatcgga actttgattc gtgggctttt tgtttttcca tttgttcgtc
  3820141 ctaatggatt tgcaatttct aaccatcctt gcccacaatc atcaactgta atgcgcatgt
  3820201 tcaaattccc ttttttactt ttatctccgc gagaatataa ttgccttgta cgtaaatctt
  3820261 tccattcttg attggatatc ttatctttca ttctttcata gaaatttttc cgtccaccaa
  3820321 aaataatagg aggtaatgtt ccatttttaa tatgtgtttc atacatttca attttttgtt
  3820381 ctaatttttg ttgtcttttt cttaatccaa ttagacaaat ttctaatgaa acttttttgg
  3820441 ggtttttcct gccactttca taatcatctt ttttttgtaa tgttttttct aatttttttt
  3820501 gattgttttc taggtaaaca ggaagaagtt ctttttgggt ggaaaggatg gtttgtgctt
  3820561 gcaaaactgc atcttcacaa aagcgtttgt ttaacaaata tttaagttgt agttttttaa
  3820621 tcaattcttt ctcgttttct ccttcaatta aacgattaaa actatatcgt tttgcacttt
  3820681 cgaacgtacg gatcaaagta attaaagctt ccgtttgttc ttttgtaata gaattgattt
  3820741 tacaagcacg tgttgttttc atccttttcc cccttttcat cacctgaaaa tattataggt
  3820801 tgaattctgt aaaatataaa acctgtaatt gtaaattttt atagtttttt atagattctt
  3820861 atttactgtt atttcctccc tagtaaggct atccttaatt ttaccagaac atacgtaaat
  3820921 gtaaaaaaga caatctatta gattgtctcc cgttcctcta tctctcacaa gcctctttag
  3820981 aaggtctata tagcgattct acgagtcgat catactcact acgcgtaatc tctttattat
  3821041 acagcttcaa taataaatct ctatgctctt ttgaaaatgc catcttttta atgacttcag
  3821101 gatacataaa acatcctctc catttcacat aaacttcttc accctaaatc agaacttatg
  3821161 ttcgcataaa agattataaa atattccttc ctaaaaaaca aacaaaatat tattaaacgt
  3821221 taacttcttt ctatttagaa tattcaatca tcatattaac atatccactt tttaaataca
  3821281 tatatatttt tggtagtttt tttgaataaa tcttccaatt caatcagaaa ataatggcaa
  3821341 aaaagaagag gagtttacat atggatacgg taacattagc aagagcattt ttcggttctt
  3821401 cactagcatt ccacattatc ttcgcaacac ttggtgtcgg actttcattg atgattttta
  3821461 taagtgaaat actctatcac tggaagaaag attccgacta cgccattatg gcgaaaaggt
  3821521 ggacaaaggc ttttgccatc cttctcggtg tagcaattcc aactggaaca attgtcggtg
  3821581 tgcaaatctc acttctttgg cctggttttg ccaaaattgt tgggcaagtt atttctgttc
  3821641 cctttcaaat tgagattttc gccttctttt tagaggcttt gttcatgtcc atttatgtat
  3821701 atgcagctga caaactacct ccattcatga gattaatctc gttattcttc gtcatgattg
  3821761 gtgccacggc atccgccgtg cttattacat cagcaaatac atggatgaat acacccgcgg
  3821821 gcttctcaat ggggccagat ggatcagttt ttaacgttga tccgtggaaa gctttcttta
  3821881 atccgagttt tggcacaagc gcattccacg ttgtgattac agcctatgca actggagctg
  3821941 ccgtcattgc ctctatcgct ggatttaaat tattaaagaa gaatttaagt gaacgtgaag
  3822001 tggcgtatca taaaaaaggg ctactattag gactcgtcgt gacatttatt acaggtgcta
  3822061 cgatgtggct ttcgggacat gaatcggcaa ttgccttaca taagcattcc cctgaaaaac
  3822121 tggcatctgc tgaagcttta tttgaaacga catcacatgc accgttatcc attggcggcg
  3822181 ttgtagatcc taacacactt gaactaaact atgcactaga aattccgaac atgcttagcc
  3822241 tactagtggg actagaccct aacaccgtcg taaaaggtct aaatgaattt ccacaagaaa
  3822301 catggccacc attttacaca catacactgt tcaatttaat ggttggcact gctgccttta
  3822361 cctttgcagt tgcagcaatt gccctcttat attggtactt tgtttaccga aaaaaagggg
  3822421 ccgaactacc gaagtggctt ctttggggag ctgccgcatg tggaccagtt atgatgcttg
  3822481 gcattgaatt cggatggatt ttcagctgta gcggtcgtca accgtggacc atttacggta
  3822541 tgcaacgtac agtcgacgct tctacacgcg ctgattttgt cggtccttta tttattctat
  3822601 tcatcatttt atatattgga ctcggtattt taacagtctt tgtgctacgg acattcttta
  3822661 agaaacatcc gcttacaaat gatttacatc acgaaggagg cgattctcgt gcatgaggaa
  3822721 agtattgcaa tcatcatctt atgggccctt attttcgtat acagtatatt aggatccatc
  3822781 gattttgggg caggtttttg gggcatggta tacgcaaaac atccaacgct cgctgccaag
  3822841 cttgccaacc gatacttatc accgacttgg gaggtaacaa atacgtttct cgtctttgtc
  3822901 gttgtcgcat ttcttggctt ctttccgaaa gcagccttta ctcttgcgac agtaatgttc
  3822961 gtaccagtta tgttaatttt agtactcgtg gcaattcgca gtacatttat ggtatttgct
  3823021 tattccctac cgaagtacca acaccttctt cgtatcattt caggtattac agggctctta
  3823081 attccagctc tattaattac cgttttaccc gttacagaag gcgcctatat tacaatgtct
  3823141 gaaggaaaag aagtactcct gtatggaaaa cttctttcta gtcctgttat ttattgttat
  3823201 atgctcttcg gactaacttc ggaactcttt ctatcttctc tctttcttgc tgattttgcg
  3823261 agagaacaag gttcagaaga tgcatataaa atttatagaa gaaacgcgat catccttggt
  3823321 cctgcaacgc tcgttacggc gattatcgcc ctcgttgtaa tggatccaga aacacactgg
  3823381 cttatgcaag gactaataaa acaattcccg tggtttacag tttctatcgt tttattcgtt
  3823441 atcgggtact cttccctttg gtggacaaac aagaagtata gcacactagg attccctcgc
  3823501 attgctgttt tagctgtcgt tgctcaatat gcatttgcaa gttacgctta cggcgttgcg
  3823561 catttaccgt atattattta ccctgatgta actgtattta caagctttac aacggtcgaa
  3823621 acattctatg cattgcttat tttatatgca attgggatcg caattttatt accaggattt
  3823681 attttcttct ggaacttatt cttgaaggat cgaacttttt tgaaggaaaa ataatattgt
  3823741 ggggggcctg ttccaaaagg tatttcggga tgggctccct ttgtcacgtt ttggcggtaa
  3823801 atcgatatat tttaaaaatc gctgatatat tttaagttgc gccgatatat ttcaataatc
  3823861 gctgatatat tttaagttgc gccgatatat ctccataatc gcccatataa atttcatttc
  3823921 ctatcttact gccccattaa gttatagact cctctcataa tagttatttc actagtagtg
  3823981 acgcttgtcc tctagcacga aaaacacata ttcgcttcat cccattatac gtctagttcc
  3824041 tattactttt tgctgaatat actaccatta taaacttgag acaagctaca tctgttcaag
  3824101 ggaaaataga aaggtaggca aaatatgagc gttgaaatat ggattactat tattgtattt
  3824161 ttcttaacga tgattgttat cttttggcga cctcgtggtt taaatgaggc gtggccggca
  3824221 gcaattggtg ctggcattat cctgattact gggcttgtat caaaaccaga cgtcatggac
  3824281 attattagta aaattggcgg tgcctccata acaatattag cgaccattgt tatggcagtt
  3824341 atattagaaa gcttcggctt cttccactgg tctgcggcga aacttgcaaa cttagcaaaa
  3824401 ggttccggtc gccgtttata ctggtatatt caattattat gttttcttat gactctttta
  3824461 tttaataacg acggtagtat tttaattaca actccaattt taattcttct tctaaaaaat
  3824521 cttcaattaa aaccacatca acaaatccct tatttattaa gcggtgcttt aattgctact
  3824581 gcatctagtg caccaattgg tgtaagtaat atcgtaaact taatcgcatt aaatatcgtg
  3824641 aatatgactc tttatatgca tactgctatg atgtttgtac ctgcaacatt agggctattg
  3824701 tttatgtcat ggcttatgta tacggttttg aagaaaaaat tccgaaaaaa ttgcctgttt
  3824761 cttcatatga tatcgaagaa atattcttca cgaaaaactt ccatccgtta aaaggaaaaa
  3824821 attctgttga tacgaaacaa aaacggacaa gatttatgtt gaaagtatta ggcttcgtct
  3824881 tccttatgcg ctgtcttcta ttcgtcgcat ccttcttatc tatcccaatt gaaattgttg
  3824941 cggtactcgg ctcactcgtt cttctcatct ggagatggta ctacttacga acaaatcctg
  3825001 tcgacatttt gaaaaaaaca ccgtggcaca ttttaatttt tgctttctct atgtacgtca
  3825061 ttatttacgg acttcacaac gcaggattaa caacagcact tgtaaattgg ctcgaaccag
  3825121 ttgtaagtca gcatctactt tatgctagct ttgcaatggg cggactcgtt tccctcctct
  3825181 ccaacatctt caataatcac cctgcactta tgattggtac cattacatta actgaaatgg
  3825241 gactagaccc gattacatta aaaacgatct atctcgcaaa cattattggt agtgacatcg
  3825301 gttcactatt attaccaatc ggtacgctag cttccctcat ttggatgtat atcctgagac
  3825361 aaaacaaaat taaagtaaaa tggaaagact atttaagtgt atcccttatc gtcattccgc
  3825421 tcacaacagt cgttacatta ttcctcttat actactgggt acacttattc ttcgccttat
  3825481 aaacgacaga agcccacttt gctaccgtct tagcaaagcg ggcttcttct atatttaagt
  3825541 taggtactac agtgtgatca atcaagtaaa gaggtgtaac gtattattgg tataaatgac
  3825601 taccagtttc tttaaattct ttcgctttct ctttcattcc tttttcaatt gcttctgtcg
  3825661 tttctaaatc attttctttt gcgtattcac gaatatcatg tgaaattctc atactacaaa
  3825721 acttcggtcc acacatggaa cagaaatgag ccgttttcgc tccttctgct ggcaatgttt
  3825781 catcgtgata ctccatcgcg cgttcaggat ctaaagataa attaaattga tcgcgccaac
  3825841 ggaattcaaa gcgtgctttt gaaagggcat catcacgctg atgagccgtt ttgtgacctt
  3825901 tcgctagatc agccgcatgt gcagcgattt tgtacgtaat aacaccttct cgaacatcat
  3825961 ctttatttgg taaacctaaa tgttctttcg gcgttacata acaaagcatc gccgttccaa
  3826021 accaaccaat catcgcagct ccaatcgcag atgtaatatg gtcataacct ggtgcaatat
  3826081 ctgtcgttaa cggcccaagt gtatagaacg gcgcgccctg acaaatatca agttctttct
  3826141 ccatattctc tttaattaaa tgcatcggta catgcccagg cccttcaatc atcacttgca
  3826201 catcatgttt ccaagcaatc ttcgttaatt caccaagtgt ttcaagctca gaaaactgtg
  3826261 cttcgtcatt tgcatctgca atcgaacctg gacgtaatcc atctccaaga gagaacgaaa
  3826321 catcgtactg cttcataatt tcacaaatct cttcaaaatg agtgtatagg aagttttctt
  3826381 tatgatggaa taaacaccac tgtgccataa ttgaaccacc gcgtgaaacg atacctgtcg
  3826441 tacgtttcgc cgtaattgga atgtaacgaa gtaatacgcc agcgtgaatc gtaaagtaat
  3826501 ctacgccttg ctccgcttgc tcaattaacg tatcacgata cacttcccac gttaaatctt
  3826561 ctgcaattcc gtttactttt tccagtgctt gatagattgg tacagttcca actggtacag
  3826621 gtgcgttacg aataatccac tcgcgcgtcg tatgaatgtt tttacctgta gataaatcca
  3826681 taatcgtatc tgcaccccag cgagttgccc acgtcatctt ctctacttct tctgcaatag
  3826741 aagaagatac agcagagttt ccgatattcg cattaacctt cacatggaaa ttacgcccaa
  3826801 taatcatcgg ttctgcttca ggatggttaa tattcgctgg taaaatagcg cgaccttccg
  3826861 cgatttcctt acgaacaaat tccgggtcta ctccttcacg aatcgcaaca tattccatct
  3826921 cagacttaat gatgccatta cgtgcataat gcatttgcgt aacatttgca ccttgcttcg
  3826981 ctctaagcgg tttgcgatcc atttgcggga aaacaggtgt atgtttcgaa gccaccttca
  3827041 caccgtcatc ctctggtttc acttcgcgcc cttcgtatgc ctctacatct ccgcgctcta
  3827101 gaatccaaga gtggcgcggc gttggaatcc ccttctctaa ctcgacttta tacgcaggat
  3827161 ctgtgtaagg accgcttgta tcatacacac gaattggcgg atttggaacg ccatttgtat
  3827221 cactttgttc aatctcacgc atcggcactt tcataccttc tcgtggtcca tccacataca
  3827281 ctttcttact tcctggtaaa ctcgatttca attcaatttg ctcagctgaa acagactgtt
  3827341 tcataacctt tgttgccccc ctgtacgtga caaggacgag atatggccag cgtatgccaa
  3827401 aataaaaaga gccaggtcca taaaaaaata aggacctggc tcataaagac atcattatgt
  3827461 aaagccgtta acttccctac gctggtacga gccagatcag gtccaaaggg ttaagaagtt
  3827521 tacgcgcttc tctctcagcc tacgcatacg ttaggcaccc ctagtttatc actgatttaa
  3827581 ttttcaatac tttctcatca tacacgataa tctgaaaaat gaaaagttta tttcttttgc
  3827641 tctttatgga atcatccaag ttaaataata agcctgtaca tacgtcataa taccaacaat
  3827701 aattacgaaa aataaactat gctttactgt aaagcggaat aaatctgatt cttttccagc
  3827761 aagtccaact gctgcacaag caatcgcaat cgattgcgga gaaatcattt ttcctgttac
  3827821 accgcccgtt gtatttgctg caacgagaag tacttcagat acaccgactt gttgtgctgt
  3827881 aatcgcttgt aaatttgaga ataatgcatt tgctgacgta tcagaccctg ttaagaatac
  3827941 accaatccag cctaagaatg gtgagaagaa cgggaatagc ccgccagttc ctgctaacgc
  3828001 taatgctagt gtagaagata gtccagaata gtttgcgata aatgcaaatc ctaatacaaa
  3828061 tccaatagat agaattggca ttttcaattc gcttaaagtt tctttaaatg ttactgctgc
  3828121 atcttttaca ctcattttca aaatcagcat ggaaatgaga caagcaatta aaattgctgt
  3828181 tccagttgct gataatacat cgaacttcaa aattgcctcg taaggcgtcg gtttatttac
  3828241 aatcggctct gctttcatta ctaaattgtg caagcccgga atttcaaact taaatacaag
  3828301 actttctaac gcgcctcctg gagcaaataa tgctttaaag aaactttgac tccaaatgac
  3828361 taccataact gttaacacga taaatggaga ccatgccttt acaacttttc ctatcgttaa
  3828421 tttcggcatc gatgccgctg ttgtcgcagc tgcttcacta tttgcttgcc ctgattgata
  3828481 gatttctttc ggttgccata cttttaagaa cagcgctaaa ctaactaaac ttacaagtgc
  3828541 tgacgtaata tccggaagtt ctggccctaa gaatgtcgcc gtaatgaact gcgtaatggc
  3828601 aaacgaacta cccgctacaa gtaaagcagg ccatgtttgt cttacccctt ttaacccatc
  3828661 cattaaaaat acgataaaga acggaacaaa taatgataag aacggtaatt gatgtccagc
  3828721 catttgtcca attttatgtg gatcaatacc tgttacttgt ccagcaactg taattggaat
  3828781 tcccatcgct ccaaaagcga ctggtgctgt atttgcaatt aaacaaagac ccgctgcata
  3828841 taaaggattt aacccaagac ctgcaagaag tgctgccgta atcgctactg gtgcaccaaa
  3828901 tcctgctgct ccttctaaaa atgctccgaa tgaaaaaccg attaaaataa cgagtaaacg
  3828961 atggtcattc gtaatggata atacagatgc acgaatcaca tcgaattgac ctgttttcac
  3829021 agaaatttta tataaaaata ccgacataat gataatccaa gcaattggcc ataatccgta
  3829081 taagaaacca tatccggtcg ctgccatcgc catcgtgaac ggcatcttat aagcgaataa
  3829141 cgccactaaa attgtcagta caactgtaat aaatcctgcc acatacccct tcatgcggaa
  3829201 aactgctaaa gctaagaaaa aaaaagataa tcggaataag tgcgaccgct gccgaaatcc
  3829261 aaatgtttcc gaacggatca taaacttgtg tccatgtgtt cattgttctc tccccctaaa
  3829321 gaatcccctt ttaaatagaa taacctcatc aatagactat caggtcatca tacctttcag
  3829381 cctaaaaata aaaaaacgtt taagaaaacg ttttcaataa ctttcattta tactgtacca
  3829441 taacaatttc tatttaaaaa gatttttttg aaaattttat tatttaacga aaaaatctta
  3829501 caaaatcgtc atgttcttgt aatgttcatc gatagaaagc ttgccaaaac tattgcataa
  3829561 taatagtata acaacggaca ttatttatga ggtgatatat atgaacggaa acaaaatatt
  3829621 agcagcttta tcatacttta gtgtattatt tgcccctatc ttattcccta ttattgtgtg
  3829681 gattgtaggc gatgcggaaa cgaaaccaca tgcaaaacgt gctctatgga cacacattat
  3829741 cccaagtatc gctacattca ttggcgtaac tattttagga attatgggtc ttggatctga
  3829801 tcaaccggat gtaacactgg gcatcggtac aatgattgtc ttatgtattt gcggaattat
  3829861 tagcttatac tacttcattt ggaacatcgt gaaaggtatt aaagtactga aagcttaatt
  3829921 ttaaacaaac gtttgattaa taagaaaaaa ccgtcccaaa atactttttg ggacggtttt
  3829981 tttatcttct gcgtttcttc ttttttctca tcattttctt gcgtcgcgta tttactttat
  3830041 ccgctataat gtgaagcgtg cttgctacaa caatccccat tacgaacgtt acaatttcaa
  3830101 cctcatgttc cttcgcaatt tctattaaat tcccgtcaag cgcgattaca tttaatagga
  3830161 ataaaaacgg agaaaacaca attaacatgt atgcaatacg aatcacatca ccaagtataa
  3830221 ttgtgtgtgt aaagaaggag cgatgcggca tcactttctt atacggatac caaaatatac
  3830281 gcaggaatcc ccatttatta tacgcattac tatacgtatc taaatccggt gttaaaaatg
  3830341 tagtacctac taaaaagcca attgcaaaag ttaataaaaa atcaaaattt gttaatccat
  3830401 acgaaaagag cagaaacaaa acaaccggaa gggatattaa gtttattttc gtatgcgttc
  3830461 ttcctgatgg cataatgcac ttcctcgctt acgttcgccc tgtcaagatg tgacagctct
  3830521 cacctattga tctaatttct gatcgataaa ggatgtgtct atatcagaac caaaccattc
  3830581 tgccaacttt actcgtgcct tatctttcac atcatcattg acgtataacg acgcttgtaa
  3830641 tagagcagcc attaacgccc ctaaatcatc cgtataacca attccagcaa cgaaatctgg
  3830701 aatcgcatca atcggtgcaa taaaataagc aagtgcccca attacaataa ttttcactcg
  3830761 ttttggaaca tccggtttct gcaaaacgta aaacaataat aaacttgcat aaatgaccga
  3830821 ctgtcctgcc tgctttgcga catgttttac tttcttccaa aacgcttcaa ctgaaaattt
  3830881 ttgttccatg taaaagcccc cctatttttt aaaagaaata agctacaata tgttttcagt
  3830941 aaaagttcat caaatttaca cataatctat caatgaactt tcattgtaac aaacaaacta
  3831001 aaaaagaaca agtgttcgtt aatttttaca tactcccctt catataatag gtttctagat
  3831061 aaccacttac ccattgtcat ttcttatttc tcaacaaaga aaattttcac tttcacttaa
  3831121 cattctgctc tacctttgtt atattttcta gttgacggac atataaacga atgttaaagt
  3831181 tttctctggt agtgacaaat atcatacaaa aaatgtaaaa tgttatagtg tttctcagaa
  3831241 atgaattttg ttgtataata cagaaatgac gttatgctta tgagcaacac aagaaactaa
  3831301 aagggtatgc atagttatag tcgtatatgg gtgaatatag aacctctaat tatggccaag
  3831361 aaaactatgt attttttatt ttagcatttt tcgctccaaa atcgaccaag cctgatagag
  3831421 aaagggtgga aatgaatgaa agaaaccttg aaatcacaat ttcaaaatgt gcgtttcact
  3831481 gtattcgtag ctttagccgt atggttgaag acatatctta ttacacgcac aagctttgat
  3831541 ttaaaacttg aatctttcat gcaagaattc attttattcc ttagcccatt agcagcatca
  3831601 ttactgcttg ttagtcttgc attatttgca aaagggaaaa aacgtaacta tatagcactt
  3831661 ggaattaatt ttgttttaac aattattctt gttggtaacg taatgttcta cggattctat
  3831721 aatgacttcg ttactttacc cgtactagga caaacatcta acttcggaag tttaggttct
  3831781 agtgtgaaag aattatttaa ctacaaaatc atccttgcat ttgctgatat tatcgtattc
  3831841 ttcattttat tgaagaagat gaagaatttt gcaccgacag aacgtgtagc acgcccaatg
  3831901 cgttccctat acttcgtgtc aacaattgct attttcttcg caaacttagg actggcagaa
  3831961 gctgagcgtc ctgaactatt aacacgttca ttcgaccgcg ttatgctcgt taaaaactta
  3832021 ggtttatatg tacaccaagt gtatgacctt ggcttacaag caaaatcaag ttcacaaaaa
  3832081 gcatttgctg acggtagtaa gttacaggaa acagagaact acgtaaaaac aacgcaaagc
  3832141 aaaccagatc caaatatgtt tggtactgca aaagggaaaa acgtaattgt cgtctctctt
  3832201 gagtcattac aaacattctt aattggtgca acagttaacg gacaagaagt tacaccattc
  3832261 ttaaaccaat ttacgaaaga aagttattac ttcgataact tcttccatca aactggtcaa
  3832321 ggaaaaacat ctgacgctga attcttagta gatacttcca tgtatccact agaccgtggt
  3832381 gctgtattct tcacacacgg taacaacgaa tacacagcaa ctccagaaat tttacgtgag
  3832441 caaggatatc acacatctgt attccacgcg aacaatgcaa cgttctggaa ccgtaacatt
  3832501 atgtatccgg cacttggtta tgaccgttac tacaacgagc ttgactacaa gattacgcca
  3832561 gaaacaaaat taaattgggg attaaaagat atcgagtact tcgatcaatc tatcgatatg
  3832621 ttaaaagaag tgaagcaacc gttctacact cgcttcctta cgttaacaaa ccattaccca
  3832681 ttcacttatg atgaaagcac aaaattaatc gatgaataca attctggtga tggcgtattt
  3832741 gaccgttaca tggtaactgc tcgctattta gacgaagcaa tgaaacactt tattgagcgt
  3832801 ctaaaagcag agggtattta cgacaactca attatcgtat tctacggtga tcactacggt
  3832861 atttctgaaa accataaccg tgcaatggca cagttcttag gaaaagaaga aattactgca
  3832921 tttgaccata tgaacttaca aaaaacaccg atgtttattc acgttccagg tcaaaaagaa
  3832981 ggtaaaacaa tttcaaaacc aactggtgaa attgacatta aaccaacaat tctaaactta
  3833041 cttggtatag attctacgaa tcaaattcaa tttggtcatg atgtattctc accagaaaat
  3833101 aaaggatttg ttgttcttcg tgacggtagc ttcgttacag ataagtacat gtatacgaac
  3833161 agtacattct acgaccgtgc tactggcgaa gttgtacaat taccaaaaga agaatctcaa
  3833221 ccactcattg atcgtgctca aaatgaattg aacatgtctg acaaaatcat tgaaggtgac
  3833281 ttacttcgct tctctgaaag caacaagaca aaaactggtg aagtaaagac agctattaaa
  3833341 gaagaaaaga agagcgctga gtaatctcag cctctttttt tatatttctc catacaatca
  3833401 cttatattca ttaactttaa cattacataa tctttaccaa atattcacat agagttaatg
  3833461 aagcatctct ataataaaat atgtaaacaa ggttctatat atttcttatc tctcatctgt
  3833521 aataagatcc cttaaagaaa tatgtgaatc gtttatttct actttcttat aattgtcttt
  3833581 caatatgttt tgtttccata cacaaaacat tcaataagac gatgtcccta tgaaagatag
  3833641 ctaccctcct tgtgcagcat tccataagaa tgttgctttt ttttatttaa aagcaggatt
  3833701 cttatttctt attttcgaat ttgtatatac aaaatgctat aaatcaccac tacttctcta
  3833761 ccatttatca atacatatac gtcatatgta aagagttact cacataaaaa ttactatagt
  3833821 gatttttatt ccgaatgaat tacagtttca ctttacttat gcacttacga aaggatggga
  3833881 cgaaaattgg catatgaaag atttgtactt tggaatgatg caattattga tacaacgaag
  3833941 caaaaaacgt acatagaact tgaagaaaga ggcttgcagt ttggagatgg tgtctacgag
  3834001 gttattcgtc tatataaagg gaacttccac ttattagatc cccatatcac aagattatat
  3834061 cgcttcatgg aagaaataga attaacactc cctttctcaa aagcagaact gattacccta
  3834121 ctttataaac taatcgaaaa taataatttc cacgaagatg gaacgattta tttgcaagta
  3834181 tctcgtggtg tacaagctcg tacccatacg ttctcatatg acgtccctcc gacaatctat
  3834241 gcttatatta caaagaaaga aagaccagcg ctatggattg aatatggtgt acgtgctata
  3834301 tcagaaccgg atacacgctg gctacgctgt gatatcaaat cattaaattt attaccaaat
  3834361 atattagctg ctacgaaagc ggaacgaaaa ggttgtaaag aagccctttt cgtacgaaat
  3834421 ggtactgtaa ctgagggaag tcactctaac ttctttctca ttaaaaacgg aactctttac
  3834481 acacatccag ctaatcacct tattttaaat ggcattattc gtcaatatgt cctttcttta
  3834541 gcgaaaaccc ttcgtattcc agtacaagaa gagcttttca gcattcgtga tgtttatcaa
  3834601 gcggatgaat gtttctttac aggaacgacg attgaaattt tgccgatgac tcaccttgat
  3834661 ggaaccgcaa tccaagatgg tcaagttggc cctatcacta aaatgctgca aagatcattt
  3834721 tctcaaagtt tgttacaatc caacatgtca tcctcttaaa cacgaataat ttctatcctt
  3834781 tctacattca atatatgtat ttaaatggaa atcaaggtat agatttatgc cttgattttt
  3834841 tcttgtaatc tttttgtcat attcagattc ccgcataagt cttgacagta atcgacatgc
  3834901 tctttagaat ttttaacagt tggtaaatat ttcttcacta cattacagac agaaaggaat
  3834961 cgacaaatta tgaaaaaata ccttgccggt cttgcggcag tgtctgtagc aggaggagca
  3835021 gcacctacac ttgatagtgt tcaagctgcc cctgaacaaa atacacaaaa aaactgctac
  3835081 aactgtccaa gcttctgcat caaacagctc atcttatacg gtaaacgcta gcgtattaca
  3835141 tgttcgtgca ggatcaagta cttctcacga catcatctct cgcgtttata acggtcaatc
  3835201 actaaacgtg attggcgaag aaaatggttg gtacaaaatt aacattaatg gaaaaacagg
  3835261 ctttgttagt ggtgaatttg tatcaaaaaa tggtacaagc aattcaaatg taagtacaac
  3835321 aggtggaaaa aataaagtta ctgctgatgt aatgtattac gtgtacgtac cgctcctaac
  3835381 acttctagtt ctgtttcagg acgtgtatat gaaggacaaa cattaaacgt aattggtcaa
  3835441 gaaaatggtt gggtaaaaat caatcataat ggacaagttg gctatgtaag tggcgaattc
  3835501 gtatctggtg tttcttctaa tgcaggttct tcaaacagca atacgaataa taataaccaa
  3835561 gaatctgtaa aaccagcaag cggaaactat acagtaaatg tatcttccct tcgtgttcgt
  3835621 acaggcccta gcacttctca cacaactgta ggttctgtta caaaaggaca agtagtacaa
  3835681 gttgttggcg aagtgcaaga ttggttcaaa atcaattatg caggtcaaac ggcttacgta
  3835741 agtaaagact acgtaacaaa aggcggttct agcgataacg ttacacaagg aaacaaccaa
  3835801 aataataatc aaaacaataa tgtaactgtt caaactggtg gtacttacgt tgttaacgca
  3835861 acatctctac gcgttcgtac aggtcctgct acttaccata gcgtaattgg tggcgtatta
  3835921 aatggtacga cattaaacgt aattggctct gaaggtagct ggtttaaagt taactatcaa
  3835981 ggaaaaacag gctacgttag tagcgaattc atgaaattcg ttaaaggtgg cactactact
  3836041 cctgagcaac caaaacaacc tgaacaacct aatcaaggtg caattggtga ctactacatt
  3836101 aatgcttctg ccttaaatgt acgtagtggt gaaggtacaa attatagaat cataggcgca
  3836161 cttccacaag gacagaaggt tcaagtaatc tctgaaaact ctggatggag caaaattaac
  3836221 tacaacggtc aaactggtta tatcggaaca cgttacctct ctaaaacacc agttggaggc
  3836281 gcagtagata ataataagcc taacaacaac caaaataaca atcaaaacaa taacaacaat
  3836341 acaggtaata atagcggcaa cagttcttcc atacttgcat atgcaaaagg aatgcaaggc
  3836401 gtaccatacg tttggggcgg aacttctgct aacggtgtgg actgcagtgg ctacatctac
  3836461 catgtattta agaaatttgg tcataacatt agccgtcaaa gtgttgcggg atattggggt
  3836521 agcctaccac aaacttcaaa tccacaacca ggcgacttaa tttatttcca aaacacttat
  3836581 aaatcgggtc cttctcacat gggtatttac cttgggggcg gatcatttat ccaagctgga
  3836641 gataaaggtg tagcaatcgc ttcattaagc aattcttatt ggagtaagca cttcttaggt
  3836701 tatacgaaag caccttaagt tatattttta gagccttcta gattactaga tggctctttt
  3836761 tattatgttt cacctatatc cctcaaaaaa taatgtatct attttcctat ttcatacact
  3836821 atattctaca ataatgatcc ataacgttat cataatgtat attttcacat aaaaaacata
  3836881 acctatttca tgcctattca ttttatatgt gttttttcaa agaattttct ttttatttaa
  3836941 acttttcgtt agacgtttga cctccgatgt ccattatgat aagttactta agatgttata
  3837001 tttgcagaag tatagacaac tgtgttatac atttttttac tatgaggaag gagcatacac
  3837061 tgcatgaatc ttttatgggg aattggcggc gtgattggag tattagcaat cgctttttta
  3837121 ctatcttcca accgcaaagc tattaattgg cgcacaattt taatcgcgct agcattacaa
  3837181 atgtcatttt catttatcgt attacgctgg gatgccggaa aagcaggttt aaaacacgct
  3837241 gcagatggcg ttcaaggatt aattaatttt tcttacgagg gaattaagtt cgttgctggg
  3837301 gatttagtca acgcaaaagg cccttgggga tttgttttct tcattcaagc actacttcca
  3837361 atcgtattta ttagttcatt agtagcaatc ttatatcatt tcggtattat gcaaagattt
  3837421 gttagtgtcg ttggtggcgc attaagtaaa cttcttggaa cttctaaagc agaaagttta
  3837481 aactcagtaa caactgtatt tttaggacaa actgaagctc caatcttaat caaaccttac
  3837541 ttagcacgtt taacaaatag tgaattcttc gctattatgg taagcggtat gacagctgtt
  3837601 gctggatcag ttcttgtcgg ttatgcagca atgggtattc cgttagaaca cttattagca
  3837661 gcagcaatta tggcagctcc atcaagttta ttaattgcaa aattaattat gccagaaaca
  3837721 gaaaaagtag ataataacgt tgaactttct acagaacgtg aagatgcaaa cgttattgac
  3837781 gctgcggcac gtggtgcatc tgaaggtatg caacttgtta ttaacgtagc agcaatgtta
  3837841 atggctttta tcgcattaat cgctttacta aacggtttat taggattaat tggctctctg
  3837901 tttgatatta aacttagtct tgatttaatc ttcggttatt tactatcacc atttgcaatt
  3837961 ttaatcgggg tttctcctgg tgaagctgta caagcagcaa gctttatcgg tcaaaaactt
  3838021 gcaatcaacg aattcgttgc atacgcaaac ttaggaccac acatggcaga gttctctgac
  3838081 aaaacaaatt taattttaac attcgcaatc tgtggattcg caaacttctc ttctatcgca
  3838141 attcaattag gtgtaacagg aacattggct cctactcgcc gtaaacaaat tgcacaatta
  3838201 gggattaaag cagttatcgc tggtacatta gcaaacttct taaatgcagc agttgcaggt
  3838261 atgatgttcc tataaaataa agcaaagtcc cctctttcta aagaggggac tttttattat
  3838321 attttctcga tatatattaa atactttatg tcgaaatata aagacattat gatacaataa
  3838381 ttagtaagtc tgtttatttt ttcttacaaa agagaaatac tacttgttgt tgctctacaa
  3838441 aataacctag tcatccggtc tatttcttaa taattgcgca tactacaagt atccttgcat
  3838501 gaattacctt taaggaggaa agttttgtga aagataacta ctataaattc ctctctatgt
  3838561 ggattttaca aattttattt tattttattt tacaattgta catgtaacac aatatgagca
  3838621 tgctctcatt tttacaatta tatatgtaat tgttaatgta ctatttctat ttttgcctga
  3838681 taaaactgca tttgttctct tcatattagg aaccattatt tcggtattct acctgttcta
  3838741 ccaagcatgg ctttacttgt ggagtacatc agaacaatgg caatacatta ttactcactt
  3838801 cctaatggca gcaaacttct tcattgtata tatctccact catctattaa agaaggttat
  3838861 tcatgaaaat aaagaattaa ccgaacgtgt gagaacgtta gaacaataca ttggagaatc
  3838921 gaaattatta acaagacaag agttcgaaag acgacaagca ttattaatca atgcaatgaa
  3838981 tcgtcgtaat gaaacaggcg ttatgattta ttttgacttc acttccttta gtaaatatac
  3839041 gaaggaaagt gttatggatc gcgtagcttc attattagtt ggaacggtaa gagctgactt
  3839101 tgaccttgct gctaaatata ataataatac gctcgttatt ttattacaga atacaaatga
  3839161 agccggtgct gacattgtaa tgaaccgcct aaagccaaaa atggagcaat ggcttgctgc
  3839221 tgaagcgatc caagatataa aaatttcacg cgagcaaatt gggaacaaag gacagacgtt
  3839281 attatgatga cgctcgttat acttctttta ttcctcctgt tttgcgtact tgttttttgg
  3839341 attagcatca cattttcgat taagtatgta cttattttta cagcctttct attctctggc
  3839401 ttacttgttt actattcctt cttaacactc gcaggtctag ttcaccgaaa tagtaaacga
  3839461 aaagatcgta cgctagaaca ttacccaagc gtcgatattt taataccagc tcacaatgaa
  3839521 ggggtcgtta ttaaagatac tttagaggcg atggcgaaga ttgaatatcc aggcaagcta
  3839581 actgtttatt tattaaacga taactcgcaa gatgagacac ctgaaattgg tgacgatttt
  3839641 gacaaagctt atgctcatat tcgtcacatt cgtgttccac ctggtgaacc aaaaggaaaa
  3839701 tcacgtgtat taaactatgg ccttagtatt tcagatggtg aatacttctg tgtttatgat
  3839761 gcagataacc agcctgaacc acatgcacta cgaatgctcg tagaacacgc tgaaacaacc
  3839821 gaggatgctg ttggagctgt tggacatgtt cgtactgtaa atgaaaacag aaactggcta
  3839881 acacgaatga tttcgttaga atttcaaatc ttccagctcc ttatgcaatc cggacgctgg
  3839941 ttactattcc aaacaggttc attaacagga acaaacatgc ttcttcgccg cgctgcatta
  3840001 gaggaacttg tcggctatga tccttatgca attgcagagg acgctgaatt aacattacga
  3840061 attacacaaa aaggctatct tttaccaatc gttccagaat cggttacatg ggaacaagaa
  3840121 cctgaacatt taaaaatcct tattaagcag cgtacacgtt ggctccaagg gaacttgtac
  3840181 attttagaaa aaatgttctc ttcattaagt ttctttaaag gaaaacttct cgtccattct
  3840241 ttacaacaag ttttagtgta tgttgtcttt tggttattct taatcatttc gaacgtttgg
  3840301 tttgtaattg ggttactcgg gatattccaa attcaatata gcattccgct actattcatg
  3840361 tggtatgtcg catacattac atatgtttct caattattta gtgcccagag tgtggaacga
  3840421 acctttacac caactaatat ttttattagt gtgatcatgt actttacgta cgcacagctc
  3840481 tttacgtact tattcattcg tagcttaatc ttatacttac gtgcaaagag caagaaacaa
  3840541 gtcattggct gggacaaaac tgttcgattc aaaaaagata aataaaaata agcacagagc
  3840601 gccgtatgct ctgtgcttat ttattgccgt ataaaatata tatcagacaa taccccttag
  3840661 ctgaaagtaa tttcacgtcc atcccccaac gaacgatcga ccttcattta tatacgaaaa
  3840721 agtgattgct atttttgtag aaccaattgc ttctcttgtt gctctttacg cgtttcagtc
  3840781 ttaggttccg tgctttcttg gacactacga tgtgccacac gtttcaaaca aatatgcttc
  3840841 cactttcttt cgtaacgttt cattattcta gatgtccccc ttgaatacgc tttaaaacta
  3840901 tttgaaatcg cttacaggaa ataatatagc acatatatat aaacgtgaca acacatttcc
  3840961 gacaattttt tgtcaaaaat acgaatagaa tttgcaaaac atcgaacatt gtcgaaatat
  3841021 atcgattttc attcgtataa aaggcatact actaatatag taaagtattt tatttccctt
  3841081 acttgcagtt caagttcctt ctattattta tgacgcttca tacgtccttc tttttgtaac
  3841141 tctttaaata aggctgccat cataaagaaa ataacaaaaa cgaatgggaa tgctgcaatg
  3841201 atagctgccg tttgtaaggc ctctaagcca cctacatata ataagataga agctaaggct
  3841261 gctaaaacga taccccagat cattttaatg cggtttggcg gatttaaact accatgtgtt
  3841321 gttaacattc ctaaaacgaa tgtcgctgaa tctgcagatg taataaagaa tgtagaaata
  3841381 agaagaatag ctagaacaga taaagccgat ccaaagcttc ccatctggtc aaacatagcg
  3841441 aataacccta cttctgttcc catctctttc actttttcaa aaatatgtgc atcaccgaac
  3841501 agctccatat gaataccagt tccgccgaaa acagagaacc aaagggcacc aattacggtc
  3841561 ggtacgagta acacaccgat aacaaactca cgaatggtac gtcctcgtga aacacgagca
  3841621 ataaatgtac ctacgaatgg tgaccatgca atccaccatg cccaatagaa aattgtccac
  3841681 gattgaatcc attggtttcc accttcatct aatggactta atcggaaact catgcttggt
  3841741 aattcctgaa tgtaagcacc aattgttgag gtgaagtaat tcataataaa gtttgttgga
  3841801 cccacaaata atacaataat cataagtgca aatgccaaaa taatattcgt attacttaaa
  3841861 tatttaattc ctttatcaag acctgtttgc gcagataaca taaataacac tgttacgatt
  3841921 gcgataataa ctaactgagt cgttaatgaa ttcgggatgg atgttaaata actaacacca
  3841981 ccggcaattt gttttgcacc aagacctaat gatgttgcca caccaaacac agtcgcgaaa
  3842041 acagctaaca catcaaataa atgagcaata cgtccatggt ccccgccttt aaataacggt
  3842101 cctactgtcg cactaattgt acttgctttt ccttttctaa aagtaaagta agcaatacaa
  3842161 agcgctacaa atgcatatag tccccaagga tgtaatcccc aatggaaaaa tgaaaaacgc
  3842221 agtgcaagac gtgcactttc ctcagttgca ctctctccaa acggaggtgc atacaaatgg
  3842281 tttaatggtt ccgcaacgcc ccagaagact aagccgatac ccataccagc actaaataac
  3842341 atagcaaacc atgtcatata actataatca ggctcgtcat catctttacc taaacgaata
  3842401 gaaccgtatt tcgaaacaat taaaaagata gacacaccta aaataataga aacagaaata
  3842461 atatagaacc atccaaactt actaactaat gcagtttgaa ttgcggttgt tacatttcct
  3842521 aggctacctt ttccaataat agattcggga ataatccccc aaagtgtaaa tgcaatacat
  3842581 aatgttaatg aaacgatgaa tgtttttgtc agtttcctca tcaaatcccc cttcgtaggt
  3842641 ttcacttttg taaataacat aaattccgat atgtaaaatc ggatagaaaa ctatgatttt
  3842701 tgtggtgatt ttcttacttt caccttcacc aattcgaatt cttatggaca gccttacctt
  3842761 ccgtataacc ttttcactct acaagagcta taagatcgaa atactgctgt caaattgtgc
  3842821 gagaaaaatg cggatgggaa tgtatttccc caaaaaaagg tgtgttacag atgtaaaaaa
  3842881 gggcattttt cttccttgca accctttctt tttgtaacaa ttatgcggtt tttttgctag
  3842941 tatatagcac gtgtttatag tttcacaaat gaaatgttta tgtttatata actatattac
  3843001 ccataaaacg gtaaaatact caaggaatgt aatcgtttag taaacatcat gtaacactcc
  3843061 tgtaatattt ttatttacga cgaaaacaat atgttgtatt aaatattttg aatataagta
  3843121 gaaacctact aatcatatag agtgaaaaac gctttcctat attttttgtt atattacagc
  3843181 atgttaacga cttattacga atggtttgta attgtgtgtt ttcccgaaat ccgaaaaaat
  3843241 ctgttgctat aatgaggaca cgaaaacaaa cgcaatggag gctatcatga aaaaattaat
  3843301 tggaatagca acagcagcag tttttggtct tgggattttc acatcatctg ctaatgcaga
  3843361 aactgttgta acaacagacg tactaaatgt acgcgaaaac cctactactg aatcaaaagt
  3843421 tgtcggtaaa ttactaaacg gtaataaaat agatgttcaa aatacagaga acggatggtc
  3843481 aaaaatcact ttagatggta aagacgcatt cgtaagtgca gagttcacaa aaagcatcta
  3843541 ctacgtaaca gctaacgtat taaacgtacg tgctgaagcg aacacagact cagaaatcct
  3843601 tggaacgttg aagaaagatg atatgatcga aacaacgaac caagtacaaa atgagtggtt
  3843661 acaatttgaa tataacggga aaacagctta cgttcacgtt cctttcttaa caggtacagc
  3843721 acctgttatt gagaaacaag aacaacctgc tcctgctaaa gctgtagcgc cagctaaagc
  3843781 acctgcagca caagcaaaac aagctgctaa gcctgctgta aaagctgcta acactagcgc
  3843841 acctgctggt ggtcgtgagt taacagttgt agctacagca tatacagctc atccgagcga
  3843901 aaacggtggc acatacggcg gccgtgtatt aactgcaatg ggtcatgact taacagcgaa
  3843961 cccaaacatg aaaatgattg ctgttgatcc gaaagtaatc ccattaggat ctaaagtatg
  3844021 ggtagaaggt tacggagaag cgatcgctgg agatactggc ggtgcaatta aaggtaaccg
  3844081 tatcgacatc ctacttggat cagatagcgc tgctcaaaaa tggggacgca aaactgttaa
  3844141 agtgaaaatt ttaaaataac caatgactgc tgaagccagt tctctttgtt gagagctggc
  3844201 ttttattttt ttataatagc tataaggggg ctatactcat gaatgtacaa gcaaaagtag
  3844261 actggatcgg tacaccaaaa ccgtatatat ataaagatgc agtaacatat gacgctactt
  3844321 ctattgattt ttcactcact ggcgacgaca atcgctataa attaattgtg ctcaagtctg
  3844381 aagaaaatac acattacaaa tttgtccaat atggagtcaa acccggctca caaaagccat
  3844441 tccctatcga cattccattt gaacaaaata tggtaccaat tatagagcaa atattacatg
  3844501 atccatatgt acaagcgata ttaaaagaga cgcgctcata attgtaaaaa aatatatcaa
  3844561 cggtttgaca cgaaatattg agtagataca aaataaagag gctgttcaaa tattgaacaa
  3844621 cctctctcat attaacgagt tggattagat atttcctctg acttaagcgt attattcgct
  3844681 ccaagagaat ggtacaatat ctttccattt ccattcacag taacgatatg ttcattatta
  3844741 aagcttttga acttcacaga gccatcaccg taacgaatat gatattcttc atatgttgtt
  3844801 actttatatt tcgtagcact ttgacgctct acattacgaa tttccattgt taataaatct
  3844861 tctgtaattc cttttttgtg taaatattgt atgtaatcac ggtcttcctt gtacgatttt
  3844921 ccgctcttat cataattatt ttcaattaga ctaaaatcat ttaatgaaat cgcacgcaca
  3844981 ttatcataaa gatgatttcg tacaaagtca ccgacagccg aacttgatgt ttctttcggg
  3845041 aattttaagt aatacgtgct ttggtctcca attttaatac tttcagattt cactacaccg
  3845101 aaatcagtag ctttctctaa gtgtacctcc actgtttcgt ctgtcgatac aggaccaaga
  3845161 ttataacttc cataatttaa tttcccacgt tttttaccgt tcacaaacac agttgcatca
  3845221 ttttcatcag aagaaatcgt tacatacttt ccttctaatg ataatttaac atccactttc
  3845281 gcctcttttc catctgccaa gtccacttct ttttctgttt ctaactcagt tagttccgtc
  3845341 ttcgcttttg cctttacaac gtaagagcca gggaagtatg gaccgacttc ttttgaagtt
  3845401 ttatcacttg atagctctgt ctctttctta tcattcacat atatttcagc acttttcgca
  3845461 gttgtgctta cattcatata ataagatttc atgttaaatt tatactttgg atataaaaac
  3845521 cattctttcc cgtcttctat aatttgacca tctttaaatg atgctttatc acttgctagc
  3845581 ttttgatcta ctgtctctct ttgtaaataa gatagcagtt ctttattata agaaggattt
  3845641 tcttttaaat aacgaatata tcccttaata tcgtcagctt tcattttcaa acccggatca
  3845701 tctactttta caaactcatc aattgcattc gcatctttct tttggaatgc ttcaatcata
  3845761 gcattgacct gcttttcttt tgaaaactta cttcccccaa atttatacgc accaaacaat
  3845821 atagcaaaga taacaacaaa gcctataagt aacattatat ttttcttact tttcactggc
  3845881 tttatttctc gttgtacttc tgaacgagaa gaagcagcct gatcagcaat tacatctacc
  3845941 ttacttccac actcggaaca aaagttcaaa tgatccgcaa cttttttatt acatttccca
  3846001 caaaacttca aatggctctc ccccttattt tttccctaac ttcatacctg cgaatgttaa
  3846061 tgcgtacgaa agaagaaaac tccctaccat taaatacagc gtgctacttt gaatagagaa
  3846121 caatggtccg gaaatcccag caaattcttt cataacttct ttactccctg aggcctcaat
  3846181 acgaattttg gccaacccat ttacacaaag catcatcaca gtatacaccg cactaaacac
  3846241 agcaatagtt acgtacatat ttttcattgg atattgagcc agtttcatcc ctgctctaaa
  3846301 tagtaaaatg catggtagta caattaataa cccccaccag tgcatgtagg aattgaaatc
  3846361 atcaatttct tttactcgtt taagattcgc tccattagcg atttccagat cttttaatga
  3846421 cgtaccattt attgatattc ctgacgtata agatagatgc aatggacctt tttccattga
  3846481 gtatcttctc atttctctat ccatatctcc ccattcaatt gctgttggag caaagtgagc
  3846541 catattccac atgtatggtg ttgcttctaa tgaaatgaat gttttatatg ttttctctgg
  3846601 aaaatcaatt ggtccgactg actttgaact gctaaataaa attgtaataa gtataatacc
  3846661 aaatgtaata agcaatcctt ttaatacagt taccacacta taataaatag atgttgcata
  3846721 tggaatactt cgactcatag aagataatag atggtgtggc cctgcctgaa tacacatacc
  3846781 aataaaggta aataataaac caaatataat gccatacaat aaactactaa catgtgaata
  3846841 accaatactg attgtcatcg ttttatagaa ttgagaaatt gtcgtagaag aacttgcgat
  3846901 aaagctgaca atacacaaga aaaccccata tacaatgccg ataacacttg atgttagtaa
  3846961 cttctcacgc caaataacag aagggttgct tctctctaca aagaatccaa ttccacctaa
  3847021 tataagtgct ggaattacta acaagatgaa caatgggaaa tgaaggataa atgacatcgc
  3847081 atattccccg ctcccactaa cttcaagacc tattaagtga tacattaaaa ttaatggtgc
  3847141 tatgccaacg aaagattgat taacagtatc catatttagc ataccattca tctttgtaaa
  3847201 catcgttctc actaggtcgt taatcgctgc atcgacaatt aggctaccaa tccaccccgc
  3847261 tataaacata catgcaattg caagcccacc accaagtaaa ccttttttca aagtgcttcc
  3847321 agatggactt acatgtaatt ggaaactttc gtctggtaat ctcgttttca tttctttttt
  3847381 cataatacct aataaggaat ccccgcattt ctcacaatac gtagcagtcc ctttactttc
  3847441 tatcccgcac gttcggcaat actttgagtc tttcggtgct aacgtaactt cactttctac
  3847501 actacctgta cttgatccat catgtgtaca ataattcgct acatccgatt gttctaaacc
  3847561 acaagtttta caatacatgt tcctcactcc ttactttgct tcataccaca aactggacag
  3847621 aatgtagcct ctgttgcaat ttgttcacca catgaagtac atgattcatt ttcatcattt
  3847681 tttgattgaa ggagtaactc attttctttc ccacactgtc cacaaaactt atcatttact
  3847741 gataatgggc cgccacaact acattgccct ttctgtcctt gattctgtaa attagctatt
  3847801 tgcttacgcg tattataaat agctacatcc agctcttgta ctggttctat aatatttttt
  3847861 aacatatcta ctcgaacttc atcattgcgg agttgcatat atgtcgtttg accaagttcc
  3847921 agcaaaattt ccgttttcgc ctgtagtttc tcttgcgtaa ttttctttaa ttgcgcaacc
  3847981 tcttgagcta cttgtaattt catcttccct tgctctattc cctcttgcaa tttgttcata
  3848041 ccgctaccaa acttcgattg taaatctgac aaaacttaat ccatccataa atatatagta
  3848101 atatacaaaa ttaacatttt atatattacc atgattttca agtaatgtaa tctaaatttc
  3848161 attttttctg ttttgagcat tttttgttta taatggtaaa ggaaagaaat atgtgtacgg
  3848221 aggaatatta tgctgcaaca ctcaattacg aaagatgaaa ttatgatgat tgcgaatgag
  3848281 ttcgttcaag gactagatcc acagcaaaca gctgatcagg aacatgtcgc tacagctcgg
  3848341 cacctatatc gtagtggtgt tgtctacaac gttgactttg atggctatac gctatcagga
  3848401 actgtagatg ctgaaggcag cgtatatagc gtccatatcc cgattcgcaa cgtcgctgaa
  3848461 agctattgcg attgcttcgc accaacgcaa tgcgagcata tgctcgctgt gttactatcg
  3848521 gcagcatcta gtttcgggca agtaggagat gtattaactt tatttaaaaa taatacgaaa
  3848581 ccttcccttc ctcctattcg aactgcaaga caagtattgc aatcatcagc ttttgaagaa
  3848641 acggattata aaagttggca atcgtatttt gataacgaat atgaatcatt taaaaaagaa
  3848701 caagctcggc ttacttataa acaaatgtat tttcttatga gtatttttac ggacttctat
  3848761 acaaaactcg agcggaaagc tccacgtatc gttgtgatac atgagttgtt caggctacat
  3848821 gcagcacttt attgctttca aaaattatta gaagaaattc aggaatttga aacaaataaa
  3848881 acgtattctt atcaccagcc tgttaacgtc gttcgtatct ttgtagataa agtggaatcc
  3848941 atcgttcggg acttacaatc agaagcgact tcttcagagt ctgaagcaat tttgcaagaa
  3849001 acagctcgtc tcgttcatga agtattcttc tcgaccgacg cctatacgca agagagattt
  3849061 tttatttatc gtcacatatg gagtgaactt ttacacaata aagagcaaat tcgtgaagaa
  3849121 gaaaaacgaa tcgatacgaa aatgaatcca ctttccaaag cgttagcatc ttctcatcta
  3849181 ctctttttaa atgacgaaga tctattagcg atggacttat taaaaaaaca tcctgcttct
  3849241 gttgtaagtc tgtactttta ctggttagaa gagctattaa atgcaatgaa gtgggatcgc
  3849301 gcgaaaagct ggctttcctt tacgtataaa caagtaaaaa caacgataca ggagcaagaa
  3849361 aatacgattt tcataaaaga tatcgttcgc ttatttgtta tcatgtatga aacgtatgca
  3849421 acccatacaa atgaacaagc aggactcgaa atgattttgc aggagctatt accatatagt
  3849481 ttcgcaaact atgaacaata cgtgctcgcg aaaaagcagt atcgcacatg gacggaactt
  3849541 cagctcttac acggttttga agcgattgaa cttttaaaag agccgctgaa agatattgaa
  3849601 aaggaagcac cagaagcagc acttcctctt tatcacctgg ctgctaccga agccattgaa
  3849661 gagcgaaatc gtaaagcata tagacgtgca gttcgttact taaagaaatt acgtacatta
  3849721 tataaacgat taaagcgtac cgatgaatgg gatgctttca ttattcacat cgcaaactta
  3849781 cattcacgtc tgcgtgcact acaagaggaa ttacggaaag gaaaattaat cgatgatcaa
  3849841 tcaaactgaa gtaacaatta ggctccagca cgttagtcac ggttggttcc tttggggaga
  3849901 agatgatagc ggtactccat tatccgtaac aagttggaaa cgaaatgcat ttacatggca
  3849961 ctccacttcc ttctacggca cgtttctaaa agaagcaacc tttgaaggaa aacaaggtgt
  3850021 tatgctaaca aacgcacaag catttgaata catcgcgaat caaccgatga actcctttgc
  3850081 ccgtattcaa atgaacggcc ctattacagc acttacgaaa gatgcgaacg aattgtggga
  3850141 tgccttcaca agcggtagct tcgtacctga tatggagcat tggcccaaac aaccatcttg
  3850201 gaaagtacaa catacaccga ttgaagatga cacattagca tctcttttct catccgcggt
  3850261 aaatgaaagc atattacaag ataaccgttc aaacgacgga tgggaagatg caaagagact
  3850321 ttatgaacat tacgacttta cgaaaagaca attagacgca gcactacatg aagaagattg
  3850381 gcttcgaaaa attggttaca ttgaagatga ccttcccttt acaatcggac tacgactaca
  3850441 agagccgcaa gaagaatttg aaatgtggaa gcttgaaaca attattacac caaagcgcgg
  3850501 ggcacatcgc atatatgtat atgagagtat cgattattta ccaaaacgat ggcacgatta
  3850561 tgaagaacgt attcttgaaa cacaagaagg cttcagtaag ctcgtaccgt ggttaaaaga
  3850621 cggggataca ttccgaagtg aactctttga aacagaagct tggaacttct taacagaagc
  3850681 aagtaacgaa ctactcgccg caggtattac aatcttatta ccatcgtggt ggcaaaattt
  3850741 aaaagcgaca aaaccaaaat tacgtgtgca gttgaagcaa aatgctacgc aaacgcaatc
  3850801 tttcttcggt atgaatacac tcgttaattt tgactggcgc atttcaacga acggtattga
  3850861 tttatcagaa agcgaatttt tcgaactcgt tgaacaaaac aaacgattat tcaatataaa
  3850921 tggtcaatgg atgagactgg acccagcctt tattgaagaa gtacgaaaac tcatgaaccg
  3850981 tgccgataaa tatgggctcg aaatgaaaga tgtccttcag caacatttat caaacaccgc
  3851041 tgaaacagaa attgtagaag aagatagtcc atttaacgat attgaaattg aactagatgg
  3851101 atattatgaa gagctattcc aaaaactatt gcacattgga gatattccga aagtagatgt
  3851161 cccttcttca ctacatgcta cactccgccc gtatcaacaa catggcattg agtggttatt
  3851221 atatttaaga aaacttggat tcggcgcatt gttagctgac gacatgggac ttggaaaaag
  3851281 cattcaaacg atcacttact tactatatat aaaagagaac aatctccaaa caggacctgc
  3851341 cttaatcgtg gcaccgacat ctgttcttgg aaattggcaa aaagaatttg aacggttcgc
  3851401 accgaattta cgtgttcagt tacattatgg aagtaatagg gcgaaaggcg aatcatttaa
  3851461 agacttcctt caatcagcag atgttgtatt aacatcttat gcattagctc agcttgatga
  3851521 ggaagaactt agtacgttat gctgggatgc tgttattttg gatgaagcac aaaatattaa
  3851581 aaacccacat acgaaacagt ccaaagcagt gcgaaacttg caagcaaatc acaaaatcgc
  3851641 attaactggg acaccgatgg aaaaccgcct tgccgagctt tggtctattt tcgacttcat
  3851701 taatcatgga tatctaggta gcttaggaca attccagcgc cgcttcgtct caccaattga
  3851761 aaaagaccgt gacgaaggaa aaatccaaca agttcaacgg tttatctcgc cgtttttact
  3851821 gcgccgtacg aagaaagatc aaacagtcgc attaaactta ccagataaac aagaacagaa
  3851881 agcttattgt ccacttaccg gggaacaagc ttccttatat gaacaacttg ttcaagatac
  3851941 attgcaaaat gtagaaggat taagcggaat tgaaagacgc ggatttatat tactcatgct
  3852001 gaacaaactt aaacaaattt gtaatcaccc tgctctttat ttaaaagaaa cagagccgaa
  3852061 agacatcatc gagcgttcca tgaaaacgag cacgctaatg gaactcattg aaaatataaa
  3852121 agatcaaaat gaaagttgtt taatcttcac gcaatacatt ggtatgggga acatgctaaa
  3852181 aaatgtgtta gaagaacatt tcggtcagcg cgtcctcttc ttaaacggta gtgtaccgaa
  3852241 gaaagaacgt gacaaaatga tcgagcagtt ccaaaacgga acgtatgaca tcttcatctt
  3852301 atcgttaaaa gcaggtggta cagggttaaa cttaacagct gccaaccatg tcattcacta
  3852361 cgatcgttgg tggaatccag ctgtagaaaa ccaagcaaca gaccgtgcat atcgcattgg
  3852421 tcaaaagcgt ttcgttcacg ttcataaact gattacaacg gggacacttg aagagaaaat
  3852481 cgatgaaatg ttagaaagaa aacagtcatt aaacaacgcc gtcattacaa gcgatagttg
  3852541 gatgaccgaa ctatctacag atgagctaaa agaattgctc ggtgtataaa gtgaaacttt
  3852601 aatcagtggg ggttttcttc atcccacact gattatcagc cctaaccaat cggactttaa
  3852661 tgggcagccc gccccccacc taacttcttt gctctcgctg aattttgagg tgggggtctt
  3852721 actgcccatt aaagcgggat aaacaaaagg agctaatctc acaagattag ctcctttttc
  3852781 tattccaaaa ccaattactt attataatcc ctgttagtcc gccgcacgta tccagtaatg
  3852841 aatcttgcca catcggtgta cgatcccccg tagtccattg atgaatttca tcaaatgtag
  3852901 cataaccggc aacgaaaagg agagcgtata ggaaacacct ttttcttgaa taacccgatc
  3852961 gatgaaaagc ataatacgtc aatgaaccga gcataaagaa taccataaaa tgagcacctt
  3853021 tacgaaggaa aaactcaata aatccgccta cacctttatt tgcaatgcta acaggtgtac
  3853081 caccgccgta atcgatagat acccatgaaa aatgctcttt cacaaactca acatttacat
  3853141 attgttcaat atccgaacgc atatcctgct ttttatatgg ttgtgccgag gaataaaaaa
  3853201 tcagccccat ccatagtaaa acaggaatcc aaaataacca tttacgattc attcttccga
  3853261 aacccctctc ttattctttt aagagtacca aaaaaaagaa taaatttcac gccaaaacat
  3853321 gacattcaca ccctatttat atagtgaaag ggggtgataa acatgccagt cgaaacaatc
  3853381 gtaatggatt taactttacg tcttgtctta aacaatggct tagataagaa cggaaaaaca
  3853441 gtttttaaga acaaacaatt taagcgcgta aaaacaaacg caaacttaga gcaaatacaa
  3853501 accgtagctc gtgctctagc ttctttacaa gcatcaccac ttcacgctgt acaacttgtt
  3853561 agcacatcag atctttctag cctataaggt gaaactttaa tcaacactca cagctcgatc
  3853621 aataaaaagg aggaaataac atatgcaagt actagaattg attttcgcga aagaagacgg
  3853681 gaaaacggtt gttttttcta tcgagaaacc aatcacaccc gtcgatgcac aagtcgtaaa
  3853741 tcaagtaatg gatacgatcc ttgcctcatc tgtattttca tcaattaatg aaaatacccg
  3853801 aaaaaaggga gctcgtctcg tagaaagaaa tgtatctgaa gttcccatta ctttataaac
  3853861 aagaagacga atctgcatca ttttgcagat tcgtcttttt tcttcggcat ttcaattgga
  3853921 ataaagattt ttgaaaaacc gacgcataca tatttataat gttctccgcc gatatcaaat
  3853981 tccgtcttat atgttgagaa gaatatataa tcatctcgct tcgtataatg gtcgattaat
  3854041 aatccaactt gcggctcaac atattttttc gccaacttct taccagccga tgctaaatca
  3854101 ccaaggagac cctcttcatt ttccttttgc acttcgtcta gcttcttact tacatcatta
  3854161 cgtttcataa actgcttcgc tgcccaatcc gtatattcac ctttacttgg attactattt
  3854221 gctaaatata ctaaaagaac aacaactaga gccataataa tatacctttt cttcatacta
  3854281 tctcaccgcc tactcttttc tattttcata tatatgtaca agcgatgcaa attagaaaga
  3854341 ctaacatcta ttgattgtaa acgaatagcc aaaatttaca atatgaaata aaagattaac
  3854401 aattaattta cttaattcgt atataattat attgagaatt attatcattt ataaaggggg
  3854461 aattaaattt atgaatgacg aaaatgctat tattatttct aattctacaa tgatgctaga
  3854521 gccttacaag catccttctt attgcacaaa aatgatcgac agtagtggga accatcttta
  3854581 ctcctgtcaa accgctctcc agctcataaa gaaatcttgt ctaaccaatg ttcacactac
  3854641 ttatcaaggc agacgtaaag cagttcaaac aaactttaat ttcaaacaaa atgtcccaat
  3854701 tccaattaat catagagaat atatttgtgc tttcccaaca gagtctcctt cttctccaaa
  3854761 ctgtatatgg ctattttata atcatataga tgacatagaa tttttcaaac agagtaaaaa
  3854821 agctactatt catttttcaa atggcacgac tacaaccata catatcagtc cccataggtt
  3854881 aaaacaacaa ttattaaaag ccggatatgt attatcacgt atgaacatgc aagattcact
  3854941 acagtttaaa aacctcttat tacatttact accttaacaa aataagtaga atggaaagca
  3855001 atatcccttg ccttccattc ttatgatact atttatcctc ttaagctatt tcgcattttc
  3855061 tcaagcgcct gccgatatat ccacctcact tgataatagg tcatctctgt ctctaaagcg
  3855121 atttccccca tcgtctttcc tacaaaaaaa cgttcaaaaa taatatactt ctccttctca
  3855181 tctaatacac tcataaaatc cttcgctttc atttcaatat cttcaaaatg aaagtgagcc
  3855241 tcatactctc ctacacatac acacttttct tgcactgcaa actctttctt caatctttct
  3855301 aatatataac cacgtacagt tataactgca tatgcgggaa aacttccctt cttcgcatca
  3855361 tatctttcat acgcatgcca aagaccaatt aacccacatt gataatactc ttcataatct
  3855421 tgataaatcc ctaacttctt tatttgattc acaattaatc cttcatacaa cacaactgcc
  3855481 tctttaaaag tcgctggttt cacacagtac ccgtttctaa aaggtatacc tttctaatat
  3855541 tccgcggtac cttcacaata taaaaataaa gaaaggattt cactgtgggt aattttaaat
  3855601 actatcactg aaatttgaaa ttacatgaag tagaatttga aattctgtta gtggtatttg
  3855661 aaataggggt aaaaataaaa aaggtgactc cgaagagcca ccttttaatt caatcatatt
  3855721 attatacagg caaaccaggt aagaactttg caatcaatac aacaatcgca gctaagaatc
  3855781 ccgctttaat aatgaataaa acaataattg gaatagctgc tttcacttta cttaatccgg
  3855841 ctgtaacttg taatcctaac caaattaaaa ctaaattcca taaatagaac aattcaattg
  3855901 tattaccaat tccatatgca agtgaacctt gatcgaatag tggtcctaaa cttgtatacg
  3855961 cagttggtcc agcacctaaa attaaagcta taacaccatt aataagtcca ccaataataa
  3856021 caataatatc tgcgtataca ataatcatta ctattttttt ataagaagta tcattcccgt
  3856081 aaaacatcat gaacacttta taaatagctg caacaactaa tgttgcaatc ataacaccta
  3856141 ctattcccca tatcgtacta gaaattacat ctgatacaag cgaatcctta tttgcaaatt
  3856201 cgcctcctaa tttcttttgc atttcaatca tttcaggtga tgtatacgta atatacgaat
  3856261 ttaaaccacc tacaagccct tgtaatattg ccactatgaa gaacataccc caaactttct
  3856321 cagtcgtctt cattctctca aactgtaaac caggagaagt aatcattcca aacaatgatg
  3856381 gcttctcgcc accagctttt tgcgtattca cattagcttc cattataacg cctccttcta
  3856441 tttatataac ccgttctaac gggcggttca cttcctcata tagaggctac gaaccgccca
  3856501 ctagaacggt agtgtgtagt tctactacac gattacttac tcataacgaa gtgcttcaat
  3856561 tggatctaat ttcgcagctt tgtttgctgg aattaatcca aagataatac cgagtgtcat
  3856621 agagaacagt acgcctccaa cgacaacttc ccatgaaacg agtggtggcc attttgcgaa
  3856681 tgtggaaacg atatatgctc cgccatatcc aagaccaatt ccgatcaaac cacctagaag
  3856741 cgttaacata acggcttcaa ttaaaaactg taataaaatt ttactacgtg ttgctccaag
  3856801 cgctttacgt acaccaattt cgcgcgtacg ctccgttaca gatacgagca taatgttcat
  3856861 aacaccaatt ccaccaacaa ctaatgaaat accagcgata ccaccgatga tcattgtcat
  3856921 aataccagtc atcttcgaaa taccttcttg aatttctttt aaattcataa cttcatattt
  3856981 accagttgca tcagtcggtt tacgactatt taaaacatct gcagcttttt tacctgcttt
  3857041 ttctagatta tctacatttt ttgcttgaac agaaatattt tgaatttcat cttttccata
  3857101 cagtgtcggc cataatgaaa ttggcactag tgcttctgat ggtcccattc ccataaactc
  3857161 attatctgat ttgtagacac cgataatttg catcggttga cctttcattt caataatttt
  3857221 accgactgga ttggcatcct taaacacctt ttcttccatt tgtttactaa tcatgacaac
  3857281 gttattacct tgatccacat ctgattcttg taaagaacgt ccctttaaca actttacttt
  3857341 atttactgca aagtactcac tatctaatcc agtaatactc accatttctt ttttatcttc
  3857401 aatatcaagt ggttccatac tggaatttgt tgttaccaca tgtgaaattt ctggaatttt
  3857461 tttaatttca aaaatgtctt cttcagttat cttcggtgct tctaccattc ccataccgaa
  3857521 aggatcgttt atatctgcac tataatgaat cggaaccgtt tgattacctg ccccaacgaa
  3857581 ctgcgatttc aatgcagctt ccccgccttg cccaatcgca acgacagtaa taatggaacc
  3857641 aacaccgata ataataccga gcatcgtaag agctgaacgc agtttatgag ctaaaataga
  3857701 agagagggca atttttatac tatctagtaa actcataccg cacaccttct atcttctgta
  3857761 attttcccgt ctcgcagtac gatgcggcgg gaagaatacg ctgctacttc ctcttcatgc
  3857821 gtaaccataa caattgttgt accttctgca ttaagcttcg tgaaaatatc cataacttgc
  3857881 tcaccagact tcgtatcaag cgcaccagtc ggctcatcgg ccataatgaa cgttggatta
  3857941 ttcgcgattg ctcttgcaat tgcgacacgc tgcttctgtc cacctgacaa ttcgttcggt
  3858001 aaatgatgca cgcgatctgc taatccaact ttaccaagcg cctctaaagc acgcttgcga
  3858061 cgctctgcct tctttatgcc gccatatacg agcggaagct caacattttc gactgccgaa
  3858121 agacgcggaa gcaaattaaa gtgctgaaac acaaaaccga tatattcatt acgaattaaa
  3858181 gcaagctttg actcgtctgc tgttaagata ttcacatcat tcagcatata ttcgccttct
  3858241 gttggacgat ctaaacaacc gataatattc ataagcgttg atttaccaga accagacggt
  3858301 cccataatcg aaacgaactc gccgctctga atcgttaaac taataccatg caaaatcggc
  3858361 actgccaatt ttccttgata atacgtttta gcaatatgat ttagcgtaat catttctctt
  3858421 tcacttccat tccgtcatac acatcgtcgg aaggattttt aaccaccttt tgccccactg
  3858481 ttacgccttc agtaatctct gtccagtccc catcagtaga accttttttc acattttgtt
  3858541 tacgaagctt tcctttatcc tcaacataaa caaatgcatc atcatctttt tctacaatac
  3858601 tcttagtcgg aacagcaacc atcgtcttat tctctaaatt tacttgcaga gaaacgtgat
  3858661 aacctggaga taaaccatct tgactatcaa ggcttgcttt atatgtatat tgagacatat
  3858721 tttgagtcgc ttcacccata ccaccggctt gcgccatctc tgcactcgtt gggaattcac
  3858781 ttacttctgt aatcttacct gtccacttct tcttattatt tgctttcgca gtaacagtaa
  3858841 atgtttgatc tttttgaatt tgtgactttt gaagctcagt taacgtccct tgaatttgga
  3858901 acggatcttt agaagccact tgtaagaagg ctttcccttg accacctaac gcttgagatg
  3858961 aactttgcgc cgcatcttta tctaactttt gaacaacacc agcaaagtta ctataaatcg
  3859021 taagctcttt ctgcttttta cttaactctt ctttctgcaa cttccctttt tctttctcca
  3859081 gatccgttgt cttttgcgcc atctctaact cacttacttg ctcttccatc ggatctgtta
  3859141 cttctttccc agctccgcta tcttttgcct tcttaatttc tttcttcaac gaatcaatct
  3859201 tcttcttccc ttgatcataa cgcatatctg ccatcttctg atcaagatca gcttgcttca
  3859261 tttgcaaatt aatctcttca ttatcataag agaataactt cgcacctttc tctacctctt
  3859321 ggccttcttt tacctcaata tctttcactt tccctttggc cggatccgca taaaaacttt
  3859381 cgatattccc aggcttcacc tgaccagaaa ttaacttcgt attattcaac tttcgctccg
  3859441 ttaccttctc aaaacttaca gcatcagcag atgttgatgc ccccttcttc ttaccttgca
  3859501 taacaaaaat attaactgct gctacaataa caattagtgc aataactccg ataataatcc
  3859561 atttcttctt cttgtttgga gtacgaaccg tatttggtac catattctcg ctccttttat
  3859621 aacttaatag tttaatataa aaattgtata aaactttctg aaaaataatt gcatattatt
  3859681 acattctttt tacaaagttt tacacatcca tttatattgt aacaaaaatt ccaatgatta
  3859741 gaaatatgac attatgtctt ttaagataga tttaaggaaa gattatagta atataagaaa
  3859801 agccatcctt tattgataaa ctcctcacca agataaatta ttttcctaat tacactgctg
  3859861 ccatttttgt catatatatt tgacatttaa tttattcaat tataaaatgt cacatataaa
  3859921 tgacattctg gtacacaagg tctacaacta ttaataggag gtttatattt gaataacgtt
  3859981 aaacaatatc gaaaatctga aggtctctcg cagctagaat tagctaaaag agttaaagtg
  3860041 gcgagacaga caataaactt aattgaaaac aataaatata atccctcttt agccttatgt
  3860101 atcgaattag caaaagcact aaaaacagat ttaaacagtc tattttggga ggggaactaa
  3860161 atgatgaaaa ttgaatggaa agaaagggtt tataataatt tcgttggaac aatgagtgag
  3860221 cgagatgaat atcaaaaaca agaaatcaat aaagaattat ctgtggctgg aattggttta
  3860281 tggtggttaa atatgttgat aatgcttatt atgttacttg ttgatactat gaaccacaca
  3860341 atatctatag gaactatatt aatttttcta tctaatatga tttacgctaa ttatttaacc
  3860401 tttaagttta agaaaaaagg tttaaacgag actgaatgta caacaaaaga agagtatttg
  3860461 caacataaga aaactttaag aaaagctggc ttaaaagcag gtatactttg gggctttcaa
  3860521 atgtttgttt ttatgaatta tatctttccc tatgtaggtt cagaagaaat ctctatttct
  3860581 ttatttgatg ttgtgctttg gagttgcgcc ggtggatttt ttggtctaac tatgtacata
  3860641 ttcggtttat ggaacctaaa aagattatat taaataacaa aaattattta catattaaac
  3860701 ttcaatttta catactgttt gtttttccta atataaaagc tatccaatca caattggata
  3860761 gcttttcaaa caaaatatta cgccgcttta ggagctttgc tctcatgtcc acgttgaacg
  3860821 atgaacaaga agattgttga taaaatggca cctgttaata gtaagatgaa acaaccatcc
  3860881 cagccagaac gatcaacaat aacaccgatt gctgcgtttg ctacaagact tccgcctaca
  3860941 taaccgaata gaccacacat accaactgtc gtacctactg caaatttcgg tactaattcc
  3861001 atcgcactta aaccgattaa gaactgtggt acataaatta aacaaccgat aatagaaact
  3861061 gcaatactta caacaagtat gctagttgct tgccaatata caaacgtacc aataacaact
  3861121 ccgaccatac taataataca tagtggcata cgttttcctt taaataattt atcacttaaa
  3861181 agaccaacga ttaatgaact tggaattgcc ataccttcaa agattgcgta tgctgcatgt
  3861241 gcttcatttt ttgagaagcc tttaactgtc gttaaataaa gtggaaccca gttaataaca
  3861301 ccgaagcgaa ttaaataaac aaatgcattt gcaatacata agaaccatac aaatttattt
  3861361 tttactacat acttcattaa aatttctttt ggtgacatct tgttagcgtt gtctgctttt
  3861421 tcaagatttt catagtcatt acgatactca tcaattggag gaagaccttc tgattctggt
  3861481 gtatccttcg cattaatcca aacaagaact gcaattacca tcgcgataat cgctgggaaa
  3861541 ataaacacgc cgccttgcca atgattttca ccaaaaatac ctacaccaat tccgacaagt
  3861601 ggtggtacaa gcattccacc aacgttatgt gaaatattcc aaatacctgt tttcgtaccg
  3861661 cgctctttct tcgagaacca tttcgtcata acaatactac aaggtggtgc tcccatacct
  3861721 tgtacaatac cgttaacgac aagtaatgta acaatcatcc caaatgaaga tgcaaaaccg
  3861781 aagcaaatat ttacaagccc tgataaaaat aaaccgactg cgataaagcg ctgggcgaaa
  3861841 gctttatctg ataaattccc cataaagaac ttactaaatc cataaacaat tgccattact
  3861901 gaacctagta gaccaatttc agctgtacta aaaccatatt cttgtactaa gtacgtactt
  3861961 gataacgtaa agttactacg aactaaataa taagcagcat atccaactga aattccgatt
  3862021 aacacgcgaa tacgtagtaa tcgatacaca cggtcgatca tatccgctgg taaacgttca
  3862081 attgcaggtg ctggcttgag ccatttaaac atattctttc gtctcctttt ctcacttctg
  3862141 agagagacgt tgtctattcc atatctcgat tattccgcta tttgatatat tttggtttgt
  3862201 tcttctaacc ggctgtcctt ctatttcttt ctcgttcttc gcaaacatcg ttggcacgcc
  3862261 aaacgaaacc ttttctaaaa tgtgacccgc ttcttctgat aaacaataat caataaataa
  3862321 atccgcaata ataccattcg gtgcacgttt tagtttcgaa atcgcattaa cagataaccc
  3862381 tgtttgctca ggtacgatac ttacaactgg aaagccttgt ttttgaagca ttctctggtc
  3862441 tcccatgaaa ttaatgccaa tcatatactc accgctcgca acaagctcta caggcatgta
  3862501 accatttacc gttacttcac caacttgccc tgcaaaactc ttaacatatt ctttcgcttc
  3862561 ctcttcacct acagtatcaa taagtgattg aaaaaacgta tatgctgttc ctgaaacatt
  3862621 tggatctggc ataacaacct tttccttata tactggattt aataaatctt gccaccttga
  3862681 tggataagga agtccaagcg gtgctatttc ttcgttccac cgctctttat tgatcgcaat
  3862741 cgccagcttc tctacttcat aaccgtacca ataaccatct ttatctttaa cagtttttga
  3862801 aatacggttc gcatgctgac tcgtaacagg aatagatagg tttttttgct tcatcatttg
  3862861 atgcgcatct accgtaccgc caataataat atccgctttc ggatttccag cttcctcttc
  3862921 taccctccga agaagctctt ctgtcgaaag acgaataaac tcatacgtac agccgcgtgg
  3862981 tttacaaaat gatgaaagca acgcttcccc cacttcctcg cgagccgcta catacgcaac
  3863041 aagatgacga tcatccaaaa tagggagacc acttttatta tatttaatag aggtcgtatc
  3863101 tcgagagcaa ctagacatcg ctcctccaat tactagcaaa aagaagaaaa aggctatctt
  3863161 tctcatgaca cattctcctt tacaaataaa tttgcgaggg agcttttcat atacatgaca
  3863221 ttcccattat tatcaccgag atattgcaca acaaaatacg atggatacac agaaatagta
  3863281 agaatgtctt cacgctcatt ctttatatgc ttacctgttt tataagcggt aatataagcg
  3863341 atcggttcat tctgtgattg taataatttc tggatttctc cgtaatctgt aatttgcttt
  3863401 gcataccgaa tcgaatcaag tatgtgcgta agattcatcg cacgttctac atcaccttgg
  3863461 cgtactatga catcttgtgc tgacgcaaaa aaatcaccaa tacgttctgg tgtgtaatac
  3863521 aggcttaaca aatacgtttg aaatgctgaa atcattggat ccgtaccatt ctttccgtac
  3863581 atatcagccc cgtactggaa caagtcacct actgcaaaag tacgtttctg accattcaag
  3863641 tacgttactt ctccagtaaa tacttgttct tgattcttag cttcactcgg attgatttga
  3863701 attcggtcaa agaatgaaac aatcgtatgc aaacgaactt catccgttat aacaatttct
  3863761 ccccactttt catgcctaac cttcatttca gtaggcaggg attcattcac tctttgtaaa
  3863821 acagtttgtt tgtcattcac gattgtgatc cgattatata tttgcttctc catcacataa
  3863881 aataaaataa gagaaacaat tatacaaagg acaaacataa gaatttgaaa tgatagcctt
  3863941 ttcatttctg cctacctcca agataaaaaa acgttgtttc gaaaataccg cataattgtt
  3864001 tcataaatgt atcatttaac cgctttcaga ttttttatat cttccattcg tctcggaagc
  3864061 aagaatgtaa taaatatggt agtgcctatt tcttcactac tctcaatccg catacttccg
  3864121 ccctgcttat ccataatctc ctgacaaata tacaaaccgt aaccatgccc gtaactagaa
  3864181 ggaagaatct tcccttctgg cgattcattc cactctgcca gcacaccttc atcgataccg
  3864241 atgccatcat catgaacaaa aacctttgcc tcacgttcat ttacaatgac attcatacga
  3864301 atttgcgtag catcgctata ttttatcgca ttatcaagca catttaagaa gatctgtttc
  3864361 gtcttatcga aatctgcaac aacatgtaca tctgttaact cattgataac ttcaatctca
  3864421 aatttctgca ggcgaggttt cacaattgaa actgcttctt cggctaattc ctttatattc
  3864481 acaactgtag gtgatatttc aaacgtactc gttccgtact ttgaagactt aagtaattcc
  3864541 tctacaagtg acaataaacg ctcactttct acagccacat aacgcaagct ctcctttaca
  3864601 tcttccttcg cttttaactt cggaattaaa tccacatagc caataattgc cgttagcggt
  3864661 gttttcagct catgcgtaat gcggtctagg aaatctttct gcttctcttt ctcctctttc
  3864721 aattgcttaa tatgcagttc aattccatcg gccattgcat taaaagatgc ggaaagctga
  3864781 gcaatttcca catattcatt tagctcaatc ttacttttat aatcaccatt cgcaagccgg
  3864841 tgcgccattt gtcttaactg atcaatcggc ttatggagag actttgccaa acgaattgca
  3864901 aagaaaatac ccgcagctac gagacaaaga gacgtcatta agaacgtcca accgacattt
  3864961 gttaaaactt ccttctcacc cgttaactca tttataaaac gaacacttcc aatgacatcg
  3865021 tttccataat aaaccgggct tgaaaacaaa agaattggag ccgggtctcc ctcttcaaaa
  3865081 acataagatt tcttcccttt caaagaactc tcaatatcaa tattccgatg aagaagtgct
  3865141 cctttttgtg tatccgcaac aacatctcca ttcttcccaa tcatctgtac acggacatcc
  3865201 atgcgcttcg ctaaatacga agcaattaaa agtgaattcg gaccgagcgt ctctacctct
  3865261 gcttccttct ctaaataatt catcgtgtaa atttgagctt ctacacttaa cttttctaaa
  3865321 gaatttgctg cgttatgata catattcttt tctaacgtaa tataaacaac tgcgtacaaa
  3865381 agaacgaata tcgggattaa cagtccaacg attccaaaca ccatatttct tttcaaagac
  3865441 ataccatcac cacttaacaa tctagtttat agccaacgcc ataaattgtc ttaatatatt
  3865501 ccccgctatt ccctaacttc ttccgcaatc tttgcaccat aatatcaacc gctctcgtat
  3865561 ttccgatata ctcaaatccc catactttct caagtaactc atctctcata aatacacgct
  3865621 gcggattaga aacaaacaac tgacataaat taaactctct gtacgttaac tgaatctctt
  3865681 gttcactcac atgcactttt ctttccttag gacagatcgt tatctctcct gcctcgatta
  3865741 cttcatgact taccgttacc tctttcttct tcacacgccg cgtcatattc ttgacccgaa
  3865801 gaataagctc cgcataatta aatggcttcg tcacgtaatc atcagcgccc agctgcaaac
  3865861 caagcaattt atcattcatt tgactcttcg cagttaacat gagtactgga atatccctat
  3865921 ccttctcacg gaacaaacga agtaattcat acccatctgt atctggaagc ataacatcca
  3865981 aaatcaaaac atccggccct tcattccatc tctctaaaac ttctctccca tcagccgccg
  3866041 tgagcacttc atatccttcc atctcaagct gcatccgaat caaattacga atactcgact
  3866101 catcatccac tacaagtatc ttcattattc tcctccttcc atcccgtatt atagtacagt
  3866161 ttagtatagc aaaaatcata caaaaaaaga gagggtattg tcgaacatat attgaacgac
  3866221 aatacccctc tttcacttat taaagtttca ctttatttct catacccatt aggttgcttc
  3866281 tgatgccaat tccaagcatg ctcaatgatt gtcttcacat ttacataccg aggatcccag
  3866341 cctaacttct ctttcgcttt ctgagaagaa gcaactaaac gtgctggatc tcccgcacga
  3866401 cgtggtgcta cttcagcagg aatttcatga tttgtaactt cacgaactgc atcaacgatt
  3866461 tcttttacac tgaaaccatt accatttcct aagttataga aatcactctc tccaccgttc
  3866521 tgtaggtcct taagtcctaa gaagtgagct gccactaaat cttcaacatg aatataatca
  3866581 cgaatacaag taccatctgg tgtattatag tcatcaccaa acatcataat cttctcacgt
  3866641 tgacctaacg ccacttgcaa tacaagagga attaaatgcg tctccggacg gtgatcttcc
  3866701 ccgataatac catttggagt tgcaccagcc acgttaaagt atctgaaaat cttataacgt
  3866761 aaattagaag cttggctata ccaatgaagc atcttctcga ttgctaactt cgtttctcca
  3866821 tacgtattcg ttggatttgt catcgtttcc tcagtaataa ggtctacatc tacctcacca
  3866881 tacgtcgccg cagtagaaga gaaaataaac ttatctacct taaactcatc cattacctct
  3866941 aataagcaaa gtgcaccata cacattgtta ttataatatt gaagaggctt ctccatacta
  3867001 actccaacta aagaatcagc tgcgaaatgc ataacagcct caatattttc ttgtgtaaaa
  3867061 acatctctta aaaatgcttt atcacgaagg tcgccattat aaaacttcgc accttccgta
  3867121 attgcatcct catgaccagt ttgtaagtta tctactacta ctacagataa accttcgtct
  3867181 actaattttt tcacagcgtg agaaccgata taaccagctc cgccgcagat tagaattgaa
  3867241 ttcatagtct tcctcctaca tatattagga tttcttattc actctcttat tataaaaggt
  3867301 atacgattgc tcgtatacct tttgtgtacc tttattactt cgcaacgaaa taatccgtta
  3867361 catattgtgc ccaaacttcg tgacctttag cactttgtct aaagaagttg aatcattact
  3867421 tattacttag tcacttcaag atgcgttctt aatttattcg ttaaatcttg ttttgctgca
  3867481 tctggaacat agtaatacca aatgccatca gcagccttgt gaccgtcacc tgggatttga
  3867541 atatcctcac tatttttcaa gcaatcttta tagttctttt gcatatcaaa catttgatct
  3867601 tgcgttaagt ttgtcttcac attcttttga attgctgata atacatctcc ataacctgtt
  3867661 aaagaagaga agcttgcacc ctttttgata acaccttgca tcacttgacg ttgacgcatc
  3867721 tgacgaccaa agtcaccacg tgggtcttgt ttacgcatac gtgtgaatgc tagagcttgg
  3867781 tcacctgtta aatgaatatt tcctttcgca aaatgatgtc catcctgcgt aaattctaaa
  3867841 tcattcttta catctacacc gccaactgca tcaacaatat ctttaaagcc ctccatgttc
  3867901 acttcaatat aataattaat aggaacattc aagaagtttt ctactgtcgc tacagacata
  3867961 tcaactccgc cgaatgcata agcatgattg attttatcgc ttttaccttt tccaacaatt
  3868021 tctgtatacg tatcacgagg aatacttact gttttcatag agttattttt aggatttaat
  3868081 gtaatcacca ttaaagaatc tgaacgccct ttatcctcac cgcgctcatc tgctcctagt
  3868141 aataaaattg acactggttc actcttactc actttttctc caacattact gttgttttga
  3868201 tcacgtttta aaggttgatg aacttccttt aatgtattag atacagaaga atatacatta
  3868261 taagcataaa ttcctccacc tatgattagt accccaagga taccgagtac ccaaaataaa
  3868321 attttctttt tcataccttt accctcttta tcaaaattta aaaataatat atctattttt
  3868381 atactcctca ctatattaca ttattcttga ttaaaaataa aagataaatt aaaaagggca
  3868441 attagtattt gccatcaaaa caagaaaaac tccatcaatt aaatgatgaa gttttttgtt
  3868501 atcttctata ttcatataag tgtaatttcc ccataaaaca atacgattta cacttcttat
  3868561 ttctaattat ttttcagttt ggccatcttc tcgcattaag atggatttct tctatattta
  3868621 tagaaattcc ttgttcccca catatcaacc ttaaataact taatattcag ataataattc
  3868681 ccaataaacc cttatgcatg gtacctttaa cccttcacta cttttctctg atataccaaa
  3868741 tatcttttga aatatctttg caattaacag ctacatggtc atcgctccaa acaaaattac
  3868801 ccgatttaaa aattgcaatc atccttggat tattttgata taaaaacata tcgccatctt
  3868861 taaactttcc attctcttaa tcatgtaaaa cctcgtatag cttcacattc atcatctctt
  3868921 ttctctattt tgataaactc attttatatt tcttttccta aaaagttgtg tttttcttat
  3868981 gaaatcgctg tgaactttta taatgtttta aaagttttgt cccctataca tttaacaatt
  3869041 taatgtataa cttcttacct ttactttatt ctttcatcac actataaata cctttaaatt
  3869101 tttattgatt gccttcttaa ttatttaatc aaaactctta ttaacattct aaaggattcc
  3869161 tactactaat cttctttgct aaataaatca catattacta cttacaaata aaataggtgg
  3869221 acacaaggct acaaattcag cctggtatcc acctatctgt ataaaaaaca ttttacgttt
  3869281 actattcttt tttatctcca agagcgaacg ttatttctgt ctcacaagca atttcaccat
  3869341 ctacagtagc aattgctttt ccttttccaa tcgctccacg tacacgcgtc atttcaactt
  3869401 ctaaacgtag ttggtcacct ggacggactt gtcttttaaa acggcaatta tcaatgcctg
  3869461 cgaagaatgc taagcgacca cgattctcct cttttttcaa catagcaaca gcaccaacct
  3869521 gtgctaaagc ctctacaatt aaaacacctg gcattacagg ataatctgga aaatgtccat
  3869581 taaaaaattc ttcattagct gtaacattct ttatcccaat agcacgtttt ccttcttcta
  3869641 cttctaaaac tttatccact agtagaaatg gatagcgatg aggaattatt tctttaattt
  3869701 gttgaatatc tagcatacac ttctctcctt aaacaagatt ggtcatacca ccagaagtta
  3869761 tactatcatt atcccatttt aaatctcatt tgtcattata aaaaaggatt tcaagatttc
  3869821 tcttctaaat aaaaaaatgt atacactctt ttcaatatgt attatcactg acacggaggt
  3869881 tgaaaagagt gtatacccaa gttagggaaa ggcaaattat atcaaatatt attagccttt
  3869941 aatgtcgtat tcataaatca ttatatagga gaaaatcttg aaagaaaaac ctaatattac
  3870001 accttttttg ttttttttag tataattatt agcattttct ctttttatct cctattttct
  3870061 ttaaattatt atattttaac attaaaatga aaaataccaa aaaatatgct atcttatcgt
  3870121 tatcactttt acatatgttt ttcagttcat ttgttaaaat gtttttcaaa aaatcaacct
  3870181 aatatcaata tctctcgtac tctttaattt catgatacaa aaatgccatt caattagatt
  3870241 tcgagatctt ctatataaga gtgattcctc cttttcctta taactttcat gtataataat
  3870301 acagtaacaa tactaccaga ttttttaaat ggtaaaggaa agaggcaata aaatgactga
  3870361 acgtttaaaa gtaatgacga tttttgggac acgtccagaa gcaattaaaa tggcacctct
  3870421 tgtattagag ttgcaaaagc atccagagaa aattgagtca attgtgactg taacagcgca
  3870481 acatcgtcaa atgttagacc aagtattaag tatctttgga attacaccag atttcgattt
  3870541 gaatattatg aaggatcgcc aaactttaat tgatattaca acgcgtggtt tagaaggttt
  3870601 ggataaagta atgaaagaag caaagccgga tatcgtactt gtacatggtg atacaacgac
  3870661 aacgtttatc gcaagcttag ctgctttcta taatcaaatt ccagtaggtc atgtcgaggc
  3870721 gggacttcgt acatgggata aatattctcc atacccagaa gagatgaatc gtcaattaac
  3870781 aggcgtaatg gcggaccttc atttctcacc tacagcaaaa tcggcaacga acttacagaa
  3870841 agaaaataaa gatgagtcac gcattttcat aacaggaaat acagcgattg acgcactaaa
  3870901 aacgactgta aaagaaacat atagtcatcc cgtactagag aaacttggaa ataatcgtct
  3870961 tgtacttatg acagctcacc gtcgtgaaaa cttaggagag ccaatgcgta atatgttccg
  3871021 tgcaattaag cgtcttgttg ataagcatga agacgtacaa gttgtatatc ctgttcatat
  3871081 gaatcctgtt gttcgtgaaa ctgcaaatga tattttaggc gattatggcc gcattcattt
  3871141 aattgagccg ttagatgtaa ttgatttcca caatgttgca gctcgttcat acttaatgtt
  3871201 aactgattct ggtggggtac aagaggaagc accgtcactt ggtgtaccgg ttcttgttct
  3871261 tcgtgataca acggagcgtc cagaaggtat tgaagcaggt acgttgaaat tagcgggaac
  3871321 agacgaagag acaatcttta gtcttgctga tgagttgtta tcagacaaag aagctcatga
  3871381 taagatgtca aaagcatcta acccgtacgg tgatggccgt gcatcagagc gtattgtaga
  3871441 agcaatttta aaacacttta ataagtaaaa aagagccaaa tcgcatgcga tttggccctt
  3871501 ttttacttat ttctttacaa tcgatattga ttgaatttct ttatgcgtct gatctgaacg
  3871561 ggctgcaata tagtaacttt ttgtttcata gaagtagttt ttctctgcat cattacttaa
  3871621 gctttctttt cctaataatt catgtaactt tgcaatcgac attgaaatat cttggaatac
  3871681 aacctccact accttatctt gtgaaatccc aaattgaata ttgccatctt taacaatcgt
  3871741 ttttcccgtc atacttggta atggatttaa aggttgagga taagttgtct ctaactcatt
  3871801 tagtgtttta ccaaaataag taggagcact taccatattc cctccatata cacgttttaa
  3871861 caacgcagtt acatctgcta acttagcatc ctcgattatg ttattattcg atttaaacgg
  3871921 ttcaataaac tttgtgctta tccatccaat ttcaccattt gataatgtaa tttgtatcca
  3871981 ttcaacatct tttttctcat ttttattgct atcagatata gtaaaaatat ccccgaagtt
  3872041 tgctatagct aatcgtttac tgcttgcatc tgcttcttca cgaatactga ttccattact
  3872101 atttacaata tactttgctg ctcctttttc cttctttacc atttgcttag attcagtcac
  3872161 attctctttt gaagcaactt tttcggcata tttattttca ctgttgaatg gtagtaaatt
  3872221 tttataataa tagcctgttg aaattatacc tgttaataga gctatacaaa ctcctgtaat
  3872281 cagaaccctc ttctttttaa actttcggct tgtttttttt ccttttttac gttttctctc
  3872341 cctaccggtt tgatcctctt gtagtaagcc atgttgaaat tgagatattt gttcttttct
  3872401 taagtctttt ctttcctcaa cactcatttg attatatttc ttcagaaatt catcataatg
  3872461 atcgacaatc tcttttatat ccccgtattc ttttacttga ccataatgaa gccataacgc
  3872521 ttttgtacag aaacttttca cttgagaaag tgaatgacta ataaagaaga ttgttttccc
  3872581 ttgctcttta aattcattca tcttatctag gcactttttc gtaaacgttt gatcaccaac
  3872641 agaaagtgcc tcatctatca ctaaaatatc aggattaata tgaactgata tcgcaaatcc
  3872701 tagtctagat ttcattccac ttgaataagt tttaacaggt tgatacataa actttccaat
  3872761 atcagcaaag tcaatgattt caggaataat ttccttaatc ttctcttttg taattcccat
  3872821 cattaaacct tttaattcga tattttcaat ccctgttaat tgaccattaa gccctgaaga
  3872881 aattgctatc aatgcagctg aacctttaat atccactgtt cctttattag gcatcgtaac
  3872941 accagcaatt aaattcgaca atgtactctt cccagaacca tttaaaccta caattccaac
  3873001 aatttcaccc tctggaactt caaaagaaat attattcaaa gcataatgat attctccatc
  3873061 tttgctccta aaaaataaat ccttaagctt atcaaaaggc ttgttgtaca gcttatactt
  3873121 ttttgtaacg tgctcaaact taactttata attcattgaa tcattcacct tttataagta
  3873181 gtcaacaaac tgcttgcgga atcgaatatg aagcatagat ccagcaataa acaatatgat
  3873241 tacagctccc caaaagtata atgtgtacca tgataaaact atagacgtat cattataaat
  3873301 tagagctccg cgatatactt ctactatata atatagcgga ttaatcttaa taataaataa
  3873361 caataaattc gacatatttt ccttgggttc ccaaaaaata ggtgttaaaa agaacaacat
  3873421 acgtgttact gattgaatta ataattgaat atcccttaac atagtcgata atgtagatgt
  3873481 taaaaaagat aatgctatta aaaatagagt agatgcaact aatccataca ttaactctaa
  3873541 tatattaatt gtactaaatc ccaaattaaa gataacaata accaatgcaa atataattaa
  3873601 aatcaaatgt gtatataatt gtgagattac cacatatgta ggaataatac tcaatggaaa
  3873661 attcatttta gatacagtat taagcctact atatattgaa ttagcacttt gagtaattgt
  3873721 tgttcctaca aaaaaccatg taactaaccc acaaactagc caaacaaagt aaggaacgcc
  3873781 atgtactggc gctcctcctc taatccctaa tccaaacact aaccaataca caccaatttg
  3873841 tgataaagga ttcaaaaaca cccataataa tcctaataaa ttacctgcat aagcctgttt
  3873901 taattcatat aatgataatc ttcggattaa atatagattt tcatattgtt ctttaataat
  3873961 agtttttaac gatttcatac catcatcaca tttttattca atgcctcata taaagtaccg
  3874021 aaattgatga ttttcatttc acccgttgat actgcttgta cacaattacg tgtatcaaaa
  3874081 acaacagttt tcgccatgta cggtgccaat gaatcataat tcattgtttt aaattcatca
  3874141 tgatctgtta atacaagaat caaatgggcg tccttaacag cttcttctgc agaatgtaat
  3874201 tcaaagaaat cagattctac atgcggatca tgtgctgaaa ctgtgattcc ttcatttcgg
  3874261 attaaatcaa ttacatccat tgctggactt tcacgcatat catctacatt ccctttatat
  3874321 gtcacaccaa atgctgctac ctttggattt tcaacacctg caagcaattc ttttactttt
  3874381 tcagtcacat aatgtggcat agaaacattt gtttcacgag acaattttat aatgtttgct
  3874441 aactcaggtg cttttgcaac aataaaatat ggatcaactg ctaaacagtg cccacctacc
  3874501 ccagggcctg gatagtgtaa gtttacacgt ggatgtttat tagccatttc aattacatct
  3874561 aatacattga tatctagtga gttacacact tttgttaact catttgcaag cgcgatattt
  3874621 acatcacgga atgtattttc cataagcttc gacatttctg ctgtttttgc atttgtttta
  3874681 ataatttcgc cttctacaaa cacaccataa acacgagcac cagcttctgc acaagcagga
  3874741 gttacgcctc ccacaatacg attattgtgt actaactcat gtaaaatttg tcctggaaga
  3874801 actcgctctg ggcaatgaac aaggtaaata tcctctccca ccgtaaatcc agcttcttct
  3874861 actaagggtt ttacataatc atccatgcta cgcggtgcaa ttgtagactc aacaatgatt
  3874921 acatttcctt tttttacaaa tggtaatact ttttctgtag ctgttaaaac atatgataaa
  3874981 tcacaagact tatgttcatc atcatgattt ggtgttggaa cagaaataat aaatgcatct
  3875041 gcttcttctg gtgttaaaga tgcacggaat tttccatttg caactacttc ctttacaact
  3875101 tctccaagac ctggttcttc aatatgaatt tcaccattat ttagcttatc tactactttc
  3875161 tgatggatgt ctacacccac tacctctgtt ccatattttg caaacattgc tgatgtcggt
  3875221 aatccgatat aacctagtcc cattgtacaa attttcataa ttaatttccc caatcttata
  3875281 aatatattat tttattaata gattattaaa caaccagtaa taacatcttt aattatactt
  3875341 taccaaactt gaaagttttt gtaataattc tattgtactg atctttaaca aaaactttaa
  3875401 acatatattc acctaagtct tttaattcat aatataggtg tgatttcata gtatacataa
  3875461 atttatcaat tgtatgacca tctttataaa cgtaatatgc gtagtgtata ttacttcccg
  3875521 tagcatcgca tgtcaaaata atattacttc cttctatata cctaatgtca atcgaatgga
  3875581 taataggttc ttcaaagtta gataaagaag aatgtttttt atctagaatt tcttccactt
  3875641 tattttgtaa ataaagtgga aaatggactt ttaaatctgc atgagttaaa tcttcttcta
  3875701 tttcaagttg aacttcatat ccattttcaa ccaacacttc atataaaggc attacatggt
  3875761 tcaaatagtg atgatctttg gttcccacta taaggtttat gctaggcgaa atatcattgg
  3875821 gctgatttaa taattgaaat actaattgat ccagatagaa gcaatctgac tcttcatccc
  3875881 cacctgcaat ataccttgct atatttttat gattggcttg attaattaaa aaatgtccaa
  3875941 gcttactctg tggtgcacca gctataacat ttccaaaata gtattttagt gcaaagtaga
  3876001 ctgctgcata tcctcctttt gaggatccta ttgcagtaac ctgttcatga caaatcttat
  3876061 atttagccat aatatattga attaatgaag atactgcagt ttcaatagca tgatctctct
  3876121 tattccctaa ataataagcg ccctggtccc cgaaatcatc taaaataaat aacttattaa
  3876181 catctacgtc ctttaaagat ctcatatagt tgaaagcaaa cttatattcc ggtgccatag
  3876241 cagaaaaaac aacaaataat ttatctttgt gtttctgatt cttagcttcc tcaaaatgat
  3876301 accttaaatt acgtgtactc ttgaatgttt tctctaaatt atagggaatc aaatcgtctc
  3876361 tacctaattt aaaatccttc aatcgaaact ctgttataca ctctacatta gaaccactaa
  3876421 tgtccacctc aattgttgta gcacctcgtt tttcccccat ttttggaaat acccagccac
  3876481 tcacctgagg ctttgtttgt tcatttaatg ctcgtatact aacaccagta actgtagtta
  3876541 cttccatttc cattacttta tggttgttac gaaataactc aacaatacga tctcttacat
  3876601 gtactgtaat atctgatgca acatgccata ataacttata ttcatgacgt ttatcagatt
  3876661 tcaccaaatc cttcactact attttttctt cgtctttcat gtaacttaca gtacgactat
  3876721 gttcaacacc tgtataacgt aaattaattc ccgtcgcttc aactttatct ttgttgattt
  3876781 cataatctga taaatagact ttttcatact gacgatcagt tctaggtaac ccctttccgt
  3876841 caacaatcag tgtattatga gcaaatgatg aatacgcata ttcagtaaaa ggatctttat
  3876901 aattatatcc attaggaccc gcttctgtaa taatttcacc atttgaataa atatataaat
  3876961 ttaaatcatc actatgctta tggtaatcta catgataagc agctgtaaat aaaacataag
  3877021 tagccttctc ttctttactc caatcattcc taaagattgc ataccctgat ttaggaaata
  3877081 ccttatcatc ttctgtaggg gcttttccct ttttgccctt agtaactgca taaagatact
  3877141 gatcactctc atataaatcc ttataattat ttcccactaa atttgcttcc gtatcacata
  3877201 ttggtggtaa agaaccatct ggacgaatga tatgtatggc atactcttct gtttttttat
  3877261 aaatcttatt aaaaatcaaa cttacttcct tatcgaattc tttcatccag tttgctaact
  3877321 tcttgatatt agaagctact aataaatgat aagatggtga atgctcctta tgaacccctt
  3877381 cttcagtaaa gaccttttca aaataatcct ttaaacgtgt tacagccaac tttatatatt
  3877441 tttcaaggga aggattttct cctttaaaat acgatgcata agtaagtagc gctctatctt
  3877501 gaaacatacc atgatttgta ttagtagcat gaaaaaagtc ctctgataaa agtttcgcag
  3877561 tatcttccat acttttttct aacaatataa tttcttcctc tgataacact tgacgtgtaa
  3877621 aaatgtagaa tcttaaccaa tactgtagac gtagcgctgt agtttcatca tgaaaagcca
  3877681 ttgaatgttg gtgaagttca aatgaatgat tattaatcca atctttaatt aactctatag
  3877741 atttttttat atacttcata tcaccagtat cattatacgc ggctattaag catcctaaaa
  3877801 acgtatgacc gtgtattaat cttaaatatc cccgttctct ttgttcattc cagttaatta
  3877861 aattagaata tgaactactt ccgaatggag gaatcatata agtatttttt tctatcatta
  3877921 agttggcagc ttttacataa tctttatttc tatttcccgg caagaccgta agaattgctt
  3877981 gtaccttttc cactgtcatg cctgcaggaa tatataattc cataaagaac aactcctcat
  3878041 tttcattaaa ataaggcatg attcatactt taatcattaa atacattcta ttatttacca
  3878101 aaagcaacat ctaatctaaa gatattataa atatgttaga tgcattttat aaatatgcat
  3878161 ttaacattcc acttttttac cttaatcttg ctattaattc ttcccaatca ccaaagatct
  3878221 tttcaatatc aaagcgattc ctcacataag ttcttacatc tatatcatta ggccccataa
  3878281 cttgatttct cttcaatatg aaagttgctg cctcatcaac attttcgaaa ataaaatctt
  3878341 catcataaat cgtatgacaa ccttcccacc ttataattat aggaaaggca cccgacgcca
  3878401 ttccttcagc tggagcaaga tggaaacttt caaaatcact agttgataaa atatagccta
  3878461 ttttttgaaa ccacgtatcc atgtcgttcc caaaaccatc aaaaataata gaatcacgcc
  3878521 atttactact attaatacgc ttaaatactt gttcataata tttcttttct tcttcttttt
  3878581 tccataacca aggataatgt gttggcaatt gtcccttaat gtgtaatgta taacgagaat
  3878641 ccttttcttt tagcttctca aaaatatcaa ttgcacgatc taatcgtttt cgagatggac
  3878701 aaatccctgt aattcctaaa ttaaattgag tatcttcgta cttctctaaa tcaaatttct
  3878761 tacagttcac ggcattgtaa atcatgacca tattatcact tggtatacca cagttattta
  3878821 caaattcatc acgaatatat ggtgaaattg caataattga atcgatagca tcataattga
  3878881 actttaagta gtgtttagtc tctctctcct gtaggtgcat tcttacaatt aatgtttggc
  3878941 cttgtctaac cctatgagaa taccaaactg cattacctaa tccccactca caaaaaataa
  3879001 catctgccca atttaaacag tttgtactgt gtgattcgtc atttacacta tgtcccttcc
  3879061 actgatcaat ctctacttca taacgcgttc tagatgcaaa acgatcaata aacatttttg
  3879121 caaatttcaa atcatggcca gcaaatacaa gcctaatcct tttatccttt gcctcccaaa
  3879181 gaaaaggaga tattctctcg taagttttag caaacgtaaa atcggtgcaa accttatata
  3879241 ccgtttcagc tgcacttgca taaatatcat cattagttaa agactgggta atacaagaaa
  3879301 taaattcttc ttcactattt gcatagaatg gatactcaga tccaaatagt ctttcatgca
  3879361 taggagtacg atttaaaata accggttttc ccaacgcccc atactctaat gcttttgtag
  3879421 acaattctaa actatcatta agactattgt tccgccaccc aataccaata tcactttgct
  3879481 ggattaattt ttgtacctct tccctagtaa ctccaccaac ccaatctaca ttcttataag
  3879541 ttttcaattt ttgagttact tcttctttaa aatttggatt ttcaggatga agattaaatt
  3879601 tatctccagc tactatcaac cgaaaatcag ggttagttcg cacaatcttt gcgaatgctt
  3879661 ctaaaatctc atctgaattc caatccttag caaacttccc tgtataaatt aaagattttt
  3879721 tcccaataat aaaatttggc ttattagaat ccatgttagg aatcattgga ttcaaaataa
  3879781 aaaacttttc tccagataca tctaatactt cctttaaata ttctttcatt tcatgtgttt
  3879841 ggcatataca gtatcgtgaa ttatgataaa tggattttaa agattctaat tgcttttcgt
  3879901 caatcttatc cttatcatgt tggaaatcgg ttatatacga atatattttt ttgataaaaa
  3879961 tggtatttta gaaagtttat acgctaattc aaacccacga actaaaatca catcataatt
  3880021 atgctgcttc tcttgctctt taattttttg aatagcatca tcaacaagta gacgttttct
  3880081 tttataccat ccttcactcc ctttagcaca tgagaaagga tcaataaaat taaccctttc
  3880141 cttttttaat aaaggcttga ccagcttatt gttaataata ggtcgcttct gaagtatatc
  3880201 aatatcaata tttctatctt catgtaaaac ttgagttaat gaaactaacc acatagctga
  3880261 tccatctatt aagtttaagt ctacatcacc atataataaa atttttaatc gctctgtcat
  3880321 tacttttaat cctttcagtt atagattaaa gaatgtagga ataatatttt tataattcaa
  3880381 cttcctgaat attccctaat actgaatcac taacattttt aacaaaatta tatttatcgg
  3880441 cactaaataa acgaactcct attttgaata aaaagtccat agattgtttt tcttctaata
  3880501 gttccattcg cttttcatgt tctagattta aaattacctc tcggctaatt aaagaagctg
  3880561 ctggctctaa atcgtgtaca taagtatacg tttgttcatc tttaccaacc attgatttta
  3880621 catttccatt ataataagta gcttttccgt ttacttcagc tttagagtat tgagccgcaa
  3880681 tagccaaatc tcgaatgtaa ttagcaccat aaaaattatt cggactaaat aaagcgtaat
  3880741 attgtaatga agactcttct tctataaaac tttctaccgc atccttttta atagttacta
  3880801 catctgcata caccttaata ttcacatcag ttactaaaat taattttttt tgttgataat
  3880861 tttgtcgttg gaactcatta tatacctttt cagcttcttt atctgtttga acgaaagcta
  3880921 ttacgcctac tgaatgattg tctctctctt taacatcaat ccctatttta tcaagaataa
  3880981 accacaatct ctcttcatac gtatgctttt cataaaccac acgtattcct tgtaatacgc
  3881041 gtttattata ttcagttgga ttttgaatta ctgaaacata tgtctcttct aatttttcaa
  3881101 gttcttcatc cattatgatt aattcagaac caaagatttc atcgattcca acagaatacg
  3881161 tacttacaat tggtgtgcca catgctaatc cttcaaacac acgacgtgaa aacatagtcg
  3881221 gtgactcttt cacggaatta acattaaaca taaatttata ccctttatac gcctgatcaa
  3881281 tttgagaata tggtaacgac ggcttaactg ctgattgata ttggataggg aatcgaaaat
  3881341 caggattttc attatgataa tttcgatcat aaattgtaaa accatgtttc attccaactt
  3881401 caaatagatc atccatatct ttacgacgtg cttcatgacg gttaccataa taagaacctg
  3881461 caaacacagc tccttcttgt ctctcattaa ttaactgaat tggattatgc agatttggtt
  3881521 gaatagagaa tggtaatgca tatacatttt catgcttaac tacttcttta tatcttggaa
  3881581 tcacatttgc atctgtagta aaaatatgat caaacataga agctgtttca ataaactttt
  3881641 caaaatgtat tggatcttct ttattccaga aaatcgttgg tattttattt tctctacacc
  3881701 aatttattaa ctctcttagc tctgatttat cctgattatt atatttagca attttatatt
  3881761 gccatgctcc cccatttcct ttccatgctg attcaacaaa taataaatga ggtcgcttta
  3881821 ttgaaaatac ttccttccaa ttatcctgtc taaatgtaat gagatccact tcatttttat
  3881881 agcaattcat tgtaaactca tcaaaaatac aagctatttt taactctttt aatgattgtg
  3881941 gtgtctcata cccaactaat tttaaaaggc tatttgggct aagagtaaaa acttcactat
  3882001 ctatagctga atttacacct tgcttcactg catctgctat ttctatctca atacattttg
  3882061 taggtaaggt tcccgtatcc tttacaaaaa aggatagggt ctcttctaaa atatcgttgt
  3882121 ttcttaggga cactgcttta gtttcgccca aacttatcct aatagtttga atcccttcct
  3882181 gttcattatg tactaataaa ttcacataac ctgtaagctt gttattttta ggttgagcta
  3882241 ctttaataat tagacttttg atttctttct tctcttgttt taatgataat ttgcgaaaaa
  3882301 gaaatgctcc ctgccctgat gtattaattt tagttatatt tgcttgatct ttatgctcac
  3882361 cgtgtatcgt tatcttttta gtatcataaa cccactcttt atcgcttagc gcatatatgt
  3882421 ttgcatcatt atatctagca cttttaattt caagaggaat acctgttata aaaacattat
  3882481 ctatttgcaa agtaccagta ccttttacaa ataaaactat gcgtgctttt tcacatccac
  3882541 ttggaatcgt taattcctta gcttcattca atcttatagt ctctcgtttt aatactcctt
  3882601 cttttccata gaaaaagata tatatagaag tatcttgcaa acccttttga tttccctcta
  3882661 tatttatatt tacagattga atattttcaa ctgtaaatga agacattacc ggagcagatg
  3882721 agaatccctc tccttcatta ttgtgaagaa tatagactcc tctatcacct gttttgacac
  3882781 tatataatcc attttgtacc tttttgattt gaccagcctt tttagagtat gaccaacttg
  3882841 aattcgctaa atcaaagtta acataaaacc ctaaatcttt agcgattttt tctctaagac
  3882901 ttattagctg attaattttt gttgaaacac tcatcattta cccaccttat tcttcttttt
  3882961 cttaaatgac cagtaccata aagttaatct tcctaatttc gagttactta aggacttgta
  3883021 ccttctatcc aatactttta attctttctc ttgttttttc gaaagtttgt ttaactcttt
  3883081 attttcctct cgaactttct gtaaatcttc tactgtattc atatattttt ctaccaactg
  3883141 taaataatcg taacgaaagg cttcatattg atgtaatctc tcattttctt ctatcacttc
  3883201 agatgataat ttgtaaaatt cactcagtaa ctctacagaa ctttcttcat tatctacact
  3883261 attagttaat tttttagggt gaaacctttt tttaccacag ctatacctcc atatttaaat
  3883321 aaacaattag aaaattctat aataaaatta aaaagataat gtaaaaatta tataaaattt
  3883381 atacatttca atcgctatac tatccctaaa gaaaaaccgt tattttattc aattagacac
  3883441 aggaaaattt tatataattt cttcataaat ttttataaaa tccttttttt ctctttgcca
  3883501 attatacttt tcccttgcac ttaaacaatt taccatcatt ttttccctat catcctgatt
  3883561 atttaataag tagtttaccc catcagcaat tgaaactgga tcatgcgagt caacacaaac
  3883621 tcctatgttt tctttttcaa ctacaccttg aatttcagga aaactacaag caactacagg
  3883681 tacaccactc atcatatatt caaataattt attagaagaa gcagaataat ggttaaaaca
  3883741 aacattattt aatacttgaa atcctaaata agcatttttt gtataatgaa ttaaatcctg
  3883801 tacgggcact tttggtataa actttactcg atcttctaat tccatttctt ttaccatttt
  3883861 tttcaattca ggtttgatac gaccatctcc aatgaatacc acaacacctc gtttaaataa
  3883921 aggaactgct tgtaccaatt tatcaagacc acgtccaatt tgaattccac cttgatataa
  3883981 aagaatcggt tcatcttgtg aaatatttaa tattccatgt aaatcaattg atttactcag
  3884041 ttccggacgc gaaacaaatg gataattatg aatgactttt ggataaaatc catataattc
  3884101 ttctatatac tttgctcttg tatgattttc cataatcatt acatcacaaa atttaataaa
  3884161 aaatttctcc atgaccccat aaatattact gttatatccc gtcctactcg tctgtacttc
  3884221 atgagaatca taaattaact ttttccttct caatattttc gcacatataa acccttgcgg
  3884281 taatgtattt aaatcgttcg agtgatatat atcatacttc ttttttaatc ccgctcgaac
  3884341 catcctaaac aaaattgctc ctctcaccaa taaagtagca acctttctct gcgaaaataa
  3884401 taaagctagt aataataaac taactgttat catagggaac ttccaaattc ctaatgccaa
  3884461 tagtagacca agtacagtca ttgtagcgat atttttcatc gccactcttt tggcacgttt
  3884521 agccaaccca aatattttct gtaatactgg tactctattc ttcacacgag ttactgtaaa
  3884581 gccctcttga cgtttttccc ataaaggaag atcctcttgt ttccaatcgt gaatacaaat
  3884641 taaatcaacc tcatatccag attctgctaa ggctgtacat tctcttaata cacgtgcatc
  3884701 atttgtgaag tgattccata caaacatgca cactttcttc tgtgacatct ctttcctcca
  3884761 atattttcaa taaagtttca atatttgttt tccagcgtaa tgttcgaaat gcatattgat
  3884821 atccattctc ccctagtcga tttcgtaact gcttatcctg tgctaacttg ataatgtaat
  3884881 cgcttagttc agcaaccgtt ctatcttcag tgacaaaacc acactgagcg tcttcaataa
  3884941 cctcttttgc ataaccagca acatctgcaa caatcggttt tctcatactc atataatcca
  3885001 ttactttcct tgggagaacc tttttaaata catctttttc tactaaactc acatatgcta
  3885061 tatctgcatc aacaatttca gcgagggtat cttcacgatt tttgggctca atcaattgca
  3885121 tatttggaag ttgctttgct tcaatactct ctccaagctc tttcttttga taaccatatc
  3885181 caataatctt aaatgaaata ttcttatact ctttcaaatg ctctgcaatc aaaattaatt
  3885241 tttctatatc ttgcgctaat cctatattcc ctgtataaat cactgttaat tgatcactaa
  3885301 tgttcttctt tggaacagta gataattctt tttccgttaa agaattaggc ataaatgaaa
  3885361 tgcgattagg ggcaatacct gtagaggaaa tataagaata aaaaccttta ctattaataa
  3885421 taatgttatc ggcagcatga tatattttat actctaattt ataagcaaat tttagtatcc
  3885481 aatttttatt aaaaaaacct atgcctatta aggactccgg ccataaatcc cttacatcta
  3885541 caattaattt cgccttcatt tttcgtttcg caaacatccc tgctacaggt ataaagatgg
  3885601 atggtgtgga aacaaatata taatcatatt tctctttatc tttacatatt gccaaaatta
  3885661 acctaaaggc aacttctatg tacaaaatta accttcgaaa aagatttctt gtatattttc
  3885721 gtgtttttgg atggatacgt actatatctt tttctatatt ttcatcatac caataactcg
  3885781 aatctttgta taaattacga tttggataac taggatcaga agttaatatc ttgacatcat
  3885841 aacctcgttc atttaattcc aagtatatat ttttcatcct attagaggca ctaccgattt
  3885901 ctggataaaa attttgtgtt accattaaaa tttttttcat actaaattaa tctccgctca
  3885961 cttatgatgt tagtattact taaacaatca ttgttattta aatcttcaaa tcaaatattc
  3886021 tcaaaaaatc taaatgtaag atttacacat atctaagaat actatgaaac attcatgagt
  3886081 taaatacctt tccaaaaatc cgtaaattca tatttaataa taaaactagt tttcaactaa
  3886141 aaaaatttat atatataaat tacataaaaa cagcaaaaag tacccatgca aaacgaaata
  3886201 cactctcatg ttttgcatag gtacttttta attttatttt agtgcacgac gtggtaattt
  3886261 atcaatattc tctaacataa tacctgtacc aaccgcaacg cagtgcattg ggttttcagc
  3886321 aattaatact ggtactttta gctcttctgc tagaagcatg tcaatgccgt gtagtaaagc
  3886381 tccaccgcct gttagaataa caccgcggtc gatgatatcc gctgataatt ctggtggtgt
  3886441 gcgctctagt acgccttttg cagcttgtac aataacagct gcattttctt ttaatgcttc
  3886501 tgtaatttct tcagaacata ctgtaattgt gcgtggtaaa cctgttacca tgtcacgtcc
  3886561 gcgaatttca agttcttcac tacgtgcacc tgggaatact gtaccaactt taattttaat
  3886621 atcttctgaa gtacgttctc cgattaatag cttatactta cgtttaatgt agtttaagat
  3886681 ctccatatca aacttatcgc cagccatttt gatagaggaa gaggtaacaa tatcacccat
  3886741 agatagtaca gcgatatccg ttgtacctcc accaatatca acaaccatgt taccgcttgg
  3886801 ttggaagatt tccataccag caccaactgc ggctactttt ggttcttctt ctaaaaatac
  3886861 tgttttacca cctgaacgtt cagcagcctc acgaattgct ttttgttcta ctgatgtgat
  3886921 atttgttgga caacaaatta aaatgcgagg ttttgaaaag aagctcttta cgtccaattt
  3886981 gttaatgaaa tactttaaca ttgcttctgt aatttcgaaa tctgcgatta caccatcttt
  3887041 tagtggacga atggctacaa tattaccagg cgtacgtccc accatacttc ttgcttcttc
  3887101 acctactgct aatactttac ctgtgttacg atcaatagca acaacagatg gctcatttaa
  3887161 tacaataccc ttacctttaa catggattaa tacgttagcc gtacctaggt caattccgat
  3887221 atctcgcgca aacattcccg ttttttcctc ctcgatattc aaaatcaggt tacacccgaa
  3887281 ttcttttaca cctaatttct gattttatca taaatttaac agaaacgtaa tattcgcaaa
  3887341 aagaattctt ctgaaaaata ttaccgaatt gaaacggaat gttcacgatt gtacctttat
  3887401 tgacgtaccg gcttttctac atcttctttt ctatactttt gctttgttgc ttctccgcct
  3887461 cttaaatgac gaatagactt atgataatca agaatttctt tcacttcatt tgcgagctct
  3887521 ggattaattt ctggtagacg ttctgttaaa tctttatgga ctgtactctt tgatacccca
  3887581 aattcctttg caatgacacg cactgtcttt cttgtctcca cgatatactt accaatcttg
  3887641 atagttctct ctttgatgta atcgtgcaca ccactcgcct ccctaaattg gatgtgagaa
  3887701 gtgtgaaatg agcctcgctg catacgactt agaagtaagt gtgagtgctg tttgtaagcg
  3887761 ttaaacattc ttgggtttat aatgaaatga ttcacgattt ctcacctcaa acactctctt
  3887821 tgctttggtt tataccattg tattgcccgc actactgata tatgctacat gttcactttt
  3887881 tttgcggact aaataaaaag gtttagtgct tatggtgaaa aatcatcatt tcaattcact
  3887941 ctcaatactt taccactctt tatttgaaac cgtgcgttct aacgcatata actatttaaa
  3888001 caaacaaaaa aatacccaaa aatattaatg ggtattcctt tttgtttgtc taaaacctat
  3888061 gaataaaata taattacttt tctatcgtca cttcgtttgt atacacagaa tctatcttct
  3888121 tattcgcatc tttagcatac gctttaactt tatatttacc tggttctttt acttcatact
  3888181 ttaaggagtt ctcaggttta taccaaattt tttctactat ttcttctcct ttataaatgt
  3888241 aatatgcata cgttagcttt tctccttttg cttttacatc taccatcaaa gtttttccat
  3888301 taaccgtatt aatcttaacc tcatcgattt ttaaaggcgt atttttttta tgttgctcta
  3888361 ctttatcctt cgggctttct ttaactactt ccttgttaca accagaaatt aatactgttg
  3888421 cagcgaacaa tggtacaaac actttcttaa acatttgctt cctcctctaa ttcattacaa
  3888481 tttatacaca aattatttct aacaagtaag cattatatca tcttttcatc aacacttctt
  3888541 actatgacat tgatttctct catgtataag cgtgaatcat aaaaaataac gccctataac
  3888601 aaaaaggcgt cattcttctc gttcaaactc ttcttctaac aattgatggt ggggaacctc
  3888661 tttcttactg gcaatgtaat aatataaagt gaataaaaca aacaataaaa taatagcagt
  3888721 cgacagaaca aacaaaaatg acacagtatc ccctcccttt tgtaatatat attcgagaat
  3888781 ctcgtcattt ttccttgtta ttgcaacttt tttctcgaaa ttgagtattt ttatataaaa
  3888841 ataaaaaaat cagctctcct agtgagaact gattttttca ctttcttatt cttgtgaaga
  3888901 agaactatta gatgattctg tagaaccatt tgttgatttt tcttctttct tcggttcttc
  3888961 ttttttgtca ctagtcgaac cgcttgttga tttctcttct ttttgagact tatcttctgt
  3889021 gttactttct ggtgtcgtgc tcgttgactt ctcttctttt tgagatttgt catcagcttt
  3889081 tttaccagag gcattcgttg cctttgcagc acctgcatca gctttaattt ctgctactga
  3889141 tttatttaag tagcgctcag ggttcacagc cacgttgtct ttacgtactt caaagtgaac
  3889201 gtgagaacct gcttctttat tcattgcact taaaccggat tttcctaata cttcaccttg
  3889261 tacaactcgt gcaccttttt ctacttttac actgcctaag ctttgataag aagctgctac
  3889321 accatttccg ctatcaactg ttacaacata accaagaagt gaatcttttt cagctttcgt
  3889381 tactgtacca cttaaagcag ctgtaacatt gaattctttt ccattcttcg cagcaatgtc
  3889441 aattccttta tttggggaat atgtgttgtt ataaaagaca agtgcttttt cttgttccgc
  3889501 ctcagttgct gcatcttcat agaatttctt ctgtacgact acttccgcat tagcaggagc
  3889561 tggcattttc actacttctg aagacttcgt taccggtact gctggatctt ccgtttgtgt
  3889621 atacggcgtt gcttgatctt ggttcggagt cttcttcgga ttagctcctt ggaaccatag
  3889681 cgcaaccatt aagattaccg ctgcacaagc aatgtatagt gccggaaata cccatctttt
  3889741 ttgaaataaa tgtactacct tttgcgactt tttattattt cttcctcgca ttccatcatc
  3889801 acctcagcaa tcattttgaa caatattcac gtatcctata caacgtataa ctaattactt
  3889861 ttcgacaaaa tctgtaaaaa tatgtatagg aattgcaaaa tttccgagga aatgatagaa
  3889921 aaaagaaaaa actgagcgct tcggctcagt ttttagtcta attgtttctt tttatatacg
  3889981 attaaacatg caataagtga aataataagc caagctccaa catttatcat atgtccacta
  3890041 atactactaa acccagcgcc ctctactaag cttttaattg ctttttcaag atgagatgtt
  3890101 ggaagataac taattattgt cttaattact ttattctcaa ccattggttc aaattgcaca
  3890161 gctaaataca tcgtcattaa tattggcatt ccaattagtg atgtttgtgg gacagaatca
  3890221 gctagtaatc caatcattgt accaattaaa gtaaatagaa ttgttccaca taagaaaaca
  3890281 aatgctagta ataagaaatt tccacttaat tgatctaaaa tgaataagtt tataatagag
  3890341 atacctagcg ttaaacatgc tgttaatata ctttttccaa gaaggacttc aacagaagaa
  3890401 gctggtgata gcattaacac acgtaacgta tgtttttctt tctcttctgc aattaccatt
  3890461 gattgtacaa agcctgcaac gaatagaaag gccattaaag taataatacc aactcctgca
  3890521 ctcccttgcc caaacctgct aaatatgaat gcaaatataa ttggtaaaga tgccattagc
  3890581 aacacttgtg aatttgtctt aaaatcttgt acctcttttc taaaaatagc tgatacacgt
  3890641 ctcattgaaa atgtcattat aatcccctcc cagtaacttc aataaagata tcacctaacg
  3890701 ttggctcata agaatgaatg gataatagtt ctcctttttt catccattct gaaatgcgtt
  3890761 ttgcacctaa ttcatctttt tgtaccgttt ctttcttctt atcctttaac acgacttgta
  3890821 tttggtcttt cgcgtactgt aagcgaaggt tctctggtgt atcaagcgct acaatttctc
  3890881 cgctacatag aaaggcaata cggttacaaa gcgtttctgc ttcgtccatg ttgtgcgtcg
  3890941 ttaagaaaat cgtcgttcct tctctattta agtcttttaa gattttatga atgttttgta
  3891001 cgttaactgg atcgagtgca gatgttggtt cgtctaagaa gagaatatct ggtttatgaa
  3891061 ggattgctct agctaatgtg acgcgctgct tcattccttt tgataatttc tttactaatg
  3891121 tttttttatc ttctaataga ttcacttgtg ctagcacttc atcgattcgt tcttttttgc
  3891181 aatcatataa gtcacaaaat aatagtaagt tatcataaat gctaagtctt tcatataagc
  3891241 cactgttgtc tgttaaaata ccaattcgtt tgtaatcgat actacttggc cctgtaatat
  3891301 cttttcctag tactcttacc gttccaacac tatgaagtaa ttgagaagtt aaaattttta
  3891361 ctgttgttgt ttttccagat ccactcggtc cgaggaatcc aaaaatctct ccttgcttca
  3891421 cctcaatatt tacatttcga agtgccgttt tttcgttgaa acttttcatt acatctttca
  3891481 tttcaattgc caatgtcatc tcgtcagccc ctttgttttt ttcttttata gatgaaagtc
  3891541 gctttagcgc ttttcgtttg tttatttcgc ttttcttgac tccatcatat gaaaaacaaa
  3891601 ggatttacgc agtaaaatac cggtaaaagg agtattttta ccggtgaatg aatcgtattt
  3891661 tgagcttata ggagcacttt ttatagccca atcacgcctt ttaattcatc cattcgtcct
  3891721 ttcgaaagcg gaattaaact ttttctttcg tcatccaaaa ttaaactaaa actattacga
  3891781 gtccacgtaa tcacttctcg tactctttgt agatttacaa gataagagcg gtggcatcta
  3891841 aagaaaccaa aacctgttaa tctcgtttct agttcgctta atgttaatac acatacgaaa
  3891901 tcaccttcgc gcacatgaat atgtgttact ccgttttgcg tttcaatgaa atgaatttcc
  3891961 atcgggtcta ataaaatgat tttatcgttc actttcgctg gtattctttc taacttcatt
  3892021 tgcggaatca tttgaatgac tttttcttca tcgacttctt ctgcttcttc ttgttcgatt
  3892081 tctatttttt tcacaccatc attatttaat atgtatacat cttctgttaa cgaaagggca
  3892141 tccgatagaa atgatgacgt aataaaaatt gcctttcctt actctttcat tttcataatc
  3892201 gcttttcgaa taataatcgt actctctgta tctacatttt gctccggctc ttccaaaata
  3892261 actaaatctg gattatgaat cattactcgc ccaatatgaa gacgacgttt ctctgaaaat
  3892321 gatagttttt ctattttaac gtttaattta tctaggagac cgacagattg tactacttct
  3892381 tccgtactca tatttgattt ataaagccct attaagaact tgaagtattc ctttaccttc
  3892441 aaacgatcat atgcctcatc tttcaaaaaa caaaaaccga tgcgggaata aattttcttt
  3892501 ccaatcactt catcttcaaa tagcacattg ccagttgaag cttcttcctc accaataata
  3892561 atgcggtgca aaatttttgc tgtatggtta ttacactgca aaacaacaca ttgtcccttc
  3892621 tcaaccttca gttcaactgc cggtaactga tttgtctttc ctaactgttt caactccagt
  3892681 agtgccattc cgtctccccc gaatactttt ttatcctatt ataccaaaca attaatggaa
  3892741 gatttagata ttttatgaag tgttataaaa aagaaggacc gtcccaacgt atctcttagg
  3892801 acggtccctt tccccctact tcttcaccat caattttcct tcataatcat tcatcgtctt
  3892861 tatttcaaca cctttatagt aatgagcgac gatatctgta tatttcttgc cttctgctgc
  3892921 catgccgttc gcgccgtatt ggctcatgcc aacgccgtga ccgaagccct tcgtcgtaac
  3892981 aacgatttta tctccttctt gtttccacgt gaaatcagag gagcgtagtt ctaatttgtc
  3893041 acgtacatct cttccggtta atgttttccc ttgaaatgct acatctttta cacgttttcc
  3893101 ttccgtacgc cctttaatat caccaacttt tccgtctgct agcactttta caccgagacg
  3893161 tttttgaaag tcagctacgg taaagatttg ctcgctcgta aatttcggag aagcttgatc
  3893221 ccacggacta tctacgctct ttaagtacgg ataatcgttt ccccaataat cagccgcatt
  3893281 ttctgtccgg ccattactcg ttgagaagaa ggatgctgag attggttttc cctcatacgt
  3893341 taaaacttgt cctgcggttt tcgaaacagc ttcttcgatt ttcttcaaat tattttcgta
  3893401 gttattgccc cattgttttt tcaattcttc tttacttttg tacacttgat ctttcaccgt
  3893461 atctgtcacg tccgcattgt ttttcttacc tccgcttagc atacgctgga ctacaaatgt
  3893521 tctcgctgct aatgcctgcg cctttagcgc ctctatttca aaactggcat tcatctcaga
  3893581 agctactaca ccggtcacat actcctccat aggtaatgat tctaccttct tttgtttctc
  3893641 gcgatataca gcaacctgaa ccgctgtatc cacttttcct ggagctggta tactttctat
  3893701 cgctggagga gttttagaag ctgctttttc ccctactttc gctttcgcaa acggaataac
  3893761 aagagcagca ggtacaatga taacgagcgc tatgagaagc actaccgtga taaaaaatgg
  3893821 ctttgaaaat ttcatcttat ttcccccaat ataaaaaagc tttactccat tcattcttat
  3893881 ggaacaactc tttcttttag aacatacttc agggggaaca gtataaagtg aaacttttct
  3893941 aaatattttt actggtacgt gcataagtat agaatttctt gactataaca gtaataacca
  3894001 aaaaaatagc ctctacgtca aaagacgtag agactatttc aattaagcgt gaagatcaga
  3894061 aacttcttgt tctttcactt cttctacttt ttcgtttaca cgttcaatag ttgcacctaa
  3894121 tgcagctaat ttcttatgga aatctacata accacggtca agatgcttta actcagttac
  3894181 acgagtgtaa ccttctgata ctaaaccagc taagattaat gcagctgcag cacgtaaatc
  3894241 agttgcgcct acttcagcac cttgtaagct gtttggaccg ttcataataa cagaacgacc
  3894301 ttcgatttta atatcagcat tcatacgacg gaattcttca acgtgcataa agcggttttc
  3894361 aaataccgtt tctgtaatca tacttgtgcc atcagcttgt agtaataatg ccatcatttg
  3894421 tgattgcatg tctgttggga aacctgggtg aggcatagtt ttaatatcaa ccgcttttaa
  3894481 cttatctggg ccgataacac gtacaccttc attttcttcg ataattttaa cacccatttc
  3894541 ttccattttc gctgtaattg agcgtaaatg ttcaggtaca gcattttcaa ttaagatgtc
  3894601 tccaccagta attgctgctg caaccatgaa tgttcccgct tcaatacggt caggaataat
  3894661 agagtggttt gcaccatata atttatcaac gccttcgata cgaatcgttc cagttccagc
  3894721 tccgcgtact ttcgctccca tcgcatttaa gaagttagct aagtcaacga tttctggttc
  3894781 tttcgctgcg ttttcaagga ttgttgtccc ttttgctaat gtagctgcag acataatatt
  3894841 ttctgttgcg cccacgcttg ggaagtctaa ataaatttta gctcctttta gttctccctc
  3894901 aacgtatgcc tcaacaaaac cgttaccaac ctgtactttt gctcccattg cttcgaagcc
  3894961 ttttaaatgt tggtcaattg gacgtgaacc aattgcacat ccaccaggaa gtgcaatacg
  3895021 agcacgaccg ttacgtgcta ataatggtcc cattacttga acagatgcac gcattttacg
  3895081 tacatattca aatggtgctt caatgtttag ctctttagaa gcatcgattg ttacttggtt
  3895141 attttcaaat acgacttcag catttaaatg acgtaatacc tcattaattg tgtatacatc
  3895201 agacaaaact ggtacttcag atagtacatt ctttccatca ctcgctaata gggctgcagc
  3895261 gattataggt aatacagcat tttttgcgcc ctcaacacgc actgtgccgt ttaaccgctt
  3895321 tccgccacgg acgatgatct tttccaaatt attcccctcc gtgtcctttt ttcagtatct
  3895381 attcactcaa tactcagaag ttatgatcgg tgtgccaacc acaattgtat ctttgttgtc
  3895441 tgtagaacgt attgctattt gcacatttat tttctctcta tttgttgaaa gagcgtcatc
  3895501 ccacttttta ttgtatgcgg agactgacac aaatgctctt tcttctatct gttcgatcgc
  3895561 tcttgctgaa agatctttca aaacctgatt ggttttattt tgcaaaacac cttcaatctt
  3895621 atcattcagt acaccttgaa cacaagtgta aattataggt ttttcactaa aaattttatt
  3895681 cgttttttga atatacttcg ggtcccattt tgccccgctc acttcaaaaa taatgaaagt
  3895741 gttttcttta gtattttcct tactccaagt tactactact cgttcttcat aagaagaaaa
  3895801 ttttttatag gatgtagctt tatatccatc tggagattgc tctaattccc acttttgaat
  3895861 attcgccttc tccttcacat cgtttaacaa cttttgaaac gtatgtatat tagaaattgt
  3895921 ttttgtttct cgcgctaacc atgaccattt ctctactttc gcatcatttt tctctaagga
  3895981 tgcgatcatg ctttccatct tctgctcatc actgattggt ttcatctctc tatacccaac
  3896041 caaaaataaa acaacactaa gtgcaacaat aagaatggct ttaagcttca atttcatccc
  3896101 ctcctatccc cattgttaac ggagatatga ggttctatac acttacttta ctaaatacgt
  3896161 taaactcttt gaatagccta aataatcaag gaaaaagtta cttacagatg tcccaattgc
  3896221 aattgtaatt aagatgagta atactctcgt ctgcatcacc tttccaggct tcattaaacg
  3896281 ctcaatgtga ataccttgta aggcccacca cgtgatggta ataaacaata aatgcgaaac
  3896341 aatggcaatc agtgcttgtt gccctaaaag atgtgccaaa aaaccgaccc ctttttaccc
  3896401 agctactact tacgaagtca tataaagtga aactttaatc agtgggggtt ttcttcatcc
  3896461 cccactgatt attagttgaa ccaatcggac ttttatgggc agttgattcc ccacctaact
  3896521 tctttgcttt cgctgaattt tgaggtgggg gtcttactgc ccattaaagt cggataaaaa
  3896581 cgataccata ataagtagga gccacacttt ttcaaataca aataagcatc ttacatttta
  3896641 catcgaaatt tttctcttta aaaacgtata cctatatgta ttttcaattg tagttcacaa
  3896701 aaaataaaaa gcgcagagta acgactccac accttttatt ttcactattg taccacgttc
  3896761 cctaagaaga agaaatcttt cattaatgga aaatattcat aaaagaaatt gtatccaatc
  3896821 atcggcacaa tccctagtat tacaatcgaa attgcacaaa agctcatcac aatctttata
  3896881 ttgagcggca agcgaatttt ctcttctact tctcccgtcc ggaaaaacat ttgctgtaaa
  3896941 atacggaaat aatatacgaa tgaaatgact gtcgtcccca tcataataga agctagtacg
  3897001 taatgagctg gctctacatg aagagcccct aaaaagatgt taattttccc aatgaaacca
  3897061 gctgttcctg gtatccccgc tagcgataaa ataaaaatcg tcatcacaat cgctgtaaat
  3897121 ggtgaccttt tatataatcc agtgaaaatg gtaatatttt ctttattgct ttgtaagatt
  3897181 aagccgtgga taattgcaaa cgcgcctata ttcataagca tatacgcaag catgtaaaac
  3897241 cacatactat ccatcgtaaa tggtgataat gcgacaagcg gaacgagtaa atatcccgca
  3897301 tgggcgattc ccgaataagc aaataggcgt tttacgttat attgctttaa tgcgactaca
  3897361 tttccaataa tcatcgtaat gctagctagc acagcgatat atatgctcat acgtccgtat
  3897421 aaagattgca tatctccttg cactgataca cttgcaaaaa ccatgaggaa caaacgaata
  3897481 atgagtaaga aacccgccat tttagaaatt gttccaagaa aagcagtaac aggtgtagcc
  3897541 gctccctcat acacatcagg tgcccacata tgaaacggca ctgtcgcaat ttttgaatga
  3897601 gagcccaacg agtaagagta ggaatgcgag agctagcaat aactgaatgc cactagccag
  3897661 ttccccggca aatacttttt gcatatccac gatattagtt gaccctgtaa tgccgtataa
  3897721 gtaactcatt ccaaagagtg taattgccgt tccaattcct ccattaatga catatttcat
  3897781 ggccgcctca tttgatgcac ggttcttttt tcgtattcct actaaaatgt aggaagaaag
  3897841 tgaaagcaat tctaaaccga cgaaaagtgt aacgaaatca acgctagaag ccataaacat
  3897901 cgccccaaga agcgccatta aaaataagta ataatactct cccttatctt caattggatt
  3897961 tttcttatca tcgctcattg cggtgcataa gatgagggcg gctccgccta acaacaacgt
  3898021 tttaaatcct tttgaaaatc catctaacac aaacgatcca tttaaaatat ctcccgctgg
  3898081 ttcgctatat agcgtaatta gtgacacgat tgctaatacg accgccgcga ttgcaccaag
  3898141 cgctacatat ctatggttca gcttaaaaaa caaatcacat atggaaagaa ggatggcagc
  3898201 cccgagaatg atgaattctg gcaccatgag atgccacgat aagctaagta acgtattcat
  3898261 atccatccta cttcaccccc aatgttttca atgtattttg aagcggatcc cctagtattt
  3898321 ctggcattac gccaattgca ataatgcaga agataagtag caagatagga acatactccc
  3898381 atccgtgtat atcagctttc gcttcccact ctttcttacc aaatgttact tgcagtgttg
  3898441 ctcttaatac gtatacagct gttaaaatga tgccaagtac tccggccgca gcaatgactg
  3898501 gctctccttg gaataaaccg agaaaggcaa gaaactcgct aacaaatcca gacattcccg
  3898561 gcaatccaag cgatgccatt cctcccgcta agaagaaacc gctaagtact ggtacacttt
  3898621 ttgcaagtcc gccaagcgct gtaatatccg acgttccaaa acgctgttct ataacaccaa
  3898681 gtaagaaaaa gagtaaggct gcaattaagc catgcgacac aacttggaat agtgcccctt
  3898741 gtgtacctgg tgcatttaac gccgcaaggc ccattaatac aatacccata tgcgaaatac
  3898801 tagaataagc aagcaccttc cgaaagtctg tttgaatgag cgctaagaag gctccgtaca
  3898861 ataaattgat aacccctaaa atcgcaatga gcgttgcaaa ctcgcgaaag tattccggga
  3898921 atagcccctg cccgaagcga attataccgt acgctccaat cttcagtaaa acacctgcat
  3898981 gaagcattac tacagccgga tgcgcttcaa tatgtacatt gaccatccag cgatgtaacg
  3899041 ggaaaacggg taatttaatt gcgaaagcaa tcattatggc aagaaacaag ccgaactgta
  3899101 agctacttgg gacaaccatt cctcccccag cacctacact cgctaatatt tctttcagtt
  3899161 ctgtaatatt tgttgtacct gttttcgcaa ataaaaccga gaaaacgatg agtaaaatag
  3899221 cggagccaat accgttatat attaaataac tataagcagc cttttcactc gacaatttcc
  3899281 cccacttccc aattaataaa aacatcggcg gcaatgtaat ttcaaagaag ataaagaaca
  3899341 acattaaatt ttgagcagcg aagacgccga gcatccctat ttctaacatg agtaacagca
  3899401 tataaaatgc tttcaaattt cttttaattg taaatgctgc aagcatcgct agaagggccg
  3899461 tcagcaccat cataacgagc gataaaccat ctataccaag ttcgtaataa atggaaaacc
  3899521 accttttatc taccgctgca aaatccccga atttaatcca tttcactttt tcatcaaata
  3899581 gagacaaatc ccttccagaa gcatatgtac aagcgaggac gatagccatt ccaaatggaa
  3899641 gcactgttcc aaataaaccg agcgctcgca ctgtacgcga ttcttttttc ggtgttaatg
  3899701 caagtaagag aattcctaaa agcggggaaa aaatgaagaa cgttaataac aaatcattca
  3899761 tcgtaaatcc gctcccgtat agagcaaaat aatgaagagc actgcaagtg aaacagctgt
  3899821 tacagtcccg tacacttgta catttccgtt ttggagtcta gagccgactc cgctcacccc
  3899881 tttaactaaa ctccctatta aaacggcaat cccttcgact acatacactt caaataagtg
  3899941 aagcacatga gcgattcctt tcgtgatagg aatgactgtc atattgtata gttcatccac
  3900001 ataatatttt tcttgcaaaa ttttataaag aggtgcttcc tcgccaccag cccaatctct
  3900061 agcaatagat ttcttgccat atatgaaata tgcaagagca atcccagcca aagaaacgag
  3900121 cgtcgcaaca atcataatcc aaactgggcc gtgtgcttct tgcactttaa atgctacatc
  3900181 tttcgtaagc caacctccga gaaacgttcc aaaccacggt gtatttatat aacctgccac
  3900241 gactgcaagg acgccaagga caatcatcgg atatgtcatg atgcgaggcg attcatgcac
  3900301 atctaccttc gtcttcgctt cccccgtaaa gacgagaaag tataagcgga acatgtagaa
  3900361 cgctgttagg aatgctgcaa ttactgctaa tatgaataaa acgtaattgc cgttcatcca
  3900421 agtcgccgcc aaaatttcat ctttactaaa gaaaccggaa aggagcggca caccacttat
  3900481 tgcaagggta ccgattaaaa atagcgcagc agttactttc atcttcttct gtaagccgcc
  3900541 cattttatta atgttttgcg tatgcacggc atgaatgaca cttcctgccg ccaaaaatag
  3900601 caacgcttta aaaaaggcgt gtgtcgttaa atggaacaca ccagctacat aaccggcaga
  3900661 tcctaatgca agcatcatat acccaagctg actaactgta gaataagcaa gcactctctt
  3900721 tatatccgtt tgcacaagac cgatggaagc cgcaaagatc gcggtgaaag ctccaacgat
  3900781 tgccaccgtt tgcatcgcca ccgcacttgc tgaaaatagc ggaaacatcg ttgccactaa
  3900841 atatacgcca gctgcgacca tcgtcgccgc atgaatgagt gccgaaacag gcgtcggccc
  3900901 ttccatcgca tccggtaacc acgtatgaag ggggaactga cctgattttc ccatcgcccc
  3900961 gataaaaatt aatatcgccg ttattgtaat catcgtaggg gtaagatcac ccgtatgaat
  3901021 cgccctaaat attgcgtcat attcaaaact acctgcatgc cagaaaatta agatcatccc
  3901081 aataaataaa ccgatatctc caatacgtgt cataataaaa gccttcttcg cggcagccct
  3901141 cgcttcttct ttaaagaaat aaaaaccgat gagtaaaaat gagccaaggc caactaactc
  3901201 ccaaaatata taaagctgta ataaatttgg tgatataacg agcccgagca tcgcaaatgt
  3901261 aaagagccct aaataggcat aaaaggttgg taatctttcc tcacctttca tataaccttt
  3901321 cgaatacaca tgtacaagta aactcacaag tgtaacgata aacaacatta aagcccctaa
  3901381 tgctgtcact tcaaagccaa acgatatatc aatatctcca gttctaagcc atacccactt
  3901441 atgcttcact ggtactgtcg aaagtctttc tattaataca agtaccgcac atataaagga
  3901501 gagaaagacg aagaaaatac taagtacact gcttccttct ctaattttct tcccgaatat
  3901561 aattaataac aaaaacgaaa caagcgggaa aagcggtatg agccatacat aatcgatcat
  3901621 tgtttccttc ccccttttcg gtcacaatgc tatcctttga gcgtatccat ttcatctaca
  3901681 tgaactgtcg tacggttacg atataaagca attaaaatgg cgagtcctac cgcggcttcc
  3901741 gctgctgcta cagccatcgt aaacagagag aaaatttgcc ctgttaaatt tggaaacaaa
  3901801 cctaatttac taaacgctac aaagtttaaa ttggctgcgt taagcattaa ttcaatacaa
  3901861 actaatacaa tcactgtatt tcgcttcgtt aaagctccaa acaaaccgat gcaaaacaaa
  3901921 ataatcgcaa gcgttaaata tgcagaagca ggtacgctac tcattggaat cctcctcttt
  3901981 ctcatccttc ttcgcaagaa taattgcgcc aacaagtgct acaagtaaaa taactgaggt
  3902041 taactcaaat ggaataatat attttgaata gagaagtgta ccgatttgaa gtgtgttttt
  3902101 ttcatggaga ggtaaacttc cttgtgcgct ctcatttgca aaatcaatat tgttaacagc
  3902161 gaaatacata actgccccaa atgctacaac cgcaaagaag ataatccatt ttcgaagagt
  3902221 aagacgtgat tcattttccg cgttatgttt cgttaacata atgccaaaaa tcataataat
  3902281 tgtgatcgca cccgagtaaa gtaaaatttg tgcaacccct ataaattcag ctgataaaag
  3902341 aaagtacaaa cccgcaatgc tgagaaatgt cagaacgaga gctagcatca tatgcatgac
  3902401 tttcgttaaa ttcaacataa gaacgccgcc gataattgca gacaaggata gtataaagaa
  3902461 tgctataaac tcgccattca tgctttattc tccttcctga cgttttcgtc gttttcatca
  3902521 agccactgca aatttttaaa taagtcatcc cgtgaatact ccgcaagttc aaagttattt
  3902581 gtcataacga ttgcctctgt cggacaaact tctgtacata aatcacaaag aatacaaatt
  3902641 tcaaaattaa tatcgtacgt gtcgataatt tttccttttt tcgtaggatc cggatgtttt
  3902701 ttccccgtta actgaataca gtctgtcgga caaatattgg agcactggtt acaaacgata
  3902761 catttttctg gataaaactt ttgaatccct cgaaaacggt ccggcaatgg caacggttga
  3902821 tttggataat catacgtcac cttcttctta ctcaaattgc ttagtgtata ttttaaccct
  3902881 ttaaatagcc ctttcatctc ttactggcac ccccctcata gattagaaga ataactcctt
  3902941 aatcaatgcc gttaagaaaa tatttgcaag tgcaattggc aataatactt tccagccaaa
  3903001 ctccattaac tgatcacctc ttatacgcgg aaacgtaacg cggaaccaaa ttaatagaaa
  3903061 aactacgctg ctaaacttta aagcaaacca tacggcacct ggaataaatc caaggaacat
  3903121 aactggattc catccgccta aaaaaagcac tgtaattaac gatgccatcc cgaaaaaata
  3903181 tacgtactct gaaagcatga aaaacgccca gcgaaaccct gagtattccg tatgatatcc
  3903241 agaaacaagt tccgattctg cttctggtaa atcaaacggc gtcctattta actctgctac
  3903301 cgctgcgatt aaaaacacga cgaaaccgat tggttgcacg aaaatgtacc aaacattctc
  3903361 ctgcgctgct acgatttcat ttaaatttaa gctaccagct aataaaacga tgccaattac
  3903421 actcattacg agtggaattt cataagaaat catttgcgcc gccgcacgca tccctcctaa
  3903481 aagggaatat ttattattgg atgcccatcc tcccgttacg acgccaatcg tcgtaatgcc
  3903541 agaaacagca atgtaatata gtaagcctac gccaatatct gcgaactgaa atttatcagt
  3903601 aaacgggatg actgcaagca ccataaatgc tggcgcgaat gcaataacag gcgctaatat
  3903661 aaacaacggt ttatctgccg ctttcggaat actatcttct tttagtagta gttttaaaac
  3903721 atcagctacc gtttgcagca gaccgaaccg gcccccgact tggtttggcc caatccgacc
  3903781 ttgcataaaa cccatcactt tccgttctgc caaaatacca tatgtaacga agccaaggac
  3903841 tgcaaataat aggagcaccg ctaatccgaa aaaaatgaag aaattcgtcc agctagaagg
  3903901 tgattgtaag agcgtttcaa tcattagcca tcaacctccc caagtacaat atccactcca
  3903961 cctaaaatcg taattaaatt ggcgatgttt tcacctttca ataacttcgg taaaatttgc
  3904021 aaattgtaaa aagacggcct gcgaaacttc aaacggtatg gctctttctt cccatcacta
  3904081 gcaatataac aaccaatctc tccgcgcggc gattctatac ggacgaacgc ttccccttta
  3904141 ggcgccttaa taattttcgg tactttcgcc agtacagctc cttcttttgg gaactgctgg
  3904201 actgcttgct caacaatctt taaagactcc tcaatttcct gcatgcggca aacgtagcga
  3904261 tcccaggcat cccccacgct cccaacagga atatcaaagt caaaacgatc ataaatggaa
  3904321 tatggttcat ccttgcgaag atcccagttt actccggtac accgcaaatt cgctccgctt
  3904381 aaagaatacg aaatcgcttc ctccgcgcta tatataccaa cgccttttac acgatttaag
  3904441 aaaatctcat tgccgctaac aagatcatga taccctgcca attgttctct catatacgga
  3904501 acaaattctt tcactttttc aatccaacca tccggtgcat cccatttcac accgccgact
  3904561 ctcatataat taaaagtaag ccgtgcaccg cataattcgt ttaataaatt aataatcatt
  3904621 tctcgctcac ggaacgcgta caaaaacggg ctaactgctc ctatatcaag aagatttgtc
  3904681 ccccaccaaa cgaggtggct cgcaatcctt ccaagctcca ttgcaagtac tcgcaagtat
  3904741 tcggcccgct ccgggatttc aagccccatc atcgtctcta cagcatggca aatgacgtaa
  3904801 ttattcgtca tagccgataa atagtccatc cgatctgtat aagggataat ttgcgtatac
  3904861 tgtaagctct ctgcaatctt ttcggttccg cgatgcaaat atccaataac tggtgtagct
  3904921 tctttaataa tttccccgtc aatcttaata acaagcctga acacaccgtg ggtactcgga
  3904981 tgctgaggac ctacattcaa aagcatttct tccgtacgga tcatttagct acacctccac
  3905041 atcatacggt tcataatctt tcctaagcgg gtgccctacc caatcatcag gcattaaaat
  3905101 acgtgataaa tttggatgcc ccttaaatac aataccaagc aaatcatacg cttcccgctc
  3905161 tggccagtcc gctcctttcc aaagcgctgt caccgattcc acttgcggcg cttccctatc
  3905221 cagcttcacc ttcaccgcta ctgactgttt ctttccatat gaaaataaat gaacatacac
  3905281 ttccatatgt gtcacaaaat ccgtcgcatg tagctctgac atataatcaa atgcaagtcc
  3905341 ctcatggaat cgcagtaact ccattacttc ataatatttt gcaggttcca ccacaagagt
  3905401 tggtacatct tttgacagtt tattaatgta gaaatctact aatatatcct ctcctatctt
  3905461 tcccttaata acttcaacat actgatttaa atacggttca ttcacggatg gctcttcctg
  3905521 cttcagctcc tcttccttct taccttcagc accctttgtc ttcgctcttg cagccgctgc
  3905581 cgcttttgcc tttgctgctg caattgcctt cgccttttca tctcccgaat ctccattacc
  3905641 ttgcgatgct ttctgcttcg ctaacgctgc tgcttttgct ttcgcggctg cgactgcctt
  3905701 cgctttcgct ttcgcctttt cttcttccgt tacttcttct attccttctc ttttctgctt
  3905761 cgctaacgcc gctgcttttg ctttcgcggc tgccgctgcc ttcgctttga ccttttcctc
  3905821 ttccgttact tcttctattc cttctctttt ctgcttcgct aacgccgctg cttttgcttt
  3905881 tgcggccgcg gctgcacgtc gttttgcttc ttctatagtc atatcgtcat tttttggtag
  3905941 cgctttctct ttttcgcgat tttcttcctc aagtttactt atttccacac catgtttcgc
  3906001 aacgagacgc tttctcgcct cttctttcgc acgcctagcc gcttctcttt ttaaatcctc
  3906061 taagtctttg ttaggatcac tcatttattc gtcacctgct ttccagtctt tgcttcgtaa
  3906121 cgaatttttt cttttaattt attaattcca taaattaaag ctgcaggatt tggtgggcaa
  3906181 ccagggatat acacgtcaac tggcacaatt tgatctacac ctttcacaac agcgtacgaa
  3906241 tttacatatg gaccacctgc tgtcgcacaa gatcccattg caataaccca ttttggttca
  3906301 ggcatttggt catataagcg ccgaacaata ggagccatct tcttcgttac cgttcccgac
  3906361 acaatcataa cgtccgattg ccttggtgaa gtccgaaaaa atgacccaaa tcgatctaaa
  3906421 tcataatgtg atgaacctac tcccatcatt tcaattgcac agcatgccag tccgaatgtc
  3906481 atcggccata aagaattact tcgcgcccat cctttcaact gttccaatgt agaaaaaaag
  3906541 atatttcgtt ctaattccgc tcgctcattt ggatgtaatt cctcaaaatt tataaccatt
  3906601 gtaacacctt ctttttccaa gcatacgcta atccaactag caacattaca acaaagatga
  3906661 gcatttcaat cagtgcaaat aaaccgaggt tgtcatatgc aacagcccat ggatataaaa
  3906721 ataaagtttc tacatcaaag atgacaaaca ataaagcaaa aatataataa cgagcatgaa
  3906781 accgaatatt cgcatcatga aaaggctcaa tcccgctctc atacgtcgtc gctttcgctg
  3906841 cacttggttt atttgggcgc agcatccttc ctaatgtaag agccactacc ggcagcaata
  3906901 tacctaatag caagaaaatc aaaacgatca tataactatt ttcatataca cttgccattg
  3906961 tgaaaccctc ccccctaaat taagaacaag ttcacttagt aaacaatatg tcctagttgc
  3907021 agtaattatt atttttaaat ttttctaaat aacgcaacta ttctaatcat tatagcaaac
  3907081 ttcaaattcc tatgtcgata tgttggggac agaaacgaaa attattaaaa tctgttttta
  3907141 taacttgcta tacttgcgca aaataagtat ataggttata tatgtttttt aagaaattat
  3907201 aaaaaataca aaagaggaat ttatatgtat ataccgtggg tgagatagat gaaaaaacaa
  3907261 gcacatgtaa gtattcttat aagcattaca ttgctatcta tagtgattca ttatgtggca
  3907321 atgccttttc tatatgaata ctcatttccc tttcaaatat taattggaat gagtacttta
  3907381 ttcattgata ttatcgcttg tagttatata ctttattttt caaacatgaa agaagggtta
  3907441 cctcgtttat tttggacgat attatgcgtt ggaactctct cttatttcat tggagatatc
  3907501 gtcgttgcct atcaacgttt aattttaaag gactactata cattcgttga tccgtccgac
  3907561 tttttttatt tacttttttt aattagcttt gcattcgcct ttctatatga aatcatttat
  3907621 aaccgagatt tattagaaaa gctttttatg atatgtgata tttgcattat tgttacagca
  3907681 caattcactt taagttacta tttacttatt gaacgaacca ttcacgtttt tacaacatcc
  3907741 tatatcgaca tatttgttca acttacctat ccaatggcag acttactctt ccttctcata
  3907801 ggaatcaatc ttttattcag accattatcc ttattaccga aaaaagttgg agcgcttctc
  3907861 ggcagtgctt tacttttata tgcgactaca gatgcaattt atgcttttat caaatacttt
  3907921 acaccagagt attctatgtt tacagttact cctctttatc aagtaacttt agtactagta
  3907981 gcaatcgcct gtattatcca tacaaaagaa cctgaaaaac aagaacaaat actattaaca
  3908041 cctaaacttg gtgagtcaat cagattgtca ttaccttata tttctgtcgt aatgctgatt
  3908101 gtttttatat tagttgaata cgtttttgca cctattgtag taatcgggct tatcataacc
  3908161 ttctccttcg tccttatacg ccatagttta gttcgtaaac aaaataaatt attattacta
  3908221 gcccaaatgc aattcaactc agaactcgaa aaacaaattg aactgcgtac agaagattta
  3908281 gtagaacaaa aaaatgagct ctatcataac caacaaatgt ttaagtcttt atacgagcat
  3908341 catccagatc caatcttcac attagatttg tatggtaatt ttctcaaagt gaataatgcc
  3908401 ggtacgactt tactcggcta tcaaacaaac gaattattaa atcaacctta ctactcactc
  3908461 atatacgaag aagatttaga agaaattatt aacacctttc atcgcgtaaa aaaagggcat
  3908521 tctatttctt tagaaatacg ggcttatcat aaaaatagag atatttacta cttgcatgtt
  3908581 acggctgttc ctatcttttt aaaagatcat atttcgggag tttatttaat gattaaagat
  3908641 attacggaaa gcaagcaaca acaagagcaa attaattttc tagcatatcg tgatacctta
  3908701 acagagcttg caaaccgacg tgcatttcac caatatgtag aacaagcaat tgctcgatcc
  3908761 aaaatatcaa aaagaccttt tgctgttatg tttctagatt tagaccgttt taaaattatt
  3908821 aatgataccc tcggtcatag ggtaggagac ctcctattaa tcgcagtagc gaaaagactc
  3908881 gaaagaatgg ccacaccaaa tatgaagctc gcccgtctag ctggggatga gttcacaatc
  3908941 cttattgaga actataataa aagaccagat gtaaaaagaa tggctgatac gattgtagaa
  3909001 gctatgaatg aaccatttga aattgaaaat caacatttac aaatctcacc gagcatcggg
  3909061 attgccatat atcctgaagc aggtgaagac ccattgtcga ttctacaaca tgctgatatg
  3909121 gccatgtatg aagcaaaaaa taggggcaaa aacggtagct ctctatacac gaaagaactg
  3909181 tacaaaaaaa tggaacgaaa agctcgaatt gaaaaagatt tgccacttgc tttagtgaat
  3909241 aaagaattct atctcgtata tcaaccacaa attgatatta caacgaaaaa gatcattggt
  3909301 gctgaagcat tactacgttg gaagcatcca ctattaggcg atattccacc gtgtgagttt
  3909361 attccaattg tagaagaaac tccacaggtc attccacttg gacattgggt attacaggaa
  3909421 tcttgtcggc agttaacaat ttggcattcc ttcggttaca aagatttaaa cataagtgtt
  3909481 aacttatcag caaaagaatt ccagcaagat catttaatcg agaacatttc acaaatacta
  3909541 acagatgtta aagtcgatcc aaagtatgta acacttgaat taacagaacg aattgcgatg
  3909601 atcgatgaaa aagaaacatt atcaagacta aaacaattaa aggaatatgg tattcaaacg
  3909661 tccattgatg acttcggcac cggctattct tctctcgctt atttatctat tttccctatc
  3909721 gatacattaa aagtaccgag agaatttaca caactagctg atcatcgacc agaagagaga
  3909781 gccatcgttt ccactatcct ttcccttgca aatactttaa acctttctgt cgttgctgaa
  3909841 ggaattgaaa cagaaaaaca acttaagttt ctacaaagga acaactgtaa atatatgcaa
  3909901 ggttactatt tcagtaaacc acttactagc cagcaattta taaaatttct acaaaaaaca
  3909961 cccagtatga accaatagct catactgggt atttttatca tactatttgc ggacagtaaa
  3910021 actagtcatc aatgcggggt tcccccactt tataatgctg gaatttcttt ctcgtaatat
  3910081 tcctctgcaa tttcttcata aaaagctgct gatgtcgtat aaaaatatgg aattaaccat
  3910141 aagaatccaa tcccgagtgt aatacaactt aatataaacc aaccaataaa gcttaaacat
  3910201 aaaatgaaat actccatctt atgcccatcc atcatacgac gactttctgt aatcgcttga
  3910261 tttatagaat actcagggtg gtcatttatt ataaagtacg tcatcgcata agaaaatgat
  3910321 ttaataatgc ctggaataat aaatagtaaa caccataaga aaatataaat attcactact
  3910381 atatataata aaaatgactt tataaactta cttccgcctg taaaccatct gaatatattc
  3910441 ccaatacgtg cgtctttctc acgaatgata tgtagtgcta aataataacc acctagcgtt
  3910501 agtggaccta tcaccaatat tgtaataaca tctactgaaa gcgagttctt tacttctttc
  3910561 caatcccaaa actgagagaa aatgaaatca acactaaaac taaatgctga aataagaatt
  3910621 gaaataagta atgtcgcccc aacagctaat ccccatttcc cttctaatga atctaatgcc
  3910681 tctcctttta aatcaccaat catacgtagc ctcctataca caataactct attagtatag
  3910741 catgttccta ctacaattca tcttttgaaa tatagcgata aaaatgcgct gtcgttgtac
  3910801 ttacatacgg gctaagccaa agaaaaccta ttccgagtgt aagaattgct aaaagtgccc
  3910861 aacctataaa actcagccat aaaaggaata aatctaactt atgtcccttc atcagattct
  3910921 tactttcttt cattgcttgt gaaacactat attccggttt ttcaaccatc acataatatg
  3910981 tcatcgaata tgaaaaatac aaaatggcca ttacaataaa cgaaatagct aatagaataa
  3911041 agaaaacaat tataaatgat ggatttgcat tctcatcaag aaaacctaat agcccaaata
  3911101 caatcattcc taacatcgga acccatgtac ctgtatataa caaaattgca agcatagccc
  3911161 acatcgtttt catcattctt ttaaagccac gaaatccttc aaataaataa tccactctag
  3911221 catcttctcg tttgcttatt tgtagaaaca aattcgtatg accatatgtg gtaatgccat
  3911281 aagcggcata acttaaaatt atcataagac agtaaaaaat cccaaacgta atagcagctc
  3911341 caattgccat cacgtcctct tcaattgaac cagctgaaat agatgctaaa agaactatta
  3911401 taactcctgg aattaatagt ataagcatta cagccattga aacgacgtaa cttacaatat
  3911461 gatataaaat cgttgatcca acacctagcc cccattttcc ttttaaagag tgcaatgctt
  3911521 ctcgtttcat ttcaccgatc atttattcat cccctttata aattgttgta cattctctac
  3911581 ttatacaagc atcaacataa gtataccatt tttgtaaaat tatccataaa aaaaccgtaa
  3911641 aggcaaagcc tttacggttt tttttatttc atatcggaaa cgtttaaacg gttcacagca
  3911701 cgttgtaatg ccatttctgc acgtttaaag tcaacatgtg cttgcttatc ttgcatacgt
  3911761 tgctcagcac gacgcttcgc ttcatttgca cgatggatat cgatatggtt tgcttcttca
  3911821 gcagatgatg ataatacagt tactttatct ggacgaactt cgataaagcc accacttact
  3911881 gctacataat cagtatgtcc accatttttc agacgaactg cactaatttt taatggtgca
  3911941 acagttggaa tgtgacctgg taaaatcccc atttccccac tctctgcttt tacacttacc
  3912001 atttctactt ctttttcgta aaccggtcca tcaggagtta caatactgac tggaaatgtc
  3912061 ttcatacttc gtccctccta aggccttacg ccatcatttt cttcgcgttt tcaataactt
  3912121 cttcaatgcc accaactaag cggaatgcat cttctggaag gtcatcatat tttccttcta
  3912181 gaatttcttt gaaaccacga actgtttctt ttacaggtac ataagaacct ttttgacctg
  3912241 taaactgctc cgctacgtgg aagttttgag ataagaagaa ttgaatacga cgagcacgat
  3912301 gtacaactaa cttatcttct tcagataact catccatacc taagatagcg atgatatctt
  3912361 gaagctcttt gtagcgttgt aaagtttgct gtacttgacg agccacttca taatgctctt
  3912421 ctcctacgat ttctggagaa agtgcacgag atgtagatgc taatggatct acggctgggt
  3912481 aaatacccat ttgtgttaaa cgacgctcta agtttgttgt tgcatctaag tgagcgaacg
  3912541 ttgtagctgg tgctgggtca gtatagtcat cggctggtac atataccgct tggatagacg
  3912601 tgatagaccc tttatttgta gatgtaatac gctcttgtaa ttgacccatt tctgttgcaa
  3912661 gtgttggttg gtaacctacc gcagatggca tacggccaag aagggcagat acttcagaac
  3912721 ctgcttgcgt gaaacggaag atattatcga tgaacagaag tacatcttgt ccttgctcat
  3912781 cacggaaatg ctcagccatt gttaaacctg ttaacgcaac acgttgacgt gctccaggtg
  3912841 gctcgttcat ttgtccgaat accatcgcag ttttcttaat tacgccagaa tcgctcattt
  3912901 cgtggtataa gtcattaccc tcacgagtac gctcacctac accagcgaat acagagatac
  3912961 caccgtgttc ttgtgcgatg ttattgatta attcctgaat taataccgtt ttacctacac
  3913021 cggcaccacc gaatagaccg atcttaccac ccttaatgta aggagcaagt aagtctacta
  3913081 ctttaatacc agtttcaaga atttctactt tagtagataa ttcttcgaat gcaggtgctt
  3913141 gacggtgaat tggatcacga cgtacatccg caggaacctc accatctaag tcaattgcat
  3913201 cacctaatac gttaaataca cgaccaagtg ttgcatcacc aactggtaca gagattgctt
  3913261 taccagtatc ttctacttct gtgccacgaa caagtccatc tgtggaagac attgcaactg
  3913321 tacgaactgt gtcatcacct aaatgaagtg caacttcaaa tgttaagtta atgcttgttc
  3913381 cgttttcgtt gctctgtttt accgtaaggg cgttgtagat ttctggtagc tttccgccat
  3913441 caaacttaac gtctacaacc ggacccatga tttgcgtaac gcgcccttta ttcatcgggt
  3913501 tccctcctag ctttctttta attagccaac tttctacgag cagttagctt ttcatttttt
  3913561 attagtttat agcttacgcg actcttttga cagagccgct tccacttttt attactattc
  3913621 taacgctgct gctccaccaa cgatttccgt aatttcttgc gtaatcgctg cctgacgcgc
  3913681 acggttgaat gaaagtgtaa gtgaatcgat aacttccatt gcgttgtctg tagcactctt
  3913741 cattgctgtc atacgcgctg cgtgctcact tgctttaccg tctagtaatg caccgtacac
  3913801 taagctttct gcgtattgtg gcaatagtac ttttaaaatt tcttcttcag aaggttcgaa
  3913861 ttcataagct gtcgtcggtt tatcagacgc cacatcagta agcggtaaaa ttttattttc
  3913921 cgttacttct tgtgaaattt tacttacgta atggttgtag taaatataca gctcatcata
  3913981 agcaccatct gcgaacatcg caattgctcg agaagcaagg tctttaatat cagtaaatga
  3914041 tgggtggtca gataatccaa ctacttcatc aatgatgtta aagccgcgac gttttaaata
  3914101 atcacgtcct agtcgtccaa gcacaataat tgaatattgg tttgaatcca tattatgacg
  3914161 ttcacgaatt acgttactta ctgtacgtaa tacgttactg ttataaccac ctgctagtcc
  3914221 gcgatcagat gtaataacga tgtatcctgt acgctttaca gggcgcgcat ttagcattgg
  3914281 atgattaatt cctttacttc cttgcgcaat gctcgctact acttcttgaa tcttttccat
  3914341 atacggaacg aaagatttag cattttgctc tgcacggttt aacttagatg cagataccat
  3914401 ctccatcgct ttcgtaattt gactcgtttt ctttgtcgag ttaatcttcg cttttatatc
  3914461 gcgtaaagat gccacaggtt ttcaccacct tttttccgga agttggcacg attagtaaga
  3914521 atcctcttcc taatctacgt tgcaagatat tcttgctcat gattgaagga aaagaatagg
  3914581 tgcacctact cttttccttt acataaccgt cagcaatctc agaaattgag acgccttata
  3914641 tatactatct agctccagcg gcttgaacga gccgcttccg cttttattaa tctagttccg
  3914701 cctcctagcc cctttcgtct aagaaccttc cccacaagaa ggtaaaaagc accttctgtg
  3914761 ggaaagaacc ttagccgatg gggctgaaca gtcggcttca ctttttatta ttattcagaa
  3914821 gctacgaata cttttttaaa tccgttaatt gctgctgcaa atttgtcgtc atccgcaagt
  3914881 ttcttagttg tgcggatttc ttctaataag tcagtcgcat tagaatctaa ccaagcatgg
  3914941 aattcttctt cgaaacgagt gatatctact actgggatat catctaggaa tccacgtgtt
  3915001 aaagcgtaaa gaatgataac ttgtttctct acacgtaacg gtttgtgtaa tccttgtttt
  3915061 aatacctcaa cagtacgagc accacggttt agtttcgctt gagttgcttt atctaagtca
  3915121 gaaccgaact gagcgaacgc ttctaactca cggtaagatg caaggtcaag acgaagtgta
  3915181 cctgatactt tactcattgc tttaatctga gcagatccac ctacacgaga tacagaagta
  3915241 cccgcatcga tcgctggacg tacgccagag aagaataggt cagattgtaa gaagatttgt
  3915301 ccatccgtaa tcgagattac gtttgttggg atgtaagctg atacgtcccc tgcttgtgtt
  3915361 tcgatgaaag gtagtgccgt taaagaaccg ccgccttttg catcacttaa ttttgctgca
  3915421 cgctctaata agcgagaatg taagtagaat acatcccctg gataagcttc acgacctgga
  3915481 ggacgacgta atagtaatga cagctcacgg taagctgctg cttgttttga taagtcatca
  3915541 tatactacta atacgtgttt accattgtac atgaactctt cacccattgt tacaccagca
  3915601 taaggagcta ggtataataa tggagctggt tgagaagcag atgcagttac aacgattgtg
  3915661 tactctaatg caccatgctt acgtagtgtt tctactacgt tacgtacagt tgattctttt
  3915721 tgtccgattg ctacgtagat acaaatcata tcttcatctt tttggttaat gattgtatca
  3915781 agtgcaactg ctgttttacc tgtttgacgg tcaccgatga ttaactcacg ttgaccacgg
  3915841 ccaattggta caagagcgtc gatcgcttta atacctgttt gaagcggctc atgaacagat
  3915901 ttacgatcca ttacacccgg tgctggactt tcgattggac gagtgtttgt tgtattgatt
  3915961 gggcctaaac catcaactgg ttgacctaat gggtttacaa cacgaccaat taattctttt
  3916021 cctactggta cttgcatgat gcgaccagta cgacgaactt catcgccttc acggatttct
  3916081 gtgtaaggtc ctaaaatgat aatacctacg ttgttttcct ctaaattttg tgctagcccc
  3916141 ataacgccgt tagagaactc tacaagttca ccagccataa cgttatcaag accatgagca
  3916201 cgcgcgatac cgtcaccaac ttggataact gtaccaacat cactaacttc gatttcagac
  3916261 tgatagttct cgatttgttg ctttatcagt gcgctaattt cttcagctct gatgctcatg
  3916321 tgcttcaccc ctatctattc ttcattaatt cacgctgaat acgtgctaat tttccttgta
  3916381 aacttccgtc gtaaatgcga tttccaatac gtactttaat accgcctagt aaatcttcat
  3916441 ctacaacatt ttttacgcga attgcatctt ttcctgttct ctttgcaaat gcttctgcaa
  3916501 tgttaagctt ctcttcttct gatagaagac gagtagagta tactgttgcg tccgctacgt
  3916561 tacgttcttc attcgcaaga actacgtatt catttgcaat gtcagataag atatcaatgc
  3916621 gtttgttatc aattaaaata tataacgtat ttaaaataga ttcagaaaca gatccgaata
  3916681 cgtttgcaag aaacgtcttc ttctgctctt ttgaaatgtt cggttgtgtt aaaaagctat
  3916741 gtagttctcc gttcttctca taaacgtttt gtacaaggcg taattcctct tcaaacattt
  3916801 ctaatacgtg tttttctttt gcaattttaa aaagagcgac agcataacgt tttgctacaa
  3916861 tcccattgct catcgcgctt ctcctacttc tttaatataa tcgcgaatta acttcacttg
  3916921 atcttcttct tttagttctt tttcaattac tttagaagca atttgaacag ataaagaagc
  3916981 aacttgttct tgtaaagcag caattgcttg ctctttttcg cgttgaattt cttgtacagc
  3917041 agatgcttta attgattctg cttcttcttt cgcagcagca acaataacat ccttttgatc
  3917101 tacagcttgc tttttcgctc tttcgattaa ctcttgtgct tcaacacgcg attgttttaa
  3917161 catctcacgt tgttcttcca ctaatttctt cgcctcagca ttatttcttt ctgcagcgtc
  3917221 gatttcatta gcaacgtgct cttcacgttc tttcataatt cccattaaag gaccccacgc
  3917281 aaatttgcgt agcattacta atagaagtaa gaaaatgaac aatgtgtaag caatcgttcc
  3917341 aaatggaatg gcagccccta ataataaagt tggcacaagg attcactccc ttcaaaatat
  3917401 ctaaattgat catatgaaaa aaagacatac gtttcgttca taaagcaatg gcgaagaaag
  3917461 ttcggaaaaa cactcttcgc catctatgta aggggagtct cccttatttg ttcattacga
  3917521 tgaatgcaat aactacaccg atgattggaa gtgcctcaac taaagcaacc ccgatgaaca
  3917581 taattgtttg aagtgcgcct tttaattctg gttgacgagc aacaccttcg attgtacgtg
  3917641 atacgataag accgttacca atacctgcac ctaatgctga taaaccaatt gcaattgcag
  3917701 ctgcgattac acctaaactc atttaatttg tcctcctttg tattataaaa aaataaattt
  3917761 tttcttactt aaattatatt aatggtcatg gcttacttta tgagccatat aaaccatcgt
  3917821 taacataacg aaaataaatg cttggattga tccaacgaat acactgaatc ccatccatgc
  3917881 taacatcggt acaagtgcac ctaatgctcc aaggaatgtt gctccaccta acttagcaag
  3917941 taatcctaat aagatctcac ctgcataaat gttaccgaat aaacgaagac ctaacgttaa
  3918001 tgtgttagca aactcctcaa taacctttaa tgggaataag aatttcatag gttggaaata
  3918061 accttttacg tattctttcg tacccttcat cttaattcca taataatggg tgagggtaac
  3918121 taccatcacg gctaatgtta atgtaactgc tggatcagac gttggtgatc tccaccatgc
  3918181 aatatgttcg ccagcctcaa ctgttgaata catgaatggt aaaccaagga agttcgatac
  3918241 gatgataaac atgataagcg taacgccaag cgttaagaaa cgtccacctg ttttccagtc
  3918301 catcgtacta ttgataatcc ctttcacgaa gtcaaacacc cattccatga agttttgcat
  3918361 tcctgttggg cgaagagcta agctgcgagt tccgataaca gcgattaaga aaacaataac
  3918421 tgctgctaca gtaaccatca taactgacga caaatcgaac gttaaaccta gaaattcaac
  3918481 taatttaccg tgttccacta gtaattcacc tctcttccct gctcttatac tctaaataaa
  3918541 gaaaatctat gatcatgaca aggtatcctg tcagcaatcc tacacctaag ccccacatcg
  3918601 caattaactc ttgatatttg gctgcaaata aaattaataa cccaatcgtg gcgaatcttg
  3918661 aatatgtact taccgctgtc gccttaaact ttacgttttc tccatttgtc acgcgatcca
  3918721 gcagcttgtc tgttctacgt gcaatgatgc gcaaactaag aaaactgaaa atcgtcccga
  3918781 taatcagtcc aagaaataca tccttgtaag aggtgaatcc ccatcctagc actagaagcg
  3918841 caagcaagta gtacatatat ttcttttgtc tttggacaag tccatgtacg tctatcatca
  3918901 ttgctctccc gaatagtaat gtcgaatgag tcgaatcatt gcgtataccc ctgttcctaa
  3918961 tccgagtaat aaccctatta taagaaacaa tggaaacgtt ccaaccttat tatcaatcca
  3919021 ctgcccacca aagatcccaa caagaataga accgactaac tgagcaagaa tacctgacat
  3919081 taaagcataa gcttttatat ggctgcgatc gtttttttgc aaggattcat ccctccaata
  3919141 tgtaaccctc attcacgatg tgttaataat aactcatttt tttgcataaa tcctatacaa
  3919201 aataaaaagt ttacattttc gtcacggaat agatgtattt ttgtcactga aagccctacc
  3919261 atctatcccc gttgttagca tacaataggg tattaacagt gtcaacgaga aatcgtaaaa
  3919321 aatcaaaaaa tttgagtatt agtcatttcc tcccaaaaat gaaaacgttc cccttctaaa
  3919381 tactggttag agatatgcaa tttctaacag ttttcctttt ataatagaag gaaatgttca
  3919441 caagtttgtc actattatat ttttacgata taacgctttc cttccataat atagtgctct
  3919501 ttagacgtaa gacttctata ttatatgtga tgtgtatgca acttatgttg tatatactat
  3919561 gtatatttat ccccctcccc tacctcacca aggtacaaaa aaacgagagg ggaatcccct
  3919621 ctcgtcagtt gtcttacttc gttccgaata aacggtcacc agcatcacca agacctggta
  3919681 ctacatatcc gtggtcattt aatttctcat ctaatgctgc tacataaata tcaacatcag
  3919741 gatgttcttc ttgtactact tttactcctt ctggagctgc aacgatacac attaatttaa
  3919801 tttgttttgc accgcgcttt ttcagagagt taattgcttc agctgcagaa ccacctgttg
  3919861 ctagcatcgg atctagtacg ataaagtcac gctcttctac atccgttgga agtttcacat
  3919921 agtattctac cggttgcaat gttttaggat cgcggtataa accaacgtgt cctacttttg
  3919981 ctgctggaat taatttcaga attccatcaa ccattcctaa acctgcacgt aaaatcggaa
  3920041 ttaaaccaag ttttttacca gcgatcactt ttgttgtcgc tttgcttaca ggcgtctcaa
  3920101 tttcaatgtc tttaagtgga agatcgcgag taatttcaaa agccattaag cttgctactt
  3920161 cgtccactaa ttcacgaaaa tctttcgtac ctgtattctt gtcgcgaata tatgtaatct
  3920221 tatgttgaat taacgggtga tcaaatacat acagttttcc catgtgaatc tctcctttag
  3920281 atgatattca tgcgtttgca cgctttttta cactatttac gattgtaaag aaaacgctac
  3920341 taatattcaa gggcaaattt ggcaaaatca tgatttccga tgaatctatc tagtatcttt
  3920401 accaattatg ggagctgtat ccttcattat atcgccaaaa tttattcatc atttgtatac
  3920461 atacttcaag aacaatatat gtccacaaaa aagactgcca aaacaattac gtttcagcag
  3920521 tctacttcaa tctattatag atctgtgtac attgggaatt tgctcgttaa cgcttctaca
  3920581 cgcttacgtg cttcttctaa tgcagcttca ttttcatgat tttttaatgt gtaagcaata
  3920641 agtgaagcaa tttcatccat gtcttctaaa ccgaaaccgc gagatgttac agctgctgta
  3920701 ccgatacgta caccacttgt tacaaatggg cttgctgttt caaatggaat tgtatttttg
  3920761 ttcacagtaa taccaacttc gtctaatacg tgctctgcta ctttacctgt gatttctaag
  3920821 ttacgaacat caattaagat taagtgattg tctgttccac cagaaacaag tgtaagtcct
  3920881 tctttttgaa gaccttcagc taagcggttc gcattgttaa tgatattttg tgcatatgtt
  3920941 ttgaaatcat cttgaagtgc ctcaccaaac gcaacagctt ttgcagcgat tacgtgcata
  3921001 agtggaccac cttgaatacc agggaagatt gatttatcaa tttgttttgc aaattgttct
  3921061 tcacataaaa tcataccacc acgtgggcca cgtaacgttt tatgtgttgt cgttgtaacg
  3921121 aaatgtgcat gtggtactgg gtttggatgt aaaccagcag ctactaaacc agcgatatgt
  3921181 gccatatcaa ccattaagta tgcgcccact tcatctgcaa tctcacggaa tcgtttgaaa
  3921241 tcgataacac gagggtatgc acttgcacct gcaacgatta attttggttt atgttctttc
  3921301 gcttttgcta atacatcatc gtaattaata cagtgagatt cagcatccac gccatattct
  3921361 acgaaattat attgtactcc actgaagtta acagggcttc cgtgtgttaa gtgaccacca
  3921421 tgagataaat tcataccaag tactgtatcg ccttgctcta aaatcgtgaa gtatactgcc
  3921481 atgttcgctt gtgcaccaga atgcggttga acatttacgt gctctgcgcc gaaaatttct
  3921541 tttacgcgat cacgtgcgat atcttctact acgtctacgt gttcacaacc accatagtaa
  3921601 cgtttcccag gatatccttc agcatactta ttcgttaaaa cagaaccttg cgcctccatt
  3921661 accgcttcac ttacgaagtt ttccgaagca attaactcaa tcttcgaacg ctgtcttcct
  3921721 agttctgcct caattgcagc aaataccttt tcatcttgac gttttaaatg atccaccaaa
  3921781 atcccccttt tctgaacgaa ttacatcgat tcccaacagt tttttcttat ttattcagaa
  3921841 aaaacgaaaa ttcaggttgt aattctttcg aaccttcatg ttttcaacta cattctaaca
  3921901 tgactttcta tatcataaaa gaaaaaaaag accgaaaatc ggtcttttct ttcttctatg
  3921961 ataaagtcag acaacatacc ttattcgtaa ctttaacggc aagtgatagt ctcttccttc
  3922021 gccgcataaa cagcacgtgc tccaccaatt agctttccac gtgttgttgc catcgttaca
  3922081 tgtgcacttc caatttcctt cacactagta cgaaccggaa cagctacgtg ctttaaatgc
  3922141 ataccgataa atgtatcacc aatatccatt cccgcatctg ctttaataaa ctcaattact
  3922201 accggatctt tcaaattgtg ataagcatat gttgctaatg caccacctgc tgatctaaca
  3922261 ggcgtaactg ttacaatttc aaattgatat ttcatcgcta actctctctc aactactaaa
  3922321 gcacgattta aatgctcaca acattgaaac gccaactcaa tacctgtttg ttcttgaaat
  3922381 tgttttaact cagaaaaaat cgcctctgct acttccatcg ttcctgatgt cccaattctt
  3922441 tctcctagca cttcgctcgt actacacccc actacaaaaa tttgaccact ttgtaatgaa
  3922501 gcttgttctt ggaaatcaga aagcgaaatt tgtagctgtt ctcttacctt tacgatttct
  3922561 gtcattacgc ctcttccttt cacaggttgg ttcaccaaat tatatttcct actgcttcta
  3922621 gttagaatct attactttgc ttcgtatgtt ttaatttttc ctacgcggtt ttcgtgacgg
  3922681 ccaccttcaa attcagttgt taaccaaatt tttgcgatgt cacgtgctag accagcacca
  3922741 attacacgct cgcccattgc taacatgttt gtatcattat gctctcttgt tgctctcgca
  3922801 ctgaaagtat catgaactaa cgcacaacga ataccattta ctttgtttgc agcaattgac
  3922861 ataccgatgc ctgtcccaca aactaaaata ccacggtcta cttcgccatt tgctaccatt
  3922921 tccgctgctg gaaacgcaaa atcagggtaa tcaacagaac cagcttcaca ttcacaacct
  3922981 aaatcaatat attcaatatt taactcttct aataaactta caagttcttt acggatattc
  3923041 ataccgccgt gatcagatgc tattactact ttcattttta cccctccaaa gtttcaatcc
  3923101 attatcttca tttctcactc gctcctacga tgggacgaag tgatctccaa tatcgtatta
  3923161 tacacgaaac atcaaccttc tgaatgtttt ttcagtaaag tttgtacaag tttttccatc
  3923221 tcttctaacg tttctttata aatagaaagc gatccgccaa atgggtctga aatatcctta
  3923281 cttatcccct cagttactcc atataacgta tctactttct tttcaacacc cggataatgt
  3923341 ccaagtacaa tttgtctatg gttttctgtc attgttacta taatatctgc ccaatcaatc
  3923401 aaagtttcgt ttatctgctg tgcggtatga tcaattgcaa ttcccatttc agctaaagct
  3923461 tcctttgcat gtaccgacgc atcacttcca ggataggcaa aaacaccagc agattgcact
  3923521 tcaaacttac cttccccatg atgacgaagt aacgcctcgg ccatcgggct acggcatgta
  3923581 tttccagtgc aaacaaataa tactcgtttc atctaaaccc accccttttc tctatttctt
  3923641 accttttatc atagcgtaca ttacaataga acaaaagaaa tgtgaatata cgaaaggcgc
  3923701 atttctctta tattttttct aagaaaaatg cgccttatcc acatatatgt gaaaccctat
  3923761 ttccaagtgc ccaaagtatt ttaccataca taaagaacag actacaaaaa caaaataagg
  3923821 aatccatttc atacgaaacg gactcccttc atgtaataat tatttcattg taactttcat
  3923881 tacttctgtt gaaccttttg tagcagttac acctacagtt gtcttaatag actcagctgc
  3923941 atctgtgttt gtaataacga ttggagtaat tgtgcttttc gctttttcac gaattaattc
  3924001 taaatcgaat gagattaatt tatctccagc ttttacagct tgtccttcag aaacgtgagc
  3924061 ttcgaaacct tcaccttcca tttttacagt ttctaatcca acgtggatta aaatttctgt
  3924121 accgtttttc gctttaattc caatcgcatg tttcgtgtgg aataattgta cgatttcacc
  3924181 atcaactgga gatacaacta caccttcagt aggatcgatt gcaacaccgt cacccatcat
  3924241 acgaccagcg aatactggat ctggtacttc ttcaatattt ttcactgctc cagttaatgg
  3924301 agctacaatt gtttcttcat ttgtttttga accaagaccg aataattttt taaacatagg
  3924361 atagtcctcc ttataattta cctaaaagtt tatagggcaa tctctattaa agatcagaat
  3924421 aaacgtaaga cttcatactt cgaatattat actgtaaaaa cgctttcgaa ataaattacg
  3924481 tcattgctac tagactctta ttgtagcgtc tcacaaaatt ccagtcaatt ctgattgtct
  3924541 gaataacaat aagaagttaa cttctactta tattttctct tttttactca acttgtctag
  3924601 aggtctttac tacattttat tttttgtcgc taatttgtaa aattaatttc aaactttttt
  3924661 cgaaatccac ttgactaaag taagtaacta ttttattatt acttacgtaa ggtaagttaa
  3924721 taacttttag gaggttttca aaaatgatgg atttcggtct tcttattatt cgtcttatta
  3924781 taggtattac attcatgggt catggtgctc aaaaattatt tggttggttc ggcggttatg
  3924841 gtttaaaagg aacaggcggc tggatggaat caatcggttt acgccctggt gtattcatgg
  3924901 catttatggc tggtgcaact gaattattag gtggtttctt attcgcatca ggtattttca
  3924961 ctgcaattgg ttcattattt atcgttggaa caatgttaat ggcaatcttc actgttcatg
  3925021 gaaaaaatgg ttactgggta acccaaaacg gatatgaata caacttaatg ttaatcgcag
  3925081 ttgcgattgg tgtagcttta atcgggcctg gcgcatacgt tttactataa tttttatctt
  3925141 gaatccgaga ttgtttagat ggaacttact tcaataataa tgaagtaagt tctttttatg
  3925201 taataaaaat attattttca gcaggagttt tccactaaca tcttgtaaac aaacaataag
  3925261 tcgtcatatt tagaaagggg atttcaagca tgttatccat taatccaaat gaacaaacag
  3925321 aaaaagagaa ttacaaatta cttacaggaa gtattattcc acgccctgtc gcattcgtta
  3925381 cttctgtaac aaaagacggc gtattaaatg gagcaccata tagttatttc aatattgtcg
  3925441 ctgctaatcc gccacttatc tcagtttctg tacaacgaaa agctggagaa agaaaagaca
  3925501 cttctcgaaa cgcaattgaa aaaggggaat ttgtcgtaca tatctctgat gaatcatatg
  3925561 tagcggcaat taacgaaaca gcagcaaatc tcccgtcaaa cgaaagtgaa attgaactag
  3925621 caaaattaac accaattgaa agtgatgtca tctccgttcc aggtgtaaaa gaagcaaaca
  3925681 ttcgaatgga atgcgtacta gaacgcgcaa tcccccttgg cggaacagaa gactcaccag
  3925741 cttgcgatct actaattgga cgcgtcgttc gtttccacgt cgcagaacac ctatacgaaa
  3925801 atggccgcat tcatgcagaa ggactaaaac cagtaagccg cctagcagga cataactacg
  3925861 caaaactagg agaacaattt gaattagtga ggccactcta aaagcggaag cggctcgttc
  3925921 agaatcgcag ggcattggag ctctcgatct tgaagcgctt tttgcctcgc aggaagaagc
  3925981 gaagccaccg accattctag ctgctggagt tagataatat ttaaaagtgg tagcaactca
  3926041 attccttcca tcactcaaac ataaaatccc ctgctaaata gcaggggatt ttatcattgt
  3926101 aattcttcct ttttttcctc taaattcggg aatttctctt ttttcggttt cccaagctta
  3926161 attacgaaga agtatagaga aagcaatgta ataagaaaaa caattaaaaa cgggtatgga
  3926221 gaataaaagg cacgcgccgc ctccgttttc cccgcaacaa acttcaatga ctcaatatct
  3926281 aaaaactcag caaacatttg tacaccaagc atactaaacc aaaaaacaaa aaaactaata
  3926341 ataacaccaa aaacttgctt caatctcgtc atccatctca tcctttctat atgtgtaatt
  3926401 tttagcgcca tcagtatagt acaaacaaaa ctatgcacag aaaggaacta tcttatcatt
  3926461 cacgaattaa tttaatccaa cctaaaattg aaatttgtaa aataacaccc caaataataa
  3926521 gcagtcataa ccatctcgga aaaaagttac aaatcgaata taccattcca ataacgtgtt
  3926581 cataacgccc tcccccttaa aattatatag gaaaaaggag atataatcca aatccaacca
  3926641 aaatgatacc acctactatc tcaccatatg taccgagcat acctttcgca tgcctaccaa
  3926701 tgagtaaacc aatccacgct aataacatac taacaaatcc aaagagtaat atcgtaataa
  3926761 ttgtctgtgc cccgtaaata ccaagactaa gccctactga aaaactatct atactaacac
  3926821 caaatgcaaa tacgaataaa ctaattccaa taggggctgt tctagtctct tcattctcta
  3926881 aaatagagga atacacaata taaaatccta gtcctattaa taaaatagca cctgcaaaat
  3926941 gtgcaatgtc tccatactgc tctgataaaa aacgacctaa taccatccca ataaatggca
  3927001 tgataatatg aaatatccct atcgtcacac cgatatacag gatttgtctt atctttaagg
  3927061 ccatcattcc cataccaaga ctcaccgaaa atgcatccat ccctaaggcg aatgccataa
  3927121 ttattaaagg tattagctgt tcaaacgtca ttcatgtccc tcctcggacg tgctacttca
  3927181 caatatgctt atccgaggag aaatattctg tttgctaatc gtaccttatc attcagtaat
  3927241 aatatgatgt cctgccgctt ttgttaagcg attcataatc gcgtttccta ttccttcatt
  3927301 cgggaacgat tcactaaaaa taacatccac ttcacttgca tcaaacgttc taagtacatc
  3927361 atataattta gtcgcaacgc tagctaaatc acttcgaaca ccacatgata atacaacatc
  3927421 cgcattatat atatggtgat actcttctgt cgttaataca cctactttga atccttcttc
  3927481 cttcttctca tccacaaggc gctgaataaa ctcacgtgat ccttcaacga tactgagcgg
  3927541 agctttcggt gcataatgtg tatatttcat tccaggtgat ttcggttttt ctttctcatc
  3927601 ctttaaagct ggatctaacg aaaccgtacc aatcactgct tccaattgtt ctttcgtaat
  3927661 cccacctggg cgtaaaatcg ttggaacggc acttgtacaa tcaattacag ttgattccac
  3927721 acctactcct gttgcaccac catctacaat acctgcgatc ttctcattta aatcttcata
  3927781 tacatgagat gctaacgtcg gacttggacg accagaacga ttcgcactcg gtgctgcaac
  3927841 aggtacattt gcctcttcaa taagagcaag cgctactgga tgatcaggca tcctcactcc
  3927901 aactgtatga agtcctgccg tcaccttctc tgaaattcct tcttttctag gtaaaataat
  3927961 tgttaacggc cctggccaaa aatgctccat taacttctct gcaactggtg gaatttcctt
  3928021 cacaatccca tctaactgcg attttgtccc gatgtggaca ataagtggat tatcactcgg
  3928081 tcttcctttt gcttcaaaaa ttttggcaat cgcttcatca ttcatcgcgt ttgcacctag
  3928141 tccatatacc gtttctgtcg ggaaggcaat cgcctcattt tcccttaata attttgctgc
  3928201 ttcttgtaac tgtggataat atttttttct ttccacaaca ttatccacaa cccacatatt
  3928261 tgtatgcatt ttttcccacg tccttttcta ccctgaaata cttgtctatt tttagtttac
  3928321 tatgagattt atccaaaaga caaacaaggt ttatccacaa aatgtggata aacctaatta
  3928381 atccgtggat aactttgtga atagctgaca atttagtatt attgcatttg gctcttttat
  3928441 atttttacaa aagtgttcta actgtcgaat tccctctggt acgttttctt tctctatagt
  3928501 aacaaagtca aaaaactgaa agattgttat agattgtgga tgatttgtta gtaagtacaa
  3928561 ttgtcgaata tttttttctt tcatatactg caaaaacatt tcaaaaaaat ataagaaagt
  3928621 ctgtttatcc acattaggtg tgaataaaca agaacgaatc agtgcgtttt cttcactttg
  3928681 ttcatatcca atgactgccc ttatttcttc cgcctcttcc aaaatcataa attgcgcgta
  3928741 caactcattt attttatcat cttttttatt agcttgtccg aaaaaagaat gcaatctttc
  3928801 cacatctgct ttcgtcgcaa aatatacctt cttcataata aatccctcct cttttttata
  3928861 tatgagaagg gatttacgaa tagtactatt tagagaataa agatgtaaaa gcttctacaa
  3928921 taaataactt aacttctggc tcttcttctt cctcttctac ttttacatac tcattttgtt
  3928981 tttcttgttt ttgctccaca ggtttctcca ctttttccac agtttttgtt tcctctttac
  3929041 ttacaggttg ttcttctact tttgtttcat tttttactac tttcttttca gaagctgtta
  3929101 cttttgttgc gacttcctgc tttacaactt tcttttcttt cacctcatcc tcctttttct
  3929161 cttctgtatc tactacctct tcatcatcta tttgttttac ttgctcctct tctggagatt
  3929221 cagccttcac aacatgttct tctttcctta cagctgtacc acttgaaaaa tctaagaaac
  3929281 acatcggtgg aaataataca caccaccagt ttgccccttc tccttcccca attgtaatta
  3929341 aaactgcttc atattcccct gctggataaa taaaattccc atataccttt gtaggaaact
  3929401 ttacattttt actgaatttc acttggaatg aatctttgct tccttctttt ttcaacgtat
  3929461 ttgccactgt tttttcgatt tctggaatat gactttgaat gactttgcgc gcttcttcaa
  3929521 atgaagttaa atcagctacc catccatcaa tttgtgcttt tacttcatca cgcactttgc
  3929581 gctttaacgc ctgatcttta tctgaatcac tatttgctaa aatccgtaat cgaacggcct
  3929641 ctttcggaat aactgaaggt cctttcgcat cagctttcat atatccaaac tgcacaagta
  3929701 actgtgcacc aattaataat aaaagaagat aagcaataac ttgttttttc atttcctcca
  3929761 ccgtcccttc tacaaacagt gtggacagac tttcatcttt ctaaactatt aaattcaaaa
  3929821 tctatatgaa tttttccaca aaaaaataga gtaaggtgta atccttactc tatttctgca
  3929881 aataccatac gatcttttcc attaatatca aaaacaacct caacatgagc atgtggaaaa
  3929941 gcttgttgta acagcccttt cacgtcctca ccttgcccta ctcctatttc aaatgctaca
  3930001 attgctttct tctgcagcac attcggcaat tcttccataa agcggcgata gaaatctaat
  3930061 ccgtcttcac caccaacaag cgctctcttt ggctcatgct ctttcaccac aggagaaaga
  3930121 ccacgccaat cttcttccgg tatatatgga ggatttgaaa caacaacatc taacttttga
  3930181 cccgtttcat aaaatggtga taataaatca ccatgataga acgttacttc tgcgcccaaa
  3930241 gttttcgcat tttcttttgc aacttcaatt gactcctgtg caatatctac cgtatataca
  3930301 tgaagatttt tattttctaa agcaagcgta atcgaaatcg ccccgctacc cgtaccgata
  3930361 tccgctacat gtagtttctc atcaccaaaa tggcgctcga ttctttctaa cactcccact
  3930421 ataagctctt cggtttccgg tcttggtatt aatacttctt cattcacaaa gaacgatctt
  3930481 ccataaaaca tttcatgacc aatcatatat tgaatcggaa taccttctac atgcttgtgg
  3930541 ataaactctg taaaacttgt ttcttgttcc gcagttattt cttcacgcat gttcatcaat
  3930601 aatcctgttc tattcgtctt taatacatga caaaggacaa tttctcccgc attttcatct
  3930661 cgcccattct cctgtaaaaa agaagaagcc catttcaggg cttcatagac acgcattact
  3930721 cagctgcctc catcctttga gcctgatctt ccatcactaa ggcattgatg aaatcatcta
  3930781 acttaccttg taagatttga tctagctttt gaatcgttaa accgattcga tggtctgtaa
  3930841 cacggttttg cgggaagtta tacgtacgaa tacgctctga acgatcaccc gtaccaacag
  3930901 cttgtttacg gttttgatca tactcagctt gtgcttcttg tctaaactta tcataaacac
  3930961 gtgcgcgtaa tactttcatc gctttttctt tattcttaat ttgtgatttc tcatcctgac
  3931021 acgatacaac tacaccagtc ggtaaatgcg ttaaacgtac cgctgacatc gttgtattaa
  3931081 cgctctgtcc accaggtcca ctagaagcga atgtatcaac acgaacatct ttctcatgaa
  3931141 tatcaatttc tacttcttct gcctctggta atacagctac agttgctgta gatgtatgaa
  3931201 tacgtccacc agattccgtt tcaggaacac gttgtacacg gtgagcgcca ttctcaaatt
  3931261 tcaacttcgc gaaagcacct ttaccgttaa tcataaagat aatctcttta tatccaccta
  3931321 actctgtata gctagcctcg ataatctccg ttttccaacc ttgtacctca gcgtaacggc
  3931381 tatacatacg gtataaatca ccagcaaata aagcagcctc gtcaccaccg gcagctccac
  3931441 gaacctcaac gataacgttc ttatcatcgt taggatcttt tggtacaagt aaaattttca
  3931501 gacgctctga taatgttttt tcttgtgatt ctagctcaga aacctcttct tttaccattt
  3931561 cacgcatttc tgcgtctaac ttatcttcta acattgcttt cgcatctttt aattgctcac
  3931621 gaacatcctt atactcacga tacacctcta ccgtttcctg tatatcagac tgttcctttg
  3931681 aatattcacg aagcttattt gaatcactaa taattgctgg gtcgcttagc aattcattta
  3931741 acttctcata acgattttct acagcttgca aacgatctaa cacatcattc acctctacat
  3931801 cctagtatct aatacaaata gtatatggta cttactcaaa aaaacgcaaa ttatatttaa
  3931861 aagtggcggt ggctcgttca gctctgacca gctaaggttc tttcgaccta aaggtgcttt
  3931921 ttacctttcg ggcggaaggt tcttaggtgc gaagagctag ccaccggaac tagatattat
  3931981 ttaaaagcgt aagcggctca caccactcac actctctatt ctgaaaaaaa cccgccttgc
  3932041 acagcgagtt tacttatctt tgttttgtag gaactgcatg acaatgacga cagcgtggtt
  3932101 catacgactc tgaagcacca actaaaataa ttggatcatc aaatgccgct ggttctccat
  3932161 caattaatcg ttgtgtacga cttgccggag atccacatgc agaacataca gcttgtagtt
  3932221 ttgttacatg ttcagcaatc gccatcagct gaggaacttg tccaaatggt agaccacgga
  3932281 aatcttggtc taaaccagct acaatgacac gatagccacg atttgccaat acttgcacca
  3932341 cttccacaat gtccccatca aagaattgca cttcatcaat tgcaattaca tccatttctt
  3932401 cagtgatatg tttaaatata tcttttgaag ctgaaacagg aactgctttt acctttaatc
  3932461 cgttatgtga tacaacgtct tcttcactat agcgattatc aatacatggt ttaaatacaa
  3932521 ttgcatgttg tttcgcaaat tgcgtacgac gaacacggcg gataagctct tctgatttac
  3932581 cagaaaacat actaccgcaa atcacttcaa tccaaccgtt ctgatttatt aagtacatga
  3932641 agctctcctt tcatctactt tttcgttaaa agtagggtaa aggtataata ttttcgcaaa
  3932701 aaaaacagac aagcgaatag atacacttgc ctgttttatg tttttattac ttaagaccgt
  3932761 atttcttatt gaagcggtca acgcgtccgt ctgcagtagc aaacttctga cgtccagtgt
  3932821 agaatgggtg agaatcagaa ctgatctcaa cttttagtaa tggataagtg ttaccatctt
  3932881 cccactcaac agtttcgtta gatcctttag tagatccgct taagaatttg aagcctgtgt
  3932941 ttgtgtccat gaatacaact ttcttgtaat ctgggtgaat tcctgctttc attcttttca
  3933001 tctccttccg ccctgaatca ttttcgaaac agagtttttc atctttagct gcatacacaa
  3933061 ctatattgat gaaacacata tgatgaaatt ataacaaggc taacttcatt ttgcaactac
  3933121 ctgtttttgt cttttgaaat ttaaagtgga ggtggctcgc tcagctctga ccagctaagg
  3933181 ttctttcgcc ctaaaggtgc tttttacctt tcgggcggaa ggttcttaga tgcaaagagc
  3933241 tagccaccgg aactggatat tacttaagaa tccaggacac ttcgagcgag agagtgaaat
  3933301 gaccggagat tcttccacgc atctctcttt aacatcacct aaaaaacata aaaaactcgc
  3933361 ttaccacaaa ataagcgagt cccaatcttt tccctttact tagttgttac atatcttttt
  3933421 gaatctgcaa caatgttttg taaaaattct tcatttgtct ttgtttgacg aagtttacgt
  3933481 aagaaacttt caacaaagtc tggtgtatca cgcattgttt tacgaatacc ccacagcttg
  3933541 tctaaatgtt ctttcggaat taatagatcc tctttacgtg taccagaacg gcgaatatca
  3933601 attgccggga agatacgacg ctcagctaat gaacgatcta agtgaagttc catatttcca
  3933661 gttcctttaa attcttcgta aattacatca tccatacggg atcctgtatc aacaagcgct
  3933721 gttgctaaaa tagttaagct accgccttct tcaatattac gtgcagctcc aaagaagcgc
  3933781 ttcggtctat ggaaggcagc tgggtcgata ccacccgata atgttctacc acttggcgga
  3933841 ataacaaggt tgtaagctcg cgctaaacgg gtaatactat ccattaaaat gataacatct
  3933901 tttttgtgct ctacaagacg cattgcacgt tctaacacaa gttccgctac tttaatatga
  3933961 ttttctggta cttcatcaaa agtagagctt acaaaatctc ctttaacaga acgttcaatg
  3934021 tctgttactt cctctggacg ctcatcaatt aaaagtacaa ttaattcagc ttccggatga
  3934081 tttgttgtaa cactgtgcgc gatttctttt aatagacttg ttttaccagc ctttggaggc
  3934141 gcgacaatta aaccacgttg tccaaatcca actggtgcaa ttaaatccat gatgcgtgtc
  3934201 ggtaactttt tcggttccgt ttccaatttc atttggcgat ctgggtataa tggtgttaat
  3934261 gcagggaaat gcacacgctc ttttgctgac tctggatcat ctccgtttac agcttcaact
  3934321 tgtaataatc caaagtagcg ttcattttct ttcggaggtc gtactttacc agaaacttta
  3934381 tctccattac gtaaatcgaa acgacgaatt tgcgaagctg agatataaat atcttctgag
  3934441 cttggagagt agttgatagg acgtaggaat ccaaatcctt ctgattgaat aatttctaat
  3934501 acgccttcca tgaagaagaa accttctttt tctgctcgag cttttaaaat ggcgaagatt
  3934561 aactcttttt tcgttaattt gctataatac gaaatcttaa attctttcgc aagctcgtat
  3934621 aactctttta atttcatgtt ttctaatgct gcaattgaca aattcattca gacaccacac
  3934681 tttaacgtta ttctcttttc acatgggtaa agggaaaaaa tacggaaggc aaataattaa
  3934741 taatgaaagg caataagttc aagtagggta atattcacta ttgtaaccct tttatctagt
  3934801 tttaatcaat acgttgaaac acaaatacaa gaagcgaaga caagaaaatt tgtcttcgct
  3934861 ttttatttaa tctagttcca gcggctagaa tggtcgacgg tttcgattct ccccttctga
  3934921 gcaagctgct tccacctttt acttaatcca gctccggtgg ctagaagggt cagtcatttc
  3934981 accccttctg agcaagccac ctccgctttt tatttaataa ccaagttcgg ttttttattt
  3935041 aagctatgac gtccgtctac gaagcgtact gtgcctgatt ttgcacgcat aacaagagat
  3935101 tgtgttgttc ctacgctacc tttaaattga acgccgcgta atagttctcc gtctgttaca
  3935161 cctgttgctg caaagattgc atcgtcacct tttactaagt cctccatgcg aaggatgcgg
  3935221 ttgatgtctt ctatgcccat ctttttgcaa cgcgccaatt cagcttcgtt ttgtggtaat
  3935281 agctttccgt gaatttcgcc acctaaacat tttaatgcaa ctgctgctaa tacaccctca
  3935341 ggcgcaccac cagatccgaa taaaatatct acacctgtac gatcaaatgc agtattaatt
  3935401 gcacctgcta cgtctccatc attaatcaat ttaatacgag caccagcttt acgaatttct
  3935461 tcaataatcg cttgatgacg tggacggttt aaaactgtcg ctacaacatc ttcaatatcc
  3935521 ttgtttttcg ctttcgcaac tgcacgtaag ttatcgataa taggcgcatc aatatcgacc
  3935581 gccccaaccg cttctgggcc aaccgcgatt ttatccatgt acatgtcagg agcatgtaac
  3935641 aaattaccgt gatctgcaat tgcaataaca gcaagagcat tccatccacc agctgctaca
  3935701 atgtttgtcc cttctaaagg atcaactgca acgtctacac gtggaccata tcctgtacct
  3935761 aatttttctc cgatatatag cattggtgct tcatccattt caccttcacc aattacaact
  3935821 gtacctttca tcggaattgt atcaaataca tcacgcatag ctgatgttgc tgcaccgtct
  3935881 gcctcatcct ttttcccgcg tcccatccaa cgcgctgatg ataaagctgc agcctctgtt
  3935941 acacgtacta actccataga taaacttctt tccacgataa tccctctcct ttaagtcttt
  3936001 atatttctgc cgtattttgt gaaccgtgtt ttttctataa agtgtacttc cgcaagtagt
  3936061 gatgcttcgc ttcccccttg cggaagtatc acttatgcgt tcttcatttc ttcaatttct
  3936121 tgctttgtca tttgttctcg ccaaatgttt gcaccaagcc ctttaagctt gtctactata
  3936181 ttttcataac ctcgatcaat atgctcaagt ccggttactt ctgtaattcc atccgccatt
  3936241 aatcctgcga taacaagtgc tgctccagct cgcaaatcac tcgctttcac ttttgcacct
  3936301 tgcaataaaa caggaccagt tacgatagct gatcgacctt ctactttaat ttgtgcattc
  3936361 atacgacgta attcatcaat atgtttaaaa cgtgcaccat aaatcgtatc cgttacaaca
  3936421 cccgttccat gcgcctttgt taaaagtgtt gtaaacggct gttgtaagtc tgttgggaaa
  3936481 cctggatata caagcgtttt tatatcaact acttttaatc ttctatcacc gttcactgta
  3936541 atctggtcat cattcgtttc aacctggaca ccagcttctc ggagcttcgc cgtaactgac
  3936601 tctaagtgct gaggaataac attatcaact gttacttctc ctcctgatgc agcacctaaa
  3936661 atcatatacg tacccgcttc aatacgatct ggaatgatcg tatgatgaca accgtgcaat
  3936721 gaatccacac catcaattcg gattacatct gtaccagcac ctttaatacg tgctcccatg
  3936781 ctagttaaca gtgtagctac atcaataatc tctggttctt tcgctgcgtt ttcaataaca
  3936841 gttctacctt tcgctcgtac agctgctagc ataatattaa tcgtagctcc tacactaaca
  3936901 acatctaaat aaatacgagc cccgcgtagt tcatctgctc ttaaatagat agcaccttgt
  3936961 tcattcgtaa catgtgcacc taacgcttca aaccctttaa tatgctgatc aattggcctc
  3937021 ggtcctaagt gacatccacc tggaagccca ataacagctt ttttaaaacg gccaagcatc
  3937081 gcacccatta aataataaga agcacgcaat tttttcactt ttccgtttgg taaaggcatt
  3937141 gcaaccatgt tagaaggatc gactaccatc tcttcctcct gtccatacgt tactcttcct
  3937201 ccaatttcct ctagtaagtc tcctaacatt ttcacgtccg aaatattagg gacaccacca
  3937261 atagttactg gagtatctgc taaaattgtc gctggaatta atgcaacggc gctgttcttt
  3937321 gcaccactca cgcgaattgt tccatttaaa gctcttccgc cttcaattag caatttttcc
  3937381 atattgagct cccttcttgt gaatgtattt actttctata tttttataga aagctccccc
  3937441 ttaagaatct caattacttt tccatcccaa aactcaataa ataggaaacc attatcttca
  3937501 cttctcctgt catacaaaaa gataaagatt aactatgtat cgaatttact ttatcaattt
  3937561 agatacgtta tcacatttat taataggact ctgcacatta ttttctattt caaaaacaaa
  3937621 atgataaaat ctttagactt gttcacgctt tcattataca acgaaaggaa accgtctaaa
  3937681 agagtagacg gtttccaaaa cggaatttta ttcttacgct ttaccgttag aaccgaattc
  3937741 gcgaatttta ccaataacag tagctttgat agcgtcgcgg ccaggtccga taaatttacg
  3937801 aggatcgtaa acttcttggt ctttgtttaa tacttcacga acagcttttg taaactcgat
  3937861 ttggttctca gtgtttacgt tgatttttga agtacctaaa gagatagctt tttcgatatc
  3937921 agcagttggg ataccagtac caccgtgtaa tactaaaggt acaccagtga agtcacgaac
  3937981 ttgttccatt tcagcgaatc ctaagttagg ctcacctttg taaggaccgt gtacagaacc
  3938041 taaagctgga gctaggcaat cgatacctgt tgcttcaaca aggtgcttac actcagctgg
  3938101 gtcagcgtaa attacgcctt cagcgattac gtcgtcttct tgtccgccaa ctgttccaag
  3938161 ctcagcttca acagatacgt tacgagcgtg tgcgtattct actacttttt tagtagtttc
  3938221 tacgttttct tcgaatgggt ggtgagaagc gtcgatcatt acagatgtga aacctgcatc
  3938281 gattgcttct ttacattttt cgaagcttga accatggtca aggtgaatcg ctacaggaac
  3938341 agtgatgttc atttcttcga ttaaagcttt aaccatagct acaactgttt tgaaaccagt
  3938401 catatgacga gctgcaccct cagatacacc taggattaca ggagattttt cttcttccgc
  3938461 agcagctaag atagcttgag tccactctaa gttgttcatg ttgaattgac caactgcgta
  3938521 ttttccttct agtgctttgt ttagcatttc tttcatagaa actaaaggca tggtgaatcc
  3938581 tcctaaaaaa cgttttttgt atccgataag ttcttatcgc tggtagtatg accagaataa
  3938641 ggtaaaatat gtatatctac gtaccggact tttttctaca ctcaatagga taacaacttg
  3938701 tactcaaaaa ctcaaccgta ttcacctgca caatagtcca tgtaaacgct tttttccata
  3938761 ttttttataa aaaattcatt tttaagcctc tacagcgagc tcatttctca ccgcttgacg
  3938821 aatttcatca atatcaaatg gtttagcaaa atgcattaaa gcacctaaat cttttgcttc
  3938881 ttggatcata tcaagctcac cataagcagt cattaaaatc actttaatac tctcatcaat
  3938941 ttcttttaca tgctttaaaa tctctatacc atccatacct ggaattttca tatctaacac
  3939001 aactaaatct ggattatctt ttttcacgat atctaaagct tgaaatccat tcgctgcttg
  3939061 gaatgtctga taaccttctt tttggaacac ttcatgtaat aacacacgaa tgccatattg
  3939121 atcatcaacg attaaaattt tcccttccat aactcccaac ctttctgtgt aaatacaaga
  3939181 tttaaagctt cttatatctt aacgatttat tttcgctatt tcttgccaaa ttccttccta
  3939241 ttctttctta ttttaccgtt tcctattttt ttatgccacc attcgatttc acctttctaa
  3939301 aaaaataaac tataatgaaa tccggtaaac acgtacgaag ggagtaacat tatgttaaaa
  3939361 attttttcaa cccaattaag tggttatttc tccagagttt ctcaaaaaga ggaaatgaat
  3939421 atagaagata gcgcccgtct acttgctcaa gcattagttg gcgaaggttt catttattta
  3939481 catggtacaa atgaaatgga cggcattgtt gctgaagcac tattcggcgc tgaaccaatg
  3939541 aagcaagcaa aacgattatt tgaaaatggg aaagaagtag aagtaacttc tgcagatcgt
  3939601 gtacttctta ttagccgttt ttcaacagat gaagaagttg tagcaatagc aaaaaaactt
  3939661 caagcagatg gacactctat tgtcggcatc tctgctattc aagaaggtac tgaatcacta
  3939721 gaacaatata cagatgtaca tattgataca aagctattaa aaggtcttat tccagacgat
  3939781 gaaggtaatc gctacggatt cccaagctta atgatagctt tatttgcata tcacggtatc
  3939841 aaatttacaa tcgatgaaat gttaaatgaa tattaaaaaa agcgccctat ttcaggcgct
  3939901 ttttttatta cttgctctct ttattcgtaa gagaagcttt tacaaagtca tggaacaatg
  3939961 gttgtggacg gtttggacga gaaactagtt ctgggtggaa ctgtgctgcc acgaaccaag
  3940021 ggtgatcttt taattcaatg atttcaacta gacggccgtc tgggcttgta ccagagaata
  3940081 caaatcctgc tttttccata tccggacgga attgattgtt gaactcataa cgatgacgat
  3940141 gacgctcata tacaaccggc tcattgtaag cattgtaagc atttgtttct tcagaaagct
  3940201 tacatgggta taaaccaaga cgaagtgtac cacctaagtc ttctacatct ttttgttctg
  3940261 gtaataagtc aatgattgca taaggtgtgt caggattaat ttcagaagag ttagctcctt
  3940321 ctaatcctaa tacgttacgt gcgaattcga ttgatgcaag ttgcatacct aagcaaattc
  3940381 ctaagaatgg aactttgttt tcacgagcat attgaattgc aacgatttta ccttctacac
  3940441 cacgatcgcc gaagccacct ggtacaagga taccgtctgt gtcaccaact aattcttgta
  3940501 cgttctctgc tgttacgtgc tcagcgttta cccatttcac ttctacatct gtgtcgaaag
  3940561 agtaacctgc atgacgaagt gcttctacaa cagaaatgta tgcatcttga agctctacgt
  3940621 atttaccaac aagagcgatt tttgttttct tagaaaggtt acgcactttt tcaactagcg
  3940681 cagtccactc tgtcatatct gcagctggat tgtctaattt taagtgatcg caaacgattt
  3940741 ggtccatatt ttgctcttga agagataatg gaaccgcata taaagtatct gcatcgcgtg
  3940801 cttcaataac tgcttttgta tcaatgtcac agaataatgc aagcttgtct ttcatatctt
  3940861 gagaaacagg catttctgta cgaacaacga taatatttgg ttgaatacct aagctgcgaa
  3940921 gctctttaac gctatgttgc gttggttttg ttttcatttc acccgctgct tttaagtacg
  3940981 ggattaacgt acagtgaatg tacattacat tgtcacgacc gatgtcgctc ttaatttgac
  3941041 ggattgcttc taagaatggt agagactcga tgtcaccaac agttccacca atttctgtaa
  3941101 taacaacatc cgcgtttgtt tcgcgaccag aacggtatac gcgctcttta atttcgttag
  3941161 taatgtgagg aataacttga actgttcctc ctaggtattc accgcgacgc tctttttgaa
  3941221 gaactgaaga gtaaatttta cctgttgtta cgttgctgta tttgtttaag ttaatgtcga
  3941281 tgaaacgctc atagtgacca aggtctaagt cagtttctgc gccatcatct gttacgaaca
  3941341 cctcaccgtg ttggtatggg ctcatagtcc ctgggtctac gttaatgtat ggatcaaact
  3941401 tttgaatcgt tacgtttaaa ccacgatttt ttaaaagtct tccaagagat gctgctgtaa
  3941461 taccttttcc taaagacgat actacaccgc ctgttacaaa aatatactta gtcatgaaaa
  3941521 agctcccttc tattttgctg ttatataatc accgttgcaa agcgcaacgt atgtagataa
  3941581 cactgtatcc atcttattgt tagactcttt ttattttcta aacaaaaaac aaaaaagaaa
  3941641 attgctcccc tcatcacata aagtaataag tagggagcaa ttttctttta tatttacact
  3941701 ttaaaagtat tatcgtcctt ttttaaagag cccaaaaatg attctacatg gacgataatg
  3941761 aaaagtcaag aactacagtt cttcctcttc ttcttcagtt tcgtcatact caagttcttc
  3941821 ttcggcgaag tcgtcttcat cttcatctaa atcatcaaga tcatcgtcat ctccgtcttc
  3941881 atcttcaaga accttgtcca aatcttctac atcatcatct tcgtcttcag ttacgtctgc
  3941941 atcgtcgaag tcttcatctt cttcaatgta gtcgtcaaaa ccgtcgtctt caactttacg
  3942001 tttcttcttc ggttttggtt gaggcaagat ttcttcatca atttgctcgt atgggtacca
  3942061 gctgcgtagc ccccaacgat tttctcctaa attaatgaaa cgtccatcaa tgtttaagtc
  3942121 tgtataaaat tgtgcgattt tcgcattaac ttgctcttga gatagtccca gcacttgagc
  3942181 gatttcttga accaactcat tgaatgtcgt tgcttgtctt ttatccccta aaacgctatg
  3942241 tacaacttca atcattgaac attcttttag ctcttctggt gaatattgct taaaatccac
  3942301 ttatgcggca cttcctttca tcaaatataa ccttatatat aacggcctgc ttaaaaaaat
  3942361 ccatactatt cattataaac aaaagtcgca caaatatgct acaaaaaaaa cgggaaactt
  3942421 ttatagggta ataaatttat aatttgtcca ttccttattt cggaagcata tgagcccctt
  3942481 gcaatacata cctaatttgc atttctgtat attcctcgag cgtatatagc ttttgcaacg
  3942541 cccaacgtct aaatccccac atctgtcctt gtataaaaat attatgcgca agaagctgta
  3942601 tttctttttt atttaatgta aatgttccat tttccgtaca ctgttctaaa atattctcaa
  3942661 acattcctac catttgaaac tccttttcta atacgtacgg gagtgattct ttcggtaaaa
  3942721 agcgtacctc ttgatacatg attaatactt cttcctgcaa ttcgtccatc actttaaaat
  3942781 aattcgttat tgctatcttt aaactttcta cacttccttt ttctgtacaa actacttcct
  3942841 ctaatctttc ttttacatgt tcataaatac tatcacaaac taaatacaaa acatcatctt
  3942901 ttgtacggat atattcataa agtgttccaa tactaaaccc agcagccttt gcaatctctc
  3942961 tcgttgttgt acgcggaaat cctttttgct taaacaattg caccgcacct ttaatcattt
  3943021 gttcacgtct taacgcgact aatttttcat ctttcactga tgcgtgcaca ttatgtttaa
  3943081 ccatcccctt cacccctcta ttattttttg gaaggaaaaa gcgtaggaaa atacctacgc
  3943141 cttcgatcct acttcgttaa catacgagaa attacgagcc tttgaatctc ttgcgttcct
  3943201 tcatatatct gtgtaatctt tgcatcccgc atataacgct ctactggata atctttcgta
  3943261 taaccgtaac caccaaatac ttgtaccgct tccgtcgtca ccttcatcgc tgcatcgcct
  3943321 gcaaatactt ttgacatcgc tgactctttc ccatacggaa gcccttccga ttcaagccaa
  3943381 gctgcttggt atgttagaag gcgcgccgcc tccacatccg ttgccatatc tgcaagttta
  3943441 aagccaattc cttgttgcgc cgcaattggc ttcccaaact gatagcgctc tcttgcatat
  3943501 gctacggaag catctaaagc cccttgtgca ataccgaccg cttgcgccgc aataccgtta
  3943561 cggccgccat ctaatgtttg catcgctatc ttaaaccctt gcccttcttc ccccagtaaa
  3943621 ttttctacag gaatgcggca atcttcgaac ataatttcag ttgttggtga agagcgaatc
  3943681 cctaacttac tttccttctt cccaactgaa aatcctggtg tatcactttc cactataaat
  3943741 gcactcgtgc cacgctgctt cgattcagga tcagttaacg caaagacaac ataaatatca
  3943801 gcaataccac cattagtgat aaatattttt gatccattta atacataatg gtctccatct
  3943861 cttttagcaa tcgtcttcat tccaccagca tccgatccag atcctggctc cgttaagccg
  3943921 tacgcaccaa ttttcttccc ttcagccatc ggtcgtaaaa acgtttgctt ttgctcttct
  3943981 gttccaaatt taaaaattgg ccaaccagca agcgaagtat gtgcagacaa tgttacacct
  3944041 gtagaagcac atacacgcga taattcttca atagcaatta catacgctaa gtaatcgctt
  3944101 ccaattccgc cgtattcttc aggccacgga ataccagtta aaccaagctc ggccatttga
  3944161 tcaaatattg cacgatcaaa tctctcttct tcatcacgct cagctgccgt cggtgctact
  3944221 tcattcttag caaagtctcg aaccattttt cttatcattt catgttcttc tgatagttta
  3944281 aaatgcatac ccgtctcccc cttgtgcttt tacaaagctc ggctaataac aagtttctgt
  3944341 atttcgctcg ttccttcata tatttgcgtg attttcgcat cacggaaaaa tctttctact
  3944401 ggatagtcct tcgtataacc gtatccccca aatacttgca ccgcttcaat cgcaacttca
  3944461 acagctgttt tagaagcgaa taatttcgca atagatgctt ccttaccaca tggtaatcct
  3944521 tgcgctctta gcgatgccgc cctatataca agtaatcgcg ccgcttctac actagtagcc
  3944581 atatcggcaa gtttgaagcc aatcccttgc tgctccgcaa ttggttttcc gaattgctca
  3944641 cgttctttcg cataatcaat tgcacatgca agcgccgctt cagcaattcc tagtgcttgc
  3944701 gctccaattc caattcgtcc aacatctaaa ttcgccatcg caaccttaaa tccttgtcct
  3944761 tcttcaccaa gtaaattctc agccggcact ttcatatcct cgaacgtaag ttgtaccgtg
  3944821 cgagaaccga gaagtcccat tttatgctca tcttttccaa taattaagcc tggtgtatct
  3944881 ttctctacta taaatgcaga aatcccactt tttcctgcct ctggatttgt agaggcgaat
  3944941 acaatgtatg tacttgcttc accgccattt gtaataaata ctttcgaccc attaataatg
  3945001 tagtgatcgc ctttctttac agctcttgat ttcaaactcc ctgcatccga tcctgcattt
  3945061 ggttctgtta atgcaaatgc gcctaaatat tcaccagtcg caagtttaga aacgtatttc
  3945121 tctttctgtt cttctgttcc aaaatataaa attgggttca tcccaactga cgtatgtaca
  3945181 gctaaaatta caccaactgt tgcgcttacc tttgaaattt cttcaattgc taaaatgtaa
  3945241 gagataaaat ccatttctga accgccgtat tttgcaggcg ctggaattcc cattaatcca
  3945301 agctcaccca tcttctgcaa aatctctgtt gggaacaccc cttgttccat actaggaaca
  3945361 aagggagcta tttccttctg cgcaaaatct cgaaccattt tcctcatcat ctgttgctct
  3945421 tcattaaaac gaaagttcat ataccccgcc tccatttgct atatatcctt ttaacaattt
  3945481 ggtaagacca ctattttgta acaaagggga attttattcg taaacgtaga aaccacgacc
  3945541 tgttttacga cctaaccatc ctgcatttac gtacttgcgt agcaatggac atggacgata
  3945601 tttactatca cctaagcctt catgcaacac ttccataatg tataaacatg tatctaaacc
  3945661 gataaaatca gcgagcgtta aagggcccat cgggtgattc ataccaagtt tcattacttc
  3945721 atcaatcgct tctttcgtcg ctacaccttc atataacgta tagatcgctt cgttaatcat
  3945781 cggtaataaa atacggttcg atacaaatcc tggaaaatca ttcacttcaa ctggtacttt
  3945841 cccaatcttc ttcgtaatat cttcaattgt ttcgtatacc gcatcatctg tagccaaacc
  3945901 acgaatgatt tcaacaagtt tcataaccgg aacgggattc ataaagtgca taccgattac
  3945961 tttttccggg cgcttcgtta ctgcggcaat ttctgtaatt ggcagggatg acgtattcgt
  3946021 cgctaaaatt gcgtgttctg gagcaatttc atctagattc gcaaagattt tctttttaat
  3946081 atccattttc tcaacagctg cttcaataat aagatccgct tccttcacac aatctaaatc
  3946141 aagcgttact gtaagacgat ttaaagtggc ttctttctct tcttccttca tgcgtccttt
  3946201 ttctacttgg cgcgctaagt ttttcgtagt gatagccaat cctctatcta attgctcttg
  3946261 ttttaaatct tgtaccttca cgtcatatcc tgccattgca catacttgcg caattcctga
  3946321 ccccatttgt cctgcaccaa ttacaacaat tttttgtaca cccatttctt cttccccctt
  3946381 aatttttaat aaactatata tcttctaatc ttaattagtg aacttcaatc atcactgcat
  3946441 cgccttgacc gccaccacta caaatcgaag caattccaat tccaccgccg cgttgcttaa
  3946501 gtgcatggat tagtgtaacg ataatgcgcg ctccgcttgc tccaatcgga tgtcccatcg
  3946561 ccactgcgcc gccatttaca ttcaattttt ctgggtcaat tcctgcgatt tctgtacttg
  3946621 caattgctac cgctgcaaat gcttcattaa tctcaaataa atcgatgtct tcaattttct
  3946681 ttcctgtttt ttcaagcaat gcgttaattg cataacctgg cgtcctcggg aaatctttag
  3946741 actccactgc aattgctgta tgtgccaaaa ttgtcgctaa cggctttctt ccttcttgct
  3946801 tcgctctgtc ttcgctcatt aatacaagtg cagcgccacc atcgtttagc cctggtgcat
  3946861 taccagctgt caccgtcgct gtcttatcaa atacaggttt taattttgct agtttttcaa
  3946921 ttgttgtatc ttcacgcggc gcctcatcct ttgcaacgac aataggatcg ccttttcttt
  3946981 gtggaatcgt tactggcacg atttcctctt caaaacgtcc ttctttatgc gctgaaactg
  3947041 cacgctgatg gctacgatat gcccattcat cttgcgcttc gcgagaaatt ccatcctcct
  3947101 tcgcaacttc tccgccataa acacccatgt gtatacctga aaatgcgcat gttaaaccgt
  3947161 cagcaacgtt taaatcaatg acttcgttgt tacccattct gtatccccat cttgctcctc
  3947221 gtaaaatgta aggactgtta ctcatcgact ccataccacc agctacaatt agtgattgat
  3947281 cgccagtacg aataatttga tccgctaaag tcaccgcacg aagccctgat gcacaaactt
  3947341 tattgacagt ttccgtctgc acttcccaag ggattccagc agcccttgca gcttggcgtg
  3947401 atggaatttg tccctgtcca ccttgaataa ccgttccgaa tataacttcc tcaacatcac
  3947461 tagctgaaac attcgctctt tcaagcgctg ctttaattgc gattcctcca agttctgttg
  3947521 cttttacatc ttttaaagat cctccaaatt tccccaccgg tgttcttgca gcacttaaaa
  3947581 taactgtttt actcatgttt ctttccccca tttctttttt agcaccgagc gcttgctcgg
  3947641 cattgttacg ctgagaagag gtgcaatgat tgcacctctc tctaaagttg tattcatgct
  3947701 tgcagattac atcgcttctt tcttctgtcc gataacagag cgttctaaaa tctctgttac
  3947761 atcaagcgtt tgaaccttct cttctacttc tttcgctttc gtcccatcac taatcatcgt
  3947821 taagcaatat ggacaacctg taccgataat ggatggttgc acagctagcg cttgttctgt
  3947881 acgagcaacg ttaatacgag aacctgttgt ttcctccatc cacattaagc caccacctgc
  3947941 tccacagcac attcccgttt cacggttacg tgccatttct acaagattca caccaggaat
  3948001 cgctttcaaa atgtcacgcg gggcttcgta tacttcgttg tatcttccta agtaacagga
  3948061 atcatggtac gtaactgttt cctcaatagc gtgaacaggt tttaagcgtc cttctttcac
  3948121 ccactgagct aacagttctg tatgatgata gacttctgct tgcaagccaa agtctggata
  3948181 ctcattttta aatgtgttat aagcatgagg gtcaatcgta acgattttct tcactcctgc
  3948241 tttttcaaat tcctcgatat tttttgtcgc catctcttgg aagacgaatt catttcctag
  3948301 gcggcgcggt gtatctccag agttcttctc tttattaccg agaatcgcaa atgaaatgcc
  3948361 tgcttcgttc atcaacttcg cgaatgatat cacaatcttc tgactacggt tatcgtacga
  3948421 tcccattgaa ccaacccaga ataaatattc gaactcctcg ccagctttcg atttttcttt
  3948481 tacagttgga accgttactt catcatcacc ttggcgccaa gtttcacgct ctttacggtt
  3948541 tagaccccac ggattccctt gacgctcgat gtttgtcatc gcacgctgtg cttccgcgtc
  3948601 catctttcct tctgttaaaa cgagataacg gcgtaaatca ataattttat caacatgctc
  3948661 attcataacc ggacactggt cttcacagtt acgacacgtt gtacaagccc aaatctcttc
  3948721 ttctgtaata acatccccga ttaaacttgg atcgtaagcg agtgttgcag ccgctgattc
  3948781 ttgttgccct ttcccagctg ccatcatcgc taactgattt ccttgtgtat tattaaaagc
  3948841 aactactgga acccaaggcg cttttgatgt tactgctgct cctttgtcag ttaaatgatc
  3948901 gcgaagtttt aaaattaaat ccatcggcga taacattttc cctgttcctg ttgccggaca
  3948961 catatttgta caacgaccac actctacgca agcgtataag tcaataagct gattttgtct
  3949021 aaagtcttcg attttaccaa caccaaatgt ttcttgtgtt tcatcttcaa agtcaatctt
  3949081 ttcaagtttc cctggatttg aaagacgacc gaagaaaacg ttagctggtc cagcaattaa
  3949141 atgtgcgtgt tttgattgtg gaacataaac taaaaacgtt aacaaaatta gtaaatgcac
  3949201 ccaccaagag aaatagaaca cagaaatggc tgcggtttca tttatccctg agaaaacgta
  3949261 agcgattgca gaagcgattg gctcactcca tgaaagctcc tcgccatgcc atataattcc
  3949321 cattccatta ccgagtagca cagaaatcat taagccacca ataaagataa gaacaagacc
  3949381 tgatttgaaa ttacgtttta aacgaactag cttttcaaca tagcgtctat gataagccca
  3949441 aaagactgca attaaaataa caagtgtgac aatttcctgg aagaatgtaa atgcagggta
  3949501 tagtggtcca agtggaagat gtgatcctgg tgcgagtcct ttccaaacga agtcaattgc
  3949561 tccaaattgg acaagaataa atccgtaaaa gaacataacg tgaataatgc cgctcttttt
  3949621 atctttcagc agctttttct gaccgaaaac attgacctta aggagatccc aacgctcttt
  3949681 aaaacgacgg tcaaattcaa tcttttttcc taactgtatg taggccatcc tcgttcgtat
  3949741 aagatacaca aacaaatatc ccgcataagc aataacagca atggcagcca gccaattaat
  3949801 gatcagtaag ctattcattt ttatgctacc cctctctttg taagccctct ttctttttta
  3949861 gaatcttcaa aaacatataa ttttctgaat tttatcccct atcttcatta tataatgagt
  3949921 gagcattcag tcaacagttt tttgttatac aacaacatat tttttcataa agctgtttat
  3949981 ttcggtgaaa ctataaagtg aaactttaat cagtagaagg tatttattcc ctactgatta
  3950041 ttagcctgca aataacagga taatatgaat gttttattta taaaaaacga atggtgaaaa
  3950101 gaccgtgaag gagggaattt gctcatgttc ttcttacctc tcttattaat aggtattgct
  3950161 ctctggatta taatcgatct ttcttatggg agaattgttc atttaaggcg tgtacgttct
  3950221 cgttctttcc ctttacgtca aagtgatttt cacctttata catacggaaa agatttgtat
  3950281 gacactctat ttactgatat aaaacaggcg aaacaccatg tgcatgtttt gttcttcatt
  3950341 gtaaaaaacg ataaaatcag ccgggaattt ttaaagttac ttattgataa ggcaaaggaa
  3950401 ggaattgaag taagactttt actcgataga ttgggaagcc atcatttatc aaacgaggcc
  3950461 attcgctccc tgcaaaaaca tggtgtctct ttttcatttt gtcacaaagt aaagtttcct
  3950521 tttcctttct tttctgcaaa tcaaagaaac catagaaaaa ttacagttat cgacgggaaa
  3950581 attggttaca ttgggggatt taatattggt gaagagtatt tgggacataa tgaacggtta
  3950641 ggattatgga gggactatca tttacgtctt acaggcgaag gagtacaaga tttacaaaag
  3950701 caatttttac atgactggtt tgatgataca aaccaaaatt tattggtcgc ttctctttat
  3950761 tttccgaaac agcaacccgg tactatccaa catcaattta ttccgactga tggtgcctat
  3950821 ttacaacata cttttttaca tttaattgaa ggggcaaaaa aggaactctt tatcggcaca
  3950881 ccctatttca ttcctggaag gaaaattatg aacgcattat tagaagcacg aaaacgcggg
  3950941 gttcaaatca cgattctcgt tccagaaaaa gcggatcatg cccttgttcg agaagcaaaa
  3951001 ttcccgtatt gccgaaagtt aatacaagct ggatgtaata tttacgcatt tcaacaaggt
  3951061 ttttttcacg ctaaagttat tatagttgat gactacattt gtgatatcgg aactgcaaac
  3951121 tttgatatga gaagtttata tattaaccat gaaattaact gccttttata tgataaacat
  3951181 tttatacaaa cagtaagaaa caaattccat aaggatctag gaaacgcatc attactttcc
  3951241 tttaaagatg ttagcccgca ttctcttatt gatagaggaa aagaatggat aggaacaata
  3951301 ctcgctttct tcctatagga aagataatgc ataaaggatg tgtattcatt atgattatgc
  3951361 ggttcggata tgtctcacat gcaatggcac tctgggactg ctctccggct aaaacgataa
  3951421 catttacaag ctttcaaaag ctcagtaaac aagagcgaga agataaatta tacgatgtta
  3951481 caaaacaaaa tcttgagcat acaatacgta ttctccatta caatatagct catgaaattc
  3951541 cgttatatcg cttgtcttct tccatcgtcc cacttgcaac acatcccgaa gtcgagtttg
  3951601 attatatcgg ggcatttaca ccgctttggc gtaaaattgg ggcattaatt aaagaacata
  3951661 atttaagaat aagttttcat ccaaatcaat ttacactatt tacaagcgac aaaccacata
  3951721 ttacgactaa cgctattaca gatatgacct atcattataa agtattagat gcaataggca
  3951781 ttgcagattc ttcttatatt aacatccatg taggtggggc ctacggaaat aaagaaaaag
  3951841 caatcgagcg tttccatgaa aacataaaaa aacttcctgc acatataaaa aagcaaatga
  3951901 cacttgaaaa tgatgataaa acatatacaa cagctgaaac gttatctatt tgccaaaaag
  3951961 aaaagatccc attcgtattt gattatcacc atcacatggc aaatctttgc gaggaaccgt
  3952021 tagaagagtt gcttcctgca atttttgaaa cttggtcaca tacaaatatc gttcctaaag
  3952081 ttcacatttc ctctcctaaa tcaaaaaaag aatttagggc tcacgcggaa tatattgatt
  3952141 tagaatttat taaacctttc ttacacgttg caaaaaaaat caatcataat ttcgatatta
  3952201 tgattgaaag taaacagaaa gatttagcga tgctgcaatt catacaggaa ttatcctcta
  3952261 taagagggat aaaaagaata agtagctcaa cattacaatg gtaaattgta atgttgagct
  3952321 atttttttca aaaaaagtaa ttttttagta aaaaacaccc tattttatat gctatgattg
  3952381 gaattagcat tttccacctg tgattcaact ttattgaaac ggagtcataa tatgattaat
  3952441 caaaaaaaat acgtacactt tgtcacgatg tacataatta tattttctct ttggatattt
  3952501 cttatcccta aggacttaaa tataaaagaa attggaattc tcttcttatt ttgtttcgct
  3952561 acactctttt cttgctattg cctatataaa gcaattaaga aaatgaagcg cggtgacaaa
  3952621 ttattttggg ttttagtact atgcacttgc ctatgtggat tgacaatgga gataactcta
  3952681 tttcttcatt cactttctat atatgaccaa gtcatattct catataaggc attgcccttt
  3952741 tttatcgtac aatatatttt gctcttttct ggctttgcta taaagttcat aaaacattac
  3952801 tctattagag gactagctca attttcattc gatagcatct ttatcgttat tatgaatatt
  3952861 tattttacct taacttttat tttggacatt tcaagctttc gtatgttaac aacggatact
  3952921 tgggttttaa ttggatattt tattgcacaa tcattagtaa tttacgccgt aattagtcta
  3952981 tatagaagag aagaatattc ttctagcaga atttcattaa ttatcggctt tactattata
  3953041 ctcgtgtacg gatatataca cctgtttcaa ttaaacgcag ggataaaacc ttcttctgaa
  3953101 gtctcttact taatacatac tgcttcaatt ttattaatcg gtttgtcgtc catactatat
  3953161 attttagata aaccaataca gcacgaaacg aaaacaaagt attatcgatt tgattatgtg
  3953221 cgcttcatat taccctattt tagtataatc attacttttt cttttattat ctttcaacct
  3953281 tgggatgata agttcatgtt aatcggtcta gtattatcac tcatcttatt attcttacga
  3953341 caactttata tgtggaaaga taatcaggca ctaatcgata catacgaaca gctgactaca
  3953401 caactagaag gcaaagtaga agaaggggca tctgcgttat caaagagtga acaacgttat
  3953461 aaatctttat tcgaagatca cccggatgct gttttctctt taaatatgta tggtattttc
  3953521 caacaatcta atacagcttg tgaaagctta tttactgcct actattgtga agtagaaagc
  3953581 tattctcttt tacactttat tgacccaaaa gaccatgatt tactacagaa agctttacaa
  3953641 ctaacgaaag aaggtagccc acaaacttta gaagttcgta caaaagaaaa agaaggttat
  3953701 tactattacc ttcacattac actcatccct actttcataa acaaagaagt tgtcgggatg
  3953761 ttcggtatag cacgtgatat tacaacttta tatgaaaaac aaaaacaagt agaacattta
  3953821 gcctttcatg atgcacttac cggattacca aatcgccgca agtttgaaaa agatttaaaa
  3953881 aatattttaa atacagctca ggctagcgca aatgatgttg ccgtcatgtt ccttgattta
  3953941 gatcgattca aaaaaattaa cgatagactc ggtcatggca tcggagactt attattaatt
  3954001 gaagtcgcaa aaaggttacg tggttgctta cgttcaaagg atgtcgttgc tcgtcaaggc
  3954061 ggagatgagt ttacaattct attaccagat atgtactcag aaaaaagtgc ggcttttata
  3954121 gctgaacaga ttttaaatat tttaaacaag ccattcttca ttaaagatga agaactgtct
  3954181 attacaccaa gtatcggaat tgcgatgtac cctgattgtg gaactgatgt aacagaatta
  3954241 atgaaaaatg ctgatatggc tatgtatcgc gcgaaagcaa atggaaaaaa ccgatttgtt
  3954301 ttcttctcaa aagaaatgag tatcgctcaa aatgagagta acttcttaga aggagaactt
  3954361 tcaaaagcat tacaacaaaa tgaatttttc cttgaatacc agccgcaagt aggcacaaaa
  3954421 acaaaacaaa ttatcggttt tgaagcatta attcgttgga agcatccaaa actcggcatc
  3954481 gtatctcctg cccaattcat tcctctagca gaggaaactg gatttattat tgaacttgga
  3954541 aattggattt tacgtactgc ttgcttagaa gcaaaaagat ggcataatca aggtttctct
  3954601 cacttaaaag tcggtgtgaa tttatctgtt gttcaattta accatgcaga tttaatccca
  3954661 actatttcaa aggttttaga agaaacagag ttaaaaccag aagcactaga tattgaaatt
  3954721 acagaaagta tcgccattaa tcaaaatcaa tctgtagttg caaaactaga acagcttcaa
  3954781 aacctcggta ttcaaatttc aattgatgac tttggaaccg gttatagttc tttagcttat
  3954841 ttaacaaaat atccaatcaa cacattaaaa attgctcgag aatttatttg cggaattaca
  3954901 actagccctt tagaggaagc gattatttct tccattatta cactatcaaa agaactaaat
  3954961 ttagaggtta ttgcagaagg tgtagagacc gaagaacaat ggaagttttt atatgaacaa
  3955021 aactgtgacc acattcaagg attctttatt agcaagcccg tttctagtaa agacgtttgg
  3955081 aggttactcc acaaaaaaac aaccgtctaa gtaagacggt tgtttttttt aatattcaaa
  3955141 aggtacatct gaagctaatt gtacttcttg atcattatga gaaattactt ggtttttctc
  3955201 taaagctgta tctcctaatg aaatacccca tgccattgct aacgttaaca gactaccaat
  3955261 aagtagtttt ttcatattcc atcacccgca ttttttcttt aaatatatca tgaaaattta
  3955321 tccacacctt atgcaattat gcatatttgc tttttaaatc ttttttattt cttcattctt
  3955381 tttataattg attcttttaa tgtatggttt cctaatatat cgaaaaagaa gtaagctttt
  3955441 tcgtaagcat cttcaatttc tgctctatca cactctagct tttctaggca ttcaactttt
  3955501 cgatagtata actgtccaat caatgtcata ctattaattt gacacgatag ttcaatagct
  3955561 ttatttgcat gacaaagcgc ttattcgtat tgattgtcca agtataatgc ttttgcatga
  3955621 ttatgtctca ccttcacatc aaactcttta ttatcatgta atacttctaa ttgctttaat
  3955681 atattttcat ataactcaat actcttctta aaatggccat tttcagcgta aatgtttgca
  3955741 attgcgtttt caatatacag gttctgatat acatctattc ctgccaattg ttgattgagc
  3955801 aatttcttta attctaaaat gcaatattcg taatcaattt ttttcaatat gtaagcagcc
  3955861 acatgatatt gccattgaag aaactgctga agctcaggat gatattcttc ttttttcaac
  3955921 tcattccata ctttattata aatttcttta tatttctttt gcttacaaag cataataatt
  3955981 cggtctttta gctgcttatt cctttcaatg tcagaataga taagtacctc ataaaaatgg
  3956041 ataatgggaa cttgtaactt tgctgcaata ccttgtaata tgtccatact tgggtatacc
  3956101 gcgcccgatt caattcggct cacttccgat tggtgacata tattctcgga taactgtttt
  3956161 tgtgttaatc ctctcatcac cctaattttc ttaatttcac ttcctaattt ttctgcgtgc
  3956221 atacttactc accatcccac tataacaatc taatttttcg agttgtcata ccactacaat
  3956281 aatgtgaatt cgacaatttt tgatatgaaa taatgcataa tatatataaa attcggcaaa
  3956341 tttttcatac aattcatccc acatacaata atagattagg agtattatat ataaattata
  3956401 gaaaacttgc ccatgctttc attacactcg gtctttttta tcctttatcg gcaaaagcta
  3956461 tccacaccca agaattagac aaaatgaagt aaaagttgaa attgctcagc ctagtttaac
  3956521 aatttggaaa ttaacacaac ctcaaaatga tacgaaagaa aatattgcaa aaaggtattt
  3956581 aaaaggtgag gtaaataggg ctagggctca acaagagcaa gtaacaactg aaaaaatgga
  3956641 gaatttcaac ctaccgataa agaaaatcaa accgaatttc atcttgcaca atcttacaaa
  3956701 aactataaag tatatggtca agatctcatt gtaaaagtag ataaaaatgg agtaattaca
  3956761 actgttagtg gtaaagttgt ccagaattca gaccaataac ctaatcttac tataacaaat
  3956821 tttttgtcga aaaatgaagt aaaatctaca tgacgccata caaccctaat taaggactat
  3956881 gtaactaaga cggaattaca agaaaaagaa gtttaccatt cataggtaaa cttcctttca
  3956941 tatccatccc ttttcttccg caattgtaat tgcctcaatt ctatttttcg catcaagctt
  3957001 cgttaatact tcagaaatat aattacgcac tgtaccaggt gaaagataaa gtgccttggc
  3957061 gatttcattt gccgtctttc cctctttcgc aagtagcaat acttcttttt cacgatctga
  3957121 taacggattt tgctcctgcc ataagccgaa cattaaatct tgagagatct ctcgttttcc
  3957181 tttcattaca ttacgaatcg atgcagctaa atcttcactt gggctatctt ttaataaata
  3957241 tccgtgcaca ccagctttca tcgcacgttc aaagtatcca gggcgcgcaa atgtcgttaa
  3957301 aatcattact ttgcacgctg acttttcttt ctttaacgtt tccgcaacat ctaacccgct
  3957361 ttgaattggc atttcaatat ccataatgct tacatcaggc tttaacgatt caattagttt
  3957421 tagtgcttct tccccgttcg cagcttgccc aattacttca atatcatctt ctaaatcaag
  3957481 cagggcccct aatgcaccac gaagcatccg ctgatcttct gcaataataa ttcgaatcat
  3957541 gccctcaccc catcttttcc tgttcgaata acaactggaa cttttactgt taatagtgtc
  3957601 cctggattaa tcatatccag ttcaacagat ccatcaataa gagcaatacg ctctttcata
  3957661 ccacgaatgc catttccatc atggttttga tctgctaagc caattccgtt atcttctacc
  3957721 gtcaaaatta attcgccttg tgattctagt acagaaactg tgcaacgcgt cgccttacta
  3957781 tgctttacaa cattcgtcac tgcctcacgt aaacacattc ctaaaatatt ttgttcaatt
  3957841 ggtgataaag aactcgcact cgtttcttgt ttaatctcta atctaatatt agcagcttgt
  3957901 aagattgctt ttatttgctc aagctcttct tctactgtaa tcatacgcat atcagaaatt
  3957961 aattccctta gctgctttaa agcagtgcga gatgtttgtg taatttcctt cgcttccgta
  3958021 cttgcacgct ccggattttt tacaattaac ttctccacga gctgactttt taaagtaatg
  3958081 agtgataatg tatgccctaa cgtatcatga agatctcttg caatccgctg ccgttcttca
  3958141 cgttttacta agtctttaat ttgctcattc gcttcattta attgatttct taacattttt
  3958201 ttctgattaa agttgcgcat accaaatggt gtaagaatca ttaaaataaa cattggaacg
  3958261 atatttacta aacttgtcgg tgttagttga ttcatattta caaatacaaa tgctccaagc
  3958321 attataacta acaaacatag taatacccga aatactttct tacttggtgc aaatcccatc
  3958381 gcacttgccg tgaaaaagcc aaagaatatc ataaaaggat tgtaaaataa agcaaataaa
  3958441 aagatgagta tcatttgaat acatgccaaa aaaataaacg ttctctgcac aaaataaagt
  3958501 tgacggtatg tgataataaa aattatcaac ataccgctcc caattataag cttccaccct
  3958561 gacgcctgca ctaaatggta aattggaaat aatagataaa cgaaccacat atacgggaag
  3958621 aaacccatat gtttcggaaa aatctcaatc ctcttcttct ctatcattta taccgcttcc
  3958681 tgtctttttc ttatatatat tgatattaca acaaatataa ggaaataacc tcctagtacc
  3958741 gcgatatttt cccatccaat tgattttcca gctacaatgt cccacgcacc acttccaaaa
  3958801 tgatatgtcg gtgtccattc accaattgtt ctcaatattt ttggaaatac ttcaatcggc
  3958861 atccatagcc caccaattac agctaaactc atatttaaaa tattcgctaa gccagcagct
  3958921 gcatctgcct tcttaataga gcctattact gttccaagtg ctaaaaatgg tgttacccct
  3958981 aacaataacc ataatccagc accaatccac tgccctaccg ttaactccac atgattaatt
  3959041 aatacccctg caataaagat aactaatatt gaaaaagcat ttactactgt ttgagcgatg
  3959101 atctttgctg ttaaatatgc accttctgga agcggtgtaa tttttaaaag atgtgtccat
  3959161 ccttgccctt tttcttgaga aattctaaca ccgaaactaa aaagtgccgt ccctacaata
  3959221 ctgaaggttg ccatcgaaat taaatagtgt gctttccatg catcaccgtt ttgcggcact
  3959281 tgaacaacat ttgtgaaaat atagtaaaac ataactggca ttaataatga gaaaaagata
  3959341 aacaatttat tacgaaatgt acgtaaaact tctattttgc actgcatcca taacgccctc
  3959401 atgcgatttc ctccttctga tttgcgacaa actgttcaaa tgcttcatca agacttccac
  3959461 gttcaacaga aacatctgtt acaggtaagt tcttttgata aattgctttt aacgttgcat
  3959521 ctgtatcttc agttgttaaa gtgaagtgcc cttcttttgc ttgtacttct gttacgtttg
  3959581 gtaattcttt tagtaatttt gccggtatac tttccttcga ataaaacgaa atcgtttttc
  3959641 gtgaaatcgt tgctttcatc tcatctggtg taccatctgc gataatcttt ccattcgcaa
  3959701 acagtaaaat acgatctgcc aatgcatctg cttcttctaa atagtgcgtt gttaaaataa
  3959761 ttgttttccc ttcacttact aattttcgaa ttgtttccca aaacgttctt cgagacgtaa
  3959821 tatccattcc aactgtcggc tcatctaaaa ataacaagtc tggatttcct gcaagtgcga
  3959881 gtgcaaagtt taaccttctt ttttgcccac ctgataattt ctcacatctt tgctttcgct
  3959941 ccaattctaa atttgataac tgtagtaacg tttctttcgc taccggattc gtataataac
  3960001 tacggaataa ttcaattgcc tcttccactg taatgctatc aatgacactt acttcctgta
  3960061 acatcgcacc taggctatta cgaacatctc tatgctttgg attctttcca aatatagaaa
  3960121 ccgttccttc cgtcggatcc tttaatccaa gcatcatcga catcgtcgtc gtttttcctg
  3960181 caccatttgg tccaagtagt gctacgattt ctcctttatt cacatgaaat gaaacgttat
  3960241 ttactgcttt tttatgttta aatgttttag aaacactatt tacttcaata atcttttcca
  3960301 tctctccacc cccgctgttt cttatattta cattgtaaac tttggaaaac ttaggaaaca
  3960361 gtacgatgcg tcatgacatc gatatgacat ttgtcatgta ttccatatga gacgaatcaa
  3960421 cccgcatact gcaagcgagt agcaggacga aaataaacat gatacaatcg ggtaagatat
  3960481 atattcgagg aaggacagtg gttttcatga ttattcgtaa tgaacaagat ttagaaggct
  3960541 tacgaaaaat cggccgcatc gttgcgcttg cacgtgaaga aatgaaaaaa gaagcgaagc
  3960601 caggtatgac aacgaaagag cttgatttga tcggtaaaaa agtattagat gagcatggtg
  3960661 caatttctgc acctgaaaaa gaatatgatt tccctggtgt aacttgcatc agtgtaaacg
  3960721 aagaagttgc tcacggtatt ccaggtgatc gcgtattaaa agaaggcgac cttgtaaatg
  3960781 tcgacgtatc tgcagcactt gatggttatt atgcagatac aggtatttca tttgtacttg
  3960841 gagaagatga agcaaaagaa aagctttgcc aagcagctgt tgatgccttt tgggcagcaa
  3960901 tgaaaaaagt gaaagctggt tcaaaacaaa accaaattgg tcgtgctgtt tcaaactttg
  3960961 cacataaaaa tggatacaat gttattcaaa atttaactgg tcacggtatt ggtcttagct
  3961021 tacatgaagc accaaaccat attttaagtt actttgaccc aatggataat gcgcttctaa
  3961081 aagacggtct tgttatcgct gtagaaccat ttatttctat gaaagctgat cacattatcg
  3961141 aacgtggcga tgatggttgg acattcgtta cacctgataa aagtcttgtt gcacaatgtg
  3961201 aacatacagt tgtcgtaact cgcggcgagc cgattatttt aacagaaata taaaattaaa
  3961261 aatgaccgtt ttttagaatt tttctactaa aacggtcatt tttaattttt ggaaaatatt
  3961321 tgttaaaccg ctgttgaact ctttatcatt taagtatata atctttagcg aaggttattc
  3961381 ataatcatct ttaagagaag ataacactat tatcaaaaga gataccttct tttttcttat
  3961441 gtaaaacagc ttcaaaaatg accgcagtaa tgatttagcc gaatattata aataacttat
  3961501 attccactaa atccgaaaag gaactgtacc atcttaactt cggtccacaa attgtacaac
  3961561 tctctctagg cagaaagtta attttcataa atgtaataag tgacattctt aagatacaat
  3961621 tatctcaatt tcatattaca taaatgaata ttttcaaagt gcatattgtc ttcaccctaa
  3961681 ccaaaatcaa ccctattcag attttttcca cataatttta aaacaaaaaa caaactttta
  3961741 acttgggata cattactttg gttagcatgt atcgtaaaac ctacctttat gactatccag
  3961801 ttcataacac attcacaaga aaatgctctt gtatataaag gtctgatatc gttcctttta
  3961861 tcagcatact ttcgacattt tttgtcgaat tatgtatatt ccagattttt acgttacttt
  3961921 atatatgcct ttaattaaac atctattctg tcagagaacg tacatagaaa cggagggata
  3961981 gtagcaacaa atactttata ataattaact tttttatatt ccatttgttc atgtggaata
  3962041 tattcctcag tgaacaaatg aatgttcaaa ggaggcaaaa tgaaaaaact tttcaatata
  3962101 tgtttaattg tatttgtact attttcacag tttattagtt tcccgtacaa tcaggcaaaa
  3962161 gctgagactt taaaggaaac ttcattattt gacactgttg agatgaaaga tgcaacggat
  3962221 cagattattg acgaagcaaa aaatcctaac aacttaataa agataggatc aaccattcaa
  3962281 gtagaatatg cttggtcaat aaaggatcaa caagttgtac atgcaaacga tacagcagta
  3962341 cttcaaatac cacttgcatt aaaagtatct aaagatttac aaggagattt agtaacagat
  3962401 caaaaaaata ttggtcaata ttttataaca gctaaagata ataaattaaa actaatattt
  3962461 aatgatcaag tagaaaattc gaaagacgct aaaggaaaaa ttaaaattga tactgtgttt
  3962521 aacccaactt taaagactga agaaaaatca gttcaaatcg cttttccttt aggaacactg
  3962581 gttcagccta taacagttcc tattcaagta gaagattcta aagaagatgg aaccaaacag
  3962641 gatactaata aacaagtgca agatcaagta gctaaaccta ctactgataa tccggaacaa
  3962701 aatccagcaa ctaaacctgc tactgacaat ccggaacaaa attcagcaac taaacctgct
  3962761 actgacaatc cggaacaaaa tccagcaact aaacctgcta ctgacaatcc ggaacaaaat
  3962821 ccagcaacta aacctgctac tgataatccg gaacaaaatc cagcaactaa acctgctgct
  3962881 gataacccag aacaaaatct agcaagcgat cctgctgaga ttacaaattc aggtccaaag
  3962941 caaataacaa caaacatttt aacgggtgta aagttgacgg acaaagacgg aaaaccattt
  3963001 acagaggata accgtccaag tacagattcc cctgccaata ttgagtttac atgggaactt
  3963061 ttaaaatcaa tgaatgtgaa aagcggagat tactatattt ttgatcttcc taaacatttt
  3963121 aagatttaca atacaattaa cagcccttta tacgatagtg aaaacaatcc aattggtaat
  3963181 tttactgtta caaaagatgg aaaagtcaca atgacattca acgattatgt tgaagaacat
  3963241 ccagatgttg ttggtaacct acaattaaag acagaattta ataaagctga aattaagggt
  3963301 acaacaacac aggaaattcc tttcccaatt aaagataaag atgtttctat tacagttgac
  3963361 tttaaaccta atgtacaaac ggctacaaat aaaaaagggt tacctgatag accaattaat
  3963421 acaaatgaga ttaattggac agtagagatg aacaaaacga aagacaccct taaaaacgct
  3963481 gtttttaaag ataacatccc acaaggtaca agtttaaata aggattctat taaagtttat
  3963541 tatttagaag ttgatgttaa cgggaatgca acacgtggtc aagaagctga tccagcagat
  3963601 tacaaaatta tttcatcaga tggttcaaaa ttggagattg cttttaaaga ttctattaaa
  3963661 aaagcatatc aaatcgaata tgtcacaaaa atcactgatg aaaacgtaaa aagcttccaa
  3963721 aataacgtta cgataacaag tgataatcaa gggcaacaaa aagcaagctc tactgtaaca
  3963781 gtctctcgtg gtacacattt aaacaaaaca agtaaatatg atccaaagac ccaaacaatt
  3963841 gaatggacga ttacttacaa cggtgatcaa agaaatatca aaaaaaacag atgcactttt
  3963901 aaaagatatt tttgacgata cacatgaatt agatgtaaat tctatcgttg tgaaaaacgc
  3963961 ttcatacgac gataaaggaa ggcttgtaac aggagacact gttaataatt acactgtaac
  3964021 taacaagaag aatggattcg acttacagtt taatgaagat attaatagtg cgtatgtaat
  3964081 tacctataaa acaaagccaa ctaataatgt cataaaagat ggaaaaataa agaatacagt
  3964141 tacagctgat aatggctcaa gtaaagaaaa tgaggctggt ttccagcagc aaaatattat
  3964201 taaatctaat aataaagctg aaacaaacta taaagacaaa acaacaacct ggacaattac
  3964261 ggtaaataat aacaactatc cattaaacaa cgcgatcatt acggatacct ttgaccacgg
  3964321 tggattacaa ttaaaagata aaaaactaga aattaaagac ggagattata cccttcaggc
  3964381 tgagactgat tatgttttag atgtaacaga taaaggtttc aaaattaccc ttataggtac
  3964441 atatcagtct aatatgacaa agacattaat cgtaaaatat acgacagact ttgactatac
  3964501 aaaactagaa agtggtaaaa cttcatttaa aaatacaggt aacctatctt ggatagatgc
  3964561 agggtccaat ccacaatcaa ataaagttga agcagacttt gatcctgata ctttcacaaa
  3964621 ggcaaatggc tataaatacg gttcttataa cgcccaaacg aaagaaatca cttggataat
  3964681 aggttttaat tataataatg ttgagattaa agatccctat gttatagacg taatacaaga
  3964741 taaacaaaag ttagtaccag gatccattga agtgcgccat atgattttaa atggaagtcc
  3964801 ggataatgca agacctggtg atgctgtacc aattgagcag tatgaacttg aagaacctac
  3964861 agataaaaat aaaaacaccc tacaggttca tttcaagcaa tcaattaatt caccttacta
  3964921 tattatcttt aaaacaagcc ttgatggtga acttatccaa aacacctaca aaaacgaggc
  3964981 agagttaaaa gatggctcta aaattgtaaa cactcttaaa ggtgacgctc aagtaaataa
  3965041 aggtggcagt ttcgttacta aaaaagcggt gcaagatgac aactatatta attggagtat
  3965101 tgcaattaac gaaagccaat cgaccattgc agacgcagtt gtaacagacg atccaacaga
  3965161 caatcaagta cttgtggaag attcattcca cttatatcct acaactgtcg attactatgg
  3965221 aaatgtaaca aaagatacag caaatgaatt aaaacaagga acagactata agttaacgat
  3965281 cacaacagac aataataccg gaaagcaaca tttcgaaatt gccttcttga aaaaaattga
  3965341 tcgagcttat attttagaat atcgctcact tattaatgca gacgataaag aaaaagtgag
  3965401 taataaagca aaaatcgctg gcaatcagtt aacagttaag aatacagaaa ctgttgaaac
  3965461 gattgaagtg agaatgtctt ccggttcagg tggaggatct gctactaatg ggcgcggaaa
  3965521 ccttgaaatt ataaaggtag ataacgacaa taagaaagta ccattgtccg gagcagaatt
  3965581 tactttatat gatcgtacag gaaaaaccgt tatccgcaaa ataacaacag acaaagatgg
  3965641 tattgctaag tttaataact taaagcgtga taaatattta ttaaaagaaa caaaagctcc
  3965701 tgagggctat gtaattagct gggatttaaa acagggaaaa attgttgaac ttggttcaca
  3965761 agagactaca acatataaac ttgcaaataa gaaatttgtc ggtaaagtag ttttaacaaa
  3965821 gtctgatgac ctgaataaaa acgtaacact gcaaggtgcc gttttcacac tacttgataa
  3965881 agataaaaaa ataatttcag aacacgaaaa attaacaaca aatgatcaag gacaaattac
  3965941 tgtagataat ttaaaaccag gaacttacta cttacaagaa acaaccgctc ctgagcacta
  3966001 taaattagac agtacaccta ttcaattcac aatcaaagaa gatcaaacaa cagtaataaa
  3966061 ccgaactgca acaaacagtt tgattccagg atcggccatt ttaacaaaag tcgataaaga
  3966121 tggaaaaact ttagcaggtg cggagtttag tgtacgcgat cgacataaca atgtaattcg
  3966181 tggatatgaa aaattaacga caaatgatca aggacaaatc gaagcaacaa atttacgtcc
  3966241 tggagactat caatttgttg aagaaaaagc tcctaaagat tacgacatag ataaaacacc
  3966301 aattgagttt acaattgtaa aaagtcaaaa gaaagcagtt actgttactg cgacaaatca
  3966361 cctcattaaa ggtggcgtca ctttaacaaa aactgatgat atcgatggta cagctcttgc
  3966421 aggtgctata tttaaaattg tcgatgctaa tgatgaaaag aaagtcattc gcgaaaatgt
  3966481 aaaaactggt gcggatggta aagtaactgt taaagacttg gagcctggta cgtataaatt
  3966541 tattgaaaca gaagctccta aggattatgt gttaaatgca aatcctatcg agtttacaat
  3966601 cgataaaagc caacagtctt ttgctactgt tacggcaaca aacagtttaa aaacaggaga
  3966661 agttgaatta ttaaaagttg atgaattcgg tgataaaaaa cctctaaaag gtgccgtatt
  3966721 taaaattgtt gatgtaaata ataatgatgt tcgtactgat ctaactacag atgctgatgg
  3966781 aaaaacaaaa gctgataagc tacgtcctgg tacgtataaa tttattgaaa cagctgctcc
  3966841 tgaacattac gttttacgag cagaacctat tgaatttaca atcgatagaa gtcagaaaga
  3966901 aaccctactt gtgaaagctg aaaatgcttt aaaaccaggc gatgttgaat taacgaaagt
  3966961 tgatgatatc gatggtacag ctcttgcagg tgctgtattt aaaattgttg atgctaatga
  3967021 tgaaaagaaa gtcattcgcg aaaatgtaaa aactggtgcg gatggtaaag ctatcgctac
  3967081 tggcttacgc cctggcaatt ataaatttat cgaagtatta cgataagaat acaagtccaa
  3967141 tcaagttcac aattacagaa agtcaaacaa cgtcagctac tgttactgct aaaaacagct
  3967201 taacaaaagg cggtattgaa ttaacaaaag tgaatgctgc agatgaaaag gaaacacttg
  3967261 aaggtgcagt atttaaaatc gttaatagag atacgaatga agatgctcgt acgaaccttg
  3967321 ttacgaatag tgaaggaaag ttagttgtag acgacttacg tcctggtaac tataaactta
  3967381 tcgaaacaaa ggctccaact tattatgatg taaatgtaga accaattgaa tttacaatcg
  3967441 aaaaaggaca acaaacactt cttccactta catttaaaaa tagtttaacg aaaggaaaag
  3967501 ttaaacttat taaagaagat gatgtggaga gtagtatcgc tcttgctgga gcagtgttca
  3967561 cattacaaga cgcaaacggt acagaaattg cgaaagattt aaaaacagat gagcacggag
  3967621 tactagttat tcctgactta gcaccaggag attaccaatt tattgaaaca gccgctcctg
  3967681 aacattataa attagatcaa acacctatta agttcacaat cgaaagaagt caaacgaaac
  3967741 atgtcttcgt tacagctact aacagcttaa cgaaaggtag tgtggagtta attaaagttg
  3967801 atgatgttga agaaaacaca acactcgagg gtgctgtatt taaaattgtt aataaggatg
  3967861 gacacgatgt ccgtactgat ttaactactg ataaaaacgg ccgtttagtt gttgatgaat
  3967921 taccacctgg agactatgag tttatcgaaa caaaagctcc tactcattat gacttaaacg
  3967981 aaacacctat taagttcaca gttaaaaaag gacaagaaaa aatcgcttcc gttactgcta
  3968041 cgaatagctt aacgaaaggc gctgtggaac tttctaaagt agatgacatt gacggttcca
  3968101 ctcttaaaga tgcagtattt aaaatcgtgg atatgaacgg caatgacgtt cgcactgatt
  3968161 taactactaa taaagatggc aaaatctctg tttctgattt acggccgggt gactatcagt
  3968221 tcgttgaaac gaaagctcct actcattacg acttaaatca aactcctatc aactttactg
  3968281 ttgaaaagag tcaaaccgct acagcttctg ttaccgctaa gaatagctta acgaaaggcg
  3968341 ctgtggaatt aacgaaagtt gatgacatcg acgggactac tcttgaagga gctatcttta
  3968401 aaattgttga tcaaaatggc aatgatgttc gcactgattt aactactgat aaagatggca
  3968461 aaatctctgt ttctgattta cggccgggtg actatcagtt cgttgaaacg aaagctccta
  3968521 ctcattacga cttaaatcaa actcctatca actttactgt tgaaaagagt caaaccgcta
  3968581 cagcttctgt tactgctaca aatagcttaa cgaagggcgc tgtggaatta acgaaagttg
  3968641 atgacatcga cggggctact cttgaaggag cagtatttaa aatcgtggat atgaacggca
  3968701 atgacgttcg cactgattta actactgata aagatggcaa aatctctgtt tctgatttac
  3968761 gtccgggtga ctatcagttc atcgaaacga aagctcctaa gcattatgac ttaaatcaaa
  3968821 accctatcaa ctttactgtt gaaaagagtc aaaccgctac agcttctgtt actgctacaa
  3968881 atagcttaac gaaaggtgct gtagaattaa tgaaagtcga tgatattgac ggaactactc
  3968941 ttgaaggggc tatctttaaa attgttgatt ctaacggaca tgatgttcgc gctgatttaa
  3969001 ctactgataa agatggcaaa atttctgttt ctgatttacg tccaggagac tatcagttta
  3969061 ttgaaacaaa agctcctact ggatacgatt taaacgctaa gccaattcct ttcactatta
  3969121 cgaaaggaca atctcaagtt acttctgtga ctgctttaaa tagtttaaca acaggttcga
  3969181 tggagttaac taaagttgat attgatcata acggaacact tgaaggtgcc attttcaata
  3969241 ttttagatca agatggaaaa gtagtacgag aaggcttaaa aacagatggg catggtaaat
  3969301 taatcgtaaa tgatttgaaa cctggtaatt atcaactagt ggaaacaaag gctcctgaag
  3969361 gctatcaatt agatgcatca ccaataagct ttactattga aaaagcccaa gcttcaccac
  3969421 tacaaattac agtttcaaat aaaaaggttg agtcttcatc aggcggggat aataaaccaa
  3969481 ttactcctcc gaataaagaa gaaaaaccag gtaaggaaac ttccgaagaa ctagaaaacg
  3969541 gaaatcctaa aacacagaca aacaaacagc aagatgaccg aaatacaggt aaagaacttc
  3969601 caaatacagg tcacaaaaat gattctaccc aaacagtcgg tatcattctt ctattagctg
  3969661 gattgttaag tgttttagct acaaaacgaa aaaaatatta ttaatagttt ttacacccaa
  3969721 tcaagtgaac atttgattgg gtgttttttt atacaaaaaa gaacgatata tagcgtatcg
  3969781 ttcttttaac ggggtgaggc tgtccaaaag tacggaaaac ctttgaacag cctcgtattt
  3969841 tcatatggat gccttacata tatcactgat gataattatg aaatgcggaa acatatttat
  3969901 catcacatga ttcaaacatg agaaaagaaa ccctacagtg gattcttttc tctacataat
  3969961 ctaaagtttg ggtacactag attcatgcaa tgtaggagct ttccaagtag aaagcgaacc
  3970021 ttcatttaag atgatagcat acatatctcc accaaacata tgcaaatatg catatgtttt
  3970081 tttatttctc aatgtcagaa tattgaaaaa ttaaaaatat aaaggtaaaa tgaagtcgtt
  3970141 atccgtcttc ttttgtcagt cagagagaat agaagaatag gagaggaaaa aatgaaaaaa
  3970201 tctttgaaac aaaaaatagt aagctccttg cttgctgtat cactcgctgt tagcttagct
  3970261 ccgattggac aagctaacgc tgattccacg tcagaaatca agcagacttc atctatcaca
  3970321 aaacaagttg atgcaagccg cgctatcgaa cacatccgtt tcttatccga aacaattggt
  3970381 cctcgacctg gtgggacaaa atcagaagaa tgggcttctc gctacgttgg tatgcagctt
  3970441 aaatcaatgg gctacgaagt agaatatcaa ccatttcaag tgccggatca atacgttgga
  3970501 tttattgaat caccattatc cacaaagcgt aattggcaaa ctggtgctgc ccctaatgca
  3970561 ctaatttcta cagaatctgt tacagctcct cttatctttg ttcaaggtgg gacaaaatta
  3970621 gaggatatcc caaatgaagt aaatggaaaa attgttctat tcgaaagagg aacaacagta
  3970681 gctgactata ataaacaagt tgaaaatgct gttagcaaag gagcaaaagg tgttctttta
  3970741 tacagtttaa ttggtggacg tggaaactac ggacaaactt tcaatccccg cctaacgaaa
  3970801 aagcaatcta tccctgtctt tggtcttgct tatgcgcaag gaaatgcatt taaagaagaa
  3970861 atcgctaaaa aaggaacaac aattctttcc ctaaaagcga gacatgaatc taatttaaca
  3970921 tcattaaacg tcatcgctaa aaagaaacca aaaaacagta caggtaatga aaaagctgtc
  3970981 gttgtaagct cacactacga tagtgtcgtt ggagcacctg gagcaaatga taatgcttct
  3971041 ggtacaggat tagtattaga attagctcgt gcttttcaaa atgtagaaac tgataaagaa
  3971101 attcgtttta ttgcttttgg ttctgaagag actggcttac ttggctccga ttattacgtt
  3971161 aatagcttat ccccaaaaga acgcgatcga attttaggtg tctttaacgc agacatggtc
  3971221 gcaacaaatt acgataaagc aaagaattta tatgctatga tgcctaacgg ttctccaaac
  3971281 cttgtaacag acgcagcctt acaagcaggt aaacaattaa ataatgacct cgttctgcaa
  3971341 gggaaatttg gctctagtga tcacgtaccg tttgctgaag ttggtattcc tgcggctcta
  3971401 tttatttgga tgggtgtcga tagttggaat ccattaatct accatatcga aaaggtatat
  3971461 cacacacctc aagataacgt atttgagaat atttcacctg aacgtatgaa aatggcacta
  3971521 gaagtaatcg gaactggtgt ttataacact cttcaacaat ctgttacgca aacagaacag
  3971581 aaagctgctt aatcattttt gaaagaccac tgataaaaat cagtggtctt ttattgagaa
  3971641 aaaatatata tgcataaaag catattttct cctcctcatt atcgtataca atattaactg
  3971701 taacgacaat gattacaact aataaggagg attttctact atgaaaaaaa tgattttagc
  3971761 tggtgcgtta actttagcag gaattactgg tgctaccgcg tttattactg aaacaaaggt
  3971821 tgctgccgct actcaagaac aaaagtttac aaaattttat tctttgcaaa ctgggggtag
  3971881 ttctgagcaa gaacctattt tccttcaaaa gggacaagag ttaacaattc aacctaacag
  3971941 caaaactcct agttacagtg tttatgactc aaatcataat cttattggac gttattctga
  3972001 tggttacggc cgcattttca ctgcaaaaac agatggaaat atgtacgttc aatttcatgc
  3972061 accttacgtt tactatagtc ctgtgagctt ttctgttact tatactattc aatagaaaag
  3972121 ggccctttac agggcctctt ttatttctct tgccaattca cttttacaaa tccatctttt
  3972181 acttttaatc cacttatatt caatacatat tcttcatttg ctttcaacgt aactgtaaaa
  3972241 gtaccttttt tcgattcaca gatttccttt aattcactta taccttctcc ttgtctttca
  3972301 tacaagctaa agcataagtt ccctcttttt gcatctgtct cataagaaaa tgtcatttct
  3972361 gtatccttat catactgaag ttcaatatct ttaccggcaa tatcccatga tgagaatttc
  3972421 gcctcgtaac ctgtctcccc ttgcttctca ttttctaaat atatatctcc tgctctccac
  3972481 gcatcatcta acgtttgtgc aaaagtaaaa ccactaagta atacaaacat tgtacttgcc
  3972541 aatatcgcaa ctaatgttac tttctgtttt ttaacaaaat tcatcttata ttctccttca
  3972601 actttctttt tacttcttct taccatatat aataaaaacc cgaaaaagaa tggcaatata
  3972661 accgctaaaa cactccatcc tttactcatt tgatgtactt tagcatctgt atatacccat
  3972721 gatgcaacac atattaaaag tgctataaaa gctaaaaaca ttgtcactcc agctacttca
  3972781 aatattacaa actgattagc gaactctttc atgtaattta tactccttct ttaaaaatga
  3972841 ctgtattaca acatatatcg gaatgtatac gtgcatcata ataacaactg ctataataat
  3972901 tggaatttta ttatctaaat gagtaacaaa ctgttctata acaactgtta ataaaacaat
  3972961 ccaaataacg tgaatacaaa tcatccatct cttctctaac ttctgagctt ttcgcacgcc
  3973021 ctgcttcgtg ttatctatca gctcttcgct tggaattatc tcttctgcta agctactctt
  3973081 tatcttctgt tcaaacttat cttccttcat gaacaaaccc ctccaaatgt tctcgcattt
  3973141 gcttcttggc ataattaaga cggtatttca ccgtaccaat tggtatattt aatatttcac
  3973201 tcatttcttt gtaagaatat tgttcataat agtagagtac gagcactgtt ttatattttt
  3973261 cgtttaataa ctgtataact tctcgtatca tttctgcttc gactttttga atgaattctt
  3973321 ctgatatatt cacatcatct gcaaactcta tttctccacc atcttcttta tgaaataaat
  3973381 ccaatacacg atctttccac cttttctttt tgctataaaa atcataaaat gtacgaacac
  3973441 aaatcgtagt aatccacttt ttataattct ccacgtaaga aagttggtgc cgcgatgaaa
  3973501 aaacttttat ccatgtctct tgaaaaatat cttccgcgtc ttctttcgtc ttcgctaact
  3973561 tatagcataa ggaatatatt tgctgcttat atatatcaat taattcttct accttttctt
  3973621 ccatctgaaa cctcctgtca tttatataag acgacgcaaa ttctcctttt gtttgataaa
  3973681 attttatttt tttattattt ccatacaaaa aggcaatcac aatatcgtgt gattgccttt
  3973741 tactgaaagc gaaaagccgc ttccgctttt ctttatgtcc agctctgcct cctagcccct
  3973801 cctgtctaag aaccttcccc acgagaagat aaaatgcatc ttctgtggga aagaacctta
  3973861 gccttcggga ctaaacagtc ggctccgctt ttcttaattg tccagctcca gcggctagaa
  3973921 tactcggtgg cttcgcgcct tcctccgagg caaagtacgc ctctctgtca ggagctccat
  3973981 ccccctccta ttctgaacga gccgcttccg cttttcttaa ttacattttt tctggtgcag
  3974041 atactcctac gattgctaat gcgttttgaa gcgtagtgcg tactgctttc attaactcat
  3974101 aacgagcttt acttaattct aagttatctt ggtttaatac tttttctgca ttgtagaagc
  3974161 tgtgtaatgt tgccgctaat tcaaatgcat aatttgtaat acggtgtggc agacgttttt
  3974221 gtgctgcatc cgcaactact gctgggaatt caccaagttt tttcagtaat tctacttctt
  3974281 tctcagaagt aacaagtttg tagttcacat ctccgcctgt agctaatcct aattcttcac
  3974341 cttgacgaag gatactgcat acacgagcat gagcgtattg tgcatagtat actgggtttt
  3974401 cattagattt tgatacagct aagtccatat cgaaatctaa atgagaatcg ccgctacgca
  3974461 ttgcgaagaa gtaacgcatt gcgtccacgc ctacttcttc cataagctca cgaagtgtaa
  3974521 ctgctttacc tgtacgttta ctcatcttca ttttttcacc gttttggtat agttgtacca
  3974581 tttggatgat ttctacttca agtgtttctt tatcgtaacc tagcgcttga atagcagctt
  3974641 tcatacgagg aatgtaaccg tggtggtcag caccccaaat gttgattaac ttatcgaaac
  3974701 cacgctctaa tttatcacgg tgatatgcga tatctggcgt taagtatgtg taagaaccgt
  3974761 cgtttttaat taatacacgg tttttgtcat cgccgtaagt cattgaacgg aaccaagttg
  3974821 caccgtcttc ttcaaagatt tcatcgcgct cttttaatac agcaagagct tgatcgattt
  3974881 ttccgttttt gtataatgat gtttctgaga accatacatc aaatttaaca cggaagcttt
  3974941 ctaagtcttt ttgaagcttt gctaactcat attttaaacc gtactcacgg tagaattcat
  3975001 agctttcttt ttcatcagct ttcgcataac gatcgccaaa ctcttctgct aaacgtttac
  3975061 cgattccaat gatgtccgca ccatggtatc cgtcttctgg catttctttc tctaagccta
  3975121 aagcttgcat gtaacgagct tcaacagaaa gagctaagtt atgaatttgg ttaccagcgt
  3975181 cattaatgta gtactcacga gatacatcgt atcctgcttt tgctaataga ttacataaag
  3975241 tgtcacctac tgcagcacca cgtgcatgtc ctaagtgaag gtcacctgtt ggattcgcag
  3975301 atacgaactc aacttgtact ttttcacctt taccagtatt cgtttcacca taagcttcac
  3975361 cagcattaac gattgttggg attaagtctg ttaagtagct attatccatg tagaagttaa
  3975421 tgaaaccagg acctgcgatt tcaatctttt cagtagaagc ttttgcttta tcgaagtttg
  3975481 caactaattc ttctgcaatc atacgaggtg cttttttcgc aacgcgtgca agttgcattg
  3975541 ccatatttgt agagaagtca ccatttgttt tatcttttgg agattctaat actacgtttg
  3975601 gaatctgttc ttctgtcgct aattctgcct ttaatacagc agcttgaatt tcttctttaa
  3975661 ttaatccttt tacttgttct aaagaattca ttattttgcc tccttcaaat taatcgtaat
  3975721 tgtatatctg ccagcttctt gttcacttag aagcaatgcg tacgttaaga agagttgtcc
  3975781 ttttttcttt tcatccgacc atttaaaaag aacgttatca gttttcgttt gcaatgcaaa
  3975841 cgtaccaagt tcactcgtat acgtaccagt tgtccattca cctttcacat gcgtctgacg
  3975901 catcgaaaca gcacctgaac gcataataag aacttgttca tcttgaattt taataattgt
  3975961 tttcacttcg ccttgttcgt tcggctcttg gaatgttaca tatgtacctt gaccttttac
  3976021 atagtattga ccatttgctt caaaagcaac ggtttccttc ctcgcccctt cacggatttc
  3976081 tgttacgaaa tgaacgtgta ccggcaagcc tgcaagttgt ttctccacgt cttgcacacc
  3976141 tttcaaatgt tatagatatt aaatactact tataataaat cacttttcct atcatatcaa
  3976201 aaaaaacctc tgtctgtctg ctgaaaaatc aggaaaactc catttcaaaa aataattcac
  3976261 tttcacttta tttcatatgc taaaatattt tttaagtcta aatattcttt catttaaaga
  3976321 ggtgaaatag atgctaccaa caaaattaaa aaagggtgat gaaattagag ttatttcacc
  3976381 atcctgtagt ttaagtattg tctcaactga aaacaggagg cttgctgtaa aaagattaac
  3976441 cgaactcggc tttcacgtta cattctcaac acatgctgaa gaaatagatc gattcgcttc
  3976501 ctcttctatt tcttcacgcg ttcaagacct ccacgaagca tttagagatc caaatgtcaa
  3976561 agccattttg acgacacttg gcggatacaa ctctaatggt ttattaaaat atctcgatta
  3976621 cgatttaatt cgtgaaaatc cgaaattttt ctgtggttat tcagatatta ctgctttaaa
  3976681 taatgcaatt tacactaaaa caggacttgt tacatattca ggcccccatt tctcttcatt
  3976741 tggaatggag aaaggactcg agtatacaac cgattacttt ttacaatgct taacttctaa
  3976801 taagcctatt gaagtcctgc catctgaaac atggagcgat gattcttggt atatagatca
  3976861 agaaaatcga aaatttatta aaaatgaagg atacgtttcg attcacgaag gagaagctac
  3976921 tggagatatt atcggtggta atatgagcac attgaactta ctgcaaggta catcatatat
  3976981 gccaaactta aaggataaaa ttttatttct tgaagaggat agtttaactg gaacatctac
  3977041 tcttaaaact tttgatcgct atttacactc tcttatgcag caacaaaatt ttaaacatgt
  3977101 aaaaggcatc gttataggaa agatgcaaaa aggcgcagaa tgtacgatag aagacattca
  3977161 agaaatgatt gcttcaaagc ctgaactggc acatatccct atcattgcaa atgcaagttt
  3977221 cggtcataca accccgattt ttactttccc aattggcgga cgtgcaacaa tcatttctag
  3977281 taaagaaaag acatctatca ctattttaac gcactaaaaa aggagcgaat gagtcgctcc
  3977341 ttttatcgtt tttctatttt ttccaacgct ttttgcggaa ttgactcttt cgggatttca
  3977401 gcccatcctt ttccttgcat accttttgca taaattttta taaaagcacc cgtatgcaat
  3977461 tcacggttca tcattctttt cacaacttgt aactttccgt cttctgtata tcctttaaat
  3977521 gtatacaaat actctccgtc ttttttctca cctttatcta taaccgcata ataatcttgt
  3977581 atttctttat ttgaaaagaa gttgtctaca aaagcatgta caccttctgt ttttgtgttc
  3977641 aaataatacg ctgttccacc tagaataatg gcgaatacaa ctaaaacttt aattaccaat
  3977701 ttcatatatg agcctcctgt ttgcacttct ttttccctag tcatatatct gtacttgtat
  3977761 tatacgaaaa atgacatact atactctatc taaacacctt acactttcct tacattattg
  3977821 taaggcatct tcaccttatg gcaatttccc aataaaaaat ttttccgttt catgaacttt
  3977881 tatattatta ttgaatgata caaattttta ttacaaaaat caaaggagac agttttcaaa
  3977941 tggctatctt gcaaggttta gcactattac ttgttgtact ttgtctattt acacttttta
  3978001 gttaccgtgc tccttacggc atgaaagcaa tgggtgcttt agctaatgca gcaatcgcaa
  3978061 gttttcttat tgaagcattt caccgttata tcggtggaga aatgtttcat aataaatttt
  3978121 tacaatcagt aggagaagct tctggtagta tgagcggtgt ggcagcggca attttagtcg
  3978181 cactagcaat cggtgtttca cccgtatatg ctgttttaat tggtatcgct actagtggat
  3978241 tcggtatttt accaggattt ttcgctggat acgtttgcgc tttcgtcgtg aaatttcttg
  3978301 aaaagaaatt accagctggt gtagagtttt tagcaatttt atttattgct gcaccaatct
  3978361 cacgcggaat ggcaatgctt atggatccgc tcgtaaacgc aacgctcggt aaaatcggtt
  3978421 ctatgatttc agttgcaact acagaaagtc ctatcattat gggtattatg cttggtggat
  3978481 taatcacagt tatttctacc tctccactga gttctatggc actaactgca atgctcgcat
  3978541 taacaggttt accaatggca attggtagtc ttgccgtagc agcctcagct ccaatgaact
  3978601 ttattttctt taagcgacta aaaatttgct caaaaaaaga cacaatcgct gtagcaatcg
  3978661 agcctttaac acaagccgat gttgtttcag caaatccaat tccaatttat gcaacaaact
  3978721 tcgttggcgg tgcacttgct ggtattatta catctctgtt ccagctcgtt aataacgcac
  3978781 caggaacagc atcaccaatc ccaggacttc ttgtcttatt cgggtttaat gacgttgtaa
  3978841 aagtaacgat tgccgctgta ttatgtggaa tcgttaccac tattgttggg tacatcggat
  3978901 caatcttgtt ccgtaaatac ccaattcgtt ctgctgatga aattcgcggc atttcttcgg
  3978961 aagagaaggt tgcataagaa aaagagctat tctcatcgtt tgagaatagc tcttttttgt
  3979021 ttgttacgtg acagtcaata aaattatatc agcggttttt caattatatc ggcgcaactc
  3979081 gaattatatc agcgattttt ttaatatatc agcgtaactc gaattatatc ggcgattttt
  3979141 ttaatatatc gacttaccga cacataacga caaaataaga gccccctaat catatagggg
  3979201 ctcttatttt atctagctgc atcggctaga atgatcggtg gcttcgcttc ttccttcgag
  3979261 gcaaaaaacg cctctatgtc tgaagctcca tccccctcac attctgggcg agccgattcc
  3979321 gcttttactt tacccaaccg agcagcattt cccgcacgaa tttgcttgct gcgactggtg
  3979381 tttgatcact atggtcgtag acaggagcta cttctactaa gtctgctcca actacattta
  3979441 tatttgaatt tgcaattgct acgatggaat ctaataattc tttagatgtg ataccaccag
  3979501 cttctaacgt tcctgttcct ggagcgtgag ctgggtctaa tacatcaatg tcgattgtga
  3979561 catagactgg gcgtccctca agtttcggta atacttcttt taacggttct aatacgtcaa
  3979621 atttgtataa gttcatacct acttctttcg cccattcaaa ttcttccttc attccagaac
  3979681 gaattccgaa agaatatacg ttttccggac caattaaatc acacacttta cgaataggtg
  3979741 tagagtggga taaaggctcc ccttcatacg attcacgtaa atcagtatga gcatccatat
  3979801 ggatgattgc taaatccgga tatttttttg ccattgcctt aaaaattggc caagacacta
  3979861 ggtgctcacc gccgagacct agtggaaact taccggcatc taaaagtttt gatacatatt
  3979921 cttcaatcat gtctaagctg cgttgtgcat ttccaaatgg taatgggata tcacccgcat
  3979981 caaaatattt tacctcttct agttcacgat ctaaatacgg actatattct tcaagaccga
  3980041 ttgatacttc acgaatacgt gcagggccaa agcgagatcc tggacggtaa cttactgtcc
  3980101 aatccatagg catcccgtaa ataactacct ctgactcttc aaaacttgga tgacttttaa
  3980161 taaatacttt acctgaataa gcttcatcaa aacgcatatt cttttcctcc ttatgtggaa
  3980221 cttaaggtat cccaaccttt cattatttct caaatttgga gcgagttgct cctctttctc
  3980281 gatttaccgg gtcttctgtt tcataaaaag aagacaattt tctttacaga agtgtaaata
  3980341 gctagcatgt tcaagtcttc tggacaaaca ccttaaatga gctacttaca ctttatttgt
  3980401 tccgtgcgat tctcttactt aattagatcg ccaacaaatt tcggtaatgc gaatgctgca
  3980461 ttgtgtaatt cttttgtata gtatttcgtt tcgatttcgt ggaaacgctc ttcacttact
  3980521 tctaatggat catgtttttt agatccaatt gtgaacgtcc aaagaccact tgggtaagtt
  3980581 ggaatgttcg ctgtgtataa acgagtaatt gggaagatct cttttacgtc tttaaacaca
  3980641 gttgtaatta attctggtgt aaaccaaggg ttgtccgttt gtgcaacgaa aataccatct
  3980701 tcttttaacg cttttgaaat tccagcgtag aagccttttg taaataggtt tactgctggt
  3980761 cctactggct cagtagaatc taccataatt acgtcatatt cattttcgct ttctgcgata
  3980821 tgtaggaaac cgtctcctac tttcacttct acacgctcat tatctaatgc acctgcaatt
  3980881 gatggtaagt attgtttaga gtactcaatt acttttccat cgatttcaac aagagttgct
  3980941 ttctttacgc ttgggtgttt taacacttca cgaataacac cgccatcacc gccaccaaca
  3981001 actaatacgt tttcagggtt tggatgtgta aataaaggta cgtgtgctac catttcatgg
  3981061 tacacaaact catctttttc tgtcgtcata accatgccat ctaaaataag catgtttccg
  3981121 aactcttccg tttcaaccat atcaagtttt tggaattctg tttgctccgt atgtaatgtg
  3981181 cggttaatac gcgccgtaat cccaaaatgt tttgtttgtt tttcagtgaa ccatagttcc
  3981241 atcgtacaat cacgcctttc aatgcaaatt tataataggg acatcattaa tgtcccctaa
  3981301 caaaaataaa acaaaacata caaaatgtat agttaaaagt acaaaaatac cgaaaatata
  3981361 ttttagtcag agcgttctaa catatgtgca gaaaggattt gcaccttaaa aggaaagaaa
  3981421 accctttctt aagaaagggc ttttgtctct atttctactg gtttacgaat tggaattagg
  3981481 atcataatac aaccaactaa caccacaatt ccgcctacta aaaacggact ttgtggtgaa
  3981541 acagtatgac cgataattcc tgataaaatc ggagcaattg cgccccctaa ccaacgaacg
  3981601 aagttataaa caccagatgt aacagatctt tcataaggtg aaatatccat tacataactt
  3981661 gtaaataatg cattatttaa tccagatgct aatcctgata gaacaattaa tacaatttgt
  3981721 aaccacataa ctttcacaaa gaataatgca attaagaaaa tcgcaaatac gagtaaactg
  3981781 gctttcaata atgctttcgg ctcatatttc ccttctagct tatgtgctaa aattgcagaa
  3981841 ccgtaagcta acgcaagtcc ccatccgcaa aatacaaatc ctaattgaat agcagataaa
  3981901 tgcataataa gtggtgagta tgctaacaca acgaaaaatc cgtagtagta taacattcct
  3981961 gaaatcgcac cttgcataaa cggtttatat ttcaccaggt taagtaattc tcctacgcct
  3982021 gccgctttac gcttcacttt tcgctctggt tctttcacaa aaaagaaaac taaaataaat
  3982081 gctaagaaaa ttaaaatact cgttgcgaaa aatggatacc gccaagaatg tccacctaat
  3982141 atcccgccta ataacggtcc gcccgccata cctaagccga tagctgcttc atataatcct
  3982201 actgcttcat gaacttcctt acttaatgca atcaataaag tcatcgccgt tgcgaagaac
  3982261 atcgcatttc ctaatcccca tccagcacgg aaaagagata attgagcaat cgtttgcgat
  3982321 ataccgcata taaacgcaaa tatagttacg attgcaagac cgattgtcat cattcgttta
  3982381 tcaccaaatc ttgatgcaaa tataccggct ggtaacatca taattgccat cgttaaaata
  3982441 tatgctgtaa ataacatctc tacttgccaa tgcgatgcac caatcttttc agcaataatc
  3982501 ggcaaaattg ggtcgactac tcctatacct gaaaaggcaa ggaaagtagc caacactgta
  3982561 attaatctcc ctagtttttg tttgctctcc attttgatta ctctcctttt gtattctcta
  3982621 aaaatgtcac tgcacgatgt aagctatcct caagttcggc cttcacacgc tgcatttgct
  3982681 ccattttctc gtctagcgtt tgcacttgtt tttcaagcat ctctttaatt tcttgaatca
  3982741 cttcacgatc acgaggattc tcgctatttc ttctctgttc cattctttct tttaacgata
  3982801 agaaatgctg catttcttgt agcgtaattc ctagtacttc tttcgcttct acaatccttt
  3982861 taattcttgc gatatcttca tctgtatata ggcgaatgtt cccctcacta cgttctgggg
  3982921 gatgaattaa accaatttcc tcataataac gaagtgtacg ttttgttaaa ccaacttgct
  3982981 ttgtaacttc atcaatctta tacatgttta ttcctccctt cttcaattat tacattttac
  3983041 gttaacgtta acttttgtgc aactgttaga cttttgtaaa tgtttgtcat attaaattgt
  3983101 attttttcaa aagcagtttc ataatgaaag aaaagaaatg ataaggagaa tttcacatga
  3983161 gtaaaccact tattttcgct caccgcggcg taaaaggaac acatcccgaa aatacgatga
  3983221 tcgccttcca agaagctgaa cgcattggtg cccatggaat tgagcttgat gtccacctat
  3983281 caaaagatgg tgaacttgtc gtaattcacg atgaaacagt cgatcgtaca acaaatggca
  3983341 taggacttgt ttctgaaaaa acagtagagg agttacaagc tttagatgct ggtagtcata
  3983401 aagacgcttc tttccatgaa gcaaaaattc cgacgttacg agaagtattt atttggctat
  3983461 ctacaacaaa ctttcaactc aatattgaat taaaaaccga cgtgattcac tatccaaata
  3983521 ttgaagaaaa agctgttgct ctcgttcgag aataccatct gtcgaatcaa attgtattct
  3983581 cctcatttaa ccatgaatct gtttcattat tagcagaaat agctcctgaa atcccaagag
  3983641 caattttata tgacacacct cttgctgatc ctatcgctga agcaaaaact agagaagcaa
  3983701 ctggtttaca tccaaacttt caactactaa caaaggaatt tgttcaactc gcgcaaaaac
  3983761 aagggtacgt tttccgccct tataccatta acgaatacaa agatttacaa actatgttgg
  3983821 attatggcgt agatgtcatt attaccgatt ggccagcacg cgcctttgag ctcctttctt
  3983881 aattgaagga gctttttgtt ttcaaaattt cattgtttaa aataaccgaa aaccctcaat
  3983941 actaatacaa taatgtttgt atgaatgagg ggctgaaaaa gatggatcaa actatgaatc
  3984001 cgaaacttaa aaaatataaa cgtcttttct tcaccgtaat gttttcttct gttctttttt
  3984061 tcgttttctc cttttttgtt attattatag ttgcaaaaat tatgggacct cctcctgttg
  3984121 ctgtcccgca aacaagtgtc ttttacgcta atgatgacac tgttatagga caaagtaatc
  3984181 aggtacaaaa acgctacaat gtatctctca atgaaatttc tccttatgta aaagaggcaa
  3984241 cactatctat cgaagatcaa cgattctaca aacatcatgg ctttgatatg aagcgtattg
  3984301 ctggtgccat tgttgccgat ttaaaagcga tggcaaaggt ccaaggtgct agtacgatta
  3984361 cacaacaata cgcacgtaat ctgtatttag atcatgataa aacgtggaaa cgtaaactat
  3984421 tagaagcaat gtacacaatc cgccttgaag taaactataa taaaaatcat attttagaag
  3984481 gatatttaaa tacaatttat tacgggcatg gtgcttacgg aatcgaagct gcgtctcgtc
  3984541 tatatttcga taaaacagca aaagaattaa cattagcgga ggctagtatg ctcgcaggta
  3984601 tcccgaaagg acctagtgtc tattctccct ttttaaaaga agatcgtgcg aaaggacgac
  3984661 aatctctcat attagatgaa atggtagaac aaggttatat tacgaagaaa caagcagctt
  3984721 cagcgaagaa ggagccacta actttcgcct cattagatac gaaaaaggtg gcagaggttg
  3984781 caccttattt ccaagatgct gtacaagctt ctcttcttcg tgatgtcgga ttagatgagc
  3984841 aagcgttaca aaaaggtggc ttgcgtattt atacaacact agacccgaaa ttacaatcgg
  3984901 ttgcagagca agctgtaaaa gaccacatac ctgacacaac aaacatacaa accgctcttg
  3984961 tctctatgaa tccaaaaaca ggtgaagtag ctgcccttgt tggtggaact gattataata
  3985021 cgagtcaatt taacagggct acacagggcg ctcgccagcc tggttctacg tttaagccat
  3985081 tcctatatta cgcggcatta gaacgaggat tcacccctgc tacgcgctta aaaagcgaat
  3985141 acactgtttt cactttaggt gatggtgttt caaagtataa accgaaaaac tataaggact
  3985201 attatgcaga cgattttgta acaatggcgc aagctcttgc agtctctgat aacgtatacg
  3985261 ccgtgaagac caatttattt ttaggcgaag acattcttac aaaaacagcg aagcaattcg
  3985321 gaattaagag tgcattaaaa gatgtaccgt ctcttgctct cggcacatct cctgtaaaac
  3985381 caattgaaat ggttaacgct tatagcatgt tcgcaaacgg tggaaaagaa gtaaaaccta
  3985441 ctttcattcg ccgcattatg gatcatgaag gcaatatatt atacgatgct catttagaga
  3985501 gtaaacaagt tcttgataag aacaaagcgt ttgtaatgga agaaatgatg acaggcatgt
  3985561 ttaataaaaa actaagtagt tatgccgctg taactggtca atcgatgtta tctaaactat
  3985621 ccagaaccta tgccggaaaa tctggttcta ctgaaacaga tagttggatg attgggttta
  3985681 ccccgcaaat cgtaacgggt gtatgggttg gatatgatca accaaaatca atttcaaacg
  3985741 tagcagaaca aggatatgcg aaaagaatat ggaccgatac gatggagaaa ggcttagatg
  3985801 gacaacctaa aaaagaattt aaacggccaa gtgacgtcgt tgcagtcgat attaaccctg
  3985861 aaaacgggaa aatcgctaca aaaaattgtc caatttcagt gaaaatgtat tttgctaaag
  3985921 gtaccgagcc tacagaatat tgtatggatc atgtcgatga taaagaagaa tttgaaaaga
  3985981 caagtgaaga aaagaaaaaa acaagttggt ggaaaaaata tcttccttgg tgaaacacga
  3986041 ggctattcca ataaaatgtg gaatagcctt tattgtcatt ctttgtcggt aaatcgatat
  3986101 tccttgtcga atcgtcgata tattaaaaaa atcgttgata tattttaagt tatgatagat
  3986161 atattcgaaa aatcgtcgat atattttcat acaacaagcc aaaataaaaa ggatgtcacc
  3986221 tagtcaacaa tcgactagcg agacatcctt ttcttttatt cacttaataa tgcacggcgc
  3986281 aattcttcac tagactcgtt ccaaatcgct tcattatgtt ctttcaagaa tgtaccaagt
  3986341 acttttttag atgattcatc catatggtca accataatgt gacgcttcaa tgatttatcc
  3986401 attttgttta cgtgctctgg aagtgactta tatccgcgac gaatttcacg gtcaactgtc
  3986461 atttcacaag ctgttacacc tgcataataa gcacctgtcg ccgttctttc aatcgttacc
  3986521 cacacaagcc aaaatggttt tccgtttgga acttcatctt tatttgttaa aaacttaata
  3986581 cctttttcca ctgtactacg tgcatgcatc gcaccgatat caacgaatgc tgtcttctct
  3986641 agtacatcga cgaatacagg tgaaatgttt tctagactta atgccccaac accaaatcca
  3986701 ccatgtccat ccgttgaatc atttttcacg atattaaaac cgattttttt ctttttctct
  3986761 gtcatatgta aattcctcct cacttaatga ttataaaagg ccaaaaatag gcgcaatgat
  3986821 actatttaaa aatgcaaata catatggaat gacaacatta aaaataggtt ggattgtgta
  3986881 attgctaagc ggtgtaataa caagaattaa taacgcaatc gccccgtatt tttcatactg
  3986941 tgtcattttc gcacgaatat ttgttggtgc taaatcctcc actacacgat atccatcaag
  3987001 tggcgggatt ggtaataagt taaagaccag taaaacgata ttcaacataa taaaaatctg
  3987061 gaaaaattga gctaacgtat ctgctactgc aaatggaatt gagtctaata caccaaatgt
  3987121 taataagcta taccaaataa ttaaaccaat tgcacttaaa atcaagttac taattggtcc
  3987181 tgcaattgaa actaatatac cagcaagacg tggtctttta aaattgtacg ggttaacagg
  3987241 aactggtctt gcccaaccga aaccaagaat taatacagca atcatcccga tagggtctaa
  3987301 gtgagccatc ggtgataaag ttaagcgacc ttgccgcttt gcagtatcgt ctccaaattt
  3987361 atatgcaaca tatgcatgcg caaattcatg cacagataac gcaataataa tggccattgc
  3987421 taccaaagga atttggtgca acgggtatct aaataactga tccatgcttc atctcctctt
  3987481 caatatgtca aaaaaagaaa ttatttgttt tttgattgtt cttccccata atccgctata
  3987541 ataagagtgt aacttacata aaaggagcga ttatatatgc catacgtaac agtgaaaatg
  3987601 ctagaaggac gcacagagga acaaaagaaa gctcttgctg agaaagtaac agcagcagta
  3987661 agcgaaacaa ctggtgctcc tgaagaaaac atcgttgttt tcatcgaaga aatgtctaaa
  3987721 aaccattatg cagttggcgg aaaacgctta agcgacaaat aatttcaagt tctttcataa
  3987781 gaagcagctc ttagctgctt cttatttttt tccttcgagt aactcgatga ttctctcttt
  3987841 atattttcct tttcttccat cttcatagat taaatcatgt ggatagaata atttctggtc
  3987901 ccttctcttc ttaccagtaa tcgcctcaac aatatccgat tcacgtgaaa gctctctaag
  3987961 ctctccattt ggcataagaa gtaagattgg cagacgttct tcttcttcac cagcacggta
  3988021 aaagtcgtac ggtaagtctg atgttgaatc aactactaaa tagtattctg gatcaagtcc
  3988081 aatctttttg aataagctac ttaattccat ccaattatct aaaccgtgct tatctgtaaa
  3988141 ctctacatat ttaaataggt ttcgattcat aaaacggcga cataaatcac ttaaaattgg
  3988201 atcctcttcg tcttgccata cttggaagta ataatacata acgttctcgt ctaactttaa
  3988261 ataatcctct actgttactt cttcttcaaa taaagaatag aaatgaaccg gatgattttt
  3988321 aaatgtatag tacttctcgt gcaatgattt tgcacggtgt aaaatcttcg ttaaaataac
  3988381 ttcagcactg cgtgttactg gatggaaata tacttgccag tacatttgat aacgactcat
  3988441 aatataatgt tcaacagcat gcataccact atttttaata actacttgat ttccgtacgg
  3988501 acgcataacg cgcagtatac gttccatatc aaagtttcca tactttacgc cagtaaaata
  3988561 cgcatctctt aataagtagt ccatgcgatc tgcatcaatt tgactggaaa tcatgctaat
  3988621 cgctaattta ttattagatg tttttgcgat tacatccgct accttttgcg gaaagtcttt
  3988681 atccacacga cttaatacgc gattaatttc tgtatctcca acgataatct tttgcgtaaa
  3988741 tttctcatga tctaatgaaa atactttctc aaacgaatga gaaaatgggc cgtgaccgac
  3988801 atcatgaagt aatgccgcac ataagcataa caatctatct tcagcattcc agttcggtct
  3988861 gccatcaaac acatcatcaa tcatacgacg aataatttca tatacaccta acgaatgagt
  3988921 aaagcgacta tgctctgcac cgtgaaatgt aaaaaatgtc gttccaagct gcttaatacg
  3988981 gcgcaagcgt tgaaattctt tcgttccgat taaatcccaa ataacacgat cgcgcacgtg
  3989041 cacatattta tgtaccgggt ctttaaacac ttttgtttcg ctgagtttgt cgtttaaata
  3989101 taccactttc cgacatcccc ctttctttac tgcattctta ctatatatta taaacgaaat
  3989161 aggaaacaga aagaaatgaa agactatatg aattgccttt ataaaaagaa aaaatcacct
  3989221 ttaccggagt aaaagtgatc tctttttata cattatttcc ctaaaacgaa ctcagcaact
  3989281 tcatctaaga tcatttcttt acctagtggg aagtaacctt tgtttaattc ttcgttttta
  3989341 attgtaaata cgtggttgtt tttaacagcg ttcatatttt tccaaattga ttcttcttgg
  3989401 aattctttta ggcgctgaga accgtcacca gtcgtaaata cgaataagta atctgggttg
  3989461 taatcaatta aagcttcttt ttgcacttgt actaacggtt tatcagttgg tgtaccttta
  3989521 actgctggta attttaaatc attaaagatt acgctaccgt aaccgtagtc accatataca
  3989581 cggaaagcat ttggatatgc agccattttc atgaatttag catcgccagt tttcgcaacg
  3989641 attttgtcat gtaatttgct tgctttttca tcatactgtt tgaaccattc ttttgtttct
  3989701 ttctctttac cgaagatttg acctacttct tcgaattttg gacgccattg gtctaatgga
  3989761 gtttttaaca taactgttgg tgcaatttta gataattgat cataaatctt ttcttgacga
  3989821 ttgtttacaa gaattaagtc tggttttgca gcagctactg cttcgatgtt aattttatcg
  3989881 ccccaagcag aaccaactgg ttttacgtct tttaatttct tttcaatatg tgcatcaatt
  3989941 ttttcttgag atgtattagc agtaataatt ggtttcatac caaagattaa taattcttct
  3990001 gttgaaccac taaggtcagc aattttcttt ggatttgcag ggattttaat ttcccctttt
  3990061 gcatgttgta cagtgcgctc ttcagtcttc gcatccttcg catctgcttt cttttcttct
  3990121 ttgttagaac aagctgcaaa tagtacagaa gtaacgacta gtaccattgc taataacgcc
  3990181 attttaaaat tcttcatgtt cccactcctt ctagctgtat ttctcttata agttacggtg
  3990241 aactataaga aacaagatta acaattaatc aatatatatt tattaattgt tatttatgtc
  3990301 ccgttctaac gggtgttcaa cttcctattt agtaataaga agctcaacat ccattagaag
  3990361 tcccccctct ttaagagggg aattctactt atgctttttt acgcaattga ttactaatca
  3990421 ttgctaaatc atatgttaaa caaattggct tacagtttac tggacacgga acgatttgag
  3990481 ccttaatctc aaatacatta cgaagtgttt cactcgtcat cacttcatct ggcgttcctt
  3990541 gtttcattaa cttaccagct tttaatgcaa tcatatgatc tgagaaacga gaagcatggt
  3990601 ttaagtcatg gataaccata acaatcgttc taccttcttc ttcatttaac tttttcaata
  3990661 agtttaatac ttctaattga tgagccatat ctaagtacgt tgtcggttca tctaatacga
  3990721 gtaattctgt cccttgtgca agagccatcg caatccatac gcgttgacgt tgcccacctg
  3990781 ataatgcctc tgctggacga tttgcgaatt ctgtcattcc tgtcacttca agtgcccaat
  3990841 gaatgtagcg ataatcctct tccttcaacg ttccaaatcc tttttgatga ggaaagcgtc
  3990901 catatgaaac gagttcaaac acagtaaggc cagttggcac ttctgcagtc tgtggtaaaa
  3990961 tcgccatttt ctttgcgatt tctttcgttg gctgtttctc aattgctttt ccgtcaagat
  3991021 aaacagtacc tttttttgct ttcaaaatac gagaagccgt ttttaataat gtggactttc
  3991081 cacaaccatt tggtccaata attgttgtaa ttttcccttc cggaatttca actgttaatc
  3991141 catcaataat taacccttca ttatagccaa cagataccgc atcaactgct aaagttgcca
  3991201 tacaaaaagc ctccctttac tttgtcctca taagtaagta tataaaatac ggtgcaccaa
  3991261 ttacagaaat aacaagaccg accggtattt ctgaagttgg taacacactt cttgaaatta
  3991321 cgtctgcgaa taaaagtaaa aacgttccta ttagtgcagc tgtaggcagc ataatttgat
  3991381 gtttcccacc aacaaggcgc ctcgctaaat gtggagccat taaaccgata aaaccaattc
  3991441 ctccggcaac agcgacagat gcacctgcta aacaaactgc aataaataat aatttacgtc
  3991501 tttccttttc tacgtttaca ccaagaccaa ctgctgtaga gtcgcctagg ttcattacat
  3991561 ttagtatgtg tgctttacta atagctagtg gcaagaaaat aaccatccat ggaaggacac
  3991621 ttagcacgaa cttccaatct gtgccccaaa gacttcccgc taaccaaatc gtagcaaaac
  3991681 ggaaatcgtt agatgtcatc ttcatagaaa aaattaaact aacagcacca aaccctgctg
  3991741 caacggcgat accaacaagt atcaatcgag tagatgaaac gccgtctttc catgctagta
  3991801 aataaataat aaccgctgct aatatcgctc caactaacgc gaagaatgga aggataaata
  3991861 cagataaaaa tgtaccagtc ccaactttcc cgaagaaaaa gtagacgaat ataacaactg
  3991921 ttaatcctgc tccagcgtta ataccgataa tacccggatc agcaagtgga tttcgtgata
  3991981 aaccttgcaa aatcgcacct gacatagcta aagcagatcc aactaatata gcgataacca
  3992041 tacgtggcat acgaaattca aataaaataa cagactgatc ttcagcccca agtccaacca
  3992101 atgactttaa tacgtccatt ggcggtattt taaatgtccc tgtatttaaa ctcactaaaa
  3992161 atacagtaac gattaatcct actaaaattg ttaaaacaga aacgttcttt tttgttaaga
  3992221 cacttgtcct cacattttcc ctctcccttc gttacgtgct aagtagagga agaatggaac
  3992281 tccaattagc gctgtaattg ctccaattgg cgtttcaaac ggcggattaa taacgcgaga
  3992341 taacatatct gcacattcaa ttaacagccc acctaaaact gcagaacatg ggataaccca
  3992401 tctatagtct gagcctacaa ggaaacgagt catatgcggg attacaagac caacaaatcc
  3992461 aaccgaccct gccatagaaa ctgcagaacc agttaacaca agaacaagta ctgttccgat
  3992521 aaatttaatt aatgtcgtat tttgaccaag tccaatcgca atttcttcac cgaagctcaa
  3992581 aatcgtaata tacctcgaca tcataatcgc gataaagaga caaactagac cgattggcac
  3992641 tagcatattg atgctttccc atttcactcc agcaactccg cccgcattcc acatactcac
  3992701 ctcttgggca agattgaagt acagtgcaat gccagatgaa atggccccta ataaagcact
  3992761 aattgctgct cctgctaaag ctaatttcac aggcgttaat ccacctggtg aagaagaccc
  3992821 aattccatat acaatgctcg ctccaaacgc tgcaccaata aaagatgcga taacgaacat
  3992881 taaataaggt gaattaggga agaatgcata attgcaattc caaatacagc cccatctgta
  3992941 atacccatta atgatggaga agcaagtgga tttcgcgtca tcccttgcat aattgcccct
  3993001 gataccgcta aaaaggcacc tgcaactacg ccccctattg ctctaggcat gcgaagttct
  3993061 tgaattacgt tatgatgcgt caacgaccca tcaaactgaa atacagcttg ccataccgtc
  3993121 tttaaactaa tatctgcagc accaaacgaa atagacaatg ccatgcttaa agctaacaaa
  3993181 attgtaccgg ctactaaaat aatagaagca atgagcggcc tgctcttaat ctctttaaca
  3993241 ttcacatctt gctgttctat actctttgcg ctcgcttcca tccctcaacc atcctaacca
  3993301 acaacatata tttaatgaaa tgaaatttat tctcaaatag caataaaaaa attagatgaa
  3993361 ttattttctc tgataatgat tctcagaatc agacaccttc tattctacct atcgcttcca
  3993421 aagactgtca actattattt tgaaatacaa attcatatag gtcgagacgt taatgaatag
  3993481 ataccattcc tctgtcagta actattatca tcaccagcta agctttctca gaataaatcc
  3993541 ttcctcttat gggcataaaa aaagaagagt aatctgttca ctcttctttt ccttacttat
  3993601 ttaactttgc ttcaattttt acaattaatt cgtcttctgt tggcgccgca actggacgat
  3993661 tatttacaaa tgcgaatgat tttttacggc caggaccaca gtaagactga catccaactt
  3993721 caatcgttgc acatgaatct acttttttta actttggaat caacgtttta acattcgttg
  3993781 cctggcaatc atcgcacaca cgaaattcgt ttcccatcat ataacacttc ctctatttta
  3993841 aacttttctc aagtacattt aaaaataaac actaaatggt attttaccgc tctttgaagc
  3993901 tcgttgcaag tttccttgcg acgctctttc ttcatataat gttacatatt tatatgttct
  3993961 cctacagaag cttccgtcat tcttggcaaa atttatacct ttcatcgaaa tctaccatat
  3994021 ttttaaaagc tttgtataaa agctcatttt tttgcccatt ataaaaatag gaagttcata
  3994081 aaaagaaagg gagttgaatc tatgaaagta agacaagatg cttggacgga tgaggatgat
  3994141 ttattactcg ctgaaactgt acttcgtcac gttcgagaag gaagtactca attaaatgca
  3994201 tttgaagaag taggagacaa gttaaatcgt acatcggctg cctgtggttt ccgttggaat
  3994261 gctgttgttc gctatagcta tgaacaagct cttcaactag caaaaaaaca tcgtaaagat
  3994321 aaaatgcgtg ctgcaagtgg tgaacaagcg aaaaaacgtt tactttatac accaccagct
  3994381 tctggagcaa taacggatta tgatgaatta gttcaagaag aaacaactgt acaatataaa
  3994441 gaagctattc catatcaaga atctaccgta cctgctgcaa aaggctctat gacaatgcaa
  3994501 gatgttattt atttcttaca aacagtcgga tcttcaaata taaaagtgac agctcttgaa
  3994561 aacgagaata cgagattgaa acaagaaatg aaagcacaaa tccttcgaaa tgaagaatta
  3994621 gaaaagaaac tagaaaagtt agaaaagcaa tctcatactg tacaagaaga ttacgaaaca
  3994681 cttatgaaca ttatgaaccg agctcgtaag ttagcagtca tggatgacga agagcgttct
  3994741 caaacatctt tccgaatgga tcgaaacggt aatttagaaa aaattgcaga gtaaaaagga
  3994801 tgcattacat gcatcctttt tgttatttca cttcaaccat atgtgcttct tctactttag
  3994861 aacccctctt tatatctggg aaaatctttt cctttggatt ctctttaaaa gatgctaaac
  3994921 caattgtttt taccggttca cttatttttg catattctgc atcactaaca actgcataca
  3994981 tatctgtata tttacgcgca tcaccaatta ctacattacc ttcgtacttc attttctttc
  3995041 catcgattac cacatctttt tgttcctctt tagcaaatac aattccagct tcatcagaaa
  3995101 tagccggcaa tgctttaata ggttctacat cttcttttac tacttttttc agcatgtttt
  3995161 cctttaccat cttctcagcc gttgttttat tcatgattaa aacctttttc tcattaacag
  3995221 tacctagttt ggcttcaaat ttattttgag attcaatttt atccttatat tgatccattg
  3995281 tttgttgaac gcctgtttca tctccgtaca taacaatacc tgttgcttgc ggtgcaatca
  3995341 tatccataat agaacaacca ctaaatacag cagctgacat aatcgctacg agtcctaatt
  3995401 tcaccttttt catttgtatg cctcctaaaa tcaataatta catctcttag tttagccatc
  3995461 atagatcatt taaccaattc actttcctta caacaacctt acaattcagt aaggtttcct
  3995521 cttaaaaact actttcatta ttttttgcta taatagaggt tgtcatttta aagataaggg
  3995581 gttagttata tgagcaattc ccgttccatt ttatctcagc cagagtggcg tattgtagat
  3995641 cagtctagtt taggaccaac attccatgca cttcaatcat tcgcaatgga tgatacatta
  3995701 tgcacaagca ttggaaaggg cgagtcagct gcaacaatgc gctcttgggt tcatcacaat
  3995761 acaattgttc ttggcattca agattcacgc ctaccacact tagaagaagg tatttccttt
  3995821 ttaaaagaaa acaacttcaa tgttatcgtt cgtaattctg gcgggcttgc agtcgtactt
  3995881 gatgaaggtg tgttaaacgt atcactttta ttccaagaaa cagaaaaagg tattgatatt
  3995941 gatcttggat acgatacgat gtggcattta attcaggaga tgctaaaaga ttatgacgtt
  3996001 acgattgagg caaaggaaat tgttggttct tactgccctg gcagctacga tttaagtatt
  3996061 cgcgatcaaa aatttgctgg catttcacag cgacgtattc gcggtggtgt cgcagttcaa
  3996121 atttaccttt gcgctacagg aagtggttct gagcgtgccg cactcgttcg tgatttttat
  3996181 aatctagcaa tccaaggaga agaaacacgc tttacgtatc ctgaaattgt gccgagtacg
  3996241 atggcttcac tttcagaatt acttgatgaa accattacag tacaagactt aatgatgcgc
  3996301 cttttaaaaa cattgcaaca attcgctcca aagttaacac catctcaatt aacaatagat
  3996361 gaaatacctt tatatgagac gaatttacag cgtattattg atcgtaataa taaagcactt
  3996421 ggcttagaaa aataaagacc gtcgctataa tagcgacggt ctttatttca attcattata
  3996481 gaattaaagt gcttgagctg ctgtaattaa agctaacttg tacacttctt cttcgttaca
  3996541 tccacgagat aggtcattta caggcatgtt taaaccttgt aagattggtc ctactgcttc
  3996601 gaagttacct aaacgttgag cgattttgta accgatatta ccagcttcta aacttgggaa
  3996661 tacgaatacg ttagcatcac ctttaattgt agaacctgga gcttttttct cagctacaga
  3996721 tggtacgaat gctgcatcga attggaattc tccatctaaa gttaattctg gagccatttc
  3996781 ttttgcaatg cgagttgctt ctacaacttt ttctgtttct ggagatttcg cagaaccttt
  3996841 tgtagagaag cttaacatag caacgcgtgg gtcaataccg aatagttcag cagttttcgc
  3996901 actctcgata ccaatttcag ctaaatcttg gctatttggt gcaatgttaa ttgcgcaatc
  3996961 agcaaataca tatttctctt cttcacgtac catgatgaat acgccagaag tttttgtaac
  3997021 gcctggtttt gttttaataa tttgaagtgc tggacgaact gtatcagctg tagagtgagc
  3997081 tgcaccactt actaaaccgt gtgctttgcc catgtataca agcattgtac cgaagtaatt
  3997141 ttcgtcttta aggattttgc gagcgtcttc ttctgttgct ttacctttac ggcgttcaac
  3997201 gaaagatgct accattgcat ccatttcttc gtatgtagct ggatcgtaaa tatcaacgcc
  3997261 tgctaatgtt aaattcatgc tagcagcttt tgcgctaatt tcttctttat taccaactaa
  3997321 gattggtttt actaactctt cttttgctaa acgctctgca gcgcctaaaa ttctttcatc
  3997381 agttccttca ggaagtacga tagaaatgcc ttttccttga actttttctt ttactgttgt
  3997441 aaataagttg ctcacgaata aaccctccta catatgttaa aaaaactcta tctttaagaa
  3997501 tactgctttt cttctatatt ttaaacttat agctcccaaa aaatagataa aataaaaatg
  3997561 attatatttt cataaaattc agccgttaaa ttcaccttgc ttaaacactt aaatgtgaca
  3997621 attttatgcg ccaaggtttt atatagataa ttttaaaact atatatgcta tagttaacgt
  3997681 gtaaaactat cattaactga ggtgaataga atgagtgaag caacaacaac gttagatggc
  3997741 tggtattgtt tacatgattt acgttctatt gattgggctg catggaaaac attatctagc
  3997801 gacgaacgcg gacaagctgt gtctgaattt ttaaatgtcg ttgaaaaatg gaacgacgta
  3997861 gctgctgcaa aaaaaggcag tcatgcaatg tatacagttg ttggccaaaa agctgatatt
  3997921 atgcttatga ttttacgtcc aacaatggaa gagttaaacg aaattgagac agaattgaat
  3997981 aaaacaacat tagctgaata tatggttcct gcatactctt acgtatctgt tgttgaacta
  3998041 agcaactacc ttccagctga tgaagatcca taccaaaatc cacaaatctt agctcgctta
  3998101 tatccagagt taccgaaagc aaatcacatt tgcttctacc caatggacaa gcgtcgccaa
  3998161 ggtgatgaca actggtacat gcttcctatg gaagaacgta agaaaatgat gtacagtcat
  3998221 agtaaaatcg gccgccagta cgcagggaaa gtacgccaag tcatttcagg atcagtcgga
  3998281 ttcgacgatt tcgagtgggg tgtaacatta tttgctgacg atgttcttca atttaaaaag
  3998341 cttatatatg aaatgcgctt cgatgaagta agtgctcgtt atggtgaatt tggaacattt
  3998401 ttcgtcggca acattttacc agacgaaaag gtagagaaat ttttacacat ataaatcgtg
  3998461 aaaaaggaac gaaattcgtt ccttttttat tatcctctat atttctccac aaaaaacttc
  3998521 ttttctccgc gaatttgaac aaaaatcgac aaatcctttt caaatttctt gtaaaattgt
  3998581 aaccttttca tatccaaatt tatgctaaaa tggtacgagc tacatgctaa taacgatgcg
  3998641 aaggtgataa tttatatgaa gaaaatcttg tctattttac tagcgctttt attgtcaatt
  3998701 tcttccttag gagtaacaac atcccatgca gaagagaaaa tacacattga ggcggcggct
  3998761 gcacttctat ttgatgcaga tacaggaaaa atactgcatg aacaaaatcc tgatgaatta
  3998821 ctagctatcg ctagtatgtc aaagttaatt gttgtttatg ctgtattaga agcaattaaa
  3998881 gaaggaaaaa tcacatggga tacaaaggta aacatttctg attatgctta tgaagtttca
  3998941 cgtaataacg aattctctaa cgtaccgttc gaaaaaggac gtcaatatac tgtaagagaa
  3999001 ctatatcatt ctatcgttat cttctctgca aacggatcta gtattgcctt agcagagctt
  3999061 cttgcaggaa gtgagaaaaa cttcttaaac cttgcaaatg aacatgcaaa aaaactaggg
  3999121 ttaaagaaat ataaatttgt aaacgctact ggtttaaata acactgactt aaaaggaaaa
  3999181 catcctgagg gtactgatcc aaatgcagaa aactctatgt cagctcgcga tatgggtata
  3999241 ctttcaaaag caatgattac aaagtatccg gaaatgctag aggatacaaa acaaagattt
  3999301 agaaacttcc cagataatca tccgaaacca attcgtatgg aaaactggaa ctggatgtta
  3999361 ccaggggctg ctttcgctta tgaaggtact gatggtttaa aaaccggaag ttctgataca
  3999421 gctggatacg gatttaccat tactgctaaa cgtggtgatg tacgtcttat ttcggttatt
  3999481 attaaaacaa aatcaatgga cgagcgcttc acagaatctc gtgaattaat cgaatacggg
  3999541 tttaataact ttgaaaaaca aaagctaaag gttgataaaa acaatacact ctctgtcgca
  3999601 caagggaaag aggatcaagt aactgttgca ccggaaaaag aaataaccgt aattgcgaag
  3999661 aaaggtagca aaaatcctta taaaattgga actgaagtag ataaatctct tgctgaagat
  3999721 gggcatttag ttgctcctat taagaaggat gccaaagtag gctcaattac tttagaatca
  3999781 actgataaat atggtttctt agacggtagt aacagtatga aagttactgc aaaaacgaca
  3999841 gaagaagttg aaaaagcaaa ttggtttgtt ttaacaatgc gctctattgg agatttcttc
  3999901 tcaaacttat ggtctaaagt tttttaataa aaaagctggc tcacgctagc tttttttatt
  3999961 ttccactctc attgtaaaac ttcgtttggt tgtcatatct gagtcctttt tctcatacgt
  4000021 atgaactagt aattgttaca cacttcatct agagataaac ctctttccac aaggtattcc
  4000081 aaaaagagag gtgacacata atgggcgtta tcgcgtataa cgaagcagat gtaaagctat
  4000141 tagctagact gatgcgtgct gaagccgaag gagaagggca acaaggcatg ttaatggtcg
  4000201 gaaatgttgg agtaaatcgt gtccggggaa attgtttaga ttttaaaaaa atacgtaatt
  4000261 tacgtcaaat ggtgtatcaa aatcctggtg gttttgaggc aacgcaaaaa ggatattttt
  4000321 atcaacgtgc aagagaacag gatatcgctt tagcaaggcg aacgattcaa ggacaacgtt
  4000381 tttggcctgc aaattttgcc ttatggtttt ttagacctga aggcccctgt ccaccaactt
  4000441 ggtataatca acaaaactct ggtcgcttca aaaagcactg cttcttccag ccatctggcg
  4000501 aggattgtcc tagcgtatat taaggattga taatgaggag ggatttttga atggcacagc
  4000561 aacaaaaccc gtattatgga acaggatttt atcaaccatc tggaacttat gtacaaccgc
  4000621 aacaaatgac tgctggacag caacaacaac agcaagcgat gcaacaacaa gcagctcaag
  4000681 ctgcgcaagc ccaatatgca atttctcaag gcatgttacc tctagaacaa tcctatattg
  4000741 aaaacatcct tcgcttaaac aagggcaagc aagctacagt tgtaatgact tatgagcgcg
  4000801 gtagctcact cggtacacaa tcgtatacag gtattatcga agctgctggt cgtgatcata
  4000861 ttgtaattag tgaaccacaa tcaggtaaac gttatttact attaatgatt tacttagatt
  4000921 atgtagaatt cccagaagaa attacgtatt taccgagtca acaagcaact tatgctccaa
  4000981 gaccataaaa aaagctggca tatgccagct tttgttcttt atagcccttt tacaactgca
  4001041 gttccaacta agatccatgc cacgataaac gctacaccac caagaggtgt aattggacca
  4001101 aaaaacttaa tccctgttgt gcttagcgca tacagactac ctgagaacat aataatccca
  4001161 gctaccataa gccaaccagc agtagttaaa agtgatgatt gtatcttatc catcaataat
  4001221 gcaactacga atagcccacc tgcatggaac atttgatatg taacacctgt tttccaaact
  4001281 tctaacattt ttgcagaaat tttattttct aaaccgtgtg ctccaaatgc tcctaacgca
  4001341 acagatagcc ccgctacaat acaacctagt aaaaagaaaa ttttcatctt aattcccctt
  4001401 ttttaccttt atcataagca atttttacat ataagccaaa cgatttatct cctaaaaatc
  4001461 aaataaagaa ttaccgtttg catcactttc ttttatataa actggttctc cagaaaccgg
  4001521 tgcgattggt tgcatcgtta ctggctgtga tccaattatt tgtgattgaa tttgcggctc
  4001581 tctatacgta gaagattcaa cttgctcatc taataataaa tcgcataaag cacgtacaac
  4001641 taataaatgc tcttttgatt tttgtccttc actacttttt gcctttgcaa tttcattcgc
  4001701 cattttattt aaaatcttat cgcttgatat ttgcatccct tatcacctcg tactttgtag
  4001761 ttctttctca aattgtccca gcttctctac tgaaccaaat actattatca tatcatgttc
  4001821 ttgcaacttt tcctgccccg ttggattatg tataacattc ccatttctca aaatcgctaa
  4001881 aattgttaca tcaaattgat ttctaacatc actctctaat aacgatttat tagttaaaat
  4001941 agagcccttg cctactgcaa tttcttcaat tacaaatgac tgttccaccc catacagtac
  4002001 tgtatcaata taatgaaccg ttagcggatt cgcaatgcct tttgcaatat gaatgccggc
  4002061 catactagat ggattaatca ccttatttgc cccagccctc tttaacttgt cttcggtttc
  4002121 tggtttttct gctcttgcca caattttaat tgcatcgttt aatcctcttg ccgttaatgt
  4002181 aataaataca ttttcagcat cgtttgctac gatggcaact aaaccagctg cctttgaaat
  4002241 tccagcatga tgtaacactt tgtcttccgt tgcatctcca tgtacataca aaagtttttc
  4002301 cttctctaat atgctttcat ctttatccac gacaacaaat ggtattttct tttcttgcaa
  4002361 ttcatgtaca acttgaagcc ctactctacc gcaaccacat acgataatat gattttgtaa
  4002421 ctgtgctatt tgtttatcca tcttcttcct ccgtactgca tgaaataaat tcccttcaat
  4002481 aatcatagct gccactacac caattgcata cgtaacaata ccaactccaa ccggtatgat
  4002541 aagaagcgca aatacttttc ctgcatgtgt tacaggaatg gcatctccgt atccaaccgt
  4002601 taatacggta atcatcgtca tccaaaatgc ttgaaataaa ctaatctctt caattgtcat
  4002661 aaatcctaat gttcctagaa ttacaacaaa agtcatacat ataactgcta tccataattg
  4002721 tttacgtgca ttcatatcgt gtttcaactc ttttctctac ctacaatctt tgccagtgga
  4002781 aatgaaatac gtatatacta gatacggaat ctatgaaaga ggttgatata atgaagacat
  4002841 ttctttccgc cttacaatgg gcactattta ttttagctgg aagccttatt gtaccaatta
  4002901 gtgtcgcaac tagttatggc ctagatggcg ctgaagctat tgcattcgta cagagaacat
  4002961 tatttgttct tggctttgct ggcttattgc aagctatatt tggacataaa cttcctattc
  4003021 aagaaggtcc tgcaggcctt tggtggggaa ttttctccct ttatgcaagt ttaggtgtcg
  4003081 tattatttgg atccagcaat gaaacgctta aagtccttca gtacgctttc ctattaagtg
  4003141 gtatcatttg tattattctt agcgtttttg gactcatcga taaactagtt cgctatttta
  4003201 caccgacagt cattggaacg tatttatttc ttcttgtcgc gcaacttagc ggggccttct
  4003261 taaaaggaat gtttggtctt gacggacaac atacagaagt acaagctgac gtatttattc
  4003321 tttcactcat tgttatttta ctatcctttt tcattatgaa gctacctatt atcggacaat
  4003381 attctgttct tttcagtatc gtctgcggct ggattttatt tgcatgcttc ggattatcca
  4003441 atccaataac acctgtgaca gatataatcc gtctgccatc tctatttgtt ttcggcatgc
  4003501 ctcgcattga atggaacatg gccattacgg tcgttttcgt tacattatta cttctaacaa
  4003561 atatgttagc aagtattcgt gttgtgcaaa aggttgtctc taaatatgaa gaaaatgcaa
  4003621 cgccagatcg tttcaaacaa gccggcatca taacagggat caatcaatta ctaggcggtc
  4003681 tattctcagc tattgggcct gtcgccattt ctggatcagc aggttttatt gcaacgacta
  4003741 atatttataa gcgactccca tttatgttgg gatcaagctt tattattgtc gttagtatat
  4003801 tcccaaagat cacttcattc tttgcagcaa tcccagttgc agttggttat gctgctatct
  4003861 atcctgtatt tgcaagtatg attggtctag ctttccgtga atacgacaca gtacaaaata
  4003921 aagaacgatt atttaaagta gcgggtcttt ccatctttac aggagtcggg gttatgttcg
  4003981 tcccagcagg agcattttct acgctcccac catttctagc atcattttta agtaacggcc
  4004041 tcgttcttgg atctgtaatg gcaattctgc tcgaaatact attttctcgt tctacagaga
  4004101 aacaactatc gtaaattgga aaacttccat tattgcactc tacctgtaga gttgttacga
  4004161 taaattatca tgggcaatac gcctatgata atttatctac ttctttccta agaagttcga
  4004221 tgtcttacta ttattcctta acatcttcat taacatgtaa tttaaataaa gaagggaact
  4004281 ttcaatatga cttataaaat gattgtttta gatttagatg atacgttatt acgtgatgac
  4004341 catactattt cacctcgtac gaaagaagct ctaatgactg cgcaagagca aggagtaaaa
  4004401 gtggtacttg cttccggacg tccaacattc ggtatgcgca atgtagcgaa agaacttcgt
  4004461 ttagaagaat acggtagttt cattctatct tttaatggcg caaaaattat taactgtaaa
  4004521 acaaatgaag aaatctttag tagtacgctt tctcctgaaa tcgttcacaa tctatttgaa
  4004581 attagtaaaa ctgaaggtgt atggattcac acttatattg gcgatgatat cgtaacagaa
  4004641 gaaaataatc cttatactga aattgagggc gatattactg gtatgccaat tgttgtagta
  4004701 gatgacttta aagctgctgt taaagagcct gtagtaaaag tattaatgaa taaagaagct
  4004761 gaacgccttg ttgaagtaga aaagaaacta caaaaacaac tagaaggaca attaagcgtt
  4004821 atgcgttcta aaccattctt cttagaattt actgaagctg gtgttacaaa aggaacgagc
  4004881 ttaaaccaat taatccaaaa gcttggcatt aagcgtgaag aagttatcgc aatgggcgat
  4004941 agctataacg atcaggcgat gattgaattt gctggtcttg gtgttgcaat gggcaatgca
  4005001 cctgatgata ttaaggaaat tgcaaactat gtaacagata caaatatgaa cgatggcgtt
  4005061 gcaaaagttg tagagaagtt tgtactaaaa agagaagcgc ttgtttaata tttccaccca
  4005121 taaaacctat ttgaagtcaa atacttcaaa taggttttta tttaaattac catgcttttg
  4005181 tgactatatt ttgaactttg cactattctc gtagtgtaaa ctttcttttt gtatataatg
  4005241 aaacaaaata gactatttta ttttgaaaaa gaatacaaat ttactataaa caagcataca
  4005301 ttaaaggagg ctacttcatg ttatctacac caatcggacg attaagagca atcggcttaa
  4005361 ttgagggaat ttctttccta ttactattat ttgtagcaat gccattaaaa tatttcgcag
  4005421 gatttgcaac agctgttaaa attacaggca tggctcacgg cattctattt attctattca
  4005481 tcttcgcagt aattcaagta acaatcgtac accgtaagtc aattgcatgg gcacttgggg
  4005541 cattcgtttc atcagttatc ccatttggta catttgtact agatgcaaaa ttaaagaacg
  4005601 aacaacaata ataaaaaggt agttaacgac agttaactac cttttctatt tataaatttg
  4005661 gaatttccca atcaatttct ccctcgccca tattagctaa aatcgtattt actttagagt
  4005721 atggcttact cccaaagaaa cctcgccttg ctgatagtgg acttggatgt acagattcga
  4005781 taatttgatg atttggattc gtaattaact tcttcttcgc ctgtgcatgg cgtccccaca
  4005841 atatgaaaat aactggtttt tcacgttcat tcaatagctc aattacacga tcagtgaaat
  4005901 gctcccatcc ttttccctta tgagaatttg cttcgccttg tcgaactgtt aatacagtat
  4005961 ttagtagtaa tactccttgc tctgcccatt tcactaaata accgttattc ggaatgtcat
  4006021 acccatattc atctcgaagc tctttataca tatttaacaa tgacggtggc gttttaacac
  4006081 caggttgtac agaaaagctt aaaccatgcg cttgattcgg cccatgatat gggtcttgtc
  4006141 ctaaaataac gacctttgta ttttcataac ttgtatactc tagagcgtta aagatatctt
  4006201 ctatctttgg ataaacaaca tgtgtactgt actcttcttt caaaaaaaca tccagctcgc
  4006261 gataatactc tttctcaaat tctggtgcca ataacggccc ccaatcattt ttcaaaacat
  4006321 gtttcacact ttcacttccc gtctaattaa ttcaccatat cctgctttgt aaatactaca
  4006381 aatgaaataa taagagatac aattccccaa acagttaaat tcattaaaga aaaccccatc
  4006441 gataaacctt gtaatgcagg tagttttcct gatagataat ctgttaatga taaattcaca
  4006501 ctaaaaatat atttcgcacc ttcccaagat gttgcgaatg agcttaaaat gccacctgca
  4006561 attaatgacg ctaacataac acccatccca gctggtgtat ttcgaattaa aaccgaaacc
  4006621 ataaatgata tagttccgac gacgatagca acaaaccaag ctaatccata cgccatcaag
  4006681 atatattgcc attgcggaat aagatgtaca aaattcgtat ttaacgtttc cttatcaata
  4006741 ataaacccag ttaaaacagg taaattccat cccgagtatc caaatacaag ccctgataat
  4006801 atgtatgcaa acacacctac aagaagcagt ataagtgaaa tgaagaataa catcgtcacg
  4006861 tacttactaa ggagtatttt ccagcgccga atcggccgag taagtaacat cttcatcgtt
  4006921 ccatcacttc gttctcctga aacaatatca atggcgacaa tcatgacgag aagcggaata
  4006981 aataatgtaa ttccttgctc aataaatgcc cttacaaaag ttggtgcgcc cggtgccatt
  4007041 ggattaatat cataatctaa ataatattgt tgctgctcta ctcttacctt taaccaatca
  4007101 cgccattctt ctggcaatct agagttgttc aaacggtttt gagaatcaac aatttgttgc
  4007161 tgcagcgaaa ccttccaatc cgttgtacct agcctttttt gtgtcgtttc tatttcacga
  4007221 tactgcgcat atacgaagag cgggattaat attgctaaaa taagcataac aacaaaaata
  4007281 cgcttcttac gataaatttt ctccgattcg tttaaaacta gattcgcaaa ttcacgcatg
  4007341 ctgctcaccc cttgtgagtt caataaataa atcttctagt gtaaacacaa gctctttaac
  4007401 actatgtaca tctatcccgt tttctacaaa ggttttattc caattactta tagatgaaat
  4007461 atgcatccgg catagtaatc gatcaccttc tatactcact tctcttactt cctcagcatc
  4007521 tactagcata tcctttgtct tagagattgg tgtaacaatc cattctacgc gatcacttgc
  4007581 tgttttaatt aactcttcaa ccttggcaac tgttatcatt tttcctttat gaataatagc
  4007641 aacgcgatcg catatcattt gtacttcgct tagcaaatga cttgaaataa acacgctcat
  4007701 attttcttct ttcacaagct tatgtataaa ttccctaagc tctctaattc cagctgggtc
  4007761 taaaccattt gttggttcat ctaatatgag tagtttcgga tttccaagaa gcgcttgcgc
  4007821 aatgccaagg cgctgtttca taccgagtga gtatgttttt accttatcat gaattctctc
  4007881 atccaaatga accatgtgag caatttcaat aatacgttca tctgatatac cacctaacat
  4007941 acgggcaaat tgttttaaat tttcccatcc tgttaaatat gtatacagtt ctgggttttc
  4008001 aacgatactc ccaatttgac gcatcgcttc cctgaaattt tccttaatag aataaccgcc
  4008061 gatagaaatc gtaccttctg tttctttaat caatccgact aacattcgaa tggtagtcgt
  4008121 ttttccggcg ccattcggtc ctaggaagcc gaacacttct ccttgtttta catcgaagga
  4008181 aatattctct acaattgtct tctttccaat taccttcttc acgtctcgta cggaaagtat
  4008241 cgttgtcatt ttacccctcc ttgttctagt tttaatttac ttacaacatt ttgaactaat
  4008301 cggtccgcca tatatgtata ccctacttca ttcggatgga aatgatcgga gtataataaa
  4008361 tctttcccac gattttggaa taaatcaaat gtcggtgtaa tatacacatt tttattattt
  4008421 atcgctaact tttctaaaga tgcattccag tctacaacaa tgtttgaaga cccctttaaa
  4008481 tcttctacat cttcaaaagg attatataaa cctagccaaa aaatagggct atctgtattt
  4008541 aatttacgaa tttcttctat aattttcttc gcttcattct ggaatgtttc cgtatccgga
  4008601 cgatatgttt ctaaatctat ctttccaagc gattcccagc ccggaaataa atcatttcct
  4008661 ccaatcgtta aaacgattac atctgcttgt ttaattgaat attgagcgcc attactctca
  4008721 atttgtttta ataagtcagg cattttcgca ccactaacag ctaagttcgt taaagcaacc
  4008781 ttttgcttat aatctttttg taaatcttct ttcattcgtc caatatagcc aattccttct
  4008841 ttatcaccaa caccgcgtgt taatgaatca cctaaactaa cgatttgtaa cgttcctgtt
  4008901 ttctttttct cttttgctac tacatcggtt tttttaatta aatttgaagc tctcggattt
  4008961 aatacatcat ttacacctga aacaaagcca tatgcaaata aacagaaaga tgcaattgta
  4009021 atgagtagaa ttacttttac cacttttgat ctcatatcaa aacccctttt agccctcata
  4009081 gattgtccat aattatacca aacgcaattt tgaaaagcga ttttcacacc ttatctatta
  4009141 tgtcgtttcc ctttttacga attctggcaa taactccacg tgctttacat ctatttgctc
  4009201 atcattaatc ttttcatata ataattcaaa tgccttcacg ccaacatttt tactagaata
  4009261 tgaaatcgtc gtaataccta aaatgtctgc tacatcttga tcatcacaac caataatcgt
  4009321 aatatcttct ggaatacgaa ttccttgttt tttcgcctcc gttaccattc ccgctgcaat
  4009381 atggttacaa gatacaagaa acgcagttgg ctttactgac atacaggccc attccctaat
  4009441 tacattacgc ccgtcttcca ccgtaaaaca gcctttaaac ttccaggtct ctaacggtgt
  4009501 tacagcaatc tgttgaagtg aatcttcata tgcttgtttt cttctttggc tattaatgct
  4009561 attacttctt ccaatgcaat acccaatacg tgtatgacca gcatctatta agtttttcat
  4009621 cccttgtgaa aacactttat agtaatcaac atgtacactt gaaatgtatt ttgaatctat
  4009681 ttcctcacac ataacgattg gaccaaattt cgtatattct tcaagctttt ccttactatt
  4009741 tgtccgggaa catataataa ccccatcaag ctttttcatt tttaacatat tcaaaatttc
  4009801 taattctttt tcctcactat aattcgtctg acaaagcatc atattataac tgttctttgc
  4009861 tgtttccttc gatatgcctt caataatagc gctataatat tgatcattta cgtgcggtaa
  4009921 taaaacgcca attacattcg tttttccttt cactaaatga attgcattca cattttgcgt
  4009981 ataatttaat tcttctataa ttgctaaaat ctcttttcgt ttctgttcat tcacataagg
  4010041 atgattattt agtacacgtg aaacagttga aacagatacc ccagcaagtt cagcaatctt
  4010101 tcttatattt gtcatctcat tttccccttc cctgcaaaaa ttctcccttg acctggtaag
  4010161 ctttccacaa tatatccttt cctagcaaat acattttgaa aggatataca actatgtttc
  4010221 gattcaaatt agaatatata tttttcattg gcggtctact cattctcgcc atcggtatta
  4010281 atatgatgac gaccattact tcctttggac ttagccctta tgattccttc tttattgcac
  4010341 tatatcaaaa tttcgggata agtatcggtt tttggatttt catgattaac ttcgctttta
  4010401 cacttatcgt actcttttgg aataaaaaag aaataacaat tggtactatc gtaacgatgg
  4010461 ttcttatttc tctttttgtt gattggattg gttccactac aactattatg gatgctatcc
  4010521 gctctcttcc aaaatatata acacttattt gcggaaatct attcgttgga gctggaattg
  4010581 gtctttacgt ctctacaaat ctttgcgcag cgcctcaaga agctttcgtt ttaacggttg
  4010641 ctgagaagaa aaaatggacg tttagaagaa cagagatttc attagctttt ttatttttaa
  4010701 cgttaagttt cttattagac gggcccattt atttcggtac aatcatctta tcctttacaa
  4010761 ctggctggat tattcaagca tttattcaag ttggcacgca cagtttaaat agaaaagaac
  4010821 ctattaagca agccgcttaa taggttcttt attagtggag atactacttt gcatcccctt
  4010881 caattcgata gtttgctttc aaacaatcta tttcttcata cccttgcaac gtatgtagaa
  4010941 tataatcata atcagcaaga gacgcacggt gcgttacaat gacaatttca gcctttcctt
  4011001 tctcttcaag cggcatttga ataatctttt caaagctaac accacgctca gagaataagg
  4011061 aagtaatttt tgcaaataca acaatttcat ctggctcttt taataccttt tgatattgag
  4011121 gaactacagc actatttcct gttactccta atctaatgtt ttgcattaca gctactaaat
  4011181 cagaaacaac agcggttgct gtcggtaagc ttcctgcacc tggtccataa aacatcgttt
  4011241 ctccaactgc ttcaccatac acatatacag cgttatattc gttttgcacg gccgcaagag
  4011301 gatgtgtatt tggaagtaaa gtcggttcaa ctgtaacctc taatttttca ccatctcgct
  4011361 tcgcaagacc gattagttta atcgtgtacc ctaaactctt actgtattcg atatcttcct
  4011421 ctgtaataga agtaatccct tttaccttga catctccaag ctctacattt gtagagaaac
  4011481 caagggtagc caatattgtc atttttcttg ctgcatctaa accttctaca tctgatgttg
  4011541 gatccgcttc tgcaaatcca agttgctggg cttcttttaa cacgtcgtta tatgctctcc
  4011601 cttcatctga cattttcgtc aaaataaaat tagtcgttcc atttacaatt cccattactt
  4011661 tcgtaataag atctgaagaa agcccttcta cgatacttcg taaaattgga atccctccgg
  4011721 ctacacttgc ttcgtaaaac aaatctgctt tattatcttt tgctaccgct agtagttccg
  4011781 ccccgtgcaa cgccattaaa tctttattcg cagtcacaac gtgcttccca ctttgtaaag
  4011841 cttgcagaat atatgctttt gcatcatcaa tgccacccat tacttcgatg acaacgtcaa
  4011901 tatttggatt atctaaaatt tcatgtgcat cttgtgttaa tagagtagag ggtacctcta
  4011961 cttctctctc tttttcaata ttttgcacta gtactttcgt tactttcaca ggacaaccta
  4012021 cttggtgtat aagtcgctct tgatgatctg taatgatacg aactacaccg ctaccaaccg
  4012081 tcccaagacc taataaacca acttgaattt ctttcataat actgtccacc cctcaaaaat
  4012141 tgtgtttaga tgaaattata tgagtaaaaa atctgaaaaa caatgttttt agaacattcg
  4012201 gaataatata gattaacctt tacaaagaaa acgttgccac gtgtgacaca atcttttttt
  4012261 ataatacata aggggtttct tgatacacgt aataattcag ccaattagag aataatagat
  4012321 tcccatggct cctccaccgt acaagtggct tctcatttgg attattatgt ttaaaatagt
  4012381 ttttcggcac atcaatattt aacccttttt ggcggtcccg ttcgtattct tgctttaacg
  4012441 tatcacaact atattcacta tgcccaagcg caaacacttg ccttccttcc ggtccaataa
  4012501 caaggtgaac acctgcctct tcagagtttg ctaacaatgt taattctttc actcctctaa
  4012561 tatcattctc tcgtacttct gtatgacgag aatgcggggc gaaaaacaat tcatcaaacc
  4012621 cttgtaacaa tttcacatgt tgctcacgga cttcatgttc aaatacacca aacatttttt
  4012681 ccttaagagg atactttgga acgccataat gataatacaa accagcctgt gctccccagc
  4012741 aaatatgaag cgtagatgtt acattcgttt ttgaatactc cataatacgt ttaagttctt
  4012801 cccaataatc tacctcttca aaagaaaggg tttcaactgg tgctcctgta ataatgagtc
  4012861 catcaaattt ctcattctca atatcacgga atgttttata aaaacttgtt aaatgttcct
  4012921 gtgctacatt acgggacaaa tgtgattcca tatgaagtaa atgaacatct aattgcaagg
  4012981 gtgtatttcc aattaaacga agtaattgcg cttctgtttc ttgcttcgta ggcattaaat
  4013041 ttaatatagc aattttcaat gcccggatat cttgtgtttc tgctcgctct tttgtcatta
  4013101 caaaaatatt ttcctcctgc aatactttgc gagctggtaa atctttatca attatgatcg
  4013161 gcatgttgtt tgcctccgac tagcgctgct tctaaatctg caataatatc agaaacatct
  4013221 tctatgccaa ctgataaacg aattaaatct gatgtgacgc cagctaaacg ttgatcttca
  4013281 gcacttaatt gtctatgcgt tgtactagca ggatgtataa cgcaagttcg tgcatcagct
  4013341 acatgcgtta caagagttgc tagttttaca tttgcgataa attcttttgc tgcttctaat
  4013401 cctcccttaa tgccgaatgt taaaacacca ctcgcacctt ttttcaaata cttttgtgct
  4013461 aacgaataat tttcattact atctaatccc ggataattca cccattcaat acgttcatga
  4013521 tcagcaagcc atttagcaac tgcgagagca ttttcactat gacgctccat tcgtaaatgc
  4013581 aatgtttcta agccaatatt gctaatatac gcattaaatg ggctcataca gtttccatag
  4013641 tctcttaata attgaacacg tgccttcaca atataagctg ccgctccaaa attttgaacg
  4013701 taacttacgc catgataact tggatccggt tcaacaagtt caggatattt tccatttgtc
  4013761 caatcgaagt ttcctccatc aatgacaatg ccgcccaaag aacttgcatg accatcaata
  4013821 tatttcgtcg tagaatgaac gataatattt gctccgtgtt caaatgcttg gcataaataa
  4013881 ggagttgcta atgtattatc cacgataaaa ggtacttcta gctctttcgc tgcatctgaa
  4013941 aactctttga aatttaaaac gttcatcgct ggatttccta gcgattctgc ataaacgagt
  4014001 ttcgttttat cattagcaag ggccacaatt tcatcagcag ttaaattcgg attaaagaac
  4014061 gtaacatcaa taccaagctt acgcaaactc accccaaata aattaaacgt cccgccataa
  4014121 actgtggaag aacaaagcaa gtggtctccg ctactacaaa tatttaaaac ggcgagcata
  4014181 atagcagcct gcccagaagc tgttgcaaca gcccctacac cgccctctaa ttccgccagc
  4014241 ttttgctcaa atgcagctaa agtaggatta ccaatacgcg tataaatata tccttctgcc
  4014301 tctaaattaa ataatgctgc taaatcatcc gaagtatcat atttatacgt cgtgctttga
  4014361 taaagcggta aaacacgcgg ttctccattc tttggcgtat agccaccttg cacacaaatc
  4014421 gttcctttcc cccatgattc tcccatttct cattctcctt tcttttatac aaaataaaaa
  4014481 actgcccctt tcctgaaaac aagaaaggag cagtttgaaa acacgctcta aaggctcttt
  4014541 cttatctctc aggatttatt acctgcagga tttggcacaa ttccgttata cggctgttgc
  4014601 caaggtttca tcgggcctgt ccctccacct tttcttgata agactatgca attaccgttg
  4014661 attttatagc aataatttcc taatgtcaat tagtttttct gaatgttcta aattaactac
  4014721 aaagaatttg atgtacataa caaaagaaat atattctata tccatttgaa aaagaccttt
  4014781 taaaacctac gattactata tagaattaag taagtatttt aactgtatac atttcaaatt
  4014841 ctcacgagac ctcaatagat tgaataagcc gacctctcaa aaagatacta tacatattca
  4014901 tttcatttca cagtagcata ttgaatcctt tcgacattcg aacttacata acggaggtat
  4014961 aacatgacaa acacaaagga catgcactat atgctcgtcc tatacggcat tcttttaggc
  4015021 tctatagtag gagcaacagt ttggctattt ttagttacaa taaatatcgg cattcacttt
  4015081 atttgggagt acttacctac tattttcgct tctccccctt attacactat ttgcgtaaca
  4015141 actatcggtg gtattctcgt tggtttaact caaaagtatt tcggcacata tccacgtctt
  4015201 atgccagaag tgatgggtga atataaaaaa acaggtagaa ttgaataccg ctttgtacat
  4015261 aaagctactt taactgcgat tatcgtttta atctttggag ctagtttagg tcccgaggca
  4015321 gcacttgttg gtattatcgg tggactttgt acatgggtag gggatcgctt tacattcgcc
  4015381 ttaaaaggaa tgaacggact aacagaggtt ggaattggcg ctactttaag tgtaattttt
  4015441 aacgcgccat tattcggtta tttagctcca aatgaaaatg agggtgagca aattaacgaa
  4015501 ttttctaaag gaaaaaaagc aattgtatac ttagctacta ctttcgctgg tttttccgtt
  4015561 tatttattac ttagtaaatt cgataatcgc ggatccttta tcgttgattt cggaaaaggt
  4015621 tctctttctc tcaatgaatg gattgccttt ctcccccttg ctagtattgg cgctatagtt
  4015681 ggattctttt atttcaaatt agagtttaca ttagagaaat taatccaccc cttaaaagaa
  4015741 tataaactag cacttggtat tatcggtggt attttattag gaattacagg cacgtttctc
  4015801 ccgtacacgt tattctcagg agaacatcaa ttaaaagatt tagtcgtgga atggagccat
  4015861 ttatccttct gggtactact tctttcaggg attttaaaat tatgtattac tgccgtttgt
  4015921 ttaaatacag gttggcgcgg cggacatatt ttcccaatca tatttgctgg atctagtatc
  4015981 ggatatgcta tagcttccat tatcccgata gatccaatcg cttcggtagc cgtcgtcacg
  4016041 acagcaattt caagctatgc attaagaaaa ccaattgcta taacattact actactcatg
  4016101 tttttcccgc tcaatttgct attaccgatg cttggagcgg cagcaattgg taatgcattt
  4016161 ccacttccta aaaacaacga agctacaaac gaataaaaat gggcagtagg gactaaagtt
  4016221 ccactgccta ttttttatta cacacgttgc ttcaataaca cgtataactc ttcaaaattt
  4016281 tgcacttcat atgtcggcac aatcttgcta tcatttaatt tcttttctgg attaaaccaa
  4016341 caagtatcaa ttcccgctac atatccacct ctcatatcag cgcttaacga atccccaata
  4016401 atgagccctt cttcaggagc aaaattagga attctttcaa aaacataatc aaaatactct
  4016461 ttcattggct tttgataacc tgtatcttca gaaacgaaaa tatctttaaa cattgaatgt
  4016521 aaccctgcat tacgtaaacg tttatattgc gtcttcgaaa caccgtttgt cactatatat
  4016581 aaatcatact cactttcaat ttgatttata aattcaaatg caccttgtat gagttgattc
  4016641 ccttcttcta agtagttgcg ataattattt tcaaataata tcccatccac ttcttgtcca
  4016701 tattctttaa ataaaactga aaatcttgta tttactactt catcacaatt tattttacct
  4016761 tcttcaaaat catcccaaag acctttatta acttttttat actgcgcttc aatctcacta
  4016821 gttagaggaa ttcctttctc ctcaaaaagc atacgtaacg ctatcctctc agccttttga
  4016881 aaatctaaca atgtatcatc cacatcaaat aatagtgttt tatatttttt cataagcccc
  4016941 tcacactctc ttttctacaa aaacaaattt acgtaaatcg tagcattctt tcttgtaaaa
  4017001 ataataggag atatctcata ctaaatatga ggtgaaaaca tgaaagtcag taaaaatagt
  4017061 gaagaaatct ctcattacat acaaacttac aacttccata ctcttttttc ttttgacatt
  4017121 ttaccgtatg ctgaactaca ttcctttcag aagagagaaa aaatatgtaa tgaaggggtt
  4017181 gatgttcctt atctttatta cttaatttct gggaaagcaa aaatatatat gagtcacaaa
  4017241 aacggaaagg tctccttaat taactttatt caagcacctt cgttcattgg ggaattagga
  4017301 ttaattggcg tagaatccgt cacgaaaacg gtggaagtaa tggaagattg tatatgctta
  4017361 gcgcttcctc ttaaagattg tcagcatatt ttattacaag atgctatttt tctacagaaa
  4017421 ctatgcaaat ttatcggtga aaaaacaatt acccgaacag aaagttatgc caaaaataat
  4017481 agttatccgt tcgaaaatcg attagcagcg tttattctat taacagaaca aaataacagt
  4017541 tatacagaaa aacataccga ggcttcggaa tatttaaatg ttagctaccg tcacctttta
  4017601 tatgtattaa atcaattttg ccaacaaaat tatttaaaga aagatggaag aacctattac
  4017661 atacaagatc gcaatcaatt agaaaaactt gctgatgagt taaaaatata aagaaacagc
  4017721 attaacataa acgttaatgc tgtttctttg agtgacgatt ataatttcaa ttagaattta
  4017781 tttgctactt tagctgcttc ttcaagacca gccgtaatga tttcttccgc tttatctggg
  4017841 aattggttat gtccttcaat aactactgtt tccatgtttg ttgcgccgaa gaagcccatc
  4017901 atgcttgcta catatttaac agccatttct acttctgctg ctggaccttc agagtataca
  4017961 ccgccgcgcg cgtttaataa tgcaatcttc ttatctccaa ttagaccaac tgggccttct
  4018021 ggcgtatatt taaacgtttt accagcacgg tttaaataat caatatatgt gtgtaacact
  4018081 gctggaatcg ttaagttcca taatgggaaa ccgaaaacaa ctttatcagc ttctaaaaat
  4018141 tgatttaaat acttatcagc aactgctact gcttttgctt cttcttctgt taaatcaaat
  4018201 cctttacctg ctttgaatgt accattaatc atgtctacgc ctacgtatgg taattcttct
  4018261 ttatataaat caagttctac tactgtatca tttggatgcg cttctttgta acttgctaaa
  4018321 aacgcttcat ataatttcac actaactgct tgttccgctg gacggttgtt tgcttttacg
  4018381 aataaaactt ttgtcattat cttttcctcc tagtactagc tcttctgttg ttatatgctt
  4018441 tcaaaaaagg tatcccttgt aattgttgtt tgttgcttac aaaatatatt ttatcttcat
  4018501 atcgagacaa tttcgtcctc acatagacgt atttttccat aaaaaaagtc caccttctaa
  4018561 aggcgaacta ggtcttacga cttttgtctt atacaattcc gtttttcact gcatataatg
  4018621 ccgcttgcgt gcgatcagat aaatgcaact tactcaaaat actacttaca tgagctttta
  4018681 ctgttttttc tgtaataact aaaacagaag cgatttcttt attactcatc cctttcgcta
  4018741 atagctgcaa tacttcattt tctctcgctg ttagcacatc tacttgaata gaaggctctt
  4018801 cttccttttc ttccacaggt aacgtttggg agagaagagc atttgctata tctggatgta
  4018861 attgaatatt acctttatat gcgcttcgaa tagcttcaac aagctgatcc ggttctacat
  4018921 cttttaaaat atacccgctt gctccagccc ttaatgctgg taacacatgc gcctgatcag
  4018981 aaaagctagt caatacaatt actttcacat ccggatattc ttttttaata cacgctgtcg
  4019041 cttcaacacc atccatttcg ggcatatata aatccattag tacaacatca ggatttgtct
  4019101 ctcctacttt cactagtgcc tctttcccat tacttgcttc tcccactaac tctatatctt
  4019161 cctgtgtact taagaaaaat gctaatcctt ttaaaacgac tgtatgatca tcaactaata
  4019221 atacttttat tttcacaaac ttccctcatt ttcacatcat aatggtacgt ttacttttac
  4019281 acttgttctt tttttatcac ttacaatttt aattgttcca ccgactaatt ctactctttc
  4019341 gcgcatcgta gtcatgccaa gtgatttctt ctcttttata ttcttttcta caaagccgtt
  4019401 tccttgatcg actatttcta atgatacatt cttctcggtc actttgaaat aaatcgtcgc
  4019461 ttctctaaca ttcgcatgct tacttacgtt atttaaagct tcttgtccaa ttctccataa
  4019521 cgcttcctct actacgcgcg gtaaatctcg gacacctgta acttgttccc gaattttcag
  4019581 ccccaaactt tcaccatatt gctttaaagc tggtaataat cctttctcta aacctgctgg
  4019641 acgtagttgc caaatcaacg tcctcatttc ttttaaagat ccttgcgcta gttcacgcat
  4019701 ctcatgcaaa gatcggtcca ccttttcatt ttgacctttt aagactgcct cagcgccctt
  4019761 tgtcataaag gttaacgaaa atagcttttg tgagacggaa tcatgtaagt cccttgctaa
  4019821 ccgatttctt tcttccattc gtacaagttc gcgtcattgc tcatttaacc ttaaattttc
  4019881 tatcacgaag gaaatatgat ttgttattgc ttgaagtaca tctatcgtat tcacatcaaa
  4019941 ttcaccatga tttgaactaa cacataaaac accaaatatg tgagtttgaa tctgtattgg
  4020001 tgtggcaata accgttctat tagaggctgc cttatgactg atttgatcgt ttaataaaat
  4020061 aagttcacct ttttctaatg cttctttcgc tgcttctttt atatcctcgt gcaattcttc
  4020121 ctggcaataa gatgcccgca aagataattc tttctcttcc ctaataaaaa acgccacttg
  4020181 attccactga aacacttcac ctaattgatt tacaactttt tcaggcaata tattaaattg
  4020241 atgaatcgtt cttaaaactt gaatgaaacg ttctaatttc acataataat gcgctcttcg
  4020301 cttttcattt tcatataact ttgctcgttt taaagccgtt ccaatttgga aagcaactga
  4020361 ttgaagcaat actaattctt cttctgaaaa atgtgtttta cctgggcttg ccacatttaa
  4020421 caaaccaaat ttttctcctc cagcctttaa aggaaccgta gcatgatgaa gaatcccttc
  4020481 tgtatctccc caattatatt caattgcatt attaattctt ttacattcaa taatattaac
  4020541 agctctctct aactttccat ccacaaagcc acgtaaacac caacattccc cttcacacat
  4020601 cgggcgttta ttttcatatg taagtgcctc tggtaattga taatcaatta attttgtata
  4020661 tctaccattt tcatccgcaa gaaatatcca tcctgtcgtt aaacctgtta cactaagtaa
  4020721 tttttctagc actgcttgca atacatgata tgtatcattt gatgtattta gcgtttctgc
  4020781 aatttctttt aatataacta attcatttgt acgattctct tgaaacataa ttcgtctcct
  4020841 acatacaaga ttttacatag ttcctaacat aaatcatcta cttttcactt tgtacttatt
  4020901 cataacattg atataatggt gaaaacatag ttttcattat atcacctgag ggggctttca
  4020961 taatgacatt aaataaagca cttactatcg ctggttctga cacaagtggc ggtgctggta
  4021021 tacaagcaga tttaaaaaca ttccaagaac ttggtgtata cggaatgaca tcacttacga
  4021081 caatcgtaac gatggatcca cataacggtt gggcacataa cgtattccca atcccagctt
  4021141 ctacattaaa accacaatta gaaacgacaa ttgagggcgt tggtgtagat gctttaaaaa
  4021201 cgggtatgct tggatcggta gaaattattg aaatggttgc agaaacaatc gaaaaacata
  4021261 atttcaaaaa tgtagtagtt gaccctgtta tggtatgtaa aggtgctgat gaagcattac
  4021321 accctgaaac gaatgattgc ttacgtgacg ttcttgttcc aaaggcatta gttgtaacac
  4021381 caaacctatt tgaagcttac caattaagtg gcgtaaagat taattctctt gaagacatga
  4021441 aagaagcagc gaaaaagatc cacgctttag gtgcgaaata cgtcctaatt aaaggcggta
  4021501 gcaagcttgg tacggaaact gcaatcgacg tcctatatga tggagagaca ttcgatcttc
  4021561 tagaatcaga aaaaattgat acgacaaata cacacggcgc aggttgcaca tattccgctg
  4021621 caattacagc agaacttgca aaaggaaaat ctgtgaaaga agcagtaaaa actgctaaag
  4021681 agtttatcac agctgctatc cgttattcgt tcaagattaa cgaatacgta ggcccaacac
  4021741 atcacggtgc atatcgtaaa ttcgtcgtat caaaagaact tgtctaacta aacgaaaaca
  4021801 cccacagggt tcatatattt cctctctgtg ggtgtttttt ataaactctt ctggtcatcg
  4021861 tatctttaag atgcagaact aacctgattt ctaccatttc ttttggagta atataatgca
  4021921 tcatcagcag cttgaataaa tcgctctggt gattgttcat atactgaaat tcctactgaa
  4021981 actgtaattt ttatttttgt tccatctaac aattggaatg aatgtttttc aacagctgcg
  4022041 cgaacttgtt cccccatacg cattccgtaa gctaatccct tctgcggtat aagaagcgcg
  4022101 aactcctctc caccctttcg aaaagccaaa tctggaaacg ttgaaacttc tcgtaaaata
  4022161 cgccctattt gttttaatac ttcatctcct gcaggatgcc cgtacgtatc gtttacagac
  4022221 ttaaaatgat caatatctat aagtagtaaa caaagtgaat tatttttcat gcgcttatta
  4022281 ccaatatgat gattcatttc taaatcaaac tgccttacgt ttcctaaacc tgtcaatgca
  4022341 tctatcgttg catattgctt catcttttga aataactcat tggattgcaa tacataattg
  4022401 gcgcttataa atgtgatata tgctgcaaca ctactacaaa ctaaatataa tgctactata
  4022461 gacatatcct taaacagcat agaaagtggc accgctaaaa taaataaact atatacatta
  4022521 aaccagatcc accttgtaaa catagaaact ttcatccgcc aaatgaaagt aaccccaata
  4022581 cctatcaata caatagtata acaagccaat tcagaggcta aagagtactc ggttaaaaat
  4022641 aatcgggtaa ttaaaatgat cgtaactgtt atactactag ctatcggacc tccgattata
  4022701 attgccaaaa taaccgctaa ataacgtaga tccaacataa tattttcaat atgtacacca
  4022761 aaatacatca acagtacact taatattcca gtaagaatac caactacaca tttctgccaa
  4022821 aaggagaact cttcttttaa cggtttatct cttaaaagct gacctccaat aaaaataaag
  4022881 gaaagaataa ttgttgtatt tacaaataag tcccttaaca taaaataatc tccctacttt
  4022941 tctatctatc cctttcctta ttttattgta tacgaaatgc ctataattcc caaagctttt
  4023001 tatatatttt ttgctgttcc acgtgaaaca gcaaaaaaat aaaaaggacg caaattcgtc
  4023061 cttctcatta acaacagcgt gatatttttc caccctttgc attaaatcta gcttcttgcg
  4023121 cttctgcaaa aaattgtttt tgacatacaa cttcttcttc tggatgatgc tttttcatat
  4023181 gctctacata tgtttcatag cttggtaccc caacaagtaa actaataaag tgtttccttt
  4023241 gtccccatac ttgccgtagt cttttaagca tagttcctcg actcactttc atctctagga
  4023301 atatatggtg cctcttttaa cggcattggc ttgtttctta atacttgaat ccaaattcga
  4023361 agcgcagaaa ttaatactgc aattacaact atcataaaga tcccacacag tgctgcgtca
  4023421 atataatcat tgaaaataat ttgcttcatt tgagcaacat ttttagctgg tgctaacact
  4023481 ttcccctcat ctaacgctcc ttgaaacacc tttgcgtgag atagaaatcc tattttaggg
  4023541 ttttcatgaa atagcttttg ataacccgcc gtcatcgtta caataagcaa tccgacagtt
  4023601 ggaataagcg tcacccaaac atatgccttt tttcccattt tgaacaaaat tgtcgttcca
  4023661 agtaataatg caatacctgc taacatttgg tttgcaatac cgaaaagtgg ccataatgta
  4023721 ttaattccac caagtggatc cactactcct tgatataaga aatagcccca tcctaataca
  4023781 cataacgttg tagctattac attcgctaat gtggaatccg ttttcccaaa cggcttatat
  4023841 acatgcccta aaatatcttg aatcataaat cggccgacac gcgttccagc atcaatcgtt
  4023901 gttaaaatga atagagcttc aaagagaatc gcaaaatgat accaaaatgc catcatggct
  4023961 gttccaccta ttacttgtga gaaaatatat gccataccta tcgctaacgt tggcgcacca
  4024021 cctgtacgtg ataaaatcgt ttgctctcca acgtttacag cgagatcttt tagttcattt
  4024081 ggtgtaatag caaatcccca tgaggaaata acttgagctg cttgcgagac atctgtaccg
  4024141 ataagtgctg cgggactatt aattgcaaaa tacgttcccg gtgttaatac acaagctgca
  4024201 atcattgcca tcgccgctac aaacgattcc attaacattg ctccatagcc gattggctgt
  4024261 gcgtgtccct cttgctcaat catcttcggc gtcgtgcctg atgaaacgag agcatggaat
  4024321 ccagacactg caccacaagc aatagtaata aataaaaatg ggaataagtt tccggagaac
  4024381 acagggccag ttccatcaat aaattttgaa actgctggca tttgtaaatc tggtgctaca
  4024441 attaaaatac cgattgctaa tcctacaatt gttccgactt ttaaaaatgt acttaaataa
  4024501 tcacgtggtg ctaaaagcat ccacactggt aatgccgatg cgataaaccc gtatacaata
  4024561 agcataatag caattgtttc tccgctaaac gtgaacatgc ttgcaagcgc cggattctcc
  4024621 gctacatact gccctccaat aagagacagt ataagtagga taattccgat tgctgaccct
  4024681 tcaccaaccc gtccgggcct aatgtagcgc atatatactc ccatcaaaat agcaatagga
  4024741 atcgttgctg ctatcgtaaa cattccccaa gggcttccga caagcgcctt tactactact
  4024801 aatgctaata ccgctaataa aataatcatt atgcctaaaa taccgatcat ggcaataagt
  4024861 cctgtaacag gaccaatctc atctttaatc atttcaccga gagatttacc attacgtctc
  4024921 atcgaagcaa ataaaatgat aaaatcttgc acagctccag cgacaacgac cccaacaata
  4024981 atccatattg tccctggtaa atatcccatt tgtgccgcca aaatcggtcc tactaaaggc
  4025041 ccagctccag caattgctgc aaaatgatgc ccaaataata cccatttatt tgttggaaca
  4025101 taatctttcc catcatttaa tgtatgggct ggcgtttgcc gattattatc taaaccgaat
  4025161 acctttctcg ctataaatct actataaaag cgataagcaa ctgcatacac acataccgca
  4025221 gctactaaga gccatacggc attaatagtt tcaccttgtg ataaagctat tacaccgaaa
  4025281 gcacctgctc ctactgccgc aataactccc caaagtaaaa tcgacttcaa tgttctcaca
  4025341 tacaatcccc ccaatactat ttcttagtgg gattgtacta aattttctga atatttaact
  4025401 tgaatcctcc ctatcatgaa ggatttttag tttatcatgt taaaaaaatt gcattatctg
  4025461 ctacaattca attttatttc gaagtcgttt cacataatta cgactaactg gaatcggttg
  4025521 ctcatcatat ttatctaaat atagattata tgtgccatta tagtaaggct ttaactcttg
  4025581 tacatatgac atattaatta aataactttt atgcacacgt aaaaaatcat atgcatttag
  4025641 cttattttct agctcctgaa gtgtatatgt tgaaatatac tgattatttg ttgtataaat
  4025701 tgaaactgtt ttgttttcct tatttttgct tacatataca atatcttccg gaaaaatata
  4025761 ccgaattcct tcttgacctt ctatcggtag ttttcgcaaa taactctttg ctttctctcc
  4025821 ttgctcttta cccattctat ataaaaggaa ttgcaaatct tcttcgcgaa atgggcgtag
  4025881 taaataataa aatgcttgaa aacgaaatgc cgtaatggat tcttctatat cttcacccat
  4025941 aaaaataaat tttgcataac aatttacttc ccttaataaa ttcacatatt caaatccagt
  4026001 tccatccatt aattttgagt ttaaaaaaac aaaatctggt gtatgctttt tcatgataaa
  4026061 tagtgcttct gttcccatac ttgcttcaaa acattctaca ttctttatat tttcaataaa
  4026121 tttttcagcc aaacttcttc gctcttctgc ttcttccata atcagtaaaa ttttcatttc
  4026181 ttcaaccacc taattctttt gtccgtatgt cctgttgtat acattcgctt ttataaagaa
  4026241 cattcccttt ttcttactat accattattt atctaaaaaa acagaaaaaa ggaaaccttc
  4026301 acggttcccc ctgccttttt attccactat cggtaaggac caataatcag cgtgggaata
  4026361 accccctcac tgattaaagc ctcatcttat actaattctc gttgtttcgt ttcttgccca
  4026421 agtataatta cagcaaatac gcctattaaa atggatccac agaaaatcgt aaatattagt
  4026481 gatagtgaag cctgtgaagc aactaaatat cctactaata gcggtccaag aataccacca
  4026541 atacgaccaa atgctgctgc catccctgca cctgtaccac gaataactgt tggatattgt
  4026601 tcaggtgtgt aggcatataa tgcaccccaa gcacctaaat taaagaagga tagtaacatg
  4026661 cctgctacga ttaatactgt taatgactct gctactccaa ataagtaagc actgcatgct
  4026721 gtaccaatta aatacgtaac taaaacaaac ttacgaccaa gacgttcaat aaaccaagca
  4026781 gctgtgaaat aacccggcaa ttgagctaac gtcataataa gtacgtattg gaaacttttt
  4026841 attaaactaa atccttttaa taccattaca ctaggtaacc aaaggaacat tccataatag
  4026901 gaaaagacaa cagaaaacca taaaatccat aacataattg ttgccttacg gtattctcca
  4026961 gaccaaactg actttatatt ttcgataaca gatggccttt tttcaacctt ttggaatctc
  4027021 ggagaatccg gtaaattcca tcttaaatat aaagcatata gcgccggaat cgcacttaat
  4027081 atcatcgcaa cttcccaacc atatttcggt ataacaaaat acgagataag agccgcaatt
  4027141 aaccatccac ctgcccaaaa actttctaat aacacaacta ttttgccgcg ttcatgtgct
  4027201 tcaacactct ctgatactaa tgtagaggca actggaagct ctccccctag ccccataccg
  4027261 attaaaaatc ttaaaacaag gaacatagca agtgttgtcg ttaaagccgt taaaccacta
  4027321 ccgatagaaa ataataataa tgtaataata aagactgatt tccgccctat tttatctgat
  4027381 agtattccaa aaacgagcgc tccaactgcc ataccaattg aattaatgct gcctatccag
  4027441 cccatttctt gcgtacttaa tccccaatct ttttgcaatg ccaccattac aaatgaaagc
  4027501 attccaacat ccattgcatc aaataaccat ccaagccccg ctataccaag tagctttcgc
  4027561 ttcgaaattt ctttcacctt gcccacaaga agtcctcctt acacagctgt ctttacacat
  4027621 cattttacat gtgtgaattg tataagtaaa atactttcgt gtaaaaattc tccttcatca
  4027681 ttcccaaaaa gtaaaatact tatccgacta tttgagggca gtaagatcca cgctaggggt
  4027741 tagattaaaa atccattgcc agtaaacacc cgtttcgtga ggattcgcaa ttgatggtaa
  4027801 acgaacaaaa ccttacttta tcaaaaatgg aaaaataaaa aagtagcgat attccgctac
  4027861 tttttcgaac gcataacttc ttttaaaaat tccgctaata ctaactgacg acgccaacgc
  4027921 gttggattgc tacacaatct ataaaaccac tctaaatgga tcgcttgaat ccattttggt
  4027981 gcacgtttta cctctccagc ccatacatct aaacttccgc ctactccaac agccattttc
  4028041 gtttctaaac gatgcttatt cgtttggatg aagttctctt gtctcgggaa accaagtgca
  4028101 acaagcaata agtctggttt tgcctcttga atacgagaaa caacattctc ttcttcttct
  4028161 tgtttaaagt atccatcttg tatacccaca atagatacag ctgaatacgt cttcgttaaa
  4028221 tgatctgctg cagcttgtac aacatgtggt tttgcaccaa gtaagaaaac agatactggt
  4028281 ttattctctt ctgatagctt cgcaaataaa ttacacatta aatcaaaacc tgctacacgt
  4028341 tcctttaaag gtgtgcccag cataccactt gcttttacaa ccccaattcc gtcaggcgta
  4028401 attaaatctg tatttaataa tgttttatag aatgcttcat ctttttttgc acacataaca
  4028461 atttcaggat ttgctgttac tacctgaaaa gtatgcgttc gctccacttc tagttgtccc
  4028521 ttcaaatatt ggattgtttc atccattgtc attgtagaaa aaggaacacc tagaatatca
  4028581 accgttttta cttgcatgat taactatcct ctctatttca gtaaaagtgt tttatatgca
  4028641 ttataagtat cttcatacaa attctttagc gagaagtgag tagatgcgtg agtatataaa
  4028701 cgatttccca tcgcttctaa ttcaccattc aaccattttt cataagcatt ttctaatgca
  4028761 tttgctaacg agtctgcatc accaatcggt acaatccatc catacgtatc atcaactatt
  4028821 aactttttca tatcacctac atttgttgca atagatgtta agcgttgatt agccgcttct
  4028881 aataaaacga gagggaaact ttcgctataa gaggttaaca aattaatgtg tgcagacgca
  4028941 tataattcct ttgaatctat acgaaaacct agaaacatta ctttatcctc tagacccttt
  4029001 tgtttcacca tctcttttaa ttctgcttct ataggaccat caccaagcaa gagtaccttt
  4029061 atattgggaa ttttaatttt tgtaatgctt caaataaaat atcatgacct ttaacaggat
  4029121 gaagacgtgc tacttgaatg gctgtaaata ttccttcatc gatgccaaat tcactcttat
  4029181 cataaggttt tgccggatta ctatcatact caattccatt ataaacagta caaatcttct
  4029241 cttctggtac acctagtttt attatatttc tcttaaagtt ctccgtaatt gcaaagaata
  4029301 aatctacctt cctgaaagaa cgtaaattta acttcgtaaa tacccatcct tttaatcccc
  4029361 tcttcataaa atccaaagtt ggatcactgt ggacagtcat tatccatttc gcttttatac
  4029421 cttttttcaa gagggagaga tagaaatttg ctcgtgcgcc atgtgtatgc acaatgtcaa
  4029481 attgattttc attaataaat gcttttattt ttgaaagaat tgataggtcg taccgagatg
  4029541 attgggtaaa aacatgtact tgaataccaa ggtttctcgc ctctctagca atcgcacctt
  4029601 cttcaaatac cattaattcc acttcttcct ttgaaaattg agataaaagt gaaataatat
  4029661 gtgtttttcc cccaccttct tccgcaccag cattcatatg caacactttc atttcttaca
  4029721 tcccccattt ttttcttttt atttactata acaaaataaa agctaacata tgctagcttt
  4029781 tatttttcta tcattcaatt tccaggtcaa ctattaaata tgccatgatt actactaagt
  4029841 agaaactcac tccaggtgca attaaaatat gaccagccat gaatgagata cctaatccaa
  4029901 gaagtatcgc cgcaatcacc attgcatatt tcacagtgaa tatttgttta aatttagtaa
  4029961 atatacatgc aataaattta ataccgaagt ataagaatgg aattacaagt aaaatgaacc
  4030021 ctatgattcc gaaagaatag aaccaatcgt ggaaatcacg ttcaattaat ttcggctgtt
  4030081 ctttatagtt acccgcataa cccattccta ataatttttg agacattggg gcttcattat
  4030141 agaaatcttt atacatttgt tcaaatagtt gacgcccact aaaaataaga gcttgcgttt
  4030201 cttctttttt ctctgctact ttttcttttt ctttctcttt ttctttttct tgctgtgtca
  4030261 caggaggttt gtgttcttta gcttcctcct tctttttctc ttcctttttc gcactctgtt
  4030321 cttgttcaat taattggaaa tggaatccca tatttttcat aaatggtgaa aaaggtgtat
  4030381 atgccaatat gcctacaaat acagtcattg caagaaaacc atttaataaa taggcatgtt
  4030441 tctttccatc tttacgttgt gtaaatgctt gaataaagca cataacaact gcgatagcca
  4030501 ttgatccaaa aattgctcct acgccaacct ttgtcccaat tgcaaatagt gaataaacaa
  4030561 ctaaaattga aggaatccaa taatatgctt tacctatact ttttgttttt tcgattgagt
  4030621 acaaaataac aattggacac atgatagcta aaatagatcc tagctcgtta cctgcataaa
  4030681 accaaccgcg tgatcctaac tttacccatt cgtaactatt ataatctgtg ccagtagtaa
  4030741 tcgaagctac cattactact cctataatta gcgatgcata cgtaatgtag ttacgcattt
  4030801 tcgaatgact tttttctttt aaagacttaa acacaaacac ataacaagta agcataacaa
  4030861 acggatataa agcttttgct ataaacttca tttcttctgt aagtaccata ggatcttttg
  4030921 taagcttatt atttaccaat ccgatagtaa agactattcc tactaagatt atatacaata
  4030981 tatattttat atttccttgt ttcttcgttt gaattaaaat atatatcccg cctaggaaca
  4031041 taacgaataa gcgtgtaata actccaatgg tcgtatcaat ttttaaaacc atgatacaga
  4031101 acgctgtaag taaatctaaa atcggttgca acaaaataaa gattagtaga aaattttcaa
  4031161 atttattact tttactattt tcgcttaaca tctagaacct ccataactat tacctaattt
  4031221 caatctatac agttaatatt tttttctcat ctcaaatatt tattataaca tatatttttt
  4031281 aattaaacgt ctcacatttc taccccaacc ttacctttca aaaaaagatt atttgtattt
  4031341 tcaagcgctt tctttcctca ttttttcttt ttttctacat gtaacgaaaa tgcattgtta
  4031401 tttacataac tttagtgtat attttttctc tggaacatct ttaggaggaa gggattacag
  4031461 caatgttatt aatcgacata tttacgtttc ttggcattat cgccgctgct atttccggta
  4031521 cattagttgg tttaaaaaaa gatttagatt tattcggtgt cctttgttta gctgtagcta
  4031581 ctgcgctcgg cggcggtatt attcgtgata ttatgatcgg taacctgcct cctgtcgcat
  4031641 ttgttaaacc tatttacttt ttcgtaagcg tattatcagc actatttact tgtatgtttt
  4031701 ttgagcgtat caataaactg caagtcgtta ttatgctctc tgatgctgtt ggcttaggtg
  4031761 tttttacagc tatcggtgca aatgcggcaa tgtcacatca tgttgacgcc tcatttctag
  4031821 tcgtttcaat gggagtcatt acaggtattg gaggcggtat tttgcgtgac atttgcgctc
  4031881 aagatatccc ctacgtcttc cgaaaagaaa tttacgcaat cgcttctatt ttaggagcaa
  4031941 ttagtttcct aatcacatat gcaatggggg cacacatatt agctttctat gtttgtttat
  4032001 tagtaacatt cattattcgt gttgtcactg taatatataa tgtacatttc ccagttttct
  4032061 ttaaaacaca tgctaaaatt aataaaggcc attaagagaa ttctacatag aattctctta
  4032121 atttatatac tattctacac actaatgtag agtaattgta tataaaaata tataattata
  4032181 ttagaaacaa aaaatgaaaa cgcttcacat acagggggaa gaacgatgct tggggttttt
  4032241 aaaaaacata caaataaaac aaacgccagt atacttgaat taagtaagga tcaacaaatc
  4032301 acttttaacg tgcctactaa ttctgaacta aaagtgcaaa tggatatgct acatatttca
  4032361 aaagaagatt tacaaatcgt aaaggtacta cagcccttta tttatgaaga aattgattgg
  4032421 attacagaaa aattctatgc caatattaca aaacagccta atttaattac cattattgaa
  4032481 cgttatagct ctattccaaa gctaaagcaa actttaaaaa cacatataaa agaattattc
  4032541 agcggagata tgcatgaaga tttcattgag caacgtgtta aaattgcaaa aagacatgta
  4032601 caaattgggt tacatagaaa atggtataca gctgcttatc aagaattatt ccgctctatt
  4032661 atgaagattt taaaaacaaa aattacaaca attgatgatt tttcttactc tataaacgta
  4032721 ataaataaat tatttacact tgaacaagaa cttgttattg cggcctatga atctgaatat
  4032781 gaaagaatgc aaaaagaact tgaaaaagaa aaagaaataa catctatgac cattacgcat
  4032841 attgcaacag aattagcatc tgtatctgaa aaaacgagcg cttctattca acaattaacc
  4032901 gctaaatctg aaactattgt agaaattgcc aaaacaggta catcattagc tacaacatcg
  4032961 gaagaaaaag caaataaagg taaagaacaa ttaaatcagc aaaataaacg aatggaatac
  4033021 attcaagcaa acatggaaac gattattact gatactcatg aacttctcga tatttctaac
  4033081 aaaattaatg aaattataga tattgtaaaa tcaattgcag agcaaacaaa tttgctcgca
  4033141 ctaaatgctg ctattgaatc tgcacgtgct ggggaatttg gtaaaggctt ctccgttgta
  4033201 gctggagaaa ttcgaaagtt atcggagcag acgaaagaat ctatattcaa cgttacaaag
  4033261 ctcgttgaaa aaacaaatga acaaattatt cgtgtctctt cttcagtgaa acaaattagc
  4033321 tccctcgtat ctgaaggaac agatagtatg tctgcaacag atcaatactt ccaagaaatt
  4033381 gtaaaagaca tgtctaactc gaaagaacag aataaaaaaa tcgaaaatga attagagacc
  4033441 atttcacaag taatgaaagg aatccaagac gattcctcaa aaatggctct aacagccgat
  4033501 agtttacaac tggaactcaa ccgatagatt gaagctcatg tcagtacata ttctttatct
  4033561 ccgctgcctc ttagtcttca tcttccattc aaaaaaaaag aatccaattt ggattctttt
  4033621 tattttctaa agaatatttt ttgacagtac atataactca tataaacacc aaagctttgc
  4033681 aaaataaaca atgctggcac aataagattg taataggtca tatctacttg taagagtctt
  4033741 aacaatacgt acccgctaat taacaataag aataacatat acccttcgtt ttgttgtttc
  4033801 ttaataagaa agtgtaataa ggcgatagac ataaacaatg ttaccgctat atatataagt
  4033861 ttttcacatt taaatagaat agaatgtatt ccttcatctg agaattgatt aattactggt
  4033921 tttaaaagtt taaatctttc ttcttccatc tctttttgct tttgatcaat atgttctgtt
  4033981 acgcttcgat tctttgttac tttctcctca tttttacctt ttccaattaa aacagattga
  4034041 acatacgtct cattcgaaac cgtatattgt gacattccca ttgtctgaat tccataactc
  4034101 acaccaaaat gggcactata aaatagaata agtatcccta tcatctttag taatactttt
  4034161 tgcttcattg ctgattgaaa aagttcaatt aacaacacat atacagcaat aaaaataggg
  4034221 agaaataatc ccattggaaa aatcatatta ctacatgcaa ataaaattgc tgaaagcacc
  4034281 cacatataag gatgatctaa gcctttatat agaagtatgt aacaagctaa ataaaataaa
  4034341 aatattgcaa gcgattctga tgttaataaa gcactcgtaa atatatttgg aatatataaa
  4034401 gcgtaaaata cagaagcaat acggccgcat tcttctccaa aaaccattgc tgcaatgcga
  4034461 taaatgaaaa atgcagtccc tgtgcaaaat aaaatattaa atagctgcaa tgcgaatacc
  4034521 gtatcgccaa atacacgaat aataattgat tcataaataa taaaaggtaa ctgcgcaaca
  4034581 ttctctacgc tattaccaat tgcaatctgc tttgcagact caaacatagc tttcatatca
  4034641 tcgattaccg gaacatctac aaataaaacc atactcagtc tcacgacaat agatgtacca
  4034701 ataagaaaaa taagaaattg tttatctgta aaacgatact gtaaaatcga tgctactaac
  4034761 agcatgagaa taacaaaaat aatcaataca attgttacac ttgttgtact gcctccaaaa
  4034821 aactgtttac ttgtttcaaa cgcagaccaa caactataaa caaaaaatgc gagcatcgca
  4034881 ccgatcatta ttttactgaa aaaagacgaa aaatttgttt gtatatgatt catatgtcca
  4034941 ttgcacctct atttccattc ataacaaaac gattctatca tgaataggtg cacggctgat
  4035001 agggaatttc tatgacaaat acagggtcct aattttttca cttgcaatgt aagcgactac
  4035061 tcttttacac tacattttat atatgataaa ttttctttca gttacatgaa tacaaataca
  4035121 gaagttttac taatcctctt ctggaattct ttacttcatt aaatatctat agatttttaa
  4035181 tatttttgta ctccacttac aatacatgtc attctgaatg aaaacagaaa ataggggctg
  4035241 accatatgga aaagaaattc atgcgagaat ctaaagcaat taaaacaaca cgtgtttttc
  4035301 cgaatgattt aaataatcat caaacacttt tcggaggaaa attattagca gaaattgata
  4035361 gtattgcttc aattgcagct gcaaggcata gtcgtaaaca ttgcgtaaca gcatctatcg
  4035421 attctgttga ttttttaact cccattcacc aagcagattc tgtttgttac gaagcattcg
  4035481 tatgttatac aggaaaatct tcaatggaag tgttcgtaaa agtaattgca gagaatttat
  4035541 tagcaggaga acgtagaata gctgcaacat gtttcattac attcgttgca ttaaaagatg
  4035601 gaaaaccttc ttctgttcca caagtactac ctgaaacgga agaggaacat tggctacaca
  4035661 aaactggcgc tgagcgtgca gaaagtagaa aaaaagggcg tgtaaaaagc aaagaaatgg
  4035721 ctgaagttct aactttaagt aaaccttgga gtatgtaggc cttcaccatt aagacatctt
  4035781 ctgagcgaat aacgatcatg tattcgctca ttttttataa acaatttccc gtcttcatac
  4035841 aactattcct ccttttcaca catactatgt aatattttta tacatacccg ctcgctattc
  4035901 actttttcta atgaataaaa cctcatttat aatacggttc tatgccatca acagttgctt
  4035961 tacaaagttt atgtagggta cacttatacg ggtggtcaac aaaacaattt aagaatttgt
  4036021 aaatcgtgta ggaaacacct tacacttcat tatattgaca gaattaactg tagttaaaaa
  4036081 ccttactatg acatagcaag tattttaatt aaattggatt attttaatgg aaaggtgaaa
  4036141 ttatgcagaa atcaattgct tcaaatattt tttataaaat actgctcaat acgtttaata
  4036201 ttatccttcc aattttagtt ggtccttacg catatcgaac gttaggagca acttcaatcg
  4036261 gaaccgttaa tcttgctgaa acttttttca attacttctt cgtgtttgcc gtatttggcg
  4036321 tatatcaata tggtttacgc gaaattagct taattaaaaa cgataagaag aaagtttcta
  4036381 agttatttac aagtctctat gtaattaact tcacaactag tattttagct ttatcatcct
  4036441 ttgtgctctt tagctatatt ggatatggac atgaaagtct atttcctgtt cttcttattt
  4036501 tcggttttaa ttttatatct aacatgtttt atgtggaatg gtttaatgaa gcatatgaaa
  4036561 attatgactt catcactaaa aaaacagtta tcgttcgatt aatctatgtc gtacttcttt
  4036621 tctctttcat tcatggggtt gacgattata aaacatatgc tggtttatta gtattatcaa
  4036681 catttttaaa ccactctatt agctttgtat atgtgaaacg ccaagtgaaa tttgattttt
  4036741 ccgacttaac gattattcct catttaaaac cgttactatt agtattgatt ttttcaaatg
  4036801 ctaatatttt atatactcaa ttagatcgtc ttgttttagg agtatatgtt ggaaaagaag
  4036861 aagttgcata ttacgtaatg gcttttcaaa ttatgatgat tattaacaca cttatgttaa
  4036921 gtgttgtaca agtaaccgtt ccaaggctat cttacttatc aggaaatgca tctgaaatgg
  4036981 agtatgaatc tttactaaat aaaatttcaa aagtatattt cattacccta ttccctgctg
  4037041 caattggttt aatgctcatt gctcatggag ctgttgttat ttacggtgga caacaatttg
  4037101 ctgcagctgg taatacatta attgtcttcg ccttctatat gattacggtt ggtattgagt
  4037161 ccattttatc gaatcaaatt atttatgtga aaaagaaaga aagcatttta gtgcgatttt
  4037221 tattcatttg cggatttatc aacttagcat ctaatattgc actcatattc ttccatgtac
  4037281 ttacaccaac aacagcgatt ttcacaacaa caattgcgaa ctgcttctta attacatttg
  4037341 aatatattta tgtgaaaaag aaactaaaag tgaattatac gttattcgat atacaaaaac
  4037401 ttaaatatct attttattcc ctaacattta taccgatagc attcgttatt gatatgattg
  4037461 tatctggaca aatactacaa gttatcctag taataataac gtgtggatta acgtatgccc
  4037521 ttatcctctt tataacaaag gatgaaattc tcttttcgct acttgaaaag atactagcac
  4037581 gattcaaaaa ggcttaaacg caatctctaa aaggagctgt taaacttgaa attttcttta
  4037641 atcatggcta cttgtggcag acgtgatgat attcttgact tactaaaatc acttgaacaa
  4037701 caaacttaca aaaactttga acttatcgta gtagatcaaa atgatacgcc aatctctgat
  4037761 ttatttgatg aatataaaga taaattttct attaattaca tttatacacc tattaaagga
  4037821 ctatcaagag ctcgcaatgc gggcttaaaa gtagcagatg gcgattttat cgcttttcca
  4037881 gatgatgatt gtatttatga aaagaatgtt ttagagagta tattagaaac tttcaactct
  4037941 aataaagatg tgcatttcat ctcaacaaac acgacaaatg ttgaaggaac tggttcttta
  4038001 atacacgcac cgaatacaga cattatttta aataataaat atggattcat ggggccttct
  4038061 ttcaccctat tcttcacaaa gcaatttgta caagatgtag gtacatttga tgaagattta
  4038121 ggtgttggtt ctggaacgat ttatggagcc ggtgaagaaa ctgactttgt gttacgcggt
  4038181 atgaaacaaa attatactgg tctatttaga aaagatctgt tcgtatacca tcctgtaaaa
  4038241 gaggaaatta ttaatgaaca atcattaaaa cgtgccattt cttatgctgg tggttttggt
  4038301 agaattattc gcttacacta tggattccct tatttcttgc gtgctgtcgc tgctgcaaca
  4038361 ttccgtatga cacaaaatat ttctaatgat aaacgcaaat tccatgcaaa tcgcttacgc
  4038421 ggaattgttc gtggatattt aaaataaaaa ataaggtgta accacttata taaaatggtt
  4038481 ataccttatt tttatttctc tcacatcaca gcaatccatc atccttttgt catcgtatac
  4038541 cctactattc aattacatta tatattttgg aaatgatagc attctaccca agaatttagt
  4038601 atcatgattc aagacactat ttagaaatga acggaggaca ttatgagctt attaactgtt
  4038661 gaaaaattag gccatacatt tggtgatcgt acattattta aagatgtatc catgcgctta
  4038721 cttgcaggag aacacgttgg attagttgga gcaaacggtg ttggtaaatc aacatttatg
  4038781 aatataatta ctggtcagct tatccatgac gaaggtcgcg ttgaatggac acctggtacg
  4038841 aattacggtt acttagacca gcatactatt ttaacacctg gtcgcacaat tcgtgatgta
  4038901 ttagcagatg cgtttttacc tttatttgaa aaagaaaaag ctttaaatga agttacagag
  4038961 aaaatgggaa ctgctacacc agaagaattg gaggaacttc ttgagcaaat ggcagaaatt
  4039021 caagatgctc ttgaagcagg tggcttctat ttattagata ttaaaattga agaagcagcg
  4039081 cgtggtcttg gaattgacgc aattgggcta gatcgtgatg ttgtggcatt aagtggtgga
  4039141 caacgtacaa aagtattact tgcaaagtta ctacttgagc aaccagaagt actactatta
  4039201 gatgagccta ccaactattt agacgttgaa catattcatt ggttaacaaa ttatttaaaa
  4039261 gagtatccac atgcgttcct attgatttcc catgatacgg aatttatgaa taaatgtgtt
  4039321 gatgttattt tccatctaga attcacaaaa atgacgcgtt acacagcaac atatgaaaaa
  4039381 ttcttagagc tagcagaaat caataaaaat caacatatca acgcctatga aaagcagaga
  4039441 gaatttatta aaaagcaaga agactttatc gccaaaaata aagctcgtta ctcaacgact
  4039501 ggccgtgcaa agagccgtca aaaacaactt gatcgtatgg agcgtattga tcgtcctgaa
  4039561 acagctatta agcctgagtt ctcctttaaa gaaagtcgtg caagtagtcg atttgtcttt
  4039621 gaaggggaaa atgtagagat cgggtataca catccgttat taccgaaatt aacaatgaca
  4039681 attgaacgtg gcgaaaaaat tgcaattgtt ggatgtaacg gtgtcggtaa atcaacactg
  4039741 ttaaaaacaa ttttaggtaa gattaaacca ttaagcggaa agacaagtct tggtgacttc
  4039801 ttaaatccat catacttcga gcaggaagta aaagctgata atataacacc aattgatgat
  4039861 gtttggaata cattccctag cttagaccaa catcaaatcc gtgcaatgtt agcaaaatgc
  4039921 ggtttaaaga atgaacatat ctctcgtcca ctgaatcaat taagtggtgg cgaacaagca
  4039981 aaagttcgtt tatgtaaact aatgggtgaa gaaagtaact ggttactctt tgatgagcca
  4040041 acaaaccacc ttgatgttac agcaaaagaa gagctgaaaa aggcgatgaa agcatacaaa
  4040101 ggaacaattc ttcttgtatg ccacgaacct gttttttatg aagattgggt aacaaaaact
  4040161 tgggatgtag agaaatgggc ccaagaaaat tcttaatccc ctaaaaacat ccctttacac
  4040221 tgatatttaa tgtgtaaagg gatttcattt taaaataacc atgcaatttg acaaggagtt
  4040281 tttaataatg caacacacat tccccctaaa gcttaatacg ttttttgtaa agtgcttatt
  4040341 agtactatgt ctaattattt ctgctgctat aacgtggcaa tcaataggca tcattcaaga
  4040401 aaaagtcgac acgcattcct ttattataat cccgattatt attttaatag gtcttctatt
  4040461 tttgcttatt ggctatattt ctaacaagta tatgtctaca tttatattta ccgtttcact
  4040521 cattgtttta gctttttctg ttcgattaat ttgggttctc aacgttccaa cccctatcga
  4040581 atcagatttt tcagtgatgt acaatagtgc tattcaagct actaaaggcg attttagttt
  4040641 tgcacaagac gactattata cttcatgggt ttatcaactt ggctttacaa tgtaccaagc
  4040701 tttcattatt aagttattcg gcgaaggacc tttccttcta acttttaaat atcatgtatt
  4040761 gcacaggaac aacatggcta gtttacaaaa taacttcata tgtttttaat gaatgggctg
  4040821 gaagaatggc tggattacta tatgcattat atatccctag cattgtattg agctctttac
  4040881 taacgaatca acatattgcc acattcctat tttatcttgg attttactta ttaattacaa
  4040941 aaggtctaac ccataaatat atgtggattt ttatagggat attcctagcc ttaggagata
  4041001 ttatgcgtcc acttggcgct ttcgtcttga ttgcagtagc tctttacgtc tttttacaag
  4041061 atatattagg aaaatcaaaa caggatattt taacttctat aaaaaaactt tctgggattt
  4041121 tcatcgtttt ttatcttgtt cattacatta taagctcttc atttatatat gccggaatta
  4041181 cacaatatcc gctatctaac cgagatcctc tttggaaatt cacagtagga cttaatcacg
  4041241 aaacaagagg tggatattct tcagcagatg tagaatatgt tatgtccttt aagcttggaa
  4041301 aagaacgaga agccgttgag aagaaattga ttcaagagcg actagctgat ccagaaaagg
  4041361 ttttatcttt atttggtgat aaattcacga ttatgtgggc agattatgat tccgccccag
  4041421 tatggagcct ggcaacacta agtaacacag agagtgatat ggttacctta caagatgatc
  4041481 ttaaaacata cgacaagtat atttatatta caacgatgtt atttagtacg ttagcaactc
  4041541 tttatctctt attaacgaag cagaacaaca cacattacac actattttta ttattaataa
  4041601 ttggttatat aacgattcac ttcttaatag aatatcaaac aagatatcga tactttatca
  4041661 tccctagctt tacaatcatt caaggttatg ggttatatgt agtttatcgt ctcatgtcta
  4041721 aaagaaaggc caaataaaaa gcgtaagctc ggtgcaatta ccgagcttac gctttttatt
  4041781 tatattcttt ttttattgta aatatgctta atgccaaaag cagctaaaaa gatcataggt
  4041841 attgtagccg aataatgata tctcggtgct acttctacta tcatttgtgc cattgttagc
  4041901 ccaatcacat ataaacaaat aattaaaagt gaagatttat ttttattttt tatagctact
  4041961 aacgctccga acagtgaagt aactagtaaa aagtaataga aaacattaga aattatagta
  4042021 tagcgtactt tatggtccat aattggatct gcatatttaa cagcttgatc atcattacct
  4042081 aaaaagataa taaatttatc atacattagt ttcccgaaat ctatatcatc gtttttgatt
  4042141 ctctttttcg cttcttcaag catttgcttt tgaacgtcct gagcactcca tcctggttga
  4042201 ccactataat gatatagtaa cgctgaatct cctggattcc atgttcctga ggctccctta
  4042261 ttaaatccta catgaatatt gtatcccggc actgttgcta tctcttcacc taaacgtaat
  4042321 gttacataat gatttgccgc tgaagacatc actaagtatc caataatgat aacccctacg
  4042381 tatgccaact tattaataag tagcttttta ttcccgatat gctttgtatc tataataaac
  4042441 atccatatcg ctaaggctat aattggcact gctgcaattg gtcttgccat atttattaat
  4042501 acaagtaatg cagctaatag aattgaatac ataagaacct ttgcaatctt catattttca
  4042561 attttatcat aaacaattat cataattgcc caggctaata acagtattgt acaatacaac
  4042621 ggttctgaaa gtgcaaacat gttatacatc gtttgtgatg gtaagagaat ccataaaaca
  4042681 cttgctgtta tcgctgttct cactccacca attcgtctag ctataaaata tattaatccc
  4042741 atcgaaattg tagttaaaac aacattaata attggcggaa tcataaagtt tgccccaaat
  4042801 atttttagga agatacttaa gaatgaagca taaccaaaaa tatgtggaaa tagtgctaca
  4042861 tatctatcat gaataacaaa gttatcacct aatgcttttg cagtattgaa aaaggcttca
  4042921 taatcaccaa tcggatcaat cttatatgta acaatccatg cagttttcac tgctaaacaa
  4042981 ataattagta gtacaaaaaa acatattttt tcatttactc tttcaagata tagcgatcca
  4043041 ctgctaagta taaagtttcc aattgtacat aataataaaa ctccaactaa tatcattaca
  4043101 taattatact tttgagtatc tgaaaaataa tcaaaaatta atattgcaac gaaaaagcta
  4043161 taaatgccgt atatggcacg tgtagaaaaa gttgaaaata atccagaaaa acgttccaaa
  4043221 aaaattcact ccttaacata tttatatggg aaaacattat atttcctaaa aaattacact
  4043281 accagctact atacattaat attaccatga tttccatgtt tgcttttata tttcaaagta
  4043341 taccaatttt aaataaccat ttttattatt gacagattta ttctatatcc taaaatggta
  4043401 ttcgcccaaa acatataaca tcttagcata aattatgcta taattgatag ttgttatgta
  4043461 cgagtaacct ttctacattt cctgttttgt ttatacattt tataaagttg aggatactat
  4043521 tatggagaaa ctcttaaagt ttggtttagt agggatcttt aatacactca ttacaattat
  4043581 tagcttttgg atattattaa aattcgggat gaactacctg attgcgaata ccattgccta
  4043641 tttaattggt gttgccaata gctactattg gaataaaaat tgggtgttta aacctaataa
  4043701 taaaagcacg tcaatgttct ttaaatttct aactgtaaat ttaattgtat tgggttttaa
  4043761 tacattatgt ttatttatat tggtagataa acttactgtc aataaattaa ttgcacagat
  4043821 cttcgcaatt ggtgtcggaa tggttataaa ttttgtcctt aataaaattt ggacattcaa
  4043881 ccaaacggaa aaggctacta attaaactga aacaatttat taaaaatacg gaggatacaa
  4043941 catgcaaaaa ttaatctcgg ttgtagttcc tatgtacttc gaggaagaag tagcacagga
  4044001 atgttataac cgtttaaagt ccgttatgct tcaaaatgat attaattacg agtttgtctt
  4044061 tgtaaacgac ggtagtacag atcgtacaat ggaaatctta tctgagattg cagcaaatga
  4044121 ttaccgtaca aaaatcgtta acttcgctcg taactttggt caccaagtag ctgttacagc
  4044181 tggtatcgct gctgcaaaag gtgacgctat tgtaattata gatgcagact tacaagatcc
  4044241 gcctgaagtt attcctgaac ttattgcaaa atgggaagaa ggatatgaag ttgtttatgc
  4044301 aaaacgtaag caacgtaaag gtgaaacttg gtttaaactt ttaacagcta aatatttcta
  4044361 taagttctta aactacatgt ctgatatcga tatcccaaaa gatactggtg atttccgaat
  4044421 catcgatcgc aaagtagctg atgttttcaa tcaaatgact gagcgaaatc gcttcatccg
  4044481 cggtatgatg tcttgggttg gcttccgcca aacgtatgtt gaatatgaac gcgatgagcg
  4044541 ctttgctggt gaaacaaaat atccattaaa gaaaatgatt aaatttgcat ctgacggcat
  4044601 tattgcattt tcgacaaagc cattacgcat cgttatgtct ttaggtttat tatcagttct
  4044661 aatttctata attgtcttac tatatacaat tactgtgaaa attatcggca atggtacaca
  4044721 aacaggttgg gcatctatta tggttgctat tacattcttt agcggtattc aattacttgg
  4044781 tcttggaatc gttggtcagt atatcgctcg tatttatgac gaaagtaaaa accgtccgat
  4044841 ttatatcgta aaagaaacaa tcaacattga ccaagaagag actgcactga aaaaagaaaa
  4044901 agtgaatgca taataaaaaa ggtaacaatg aaaactatca ttgttacctt tttatattgt
  4044961 aatagcccat aagtctcaaa cgaaattctt ttaaatttgg atatacttct aaattagaca
  4045021 gcattccttg tataaccgga atccttggat ttggcaacct catttctgcc tctaaaacat
  4045081 ctaacgtaac aagcaattcc tcatcttcta attgatcagc taatgtacgt ttaaacacaa
  4045141 taatttcttt taaaaagtgt tccttaacct gctccttaat aagctctgat ttacaaagaa
  4045201 attctccaag cttttcttca tgtaacacag gttcttccga agattttacc aatccatcta
  4045261 ctaaatcgtc tactcttttc aaaataaacg cagagacgta agataagtcg atttctggcg
  4045321 cttgtaaaat aattaattct aaatatccac ggcatatgcc ttctaccata atgactaaat
  4045381 ctaataaata tggcataacc ttatcaccat aaatagacag taaactattt cgataaaagg
  4045441 cgtgagactc taacttcatc cgcatcataa attcttctac ttctttatta aagggaatag
  4045501 cattttctct ggcatgcata ataatgaatt ctttatgctt ttgtatatcg ttaaactggc
  4045561 aatgcagttg ttttgcaaat ttttcacgtg gcaataacga ctctttttca atatccatca
  4045621 ttttgttttg aatcttgtca tagtaatatc ggagtgttgc taataaaagt tcctctttcg
  4045681 atttaaagta taaataaaag gctcccttag atatgccaca agctgtcaca atttcctgca
  4045741 ctgatgtcgc atttacaccc ttagtcgcaa ataacttcat agccatctct ataattaagc
  4045801 gctctttttc tttcatatcg tctctcctaa atttaatctc gcatcttatt atgaattcat
  4045861 tataccattc cttttcattg acggctgacc aatcagtcag ttatattatg tattagactg
  4045921 accggttggt caatacaata caaagggagc gcaaacatga acaaaattat taatttttcg
  4045981 ttaaaaaata agttcgcggt ttggctacta accattatcg ttaccattgc agggatttat
  4046041 tctgggctaa atatgaagct ggaaacaatt cctgatatta caacacctgt tgtaacagta
  4046101 accacggttt atcctggtgc tacaccagaa gaagtagctg ataaagtttc aaaaccgatg
  4046161 gaagagcaac tgcaaaattt aagtggtgta aatgttgtta gttcatcatc ttttcaaaat
  4046221 gcatcttcta ttcaggtaga atatgatttt gataaaaata tggaaaaggc tgaaacggaa
  4046281 ataaaagacg ctcttgcaaa tgtaaaactg ccagaaggcg taaaggatcc gaaagtttca
  4046341 cgtgtaaact tcaatgcctt tcctgttatt tcattaagtg tagcaagtaa aaatgaatct
  4046401 ttagctacct taactgaaaa tgtagaaaaa aatgttgttc caggattaaa aggacttgat
  4046461 ggggtcgcat ctgttcaaat ttcaggtcaa caagtagatg aagtacaact tgtctttaaa
  4046521 aaagataaga tgaaagaatt aggtttaagt gaagatactg taaaaaatgt aattaaagga
  4046581 tcggacgtat ctttaccact tggcctatat acatttaaag acacagaaaa atcagttgtt
  4046641 gtagatggaa atattacaac aatgaaagca ttaaaagaac taaaaatccc tgctgttcct
  4046701 tcatcagcaa gcagtcaagg aagtcaaact gctggagctg gtgcacaaat gccgcaaatg
  4046761 aatccagccg ctatgaacgg gattccgaca gttacattaa gcgaaattgc tgacattaag
  4046821 gaagtcggaa aagcagagtc tatttctcga acaaatggaa aagaagcaat tggaattcaa
  4046881 attgtcaaag ctgctgacgc caacacagtt gatgttgtaa atgcagtgaa agataaagta
  4046941 aaagaacttg agaaaaaata taaagactta gagattattt caacattcga ccaaggtgca
  4047001 cctattgaga aatcagtaga aacaatgctg agcaaagcca tttttggtgc tatttttgcg
  4047061 attgttatta ttatgctgtt cctacgaaat atccgaacaa cattaatctc tgtcgtttcc
  4047121 ataccacttt ctttattaat tgctgtatta gtcataaagc aaatggatat tacacttaac
  4047181 attatgacgc tcggagcaat gacagtcgct atcgggcggg ttgtggatga ctctattgtt
  4047241 gttattgaaa atatttaccg acgtatgtca ttgtcagaag agaaattacg cggaaaagat
  4047301 ttaattcgtg aagctacgaa agaaatgttt atcccgatta tgtcttctac cattgtaaca
  4047361 attgctgtat tcttaccact tggactagta aaaggcatga ttggcgagat gttcttacca
  4047421 ttcgccttaa ctatcgtctt cgctttatta gcatcattac tagtggcagt tacaattgtg
  4047481 ccaatgctag ctcattcttt atttaaaaaa gagagcatga gagaaaaaga agtacatcat
  4047541 gaagaaaaac caagtaaatt agcaaatatt tataaacgca tacttgcatg ggctttaaat
  4047601 cacaaaatta ttacatcaag tattgctgtc cttctattag ttggtagtct tgcacttgtg
  4047661 ccaattatcg gtgtaagttt cttaccatct gaagaagaaa aaatgatcat tgcaacgtac
  4047721 aaccctgaac caggtcaaac gttagaagac gttgaaaaaa ttgcaacgaa agctgagaag
  4047781 cacttccaag ataataaaga cgtcaaaaca attcaattct cattaggtgg cgaaaaccca
  4047841 atgagtcctg gtcaatcaaa ccaagcaatg ttcttcgtac aatatgataa cgacacaaaa
  4047901 aactttgaaa aagagaaaga acaagtcgtt aaagatttac agaagatgtc tggaaaaggc
  4047961 gaatggaaaa accaagactt cggagcaagt ggcggtagta acgaaatcaa actatacgtt
  4048021 tacggagata gctcggaaga cattaagcct gtcgtaaaag atattcaaaa tatcatgaag
  4048081 aaaaataaag acttaaagga tatagactct agtattgcaa aaacatatgc agaatacact
  4048141 ttagtcgctg atcaggaaaa actaagtaaa atgggtctaa cagctgcaca aatcggaatg
  4048201 ggactttcta atcaacatga tcgccctgtt ctgacaacaa ttaaaaaaga cggtaaagat
  4048261 gtcaatgtat atgtagaagc tgaaaaacaa acttatgaaa caatcgatga cttaacaaat
  4048321 cgtaaaatta caacgccact tggtaatgaa gtggctgtga aagatgtcat gactgtaaaa
  4048381 gaaggagaaa cttcaaatac agtgaaacac cgcgatggcc gtgtttatgc ggaagtaagt
  4048441 gcaaaactaa catctgatga tgtttcaaaa gcatccgccg cggttcaaaa agaagtagat
  4048501 aaaatggatc ttccttctgg cgtagatgtt tctatgggcg gcgttacaaa agatattgaa
  4048561 gaatcattca aacaacttgg cttagcgatg ttagctgcga ttgccattgt atacttcgtt
  4048621 cttgtcgtta catttggcgg tgctcttgca ccattcgcaa ttttattctc gctaccattt
  4048681 acaatcatcg gagctcttgt tgccttacta atctctggtg aaacgttaag tgtctctgca
  4048741 atgatcggtg cgcttatgtt aatcggtatc gttgtaacaa acgcaatcgt gcttatcgac
  4048801 cgcgttattc ataaagaaaa tgaaggtcta tcaacacgtg aagctttatt agaagctggt
  4048861 gcaacacgcc ttcgcccgat tttaatgact gcaattgcaa caatcggtgc ccttatcccg
  4048921 cttgcattag gatttgaagg tagcggctta atttctaaag gacttggtgt aacagtaatt
  4048981 ggtggattaa caagttcaac attattaaca cttcttattg ttccaatcgt ttatgaagta
  4049041 ttaagcaagt tcaaaaagaa aaaagcaaaa taacaaaaaa ataacctcgc taactgcgag
  4049101 gttatttttt atttccaaac aacattagga aatcaccata gccttctttt tctaattcct
  4049161 ctttcggaat aaatcgaaga gctgctgaat ttatacaata acgaagtcca ttcggtcctg
  4049221 gaccgtctgg aaatacgtgc ccgagatgtg aatctccttc cttacttctc acttctgtac
  4049281 gcgtcatatt atgactcaca tccatttttt ctttcacact tgctgacata accggcttcg
  4049341 taaaactagg ccaaccacat ccactatcaa atttatctat agaagtaaat aacggttcac
  4049401 ctgaaacgat atctacataa agaccttctt ctttatgatt ccaatactca tttcgaaatg
  4049461 gtggttctgt accattttcc tgtgttacat aaaattgcat atcattcagt ttttctttta
  4049521 aatgagcatt atcctttggc caatgttgct taataaatgc atctcgccct gagcccttac
  4049581 ggtataactc gtagcggaat gtgtttttct tatgatatcc ttggtgatat tcttcagctg
  4049641 gataaaacgt agcagctggc aatatttttg tcgcaatcgg ctttgaaaag cgcccgcact
  4049701 ttgcaagctc ttcttttgaa gcctctgctt ttttatgttg ttcttcatta tgataaaaaa
  4049761 tcactgtttc gtaagactgt ccgcgatcgt ggaattgccc gcctacatca gtcggatcaa
  4049821 tttgtctcca atatatattt aataactcct catacggcat tttatttgca tcaaatgtaa
  4049881 tttgtactgc ctcataatgt cccgtcgttt ctgaacatac ttctttatat gttggattct
  4049941 ctttatgacc acctgtatag ccagaaacaa cctttataat tcctaccatc tcttcaaatg
  4050001 gcgaaaccat acaccagaag catcctccag caaatgtagc taactctacc ttttcattta
  4050061 cagccattac ttcaccccta ttctatcttc tccttacagt atggcataag aaacatcatg
  4050121 ttataaaaga aaaagcatcg aaaatcgatg ctttttcttt tcttcgcttt attttgttct
  4050181 aacgtccttc tccatttcat cacttgtcac atctaagaca tctaataaga aaataaagat
  4050241 tggaataccg ataattaatc cccacacacc taagaagtgt tctgagaaga ttaataccat
  4050301 aaacgtatag aaaataggta agtttgtttt ttgcgacata aacttcggat ttaacacgta
  4050361 actttcaagc gcatgaatga ctgttacgat aactaaaata taaaccacgt acataatacc
  4050421 gccgatattg taagcaatca tacaaagcgg gaataacgaa atgataaccc cagctactgg
  4050481 aattaaacca agtaagaaga tcattaatgc taaacctaat aattgtggga atcctaatat
  4050541 ccatagtgca ataacggata aaacgcagtt aacaactgca attaaaaatt gggcttcgat
  4050601 tacttttccg aatgaacgtg caaatttctt accgaagtac tcgatttcag tatagaaaat
  4050661 tgcaagtcga ctttctttaa attttgcagt aaaagcaacg atgcgagctt tctccaataa
  4050721 gaaaaataaa cttaagatta aagaaagtaa cacttgaagg ccaaattttc caacattcgt
  4050781 aatcgattta tacaaaatgt caacgccttg tcctacatac ttcgaaagtt ccatatgatt
  4050841 gacagcatta actgcatact taattaattc actatctggt gggtttctta aaaatacgtt
  4050901 aaattgataa attaattgtg aaatttgtat tgttaacact ggtaaatatt taaatagcgt
  4050961 aatagcaatt ccaccaatta acatgacata tagaaatgct ataatgagct ttcgattaat
  4051021 gggcataaag tggtctaatt tgcgagaaat aaacttttgg aatcgatcca ttaaatacgt
  4051081 aagaataaac gtaattaata ttaaattcaa catactttgc agcccatata acacgagagc
  4051141 aagtattact aatacgagta acctctgaaa tcctttgctt tgaaacaggt tttttatttg
  4051201 cataatcgac gagtactctc tcctgtccta taaagtaaaa cgttaataag tagatttttc
  4051261 tctcttttct acttttaatt attcattcat attaagattt ttataagctc actatacgcc
  4051321 taccttagca gatctatagt agcttacttc ttattttaca atacaatgac ctaattcaaa
  4051381 acgtattcta caaagtatta ataaagattt aaggaaactt acattttgtt aaaagaggtc
  4051441 ttaccactac tgtaacataa aaagcaagct atcagtagaa atctgtccta caaatagctt
  4051501 gcttttctca tttttttaag taagttttcc tatccaataa acggcataaa catcggtatg
  4051561 acaactacag ttacaacccc aactaccgtt acagcaatac ttgccatagc tgcctctact
  4051621 tcacccattt caattcctac tgccactcct aatgcgtgac ccgctgttcc aagtgctaaa
  4051681 ccttttgcaa ttggatgttt cactctaaat gtttttaaga ataatgctcc taatgcgtat
  4051741 acaataactg cgttaaagat tactgcaaac gatgtaattg ctggtatacc accaatgctt
  4051801 tcagagattg gtaacgcaat tgctgttgtt gctgcttgtg gtaacattga attcattact
  4051861 gctgtatcta aaccaattgc ttttgcaaca atgaatacga caattactga gcaaatagat
  4051921 ccaactacga tagctgataa aatttgccac caatattttt ttaacttatc aacctgttta
  4051981 tataatggaa ttgcaaaggc gatagttgct ggttctaaga agaagctaat catttttccg
  4052041 ccagtattat actcttcaaa agtgaagtta cctaccttta gaaagacaat ccctaaaacc
  4052101 attgctacga ataacggtgt aaataagaag aagccttttg aatgcttaaa caataatgtt
  4052161 ccgattccgt atgcgattaa tgaaacgacg attccgaaat atggagtcat tgtgcttgcc
  4052221 atgttcatta cctcctaaca atatatacta caatggttac gcaacttttc cgtgcttgcg
  4052281 tcctttattt actactttca attcttttgt atcttctgtt tctttttcat cttttcctaa
  4052341 aataaattgt gcaaataatc ctgttacagc aagtaaaata actgttgcga caacaattac
  4052401 agttaagatt tgtacaaaat attgtcccat tacaccaagg gaattaataa ctgaaatacc
  4052461 tgatgggacg aaaaggaatc cgataatacc tgttaaagct gttccaagtg attcaacttg
  4052521 ttccaattta ataaccttta agcataatag actaaataaa atgactaacc cgattaccga
  4052581 tgagggcatt ggaattggta aatgtgttgc aataatatta gaaattaaca taatagctga
  4052641 gaatatgaat gcttgtgata agaaactata tacttttttg tactcatttt ggccacctct
  4052701 ttcgatttgg tacctttatt gtataggata taaccgctat agtaagcgtt tacataacgg
  4052761 aacgtcaaat atacagaatc agttacaaat ataaaaggat gaaatacaaa agctgcttct
  4052821 taaatacgaa gcagcttctt gagttctttt gcatatgtac gactaacagg tacttttgat
  4052881 ccttctttca taattaaatt ataagtagag ttgaaccatg gctgaatttc agtaatatga
  4052941 ttaatatttg caataaagct acgatggaca cgcatgaaac ttgcttgtgg caacttcttt
  4053001 tccaaaatta caagcgtatc gtgtgttaca tatgtttccc tcactgtttt tactgtcact
  4053061 tttccgtcca caagccctac atatacaata tcttcaatat ttacaagaac aatcgattcc
  4053121 tcaattggta atgctaattt atgcatctct gccgttacat ctgccccttt tatttcttgc
  4053181 ttcatttcta tttgcgattg tttttgtttt ttatatttct ttaatgtttg tacaatacgt
  4053241 tcttcatcaa atggctttaa aatatagtct aacgcatcta cttcaaatgc ttgcaacgcg
  4053301 tattgatcat aggcagtcgc aaatacaatt gcaggtggat ttttcatctt ctttaatata
  4053361 ttcgcgattt cgaatccgtt atcatccgat aattgaatat ctaggaaaac aatatctggt
  4053421 ttgtttttca ttaactcttc taatgcgtcc tctacacaat cagcctcacc aattatctca
  4053481 acttccttcg ttctctctaa taaatacttt agttcatcac gtgctaacat ttcatcatca
  4053541 actactaata cttttaacaa tctgctcttc ctcccctact ttttttggaa taacaaaagt
  4053601 aatctctgtc ccctcattta cttcactttc gatatgaagc atcgtttcct tcccaaataa
  4053661 cccaataaga cgttcattaa tattatataa agctgttcca gtcccttttt ttgacgaaac
  4053721 taccatcttt cctaattgtt ctaaacgttc ttcctcaatc ccttgtccat tatcctttac
  4053781 ttcaaaatga accataccct ctttttcaaa aacatgcact tccacttcac atacgggttg
  4053841 cttctttgga aaagcgtgtc gcaatgcatt ttcaaccaat agttgaagaa caaacggtgg
  4053901 tactaaagtt gtcttgagct catcctcaat atacatcttt acttcatact tatttgggaa
  4053961 ccttgcttgt tctagtgata agtatgcctg tacatggttt aattcttgtt ctagtggaat
  4054021 caataactga cgtgcccctt gcaaattaca acggaaatac acgctaagct gtaataataa
  4054081 ctttcttgcc ttttctacat ctgttcggca taaagctgat actgtattaa ttgcattaaa
  4054141 taaaaagtgt gggttaattt gtgcttgtaa tgcctttatc tccgcatctt gcaatagttt
  4054201 actttgcaac tcagcttcac ctaattcaag ttgtgtagag aatatttttg ctaacccttc
  4054261 tgctaattcc tcttccacac gacttaactg gttaggattt ttgaaatata gttttaatgt
  4054321 ccctatcgta tttccatgtg aagttagcgg aataacaatc gccgcttgca aaggacagcc
  4054381 ttcatgttga caattaatga cctcacgtga tttcgctttc attattttcc ctgtatgtaa
  4054441 cacttctttc gacaaaccgg ttattaaact atgtgaagga atatggtgat ctgacgctaa
  4054501 tccaacatga gctaatattt tctctgtatc tgttaaggat accgcatctg ttcctgtaaa
  4054561 gcggtgaata atttgtgcca catgcttaca agattcttct gttaagcctt ggcgaaaata
  4054621 cggtaacgtt ttatctgcaa tacgtaatac cttatgagtc tgaagtgcct ttgcgttctc
  4054681 ttcctggcgc aaaatagctt gtatcataga aagtaaaata aaacttccaa agctatttac
  4054741 aaggatcatt ggtatcgcaa ttgttttcac aatgctaatg ccatcctcta caattaatag
  4054801 aatcataatc atttctaaag aaacgataaa cacacttaaa actgctgaaa atttaggcgt
  4054861 aattgtacga ttatactttt taaaaatgta tccaatatac ccagttataa cgcctgctaa
  4054921 aattgaagag atcgcgcaac ttagcgctgt cgtcccgcca agcatataac ggtgaatacc
  4054981 agcaatcgat cctactccaa ttccgacgat aggaccgcca agcaatccac taattccaac
  4055041 acccataata cgtgtatttg caatggtact cgatgatgaa acaccctgta gccaattttc
  4055101 attcataatc gtattccctg ctatttcaat cccggtgtaa ttgcttacaa ttgtaaacac
  4055161 cgaaaaaata caaataagct taagcttatc tacataacca tcttgcttat gaagaaggcg
  4055221 cctgaatgtt ttaatatgcg aaagtaaaaa tcctagaata acaataagtc cgacgcgttc
  4055281 aatcatcata agtactaaat ttagcatctg tgattcattc ctttttatag tagttagttt
  4055341 tattatcgga aaatagtgaa gtgggcgtca agaagaatga aatacctttt gcaatatttt
  4055401 acacataaca attccctctt tatttgacaa tctaatagaa gagtgctaaa aataaagtaa
  4055461 tataatacag tcctttaacc caaccccgtg aggttgagaa ggaagtcgga atacaatata
  4055521 cgtatgttct tttttagaaa tacgtatgct tttttggcct tctcatcata tcaggtgaga
  4055581 aggccttttg ttattcttcc atagcgactg tagaagaaaa taaggaggaa taatgatgaa
  4055641 cgtcactact gatgtacaat caacaacaga ggagacgaaa gagaaaagat ataaaacatt
  4055701 atttggttct gcgctaggat atgcagcaga aggtttagat atgttgctct tatctttcgt
  4055761 actcgtttac attttaaaag aatttcactt aagccctgtt gaaggtggaa acttaacctt
  4055821 agctactacc ataggaatgc tgatcgggtc ttatttattt ggatttattg ctgatttatt
  4055881 tgggcgtatc cgtacgatgg cctttacaat cttactattt tcactagcga cagcacttat
  4055941 ttatttcgca acagattatt ggcaattatt aattcttcgc tttttagtag gaatgggagt
  4056001 tggtggtgaa ttcggaattg ggatggccat cgtaactgaa acttggtcta aagaaatgcg
  4056061 cgcaaaggcg acatcagttg ttgcacttgg atggcaattt ggcgtattaa ttgcttcact
  4056121 cctaccagca tttatcgttc cacattttgg atggagagct gtgttcttat ttggactcat
  4056181 tcccgcttta ctagctgtct atgtccgtaa gagtttaagt gaaccgaaaa tatgggaaca
  4056241 aaagcaacga tacaaaaaag aattgttaca aaaagaagct gaaggtaatt taacaactac
  4056301 tgaggcagcg caattaaagc aaatgaaaaa gttcccactt cgaaagttat ttgcaaataa
  4056361 aaaagtaacg ataacaacaa ttggtcttat tattatgtca ttcatccaaa acttcggata
  4056421 ttatggaatt ttcacatgga tgccaaccat tttagcgaat aaatataact acacattagc
  4056481 aaaagcgagc ggttggatgt tcatctctac aatcggcatg ctcattggaa ttgcaacttt
  4056541 tggtattcta gctgataaaa ttggtcgccg taaaactttt acaatctatt atgtcggtgg
  4056601 tactatatac tgtctcattt acttcttctt attcacagat tcaacattat tgttatgggg
  4056661 cagcgcattg cttggattct tcgcaaatgg catgatgggg ggattcgggg cagttttagc
  4056721 cgaaaactat cctgctgaag ctcgctctac agcagaaaac tttattttcg gtacaggacg
  4056781 tggtttagct ggatttgggc ctgttattat cggcttactt gctgcaggtg gtaatttaat
  4056841 gggagcatta tctctcatct tcattatcta tccaattggt ttagttacga tgttattatg
  4056901 tgttccagag acgaaagata aagtattaga atagattgaa actgtatcct tcaaaaaaaa
  4056961 tagttggata aataggaaag aggaagtatc ccaaatgaga tgcttcctct ttttatataa
  4057021 atacaattat ttactttgat ttactagctt tttggaacaa gaaggaggtt ttctcttctt
  4057081 cttttacaat accttgcttt aaagctaatt cccccgcaac ttttggcgct agccatagca
  4057141 ttgggaataa cagaatggat actgggacag ctgttactac gatgaatgat tgcaatgcat
  4057201 taatactacc ctcacccatg tataaaagaa tcgctgcaac ggttcccata ataagcgacc
  4057261 aaaaaactcg caaactaatt ctaggatccc catctccagt tactgccatt gaaatcgaat
  4057321 acgccattga atctcctgtt gtcactacaa ataaaattgt taataaaaga aatgcaggtc
  4057381 caataatatg agagagtggc agttgctctg taattgcaat catagcagct ggcatacccg
  4057441 attcacttag tgcgcttgag atagaaccag gcttcattaa ctcataaaac acacctgatc
  4057501 ctcccagaat cgtaaaccaa aacgttgtaa taatcggtgc gataattcca attgcaacga
  4057561 tgatttctcg aattgttctt cctcttgaaa tacgactcac taaaattgcc atcatcggtc
  4057621 catacccaat aaaccatccc cagaaaaaga ttgtccacga ccctaaccaa gttgtatcac
  4057681 cacgatatgt gctcattgga ataaattcat ttatataaaa tccaaacgaa gaaacaaatg
  4057741 aatcaataat aaatccacct ggtccaaata gtaatacgaa taccattaat aaaattgcca
  4057801 atctaacatt taaattactt ataatttgaa tccctttatc aataccagtc accgcagata
  4057861 tagtagaaac agctactaca caaacaataa tggctaattg agttgtaaac acatccggga
  4057921 tgttaaacaa tgcttgtagg ccataacttg cttgtagacc taaaaatccg attggaccaa
  4057981 tcgtccctgc agccactgca ataatggcaa atgcatcaat tagtgttcca agccaactct
  4058041 ttcgcaattt ctctccaaaa ataggatata aaagcgttcg aggttttaac ggcatacctt
  4058101 tatgataatg cccatacatc ataactaccg cactaattgt ccctaaaatc gtccaagcta
  4058161 ggaaacccca gtgcatataa ctttgtgcta aagcaggcat tactgcttct ttcgttccag
  4058221 cagttatacc ttcatgtatt ggtggcaccg tcattaaatg gtacatcggc tctgccgctg
  4058281 cccagaaaac accacctccg gccagtaatg tagacattat aatagcgagc catttcgtcg
  4058341 tactaatctc aggtttttct aatcccccaa gtttaactct cccatacttt gagaacgcca
  4058401 tacacattgc aacaacaaat gtaccaatta ataaaatctg ccaaaaagca ccaaagtatt
  4058461 taattgaagc tgcaaaactg ctattaatga ctccctctac gtaactttta tttaaaaaaa
  4058521 ccgcaattac aaataataaa agtgagccac cactaataag aaatacaggc caatccgttt
  4058581 tccgactctt catcctcatt cacacttcct ccttcctcag caatctaaaa aaacaacttt
  4058641 attatgtttt attgtttaca cccaaaacac aatgattata taagtataat aattcatcta
  4058701 ttttctacac acttatgttg tccctaaaaa tatgctaaat cccttattta aaagaaaatt
  4058761 tctatttcta ttacataaaa aagcaaaata aaagacctta tatttctata aggtcttcga
  4058821 aacagaaatt tgattataac ataaggaact ccttggttca aaaagctcct tccaaaaata
  4058881 accgagagta aaggcttcca tttgctacgt aacagtaatt aaaaaaatta tatttttata
  4058941 gaaaatgcct tatactacaa actatttatg aaagaaattc ggcttcaaaa tttcatttgg
  4059001 atacggttta tgataaatat gagtggtagc tggagataac ggtggaatga gccacaccca
  4059061 attgccggtt acaacacgac cacaagcagc ttcttgcttc tcaaattgct gaaattgttg
  4059121 tgcagcagta tgatgatcaa caatactaac tccttgtttt ttaaaggaat gtaaaacagc
  4059181 cacgtttaat tcaattaatg ccttgtcttt ccataatgta ccgtttctcg atgtatctag
  4059241 atccatcatc tccgcaacgg cgggcagtaa attataacga tcatgatccg ctaagttacg
  4059301 cgccccaatt tccgtaccca tgtaccatcc attaaacgga gctgctgtat aggaaatacc
  4059361 accaatttct aagcgcatat ctgaaatcat tggaaccccg taccattttg ctccaagtga
  4059421 tgaaatcggg tattctgggt gttcaattgg cacttctttt acttcttctt tcggaatttc
  4059481 tttatatata ggcgcttttc catctataga aaacacaagt ggcaatacat caaaattcgt
  4059541 gccttctcct tgccagccaa gttcctgaca aaaatctgta aatgcagtgg aatgagagtc
  4059601 accagtcact cccatttctg ttttatatcc tgcatatcga attaattgat gattataaat
  4059661 tcgtatatta ttttcttcac cttgatattg cttaaaaatt gtaattgtcg gtttcacttt
  4059721 tccgtcgttc gttgcatatt taatatgatg aattaatgca tgatatacac cttcctcatc
  4059781 gtttacttca cgtgcatcta atatgtgcat cttactccaa aatagtcttc cgatacatcg
  4059841 attactattg cgccatgcca ttcgcgatcc atgaacaagt tcttcaaatg tatgctcata
  4059901 tgtccctgtc ttctctatct cagcttgaat ttctttcatg cgttcttcta tgaaatgttc
  4059961 tttactaagc tctttatagc aaatcgtaat aaaatgactc gcttcctcta ttaattgttt
  4060021 cgttttactc ataaacgatc tccttctatt tcaacaaaac attactactt tacagtataa
  4060081 gcaaaaagaa cgagagtcac aaatgaaagt cgcagtgtta cttttattgt aatatttttc
  4060141 aaaaaattaa agagattact attgacttct ataaaaaata ggtgtatttt tgactcaggt
  4060201 aaattatttt tacctagacc aactttttgg gtgaaaggag ggaatgtcat gtcttcattt
  4060261 caattgccaa aactttcata tgactatgat gaactagagc catatatcga tagcaataca
  4060321 ctttctattc atcatggaaa gcaccatgcg acatatgtaa ataatttgaa tgccgcatta
  4060381 gaaaactatt cggaattaca taataaatct ttagaagagt tactatgtaa tttagaaact
  4060441 ttaccaaagg aaattgttac agctgtcaga aataacggtg gtggacatta ttgtcatagt
  4060501 cttttttggg aagtaatgag cccacggggt ggcggtgagc ctaatggaga cgttgcaaaa
  4060561 gtaattgatt attatttcaa tacctttgac aacttaaaag atcaactgtc taaagcagct
  4060621 attagccgtt ttggaagtgg ttatgggtgg cttgttcttg acggtgaaga actttctgtt
  4060681 atgagtacac cgaatcaaga tacacctttg caagaaggca aaattccatt actcgtcatt
  4060741 gatgtatggg aacatgccta ttatttaaaa tatcaaaatc ggcgcccaga atttgttacc
  4060801 aactggtggc atacagtgaa ctgggaccgg gtaaatgaaa agtatttaca agcaattcaa
  4060861 tcacaaaaac attagtcgtg cgtataaggt aagtttggta atgtaaaatt agtattgtcg
  4060921 aaatcctcca gaatcccccg gattgccacc gggggattta tgattatttc attacatgta
  4060981 tgtaataacg taatactttt tctatttcta ctttcaactc tcggaactgg aatcctaatt
  4061041 cattagcttt tccattatgt aacgtacaat tagtcacttc attataaggt gctacatgat
  4061101 ctcctacttc ttgaacgagt gattttattc ccgtattttc ttctatgaaa tgaagaattt
  4061161 cacgactaga aactaccccg ttgctacaag cattaattgg cccttctatg tctttcatcc
  4061221 cgcaccaagc taaaaattct cctgctgctt cttcatttat aaacgacaac tctccatcta
  4061281 gatgattcac ggcgacaggt tctttcctca caatatgttc aacgtaaaat tgtaaccttt
  4061341 tcgtataatc gttttctcca ataacaactg gaaaacgaac tgcaacgact gggaatgttg
  4061401 cttgttgaaa tacaactgct tcggctactc tctttccttc accataatcg aagtcattcc
  4061461 tatctccata cacgattgca tactcgtacg gattgaagtc ctcttctgat aggtttagtg
  4061521 caggggtata gacggccatt gaagatgtca taatatactt gttcgttgtg cctttcaaaa
  4061581 attcacatac tatctttgcc gcattcgagc tatagcataa attatcgtat acgatatcat
  4061641 aactttttcc ttctaaacaa cttgctagtt gtttttcgtc ttccctatct acaataagtc
  4061701 tttttactgt acctccaaaa gaatcttccg taattcctct cgtcgcaatc gttacatcgt
  4061761 gtccatcttt taagagtgct tctactaaat gtttcccaaa aaatcttgtt ccccctagta
  4061821 ccaatacttt tttcaacttc atcatccccg ttttaataaa ttgtaaaata ctacctctct
  4061881 attataaatg ctaacatata aaaagcatgg aattcgttta acgattccat gcttttctac
  4061941 agaaaatata ttaacgtact cgatatttat aaatacaata acagaagtat aaaatagaaa
  4062001 ttacagatac ataaacccat aattcatata cgaatccctc tccccatact cccataaaat
  4062061 aaaagagtga aggtaacgtc aatgttaccc atgattgcac aaaggcaatc cttccaagat
  4062121 attgattaat gttctttttt tgtgtattta atacaaagaa taaataccaa agtaatgccc
  4062181 acataaacca cgttaacgca ttaacaacat cgtggaattg aacaaatgaa acaaccatat
  4062241 aaaataaagc aataattgct acccaaatac aaaaccaccc tagaccgcta ctatccattc
  4062301 cttttataaa ggtaacgccc acatataaat aagttaatcc aaataagaaa gtagctgcat
  4062361 atgaatacac tgtccaattg ctttggtcag aaatcatgat caaatagaac ggaataataa
  4062421 tttgcagtgc acccacaaat aaattaaaaa cacccgcact tttcatctct gcttttccta
  4062481 atataacaag actatttaaa aataaagctg caccagaaag taataatcct acgtaaccca
  4062541 tatatcctca tgtgaaaact ttacattttc acactgtacc ctccctatct tgtaaaaatt
  4062601 acattattcc ttattcttct tcttacttac aactccatac aaagtttttt cgaaaataag
  4062661 tcagacttcc taccttaaaa aacaataaaa aaatcccttc gatacatgtc atacagtagt
  4062721 gatatcaatc aaaacgcatc acaaaataaa aacgctttca ataatacaca acgcaatcaa
  4062781 aaagctaatg ggattatttg attataaacg cactttaaca acgatacaag tattgaaata
  4062841 ttattcaata ttacattttt tatttctata aaaaattaat agaataatac attttcccta
  4062901 tctcaatcta tcaatgatct gcatagaata ttgtacaatc atattaaatt agaaaggtct
  4062961 gatatttatg cctcttcatt atccacatcc cgctgttatt cattcaacag gtgtattaac
  4063021 aagagaacct gcaacagttt cagcagtaat aaacattgta aatttagatg catattacgc
  4063081 acacaatgta aatatagaag tgtgggattg gtctaactat tctaatcctg taaaattacc
  4063141 tgtactaatt ggtgaagata cagtggtaga attcccctac cttttacaag gcaacaacct
  4063201 agcagtgttt tatgctaatt tagatgaagc aattaatttg tatgaaattc gtatttctta
  4063261 tcctactcac tccaatatta ttgcaaattg tttcggacga agcgtaccgc cttatacaag
  4063321 tcaagaaggt aatacggtgt atcataaaca acttgttcgc attcattaaa ggttcttttc
  4063381 tctattctca atttatataa ctagttacta ttcaaacgct atggtcagta atattttatt
  4063441 acattctctt tcctaaaatg aacatattac tgacctcaag caacataata agagcatgct
  4063501 ttactaggta ccctaaatca tttgatagcc atttttatta tttacttgcc atctccaaga
  4063561 atctacacac atctcttcta acccatattc cgcttcccat cctaattctc gtttcgcttt
  4063621 agatacatcc gcaaaacaga ttgctacatc accaggacga cgccctatca ctttataagg
  4063681 tattttttta cccgaaacct tctcaaaagc ctttaccatc tccaatacac tatacccttt
  4063741 acctgtgcca agattatatg cctcgattcc tttcgtctta agtactttct caagtgcctt
  4063801 tacatgcccc ttcgcaaggt caacaacgtg aatataatca cggacacccg tcccatcttt
  4063861 cgttggataa tcgtttccga atatatttag ctcctttaac ttacctaccg ctacttgcgt
  4063921 tacatatggc attaaattgt tcggaatccc atttggatct tctccgatac ggccactttg
  4063981 atgagctcca aatggattaa aataacgaag taatgcaatg ctccactcat catcagcctt
  4064041 tgctacatca cgcataattt gctcaatcat taattttgtt tgtccatacg gatttgtcac
  4064101 actcagcgga aattcttctg taattggtaa tgtttttgga attccatata cagttgcaga
  4064161 tgaactaaaa ataaaatttt taacattgtg tttttgcatc acatcacata gtacaattgc
  4064221 acttattata ttgttataat aatatgcaag tggtgttgtg gtagattgtc ccactgcttt
  4064281 aaaccccgca aaatgtataa ccgcttcaat gttattttcc aaaaagatct cattcatttt
  4064341 ttcacgattt aaaacatttt ctttataaaa ttcaaattgt tttcctgtta tttcttttac
  4064401 tcgatttaaa gattcaattg aactatttga aagattatct acgactataa ttttataatt
  4064461 attatttaat aattctacac atgtatgact accaatatac cctgctccac ccgttataag
  4064521 tatcgccata tctatagtcc cccactaatt attaattata aaattttata atctcaatgc
  4064581 acatatatct taccacgaaa aaggctgata attctaaaaa ttattttcaa ttattattta
  4064641 tataaaaaag agccacataa cctttacgtt atgcaactct tcaacataca tatgtgtcta
  4064701 tatctttttt tattaatcaa gaaaaataaa aatcaatcgg aaattttata ttgttaaatt
  4064761 acatagcaat atacacttaa aaagtgagct aggcttccca ataacacgaa aacgtgaaaa
  4064821 atttcatgat gtcccatata tttaaactct aaccactttg gctttgttcc gtaaataaat
  4064881 ccaccaattg tataaagaat gcctccaagt actaggagca ccatacctcc tgtacttaag
  4064941 ttagcggcta acggtgcaaa gaacagaaca attaaccagc ccattgtaat ataaattgct
  4065001 gttgataacc atctcggaca attaaaccaa aacattttaa aaacaatacc acaaatggca
  4065061 gttgcgtaaa ctaaacaaaa taataataaa ccgtttgcgg aatgtaatgt aattaaacaa
  4065121 aatggtgcat atgtacctgc aatcaatata aaaatcatag agtgatcaag cttcctaaag
  4065181 aaataaataa cacgttcact agctacaaca ctatgatata cagctgatgc tgtatacaga
  4065241 accatcattc cgataccaaa caaaataata gctgtaattg ccgcaaaaga tggcatctta
  4065301 atagaaactt ttacaagcat agctagtaat gcaataaatg ataatacagc tcctcccaaa
  4065361 tgggtaaaag cattaaccgg ttctcttatg taagtattca tataaacacc cctcatataa
  4065421 ttacatgtag ttttgataac tatatgtaat tatatactta ttaatatttg aggtcaacat
  4065481 ttacaattca tttgtttcgt aataccatat ttagagatac gataaacatt atgctccgct
  4065541 aagttataaa agtgagggat tctacgtgga aaatataaat aaattgcttg aaacattaca
  4065601 tttagaaaaa aatattacac ttgaagacat tccaaatgtc gacttgtatg tagaccaggt
  4065661 tgtccaacta tttgaaaaca cttatgcaga tacaacaaga actgatgatg aaaaagtatt
  4065721 aacaaaaaca atgattaaca attatgcaaa aggtaaattg tttattccaa tcaaaaataa
  4065781 aaaatactca aaagagcata tgattttaat cagtttaatt tatcaattaa aaggagctct
  4065841 ttccattaat gacataaaaa gttccttaga acatataaat gagtccttat taagcgatga
  4065901 ttcattcgaa ttaaatatgc tatataaaga ttatcttact attaccgaaa acaacgtcga
  4065961 aagctttaaa caagacataa ataaccgtgt ttcagaagta agtgagattt cttccttaga
  4066021 agattcaaaa ctagaaaagt ttctattact aaactcctta gtgaacatga gtaatatgta
  4066081 tagacgttta gcagagaagt tagtcgatga tttaaaggga tcttaaacaa aaaaactatc
  4066141 cacctattaa agtggatagt ttttttgttt acttatttgc ctcatgaact ttcaattgtt
  4066201 taccttttat cgttgtattt ctcataacct ttaaaacaag tggccctttt ccatttaata
  4066261 tttcaacata cgaaacatta tcttgtattg taataatgcc tatatcttca gcagaaacac
  4066321 cttgaatttt agcaattgta ccgacaaaat ccaccgctct aattttcttt ttctttccgc
  4066381 cattaaagta caatttcata attcctttat ttatatccgc acttttatcc ttctttatag
  4066441 ttggtttagc ttgtattttt tcttcaaatg cagctttacc tttcataact tcttcttttg
  4066501 aaggggcgtt tgccttcgga attgcaaaac cgatgtacgc ctcaatctct tctaaaaatc
  4066561 gatcttcata aggcgttata aatgtgatgg cctttccgct attaccagct cgtcctgttc
  4066621 tgcctgtacg gtgtacataa ctttctttct ctaatggaat atcataatta ataacatgtg
  4066681 taatattatc aatatcaatt cctctcgcag ctacatccgt tgctactaaa taacggaact
  4066741 ttccttttct aaaatcatcc atcaccccaa aacgatcttc ttgcaccatg ccaccatgta
  4066801 ttttatcgca agggtaatta actcgatcta gctgtctata tacatgatct acgttttctt
  4066861 gtgtacgaca aaaaataatg caactgtctg gattttcaat tgttgttaca tctttaagaa
  4066921 gtgacaactt ctcttcttcc ctcacttcaa aaagggtatg ttcaatttta tctgttgtaa
  4066981 tcccagcagc tttaatttca atatgagttg gtgcgttcat atacgtacgg gataaccttt
  4067041 caacatcttc cggtaaggtt gctgaaaata gcattgtcat tctttttgta ggtaattcat
  4067101 caataattgc ctctacttgg tcgataaagc ccatgtttag catttcatct gcttcatcaa
  4067161 tcactaaata ttttaatcgt tctaatgaaa gagtcccttt ttcaatatga tctagcacac
  4067221 gtcctggagt tcctactaca atatgcgtct tttgctttaa ctctaatttt tgacgtgcaa
  4067281 atggcgattt accataaatt gcagcagctt taattctttt gaatcgccct atatttgtaa
  4067341 tatcttcttt tacttgaaca gcaagttctc tcgttggtgt taaaactaac gcttgtggtt
  4067401 tattctcttc ccactctacc atttcacaaa gtggtatacc gaacgaagcc gtttttccac
  4067461 ttcctgtttg cgactttaca acaagatcct tcttttgtaa tgcaactgga ataacctctc
  4067521 cttgtacttc tgttggatgc tcatatccta aaccagtaag tgctcgtctt acttctttac
  4067581 ttaatgcata attactaaaa ctttttttac tcatatataa cctcatttga ttttatattt
  4067641 aacttattat gttctttata cctcacttta gactatagta agatactata ttaatccact
  4067701 gtttttcatt cgtttcaatc taaatttatc taagtataat tttaaaataa taaagggcag
  4067761 ccttaataat aagtctgccc tatctatacc atattcattt ttacggaact agttttttca
  4067821 caactggtat tctttgcaat actaacgtaa ttaccatact gagaacaatt gtaatcgtta
  4067881 cattaatagg tattgccaat attgcatgca catgattatt tactttaggg aaaaccatgt
  4067941 acaacaagtt atttaataag aagaagtgaa gaatatagat tccaaggctt gcttgattta
  4068001 taaaacggaa taacaatggt aattctcgtt ctgatttttg gaatgcatat ttgaaaaata
  4068061 taaacaatcc aatcgccatc agtacgacac ctggcgcaaa atatccatac caaaactgct
  4068121 ctaactgtcc atttgctttt actgtataga aatacgtaat aaagaatgta ctaataaatc
  4068181 ctacaaatcc tccaatgtaa gaaatatttc tccacttttt cgaaatatca aaattagata
  4068241 agtaataacc aagtaggaaa taccctacat aatttgtaac gtaaaataat tcaatattaa
  4068301 agttgatagg ataataatat ttaactaaat tgactacaac agacgcgtat agccataaaa
  4068361 ttaaaaagta ttctatctct ctttttttag cgttcttcac aaagactttt aatagaggtg
  4068421 taattaaata tatccctaca atcatgtata agaaccataa atgtcccccg atagtatccg
  4068481 ttaaaaagtg ctttatccct tgctttaaag atgctggaaa ataccctgca taggctccat
  4068541 atgcataaaa tatagcgctc caagcgataa aaggtataat cactttactt gcacgcttct
  4068601 gtaaaaattc cccgactgaa atatcttttg tcccctttaa tagtaaagct ccactaatca
  4068661 ttacaaaaat cgggacactc gcacgtgaaa tcgattcaaa tagattacca gccatccagc
  4068721 gtgaagcatt atttgcatct aaaacggaaa cataaccagc agaaacgtga attgtaacaa
  4068781 ctgcgattgt cgctaatact cgcaaccaat ccatatatac tagacgcttc attagtactc
  4068841 ctcctaaaat tccctcttta acttctattt tccaaacata attttacatc aaataatact
  4068901 atgtttaaac atattttcat tacaagaact gacaaaatac atagataaac tttaattttc
  4068961 aaatataaat atgaaaacct ttgacttatg agtgaaaata atgtaaatta tcctttggac
  4069021 gaacattttt aaacaaactg aataaaatat tcgtatttta ggggtgtaaa tgatgggaaa
  4069081 cgtattcgac tatgaagata ttcaattaat tcctgcaaaa tgtattgtaa atagccgctc
  4069141 tgaatgtgat acaactgtca ctttaggaaa acataaattt aaattacctg tcgtacctgc
  4069201 aaatatgcaa acgattattg atgaaagaat tgcaacttat ttagctgaaa ataattactt
  4069261 ctatatcatg catcgtttcc aaccagagaa acgaatctca ttcattagag atatgcaatc
  4069321 acgtgggtta attgcttcta ttagcgttgg tgtaaaagaa gacgagtatg aattcgtgca
  4069381 acaattagct gctgagcatc ttacgcctga atacatcaca attgatatcg cgcatggaca
  4069441 ttctaatgct gtaatcaaca tgattcaaca tattaaaaag catttaccag aaagcttcgt
  4069501 tatcgctgga aacgttggaa ctccagaagc ggtaagagaa ttagaaaacg ctggtgctga
  4069561 tgcaacaaaa gttggtattg gacctggtaa agtttgtatt actaaaatta aaacaggatt
  4069621 tggaactggc ggttggcaac tagctgcact tcgctggtgt gcaaaagctg caagtaaacc
  4069681 aattatcgct gacggtggta ttcgtacaaa tggtgacgta gctaaatcta ttcgatttgg
  4069741 ggcgactatg gttatgatcg gttctctatt tgctggtcat gaagagtctc caggggaaac
  4069801 aatcgaaaaa gatggtaaac tttataaaga gtacttcggt tcagcttctg aattccaaaa
  4069861 aggtgagaag aaaaacgttg aaggtaaaaa aatgttcgtt gagcataaag gttctttaga
  4069921 agacacttta atcgaaatgg aacaagatct tcaatcttct atctcttacg ctggtggaac
  4069981 aaaattagac tcaattcgta ctgtagatta tgtagtcgta aaaaactcta ttttcaacgg
  4070041 tgataaagta tattaatttt taaacttaac tcgaaggaca agtattttta tgcttgtcct
  4070101 ttttcatata tagaaatgta aaatattttc attttactga attttctagt atcatgtttt
  4070161 tagatactta taataagggg gatataatat atgaaagatg taattgagaa acgccatatt
  4070221 cgcgcagaag ttcctattga attaacatgg gacctctctg atttatacga atctgataaa
  4070281 aagtgggaaa ctgcattacg tgtattaaca gatgatataa aaaaacttga tgcgtttaaa
  4070341 ggacaattac acactagccc taccacctta ttacattgcc tacttttaga agaagagctt
  4070401 ttaatgaagt taacaaaact atactcctat gcaaatttaa aagaatctac tgatcgtaca
  4070461 aatccagtta ttcaagcgaa ctcttccaaa attgctgctt tatggacgaa agtacatacg
  4070521 gcgctatcct ttattcataa tgaaattctc tcattagaag aaggcacaat tgaaaaatat
  4070581 ttaactaaag aaacaaaact tgaacctttc cgtaaatcat tactagacat attacaaaaa
  4070641 aggcagtaca cgctctctcc tgaaacagaa gaagcacttg ctgcacttgg cgaagtacat
  4070701 agttctccat acaaaattta cggtatgact aaattagccg atatggattt taactccata
  4070761 caagacgaac aaggaaatga actccctgtc tcattttcat tatttgaaag taaatatgag
  4070821 ttttctccaa gcgtagacat acgcagaaag gcatactcat catttgtgtc caccttgaag
  4070881 cgatataaaa ataccgtggc aacaacatat gctaccgagg taaaaaaaca agtaacactc
  4070941 tctcgtttac gcaaatttga atctgttact catatgcttt tagagcctca aaacgttcca
  4071001 cttgaaatgt ataacaatca acttgatatt atttataaag aattagcgcc tcatatgcgc
  4071061 cgttttgcag atttaaaaaa gaaagtatta ggactcgatc aaatgctgtt ctgcgactta
  4071121 catgcacctt tagatcccga atttaatcca gcaattactt acgaggaagc tggaaaactt
  4071181 attcaagact ctttacaagt acttggcgat gaatatagtg ccattatcaa aaaagggttc
  4071241 aaagaaagat gggtcgatct tgcagataat gtagggaaat caacaggagc attttgttca
  4071301 agcccatatg gttctcatcc atacatttta attacatggc aaaatacgat gcgtggctgc
  4071361 ttcacattgg ctcatgaatt tggacatgct ggtcattttt atttagcaaa taaaaaccag
  4071421 cgtattatga atgtacgtcc atctatgtac tttgttgaag cgccatctac aatgaatgaa
  4071481 ttactattag cccagcattt attagcgacg actgacgata agagaatgcg tagatgggtt
  4071541 attctgcaac tactcggcac gtattatcat aactttgtta cccacttact tgagggagaa
  4071601 tatcaaagga gggtatatag cctagcagaa gaaggagaag cacttacagc tacaacttta
  4071661 actgaaataa aaacaaatgt cctttcaaca ttctggggaa attccgtaga aattgatgaa
  4071721 ggtgctggct taacttggat gcgtcaacct cattattata tgggcttata ttcttacacg
  4071781 tattccgcag gcctcactgc atctactgcg gtagctcaaa tgattaaaga agaaggacaa
  4071841 cctgccgttg atcgctggtt agatgtactt cgcgctggtg gtacgatgaa accacttgaa
  4071901 ttaatgaaac atgccggagt cgatatgtca aaaccagatg caatccggaa agctgtttct
  4071961 tacgtcggtt ccttaattga tgaattagaa cgctcttatg aagaataaaa aataagccct
  4072021 cgctttatga gggcttattt catatttact ttccaaatct tttacggtat ccacattttc
  4072081 tgcatagctc ttcaactgca actcttctag aaaatccatc gacaatgttt gttgctcttt
  4072141 cgccttctat aatgttagaa aatgaatcat tattaatatt tccaaggtta ataatgcctt
  4072201 caccatctaa acaacaagga ataaccgttc cattcgctaa aataccagct tgatttcgaa
  4072261 ggccgtgaca gaatcctttt ccatcatcct cttcttcatg caatgctggc cactggaatt
  4072321 catagtcttg attaataaag acacgttccg caatttttat accttttcct ggtgtaagct
  4072381 tctcttcaat ttgataagat agatcaaact cattttcaat gatggataat aattctctat
  4072441 ttttctggat ttcagcattc gttttattat cctgcgttaa attccataat cttagtgaaa
  4072501 caattaaatc tgattgactt gtcgcctctc taatgaagga aagtatactt cttacatagc
  4072561 cctctttatc ttgcgaacct gggtgtccat caaaactgtg caatgaaaaa ttcatttgtc
  4072621 ttaaagcagg cttatttaac agtctatgcc ttctcttatt aattaacgtt ccgttcgttg
  4072681 taatattaac tttaaaccct ttttcatggc ttaaatctaa cagttgatct atttttggat
  4072741 gaagcaacgg ctcacccttc acgtgcaaat aaatgtagtc tgtgtgtggt ttaatttggt
  4072801 ctaatctttt cgcaaaatcc tccacagaaa tgaattgctt ctgtctttcc gtcggcggac
  4072861 aaaagctgca cgcaagatta catacactcg taatctccaa gtaaaatttc ttaaacttct
  4072921 tcacctttaa ctcctcactt ctatgactac ttatactttt tcctcttcat attacagcat
  4072981 acttttttag aaatagaaac atacttattt taggaaatct atataacacc tattaatgtg
  4073041 taaaagacca tcggtgattt ttgtccaatg gtctttttta ctctttttat atgcaaaaag
  4073101 taattttact tatgatacgg ttctccacga ttaatacgaa atgctctata cacttgctca
  4073161 agcaatacta atcgcattaa ttggtgtggt aatgtcatct ttgaaaaaga aagagattca
  4073221 tttgaacgct tcattacttc tgaacttagt ccaagtgatc caccaatcac gaaggcaact
  4073281 ttactttttc catatgtagc aagacgatct aagcttactg caaattcttc tgatgatttt
  4073341 tgctttcctt ctatcgctaa cgcaatgaca tgcgtatcat cagaaatttt atctagtata
  4073401 cgtatacctt ctttttcttt tacaattagc atttctgctt cacttaaatt ttctggtgcc
  4073461 ttttcatctg gcaattcaat tacttctact tttgcgtatg cagataatcg ttttaagtat
  4073521 tctgctatac cttgttttaa atatttttct tttaatttcc caattgaaat aatcgagata
  4073581 ttcacacgta ttccccacct tacaaacatg ttatccacat aacttatcca catatccaca
  4073641 attgttaccc acatattgtg tgagaatctg tgttcgatac aacatatgtc gcctcatttt
  4073701 gacaaaattc acatgttttt ttctcttttt ctgagttatc cacattgtta ataactggcg
  4073761 cgacttcaca ctcatccaca ataatatcta acgctaattc aacatgttct aaacaacaag
  4073821 gtaaattcat attcttcacc tcacttttct acaatagaaa acaggaggta ggccctcctg
  4073881 tttttaatac ttttgaatgc ctagtttaac cgttgttgtt gctcgtttcg taccacgata
  4073941 aaacgtaaga gtcattttat cattaatttt tttatcatat aaggccgtac ggaatccgat
  4074001 aatatcacga accggttttc catctactgc tacaattaca tcgtgttctc gtaaaccagc
  4074061 atctgtgcct ggcgaaggac ttttcacatc taaaatgcaa actccctctg ttacattgcc
  4074121 tggtaaatgc aatgtttttg accaataata gtttggaatc tcatttaatg atctcagttc
  4074181 aattccaaca tacggtcttc ttacttttcc gtacttctct aattcattca taattggaac
  4074241 agctctagtc actggaatag ctagaccaat tccttctact tcttttgcgg caattttcat
  4074301 tgagttaata ccaattaatt gacctgctgc atttacaagc gccccaccac tattacccgg
  4074361 attaattgct gcgtctgttt gcaatacttc tacttgccaa tcataatgtc catcttgatc
  4074421 taaatctaca ggaacaatac gctcattagc cgaaataata ccttgtgtga cggttccaga
  4074481 aaattgtagc ccgagcgggt tcccaatcgc aatgactggt tctcctctac gaacagcatt
  4074541 agaatcgcca atctcaatga cctttttcac atgctttgca tctatctcta gtacagccaa
  4074601 atctgtgact acatcggttc ctaatacctt tcctggaacc ttcttaccgt cacttaaact
  4074661 tacttcaata cgatttgccc cagcaacaac atgattattc gttacaatat aagcttgatc
  4074721 atttgtcttc ttataaatta cacctgagcc tgtgccagct tctgaatctg cctctgacaa
  4074781 attatctcgt tgaatattaa taataccaac aacagcttca gatgcacgat caacagcatc
  4074841 cacaaagcta atctgtttaa ttccttgagc ttcggccata ttacttccac ttgcttcagc
  4074901 ttgcggaagt gcgcccgtat catttgaaaa tataggagct ccaaatgcaa ataacgaagc
  4074961 tcctacaatt gttcctgcta tgctagaaat aacaatacct ttatgcttct ttttccttgc
  4075021 acgtttcata cgataatttt ctccatcaat aaaggacata tttgttcacc tatcttcctg
  4075081 aaaacaacta tattcacctt tattgtttac taaaatggag aattatacgt attgaatttt
  4075141 tgtaggcatt tttggatctg tatcgtgaat ttcaaaagct tctcccactc caaatccctt
  4075201 ttcctctaat acttgtgata ccgacatacg tgctagttct ttcatgttat tatctaaact
  4075261 caaatgggct aaataaatat gctttgtctc atctgtaatt acatccgcca ttgctaatgc
  4075321 agcatcttca ttacaaacgt gccccacatc acttaaaata cgtcgtttaa tactccatgg
  4075381 ataacgtccc atacgaagca tttccacgtc atgattactt tcaaacacga aagcattagc
  4075441 ccccttaata acacctttca tacggtcact cacgtatccc gtatctgtaa taagagctag
  4075501 ctttctatta ttgttatgaa aagcatagaa catcggctct gccgcatcat gtgaaacacc
  4075561 aaatgactcg acctcaatat caccgaaggt ttttacatcc ccaactgaga aaataaactt
  4075621 ttggtcagtt gggatatttc ctattaagtg ttccattgca ttccatgttt tctcatttgc
  4075681 ataaaccggc aaatcatatt tacgtgccaa tacacctaat cctttaatat ggtcactatg
  4075741 ttcatgcgtt acaagaatac ccgatacatc atttatattt aattctgctt gtttaaataa
  4075801 agcctcagtt gctttaccgc ttaaacctgc atcgacgagt aatttttttt catctgttcc
  4075861 tacatatagc atattccctg tacttccact tgcaagtaca ctaaaatgca accccattct
  4075921 ttctcactcc agtatgttca tcaaccactt gattttcctt ttcacctaat tccataactt
  4075981 gtccttcaat tgcatttaca aagaagtcct gcttctgctc cgtttttaaa ttccacgttg
  4076041 aagcaagtac ttggttatta gaagtagatg cggtaaggtt ggcataacca atttgcgctt
  4076101 cttttacatg tgtattccca tgaattttat tttttaaata cagattttct aaagcagttt
  4076161 gggcagtaat aatttcttgc tgtttcgttt tttcactttc gcccatttct tttaaatctg
  4076221 ttagcatcgt ctgtgtgtac gacacaagtt catttttttc atttagttcc acaacaatca
  4076281 ttgcctgctc gttatagaaa ataggcttat ctttatatct ttggaagaag taaattttag
  4076341 agtctttcat cgctccaaac tcatactttt gtccatctaa tacatagttc ttcaaaaaat
  4076401 cattatactt atctttggat aaagattttg tatttaaaaa gggctctttt agcttacttt
  4076461 ctattttgta catattttgt atatgcgccg tttgattttt taaagcctgt acatcttctt
  4076521 ctttaaatgc cttgttttca gccctaataa atgactcttt tttcggttct ttagggaaat
  4076581 tacccatagt aattttgttt gcttttaatt cttgatctat ctttgtttct gcaataagct
  4076641 ccaattgatt actatcttgc ttttgaatga attgaaaaat gagaaagaga tccaaaacaa
  4076701 aaaaggtcac aataaatatg gttttaatcc gatcccaatc catttagtcc tccctcactc
  4076761 cactcatata ttttttgttt gccagcttca tcttcaacaa actttacata ccaaatcggc
  4076821 tgtagtcgcg ctacttgccc atctagtgat aatttgtatc caatcccaat gtccttaatg
  4076881 aatcttttat ctacagccgc attattttct aaggatgcta ttacaacgtg acctgatggg
  4076941 agagtaacct tctgttcgat acctttcgta ttcaaagaca gcaacgatct ttcatattcc
  4077001 attacttctt ctgatcccca tacttgtctc aattcagcta acccatctgt attaaatacg
  4077061 ggatatccat cttcctgtaa gcggaagact gtctgtcctt tattcatata gtccaaacga
  4077121 tatgaatcca agcttccact gtgaccattt acaaaatcaa aacttttttg taaaagcatt
  4077181 aaattatctg gctttttctc acttaaaacg gaagaatttt tatactttag catatgctga
  4077241 ttgttttcaa tctccataga cctaatacca tctgtaaata tttctttcga ttgctcggta
  4077301 atcgggctta aataacgtgg gtcactaaaa agagcattct taaatgtatc aaccgctaaa
  4077361 ttagatgaaa tatatgttat attacttaat tctgtcgttc catctggtaa aaatagcttt
  4077421 ttcatatcat taatttgata gtcaaaataa ggtttcgctg atactataaa ttgattttgt
  4077481 gcatttacaa tatcttttaa atacacacca cttaattttg cttcatatat tctagagtta
  4077541 tcaccatcgg aaacaaaatt aattttaatt tcttgatccc tacttctaga agggtcaaga
  4077601 ataattcgat taaagtgttt aggcttatct atactttttt ctttcatact aaacatagat
  4077661 ttaactgcat caaatgggat attggtaggg aaaataagtt caattttccc ttcaccatgc
  4077721 acataaggaa ggaagtcagc cttagcaatc gatatctctt tgaactcatg taattcccct
  4077781 gcttccaaag gtttatagat tgattctata tctccctctc ttttgctccc gtaatgattt
  4077841 ttatctttat gcacgatgat agaagtaggg cggacaacat cagcgatttt agtttgagta
  4077901 gttccttcat tcccctgtac aaattttgcg ttttgcatag acgtggaatc tggcacatac
  4077961 gtccataagt taaaagtaag aaatagacta attacaacta agttaattaa aactatcgtt
  4078021 ttaacatttt ccatactcat tcccattcgt cctcttcatc cgctgccatt ggtaatgtga
  4078081 aataaatcgt tgtccctttt ccttcttcac tcttcgccca aatcgagcca ccatgtgcct
  4078141 caatcatttc tttcgcaatt gctaatccaa gtcctgtacc acccatttgt cgtgagcgcg
  4078201 ctttatctac acgataaaaa cgttcaaaga ttttatcgac gttttctttc ggaataccca
  4078261 ttccttggtc acttacacta atctctaata attctccgcg atcacgtaaa cgatatgtta
  4078321 ctgttccacc ttctggtgaa tactttaatg cattcgaaat aatgttatac aatacttgcg
  4078381 taattttatc cgtatccata tcaataaatc gagatttttt agagaaagat cgtttgaaac
  4078441 ttacgttttg ctctttagac atttcaaaac gatcaataat gttattaaag aagtcagtaa
  4078501 agtcgaccca ttctttcatt aaacgatgtt ctgtactatc tagtttagat agttgcaata
  4078561 acgcatttac aagtctaatc attctttctg tttcttcttg tataactgtt aaaaattgcg
  4078621 gtgcaatatt cggatcttgc catgcaccgt ctgtaagtgc ctctaagtag ctgcgcattg
  4078681 tcgttaatgg cgttcttaat tcatgagaga cgtttgctac aaactcgcgg cgttcccttt
  4078741 ctatacgctc ctgctcagtc acatcatata atacggcaat taaaccattt gcttttcctg
  4078801 tctctttttg aataacagaa aaactagcgc gtaaaatata tggctcattt ctcgtactaa
  4078861 aatctaataa aacagaatca ggctcttcgt ataaatgatc gagcgtaaat tcttcttgta
  4078921 ttcccaatac ttctaaaaca gattgatcga gcgccgtttc acgcgaaaca tttagcatct
  4078981 tttccgcagg atcatttaat aaaataatgt ccccttttcg gtcagtagcg attactccat
  4079041 ctgtcatatg tgataataca gatgacaatt tacgtctttc actttctgtt gaagaacgag
  4079101 cttgttgtaa tttttttgat aaattattga aagataatgc taattgtcca atttcatcat
  4079161 ggctatgcac ttttactttt cttgaatagt ttccttttgc catttcaatc gcttgtcttc
  4079221 gcatatcaga gattggtctc gtaatcgttt gagctaacaa aattccaagt acagctgtta
  4079281 cgagtaatgc aataacggtt ccggtcgcaa agatttgatt aatatccttc atctgcttat
  4079341 aaacatcttc catggatgca acaacgtaaa tggcaccaag tgcatctttg ttgttatcat
  4079401 ccataatagg agtaatcata acttgtacac ggtgacctgt acgaccatcc ttctcaattt
  4079461 tcacttctgg ttttttttgt accaataccc gctgaacagc tatatcagtt gatgttctat
  4079521 ttaccttgtt ttgctttgac tcatctgaaa tagcgagcag ctttctattc gcatcaaata
  4079581 cacttacctc ttgaatatct ttctttcgat cagaggcaaa ttttcgaatg gaagttttaa
  4079641 tcgtttcatc tgttgactct gtctctgctt ttgtataact ttttttaaac tcttgtttca
  4079701 agttatacga taataagttc gtttgttgcg ttaaagaatc tctaaatcct tgtacaagac
  4079761 tcttttctaa ctctcttacg aaatatactc caataacttg catagctatc aatattaata
  4079821 gcatatatat gagtacaaat tttaaatgaa tagattgaaa aaaaccgact ttcttcatat
  4079881 actattcctg ctctgggtca cgcaagtaat accctactcc acgtctagtg acaattaatg
  4079941 taggatgact tggattatct tcaatttttt cacgtagacg acgtactgtt acatccactg
  4080001 tacgtacatc tccaaagtag tcataacccc aaactgtttg caataaatgt tcgcgtgtca
  4080061 taacttgtcc taaatgtttt gctaaataat gcagcagctc aaattcacgg tgtgtaagct
  4080121 caatattttc ctcacgtttc gttacactat acgcattggg attgataaca attggcccaa
  4080181 taaccatttc cgtattttct tctttttctg cagcaccacc ttgctgatgg cgacgtaaat
  4080241 tcgccttcac gcgagcaagt aattccctcg tactaaatgg cttcgttaca taatcatctg
  4080301 ccccaagctc caaacctaat actttatcga tttcagagtc cttcgctgta agcataataa
  4080361 tcggcatttc tgagctttta cgtatttcac ggcaaacctc taagccatcc ttacctggta
  4080421 gcataatatc taataaaacc atatctggct gttcttcagt cgctttttca atcgcttcat
  4080481 caccatcgtg tgccattaca atttcaaaac cttctttttc taggttgaac ttcaaaatat
  4080541 ctgcaatcgg cttttcatca tcaactacta aaattttctt tcccatcatc gtctatttcc
  4080601 tccttataaa gtgaaacttt aatcagccct caccaatcgg gcttttacgg gaagctcgct
  4080661 tcccacctaa cttctttgct ttcgctaaat tttaaggtag gagtcttact gcccggtaaa
  4080721 tagcggggta aaaatatggt caatatcctt aaacacattg atgtctacat agtatgtccc
  4080781 tatatgaccg catcttttgc ttaagtaact tctactctat tctcacagac tcatgtataa
  4080841 tccactttta cacggaatcc tatacgatct atagaaaaac ctctagcttc aactgctaga
  4080901 ggctcctcat tctattttaa aataactact caattttgta aaattacaca aataaaaagg
  4080961 atattaagtg ggcccactta atatcctgag agtggctcgg gacggaatcg aaccgccgac
  4081021 acgaggattt tcagtcctct gctctaccga ctgagctacc gagccaaaac tatatataaa
  4081081 accactaatg gtggtataaa caaaagtggc ggtcccgacc ggggtcgaac cggcgatctc
  4081141 ctgcgtgaca ggcaggcatg ttaaccacta caccacggga ccaaaaatga acataaaaaa
  4081201 catgacccgt acgggattcg aacccgtgtt accgccgtga aagggcggtg tcttaaccac
  4081261 ttgaccaacg ggccacgaaa aataaaatgg tgagccatga aggactcgaa ccttcgaccc
  4081321 tctgattaaa agtcagatgc tctaccaact gagctaatgg ctcatactca ccaacgtcat
  4081381 attttcgtga cgacaagatg tatcataaca tgttttcttt atattttgca ataccttttt
  4081441 ttatttttta taaaagataa gaaaaaactc atgcggacat gagtttttct caaaaatatc
  4081501 aattaagctt cgtatacgtt acgaacgata tttgtttggt tacgatctgg tccaactgag
  4081561 aacatagata attgaattcc tgttaactca gaaacacgtt ctacgtattt tcgtgcattt
  4081621 tcaggaagct catctaatga tcttacacca gtaatatctt ctgtccaacc tggaagctct
  4081681 tcgtatacag gctcacattt cgctaaaatg tttaagtttg ctggaacttc atcgataact
  4081741 ttcccatcgc atttgtaagc aacacaaatt ttaagtgttg gaataccagt tagaacgtcg
  4081801 atagagttta atgataaatc tgttaaacca ctaacacgac gtgcatgtct tacaacaacg
  4081861 ctatcgaacc aacctacgcg gcgtggacga ccagttgtcg ttccatactc acgaccaact
  4081921 tcacgaattt gatgaccaat ttcgtcatga agctcagtag ggaatggacc atcaccaacg
  4081981 cggcttgtat atgctttaca tacacctaca acgcgagtaa ctttcgcagg accaactcca
  4082041 gttccaactg ttacaccacc agcaattggg ttagaagatg taacgaacgg gtacgtaccg
  4082101 tggtcgatat caagcataac accttgtgca ccttcaaata atacacggtg attgttatct
  4082161 aatgcatcat ttaacacaac agacgtatca catacatatt gtgcgatttg ctgtccgtac
  4082221 tcgaagtact cttcgaagat ttcgtctaca ctgaaacctt ctgtatcgta cattttttca
  4082281 aataaacgat ttttttgtgc taaattttgc tcaagcttct ctttaaatgc ttcacggtct
  4082341 aaaagatcag ccatacgaat accgatacga gcagctttgt ccatatatgc aggaccgata
  4082401 ccttttttcg ttgtaccgat tttgttatca cctttacttg cttcttctaa ctcgtcctgt
  4082461 tttaagtgat aaggtaaaat aacgtgcgca cggttactta cgcgtaaatt atcagtactt
  4082521 acaccacgat cgtgtaagta ttttaactct tcaagtaatg ctttcggatc tactactaaa
  4082581 ccgtttccga ttacacaaat tttctcttta tagaaaatac cagatggaat taagtgtaat
  4082641 ttatatttaa ctccaccaaa aacgattgta tgtcctgcgt tatttccacc ttgatatctt
  4082701 gcaactactt ccgcatgctc agaaagaaaa tcagtaattt taccttttcc ttcgtcgccc
  4082761 cattgtgttc ctacaactac tactgaagac attattaaag cacctccgca attttcaaac
  4082821 gatctattca aacaatataa ttgtaccaaa acggaaaaag aagtcaacca aaaagcgaac
  4082881 atttttttat aaaaaaactt tttcgttcgt aagaattata tttttacatt atgaaagcct
  4082941 tatcttttat ataaaaaaaa gaaacacatc ttattataag aaatgcgttt cttttttata
  4083001 ctatctttat gccggcggtg catgcccatc ttcgaagcga cgttctaagt taacgaactt
  4083061 attgaactcc ttaacgaatg caagctctac tgagcctact ggaccattac gctgctttgc
  4083121 aataataatt tcaatcgtat ttttattttc cgtttctcgg tcatagtaat cctcacgata
  4083181 tagaaaggct acaatatcag catcctgctc gatacttccc gattcacgaa tatcagacat
  4083241 catcggacgt ttatcttgac gagattctac accacgagat aactgtgaca aggcaataac
  4083301 aggcacttgt aattcacgcg caatcccttt tagtgtacga gaaatctcag atacttcctg
  4083361 ctgacggttc tctcctgatt tcccacttcc ttgaataagc tgcaagtagt caatcaagat
  4083421 cataccaaga ccctgttctt gttttaatct acgacatttt gctcgaatct catttacttt
  4083481 aatccccggc gtatcatcaa tatagattcc agcattagaa aggctaccca ttgccatcgt
  4083541 taatttcgcc caatcatcag aagttaatga tccagtacga agtctttgcg catcaatatt
  4083601 tccttctgca catagcatac gcataacaag ctgatcagca cccatctcta gactaaaaat
  4083661 cgctacattt tcatctgttt tcgtcgctac gttttgtgcg atatttaatg aaaatgccgt
  4083721 tttccctacc gatggacgtg ccgccacgat gattaaatca tttcgctgga accctgccgt
  4083781 catcttatct aattcagtaa acccagttgg tatcccggta acttcacctt tttgattatg
  4083841 caaaagttcg attttatcat aagcatctac aagaacgtct ttaatatttt gaaatgcttt
  4083901 cgcattcgtc tgatgagata cttctaatat ttttttctca gcctcattta aaaggccatc
  4083961 cacatcatct tctctctcat atccatcaga cacgatatga gttgccgttc gaattaaacg
  4084021 acgtaacagt gctttttcag ctatgattcg tgcataatat tctacgttag cagcagtcgg
  4084081 aacaacttct gctaattctg ctaagtaaga aaccccacca acttcttcta gtaatccctg
  4084141 atcagccatc gctgacgtca tcattactaa gtcgattggt tcccccttat ccgataatcc
  4084201 aagcataact tcaaaaatct tttgatgttt tgttcgataa aatgagtcag gtaccaatag
  4084261 ttccgatgct gaagttaatg catcctgatc aatcaatata gcacctagga ctgcctgctc
  4084321 ggcttctata ttatgcggag gggtacgatc agccattaca tcactcatac gcaatcctcc
  4084381 ttgcttaacg tatttttatt gttcactaac atgaactttt actgttgctg ttacttgcgg
  4084441 atgcaatttc acagtaacat ttgtatagcc tagtgcacga attgcatcat ccatttcaaa
  4084501 tttacgctta tcaagtttaa tcttgtgaga tttttgcatt gcatctacga tttgtttact
  4084561 tgtgattgaa ccaaatagac ggccaccttc tccagattta gcctttaatt ctacagttag
  4084621 tttctctaac gtttctttta attgttttgc actttcaagc tctgctgctg catctttttc
  4084681 ttctttgcgt ttttgagctt ctaaagtttt catactgcta tttgttgctt cagcagctaa
  4084741 tccttgtttt agcaagaagt tatttgcata accatctggt acgtttttta cttctccttt
  4084801 tttcccttta ccttttacgt cttttagaaa aattactttc atgattgtgt gcctccctgt
  4084861 aaatagtcat caataacaaa tcgaagcttc tcctcagctt catctactgt aacatttttc
  4084921 atttgtgtgg ctgcatttgt taaatgccca ccaccaccta aattttccat aattagctgc
  4084981 acattcactt cacctaaaga cctgccgcta attccaatga aattctcgcc acgttttgca
  4085041 ataacaaatg atgcaataat tcctgtcatt gttaataatg tgtccgctga ttgcgcaata
  4085101 agcacttgat cgtagtaatc atcgctatca acttttgcaa tcgcaattcc atttgtataa
  4085161 atgtacgcat ttttaatggc ttttgcaacc cgtaaatact gatccatatc ttcttttaaa
  4085221 agctcttgta caagtacagt atctgcaccg tgtgagcgta aataagaagc agcatcaaac
  4085281 gtacgagcac ctgtccggaa tgtaaagctt ttcgtatcaa caataatacc tgctaataat
  4085341 gctgtcgctt ctaacattgt catttttaaa tttttcggtt ggtattcaag taattccgta
  4085401 acaagttccg ccgtggaaga agcgtatggc tccatgtaaa caagcaatgg atcttcaata
  4085461 aaatcttctc ctcggcgatg atggtcaata acaactacat tttcaatttt gcgtaacagt
  4085521 ttttcttcca tcaccattga aggcttatgc gtatcaacaa caacaagtaa tgaatcatca
  4085581 tttgcaaatt ccatcgcttg ttctggtgta ataaagtgag accataactc ttcattttgt
  4085641 ttcactttat ccattaaacg tttaattccc ttatcagaat cattttcatc gagcacaata
  4085701 tatccttttc gttcatttaa ttgcgccact tttaaaatac caatcgcagc accaattgcg
  4085761 tccatatcag gagccctatg ccccattata atgacattgc tactttctag tactaaatcc
  4085821 tttaatgcat gagaaatcac tctggcacgt acacgagtac gtttttccac tggatttgtc
  4085881 ttaccaccat aaaacttaac tttacctgtc gcttgtttaa tagctacttg atctccacca
  4085941 cgtccaagcg caaggtctaa acctgattga gccatagctc caagctcaga taaaggtaaa
  4086001 tcacctgatc caacacctac acttaatgta agtggtatat tccttttgga tgtttcttca
  4086061 cgtacttgat ctaaaatact aaatttccct ttctccatct gtgctaaaat actttcattt
  4086121 agtacaacga agaatctttc cgaagatgca cgttttaaat acgccccata cttaacggcc
  4086181 cattcattta gacgcgatgt cacaagactt gttatattcg tacgtaattg atcatctaat
  4086241 ccttgtgtaa cttcatcata attatctaaa taaattacag ctaaaacagt acgttgatct
  4086301 tcgtacattt tttcgatttc tgtttgttct gttacatcaa agaaataaat taacttttct
  4086361 tctttcctta caaagacacg gaactttcga ttatttaaag aaactatatc atcggaagtt
  4086421 tctcccttaa taaaaagaag taacgtttct gatacatcat aaaggtgcca tccagctaat
  4086481 gcatgctgtc ccagacatga agataaataa ggatttgccc aatcaatccc ataatcctta
  4086541 ttgtataaca aaataccaat cggcatctgg ttaaatgctt cattactcac tttctttacc
  4086601 cttgtaatca tatctgtcgt atgtttttca aaattctttt ggaaagtaag ttcaaatcgt
  4086661 acaacaacaa aaaggacgat acaaaaaata aaaaaggaga ttatccccat cattaaatga
  4086721 aagtagcaga ggattgaaat gagcacaaac acaaaaaatg ccaatacata aacaggatat
  4086781 aaaaaccact gtttcttata aaattcaggc atgtatacaa ctcctataaa gtaaaactaa
  4086841 cttatcttcc agttagttaa acagattaaa atagtataag gaatattact ttatcctcct
  4086901 attttagaac gtaatgaaat ccctaaatca attataccta agattgtcac aagaggaaac
  4086961 agcatcggaa taaacatgca ggcaataaaa ctaataatag gaaccccttt cgtaaaacct
  4087021 ttgctatgcg ccagaaaggc gataaatgtc agaccttgca gcacgagtaa taaagcaaat
  4087081 atgacatata ggttagaaaa taccatatgt aaatatgatg tcggttctac ttttataaaa
  4087141 gttgataata aaataaatat aacgtaatac caaacaatac ttttcggtaa ttgtatatct
  4087201 ttaaatttag gccaaggtat gacatcatgt tttagctttc ttaaagcact acctgatatt
  4087261 attacggtga tccacgaaag acatacagaa accatcacaa gtatactggg gaataccgtt
  4087321 tgtaatatat cattcatttg tacaaatagc tctttttgcc ctttactaat cggcataccc
  4087381 gcagcagtaa ctatcttttc actttgcgtc atactttcat taaacatatt ttgcatttgc
  4087441 ttcattaaat ctatgttaaa aaactttata cttgcaacat aaatgagcat aataccaatt
  4087501 aagtaagcaa gcgtccctgc catcaaaatt tctacgggct ttttttgttt tttatacata
  4087561 taccctaaaa cgatccctat caacccaaac atagttgtct ttactaagtt catcggttgg
  4087621 ctgacgataa cagtaataaa aagcgccgcc gtaaaaatta caaaggcact ggataattta
  4087681 tatcttatcg ttagcaatat aaatggcaac ggcaatgcaa acgttacaac tgcacctaaa
  4087741 attgggacat acatagatat aagcaatagc attgcatata tcgctaacaa cgctgcacct
  4087801 tcagtaataa attttgtgtt tttcatcatc taacctctct ttcaaaaaag aaaagcatag
  4087861 caaaatgcac agtagagtcc gactctactg tgcatttcat acgctattat tcaccaacat
  4087921 atggtaaaag tgccatttga cgagcacgtt taattgcaac tgtaagtttg cgttggtatt
  4087981 ttgcgcttgt tcctgttaca cgacgaggta aaattttacc acgctcagaa acgaaacgtt
  4088041 ttaataaatc aacatcttta taatcgatgc gagtgatgcc gttagatgtg aagaaacaca
  4088101 ccttacgacg tttcgcacgt ccacctttgc gtcctgccat gtctatttcc ctccattctt
  4088161 tgttaaaact aacaaattta ctgtattaga acggtaaatc gtcgtcggaa atgtcgatcg
  4088221 gttgacctac atttgaaaat ggatcgtcat tcttcgtaaa tccagagttt ccttggttac
  4088281 cttggttgcc cgaattacta gattgaccaa atgggttaga gctttggtta ccgaaaccag
  4088341 ctcctgatgg ttgctgatta aatgaaccac gttgctcccc accgccatta cgcggctcta
  4088401 aaaattgtac gctttccgca agaacttctg ttacatatac acgcttacca tcttgtccct
  4088461 cgtaattacg agtttgaaga cgtccatcta cgcctgctaa gctacctttt tttaaataat
  4088521 ttgctacgtt ttctgcttgt ttacgccata ttacacaatt aataaagtca gcttcacgct
  4088581 caccttgttg attcgcaaat gcgcgattca cagctaacgt aaaagtagct actgcaacac
  4088641 cattgggcgt gtaacgtaag tcagggtcct tagttaaacg accaacgagg ataacacgat
  4088701 tcatcaatcg aaccactctc ccttatatat caattatttt tcttcttctt taacaacgat
  4088761 atgacgaagg atatcttcgt tgatcttagc taaacgatcg aattcgttaa ttgcttctgc
  4088821 gttagcattc acgtttaaga tcatgtagaa accttcacgt aagtcgttga tttcgtaagc
  4088881 taaacgacgc ttaccccact ctttcgtgtt aatgatttct gcaccattgt ttgttaaaac
  4088941 acctgcaaaa cgttcaacta aagctttttg agcttcttct tcaacgccag gacgaatgat
  4089001 gtacataatt tcgtactttc tcattacact ttcacctcct tttggtctaa acggcccgta
  4089061 atgggcaagg agcaattaat ttatagtaat tactcacgag tttagattat atcatagtaa
  4089121 gttagatgaa tcaactcacc catacataaa aaacttggca aacacataat atatttgcca
  4089181 agttcatatc tttatttttc ctaggaaata ttaaattaaa cgttgaaacg gaaatgcata
  4089241 acgtctccgt cttttacgat atactctttt ccttctaaac gaactttacc agcttctttt
  4089301 gcagctgtca tagaaccgtt tgtcattaag tcttcgtaag aaactgtttc tgcacgaata
  4089361 aatccacgct caaagtctgt atgaattacg ccggcacatt gtggtgcttt cataccttgt
  4089421 ttgaacgtcc atgcacgtac ttcttgcaca cctgctgtga agtaagtagc aagtcctaat
  4089481 aaatcatatg cagcacgaat taattgatct aaaccagatt cctcaatgcc cagttcttca
  4089541 aggaagactt ttttctcttc ctcgtctagc tcagcaattt ctgattcgat ttttgcacat
  4089601 acaacgatta cttgagaatt ttcatttgca gcaaattctt ttaccatttg tacgtatttg
  4089661 ttttcagaag gatcgataac atcgtcctcg cttacgtttg ctacgtataa catttctttc
  4089721 gttgtcagta aatgaagacc tttaacaatc ttcatttgct cttctgtaaa ttcaacagta
  4089781 cgagctggtt tcccctcttc aaaagcttct tttaaacgta ctaaaatttc atgctcatat
  4089841 actgcttctt tatccttttg tcttgctaat ttcgcaacac gttcgatacg tttatcaaca
  4089901 gattctaagt ctgctaagat tagctctaag ttgattgttt caatatcatc aattggatct
  4089961 actttacctg aaacatgcgt aatattttcg tcttcaaaac aacgaacaac ttggcaaatt
  4090021 gcatctactt ggcgaatgtg agataagaat ttatttccta aaccttcacc tttactcgca
  4090081 ccttttacga tacctgcaat atcagtaaac tcaaatacag tcggaacagt ttttttcggt
  4090141 tctactaatt ccgttaattt atttaaacgc tcatctggta cttctacaat tcctacgttt
  4090201 ggatcaattg tacagaatgg atagttcgca gattctgctc ctgcttgtgt aattgcatta
  4090261 aataaagtgg acttccctac gttaggtaat ccaacaatcc cagccgttaa tcccatattt
  4090321 ttcactccta tgtctcaatc tttcatcatt atagatagta acgaaaaaaa tgacaagttt
  4090381 cctccaaacg aaaaaaagta acagctaccc actgcaactg ttactttctc tctattcttc
  4090441 gtgcttcaca agtatttttt tcaccttacg atcaaactct cttcgaggaa tcattactga
  4090501 atggtcacat ccctcgcact taatgcggat atccattccc atacgaataa tcttccaacg
  4090561 attctcccca catgggtggg ctttcttcat ttccacaaca tcgtacaagt tatactgctt
  4090621 ttgctccatt ctccaaaccc ctctccatat taaattgctt ttccactcac taactcttca
  4090681 cgattatata aaaccatacg tggatatgga atttcaatac catgtaaatc taggcgattt
  4090741 ttaatttctt tacgaagtgc tcttgcaata accgcatgtt gcatcggctc tacttctgca
  4090801 ataacacgta atataacttc tgatgcagct aatgtttgca cgcctaataa ctgaggcgtt
  4090861 gttaccattt gctcatattg tgcaggtaat tcttctaata attcttcaat gacttgctct
  4090921 gcttttgcta tatcagcctc atacgaaata gatacgtcaa caaatgctac actattacta
  4090981 actgaatagt tggtaacctg aacgatactt ccgtttggta aagtatgaat ttcgcctgtc
  4091041 caacttttca ctttcgttgt acgaagtcca atttctaaaa cgacaccttc aaactgacca
  4091101 attttcacat agtcaccaac tgaaaattga tcttctaaca agataaataa tcctgtaata
  4091161 acatctttca ctaaactttg agcaccaaat ccgactgcta aaccaattac cccagcaccg
  4091221 gctaataaac ctgatgcatt aatattgaac acacctaaaa tcgcaattaa cataataaac
  4091281 ataacaacgt atgccacaat attttcaagt aacttcgcta ctgtaactgt acgacgttct
  4091341 gaaatttgaa ttggcgaacg acttcccata cgaaacgcat ttcgtacaac cgctcttgca
  4091401 attcgtacta caattgcacc aattgttaaa atgatacata tttttaatgc tgcaattcca
  4091461 atatcagccc aacgatcagc atctaataaa tactgtttcg tagcattaaa ccacttcgtt
  4091521 aatacatcca tgtacctcta cctctccagc caaaatttct ttttagttat ccttcttatt
  4091581 gtatcagaag tctcctaatt gctgaaaaaa ttttatgtct ttaattacat ttgttaactt
  4091641 ccatgcaggt ataaaatgga acgaatatat atatactagt actattattt ccgttttcac
  4091701 ttaagtttta gagcaagtac gcacttatag ttttccattt cactcaccat ataacatatt
  4091761 ttgaaaattt attaaaagga tgggtgcttc atgaatattg gaagttttcg cttacctttt
  4091821 ttcgaaaaag aaactcaaaa cgttatgcac caagatttag aagcctctga gacaattagt
  4091881 aacttcttac tttcccacat ccctataaaa actcatatac caattattct cgtttgtatc
  4091941 ggaacagatc gttctacagg tgatgcactt ggtccattag tcggtacgaa gctagaacaa
  4092001 gtaggaatta aaaatttcca agttttcggc acactagatg aaccagtaca tgcgctaaat
  4092061 ttagaggaaa aaattcagaa tatacagaaa gataatcctg cttcatttat cattgcggtt
  4092121 gatgcctgtt taggaaagtc tcaaagtatt ggctccatca ctaccggaat gggacctagt
  4092181 aaacctggag ccgcaatgaa taagaaatta cctgcagttg gtgatttaca tattcatggc
  4092241 atcgtaaatt taaatggttt tatggagttt ttcgttctac aaaacacaag attaagttta
  4092301 gtcatgaaaa tggctgacgt aatcgcacag agtataaaag aaacggatca aaaaatatgt
  4092361 gcattaaaaa aagcaaacca tctataaata ataagatggt ttgcttttta gtttttctgc
  4092421 gctaataatt ctaaaatacg atttaaatct tctttattaa aaaattcaat ttcgatttta
  4092481 cctttttctt ttttcgtttc tttaattttc acatctgtgc caaacttttc tctcaagaac
  4092541 gtttcgcgct ctatgaaaaa tatgtttctc tcttttttca cttgttttgt ttcacgtgaa
  4092601 acgctttgat taatctcctg aacaattttc tctaattgac gaacatttag tccttctttt
  4092661 tcgattcttt tcaataaaga tttcaattgt tcttcatctt ttatcgtaag caaggttctc
  4092721 ccatgagcca ttgaaagttg accatttgca atcatatctt gaacaaaaga agggaggctc
  4092781 aataaccgcg tatagtttgc aatgtaaggt ctgcttttac caagacattt tgctaattgt
  4092841 tcttgcgtca catttagctc gttcattaac atttggtatg ccattgcttc ttccattgga
  4092901 tttaaatctt ctcgctgtaa gttttcaagc aatgcaaact ccatcatttg ctgctcattt
  4092961 aattgtctta caacagcagg taccttttcg agtcctgctt ctttagcagc acgatatctt
  4093021 ctttcacctg caacaatttc atagccttta atactctttc tagcaattaa cggttgtaat
  4093081 atgccgtgct ctttaatgga agccgataat tcctgaatcg cctctttatt aaagtgttta
  4093141 cgtggttgat atggattcgg ccttaattca gttatcacaa tctcctgaac tgtctcttct
  4093201 tctttcacat ctaaatcagg aaaaaataca ttgattcctc ttcctaatcc tttagccacc
  4093261 tgcaatcact tcctctgcta aatctatata tacttctgcc cctcttgatt tagcgtcata
  4093321 ctgcataatt ggtttcccat gacttggtgc ttcactcaaa cgaacattac gagggataat
  4093381 tgaacgatat actttatccc taaagtattt tttcacttca tctataactt gaatgcctaa
  4093441 atttgtacgg gcatccaaca ttgttagcaa tacaccttga attgctagat ttttatttaa
  4093501 gtgcttttgc acaagtcgaa ctgtatttaa tagctgactt aacccttcta gtgcgtaata
  4093561 ttcgcattga acaggaataa taacagaatc cgctgcagtt aatgcattaa tcgttaataa
  4093621 ccctaaggac gggggacagt cgataataat ataatcatat tcatcacgaa ctggctgtaa
  4093681 tgccctttgc aaacgtactt cccgggaaat agtcggtacc aattcaattt cagcacctgc
  4093741 taattgaatt gtagcgggta gaacatctaa gttttcagtt gcggttttct gtataacccc
  4093801 ttgaacatct gcatcttcca caagaacatt gtaaatacat tgatctaatt cggatttttc
  4093861 aattcccaca ccagtcgttg catttccttg agcgtcaata tctacaagaa ggaccttttt
  4093921 acctacttgt gccaatccag cccctaaatt aacagatgtt gttgttttcc caacgccacc
  4093981 tttttgattg gcaatagcaa tgatttttcc catgatgtca cctactttca acctttctat
  4094041 catatttcta ataacaatta cgtttattgt aacatgaaat aaaagttttt cttttacgtc
  4094101 cttattaaac ttcaaaattt atttgtaaac tccttcttca tctaacaaga aaatatagta
  4094161 aaagagacct atccaatagg attaggtctc tagcacgcca ttattatttt ttcttcggaa
  4094221 tttgaattgt aatttgatag tattcatcaa attcttcttc ctcagaatta acatttaaac
  4094281 cactgtcagc aaccatttgt aatgactgcc taattgtatt catagcaatt ctcgtatctc
  4094341 gactgaccgc cttttgcttt gccttacgct tcggttttgc ttcctctagt aatttcgtaa
  4094401 ttcgttcctc tgtttgcttt acattcagtt gtttttccac aatttcctgt aaaaccttca
  4094461 gttgtaattc ctcattcttt aaaggaataa gcgcgcgggc atggcgttct gtaatacttt
  4094521 tttctaataa cgcacttttt atttcttcag gcaactttaa caatcgcaac ttatttgcga
  4094581 ttgtagattg tccttttcca agtctttgtg ccaatgcttc ttgcgttaaa ttatgtaact
  4094641 caattagctt ttgatacgcc acagcttcct cgattgctgt tagttcctca cgttgcaagt
  4094701 tttcaattaa agctacagaa gctgtttctg tatcatttaa gttttttata attgcaggaa
  4094761 ccttttccca ccctaacttt gttgctgcac ggaaacgcct ttctccagca ataatctcgt
  4094821 acttatcatc ctcatattgc ctcacaacaa ttggctgaat aagtccgtgt gtacgaattg
  4094881 ttaatgctaa ttcctcaata cgcgcatcat caaaaactgt tcgtggttga taacggttag
  4094941 gggtaatatt tactatcgga atttcttgta tttcttcata taccttttta tctatttctt
  4095001 catggctttc gtcttgtaat tcgaattcgc tctctttatc tccaaagcca aataaacgag
  4095061 aaaacgtatt tttcatacat attccaccac ctttaggcct attgactatt ctccataaaa
  4095121 tgtttccttt gaaacattta cgttttcatt tatataattt aatcttacgt ctaataagat
  4095181 ttatttttca ataggtaatt tattgggtgt tcccggtttg cgtggatatt tctttggtgt
  4095241 cttgcgcttt ttctcgatta ataaaatatt acgttcactt tcttcaaacg gtaattggaa
  4095301 cgtagacatt tcctttagat ccccgcctag cacctctaaa gcatacttgc cattttcaat
  4095361 ttcttcgttt gctgcggcac ctttcattgc aatgaatgtt cccccaactt ttacaagcgg
  4095421 taaacatagc tcacttaata ctgaaagacg cgcgactgca cgtgccatta caatgtcgta
  4095481 cgcttcacgt acaccttctt ttttcccaaa tgtttcagca cgatcgtgac aaaacgcgac
  4095541 gtcacttaat tccaactttt gtgctaaatg atttaagaaa ttaatacgtt tttgcaatga
  4095601 gtctacaatt gtcactttta aatgcgggaa acaaattttt aaaggaatac ttgggaatcc
  4095661 agctcctgcg ccaacatcac aaattgagaa tggttttgaa aaatcataat aaaaagcagc
  4095721 tgtaatggaa tcaaaaaagt gttttaaata tacttcctct ttctccgtaa tagccgttaa
  4095781 attcattttt tcattccatt ctactaatgt ttcgaagtag atttcgaact gctctaactg
  4095841 tctagaagag agggtgatac ccttctcttc tagcatagat tgaaattgtt ctatgttcat
  4095901 ctaacaatat ctccttacta tttattggtt cgatactcgc gcaatttttc cttgttcaat
  4095961 atacacaagt aaaatggaaa tgtccgctgg atttacgcca gatatacgtg aagcttgccc
  4096021 cattgaaagc ggacgaacat ctttcaattt ctgtctagct tctgatgcaa ggctagaaat
  4096081 cgcatcataa tcaatatcta cagggatttt tttattttcc attttcttca tacgctctac
  4096141 ttgttgtaaa gatttttcga tatatccttc gtacttaatc tgaatttcaa cttgttcttt
  4096201 aacttcatca cttaattcta cttcacttgg tactaaaaga tgaatatgct catatgtcat
  4096261 ctctggacga cgtaataagt cacttgcacg tatcccatct ttcaattcac ttccgccaat
  4096321 attgcgaatt aattcttgaa cttcaggacg tggtttaata ataatgctgc ttaaacgttc
  4096381 cttttcttgt tcaatttgta attttttatt tgtaaatcgt tcatagcgct cctctgtaat
  4096441 taatccaatt tcatgaccaa cttcagttaa acgaagatcc gcattatcat ggcgtaataa
  4096501 tagacgatac tctgcacgag acgttaataa acgatatggt tcattcgttc ctttcgttac
  4096561 aaggtcatca attaagacac caatataagc atcttcacga cctaaaataa cttctttttt
  4096621 acctaaagaa cgacatgctg cattaattcc ggccataagc ccttgtcctg ctgcctcttc
  4096681 gtaaccagaa gttccgttaa tttgtcctgc tgtatataaa tttttaattt ttttcgtttc
  4096741 aagtgttggc catagttgcg ttggcacaat tgcatcatat tcaattgcat aacctgtacg
  4096801 catcatttca acattttcta aaccagggat tgttctaagc atatcacgct gtacgtcttc
  4096861 tggtaagctt gtagataaac cttgtacgta cacttcttgt gtattacgtc cttctggctc
  4096921 taagaaaatt tgatgacgtg gtttatcatt aaaccttact accttgtctt caattgaagg
  4096981 acaatatcta ggccctgttc ccttaatcat accagaatac atagctgagc gatgtagatt
  4097041 ttcatctatt aaacgatgtg tttccgtact tgtatacgtt aaccaacatg gaatttgatc
  4097101 cataataaat tttgttgttt caaaagagaa agctcgtggt ttatcgtcac ctggctgaat
  4097161 ttctgtttta ctgtaatcaa tcgtattact atttacacgc ggaggtgtac ctgttttaaa
  4097221 tctaacaaga tcgaatccaa gctcctctaa atgttctgat aaagtaatag atggttgttg
  4097281 attatttgga ccactcgaat atttcaaatc tcccataata atctcaccac gtaaaaacgt
  4097341 tccagttgta attacgactg tttttgctgt atattcagca ccagcttgcg taattacacc
  4097401 tttacattcg ccatcttcaa caattaaacg ctctaccatt ccttggaaca acgttaagtt
  4097461 tggtgtttct tcaattgttt tctttaattc atgctggtaa gagaacttat ctgcttgtgc
  4097521 tcgaagtgca cgtacagctg gccctttacc tgtatttaac atacgcattt gaatatgcgt
  4097581 tttatcaatg ttgcgcccca tttctccgcc taatgcatca atttcacgaa caacaatccc
  4097641 ttttgctggt ccaccaacag aagggttaca tggcataaac gctaccatat ctaagttaat
  4097701 tgttaacatt aatgttttgg agcccattcg tgctgccgca agaccagctt cacatcctgc
  4097761 atgacctgca ccgattacta tgacatcgta tgaaccggca ttgtatccca ttgtttattc
  4097821 ctcctaataa tctttatctt tctgaaacat cactatatta ttttcctaaa caaaattgag
  4097881 agaacaactg gtcaattagg ctttcatgaa cggtatcacc agtaatttca ccaagtattt
  4097941 cccacgttct tgttaaatca atttgcacca tatcaattgg aacaccattt tctatcgcct
  4098001 cgattgcatc tccaattgtt tttcctgctt gtgttaataa tccaatatgt ctcgcattag
  4098061 aaacatatgt tacatctgca gaatcaattg ttccttcaaa gaataaatca gctattgcct
  4098121 tttcaagttc atctattcct tgttcttcaa ttaacgatgt tgtaataaca cgatttcccg
  4098181 ctgccaattc tataacacgt tccatatcaa ttgcttgcgg taaatctgtc ttatttacaa
  4098241 taacaatgaa atcttttcct tgtacggcac ggaatagctc ttcatcctca ttcgttaaag
  4098301 tttcactata attaacgaca actaacacta aatcagcttg actcatcatt tcttttgaac
  4098361 gctctacgcc aattcgttca acaacatctt ccgtttcacg aatccccgct gtatctataa
  4098421 gtttaagtgg tacaccacgc acattaacgt actcttcaat aacatcacga gttgttcctg
  4098481 caatatcagt tacaattgcc tttttctcct gaacgagact atttaatagc gatgacttcc
  4098541 caacattagg tctaccgatg attgcagtag caataccttc acgtaaaatc tttccttgct
  4098601 tcgatgtttc taatatcttt gcaatttcag cacgaacatg tgtagctttc tcaattaaaa
  4098661 tattatgtgt catttcttcc acatcatcat attctgggta atctatgttt acctcaacat
  4098721 gagctaacgt ttctaatata tcttggcgca gacgaccaat taatttagat aatcgtcctt
  4098781 ccatttgatt aatcgctacg ttcattgcac gatctgtttt tgcacggatt aagtccataa
  4098841 cagcttctgc ttgtgataaa tcaatacggc catttaaaaa agcacgtttt gtaaattcac
  4098901 caggctctgc taatcgtacc ccttgcgcta aaataagctg caatacttta tttaccgaaa
  4098961 caagtccacc gtgacagtta atttctacta tattttcacg tgtaaaagtc cttggtgcac
  4099021 gcataataga taccatcact tcttcaataa cctgatttgt atctaaatcc acaatatgac
  4099081 cataatgaat cgtgtgagaa ggaacctctg ttaaatcctt ccctttaaaa atacgattaa
  4099141 ctttttcaac cgcatcatct ccacttactc gaacaatggc aattgcaccc tctccaagcg
  4099201 ctgtggaaat cgcggcaatt gtatcaaatt ccatgtcctt tcacctcact tgcttattta
  4099261 tctctatttc aacatgatta ttttcttcac taaattatta gaataccata acgaacctat
  4099321 ctacaaaaga ataataactc attttattat gtcctcatgt aaaaaacact aaacttattc
  4099381 acagtggata agtttagtgt tttttagtta tccacaccta ttttcccctc aaaaaaaccg
  4099441 gcactcaatt gagtaaccgg tcacttggaa gatattacaa catgtcgatg tggttctttt
  4099501 ccttcagaag ttgtaatgat attttgatga ttagacaatg cttggtggat aatctttcgt
  4099561 tcaaaagatg gcataggctc caacacaact ctttttttcg tacgtactac ttgtttggct
  4099621 aatcgataag aaagtgcttc taacgtagct tttcttttac tacgataatt ttcagcatct
  4099681 aatgtgatac cgatgtactg cttcgtatta cgattcgcta caagttttgt taaatactgt
  4099741 aaagaattca aggtgtttcc tctttttcca atcaaaacac ctacattttc gccgtaaatt
  4099801 gtaaattcaa cttcgcgtcc ctttacaatt ttactaatct cagcttccac acccatatcg
  4099861 tgaataacat tttttaaata ttcttcacat tcttgaattg gatctttctt caatacaact
  4099921 tctactactg caggtcggtt cccaaataaa cctaagaacc ctctcttacc ctcatcgata
  4099981 atacttatat ctactcggtc ttttgaaaca tttagttgcc ttaaagcatc ctgtactgcc
  4100041 agctcgactg tttgtccttt agcagtaatt atactcactt gcttgatcct cctgccttac
  4100101 tagccttaat ttccggccct ttgatcaagt acatttgagc gataccaaag atattaccaa
  4100161 caacccagta aagtgataag gcagctggga agttaattgc aaagattaaa atcatgattg
  4100221 gcattaacca aagcatcatt gccatttgcg gattttgacc agcagttcct gccattgcaa
  4100281 gtttttgctg aataaatgtc gtaattgccg caacaaccgg taagatatag tacggatctg
  4100341 cctgtcctaa gtcgaaccat aagaatgtat gcttactaat ttctgatgtt ctcataatcg
  4100401 catggtaaaa cgcgaataaa ataggcatct gaacaaagat tggtaaacat cctgctaatg
  4100461 gatttacacc atttttttga tataactgca tcatttcttg ttgtagtttt tgctgtgttg
  4100521 cttgatcttt agagctatat ttctctttta acttcaccat ttctggttgt aacgcttgca
  4100581 ttgctttcgt actcttcgtt tgtttaatca ttaatggtaa taatgcaaaa cgaataataa
  4100641 gagtcgtaac aacgattgct aaaccgtaat tactaccaaa taagttggca aaatacgtaa
  4100701 ttaactgaga aagcgggtat acgaagtatt cattccaaat tccagtgctc tttggtgtaa
  4100761 ttggctgatt tacttcacta cagccagcag taatcgccat taatgcaaca accatggcta
  4100821 gtaaacctaa tttctttttc aaagcctact cctccttgta tcggtatgta tatagtgtaa
  4100881 ttcatttcct tacgctactt tttattcttt tcataccaga gcgtttaaag acatgaatta
  4100941 agcttttctt taattcttca tatgtcatct ctgcacaagg cttccttgct attataacaa
  4101001 aatcttttcc agaatctatc tcatctttta attctgtgat cgactggcga atcatacgtt
  4101061 taattcggtt acgcactact gcatttccta tcttcttgct gacagaaagg ccaatacgaa
  4101121 agtttggctg ctcttcttta tctagttgat agacaacaaa ttgacgattc gcattcgatt
  4101181 ttcctttttg aaaaaccgtc tggaattcat cattcttttt tatacgatgt tttttcttca
  4101241 tatcaattga cactcctgta gttcatcagc ggaaattcac tattattaga aaaaaagacc
  4101301 actgaacgat cagtggtcta cgcagataat acttttcttc ctttacgacg acgagctgct
  4101361 agcactttac gtccgtttgc tgtgctcata cggctgcgga aaccatgtac tttgctgcgc
  4101421 ttacgtttat ttggttggta agttcttttc attatatgac acctccctga ggaatatctg
  4101481 ttaaagacag tcttataaat tatagttaat caactaggaa aatgtcaatg gttctagaaa
  4101541 ttttcatcaa atattcattt tgaacctatt cacatacttt ttcacaaatc ctatatttcc
  4101601 ttgtggataa atattttttc ttgtttttta tatccacaaa ctcttttcgt acttttacac
  4101661 agtatatcgt gttgtggaca attttattcc acaaggtatt gattttgtgg ataactttct
  4101721 taatttcatt gctatagcta cttttttttg atattatagt tgtgttttca ctttgaataa
  4101781 gttttccaca tctttatctt atccacaatt tgtgtataac atgtggacag ttttaatcac
  4101841 atgtgggtaa atgattatcc acatttgctt ttttgtcgaa aaccctatct catatacaaa
  4101901 cgacgttttt aggttttaaa atacgtttcg tataaatata cattttatat ttattcaggt
  4101961 tgtacatttg ttgcacaacc ttattctttt accatcttag taaaggaggg acacctttgg
  4102021 aaaacatctc tgatttatgg aacagcgcct taaaagaact cgaaaaaaag gtcagtaaac
  4102081 caagttatga aacatggtta aaatcaacaa ccgcacataa tttaaagaaa gatgtattaa
  4102141 caattacggc tccaaatgaa ttcgcccgtg attggttaga atctcattat tcagagctaa
  4102201 tttcggaaac actttatgat ttaacggggg caaaattagc tattcgcttt attattcccc
  4102261 aaagtcaagc tgaagaggag attgatcttc ctcctgctaa accaaatgca gcacaagatg
  4102321 attctaatca tttaccacag agtatgctaa acccaaaata tacgtttgat acatttgtta
  4102381 ttggctctgg taaccgtttt gctcacgctg cttcattggc cgtagccgaa gcgccagcta
  4102441 aagcatataa tcccctcttt atttatgggg gagttggact tggaaaaacc catttaatgc
  4102501 atgcaattgg ccattatgta attgaacata acccaaatgc caaagttgta tatttatcat
  4102561 cagaaaaatt tacaaatgaa ttcattaatt ctattcgtga taataaagcg gtcgattttc
  4102621 gtaataaata ccgcaatgta gatgttttat tgatagatga tattcaattt ttagcgggaa
  4102681 aagaacaaac tcaagaagag tttttccata cattcaatgc attacacgaa gaaagtaaac
  4102741 aaattgtaat ttccagtgat cggccaccaa aagaaattcc aactttagaa gatcgtcttc
  4102801 gttctcgctt tgaatgggga ctcattacgg atattacgcc accagattta gaaacacgaa
  4102861 ttgcgatttt acgtaaaaag gcaaaggctg aaggacttga tataccaaat gaggtcatgc
  4102921 tttatatcgc aaatcaaatc gattcaaata ttcgtgaact agaaggtgca ctcatccgcg
  4102981 ttgtagctta ttcatcttta attaacaagg atattaatgc tgatttagca gctgaagcac
  4103041 ttaaagatat tattccaaat tctaaaccaa aaattatctc catttatgat attcaaaaag
  4103101 ctgttggaga tgtttatcaa gtaaaattag aagatttcaa ggcgaaaaag cgcacaaagt
  4103161 cagttgcctt tcctcgccaa attgcaatgt atttgtcacg cgaactgaca gattcctcct
  4103221 tacctaaaat aggtgaagaa tttggtggac gtgatcatac aaccgttatc catgcccatg
  4103281 aaaaaatttc taagctactt aagacggata cgcaattaca aaaacaagtt gaagaaatta
  4103341 acgatatttt aaagtagtag ctgaatagtg tgaataactt cccttgtttt acgcacagtc
  4103401 tatccacatg tagatagact gtttttacat ctttcaacgg ggttatccac atatccacaa
  4103461 gccctattac tattactact attttttatc tttattaatt aaataaaatc ttatacttac
  4103521 cggaggttct tctttatgcg tttttcaatt caaaaagact atcttgtaag aagtgtacaa
  4103581 ggtgtaatga aggctgtttc ttttcgtaca acaattccga tccttacagg aattaaagtt
  4103641 gtcgctacgg aagaaggagt tacattaaca ggaagcgatg ctgatatttc gattgaatct
  4103701 tttatcccag ttgaagagga tggaaaagaa attgtagaag taaaacaatc aggaagtatt
  4103761 gttttacagg ctaaatattt tagtgaaatt gtaaaaaaat tgccgaaaga aactgtagaa
  4103821 atttctgtcg aaaatcattt aatgacaaaa ataacttctg ggaaatcaga atttaattta
  4103881 aatggtttag attctgcaga atatccattg ttaccacaaa ttgaagaaca tcatgttttt
  4103941 aagattccaa cagatttact taaacatatg atcagacaaa ctgtatttgc agtctccact
  4104001 tctgaaacaa gaccaatctt gacaggtgta aactggaagg tatataacag cgaactaact
  4104061 tgtattgcta cagatagtca caggttagct cttcgaaaag caaaaattga aggtattgta
  4104121 gatgaattcc aggcaaatgt tgttattccg ggaaaaagct taaatgaatt aagcaaaatt
  4104181 ctagatgagt ctgaagaaat ggtagatatc gttattacgg agtatcaagt attattccgt
  4104241 acaaaacatt tattattctt ctcaagattg ttagaaggaa attatcctga tacaactcga
  4104301 ttaattcctg cagagagtaa aacagatatt tttgtaaata caaaagaatt tttacaagca
  4104361 attgatcgtg catctctgtt agctagagat ggtcgtaata atgttgtgaa attatcaact
  4104421 ttagagcagg caatgctaga aatttcttcg aattcaccag aaatcgggaa agtagtagaa
  4104481 gaagttcaat gtgaaaaagt agatggagaa gagttaaaaa tatcttttag tgcaaaatat
  4104541 atgatggatg cactaaaggc attagatagt actgaaatta agattagctt tactggagca
  4104601 atgagaccat tcttaattcg tacggtaaat gatgaatcca ttattcaatt aattttaccg
  4104661 gttcgtactt actaagtaag aaataagggt tgctagtttt cagatgctag tagcccttat
  4104721 ttgatttttg ggtattactt tcctaatgct agtttattta gtacaatgaa agaatgaaca
  4104781 ctttcagaaa gtgagcgatt ttatgaaacg tattaaaatt tcaacagagt atattacact
  4104841 agggcaattt ttaaagttag ccgatgtaat tgatacaggt ggcgctgtaa aatggttttt
  4104901 acaagaatat gaagtgtacg tgaatcaaga acttgaaaat agaagagggc gcaagctata
  4104961 tgcgaacgat attattgaaa ttccaggaag cggaagtttc caagttcagt cataaagggg
  4105021 gagccctttg tttatttcag aaatacaatt aaaaaactat cgcaattatg aaaaattaga
  4105081 gctttccttt gaagataaag taaatgtaat tatcggcgag aacgcgcaag ggaaaacgaa
  4105141 tttgatggaa gctatttatg ttttggcgat ggcgaaatct catagaacct ctaatgatcg
  4105201 tgagcttatc cgttgggatg aagatttcgg tcaaattaaa ggaaagttac aaaagagaaa
  4105261 tagttctttg tctttggaat taaatatctc gaaaaaaggt aaaaaggcaa aattaaatca
  4105321 acttgaacaa caaaaattga gtcaatatat tggcgtgatg aatgttgtca tgtttgcccc
  4105381 agaagattta aatcttgtaa aaggaagccc tcaagtaaga agacgctttt tagatatgga
  4105441 attaggccaa atagctccgg tctatttgta tgaattgagt caatatcaaa aggtgctcac
  4105501 acaacgaaat cacttgctga aaaagatgca agggaatagt aagaatgagg aaacgatgtt
  4105561 ggatgtattt acacttcaac ttattgagca tggtacaaaa atattgcgaa aacgctttga
  4105621 gtttttgcat ttactacaag aatgggcagc tccaattcat cgtggtataa gccgtggatt
  4105681 agaagaatta gaaattgtct ataaaccgag tgtagatgta tcagaatcaa tggatttgtc
  4105741 gaaaataaaa gaagtatact atgaaagttt tcaatcagtg aaacaacgtg aaattttccg
  4105801 tggtacgact ttaattggtc ctcatcgtga tgatttacaa ttcttcgtta atagtaaaaa
  4105861 tgttcaagtc tttggttcgc aaggacaaca acgaacgacc gcactgtccc taaaattagc
  4105921 tgaaattgaa ttgatttact cagaagttaa ggaatatccg attcttttac tcgatgatgt
  4105981 attatcagaa ttagatgatt atcgtcaatc gcatctgtta aatacaattc aaggaaaagt
  4106041 gcaaacattt gtgacaacga cgagtgtcga cggaattgaa cacgaaacat taaaagaagc
  4106101 gaaaacaatt catgtaacga acggcacggt agattgtgaa atagataggg cgtaatccct
  4106161 gtttaaatgg aaaagtaggt gatctttgtg tcaatggaac aaaagcaaat gcaagaaaat
  4106221 tcatatgatg aaagtcaaat acaggtactt gaaggactag aagcagttcg aaaacgccct
  4106281 ggtatgtata ttggatctac aagtggaaaa ggacttcacc atcttgtatg ggaaatcgtt
  4106341 gataatagta tcgatgaagc acttgcaggg tactgtgacg aaattaacgt tagtatcgaa
  4106401 gaagataata gtattcgtgt aacagataat ggacgtggta ttccagttgg tatacaagaa
  4106461 aaaatgggac gtcctgctgt agaagttatt atgaccgttc ttcatgctgg tggtaagttt
  4106521 ggcggcggcg gttataaagt ttctggtggt ttgcatggtg ttggggcatc tgtagtaaat
  4106581 gctctatcaa cagaactaga ggtatttgta catcgtgaag gtaaaatcca ttatcaaaaa
  4106641 tacgaaagag gtattccggt tgcggattta aaagtcattg gtgatacaga tcaaacggga
  4106701 acgataactc gatttaaacc agatccagaa atttttcagg aaacaacagt atacgaattt
  4106761 gatacactag caactcgtat gcgtgaatta gcatttttaa atcgtaatat taaactgacg
  4106821 attgaagata aacgtgaaca taagcaaaaa aaagaattcc attatgaagg tggaattaaa
  4106881 tcatatgttg agcatttaaa ccgctcaaaa caaccaatcc atgaagagcc tgtatatgta
  4106941 gaaggatcaa aagatggtat tcaagttgaa gtttccttac agtataacga aggatataca
  4107001 aataatattt actcatttac gaacaacatt cacacgtatg aaggtggaac acatgaagta
  4107061 gggtttaaaa cagctttaac tcgtgtgatt aacgattatg ggcgtaaaaa tagtattcta
  4107121 aaagatgcag acagtaattt aactggtgag gacgttcgtg aaggtttaac tgcaattgta
  4107181 tcaattaaac atccaaatcc acaatttgaa ggacaaacga agacgaaact tgggaatagt
  4107241 gaagcgagaa cgattacaga gtctgtgttt tcagaggcat ttgaaaagtt cttactagaa
  4107301 aacccgaacg ttgcacgaaa aatcgtagaa aaaggtacga tggcagcgcg tgcacgtgtt
  4107361 gcagcgaaaa aagcacgtga attgacacgt cgtaagagcg cgttagaagt ttcaagttta
  4107421 cctggtaaat tagcagattg ctcttcaaaa gatccagcaa ttagtgaaat ttacattgta
  4107481 gagggtgact ctgccggtgg atcagcaaag caagggcgtg atcgtcactt ccaagcgatt
  4107541 ttaccactga aaggtaaaat tattaacgtt gaaaaggcaa gattagataa aatcttatct
  4107601 aacgatgaag tgcgtacaat tattactgca attggtacga acattggcgg agattttgat
  4107661 attgagaaag ctcgttatca taaagttatt attatgacgg atgccgacgt agatggtgcg
  4107721 catattcgta ccctattatt aacgttcttc tatcgttata tgcgtcaaat tattgaacat
  4107781 ggttatatct atattgcaca gccaccgttg tttaaagtac aacaaggtaa aaaaattcaa
  4107841 tatgcttata atgagaaaga gcttgaaaag attttagctg aattaccagc tcaacctaaa
  4107901 cctggaatcc aacgttacaa aggtttagga gaaatgaatc caactcagct ttgggaaaca
  4107961 acaatggacc cagaagtacg ttcattactt caagtttccc ttcaagatgc aattgaagca
  4108021 gatgaaacat ttgaaatttt aatgggggat aaagtagagc cacgtcgtaa ctttatccaa
  4108081 gaaaatgcaa aatacgtgaa aaaccttgat atttaaatga gtaatgacag gaatctgagt
  4108141 attcctgtct tctacatata aatcaatgta tgtgtaacgg aaatgtaaga ggaggtgctc
  4108201 gttgatgtca gacaatcaac aacaagcacg aattcgagaa attaatatta gccatgaaat
  4108261 gcgtacctca tttttagatt acgcaatgag tgttatcgta tctcgtgcat taccagatgt
  4108321 tcgtgatgga ttaaaacctg tgcatcgtag ggttttatat gcgatgaatg atttaggaat
  4108381 tacggctgat aaagcgtata aaaaatcagc acgtattgtt ggtgaagtaa tcggtaagta
  4108441 tcaccctcat ggtgattcag ctgtttatga aacgatggta cgtatggcgc aagatttcag
  4108501 tcaacgttat atgcttgttg atgggcatgg taactttgga tctgtcgatg gagattcagc
  4108561 ggcagcaatg cgttatacag aagcaagaat gtctaaaatc tctatggaat taatacgtga
  4108621 tatttcaaaa aatacaattg attatcaaga taactatgat ggttctgaaa gagagccgat
  4108681 tgtgttacca gcgcgttttc ctaacttact agtaaatggt acgacaggta ttgcagttgg
  4108741 tatggcaaca aatattccgc cgcatcaact tggtgaagta attgatggcg tattggcatt
  4108801 aagtcataat cccgatatta ctattgcaga attaatggag tgcattccag gaccagattt
  4108861 tccgacggca ggtttaattt taggaagaag tggtattcgt agagcttatg aaacaggacg
  4108921 cgggtctatt atacttcgtg ctaaagttga aattgaagag aagtcaaatg gcaaacaatc
  4108981 tattatcgta acggaattac cttatcaagt gaataaggcg cgattgattg aaaaaattgc
  4109041 agaattagtt cgcgataaga aaattgaagg tattacagat ttacgtgatg aatcagatcg
  4109101 aaatggtatg cgtattgtta tggaagtacg tcgtgatgcc aatgctaatg tattattaaa
  4109161 taacttatat aaacatacag cacttcaaac aagttttggt attaacatgc tgtctcttgt
  4109221 aaatggagaa ccacaagtac tgaatttaaa acaaaattta tatcattact tggaacatca
  4109281 aaaggtagta attcgtagac gtactgctta tgaacttgaa aaggcagaag cacgtgctca
  4109341 tatcttagaa ggattacgaa ttgctttaga ccatctggat gaagttatta cattaattcg
  4109401 tagttcgaaa acagcggaaa ttgcaaagca aggtttaatg gaacgttttg gcttaagtga
  4109461 aaaacaagcg caagctattt tagatatgcg tctgcaacgc ttaacaggat tagaacgcga
  4109521 aaaaattgaa caagaatatc aagatttaat gaagttaatc gctgaattaa aagcaatctt
  4109581 agcagatgaa gaaaaggttc ttgagattat tcgtgaagaa ttaacagaag taaaagagcg
  4109641 cttcaatgat aagagacgta cagaaattac aattggtggt atggagtcta ttgaagatga
  4109701 agacttgatt ccagaacaaa acatcgccat tacgttaact cataatggtt atattaagag
  4109761 gttgccagct tctacgtaca aaacacagaa ccgtggtgga cgtggtgtgc agggaatggg
  4109821 aacaaatgat gatgatttcg tagagcattt attaaccact tctacgcatg accatattct
  4109881 attcttcact aataaaggga aagtataccg tacgaaagga tatgaaatcc cagagtatag
  4109941 tcgtacagcg aaaggtatac ctattattaa cttattaggt gtagataagg gtgaatggat
  4110001 taacgccatt attccaattc gtgaatttgg tgacgatgaa ttcttattct tcacaacaaa
  4110061 acaaggtatc tctaagagaa caccactttc atcatttgcg aatatacgta caaatggttt
  4110121 aattgcaatc tctcttcgtg aagaggatga agtaatatct gtacgtttaa catctggtga
  4110181 taaggatatt attgtaggta caagcaatgg tatgctaatt cgttttaacg agcaagatgt
  4110241 acgttctatg ggacgtaatg cggctggtgt aaaagcaatt acattaggtg aagaagatca
  4110301 agttgtaggt atggaaattg tcgaagagga tgtaaatgtt ttaattgtaa cgaaaaatgg
  4110361 ttatggaaaa cgtactccga ttgatgaata tcgcttgcaa agccgtggtg gtaaaggtct
  4110421 gaagacttgt aatattacag ataaaaacgg taaattagta gctgttaaat ctgtaacagg
  4110481 tgaagaagat atcatgttaa ttacagcagc aggtgttatt attcgtatgc cagttgatca
  4110541 aatctctcaa atgggacgta atacacaagg tgttcgtcta attcgattag aggatgagca
  4110601 agaggtagcg acagtagcaa aagcacaaaa agatgatgag gaagaaacga gcgaagaggt
  4110661 ttcttcagaa gaataagaga ggagatatct cctctcttta tttttttata ataatacttg
  4110721 catggggaag agaaagtcta tataataggc agagtcagca aatgagagat acaagttatc
  4110781 gaaaaaactt gttgacgaaa ataatatact atgatatatt ataaaagtcg ctgaaacgcg
  4110841 atgttgaact ttgaaaacta aacgaaacaa acaacgtgaa acgtcaattt ttattttaga
  4110901 tgctagacaa actaacttta ttggagagtt tgatcctggc tcaggatgaa cgctggcggc
  4110961 gtgcctaata catgcaagtc gagcgaatgg attaagagct tgctcttatg aagttagcgg
  4111021 cggacgggtg agtaacacgt gggtaacctg cccataagac tgggataact ccgggaaacc
  4111081 ggggctaata ccggataaca ttttgaaccg catggttcga aattgaaagg cggcttcggc
  4111141 tgtcacttat ggatggaccc gcgtcgcatt agctagttgg tgaggtaacg gctcaccaag
  4111201 gcaacgatgc gtagccgacc tgagagggtg atcggccaca ctgggactga gacacggccc
  4111261 agactcctac gggaggcagc agtagggaat cttccgcaat ggacgaaagt ctgacggagc
  4111321 aacgccgcgt gagtgatgaa ggctttcggg tcgtaaaact ctgttgttag ggaagaacaa
  4111381 gtgctagttg aataagctgg caccttgacg gtacctaacc agaaagccac ggctaactac
  4111441 gtgccagcag ccgcggtaat acgtaggtgg caagcgttat ccggaattat tgggcgtaaa
  4111501 gcgcgcgcag gtggtttctt aagtctgatg tgaaagccca cggctcaacc gtggagggtc
  4111561 attggaaact gggagacttg agtgcagaag aggaaagtgg aattccatgt gtagcggtga
  4111621 aatgcgtaga gatatggagg aacaccagtg gcgaaggcga ctttctggtc tgtaactgac
  4111681 actgaggcgc gaaagcgtgg ggagcaaaca ggattagata ccctggtagt ccacgccgta
  4111741 aacgatgagt gctaagtgtt agagggtttc cgccctttag tgctgaagtt aacgcattaa
  4111801 gcactccgcc tggggagtac ggccgcaagg ctgaaactca aaggaattga cgggggcccg
  4111861 cacaagcggt ggagcatgtg gtttaattcg aagcaacgcg aagaacctta ccaggtcttg
  4111921 acatcctctg acaaccctag agatagggct tctccttcgg gagcagagtg acaggtggtg
  4111981 catggttgtc gtcagctcgt gtcgtgagat gttgggttaa gtcccgcaac gagcgcaacc
  4112041 cttgatctta gttgccatca tttagttggg cactctaagg tgactgccgg tgacaaaccg
  4112101 gaggaaggtg gggatgacgt caaatcatca tgccccttat gacctgggct acacacgtgc
  4112161 tacaatggac ggtacaaaga gctgcaagac cgcgaggtgg agctaatctc ataaaaccgt
  4112221 tctcagttcg gattgtaggc tgcaactcgc ctacatgaag ctggaatcgc tagtaatcgc
  4112281 ggatcagcat gccgcggtga atacgttccc gggccttgta cacaccgccc gtcacaccac
  4112341 gagagtttgt aacacccgaa gtcggtgggg taaccttttt ggagccagcc gcctaaggtg
  4112401 ggacagatga ttggggtgaa gtcgtaacaa ggtagccgta tcggaaggtg cggctggatc
  4112461 acctcctttc tatggagaat tgataagcgc tgcttatcaa tataagtttc cgtgtttcgt
  4112521 tttgttcagt tttgagagaa ctatctctca tatataaatg tatgttcttt gaaaactaga
  4112581 taacagtgta gctcatattt tttaattttt agtttggtta agttagaaag ggcgcacggt
  4112641 ggatgccttg acactaggag tcgatgaagg acgggactaa cgccgatatg cttcggggag
  4112701 ctgtaagtaa gctttgatcc gaagatttcc gaatggggaa acccaccata cgtaatggta
  4112761 tggtatcctt atctgaatac atagggtaag gaagacagac ccagggaact gaaacatcta
  4112821 agtacctgga ggaagagaaa gcaaatgcga tttcctgagt agcggcgagc gaaacggaac
  4112881 atagcccaaa ccaagaggct tgcctcttgg ggttgtagga cattctatac ggagttacaa
  4112941 aggaacgagg tagacgaagc gacctggaaa ggtccgtcgt agagggtaac aaccccgtag
  4113001 tcgaaacttc gttctctctt gaatgtatcc tgagtacggc ggaacacgtg aaattccgtc
  4113061 ggaatctggg aggaccatct cccaaggcta aatactccct agtgatcgat agtgaaccag
  4113121 taccgtgagg ggaaaggtga aaagcacccc ggaaggggag tgaaagagat cctgaaaccg
  4113181 tgtgcctaca aatagtcaga gcccgttaac gggtgatggc gtgccttttg tagaatgaac
  4113241 cggcgagtta cgatcccgtg cgaggttaag ctgaagaggc ggagccgcag cgaaagcgag
  4113301 tctgaatagg gcgtttagta cgtggtcgta gacccgaaac caggtgatct acccatgtcc
  4113361 agggtgaagt tcaggtaaca ctgaatggag gcccgaaccc acgcacgttg aaaagtgcgg
  4113421 ggatgaggtg tgggtagcgg agaaattcca atcgaacctg gagatagctg gttctccccg
  4113481 aaatagcttt agggctagcc ttaagtgtaa gagtcttgga ggtagagcac tgattggact
  4113541 aggggtcctc atcggattac cgaattcagt caaactccga atgccaatga cttatcctta
  4113601 ggagtcagac tgcgagtgat aagatccgta gtcaaaaggg aaacagccca gaccgccagc
  4113661 taaggtccca aagtgtgtat taagtggaaa aggatgtgga gttgcttaga caactaggat
  4113721 gttggcttag aagcagccac catttaaaga gtgcgtaata gctcactagt cgagtgactc
  4113781 tgcgccgaaa atgtaccggg gctaaataca tcaccgaagc tgcggattga taccaatggt
  4113841 atcagtggta ggggagcgtt ctaaggacag tgaagtcaga ccggaaggac tggtggagtg
  4113901 cttagaagtg agaatgccgg tatgagtagc gaaagacggg tgagaatccc gtccaccgaa
  4113961 tgcctaaggt ttcctgagga aggctcgtcc gctcagggtt agtcaggacc taagccgagg
  4114021 ccgacaggcg taggcgatgg acaacaggtt gatattcctg taccacctct ttatcgtttg
  4114081 agcaatggag ggacgcagaa ggatagaaga agcgtgcgat tggttgtgca cgtccaagca
  4114141 gttaggctga taagtaggca aatccgctta tcgtgaaggc tgagctgtga tggggaagct
  4114201 ccttatggag cgaagtcttt gattccccgc tgccaagaaa agcttctagc gagataaaag
  4114261 gtgcctgtac cgcaaaccga cacaggtagg cgaggagaga atcctaaggt gtgcgagaga
  4114321 actctggtta aggaactcgg caaaatgacc ccgtaacttc gggagaaggg gtgctttctt
  4114381 aacggaaagc cgcagtgaat aggcccaagc gactgtttag caaaaacaca gctctctgcg
  4114441 aagccgtaag gcgaagtata gggggtgaca cctgcccggt gctggaaggt taaggagagg
  4114501 ggttagcgta agcgaagctc tgaactgaag ccccagtaaa cggcggccgt aactataacg
  4114561 gtcctaaggt agcgaaattc cttgtcgggt aagttccgac ccgcacgaaa ggtgtaacga
  4114621 tttgggcact gtctcaacca gagactcggt gaaattatag tacctgtgaa gatgcaggtt
  4114681 acccgcgaca ggacggaaag accccgtgga gctttactgt agcctgatat tgaattttgg
  4114741 tacagtttgt acaggatagg cgggagcctt tgaaaccgga gcgctagctt cggtggaggc
  4114801 gctggtggga taccgccctg actgtattga aattctaacc tacgggtctt atcgacccgg
  4114861 gagacagtgt caggtgggca gtttgactgg ggcggtcgcc tcctaaagtg taacggaggc
  4114921 gcccaaaggt tccctcagaa tggttggaaa tcattcgtag agtgcaaagg cataagggag
  4114981 cttgactgcg agacctacaa gtcgagcagg gacgaaagtc gggcttagtg atccggtggt
  4115041 tccgcatgga agggccatcg ctcaacggat aaaagctacc ccggggataa caggcttatc
  4115101 tcccccaaga gtccacatcg acggggaggt ttggcacctc gatgtcggct catcgcatcc
  4115161 tggggctgta gtcggtccca agggttgggc tgttcgccca ttaaagcggt acgcgagctg
  4115221 ggttcagaac gtcgtgagac agttcggtcc ctatccgtcg tgggcgtagg aaatttgaga
  4115281 ggagctgtcc ttagtacgag aggaccggga tggacgcacc gctggtgtac cagttgttct
  4115341 gccaagggca tagctgggta gctatgtgcg gaagggataa gtgctgaaag catctaagca
  4115401 tgaagccccc ctcaagatga gatttcccat agcgtaagct agtaagatcc ctgaaagatg
  4115461 atcaggttga taggttcgag gtggaagcat ggtgacatgt ggagctgacg aatactaata
  4115521 gatcgaggac ttaaccatat aatatgtagc aatgttatct agttttgaag gaatatgcct
  4115581 tcatagtttg gtgatgatgg cagagaggtc acacccgttc ccataccgaa cacggaagtt
  4115641 aagctctcta gcgccgatgg tagttgggac cttgtccctg tgagagtagg acgtcgccaa
  4115701 gcaactaaaa acacaagtct tttgacttgt gtttttttat ttcccatgaa ataggcccgg
  4115761 ttctgctagt aaaaaagacg aaatgtagta aggaactttt tgagcagaaa tagtaaggaa
  4115821 ttgataaata aaggggtaat cttcagatcc atagcttcca agtaaatcat accaccaatc
  4115881 tgtttcgtat ctagaaatca tacttaaatt gtagagcaat aaataatgaa caagaagttc
  4115941 aggtaatgcg ggtttaggat ttctagggtc agttgtaagt ggtaagtaat aagtatcagc
  4116001 aagatattcg tagtataaag gcgtactata tataggattc cacgattgga taggagctgt
  4116061 aaaaagcaaa ttagatgcgc tcgttttcct agggacatgt tgtatagata agtgcttaca
  4116121 aattgattcg atgtaacgtg aaaatctttc tgtagtcata tgaagtcgat ctagtatgtt
  4116181 gactgaaaag gaaagctcat ttgtatttgg tgaatcaatt ttatacaaag tggcacctcg
  4116241 ttgactatag cgaaataagt tttgtaattc aggaatattc cccattaaat ccaacatgtt
  4116301 aaacttctct gattctaagt gtttcatgtg aaacagctgt tctgcaacat gagtaaatag
  4116361 tccgtttttt tgtaccttta cctcatcttc taaaaattga tacccctgtt ttttccgttt
  4116421 acgagtcgta acaccatgag ctaaaacagt agtggattca ggatagttcg gatcaatagt
  4116481 taataagcac gctttaaaaa gttggcttat tccataaaac aataacattg gttgaattga
  4116541 aaagggagct accttatata attcgtaata atttttccca tgttctaagt aataaataaa
  4116601 gggataacaa ttttcgaaac tttttttcag catcttgtat ggaggatttt tcataacaac
  4116661 gggcaagata acgttgtaca ttttgagatg aaaagaagaa acttaattgc tgccaagtac
  4116721 aatgtgtttg atgcatatat tacgctcctt ttattgtcta aaaattctaa catatatata
  4116781 cgtccttgac agtattttaa ccaattgata agctactaat aataatttct ggtatcatgg
  4116841 ggggaacaat tatgtgggaa tctaaatttg ttaaagaagg tctgactttt gatgacgtat
  4116901 tacttgtacc agcaaagtca gatgtattac caagagaagt aagtgttaaa acagttttat
  4116961 ctgaaagctt acagttaaac atcccgttaa ttagtgcagg aatggataca gtaacagaag
  4117021 cggatatggc tattgcaatg gctcgtcaag gcggtttagg aattattcat aaaaacatgt
  4117081 ctattgaaca acaagccgag caagttgata aagtaaaacg ttctgaaagt ggcgttattt
  4117141 cagacccatt ctttttaact ccagaacatc aagtgtatga tgcagagcat cttatgggaa
  4117201 aataccgtat ctcaggtgta ccggttgtaa ataatttaga tgagcgaaaa ttagttggta
  4117261 ttattacaaa ccgtgatatg cgttttatcc aagactactc aatcaaaatt tccgacgtaa
  4117321 tgacaaaaga acagctaatt acagctccag ttggtacaac gctaagtgaa gctgaaaaga
  4117381 tcctacaaaa gtataaaatt gaaaaactcc ctcttgttga taacaacggt gtattacaag
  4117441 ggcttattac aataaaagat attgaaaaag taattgaatt cccaaattct gcgaaggata
  4117501 agcaagggcg cttattagtt ggagcagcag ttggtgtaac ggctgatgct atgactcgta
  4117561 tcgacgcatt agtaaaagct agcgtagatg caatcgtact tgatacagct cacggacatt
  4117621 ctcaaggtgt tattgataaa gtaaaagaag ttcgtgcaaa gtatccatca ttaaatatta
  4117681 tcgctggaaa tgttgctact gctgaagcaa caaaagcatt aattgaagca ggtgcaaacg
  4117741 tagttaaagt tggtattgga ccaggttcta tctgtacaac acgtgttgta gccggcgttg
  4117801 gtgtaccaca attaacagcg gtttatgatt gtgcaacaga agctcgtaaa cacggtattc
  4117861 cagttattgc tgatggtggt attaaatact ctggtgatat ggttaaagct ttagcagcag
  4117921 gagcacatgt tgttatgcta ggcagtatgt ttgctggtgt tgctgaaagc cctggtgaaa
  4117981 ctgaaattta tcaaggtcgc caatttaaag tatatcgcgg tatgggttct gtcggagcga
  4118041 tggaaaaagg aagtaaagat cgttacttcc aagaaggaaa taaaaaactt gttccagaag
  4118101 gtattgaagg acgagtacca tataaaggac ctttagcaga tacagttcac caattagttg
  4118161 gtggtttacg tgcaggtatg ggctattgcg gagcacaaga tttagaattc ttacgtgaga
  4118221 atgcacaatt tattcgcatg tcaggtgctg gtttacttga aagccatcct caccacgtac
  4118281 aaattacaaa agaggctcca aactactcat tataatgtct tatatacaaa tagacggaga
  4118341 tttgatatct ctgtctattt ttttttgatt atgttagaat aacggttatg tgagtacata
  4118401 gatattgggg gtagcaaaag tgaaaggtat gttttgcaaa agattcattg cactagtaac
  4118461 gatgcttaca ctagtttgta gtatgttgtt accatatagc aatgcgtcag cagaaacagg
  4118521 atctgcttta aacattgaag caggtgcggc aattttagtt gaagcgaatt ctggaaaaat
  4118581 tttatatcaa aagaatgcag atgaattatt atcaattgct agtatgacaa agatgatgag
  4118641 tgaatattta gttcacgaag cagtggataa agggaagctt aagtgggatc agaaaattaa
  4118701 ggtttctgaa tatgcgtata aagtttcaca agatgcttca ttatcaaatg tggcattaga
  4118761 aaatggtggt tcttatacgg taaaagagtt gtacgaggca atggcaatct tctctgcaaa
  4118821 cggtgcaacg attgcattag cagaagcaat tgcaggtaaa gaagtagatt tcgtaaaaat
  4118881 gatgaatgat aaatcgaaag agctagggtt gaaaaattat aaatttgtca attctacagg
  4118941 tttaacgaat aaggatttaa agggaatgca tccagaagga acaacagcag atgaagaaaa
  4119001 taaaatgtct gcaaaggatg ttgcaacttt agcacaacat ttaattaaag attatccgaa
  4119061 agtgttagat acagcaaaaa tcccgaaaaa agaattccgt ccagaaaaag agaagtttgc
  4119121 aatgtcgaac tggaactgga tgttaaaagg tttagttaaa gaatatgatg gcgtagatgg
  4119181 cctaaaaaca ggttcaactc cagaagcagg agattgcttc actggtacgg ttgaaagaaa
  4119241 cggtatgcgt tttatttctg tagtaattaa aacaagttct catacagcac gttttgatga
  4119301 aacaaagaag ctatatgatt atggatttgc taactttgaa atgaaacaaa tgtataaaaa
  4119361 aggttcttca gtaaaaggac aagaaacagt acgagtagaa aatgcgaaag ataaggatgt
  4119421 agcagttcaa acgaaacaag ccatttcact tccagtacca aaaggaagta aagaagttta
  4119481 taaaacagaa ttaaaagaat caagtaaagg acaagaagca cctattaaaa aaggagctgc
  4119541 gcttggtcaa atggtaatta cgccaaaaga tacaaacgac cctggatttt taactggtaa
  4119601 gtcgttgcaa gtggatcttg taacaacatc tgaagtagaa gaagcaaact ggtttactcg
  4119661 tgctatgcgc ggaattggtt ctttctttag tggtatatgg aatagtgctg ttgatacagt
  4119721 aaaaggttgg ttttaaaagc tcctcattgt aggggctttt tcttattcct atttttcata
  4119781 ccgactttat gaaaaagtag tagacaagca tctgatagtt agtggtagaa tgtaagagta
  4119841 ttcttaattt tcgcctttaa cggggaaaag caattcacct aggggggttt tgtaacatga
  4119901 caaatgtaac agggacagaa cgtgtaaaac gtggaatggc agaaatgcaa aaaggcggcg
  4119961 ttattatgga cgtaattaac gctgaacaag caaaaattgc agaagaggca ggcgcagttg
  4120021 ccattatggc attagagcgc gtaccagcag atattcgtgc agcaggtggc gtttctcgta
  4120081 tggcagatcc aacaatcgtt gaagaagtta tgggtgctgt gtcaattccg gttatggcaa
  4120141 aatgccgtat cggtcacctt gtagaagcac gtgtattaga atcattaggg gtagactata
  4120201 tcgatgagag tgaagtatta actcctgccg atgaagtata ccatttaaat aaacgtgatt
  4120261 acactgttcc atttgtatgt ggttgccgtg atatcggaga agctgcacgt cgtattgcag
  4120321 aaggtgcatc tatgcttcgt acaaaaggtg aaccaggaac agggaacatt gtagaggcag
  4120381 ttcgtcatat gcgtcaagtc aatgcagaaa tccgtcaagt tgcaagtcta cgtgaagatg
  4120441 agttaatgac atatgcaaaa aatactggtg ctccttatga agtactactt gaaattaaac
  4120501 gtcttggtcg tttgccggtt gtaaactttg cagcaggtgg tgtagcaaca ccagcagatg
  4120561 cagcgttaat gatgcaatta ggtgcggatg gtgtatttgt tggatctggt atctttaaat
  4120621 cagagaaccc agcgaaattt gcacgtgcaa tcgttgaagc aacaactcat tatgaagatt
  4120681 acgaactaat tgcaagcctt tcaaaaggat taggtaatgc gatgaagggt atcgaaattt
  4120741 caacgttatt accagaacaa cgcatgcaag agcgtggatg gtaattgaag gagaacttta
  4120801 aaatggtgaa aattggtgta ctaggtcttc aaggtgcagt tcgtgaacat gtaaaatcag
  4120861 ttgaagcaag tggtgcagaa gctgttgttg taaagcgtat agaacaactt gaagagattg
  4120921 atggtcttat tttaccaggc ggtgaaagta caactatgcg ccgtcttatt gataagtatg
  4120981 atttcatgga accacttcgt acattcgcga agtctggtaa accaatgttt ggtacatgtg
  4121041 caggaatgat tcttcttgct aaaacactta ttggctatga cgaagcacat attggtgcga
  4121101 tggatattac agttgagcgc aatgcgtttg gacgtcaaaa agatagcttt gaagctgcac
  4121161 tttctattaa aggtgtggga gaagattttg ttggcgtatt tattcgtgcc ccgtatgttg
  4121221 tagatgtagc ggatgatgtt gaggtacttt ctacacatgg cgatcgaatg gtagcggtaa
  4121281 agcaagggcc gtttttagct gcttctttcc atccagaatt aacggatgat catcgtgtaa
  4121341 cagcatactt tgtagaaatg gtaaaagaag cgaaaatgaa aaaagttgta taagtaactt
  4121401 gcaacttgta taagattata gtaaattgat ggtaacaatt ttataaaata agcgtgttga
  4121461 taggaagtag taacaaatgt cgtttcttat agagagtcga tggttggtgg aaatcgatag
  4121521 aaacagtttg tgaatccatc ctggaatgga atgtggaata tctttatgat tagtaaacat
  4121581 tcccggtgaa gagccgttat ttctacttga gaggaaggcg gtaatgcttt caactagggt
  4121641 ggcaacgcgg gttaactccc gtccctttat atagggacgg gagttttttg tgttttataa
  4121701 aataaaagga ggagtatata atgcttgata ttaaattttt acgtacaaat tttgaagaag
  4121761 taaaagcaaa gttacagcat agaggcgaag atttaactga ttttggtcgc tttgaagaat
  4121821 tggatacgag aagaagagaa ctacttgttc aaacagagga actaaaaagt aaacgtaacg
  4121881 aagtatctca acaaatctct gtattgaagc gcgaaaagaa agatgcagaa gctctaattc
  4121941 tagaaatgcg tgaagttgga gaaaaagtaa aagatcttga taatgaactt cgtacagttg
  4122001 aagaagattt agaaagattg atgttatcta ttccaaatat ccctcacgaa tctgctccag
  4122061 ttggtgaaac agaggatgat aatgtagtag ctcgtacttg gggagaagtg aaagaatttg
  4122121 cttttgaacc aaaaccacat tgggatcttg ctacagattt aggaatctta gattttgagc
  4122181 gtgctggaaa agtaacagga agccgcttcg tattctacaa aggtgctggc gcaagattag
  4122241 agcgtgcttt aattagcttt atgcttgatc ttcatactga tgagcatgga tatgaagaag
  4122301 tattacctcc gtacatggta aaccgtgcaa gcatgacagg gacaggacaa cttccgaagt
  4122361 ttgaagaaga tgcattccgt attgaaagtg aagactactt cttaattcca acagctgaag
  4122421 tacctgtaac aaatatgcac cgtgatgaaa tcttaaataa agagcaatta cctataagat
  4122481 atgctgcatt tagctcttgt ttccgttctg aagcaggttc agctggccgt gatacacgtg
  4122541 gtttaattcg tcagcatcag ttcaataaag tagagcttgt aaagttcgta aaaccagaag
  4122601 attcttacga agagttagaa aaactaacaa atgatgcaga acgcgtgtta caattattag
  4122661 agttgccata tcgcgttatg agcatgtgca caggcgattt aggatttaca gcagcgaaga
  4122721 aatacgatat cgaagtatgg attccaagct atggcacata tcgtgaaatc tcttcttgta
  4122781 gtaatttcga ggctttccaa gcgagacgtg caaatatccg tttccgtcgt gagccaaacg
  4122841 gcaaaccaga acatgttcat acattaaatg gatctggtct tgcaattgga cgtacggtag
  4122901 cagctatttt agagaactac caacaagaag atggtacaat tataattcca gaagttcttc
  4122961 gcccttatat gggaggaaaa acagttatta agtaaattta taaacattca tcggtatgag
  4123021 tgattggtaa ttatgagcgt tgtcagtact ataatgtagg aggggaaaag taaaattttc
  4123081 ctttcctcat aatttatttt agtagggttg actaactgtt tttcttttga tattatattt
  4123141 gatgtcaata tggaggtata cccaagtctg gctgaaggga tcggtcttga aaaccgacag
  4123201 gcggcgagag tcgcgcgggg gttcgaatcc ctctacctcc tccagatata attgacaaca
  4123261 gcgcatataa gtggagattg gagaactcgt taccaacacg taacgagttt ttattttaaa
  4123321 accaatcata aagtatggtg taaggatata atgtccttat tacacactca tattccgatg
  4123381 attatcttca tagatatgaa aggagtcaac atggatctta ttatacaaac gtttccttta
  4123441 gatggaaaaa ctttatatta tgtacaatgt cctgtctgta agaacaatag aattttaaac
  4123501 agtggtgcaa atgtatcacg cattattagc gatgatacat tccgtaaact ttgtggttgc
  4123561 acttgtgacg taaagcaaac tgcaacaaaa gtagaggcac caaaaaaagt taaaaaagaa
  4123621 gctgtaaaga aagaagcagc tccaaaacgt acaggtaaag tattaacagc agtaattaac
  4123681 gggaaagaaa tgactgttaa agagattgct gaggcgtacg atattagtac aagtactgtt
  4123741 cgtcagcgta ttaacgctgg aaaatctgag agtgaaatta ttgctccgac aaagaagaag
  4123801 taatttagta gaaaaacccg tgcgtatgca cgggtttttt attttacaag tttacgtgtt
  4123861 tgttttaaaa aatggccgat ctttttaatg attggttcaa tggaatcgcc atcttttaaa
  4123921 atatcgtatt cattaatatt taatcgtaag acagggcatg aattaaagtt attaatccag
  4123981 ttttcataac gcccatgcat ctctttccaa tactcaattg gcgtttgctg ttccatcgga
  4124041 cgtccacgtt cttggatacg atcaacgata tcatcgaaag aaccttctaa gtagattagt
  4124101 aaatctggat gagggaagta aggagtcatg accatagcgt caaataaacc tttatatgtt
  4124161 tcataatcag tttccgtcat tgtacccttt tcgtgatgca tttttgcaaa aatgccagtg
  4124221 tcttcataga tagagcgatc ttgaacaaaa ccaccaccgt attcaaaaat ccttttttgt
  4124281 tctttaaatc gttctgctaa aaagtacact tgtaagtgaa agctccagcg tgtgaaatca
  4124341 gcatagaact tgtccaaata cgggttagaa tctacctttt caaatgatgt gcgatatcct
  4124401 aaagcgttag ctaatgcagt tgtcatagtg gatttaccga cacctactgt tccagcgata
  4124461 gtgattactg cgtcatttgg tatatcatat ttttgcctta aattcattat tatttcgact
  4124521 cctttaagag agtattttga agggcagata ggatgacgtt taaatcatca ggatttttta
  4124581 caaaatccat atcgtctccg ttaaatttca atactgggat atctggatgg tcctttttaa
  4124641 aagcatccat tgctgtttca taatcttttg tgagctgtag taagtaattt ggatccatat
  4124701 ttttttcgaa ttctcttccg cgcatggcga ttcgtctttg taatgtttct aagctagctg
  4124761 ttaaataaac gataacattt ggaactggca tatcttgtgt aaggatacga tagatttgca
  4124821 tgtacttgtc atattgagaa tcttttaatg tacgggatgc gaaaattaca tttttgaata
  4124881 tatgataatc cgctactact ggcttccttt gattcaaata ctttatgtta atatcttcta
  4124941 attgtttgta tctattacaa agaaagaaca tctctgtttg aaaactccat tcgtcgatgt
  4125001 cttcatagaa ctttcctaaa aaggggtttt catcaacaat ctctttcagt aagtggagtt
  4125061 gcatgtgagt tgaaatttcc ttcgcaagtg aagtttttcc aacaccaatt ggtccttcaa
  4125121 ccgtgataaa tggtactccg gtcacgctgt ttcctccttt caatcagtga tttaccgtga
  4125181 ctactaaaaa cacaaaacag aattattgta gcacaagagg gaggcgagcg gtttaatttg
  4125241 atataaaaag ttagaaaata gatatatgta ttaattaaat tttatttgag acgaaggtac
  4125301 tatatttgct tttaatgtcg tttccattat ttttaaagca tgcaggttat cttgatcatg
  4125361 attagaggcg atacagtcct ggggtacata caatgtataa ttcctcatat gagcatcgtt
  4125421 agctgtaaag aggatacata tattcccagc cacccctgtt aatattagat tttctatttt
  4125481 taaatagcct aataaagaat ttaaaggtgt ttcataaaaa gcagagtaat ggggtttaat
  4125541 aaaaatgtaa tcatcagaac ttggagcaat cttatgaatg atattttcac tatattcatt
  4125601 tgtgcaatga gtaattaatt ggtcaatatc agatctccaa agttgataat ggtcattaat
  4125661 ataaatgatg gggtaaccga aggatttcat tgttttcttt aattgtaaaa taggattggt
  4125721 tatcatttcg catttttttg ctaggatggg cccgtgtgaa aattgaaaat cattaatcat
  4125781 atcgataatg agtaaggcag tattcttcat atgtaatccc ctctcttttt tcttagggtg
  4125841 gattgaattt gtaaaagtta tcccatgtgt agtaaatgga aataagtgta ctttatttgt
  4125901 aatgaaagga ctatgttatg gaacgtgatc aagatattta ttttatgcaa ttagcaatag
  4125961 aagaggctaa aaaagcagag gcaatacaag aagtaccgat tggtgcagtt atagtattaa
  4126021 atggtgaagt aattagtgct gctcataatt taagggaaac tgagcaaagg tcaatagctc
  4126081 acgctgagtt gttagctatt gatgaggctt gcaaaaaatt agggacatgg cgtttagaag
  4126141 atgcgacttt atatgtaaca ttagagcctt gtccgatgtg tgcgggtgga attgttttat
  4126201 cacgagtaaa gcgagtcgta tatggtgcag gtgatccaaa aggtggatgt gcagggacat
  4126261 tgatgaatct gttaacggat gaacgtttta atcatcaatg tgaagtagta gctggtgtat
  4126321 tagaagaaga atgcggtacg ctgttaacaa acttttttag agaacttcgc aaaaaaagaa
  4126381 aagcgatcaa gaaattagag aaaagcaacg agaattaacg tatttgcatt ttataaaaaa
  4126441 acaagttata ctgatagtgc ctttaatgaa ggcaaccgaa tattggtttt aactttgccg
  4126501 tgctaagcgg ggaggtagcg gtgccctata ctcgcaatcc gctctagcga ggccgaatcc
  4126561 cttctcgagg ttatgttgct gtaaggcctg ccttaagtaa gtggtgttga cgtttgggtc
  4126621 ctgcgcaacg ggaccccgtg aaccttgtca ggtccggaag gaagcagcaa taagcgggtc
  4126681 ttctcgtgtg ccgcaggagt gcctgaaccg agctaactgc ttaagtaacg cttatggtac
  4126741 gtaatcgaca gaaggtgcac ggcagttata tatgtataca aaactcacct taatactaag
  4126801 gtgggttttt tgtatagaaa ataacttttg gaatctataa acagaatggg ttataataaa
  4126861 tgagataata acctttgagg gaggccgtat tttcgtgtca taccaagcgt tataccgaac
  4126921 atggagaccg caaaaatttg aagatgtagt cggtcaaaag cacgtgacaa aaacgttgca
  4126981 aaatgccctt cttcaagaga aagtttcaca tgcatattta ttttctggcc caaggggaac
  4127041 aggaaaaacg acaattgcaa aagtatttgc aaaggcaatc aactgtgaac atgccccggt
  4127101 agctgaacct tgtaatgaat gtccctcttg tttgggaatt acgcaagggt ctatttcaga
  4127161 tgtattagaa attgatgcgg cttcaaataa cggtgtagat gaaattcgag atattagaga
  4127221 taaagtaaaa tatgctccaa gtgctgtaga atataaagta tacattattg atgaagtcca
  4127281 catgctttct atgggtgcct tcaatgcgct tttaaaaacg ttagaagagc cgccaggaca
  4127341 tgttatcttt attttggcga caacagaacc gcataagata ccgcctacaa tcatttcgcg
  4127401 ttgccaacgt ttcgaatttc gaaaaatatc agtaaatgat attgttgaga gattgtcgac
  4127461 ggttgtgact aatgaaggta cgcaagtaga agatgaggcg ttacaaattg ttgcgcgtgc
  4127521 cgctgaaggt ggtatgcgtg atgcgcttag tcttattgat caggcgatat cttatagtga
  4127581 tgagagggtt acgacagaag atgtattagc tgtaacgggt tctgtttctc agcaatactt
  4127641 aggcaactta gtagagtgta tacgtgaaaa tgatgtatca agggcgttac gtatcataga
  4127701 tgagatgatg ggtaaaggga aagatccagt tcgttttatg gaggatttca tttactatta
  4127761 tcgtgatatg cttttatatc aaacttcacc acaactggaa catatgttgg aacgagtaat
  4127821 ggtagatgag caattccgta tgttaagtga agaaatgcaa ccggaagtaa tctatgaaat
  4127881 cattcatact cttagtaagg gacaacagga aatgaagtgg acaaatcatc cgcgaatttt
  4127941 cttagaagtc gttatggtac aactgtgtca acagtttatg atgcaagcaa acggtgcaga
  4128001 tcgtttacaa gcaattatga acaggatgca gcaattggag aaagagttag aacaagtcaa
  4128061 aaagaatggt gtgccggtcg gtgtgcaaca ggaagttaaa gagacgcgtg cagcaccaaa
  4128121 gccagtgcgg acagggagta tgaagattcc tgttggacgt gtaaatgaag tattaaaaca
  4128181 agcaaagcgt caagatttag aacaattaaa agctgtgtgg ggtgagttac taggaagact
  4128241 caaagcatac aacaaagtag catttgccgt tttattagaa aatagcgaac cagtagcagc
  4128301 ttcggatgat acttacgttt tagcgtttca atatgagatt cactgtaaaa tggcaagcga
  4128361 aaatcgagaa gctatggata cagtggaaca agctttattt gaattgctaa gtaaaaaatt
  4128421 aaatatgatt gccattccaa aaagtgaatg gggtaaaatt cgtgaagatt ttttaaaacg
  4128481 tgaaggtgga agttctgaag aaagcccaga gaaaaaagaa gatcctctta tagaagaggc
  4128541 cataaaatta gtagggcaag aactcattga aataaaagag taataataat taggaggaat
  4128601 taattatgat gcgtggcgga atgggaaata tgaataacat gatgaaacaa atgcaaaaga
  4128661 tgcaaaagga aatggcaaag gcgcaagaag aactaggaga aaaaacagtt gaaggtacag
  4128721 ctggtggcgg tatgatcaca gttattgcaa atggtcataa gcaaattctt gaagtaaaag
  4128781 tgaaagaaga agttgtagat ccagaagata tcgaaatgtt acaagactta gttttagctg
  4128841 caacgaatga tgcacttaaa aaagctgatg aactttcaaa ctctacaatg ggtaaattta
  4128901 caaaaggctt aaacttaccg ggtggaatgt tctaggagga tattgatata tgcattatcc
  4128961 agaaccaata tcaaaactaa ttgatagttt tatgaaattg ccaggaatcg gaccgaaaac
  4129021 agcggttcga ttggcatttt tcgtattaga tatgaaagaa gatgatgtgt taggttttgc
  4129081 aaaagcactt gtaaatgcaa agcgagactt agcgtattgt tccgtatgtg ggcatattac
  4129141 tgaccgtgac ccttgttata tttgtaacga ttcacatcga gatcaatcag tggtttgtgt
  4129201 cgtacaagaa ccgaaagatg taatcgcgat ggaaaagatg aaagagtatc aaggtgtata
  4129261 tcatgtgtta cgtggtgcta tctctccaat ggggggaatt ggaccagaag acattaatat
  4129321 cccgcagctt ttaaagcgac tgcacgatga aacggtacaa gaagtaatat tagcaacaaa
  4129381 tcctaatatt gaaggggaag ctacagcgat gtatatatcc cgcctcttaa agccgacagg
  4129441 tattaaagta actcgtattg cacatggtct gccggttggt ggagatttag aatatgcaga
  4129501 tgaagtgaca ctgtcgaaag cgttagaagg tcgtagagaa gtataagagg agaaacaaaa
  4129561 atgttctttc aaaaaaaggg taaattgcgt aaagagtatg atgataatct aattgtacta
  4129621 ttagaaaaag tgaagaatga atggttacgt caaaagagaa tggttgaaca aagcgttgaa
  4129681 ccatctcaag atgtactttg ttctttaaaa atagcagagg cgaaatattt ctttttgctc
  4129741 aaagaagcga aacgtcgtcc tgtaaagatg gaacaatggt aaaaggttct gctgaagaag
  4129801 cagaaccttt ttgttttatt ccttaaacat gtagtcatca cttcgtttag aaaaatcgat
  4129861 taatggtttt atggagaatg tgtttcctaa taaaggtgaa tgagatgaaa cgactggatt
  4129921 tatatgataa atgttctttt ttatcgtctt gtcccataca aataaatgtg tacaggtcat
  4129981 tcataaggag gaaaaaatga attctacaat tattattgtt ggtattcttg cgttggtttt
  4130041 tattttcctt gtttttggtg tttcttctaa gccgttacgt tttataggaa aagcgctctt
  4130101 tcatgttact ttgggagtag cattactttt tatcgtaaat gttgtaggaa catatttcga
  4130161 ttttcatatt ccaataaatt taggaactgc aacaatcaca agtttattag gtctacctgg
  4130221 tgttgctgca ttggtggtta ttaagcttta cattatgcca agataaattt attttggcat
  4130281 ttttttaaaa agtgttgact agtgaatgat taatatggta aattaataag cgtcgtcagg
  4130341 aacgaaagaa aaaagttgtt gacatattta acgcaaaatg ttaaattata aaagtcgctg
  4130401 aaacgcgatg ttgaactttg aaaactaaac gaaacaaaca acgtgaaacg tcaattttta
  4130461 ttttagatgc tagacaaact aactttattg gagagtttga tcctggctca ggatgaacgc
  4130521 tggcggcgtg cctaatacat gcaagtcgag cgaatggatt aagagcttgc tcttatgaag
  4130581 ttagcggcgg acgggtgagt aacacgtggg taacctgccc ataagactgg gataactccg
  4130641 ggaaaccggg gctaataccg gataatattt tgaaccgcat ggttcgaaat tgaaaggcgg
  4130701 cttcggctgt cacttatgga tggaccccgc gtcgcattag ctagttggtg aggtaacggc
  4130761 tcaccaaggc aacgatgcgt agccgacctg agagggtgat cggccacact gggactgaga
  4130821 cacggcccag actcctacgg gaggcagcag tagggaatct tccgcaatgg acgaaagtct
  4130881 gacggagcaa cgccgcgtga gtgatgaagg ctttcgggtc gtaaaactct gttgttaggg
  4130941 aagaacaagt gctagttgaa taagctggca ccttgacggt acctaaccag aaagccacgg
  4131001 ctaactacgt gccagcagcc gcggtaatac gtaggtggca agcgttatcc ggaattattg
  4131061 ggcgtaaagc gcgcgcaggt ggtttcttaa gtctgatgtg aaagcccacg gctcaaccgt
  4131121 ggagggtcat tggaaactgg gagacttgag tgcagaagag gaaagtggaa ttccatgtgt
  4131181 agcggtgaaa tgcgtagaga tatggaggaa caccagtggc gaaggcgact ttctggtctg
  4131241 taactgacac tgaggcgcga aagcgtgggg agcaaacagg attagatacc ctggtagtcc
  4131301 acgccgtaaa cgatgagtgc taagtgttag agggtttccg ccctttagtg ctgaagttaa
  4131361 cgcattaagc actccgcctg gggagtacgg ccgcaaggct gaaactcaaa ggaattgacg
  4131421 ggggcccgca caagcggtgg agcatgtggt ttaattcgaa gcaacgcgaa gaaccttacc
  4131481 aggtcttgac atcctctgac aaccctagag atagggcttc tccttcggga gcagagtgac
  4131541 aggtggtgca tggttgtcgt cagctcgtgt cgtgagatgt tgggttaagt cccgcaacga
  4131601 gcgcaaccct tgatcttagt tgccatcatt tagttgggca ctctaaggtg actgccggtg
  4131661 acaaaccgga ggaaggtggg gatgacgtca aatcatcatg ccccttatga cctgggctac
  4131721 acacgtgcta caatggacgg tacaaagagc tgcaagaccg cgaggtggag ctaatctcat
  4131781 aaaaccgttc tcagttcgga ttgtaggctg caactcgcct acatgaagct ggaatcgcta
  4131841 gtaatcgcgg atcagcatgc cgcggtgaat acgttcccgg gccttgtaca caccgcccgt
  4131901 cacaccacga gagtttgtaa cacccgaagt cggtggggta accttttgga gccagccgcc
  4131961 taaggtggga cagatgattg gggtgaagtc gtaacaaggt agccgtatcg gaaggtgcgg
  4132021 ctggatcacc tcctttctat ggagaattga tgaacgctgt tcatcaatat aagtttccgt
  4132081 gtttcgtttt gttcagtttt gagagaacta tctctcatat ataaatgtat gttctttgaa
  4132141 aactagataa cagtgtagct catatttttt aatttggtta agttagaaag ggcgcacggt
  4132201 ggatgccttg acactaggag tcgatgaagg acgggactaa cgccgatatg cttcggggag
  4132261 ctgtaagtaa gctttgatcc gaagatttcc gaatggggaa acccaccata cgtaatggta
  4132321 tggtatcctt atctgaatac atagggtaag gaagacagac ccagggaact gaaacatcta
  4132381 agtacctgga ggaagagaaa gcaaatgcga tttcctgagt agcggcgagc gaaacggaac
  4132441 atagcccaaa ccaagaggct tgcctcttgg ggttgtagga cattctatac ggagttacaa
  4132501 aggaacgagg tagacgaagc gacctggaaa ggtccgtcgt agagggtaac aaccccgtag
  4132561 tcgaaacttc gttctctctt gaatgtatcc tgagtacggc ggaacacgtg aaattccgtc
  4132621 ggaatctggg aggaccatct cccaaggcta aatactccct agtgatcgat agtgaaccag
  4132681 taccgtgagg gaaaggtgaa aagcaccccg gaagggggag tgaaagagat cctgaaaccg
  4132741 tgtgcctaca aatagtcaga gcccgttaac gggtgatggc gtgccttttg tagaatgaac
  4132801 cggcgagtta cgatcccgtg cgaggttaag ctgaagaggc ggagccgcag cgaaagcgag
  4132861 tctgaatagg gcgtttagta cgtggtcgta gacccgaaac caggtgatct acccatgtcc
  4132921 agggtgaagt tcaggtaaca ctgaatggag gcccgaaccc acgcacgttg aaaagtgcgg
  4132981 ggatgaggtg tgggtagcgg agaaattcca atcgaacctg gagatagctg gttctccccg
  4133041 aaatagcttt agggctagcc ttaagtgtaa gagtcttgga ggtagagcac tgattggact
  4133101 agggggtcct catcggatta ccgaattcag tcaaactccg aatgccaatg acttatcctt
  4133161 aggagtcaga ctgcgagtga taagatccgt agtcaaaagg gaaacagccc agaccgccag
  4133221 ctaaggtccc aaagtgtgta ttaagtggaa aaggatgtgg agttgcttag acaactagga
  4133281 tgttggctta gaagcagcca ccatttaaag agtgcgtaat agctcactag tcgagtgact
  4133341 ctgcgccgaa aatgtaccgg ggctaaatac accaccgaag ctgcggattg ataccaatgg
  4133401 tatcagtggt aggggagcgt tctaaggaca gtgaagtcag accggaagga ctggtggagt
  4133461 gcttagaagt gagaatgccg gtatgagtag cgaaagacgg gtgagaatcc cgtccaccga
  4133521 atgcctaagg tttcctgagg aaggctcgtc cgctcagggt tagtcaggac ctaagccgag
  4133581 gccgacaggc gtaggcgatg gacaacaggt tgatattcct gtaccacctc tttatcgttt
  4133641 gagcaatgga gggacgcaga aggatagaag aagcgtgcga ttggttgtgc acgtccaagc
  4133701 agttaggctg ataagtaggc aaatccgctt atcgtgaagg ctgagctgtg atggggaagc
  4133761 tccttatgga gcgaagtctt tgattccccg ctgccaagaa aagcttctag cgagataaaa
  4133821 ggtgcctgta ccgcaaaccg acacaggtag gcgaggaggg aatcctaagg tgtgcgagag
  4133881 aactctggtt aaggaactcg gcaaaatgac cccgtaactt cgggagaagg ggtgctttct
  4133941 taacggaaag ccgcagtgaa taggcccaag cgactgttta gcaaaaacac agctctctgc
  4134001 gaagccgtaa ggcgaagtat agggggtgac acctgcccgg tgctggaagg ttaaggagag
  4134061 gggttagcgt aagcgaagct ctgaactgaa gccccagtaa acggcggccg taactataac
  4134121 ggtcctaagg tagcgaaatt ccttgtcggg taagttccga cccgcacgaa aggtgtaacg
  4134181 atttgggcac tgtctcaacc agagactcgg tgaaattata gtacctgtga agatgcaggt
  4134241 tacccgcgac aggacggaaa gaccccgtgg agctttactg tagcctgata ttgaattttg
  4134301 gtacagtttg tacaggatag gcgggagcct ttgaaaccgg agcgctagct tcggtggagg
  4134361 cgctggtggg ataccgccct gactgtattg aaattctaac ctacgggtct tatcgacccg
  4134421 ggagacagtg tcaggtgggc agtttgactg gggcggtcgc ctcctaaagt gtaacggagg
  4134481 cgcccaaagg ttccctcaga atggttggaa atcattcgta gagtgcaaag gcataaggga
  4134541 gcttgactgc gagacctaca agtcgagcag ggacgaaagt cgggcttagt gatccggtgg
  4134601 ttccgcatgg aagggccatc gctcaacgga taaaagctac cccggggata acaggcttat
  4134661 ctcccccaag agtccacatc gacggggagg tttggcacct cgatgtcggc tcatcgcatc
  4134721 ctggggctgt agtcggtccc aagggttggg ctgttcgccc attaaagcgg tacgcgagct
  4134781 gggttcagaa cgtcgtgaga cagttcggtc cctatccgtc gtgggcgtag gaaatttgag
  4134841 aggagctgtc cttagtacga gaggaccggg atggacgcac cgctggtgta ccagttgttc
  4134901 tgccaagggc atagctgggt agctatgtgc ggaagggata agtgctgaaa gcatctaagc
  4134961 atgaagcccc cctcaagatg agatttccca tagcgtaagc tagtaagatc cctgaaagat
  4135021 gatcaggttg ataggttcga ggtggaagca tggtgacatg tggagctgac gaatactaat
  4135081 agatcgagga cttaaccata taatatgtag caatgttatc tagttttgaa ggaatatgcc
  4135141 ttcatagttt ggtgatgatg gcagagaggt cacacccgtt cccataccga acacggaagt
  4135201 taagctctct agcgccgatg gtagttggga ccttgtccct gtgagagtag gacgtcgcca
  4135261 agcaactaaa aacacaagtc ttttgacttg tgtttttttg tgttttcaaa cagtatgcaa
  4135321 aaagaagtaa tggtaataca aacacgttgc ccaaggatga atcatattat ataagagatt
  4135381 gatgtatatt tttctgtaaa ttgttaagga atagaagtat aaaatatgtc catttaaata
  4135441 gggagggaaa gatatgaaat cacaaaacga agtttgtatt gtttgtgaga cagaaagaaa
  4135501 agaagggata tatgtttata ataatttaat atgttatgaa tgtgaaaagg acatggtgaa
  4135561 tacggaaaca gatgatccga agtatatata ttatttaaaa caacttcgaa aattagaagt
  4135621 atcatatttt taaataggca tatgcctatt atttttttgt tctgtataat agataaagaa
  4135681 tgaaataata aggaagagat atagatgaat caaaatcgca tacctttata tgaagcatta
  4135741 atagagttta aagaaagaag acggttatcc tttcatgttc caggtcataa aaatggttta
  4135801 aacttccctc aggaggtagt agaggagttt aaagatatac tatctatcga tgtaactgag
  4135861 ttgtcaggat tagatgattt acatagtccg tttgaatgta tagatgaggc acaacaatta
  4135921 ttagctgatg tatatggagt gaacaaaagt tattttttaa ttaatggttc aacagtcggg
  4135981 aatctagcaa tgattttgtc ttgttgtggg gaacatgata ttgttcttgt acaaagaaat
  4136041 tgtcataaat cgattattaa tggtttaaaa ttagcgggag caaatcctat ttttttagat
  4136101 ccatggattg atgaagctta taacgtacca gtgggaattc atgatgagat tattaaggaa
  4136161 gcgattgaaa aatacccaaa tgcgaaagcg ctcattttaa cgcatcctaa ttattatggt
  4136221 atggggatgg atctagaggc aagcattgct tatgcacata cacataaaat ccctgtgcta
  4136281 gtagatgaag cacatggggc tcatttttgt ttaggcgggg catttccaca gtcagcgtta
  4136341 gcatatggtg cagatatggt agttcattct gcgcataaaa cattacccgc gatgacgatg
  4136401 ggatcctatt tacatataaa tagtcgttta gtgaaagaag aaaaagtttc tacttattta
  4136461 agtatgctac aatctagtag tccatcgtat ccaattatgg cttctcttga tattgcacgc
  4136521 tttacaatag cacgtataaa agaaaaggga catgatgaaa ttgtcgagtt tttacaggaa
  4136581 tttaaagaag aattgagtac tattccacaa atagctattt tacaatatcc attacaagac
  4136641 gggctaaaga ttaccgtaca gacgcgttgt cggttatcag gatacgaatt acagtctgta
  4136701 tttgaaaagg tcggtatata tacagaaatg gcagatccat ataatgtctt atttattttg
  4136761 cctttgcaag taaataagaa atatatgaag gctatagaga tgatccgagt agcattgcaa
  4136821 tactatgagg tgaaagacaa gacggaatct attcgttata cttataaagg agaaatttct
  4136881 cccctgccgt atacatataa acaactggaa gaatacgaaa caaaagtagt acctatagaa
  4136941 gaagcagttg ggatggtagc agcggaaatg gtaattccgt atccacctgg tattccattg
  4137001 attatgtatg gagaaagaat tacttcagga cataaagaac aaattatgta tttagaaaaa
  4137061 gcaggtgctc gttttcaagg tagcaggaaa tatatgaaag tgtatgatat agaaagtagg
  4137121 ttttaggatg aagggattat ttgtaacaat tgaaggtcca gaaggttcgg gtaaaacaac
  4137181 attaattcaa agtttattgc catactttga acaaaaggaa caaaaggtaa tggcgacgag
  4137241 agaaccgggt ggtattgcaa tttctgagga tattagaacg attttacata aacaagaata
  4137301 tacgatgatg gaagcacgta cagaggcact attatatgct gctgcacgta gacagcattt
  4137361 agtagaaaaa gttatgccgg cgcttaatga ggattacctt gtattatgtg atcgttttat
  4137421 agatagctct ttagcgtatc aaggatatgc aagaggatta ggtatggata aagtatttga
  4137481 aataaatcgt ttcgcaacag aggactgtat gcctagttta acaatttact tagatattga
  4137541 gccagaggtt ggcttagcgc gaattgcaaa agatgcagga cgtgaagtga atcggttaga
  4137601 tatggaagat atctctttcc ataaacgtgt gcgtgaaggg tatttacaag ttgtagaacg
  4137661 tttttcggat cgtattgtat tagtaaatgc tgatcaacca atggaaaaac ttatagaaga
  4137721 agttattcag gttatagaag ataaattgtt ataatagaag gaaagactga aataagtgag
  4137781 gtatgcatta tgacgaagac gtgggagcag ctttctgcta tacaacccat cggtgtaaaa
  4137841 atgttgatga atagcatcgc aaaagagcgt atatcccacg cttacttgtt agaaggagag
  4137901 aaagggacag gaaagtttgc gacagcaatt caaatggcaa agagtttcct ctgttctcag
  4137961 cggaataggg tagagccttg tcatgtatgt acaaattgta agcgaattga ttcaggtaac
  4138021 cacccgaact tacatattgt aaaaccagac ggattatcta ttaagaagca acaaattcat
  4138081 gatttacaag aagagttttc caaaacagga ttagaagcaa ataaaaaggt atatatcatt
  4138141 gagcacgcag accgtatgac agcaaatgca gcgaatgcac tcttgaaatt tttagaagaa
  4138201 ccaagtagtg atacaacagc tattttactt actgaacaaa gtcatcaaat tttaaatacg
  4138261 attttatctc gctgtcaagt tgttacattt agaccgttac ctacggaatc tttaattaga
  4138321 agattgcagg atgaaggtat tacggtatct ttatcgacac ttgctgcaca actcacgaat
  4138381 agttttgatg aagctttaac tttatgtaat gatgaatggt ttgcacaagc acgagcttta
  4138441 gtgataaaat tatgtgaagc gctcgaaaaa gataaagcct ctattttttt tgtacaagaa
  4138501 aaatggggaa aacactttgg agagaaagag caattacagc aaggtttaga tatgttactc
  4138561 cttatttata aggatttatt atatgttcaa cttggagaag aagatcggct tgtttttcgt
  4138621 gagcagaaag agatgtttga atctttctcc tatgctcaga agcgcattgt atcagctctc
  4138681 tttaatatat tagaggcaaa aaatagaatc aacgctaatg taaatgcgca gcttgtgttc
  4138741 gaacagttag tgttgcggtt gcaggaggga tgaccgtttt gtatgatgta gtaggtgttc
  4138801 gctttaagaa ggccggaaag gtgtattact ttgatccgaa tcagttcgat atctctgaaa
  4138861 atgagtttgt aattgtagaa acggtaagag gtattgaata cggaaaggta gttattacca
  4138921 aaaagcaagt tgatgaaaac gacgttgtat taccgctaaa aaaggttatt cgtattgcaa
  4138981 atgaaaatga tcgtaccatt gttgaagaga acaaacatgc tgcaaaagaa gcatatcaag
  4139041 tttgtcagca aaaggtagta gaacataatc ttgatatgaa acttgtagat gtagagtata
  4139101 cgttcgatcg caataagatt attttctact ttactgcgga tggtcggatt gatttccgtg
  4139161 aactagtgaa ggacttagcg gcaattttta ggacaagaat tgaactaaga caaattggtg
  4139221 ttcgtgatga agcgaagatg cttggtggta ttggtccatg tggtcgtatg ctttgttgtt
  4139281 ctactttttt aggagatttt gaacctgtat ccattaagat ggcaaaggat caaaatttat
  4139341 cattaaatcc tgcaaaaatc tctggtttat gtggtcgctt aatgtgttgc ttaaaatatg
  4139401 agaacgatga atatgaggca gcaaaggaac aacttcctga tttagatcaa cgtatacaaa
  4139461 ccccgcatgg tactggccgt gttatcggat taaatatttt agaaagatta attcaagtgg
  4139521 aactagtaga caaggaacgg atagtagaat atacgttaga tgagttagtg aataaagggg
  4139581 tcgtttcgag tcaaaccaca gattaatgag gtgggtgctt gtggagaaaa aggatatttt
  4139641 tgcatcggtt tctagtatgg aagagcaaat tggacattta tacaaacagt tgggagaatt
  4139701 aaaacaacat cttgcagagt tattggaaga aaaccaacat ataaaaatgg aaaatgaaaa
  4139761 tttgcgacac cgttttgaag aagtgcagat taaagaaaaa caaaaaactc aaaaacgtaa
  4139821 agaagtgaag ccaaagacag atattggtga aggctacgat aatttagcaa gactatatca
  4139881 agaaggtttt catatttgta atctgcatta tggaagtgta cgtaaagagg gagattgttt
  4139941 attctgcctg tcatttttaa ataaaaagtg aaattacctt tccaattatt attggaaagg
  4140001 taatttttta tacatgagag tagaattaaa tatgtttttt attacaagaa gatgaaatag
  4140061 ggtaggttaa gtgtaagaaa aggagtaaca tatgaattta tatgaagatg aacgtttaga
  4140121 ttacttatta gcacaagata tgaagatcat acaaagccca tcagtattta atttctcatt
  4140181 agacgctgtt ttacttgcag actttgcttg ggtaccaatt caaaaaggta atttacttga
  4140241 tttgtgtaca ggtaatgcag ttgtgcccct gctattaagt acaagaacaa aagggaatat
  4140301 tactggtgtg gaaattcaag aacgcttata tgatatgggt ataagaagtg ttcaatataa
  4140361 taagttagaa gaaagaattc atttaataca tggggatttg aaagatatgc cggagaaact
  4140421 tggacgtcat cagtatgatg ttgtcacatg taatccgcct tatttccaaa cgcctgtaac
  4140481 ttctgaaaag aatatgaatg agcatttagc gatagctcgt catgaaatta tgtgtacatt
  4140541 agaggatgtt gtatctgcaa gcagtcagct agtcaagcag ggcgggaaag tagcatttgt
  4140601 acatcgtcca ggtcgtttat tagatattgt tacattaatg cgcaaataca aaattgaacc
  4140661 aaagcgtgta cgatttgttt atcctaaggc agggaaagaa gcaaatacgt tgttaattga
  4140721 aggaattaaa gatggaaacg cagatttaaa aatattgcca cctctttttg tatatgaaga
  4140781 aaataatgaa tatacaaagg agattcgctc gattttatat ggagaagaat aaacattgtt
  4140841 tttatgtagt agagtgctct gatggaagtt attatgctgg atatacaaat catatagaga
  4140901 aaaggattgg gacccataat agcggaagag gagctaagta tacgcgcgct agacttcctg
  4140961 ttgtgttaaa atacgtagaa tttcatgaag ataagcgtac agctatgcaa gcagagtatt
  4141021 attttaagca attaaataga aaacaaaaag aagaatatat gcaaaaagga gaacgctatg
  4141081 tggcaacaaa aaagctttca acaaaatgaa aagggagttt tatatttagt accaactcct
  4141141 attggaaatt tagaagatat gacatttcgt gcaatccgaa ttttaaaaga agctgattta
  4141201 attgctgctg aagatacgag acaaacgaaa aaactttgta attattttga aattgaaacg
  4141261 cctgttatga gttaccacga gcataataaa gaagtaagtg gaaagaaaat attagagaag
  4141321 ttagatgaag gaaagactgt ggcacttgtt agtgacgctg gtatgccgtg tatttccgat
  4141381 ccaggctatg atattgttgt cgaggcagta gctgagcaat atcatgtaat cccgcttcct
  4141441 ggggcaaatg cagcacttac agcattaatt gcatcaggcc ttcaaacaaa acagttttat
  4141501 ttctatgggt ttttacaaag aaataaaaag gaaagaaaaa tggagttaga gaagcttcgt
  4141561 tacgtacaaa ctacaatgat gttttatgaa gcacctcatc gcctggatga tactttaatc
  4141621 tcgatgcaag aagtattagg aaatagagaa attgtattat gtcgagagtt aacgaaaaaa
  4141681 ttcgaggaat ttattcgagg aacagttgaa gaagcaattg agtggacgaa acaaaatgaa
  4141741 gttcgtggtg agttttgtat tttagtagct ggttcaacgg aagagcctgc tccagaagaa
  4141801 caatggtggg aatctatttc agtatataat catattgaac attatataaa tgaaaaaggt
  4141861 atgaattcaa aagaggcaat aaaaacagtc gctaaagatc gagatttgtc gaaacgcgat
  4141921 gtatatcaaa tctatcatgt cgataaaaaa taagcttctc ataattgaga agcttatttt
  4141981 gctgtttcga tataatcttg aagttcgttt aagatttgct cagcgccttc tttgcttaag
  4142041 ataattttac cttcagctaa aaataggtta ccatcagata cttcaccagt tacttggcaa
  4142101 gtcatgtttg gtttatattt ttttaagatg attttctcgt catcaacata gatttcaagt
  4142161 gcatcctttt ctgcaatacc taaagtacgg cgtaattcga ttggaattac tacacgacct
  4142221 aattcatcaa ctttacgaac gataccagta gatttcataa ttcttttcct cctaaagaaa
  4142281 tagtttataa gtttcgagtc tatttttaga ttcgtcattt ttcgacaaaa taccctatgg
  4142341 acatatgata ccaatcattt acatttccgt caattcttta attctatatt ttttaaaaag
  4142401 atttatagat ttcttacttc ttatatataa tagaatggga ttaatttcta ctattatttc
  4142461 actttatttt cagaaaaatt tttaaattgt aagtggagat tgtatatttt cttgaaatat
  4142521 gagtaataga tggtaaatat actaatcatt aactcgtttt tatcacgcat taacaagcaa
  4142581 taagatttta aatttaaagt gcggccggag caaagcagtt aagtgggagt cgggttaata
  4142641 gtcagcagga gggaacaaaa ccccgacaga ttaaagtttc actttatata taagtttttg
  4142701 atatactatt tataaataca tatgaggtta ttcgggaggt tcaaaacaat gacagaggaa
  4142761 aacaaatcct tttatattac taccccaatt tattatccaa gtggaaaatt acacattgga
  4142821 catgcttata caacagtagc aggagatgcg atggcacgat ataagtgcat gcaaggatat
  4142881 aatgttcatt atttaacagg aactgatgag catggacaga agatccaaaa gaaagcagaa
  4142941 gaattaaacg ttacaccaca agcatatgtg gataacatcg ttgcaggaat taaagaactt
  4143001 tgggaaaaga tggatatctc ttgtgatgat tttattcgta caacggaaga tcgtcataaa
  4143061 gatgttgttg aaaaaatctt caagcaacta gtagatcaag gtgatattta tcttgatgaa
  4143121 tatgaaggtt ggtattctgt acaagatgag acattctata cggagcatca attagtagat
  4143181 ccaattatgg aaggtgacaa agtagttgga ggaaaaagtc cagatagtgg tcatgatgta
  4143241 gaacttgttc gtgaagaatc gtatttcttt agaatgggta aatatgtcga cagactatta
  4143301 aaattctatg aagataatcc acatttcatt cagccagagt ctcgtaagaa tgaaatgatt
  4143361 aataacttca ttaaaccagg cttagaagat ttagcagttt ctcgtacttc atttgactgg
  4143421 ggagttcgtg ttccaggtaa tccgaaacac gttatttacg tatgggttga cgcactatct
  4143481 aactacatta cagcattagg ctatggaaca gaaaatgaag agatgtataa gaagttctgg
  4143541 ccggcagatg tgcatttagt tggaaaagaa atcgttcgtt tccatacaat ttattggcca
  4143601 atcattttaa tggcattaga tttacctctt ccgaaaaaag tctttgctca cggttggatt
  4143661 ttaatgaagg atggaaagat gagtaagtca aaaggaaatg tagtagatcc agttatatta
  4143721 atcgatcgtt acggattaga tgcattacgt tattacttac ttcgtgaagt tccattcgga
  4143781 tctgatggcg tattcacacc agaaggattt gtggagcgta ttaatttcga tttagcaaat
  4143841 gacttaggta acttattaaa tcgtacagta gctatgattg ataagtactt taacggagaa
  4143901 atccctgcat ttaaagcaaa tgtaacggaa tttgatgaaa cgttagtaac atttgcgaaa
  4143961 gatacattga aaaaagttga agaagcaatg gagaatatgg aattctctgt agctctaagc
  4144021 tcaatttggc aattggttag ccgtacgaat aaatatattg atgaaacaca accatgggta
  4144081 ttagcgaaag atgaggatga tcgtgaaaag ttggcgtctg taatggctca tttagcagaa
  4144141 gtacttcgtc aaacgggtat tatgcttatg ccattcttaa cagtagcacc aagcaaaatg
  4144201 tttgctcagc ttggccttac tgatgaagca catacatctt ggggaagcct atctacaatc
  4144261 ggctgtattc cagctggaac aaaagtagaa aaaggacaac caattttccc tcgtttagaa
  4144321 atggacgtgg aagtggcgta cattaaagaa caaatgaaag cctctgctcc taaagtagaa
  4144381 gagaaaaaag aagaagaacc gaaggcagaa gaaattacaa ttgatgattt ctttaaagta
  4144441 gaattgcgtg tagctgaagt actatctgct gaacctgtaa aaaaggcaga taagttgttg
  4144501 aaaattcaac tagacttagg tacagaaaag cgtcaagttg tttctggaat tgcaaaattc
  4144561 tattcgccag aagacctaaa aggtaaaaag gttatttgtg taacaaattt aaaacctgta
  4144621 aaattacgcg gtgaattatc gcaaggtatg attttagcgg gtgaagagaa tggtgtattg
  4144681 tcattagcat ctattgacca aaatatacca aatggtacaa aaatcaagta attaagacaa
  4144741 gaaaagagat gtttcacgtg taacatgtgt gaagcgtctt ttttcttttt acactctcat
  4144801 ttttgcatta agattgtagt attgttatcg ttaagttatg aaagagctta tttgcgtaga
  4144861 ataaatttga tttcaatata aaaggagtta tgtattatgt tgtttgatac acattcacat
  4144921 ttgaatgcag agcaatttga agaagacttg caagaagtta ttgcccgaat gaaagaagcg
  4144981 ggggttactt atacagttgt tgttggtttt gatgaagcaa cgataaaaaa ggcgattgaa
  4145041 ttagctgaag cctatgattt tatttacgct gcggttggat ggcatccagt tgatgcaatc
  4145101 gacatgacag aagagcattt agcttggtta gaagaacttg cttctcatcc taaggtcgtt
  4145161 gcacttggag aaatgggctt agattatcac tgggataagt cgccaaaaga aatacagaaa
  4145221 gaagtattcc gtaaacaaat tacgttggcg aaaaaggtaa agttgccgat tattatacat
  4145281 aaccgcgatg caacgcaaga tattgttgat attctagaag aagagaatgc agctgaagta
  4145341 ggaggtatta tgcattgctt tagcggcagt gtagaagtag cagagcgatg tgttgatatg
  4145401 aactttttaa tttcattagg tggaccagtt acatttaaaa acgctaagaa gccgaaagaa
  4145461 gttgctacgg agattccatt agagaaattg ttaatagaga ccgattgtcc gtatttaaca
  4145521 ccacatccat ttcgaggaaa acgaaatgaa ccgagttatg taaaactcgt agcagaagaa
  4145581 attgcgaact taaaaggaat ttcttatgaa gaagtagcgg aaataacaac aaaaaatgca
  4145641 aaagctttat ttggtgttga ataaaagagt gggaggaccc attctttttt tatttttgtg
  4145701 aaaaaatagc aggagtgaca gaaaagataa gattgaatga gtagatgtta caataaggag
  4145761 agagaacaaa gttttggaca ttctattttt taaaatgtaa gaatggggaa aataataatg
  4145821 gaaaagtcgt catttttttg ttttactaag tagagacgaa acgagtgtgg aggcaagcat
  4145881 gaaaattaaa gagattatcg ttgtagaagg taaagatgat acagttgcga ttaagcgtgc
  4145941 tgttgatgcg gatacaattg aaacgaacgg ttcagcaatc ggtgatcatg ttattgaaca
  4146001 agttaaatta gcgctacaaa aacgaggcgt tattattttc acagatccgg attatcctgg
  4146061 agagcgtatt cgaaaaatta tttctgataa ggtgcctgga tgtaaacatg cttttttacc
  4146121 gaaggaagaa gcacttgcta agaggaaaaa aggtgtcggg attgaacatg cttctaatga
  4146181 atcaattcgc cgtgctttag agaatataca tgaagaaatg gaagcttaca caagtgaaat
  4146241 cagttggagc gatctagtcg atgcaggttt agtgggcgga gaaatggcaa agagtcgcag
  4146301 agaaagaatg ggtaagctat taaagattgg ttatacaaac gcaaaacagt tacataaacg
  4146361 tttacaaatg tttcaagtct caaaagaatc atttgcagaa gcttataagc aagtcataca
  4146421 ggaggaaaga aaatgaagga tatcgcaacg ccaaatcgta cgaaagacat tgttgaaaag
  4146481 tatggatttt cattcaaaaa aagtttagga caaaattttt taattgatac gaatgtatta
  4146541 aatcgtatcg ttgatcacgc tgaaattggt tcagaaagtg gtgcaattga aattggacca
  4146601 ggtatcggtg cattaacaga acaattagcg aagcgtgcca aaaaagtagt ggcttttgaa
  4146661 attgatcaaa ggctattacc aattttagat gagacgttag ctccatatgg aaacgttaca
  4146721 gttatcaata aagatgtact aaaggcagat gtacatgagg tgtttagtga gcaatttgaa
  4146781 gaaggacaag atgtaatggt agtagctaac ttaccatact atattacaac gccaatttta
  4146841 tttaaattgc tggaagagaa attaccggtt cgtggattcg ttgttatgat gcaaaaagaa
  4146901 gttggggatc gtttagcggc taagcctgga acgaaagagt acggttcttt atccattgct
  4146961 attcagtatt atacagaggt agaaacagtt atgactgtac cgcgtacagt gtttgtgcca
  4147021 caaccaaatg ttgattctgc aattattcgc ctcctaaagc gtccgaaacc agtagtagaa
  4147081 gtaacagatg agacattctt ctttgaagta gtacgagcaa gttttgcaca acgccgtaaa
  4147141 actttaatga ataatttatc aaataattta aatggtttcc cgaaagataa agagctgttg
  4147201 gatcgaattt taacagaagt aggaattgat ccaaaacgaa gaggcgaaac gctatctatc
  4147261 gaagagtttg cgacattaag taatgcatta gttcttcata agttatcata agaatacaaa
  4147321 agggacagtt caatttgaac tgtccctttt gtcacctttc tcctcctaaa ttcatacttt
  4147381 aaaaacaggt aagatggcct aacgagtttg gaggtaggag aatggcttta catgttggag
  4147441 aattagtgga acgatattct cataataggg atatcctttt tcgtattata gaaataaaag
  4147501 gcgagatagc tatattgttt ggagaggaaa ttagattagt ggcagatgcg ccacttgaag
  4147561 atttaattag tatagatcaa cgagaacata aaaagagagc aaagcgtgag aaagaaacaa
  4147621 tggagcgcac gtatcgtttg tttcaacaag attacgtatt aatgaaacaa aggcatgaac
  4147681 acacttcaac tggtggatat acaagtgaag tgaattattt tcaaatgcca ggacgtgtat
  4147741 tgcacataga tggagacccg ttatatttgc gcaagtgcct agatttatat aataaaattg
  4147801 gtgttcctgt acaaggtatt cattgtaaag aaacggagat gcatgaaaag gtagtagatt
  4147861 taatagacca ttttcggccg gacattttag ttattacagg gcacgatgcg tatacaaaat
  4147921 caaaaggagt aaagggagat ttagcagcat ataggcattc aaggcatttt gtacaggctg
  4147981 tccgagaagt gcgaaaaaaa tatccatcat tagatcaact cgttattttt gctggggcat
  4148041 gtcaatcaca ctttgaagca ttaattcgag caggcgctaa ttttgctagt tccccatcta
  4148101 gaattaatat tcacgcacta gaccctgtat atgtggttgg taaaattagt tttacgtcat
  4148161 ttatggagcg agtcaatgta tgggatgttg tacgtaatac gattactggt gaaaagggac
  4148221 ttggcgggat tgagacgagg gggattttac gaactggatt accttttcaa cattacgaag
  4148281 aataagcaag gtacatatgt atcttgcttt tttatttgga gaggatttaa atcagtttgg
  4148341 ataaaaagag acaagaacgc acagactaca taatgatact tttacaatat agtatttctt
  4148401 ctatttattc gaacgcatga tgcttttata aagatattgt ctgtgagttg cggttaataa
  4148461 ttgggataga tatatcgtgt tttaagtgtt caatctaaat tacagcgagg tgtaacgaag
  4148521 tatatgtcaa aacgtttaga tgaaattaaa agcgaattag atcaccatct tggacagaga
  4148581 ctgatgttaa aggcaaacag tgggagaaga aaaactgtag aacaatcagg tgtacttgca
  4148641 gaaacgtacc gttctgtttt tgttgtacaa ctggatcaac aagaagatgc gttgcaacgt
  4148701 gtgtcgtata gctatgcgga tgttttaaca gagacagtag agttaacatt ttatggtgaa
  4148761 cctcataatg aagtgatttt ataattcatg tatcgttaca tatattccca caaatgaaaa
  4148821 gctatattat tttgcatact aattataccg tagcaaaata aggggggact ctgcattgag
  4148881 tagacgaaga ggtgtcatgt caaatcaatt taaagaagag cttgcaaaag agctaggctt
  4148941 ttatgatgtt gttcagaaag aaggatgggg cggaattcgt gcgaaagatg ctggtaacat
  4149001 ggtgaaacgt gctatagaaa ttgcagaaca gcaattaatg aaacaaaacc agtagttgta
  4149061 agatactttc tatgctacgg tagccgagga atgattcctc ggctttttgt actataaaag
  4149121 gtgccatcat tttacataag tagtttcatt ctgaatgctt ttcgttataa ttagggaagt
  4149181 gtcatcgtct tactataaat ttatggtaaa ataaacgata aaagattgag tacatagagt
  4149241 gggtgaatag attgaagcta ctagtgaaag caccagcaaa gattaatctg tcgttagatg
  4149301 tactgggaaa aagacaagac ggatatcatg aagtgaaaat gattatgaca acaatcgatt
  4149361 tagcggatcg tttagaacta atggaattag cagaagaccg tattgaaatt ttatcccata
  4149421 atcggtatgt cccagacgac caaagaaatc tggcttatca agcagcgaaa ttattaaaag
  4149481 agaagtttaa tgtgaaaaaa ggtgtatcta ttactattga aaaaacgatt ccagtagcag
  4149541 ctggattagc gggtggaagt agtgatgcag cagcgacatt acgtggtctt aataaattat
  4149601 ggaatttagg ccttacgatt gatcaattag cagagcttgg cgcagaaatt ggatcagatg
  4149661 tatcgttttg tgtatatggt gggacagcaa ttgccactgg aagaggagag cagattgagc
  4149721 acataaaaac tccaccttct tgttgggtta ttttagcaaa gcctcatatt ggtgtatcta
  4149781 ctgctgatgt atatggaaat ttaaagttaa atcgagttac acatccaaat gtagataaaa
  4149841 tggtggatgt cataaacgct ggagactaca aagggatttg cgatactgtt ggtaacgttt
  4149901 tagaagatgt aacgtttgct atgcatcctg aagttgcacg tattaaagca caaatgaagc
  4149961 gatttggagc agatgctgta ttaatgagtg gaagtggtcc aactgtattc ggcctagtgc
  4150021 accatgattc gcgaatgcat cgtatatata acggattaaa aggattttgt gaacaagtat
  4150081 acgcagtacg tttattagga gagcgagaaa cgcttgaata aagacgtata atacgttatg
  4150141 atttgtttag aacattcgtg atttgaggtg agagtatgaa aattagacga agtacaagat
  4150201 tggtcgatat gacttattac ttgttacaaa accctcgtca gctagtttct ctcacttttt
  4150261 ttgctgaaag gtatcaatca gctaagtctt ctattagtga agatttagtt attattaagc
  4150321 aaacgtttga acaacaaggg gtcggcacat tgcaaacgat accaggagca gcaggaggag
  4150381 tgaaatatat accatatata agtgaagaag aggcagatct aattattggt gagctgtgta
  4150441 gcttattcga aaatccagat cgtattttgc ctggtggtta cttatatatg acagatcttt
  4150501 taagtaatcc tcgtcatatt aatggcgcag gtcgtttgtt tgcttctgtt tttgctaggc
  4150561 aaccaattga tgcagttatg acggtggcaa cgaaggggat tccacttgca tatgcagtgg
  4150621 cgaactactt agatgtaccg gtagtgattg caagaaaaga taataaggta acagaaggac
  4150681 caactgttag tattaactat gtatcaggtt cttctaagcg aattcaaaca atgacgttag
  4150741 caaagcgtag ccttccagaa ggatcaaatg ttttaattat tgatgacttc atgaaagctg
  4150801 gcgggacaat tcaaggtatg atgagtatgt tagaagagtt taaagctaat gttgttggta
  4150861 ttggtgtatt agtagagtct acagatattg aagaaagact aattaataac tttgtatcat
  4150921 taattcgtct atcagaagtt gatgtgaaag aaaaagcgat tcaagtggaa aagggaaatt
  4150981 attcactggc accatttgat gaagggattg ttgaggctga gtaaaaagat aaagcaaata
  4151041 gctttatctt tttttattct atttataaat tataaaatag atggacaaac tgcttttcgt
  4151101 gcactatttt taaagagtaa aaataaataa taaaagggtg aaaagtatga aagttgttca
  4151161 aacaaacaat gcaccacaag caattggacc atattcacaa gggattattg taaataatat
  4151221 gttttacagt tcaggacaaa ttccgttaac tgcgagtgga gagcttgtag caggagacgt
  4151281 aacagtacaa acagagcaag tatttcaaaa tttacaagca gtattagaag aagcaggtgc
  4151341 ttcatttgat acggtagtca aaacaacagt attcttaaaa gacatggatg attttaatgc
  4151401 tgttaatgaa gtatatggat cttatttctc tgctcataag ccagctcgtt cttgtgtaca
  4151461 agtagcaaaa ttaccgaaag atgtttctgt tgaaatcgaa gtaattgccc tagtgaagta
  4151521 attctttgta agcgataacc tctactaatc tctatattca attacattaa aaatttttat
  4151581 cttaaaaatt tttaaaaaat taaagggaaa atagaaattt tgtggaattt atacaaatat
  4151641 atcgcttatt tagaaaaggg tggtgaacac aagatggaag tgactgacgt aagattacgc
  4151701 cgcgtaaaca cagaaggccg catgagagca attgcctcta ttactctaga ccatgaattt
  4151761 gttgttcatg atattcgtgt aattgatggt aataatggat tatttgtagc aatgccaagt
  4151821 aaacgtactc cagatggaga attccgtgac attgcacatc caattaattc tggtacacgc
  4151881 tctaaaattc aagatgcggt tttaacagag tatcatcgtt taggcgagtt agaagaggtt
  4151941 gagtttgaag aagcgggcgc ttcgtaaaat tcgaatgaaa agggcttttt aaaggaagcc
  4152001 ctataatttt gcaacaaact cctgtaagca tttacagggg tttgtttttt tgtagttata
  4152061 tacgtttctt gttcttaaga ttctgaattc gaagaaatga agagataaac ttctaatttt
  4152121 ttcaaaatca ttttaaatag tatagcttat ttcttaaaaa agatactaaa gagtaaaaca
  4152181 tcttataaga attatggtaa aatttaatag ttaaaatgtg tttcttgaaa tatatgatga
  4152241 tttaggataa tatcgttaat ggataaatag gttgcgatgg agggtctata tgtcaaacag
  4152301 atttgcagtg attctagctg caggtaaagg cacacgtatg aagtctaagc tatacaaagt
  4152361 gcttcatcct gtatgtggaa aacatatggt acaacatgtt gtcgatcaag tatctcaatt
  4152421 agggttgcag aaacttgtaa cagtcgtagg acatggtgct gaaatggtac aagaacagct
  4152481 aggaaacgta agtgagtttg cattacaagc agaacaactt ggtacagcgc atgctgtaga
  4152541 tcaagctgca ggtgtacttg caaatgaaga aggaacaact ttagttattt gtggtgatac
  4152601 gccgctaata actgctgaaa cgatggaagc attacttcag caacataaag aagcaggggc
  4152661 aatggcaacg gtgttaacag cttacataga agaacctgct ggatatggtc gtatcgttcg
  4152721 taatgagaat ggtcatgttg aaaagattgt tgagcataag gatgcaaatg agaaagaatt
  4152781 agctattaaa gaaatcaata caggtacgta ttgttttgat aataaagctt tattcgcttc
  4152841 actttctaag gtttcaaatg ataacgtaca aggtgaatat tacctgccag atgttattga
  4152901 gattttaaaa aatgaaggtc atattgtatc ggcttatcaa acagagcact tcgatgaaac
  4152961 gttaggtgtt aacgacagag tcgctctatc gcaagcggaa attattatga aaaaccgtat
  4153021 caaccgaaag aacatggtaa atggtgttac aattattgat ccaagtaaca cgtatatttc
  4153081 tgctgatgca attatcggta gtgatacagt tcttcatcca ggaacaatta ttgaggggaa
  4153141 cactgtaatt ggttctgatt gtgaaattgg accgcataca gtaattcgcg atagtgaaat
  4153201 tggagatcgt acgacaattc gtcaatctac tgtacatgat agtaagcttg gtacagaagt
  4153261 atcggttggt ccatttgcac atattcgccc agattcagtt attggagatg aagtacgcgt
  4153321 tggaaacttc gtggaaatca aaaaaactgt ttttggtaat agaagtaaag cttcacactt
  4153381 aagttatatc ggggatgcgc aagttggaga agacgtgaat cttggttgtg gttcaattac
  4153441 ggtgaactat gacggtaaga ataaattcaa aactgtgatt ggtaacgggg tatttattgg
  4153501 atgtaattca aaccttgttg ctcctgtaac agttgaagat ggtgcttatg tggcagcagg
  4153561 ctctacaatt acagagaatg ttccatcaaa agcattatct gtagcacgtg cacgtcaagt
  4153621 taacaaagaa gactatgttg atcaattgct gaataagaaa aaatcataat gtggagggtt
  4153681 aatctagatg tcgactcaat atctaaattc taatttgaaa gtattctctt taaactctaa
  4153741 taaggaactt gctgagcaaa ttgcaaagca cattggagta ggactaggaa aatgttctgt
  4153801 tgatcgtttt agtgatggag aagttcaaat taacattgaa gaaagtatcc gtggttgcga
  4153861 tgtattcatt attcaatcta caagcttccc agtaaacgaa catatcatgg aattacttat
  4153921 tatgatcgat gcattaaagc gtgcatctgc aaaaacaatt aatattgtta ttccttacta
  4153981 tggttatgcg cgtcaagacc gtaaagcgcg ttctcgtgaa ccaattacat cgaaacttgt
  4154041 agcaaacttg cttgaaacag caggtgcaac ccgtgtaatc actctagatt tacatgctcc
  4154101 acaaattcaa gggttctttg atatcccaat tgaccaccta atgggtgtac cgattctttc
  4154161 agattacttt gaaacaaaag gtcttaaaga tatcgtaatc gtgtcacctg accacggtgg
  4154221 agtaactcgt gctagaaaaa tggcagatcg cctaaaagca ccaatcgcta ttattgataa
  4154281 gcgtcgtcct cgtccgaacg tatctgaggt aatgaacatt atcggtaata ttgaaggtaa
  4154341 aacagcaatt ttaattgatg acatcattga tacagctggt acaattacat tagcagcaaa
  4154401 cgctcttgtt gagaacggtg cttctgaagt atatgcttgc tgtacacacc cagtattatc
  4154461 tggtccagca attgagcgta tccaaaactc aaatattaaa gagttagttg taacgaactc
  4154521 tatcgtatta ccagaagaga agaaaattga caaagtacat gaactttcag ttgctccact
  4154581 aatcggagaa gcaatcattc gtgtatacga agaagaatct gtaagtgtat tattcaatta
  4154641 attggataga atgagacgta accaagattg gttacgtctt ttcgtatcga aaaaagaaag
  4154701 tagtggtaca agaatgaaat tgatagtagg acttgggaac ccgggtagag aatatgaatt
  4154761 aacaaggcat aatattggat ttatggcgat tgatgaactt gcaaagcgtt ggaatatttc
  4154821 tttgaacgaa caaaagttta aaggcttatt tggtgcagga tttgttaatg gagaaaaagt
  4154881 aatcttatta aagccactta catatatgaa tttatctggg gaaagtattc gtccgctaat
  4154941 ggattactat aaaattgatg tagaggactt cgttgttctg tacgatgatt tagatatccc
  4155001 tgtaggtaaa ttacgccttc gtatgaaagg tagtgctggt ggacataatg gtgtgaaatc
  4155061 aacaatttca catttaggaa cacaagagtt tcaacgtatc cgcatgggaa ttgatcgtcc
  4155121 gaaaaatgga atgaaggtag tagattatgt attaggacgt tttacatcgg aagaaattcc
  4155181 tgatgtaaat cattctattg aaaaagcagc agatgcatgt gaagaatggt taaataaacc
  4155241 ttttcttcaa atcatgaata ctttcaatag ttaagggtat gattaggaat attttattct
  4155301 gtttttaccc atactagcag taaatgtatt tttaggaggc tagtatggaa gggtattatt
  4155361 attgcagaca ttgcgggagt aatgtaggct ccgttaccgc agaaaaagta tatagcgacg
  4155421 ttttatttca actaacagag caagaagtag tagagatgat tcattttcat gagaatggaa
  4155481 atatatatat aaaaacgatt tgtgaattat gtcaagaaac gctcgcatct tatcctgagt
  4155541 attatgaata tgaaaaattt ctgcaataaa atgttgtcgc tttggcgtgt ccaaagcatt
  4155601 tttctgtttt ctttttccaa aatatttgca taaaatatag tggcttgctc tttatgttga
  4155661 gaggggtttt gaaaatgata ggtttattag agcaatttta taaaaatgaa gagatccaat
  4155721 cggtcattaa tggactagaa gatggtttaa aagagcaact tgtatcaggt atggcaacat
  4155781 cttctcgttc gtttttaatg gcggccttat ataaaaaaac aaaaaaatca caacttattg
  4155841 tgacgcataa tttatatcaa gcacaaaaag tacatgaaga tttagtggcg ttacttggtg
  4155901 aaaaagatgt atggctatat ccagtaaatg aattgatagc atcagaactt ggtgttgcaa
  4155961 gcccagaatt gaaggcacaa cgtattgaag tgttaaatcg cttagctgca ggagagcacg
  4156021 ggattattgt agcaccagtt gcaggactac gcagattttt accaatgaaa gagttgtgga
  4156081 agcaaaggca aatcgaaatc agtctagggc aagagattga tttagataca tttttgcata
  4156141 ctttacatca tattggctat gagcgtaagt ctatggtaga agctcctgga gaatttagtt
  4156201 tgcgcggggg aatattagat atttatccac taactgagga gctaccattt cgtattgaat
  4156261 ttttcgatac agaagttgat tctattcggt tatttgatgt ggatgaacag cgctctcaag
  4156321 ataaaaaaga aagtgttaga ttcggtccag caacagagtt tctattttca caggaagaat
  4156381 tgaaatcggg aataaagcat cttgaagaag gtctgactaa gacgatgcaa aaactttccg
  4156441 atgataagtt gaagactaca gtgcttgaga cggtaagtca tgaaattgag atgttaaaaa
  4156501 acgggcaaag tatagaacag atgtttaaat atttatctat tttctataac gaacctgcta
  4156561 gtctgataga ttatttacca gaagatggtg ttgtgatttt agatgaaatt tcacgtattc
  4156621 aagaaacagc atctcatctt gaatcagaag aagcggaatg gtatatatcc cttcttggtg
  4156681 agggaacaat tattcaagat ttatctttct ctcattcgtt tgaagaattt cttcatcata
  4156741 aaaaaagaag ttttgtatat ttaacgttat tcttacgtca tatagcgcat acacatccgc
  4156801 aaaacattgt gaatgtgaca tgtaaaacaa tgcaagattt ccatgggcag atgcagttgt
  4156861 tgaaaactga aattgataga tggaacgaag ggcattttac gaccgttgtg ctaggtacag
  4156921 atgatgagcg tgtgaaaaaa ctacaacata ttttaagtga ttatgatatt gatgcagata
  4156981 ttgtagaggg cacagatata ttattgcctg gaaggttaca aattgctgta ggtgatttac
  4157041 atgcagggtt tgaaatgccg atgcaaaagc ttgttgtcat tactgaaaaa gagctttttc
  4157101 ataagaaagt taaaaaatca caacgtaagc aaaagttatc gaatgctgaa cgcattaaaa
  4157161 gttattcgga attaaaagtt ggggattatg tagttcatgt aaatcatggt ataggtaaat
  4157221 tcttaggtat tgagacatta gagattaacg gtgttcataa agattatttg aatattaaat
  4157281 atcaaggtaa tgataagtta tacgttccaa ttgaacaaat tgaccaagtg caaaaatatg
  4157341 taggatctga aggtaaggat ccgaaagttt ataaattggg cggaaacgat tggaaaaagg
  4157401 tcaaaacaaa agttgaaaaa tctgtacaag acattgcgga tgacctcatt aaactctatg
  4157461 ctgagcgcga agcttcaaag ggttatgcat atacaccaga tacggcagaa caacaagaat
  4157521 ttgagtcttc tttcccgtat caagagacag aggatcaatt acgttctatt gaagagatta
  4157581 aaaaggatat ggaacgcgga cgtccgatgg ataggcttct ttgtggtgat gtaggatatg
  4157641 gaaagacgga agtagctatt cgtgcggcgt ttaaagcaat tatggatgaa aaacaagttg
  4157701 caattttagt gccgacaacg atccttgcac aacaacacta tgaaacaatt cgagagcgtt
  4157761 ttcaagatta tccaatcaat ataggattat taagtagatt ccgtacgaga aagcagcaaa
  4157821 atgaaacaat taaaggttta aaagatggca cggtagatat tgtaatcgga acgcatcgta
  4157881 ttttatctaa agatgttact tataaagatt taggtcttct tattattgat gaagaacaaa
  4157941 gatttggcgt aacacataaa gaaaaaatta aacaattaaa agcaaatgtt gacgtattaa
  4158001 cattaacggc aaccccgatc ccgcgtacgc ttcatatgtc tatgcttggt gtacgtgatt
  4158061 tatctgttat tgagacgccg ccggaaaatc gtttcccagt tcaaacatat gtagttgagt
  4158121 ataatccagc gttaatgcga gaggcgatag aacgcgagct tgcaagaggt gggcaagttt
  4158181 acttcctata taatcgtgtg gaggatatcg aacgaaaagc agatgaaatt tcgatgttag
  4158241 ttccagatgc acgtgtcact tatgcacatg ggaaaatgaa cgaaagtgaa ttagagtctg
  4158301 ttatgctatc gtttttagaa gggcagcatg atgttcttgt aagtacaacg attattgaga
  4158361 caggtgtaga tattccgaat gtaaatacat taattgtatt tgatgcagat cgtatgggat
  4158421 tatcgcagtt gtatcagctt cgtgggcgtg ttggacgttc taatcgtgtt gcatatgctt
  4158481 actttgcata caaacgagat aaagtgttat cagaagttgc ggagaagcgt ctgcaagcca
  4158541 ttaaggagtt cacagagctt gggtctggtt tcaaaattgc gatgcgagat ttatcaattc
  4158601 gtggtgcagg taacttgtta ggagctgaac aacatggatt tattgattct gtcggatttg
  4158661 atttatattc tcaaatgtta aaagacgcaa ttgaacagcg tagaggaaca gacggagttg
  4158721 aaaatacagt taatgttgaa attgatttag aagtagatgc atatttacca gatgcttata
  4158781 tttcggatag taaacaaaaa attatgatgt ataaacaatt tagaggtgtt tctgcgattg
  4158841 aagatattga agagttgcag gaagagatga tagatagatt tggtgattac ccgcaagaag
  4158901 ttggttactt attacaaatt gcaaatatta aagtattggc aatgaaagaa caaattgaat
  4158961 taattaagca aaataaattt gaagtaacaa ttctgttctc agaacaagcg agtcaaaata
  4159021 ttgatggtgg aaaattattc atgctcggaa atagttttgg acgtatgatc ggtttaggaa
  4159081 tggaaggatc acaattgaaa atcgtcatga aaacaaatgg cttagagaca tcgaagtggt
  4159141 taacaattgc tgaaaattta ttaaaaggct tgccagatgt aaaaaaagaa gtcataaatg
  4159201 cctaatataa gataaaaaat acaattcggc gtgcatagaa gaactaatgt gtaaaatact
  4159261 atgtctaaca gttggtgatt tttacatgaa caggtaaatt caccactttc atcatcagta
  4159321 gaaagtgagg cagcattaga atgaaagcaa ctggaatcgt acgtcgaatt gatgatttag
  4159381 gtagggtagt aatcccaaag gaaattcgta gaactttacg tattcgagaa ggggacccat
  4159441 tagaaatatt tgttgatcgc gatggagaag taattttaaa gaaatattct ccaattagcg
  4159501 aactaggtga ttttgcaaaa gaatatgcag aggctttata tgatagctta ggacataatg
  4159561 tgcttgtatg cgatcgagat tctattatcg cagtatcagg cgtatcaaaa aaagaatact
  4159621 taaataaaag cgttggcgat ttaattgaaa aaacgatgga agaaagaaag tctgttatta
  4159681 tgacggacga aagtgatgtt tccattattg atggtgtaac agaaaaggtt cattcttata
  4159741 cagttggacc gattgttgca aatggagacc caattggggc tgtcattatt ttttcaaaag
  4159801 aagcgattat aagcgaaata gagcacaaag cggtcaatac tgctgccagt ttcttagcga
  4159861 aacaaatgga acagtaaagg tgtgtaattt tagaagtagc aatctttcct aattatgata
  4159921 tttcttcttg agaaatcaat tatttggaga tatatgtata ttgaatgaag gtagcgcttt
  4159981 gctacctttt ttcattgaat atttctagcg ttgcacgaac gtattcttac ttgtgtaggt
  4160041 gagtaagctt gtccttttct ttatgatata atacgagggg tgagaataga aaaaggagtt
  4160101 ttcttgtatg gaatcgaaga agtatcaagc cttttggcgt ggggctatta tattaacaat
  4160161 cgcaagtttt gttacaaagg tattaagcgc tttttaccgt attccatatc aaaatatagc
  4160221 gggtgatatt ggtttttata tttaccaaca aatatatccg ttttatggat tttgtttaat
  4160281 tttagctact tatgggttcc ccattataat ttcaaaaatg gttgcggaac gattagaacg
  4160341 agggaaaaaa caagaagcag aagaaattat ttgtgtatct ttttggtttt tattaggaat
  4160401 tggtttcata ggatttttta cattgttctt tggtgccgaa gtaattgcga cagccatggg
  4160461 cgatatacac ttagataagc tattacgtgt tatttccttt tcattcatat tgatgccgtt
  4160521 tttatctgta gcaagaggat atttccaggg gttcaataat atggtgccaa cagctgtgtc
  4160581 gcaagtgata gagcaaacga ttcgtgtttc tattattgta tttttatccc tattcctaat
  4160641 tgctcatgaa tttgatttat atacagttgg tgctggtgct atgctaggtt caatcgcagg
  4160701 tggactgatt gggattatcg tacttatact ttatatgcgt catgactttc gttctatatt
  4160761 cttcaaaagt gtaaagagga ttaaagggaa aaagaagatt attaaaatcc tgttttggca
  4160821 ggggttagcg atttgtgtta gtaacttagt gcttattttt atacaaatgg ctgattctgt
  4160881 ttctttctat tctttactta ttggagcagg agagccggct gaaagtgcaa aagtgttaaa
  4160941 aggtgtttat gacagaagta tcccgcttat gcaattaggt actgtcgtga caacttcttt
  4161001 ctcgttgtcg cttattccaa ttattacggc agcgaaggaa agaggagatc ttacctttat
  4161061 tcgagaaaag gtaaggttag caatgaaaat aacgtttgtt atcggatttg cagcggctat
  4161121 tggattaact tgtattatcc agcctacgaa tattatgttg tttgaaaaca gtgatgggtc
  4161181 agatgtttta tccattttat ctttatctat tttatttagt tcattgtcaa ttacaaccgc
  4161241 ttctattttg caagggttag gacaaacatt aaaaccagca atatttgttg tatttggagg
  4161301 ttgtttgaag ctagttttaa actatatatt aatgccgtat ttcggtgcga agggagccgc
  4161361 aattgcaact ttagttgcat taattgtaat ttccgtatta aatagtatgt tacttatgcg
  4161421 ggctgtatcg gaatcgctta tcgataaacg gaatatgtta ggtatagtta ttagtggttt
  4161481 cagtatggga tttgtattaa taatgtttat gcgtgtattg caaatgtctg gattagtaat
  4161541 ggatacaagt catagaggtg ttgcaacatt tgaggcgttg ttaggtgtag ccatcggcgg
  4161601 attggcatat atgtttttaa ttttaaaatt acgtgtattt acgaaagcgg aaataggaac
  4161661 ggttatgaaa aaagagaaaa aagaaggttc attgaagaag agtggataga ggtggcaggt
  4161721 tgtgagtgga atcattacta ttttaggatt aggtgctggt gaattagatc agttaacgat
  4161781 gggtgtatat cgaaaaataa aagaagcaga tcacatgttt gttagaacga aggaacatcc
  4161841 cgttatagaa gagttggaga aagaaggtat acaatatact gcctttgaca atgtatatga
  4161901 agcgcatgat acatttgaaa ttgtatatga aacaattgcg aatacattga tagaaaaagc
  4161961 tgaaggcaca gaaatcatct atgctgttcc agggcatccg cttgtagcgg aaagaacggt
  4162021 tcagctactg ttggaaaaag gtgaagtagc gaatattgag gtgcgaattg aaggtggaca
  4162081 aagtttcctt gatcctatgt ttgccagtct aaagattgat ccgattgaag gatttcaatt
  4162141 aattgacgcc acatcatttg aaagaggaca attagaatta cgtcaacatt taatcttttg
  4162201 ccaagtatat gacgcattcg ttgcatctga tgtgaaatta acattaatgg agatgctgcc
  4162261 agatgattat gaagtgtata tcgtaacagc tgcgggaact tcatttgaac aagttaaaaa
  4162321 ggtaccgttg tacatgttag atcatgaaac ggagttgaat aacttaacga gtgtgtatgt
  4162381 accaccagtt caggaacgtg cgtccttgta tcaacagttt gatgtgctta gagaaattat
  4162441 tgcagacctg cgtggaccga atggttgccc gtgggataaa aagcaaacac atcaatcttt
  4162501 aaagaagtat ttaattgagg aagcttatga agtattggaa gcaattgatg aagaggatga
  4162561 tgatcactta gtagaagaac tgggtgatat cttattacaa gttatgctgc atgcccaaat
  4162621 cggagaagat gaaggttggt tctctataga tgatattatt cgaactttat ctgagaaaat
  4162681 ggttcgtcgc cacccgcatg tatttgggaa tacagatgta gataatgccg atgaagtaat
  4162741 tgccaattgg gaagaaatta aaaaacaaga aaaaggattc gtgaaagaat ctgttttaga
  4162801 tggagttcca aaaagtttgc cacagttact acgtgcttat gaaatccaga aaaaagctgg
  4162861 caaggttggt tttgattggg ttgatgtaca accgatgata gagaaagctt tagaagaatg
  4162921 gcaagagttc caacaagaag ttacaaacat ggatgaggcg aagatgttaa gtgaatttgg
  4162981 cgatttacta tttgcatttg ttaatatagc tcgtcattat aaaatagatc cagaagaggc
  4163041 gttacattca acgaatgaga aattcgtcgg tcgtttttta tacatggaag caaaggtagc
  4163101 tgaaatgaat aaagagatgc aagatttatc attagagcag ttagatgttt tatgggaaga
  4163161 ggcaaaacag acagagcgtt aataggggga tttaatatgc gtctagataa gtttttaaaa
  4163221 gtatcacgtt taattaaaag aagaacattg gcaaaagaag tagctgatca aggaagaata
  4163281 tccattaatg gtcaagtggc aaaagcgagt tcggatgtga aagtagctga tgaactaaca
  4163341 attcgttttg gtcaaaaaat agtaactgta aaaataaacg aattgaaaga aacgactaaa
  4163401 aaagaagatg cagcaaatat gtatagctta gttcgtgaag aaaaagtaaa ggctgaagaa
  4163461 ggcttgttct aaaatcgatt atcctttcat acattactat tagctagtat aaatgtatgg
  4163521 ggggatttac gtgaataatg gttactcacc tatgtcttct aatcaacaaa atgtttctgt
  4163581 agagcatgat attattatgc gtggcaggcg tgtaattgat attaccggtg taaagcaggt
  4163641 agagagtttt gatagtgaag agtttttact tgagaccgta atgggctttt taacaattcg
  4163701 tggtcaaaat ttgcaaatga aaaatttaga tgtagaaaaa ggtgttgtat cgattaaagg
  4163761 aaaagttcat gagatgctgt atattgatga gaatcaaggg gagaaaacta aaggcttctt
  4163821 tagtaagttg tttaaatgag tttaacaatt cagttgtata cgatgctctc aatgatcgga
  4163881 atgggtgctt ggattggagc gtctttagat acataccaac gatttttaaa acgtcaagaa
  4163941 cgtaagcgtt ggcttgtatt tatacatgat atactatttt ggattgtcca agcattattc
  4164001 gttttttacg tattgcttct cgtaaatgaa gctgaactac gtatatatgt atttttagca
  4164061 ttattatgtg gttttgcggc atatcaaagc ttattgaaag caatatacat gagactgtta
  4164121 aattttctca tctatatttt tgtgcaaaca acacactttt ttgttcaaat tataaagcta
  4164181 ctcatgataa aacctgttat tattatagcg cagctattta ttgcatttat attattctta
  4164241 tttcgtatac tgctttcaat tggacatgtg ttatggaaaa tggtgatttg gatattactt
  4164301 ttcatatgga aagttttttt ctggcctgtt cgatttattg cttcgctcat atggaaactt
  4164361 ctccctaatc gtgttaaact ttttataatg aaacatgtag ggttcctgca atatatagca
  4164421 aaattgaagg gacatatctt ccaattatgg gagcgtataa aaaagaagtt agggggacct
  4164481 cggaaatgag ggaactgaga caaagaacaa tcgaaaaaca gagtccaaat cctgttaaag
  4164541 agcatataat acaaacggat gagaacagga agcgacttta tcgccgttta gcggtttttc
  4164601 ttgtctttgc ttttacaatt attgcgagta ttagtgtaac gttttatcaa caaaacagtt
  4164661 ccattaaagc aaaagaagca aaagttaagg acatgaaaaa agaactggat tcattaacga
  4164721 ataaagaaaa gagtctaaaa gacgaagttc aaaagttaaa tgatgaagag tacgtattaa
  4164781 agattgctag aagggattat ttcttctctg gaaaagggga gataattttt cctgtttcta
  4164841 agtagagtat gtcttattga cactatattt taggattata tataataaag taaaatttga
  4164901 ctttttaacc actaaggagg agcatttttt ttatgtcaat cgaggtaggc agcaagttac
  4164961 agggtaaagt aacaggtatt acaaattttg gggcttttgt ggagctgcca gaaggcttaa
  4165021 cgggtcttgt tcatattagt gaagttgctg ataattatgt gaaagatatt aacgatcact
  4165081 taaaagtggg cgaccaagta gaagtaaaag ttattaacgt tgaaaaagat ggtaagatcg
  4165141 gtctatctat taaaaaagcg aaagaacgtg aaaaaacaga aggagatcgt ccacgtggtg
  4165201 aataccaacg cggtggtgat caacaacgtt ctggacgtcc acaacgtaat cgttctttca
  4165261 acagagataa ccgcggtggc ggtaacgacc gcgctccaaa agaaacattc gagcaaaaaa
  4165321 tggcacgttt cttaaaggat agcgaagatc gtttaacttc tttaaagcgt aacactgaat
  4165381 ctaaacgtgg tggccgtggc gcacgtcgcg gataataaga acgtttaatt cttagaatat
  4165441 agagaggtgc ccagggcgat tgctcggggt gcttttttat atgtaaaaat atatttttaa
  4165501 aaaagttttc aagatgtgtt gactttaaat tatatctgag gtaagatact aattgtccgt
  4165561 taaataagac gacatggcgg tgtagctcag ctggctagag cgtacggttc atacccgtga
  4165621 ggtcgggggt tcgatcccct ccgccgctat atttaattta acggcccgtt ggtcaagtgg
  4165681 ttaagacacc gccctttcac ggcggtaaca cgggttcgaa tcccgtacgg gtcatctaaa
  4165741 aagatcatgc gcatttgcat gatctttttt tgttaaataa attaagacat acaacacttc
  4165801 tacaaaatca ccctatattt tctgaatgtt cgattaaaat attaaaaata aaatacatac
  4165861 tgtgtatata tgtagagtta tttcgaataa aaagtcgaac gattataaaa gtgaaaactg
  4165921 ttgttttgac aaaaatccca ataatcatct tttataatga cagtaattaa actatgcagg
  4165981 tggtgttaaa aatatgccta aagcaggaag gaatactatg aatacaagtg cattggcaat
  4166041 gaatgaaggt cagcttggag gagtaaagtg gacgagtaag ttgcgaatga agtttgagca
  4166101 agttttcttt agatggggat ttattattgt tgttattggt tttcttttag gacgagcata
  4166161 tatattaaca aacattttac cgtttgcact gccgtttttt gctgctgttt atgttatgaa
  4166221 gcgggataaa atgccgcttg cattcttggc cctaatgggg ggcgcactgt cagtttcgat
  4166281 agataattta ttctttacct ttgcatctat ttttactttc ttcatttata atatcttctt
  4166341 tagtcggttt acacgtaaaa ctgttggact tgttccattc caagtattta tctccgcatt
  4166401 aaccgcacat ttagttgtcg tatattttgc gcaacaaaca gtcaccatgt acgatttact
  4166461 tgttagtaca attgaggccg ggcttagctt cgtattaact atgatatttt tacaaagtgt
  4166521 cccgctttta gtagaaagaa aagggaaaca acaagcctta gagacagaag aaattgtttg
  4166581 tttaattata ttactagcat ctgttttaac aggtacaaca gattggttcg tatatgacgc
  4166641 ttctattcaa catattttta ctaggtattt agtgcttgta tttgcgttta tcgcaggagc
  4166701 ggctacagga tctacagtag gggtcgtcac tgggttaata ttaagcctgg caaatgtctc
  4166761 cagtttgtcc caacttagcc tacttgcttt ttctggattg cttggtggtt tgttaaaaga
  4166821 agggaagcgc ataggtgtta gtttaggttt attaattggg acaagcctga ttacgctata
  4166881 tgtagacaag caaacaaaca ttgtgacaac tttaatcgaa tctggtgtgg cgattgcttt
  4166941 cttcttatta acaccgaaac ttgttatgga tcgtattgct aaatttatgc caggcacaca
  4167001 ggagcattcg caagatcaac aacagtattt aagaaggatg cgtgatgtta cagcgaataa
  4167061 aattaatcaa tttgctaatg tgtttgctgc tttatctaat agcttttctg tatatggata
  4167121 cgtggaggaa gaagataaag agacggaggc agatctgttc ttaagtacaa ttactgcaaa
  4167181 aacatgtcaa acatgcttta aaaaggacca atgctgggta gttaatttcg ataaaacata
  4167241 cgattatatg aaacaaataa tgagtgaaac agaagagggg acgttacagc ataatcggaa
  4167301 gttagttcgt gaatgggata agcattgtgt gagaggaaag aaagtgacgg atttagtggc
  4167361 aggcgaatta gatcacttct atgagggaca aaaattaaga aaacaaatga aagaaaatcg
  4167421 tagaatagta gcggagcaac tattgggtgt atcaaaagtt atggaggatt ttgctaagga
  4167481 gatacaaaga gagcgagaaa accatcaagt acaggaagaa cagattctgc aagcgtttcg
  4167541 tgattttggt gtagaaatag agcatgttga tatttattgt ttagatagag gaagtattga
  4167601 tattgaaatg ttgattccag ttgcatctaa tgaacacgga gagtgtgaaa aattagttgc
  4167661 accgatgctt tctgatattc taaaggaaaa tatcgttgtt aagcatgaag aaaaatcttc
  4167721 ttatccgaat ggccacagct taatatcatt tggttcagca aaaacgtatt ctcttgatac
  4167781 gggcttagcc acagctgcaa aaggcggtgg gtttgtttca ggtgattctt atgcgatgat
  4167841 ggatttaagt gttggtaaat atgctcttgc gattagtgat ggtatgggaa atgggcaaag
  4167901 agctcatatg gagagtaaag aaacagtgaa attattacaa aaaatacttc aatcaggcat
  4167961 tgatgaagaa atagcgatta agtctattaa ctctattctt tctttaagaa caacagaaga
  4168021 gatgtttact acgttagatt tagctatggt agatttgcgg gatgcgagtg cgaagttttt
  4168081 aaagattgga tcgacgccga gttttgttaa acgcgcaaac aatattttga aaattgaagc
  4168141 aagtaatttg ccgatgggaa taattgagga tgttgaagtt gatgtagtgg gtgagcaatt
  4168201 aaaaacaggc gatatcctta ttatgatgag cgatgggatt tttgagggag cgcaacatgt
  4168261 ggagaatcat gaattatgga tgaagcgtaa aattaaagag ttgcaaactg aagatccgca
  4168321 agaaatcgct gatatcatca tggaagaggt aattcgctct ggtgatggtt atataaatga
  4168381 tgatatgact attgtagtgg caaaagtgaa gaaaaatatg ccgaagtggg ctaccattcc
  4168441 aattgtggga atgcaggcac aataaagttg aagtgtaagg tttctttatc gctttttctt
  4168501 tctaaaaacc taggtgaata cctaggtttt tttgctttat aacataatgt tattattttt
  4168561 gtgaatatgt acggatgatg taagataaaa atgtaatttt tgtatatctt ttttttgcac
  4168621 aatgtttgta aaagttgtac cattataaac aaggtaacta acgttgctgt tcttgtttaa
  4168681 tgaaaggtga ttacgaagtt gaaagataca tttgttgaaa aggtagatga ctttgtaagg
  4168741 caacatgatg tattaaagga acgttcaaca attgttgtag gggtttctgg tggtcctgac
  4168801 tctttggctc ttctatatta tttattagaa aaaagagcag caaaacagtt tgaaattgta
  4168861 gtggcgcatg tggatcatat gtttagaggt gatgaatctc atgaggacct acagtttgtg
  4168921 caggaccttt gtaaaggact gggagttatt tgcgaaacga taaggattaa tgtgtcgcaa
  4168981 tatcaaaagc aatacgggat gaatgcacag gttgctgcta gagaatgcag atatgcattt
  4169041 ttggaaagaa taatgaagaa atatgatgcg agatatgtag cccttggaca tcatggtgat
  4169101 gatcaagtag agacgatttt aatgcgtctt gtacgaggga gtactccgaa aggatatgca
  4169161 ggaattgcag tgaagcgtcc ttttcataat gggtatttaa ttaggccgtt acttggagta
  4169221 acgaaggaag aaattgttaa ttactgtaat gagctaaaaa taattcctcg tatagatcca
  4169281 agtaacaaaa aggaagtata tacaaggaat cgattacgta aatatgttct tcctcatttg
  4169341 aaagaagaaa acccacaagt gcatgagaaa ttccaaaaat ttagcatgca gatgcaagag
  4169401 gatgaggcgt atttgcagga attagctttt gagaaaatga ataaagtaat tacaaaaaaa
  4169461 agtgataaac aaattagctt atcaattcct acctttgaat ccatgtctat gcctttacaa
  4169521 agaagaggga ttcaactaat attaaactat ctttatgaat ataagattcc atcttctctt
  4169581 tcctctatac atattgacaa ggtgattgag ttttttaagc ggacacaacc ttcaggttca
  4169641 cttgatttcc caggtgattt gaaaattgtt cgcgcgtacg aggagtgtag ctttggattt
  4169701 aaacaagaaa ttgtttcccc tttcttacaa gacttatcag tgcccgggac aattacgcta
  4169761 tcgaacgggg ataaacttgt aacagaggtg agcgaagata taccaagtga catgaatgaa
  4169821 acagtatttg ttgctaagta taatgatata tcatatccaa ttcgtattcg gtctagagaa
  4169881 aatggagatc gcatgtcaat acaaggtatg aatggcacga aaaagataaa agctattttt
  4169941 atcgaagcaa aagtaccaag agaaaaaaga gaagaatggc cggtcgtttg tgatgcaagc
  4170001 gggaatatta tttggttacc cttgttgaag cgatctgcat ttgctatctc gaaagagaca
  4170061 gcaaagaagg ataaatatat gattattcac tacaaaagca aggagtcttc cgggaggata
  4170121 atgaaatgat gaatcaagat atcgaaaaag tattaatttc tgaagagcaa atacaagaaa
  4170181 aggtgctcga attaggtgcg attattgcag aggattataa aaacacagta cctcttgcga
  4170241 ttggtgtact aaagggtgca atgccattca tggcagattt attaaagaga acagatacat
  4170301 atcttgaaat ggattttatg gctgtatcta gttacggtca ctctactgtt tcaacaggcg
  4170361 aagtgaaaat tttgaaagac cttgatactt ctgtagaagg tcgcgatatt ttaatcgttg
  4170421 aagatattat tgatagcggt cttacgctaa gttacttagt agacctattt aaatatcgta
  4170481 aagcgaagtc tgtaaaaatc gttacgttat tagataaacc aacaggccgc aaggtagatt
  4170541 tgaaagcgga ttatgttgga tttactgtac cgcatgaatt tgttgtagga tatggattag
  4170601 attataaaga gcagtaccgt aatcttcctt atgtaggagt attaaaacca agcgtttact
  4170661 caaattaatt aaatacaggc gtcacaattg tataggaaag tttttctatg ttacgattta
  4170721 ctatagtgtt tatgccgtga gaggaggtta ggaatgaatc gtatcttccg taataccatc
  4170781 ttttatttac tgatattcct agtagtaatt ggaatcgtga gctattttaa tggttcgaca
  4170841 caaaaaacga catcagttag ctacgataaa ttcattacta aactagaaaa aggtgaagtg
  4170901 cgtaatgtgc aacttcaacc gaaaaatggt gtgtttgaag taaaaggaca atttaataac
  4170961 tctagccagg gagaacaatt tgttacttat gcaccaaata ctgaggaatt acaaaagaaa
  4171021 attaatgata aagcgcaagg tgctgaagtt aagtatcaac cagcagaaga aacaagtgct
  4171081 tgggtaacct tctttacttc tatcatcccg tttgtcatta tcttcatttt attcttcttc
  4171141 ttattaaacc aagctcaagg cggcggtagc cgtgttatga actttgggaa aagtaaggcg
  4171201 aagttatata atgacgaaaa gaaaaaagtt cgtttcagag atgttgctgg agcggatgaa
  4171261 gagaaacaag agcttgttga ggtagttgaa ttcttgaaag atcctcgcaa gtttgctgaa
  4171321 gttggtgccc gtattccgaa gggtgttcta ttagtgggac ctccaggtac aggtaaaact
  4171381 ttactagcac gtgccgttgc aggtgaggca ggcgttccgt tcttctctat cagtggttct
  4171441 gatttcgtag agatgttcgt cggtgtcggt gcatcacgtg tacgtgattt atttgaaaac
  4171501 gcaaagaaaa atgctccttg tatcattttc attgatgaaa ttgatgcggt agggcgtcaa
  4171561 cgtggcgcag gtcttggtgg tggccatgat gagcgtgagc aaacgttaaa ccaattactt
  4171621 gttgaaatgg atggattcgg tgcaaacgaa ggtattatta tcatcgctgc gacaaaccgt
  4171681 cctgatattc ttgacccagc attattacgt ccaggtcgtt ttgaccgtca aattacagta
  4171741 gatcgtccag atgtaaatgg ccgtgaagct gtactgaaag tacatgctcg taataaaccg
  4171801 cttgatgaga atattaactt aagagcaatt gcaactcgta caccgggatt ctctggtgcc
  4171861 gatcttgaaa acttattaaa cgaagctgct ttagtagctg cgcgtcaaga taagaagaaa
  4171921 attgatatga gtgacattga tgaggcgacg gatcgtgtta ttgcaggtcc agctaagaaa
  4171981 agtcgtgtta tctctgaaaa agaacgtaat atcgttgctt tccatgaagc gggccacact
  4172041 gtaattggtg ttgttcttga tgaagctgat gtcgttcata aagtaacaat cgtccctcgt
  4172101 ggtcaagctg gtggatatgc agtaatgctt ccgaaagaag atcgttactt catgacaaaa
  4172161 ccagagttac ttgataaaat cactggttta cttggtggtc gagtagctga agaaattgta
  4172221 tttggtgaag tgagtacagg tgctcataat gacttccaac gtgcgactgg tattgcaaga
  4172281 cgtatggtta cggaatttgg tatgagtgat aagcttggac caatgcaatt tggtagctca
  4172341 caaggtggtc aagtgttctt aggaagagac ttccattcag aacaaaacta tagtgatgcg
  4172401 attgcacacg aaatcgatat ggaaatgcaa acgattatga aagaatgtta tgctcgtgca
  4172461 aaacaaattc ttactgacaa tcgtgataaa ctagatctta ttgcgaaaac gttacttgaa
  4172521 gtagaaacgt tagatgcaga gcaaatcaat catttatgtg attatggcag attgccagaa
  4172581 cgtccaacat cttcagctga tgtgaaagta aacatcaaca tgaagaagga cgatgaagaa
  4172641 tcagaagata agtaagagat gaaggagtga cgatagtcac tcctttttta tttgtagaag
  4172701 ggaactaagt agaaaaagaa tttaaataaa tctggtatta aaaattgaaa tggagagtaa
  4172761 tctttttgta aaatgatgag gatagaaaag ctgattatat aagtatgtgt gatatgatgt
  4172821 ttttataagt tttatacata ctacacaaat atagattaaa taagataagt ggtgagaata
  4172881 tgatttttgt attggatgta gggaacacaa atgctgtact gggcgtgttt gaagaggggg
  4172941 aacttcgtca acattggcgc atggaaacag atcgtcataa gacagaagat gaatatggaa
  4173001 tgcttgtgaa gcagttgctt gagcatgagg gtctttcgtt tgaagatgtg aaaggtatta
  4173061 tcgtatcttc agtcgtgcca ccaattatgt ttgctttaga gcgcatgtgt gaaaagtatt
  4173121 ttaaaattaa gccgcttgta gtaggtcctg gaataaaaac ggggctaaat attaaatatg
  4173181 aaaatccacg tgaagtaggt gcggatcgaa tcgtaaatgc agtagcaggg atccacttat
  4173241 atggaagtcc gcttattatt gtcgattttg gtacggctac tacatattgt tatattaacg
  4173301 aagaaaagca ttatatgggt ggagttatta caccgggaat tatgatttca gcagaggctt
  4173361 tatatagtag agccgcaaaa cttcctcgta ttgaaattac aaaaccaagc agtgtagttg
  4173421 ggaagaatac ggtaagtgcg atgcaatctg gtattcttta tggttatgtt ggacaagtgg
  4173481 aaggtattgt taagcgcatg aaagaggaag ctaaacaaga accgaaagtt attgcaacag
  4173541 gtggattggc gaaattaatt tcagaagaat cgaatgtgat tgatgttgta gatccatttt
  4173601 taacattaaa aggtttgtat atgttatacg agcggaatgc aaatttacag catgagaaag
  4173661 gtgaataaat aagtatgaaa gattatttag taaaagcgtt agcgtttgat ggagaagtgc
  4173721 gtgcgtatag tgtacgtact acaaacacgg taagtgaggc gcaaagacgt catgatacat
  4173781 ggagaacagc ttcagcggcg cttggtcgtt ctttaactgc aggtacaatg atgggggcaa
  4173841 tgttaaaagg tgaccaaaag ctaacaatta aggtagaagg aaatggtccg attggtccta
  4173901 tcttagtaga tgctcatgca aatggagatg tacgtggtta tgtaacgaat ccacatgttg
  4173961 actttgaagg aacagaacaa gggaaattac gtgtatatca agcggtaggt actgaaggat
  4174021 ttgtaacggt aattaaagat attggtatgc gtgagccgtt tattggtcaa tctccaattg
  4174081 tttcaggaga attaggagaa gacttcacgt attattttgc agtttctgag cagacgccgt
  4174141 cttctgttgg tgttggtgtc cttgtaaatg gagacgatag catattagca gcaggtggat
  4174201 ttatccttca aattatgccg ggtgcacagg aagagacaat ttcattcatt gaagagcgtt
  4174261 tgcagaagat tcctcctgta tcaacattga tcgaacaagg gctttctcca gaagagttac
  4174321 tgtatgcagt ccttggagaa gacaaggtaa aagtattaga aacgatggat gttcaattta
  4174381 attgcacatg ctcacgcgaa cgtatcgaga gtgtgttaat tagtttaggt aaaacggagt
  4174441 tagagcaagt tcgagaagaa gaagaagaaa cagaagttca ttgtcatttc tgtaatgagc
  4174501 gatacaagtt ctctaaagaa gatattacaa atttaattga gaatttgtaa taagggaatt
  4174561 taccctctaa atacattgac aaacagggaa ttttctgaca aaatctaaat atagacaaaa
  4174621 ccaataaaaa tactcggtgt taggagtgac aggaatgcga gtggcacaat cagtttcaga
  4174681 attaatcggg aaaacgccga tcgttaagtt gaaccgcatc gtagaatcag acagcgcaga
  4174741 tatatactta aaattagaat ttatgaatcc ggggagcagc gttaaagatc gtatcgcatt
  4174801 agctatgatt gaagatgctg agaaaaaagg attattaaaa gaaggcgata caatcattga
  4174861 gccgacaagt ggtaacacag gaattggctt agcgatggta gcagctgcta aaggatataa
  4174921 ggcaatttta gtaatgccag aaacaatgag cgttgagcgt cgcaatttat tacgtgctta
  4174981 tggcgctgaa ttagtattga ctccagggcc tgaaggaatg ggcggagcaa ttcgtcaagc
  4175041 gactgaatta gcaaaagaac atggctactt tataccgcaa cagttcaaaa atcaatcaaa
  4175101 tccagaaatt catcgtttaa caacaggtcc agaaattgtt gagcaaatgg gtgatcaatt
  4175161 agatgcattt attgcaggta ttggtacagg tggaacgatt actggtgctg gtgaagtgct
  4175221 gaaggaagca tataaagata ttaaaattta tgcagtagaa cctgcggatt caccggtgtt
  4175281 atctggtgga aaaccgggtc cacataaaat ccaaggaatt ggggctggat ttgttccaga
  4175341 aacattggat gtagaagtat atgatgaaat cattcaagtg aaaacagagc aagcgttcga
  4175401 atacgcaaga agagtggcta aagaggaagg tattttagtt ggtatctctt caggagcggt
  4175461 tatttatgca gcgacagaag ttgcgaaaaa gttaggtaaa gggaaaaagg tacttgttat
  4175521 tatcccaagt aatggtgaac gttatttaag tacaccactt tatcaatttg agtcttaatt
  4175581 acatgtgatt gaaaaagcat ccttgaaaaa ggatgctttt tctttttgga ttggaaatag
  4175641 gaaaagagtg aatgactaga aaacttcatg taaaataaga ggtagtatca ttaatttatt
  4175701 ttcactagcc ttcgaatata acccttctat atacataacg aatgtagctt gaagtggtta
  4175761 atataagagg gtgggataaa agaagacggg gtgttgatat gcaacgaaga aaatctttag
  4175821 cgctttctat tccatatcag ttagatttct ttaagcaata taaatttctt tctaaggata
  4175881 aaccgcaaca cattttgtta gagagtggac gtggcggtcg ttataacatc gtgggattaa
  4175941 acccagtagc ggtaatccga gggaagggtg aagcgttaca tataagtgaa agtggtaagg
  4176001 aaacaataaa gcaaggaaac ccattggatt taatgcagga atatatggag cgatggaaaa
  4176061 cggattataa tccggaatac ccgccttttc aaggtggtgc aattggttac tttagttatg
  4176121 attgcatccg ttatattgaa aaacttcctt ctcttgcgga ggatgatatt aatatacctg
  4176181 atatattctt tttattattt gatgatgtgt ttgtgtatga tcaaaaagaa aaagtattat
  4176241 ggattattac acattatgta gataagcatg aagaggcaaa agagcgatta aatgaatgga
  4176301 agattctttg ggcgacagaa gcgccggaag tgactatacc gtttgcgtgc cctgaaaaga
  4176361 aaaatgaagc agttgctttt actgaagaaa gctttatgaa ggcggttgaa tgtattcaag
  4176421 aatatattgg ggctggtgat gtgttccaag taaacttgtc gacaagacaa gaaagaacgt
  4176481 tacaaacaca cccactagaa atatatacaa gtcttcgtga aattaatcca tctccatata
  4176541 tgggttactt ggagctcggg gattttcaaa ttgtaagtgg atcgccagag ttgctaatta
  4176601 agaaacaggg aactgaagta agtacaagac caattgctgg aacgagatct agaggggcaa
  4176661 atgaacaaga ggatgaagaa ttggcaaggg aattaattga gaatgaaaaa gaaagagcag
  4176721 agcacgtcat gcttgtggat ttagaacgaa atgatttagg acgtgtttgt aaatatggca
  4176781 ctgtagaagt agacgagttt atggtaattg agaaatactc acatgttatg catattgttt
  4176841 ctaatgtgcg tggtgaggtg gaagaagata aagatgcttt cgatttagtg aaggctgtat
  4176901 tccctggagg aacaattacg ggtgctccga aaatacgtac gatggaaatt attgaagaat
  4176961 tagaacctgt tcgccgaggg atttatacag gttcaatcgg ttggattggt tattctggag
  4177021 atacagaatt gaatattgta attaggacac ttcttgctaa agacggaaaa gcgcatgtac
  4177081 aagcaggggc gggaattgtc attgattcaa atccggaaaa tgaatataaa gagtcgttaa
  4177141 aaaaggcgat tgctttatgg cgtgcaaaag aacgtagcga agaaacggtt aggtgagaga
  4177201 aatgatatta atgattgata attatgattc ttttacattt aatttagtgc agtttcttgg
  4177261 agaacttgga caagagcttg ttgttaaacg taacgatgaa gtgactattt cagatattga
  4177321 gaatatgaaa ccagactttt taatgatttc gccaggtcca tgcagtccga atgaagcagg
  4177381 gattagtatg gatgttattc gatacttcgc tgggaagatt ccgatttttg gtgtttgtct
  4177441 tgggcatcaa tctattgcgc aagtgtttgg cggagaggtt gtccgtgcag agcgattaat
  4177501 gcatgggaaa acgtcaccta tgcatcatga tggaaagacg attttttcag atatccctaa
  4177561 tccatttact gcgacgcgct atcattccct tattgttaag aaagagacgt tacctgattg
  4177621 cctagaggta acatcttgga cagaagaagg ggaaattatg gcgctccgtc atacaacatt
  4177681 accgattgaa ggtgtacagt tccatccgga atctattatg acttctcacg ggaaagagtt
  4177741 gttgcagaat ttcattcgta aatacagtcc aagtgtgacg tcatgttaat ttacgtaaac
  4177801 ggtcagtatg taaaatcgag tgaagcgaga atttcgccgt atgaccacgg ttatttatat
  4177861 ggtcttggag tttttgagac gtttcgtatt tataatggcc atcctttctt attggatgat
  4177921 cattatgacc gtttaataga tgcgctggat acattgcaaa taaaatggac aatgacaaaa
  4177981 gatgaagtac tgcttatttt gaagaattta ctcattaaga ataaattaga gaatgcgtat
  4178041 gtccgtttta atgtatcggc gggtatagat gaaattggat tgcaaacgga aatgtatgaa
  4178101 gagccgtctg ttattgtttt tataaaacct ttagcagccc caggagaagt agcagaaaaa
  4178161 gaaggggttg ttttaaaaca agttcgaaat acaccagagg gtgcggctcg tttgaagtct
  4178221 catcattatt taaataacat tttaggaaaa cgtgaaattg gaaatgttgt gaataaggaa
  4178281 ggtatttttc ttactgaaac aggttatgtt gcagagggta ttgtttcgaa tctctttttt
  4178341 gtaaaaggtg atattttata tacaccttct ctcgaaacag ggattttaaa tggtatcact
  4178401 cgtgcattta ttataaaagt tgctgaagag ctaggtataa aagtaaagga aggcttcttt
  4178461 acaaaagatg aattactttc agctgatgaa gtcttcgtaa caaactcgat tcaagaaatt
  4178521 gttccgctta atcgtataga ggaacgggat ttcccgggta aagtaggtat ggttacaaaa
  4178581 aggtttataa atctttatga aatgcagaga gagaaattgt ggagcagaaa tgaattgcga
  4178641 agaggagatg tgtagtttga agtgggatta tgatttgcgc tgcggcgaat atacattgaa
  4178701 cttaaatgaa aaaacattaa ttatggggat tttaaatgta acaccagatt cgttttctga
  4178761 tggtgggagt tataatgagg tagatgctgc agtgcgccat gcgaaagaaa tgcgagatga
  4178821 aggtgctcat attattgata ttggtggcga atctactcgt ccgggttttg ctaaagtatc
  4178881 ggtggaagaa gaaataaaac gagttgttcc gatgattcag gctgtttcaa aagaggtaaa
  4178941 attgcctatt tctatcgaca cgtataaagc tgaagttgca aaacaagcaa ttgaagctgg
  4179001 tgctcatatt attaatgata tttggggagc gaaggcagaa ccaaaaatcg ctgaagttgc
  4179061 agctcattac gatgtaccta ttatcttaat gcacaatcgc gataacatga attatcgcaa
  4179121 tttaatggct gatatgattg ctgacttata tgacagtatt aaaattgcta aagatgctgg
  4179181 tgtgcgagat gagaatatca ttttagaccc gggtatcggt tttgctaaaa cacctgaaca
  4179241 aaatttagaa gcgatgcgta atttagaaca gttaaacgta ctaggttatc cagttctctt
  4179301 aggtacttca agaaagtcct ttattgggca tgtgctagat ttaccggtag aagaacgtct
  4179361 tgagggaacg ggagctaccg tttgtcttgg tattgaaaag ggttgtgagt ttgttcgcgt
  4179421 tcatgatgtg aaggaaatgt cgcgtatggc taagatgatg gatgcgatga ttggtaaggg
  4179481 ggtaaagtaa ttggataaaa tttatattca tgatatggag ttttacggtt atcatggtgt
  4179541 attcccagag gaaaataaat tgggccagag atttaaagtg gacttaacgg tggaattgga
  4179601 tttgaaacga gcgggagaaa gtgatgactt agagcattct gttaattatg gagagctttt
  4179661 cgagttatgt agaaaagttg ttgaagatag aacatataag cttgtagaga gtattgctga
  4179721 aaatatcgct acagatatat tgaaacaata tgagagtatt tcaagatgta cgataaaggt
  4179781 aattaaaccg gatccgccga taccgggaca ttatcgtgct gtagcggtag aaattacgag
  4179841 agaacgtcca tgaataatat agcttacatt gcattaggtt caaatattgg agaacgttat
  4179901 acgtatttaa cggaagcgat tcagtttcta aataaaaatc cttatatcaa agttgaagat
  4179961 gtttcatctg tatatgaaac ggaaccagtt ggctatactg accaaagttg ctttttaaat
  4180021 ttagttataa aaatttctac caatttatca ccgcaagaat tattgaaagt aacgcaaaaa
  4180081 gtagaaaatg acctaggaag aaaaagggaa attaggtggg gccctaggac tatcgacctt
  4180141 gacattttac tatataatca agaaaatatt gaagcagaga atcttattgt tccgcatccg
  4180201 cggatgttcg aaagagcttt tgttatcgtt ccgttgttag agattaatca agatataaaa
  4180261 caaaacattt cacgttcaca agtagaagaa atgaaaaggc gagagggagt aacggtatgg
  4180321 aagcagaaaa atggggaaga cgcattcgtg cttttcgaaa actaaaaggt tatacgcaag
  4180381 aaggttttgc aaaagaatta ggggtatctg tatctgtttt aggtgaagtt gagagaggga
  4180441 atcgatcgcc ttcccaagat tttgtagtgg aagttgctaa agcattaaaa gtctcgatag
  4180501 atgagctaat gccaaagtaa ctatgaagga aggagtaaat cgagtgttaa aaatcgcaaa
  4180561 tattgagatg aaaaatccgg ttgtattagc accgatggcg ggagtgtgta actctgcatt
  4180621 ccgtttgaca gtaaaagaat tcggtgcagg actagtttgt gccgaaatgg taagtgataa
  4180681 agcgatacta ttgaataata aaagaacatt agatatgtta tatatcgatg agagagaaaa
  4180741 gccattaagt ttacaaattt ttggtggaga gaaagaaacc cttgtagatg ctgcgaaata
  4180801 cgtagatcaa tatacgacag cagacatcat tgatattaat atgggctgtc cagtaccgaa
  4180861 aatcgttaag tgtgatgcag gagcaaagtg gcttttagac ccaaataaaa tatatgaaat
  4180921 ggtagcggca gttgtagatg ctgtagaaaa accagttaca gttaaaatgc gtattggttg
  4180981 ggatgaggat catattttcg caatcgagaa tgcgaaagct gttgagcgtg ctggtggaca
  4181041 agtggtagca gttcatggac gtacaagagt acaaatgtat gaaggaaaag cggattggga
  4181101 tattattaaa caagtaaagc aagctgtaaa tatcccggtt atcggaaatg gtgatgtcgc
  4181161 aacgccacaa gatgcaaagc gtatgcttga tgaaattggt gtagatggtg ttatgattgg
  4181221 ccgcgctgcc cttggagatc cttggatgat ttatcgtacg gtaaagtatt tagagacagg
  4181281 tgaattaatg ccggaaccga cagtacgtga gaaaattgac gtatgtatgt tgcatctaga
  4181341 tcgtctaatc gatttaaaga acgaaagtgt cgctgtaaga gagatgagaa agcatgcagc
  4181401 ttggtattta aaaggtattc gtggtaatgc aaatgtacgt aatggtataa atgcttgtaa
  4181461 tacgcgtgaa gaccttgcaa atgtattagg tgtatttgta gaagaagtgg aagcgaaaca
  4181521 acaaacaatt cacgttggtt aataataggg agggaagatt gacattcttc tatacacttc
  4181581 ctataattac gtgaaagaaa gaagaactgc cagttagttg ctggcagttt ttctagttga
  4181641 gtagaaaatg ctatactgta tatattgtaa aaattaatag agctggagtg atatcaatac
  4181701 catggataac atgaaccacg aagaattaaa cgaccaattg cttgttcgtc gtgaaaagct
  4181761 acataactta cgtgagcaag gaatcgatcc tttcggtaaa cgatttgaac gtacaaatgc
  4181821 aacaaatgac ttattaagcc tatatggaga gttctctaaa gaagaattag aagagaaaga
  4181881 aatctctgtt tctatcgctg gtcgtattat gacaaagcgt ggtaaaggaa aagctggatt
  4181941 tgcacatatt caagatttac atggacaagt tcaaatttat gttcgtaaag atgctgttgg
  4182001 agatgaagaa tacgaattat ttaaaacagc agatttaggt gacttagtag gtattgaagg
  4182061 taaagttttt aaaacgaacg ttggagaact ttcagtgaaa gcaacaggct ttacactatt
  4182121 aacgaaatct cttcgtccat taccggataa atatcatggg ttaaaagatg ttgaacaacg
  4182181 ctaccgtcaa cgttacttag acttaattac aagtatggaa agtcgtgaaa cattcgtcac
  4182241 tcgcagtaag atcattcgcg aaatgagaag atacttagat gacaacggtt atcttgaagt
  4182301 ggaaacacct atgatgcatg caattgcagg tggagcttct gctcgtcctt tcatcacgca
  4182361 tcataatgcg ttagatatgg aattatatat gcgtatcgca attgaacttc atttaaaacg
  4182421 ccttattgtg ggtggattag aaaaagttta tgaaatcggc cgtgtattcc gtaatgaggg
  4182481 tgtatcaact cgtcataatc ctgaatttac gatgattgaa ttatatgaag cgtatgctga
  4182541 ttataaagat attatgaaac taacagaaaa tatggttgct catatcgcga agcaagtact
  4182601 aggtacaaca acaatccaat atggtgatta tgaaattaat ctagaaccag aatggacacg
  4182661 ccttcatatg gtagatgcaa ttaaagaaca ttctggagca gatttctgga atccgatgag
  4182721 tgtagaagaa gcgcgtgaac ttgcaaaaga acataatgta gaaattaagg atacaatgga
  4182781 agttggtcat attattaatg aattcttcga gcaaaaagta gaagataaat taatccaacc
  4182841 aacatttatt tacggtcatc cggtagaaat ttcgccactt gcgaaaaaga atgatgaaga
  4182901 tccacgattc acagatcgtt tcgaattgtt tatcgttgca cgtgaacatg caaatgcgtt
  4182961 cactgagcta aatgatccaa tcgatcagaa agaacgtttt gaagcgcaat taaaagaacg
  4183021 cgaacaaggt aatgacgaag ctcacatgat ggatgatgat tatatcgaag ctcttgagta
  4183081 tggtatgcct cctacaggtg gactaggaat tggtattgat cgccttgtta tgttattaac
  4183141 gaatgcacca tctattcgtg atgtattatt attccctgct atgcgtcata aacaagacta
  4183201 agctttggag atttctccaa agcttttttt atttgggtgt gaacagcttg gagatagtaa
  4183261 atcttgatag tgcgaaaaat tatatttata tagaagaaaa gtgctatttt tatacttttt
  4183321 tactaagtta aaaattttat tagaaaaact attgcatttt aataatcaaa ctggtatatt
  4183381 tatattcgtt gccacgaaag gtaacaaaca aaacaaacga aaaacaactt attgaaaaaa
  4183441 gttgttgacg aaaatataac gaaatgttat attaataaag tcgcttctga gtgatgaaga
  4183501 agttctttga aaactgaacg aaacaaacaa cgtgaaacgt caatttttat tttatgatgc
  4183561 tagacaaact aactttattg gagagtttga tcctggctca ggatgaacgc tggcggcgtg
  4183621 cctaatacat gcaagtcgag cgaatggatt aagagcttgc tcttatgaag ttagcggcgg
  4183681 acgggtgagt aacacgtggg taacctgccc ataagactgg gataactccg ggaaaccggg
  4183741 gctaataccg gataacattt tgaaccgcat ggttcgaaat tgaaaggtgg cttcggctgc
  4183801 cacttatgga tggacccgcg tcgcattagc tagttggtga ggtaacggct caccaaggca
  4183861 atgatgcgta gccgacctga gagggtgatc ggccacactg ggactgagac acggcccaga
  4183921 ctcctacggg aggcagcagt agggaatctt ccgcaatgga cgaaagtctg acggagcaac
  4183981 gccgcgtgag tgatgaaggc tttcgggtcg taaaactctg ttgttaggga agaacaagtg
  4184041 ctagttgaat aagctggcac cttgacggta cctaaccaga aagccacggc taactacgtg
  4184101 ccagcagccg cggtaatacg taggtggcaa gcgttatccg gaattattgg gcgtaaagcg
  4184161 cgcgcaggtg gtttcttagg tctgatgtga aagcccacgg ctcaaccgtg gagggtcatt
  4184221 ggaaactggg agacttgagt gcagaagagg aaagtggaat tccatgtgta gcggtgaaat
  4184281 gcgtagagat atggaggaac accagtggcg aaggcgactt tctggtctgt aactgacact
  4184341 gaggcgcgaa agcgtgggga gcaaacagga ttagataccc tggtagtcca cgccgtaaac
  4184401 gatgagtgct aagtgttaga gggtttccgc cctttagtgc tgaagttaac gcattaagca
  4184461 ctccgcctgg ggagtacggc cgcaaggctg aaactcaaag gaattgacgg gggcccgcac
  4184521 aagcggtgga gcatgtggtt taattcgaag caacgcgaag aaccttacca ggtcttgaca
  4184581 tcctctgaca accctagaga tagggcttct ccttcgggag cagagtgaca ggtggtgcat
  4184641 ggttgtcgtc agctcgtgtc gtgagatgtt gggttaagtc ccgcaacgag cgcaaccctt
  4184701 gatcttagtt accatcatta agttgggcac tctaaggtga ctgccggtga caaaccggag
  4184761 gaaggtgggg atgacgtcaa atcatcatgc cccttatgac ctgggctaca cacgtgctac
  4184821 aatggacggt acaaagagct gcaagaccgc gaggtggagc taatctcata aaaccgttct
  4184881 cagttcggat tgtaggctgc aactcgccta catgaagctg gaatcgctag taatcgcgga
  4184941 tcagcatgcc gcggtgaata cgttcccggg ccttgtacac accgcccgtc acaccacgag
  4185001 agtttgtaac acccgaagtc ggtggggtaa cctttttgga gccagccgcc taaggtggga
  4185061 cagatgatag gggtgaagtc gtaacaaggt agccgtatcg gaaggtgcgg ctggatcacc
  4185121 tcctttctat ggagaattga tgaacgctgt tcatcaatat aagtttccgt gtttcgtttt
  4185181 gttcagtttt gagagaacta tctctcatat ataaatgtat gttctttgaa aactagataa
  4185241 cagtgtagct catatttttt aatttttagt ttggttaagt tagaaagggc gcacggtgga
  4185301 tgccttgaca ctaggagtcg atgaaggacg ggactaacgc cgatatgctt cggggagctg
  4185361 taagtaagct ttgatccgaa gatttccgaa tggggaaacc caccatacgt aatggtatgg
  4185421 tatccttatc tgaatacata ggataaggaa gacagaccca gggaactgaa acatctaagt
  4185481 acctggagga agagaaagca aatgcgattt cctgagtagc ggcgagcgaa acggaacata
  4185541 gcccaaacca agaggcttgc ctcttggggt tgtaggacat tctatacgga gttacaaagg
  4185601 aacgaggtag acgaagcgac ctggaaaggt ccgtcgtaga ggtaacaacc ccgtagtcga
  4185661 aacttcgttc tctcttgaat gtatcctgag tacggcggaa cacgtgaaat tccgtcggaa
  4185721 tctgggagga ccatctccca aggctaaata ctccctagtg atcgatagtg aaccagtacc
  4185781 gtgaggggaa aggtgaaaag caccccggaa ggggagtgaa agagatcctg aaaccgtgtg
  4185841 cctacaaata gtcagagccc gttaacgggt gatggcgtgc cttttgtaga atgaaccggc
  4185901 gagttacgat cccgtgcgag gttaagctga agaggcggag ccgcagcgaa agcgagtctg
  4185961 aatagggcgt ttagtacgtg gtcgtagacc cgaaaccagg tgatctaccc atgtccaggg
  4186021 tgaagttcag gtaacactga atggaggccc gaacccacgc acgttgaaaa gtgcggggat
  4186081 gaggtgtggg tagcggagaa attccaatcg aacctggaga tagctggttc tccccgaaat
  4186141 agctttaggg ctagccttaa gtgtaagagt cttggaggta gagcactgat tggactaggg
  4186201 gtcctcatcg gattaccgag ttcagtcaaa ctccgaatgc caatgactta tccttaggag
  4186261 tcagactgcg agtgataaga tccgtagtca aaagggaaac agcccagacc gccagctaag
  4186321 gtcccaaagt gtgtattaag tggaaaagga tgtggagttg cttagacaac taggatgttg
  4186381 gcttagaagc agccaccatt taaagagtgc gtaatagctc actagtcgag tgactctgcg
  4186441 ccgaaaatgt accggggcta aatacaccac cgaagctgcg gattgatacc aatggtatca
  4186501 gtggtagggg agcgttctaa ggacagtgaa gtcagaccgg aaggactggt ggagtgctta
  4186561 gaagtgagaa tgccggtatg agtagcgaaa gacgggtgag aatcccgtcc accgaatgcc
  4186621 taaggtttcc tgaggaaggc tcgtccgctc agggttagtc aggacctaag ccgaggccga
  4186681 caggcgtagg ggatggacaa cgggttgata ttcctgtacc acctctttat cgtttgagca
  4186741 atggagggac gcagaaggat agaagaagcg tgcgattggt tgtgcacgtc caagcagtta
  4186801 ggctgataag taggcaaatc cgcttatcgt gaaggctgag ctgtgatggg gaagctcctt
  4186861 atggagcgaa gtctttgatt ccccgctgcc aagaaaagct tctagcgaga taaaaggtgc
  4186921 ctgtaccgca aaccgacaca ggtaggcgag gagagaatcc taaggtgtgc gagagaactc
  4186981 tggttaagga actcggcaaa atgaccccgt aacttcggga gaaggggtgc tttcttaacg
  4187041 gaaagccgca gtgaataggc ccaagcgact gtttagcaaa aacacagctc tctgcgaagc
  4187101 cgtaaggcga agtatagggg gtgacacctg cccggtgctg gaaggttaag gagaggggtt
  4187161 agcgtaagcg aagctctgaa ctgaagcccc agtaaacggc ggccgtaact ataacggtcc
  4187221 taaggtagcg aaattccttg tcgggtaagt tccgacccgc acgaaaggtg taacgatttg
  4187281 ggcactgtct caaccagaga ctcggtgaaa ttatagtacc tgtgaagatg caggttaccc
  4187341 gcgacaggac ggaaagaccc cgtggagctt tactgtagcc tgatattgaa ttttggtaca
  4187401 gtttgtacag gataggcggg agcctttgaa accggagcgc tagcttcggt ggaggcgctg
  4187461 gtgggatacc gccctgactg tattgaaatt ctaacctacg ggtcttatcg acccgggaga
  4187521 cagtgtcagg tgggcagttt gactggggcg gtcgcctcct aaagtgtaac ggaggcgccc
  4187581 aaaggttccc tcagaatggt tggaaatcat tcgtagagtg caaaggcata agggagcttg
  4187641 actgcgagac ctacaagtcg agcagggacg aaagtcgggc ttagtgatcc ggtggttccg
  4187701 catggaaggg ccatcgctca acggataaaa gctaccccgg ggataacagg cttatctccc
  4187761 ccaagagtcc acatcgacgg ggaggtttgg cacctcgatg tcggctcatc gcatcctggg
  4187821 gctgtagtcg gtcccaaggg ttgggctgtt cgcccattaa agcggtacgc gagctgggtt
  4187881 cagaacgtcg tgagacagtt cggtccctat ccgtcgtggg cgtaggaaat ttgagaggag
  4187941 ctgtccttag tacgagagga ccgggatgga cgcaccgctg gtgtaccagt tgttctgcca
  4188001 agggcatagc tgggtagcta tgtgcggaag ggataagtgc tgaaagcatc taagcatgaa
  4188061 gcccccctca agatgagatt tcccatagcg taagctagta agatccctga aagatgatca
  4188121 ggttgatagg ttcgaggtgg aagcatggtg acatgtggag ctgacgaata ctaatagatc
  4188181 gaggacttaa ccatataata tgaagcaaat gttatctagt tttgaaggaa tatgccttca
  4188241 tagtttggtg atgatggcag agaggtcaca cccgttccca taccgaacac ggaagttaag
  4188301 ctctctagcg ccgatggtag ttgggacctt gtccctgtga gagtaggacg tcgccaagca
  4188361 actaaacacg agtcaaatga ctcgtgtttt ttcgtgtttt cttttataat ccatagtaat
  4188421 aaaaaatgta tttaaataat tattattttg attaaatata ggggaatgtg gctaggatag
  4188481 taaataagca aaagagttgc aaattttatt aatacgtata taattaaagt caaagatagt
  4188541 caaagtcaat aaaggtggcg gataaatgag aaatatatct gatatcattg agcaatatct
  4188601 aaagcaagtt attgacttaa gtaataataa tgtgattgaa atcaaaagaa atgagattgc
  4188661 ggatcgattc gagtgcgtac catctcaaat caattatgta atcaataccc gttttacgtt
  4188721 agaaagagga tttgtagtag aaagtaaacg tggtggagga ggttacattc gcattataaa
  4188781 agtcaaactg catgatgata tagacattat tgatcaaatg cttcatatga ttgatcatag
  4188841 cgttgcgcaa gggaatgcag aaagtatgat tatacgttta atagaagagg gaatcataac
  4188901 aaatcgtgaa gttaaactta tgctaagcgt actagatcgt tctgtattat caatggatgt
  4188961 tccttctcga gatgaactta gggctcgaat attatgcgca atgttaagaa cactgaaata
  4189021 taaataaata cagcttttgt aaaaggataa taactaagag ataagatagc taaatattgt
  4189081 agaggttttg aaaaaagaac acgcactttt atgtaaacga ataaaggaaa gtgaacaatc
  4189141 tagtaatgta tgaaaagtac tatgagatag atcgttcctg ttgtaaaggt ggggatagtg
  4189201 atgacttgtc aaaactgtaa tataagacca gcaactttac attatacaaa agtaatcaac
  4189261 gagaagaagg cggaagttca tctttgtgag caatgtgcag aacaaagtgg ctatacgtct
  4189321 ttctttcaat catcgcagtc taacttttca ttccatgatt tatttgctgg gttattgcac
  4189381 ggtgaatcaa caatgtttga agaaggaaaa aatgggtttt cgaatacgag tatattaaga
  4189441 tgcccagatt gtaagatgac atatgaacaa tttacaaagg ttgggcgctt tggatgtgct
  4189501 tcttgttacg atacatttaa ggaacattta aagccattat taaaacgtct tcacggtggg
  4189561 catacagatc attgtggaaa aattccggag cgtatagaag gaaatattca cttaaagaaa
  4189621 gaattagatg aactaaaact cattctgaaa caatacgtac agaaagagga atttgagaaa
  4189681 gctgctgaag taagggataa aattagaaat cttgaaaatc agcttagtga gtatagagag
  4189741 ggggaatagt tctatgtcac tggacaaaat tatgaatgaa gcgattagtc catggatgaa
  4189801 gggggatggc cctgattctg atattgtttt aagtagtcga attcgtttgg ctcgtaattt
  4189861 taaaaaatat caattctcta ctatgcaaaa tgaagaagaa actaaacaga ttcaagaatt
  4189921 atttaaaaag gaatttataa ataaaacggt agaacctttt ggagagtttg aactattaaa
  4189981 aatgaatgaa ttaacgcctc ttcaaaggag agtattagtt gaaaagcatt taattagtcc
  4190041 caaccttgca ggaacggaat atggagcatg tctcttgtca gaaagcgaac atattagtgt
  4190101 tatgctgaat gaagaagatc atattcggat tcagtgctta ttttcaggat tgcagttatc
  4190161 agaggccctt caaagtgcca atcaaataga taattggatt gagaaagagg ttgaatatgc
  4190221 ttttgatgaa tcacttggat atattacgag ttgtcctact aacgttggta caggacttag
  4190281 ggcttccgta atgattcatt taccaggact cgttttaacg aaaagaatta gccgtattat
  4190341 acaggtaatt caaaaattag ggttagtagt aagaggaata tacggtgaag gtagcgaagc
  4190401 gttaggtaat atatttcaag tgtcaaacca aatgacgcta ggaaaatctg aagaagatat
  4190461 tattgcagat ttaaagagtg ttattcaaca aatcatacag caagaaaaaa tggctagaga
  4190521 attaattgta caaaattcaa gtattgaact tgaagataaa gtttatcgct cttatggcat
  4190581 actagccaac agtcgtttaa ttcaatctgc ggaagcagcc aattgcttat cagatttacg
  4190641 acttggcatt gatttaggat atatacaagg tatatcgaga aatattttga ctgagctaat
  4190701 ggttcttaca caaccaggca ttttacaaca atatgcagga ggacctttag gcccagaaga
  4190761 aagagattat cgaagagcaa ccttaatccg tgagcgatta cgtattgaaa aaaactaagc
  4190821 gcaagtagga ggcgatttct atgatgtttg gaagatttac agaaagagca cagaaagtat
  4190881 tagctttatc tcaagaggaa gcaattcgta ttgggcataa caatattgga acagaacata
  4190941 ttttacttgg gcttgtacgc gaaggtgaag gaattgcagc aaaagcgttg attgctcttg
  4191001 gattaagtcc agagaaggtt caaaaagaag tagaagcgtt aatcggacgt ggaacagaag
  4191061 cttctcaaac tgtacattat acaccgcgtg ctaaaaaggt tattgagctg tctatggatg
  4191121 aagctcgtaa attaggtcat tcttacgttg gaacagaaca tattttactt ggtttaatcc
  4191181 gcgaaggtga aggggtagcg gcacgcgttt taaataactt aggtgttagc ctaaataagg
  4191241 caagacaaca agtattgcaa cttcttggaa gtaatgaagc aagttcaggt caccaaggtg
  4191301 gttcttcaac aaatgcaaat acaccaacac ttgatagctt agcgcgtgat ttaacagttg
  4191361 ttgcacgtga aaatcgttta gaccctgtta ttggacgtgg taaagaaatt caacgtgtaa
  4191421 ttgaagtttt aagccgtaga acaaaaaaca atcctgtatt aatcggggag cctggtgtag
  4191481 gtaaaacggc aattgcggaa ggattagcac aacaaatcgt aaataatgaa gttcctgaaa
  4191541 ccttacgaga taagcgtgtt atgacactag atatgggtac agtggtagct ggaacgaaat
  4191601 accgtggtga atttgaagac cgtttgaaga aagtaatgga tgaaattcgc caagcgggaa
  4191661 atatcattct atttattgat gaacttcata cattaatcgg tgcaggtgga gcagaaggtg
  4191721 ctattgacgc atcgaatatt ttaaaaccat ctttagctcg tggggaatta caatgtatcg
  4191781 gggcgacaac gttagatgaa tatcgcaaat atattgaaaa agacgcagct ttagagagac
  4191841 gtttccaacc aattcacgtt gatgagccaa gtttagatga atcaactcaa attttgaaag
  4191901 gtttacgcga tcgttatgag gcacatcacc gcgtatctat tacagatgat gcaattgatg
  4191961 cagctgtaaa gctttcagat cgttatatta cagatcgttt cttaccagat aaagcaattg
  4192021 atttaattga tgaagctgct tcaaaggttc gcttacgctc ttatacaaca ccaccaaatc
  4192081 taaaagagct tgaagtgaag cttgaggaaa ttagaaaaga aaaagatgca gctgtacaaa
  4192141 gtcaagagtt tgaaaaagct gcttccttac gtgatatgga acaacgttta cgcgagaagt
  4192201 tagaagatac gaagcgtcaa tggaaagaac aacaaggaaa agaaaactca gaagtgacag
  4192261 tagaagatat tgcaaatgtt gtttctacat ggactcgtat cccggtttct aaacttgcac
  4192321 aaacagagac tgataaatta ttaaacttag aatccatcct tcacgatcgt gttattggtc
  4192381 aagatgaagc ggtagtagct gtagcgaaag ctgttcgccg tgctagagca ggattgaaag
  4192441 atccgaaacg tccaattggg tcatttattt tcttagggcc aacaggtgta ggtaaaacgg
  4192501 agctagcaag agcgttagca gaatctatgt tcggtgatga agatgcaatg attcgcatcg
  4192561 atatgtctga gtacatggag aagcattcta cttctcgttt agttgggtct cctccagggt
  4192621 atgttggata tgaagaaggt ggacaattaa cagaaaaggt tcgccgtaag ccatattcag
  4192681 ttgtcctatt agacgaagta gagaaagctc atcctgatgt gtttaacatt ttactacaag
  4192741 tattagaaga tggtcgctta acagattcga aagggcgtac ggttgatttc cgcaatacaa
  4192801 ttgttattat gacatctaac gttggtgcag aggcgttaaa acgtaataag catcttggat
  4192861 ttaacgtaca agatgagagc cgcgattatt cggatatgaa aggtaaagta atggatgagc
  4192921 tgaaaaaagc cttccgtcca gaattcttaa accgtattga tgaaattatc gtgttccata
  4192981 tgcttgagaa aaaacatatt caagagattg taacacttat ggtaaatcag ttagtaaatc
  4193041 gcttaaaaga gcaagaaatt gaattgcatt taacagaagg agcaatttcg gctattgctg
  4193101 ataaagggtt tgaccgagag tacggtgctc gcccgcttcg tagagcgatt cagaaacatg
  4193161 tagaagatag actatccgaa gaactgttaa aaggtgctat tgagaaaggg cagaaagtta
  4193221 tctttgatgt tgaaggagaa tcatttgtca ttcatagtgc cgaaaaggta aaataagtat
  4193281 agacaaacta agagggctac gagatagccc tctttcttgt acgagaagga taaactgtct
  4193341 atagatgaaa gtgaagtgaa atataaaacg atatggctaa aaagaaaaca aaattcacat
  4193401 gtcaagagtg tggttatcag tcaccaaaat atatggggaa atgtcctgga tgtggtcaat
  4193461 ggaatacgct tgttgaagag atggaaccgg ttgtatcatc aagacgcctt aattatgcca
  4193521 atgcaattca aacagaagta acaaaaccaa ggcgcctaac agaagtggaa acaaagtctg
  4193581 aggcgcgtat tgaaacaaaa ttccaagaat ttaaccgtgt acttggtggt gggattgtag
  4193641 atggatcctt agtacttatt ggtggagacc ccgggattgg aaaatcaacg ttactattac
  4193701 aaatatcatc gcaattagcg gattcttcat atgatgtact atatatatcg ggtgaggaat
  4193761 cagcaaaaca gattaaactg cgtgccgatc gtctacatgt aaatggtagt aatctatttg
  4193821 ttgtatcaga gacggattta cagcgaattg caacacacat tgaagagatg aacccagcct
  4193881 ttgttgttat tgactctatt caaacaatac atttacctga ggtaacatca gcgccgggga
  4193941 gtgtggcaca agttcgtgaa tgtacagcgg aattaatgaa acttgcaaaa acgaaaggaa
  4194001 tccctatttt tatcgttgga catgtgacaa aagagggagc aattgcagga cctcgtatgt
  4194061 tagaacatat ggtcgatgca gttctttatt ttgaaggaga ccgtcatcat acataccgta
  4194121 ttttgcgagc agtaaagaat cgctttggtt ctacgaatga aatgggtatt tttgaaatga
  4194181 aagaacttgg tcttgcagaa gtattaaacc cttctgagat tttccttgag gaaagaccag
  4194241 tgggggttgc gggatcaaca gtggttgctt caatggaagg aacaagacca gttttagtag
  4194301 aaatacaagc attaatctct cctactagtt ttggaaaccc tcgaagaatg gcaacgggaa
  4194361 ttgatcataa ccgtgtatcg cttattatgg cggtgttaga aaaaagaaca ggcttattat
  4194421 tgcaaaatca ggacgcatat ttaaaagtag caggtggttt gaagttagat gaaccagcta
  4194481 ttgatttagc tgtcgcttta agtatagctt caagtttcag agataaatct acagcaccaa
  4194541 ccgatgcagt aataggagaa gtaggattaa ctggagaaat aagaagagta tcaagaattg
  4194601 aacaacgtgt acaagaagca gctaaattag gatttcaacg tgctattatt cctagaaaaa
  4194661 atttgggagg atggacaatt ccggatggga ttgaggtagt cggtgtatct aatttaggag
  4194721 aagcgcttcg tttgacatta ggaggctagg ctatggaaga aaacaagcaa cgtgtcaaaa
  4194781 gtatgattaa tattttacaa cttgtggccc cgggaacacc actgcgcgaa gggatagata
  4194841 atgtacttcg tgcacaaaca ggaggattaa ttgttcttgg atataatgag cagattaaaa
  4194901 gtattgttga tggaggtttt catattaatt gtgcattctc cccggctagt ttatacgaat
  4194961 tagcaaaaat ggatggggca cttattttaa atgaaactgg aagtaaaatt ttgattgcga
  4195021 atgcacagtt agttccagag tcatctatcg actctatcga gacaggtatg cgccaccgaa
  4195081 cggcggagcg tgtagcaaag cagacaggca gccttgttgt ggctatttca caaaggcgta
  4195141 acgtaattac gctatatcaa ggtaatttac gttatacact aaaagatata ggtgttattt
  4195201 taacaaaggc aaaccaagct atccaaacgt tagaaaaata taaggctgta tggaacgatg
  4195261 ggattacgaa tttgggcatt ctagaatttg aagaggttgt tacaatgtcc gaggtcgttc
  4195321 atgttttaca tagtgttgaa atggtattac gtattaaaaa tgaaatattg agctatattc
  4195381 atgaattggg aacagaaggt aggttaattc gtttacaact tacggaacta ctagccgatt
  4195441 tagaagcaga agcggcgcta ttaattaaag attactatca agaaaaaaca caagatcatc
  4195501 atcaaatttt gaaaaagtta caagaacttg cgaatacaca acttctagag gatagtgatt
  4195561 tagttaaatt gcttggatac ccgggacaaa cgagtttaga agaaagtgtg acgccgagag
  4195621 gataccgaat cacaagcaaa atttcgcgtg ttccaccact tatcattgaa aatttaatta
  4195681 atcgatttaa aactttgcaa ggcgtttgtc gtgcaacgat taatgaatta gatgatgtgg
  4195741 aaggaattgg ggaagtcagg gcgaagaaaa tacgagaagg cctaaaaaga attcaagagc
  4195801 atctctatat gagtagacac aattaagaat attacattga ttccataata taacgacact
  4195861 agaacatttt tggtatatga tatgatatat tggtaaataa aactatttat aaaaaaacac
  4195921 gtccgctttt gcattcggcg ttttgattag cgaaacaatg gttaataatg agtaggaggt
  4195981 ggttggatgt taaaacggat tgtacagctc ttctttttag taatcggagg agcgttaggg
  4196041 atttacttaa tcccaaaagt tattaacgta ttagacatcg gtgccgttcc tttgttggaa
  4196101 ggatcgtatg ttcgtgcaat tattggtgca attattttat ttttaacaac attttggctt
  4196161 gtagattata ttgttcaact tattaagcat attgaagagg ctcttgtaaa agcgcctgta
  4196221 gcagatgttt tatttggtac attaggttta atctctgggc ttattgttgc gtatttaatt
  4196281 ttaataccaa ttcgtgaatt tacaattcca gttattagta cagtgttgca agtgttcttt
  4196341 actcttttac taggatattt aggattccaa gtagggttta aaaagaggaa tgaattgcta
  4196401 gggttattta cattaccaca acgtgggaag aagaaaaata ataatagcga gaatgaagaa
  4196461 ccagaaaatg aggtagaaga atctttagca cattggaaaa ttctcgatac aagtgtaatt
  4196521 atcgatggac gtattgctga tatttgccaa acaaagtttt tagaaggaac aattgtcatt
  4196581 ccacaattcg tgttagaaga acttcagcac attgccgatt cttctgatgc tttaaaacgt
  4196641 aatcgtggtc gtagaggatt agacatttta aatcgtattc aaaaagagat gccgattccg
  4196701 gtagaaattt atgaaggtga ttttgatgat attcaggaag tggatagcaa acttgtaaag
  4196761 ttggcgaaaa tcactggtgg aacggtagta acgaatgatt tcaacttaaa caaagtctct
  4196821 gaattacaag gggtaacagt gttaaacatt aacgatttag ctaatgcaat taaacctgtt
  4196881 gtgctcccag gtgaagaatt aagtgtttat gttgtaaagg atggaaaaga acaaaatcaa
  4196941 ggtgtggcat atttagatga cggcacgatg attgtagtag aagatggtag agaatatgta
  4197001 ggctcacaac ttgatgtact cgttacgagt gtgttacaaa catcggcggg gcgcatgatt
  4197061 tttgccaaac gtaaattatt agaaaaagca ttgtaagtag aggattatta atatgtatac
  4197121 attaattatt ccagcagctg gtcagggaaa gcggatgggt gctggcaaaa ataagttgtt
  4197181 cttacttatt aatgaagtac cgattattgt gcatacgtta cgtgcttttg aaaaggataa
  4197241 agcatgtaaa aatattatta tggcaattaa cgaagaagag cgtccatatt ttgaagagtt
  4197301 aatgcagaag tatccggttg aaaagccagt acaatttatt caaggtggag ctgaaagaca
  4197361 agatagtgta tataatgcga ttcagcatac gactgatgtt gagtatgttc ttgtacatga
  4197421 cggtgcgcgc ccgttcgtaa cgaataaagt aatccaagat gtattaactg cagcagaaaa
  4197481 atatggagct tccatttgtg cggtgccagt gaaagatact gttaagaaag tagagcaggg
  4197541 tgttgttgtc gaaacggtag aaagatcgca acttaaagct gtacaaacac cgcaagggtt
  4197601 ctctgtttcg cttttgttag aagctcatag aagtgcgaag cagagttgtt tccttggtac
  4197661 agatgatgca agtctcgtag aacgtatcgg gaagcaagta ggtgtagtag aggggagtta
  4197721 ctataatatt aaagtgacga ccccagagga tttactaatt gctgaaagtt ttcttcacgt
  4197781 tcaaaagaaa tgatagcaat gattatagcg aagaaaagct cggcaacggc cgggcttttc
  4197841 tttataagga tagcgatata atatagaatc ataaagctca gtagtttagc tcgaggagga
  4197901 tgtaaaaatg tttcgaattg gacaaggttt tgatgtgcat gaattcgcgg aaggtagacc
  4197961 gttaattatt ggtggaatta caattccaca tgagaaagga ttaatcggtc actctgatgc
  4198021 agacgtatta ttacatacaa tcgcggatgc gtgtttaggt gcaattgcag caggagatat
  4198081 cgggaaacat ttccctgata cagaccccgc ctttaaagat gctgattcag ctgtattgtt
  4198141 gcaaaaggtt tgggagtttg tgcgtgaaca aggttatgaa ttagggaatt tagattgtac
  4198201 aattattgct caaaagccaa aaatggcacc acatattgaa agtatgcgca aacgcattag
  4198261 tgagctatta gaaacgtcta tcgataatat caatgtaaag gcaacaacaa cagaaaaatt
  4198321 agggtttaca ggtagagaag aaggaattgc ttctcaagca gttgttttat tacagaaaaa
  4198381 ataatggttt ttaattcgta agatggataa tcacattttt ttggtgtaca attatagaat
  4198441 gtgttgacat taagaatgga aggtgtacca attatggaaa agcaagtgag agtgcgctat
  4198501 gcgccaagtc caacaggaca cttacatatc ggaaatgcgc gtacggcatt atttaattat
  4198561 ttatttgctc gtcatcaaga tggtaagttt attattcgta ttgaagatac tgatgtaaaa
  4198621 cgtaatgttg ctggtggaga agaaagccaa ttaaaatact tgaaatggct cggtatggac
  4198681 tgggatgaag gtgttgatgt tggtggtgaa tttggaccat atcgtcaaac agagcgttta
  4198741 gatatttata aaaagttata tgaagattta ttagagcgtg gtttagctta caaatgttat
  4198801 atgacagaag aagagctaga ggcagaacgc gaagggcaaa ttgctcgtgg tgaaacacct
  4198861 cgttacgcag gcaaccaccg tgatttaact gaagcgcaag tgaaagaatt tgaagctgag
  4198921 ggacgtattc caagtattcg tttccgcgta ccagctgacc gtgattacac atttaaagat
  4198981 attgtaaaag atgaagttgc attccattca aatgatttcg gtgattttgt tatcgtgaaa
  4199041 aaagatggga ttccaactta taactttgca gtagcagtag atgatcactt aatggaaatt
  4199101 acacacgtac ttcgtggtga tgaccatatt tcaaacacgc caaaacaaat gatgatttat
  4199161 gaagctttcg gttgggatat tccgcaattc ggtcatatga ctttaattgt aaatgaaagc
  4199221 cgtaaaaaat taagtaagcg tgatgaatct attattcaat ttattgagca atataaagag
  4199281 cttggatatc ttccagaagc aatctttaac tttattgcac tactaggttg gtcgccagta
  4199341 ggagaagaag aaatcttctc tcaagaagag tttatcaaaa tgtttgatgc agctcgttta
  4199401 tcaaaatcac ctgcattatt tgattctcaa aaactaaaat ggatgaacaa ccaatatatg
  4199461 aaaaagcaag atttagatac ggtggtagaa ttaagcttac cgcatttagt gaaggctgga
  4199521 cgtataggtg aaactttaag tgaacaagaa caagcttgga ttcgtgatgt aattgcgtta
  4199581 tatcatgaac aaatgagctt tggagctgaa attgtagagc tttctgaaat gttcttcaaa
  4199641 gatcacgttg attatgaaga agaaggacaa gaagtattaa aaggtgaaca agtaccagaa
  4199701 gtacttcgtg catttgctgg tcaagtagaa gcactagaag ctatggaacc ggcagcaatt
  4199761 aaggcggcta ttaaagcggt tcaaaaggaa acaggtcata aaggtaaaaa cttatttatg
  4199821 ccaatccgtg ttgcaactac tggtcaaaca catggcccag agcttcctaa tgctattgca
  4199881 cttcttggaa aagaaaaagt tttaaatcgt cttcaaaaag taatcggtta acattttcta
  4199941 ggtttagaaa tataataagt atacttaaaa cctaataagg aaaagcgacg agaaggagaa
  4200001 gtagaaaatc aggcttttta cagagagaac cacctttagg ctggaagtgg tttataagcg
  4200061 gatttttgaa atgccccttc gagtcttctg ctgaacagca aattgctttg caaaacgtct
  4200121 tagggcgtaa aaagtaagca gaagcggtgt acaccgttat cagagatgag tttgaggctt
  4200181 ttttagccta aacagagtgg aaccgcgctt ataaggcgtc tctgtcaata tgacagaggc
  4200241 gtcttttttt ataccgtaaa attggtatga gtataagtct tatccacgtg tataaagatt
  4200301 tagggggata agtagggagt tagttcactc gaaaaaggag cccataaagg ggagggaacg
  4200361 tcgatgttta agaggcttcg ggaagatatt gaagtcgttt ttgaacagga tccagcggca
  4200421 agaagttatt tcgaagtcat tttgacttac tctggattac atgcagtttg ggcccatcga
  4200481 attgcacatg ctttttataa aaagaatttc ttctttattg cacgttggat ctcacaagtt
  4200541 agtcgtttct ttactggcat tgagattcat ccaggagcaa caattggtcg tcgttttttc
  4200601 attgaccatg gaatgggggt tgtaattgga gaaacgtgcg aaattggtga taatgtaacg
  4200661 atctaccaag gagttacatt aggtggtaca ggtaaagaaa agggaaagag gcaccctaca
  4200721 attcaagata atgtattaat tgcaacgggt gctaaagtac taggttctat tacagttgga
  4200781 gagaactcta aaattggagc aggttctgtc gtattaaaag aagtccctgc acattctaca
  4200841 gttgtaggta tacctggccg agtcgttatt caaaatggag taaagatcgg tcaagaatta
  4200901 aatcattccg accttccaga cccaattttt gataaattaa aggtcatgga agtagaactt
  4200961 gataaattga aaaaacaact tgaagtaaag gtagaaagga aggataaaaa tgactattca
  4201021 catttataat acgttaacac gtcaaaagga agagtttact ccattagaag aaaataaggt
  4201081 aaagatgtat gtatgcggac ctacagttta taactatatt cacattggga atgcaagacc
  4201141 acctatggta tttgatacgg tgcgtcgtta tttagaatat aaagggtacg atgtgcagta
  4201201 tgtatctaac tttactgacg tagatgataa attaattaaa gcagcaaatg aattaggtga
  4201261 agatgtgccg acaattgcgg accgttttgt agaagcgtat tttgaagatg taacggcact
  4201321 aggttgcaaa catgcaacag ttcacccgcg tgtaacggaa aatatggata tcattattga
  4201381 atttattcaa gaacttgtga ataaaggata tgcatatgaa tccgaagggg atgtgtactt
  4201441 tagaacgaag gaattcgaag ggtacggtaa attatcacat caaccaattg cggacttacg
  4201501 tcacggcgcg cgtattgaag taggagaaaa gaaacaagac cctcttgatt ttgctttatg
  4201561 gaaagctgcg aaagaaggag aaatcttctg ggaaagccct tggggtcaag gtcgcccagg
  4201621 ctggcatatc gagtgctcgg caatggcgcg taaatactta ggggatacaa ttgatattca
  4201681 tgctggtggt caagacttgg catttcctca tcatgagaat gaaatcgcgc agtctgaggc
  4201741 gttaacagga aaaacatttg cacgttattg gatgcacaat ggatatatta atattaataa
  4201801 tgagaaaatg tctaagtcac ttgggaactt cattttagtt cacgatatta ttaagcaata
  4201861 tgatccgcag ttaattagat tctttatgct atcagtacat tatcgtcacc caattaattt
  4201921 cagtgaagag ttattacaaa gcacaaataa cggactggaa agaattaaaa cggcttacgg
  4201981 taatttaaaa caccgtatgg aaagtagtac ggatttaaca gatcataatg agaaatggtt
  4202041 agctgaccta gaaaaattcc aaactgcatt tgaagaagcg atgaatgatg acttcaatac
  4202101 tgctaatgca atcactgagt tatataatgt tgcaaatcat gcgaatcaat atttactgga
  4202161 agaacatacg tcaacagtgg taattgaagc atatgtaaaa cagcttgaaa cattatttga
  4202221 tattttagga ttagaattag cgcaagaaga gttgcttgat gaagaaattg aggcacttat
  4202281 tcaaaaacgc attgaagctc gtaaaaatcg tgattttgca ttatcggatc aaattcgcga
  4202341 tgatttaaaa gaccgcaaca ttattttaga agataccgct caaggtacaa gatggaaaag
  4202401 aggataagaa tgattgatgc aaagcaatta aacagcttag cgttagcata tatgggtgat
  4202461 gcggtatatg aacaatatat ccgctatcac ctacttcaaa aaggaaaagt tcgtcctaat
  4202521 cagttgcatc gattagggac aagctttgtt tcggcaaaag cacaggcgaa agttgtttat
  4202581 catttattag agacagcatt tttaactgag gaagaagaag cggtactgag aagagggcgt
  4202641 aatgcaaatt caggtactgt tccgaaaaat acggatgtac aaacataccg acatagtaca
  4202701 gcctttgaag cgctgattgg ctatcatcac ttattaaata atcgtgaaag attagacgaa
  4202761 attgtatata aggcaattgc tgttttagaa gaaaaggaag ggggcacatc atcatgagta
  4202821 gtgaatatat tattggacgt aaccctgtaa ttgaagcgtt acgatcaggg agagatatta
  4202881 ataaaatttg gatcgcagaa ggtgctgcca aaggacaagt acaaattgta ctagcgctag
  4202941 cgaaagaaaa taagattatt ttacaacatg caccaaaaaa gaaattagat caattagttg
  4203001 aggggaacca tcaaggtgta attgctcaag tggccgcata tcaatatgct gagctagaag
  4203061 atctattcaa agtagcagag aagcgcaatg aagatccgtt cttcttaatt ttagatgaaa
  4203121 ttgaagaccc gcataaccta ggttctatta tgcgtactgc ggatgcaaca ggagctcatg
  4203181 gaattattat tccgaaaaga agagctgtgg gacttacagc ttcagttgcg aaagcatcta
  4203241 ccggggcaat tgaatatatt cctgttgcac gtgtaacgaa tttatctcgt acaatcgatg
  4203301 aattaaaaga acgtggactt tggattgctg gtacagatgc aaaagggaaa acggattacc
  4203361 gtaatttaga tggtaaaatg ccaattggat tagtaattgg aagtgaagga aaaggtatga
  4203421 gccgtattat tggtgaaaaa tgtgatttct taattacttt accgatggtt ggtaaagtta
  4203481 catccttaaa tgcttcagtg gccgcaagtt tgttaatgta tgaggtatat cgtaaacgta
  4203541 acgaaattgg taaataaaaa atgaacgata ttttaatcgt tgacggttac aacattattg
  4203601 gagcttgggg agacttgaaa aaactacggg atgtagattt gcaatcatca agagatgcac
  4203661 tgattgataa gatggcggat taccaaggtt acacaggtac aaaggtaatg atagtttttg
  4203721 atgcttatac agtccacggt attgaaaaaa agatgaaaca atcgcgtgtg gaagttatat
  4203781 tcacgaggaa gaatcaaact gcagatgaaa agatagagca acttgcaatt gagcttagaa
  4203841 atataaatac gcaaatatat gttgcgactt ctgattatac ggaacaatgg gttatatttg
  4203901 ctcaaggtgc gctccggaaa tctgcacggg aattagagct ggaagtacaa gcgatggagc
  4203961 aacaagtaag aaggcgtaca caagacacaa aagaaaagca acctgctatg cgaaagatat
  4204021 ttagtaaaga tattacagaa aagttagaaa aattaagaag aggagagcgt tgaagcattg
  4204081 acgctctttg tctttttact gtataatatt tctaaataaa tagcggtcgg agggatcaag
  4204141 gtggaagcag gcttcgtaag tgtaggcgac gttacatttc gtgatttaga agatgaggca
  4204201 atcgttgagt tagttcgaaa aggtaatact gacgctctag aatatttgat tcacaaatat
  4204261 aagaactttg ttcgcgcgaa atcgagatct tatttcttag tgggtgccga tcgagaagat
  4204321 attgttcaag aaggtatgat tggattgttt aaagcgattc gtgattataa agaggacaag
  4204381 ctgtcttcat tcaaagcatt tgctgaactg tgtatcactc gacaaattat taccgctatt
  4204441 aaaacagcaa ccaggcaaaa gcatattccg ttaaattcgt atgtgtcttt agataaaccg
  4204501 atttatgacg aggaatctga tcggacatta ttagatgtta tttcggaagc gaaggtaact
  4204561 gatcctgaag aaatgattat aagtcaggaa gaatataccg acatagaatc taaaatatct
  4204621 gaattattaa gcgatttaga aaggaaagtg ctttctttat atctagacgg tcgttcttat
  4204681 caagagattt cggaacagtt aaatagacat gtaaaatcta ttgataacgc tttacagaga
  4204741 gtgaagcgga aattggaacg atatatggaa atgagagaga gtaccacttc aaattaataa
  4204801 caagagctac aggtgtaaaa aatcacctgt tttctttttg tagagagtac aaaaggcatg
  4204861 tcattgacat tgtcttttat tgtatgatac atttttaggg acataatgtt acaaggttgg
  4204921 tgtaactaat gaggaaaaaa gttgtactct catgtgaaga gtgtaaaaat cgaaactact
  4204981 ctacgatgaa agatacgagc tcagtagagc gacttgaaat aaagaaattt tgtaaaacat
  4205041 gcaatcagca tacagttcac aaggaaacaa aataaataat tgaaataata cactggaggt
  4205101 cccgtagatg cgtttaacga actttttcgg cgatgtaggt cgcgaaatga aaaaagtaag
  4205161 ttggcctaaa aaagatgaat tactccgttc aacagcgact gttatcgcta cagttgtctt
  4205221 ctttgcgatt ttcttcgcag tagttgatat gggcatttct tctttaattc ggttaattct
  4205281 tggttaattc ttgaataaga agcacttatc catgatataa tgttatttat aagaactgtg
  4205341 taaaagcccg gtgaacgggt tttttcattt gcgcaaaaaa atgtacgtca gggagggaag
  4205401 gacgctcgtc ctaaatgaat ggaaaaaagt tggtatgttg tccatactta ttctggatat
  4205461 gaaaataaag taaaagcaaa cctagagaaa cgtgtagaat caatgggtat gcaagataaa
  4205521 attttccgtg ttgttgtccc agaagaagta gaagtagaaa tgaaaaacgg taaagaaaaa
  4205581 ttaatgaaaa gaaaagtgtt cccaggttat gtattagtag aattaatcat gactgatgac
  4205641 tcttggtatg ttgtacgtaa cacgccgggt gtaactgggt tcgttggctc ttctggttct
  4205701 ggatctaaac catcacctct attagaagag gaagttgtta ccattatgaa acatatggga
  4205761 atggacaacg aagtggttga tttcgacttt gaacttcatg agacagtacg tgtaaatgag
  4205821 ggaccattcg cagattatac aggtgctatc gaagaaattg atgtggagaa gaagaaggtt
  4205881 agcgtacttg tggacatgtt tggtcgcgag actccagttg aacttgactt ccatcaaatt
  4205941 gaaaaattat aaaatgaaac ttgaaatgaa ttgtaaaaag tgataatatc ttttaagtca
  4206001 gtacgtcttc gttatcggag acgttttttg aaagatttta tccttacaga taaaatatga
  4206061 cgtgggaggg caaatcactg tccaattgac cacatcacgg acttaaggag gtgtgtctcg
  4206121 tggctaaaaa ggtaattaaa atggtaaaac ttcaaattcc tgcaggtaaa gctaacccag
  4206181 ctccaccagt tggtccagca ttaggacaag caggtgttaa catcatgggc ttctgtaaag
  4206241 agtttaacgc tcgtacagca gatcaagctg gtcttatcat ccctgttgaa attacggtat
  4206301 ttgaggaccg ttcattcact ttcattacta aaactcctcc tgctgctgtt cttcttaaga
  4206361 aagtagctgg tattgagtct ggttctggtg aaccaaaccg taataaagtg gcaactgtta
  4206421 agcgtgataa agtacgcgaa atcgctgaaa ctaaaatgcc tgacctaaac gctgctagcg
  4206481 tagaagctgc aatgcgtatg gttgaaggta ctgcacgcag tatgggcatc gttatcgaag
  4206541 actaattcga tttgtttttt aaaaaaggtt gcgggtctgg aattccaatt cgcaaccttt
  4206601 attatcgtaa atgattatcg tttttaaata aatggatggc gcgcatcctc aggttatacc
  4206661 tgaaaataag cgtaaacgtg ggaggttatt ccgctaaaac cacattcgag gaggaaataa
  4206721 aaatggctaa aagaggtaaa aagtacgtag aagctgcaaa gcttgttgat cgtgcagctg
  4206781 cttactctgc aacagaagca gtagaattag taaagaaaac aaacacagct aaatttgatg
  4206841 caactgtaga agctgcattc cgtttaggtg ttgaccctaa gaaagctgac caacaaatcc
  4206901 gtggtgcagt tgttcttcca cacggtactg gtaaagtaca acgtgtatta gtattcgcta
  4206961 aaggtgaaaa agctaaagaa gctgaagctg ctggagctga cttcgtaggc gatgctgatt
  4207021 acatcggtaa aatccaacaa ggttggttcg atttcgatgt agtagtagca actcctgaca
  4207081 tgatgggtga agttggtaaa cttggtcgcg tattaggacc taaaggttta atgccaaacc
  4207141 ctaaaactgg aacagttact ttcgatgtaa ctaaagctgt taacgaaatc aaagctggta
  4207201 aagttgaata ccgcgttgat aaagctggta acatccacgt tccaatcggt aaagtatctt
  4207261 tcgaagatgc taaattagta gaaaacttca gaacaattgc tgacacttta caaaaagtta
  4207321 agccagctgc tgcaaaaggt acttacatga agaacgtaac agttgcttct acaatgggac
  4207381 ctggcgtacg tgtagacgtt tctacattag cgtaaatttt ggaagttgac ttcataaaga
  4207441 agtttttata taatcattta tgttgtgaat ttaaatagtg taccgtagac agtaggtgtc
  4207501 aatagactta atttcctacc taggtgttaa tatacgaagc ggaatttttt tctgtgacta
  4207561 tatgcctcca tgtctacaag ttgggcatgg aggtttttag tgcactttcg gtacatcttc
  4207621 tatataatct acaggaggtg taataacatg agcaaagtaa tcgaaactaa acaacaagtt
  4207681 gtaactgaaa tcgcggacaa acttcgcgct agtaaatcta caatcgttgt tgactaccgt
  4207741 ggtttaacag tttctgaagc aacagaatta cgtaagcaat tacgtgaagc tggcgttgag
  4207801 ttcaaagttt acaaaaactc tctaactcgt cgtgctgcag aatctgctga aatggctgag
  4207861 ttaaatgaat tcttaacagg accaaacgca atcgcgttca gtaacgagga tgtagttgct
  4207921 cctgcgaaag tattaaacga cttcgctaaa gatcatgaag ctttagaaat taaagcgggc
  4207981 gtaatcgaag gtaaacttgt aacacttgat gaggttaaag ctatcgctac tcttccatca
  4208041 cgtgaaggct tactttctat gcttcttagc gttcttcaag ctccaatccg taaccttgca
  4208101 cttgctacta aagcagttgc agaccaaaag gaagagcaag gcgcttaatt ttttaaaaga
  4208161 taattacgta ttatcgataa aacaatacaa acctatttaa gggaggatat ttacaatgac
  4208221 taaagaacaa atcattgaag cagttaaatc tatgactgta ttagaactta acgacttagt
  4208281 aaaagctatc gaggaagaat tcggcgtaac tgctgctgct cctgtagctg ttgctggtgg
  4208341 cgctggagaa gctgctgctg agaaaactga atttgatgtg gaactaacta gcgctggtgc
  4208401 acaaaaaatc aaagttatca aagttgttcg tgaaatcact ggtcttggct taaaagaagc
  4208461 taaagaatta gttgacaaca ctccaaaagt aatcaaagaa gctgctgcta aagaagaagc
  4208521 tgaagaaatc aaagctaaac ttgaagaagt tggcgctgct gtagaagtta agtaattaac
  4208581 ttttgatgct ttaaaaaaag ctcgctctca tgcgagcttt ttttaactgt aaagaaaaga
  4208641 ggtggccata tggcagacca ttatttttct aacgaccctt ctagtaaaag tgatcgtaag
  4208701 cgatgggaat ttacgcttcg tggatctcga tttactttct tatctgaccg tggggtgttc
  4208761 tcgaaaaacg aagtggactt tggttctcgt cttttaattg aagcgtttca agtgccagat
  4208821 attaaaggtg atatattaga cgtaggttgt ggatatggac cgattggttt atcgttggcg
  4208881 aaagagtttc aagaccgtaa agttcacatg gtggatgtga atgaaagggc gcttgagctt
  4208941 gcgaaagaaa atgccgctaa caatagaatt ggaaatgtgc acatttttca aagtagcgtc
  4209001 tacgaaaacg tagatggtat gtatgctgct attctatcta atcctccaat tcgtgcaggt
  4209061 aaagatatcg tgcatgagat tttagaaaaa gctgtagagc atttagttcc aggtggagag
  4209121 ttgtggattg ttattcaaaa gaaacaaggt gcaccatctg cactgaagaa actagaagaa
  4209181 gtgttttctg aagtcgaagt tgtagaaaag aaaaaaggat attatatcat aaaatcaaaa
  4209241 aaacgttgac ggttattttt ggctatgtta acattataca atgccaatat atgattttct
  4209301 gcgttgagaa agatgtatat ttttgtttcc cttggaaaag atagtaaaat cagcagatta
  4209361 tgaaacagaa tgatggtttt cttatagaag ccatttttct tttttgagca ggtagaaaga
  4209421 ctcaacgtat ttatctttaa gagaaaaaag actacgctaa atagcagtag ttgtatttat
  4209481 ttgtgatttt gcacaaattt tttgtgcatt tataatactc atgatttgag gggtgaagca
  4209541 gttgacaggt caactagttc aatacggacg ccaccgccaa cgaagaagtt atgcccgtat
  4209601 tagtgaagta ttagagttac caaatcttat cgaaattcaa acctcttctt atcagtggtt
  4209661 tcttgatgag ggtttgcgag aaatgttcca agacatttct ccgattgaag actttacggg
  4209721 aaatctatcg cttgaattta tcgactacag cttaggtgaa cctaaatact ctgtagacga
  4209781 atgcaaagag cgtgatgtga cgtatgcagc accacttcgt gtaaaagtgc gtctaatcaa
  4209841 caaggaaact ggtgaagtaa aagaacaaga tgtgttcatg ggagatttcc cactcatgac
  4209901 agagactgga acattcgtaa ttaacggtgc agaacgtgtt atcgtttccc agttagttcg
  4209961 ctctccaagc gtatactata gtggcaaagt ggataaaaac ggaaaacgtg gttttactgc
  4210021 tactgtaatt ccaaaccgcg gagcttggtt agagtatgag acagatgcta aggatgttgt
  4210081 atatgtgcgt attgaccgta cgcgtaaact tcctgtaact gttttgttac gcgcattagg
  4210141 gtttggctct gatcaagaaa tcaccgagct tttaggtgat aacgaatact taagcaacac
  4210201 attagaaaaa gacaacacag atagcacaga aaaagcattg cttgaaattt atgagcgtct
  4210261 acgtcctggt gaaccaccaa cagtagaaaa tgccaagagc ttacttgtgt ctcgtttctt
  4210321 cgatccaaag cgctatgatt tagcaaatgt aggtcgctac aagatcaaca agaagttaca
  4210381 cattaaaaac agattgttta accaacgttt agctgaaaca ttagtagatc cagaaactgg
  4210441 tgaaatttta gcggcagaag gaacaatctt agatcgtcgt acacttgatc gcattttacc
  4210501 ttacttagag aaaaacattg gattcaaaac agcgaaacca atgggtggag tggtagaagg
  4210561 tgatgttgag ctgcaatcta ttaagattta tgctcctgag tcagaaggcg agcgcgtaat
  4210621 taatgtaatt ggtaatgcaa acattactcg tgatgtaaaa cacatcacac caggtgatat
  4210681 ccttgcttct atcagttact tcttcaactt actatacaaa gtaggggata cagatgatat
  4210741 cgaccactta ggaaaccgtc gtctgcgttc tgttggagaa ctattacaaa atcaattccg
  4210801 tatcggtctt tctcgtatgg aacgtgttgt tcgtgagaga atgtcgatcc aagatacaaa
  4210861 tgcaattaca ccacaggcat taattaatat tcgtcctgtt attgcagcta ttaaagagtt
  4210921 cttcggaagt tctcagttat ctcagttcat ggaccaaaca aatccattag cagagttaac
  4210981 tcacaaacga agattatctg cattaggacc tggtggttta acgcgtgagc gcgcaggctt
  4211041 tgaagtacgt gacgttcact actctcacta tggtcgtatg tgtccgattg aaacaccaga
  4211101 gggaccaaac atcggtttga ttaactcatt atcttcgttc gcgaaagtaa atgagtttgg
  4211161 tttcattgaa acaccatacc gtcgtgttga cccagaaact ggtcttgtaa cagggcatgt
  4211221 tgattattta acagcagatg aagaagataa ttatgttgta gcccaagcga atatgaaatt
  4211281 atctgaagaa ggagaattcc ttgatgaaga tatcgtagct cgtttccgtg gtgaaaacat
  4211341 tgtcacaaat aaagaacgca tcgactacat ggatgtatca ccaaaacaag tagtgtcggc
  4211401 agcgacagct tgtattccgt tcttagaaaa cgatgactct aaccgcgcac ttatgggagc
  4211461 gaacatgcaa cgtcaggcgg ttccgttaat gaatccggaa tcaccgattg taggtacagg
  4211521 tatggagtac gtatcagcaa aagactcagg tgctgcagta atctgtaaac accctggtat
  4211581 tgttgagcgc gtagaagcac gtgaagtttg ggtacgtcgc tatgtagaag ttgacggtca
  4211641 aacagtaaaa ggcgacttag atcgctacaa aatgcaaaaa ttcattcgtt ctaaccaagg
  4211701 aacttgctac aaccaacgtc caatcgtaag tgttggaaat gaagttgtaa aaggtgaaat
  4211761 ccttgcggat ggtccttcta tggaattagg tgaactagca cttggacgta acgtgcttgt
  4211821 tggcttcatg acttgggacg gttataacta cgaggatgcg atcattatga gtgagcgcct
  4211881 tgtaaaagat gatgtgtaca cttctattca tattgaagaa tatgagtcag aagctcgtga
  4211941 tacgaagctt ggaccagaag aaattacacg tgacattcca aacgttgggg aagatgcatt
  4212001 acgcaacctt gacgagcgcg gtatcattcg cgttggtgcg gaagtaaaag atggagattt
  4212061 acttgttggt aaagtaacgc ctaaaggtgt aacagaatta acagctgaag aacgtctatt
  4212121 acatgctatc tttggagaaa aagcgcgtga agtacgtgat acatcactac gtgtaccaca
  4212181 cggtggtggc ggtattatct tagacgtaaa agtattcaac cgtgaagatg gcgatgaatt
  4212241 gccaccaggc gtgaatcaac ttgtacgtgc atatatcgtt caaaaacgta aaatttctga
  4212301 aggtgacaag atggccggac gtcacggtaa caaaggtgtt atctctcgtg ttttaccaga
  4212361 agaagatatg ccttacttac cagacggtac gccaatcgat atcatgttaa acccattagg
  4212421 ggtaccatct cgtatgaata tcggtcaggt attagagctt catcttggta tggcagcaag
  4212481 ataccttggt attcacattg caacaccagt attcgatggt gctcgtgagg aagatgtttg
  4212541 gggcacaatt gaagaagctg gtatggcgaa tgacgcgaaa acaatcctgt atgacggacg
  4212601 tactggtgaa ccattcgata accgtgtatc tgttggtgtc atgtatatga tcaaacttgc
  4212661 gcacatggtt gacgataaac ttcatgctcg ttctactgga ccatactcac ttgtaacgca
  4212721 gcagcctctt ggaggtaaag ctcagttcgg tggacagcgt ttcggtgaga tggaggtttg
  4212781 ggcacttgaa gcttacggtg ctgcttatac tcttcaagaa atcttaacag tgaagtctga
  4212841 tgatgttatt ggacgtgtta agacgtatga agcaattgtt aaaggcgaaa atgttccaga
  4212901 accaggcgtt cctgaatcat tcaaagtatt gattaaagag ctgcaaagtt taggtatgga
  4212961 cgttaaaatg atgtctagcg acgatacaga aattgaaatg cgtgatacgg aagatgacga
  4213021 tgatcatcaa tcagcagata aattgaatgt cgaagttgag acaactaagg aataattggg
  4213081 ataacctgta gactaaaagg gaggtaggcc ccttgataga tgtaaataac tttgaatata
  4213141 tgaagattgg acttgcttca cctgacaaga ttcgttcttg gtcatacggt gaagttaaga
  4213201 aaccagaaac aattaactat cgtacgttaa agcctgaaaa agatggcttg ttctgtgagc
  4213261 gtattttcgg accacaaaag gactgggaat gtcattgcgg aaaatacaaa cgtgtacgtt
  4213321 ataaaggtgt agtttgtgat cgatgtggcg ttgaagtaac gcgtgcgaaa gtacgtcgtg
  4213381 aacgtatggg tcatatcgaa ttagctgctc ctgtatctca tatttggtat ttcaaaggta
  4213441 tcccgagccg catgggactt gtcttagaca tgtcccctcg cgcgcttgaa gaagtaattt
  4213501 atttcgcttc ttatgttgta acagaaagtg gagatacacc acttgataag aagcaattac
  4213561 tttctgaaaa agaataccgt gcatatcgtg atcgatatgg tagcacattc caagctgcta
  4213621 tgggtgcaga agcgattaaa aagctattac aagacatcga tttagataaa gaagtagact
  4213681 tcttaaaaga agaattaaaa acagcacaag gacaacgccg tactcgtgct attaaacgtc
  4213741 tagaagtatt agaagcattc cgtaactctg gaaatgagcc atcttggatg atcttagatg
  4213801 ttctaccagt aatcccacca gaactacgac caatggtaca gttagatggt ggacgttttg
  4213861 ctacttctga cttaaacgac ttataccgtc gtgtaattaa ccgtaacaac cgtttaaaac
  4213921 gtctattgga cttaggtgca ccaagcatta tcgttcaaaa cgaaaaacgt atgttacaag
  4213981 aagctgtaga cgcattaatc gataatggtc gtcgtggccg tccagttact ggaccgggta
  4214041 accgtccatt aaaatctcta tctcacatgc ttaaaggtaa acaaggacgt ttccgtcaaa
  4214101 acttattagg taagcgtgtt gactactctg gtcgttctgt aatcgttgta ggaccgaact
  4214161 taaagatgta tcaatgtgga ttaccgaaag agatggcgct tgaactgttc aaacctttcg
  4214221 taatgaaaga gttagttgaa aaaggattag cacacaacat taagagtgcg aaacgtaaaa
  4214281 tcgagcgtgt acaacctgaa gtttgggacg ttttagaatc tgtgattaaa gaacatccag
  4214341 tacttctaaa ccgcgcacca acacttcacc gtcttggtat tcaggcgttt gaacctacat
  4214401 tagtagaagg tcgcgcaatc cgtcttcacc cacttgtatg tactgcatac aacgcggact
  4214461 ttgacggtga ccaaatggcc gttcacgtac ctttatcatc agaagcgcaa gcagaagctc
  4214521 gtcttcttat gttagcggca caaaacatct tgaacccgaa agacggtaaa ccagttgtta
  4214581 ctccatctca ggatatggta ttaggtaact actacttaac acttgagcgt gaaggtgcaa
  4214641 tcggtgaagg tatggtcttc aaagatgcga acgaagcatt acttgcatat caaaatggat
  4214701 atgtacatct tcatacgcgt gttgcagtag ctgcaagtgc agtaaacaac gtaacattta
  4214761 ctgaagagca aaagaatatg cttctattaa caacagttgg taaattaata tttaacgaaa
  4214821 tcttaccaga gtcgttccct tatattaatg aaccaacaaa ttcaaacctt gaaaaagaaa
  4214881 caccagcgaa atatttcgtt gaaaaaggtg cgaacattaa agagattatt gctagtcgcg
  4214941 aagaagtggc accattcagc aagaaaatcc ttggtaacat cattgcggaa gtgtttaaac
  4215001 gtttcaaaat tacagaaacg tctcgtatgc ttgaccgtat gaaaaactta ggattcaagt
  4215061 actctacaaa agctggtatt acagttgggg tatctgacat tcttgtatta ggtgaaaaag
  4215121 atgaaattct ccacgaagca caagcaaaag tagataatgt aattaaacaa ttccgtcgcg
  4215181 gtttaatcac ggaagaagaa cgttacgatc gcgttatctc tatttggagt aatgcaaaag
  4215241 atgttatcca aggaaaactg atgaagtcct tgaataaacg caacccaatc ttcatgatga
  4215301 gtgattccgg tgcccgtggt aacgcatcga actttactca gcttgctggt atgcgtggtc
  4215361 tgatggccaa tccatctggt cgtatcatcg aacttccaat caaatcaagt ttccgtgaag
  4215421 gtttaacagt acttgagtac ttcatctcta cgcatggtgc gcgtaaaggt cttgccgata
  4215481 cagcactgaa aactgccgat tctggttact taacacgtcg tcttgttgac gttgcacaag
  4215541 atgtaatcgt tcgtgaagat gattgtggaa cagatcgcgg tttattaatt ggtgcgatta
  4215601 aagagggtaa tgaagttatt gagtcattat atgatcgtct tgttggacgt tttgcaagaa
  4215661 aaactgtaaa acatcctgaa acaggtgaag tattagttgc tgaaaatcaa ttaattactg
  4215721 aagatatcgc tcatattgtt gaaaactcgg gtgttgaaac tgtaaacatt cgttcagcgt
  4215781 ttacgtgtaa cactcgccat ggtgtatgta agaagtgtta cggtcgtaac ttagcaactg
  4215841 gaacagacgt agaagtaggg gaagcggtag gtattatcgc agctcaatct atcggtgagc
  4215901 caggtacaca gttaacgatg cgtacgttcc atacaggtgg ggttgccgga gatgatatca
  4215961 ctcaaggttt acctcgtatc caagagatct tcgaagctcg taatccgaaa ggtcaggctg
  4216021 ttatcagtga aatcgacggt gttatcgcag cgatcaacga tgttaaagat cgccaagaag
  4216081 tagttgtaca gggtgaagtt gaagctcgta cgtatgctat tccttatggt gctcgtctga
  4216141 aagtaattcc aggacagaaa attagccacg gtaaagagtt aacagaaggt tctattgatc
  4216201 cgaaagaatt actaaaagta acagacatta cggcagttca agaatactta ttacgtgaag
  4216261 ttcaaaaagt ataccgtatg caaggggtag aaattggtga caaacacgta gaagtaatgg
  4216321 tacgccaaat gttacgtaaa gtacgtgtga gtgatgcagg tgaaacagat gtattaccag
  4216381 gaacattact agatatccat cagtttactg atgcgaatgc gaaggtgtta ctgcaaggta
  4216441 aacaaccagc aacagctaga cctgttctac ttggtattac aaaagcttca cttgaaacag
  4216501 attcattctt atctgcagca tcgttccaag aaacaactcg tgtcttaact gatgcagcga
  4216561 ttaagggtaa acgcgatgag cttctaggat tgaaagaaaa tgttattatc ggtaaacttg
  4216621 ttcctgctgg aacaggtatg aatcgttatc gcaaagtgga tcttgttaaa actacacaag
  4216681 atgacatgaa tgtagaaaac gatgaagttt atgtggaaca gtaaaatttt ccgtcgtaaa
  4216741 ttttgtataa aaacagttaa tcctagttga cattgtatga gtcaaaatgt tactataagc
  4216801 aaggttgctc ctgaacgatg ctttggagga tatttatatg tcttatcaaa aagtgtcaaa
  4216861 tgctgaaaat gtagtcgttg gtcataaacg tacattggaa gcaatcaaaa acggtatagt
  4216921 taaagaagtt gtcattgcag aagatgctga tatgcggtta acccatgtta tcattcgcac
  4216981 tgcattgcaa cataacatac ccataaccaa agttgaatca gttcgtaaac ttggaaaagt
  4217041 tgcggggatt caagtgggag cttcagcaat aggaataata agttaaaact gtttttgtga
  4217101 ggagagagca tttgctctcc cttgcaaaaa ctttgttttc aactaataat gaaccacctg
  4217161 gatatgtggt catacaaaca tgcgaaggga ggataatcaa atgcctacta ttaaccaatt
  4217221 agtgagaaat ggtcgtactg ataaagtatg gaaatctaaa tcacctgcgt taaacaaagg
  4217281 ttttaactct ttaaagaaaa aatcaactga tatctctgca cctcaaaaac gtggtgtatg
  4217341 tactcgtgtt ggtacaatga ctccaaagaa acctaactca gcgttacgta aatatgctcg
  4217401 tgttcgttta acaaatggta ttgaggtaac agcatacatc ccaggtatcg gtcacaactt
  4217461 acaagagcac agcgtagtat taattcgcgg tggtcgtgta aaagacttac caggggtacg
  4217521 ttaccacatc gttcgtggtg cgcttgatac agctggtgtt gacaagcgta tgcaaggccg
  4217581 ttctaaatac ggtactaaaa agcctaaagc ggctaagaaa taataacttt ttaatgaaag
  4217641 gaggaactca atatgcctcg taaaggacct gttgcaaaac gtgacgtgtt accagatcca
  4217701 atgtacaatt cgaagctagt aacacgcctt atcaacaaaa tgatggttga cggcaaaaaa
  4217761 ggtaaatctc aaacaattct ttataatgcg ttcgatatcg taagcgaacg tactggtaaa
  4217821 gagccaatgg aagtattcga gcaagctctt aagaacatta tgcctgttct tgaagtacgc
  4217881 gctcgtcgtg ttggtggtgc taactaccaa gttccagttg aggttcgtcc agaacgccgt
  4217941 acaactttag gtcttcgttg gttagtaaac tacgctcgtc ttcgtggtga aaaaactatg
  4218001 gaagagcgtc ttgctaacga aatcttagat gcagctaaca acgctggtgc atctgttaag
  4218061 aaacgtgaag acactcataa aatggcagaa gctaacaaag catttgctca ttaccgttgg
  4218121 taggattcaa cgtaaaataa atgtaagcat aaaccgcttt atttgtcgct tatggaagtg
  4218181 tggagaggga gaatgcctct ccctttcgtt gggcgctcgt tttacataat gagggtactg
  4218241 gacatactga catgtgtaac aatataaagt ggcttttttg ctacttaaaa taaaaaatcc
  4218301 aatccatata tggaaggagc aagacaccaa atggcaagag agttctcttt agaaaacact
  4218361 cgtaatattg gtatcatggc tcacatcgat gctggtaaaa caacagctac tgagcgtatt
  4218421 ctgtactaca caggacgtat tcacaaaatc ggtgaaactc acgaaggtgc atctcagatg
  4218481 gactggatgg agcaagagca agagcgtggt atcacaatta cttctgctgc aactacagca
  4218541 caatggaaag gtcaccgtgt aaacatcatt gacactccag gtcacgtaga tttcacagta
  4218601 gaagtagaac gttctttacg cgtacttgat ggcgcagtag cagtacttga tgcacaatct
  4218661 ggtgtagaac cacaaacaga aactgtttgg cgtcaggcta ctacttacgg cgtacctcgt
  4218721 atcgtattcg ttaacaaaat ggataaaatc ggtgcagatt tcttatactc tgtaggaaca
  4218781 atccacgatc gtttacaagc aaacgcacac ccaattcagt taccaatcgg tgctgaagat
  4218841 gagttcaatg gtatcattga ccttgttgaa gaatgtgctt acatgtacgg taacgattta
  4218901 ggaacagaca ttcaacgtgt tgaaattcct gaagagcata aagaactagc tgaagaatac
  4218961 cgtggaaaac ttattgaagc ggtagctgag cttgatgaag aaatgatgat gaagtaccta
  4219021 gaaggtgaag aaatcactgt agaagagctt aaagctggta tccgtaaggc tacaacttct
  4219081 gtagaattct tcccagtaat ctgtggttct gcattcaaaa acaaaggtgt tcaaattctg
  4219141 ttagacgcag ttatcgacta cctaccatct ccattagacg tacctgctat taaaggtatc
  4219201 gttcctgata cagatgaaga agtagaacgt aagtctagcg atgaagaacc attcgcagct
  4219261 ctagcattca aaatcatgac tgacccttat gttggtaagt taacattctt ccgtgtgtac
  4219321 tctggtgtgt taaactctgg atcatacgtg aaaaactcaa ctaaaggtaa gcgtgagcgt
  4219381 gtaggtcgta tcctacaaat gcacgctaac agccgtgaag agatctcaac agtttacgct
  4219441 ggtgatatcg ctgctgctgt aggtttaaaa gatactacta ctggtgatac tctttgtgac
  4219501 gagaagagcc ttgttatcct tgagtctatg gaattcccag agccagttat ctctgtagct
  4219561 atcgaaccaa aatcaaaagc tgaccaagat aaaatgggta cagcattatc taagctttct
  4219621 gaagaagatc caacattccg tgctcacact gaccaagaaa ctggccaaac aatcatcgct
  4219681 ggtatgggtg aacttcacct tgatatcatc gttgaccgta tgcgccgtga attcaaagtt
  4219741 gaagcaaacg ttggtgctcc tcaggtagca taccgtgaga ctttccgcgc tgctgcgaaa
  4219801 gttgaaggta agttcgctcg tcaatctggt ggacgtggac aattcggtca cgtttggatt
  4219861 gagtttgaac ctaatgaaga aggtaaagga ttcgaattcg aaaacaagat cgtcggtggt
  4219921 gttgttccac gtgaatacat cccagctgta ggcgcaggtc ttgaagatgc acttaaaaat
  4219981 ggtgtacttg ctggatatcc agtagtagac attaaagctg cattagttga cggatcttac
  4220041 catgatgtcg attcatctga gatggcgttc aaaatcgctg catctatggc acttaaagct
  4220101 gcggtttcta aatgtaaccc agtaattctt gagccaatga tgaaagttga agttgtaatt
  4220161 cctgaagagt acatgggtga cattatgggt gacgtaacat ctcgtcgtgg acgtgtagaa
  4220221 ggtatggaag ctcgcggtaa cgctcaagtt gttcgcgcta tggttccact ttctgaaatg
  4220281 ttcggttatg caacgtcatt acgttctaac actcaaggac gcggaacatt ctctatggtg
  4220341 tttgaccact atgaagaagt accaaagtct gtttctgaag aaattatcaa aaaaaataaa
  4220401 ggtgaataat tgatttttat cgattcttca cgtataacta cttatgtaag cttagaaagt
  4220461 gggacgcaag tttcgctttc tagcctaaat ataaaataac ctatataaac taaggaggaa
  4220521 tttagaatgg ctaaagctaa attcgaacgt tctaaacccc atgttaacat cggtacaatc
  4220581 ggccacgttg accatggtaa aactacatta actgctgcga tcactacagt acttgcaaaa
  4220641 gctggtggtg ctgaagcacg cggatacgat caaatcgatg ctgctccaga agaaagagag
  4220701 cgcggtatca caatctcaac tgcacacgtt gagtacgaaa ctgaaactcg tcactatgca
  4220761 cacgttgact gcccaggtca cgctgactat gttaaaaaca tgatcactgg tgctgctcaa
  4220821 atggacggcg gtatcttagt agtatctgct gctgatggcc caatgcctca aactcgtgag
  4220881 cacatccttc tttctcgtca agtaggtgta ccttacatcg ttgtattctt aaacaaatgc
  4220941 gacatggtag acgacgaaga attattagaa ttagtagaaa tggaagttcg cgacctatta
  4221001 tctgaatacg gattcccagg cgacgacatt cctgtaatca aaggttctgc tcttaaagct
  4221061 cttcaaggag aagctgattg ggaagcaaaa atcattgaat taatggctga agttgatgct
  4221121 tacatcccaa ctccagaacg tgaaactgac aaaccattct taatgcctgt agaggacgta
  4221181 ttctctatca caggtcgtgg tacagttgct actggtcgtg ttgagcgcgg tatcgttaaa
  4221241 gttggtgacg tagtagaaat catcggtctt gctgaagaaa atgcttctac aactgtaact
  4221301 ggtgtagaga tgttccgtaa acttcttgac caagctcaag ctggagacaa catcggtgct
  4221361 ttacttcgtg gggttgctcg tgaagacatc caacgtggac aagtacttgc aaaaagcggt
  4221421 tctgtaaaag ctcacgctaa attcaaagct gaagttttcg tattatctaa agaagaaggt
  4221481 ggacgtcaca ctccattctt cgctaactac cgtcctcagt tctacttccg tacaactgac
  4221541 gtaactggta tcatccaatt accagaaggt actgaaatgg taatgcctgg tgacaacatc
  4221601 gaaatgacta tcgaacttat cgctccaatc gctatcgaag agggaactaa attctctatt
  4221661 cgtgaaggtg gacgtacagt aggttacggt gtagttgcta ctatcgttga gtaatcttaa
  4221721 ctgatataaa aaaccccgag ggattttccc ttggggtttt tgtttgcgtt tatataataa
  4221781 ataaaatcat atttttatgt tttgacgagt ttcttctata atatataaaa agtaataaac
  4221841 aaaacccaga aactgtaaaa tgaattctag tagatgaaaa cttgaaattc tttaaagtgc
  4221901 catgtataat agcaaaagta gagaaaagca gatgcaaaca aaaagatgct tgcatctaga
  4221961 cgaataacat tgtataatag acaatgttgg tctttgactg cgatgaagtg gaaggttgct
  4222021 gacacacccg gccgctttgc catggcatgg tgtggggaaa tttccatgga gaaggtctat
  4222081 tttagaaata ggcgaacgaa ggagggaaaa taatggcaaa agaaaaaatt cgtatccgtt
  4222141 taaaagctta cgatcaccgt attcttgatc agtctgctga caaaattgta gaaacagcta
  4222201 agcgttctgg ggcaacagtt tctggtccga tcccattacc aactgaaaaa actgtttaca
  4222261 caattcttcg tgctgttcat aagtacaaag attctcgtga gcaattcgaa atgcgtacgc
  4222321 acaaacgtct aatcgacatc gtgagtccta ctccacaaac agtagattca ttaatgcgtt
  4222381 tagacttacc atctggtgta gatatcgaaa tcaaactata atttatataa cttaaaaatg
  4222441 taggaggtgt aactcatgac caaaggaatc ttaggaagaa agatcggtat gactcaagta
  4222501 tttgctgaga acggtgagtt aatcccagta acagttatcg ctgctaatcc aaacgttgtt
  4222561 cttcaaaaga aaacaactga aactgatggc tacaacgcaa tccagttagg atttgaagat
  4222621 aaacgtgaaa agttaactaa caaacctgaa caaggccaca ctgctaaagc atctacaact
  4222681 cctaagcgct tcattcgcga aatccgcgat gcagacgtgg acggattaga ggttggtcaa
  4222741 gaggtaaaag ttgacgtatt cgctacaggt gaaatcgttg atgtaacagg aatttctaaa
  4222801 ggtaaaggtt tccaaggtgt tatcaaacgc cacggacaat ctcgcggacc tatgtctcat
  4222861 ggttctcgct atcaccgtcg tccaggttca atgggcccag ttgctccgaa ccgtgtattc
  4222921 aaaggcaaaa aacttgctgg acgtatgggt ggagaccaag ttactatcca aaacttagaa
  4222981 atcgttcaag ttgacactga gcgcaactta ttattagtaa aaggtaacgt tccaggtgct
  4223041 aagaaatctc ttgtagttgt tcaaggcgct gtgaaggtta gcaaataatt cacaatagga
  4223101 aggaggaatt ccaatgccaa aagttactgt atataaccaa actggttcac aggttggtga
  4223161 aatcgaatta gctgaagcta ttttcggtat cgaaccaaat gaagctgtac ttttcgaagc
  4223221 tgtaatgatg caacgtgcat ctttacgtca aggtacacac aaagtaaaaa ctcgctctga
  4223281 agttcgcggt ggtggtcgta aaccatggcg tcaaaaagga actggacgtg ctcgtcaagg
  4223341 gtctatccgc tctcctcaat ggcgtggtgg tggtacggta ttcggaccta caccaagaag
  4223401 ctatgcgtac aaacttccta agaaagttcg tcgtttagca atcaaatctg cattagctac
  4223461 taaagtagtt gagaacaaca ttgtagttct tgaagaccta gtgttaaatg caccaaaaac
  4223521 aaaagacatg ctagcagtac ttaaaggatt aactgttgag aagaaagctc ttatcgtaac
  4223581 tgctgatgca aacgaatctg tagagttatc tgctcgcaat atccctggag taacagtaat
  4223641 cactgctgat ggcgtaaacg ttttagacgt gcttcatcat gataagctaa tcatgacaaa
  4223701 agcggcagtg gaaaaagtag aggaggtgct tgcataatga gagatcctcg tgatatcatt
  4223761 aagcgcccag ttatcactga acgttctatg gaaatgatgg ctgaaaaaaa tacacgttcg
  4223821 atgtggacgt taaatctaat aaaacagaag ttaaagatgc tcttgaagcg atctttggtg
  4223881 ttaaagtaga aaaagtgaac atcatgaact acaagccgaa agcaaaacgc gttggtcgtc
  4223941 acgctggttt tactagccgt cgtcgtaaag caatcgttaa gctaactgct gacagcaaag
  4224001 aaatcgaaat cttccaaggc gtttaattct tactaaagaa ggagggaaat tgagatggga
  4224061 attaaaaagt ataatccaac tactaacggt cgtcgtaaca tgactacgaa tgatttcgct
  4224121 gaaatcacga ctgacagacc cgaaaagtct ttacttgctc ctttaagcaa aaaggctggt
  4224181 cgtaataacc aaggtaaaat cactgtacgt catcaaggtg gcggacataa gcgtcaatac
  4224241 cgtatcatcg acttcaaacg taacaaagat ggaattccag gacgcgttgc tacgatcgaa
  4224301 tacgatccaa accgctctgc gaatatcgca ttaattaact acgttgacgg tgaaaaacgt
  4224361 tacattcttg ctcctaagaa cttagaagta ggtatggaaa ttatgtctgg cgctgaagct
  4224421 gacattaaaa tcggtaacgc attaccatta atcaacattc cagtaggtac tgttgttcat
  4224481 aacatcgagc ttaaaccagg tcgtggtgga caattagttc gttctgctgg tacatctgca
  4224541 caagtacttg gtaaagaagg taaatacgtt cttgtacgtt taacttctgg tgaagtgcgt
  4224601 cttgtattat ctgcttgccg tgcaactgta ggtcaagttg gtaacgagtc acacgaactt
  4224661 atcaagatcg gtaaagctgg tcgctctcgc tggttaggta agcgcccaac tgttcgtggt
  4224721 tctgtaatga acccagttga tcacccacac ggtggtggtg aaggacgttc accaatcgga
  4224781 cgtaagtctc caatgtctcc atggggtaaa ccaactcttg gattcaaaac tcgtaagaaa
  4224841 aacaaagcgt ctgacaaatt catcgttcgt cgtcgtaaaa aataatggga ttgtagtacg
  4224901 gttcactttg agaaccgtac ggcaatcacg aagggaggca ccaaaatggc tcgtagcttg
  4224961 aaaaaaggac catttgtcga tgatcattta atgagtaaaa ttgcaaagct aaatgaaact
  4225021 gagcaaaagc aagttgttaa aacttggtct cgtcgttcaa cgatcttccc tcagttcatc
  4225081 ggtcacacaa tcgctgtata tgacggtcgt aaacatgtac ctgtatatgt tactgaagac
  4225141 atggtaggcc acaagttagg tgaattcgca ccaactcgta cgtataaagg tcatgatgct
  4225201 gacgataaga aaactagaag ataatgagag gaggcacttc aatgcaagct aaagcagtag
  4225261 cgagaacagt tcgtattgct cctcgtaaag ttcgtttagt tgtagactta atccgaggta
  4225321 agcaagtggg tgaagcgatt gctatcctta accacacacc aaaaactgct tctccagttg
  4225381 tagaaaaagt tttaaaatct gcaatcgcaa atgcagagca caattatgaa atggacatca
  4225441 acagcctagt tgttgagaaa gttttcgttg acgaaggtcc aacgttaaaa cgtttccgtc
  4225501 cacgtgcaat gggtcgtgca agccaaatta acaaacgcac aagccacatc acagttgtgg
  4225561 tatcagaaaa gaaggaggga taatcgatgg gtcaaaaggt taatccaatt ggtcttcgtg
  4225621 tcggcgttat ccgtgactgg gaatctcgtt ggttcgctga gaaagattac gctacattat
  4225681 tacatgaaga catcaaaatc cgtgagtaca ttaatgtacg cttaaaagat tctgctgttg
  4225741 ctaaagtaga aatcgaacgt gcagcaaatc gtgtaaatgt tacaattcac acagcaaaac
  4225801 ctggtatggt aattggtaaa ggtggtactg aagttgaagc acttcgtaaa gctcttaacc
  4225861 aattaacagg caagcgtgta cacatcaaca ttttagaagt taagagagct gatcttaacg
  4225921 ctaaattagt aggcgaaaac attgctcgtc aattagaaaa ccgtgtatca ttccgtcgtg
  4225981 cacaaaagca agttattcaa cgtgctatgc gtgcaggtgc taaaggtatt aaaacacagg
  4226041 tttctggtcg tcttggcgga gctgatatcg ctcgtgcaga atcttacagt gaaggaactg
  4226101 ttccacttca tacacttcgc gctgatattg actatgcagc agttgaagct gatacaacat
  4226161 acggtaaatt aggcgtaaaa gtatggatct accgtggaga agtccttcct acaaaaaaga
  4226221 aagcttctga ggaaggagga aaataatatg ttaatgccaa aacgcgtaaa atatcgtaga
  4226281 gagcatcgtg gtaaaatgcg tggtcgtgca aaaggtggaa ctgaaattgc tttcggtgaa
  4226341 ttcggtttac aagcacaagc tgcttcatgg attacaaacc gtcaaatcga agctgctcgt
  4226401 cgtgcaatga ctcgttacat gaaacgtggc ggtaaagtat ggattaaaat tttcccttct
  4226461 aaaccttaca ctgcaaaacc tctagaagta cgtatgggtt ccggtaaagg ggcaccagaa
  4226521 ggctgggtag cagtagtaaa acctgggaaa attatgttcg aaatcgcggg tgtatctgaa
  4226581 gaggtagcac gcgaagcatt acgtcttgca gctcacaagt tacctgtgaa atgtaaattc
  4226641 gtaaaacgtg aagaaaatgg tggtgaatct aatgaaaact aatgatattc gtgaattaac
  4226701 cactgccgaa atcgaaacaa aagttaaagc tttaaaggaa gagttgttta atcttcgctt
  4226761 ccaacttgct acaggacaat tagagaatcc aactcgcatt cgtgaagtgc gtaaagcgat
  4226821 tgctcgtatg aaaactgtag ttcgtgaaag agagatcgga attaatcgat aaattgaggg
  4226881 gaggtttgca tagtgagcga acgtaaccaa cgcaaagttt atactggtcg tgtagtgtct
  4226941 gacaaaatgg acaaaacgat tacagtttta gttgaaactt acaaaactca ttccttgtac
  4227001 ggaaaacgtg ttaagtattc taagaagtac aaagcccatg atgagcaaaa ccaagcgaaa
  4227061 cttggcgata tcgttaaaat catggaaact cgcccgcttt ctgctactaa gcgtttccgt
  4227121 ttagttgaaa tcgttgaaga agcggttatt atctaaatag acgaatcgga atttttagtc
  4227181 cgaagggagg tttcataaca tgatccaaca agaatctcgt ttgaaagttg ctgacaactc
  4227241 tggtgcacgt gaacttttaa caatcaaagt attaggcggc tctggtcgta aatatgctaa
  4227301 cattggtgac attatcgttg ctacggtaaa acaagcaaca ccaggtggcg ttgttaaaaa
  4227361 aggtgacgtt gttaaagcag tagtagtacg tacgaagagc ggagctcgtc gtccggacgg
  4227421 ttcttacatc aaatttgatg aaaacgcagc ggttatcatt aaagacgata agagcccacg
  4227481 tggtactcgt atcttcggac cagtagctcg tgaattacgt gatagcaact tcatgaagat
  4227541 cgtttcttta gctccagaag ttctataatt taaggtattg ccttgctaag gaggtgcaga
  4227601 attaagatgc atgtaaaaaa aggtgataaa gtacaggtaa tcactggtaa agacaaagga
  4227661 aaacaaggcg ttatccttgt ggctttccca aagcaaaacc gtgttatcgt tgagggtgtc
  4227721 aatatcgtta agaagcactc taagccatct caattaaatc cacaaggtgg aattattact
  4227781 aaagaagcac ctattcacgt ttctaacgtt atgattttag atccgaaaac aggtgaacct
  4227841 actcgtgtag gcttcaaagt agaagatggt aaaaaagttc gtattgcaaa aaaatctggt
  4227901 gaattattag ataaataatt ttcttaagaa aggaggtcac ttcattgaat cgccttaaag
  4227961 agaagttcca aaaggaaatt actcctgctc tagtgagcaa gtttaactat aaatctgtaa
  4228021 tgcaggtacc aaaaatcgaa aagatcgtaa tcaacactgg tgttggtgac gcggtatcta
  4228081 actcaaaaac gttagacaac gcagtagaag aattaacaca aatcacaggt caaaaacctg
  4228141 ttgtaactcg tgctaaaaaa tcaatcgctg gtttccgtct tcgtgaaggt atgccaatcg
  4228201 gtgcgaaagt aactttacgc ggcgagcaaa tgtatgagtt cttcgacaaa ttagtatcag
  4228261 tttctttacc acgtgtacgt gatttccgtg gtgtttctaa gaaatcattc gatggtcgtg
  4228321 gaaactacac attaggtgtt aaagagcaac ttattttccc tgagattgat tatgataaag
  4228381 taagcaaagt ccgcggtatg gacatcgtaa tcgttactac agcgaaaact gatgaagaag
  4228441 ctcgtgaact gttaacacaa ttcggtatgc cattccaaaa ataatggaag ccaacgctaa
  4228501 gtagaggagg cgaaaacgtg gctaaaaaat ctatgatagc gaaacaaaag cgtactccta
  4228561 agtttaaagt acaagagtat acacgttgcg aacgctgcgg tcgtccgcat tctgtatacc
  4228621 gcaaatttaa actttgccgt atttgtttcc gtgaacttgc atataaaggt caaattcctg
  4228681 gtgttaaaaa agctagttgg taaaacccac aaatgggaag gaggtaaaac acatggtgat
  4228741 gacagatcca attgcagaca tgcttactcg catccgtaat gcgaacatgg tacgtcatga
  4228801 gaaattagag gttcctgctt ctaaaatcaa aaaagagatc gctgaacttt taaaacgtga
  4228861 aggtttcatt cgtgatgtag aatacatcga ggataacaaa caaggtatcc ttcgtatttt
  4228921 cctgaaatat ggtgcaaaca atgaacgtgt aatcactgga ttaaaacgta tcagtaaacc
  4228981 tggcttacgc gtttacgcta aagctgacga agtaccacgt gtacttaacg gattaggtat
  4229041 cgctcttgtt tctacatcta agggagtaat gacagacaaa gacgctcgtc aattacaaac
  4229101 tggtggagaa gtagtagcat acgtttggta atatatattt aaaacgaacg gaggtgtgac
  4229161 cacatgtctc gtattggtaa aaagattctt gaaatccctg caggtgttac tattacagtt
  4229221 gcagaagaca atactgtaac agtaaaaggc cctaaaggtg aattaactcg tactttcaat
  4229281 gctgatatgc ttatcaaaat tgaagagaat acattaacag ttgagcgtcc atctgaacag
  4229341 aaggaacacc gtgcattaca cggtacaact cgtgctttaa tcggaaacat ggttgaaggt
  4229401 gtaactgaag gtttcgcacg cggacttgaa ttagtcggtg ttggttaccg tgctcaaaaa
  4229461 caaggtgata aacttgtatt aagcgtaggt tattctcatc cagtagaaat gactccggaa
  4229521 gcaggtcttg aagttgaagt acctgcacca actaagatcg taatcaaagg tatcgacaag
  4229581 caacgtgttg gcgaatttgc tgctaacatc cgtgctgtac gtgctcctga gccttacaaa
  4229641 ggtaaaggta ttcgttacga aggcgaagtt gttcgtcgta aagaaggtaa aactgctaag
  4229701 taaacccgtt aggtgagaga aaggagtgac aagaatgatc actaaagctg ataaaaatgc
  4229761 gactcgtaag aaaagacatg cacgtgtacg tgctaaactt actggtactg cagagcgtcc
  4229821 acgtttaaac gtgttccgtt ctaaccaaca tatttacgct caagttattg atgatgtgaa
  4229881 tggtgtaacg ttagtaagtg catctactct tgataaagac cttgctctta acggtactag
  4229941 caatattgaa gctgctacga aagttggaga atcagttgct aagcgtgctg tagagaaagg
  4230001 cgttaaagaa gtagtatttg atcgcggtgg ttacttatac catggccgtg ttaaagctct
  4230061 agctgaagct gctcgtgagg ctggattaca attttaatgg tcaaaggagg gaaaattgat
  4230121 gcatcgcatt gacccaagta aattagaact tgaagaacgt gtagttacga taaatcgtgt
  4230181 cgcgaaagtt gttaagggtg gtcgtcgttt ccgctttgct gcactagttg tagttggcga
  4230241 taaaaacggt catgttggat tcggtactgg taaagcacaa gaggtaccag acgcaatccg
  4230301 caaagctatc gaagacgcta agaaaaactt aatcgctgta ccattagttg gtacaacaat
  4230361 tccacacaca atcaacggtc attttggcgc tggtgaagta ttcttaaaac ctgctgctga
  4230421 gggtactggt gttattgctg gtggacctgt tcgtgcggtc cttgaattag caggtgtaca
  4230481 agatattctt tcgaaatctc ttggttctaa cacaccaatc aacatgattc gcgctactgt
  4230541 gaacggatta agcgaactta agcgcgctga agatgttgca aaattacgcg gtaaatctgt
  4230601 agaagagcta ctaggttaag gagggaaaac aaatggcgaa aaagttagaa attaccctca
  4230661 ctcgtagtgt aattggtcgt ccacaagatc aacgtgcgac ggtagaagct ttaggtctta
  4230721 aaaagttgaa ttcaactgta gttaaggaag aaactcctgc tattcttggt atgatcaaca
  4230781 aagtttctca ccttgtaact gtaaaagaag cttaaggata actcattaat ataaggaggt
  4230841 gcctgggaat gaaacttcat gaattaaaac ctgcagaagg ttctcgtaaa gtacgtaacc
  4230901 gtgtcggtcg tggtatcggt tctggtaacg gtaaaactgc tggtaaaggt cataaaggac
  4230961 aaaacgcacg ttctggcggc ggtgttcgtc ttggcttcga aggtggtcaa actccattat
  4231021 tccgtcgttt accaaaacgc ggcttcacaa acattaaccg taaagagttt gctattgtaa
  4231081 acttatcaac gttaaatcgt tttgaagatg gtacagaagt aacacctgaa ttattgctgg
  4231141 aaactggcgt tatcagcaaa ttaaacgacg gtgttaaaat tcttgcaagc ggcgcagtag
  4231201 agaaaaaact aactgttaaa gcgcacaagt tctcttcaag tgctaaagaa gcaattgaag
  4231261 cagctggcgg atcagttgag gtgatctaat gtttcgtaca atctccaact ttatgcgcgt
  4231321 tgctgagata agacgtaaaa tattattcac tttagcgatg ttaatcgtat tcaggattgg
  4231381 cacgtttatc cccgtgccat ttacaaatgg agacgtactg aaggcacaag atcaattaaa
  4231441 tgctttaggt attctaaata catttggcgg tggagccttg aaaaatttct ccatctttgc
  4231501 gatgggaatc atgccgtata ttacagcatc catcatcgtg caattattgc agatggatgt
  4231561 tgttcctaaa ttttcggaat gggcgaagca aggtgaaatg ggccgtcgta aattaacgca
  4231621 attcacgcgt tattttacaa ttgttcttgc gtttattcag gggtttggta tgtcaatcgg
  4231681 ttttaacggt atggtaggtg gacaattaat tttgaatcct ggttggagca cttatttata
  4231741 cattgctacg gtactgactg ctggtactgc atttttaatg tggttaggtg aacagattac
  4231801 agctaaaggt gtaggtaatg gtatttccat tcttatcttt ggtggtattg ccgcagcgat
  4231861 cccaagtgtt atatctcaag tgtatcagca acagtttcaa aatatcggag atcaattgtt
  4231921 catgagtatc gttaaagttg cattgatctt actagctgtg ctagcagtta ttgtgggtgt
  4231981 tattttcatt caacaggctg ttagaaagat cccaattcaa tatgcgaagc gtgtaacagg
  4232041 aggaaatggt ggttatgctg gagcacaaaa cacacattta ccgcttaagg taaatagtgc
  4232101 tggtgttatt ccagtaattt ttgctgtttc attcttaatt acgcctccga ctattgcaca
  4232161 gttcttcccg aaacatgatg tatcgcagtg gattattgca aactttaact attctcaccc
  4232221 agtgggaatg atcatatatg ttgcgctcat tgtagccttc acatatttct atgcatttgt
  4232281 tcaggttaat ccagagcaaa tgtcagagaa tctaaacaaa caaggtggat atgttccagg
  4232341 tattcgtccg ggtaagaata cggaacaata tctaacaaaa atcttgtatc gtttgacctt
  4232401 tgtaggatca attttcctag cagcgattgc aatcttacca gttatcttta cgaagctggg
  4232461 aaatcttcct ccatctgcac agatcggtgg aacgagtatg ttaatcgttg tcggcgttgc
  4232521 tttagaaaca atgaagcagc tagaaagcca actggtaaaa cgccattaca aagggtttat
  4232581 caagcagtga gtaagtggga agtattgtct tccctacatg ctcatgtact ctgaggggga
  4232641 acaaggatga acttaatttt aatggggctt cctggtgctg gtaaaggtac acaagccgaa
  4232701 cagattgttg ccaagtataa catccctcac atctcaacag gagatatgtt ccgtgcagct
  4232761 atgaaggctg aaactgaaat gggtttacaa gcaaaatctt ttattgataa aggtgcactt
  4232821 gttccagatg aagttacaat cggaattgtt cgtgaacgtt taagccaaga agactgtgta
  4232881 agaggcttct tattagatgg tttcccacga actgttgcac aagcatcagc tcttgaagag
  4232941 attatgaaag atcttggcaa aaaaatcgac tatgttttaa acattaatgt ggattcaggg
  4233001 ttgttattaa aacgccttac aggccgtcgc atttgtaaag agtgcggtgc gacttaccac
  4233061 ttagaattca atgcgccagc aaaagctgac gtgtgcgata aatgtggtgg cgaattatat
  4233121 caacgctctg atgacaatga agaaactgta gcaaatcgct tagatgtaaa tattaagcaa
  4233181 actaaacctt tgcttgattt ctacgaggag cttggttacc tacaaagcat taatggtgag
  4233241 caagatatca ataaagtatt tgctgatatc gatgttctca tcggaggctt agcgtaatga
  4233301 taatctgcaa aactcctcgc gagatagaaa tcatgcgaga agctggcagg atcgttgctt
  4233361 taactcatca agagttaaaa caacacatta ctccaggaat tacaacgaaa gagctcgatc
  4233421 aaatagcgga aaagacgatt caaaaatatg gtgctacgcc atcttttaaa ggatacaacg
  4233481 gatttccggg gagcatatgt gcttctgtaa atgaagagct tgtacacgga attccaggga
  4233541 agcgcaagct caaagagggc gatatcatca gtatcgatat tggtgcgaaa tacaatgggt
  4233601 accatggaga ttctgcatgg acgtatccag ttggaaacat ttctgaatct gttcaaaagc
  4233661 tacttgatgt cacagaaaaa tcgttgtatc ttggtctaga acaagtaaaa ccaggcgaga
  4233721 gattatcaaa tatctcacat gcggttcaaa cccatgctga agagaatgga ttctcgatcg
  4233781 ttagggagta tgttggtcac ggaatcgggc aagacttaca tgaggaccct caaatcccgc
  4233841 actatggtcc accaaataga ggccctagat taaagccggg aatggtcatc tgtgttgagc
  4233901 cgatggtgaa tcaaggaaga cgatatgtaa aaacactatc tgatgactgg acagtggtaa
  4233961 cggtagatgg taaatggtgt gcccattttg agcacacgat tgctcttaca gaagcaggat
  4234021 acgaaatcct taccacttta taagtagctg gctctccggg atttcagagc agtgtaaaat
  4234081 gttactgatt tgatgaaggg agaactattg aatggctaaa gatgatgtaa ttgaagtcga
  4234141 aggtaccgtt cttgaaacgt tgccaaatgc tatgttcaaa gtagaattag agaatgggca
  4234201 tgtcgtattg gctcacgttt ctggtaaaat ccgtatgaac ttcattcgta ttttaccagg
  4234261 agacaaagtt acggtagaat tatctccgta cgatttaaat cgtggtcgta ttacgtaccg
  4234321 ttttaaataa tatagcactc cgtaatcttt aaggaggttc gagacatgaa agtaagaccg
  4234381 tcagttaaac caatctgcga aaaatgtaaa gttattcgta gacgtggaaa agtaatggtt
  4234441 atttgtgaaa accctaaaca taaacaaaaa caaggttaat cagaaggagg tgcattcgta
  4234501 atggcacgta tcgcaggtgt agatattcct cgagacaaac gcgttgttat ttctttaact
  4234561 tacgtattcg gcattggtcg cacaactgct gaaaaaattc ttgctgaagc aggtatttct
  4234621 gaagaaacac gagttcgtga tttaacggaa gacgaattag gacgtatccg tgatatcatc
  4234681 gatcgtatta aagttgaggg agaccttcgt cgtgaagtat ctcttaacat caaacgtcta
  4234741 atggagatcg gttcttaccg tggtcttcgt caccgtcgtg gtttaccagt tcgtggtcaa
  4234801 aactctaaaa acaatgctcg tacacgtaaa ggtccacgtc gtacagtagc aaataaaaag
  4234861 aaataataag taaaggaggt tgaactaaca atggcacgta aaacaaacac tcgtaaaaaa
  4234921 cgtgtgaaaa agaatattga agctggtgta gctcatattc gttctacttt caacaacaca
  4234981 atcgtaacac ttacagatac tcacggtaac gcactttctt ggtctagtgc tggtgcactt
  4235041 ggtttccgtg gatctcgtaa atctactcca ttcgctgcac aaatggctgc tgaaactgct
  4235101 gctaaagctg caatggaaca cggtttaaaa actttagagg ttactgttaa aggtcctggt
  4235161 gctggtcgtg aagctgcaat tcgtgctctt caagctgcag gtctagaagt aacagcaatt
  4235221 agagatgtta ctccagttcc tcataatgga tgtcgtccac caaaacgtcg tcgtgtgtaa
  4235281 tttttctgta tagaattttc ccttttgtct ataatggata tgatgcatta tcgagaaatt
  4235341 tcgtacagaa acatcgcttg ttgtgcacaa tcgggaactg cctaaggggg actttcggtt
  4235401 agacagaggt tatacctttg tttaaccggg gtttcgacgt tttgaaggag ggtttagtta
  4235461 atgattgaaa tcgaaaagcc gaaaatcgaa acggttgaac ttaacgaaga tgctaaatat
  4235521 ggtaaattcg taattgaacc gcttgagcgt ggatatggta ctacgttggg taactcctta
  4235581 cgtcgtattc ttttatcttc actccctggt gccgctgtta ctgctatcca aatcgatggc
  4235641 gtattacatg aattttcaac agttgagggc gtagtagaag acgttacaac gatcatctta
  4235701 aacttgaaaa agttagctct taaaatctac tctgaagaag agaagacgtt ggaaattgat
  4235761 gtgcagggcg aaggtattgt cacagctgct gatattactc acgatagtga tgtagaaatc
  4235821 ttaaatccag atttacacat tgcaacgtta gcaaaagatg cgcatttccg cgtgcgttta
  4235881 actgcaaagc gtggccgtgg gtatacgcca gctgatgcaa ataaaagcga agatcaacca
  4235941 ataggagtaa ttcctattga ttctatttat actccagtat cacgtgtgac ttaccaagtg
  4236001 gaaaagacac gtgtcggaca agtggctaat tatgataagc ttacgcttga tgtatggacg
  4236061 gatggaagca tcgggccaaa agaagctatc tctttaggtg ccaaaatctt aactgagcat
  4236121 ttaaatatct ttgttggttt aactgatgaa gcacaaaatg ctgagattat ggtcgagaag
  4236181 gaagaagatc aaaaagagaa agttcttgag atgactatcg aagaactaga cctttctgtt
  4236241 cgttcttata attgcctaaa acgtgcagga attaatactg tacaagagct tgcgaacaaa
  4236301 acagaagaag atatgatgaa agttcgtaac ttaggacgta aatccttaga agaagttaaa
  4236361 cataaacttg aggaattagg tttaggttta cgtaaagacg actgaggatt taaacccatc
  4236421 aacaaaggag ggaactacga atggcataca gaaaattagg ccgtacaagt gcgcaacgta
  4236481 aagctatgtt acgtgactta gctactgatt taattatcaa cgagcgcatc caaacgacag
  4236541 aaactcgtgc aaaagaactt cgttctgtag tggaaaaaat gatcacttta ggtaaacgcg
  4236601 gagatcttca tgctcgtcgt caagcagcag ctttcattcg caatgaagta gctaacgctg
  4236661 agactggtca agatgcactt caaaaactat tcgctgatgt agctccacgc tatgctgagc
  4236721 gccaaggcgg atacactcgt attgcaaaaa ttggtccacg tcgcggagac gcagcaccaa
  4236781 tggtaattat cgagttagta taatgataat taaaagggca ggacagttct tttcaagaaa
  4236841 ctggtcatgg cccttttttt aaaatataaa aataggctta cttggcgaag gaaagggtgc
  4236901 cttgtattga aaaaagagaa acttcggaca gaaaatatat catttcaata tcctggtgca
  4236961 gccacttatg cattaaaaga tgtttcattc tccttatttg aaggagaatg ggtatctgtt
  4237021 attggacaaa acggttcagg gaagtctaca cttgcaaaat tattgaatgg tttgtttttg
  4237081 ccggaagcag ggacaattac agtaaatgat acaatgattt tgtcagagga aacggtatgg
  4237141 gatgttcgaa aacaaattgg gatggtattt caaaatccag ataatcaatt tgttggaacg
  4237201 acagtgcaag atgacgttgt ctttgggtta gagaatattg gaatgccaag agaacaaatg
  4237261 gtagaaagat taaatcaggc tttacgacta gtccgtatgg aagattttct taatgatgag
  4237321 cctcattcgt tatctggtgg acaaaagcag cgagtagcaa tagcaggcgt tttagcactt
  4237381 cagccatcta ttttgatatt agatgaagca acgtcaatgc tagaccctca agggagacgt
  4237441 gaagtagtag aaacggttag acaacttgtt aatgaaaaag gtattactgt gttatcaatt
  4237501 acgcacgatt tagaagaagc ggcacaatca gaccgtgtca ttattttaaa taagggagag
  4237561 atattagagg aagggactcc agaacaaatt ttcaagtcct ctcatatgct ccaagaaatt
  4237621 ggattagatg taccattttc agtgaaaata gcagaattat taaaaagaaa tgaaattctc
  4237681 ttgcaaaata cgcatcttac aatggaaagc ttggtgaacg aactttggag attacattcc
  4237741 aaaaagtaga acatcgttat caatataaaa ctccatttga aagacgcgca ctttatgatg
  4237801 tagacgtgtc gtttccaagt gggggctatt atgccattat cggtcatact ggttcaggta
  4237861 agtcgacgat gattcaacat ttaaatggtt tattgcagcc gacaaatggc acagttcaaa
  4237921 ttggtgaaca tttcatttcg gcaggaaaga aagaaaaaaa gctaaagcca ctacgtaaaa
  4237981 aggtaggggt tgtctttcaa ttcccagaac atcagttatt tgaagagact gtggagaaag
  4238041 atatttgttt cggccctact aattttgggg tatcggaaga agcagcgaag caaaaggcaa
  4238101 gagaagcaat tgaacttgta gggttagaac cagaactgtt agcgcgttca ccatttgagt
  4238161 taagtggtgg gcaaatgagg cgtgttgcga tagcaggcgt attagcgatg gaacccgaag
  4238221 tgcttgtatt agatgaacct acagcaggac tagatccaaa agggcaaaat gaacttatgg
  4238281 agatgtttta taagctacat aaggagaaag gccttacagt tatccttgta acgcataata
  4238341 tggaggatgc tgctaaatat gccgagcaga ttgtagtcat gcataaaggg acggtctttt
  4238401 tgcaaggaag tgcagaggaa gtattttcac atgctgatga actagagaaa attggcgtgg
  4238461 atcttcctat gtctttaaag tataaacgtg caattgaaga gaagtttggc atttcaatcc
  4238521 caaaggctac cttatcttta gaggatctta ctcatgaagt tgtgcaggtg ttacgaaaag
  4238581 gtggtcatga atcatgcagc agttgattat tggaaggtat attccaggga attctcttat
  4238641 tcatcaactt gatccacgta cgaagctgct gattgtcttt ttatatgtat ttgttgtttt
  4238701 cttagcaaat aatgcgattt catatggatt tttattttta tatgcactca ttgctttatt
  4238761 ttttgcaaaa gtgccgattc gttatgtact ttcgggctta aaaccaattc tatggatttt
  4238821 tctttttaca tttttcctgc atattttcac aaataaagaa ggggaagtat tattccagct
  4238881 tggttggttt tcgatacatg aaaaaggatt agagcaaggg atatacattt ctatacgatt
  4238941 cttcgttatt attttaatga cgacattatt aacgttaacg acgacaccca ttgagattac
  4239001 agatggtttg gagacgttat taaagccgtt gaagcgtata aaagttcctg ttcatgaaat
  4239061 cgcattaatg atgtcaattt ctcttcgttt tattccgaca ttaatggatg agacgagtaa
  4239121 aataatgaag gcacaatcgt cacgtggtat tgatttcgca gggggaccga taaaagatag
  4239181 aatgaaagct atcatttcac tactcgttcc tctatttatc agtgctttta agcgtgcaga
  4239241 ggacttagca atcgctatgg aagctcgtgg atatcaaagt ggcgaagggc gtactaaatt
  4239301 taggcaacta cgctggaaaa caagcgatac agtaacgatt ataagcttac tttgtttagc
  4239361 ttgtattttg gcatgggtgc gatcgtaatg gagaatagag aaatggatag aataaaatgt
  4239421 acggttgcat atgatggcat gcatttttgt ggttatcaaa ttcaaccgca gcatcgtact
  4239481 gttcaacaag agatagagaa ggctttacag aaattgcata aaggagaact tgttcgtgtt
  4239541 caggcatcag gcagaacgga ttctaccgtt cacgctaaag gacaagtgat acactttgat
  4239601 acaccgttgt ctcttgaaga gtggcaatgg agtaatgcat taaacacaat gctaccagat
  4239661 gatattgtta tcacacaggt agagaaaaaa acagaagaat ttcatgctcg atacggtgtt
  4239721 gagagaaaag aatatcgtta tcgtgtacta gtatcaaaga ctgcggatgt attccgtaga
  4239781 aattatgtat atcaatatcc atatccactc gaagtaaact ctataagaaa agcgatccct
  4239841 tattttattg gaacgcatga tttcacttct ttttgttcgg caaaaactga caaaaaagat
  4239901 aaagtgagaa caatttatga aatcgagcta attgagcaag acgatgaatt aatttttcgt
  4239961 tttgtaggga atggattttt atataatatg gtcaggatta ttgttggtac gttacttaac
  4240021 gtaggccaag gaaagcttga tccggatagc attccagaga ttttagcgaa acaaaatcgt
  4240081 cagtttgctg gaaagatggc tcctggtcat gggctttatt tatggcaggt aaactataac
  4240141 aactaatcct ggtgtaacat ttgcttgaca ttagaaactc aaaagtatat cataacatat
  4240201 ggtattgttt ctaaaaccac gattagcccc ggaaggaaat cgtgtttaag ataaacaata
  4240261 gattttttct atggaaaaga taacgaggag ggaaacacat gcgtacgact tttatggcaa
  4240321 aagctaacga agttgagcgt aaatggtatg tggttgatgc tgaaggtcaa actttaggtc
  4240381 gccttgctag tgaagtagca tccattttac gtggtaaaaa caaacctaca tttacaccac
  4240441 acgttgacac gggtgatcat gtaattatta ttaacgctga gaaaattcat ttaacaggta
  4240501 ataaattaaa cgataaaatt tactaccgtc acactaacca cccaggtgga cttaaacaaa
  4240561 gaacagctct tgaaatgcgt acaaactacc ctgtacaaat gttagagctt gcaattaaag
  4240621 gcatgcttcc aaaaggacgc ttaggccgtc aagtttctaa gaaactaaac gtgtatgctg
  4240681 gagcagagca tccacaccaa gcacaaaaac cagaagttta cgaacttcgc ggataatcaa
  4240741 ttaaaggagg gcttactttg gcacaggttc aatactatgg cactggacgt cgtaagagtt
  4240801 cagtagcgcg cgtacgccta gtttcaggcg aaggacgcgt tatcattaac ggtcgtgatt
  4240861 ttgaaaacta tatcccattt gctgcattac gtgaagtagt gaaacaacct ctagttgcaa
  4240921 cagaaacttt aggtaactac gatgtacttg taaacgtaaa tggtggtgga tacactggtc
  4240981 aagctggtgc tattcgtcac ggtatttctc gcgctttatt aaaagctgat ccagaatacc
  4241041 gtctaacact aaaacgtgca ggtctattaa ctcgtgacgc acgtatgaaa gagcgtaaaa
  4241101 aatacggtct taaaggcgca cgtcgtgcac ctcagttctc aaaacgttaa tttttgcgaa
  4241161 ctacaaaccc caaccatttt ggttggggtt tttttatgtt tcattcctct tttgtaattt
  4241221 ttgtagtttg gaatatttta gtgctatcct ctcgcgtatg cttcttcttt agaagtttag
  4241281 actaatacgt attagggagg tttataagta ctatgaatgt cattgtcagc ttacaagaaa
  4241341 aacaaaaaga aaagcagttg aaatatgagc ggaagatgct gcgggaatta tcattaaaaa
  4241401 cattacgttc aaatattaga gatgcctttc agatgcaaga acttcatcgc cagtatgaag
  4241461 attactgcat tgaattaggg atagaatcgt atttattagg agcaagatat agtaaatttg
  4241521 gttattatgg cgaatcgttc tttgatgtga aatatagggc tctagaagaa gagcaacaat
  4241581 taacggaaac gctatttcaa tttttaacga gcatgactat gcgggaaatt aagttacaag
  4241641 atgaggaatt gctttttgaa tcttgtcagc agtttattgg tttatggtgg caggaaggat
  4241701 atgaaaaagg tgaaagaaga tatcgattaa agcttcatta agacaagcat aaactttcct
  4241761 cttgtcccat ataagtaatt agagggacta gctggaggag gaaaggtatg aagagaattc
  4241821 gaattatctc ttttgcactc gctgcggtta ttttgttttt tttagtcaaa caagaatttc
  4241881 aaattataaa atcgtggcga gcttggaatt tacccttatc agggaaagta attgtattag
  4241941 atgctgggca tggtggacca gatggaggag cagttggtgg caaggatatt gtagaaaaag
  4242001 atattacgct tgagattaca aagaaggtac aagattattt acaagaacaa ggtgcgttag
  4242061 ttattttaac gcgtgaggga gattatgatt tagcccagaa agatacaaag tcatatagta
  4242121 gacgtaaagc agaagattta aaaaagcgtg tagagattat taataaacct gatgtagact
  4242181 tctttgcgag cattcattta aatgctttga ctagtagtgg atcgaagggg gcacaaacgt
  4242241 tctattaccg ttcttcaatt gaaaatgaac gtgctgcgaa atttatacaa gctgagttga
  4242301 gaacaagttt agagaataca aatcgttctg ctaaaacaat ttctcatgtg tatttattaa
  4242361 agtatgcgaa aacaccaggc gctttaattg aagctggctt tttatcgaat gtaaatgaaa
  4242421 ggtatatgtt aaattcggag aaatatcagc aaaaggtagc ggctgcagta tatcgtggta
  4242481 tattacgtta tttcacggaa aaaggaaatc ctccagaata agggggattt ttttgagttt
  4242541 ctctcgttaa cgaagttttc cgaaaatatg ttatactgga aatgtaaacg catttatttc
  4242601 aaaagtgaag agagatatat ttaattaaca ttatgttatt tttcatacag ggggctgggc
  4242661 taattatggt aatgaaagag caagtagtgg aagcgttaga agggattgta gatccgtttt
  4242721 tacataaaac gttaaaagaa acaggggcaa ttaaagaggt aacagtcaag cctgagaaga
  4242781 aacatgtaag tgttaaaatt gcaatcgtaa aaaccggtac agcggaacag atgcaattgc
  4242841 aatctggaat tgtaaagtta gtaaaagaat taggagcagc aacagtaggg cttcgctttg
  4242901 cagaatttac agaagaggaa ttagctcagt ttgcaccgga acaagaagag caaactgaat
  4242961 ctttattgtc accaaattcg aaaacgacat ttttagcagt ggcgagtgga aaaggtggag
  4243021 taggaaaatc aacagtttct gttaaccttg ctattgctct agcacgtcta gggaaaaaag
  4243081 ttggtatcat tgatgcagat atttatggtt ttagcgtacc tgatatgatg gggatagaga
  4243141 aacgacctgt agtaagagga gataaaatta ttccagtgga gcgtctgggt gtaaaggtaa
  4243201 tctcaatggg gttctttgta gaagataatg caccggttat ttggagaggg cctatgcttg
  4243261 ggaaaatgtt aaatcacttc tttacggaag tagagtgggg cgatttagat tatttagttt
  4243321 tagatttacc accaggtaca ggtgatgttg cgctagactt acattcgatg ttgccggctt
  4243381 gtaaagagat tattgtcaca acaccgcatc ccacagcggc atttgtagca gcacgtgctg
  4243441 gagcaatggc tttacgtaca gaacatagta ttcttggtgt tgttgaaaat atggcttatt
  4243501 tcgaaagtaa aacaactggt gaaaaagaat atgtgtttgg aagaggtgga ggagataagt
  4243561 tagctacaga acttcaaaca gaagtacttg gccgaatccc gcttcaacaa cctgattgga
  4243621 ataaagaaga ttttgcgccg tcagtatatg aagatacgca tacgacaggt cttatttatc
  4243681 gcacgatagc tgaaacagta attgataaaa cagcttttgc gcaaaaataa aataataatg
  4243741 agtggacgat acatatattg tccactcatt attagtgtta ttatttttac tgctgttcct
  4243801 ttttaccttc ttgagaacca ccttcaccgc ctgcttcctt tttatcagaa ccactttttt
  4243861 cggctttttg gacaccttta ctaataatat caatcatctt agcttggaag agtgggcttt
  4243921 cagcagtttc tgttagtact tgttgtaaat attgacgata ttctttgctc ttcatcgttt
  4243981 gtaacatcat tttttctact tcagggtttt tcataatttc tataacacct gcttggtatt
  4244041 cagggtcttt tagtaatgtt ttcattaagg ctgtttgttc ttttcccata cttttagcaa
  4244101 atttcgatga gaactcaggg tctttaaaga gcttttccca gaattgttgc cctttgtcgg
  4244161 ataccattgc atcttcaatc gttttcttta ctactgtttc atctagtatg agtgcctgtt
  4244221 tcattttttc atcagttaac acatcttgaa tggctttctt accttgatcg gtttttaaaa
  4244281 tatcaacaat cattttcttc gtttgatcat aatcaagttc ggactttgct tctttttctt
  4244341 gtgcacatgc tacaagtaca agaaatagaa aagaagaagt caaaacgagc agcatccgtt
  4244401 tcataagttg gaactccttt cagcacagtt ctctcttttt aatataaata tctttaagga
  4244461 atttatacat gaacatggct agctttttga aattgtcatt gatacaattt aattagaaat
  4244521 ataaggataa tgggggatgt gttgtgaata gccgcaagtg ggtacgacta ttttttacga
  4244581 cgttgtttct tggtgggatt agtacagtca ttattgggtt tgttttagag tgggacaagt
  4244641 acgctaaatt ttttcaaaat ttcgacggaa aggagatttt ggcagtttcc ttctggttga
  4244701 tgggtgtagg attcattttt agtgtaataa gtcaaatggg gttctttgct tatttaacaa
  4244761 tccaccgttt tggactaggg atgttccgat cgtcttcttt atggaatata gtccagctct
  4244821 tctttattgc attcgtttta tttgatttcg tgtatttaag atcggtattg attgcaaatg
  4244881 gagaagtttc attagggaat aacatacttg ttgctggtgt gttatttatg tttggggcca
  4244941 tcgttgctta tataaaaagt aaagaaacga ataaaaaggc atttgtgcca gctttgttct
  4245001 ttatggttgt tgtaacaatt ctggagtggg taccagcgct tcggattaat gatacagatt
  4245061 ggttatattt aatggtgata ccacttttat tatgtaatgc atatcagtta cttatattac
  4245121 atcgtttaat tggaaagacg agtaagtcgg cctaattaag agcgttttta cgcaggatag
  4245181 ttttatgtat gaaaatatcg ggatgaaaaa agctccatta cctgaatgaa aggtaatgga
  4245241 gctttttatg tgtaaaaaat tattgaacat ctttactttt cgtacttgtg ttggaaataa
  4245301 gttgtgatac ggatatttgc tcatagccgt cactctttaa tttctgtaga agcagtggca
  4245361 aagctttatt tgtttgaagg gcagaatcgg atgcatgtaa taagacgata tctccacctt
  4245421 ttaaattatt agagacggtg gaaacgatct tgtttacgcc agggtttttc caatcgtttg
  4245481 agttattact ccaatgaacg acagtgtatc cgagtgattc tgctatttta agtgttgctt
  4245541 tgttaaagtc tccactaggt ggacgtaata gtttgatttg tttcacaccg agttttgtaa
  4245601 aaacatcttg tgctcgcaga agatctcttc ttatttcatt tgtctctaga gaagtgtagg
  4245661 atgtgtaatt ataacccata ctaccgattt catgtccatc ttttatgatg cgttcaacaa
  4245721 catcagggtg tctttctgcc catgcagcag aaaggaagaa ggttgcattc ttaatatctc
  4245781 tttctttaag tgtatcaagg attggaattg cttttttgtc tccccaacta atatcaaacg
  4245841 tgaatgcaac ttgtttttta gaggtgtcgc ctttgtaaat aactttaggc cctgtagcag
  4245901 ttgaaaaagc agactcgtgt gaatatgttt tcaaaaagag tagccatgcg gtaaataagg
  4245961 aaagtatcac tattaagcta atgtgtttaa agtttctttt actcgtaata aaaaagaaaa
  4246021 acataatatt acgccccttt gtccaatcct tttcagttac atatatgctg taaatataaa
  4246081 aaagagaaca agggattaat atcgtaagta gtggatataa tggatggtag gattttgtta
  4246141 aatgaaaatc ggcataatgt ttattgctct gtaagaaatg attgaggtga tgatttgctt
  4246201 gggtttatgt taacgaaaga agagaaaaaa gaaatggaat acatattgaa gagagagtta
  4246261 gaagaacttt tatttgattt tgaagatgaa cgtattcatg acgttgtaaa aaaggcgatg
  4246321 gaagaaagat ataaaatcat tttttgtttg tttcgaagag tcgctaatgc agaggactgt
  4246381 attcgttacg taagaaaaag aactttttat taaaaagtgt tgacgttcat ggttattata
  4246441 tgataaatta ataaccgtcg ctgatgcgga aacgcagaaa acgacaaaaa agaaattgaa
  4246501 aaacttagtt gacattgaaa aacgaagatg ttaacataag gaagtcgcaa atgagcgacc
  4246561 aagtagttct ttgaaaactg aacgaaacaa acaacgtgaa acgtcaattt ttattttaga
  4246621 tgctagacaa actaacttta ttggagagtt tgatcctggc tcaggatgaa cgctggcggc
  4246681 gtgcctaata catgcaagtc gagcgaatgg attaagagct tgctcttatg aagttagcgg
  4246741 cggacgggtg agtaacacgt gggtaacctg cccataagac tgggataact ccgggaaacc
  4246801 ggggctaata ccggataaca ttttgaaccg catggttcga aattgaaagg cggcttcggc
  4246861 tgtcacttat ggatggaccc gcgtcgcatt agctagttgg tgaggtaacg gctcaccaag
  4246921 gcaacgatgc gtagccgacc tgagagggtg atcggccaca ctgggactga gacacggccc
  4246981 agactcctac gggaggcagc agtagggaat cttccgcaat ggacgaaagt ctgacggagc
  4247041 aacgccgcgt gagtgatgaa ggctttcggg tcgtaaaact ctgttgttag ggaagaacaa
  4247101 gtgctagttg aataagctgg caccttgacg gtacctaacc agaaagccac ggctaactac
  4247161 gtgccagcag ccgcggtaat acgtaggtgg caagcgttat ccggaattat tgggcgtaaa
  4247221 gcgcgcgcag gtggtttctt aagtctgatg tgaaagccca cggctcaacc gtggagggtc
  4247281 attggaaact gggagacttg agtgcagaag aggaaagtgg aattccatgt gtagcggtga
  4247341 aatgcgtaga gatatggagg aacgccagtg gcgaaggcga ctttctggtc tgtaactgac
  4247401 actgaggcgc gaaagcgtgg ggagcaaaca ggattagata ccctggtagt ccacgccgta
  4247461 aacgatgagt gctaagtgtt agagggtttc cgccctttag tgctgaagtt aacgcattaa
  4247521 gcactccgcc tggggagtac ggccgcaagg ctgaaactca aaggaattga cgggggcccg
  4247581 cacaagcggt ggagcatgtg gtttaattcg aagcaacgcg aagaacctta ccaggtcttg
  4247641 acatcctctg gcaaccctag agatagggct tctccttcgg gagcagagtg acaggtggtg
  4247701 catggttgtc gtcagctcgt gtcgtgagat gttgggttaa gtcccgcaac gagcgcaacc
  4247761 cttgatctta gttgccatca ttaagttggg cactctaagg tgactgccgg tgacaaaccg
  4247821 gaggaaggtg gggatgacgt caaatcatca tgccccttat gacctgggct acacacgtgc
  4247881 tacaatggac ggtacaaaga gctgcaagac cgcgaggtgg agctaatctc ataaaaccgt
  4247941 tctcagttcg gattgtaggc tgcaactcgc ctacatgaag ctggaatcgc tagtaatcgc
  4248001 ggatcagcat gccgcggtga atacgttccc gggccttgta cacaccgccc gtcacaccac
  4248061 gagagtttgt aacaccccga agtcggtggg gtaacctttt tggagccagc cgcctaaggt
  4248121 gggacagatg attggggtga agtcgtaaca aggtagccgt atcggaaggt gcggctggat
  4248181 cacctccttt ctatggagaa ttgatgaacg ctgttcatca atataagttt ccgtgtttcg
  4248241 ttttgttcag ttttgagaga actatctctc atatataaat gtatgttctt tgaaaactag
  4248301 ataacagtgt agctcatatt tttaattttt agtttggtta agttagaaag ggcgcacggt
  4248361 ggatgccttg acactaggag tcgatgaagg acgggactaa cgccgatatg cttcggggag
  4248421 ctgtaagtaa gctttgatcc gaagatttcc gaatggggaa acccaccata cgtaatggta
  4248481 tggtatcctt atctgaatac atagggtaag gaagacagac ccagggaact gaaacatcta
  4248541 agtacctgga ggaagagaaa gcaaatgcga tttcctgagt agcggcgagc gaaacggaac
  4248601 atagcccaaa ccaagaggct tgcctcttgg ggttgtagga cattctatac ggagttacaa
  4248661 aggaacgagg tagacgaagc gacctggaaa ggtccgtcgt agagggtaac aaccccgtag
  4248721 tcgaaacttc gttctctctt gaatgtatcc tgagtacggc ggaacacgtg aaattccgtc
  4248781 ggaatctggg aggaccatct cccaaggcta aatactccct agtgatcgat agtgaaccag
  4248841 taccgtgagg gaaaggtgaa aagcacccca gaaggggagt gaaagagatc ctgaaaccgt
  4248901 gtgcctacaa atagtcagag cccgttaatg ggtgatggcg tgccttttgt agaatgaacc
  4248961 ggcgagttac gatcccgtgc gaggttaagc tgaagaggcg gagccgcagc gaaagcgagt
  4249021 ctgaataggg cgtttagtac gtggtcgtag acccgaaacc aggtgatcta cccatgtcca
  4249081 gggtgaagtt caggtaacac tgaatggagg cccgaaccca cgcacgttga aaagtgcggg
  4249141 gatgaggtgt gggtagcgga gaaattccaa tcgaacctgg agatagctgg ttctccccga
  4249201 aatagcttta gggctagcct taagtgtaag agtcttggag gtagagcact gattggacta
  4249261 ggggtcctca tcggattacc gaattcagtc aaactccgaa tgccaatgac ttatccttag
  4249321 gagtcagact gcgagtgata agatccgtag tcaaaaggga acagcccaga ccgccagcta
  4249381 aggtcccaaa gtgtgtatta agtggaaaag gatgtggagt tgcttagaca actaggatgt
  4249441 tggcttagaa gcagccacca tttaaagagt gcgtaatagc tcactagtcg agtgactctg
  4249501 cgccgaaaat gtaccggggc taaatacatc accgaagctg cggattgata ccaatggtat
  4249561 cagtggtagg ggagcgttct aaggacagtg aagtcagacc ggaaggactg gtggagtgct
  4249621 tagaagtgag aatgccggta tgagtagcga aagacgggtg agaatcccgt ccaccgaatg
  4249681 cctaaggttt cctgaggaag gctcgtccgc tcagggttag tcaggaccta agccgaggcc
  4249741 gacaggcgta ggcgatggac aacaggttga tattcctgta ccacctcttt atcgtttgag
  4249801 caatggaggg acgcagaagg atagaagaag cgtgcgattg gttgtgcacg tccaagcagt
  4249861 taggctgata agtaggcaaa tccgcttatc gtgaaggctg agctgtgatg gggaagctcc
  4249921 ttatggagcg aagtctttga ttccccgctg ccaagaaagc ttctagcgag ataaaaggtg
  4249981 cctgtaccgc aaaccgacac aggtaggcga ggagagaatc ctaaggtgtg cgagagaact
  4250041 ctggttaagg aactcggcaa aatgaccccg taacttcggg agaaggggtg ctttcttaac
  4250101 ggaaagccgc agtgaatagg cccaagcgac tgtttagcaa aaacacagct ctctgcgaag
  4250161 ccgtaaggcg aagtataggg ggtgacacct gcccggtgct ggaaggttaa ggagaggggt
  4250221 tagcgtaagc gaagctctga actgaagccc cagtaaacgg cggccgtaac tataacggtc
  4250281 ctaaggtagc gaaattcctt gtcgggtaag ttccgacccg cacgaaaggt gtaacgattt
  4250341 gggcactgtc tcaaccagag actcggtgaa attatagtac ctgtgaagat gcaggttacc
  4250401 cgcgacagga cggaaagacc ccgtggagct ttactgtagc ctgatattga attttggtac
  4250461 agtttgtaca ggataggcgg gagcctttga aaccggagcg ctagcttcgg tggaggcgct
  4250521 ggtgggatac cgccctgact gtattgaaat tctaacctac gggtcttatc gacccgggag
  4250581 acagtgtcag gtgggcagtt tgactggggc ggtcgcctcc taaagtgtaa cggaggcgcc
  4250641 caaaggttcc ctcagaatgg ttggaaatca ttcgtagagt gcaaaggcat aagggagctt
  4250701 gactgcgaga actacaagtc gagcagggac gaaagtcggg cttagtgatc cggtggttcc
  4250761 gcatggaagg gccatcgctc aacggataaa agctaccccg gggataacag gcttatctcc
  4250821 ccccaagagt ccacatcgac ggggaggttt ggcacctcga tgtcggctca tcgcatcctg
  4250881 gggctgtagt cggtcccaag ggttgggctg ttcgcccatt aaagcggtac gcgagctggg
  4250941 ttcagaacgt cgtgagacag ttcggtccct atccgtcgtg ggcgtaggaa atttgagagg
  4251001 agctgtcctt agtacgagag gaccgggatg gacgcaccgc tggtgtacca gttgttctgc
  4251061 caagggcata gctgggtagc tatgtgcgga agggataagt gctgaaagca tctaagcatg
  4251121 aagcccccct caagatgaga tttcccatag cgtaagctag taagatccct gaaagatgat
  4251181 caggttgata ggttcgaggt ggaagcatgg tgacatgtgg agctgacgaa tactaataga
  4251241 tcgaggactt aaccatataa tatgaagcga tgttatctag ttttgaagga atatataatt
  4251301 ttcttcttga catttcgaaa gaaatgttta taatgataaa agtctggtaa tgatggcaga
  4251361 gaggtcacac ccgttcccat accgaacacg gaagttaagc tctctagcgc cgatggtagt
  4251421 tgggaccttg tccctgtgag agtaggacgt tgccaggcta atattattcc gcagtagctc
  4251481 agtggtagag ctatcggctg ttaaccgatc ggtcgtaggt tcgagtccta cctgcggagc
  4251541 cattatgctt ccatagctca gctggtagag cacttccatg gtaaggaaga ggtcaccggt
  4251601 tcaagcccgg ttggaagctt gggaataggt ttaaaacttt tttggcccgt tggtcaagtg
  4251661 gttaagacac cgccctttca cggcggtaaa acgggttcga atcccgtacg ggtcaccact
  4251721 tttggaggat tagctcagct gggagagcac ctgccttaca agcagggggt cggcggttcg
  4251781 atcccgtcat cctccaccat atatatttaa aatgtcggag gggtagcgaa gtggctaaac
  4251841 gcggcggact gtaaatccgc tccttcgggt tcggcagttc gaatctgccc ccctccacca
  4251901 ttttctttaa aataacctga gagggtttat ttttttgaaa agataaccat actagtaaat
  4251961 attaatgggc tatagccaag cggtaaggca acggactttg actccgtcat gcgctggttc
  4252021 gaatccagct agcccagcca tttacgagcc attagctcag ttggtagagc atctgacttt
  4252081 taatcagagg gtcgaaggtt cgagtccttc atggctcacc attttcgcgg aagtagttca
  4252141 gtggtagaat acaaccttgc caaggttggg gtcgcgggtt cgaatcccgt cttccgctta
  4252201 attactaagg ggccttagct cagctgggag agcgcctgcc ttgcacgcag gaggtcagcg
  4252261 gttcgatccc gctaggctcc atctaataga gaaagcttac atcatatgat gtaagctttt
  4252321 ttgtgtttaa aaagacaact ttcatacttg tcatttaaaa tggagaaaac gtgaaaataa
  4252381 aggatggaga tagttatgaa agttgttatt gcatctgatt catataaaga aagcttaaaa
  4252441 gctatagaag tatgtgaggc tattgaaaga ggttttgaag caattttccc taaagcagag
  4252501 tatgtaaaaa taccaattgg agatggagga gaaggaacgg ttgattcact tgttgatgcc
  4252561 gcaagggggg agaattatat cacttcatgt aacagggccg cttagagaac gtgtacaagc
  4252621 cttttacggt atgtctaaag ataaaaagac agcgtttatt gaaatggcag cagcatcagg
  4252681 attacaacat gttccggtta aaaaacgaaa tccacttgtt acaacgacga aaggaacagg
  4252741 agaacttata ctacatgcgc tagacgaagg cgctgagcat atcattttag gacttggagg
  4252801 aagtgctaca aatgatggag gagcggggat gttgtcagct ttaggagtca ggtttataaa
  4252861 tggaaaagga gaagtaatag atccatttgg tggaacgcta cattcgattg tctctattga
  4252921 tttttcacaa atggattcac gcttaaagca tataaagata gaagcagcat gtgatgtaga
  4252981 taatccgtta gttggaataa ggggagcatc tttcgtgttt gggcgacaaa agggtgcgga
  4253041 tgaagagatg atgaaagagc tggatgagaa tttaaagcat tatgcgcata ttcttaaaca
  4253101 atacctatat tgcgacgtat ctaaaatacc tggtgcagga gctgcgggag gtatgggagc
  4253161 agctgttatt gcagtgctaa agggaaactt gcgtagagga attgaaattg tattagatta
  4253221 tacaaatttt gataagcata tagaaggtgc agatttaatt ataactggcg aaggaagaat
  4253281 agatgaacaa acagcatatg gaaaggcccc agtaggtgtt gcggagcgtg caaagcattt
  4253341 tcacattcct gtcattgcta ttggaggatc tgtatctccg aattacaccg ctgttcatga
  4253401 aaaaggaatt gacgcagtat ttagtattac accaagtccg atgacattag aggaggcata
  4253461 taaagtagca gaagagaata tcgaaatgac agcgaagaat attgcagcag tgtggaaaat
  4253521 agcatcagaa aaacacttct aaatggggga gtgtttttta ttattattta ataataatga
  4253581 tggtagttgc ttcattaagt taactttata catagaatag tcttaacatt tggattttta
  4253641 agcggatata agtgaataat ttgtatatcc atacagaaaa atgtcgagtt gagtcagact
  4253701 atataaaaga tttaaaatat ttagtgaagg cacagaaggg ggatactatc tatgaaaaaa
  4253761 gaaatttcgg ttattggagt tccaatggat ttagggcaga tgcgtcgtgg agttgatatg
  4253821 ggaccgagcg caatccgtta tgcaggtgta attgaaagaa ttgaagaaat tggatatgac
  4253881 gttaaagata tgggagatat atgtatagag agagaaaaag aagtagatgt aaatacaagc
  4253941 ttaagaaacc ttacacaagt tgcaactgta tgtaacgaat tagcaagtaa ggtagatcat
  4254001 attatagaag aagggcgttt tccacttgta ttaggtggcg atcatagtat cgctattggt
  4254061 acattagctg gtgtggcgaa acattataaa aacctaggtg ttatttggta cgatgcacat
  4254121 ggtgatttaa atacagaaga aacttcacca tctgggaata ttcacggtat gtcacttgca
  4254181 gcaagtttag ggtatggaca tcccacgctt gtagatttat acggggcata tccaaaggtg
  4254241 aaaaaagaga atgttgtcat tatcggtgca cgtgcattag atgaaggaga aaaagacttt
  4254301 attcgcaatg aaggtattaa agtattcaca atgcacgaga ttgatcgtat gggtatgaca
  4254361 gctgttatgg aagaaacaat tgaatattta tctcatactg acggtgtgca tttatcatta
  4254421 gatttagatg gtcttgatcc tcatgatgca ccaggagttg gaacacctgt aattggtggc
  4254481 ctatcttatc gtgagagcca tttagcaatg gagatgttag cggaagctga tattgttaca
  4254541 tctgcggagt ttgttgaggt aaatatgatt ttagatgagc gaaatagaac ggcaacaaca
  4254601 gcggttgctt taatgggttc tttattcggt gaaaaactaa aataaatgta agaaaagcaa
  4254661 ctgagaagtt gcttttttta tttgaaaata ggcgtataat aatgatttat attatactgt
  4254721 acgataagaa tgtttgacat cttaccaatt tagactaaag ggggttgttt gtaattgtcg
  4254781 tttgtttcat gtatggtata attaactagt tgttggaaat acatacagat agagcataaa
  4254841 acaatatttc aatatatgga tagaattgct cgtaagtagg aggaagggtt agcatgcctt
  4254901 ttgaagatac gaccattttg aaatatctta gtacggcatt agatattgcc gttgtatggt
  4254961 ttattatata taagctaatt ctcataatcc gagggacgaa agctgttcaa cttttaaaag
  4255021 ggattacagt tattattgtc gttcggatga tcagtatttt ccttgaattg cgaacgctat
  4255081 attggctaac tgaacaagta ttaacgtggg gatttttagc cgttattatt attttccagc
  4255141 cagaattgcg aagagcactt gagcagttag gacgcgggag tttattttcg cgtactggaa
  4255201 ctcatgagga tgatgagcct gaaatggttg caacagcgat agcgaaagca acggaatata
  4255261 tgggtaaacg tagaattggt gcgttaatta ctttgtcaaa agagacaggt atgggggatt
  4255321 atgtagaaac gggtattccg ctaaatgcaa acgtatcatc ggaattactc attaatattt
  4255381 tcattccaaa tacacctctt catgatggag cagtaattat gcaaggaagt acgattaaag
  4255441 cagcagcttg ttaccttccg ttgtcggaaa gtccatttat ctctaaagag ttaggaacta
  4255501 ggcatcgcgc tgcaatgggg gttagtgaag ttactgatag tattacagta gttgtgtcgg
  4255561 aagaaacggg ccaaatttct ctaacgaaaa atggtaagtt gcatcgtgat ttgaagacag
  4255621 aacaactgaa agatatgttg ttagctgaat ttagtgcgaa cgaaaaaacg acttcttcgt
  4255681 ctttatggaa ttggaggaga aagcgtcatg gataagttaa tggagaatca ttggttttta
  4255741 aaaggaatct cattactatt ggcgtgtatg ctttttatgt cagcgacttt aactgaaaaa
  4255801 aatacgacat cggggatatt accttttgca aatgatgcga aagaaacact aactaattat
  4255861 gctattaacg ttaagtatga tgaagagaaa tatattgtaa gtggtattcc ggcagagggc
  4255921 gttaaggtga agttagaggg tccaaaagca gcagttgcta cagcaaaggc gaaaaaacaa
  4255981 tttgatatac cagttgattt gagagatagc gaaaaaggaa cttatgaagt ttctttgaaa
  4256041 acgaacggac ttccagatga tgtgaaagga acagttcagc catcaacaat taaagttact
  4256101 cttcatgaaa aggcgagaaa atatgttcat gtagatctga aattatcaaa tgaggatcag
  4256161 atgccagcag gggctattct cgaaaaatca agccttaaac cggatactgt tgaggtagtt
  4256221 gggacgaaag aagaaattga aagtatttca tctgccaaag cgtatgttga tttaaaaggt
  4256281 gttaataaaa ctgttacaaa aacgcccgaa gttacattat acaataaaga aggaaaacgt
  4256341 ttaaatgtaa gaacgagtcc atctaaaatt agtgtaacgt tgaatgtggc gacgcaagct
  4256401 acggccaata atactgaaaa aactgttcct atagcatata cgaaaaaggg gagtttaccg
  4256461 gaaggattgg ccgttacaaa tattagcgtt gagccgagag aagtaacgat agcaggtcca
  4256521 aaagatatat tagataatat acaatcgata gagggggtcg aagtagatct tagtcaattg
  4256581 acagagtcta caacattcga tacctctgtt ttattaccaa agggtgtaac aagtgcgaaa
  4256641 ccaaatcaag tgaaggtttc agtaggcgta cagaaaacaa aacaaacgaa aacaagaacg
  4256701 attgatggta tatcaattca aaaaaatgga ctttcgaaag acgttacggc ccagttactt
  4256761 tcgccgcaag atgggaagat aagcgttgat atttcaggag aaacaagtat agtagataaa
  4256821 ataatagcta atcaaataac agcagtgatt aatctacaaa atgtgtctcc tgggacgaag
  4256881 gatgttgcca ttcaagtgag tggccctagt aatatttcaa tagagccaaa acaaaaaagt
  4256941 gctaaagtca caattgtgaa gaaagaaaat cccgataaag aagtacaggg taatggtgaa
  4257001 caaccaaatt caaataataa tcaagataat caagataatc aaactgaaaa accaaaaaat
  4257061 cctgaaccag aacctaatcc tgatccttat ccggaaaagg agaaggaacc ggaacaaaat
  4257121 aaagataaag aaactagcca agagccaaca gtagataatc aaaaagagcc agaaaaagga
  4257181 gcgaatcata atgggtaaat attttggtac agatggagta cgcggggttg cgaataagga
  4257241 gttaacacct gaattagcgt tcaaaattgg acgtttcggt ggttatgtat taacaaagga
  4257301 tacagatcgc ccaaaagtaa ttattggccg tgatacacgt atatcaggac atatgctaga
  4257361 aggagcttta gtagcaggtc tattatcaac tggagcagaa gtaatgcgtc ttggtgttat
  4257421 ttctacacca ggtgttgctt atttaacaaa agcgttagat gcacaagcag gtgttatgat
  4257481 ttctgcatct cataatccag tacaagataa cggaattaaa ttcttcggtt cagacggttt
  4257541 caaattaaca gatgagcaag aagcagaaat tgaagcttta ttagacaaag aagttgatga
  4257601 attaccacgt ccaacgggta ctaaccttgg acaagtgagt gattattttg aaggtggaca
  4257661 aaaatattta caatacatta aacaaactgt agaggaagat ttctctggtt tacatatcgc
  4257721 tttagattgt gcgcatggtg ctacgtcttc tttagctccg tacttatttg ctgatttaga
  4257781 agctgatatc tcaacaatgg gaacttcacc aaacggtatg aacattaacg atggagtagg
  4257841 ttctacacat ccagaagtat tagctgaatt agtaaaagaa aaaggtgctg atattggtct
  4257901 tgctttcgat ggtgatggtg accgtttaat cgctgtagat gaaaaaggaa acatcgttga
  4257961 tggcgatcaa attatgttta tttgtgcaaa gtacatgaaa gaaactggtc aactaaagca
  4258021 caatacagtt gtttcaacag ttatgagtaa cttaggtttc tacaaagcac ttgaagctaa
  4258081 cggtattaca agtgataaaa cagcagttgg tgaccgctac gtaatggaag agatgaaacg
  4258141 cgggggatat aacctaggcg gagaacaatc aggtcacatt atcttacttg attacattac
  4258201 aactggtgat ggaatgttaa gtgcacttca acttgtaaac atcatgaaaa tgacgaaaaa
  4258261 accattatct gagcttgcag gagaaatgac aaaattccca caattactag taaacgttcg
  4258321 tgtaacagat aaaaaactag cattagaaaa cgaaaaaatt aaagaaatta ttcgtgttgt
  4258381 agaggaagaa atgaacggtg atggccgcat tcttgttcgt ccatctggaa cagaaccact
  4258441 tattcgtgta atggcagaag caccaacaca agaagtttgt gatgcatatg tgcatcgcat
  4258501 tgtagaagtt gtgaaagcgg aagttggcgc tgaataattt gataaattta ttgaaaaagg
  4258561 agcacaaaaa gtgctccttt ttcatatgtt ttatagatga tgaaaaaaat ttcattgacg
  4258621 gtttatccat gtttgttata agatggtctt gttctttttc tcaaaggaaa tattgtaaat
  4258681 tatagaagcg ccagaactac aagtagtgta gttgacgagg tggggtttat cgagatttcg
  4258741 gcggatgact cccggttgtt catcacaacc gcaagctttt acttaaatca ttaaggtgac
  4258801 ttagtggaca aaggtgaaag tgtgatgaga gaaaaggaac ggatacaaac tagctatata
  4258861 agtatatacg gacttaaacc caatcgagag gaaggtgaaa gccgttacaa gcttacaggg
  4258921 ctagcaatat gtaatccgtt ttttagtata aataaaaatg gtatcggact atgtcgttac
  4258981 atgttcgcag agcagcgtaa gcatttgtaa cggcgactaa acatgtgtgg aatcgtagga
  4259041 tttattggag agcaagatgc aaaggaaatt ttattaaaag gtttagaaaa gctagaatat
  4259101 cgtggatatg attcagcagg tattgcagta caagcagaga acggtgttgt tgtatacaaa
  4259161 gaaaaaggcc gtatcgcaaa acttcgcgaa atcgtagatg agaacgtagc agcaagcgta
  4259221 ggtatcggac acacacgctg ggctacacac ggtgttccaa gtaaagtaaa cgcgcatccg
  4259281 catcaaagta catcaaaacg ctttacacta gttcataacg gtgttattga aaactatgaa
  4259341 ttagtgaaaa aggaatattt acaagatgta acgttcgtaa gtgaaacgga tacagaggtt
  4259401 atcgtacagc ttatggaaca acaagtgagc acaggactaa gtgtagaaga agcgttccgt
  4259461 aatacgctat ctcttttaca tggctcttat gcaatcggat tacttgatgc tgaaaatcca
  4259521 aacatgattt atgttgctaa aaacaaaagc ccgctattag taggtgttgg tgacaacttt
  4259581 aatgttgtgg cgagcgacgc tatggcgatg ttacaagtta cagatcaatt tattgaatta
  4259641 atggataaag aaatcgtaat tgtaatgaaa gaaagtatta caattaaaaa cttacaaggt
  4259701 gaaacgattg aacgtgcacc gtttacagcg gaattagacg caagtgatat tgaaaaagga
  4259761 acataccctc atttcatgct gaaagaaatc gatgagcaac cacttgtaat ccgtaatata
  4259821 atccaaaagt atcaagatga aaatggcgag attgaattag atcaagacat ccgcaatgct
  4259881 attttagata gcgatcgtat ttacatcatt gcatgtggaa caagttatca tgcaggtctt
  4259941 gttggaaaac aatttatcga gaagtttgca aaaatgccag ttgaagtgca tgtagcaagt
  4260001 gaattctctt ataacatgcc attattaaca gaaagaccat tcttcattta catttcacaa
  4260061 agtggtgaaa cagctgatag ccgtgcagta cttgtacaaa caaatgaaat gggtcataaa
  4260121 gcattaacga ttacaaacgt acctggttct acactttctc gtgaagctga ttatacactt
  4260181 ccgttatacg cgggaccaga aatcgcagtt gcatcaacaa aagcttacac agcacagctt
  4260241 gcagtacttt caattttagc tgcggatatt gctaaagcaa aaggtgaagt tcttggtttt
  4260301 gatttaacac atgaactagg acttgtagca aatgcaatga tagaactttg tgatcaaaaa
  4260361 gaagaaatgg acgcattagc aaaacaattt ttagcaacaa ctcgtaactg tttcttcatc
  4260421 ggacgtagcg ttgacttcta cgtaggatta gaaggcgcgt taaagctaaa agaaatttct
  4260481 tacatccaag cagaaggatt tgctggagga gagttaaaac acggtacaat cgccttaatc
  4260541 gaaaacggta caccagttat cgcacttgct acacaagaac acgtaaacct tggaattcgt
  4260601 ggtaacgtga aagaagtagt agcacgcgga gctaacccat gtatcatctc aatgaaaggc
  4260661 ttagaaatgg agggtgacag cttcgtacta ccagctgtac acgaagcact agcaccgcta
  4260721 gtagccgtta ttccattaca acttatctca tactacgcag cacttcaccg cgagtgtgac
  4260781 gttgataagc cacgtaactt agctaagtct gttacggttg agtaggagat tagtaggtta
  4260841 gtaaatatag tgtagttttg aaataaagtt aagacgttta taaaaaaggt gcgatgcttt
  4260901 atctctttaa tcaaagaatt gtaaataagc tatgatcaaa cttttttata aaacataagc
  4260961 atacacctgt tggataagaa accattttga ttagactttt tcaaaatggt ttctttttat
  4261021 tcatcataga atacggttta acacaatatt tttaatcaaa ctttatttta aagccacaca
  4261081 ttgctttttc ttatggtgaa tttgtttctt agttatttcc tgcattttat atcgttcacc
  4261141 aatcatgtaa tgttaaggga gatgacaaaa gaaaggaaga atgtacaaat gagtatagta
  4261201 aaaaacggaa cattgcaagt aattggagca agcatctatt atgaggtgcg tggctcgggt
  4261261 ccaattcttc ttttgattca tggtgggggt ggtgatgccg acaagttcca taatatcgcc
  4261321 gaccatcttg ctaaatggta taccgttgtt acttacgatc gtcgtggtca ttcccgtagc
  4261381 aatctcgtca ataaaaatga ggattaccat gtgcacacgc atagcgaaga tgctcatcgg
  4261441 ttgctagcta atctgaccaa agaaccggct tatgtattcg gaagtagttc tggtgctgtt
  4261501 atcggacttg atttgtgcat acgtcatcct gagcaggtac agttactaat tccacacgaa
  4261561 ccggttttat tacaactttt atctgaaaat gagttgaagc aggctataaa tttcctggaa
  4261621 gaccttaaag ggaatcatca aaatgaggtc atgaagttat tgtcaaatat tgatgatagt
  4261681 aattccgaac catcgaagga tatgctaaca gagcgactac ttggcaattc gacgtatttc
  4261741 actgagtatg aaatcccggg aattctcagc tatactttaa atatcgatgc attaaagtcc
  4261801 ctattaaaac ctgcatcgat acaggtacgt ccagctggtg gaagtatttc aagagaaact
  4261861 tttccttatc attgcgcatt caacttagca gagcacctcg gaacagaatt cgcagagttt
  4261921 ccaggacatc atgtgggtta taacacagtg catcataaag agtttgctga gaggttacat
  4261981 gatgttattg agaattaatc gggaaactat caatgagcag tatataaaca caatagcgcg
  4262041 aatagatatt catggagtta caagacaata cgtaatttag ggttttgctt ctatgtctaa
  4262101 attgatttca aagcatcagc agaatatgaa caactaaaaa agcagctacc tctccattta
  4262161 aaggtagctg cttcttttta catagatgct ataattattt gtctttcata ccacttgttt
  4262221 agttttccat tccctaaatc ttctttatca acaataatag ttttggggtg acttgtttgt
  4262281 tagcttaata attatgggct ttcctctaat agaaccaaag gaaacgataa aagcgcttgc
  4262341 ataattgaaa atccgagtta taatacttgt atacaagtat acttgattaa cacgaggtgg
  4262401 gtttatgacg aaatcaatgg aatttcttta tcctgaaaaa tggctttcaa aagcttctac
  4262461 aggtgatcgt gttgcgagcg aattgagaat gcgcattatt gcaggtgtga ttgaaagcgg
  4262521 taccatactg tcagaaaata aaatagctgc cgatttttct gtaagtcggt cacccgttcg
  4262581 tgaagcatta aaattactag tttctgaaaa tattattcgc ttagaaagaa tgggcgcagt
  4262641 tgtcattggt ttaaccgaga aagaaattga agaaatatat gatgttcgtt tacttataga
  4262701 aacgtttatc tttgagcgac ttggaaagat ggacacaaat gatttagtaa gagaactaaa
  4262761 taaaataatg gaaatgatga aaatcgccat taaatatcat gattctgatg aattttctta
  4262821 tcaagatctc ttattccatg aaacgattat tcgaaccatt gagcattcct acatcctgat
  4262881 gatttggaat aatttaaagc ctgttatgga aagcttaatc cttttatcaa tgcgtactcg
  4262941 tttcaaggaa aagtacgaag actttgaacg gattattaaa aatcatgagc tttatataaa
  4263001 agcaatcgaa tcaaaagatc gagccctcat gattgaggcc ttacatcaaa actttgatga
  4263061 tgttcaaggg aaagtcgaag acctctggat gtcacaacaa atgttatcta aaggagttga
  4263121 gcaaggacat gagtagctat atgttaggta tagatatcgg tacaacaagt acgaaagcag
  4263181 ttttatttac tgaaaaaggc gaagtcattc aaaccgagaa tattggttat ccacttcgca
  4263241 caccggatat atccacagcg gaacaagatc cagaagagat tttccaagct gttttacaag
  4263301 cgatatcaaa tataacgaaa cagcattcag ataaaaaacc atcgtttatt tcatttagca
  4263361 gtgctatgca tagtgtcatt gctatggatg aaaatgatca gccgctgaca ccttgtatca
  4263421 cttgggcaga taatcgcagt gaggcatggg cgcataaaat caaagatgaa ctgaatggcc
  4263481 atgcagttta tagacgaaca ggaacaccta ttcacccaat gtcaccatta agtaaaatta
  4263541 catggattgt gaatgcccat ccggaaattg ctattagaac gaaaaaatat attggaatca
  4263601 aagaatatat cttcaaaaaa ttctttgatc aatatgttgt tgatcattcc atcgcctagt
  4263661 gcatgggtat gatgaactta aaaacgctag attgggatga ggaagcttta aaaattgctg
  4263721 gtataacatc agctcaatta tctaaactcg taccaaccac caaaatattc agcaactgca
  4263781 atccagattt agcccaaaag attggtatcg attcccaaac accgtttgtc attggtgcca
  4263841 gtgatggggt gctttctaat ctaggtgtga atgcaattcg gaaaggggag attgctgtca
  4263901 caattggaac aagtggtgct attcggacca ttattgataa accacaaaca gataaaaaag
  4263961 gaagaatatt ttgttatgcc ttaaccgaaa agcattgggt aattggtgga ccggtaaaca
  4264021 atggagggat ggtccttcgc tggattcgtg atgaacttgc ttcatcagaa gtagaaactg
  4264081 cgaaaagact aggaattgat ccatacgatg tattaactaa aatagcagaa cgcgtgagac
  4264141 ctggtgcaga cggattatta ttccatccat acctcgcagg ggaacgtgca ccattatgga
  4264201 atccagatgt acgtggctcc ttctttggtt taacgatgtc acataagaag gaacatatga
  4264261 ttcgtgcagc tttagagggt gttatatata atttatacac tgtattttta gcattaacag
  4264321 aatgtatgga tggtcctgta actcgtattc aagcaacagg cggcttcgca aggtctgacg
  4264381 tttggcgaca gatgatgtcc gatattttcg catctgaagt cgttgttcca aagagctacg
  4264441 aaagctcttg tctaggtgca tgtatattag gtctctatgc cacaggaaaa attgattctt
  4264501 ttgaaatcgt ttccgaaatg gttggtagta cctacaaaca tacaccgaaa gaagaagcaa
  4264561 caaaagaata cagacaatta ctgcctatat ttattaacct atcaagggcg ttagaagatg
  4264621 attatacacg cattgcaaat tatcaaagaa atttaataaa gtaaaacttt catcagtaac
  4264681 ctcccacgcc tcgcttctat ctaaatctcg aggtgatggg ggccttactg cccacgaata
  4264741 gcgggataaa tacaaataca gctaagatta ggggggaact acgatgccat tagtcattgt
  4264801 agcaattggg attttagcat tacttttact gattatgcgc tttaaattaa atacctttat
  4264861 ttcattaatc attgtatccg tcggggttgc tttagcactt ggaatgccac cagaaaagat
  4264921 ttttaaaacc attgaagcgg gattaggcgg aacacttggg cacttagcac tcgtttttgg
  4264981 acttggtgcg atgttaggta agttgctttc agattctggg ggtgcacaac gcattgccat
  4265041 gacccttgtg aaaaaatttg gtgaaaagaa cattcaatgg gctgttgtga ctgcctcatt
  4265101 tattataggg attgcattat tttttgaagt aggattagta ttattaattc cgattgtatt
  4265161 tgcaatttca agagaattaa aagtttctat cttatatctc ggtatctcga tggcagctgc
  4265221 tttatctgta acacacggat ttttaccacc acacccagga ccaactgcta tcgctggtga
  4265281 attgcatgca aacatcggtg aagtattact ttacggtttt atgatagcgg ttccaacggt
  4265341 tgtgttagct ggacctgtat ttactaaact tgcaaaaaaa ctagtacctg aggcgttcac
  4265401 aaaaaccggt aatatccaat cattaggtga gcagaaagta tttaaacttg aagaaactcc
  4265461 tggttttgga atcagtgttt ttaccgcttt actgcctgtt cttttaatgg cagtcgctac
  4265521 aattattact ttgttgcaaa aaacaatggg attcaaagat aatagtttac tagcaacgat
  4265581 cgagtttatt gggaatgcgg atactgccat gttgatatcc ttactagttg cgatctatac
  4265641 aatgggattg gcaagaaata ttccaatcaa aagcgtgatg gaatcttgta caacagcgat
  4265701 ctcgaatatt gggatgatgc tcttaattat tggtggaggc ggcgctttca aacaagtatt
  4265761 aattgatggc ggcgttggta actatgtagc cgaattattc aaaggaactt cattatcacc
  4265821 gatcttgctc gcatggatta tcgctgccat cttacgtatt tcattggggt ctgctacggt
  4265881 tgctgcatta acaactgtcg gtttagtgat tccgatgtta ggtcaatctg atgttaacct
  4265941 tgctttagtt gtccttgcaa caggggctgg tagtttaatt gcttcacacg tgaacgatgc
  4266001 tggtttctgg atgttcaaag agtactttgg tttaagcatg aaagaaacat ttgcaacatg
  4266061 gactttactt gagactatcg tttctgtagc cggattagga tttactttat tattaagttt
  4266121 atttgtatag atctttctaa acagtaaaag ggatacggaa gctgtttaat gtgatttttc
  4266181 ataattaacc agttattttt catgattgat taataaggat gaaaatttct ctttattttt
  4266241 taacttgata gtgatgtgcc gtgtcccttt aaccttttgc acgaatactg gcagagccta
  4266301 ttgaaatgaa aaagttggat tatttgatta aaatgttatt ttaggtatat atactataat
  4266361 acagagtaac atacatggaa aggaacgata gaatatggaa aatttacaaa ttggagttgt
  4266421 tggtgtgggc gttatgggaa aaagcctcgc acttaacttt gagagtaaag ggtattctgt
  4266481 tgccctatat gatatttcaa aggaaaaagt tgatgaaacc attgaggaaa accgtggtaa
  4266541 aaacttagtt ggtactcata tagttgaaga gtttgttaac tcactcgaat cacctagaaa
  4266601 gattttatta atggttaatg cgggggaaat tacagataaa gcgattgatt ctctagtccc
  4266661 tcacctcgat aaaggtgata ttttaattga tggtggtaat acatactttg tcgatacaat
  4266721 tcgccgaaac aaacgtcttg ccgaagaagg aatcaatttc atcggggcag gtgtgtcagg
  4266781 cggcgaagag ggtgcattga agggaccatc tattatgccc ggcggacaga aggatgcata
  4266841 cgaaaaagta aaggatatgc ttgaaaacat ctctgcaaaa gtgaataacg agccttgctg
  4266901 ttcttatatc ggacctaatg gggcaggaca ctatgtaaag atggttcaca atggtattga
  4266961 gtatggagat atgcaattaa tttgtgaagc atatttcttc ttgaaacaaa cactagattt
  4267021 gactgcagaa gagttccatg aaatatttgc tgaatggaat aaaggtgaac tgaacagcta
  4267081 tctaattgag attacagccg atattttcaa gaagaaagat gaagaaactg gtaagccatt
  4267141 agtggatgtt attcttgata ctgcaggaca aaagggtaca gggaaatgga caagtcaaag
  4267201 cgcacttgat ttaggtatct ctctgcctat tatcacggaa tctgtatttg cacgttgcat
  4267261 ttctgcttta aaagaagagc gtgtgaacgc aagcaaagtt ttatctggcc ctaaagataa
  4267321 aacagcaatt ggagttgaaa aagccgaatt aattgaagcg gtgcgccaag ctttatatat
  4267381 gagtaaaatt tgttcttatg cacaaggatt cacgcaattg aaggcagctt ctgaggaata
  4267441 taattggaac cttgattttg gcagcatttc tatgctttgg agaggcggat gtattatccg
  4267501 tgctgccttt ttacagaaca ttaaagaggc ttatgagact aacactgacc taccgaacct
  4267561 tttacttgat ccatacttta aagaaattgt agagtcatat caaggtggat tacgccaaat
  4267621 tatctcaatg gcggtacaac agggcattcc gatacctgca ttttcagcag caatttctta
  4267681 ttatgacagc tatcgtactg ccaaactacc tgcaaactta ttgcaagcgc agcgcgatta
  4267741 ttttggagcg catacgtata aacgagtaga taaagaaggt acattccata caaaatggat
  4267801 ataaaataat aaatggacta agattaaatt cttagtccat ttttcattcc acaattcgta
  4267861 ggctataaga ctcccactga tggaagttta ctttaaacga atgtatgaat caagatgcgt
  4267921 ttatttttcc cctttagata ttttatctaa agggggtgtt tttatgccca aaaagaatat
  4267981 ctaaaattgg taagtggata gaaccctata gattaaaatt ttactttatc ggatttactt
  4268041 ttatttatct gaattttccg ttactatttt aagtatccgt gaacaatttc ctttattatg
  4268101 acaaaaagag acgagaaatt tatgggcatt acaagggggc atattgatga aagtgagtga
  4268161 aaaaacatat ttaagtatag aagagattat ttcattacca accgtatcaa gtacaaatat
  4268221 aagcgatgat ggcaaaaatg tagcatttgt taagagaaca gctaactggg aagacaatac
  4268281 atatagaaac catgtatgga tatatgaaaa agataaaggg aagagttatc cactgacaac
  4268341 tggagatata gatagtatac atccattatg gtctccagat tctaagagca ttgcttacct
  4268401 tagctcaggt ggtgacgggg atatgaaaaa tcagatcttt gttaaatcac tagacgacta
  4268461 tagtaaggtt aaaattactg atgagaaaga gggaatcagt aattttaaat gggatcctac
  4268521 cggtaaaggt ttttattata ttacacagtc aaaagaatgt gaggaaataa agaaacgtaa
  4268581 ggagctatat ggagattttc aacatgtagg taaggaacat cagaataatt gtttatgcta
  4268641 cattgaaatg gaaaaagtga tacaaaatga taaagaggaa cgagagatta acggtgttta
  4268701 tcaattaact ggtggtaagg atttttatat ccatggattt gatatttcag ataatgggaa
  4268761 aaaggttgta tgtatggcta caccaagcct aaacgatcat atgaatggtg atctatatat
  4268821 attagatgtc gaagccaggg aactacaaca gatgaatgta gataagttgt tgggcgggag
  4268881 cgcttgtttt tctccagagg gcaacaaaat atgttactca gcaagcataa gagagaagga
  4268941 gtattataga aaccatatac aagaaagtac attagagata tatgatatga atactgggga
  4269001 ggtaattcag cccttaacaa actttgatag tatggttatg ccattacagt ggacagctaa
  4269061 aggaatttta attcgatggc aggacaagac gaattacttt attggtttgc tagctgaaga
  4269121 tggcacggta gaaacattaa gggaaaaagt agatgggttt ataatggatg cctctataac
  4269181 aagagatgga aatcatataa cctataataa ggctataaca aatgaaacct ttgaaatcta
  4269241 tttggatgat aaaaagataa cgaatgaaaa tagccttttc gaggggaagc ttaaaagtaa
  4269301 cagggaaatc atttcatggc gaagtagtga tggtctggaa atagaggggg ttttatcaac
  4269361 accagtagag tttgacgcaa ataaaaagta tcctttatta gtagtaattc acggtggtcc
  4269421 ggcttgggca tcctttccga tattttcaaa ctgcttcaat gagaaatatc cgattgaaca
  4269481 gtttgttgaa aagggcttta tcgttttaga gccaaactat agaggaagtt ctggttatgg
  4269541 taatgaattt ttaaaagcaa actatagaaa acaaggactt gctgattacg atgatgttat
  4269601 atctggagtg gatgaactag ttgaaaaagg gatggtagat aaagatagag taggagttat
  4269661 gggatggagt aacggaggat atatatcagc tttctgttct acatttagta gtagatttaa
  4269721 agctatttca gttgggggag gaattactaa ctggagtact cattatgtaa atacagatat
  4269781 cccttacttt attagaatgt atttaggaaa tactccatgg aatgatccag atatatataa
  4269841 gagaacatca ccaatgacat atattaaatc agcctgtacg cctaccttaa tccaacatgg
  4269901 cgaaaaggat gcaagaatac caattacaaa tgcatatgaa ttacatcaag ggttaaagga
  4269961 tatggaagtt gatacagaac tcattatatt taaaggaatg gcatatagtt ctgaccaacc
  4270021 aggagttcat gtggctatta tgaagcagaa cttgatgtgg ttttcacatt atattcttgg
  4270081 agaaagtatg gaggatttta gtactatata atggatatcc gcacagggat tattcgttgt
  4270141 gcaattgggc cagattgttg taaactgcaa gtaaaccatt attgagaaga tttaagtggt
  4270201 tataaggaag cttaattcgg aggacgaata tgacagagaa taaaaatgag ttatctgtag
  4270261 aacaacgtga agaactatta aaagtattac aagcccgttt tgagaaaaac atgaaccgcc
  4270321 atgaaggtct tgaatgggct aaagttgaaa cgaagctagc tactaataat gaaaaattgt
  4270381 ggacacttaa tgaaatggaa gtaacaggcg gtgagcctga tgttgttggt tatgatgaag
  4270441 agaaggacga atatactttc tatgattgtt caaaggagag tcctaaaggc cgcagaagtc
  4270501 tctgttatga tcttgaagcg ttagaatcaa gaaagaagca taaaccagaa aataacgcta
  4270561 ttgatgtggc agccgctatg ggtattgaac tattaacaga acaacaatat cgagagttgc
  4270621 aaaaacttgg ggattttgac atgaaatcat caagctgggt acaaacacct tcagatattc
  4270681 gagaactcgg tggtgcgcta ttttgcgatt atcgcttcgg gcatgttttc gtgtatcaca
  4270741 atggggcaga ttcttattat gctgccagag gttttcgtgg ctcgttaaga gtttaaattt
  4270801 ggagtaaaca aaaaagagcc tatacgcagg ctctttttct tatttatatt ttaagagtaa
  4270861 accgttacta cgcagttttg cttaatttat atgttccgtg gctgttttta cggaaaagtt
  4270921 ttgggaaaac atagccatct aatccaatac gtccggcgtt ctgtcctgca actaaaatga
  4270981 acatagttaa aataagcagg tttgggttta cactaacagt tccgcttaat aaaaatgcaa
  4271041 gattcattat gattccgaaa aatgcagctg tttttgttaa tccgcctaaa atcaaaccta
  4271101 gacctactaa aatttctccc cattgaacta aaaagctaaa taggtctgca tttggaagaa
  4271161 caaagtgttg aaggaaatct gcccaccaac tttgtacggc agggtggtca cctgatgctt
  4271221 gagcaatagc gccctttaga aaaccacttg cgtcaaaaga ttgtccaaag actttgccga
  4271281 ttccagcagc gagccatgta tatcctatgt aaagtcgtaa aaataataat atgaaagcag
  4271341 cacgtttatc agttcttaaa aaattgataa ccattgaaat ccctccaata ttgtatttac
  4271401 aagtttatta tatatccatt gtgaaaaaat tcacaatgga tataatgtga acaaatatat
  4271461 gattttttat ttataaaatt gcacctaaaa tattatgaag tttatttttg aaaattaagc
  4271521 aataaatgag agatgggagc tatctattgt agcggatagc tcccgtagta aacaggttta
  4271581 tgtgtgttct ttaagttcat ctgggcgttc cttattattt ctctggtttt atataaggaa
  4271641 caatttgtgc agtaacccct acagaagcac cacgaataaa gttttggttt tctaatgcct
  4271701 taaagttttc cgtttttcct gttagcataa cacctaaaat tttcacttga tcaaatggtt
  4271761 tgttttcatt tgattttaaa aacttttgaa tgtccttgtc atacccatca ttatattgtt
  4271821 taagggaatc aaagaaccct ttgtacgatt cttcgagagg ggttcctggc tcaaatccat
  4271881 aaactggcat accggcagga cctccgcttt catctctaat aggtgagacc atatatagcc
  4271941 atacgatatt taagttgtct ggtatttttg tttgaatttc ttttaatgta taaggttgat
  4272001 cgaaagagat agcgacttct gcaacatagt tttccatttt ggaaactgca cttaattcat
  4272061 ttttgactcc atcgtaatat tccttgatag ctggattata aaatgtggca actttatttt
  4272121 tcgtttgttt atcgtaatta taagactctg tattagacct cccccaatga gttcctggta
  4272181 ttacctcatt gtaatcgatg ttagagcgaa accaattgta agggcttgtc agtgtattcc
  4272241 atttcactac gtaaccatta atatttttag aacgatttga tgtaatattg ccgccaaaca
  4272301 tagaggagct actcgttact tgagaatcaa tttgtacatt cggttctgca attgaattat
  4272361 ataaaaagag ttgttcgtga agcctcatag agcctttcgc tgcgaagtaa ttacctactt
  4272421 tataaatgat agggataagt atgatgacaa cgagaataga agtaatgatg attttaagta
  4272481 actgtttcct ttgcgctttt tttaatgcat tttttaaaga agtatccatt aaggttttcc
  4272541 ccctactgta gaatgaattg ttttacgtgc acgatgtaac ttttgtttga cgctatttac
  4272601 tcgaatatct agtattagtg caatttcttc atatgtaaaa tcgtaataat actttaaaaa
  4272661 gaaggcttct ttatattcta gttttatatc ttttaataga tagaaaatct catctttatt
  4272721 taaaacagca tccagttctc ggtctgtata ttgtaatttt gaataaatct cttcagttaa
  4272781 atagatgttc tgttgctctt tttttctctt caagtcaatg tattcgttta atgcaaccct
  4272841 aaaaaaccat ggacgtatgt tattctctgt taggtcatct agcaacgtat atactttata
  4272901 gaaagtattt tggatgatgt cttctgcgtc ttcttttata gcccctttcg ctaataatag
  4272961 tttgaacact tcctccccta aattgataag ataggaggtc aatatatttt cttttcccat
  4273021 catttttcct ccctacactt atacaacgaa taggtaatag taaatgtata cacttaaatt
  4273081 aaagttttgt tcttgataca aataaaaaag gcatataaca atcatatgtt atatgccttt
  4273141 tctattatat atttagtaat ttatttaggt aatgtaaact tagctttttt accttgtgaa
  4273201 atatctttag cttctttatt tctcataggt cctaactcaa tctcgaagct tttttccttc
  4273261 caaatcttct catactgctc ttgatctaaa ataaatactt gcagtaactc tccagatgtt
  4273321 cccgttttga ctgaagcgtt atagtcgtaa tttagtagca taccttcatt aatcgtatat
  4273381 tgtgtaccat cattcactct caatgtagag cttataggag atagtgaaac gtcttgagta
  4273441 tctttgttat caagcttgaa tttcaccgtt aatagaacaa taccgttttt gaaatttgca
  4273501 aagcgcggtg cttcgacgga atttggtgtg aattgagtaa attggtatcc atctaatgta
  4273561 acattaacag cgcctaattc ttggctgtta ttaatacttg atttctcttt taacattttt
  4273621 ttatcgccca tgttattagc tgtagcttta tcttggtaga aagctttatc tgttgcaacc
  4273681 ttttcagcac cttgtttgtt taaacttaat gaaaagcttc cgggactgcc gattggagca
  4273741 tcgaattttc ctttattagc ttgtgcagtt gggactgtga ctgagactgt tgagagactt
  4273801 gaaatttttg ctagatcatc ttttccaaat ggatacgcga tataaccaga aatagtttct
  4273861 cctgctttta ctaagtaatc attcgttgga gcaagcttag ttggcagttg atcttctttt
  4273921 ggaattaaat ctttatagtt actatatact ttctgcgcac cagtaaacga tatgtccaat
  4273981 gctggcatat aataaatatc tttagctgaa ctatttttta cgctatagtt cacaagaata
  4274041 actccgccct ctgtttgacg gttaaatgga atattaaagt ccgtatggaa tccatttaat
  4274101 tcaactaatg tataactgtt catcgatact gaaacatctt cagatttata gacttgtggt
  4274161 tccttatttt caaaaagaac ttttgttttt ccgcctgttt ctttttccat gtaggaaata
  4274221 agtttagaat aatcgctgga gctagtagcg gtattttccg tctttttatc ttcagttttc
  4274281 ttgtcttcgg atttttttct tcaggtttat tttcttttgt tgtatccgtt ttttctgttt
  4274341 tgttttcttt ggctgcattt tctttttgtt ctttatttgt cgtatcgctt tgaccacagc
  4274401 cggttattac aaaagctgct acgattactg cagaaaataa agaaagtaat ttttttgaca
  4274461 tgtttcttcc ccctatttgt ttaaaactaa actctcatat tagccccacg ttttattata
  4274521 agaaggctag tcaatattta ccagtgtttt ttctatttat ttccattatt taaatattat
  4274581 aatataataa atttgataga agtttggaat ggaatattgg tttttatttt tttatcattt
  4274641 gaaatattac accatattgt tatgatagaa atagaggtat atggaaagga gacaaggact
  4274701 caatatgtgg atgaacttgt aatgattaga aattagatag atgaattttt ctctcataag
  4274761 tgagggatta tttggctatc tgtaaatcat gcaaggactg catatttggc ttgtgcgtcc
  4274821 cctttgtaag gatagatact tatgtgggga aattcatatc tcttatataa aatatgcgtc
  4274881 ctttaaaact ggaggagtat atgatgaatc aattaaaaga taaagtagca gttgttacag
  4274941 gtgtaagtcg tttagatggt ataggcgcag caatttgtaa agaattagct gaggctggat
  4275001 agaatatatt ttttacgtat tggacagagt atgataaaga gatgccttgg ggcgttgatc
  4275061 aaagtgaaca aatacaatta caagaagagt tactaaaaaa cggtgtgaaa gtatcgagta
  4275121 tggagttaga tttaactcag aatgatgcac cgaaagagct tataaataaa gttactgaac
  4275181 aactaggcta ccctcatata ttaattaata atgcagcgta ttctacgaat aatgatttct
  4275241 ctaatttgac tgctgaagaa ttagataagc actacatggt caatattcgt gcgactacat
  4275301 tattaagtag tcaatttgcc cgaggatttg ataagaaatc tggtggtaga attgtgaata
  4275361 tgacttcggg gcaatttcaa gggcctatgg ttggagaact ggcgtatgca acaacgaagg
  4275421 gggctattga tgctcttact agttcgttgt cagccgaggt agctcattta ggaataacag
  4275481 tgaatgcaat taacccaggt ccaactgata caggctggat gactgaagag ataaagcaag
  4275541 gattaaaacc aatgtttcct tttggcagaa ttggtgagcc aaaggatgca gcaagactca
  4275601 ttaagttttt agtaagtgaa gaagcagagt ggattacggg acaagttatt cattcagaag
  4275661 gtggatttaa aagataagaa gaaggtatct caccagggtg agataccttc ttttttaatc
  4275721 tttcttcaat cttcgtgcaa taccattccc taaagactgt aatccttgaa cgaggataat
  4275781 taaaataaag acagttgcat acattacttc aggttcatag cgtaaatgtc cgaagcgata
  4275841 tgctaagtcc cctagcccac cagcgcctac aagaccagcc attgctgtag caccgattaa
  4275901 gccaatcgtt gcaattgtta atccaagtac aagggaggga cgagcttctt tcaccataac
  4275961 gtgccaaata atttgtatag tagaaacgcc catcgcttgg taagcttcaa tcacaccacg
  4276021 atcgacttct aataaagctg tctccatcaa tcttgcgata tagggagcag tgaagacgac
  4276081 aagcggtacg ataacacctt gcacaccaat ggatgttccc attagaaact ttgtaaaagg
  4276141 taaaatgaag aataatagaa tgataaatgg aagagagcga atgatattaa taattgtatt
  4276201 aagaattgag taaatgattt tattttcgtg ctgcccacca ggtcttgtta aaacaagtgt
  4276261 gacaccaagt ggtagtgcaa taaggataga gatgaatagt gaaatagatg tcatttgaaa
  4276321 tgtttgaatg gttgcttccc atatgacttt accccattca tccaaaaagg acttgttttc
  4276381 catagtctgt tctacctcct tctacgatga ttccttgttc ttgtaaaaat gataaagcgt
  4276441 ggttgatttc attttgttcc ccttgcatat gaatgacaag tttcccgtat gcctcatgtt
  4276501 ttaattgagt aatattaccg gataaaatat ttggatatac ttggaatcgt tttgtggcaa
  4276561 cagctaatgc tggttcacca gaagaatttc ctataaaaga aagagttacg atttctccgg
  4276621 ttctttgtag ttctttttgt acttcagctg ggatttttgc tgcaaatgca ctatttacaa
  4276681 atttcttcgt tgttacatgt tgtgggtttg tgaatatatc cttcacagtc ccgctttcga
  4276741 ctactgctcc atgttccata acagcaactc tgtcgcatat acgctggata acgttcattt
  4276801 catgtgtaat taataaaatt gtgattccga tttcctcatt aatctttaat aataggtcaa
  4276861 gaatagaatc agttgtttct ggatctaaag cactcgttgc ttcgtcgctt aataacactt
  4276921 ccggttcatg tgatagtgca cgggcgatag ccacacgttg tttctggcca ccagaaagtt
  4276981 cactcggata ggcatctttt cgattaaaga gatcgacaat acgtaaatac ttttctaccc
  4277041 ttttttcaat ttctaatttt ggaacgccag caaggcgtaa cggtaatgcg atattttcat
  4277101 aaacggtaac agttttaagt aaattgaatc cttgaaaaat catcccgatt ttttgtcgtg
  4277161 cttttgctag ttcttttgta gacagtgttg ttaaatcttg ctcgtttaca ataatatttc
  4277221 ctgtcgttgg tttttctaat aaatttacac agcgaattaa tgtacttttg ccagcgccac
  4277281 tatatccaat gattccaaat acttcgccct tttttacttg gagggaagta gacttaagag
  4277341 cttccacatt cccctttttt gttgtaaata ctttggatac attttttaat tcaatcatta
  4277401 tcgtcagctc ctaccaagac ggtaaaacag aaccatcaaa ttttttctca ataaattctt
  4277461 ttacttcttt agattgataa gctttcttta atttatttac aaccgcatca tctttatttt
  4277521 cagtacgaac aacgacccag tttacatatg gtgaatcttt tccttcacgg aagatagaat
  4277581 ctttcgcagg gcttaatttt gcacctaatg caaagtttgt attaattgca gctgctttta
  4277641 cttcacttag ttgtgttggt aattgagatg cctctaattc aacgatcttt aaattttttg
  4277701 gattttcaat tacatctttc gcagtcgctt tttctgtcgc ttttggatcc acttttaaaa
  4277761 ctcctgcttt ttcaaatagt tttaaagctc gaagttcatt cgttggatca tttggtacag
  4277821 caattgcatc accatctttt aagtctttta catcctttaa gctttttgaa tatacgccca
  4277881 tagggaatgt tactgttgaa aatacttcgg ttaatttcat attacgttca gctttaaaca
  4277941 cgtctaaata tgattttgtt tgatagctat ttacatcaag gcttttttca tcgagggata
  4278001 cgttcggtgc tacataatca ttaaatactt ttacatcaat ttcgagaccg tctttcgctg
  4278061 ccacttcttt taccttttca aaaatttgtt catgcggccc gcctgttaca ccgacagtaa
  4278121 tctttttctc atctaacgct tttacttctt tatccgaacc agcgctacat gcgcctaata
  4278181 atagtaccgc tccgcttaca atgcttaata atactttttt catctatagt tcccccttca
  4278241 tatatgttcc aaaataaaaa gcacctctca aaaataagag aggtgccgaa tagacaaaat
  4278301 aggatcctct cttatcttcc aaaacgaaaa ctcattttgc aggaattagc accttagctt
  4278361 atacgtcata agctcggttg ccgggcatca tcgggccagt ccctccgcca ctcttgataa
  4278421 gagtatgtgt atgtagtttt taatatggta ctaatagtaa atcttacaaa aagaattgtc
  4278481 aatgttattt tctgaatata ttttatttta aggtaatcga aacgttccct tttttatgcc
  4278541 ctatttccac atacatatga gcttcagcaa tttcttctaa tcggtaagtt ctatcaataa
  4278601 caggttttaa atgttccgtt tcagttagtt tttttagtag aatcatatcc tctttactta
  4278661 cttttgccat cattccattc acagatacat attttccatt aggcgctaat acttgtttac
  4278721 aaagggattt tttatgcttt ccaactgcat caaatataat atcgtagcgc tcgcgccgct
  4278781 tagtaaaatc ttctttcgta taatcaatta ctttatccgc tcctaaagat tgcacgagtt
  4278841 caaaatttga attactacaa acagctgtaa cggtcgcacc aaaatattta gcgagttgta
  4278901 tggcagctgt tcctactgat ccagaggcac catatatgag aacttgttgc ccctttttta
  4278961 tccggctttt tctcagaaaa tgcaacgctg aagttccacc aaaaggaata actgccgctt
  4279021 cttcatacgt tacattggta ggttttaatg ttattaatcc actttcatgc acgcatgtgt
  4279081 attcggcata accaccaaga ttgagttctg ttaatgcaaa aatttgatcc ccttttttaa
  4279141 attgagttac atctgtcccg atatcctcta tctctcctgc taattctacg ccaagtatag
  4279201 ggtttctcgg ttttctaagt cctaatataa gtcgcatagg aatccaaaat aatagagggc
  4279261 tattaaatcc gcgtattcta caatctccag tcgatacact tgttgcgtga attttaacta
  4279321 atacttcgtt ctttttaggt ataggtttct ctatattttg aagctgaaga acgttaggtg
  4279381 gtccatactg tgtgcaaatg atcgccttca taatgtcctc ctgaaatgag ttgtcgttat
  4279441 ttacatcata tttaagatct tcattaaaca tgtcgctata tagcgagtat agattaaaaa
  4279501 ttatatagat ttcataggaa aagaggtgat attattttgg gaaagggggc aacagtatga
  4279561 aaaaaattat ttttgtttca agtttagtac ttgcaatcag tctaggggta gggtgtagta
  4279621 atgagaaaac agcaaagacg gatgagccga aaaaagaatc cgttcaaaaa gaaaaggaat
  4279681 taacggcgaa agatgttttc aagaaaacga atgaagcttt taaaaatgaa gaacatgtaa
  4279741 cgatgacata tggtgtaggg gtaaaagctg agggaacaga gatggatata gtaaaggcta
  4279801 agatgcaatt agagccaaag acaaagaatt ctcgttctga aatgaatatt tccggtacag
  4279861 atgttgtagt gtatactgtg gatggtaaag ttgctggtga ggtaaaaaaa cctaatacag
  4279921 gagaagttat aaccgtacca gaggagcaat taaacgctgg tggaatgaaa gcgactcaag
  4279981 atattataga taagttagaa gtaccggaag tagttttaga taaaatgaag ttggagaaaa
  4280041 gcggagataa atataaactg aaatttacat taaaagggca agaaacagaa agtatgttaa
  4280101 ctagcatgga tgaaacgcag aagaaaatgt tacaagcaca aaatgcgaag atagaagaag
  4280161 tggatgcaga atatattatt acaaaagatt ttaaatatga atcagcaaag atagacatga
  4280221 ttatgagtag taatggcaag gataaagcac acattattac gaacgcaaaa tatacgtcgt
  4280281 atgaaaagtt tgacccaata caattgccag cagcaaagta acagttttga tgaggaggga
  4280341 cctaaaataa ggtccctctt ttttgtattc tttcttcata ggaaaatagg tacaatataa
  4280401 agaggaaaag gtgtagaaga ggagagtgtc atttgaaaaa aggaaagata gcggtggtca
  4280461 ctgtagcata tacagtgttg ctggcaacgt ctgtacatac atataaaaaa caactcgatc
  4280521 atcctattat gagtgatgta ggtaaattgc ttccgacaaa aataaaacgt gttgaaagtg
  4280581 ctactgatga gcactcgtta ataaaattag tgcaagatgc aaatgtttct ggagagaaaa
  4280641 tttctattgc tggtatgcaa catagccaag gcggacagac atactatcca catggtacga
  4280701 tgcttgatat gaaagggtat aataaaatat tagaatttga tccagagaag aagcgtatta
  4280761 cagttcaaag cggcgtcacg tggaatgata ttcagaagaa agtaaatcca tatggtcttg
  4280821 ctgttcaggt gatgcaatcg caaaatattt ttacggttgg tggttcatta agtgtaaatg
  4280881 tacatggtcg tgatattcgt catgaggcat tgattgatac agtcgaatca tttcgattac
  4280941 taatggcaga tggcattgta cgtaatgtaa gtagagaaga gaatgcggat ttatttcctt
  4281001 acgtcattgg cggttatggg ttatttggtg tcattttaga tgtgacttta aagttaacaa
  4281061 atgatgaatt atatgaaacg catacgaaaa tgctagatta taaagaatac acgtcttatt
  4281121 tcaaagaaaa agtgaaaaaa gatgctaatg ttcgtatgca cttagctcgt atttctgttg
  4281181 ctccaaattc atttttaaga gaaatgtatg tgacagatta tacattggca caaaatcaaa
  4281241 atatgaggga agagtatagt gaactaaaag aagaaactat tatagcagcg ccgaagtttt
  4281301 tacttggatt atcacgctat agtgattggg gaaagaatac gttttgggat atacaaagaa
  4281361 gttattttga acgtacagat ggaaagtatg agacgcgaaa taatgttatg aggtcagata
  4281421 gtacctttat ggaatatgaa aatccgaata ggacagaggt gttacaagaa tattttgtgc
  4281481 ctatagattc ttttacggaa tatatagatg atttacgtaa cgtattaaat gaagaagagt
  4281541 ttaatttgct caatattacg attcgttacg tggaaaagaa tgaaaatgca gttttatcct
  4281601 atgcgaaaga tgatatgttt gcactggttc ttttaattaa tcaagggcgt tctgaaaatg
  4281661 agataaagaa aacagagggt gttattcaga agatgattga tgttacgtta aagcataacg
  4281721 gtagttatta tttaccgtat tattcttatc caacaaaaga gcagttaaag agagcatacc
  4281781 ctcgtataga agaatttctt gggaagaaaa aagaagcgga tccaaaagag agatttgtga
  4281841 atttatttta cagggagtat acgaaatgac atatagaaga tttgtagctt cacaaagcat
  4281901 tattatgatg gcgggaagta tggtgtttcc tttttacatt ctattgctcc ggaatgttgg
  4281961 aaatagcttt tcgcagtttg gctgggctta tggtttattt gccttaactt cagcacttgt
  4282021 atacccgtta gtaggaaaac tgtctgatcg agtaggcgat caaaaattat taattatata
  4282081 tgcctggacc atggcaatat taatgctttg ttttcctatt gcaacagaag tatggcatgt
  4282141 atacattctt caaattttaa tgggagtttt aggggctgtg cagcgtaata cggagaagac
  4282201 gtcgttagca cgaaaagttg tacaagaaaa tgctggttat gagattggaa aatatcatgt
  4282261 gtggacatcg attggtggag cagttgcgat tattgcaacg ggatatttag tagacttctt
  4282321 tacgattggt acaatttttt atatagcatc tatcttatat gtagtgagtg gagttgtatt
  4282381 aagtagtaaa aaaatataac cattcccatt tttacctgaa taacctttat ttgttatact
  4282441 aaaggggaag acaaaagaaa aggggacatt gcctttgatg aaatttttaa ttttagctat
  4282501 tctcactttg tttttgattc catggacaag aagaagcggt agtaaacttc gagcagtgga
  4282561 taagaaaggg gatgagaagg ttgtaaaggg taagaaatca tccattttag ttattccagt
  4282621 tttattttgg ataggtatcg caatctatga atatttttgg ttaatcgatg atcgagcaga
  4282681 ttcaattctt actcattatt ctgttgcagt agcaatttta attgggcttg ttttattttc
  4282741 acaagatcaa ataggaaaat tagaaggtac gttaaaagga cttctaatgt ttgttttact
  4282801 tgcaagttac ggctactttg gttatttgca cgatatagta atctcgcaaa cgaaatatga
  4282861 ttctgttgta aagatagaga aagatatttc agagccattt actgaaaatg atcagccgtt
  4282921 tacagtgccg ccaaagacag cggagaataa gatgaaaaaa gtatttgggg atattccaaa
  4282981 agtagcttat tttgagctag gagaattaac gccacaaatg gtaaatggtg aggctttata
  4283041 tgtagcaccg attgaagttt caggcttttt taaagcacgt aaagcggaga caattccagg
  4283101 gtacgtaacg atgtcaggta cgaatcctga tgcagaagcg aaactgcacc tcggttataa
  4283161 aatgaaatac gtgccaagca tgtttttcgg aaataattta gagcgtgtgg taaggcaagc
  4283221 ggaaccaaat ttaatcttta aaggaaaacc gaaatttgaa gtcgatgata aagggaaacc
  4283281 gtattataca atgacgtacg gtgaatttat ttcaggaaga tctggatttg agatagaggg
  4283341 cgttgtagta gtagatgcac aaacaggtga agtgaaaaga tacgataaag gaaaggcacc
  4283401 gaaatttatt gatggcgtat taaatcacga aactgcatct acgttaaata cgtactttgg
  4283461 taaatatatt cacggatttt ggaatacgaa attctcacaa actgatatga aaatcccgac
  4283521 tgagtgggga acgaaagaag gagttacacc tatttttggt aaggatggaa cgctatatta
  4283581 ctttactgat ttcacttctc cgaaagaagg agtagattct gcgttaggtt actcactcat
  4283641 tgatgcacgt acaggtaagt tgtattacta taatggaaaa gaagtaaagg gaattatgga
  4283701 tggttcggct gcttcggaag tcgtggataa ttcctttaag agagaaaagt ggcatggaac
  4283761 gatgccggtt atttataacg tgtacggtaa accttcttgg attgtacctg ttattgatga
  4283821 cggagggtta gtacgtgccc atactgttat ctatgcttcc aatgcgaaaa tatttgcaac
  4283881 aggttcgacg caaaaagaag cgcttgagaa ttataaaaat gcgctgagcg gaagtggaga
  4283941 ttcatttaga ccaacttcaa gtagtaaaga ggcacaaaaa gaaggcgttg tacaacgtgt
  4284001 gtataaagaa aaaacaggtg aaaatacaat tgtttatgta ctgttagaga acgaacaaaa
  4284061 agtgtttatg atacctgcga aaaagttccc atatgctatg tttacagaag tgggagatcc
  4284121 aattcaaatc acatatttag atacaggaga ggcgatgtct tccgtatcca aattcacaaa
  4284181 tagtaatttg aacaagtaaa gcgatagaga ttctatcgct tttttttaca aaattaaaca
  4284241 ggaaaatgcg ctatacttga cgtatgtgta tgttgtaact ataattgtta cggtttagta
  4284301 tgtataggaa agggtgaacg aaaaaagtga atgaagttaa tcaggaaata tataagcctg
  4284361 taaagacaaa caggttatgg atgattcttg tattagggac acttacggca attgggccgt
  4284421 tatctattga tatgtatttg ccttcgttac cgaagttaac ggatgacttg caaacgggtg
  4284481 catctctagc acagcttaca ttaacagctt gtttgcttgg gctttcagta ggacaattat
  4284541 ttgttggctc aattagtgat atttacggaa gacgcaaacc tcttattatt gctcttatta
  4284601 tttatgttgc ttcttcttta ctttgtgctg ttgcaccatc tatttggact ttagtgttat
  4284661 tacgcttcct acaaggagct tcaggatcag ccggaattgt tatatcacgt gcaatggtac
  4284721 gtgacatgta ttcaggttct gaaatgacga aattcttctc actgcttatg ttagtaaacg
  4284781 gagcagcacc tattttggca ccgattatag ggggacaatt attacagttc acaacgtggc
  4284841 gcggtgtctt tatcgttctc ggagcaataa gtgtatttat gttaatatca gctactttcg
  4284901 tattacgtga aacattacct cctgaagaaa gagaaacagg cggtttgtca gggacgttag
  4284961 cgacgtatgg aaaattgtta aaggatcgtt tgtttatggg atatgcattg tcacaaggat
  4285021 tagtaacggc ggcaatgttt gcatacattt cgggctcacc atttgtgttg cagaacatat
  4285081 acggagcatc accacagcaa tttagtttat tctttgcaat caacggtatc ggtattatta
  4285141 ttgcgagtca ggttacgggt cgtttagcag ggaaagtgaa tgagaagaca ttatttgtct
  4285201 ctggtatcgt tattgcagct gttggtggtt tatctttact actaacaatc ttattaggaa
  4285261 tagggttaat tggtgtttta tgttcattat tccttgttgt atcaagtgtt ggggttgtct
  4285321 caacaactgg gttctcatta gcgatgagaa atcaaaaaca agctgcagga acagcatcag
  4285381 ctttattagg cttattacag ttcatttcag gagcgcttgt tgcaccgcta gtaggtattg
  4285441 gtggaagcaa caccgcatta ccgatgggta ttgtaatagc cctttgtgaa attggtgcgg
  4285501 tactatgcta tttatttatg gccagaagaa gtgaaaagca gtttgaactg caagcaagac
  4285561 aaaatttaga ggtttaatgt ataaagaaga gctgattcaa atattttttg aatcagctct
  4285621 tctttcattt ctttgaaata actcatacag tgctgtaagg tgatgcaaaa gttatttgta
  4285681 taaagtgacg atactgtgac aaacatgttg gtatatatat tacgatgtcg tcttaagtgt
  4285741 aaaaagtagg ctgttctcgg tataataaca agtggagata aaagaaacta taatgagtag
  4285801 tagctgtaga taaaaggaga agaagagatg aagaaggctt tgggtattgc tgtaatggga
  4285861 agtatgatcc ttctagcagg atgtaatgga agtaaagata cgaaagaacc gaaagaaaag
  4285921 gtagagcagt ctacagaaca aacagaagaa atgaaagaat accgtgcagt acatgaaaaa
  4285981 tacgatttga aaatgaataa agaaattaat aacgcactgc agttatttga agtggcaaaa
  4286041 gaaaagggcg gtaaggaaat aacgactgct acatataaag aagatgtgca aaaggtaacg
  4286101 acgagcatgt tagaagatat tgatcatata cgaaaagaaa ttcgtgttcc gaagtcgaaa
  4286161 gagcaagaac atgaggtata tgtcggtttc ttgaatgaat cggaacaagc aatgaaaaaa
  4286221 ttacagaagt tagctaaaga agattcatcg ttgattcgtg atatagaaat taattttgca
  4286281 acagcatcga catactataa acgttttcaa gcagaaacga aaaaataacc ttgcctgtgc
  4286341 aaggttattt tttcttcttg ccatcgccgt cttcatcctc agatactaat accttctgtt
  4286401 cttcgtgaaa ttcggaaatt gtttgtccgg taatattatc aaagggtgtg taaaaagagg
  4286461 taatgctttt ctttttaatg aaaagtttat aaaatccaat gataacaagt ataacgattg
  4286521 ttaatggtaa tcctatagtt gctagaagta agggatccat catataactc ctttaatatc
  4286581 gtttttttat tataagcgag aaactgtaat ttagataaat atactatcaa aaaactgatt
  4286641 tttctaaata tatccaattt gattgacttt tcattttttc agaattataa ttcgaaatat
  4286701 acaatttgaa ccaaataata aaatagcaat ttacttatcc agagaggtag agggactggc
  4286761 cctatgacac ctcagcagcg ggttctgtaa taggaacacc gtgctaattc cagcaagcaa
  4286821 gtcttgaaag ataagtgatg ggcctttgtt tattaagcct tgatcttatt ttttaggatc
  4286881 aaggcttttt gtattctaaa aagagaaaag ggagtaatgg aaaaagtacg ttcataaaac
  4286941 aaagtaaatt catgtgttta gggggttatg gaagtgtatg taattaaaaa attatcggtt
  4287001 atggtgttca cactatgggt tattacgaca gtgacatttc taattatgca tattattccg
  4287061 ggagatccat tttcatcaga tgcaaaaatc tttcctgaag aagtgatcca aaacatgagg
  4287121 gcgaagtatc accttgatga accgttatgg aatcaatatg ttgcttattt agacggtgta
  4287181 gttcattttg attttggtga atccgttcag tcgacggggc aaggtgtatc agagattata
  4287241 acgaccggat ttggtccatc agcgattatt ggtttacaag cacttattat ttcattatta
  4287301 gttggaattg ctgcaggtac atttgctgct ctatatcatg ggaaagtaat tgactatagt
  4287361 gtgagcttac ttgcgattct cggtatttct attccaagtt ttattttagc accattattt
  4287421 atacaagtat tcgctataca gtttgaactt ttaccagtag cgtcttgggg caccttcgaa
  4287481 catacggtat tgccatcctt tgcattagca ctaggaccaa tcgcggttat tacaagattt
  4287541 gttcgttcta atatgatcga agttttgcag agtgattata ttaagctagc gagagcgaaa
  4287601 ggtataccaa ttaagaaaat cattataaga cacgctcttc gaaatgcaat tgttccagta
  4287661 ctcacatttg ttggaccgtt aatggctgga cttttaacag gtactttcgt tattgaaaag
  4287721 attttttcaa ttcctggtct cgggaaatat tttgtagata gtatttttaa tcgagattat
  4287781 ccagtgatta tgggaacaac cattttttat agtgcacttt taatcttatg tatttttatt
  4287841 acagatatta ttcaccgtat tgttgatcca cgtattcgtt ctattacgta aggaggggga
  4287901 tgtttagatg ggggcttatg aaattaataa tcagttatta acgaatgaag agaaaaaaga
  4287961 attaacgata aataaagatc agcaaaagat tagccgaaag aaagaagtgt ttcgtaagtt
  4288021 tgtatcgaat ccaatcgcag ttttaggatc agtgacgtta ttactcatta ttgttttctc
  4288081 gcttattggt gaaagtttaa cgccatttac tgcgagtgaa caggtaaaaa aggcaacaaa
  4288141 cttaccaccg agtagtgagc attggttcgg aaccgatgat ttaggtagag atatttgggc
  4288201 gcgtacttgg gctggcggaa aaatttcact aacagttggg ttagtagcag cagctctaga
  4288261 catagggctt ggtgtgctaa ttggaggttt tagtggatat gtaagaggac gtaattgtct
  4288321 tggaacgtta attgatgagt ggattataag agggattgaa gtgctatatg gcatcccata
  4288381 tttattaatt gttattttac tattaatcgt tatgaaacca ggactcttta caattataat
  4288441 cgctcttgcg ttgacggggt ggattggcat ggcacgtctc attcgggcgc aagtcttatc
  4288501 tttaaagcaa agagaatttg ttattgcagc agaacgatta ggcacatctc atatgaaaat
  4288561 tatatatgga catttaattc caaacttaac aggaattatt atcgtaaatt tatcatttac
  4288621 aattccagca gctattttct cagaatcatt tttaagcttt atcggactgg gagtacaatc
  4288681 accagcggca agctggggaa caatgacgaa tgatgcgctt gggacattat taagcggaga
  4288741 atggtggcaa cttttcttcc cagcaatcat gattgcactc atcatgttcg catttaatgc
  4288801 aattggtgat ggtttgcaag atgcaattga tccgaaaatc ataaaacgta atcgaaagga
  4288861 gaaaaaacat ggcgcaagtc ttatctttag aaaacgtaac attagccgtt gaaaaagaga
  4288921 atagtaagca agcgattgtg aaacatgttt ccttttttat taacgaaggt gaaatagtgg
  4288981 cacttgtagg agagagtggc tctggaaaaa gtgttacagc gcaatctatt atcggcttaa
  4289041 atcaagaatc aattcaattt gatgatggaa atatatcttt cgagtcaaag gatttaacta
  4289101 atttacaaga atcagaatgg aatcaaattc gtgggaaaga tatttcgttt atctttcaag
  4289161 acccactttc atctttaaat ccgacgatga aggtgggaag gcaaattaca gaagtgattt
  4289221 tgcagcatga aaagaaatcg aaaaaagagg caaaagaaat tgcgattaat ttattaaatg
  4289281 atttagggat acatgaagca gagaaacgtt ttgaacagta cccacatcaa ttaagtggag
  4289341 gtatgaggca gcgtatttgt ttagcaattg catttgcgtg tcatccgaag cttgttattg
  4289401 cagatgaacc tacaacggca ttagatgtaa caattcagaa acaaattatg gggttattaa
  4289461 aagagcggaa agaaaaacaa aatacgagta ttttgttgat tacacatgat ttggcacttg
  4289521 tacgtgaagt ggctgaccga gtagttgtca tgtatggagg acgtattgtt gaaaaaggaa
  4289581 caatacagga agtaataggt tctcctaaac atccatatac gaaaagctta ttgcaagcta
  4289641 ttccgaatat ggatgatgct gaaaaggtac ttagagcaat tgagggaaca acaccatcaa
  4289701 ttgaaacatt gaacagcttt gggtgtccat ttgtaaatag atgtccagta gcaatacaag
  4289761 aatgcattca tcgtttccca gagagaacaa catattccgc ggaacacagt tcacattgtt
  4289821 ggcagcatgt tctagagcat gatagagcga aatcaaaaga gaaggtgaat gtctcatgac
  4289881 gacagattta attactgtaa agcaagtaac gaaaacgtat ggaagtaaaa ataaagaaat
  4289941 cgcagcgtta aaagacatat cacttgcgat cccgaaagga acaacgcttg gcattattgg
  4290001 agaaagtggt tcaggaaaaa caacacttgg taagctcata gctgggatcg agagcccaac
  4290061 gtctggtgaa attgattata acggtcaagt cgttcacaag ctgaaggcag ctcataaacg
  4290121 tgatttctta cagaaagtac agtttatttt tcaagattcc acagcagcat taaatccgcg
  4290181 ctggaaagta cgcgatagcg taacggaagg atatatttca ttcggactcg gtgataaagg
  4290241 attgaaagat aaagtcgcag gtgatgcgct agagcgtgtt ggattagata gacgatatat
  4290301 taatcgttac ccgcatgaat ttagcggagg acaacgtcaa cgtatcgcta ttgcaagagc
  4290361 gttattgtgt gagccagaag tattgattct tgatgaacca atttcagcgt tagatgtttc
  4290421 attgcaaatt caaattgtac atctgctaca aaagattcaa agggaacaag gctatacata
  4290481 tttatttatc gcgcatgatt tgccaatggt tcactacttg tgtgaaaagg tggctgtctt
  4290541 atataaagga gaacttgttg aatttggaaa tacggacgaa gtattccgta atccacaaca
  4290601 ttcttataca aaaacattat tagcatcaac accaaaaatt tcagggtaaa ggggaatgta
  4290661 agatgaagaa gtttttatta tttgtcatta tgaccgtatt agcaattact tctgtcgctt
  4290721 gcggtaagaa agagacgcaa aaagcaagtg ctggtaaggg agaaggagat cgattagtaa
  4290781 cgaatattag tagtgatcca tatactcttg atgctgctat ttcgacagat agcacgtcag
  4290841 gttatgtaat tggacattta ttctcaagct tatatacgca agatagcgat gggaaatatc
  4290901 aaaatgaatt agcagagaaa gaagaagtaa atgctgatgg aacggagtat acaattcatt
  4290961 taaagaaaga tattaaatgg tcagatggtt ctcctattac agcaaatgac tttgaatttg
  4291021 catggaagcg attattaaat ccgaaaacgg gttctatgaa tgctacagaa atgtatttta
  4291081 ttaaaggggc agaggcatat aatactggaa aaggtgaaga aggccaagtt ggtattcaag
  4291141 ttgttgatcc tcaaacatta aagataacac ttgagcaccc tgtttcttct attaaacaaa
  4291201 agctagcaag ttcattattt attccattat ctaaaaaatc aattgatgat aataataaat
  4291261 taaaaacaaa tccaaaagag ttaattacga acggaccatt cacgttaaaa gaatggaagc
  4291321 ataaccaagc tattacagtg caaaaaaaca aagaatatta tgataaaaag gtgacattaa
  4291381 aagaaattga gtttcgcatt attccagact ctaaaacagc gtaccaattg tacaaatcaa
  4291441 aagaattaga tttactaagt ggtttaccac aagagatgat tgagaaagaa aaaggaaata
  4291501 aagaatataa gcgtgttgca ggattctcat cttatattta ttcgtttaat gtagaaaaag
  4291561 agccattcac aaatgcgaaa gtgcgtaaag ccttttcatt agcagttgat cgtaagttta
  4291621 tcgttgaaaa actgtataag aataatgcac aagaagcata tgcattcgtt ccagaaggag
  4291681 caaaaacaca aggtggtcgt gatttccgta aagaaaaagg cgattatgtt aaattcgatc
  4291741 cggaagaagc gaaaaaatta ttagaagagg gtatgaaaga acaaggttgg tctacattac
  4291801 ctgcagtaac attgaaattt actacagata cacaacataa aaaagtagca gaagcaatgc
  4291861 aagaaatgtt taagaaaaat cttggcgtag atattaagtt agaaaataaa gaatggaaga
  4291921 gttacatcga tacatataag caaagtgatt ttcaattagc ttatatggga tggggaggtt
  4291981 ctttattaga tccaattact aaactagatt tatatgcagg tgatggtctc aataactatg
  4292041 caaaatggca taataaagaa tttgatgctt tagtaaaaga agccgaagtt gaacaaaatg
  4292101 aagataaacg ttttgactta ttgcataaag cagaagatat tatgtttaca gattcaccgt
  4292161 taatcccaat tatattccct tctgattctt atttacaaaa agaatcagta tctgggcttc
  4292221 aatattatgt tggatctaaa ccagatttaa gatatgtaaa aataaagaag taggcaaccg
  4292281 cctacttctt tattttattt ctcttttata ttcttttttc gttccatcag agaagacaac
  4292341 ttctaactcg aatttttgat agtctttatc gagtttgaac acgtttaaga cttgatcgat
  4292401 tacttcttgg tcaggagtac ctttatcaaa tttcaattct tgtagaagtg ggcttaattt
  4292461 tgtgatagct tcgtctcctg ttaaatttac atctgcttta tgatcttcaa tttttgcttc
  4292521 cattttctta tcagccgcta catttttata atcagcttcg tagtctttct tcgtatcttg
  4292581 atagtctgca tctaaactaa attcattaaa attaagtttt aaatctgcag gagtctcatt
  4292641 ttttgcttct tcagtagtct ttttattaga agttgtatct tcttttgcag gagctttaca
  4292701 tcccgttaat gcaggtacta gcataagagc taataaaact gatagtagag ttctcatcga
  4292761 aaattcctcc ttatgtaaat tcgttctata caagtttttc ccaaaatcat gtaattatgt
  4292821 atgcgttgaa aataaattat tatcctgtag ctacaagggt taatccgcaa tttaaatcaa
  4292881 aaaaatttgt atgtatatgg taaatttaaa ttgtgaggag ggactaaaat gcatgaagaa
  4292941 tataaagaga tgataaaaaa agctattgaa tatatagaga atcacttaca tgaggagctt
  4293001 acaacagaaa gagtagcatc tcacagtgca gtatcgatgt atcattttca tcgtattttt
  4293061 caaaggtata ttgggatgag tgtaacggat tatattcgaa agagaaggtt aactcatgct
  4293121 gcgcaggttt tagtgtcgac cgagagagct gttattgata ttgcgatgca atatggtttt
  4293181 tcctcacaag aggcgtttac gagagctttt aaaagaatgt ttcaattgcc accaaagaaa
  4293241 tatcgaaagt acttccagtc attttatata gaaagagagg gtgtttcaat gcaaaagggt
  4293301 ataccgaaag gatggatctt aagtggaagt catcctgctg aatatgagat gggtttagat
  4293361 tatgaagttg tccatcaagg gaaggtatct gcatacataa aagcaaaaga gaatgttacg
  4293421 cacggaggat tttcaacatt aatgcaaatg ttccgagcag ataaatatgt agggaagaga
  4293481 ttacgtttta cagcatttgt taagagtgaa aatgtaagag attgggcagg attgtggatg
  4293541 cgagtagacg gaaaagagac agaaccgttt gctatggata atatgcaaaa tcgtcccatt
  4293601 aaaaatacga ataattggca atcgtactcg gttgtattag atataaaaga aggagcgctt
  4293661 ggtattgcat ttggtgtttt attatcagga gaaggttgtg tgtggctaga tagtattcga
  4293721 tttgatgaag tagatgaaaa aattcctaca acagatttgg cagagaactt ttatgaaaca
  4293781 cttttagaag aaccggtgaa tctacaattt gaagaagtag aaaaataaaa aacaaggaga
  4293841 aaagatatgc tcaaatatgt aaaactaata agtattagtt tagtaatatc gtcttgcatt
  4293901 atgggaatta attatttagt tagctatatt tggtcagggc atacaccttc tttgacatgg
  4293961 aaaacatatt tgatgttttt gtttatattt atgatgagtt ttagttcaat gcaaaaagaa
  4294021 ggggaagagg attattgaca atagttttct ttgcatttct ttcattaaca caaatgtttc
  4294081 taactgtgtt tggaaacgca ggtatgattt ttaatattat ctcgctatca ctacaacttg
  4294141 taagttcggg tgtaatcgta ccacatgaga tgctttctaa aacatatcaa acaattggcg
  4294201 agttatttcc cgcaacatat gcagcaaatg gctattatac aataatattt ggaggagtta
  4294261 gtttagagag aaatattatt tcattattag ttattgtatt ggttacacaa tcagtagcag
  4294321 tgatgacttt agctataaaa ggaatagtaa aggggagaag ctctgtagtt aaagaagcat
  4294381 aaaataaaaa ggtatcctcg gtgggatacc tttttattag cacttattat tttgcaactt
  4294441 ctgtccactt gtagttaaac tcaccaccga agtcagttgt tacaagtcct ttaatgaaag
  4294501 agcgttgtaa gtaagaacga ccttgttggt ataaaggagc gacagcaccg tcttgtaata
  4294561 gaattttttc agcttgcttc attgcttcaa accgtgcctt ttcatcacca gctaaatctg
  4294621 tttttacttt atgaattagc tcatcgtact ctttgttaga gtatttatcg aagttgtaag
  4294681 cactatctgt tgtaaataaa tctaagaatg taattggatc agcgaagtca gggccccagc
  4294741 catcaatacc gatttcgtag tcaccactta atagtagttt taactgttgt ttacgtggtt
  4294801 gtggttttaa attcactgtt aatccatcta agttcttttc tagttcacct tttaaatatt
  4294861 caccagtttt tttagctaaa gcattatcac ttgttaagag ttcaattgtt actttgtcag
  4294921 taccaagttc ttgcttcgct tttttccagt tttctttcgc tgttttcaca tcatctttga
  4294981 ctagattgcc attttcttta cggaagtcgt tgccatcagg actttttgca aatttcgcag
  4295041 gaatcattcc ttcagctgga acagcgccgt tatttaaaat tgtttctacg taggcttttt
  4295101 tattcattgc gccgttaata gcaaggcgcg catgctgatt ttttaatgtt tcattttttt
  4295161 gattgagtcg taaaaattga atgccaactt cagcgcgttc tttgaagttt ggatcgcctt
  4295221 tatatttatc aacaaactcc gcagttaaag caacgcgatc aatttgtcct gaatcatata
  4295281 agttcacttc tgtagactta tctttaacga cattgaagtt gatttcttct aattttacag
  4295341 ttttagcatc ccaatagtta ggattcttct tcaattggaa gctttgctca tgtttccagt
  4295401 tatctaatgt gaaagcaccg ttgtaaatta aatgatttgt ttctaaaccg tatttatcgc
  4295461 cttgagactt taagtactct tcattaattg gcaagaatgt tgagaatgtc gttaagctta
  4295521 agaagtaggg aacaggacga tctagttgta cttctaacgt tttatcatca acagctttaa
  4295581 tacctaattg atcaaccggt aattgttttt ggtttatttg tttcgcattc tttatatcga
  4295641 agaataagaa tgcatattca gctgctgtat cagggtttac ggcacgttgc caagcaaaga
  4295701 cgaaatcctt tgctgtaaca ggagtaccgt ttgaccattt tgaatcacgc aggtggaatg
  4295761 tatatttcgt tttatcggca ctaacgtcaa ccgactcagc aacaccagga atcggtttat
  4295821 tatcttctcc cattgcatat aacccttcaa aaacattgcg cattacgttc atggattccc
  4295881 catccgttgc ttttgcaaca tccattgttg gaatttctga agcaaatgat aagttaattg
  4295941 cctgtttatc aggtgcttta tcatttgctt tcgctccgct tgcattatct ttatttcccc
  4296001 cgcaagcagt tagtaataga cttgccccta aaacagatgc aacaacaggt acaacttttt
  4296061 tcttcattgt tcgttcctcc ctaaatgtgt tgttcgtaac gtcataatgt ccatgtctta
  4296121 aagtgtattt atagaagaag agaaaaccta ttataaatgt gtacatgtag gtaatcaggt
  4296181 gttctatatg tatatacatg ttgaactata atctatcgtt atatgtttca acgtagtaga
  4296241 cgttatatta tgatggtgaa atattttgtt tctttgatta tttagaatat taacactgga
  4296301 aagaactata tgtcaataat aaaaagtgaa gcattaattt tttaaaataa tatattaaaa
  4296361 aagcggattt tctcttattg agaaacccgc ttttagtaca ttttttcaat aaaacaattg
  4296421 gtgtagatag aaaaacttca attcaggttg tcttttattt ttcaatttgt gcccatttga
  4296481 agtttaattg acctgcaaag tctacttgga caattccttt cacataagaa cgttctaaat
  4296541 aagattcgcc tttctggtaa agaggagcga taacggagtc tttaaataat attttctcgg
  4296601 atgctagtaa tgcttcccat cgagcttttt catcaccagc taaagtcgtt ttaacctttt
  4296661 caattgtttt atcgaattcc ttattagagt aatgatctaa gttgtatgga ttattcgttg
  4296721 taaacaattc aaggaatgta attggatcag caaagtcagg gctccagcca tcaataccga
  4296781 tttcatagtc accttttaat aaaagtgaaa cttgttgttt acgtggttgt ggtttcacat
  4296841 ttactgttaa tccatctaaa ttcttttcta gttgtccttt taagaactca cccgttttct
  4296901 tatcaaggtc agcatcactt gttaataatt ctaatgtaat cttttcagaa ccaagctctt
  4296961 gttttgcctt tttccataac tcttgtgcag attttgtatc aactttggtt aaatctccgt
  4297021 ttatagtacg gaagtccttt ccatcaggcc cttttgcaaa gttttttggg acgagaccaa
  4297081 aggttggtgt agagccatca tttaataacg tatttacaaa ggattttcga tcaattgttt
  4297141 gatcgattgc ttggcgtgca gaaacgtttt gcagtacttt gttttgttga ttcatacgta
  4297201 aaaattgtac gcctacgttc gggcgttctt taaagtttgc atatttttta tatttatcaa
  4297261 cgaaatcaga tgttaatttt atacggtcta attgttttga ttcgaataag tttacttctg
  4297321 ttgatttttc ttttacaacg ttaaaattga tttcttctag tttgacagta tctttatccc
  4297381 aataggtagg gtttttcttg aatttaaagc tttgttcatg cttccaatcg cttagtgtaa
  4297441 aagctccatt atacaagatt gtattatctt ctaaagcgta cttatcacct tgtgctttaa
  4297501 agaattcctc gttaattggt agaaatgttg ggaacgctgt taagctaata aaatacggaa
  4297561 caggacgctc taattctacc tcaaacgtat ggtcatcaac tgcttttaca ccaagttggt
  4297621 cggctggaag ttctttgtta ttaatttttg ttgcgttttt aatatcaaag aatagaaatg
  4297681 catattcaga ggctgttgct ggatcgacag ctctttgcca agcgaagaca aaatctttcg
  4297741 ctgtaacagg agtaccgttt gaccattttg aatctcgcag gtggaatgtg tatttcgttt
  4297801 tatcaccact tacttcatga gattttgcaa caccaggaat aggtttgtta ccttcaccaa
  4297861 gattatacaa accttcaaat acgtttctca ttacttgacc agaatcagta tctgtagcac
  4297921 gagctgtatc cattgttcgt atttcagtag gtgaagataa gtttaaaacc tgtttactag
  4297981 gtgcctcgtc ttttgcattt gctccgcttg cttcgttttt ataactaccg caaccagtta
  4298041 ataaaatact tactcctaca actgatgcaa taccgggtac aaacttcttt ttcatttgat
  4298101 tttcctccta aataattaag tttggatgat gatgagggaa atgaaaaata aaaaatccct
  4298161 cttttcgtat tgagaaagag ggatttttac gtacaagtta tgcacccgta tataaacgaa
  4298221 gtccctcatt ctatctttca agctataaag cttgcaggaa gtggcacagt attcaaaaat
  4298281 gaacctgctg ccgaggtttc aaagggccag tccctccacc tctcttgata caatgagtaa
  4298341 acgaataaat tttattaatt ttttgtttct ttgataattc aaaatcttac accttgcaca
  4298401 ataaactgtc aattaaattg aatatagttt aaattttcag tttttaatcg agaaaaacca
  4298461 ctgcattatg tacagtggtt tttcgcttag aaattaaagt tatctggatc tggaccaacg
  4298521 cggtgatctt catttaaagc ttgaattgct ttcatatcat cagaacttaa ttcaaagtcg
  4298581 aagatgtttg cattttcaat aatgcgatgt tctttaattg atttaggaat tgttacaact
  4298641 tcgttttgta aatcccagcg taaaataatt tgcgcagttg atttattata ttttttcgca
  4298701 atgtcttgta atgttgggtt atccagtagt tgtccttgca ttaatggtga ccaagcttca
  4298761 agctggatgt tatgttcttt acagaaagcg tgtaactctt cttgtgctaa acgtgggtgg
  4298821 tattccactt ggttgaccat tggtttaatt tcagcaattt caaatacgtc ttgtaagtgg
  4298881 tgaatgtgga aattgctcac accgatagca cgaacacggc catctttata aagcttttct
  4298941 aacgctttcc acgattcagt atatttccct tttacaggcc aatgtactaa atataaatct
  4299001 aaatattcta gacctaattt ttctaatgta gtttcaaatg cttgaagtgt tgtttcatat
  4299061 ccttgatcgc tattccatac ttttgatgtg ataaataatt cttcacgtga aacacctgat
  4299121 tcacggatcg cttgtccaac gccttcttcg ttttgataga ttgctgcagt atcgatactg
  4299181 cggtagccat ttttaattgc tgcttttaca gaatcaatta cttgtgaacc atcttctact
  4299241 ttaaaaacac ctaaaccgaa ccaaggcatt tttacaccgt tatgtaatgt tgtatagtct
  4299301 tttaaacttg ttaaactcat attatttccc cctagctttt ttgtttgttg cttctactgc
  4299361 tttttgaatt gcctctgaaa aattatatta atataaagct ttgagacctt cagctgtgga
  4299421 accacctggc gttgttactt gttcacggag gttagctgga tcttgtgttt gttcaagcat
  4299481 agaagcagag ccagaaatca tttgaatgac aaggtgtttt gcggttgctt catcgactcc
  4299541 ataacttttt gttgcttcaa ttaaactttc agcaaagtaa taaaggaagg ctggtgcact
  4299601 tccagtaact gcagtaagtt gatgaacttc ttcctcggta caaagttgcg aagtaccaat
  4299661 gccccttaaa agcaattgca gggtttcttg atgagtctcg tttacgaatt gtcccatcgt
  4299721 gtataaggag atagactttc caatttcagc agctgtattt ggcataatcc aagcaacagg
  4299781 cgtccccccg ggaagtcttt cttctaaata agatgggctg atgccagcag ctaccgttac
  4299841 gacaagttga ttcgatagta acggagataa ctctgctaat aattcttcat gtgcagaagg
  4299901 cggcattgct aaaacaatcg tatcaacaga tgtaacatgt tgtttccaat ctgttgtagt
  4299961 agacacatta tatcgcgctc gtaattgatc tagcttttct acgttacttc ggttagaaac
  4300021 gataatctct tcgatgtatt ctttgcttgt tttaagtaat ccggaaaata tagcttctgc
  4300081 catacgacca gcaccaataa atagaattcg atgtttagtt agcatatcct ctattccttt
  4300141 ctagtggaga tatgttataa aaaacgatac catttttaag agaattttgt aaaaagaaaa
  4300201 ggcttattgt agatggaata gataatgaaa agtaggaaat taatggtgaa agggagagtg
  4300261 attccttata ctggtgatag ggaatttatt acacatctgg ggagagatga ttatgattag
  4300321 aagtccgctc tttttactca ttactagtat tatttgtgta ttggttggac tgtatattca
  4300381 atcgagctat attgaaatct ttgcatcggt catgggaatt attaatgttt ggctattagc
  4300441 aagagaaaaa gtatccaact ttttattcgg tatgattacc gttgcggtat ttctatatat
  4300501 ttttattaca caaggtttat atgcaatggc agtattggca gcctttcaat ttatatttaa
  4300561 tgtatatggt tggtatcatt ggattgcacg tagtggggag gaagaggtaa aagcaacagt
  4300621 tcgtttagat ttgaaaggtt ggatttttta tataatcttt attttagttg catggattgg
  4300681 ttgggggtat tatcaagtcc attacttaga atcaacaagt ccatatttag acgctttaaa
  4300741 tgctgtacta ggattagtag ctcaatttat gttaagtcga aaaatcttag aaaactggca
  4300801 tttatggatt ttatataatg tagttagtat ttcaatttat atttccactg ggttatacgt
  4300861 tatgctaata ttagctgtta ttaatctctt tatatgtgta gcgggtttgc tagagtggaa
  4300921 gaataattat aagggacaaa aacatacaaa taattatatc tagaaaataa ttagaattaa
  4300981 aaaacccctg aagcatatgt gcctcagggg tttactaata gattataagt ttatgctttt
  4301041 gtcataccaa gtaatacagc gccgccgata attaaaacac tacctagtgc aataaagatc
  4301101 aattgacgtt tcgttttctt ttcgcctaag aagacaatcg caccaaatgt tgagataacg
  4301161 attccagttt gagataatgg gaagcttgtt gctactccga cacgtggtaa tgaaagaagt
  4301221 aagaataagt ttccagttcc ccatagtaaa ccagataaag cgttacggat tgcatatttg
  4301281 ttaaatggtt tatgtttaga tgtcagtaca accgcaccaa caaacatacc aactgcttgt
  4301341 ggtaaaatag cagaccaacc atcgatatta taccaacgaa taataattac atatacaagg
  4301401 tagccgaaag tagaaacaat taaagtaaga agtccttttt tcaattgtcc tggtggctga
  4301461 gcattttctt tatcatctaa tgatgtgaat acaacaccaa ctacgattaa taggattgca
  4301521 atcgttccca gaatgatcgt tgttgtagta gtccactcac ggaaagcgat aactccaaag
  4301581 atagaagttg caacaagttg cataccagta gaaatcgtta cagtagtaga aacacctaac
  4301641 ttttcaactg tttttaattg gtttacttgt cctaaagccc agaataaacc tgaaataaag
  4301701 ccaacaatca agattgtcat tgttaaagct ggttgagtaa atacatacat aattgttgcg
  4301761 aagaatagag caccgattgt catacctacc gtttggctat atgcaccacc gcccattttt
  4301821 acgcttacta ataagatgtt tccccatgca attgcaggaa gaagcgctaa taaaatgtcc
  4301881 attacaagac tcccttcggt ttgctatacc aatataatta catatcgttc taacgatcgg
  4301941 taatgcccca ctaatagagt agaagattac cgatcgctaa aacagaatga agaattcacg
  4302001 atataaatgc gttttcattt cttcaatttt tgaaacacct ccatataata acaggaaatt
  4302061 gcctatttta gaaagtaaat tcaaatagaa tgtatattta aataaaaggt aaaattcagt
  4302121 tatttcccaa cggtatattt ttatttccta agaaataaaa aagcagcttc aaaaaaagct
  4302181 gcctgaagag ttagtaattc ttttattaat aagctgaata catagcaaaa ataggagtga
  4302241 catactaata gtgataacta caagtgtcca ggcgagttgc atattacttg catcaattgc
  4302301 catgtaaatg gcagttggga tagtctgtgt tttaccagga atgttcccag caaacatgag
  4302361 tgtagcacca aactcaccga gcgcacgaac aaagctcaaa atcattccgc ttagtaaggc
  4302421 aggaaatgca agcggaagtg tgacgtgtag aaaaacttga tattcacttg caccaaggtc
  4302481 acgagcgctt tcttcaattt gtacattcgc gatagaaaat cctgtttttg ctgattggta
  4302541 cataagcgga aatgcaacaa ctgtagaagc aatgatagca gcagtagatg tgaacataat
  4302601 agactgctga aatattgatt ctatccacat tccaatggga ctgttatttc caaaaatgat
  4302661 aatgagaaaa aagccgatta cagttggcgg aagtaccatt ggtaataaga aaatcgtttc
  4302721 taatatcact ttatatctcc atgaggagcg tgctaacgct cgtccgataa tcgtccctaa
  4302781 aattgtaacg ataatggtgg cacatgcagc tactcgtaaa gatagaaaga ttggtgacaa
  4302841 aataatatca aagctcatgg taattatggt aggactgtaa atccatattt cttaaagata
  4302901 gattgtgcat cttttgactg caaatactca taaaatgaag tcgcctcttt cttatgcttc
  4302961 gattctttta taacgcctaa aggatagtgg attggctcat gagaagtagt tgctgctgtc
  4303021 tcgccgattt ttactttgtc tgaaataaga gcatctgttt tgtatacaat accagcatca
  4303081 acattacctg tttctacata tgttaacact tggcgcacat cttttgtaaa tatgacttta
  4303141 ttttgaacgt cattccaaag attttcatgt gtgagagaag cttttgcgta ttttcccgca
  4303201 ggtacagatt caggtgtgcc aagtgcgatt tttttatttt ttcatctttt aaatcttgaa
  4303261 tttttgtaag agaactatct tttgggacga ctagaacgag ctcatttcca agaagatttt
  4303321 tcccttcctt ttcattaatg aatccttttt taacaagagt ttggaattta tcttcggctg
  4303381 ctgagaagaa taaatcagca ggtgcacctt gttcgatttg ttgttgaagt gcaccagaag
  4303441 cgccgaagtt aaaagaaagt ttaatattag gttctttttc tttatatttt gtttcaattt
  4303501 cttttagcgc atcttgtaag cttgcagctg ctgatatagt aagttcaact gtttttcctt
  4303561 ctgtagcagt tgatttctct ttcttatctc cgcttgtaca tgcaacacta aatataagaa
  4303621 gaaaagaaag gataagtgcc ccgatggatc gtaatgtaaa cttattcata aaaaaatccc
  4303681 ctttcgtttt gatataatta attataacta aatataacta aatataacta gttataattg
  4303741 aatataattt gaacgatgta gttgttttta aaatatagga gaaatattct tttctttgtt
  4303801 acaatgaaga aagaaagtga ggaatcgtct atggatcatc attcctacac aacggaagaa
  4303861 gtagcaaagc gattaaaagt atcaaaacta actgtatacg acttgattaa aaaaggggaa
  4303921 cttccttctt atagagttgg tagacagatg cgcattgatg cagcagattt agaacaatat
  4303981 attaagcaaa tgaaaacagg gaaggtacaa gttactcctg taaagaatga cagtaatagt
  4304041 atctcgaata catgtattat tagcggacaa gaactaacgt tagatatgtt ggcgaagcgt
  4304101 atagaaaatc gtctaccaag ttcaaatata ttacgggcat atcaaggtag tttaacgagt
  4304161 ttagtaaaaa tgtatcaagg agaaggaagt atcgttagtt tgcatttgtt tgatggcgaa
  4304221 acgggtacat ataatgttcc ttacgtaaaa cgtattttag ttggacaacc atgtactatg
  4304281 attaatttgc tatcgaggaa tgttggattt tatgtgcaaa agggaaatcc aaaaaatata
  4304341 aaaacatggg ctgatttatc tcaatcatct atacgatttg taaatcgaga aaaaggttct
  4304401 ggtattaggg tgttagttga tgaacaattg cgcattcaaa atttaaataa agaacgtatt
  4304461 agtggatatg aatgggaaga atcgaaccat cttggtgttg ccacgcaagt cgcgaatgaa
  4304521 aaagctgatg tgggagtagg atcagaaaag ttttcgcaaa ttgtaaacgt agactttatt
  4304581 ccaatcatga aagaacagta tgatttagtg attttgaaga ataaagaaaa tgaagagttg
  4304641 atcgaagttg taaaagacat tctgcaatcg gaagaatttc ataatgaact aaaagcgatc
  4304701 ggcggatacg atatgacgaa aacaggtcaa attatctatg aaataaagtg aaactttaat
  4304761 cagtgggggg gcttcagccc cggctgatta ttagttgaac caatcggact tttatgggca
  4304821 gcccgacccc cacctaactt ctttgctttc gctgaatttt gaggtggggg tcttactgcc
  4304881 cattaaagcg ggacaaacta aaaagctgct tgtctataag acgagcagct ttttctatat
  4304941 ataaaggggt ttggggaaac aaagtgttaa acaagacctt gagcaagtga gtaaatgaaa
  4305001 gctgtaagaa gagtcgctcc acttgcaagt ccgataaagt ctgatttgtt gaaagtaatg
  4305061 ttgttcatta taatctctcc ttatttgttt aatgtagttg caactgcttt tgcatcgaca
  4305121 agtgcggata gcaccatgcc cattgtattt aaaaatttgt ttgatttcat tttgttcatc
  4305181 atgcgtatcc gctccttttc gaattgttgt tgccctgctt tatgtcttaa ttataggaaa
  4305241 tatgatcgcc tgcaactatc gaattagctt acggaagact tacacttttg taagaaaaaa
  4305301 agacattcgt gtaagaatgt cttttaaagc atattaatgt ggtggtgctc ttcgattgtt
  4305361 tttaaaaagc tacgcattga attcgtcata tagctatctt tgcggcgtat gaaaaccgtt
  4305421 gaaatactac catatttctc aggaattgca tggcaatgaa ctttacctgc tttagaaaga
  4305481 tgatggacag cagactgtgg tacgagtgta attccaaggc cgagtgcaac actgtttaat
  4305541 agtgtctcta atatattgaa ttccataatt ctttttggaa gcaaaccttc atctttcagc
  4305601 catcgttcta gtttagaacg gtatccacat ccttgattaa aaacgagtag aggcgttgtt
  4305661 gtaaattctt caatatgaaa agttttattt tgtgttacaa gcattaattt ttctgtacta
  4305721 acatcgtatt gttcaataag tggatgtttt attggtcctg atataaaagc gccatctaat
  4305781 tgatgatcga gtacttctct aattaattct tctgttaaac ctgcttgtaa tgacaaatcg
  4305841 acgttcggat agcttttata gtaagaagat aaaatggtag gtaatgtact tactgtttcg
  4305901 acagtaccga tttttaatat gccagagggt gtttcgctat ctaaaaatac ttgttttagc
  4305961 tcgtcaacat cttgcaaaat tttattaaca taaacgagca tttttcttcc ttcagctgtt
  4306021 aaagtcatgc ctcgcttatg acgataaaag agcggtgttt ttagctcgtt ttctagttgt
  4306081 ttaatacgtg cagttacatt tgattgtacg taatttaatt cctttgctgc gctacttaca
  4306141 ctaccttggt cggcaacgct ctggaagatt tgcaagtctc ttaattccat aatactgtcc
  4306201 tccttgatgt taactatcat tataaatgat agttaatatc attttgaatc attttacgtg
  4306261 atatattttt tcttttacaa ttctctttgt gcaaatagaa agaagcgggg gattgtggtg
  4306321 agaagaggtc aaatgataat aggagcttta gcatgtttga ttgcaagtat gtcatgggga
  4306381 gcgatgtttc cagttgctga tcatgcgtta gaatacatag atccgtttta tttttcgctt
  4306441 attcgctatg gagcggtggc gataatgctg attatattgt tgttaatgaa agaagggaaa
  4306501 caggcatttc gtttagaagg aagaggaaag ttactcgtct ttttcggaac gatggcgttt
  4306561 actgtatata atgtacttat atttttaggt caaatgttaa tgggaaaatc aggcgtgatg
  4306621 gtagcctcca ttatggaagc acttatgccg atgatttcta tttgtatcct atggggatat
  4306681 aagcatgtaa aaccgaaaaa gtatatgata acgagcatgc ttatcgcttt tataggggct
  4306741 gtatttgtta ttacaaaagg tgatatgagt ttctttttaa cattgaaaga taacatgttt
  4306801 tcgctagcat gtatatttgt tggagttgtg ggctgggtta tttatacgat gggtggtcaa
  4306861 acgtgtagcg attggtcaac attacgttat tctacgttga cgtgtgtatt cggtacgact
  4306921 gttacaggaa ttataacgat aattataacg gcgtttggat atgtttcagt tccgaatatg
  4306981 ggaacgattt ctattgtgaa atacgattta ttatttatga tgacattacc aggaatagta
  4307041 gcgttactag cttggaacta tggtgtgaaa attttatcgt ccattaatgg gattttattt
  4307101 attaattttg tacccattac aactttagtt attatgatga tgcaaggata tcaaataaca
  4307161 atgtttgata ttgtagggac tttacttgtt attgcagcac ttattcgtaa taatgtttgt
  4307221 cagaggaaag aagaaaatat caacaagaga attttagaaa aagagcaatt acgtcaagct
  4307281 gtttaatagg caattggagg attttacatg ttagaaagtt tattgttttt ctttgccgtc
  4307341 ggagttgctt gtgagcttgc agcaattaat cgaaatggtc gtaagaagat aaaacaacaa
  4307401 gctgaaatga tagagctttt aaaagagtta aaagaaagaa acatttaaaa agacgaccgg
  4307461 gcatagacgg tcgtcttttt ctatataaag gggaaagggg acacaaagtt atacaagcgt
  4307521 agcagtgtaa ataaaagcag taagaagaat tgagccgcta gctaatccta aaagatctaa
  4307581 tttgttaaaa gtgatgtttt gcataatgaa ttctccttac ttgtttcttc ctgacttaat
  4307641 tgtatgaaat atagcaagaa gtaactatcg aattagctta caaaaaaatt acacttttgt
  4307701 aagaattgaa atgtaacaat taatacttaa atttattacc aactcctaaa acttagtgtt
  4307761 ataatttttg taagaatatg attatacttc ggatgttcag aaaggaacga aacaaatgta
  4307821 taaaccaatt acattttcgt tgaaatatat atttaaaaca gctgggaaag tagaagtgca
  4307881 aggaagagaa aagttaccag aaggtggccc atatgttgtt gcgtgtacac atacaagttt
  4307941 tatggatgta ttaatgttag ctacagggat gtacccgacg gaaattcatt acatggccaa
  4308001 aaaagaatta tttgaaggga aattcaaaaa ttggttcttt aaaaatgtaa atgcattccc
  4308061 tgtagatcgt gcaaatccag gaccgagtac acttaaaatt ccatcacgct tattaaaaga
  4308121 aggaaaagtg gtagggattt tcccgagtgg aacgagatcg acagaagacg tttcgttaaa
  4308181 agctggtgct gtgacaattg cgatgcgttc taacgttcca ttaataccgg cagcttatat
  4308241 tggtccctca agtgtaaaag aattaataaa gggaaaaaga gcacaattaa tttttggaga
  4308301 cccaattcaa attgatgctg aagaacaaat agatcgaaaa acagctatga aaatgatgac
  4308361 ggatcaatta aatgagaagt ttgaggggct taaggaagct ttacaatcaa atcaaaagta
  4308421 agaaaagacg accgggcata gacggtcgtc ttttctatta ctatttataa taaaggggaa
  4308481 aggggacaca aaagttatat aagcgtagtg gcgtaaataa aagcagtaag aagaatcgag
  4308541 ccactagcta gtcctaaaaa atctaatttg ttaaaagtaa tgttattcat cgcatattct
  4308601 ccttacttgt ttaatgtaga agcaacagct tttgcatcga taagagtgga aaatatcatg
  4308661 cccattgtat ttaaaaaatt atttgatttc attttgtcca tcatataaat ccgctccttt
  4308721 tcgaataatt gttgccttgt ttctaactta attgtatgaa aaatagtgga gagtaactat
  4308781 cgaattagct tacaggaaaa ttacactttt gtaagaaaaa cgaatgaaga tgtaatgatg
  4308841 agaaggtttg acatatgttc atggaattta ttaatttaaa agtagaggtg agtgtatggc
  4308901 taatattaaa gatattgcaa aaatggcggg agtttcagtt acgactgttt cgagagtgtt
  4308961 gaatgatcat ccgtatgtaa gtgaagaaaa aaggaaagcg gttatagaga tagttgagaa
  4309021 gttgaattac tcacaaaacg caaatgctgt tcatttatca aaaggaaaga cgaatattgt
  4309081 tggtgtgatt ctcccttaca tcaatcaccc gagcttcgat gcaatggtag ggggaatgat
  4309141 ggagggagct ttaactcata actacagggt gctactttgc caaacgaatt ataataaaaa
  4309201 agaagaaatg aaaagtttac atatgttaaa aacgaaacaa ttggatggtc ttattatttg
  4309261 ttcacgtgca aatgattggg aaataataga accgtatgct tcttacggta caatcattgc
  4309321 ttgtgaagat aatgatattt caaacatctc aagtgtatat acaaatcatt cggcagcttt
  4309381 ccagttagga atgaatcacc tgattgaaaa aggttataaa aaaattggtt attgtacggg
  4309441 aagaaagcta ggaccgagta gtcaaaagcg ttttgatgtg tataaacagc aattgcaatc
  4309501 tatagatgaa gaagtgaatg aagaatggat tttcacagaa tgttttacat tagaagatgg
  4309561 tgtgagagtc gctcataagt taaaaggtat gcagaatctc cctgaagcgt taatagtagc
  4309621 aggagatgaa gttgcgattg gggttatgac ggaagttggg aagttgggta ttcaagttcc
  4309681 tgaggactta gcgattattg gtttagataa ccaacctatt tcgcaagtgt tgcaacttac
  4309741 aaccattgat caaaatttga aggagatagg gaaaacagct tttgaaatgt tttaccggca
  4309801 tataagtgac aagagctcta aacaagaaaa ggtggaaatt ccatatgaac ttgtggagcg
  4309861 atctacagtg taattttaat ccgttatgtg tataagtaca taacggatta tttttttgaa
  4309921 atatctttga caggaaacgc gtttcatact ttataaagga cttaaaccgg tttgtaacaa
  4309981 tccatggatt cttttcgaga atagtatttg gagggatatg catgaatgag cttttattaa
  4310041 gtgtgaaaaa gtatttagag aatgacgaaa atattgtagc ctttgtgata gggatctttg
  4310101 agaaggataa tttcacgtta tgttatcaac atggaatttt tgttgccact actagacgtc
  4310161 tcctgtttta cgggaaattt ccttactatc cttcaacatt taaagagtac tcatatttgc
  4310221 atatagatag catagatttc tgtccgtatt ttgaatttac ttgtaaccat gaaacggtta
  4310281 gagctaagtg tattcagaaa gggaatgtgg agcaatttgt ccgtacagtg agaacaaata
  4310341 tgaataatta atcacccctt tgtttaaaca taatatcttg atttttaaga ggtaaaatgc
  4310401 ggaataaaaa caacttctaa acctctagga gatagtgata caatgtcaaa tggggggagg
  4310461 gtatgaacta tggttaatca acgtataaag gaaataacac taattacaat tggttcatta
  4310521 ttattcgcaa ttggtattaa ttactttgca attccaaacc gtttatcgga aggtggaatt
  4310581 attggtttaa cggttgttac gtactactta tttgattggt caccagggat tgtgaacttt
  4310641 gctataaatg caattttact agctattggt tataagtttt ttgataaaaa aacgatggtt
  4310701 tatacaattt tagggattgt agaaacatcc ttgtttttat atgttacaga gcatattgag
  4310761 tatcatgtaa atagtgatac gctattagca gctttatttg caggtttgtt tgtagggatc
  4310821 ggattaggct gtatgttcaa agccggaggt acatcagggg gatcggcaat tttagcgcag
  4310881 ttagcaaatc aatatttagg ttggagcgtt ggtaaaggcg tacttattat tgatatcgtt
  4310941 gtaattgctg gttctgtatt tataatagga caagaaaaag cgatgtacac acttgttgca
  4311001 gtattcatcg gagcgaaggt gattgatttc attgtagaag ggatggatac aaaaacggct
  4311061 gttacaatta tttcaaatca accagactta atacgcgaag ctattacgaa aaacatgaca
  4311121 cgcggtgtta ctgtattaga aggacgcggc ggatatactg gtaaaaataa agaagtttta
  4311181 tatgtggtta ttaataaaca agagcttgtt aagttaaagc aagttattag ccgagtggat
  4311241 gaagatgctt tcgtcgttat ccatgatgta cgtgatgtac ttggcggtgg ctttaaagca
  4311301 agctaaaagg tgaacgaata aattcgttca ccttttttat tcttacaaaa atgtaagtgt
  4311361 aatgtaatga gattcaatag tagattttat tccttctttt taaaatggat gtatatatat
  4311421 cctgcagagg aggaatgttt attatgaaga aaaaaatgat cactactata atagcaatgc
  4311481 tagtgatagt agtgatgtta ctgcctacaa aacttggccc agttatcgat aaatataatc
  4311541 cgttttataa gacgaaagaa tactatacgg ttgtgaatac aattggtcag catgttggtg
  4311601 atgagtggta tgaatatgaa tttattgcgt ttgatgaacg tgggaaagaa caaaaaataa
  4311661 agaagactgt taagcatatg ttaaagagag atgaaatgtt aaaggtgtac gcgaagggac
  4311721 gctacggcga gttgattgaa gaaattgaag ctgtaaatat tcctattaat gcgaagagta
  4311781 aacttttatc gatgagatag tgaaatatac ccctacctat tttttgtcga aaataaaaat
  4311841 actaggtatg ggtattttta agggtcgtaa aaaaacctta gtccagaggg actaaggctt
  4311901 tttttattat ataaagggga agggggtaca ttgtagtagc atgagtgaga gatataagaa
  4311961 gagtagctac tagcaatgta atttggttat gtgaatgttc ttcttatttg gcttacttgc
  4312021 taactttatt gtacgagatg taagtgaggg aaactatcga attacattac acataactta
  4312081 caaacatgta agtcttctgt aatgtaattc gatggttaaa agatagtgaa tttcatatag
  4312141 tgtaattaga aagtcttact gtattacttt ctgtttataa tgttaatgaa gaatgaaaaa
  4312201 ccaactactt tttaatagcc ctcatctgta tgatggggct ctttttataa accttacaac
  4312261 attgtaaggt ttacgtaagt taattcgata gtaaatttgt catatttttt gcataataag
  4312321 tacaaataga taaaaataat tagggatata gtaagaaggg agaagaatgg gatgcgtaaa
  4312381 gaagaagtag tgaagtttcc aattaaagat ttctgtagct actttactgt tgccgtagta
  4312441 tgtattggat tatttgatat cataacaaac ttaattgtta aataatatag atgacaaaac
  4312501 aagaagggag atcctttctt gtttttttta tgggggaata aagatgaaat ggattgatag
  4312561 tcatatacat gtcgaccaat acaaggatga agagaaaagt agattactga aagatgtgga
  4312621 aaatagtaaa gagatacagg ggcttattgc ggtatctatg aattatcaat caagtaaaga
  4312681 aatcttatct ttagcaaaac gatattcctt tgtacatcca gcagtaggtt ttcatccgga
  4312741 gcaaccgatt cataaagaag aatgtgagaa aatttataaa ttaattgagg atcatgtaga
  4312801 ggatatagta gcgattggtg aagtaggctt accgtattac ttaagaaaag aagatgagca
  4312861 tattgctatc aattcgtata tatcagtgct acaacggttt gttgaactag ctagtaaata
  4312921 tgatttacca attgtattgc atgcagtgta tgaagatgct gatgttgtat gtgatttact
  4312981 ggagaaacat aaagtttcgc gtgcgcactt tcattggttt aaaggaagtg aaacaacaat
  4313041 ggaacggatg atgaggaacg gttattatat ttctattaca ccagatgttt tgcataagga
  4313101 gaagattaga aaaattgttt cgtattatcc tcttgaatat atgatggtag aaacagatgg
  4313161 accgtgggga tttcaagagg gtgttatgac acatccggga atgattcgag aggtattaaa
  4313221 ggaaattagt gttataaaaa acgtagctgt tgataaggtt gcagaaacga tatatgaaaa
  4313281 tacgattcaa ttttatttga aaggatagaa gtgttatttt agcccttctt attatagaga
  4313341 aatagaagtt gaatttattt atgaacataa tcaatgggtt attaataata tgccacgttt
  4313401 tggttttgta ttaggattct aatttttttg cacgtcttaa taataagaga aagacaataa
  4313461 cgaggaaacc gagtataagg aagaatccat attgttttat ataatccatt acgtcacttg
  4313521 cgcttgttgg tttttcaacg tgaataccgt ctttattagt agtgatatga atatctttca
  4313581 ttttcacttc atttgtttcc ttttgtaaat caatccattc tatatttgga atactttcta
  4313641 gatcctttag tacttctttt aatggtttta cacctaagta aggatgatag aatgcaccaa
  4313701 taactccatc ggataatttg gcaacagata cagcatttgc tttcatttta gcaatagcgt
  4313761 gtggtttatc ttcttcgata aatccaactg tttcaggcat taatttcatg ccatttaaaa
  4313821 atgatggtgt acttctgtat gccggagagt gcatggattt ccaagttgta tcacttaact
  4313881 gtagttgtcc cacataagtt gaaaagtatc ttgataatat ttcatatcct ttttgagaca
  4313941 tcgtgtaatg aggtgcttca aatgcgacag gatataattt ggcatctaca agttcttgaa
  4314001 tgcctttttc aatatgatca gtcgtatatt tttcttcaaa ttcttcccct ttttttacgt
  4314061 atgtattata tgcctctatg ttagggaaat catcttttgt ttttggtttt tcatgcttcg
  4314121 gttgacgaat tggttggtct gtttttacgt cccaaaattc aaaaccttca ccagtttcac
  4314181 tatcataaaa ttggtgagta taaccatgca taataattgt tgcaccatca tcttgcatag
  4314241 agcgtaaaag atcgactagt tcgggtttat cttttaaatg tagtgtttta cctgtttctg
  4314301 gatccgtata tacaggaata acagtgatca tgtatggcat ctttttctct tttagtaatt
  4314361 cagcaatttc ttttaattga tttatatctg cggctggatg aacgtcttca agacgtaaat
  4314421 aagcttctac cttattgttc gtgggctttt gtccgaagta agaaaataac acttcaccga
  4314481 tgtaatgaga catccagtca aagagatttg gcgttgcaac ataataagaa ttattttgtt
  4314541 gcacaattaa tggataagta ttctttcctt ttaaagcatt ggcaagaatt gttccatttg
  4314601 tatcaaggat tttaatggat cgttcgtcct ctaatgtatt ctttagttta cgtgttggat
  4314661 attcaattgt atcagagttt atatcttcat ttttaagtgt gataaatgaa aaacgtttgg
  4314721 ataatttttc tatattttga cctaaaacga gtagtggtcc tgagaaattt tctagaaatt
  4314781 ctttagtttc agtgggaagt tcttcttgtt tttcacctat gtaaataaca tgtgtatatg
  4314841 aagatttatc agttatttca gctaactgtt ttatactttt tattgttatg ttattagtaa
  4314901 aatgtcctac ttgtgtatta agtatttggg tgtcacttgt aatttgatca tcgctcgaac
  4314961 tgtataaaat aaggactttt ggattttcgt ttttttgtgc ggaaataggg acaggaatta
  4315021 atagtagtaa actaaataag agtagcaacc attttttcat attattattc tcctagtgta
  4315081 tatttagaat tcagtttaca attatataca aaaaatgcgt ttcagtctat gaaagttaca
  4315141 tttttgcacg tatttaccag ctgttttttc acaaaatcgg tctaaagcat gatgataata
  4315201 tgtatagtta tttgctatga taaaagggta agagaatgat agagtgtggg taattgtaag
  4315261 ggaagaaggc tgaaagggga caaatttcag cggagaaaga ggtagaggta gtgaagaaat
  4315321 tctttgtagg atttttagtt gttcttgggg tgtacttata tttccaagga aagtctgaag
  4315381 gaatgggcaa attagtaaat gagacaagct atgttgactc agaagaagca aaacagatga
  4315441 aacaaattat tatagaggaa gcaaagaaag tcaatcttcc agaatggata cctcttacaa
  4315501 ttgccgaaca tgaaagccgt ttaaatccaa gaagtgttgg agataacgga acttcattcg
  4315561 gattgtttca attgcatcgc ggtggtggac ttgcgccgga tcatttaacg gatgatgagc
  4315621 taaaagatcc acgtacaaac gcgcaaattg caatgccgca tttaatgaaa ggatataagc
  4315681 gcggggtgca aaaaggtttg acggattttg cattactaaa atatatagca aatacatctg
  4315741 ggtggccagg gaatttaggg ccagagtgga cggataataa tatgaagtat aacgtcgggt
  4315801 tagaagatgt gtactatcga aataaaggta taattaaaga gtaggttttg atacctactc
  4315861 tatttttgtg gatcatcatg tcgttttgtg aaatactccg ctagctgtat ttttacgtct
  4315921 tctagttttg tggaaacttg cggtatttta tatcctacat ataacggtga aacgacaaat
  4315981 ctaggaacaa ctttacaaat gatctttccg cttacgtgat agaaaaataa gttataacta
  4316041 ctacatcctt tatgaaaatc tgtcagtatg taacgtacag tttgctgaat ataatttgcc
  4316101 atttcatcta tgcattcaat atctttaacg atgatattaa attcagtaaa accgataata
  4316161 ggacgatctg aaatattgag ttcaatattt ttgttttttt gtacaatgac tccttggaag
  4316221 ttgtcctgtt ctacgttatc gaggtagttt acatatttca ttccaataat ctgcatgtgt
  4316281 gcatgatgca aacttccacc tgagaaggga ccatgatttt tgtataaaat cacagatttg
  4316341 aattcttcat tcttctgtaa gtctaaccaa tgtttaacgg agaaacggat tagcgatctc
  4316401 atatgttctt ctgtatatgt cgcaatatgg tcctcacaat tatctgtttc gattagcacc
  4316461 gtttgaaatg tatcttttaa tgtaggaaat ttgtttttca gccaaataat tgggccttca
  4316521 gttgctaaaa tatccgttaa attttctctg tcacaaaaag gacaggcagc gcttctattc
  4316581 cgaatgcttt ctggcttttg tttgccaata tcgtttaaaa agtatagttg ttgtgtatcc
  4316641 attggtatgt atgccccttt aaaatatgtg taaaaatccc gcttaataca ttcgggaaaa
  4316701 ggagaagaaa atcctttaaa gggaatagga aaaataaaag acaagatatc ctcattacaa
  4316761 cagggtacct tgtcttttat tttttcttta ataatgtgta tggataatat aaatcgtttt
  4316821 tattatgctt cttttttcta ttttttattg tgtataaggc aattgctgta cttgcgatga
  4316881 caataatggc tttcttcata ttcgtttacc ccttttttat tgttggttta attcttggct
  4316941 aactgctttt gcatcaacta gagcgtgtaa aatcattttt accatgttca tcatattctt
  4317001 tcactccttt ttatagttca tttagttctt ttacaactgc ttgtccgttc actaatacct
  4317061 caaagattgc ttttacgatt tctttcatca tgattgtttc ctccttttgt tgtctctctt
  4317121 gtttacatct ttattgtata gggaggcatc ttttcgtact atcgctttcc attacgtgaa
  4317181 cataacagtt ttgtaagatt tgatgtcact tattgaaatg tttagtctat cttcattatt
  4317241 ttcagaaaaa tgactattca aacatgaaat gggaaagtat aataaagaag taagtattaa
  4317301 attccgtacg aaagaggtga atgagatgaa acgttcttta gctgcacgtg ccaaattttt
  4317361 agattttatc tatttttgtc gtgcgatttt tcatgatgta gttgttaacg ggatacgtct
  4317421 gtcctttttt aacaattgca tagtagctat agaacgatag aaatctcttc acccattttt
  4317481 aatacacgtg tgaaaaggga gctatttagc ttcctttttc tatgtcgaaa accatgggga
  4317541 atgtttcttt cccatggttt tttatattga aaggagtacg gaaaatgaca atttgtagtg
  4317601 taaataatgt aacgaaatct tttggtggaa acatcatatt tgaaaatata tcgcttgaaa
  4317661 taaagaatgg tgaacgtgtt ggattagttg gtcgtaacgg tagcgggaag acaacaatct
  4317721 ttcagctttt aactggaatg gaaagtttgg atgcaggggc cattcatatg aagaaaggta
  4317781 cacgtattgg tcatgtggca caaattccga aatttgatga gagtatgact gtatatgaag
  4317841 tattgagttc cgcttttaaa atagaaaagg aattagaaag agaaatgcgt actttagaaa
  4317901 aagatatggc ggaagaacag gaatcttctg ttttacaaaa attaatggaa agatacggaa
  4317961 tcatccaaga aaagtttgcg tttcttggtg gttatgaaat cgaagcgaac attatgaagg
  4318021 tagcaaatgg tttacaggtg acagaactat tccctcgttc atttttagag ctaagtggtg
  4318081 gggaacaaac aaaagtaagc cttgcataca tgctgttgca gaaaccagat ttacttttat
  4318141 tagatgaacc aaccaatcat ttagatttat ttgccgtaga atggttagag caatttttaa
  4318201 aagaatataa cggaacggtt atggttattt cacatgaccg ctatttcctt gatgaagttg
  4318261 taacgaagat ttttgattta gaagatggag agattcacgt gtatcataca aactattctc
  4318321 ggtttgttga agagaaggaa gaaaggttgc ttcaggagtt tcaagcttat caagaacagc
  4318381 aaaagaaaat aaagaaaatg aaagaagcaa ttaagcgact acgtgaatgg gcaaatcagg
  4318441 cgaatcctcc gaatgaagga ttgcataaga gagcaagaag tatggagcgt gcactggaac
  4318501 gtatgcaaaa actaaagaaa cctattttag aacgaaaaca aataggactt cagtttgaag
  4318561 gacaagatag aagtggaaaa gatgttgttg taataaaaga agtgagtaaa gggtttgctg
  4318621 accacccctt atttaacgaa gtgaatttac atgttcgttt tcaagagcgc gcggccatcg
  4318681 ttggtcgtaa tggtacagga aagacaacgc tattaaagtt gttattagaa gaaatagaac
  4318741 cagacgcggg agaaattaga attggtagta gtgtgaaaat cggttattta tcccagcatg
  4318801 cgtacggaaa tatgaaaagt gatgtattgg aggctttcag ggaatatgta gctgtcacag
  4318861 agggagaagc gagacatata ttagctaagt ttttatttta tggcccagcg gtgtttaaga
  4318921 aagtaacaca actgagcggt ggagaaaaaa tgaggttaag acttgcgcaa cttatgtatc
  4318981 aagatatcaa ttttttaatt ttagatgagc cgacaaacca tctcgacatt gaatcaaggg
  4319041 aagttttaga ggaagctctt gaacaatata atgggacgat tttagctgtt tcacatgatc
  4319101 gttatttttt aaataagtta tttgaaaaga cgtattggat tgatgagcat aaattatttg
  4319161 agtttgcagg aaactatgca tgggcgcgtc aaaagtggga ggaaaggctc gagacgcaag
  4319221 taataaagca gcaacgccaa ggaagaaaaa gtattgaaac agcccctgta aaaaagaaag
  4319281 aagctaggaa tattgaggag attgaaaccg agttaatgca tgtagaagaa gatatatata
  4319341 cgcttgagtg tacaatggaa catgtagttg atattaaaag gcttgaacaa ttatatgaag
  4319401 aaaaaacgaa gaaagagttg ttacgagcgg aactatataa tgagttagag aatattgtgg
  4319461 agtgaaaaat gaaaagcgaa ttctttcagt tttactgaag gattcgcttt tttatactgc
  4319521 tattttgctt taagagataa ataaagttgt gtttcacgtg aaacagtaaa tttgataaat
  4319581 ctttgtttcg taacttgcat aaattgtgaa acatagatgg tattaggagc tttttagacg
  4319641 attaattatt tcccgagaca taagtatgtg taacggcaac gcatgattga aaacaaaaaa
  4319701 acagagttac agctttacac gctgaactct gttttctttt tgtgtggtat cttcccttgt
  4319761 tgaaatgata atagcgaccc cgagcataat aaaaaaagct aaaaagagga cgaactttgg
  4319821 gaagaatggg aatagtaata gcgccccgac tatcataatt gttaataata catagtgcag
  4319881 gacgtattgg aataggttgt ccatgttttc gccccctttt tggtaattgg ttattagtat
  4319941 tctatgtttc atattgaacg aatagaagtg aatttttaag tttttttata cgaattaaaa
  4320001 gagaatgatt gacatgttta atagtaaggt tgtgtctgca catcatgcgc gcattcaagg
  4320061 attacaagaa gataactata acggtatctt gttaagtttg cctaaattaa agatagaaca
  4320121 ataattttga aaaaattctc aaaattttta tttagaaaga attgacaaaa tataacggac
  4320181 gatataagct aataaccata aagtctaccg gaaaggtcgg aataggattg ttacccctca
  4320241 aaaacatcta tttttttatg attaaaaccg acttttccga ttggctataa acatgctgtg
  4320301 ggaggcatac ataagctaat aagttcaaag ggtatcacta ttaaaaagtt agggtgggga
  4320361 caatgaagaa aaagacaaaa aatgggctgg tgtattttcg gtattactgg gtagttcgct
  4320421 tgtgttatct gcttgtgggg gacaggagga tacggcttct acagaaccag taaaaaagca
  4320481 agacttaaaa gacgctaaga tcgaatcaat tccagctaca gataaaaaga aaagtccaga
  4320541 gaaagcaaat cagcgaaagg atacttttat tacggccatt tctaagccag ggggagtttt
  4320601 ccttccatat ttccaagaga atggttggga tggaaatgta acgtctgtaa tttttgcgtc
  4320661 actagtaaca acagacaaac aaagtaaacc tattccggat cttgcagaaa aatgggatat
  4320721 ttctgctgac cagttaacat atacattcca cttacgtaaa aatttaaaat ttagtgatgg
  4320781 atcgccttta actgcagatg acgtagcatt tacgttaaca ctacttcatg ataaagcgta
  4320841 tgaaggtgga ttggatattg ctcagtatgc tgttaaaggc gggaaagaat ataaagaagg
  4320901 aaaaacgact tctattgaag ggattcaagt tgttgatcca cagacaatta aaattacaac
  4320961 tgaaaaagtt aattcacagg cgctaactaa tttaggtggc ccagtgctat caaaagctta
  4321021 ttatggaaaa gattataaac aaaatacaag tttggactat ttaaaagcat tatatgggca
  4321081 accaattgca gcgggtccat ataaatttga aaaatatgtt ccaggtcaag aagtacgctt
  4321141 tgtttctaac gaacattatt atgcaggtaa accaaaaatc aaaaacttta tttataaaat
  4321201 cacatcaggt gatactggat tccaattatt ccaaacaggt gaactggact atagtggatt
  4321261 tagagcgaac cctgaaaata tagaccaatt aaaaggatta gagtttgcaa atattaatct
  4321321 tgaatcatca agtgatattg cttatatcta tgtaaataat aagaagtcgt atttgaaaga
  4321381 taaaaaggta cgccaagcac ttacttatgg attagaccgt aagaagtatg tggatacagc
  4321441 tttacaagga tatggctctg ttgctaatgt accaattgct ccagtttcat gggcatatac
  4321501 agaagaaggt attaataaat atccacacga cgtagaaaag gctaaaaaat tattggatga
  4321561 agctggttgg aaagtaggtt ctgacggggt tcgtgaaaaa gatggtcaaa agttaaaatt
  4321621 aacatactat gcatcaaata caggtaagac aaatgatatc tttattccaa ttgcaaaaga
  4321681 aagttacaaa gaaattggtg ttgaattaaa tccagagttg atggacttta atacgatgct
  4321741 ttcaaaagta ggaaaaggtg actacgattt agcggcagtt tcaacaccag ggattagtga
  4321801 tccaagtgaa gttgtaagtg agtacttatc aactaatcca aaaagtgata cgggttataa
  4321861 taatccgaaa gtagatgagt tgattgtaaa aggtatagga acgacagata ttgaaaaacg
  4321921 taaagcgatt tataaagagc tgtataaaga gctgtataaa gagttaagtg atgatccacc
  4321981 agttatttta ttaaactatc gtaaactact ttatgctcat aatgcacgta taaaaggaat
  4322041 tgatccagaa aagtacgata gcatcagttc caacttacca gtgttatcta ttgaacaata
  4322101 agggttgacc taaataatag aagacgtttt ttcacacagc aatgaaatgg tagctgtttt
  4322161 gaaaaaatgt tcttctattt ttaagtaaat aggattgggg agacaaaagg tgaaaacata
  4322221 tatcattcgt aggttccttc aaatgatccc tacattgttt ggtacatcta ttattatttt
  4322281 tttcttattt gcacttttgc cgggagatta tattgattca aatccaaaat taacaccaga
  4322341 gagagcccaa gaattaaggg aattatacgg cttaaacaaa ccaattattg aaaggtattt
  4322401 tcattggtta gtgaatgctt tgcatggtga ttttggattt tctttacagt atcaagaacc
  4322461 ggtaacttca ttacttaata aattcatttg gaatacattt attgttgctg ttgcagcttt
  4322521 atttttcact tggattattg ctcttattat tggggttatt tctgcaacaa agcagcactc
  4322581 ttggtttgat agattggtaa caatcggtgt atttgcagca atgtcatttc catcattctt
  4322641 tattggacta tttttaatta aattattagc agttgattta aagttattac ctattggtgg
  4322701 catgattgat attgggagta actcaacagg gatagcatac atattagagg tattacgtca
  4322761 tatgattcta cctgtattta ttttaacgct tcttggtgta ggatcgttaa cacgatattt
  4322821 tagaactggc atgttggatg ttattagaca agattatatt cgtaccgctc gtgcaaaagg
  4322881 tttaaaagaa agaaccgtta tttataaaca tgcattgaaa aatgcaattt tgccagcaat
  4322941 tacattactc gcttttgaat taccgggttt attttcagga gctattatta ttgaacagat
  4323001 ttttaattgg ccagggattg ggagtattca attagaagca ttaaacttcc gtgattatac
  4323061 ggtattaatg gcgtttacaa tgtttctttc ttgtttaaca attatggcta atttcttagc
  4323121 tgatattgta tatgcgtttg ttgatccaag aattcgattg aagtaagggg ggaaagatat
  4323181 ggagactatt acaccaataa tagagaaaaa gaaagaacgg aaaaagagaa atgaatcatc
  4323241 accatggcgc caagcgtata aaaaaatcaa gaaaaataag atggcgctgt gtggcttata
  4323301 cgttttaata tttatgtttt tatttagttt tatcggtcca atcttttcac cgtatgcaga
  4323361 tgggaaagta caagtaacac aaattaataa accgcctagc ctgtcacatt ggcttggaac
  4323421 agaccagttg ggacgggata ttttaactag acttatgcaa gcagggcgta tttcattaac
  4323481 aattggttta gcgtcgatgc tactatccgt tatactagga gctttattag gggcaattgc
  4323541 tggtttttat cgaggggttg tggatcattt aattatgcgt gttgcggatg tgttaatgtc
  4323601 cattccggga ttaccgctcc ttattataat gggagcaatt ttatcagaat ggaaattacc
  4323661 atcagaatac cgtttatatg ttgtaatgat tattttgagt ttagtaggat ggccaggact
  4323721 tgctcgtctt gtgagaggac aaattttaac attgcgggag caagccttta tgcaagcggc
  4323781 agatgtatta ggattaaagg attctcgaaa aattattcat catttaattc ctaatgtctt
  4323841 tccgttgctt attgttgtag caaccttggg tgtggctgga tctattttaa gtgagtccgc
  4323901 actaagttac ttaggtctcg gagtcgtccc acctacaccg ccatggggga atatgattag
  4323961 cgcagcgaac tcattaattg attttcaaaa gcgtccgtgg ttatggattc cacctggttt
  4324021 cgcaattttt ataacagttg tatccattaa tttacttggt gatgcacttc gtgatgcgtt
  4324081 agatccaaag atgagacggt aggtgaggga atatgagtaa agcggtagta gagctgaaag
  4324141 atttacaaac acactttcag acagaagaag gaacagtaaa agctgtgaat catgttagtt
  4324201 tttctgttcg agaaggtgaa actgtttgtg ttgtaggtga atctggttgc gggaaaagtg
  4324261 taacagcttt atccattatg ggacttattg ctgaatcagg tagtgtagta ggcggagaca
  4324321 ttttatatga aggaaaaagt cttttaggga tgaaagagaa agagcttcgt agtttacgag
  4324381 ggaatgatat tgcgatgatt ttccaagaac cgatgacatc gctaaatcca gtttttactg
  4324441 taggggaaca aattgtagag acgttaaggg agcatgaact gcttagtaaa aatgaagcat
  4324501 ataagaaggc aattgagtta attcgtaaag tcggtatagc ccgcgcggat gaaatcgtcc
  4324561 attcttatcc acacgaactg agcggtggta tgttacaacg tattatgatt gctgttgcac
  4324621 ttagttgtaa tcctaagtta ttaattgctg atgaaccgac aacggctctt gatgttacga
  4324681 ttcaagctca aatattagat ttattaaggc aaataaaaag ggaatttaaa acatccattt
  4324741 tattaattac acatgactta ggtgtcgtag cagaaatggc tgattatgtt gtcgttatgt
  4324801 atggcgggaa agttattgaa gaagcaccgg tactagagat atttcaaaat ccgaaacacc
  4324861 catatacgaa aggattgttg aaatcaaaac cagtgatggg aaaacgaata gataaactat
  4324921 attctattcc agggcaagtt cctaatttag ttggtttgga tgagttttgc tactttagcg
  4324981 gtcgttgtga gcattgtatg gaaatatgta aagaagaagc accaaatttg aatgtacatg
  4325041 atgagaatca taaagtagct tgctggttat atgaggagcg tgcgggacaa tgagtgaacc
  4325101 attattagaa gtaaaaaact taaaaacata ttttccaatt aaaggcggca tatttagtag
  4325161 aacggttgga catgtaaaag cagttgatgg agtaagtttt actattaaga aaggcgaagt
  4325221 attcggtctc gttggtgaat caggaagcgg aaaaacgacg ataggaaaaa caattttacg
  4325281 tctcgtccaa aaaacggagg gagaagtgaa atttaaagga cacgatgttc attctctatc
  4325341 aaaagaggaa ttaagaaaac atcgtcctaa tatgcagctt gtgtttcaag atccatttag
  4325401 ctcattaaat ccgagaatga gaattggaga ggcacttggt gagccgatgt tggctcacgg
  4325461 attagcgacg aaagaaaatg ttcgcgaaaa agtaacggaa gtattagagt tatgtggctt
  4325521 agccccatat catattgacc ggtaccctca tgaattttct ggtggacaac gtcaacgtat
  4325581 cgttatcgca agagccatgg tattaaaccc ggaatttatt gtagctgatg aacctgtggc
  4325641 agcactagac gtatctattc aagcacagat cattaattta tttagtgagc tacaggagaa
  4325701 aaagggacta tcttatttgt tcatttcaca tgatttaagc gtagtagagc atttatgtac
  4325761 gaagattgga attatgtatt taggaacaat tgtggaaaca gcaccgcgtg atgagttatt
  4325821 tacaaaccca cttcatccgt atacaaaagc attgttatcc gctgtgccaa taccagatcc
  4325881 aacagtgaag cgagagcgaa ttatactaga gggtgatatt ccaagcccag cgaatccgcc
  4325941 ttcaggttgt tgctttcata cacgctgccc gtttgcaaca gatatttgta aacaaacggt
  4326001 accggaattc cgtaatgttg gtgaagagca ctttgttgct tgtcatcatg tataaaagag
  4326061 aaggactctt tcagaaattg aaagagtcct tttttattta ctagatgaag tttgtttcaa
  4326121 tacaaattgc tcgattgcat gagcaacacc atgctcattg tttgttaatg ttacaacatc
  4326181 acatagtttt tttacatctt cttcagcgtt tcccattgca actgataaac cagctgcttc
  4326241 taacatgggt acatcgttaa aattgtcacc gatcgcaact gtatcttcaa ttggtatatt
  4326301 aaaatgggct gccatttgtt tcagtccatt tcctttatgt ccattcttgt ccataatttc
  4326361 taaattagta ggagcagatg ctgtaaccat aatatcagta tcttcttgta acatacttaa
  4326421 tagctgtgcg cgatgccctg cgttaaatgt caaaataaag aatttagata tttctaattc
  4326481 tggattattt acaacatctt caatcttttg gaaatcagta attaagtttg acttcttttg
  4326541 tttttctgta attctttcaa gttcctcaag tgtaacatct agtgcatgct tgttttcttc
  4326601 aaacgcttgc atgacttgat cttgccatgt atacggagaa taaactcctt tattcgtata
  4326661 tagtttataa gggaaaccct cagattctag taattttgca agcttgtata ctttatcgtt
  4326721 ttgtaaacaa cgcgagttaa ttacttttcc atccacataa acaattgccc ccattgctcg
  4326781 ctccaactgg aagagatagt ttatactctt ccaataattt caaagcatcc tcttttgcac
  4326841 ggccagaaca aatcatgaca atatgaccag cctcttttgc agtttggata gcttgtaagt
  4326901 tctctttgga gatttcaaga ttagatgata gtagtgtacc atccatatct aatgcgatta
  4326961 atttcaaaat gaccacctct ttgttcttat tatacatagt tatatagagg aaacatataa
  4327021 acttatcttg gaaagattgt attttatctc tcataaacta tcagtaagaa tttgatagat
  4327081 tctactttat taatgaaaga tttatcttac tttgtaacaa aagtagaggg aggtatgggg
  4327141 atgtttcgtt atatgactgt aatattacat gaatgttaca aacgtggatt tagtagaaaa
  4327201 tgcattaaat caaggttttt gaaggtgttt ataaaaaaac gtaaaaaaag tgtaataaaa
  4327261 tttacgtaat tatattgcaa ggtaacaata gttatgttac attaatgtta caaacgttac
  4327321 gttatcaaat ttaatgtaac gttaacataa aaactatgaa ataaacattt cttagaaatt
  4327381 acatatagat aacttattaa aaaggaggat acataatatg aaagagcaag tattacaagt
  4327441 aacaaaaggt gacttcgtag gatcagcaag tggagcagta gtattaacag cattaatcgt
  4327501 attcctatca agcgtattag tataatagaa gttttgtaaa aaagaaaaag agaggagaat
  4327561 gcaaaatgaa agagcaagta ttacaagtaa caaaaggtga tttcgtagga tcggcaagtg
  4327621 gagcagtagt attaacagca ttaatcgtat ttctatcaag cgtattagta taatagaagt
  4327681 tttgtaacaa aaaacaaatg aagggagaat gaaaaatatg aaagagcaag tattacaagt
  4327741 aacaaaaggt gacttcgtag gatcagcaag tggagcagta gtattaacag cattaatcgt
  4327801 atttctatca agcgtattag tataatagaa attttgtaac aaaaaacaaa tgaagggaga
  4327861 atgaaaaaca tgaaggagca agtattacaa gtaacaaaag gtgacttcgt aggatcagca
  4327921 agtggagcag tagtattaac agcattaatc gtatttttat caagtgtatt agtgtaatag
  4327981 aagttttaaa tcttataaaa cgaaaggaga atgaggaata tgaacagtga acaagtgtta
  4328041 caagtaacaa aaacagattt attaggatca ttaggtggag cggtagtatt aacatcattt
  4328101 attctattcc ttgcaaacgt attagtatga gacatataaa tacaattatt caaaaaaaat
  4328161 aaagactcga gcatattagt aagtaattga tatgttgggg tcttttttat ttttcttcta
  4328221 tatatccctt caagtattaa tagcccctct acattttaaa gagaaaaaag tcgaatttta
  4328281 tatgtaagaa aaaaagagga atttgacaga aaagatagaa aattttaaag gtcagaattt
  4328341 gttagcttgc taactaattt ctattaattg atgttggaag cgttttcgat tggttttaag
  4328401 tatgaaccat ttaatctatt tacagaggga tgaggatttt atgaaacaaa aatctatgga
  4328461 tacgctagct gcacaaatgg aggacttttt tccagtacgt gatgtagatc atttggaatt
  4328521 ttacgtagga aatgcaaagc aatcaagtta ttatcttgcg agagcattcg gattcaaaat
  4328581 tgtggcttac tctggattag aaactggtaa tcgtgaaaaa gtatcttatg ttcttgtgca
  4328641 aaaaaacatg cgttttgttg tgtctggggc tttaagtagt gacaatcgta ttgcagagtt
  4328701 tgtaaagact catggtgatg gcgtgaaaga tgtagcatta cttgttgacg atgttgataa
  4328761 agcatactca gaagcagtga aacgtggtgc cgtcgcaatt gctccgcctg tagagttaac
  4328821 agatgagaac ggtacattga aaaaagcagt tattggtacg tatggtgata caattcatac
  4328881 gcttgtagag cgtaaaaatt ataaagggac atttatgcca ggattccaaa aggctgagtt
  4328941 tgatattcca tttgaagagt caggtttaat tgctgtagac catgtagttg gtaatgttga
  4329001 aaagatggaa gagtgggtta gttattacga gaacgttatg ggctttaaac aaatgatcca
  4329061 ttttgatgat gatgatatta gtacagagta ttcagcatta atgtcgaagg ttatgacaaa
  4329121 tggaagtcgt attaagttcc ctattaacga gccagcagat ggaaagagaa aatcacaaat
  4329181 tcaagaatat ctagagttct ataatggagc aggtgtacag catcttgctt tactaacaaa
  4329241 tgacattgtt aaaacagtag aagcgctacg tgcaaatggt gtggagtttt tagatacacc
  4329301 agatacttat tatgatgagt taactgcacg agttggaaaa attgatgagg aaattgataa
  4329361 gttgaaagaa ttaaagattt tagtagatcg cgatgatgaa ggatacttac tacaaatctt
  4329421 tacgaaacca attgtagatc gtccaacttt atttattgaa atcattcagc gtaaaggttc
  4329481 tcgtggattt ggagaaggaa actttaaagc gttattcgaa tcaattgaaa gagaacaaga
  4329541 gcgtcgcggg aatttataaa atttatatcc accagcaata attcttttgc tggtggaaat
  4329601 ttcattttca tagggaggaa tcatgatgaa atttgttaca tttcgtcttc cttcaaaaga
  4329661 aatgcgagct ggatggcttg aaggtgacaa agtaatcgat atgaatcttg ctagtgatgg
  4329721 gaaattacct tcttctatgt tcgccttttt agagaaagcg gatgagtatg tagaagtatt
  4329781 gcgtaatatt aagaacccgg aaaagggcat atattcttta gaggaagtgc aattagcagc
  4329841 agcgattcct aatccgagta gtattcggga tttttacgcg tttgagcagc atgtaaaaac
  4329901 ggcacgtggc cgaagagggc tagatgttgt accagaatgg tatgatatcc cggtttttta
  4329961 ttttacgaac catcgtgctg taattggtcc gaatgatgtt gtaattggtc cgaaaaaatc
  4330021 tgaaaaaatt gattatgagt tagagattgc ttgcgtaatc gggaaagaag gaagaaatat
  4330081 ttctcgtgag caagcagagg aatacatttt tggttattgt attatgaatg attggagtgc
  4330141 aagggactta caagcaacag aaatgaaggt aggacttggt ccagcgaaag gaaaagattt
  4330201 tgcaacttca ttaggagcgc accttgttac gaaagaggaa ttagatgttt accgcaacgg
  4330261 tgaccgttat gagttagaga tgactgctca tgtgaatgga aagctattat caaaagggaa
  4330321 cttccaagat atttactata catttgctga aatgattgaa cgtgcttcgg aagatgttac
  4330381 gttataccca ggtgatgtga ttggttctgg gacagtagga acaggttgta ttttagaact
  4330441 gggtacagaa gagtggctgc aagatggtga tgtggtagag cttacgatta ctggtttagg
  4330501 tacattacgt aatacggtca aaaaagaaaa ggaagcaggt gatgagcatg ttttatcgtc
  4330561 acatggggga gctacctcat aaacgacatg tacaattccg taaaaaagat ggatcgcttt
  4330621 atcgtgaaca ggtaatggga acaaaaggtt tttctggtac gcaatctatt ttgtatcatc
  4330681 attatatgcc aacggaagta gggcatgcag cattatcaca ttcttgtcag ttgcagtatg
  4330741 aagaagatgt tgttctttct catcgtcact ttcgcacgaa agaaaataaa aaaagtggtg
  4330801 atgcggtaag tggcagaaac tttatacttg gaaatgaaga tttattaatc ggagtagtga
  4330861 ctccgacaga aaaaatgaat tatttctacc gtaatggtga tggcgatgaa atgttgtttg
  4330921 tccattacgg aacaggaaaa attgaaacaa tgttcggaac gattcactat cgaaaaggtg
  4330981 attatgtaac aatcccaatt ggaacgattt atcgtgttat tccagatgaa ggagagacta
  4331041 agtttcttgt tgtagaggca aatagtcaaa ttacaacacc gcgtcgctat cgtaatgaat
  4331101 atggacaatt gttagagcat agcccgtttt gtgagagaga tattcgtggc ccggaaaaat
  4331161 tagagacgta tgatgaaaaa ggtgagtttg tcgtaatgac aaagtcacga ggatatatgc
  4331221 ataaacatgt tttaggacac catccgttag atgtagttgg atgggatggt tatttatatc
  4331281 cctgggtctt taatgtagag gattttgagc caatcacagg tcgtattcat cagccacctc
  4331341 cagtacatca aacgttcgag ggtcacaatt tcgttatttg ttctttcgta ccacgtttat
  4331401 atgactatca tccagaatct attccggcac cgtattatca tagtaacgtg aatagcgatg
  4331461 aagtactgta ctatgtagaa ggtaacttta tgagccgaaa aggtgtggag gaagggtcta
  4331521 ttacacttca tccgagcggc attcctcacg gtccacatcc tgggaaaaca gaggcgagta
  4331581 tagggaaaaa agaaacgctt gaattagctg ttatgataga tacattccgt ccgcttcgta
  4331641 ttgtaaaaca agcacatgaa acagaagatg aaaaatatat gtatagctgg attgaagagg
  4331701 gatcatatac tgtgaaataa ataaaaagag gcatgctcaa taacggagca tgcctctttt
  4331761 atggaatcga catgtataat aataccaaaa aaagttatag aaagatatat agaaaggatg
  4331821 atcaagataa tgcgtattca taagaatttc tacttatttc gacaaagatt aatgtggcaa
  4331881 ttttcagttt gaaaatttgt atttttctga ttctatatat aatataattg ttggggaact
  4331941 aaggggggaa tttatgaaga atacgtggcg tgaattaagg gagatggacc gtaacgtatg
  4332001 gattcggttt attggtgaga cgttaaatgg aattgcgatg atgatgttga tgcctttctt
  4332061 tgcgttatat ttaaaagata aggtggattc attattacag gttggagtta ttatggcgct
  4332121 ttctccaatt gctgcgagct ttggatccat tataggtgga agaattgctg atatatatgg
  4332181 acgaaagccg attatgatat tttcgatgac gagtaatgca ttattaatgc tcggtttttt
  4332241 atttatagaa ggatttattc cctatgcaat tttatcggtt tttttagggt taagtaattc
  4332301 tttatttcat ccagctgcat cagcgatggt tgcggatgta acggcgccag aaaaaagaac
  4332361 agaagcatat ggtttgttgc ggatggggca taatataggt gctgcaattg gcccgataat
  4332421 gggggcttca gtagttatgt tgtcgaagaa ccttgtgttt attattgcct cgtctacgat
  4332481 gttattctat gcattacttg tattcgttct tattcaagag acaatgccaa agagtgcgaa
  4332541 taaggaagag gataacgaaa aggaatcagg agtggtgtgg aaaattgtat tgcgagataa
  4332601 ggcacttatg atttatttat tagcaggtat cattatttcg atgggatttt ctcaaacaga
  4332661 aggcatgttg ccattgcatt ttgataatga aatgaaagat atttttggaa ctaacaatcc
  4332721 atacccatat ttaatggcgt taaacggact attagttgtg ttgttccaat ttcaaatttc
  4332781 aaaatgggcc acagataaac ctgtcggaaa gacgatgtta tatggtgcat gtttgttcgg
  4332841 gataggtttg ttttttatag gctggttacc gaagtggttt ggaggattgg atacaaatgc
  4332901 tacaattatt ttaataatgt tactgtttgt gtatgccata tatacattag gcgagatgat
  4332961 tatgtcgcct gtacagatga cgtttgtagc gaatttggcc cctgagcatt taagagggac
  4333021 ttatatgggg gctgcaagtt tgcagtggat tacaggaaat gcatttggtc cacttcttgg
  4333081 gggggttttt attagatcga ttacttggtc acttcctatt tacaatttta gctataggat
  4333141 gtgtagttgc aggtgttgta tatatttctt tagatcgtct cgttgaacaa aggcaaaaag
  4333201 gcacactaac caaacaatct tcttaatgat tagatgacat acacaaaaaa gggatttcta
  4333261 catattttag gtacataact agattgggtt gcaattttat cccactttaa tgggcagtaa
  4333321 gacccccacc tcaaaattca gcgaaagtaa ggaatttagg tggggaatca actgcccata
  4333381 aaagtccgat tggttcaact aataatcagt aggggatgaa gccccccact gattaaagtt
  4333441 tcactttata tatttatgaa gaaagttaag tggaaaaagt atagagaacc aataagtggt
  4333501 gtcatttaat tatttgtgga agttacattt tatttcaaat aggaactacc tatttttata
  4333561 aaaagtgcta aaatagaaaa atgaaaacaa ttggttaggg tgatttcagt gacaaaaatt
  4333621 aaattaggtt tattatatgg tggaaaatca gctgagcatc aagtttcgtt acaaacggct
  4333681 cttgctgcta ttaaagcatt aaatcaagat aaattcgaga ttcatccaat ttatattaca
  4333741 gaacaaggtc aatggatacg cggtgaacgt attgaaggtg aagtagcaaa tgttgaagtt
  4333801 ctaaaaatga gcggtgcaga aaatgcgatt tctccgttat ctttaagcac agaaatcatt
  4333861 ccatctgcaa atgctgagga aaatgctatc gacgttattt tcccattact acatggacca
  4333921 aatggtgaag atggaacggt tcaaggttta ttagaattaa tgaacattcc ttatgtagga
  4333981 aatggtgttc tagcatctgc tgctggtatg gataaagttg ttatgaaaaa cattttcgca
  4334041 gaagctggat taaaaacaag cgaaatatgc atcattcatt cgtagcggat gggaaaaaga
  4334101 tcgtgaaaca gcatatgaaa aagtagaaga agtattagga tacccttgct tcgtaaaacc
  4334161 agcaaacctt ggttcaagtg ttgggattaa taagtgtaaa aatcgtgaag agcttgagaa
  4334221 tgcatttgaa gaggcattcc aatttgaccg taaaattatt gtagaagaga atatcattgg
  4334281 acgtgaagta gaagttggtg tactaggtaa tgatgaaccg aaatgttcag ttgtaggtga
  4334341 aatcgtacct aaaaaagact tctatgatta taagtcgaaa tacatcgatg gtgatacagc
  4334401 attaattatc ccagctgaaa tgacagaaga agagtctaat gttattaagc gagatgcgat
  4334461 tgttgccttc caatcgttag atggtgctgg cttaacgcga gctgatttct tcttaacgaa
  4334521 agatggagaa gtatatatta acgaagtgaa tacgatgcca ggatttacgc cgtttagtat
  4334581 gttccctcta ctgtggcaac atactggatt accgtatccg gaattaattg aagagctaat
  4334641 tcgtttagca atggagcgtc acgaagaaaa acaaaaaatt aaatatacaa tctaacaaaa
  4334701 aaggaggagg cactattcgc aggaatagtg cttcctctat gtaaggagtg ttttcatgat
  4334761 aaatcgaacg ttaaaacaag tagaacaaat gataaatggt acgggattag cagagcagta
  4334821 tgagggaatt actatacaag gggtgtctat tgatacgaga aaaatcgaaa aaggaaacct
  4334881 atatgttccg attcaaggtg aacgtttcga tggacatgct tttgtagata aagctgttga
  4334941 aaatggagct gtggcgacat tatgggtgaa agatgtagca aatccacctg agaatcttcc
  4335001 ggttattttt gtagaagaca cgctatcagc attacaaatg ttagcgaaaa actatcgcga
  4335061 tcaattggat gttaaagtga ttggtgtgac aggtagtaac ggtaaaacat ctacaaaaga
  4335121 tattgtaaca agtcttcttg caactaaatt caaagttcaa aaaacagaag gaaacttcaa
  4335181 taatcatatc gggctacctc ttactatttt aaacttagaa gaaaatacag aagtagctgt
  4335241 attagaaatg ggaatgtcaa gccgcggaga aattgaattc ttatctaagt tagctcgtcc
  4335301 aaatgcagct atcattacga acattggtga agcacattta atggacttag gctctcgtga
  4335361 ggcaattgcc gaagcgaaat tagaaatcgt gacaggatta caagaaggtg gagtgttcgt
  4335421 atataacgga gacgagccgt tattaacgaa tcgtgttcct gaaatgaatt taatagctga
  4335481 aacagttacg tttggtgatg ctagagcaaa tgattattat ccaacgactg taacgttaca
  4335541 agcaactggg acgcatttta aaatgaatag agaagaaaac atttcattct atctacccgt
  4335601 attagggaaa cacaatgtgt ataatacgct tgcttctatg gcaattgcga aatactttgg
  4335661 tgtaacgtgg gaagagatga aagaaggttt agtaacactt caaatgacgg gcatgcgtat
  4335721 ggaaattgta aaaacagaca gtggattaac aatcatcaat gatgcctata atgcaagtcc
  4335781 aacagctatg gaagcggcat tccacctaat gaatggttta gatggattct ctaaaaaaat
  4335841 tgttgttctc ggggatatgt tagagcttgg agatcaagaa gtgcagtttc attatgaagt
  4335901 aggtaaatta attgatccag caaaaatctc ctatgtgttc acatatggta aattaggggc
  4335961 tcaaattgct gagggagcga aaattaattt ccctaacgaa cgtgtaaagg cttatgataa
  4336021 taaagaagag ttagtaaaag agttgcaagc agtagtcgat acaaaagatg ttgtattagt
  4336081 aaaagcatct cgcggtatga aattggaaga agtaattacg atgttgaaat aattggtgta
  4336141 tataaatagg gatgatagct acgaaaatag aagaaactta taataagcgc ttacagtaaa
  4336201 tataaaaaat aaaagtgaag aaaaaaactc ttaatatgaa aataaggtaa cagttgggtt
  4336261 tgctttttgc acatacaaaa cttataattg ataaagtgta ataacgttta gaagtatttt
  4336321 cgtgaagaat atacgcccgt ttatatacgt gagcattcag gaaaagggct tttccgcaaa
  4336381 ttcggaaaac gccttttttt aaatgataag tataggatag aaaaggagaa gtaacattga
  4336441 caacatttcg agaattagga ttaagtgatt ctttactgca atctgttgaa agtatgggct
  4336501 ttgaagaggc tacgccaatt caagctgaaa caattccaca tgcattgcaa ggtaaggata
  4336561 ttattgggca agcacaaaca ggtacaggga aaacagcagc attcggatta ccactattag
  4336621 ataaagtgga tacacataaa gaatcggttc aaggtattgt tatcgcgcca acgcgtgaat
  4336681 tagcaattca agttggagaa gagctataca aaattggtaa acataaacgt gttcgtatct
  4336741 taccaattta cggtggtcaa gatattaacc gccaaattcg tgctctaaaa aaacacccac
  4336801 acattattgt tggtacgccg ggtcgtattt tagatcatat taaccgtaaa acacttcgct
  4336861 tacaaaacgt agagacagtt gttcttgacg aagcggatga aatgttaaac atgggcttca
  4336921 ttgaagatat tgaagcaatt ttaacagatg tgccagaaac acatcaaaca ttactattct
  4336981 cagcgacaat gccggaccca attcgtcgta ttgctgagcg tttcatgact gagcctcaac
  4337041 acattaaagt aaaagcaaaa gaagtaacaa tgccaaacat tcagcagttc tatttagaag
  4337101 tgcaagaaaa gaaaaagttt gacgtgttaa cacgcttact agatattcaa tctccagagc
  4337161 ttgcgattgt gttcggtcgt acaaagcgtc gtgttgatga attatcagag gcattaaact
  4337221 tacgtggtta tgctgcagaa ggtatccatg gtgatttaac tcaggcgaaa cgtatgtctg
  4337281 tattacgtaa attcaaagaa ggttctattg aagttcttgt tgcaacagac gttgctgcac
  4337341 gtggtcttga tatttcaggc gtaacacacg tatataactt cgatattcca caagatccag
  4337401 aatcatatgt tcaccgtatt ggccgtactg gtcgtgcagg taaaaaaggt attgcaatgc
  4337461 tatttgtaac accacgtgaa tctggacaat taaaaaatat cgagcgtaca acaaaacgta
  4337521 aaatggaccg catggatgca ccgacacttg acgaggcact agaaggtcaa caacgtttaa
  4337581 tcgctgaaaa acttcaaagc acaattgaaa atgaaaactt agcatactac aagcgtattg
  4337641 cagaagaaat gttagaagag aacgactctg taacagtagt agctgctgct ttaaaaatga
  4337701 tgacaaaaga gccagataca actccaatcg ctttaacatc agaaccacca gttgtttcaa
  4337761 gaggtggcgg ttctaaaaaa cgcggcggta acggaggcgg ataccgtgat ggtaatcgta
  4337821 atcgtagtcg tgatggacgc ggtggcgatg gtcgtaaccg tgaccgcaat cgtgatggtc
  4337881 gtaatcgtga cggtaaccgt gatcgcaatc gtgaaggtag ccgtgatggt aaccgtggtc
  4337941 gtcgtggcga aggtcaagga cgcccaggat cttcaaacgg acgcggcgaa agaaaacatc
  4338001 atagccgtaa gccacaagct taataataaa aaaagagaat gccctttgcc ggcattctct
  4338061 ttttttattt ctgtaattgt acatactaca taataacttg tgtagaaatg aggtgccaca
  4338121 tgcttgtaag gcttgggcat gtcgcgatga gtgtacattt gaaaaatgca tctccatctc
  4338181 aaacgatgac gtacgcacag tttcaaaaaa tagatgatcg ggaagcggca attcgtaaac
  4338241 ttgaaagaat tgctaattcg aatttggaaa attgcttacg gttattaaaa cataataaag
  4338301 gccatgatat atcctttttt cgacttagtt ctaagttgat tcctttagcg aatcatgagg
  4338361 agttgttaga gtggaattat attcgccctt taaaagaaaa tttaaaagtg ctaggtgatt
  4338421 acgctattcg aatgaatatg cgtattgatt ttcatccaga tcattttgtt gtactcaatt
  4338481 cacctgagga gaatattttt aaacaatctg taaagacgtt acagatgcat agaaaattat
  4338541 taaaaggtat ggggattgaa cataagcaac gatgtgtaat gcatgttggg ggcggatata
  4338601 aagataaaga gcttgcatta gagcgtttta tagagaattg gtctaatgtc ccaagaggta
  4338661 ttcaggaaat gattatgtta gaaaatgatg atacaacttt tacgctcgag gatacattat
  4338721 atttaggaga aaaactggac attcccgttg tatttgattt acatcaccat atgatgaatc
  4338781 atgatcgaga agattggcat gaagattggg cgcgtgttgt acatacgtgg gaatcgtctt
  4338841 tgttaccagt gaaaatgcac atttctagtc ctagagaggg aaaagacccg agagcacatg
  4338901 cggactttat tgatgtagat acttttttat cttttttaaa aaagataaag ggaagtgttc
  4338961 cgcaaattga ttgtatgatt gaagcgaaga tgaaggatga gtctttattt caacttatga
  4339021 gggatttaag tgaacaaaca gatgtggaaa ttatcgatgg tgcgagcttt tatattaaat
  4339081 gagctctgca ccatcgagtt tttttattaa taaaggggtg caaataccac caatgaccaa
  4339141 tcctgttaaa tggctgatag ggttggcaga gggattgaag aaagtgaata gtagtaatat
  4339201 acatatcatg attgaaaaaa tagcaatgtc ttttggattg gaagaacgat atcggctata
  4339261 caatagaaat aactgtgcac ctagcaatcc gaaaatacca ccagatgccc cggcatgaat
  4339321 atattcatgg ggcataataa gataagagaa aatatttccg agaatgccag aaaggaaaaa
  4339381 aataatgatg aaagaaaagc ggcctagttg tttttcaata gaagagccaa ggacgaataa
  4339441 acaaatacta ttagaaagaa aatgttgtaa gtctacatgt acgaacaggg aagttatgag
  4339501 acgccaccat tctccattag cgatatattc atgataagct gccataggaa agaggaaaaa
  4339561 atcgcctaac ataatcataa tgaattgtat gagaagtaaa gagatggcga ttggttgtaa
  4339621 ggaaatgcgg gcggatggta tgagcatgtt atgagtatca ctccttttgc atcagaaaga
  4339681 ttctctgtta ttcttacaat atgaaaaaag aaagctaaat agaagaaggg gattttgaaa
  4339741 tgattgtagg gattggaatc gatattattg aattgaatcg aattgaaaaa atgctagatg
  4339801 gaaagcttaa atttatggaa cgtattttaa ctgaaaatga acgtaatgtt gctaagggac
  4339861 tgaagggaag ccgccttaca gagtttgtag ctggaagatt tgcagcgaaa gaggcgtatt
  4339921 caaaagcggt aggaactggt attgggaaag aagtgagttt tttagatatt gaagtaagaa
  4339981 atgatgatag agggaagccg attcttatta cgagtacaga acatattgtt catttatcga
  4340041 ttagtcatag taaggaattt gctgttgctc aagttgtttt agaaagctcg tcaagctagt
  4340101 ctgcatattt tatatctttg tctcatatat ttgtggtagc gataaggaag gtacatcttc
  4340161 cattcattta taggggcaaa ggggctgaag tgatgaaaag gcgtctgttt ttagttcttg
  4340221 tcggtttatt aaccgttttt gtgttggccg gttgtatgga aaagaaacaa gatgatgttg
  4340281 tgagagattt agaggcgaaa gtaaaagggt tgaaaagcta tcaagctgaa gcgaaattat
  4340341 ctattaaaac agggaatgag cctcaggagt ataaggtaga aatatggcat aaggaacctt
  4340401 cgttttatcg tgtgaatttg cagaatgcga aaaaagatca aagtcaaatt attttaagaa
  4340461 atgaagaagg agtatttgta ttaacgccag ctcttaataa gagttttcgt ttccaaagtg
  4340521 attggccgca aaatagtagc caggcttatt tatacgaatc gcttgtgaga gatattttac
  4340581 aggataagaa aaaccttact tttgaaaaaa cagataagca ttatattttt aaaacaaaaa
  4340641 caaactatca gcatcaaaac atgttgccga gacaagagat tacgttgaag aaaagtgatt
  4340701 taacgccagt ttcggtgaag ttaatggata atgatcaaaa tgttcttgtg aaagtagatt
  4340761 tctctaaagt gaaattcgac gcgaaatttg ataaaggtgc atttgatacg aaacaaaata
  4340821 tgtctagagc gcaagtagat gttcaaacaa cagcgaaaga agacaaaccg tttgctattt
  4340881 tatatccacg tgatacgcca caaggtatga ctttgaaaga tgaaaaagag ttgaagacag
  4340941 acagtggcaa gcgtgcaata ctcacataca ctggaagtaa gaaatccttt actttaatac
  4341001 aagaaaaggc aaaagttgca gaggcttcgt cagcaataag tgtgagcgga gaattggttg
  4341061 atcttggctt tacaattgga gcattgacga aagactcttt aacgtggtcg cataacggag
  4341121 tagaatatat gctcgtgtct aaaggtttag agccgaagga gctattaatg gttgctcgtt
  4341181 cagttacaga gaagcaagtg aagtaaactt cttagacgtg gtgatatatg tgcaccacgt
  4341241 cttttcttag tttgaagggt ggatttcata aaagaagcat ataaaagaat aagcttcgca
  4341301 tatcgtgtat aaggaagtgt atttatggaa gaagcaccat tttatcgtga cacttgggtg
  4341361 gaagtggatt tagatgccat ttataacaac gttacacata ttaaagaatt tatcccgagt
  4341421 gatgtagaaa tttttgccgt tgttaaaggg aatgcatatg ggcacgatta tgtaccggtg
  4341481 gctaaaatag cattagaagc gggggcgaca aggttagcag ttgcgttctt agatgaagct
  4341541 ttagtgcttc gaagagctgg tattactgcg ccaattttgg tgttaggtcc ttctcctcct
  4341601 cgtgatataa atgtagctgc tgaaaatgat gtagcattaa ctgtttttca aaaggaatgg
  4341661 gtagatgaag caatcaaact ttgggatggt tcgtctacga tgaaatacca tattaatttc
  4341721 gatagtggta tggggagaat tggaatacgt gaacgtaaag aattaaaagg atttttaaaa
  4341781 agcttagaag gtgcaccatt cttagagttg gaaggagttt atacgcattt tgcaacagca
  4341841 gatgaggtgg agacttctta ctttgataag caatataaca catttttgga gcagttaagt
  4341901 tggttgaaag aattcggagt ggatcctaag tttgttcata cagctaatag tgctgcaacg
  4341961 ctacgttttc aagggattac atttaatgca gtacgaattg gcattgcgat gtatgggtta
  4342021 tctccatctg tagaaatacg ccctttttta ccgtttaaat tagaaccagc gctatcattg
  4342081 catacgaaag ttgctcatat taaacaggtg attaaagggg atggaattag ttataacgtc
  4342141 acttatcgaa cgaaaactga agaatggatt gcgaccgttg caattggtta tgcagatggc
  4342201 tggcttagaa gattacaagg atttgaagta cttgtaaatg gtaaaagggt accgattgta
  4342261 gggcgagtaa cgatggatca attcatgatt caccttcctt gtgaagtgcc tcttggtacg
  4342321 aaagttacac tcattggaag gcaaggagat gaatatatta gcgctacaga ggttgcggaa
  4342381 tattcaggga ctattaatta tgaaattatt acgacgatca gttttcgtgt gccgagaata
  4342441 tttatacgga atggaaaagt tgtggaagta attaattatt tgaacgatat atagaaggta
  4342501 gtatgatttg cttcttgtca tgtgagagaa ctgttcattg gttaagaata agttcgtttt
  4342561 tgacgagaag ctttttactt atagttactt ttaacataat ataacgtgaa ttttgcggag
  4342621 gaactttcat gtttcttgct tgtaatgaga taaaaataaa agaatatgaa tgttttgttt
  4342681 gtgaattgga aaacataagc aaggaataag gaagtctttg caacaggctc catacaatgg
  4342741 tattattaca ataggtgtca tatatatatt tgggtgtgta gttgacggtg gaggtgtatt
  4342801 tttgtgtccg aatcaagtgt aactactgaa atcgtggttc ggttgccaaa gcaaatggta
  4342861 acggaattgg acggaattgg aaaacaagag aataagaatc gccatgaact aatttgccag
  4342921 gcaacacaac tgttattgcg tcaacataag acgaagaaac gctaccaaca tgaatcaatg
  4342981 cgacgtgggt acattgaaat gggaaaaatt aatcttggta ttgcatctga agctttctta
  4343041 gcagagtatg aagcagctca tacagtagaa cgcttagtta gcggggggta atattttgat
  4343101 tgtaaaacgc ggcgacgtgt attttgcaga cctttcccca gttgttggtt ctgagcaagg
  4343161 aggtgttcgt ccggttcttg tcattcaaaa tgacatcgga aatcgtttta gtccaacggt
  4343221 gattgtagcg gctattactg cacagattca aaaagcgaaa ttacccactc atgtggaaat
  4343281 tgatgcgaaa aagtacggtt ttgagagaga ttctgttatt ttacttgagc agattcgaac
  4343341 aatcgataag cagcgcttaa cggacaaaat cactcactta gatgaagtga tgatgattcg
  4343401 tgtagatgaa gcgctacaaa ttagtttagg actaatagat ttttaaatcg gcagtttaag
  4343461 ttgctctctt tgaagggcaa ctttttttat tatagaggag gttacggttg tatatggaaa
  4343521 tggtagataa tcgacaagcg ttaatgaaaa tgttagtgaa ggaattaggc tttaccgaaa
  4343581 agcaagttcg tcatgttatt caattaacag aagaaggtaa cacagttcca tttattgctc
  4343641 gttaccgaaa agaatggaca ggctctttag atgaagtgca aattcgtaca attttagaga
  4343701 gatggcaata tataatgcag cttgaagata ggaaagaaga ggttcttcgt cttattgatg
  4343761 agaaggggaa actgacagga gaattacgtc agcaaatttt gaaagctaca aagttgcaag
  4343821 aagtagaaga tttatatcgt ccatataaag aaaagagaag aacgaaagca acgattgcaa
  4343881 aagaaaaagg attagagcca ttggctgaat ggttattgtt atatacgaaa gaagatccga
  4343941 atcagaaggc aatggagttt ataaatgccg agaaagaagt gcaatctgca gaagaagcat
  4344001 tacaaggtgc tcaagacatc attgcagaaa tcgtttcaga tgaagcggca tatcgtagtt
  4344061 ggattcggaa tgttactttt agaaaaggtg ttatgtcttc ggttgtaaaa gatgaagaga
  4344121 aagatgaaaa gaatatatat gaaatgtatt acgattatga agaaccgttg cagaaagtag
  4344181 taccgcatcg cgtgttagcg atgaatcgcg gtgagaaaga agatatattg agagtttctg
  4344241 ttgttccgcc agtagatgag atagtaactt tcttatataa gaaagtaatt cgcgataacg
  4344301 attcaaaaag tgcacagtat gtaaagttag caattgagga tggttataaa agattaattc
  4344361 aatcctctat tgaaagagag attcgaaaag aattaacaga aacagctgag gaacaagcga
  4344421 tacatatttt ctctgagaac ttacgtaatt tgttattaca acctccaatg aaaggaaagg
  4344481 ttgtgttagc tgtagaccct gcatatagaa cggggtgtaa attagctatt gtagacgata
  4344541 cggggaaagt tttatatatt gatgttattt atccgcatcc accagtgcgt aaatatgaag
  4344601 atgccaaagc aaaagttctt tctattatag ataaatacca agttgagatg attgcgattg
  4344661 ggaatggtac agcttctaga gaatcggaag aatttatagt tgatgtatta caaaatgtga
  4344721 aacgagaagt cttctatatt attgtgaacg aagctggtgc gagtgtgtat tcggcttctg
  4344781 atttagcccg tgaggaattc ccggatttac aggttgaaga aagaagtgcg gtttctatcg
  4344841 gtagacgtct gcaagatcca cttgctgaac ttgtaaagat tgatcctaaa tcagttgggg
  4344901 ttggacaata tcagcatgat gtatctcaaa aaagattaaa tgaatcatta acgtttgtag
  4344961 tagagacagc agttaaccaa gtcggtgtga atgtaaatac agcttcagtt gcattgttgc
  4345021 aatatgtttc aggcttatca aaaactgttg cgaaaaatat tgtagcaaag cgtgaagaag
  4345081 aagggaaatt tacaaaaaga acagacttaa agaaaatacc acgtctaggt gcgaagacat
  4345141 atgaacaatg tataggtttc ttgcgtatat tagaaggggc aaatccgtta gaccgtacag
  4345201 gtattcatcc ggaacaatat aaaaatgttg aattgttatt aaagagtcta gggttatcaa
  4345261 aagatgacgt agggcaacca caattacaaa agagtttaga agaagtggag atttctaagt
  4345321 tgtcggaaga aacgggaatt ggagagccga cattagtcga tattatagat gcactcatta
  4345381 gtccagagcg agacatgagg gatgagttgc ctaaaccgct tctgaaaaaa gggattttga
  4345441 aattagaaga tttaaaacgt ggtatggaac tggaaggaac agtacgtaac gttgttgatt
  4345501 ttggtgcttt tgttgatgta ggtgtgaaac aagatgggtt agtacatatt tctaaactaa
  4345561 gcaaacaata tgtgaagcat ccgttagatg ttgtatctgt tggacaaatc gtcaaagtat
  4345621 gggtagatga tattgatacg aaaaaaggtc gtgttgcatt atctatgttg ccaattgaat
  4345681 agtaagagaa gagagcagat gaaactgctc tttttttata gggcaaaacg tgtaatggat
  4345741 taggaacttt gatgtatttt gctataataa aaccagcatt catttaataa tttaatttga
  4345801 taccggtttt tttcaaaata tgcgcgttgc atttgttttt taagccatgt aggcatagga
  4345861 atccctcctt gtttaatcct actctcataa atgtaaggta ctattgatga gaggttggtg
  4345921 agtggatttc tatttttgct atgtttttag aaaccacgct tcttgaatga ggatgggtat
  4345981 atgtactatt taatatatgt ataagagagg agaaaagtgt aaaaatattt ttttgtttag
  4346041 gaggaatgaa aatggatgag caagaaatac agcggctagt ggaagaagta tcgctacaat
  4346101 atttcggaat gccattttta cataaggcga tgtttaatag tagattgcgc acaactggtg
  4346161 ggcgttatct attgaataca cacaatattg aactgaatta tcgatattac gaaatgtatg
  4346221 ggaaagaaga attagttgga attgttaaac atgaactttg tcattatcac ttacatatta
  4346281 caggaagagg gtataagcat cgggataagg attttcgaga actattaaag gcagttgatg
  4346341 caccgcgctt ttgtaaacgt atggtgaatg cagagaaaga aaaaagggtt tatgtgtatg
  4346401 aatgtatgga gtgtttgctt caatatgtaa gaagacgtca aattaatacg aaaagatatg
  4346461 tctgcggaaa gtgtaaaggt aaactaaatc tgataaagaa aacatcttga cagtgaaagc
  4346521 gcaatccagt atattataaa catgtcacgt ttgtacaaga tgttgtgaaa aaaactcttg
  4346581 acttacgatg agaattttta taagatacaa attgtcttta ttattccgca gtagctcagt
  4346641 ggtagagcta tcggctgtta accgatcggt cgtaggttcg agtcctacct gcggagccat
  4346701 acagagaagt acccaagtgg ctcaaggggc tcccctgcta agggagtaga tcgcgaacgc
  4346761 ggtgcgaggg ttcgaatccc ttcttctctg ccattcatat tggcccgttg gtcaagtggt
  4346821 taagacaccg ccctttcacg gcggtaacac gggttcgaat cccgtacggg tcaccacttc
  4346881 ggaggattag ctcagctggg agagcacctg ccttacaagc agggggtcgg cggttcgatc
  4346941 ccgtcatcct ccaccataat attataatga aaagtaaaat gatattaatg taaagattaa
  4347001 atggtcccgt ggtgtagtgg ttaacatgcc tgcctgtcac gcaggagatc gccggttcga
  4347061 ccccggtcgg gaccgccatt ttaacttctg ctaattagca gttgtttttt tattggtcat
  4347121 tatggtacaa taacatttgt ctttgaaaag aagataagta tttcgatggg ctatagccaa
  4347181 gcggtaaggc aacggacttt gactccgtca tgcgctggtt cgaatccagc tagcccagcc
  4347241 atttacgagc cattagctca gttggtagag catctgactt ttaatcagag ggtcgaaggt
  4347301 tcgagtcctt catggctcac ttttgttttt tttcgcgcgg tcgtggcgga acggcagacg
  4347361 cgctaggttg agggcctagt gggggaaacc ccgtggaggt tcaagtcctc tcggccgcat
  4347421 caaaaatctt tttaaaaaaa gtacttgcat ttgaaaatgt agtatgataa gataattgag
  4347481 tcgccaaaat acaacgacga aaaaacatca tgaataagcg cccgtagctc aattggatag
  4347541 agcgtttgac tacggatcaa gaggttaggg gttcgactcc tctcgggcgc gccaattacg
  4347601 ggaagtggct cagcttggta gagcacctgg tttgggacca gggggtcgca ggttcaaatc
  4347661 ctgtcttccc gaccacgcgg gtgtagttta gtggtaaaac aagagccttc caagctctgg
  4347721 tcgagagttc gattctcttc acccgctttt agttctttga aaactgaacg aaacaaacaa
  4347781 cgtgaaacgt caatttttat tttagatgct agacaaacta actttattgg agagtttgat
  4347841 cctggctcag gatgaacgct ggcggcgtgc ctaatacatg caagtcgagc gaatggatta
  4347901 agagcttgct cttatgaagt tagcggcgga cgggtgagta acacgtgggt aacctgccca
  4347961 taagactggg ataactccgg gaaaccgggg ctaataccgg ataatatttt gaaccgcatg
  4348021 gttcgaaatt gaaaggcggc ttcggctgtc acttatggat ggacccgcgt cgcattagct
  4348081 agttggtgag gtaacggctc accaaggcaa cgatgcgtag ccgacctgag agggtgatcg
  4348141 gccacactgg gactgagaca cggcccagac tcctacggga ggcagcagta gggaatcttc
  4348201 cgcaatggac gaaagtctga cggagcaacg ccgcgtgagt gatgaaggct ttcgggtcgt
  4348261 aaaactctgt tgttagggaa gaacaagtgc tagttgaata agctggcacc ttgacggtac
  4348321 ctaaccagaa agccacggct aactacgtgc cagcagccgc ggtaatacgt agggcaagcg
  4348381 ttatccggaa ttattgggcg taaagcgcgc gcaggtggtt tcttaagtct gatgtgaaag
  4348441 cccacggctc aaccgtggag ggtcattgga aactgggaga cttgagtgca gaagaggaaa
  4348501 gtggaattcc atgtgtagcg gtgaaatgcg tagagatatg gaggaacgcc agtggcgaag
  4348561 gcgactttct ggtctgtaac tgacactgag gcgcgaaagc gtggggagca aacaggatta
  4348621 gataccctgg tagtccacgc cgtaaacgat gagtgctaag tgttagaggg tttccgccct
  4348681 ttagtgctga agttaacgca ttaagcactc cgcctgggga gtacggccgc aaggctgaaa
  4348741 ctcaaaggaa ttgacggggg cccgcacaag cggtggagca tgtggtttaa ttcgaagcaa
  4348801 cgcgaagaac cttaccaggt cttgacatcc tctgacaacc ctagagatag ggcttctcct
  4348861 tcgggagcag agtgacaggt ggtgcatggt tgtcgtcagc tcgtgtcgtg agatgttggg
  4348921 ttaagtcccg caacgagcgc aacccttgat cttagttgcc atcattaagt tgggcactct
  4348981 aaggtgactg ccggtgacaa accggaggaa ggtggggatg acgtcaaatc atcatgcccc
  4349041 ttatgacctg ggctacacac gtgctacaat ggacggtaca aagagctgca agaccgcgag
  4349101 gtggagctaa tctcataaaa ccgttctcag ttcggattgt aggctgcaac tcgcctacat
  4349161 gaagctggaa tcgctagtaa tcgcggatca gcatgccgcg gtgaatacgt tcccgggcct
  4349221 tgtacacacc gcccgtcaca ccacgagagt ttgtaacacc cgaagtcggt ggggtaacct
  4349281 ttttggagcc agccgcctaa ggtgggacag atgattgggg tgaagtcgta acaaggtagc
  4349341 cgtatcggaa ggtgcggctg gatcacctcc tttctatgga gaattgatga acgctgttca
  4349401 tcaatataag tttccgtgtt tcgttttcgt ttagttttga gagttcaata aaaagtattg
  4349461 actcttaaat gaggatatga tataaataaa tcctgaaatt tgtatgggcc tatagctcag
  4349521 ctggttagag cgcacgcctg ataagcgtga ggtcgatggt tcgagtccat ttaggcccac
  4349581 catacaattt ggggccttag ctcagctggg agagcgcctg ccttgcacgc aggaggtcag
  4349641 cggttcgatc ccgctaggct ccaccaaaaa gctattttaa atagcaaatg gtatgttctt
  4349701 tgaaaactag ataacagtgt agctcatatt ttttaatttt tagtttggtt aagttagaaa
  4349761 gggcgcacgg tggatgcctt gacactagga gtcgatgaag gacgggacta acgccgatat
  4349821 gcttcgggga gctgtaagta agctttgatc cgaagatttc cgaatgggga aacccaccat
  4349881 acgtaatggt atggtatcct tatctgaata cataggataa ggaagacaga cccagggaac
  4349941 tgaaacatct aagtacctgg aggaagagaa agcaaatgcg atttcctgag tagcggcgag
  4350001 cgaaacggaa catagcccaa accaagaggc ttgcctcttg gggttgtagg acattctata
  4350061 cggagttaca aaggaacgag gtagacgaag cgacctggaa aggtccgtcg tagagggtaa
  4350121 caaccccgta gtcgaaactt cgttctctct tgaatgtatc ctgagtacgg cggaacacgt
  4350181 gaaattccgt cggaatctgg gaggaccatc tcccaaggct aaatactccc tagtgatcga
  4350241 tagtgaacca gtaccgtgag ggaaaggtga aaagcacccc ggaaggggag tgaaagagat
  4350301 cctgaaaccg tgtgcctaca aatagtcaga gcccgttaat gggtgatggc gtgccttttg
  4350361 tagaatgaac cggcgagtta cgatcccgtg cgaggttaag ctgaagaggc ggagccgcag
  4350421 cgaaagcgag tctgaatagg gcgtttagta cgtggtcgta gacccgaaac caggtgatct
  4350481 acccatgtcc agggtgaagt tcaggtaaca ctgaatggag gcccgaaccc acgcatgttg
  4350541 aaaagtgcgg ggatgaggtg tgggtagcgg agaaattcca atcgaacctg gagatagctg
  4350601 gttctccccg aaatagcttt agggctagcc ttaagtgtaa gagtcttgga ggtagagcac
  4350661 tgattggact aggggtcctc atcggattac cgaattcagt caaactccga atgccaatga
  4350721 cttatcctta ggagtcagac tgcgagtgat aagatccgta gtcaaaaggg aaacagccca
  4350781 gaccgccagc taaggtccca aggtgtgtat taagtggaaa aggatgtgga gttgcttaga
  4350841 caactaggat gttggcttag aagcagccac catttaaaga gtgcgtaata gctcactagt
  4350901 cgagtgactc tgcgccgaaa atgtaccggg gctaaataca ccaccgaagc tgcggattga
  4350961 taccaatggt atcagtggta ggggagcgtt ctaaggacag tgaagtcaga ccggaaggac
  4351021 tggtggagtg cttagaagtg agaatgccgg tatgagtagc gaaagacggg tgagaatccc
  4351081 gtccaccgaa tgcctaaggg ttcctgagga aggctcgtcc gctcagggtt agtcaggacc
  4351141 taagccgagg ccgacaggcg taggcgatgg acaacaggtt gatattcctg taccacctct
  4351201 ttatcgtttg agcaatggag ggacgcagaa ggatagaaga agcgtgcgat tggttgtgca
  4351261 cgtccaagca gttaggctga taagtaggca aatccgctta tcgtgaaggc tgagctgtga
  4351321 tggggaagct ccttatggag cgaagtcttt gattccccgc tgccaagaaa agcttctagc
  4351381 gagataaaag gtgcctgtac cgcaaaccga cacaggtagg cgaggagaga atcctaaggt
  4351441 gtgcgagaga actctggtta aggaactcgg caaaatgacc ccgtaacttc gggagaaggg
  4351501 gtgctttctt aacggaaagc cgcagtgaat aggcccaagc gactgtttag caaaaacaca
  4351561 gctctctgcg aagccgtaag gcgaagtata gggggtgaca cctgcccggt gctggaaggt
  4351621 taaggagagg ggttagcgta agcgaagctc tgaactgaag ccccagtaaa cggcggccgt
  4351681 aactataacg gtcctaaggt agcgaaattc cttgtcgggt aagttccgac ccgcacgaaa
  4351741 ggtgtaacga tttgggcact gtctcaacca gagactcggt gaaattatag tacctgtgaa
  4351801 gatgcagggt acccgcgaca ggacggaaag accccgtgga gctttactgt agcctgatat
  4351861 tgaattttgg tacagtttgt acaggatagg cgggagcctt tgaaaccgga gcgctagctt
  4351921 cggtggaggc gctggtggga taccgccctg actgtattga aattctaacc tacgggtctt
  4351981 atcgacccgg gagacagtgt caggtgggca gtttgactgg ggcggtcgcc tcctaaagtg
  4352041 taacggaggc gcccaaaggt tccctcagaa tggttggaaa tcattcgtag agtgcaaagg
  4352101 cataagggag cttgactgcg agacctacaa gtcgagcagg gacgaaagtc gggcttagtg
  4352161 atccggtggt tccgcatgga agggccatcg ctcaacggat aaaagctacc ccggggataa
  4352221 caggcttatc tcccccaaga gtccacatcg acggggaggt ttggcacctc gatgtcggct
  4352281 catcgcatcc tggggctgta gtcggtccca agggttgggc tgttcgccca ttaaagcggt
  4352341 acgcgagctg ggttcagaac gtcgtgagac agttcggtcc ctatccgtcg tgggcgtagg
  4352401 aaatttgaga ggagctgtcc ttagtacgag aggaccggga tggacgcacc gctggtgtac
  4352461 cagttgttct gccaagggca tagctgggta gctatgtgcg gaagggataa gtgctgaaag
  4352521 catctaagca tgaagccccc ctcaagatga gatttcccat agcgtaagct agtaagatcc
  4352581 ctgaaagatg atcaggttga taggttcgag gtggaagcat ggtgacatgt ggagctgacg
  4352641 aatactaata gatcgaggac ttaaccatat aatatgtagc aaatgttatc tagttttgaa
  4352701 ggaatatgcc ttcatagttt ggtgatgatg gcagagaggt cacacccgtt cccataccga
  4352761 acacggaagt taagctctct agcgccgatg gtagttggga ccttgtccct gtgagagtag
  4352821 gacgtcgcca agctatttat atcatcgcgg ggtggagcag cacggtagct cgtcgggctc
  4352881 ataacccgaa ggtcgcaggt tcaaatcctg tccccgcaac caaatggtcc cgtggtgtag
  4352941 tggttaacat gcctgcctgt cacgcaggag atcgccggtt cgaccccggt cgggaccgcc
  4353001 attttatata aagaaaagaa cgaaacatgt tgtttcgtat ttttttattt gttttaacaa
  4353061 aaaactaata aagacagtca aactatcctt aggaaaactc ctaaggactt ttttatatat
  4353121 ttaaaacctg tataataaag agcagagaac attgtgagta aagtaggtga agtctgtgag
  4353181 taaatatgaa ataacaacaa aatcatctga ggaaacacaa aaattatcag aaaaactagg
  4353241 tgaacttgtt cgggcacaag atgtaattat tttagaagga gatcttgggg ctggtaagac
  4353301 gacctttaca aaaggactag caaaaggtct tggagtgaaa agagttgtaa atagccctac
  4353361 ctttaatatt attaaagaat ataaagggag attaccacta tatcatatgg acgtgtatcg
  4353421 cttagcagaa agtgaagaag atttaggctt cgatgagtat ttctacggtg aaggaattac
  4353481 ggtagtagaa tgggctcatt taatagaagc atatttacca aatgagaagt tacaaattag
  4353541 tttgttccat gctggagatg acacaagaaa cattgtactc gagccaattg gaaatcgcta
  4353601 tattagatta tgtgaggagc tattacaaga tgaaagtact agcaattgat acttcaaatt
  4353661 acgtaatggg tgtatccctt attgaagaag gaaacgtaat tggggaaatc attacaaatt
  4353721 taacaaaaaa ccattctgta cgtcttatgc cagctgtaga acaactgtta aaagaatgcg
  4353781 gtgtaaagcc gaaagaatta actaaaatag ttgtagctgc tggaccagga tcatatacag
  4353841 gtgttcgtat aggcgtaaca gctgcaaaaa cattggcttg gtcacttcaa ataccaattg
  4353901 taggtgtatc aagtttagaa gtagtggctg caaatggtgc taattttaat ggattaatta
  4353961 gtcctttatt cgacggaaga cgtggacaaa tttatacggg cttatataca tatgaaggag
  4354021 aggatttaac ttctatagaa gaagatcgaa tcatccttat tgtagactgg ttgcaaatgt
  4354081 taaaagataa aggaaagcct gttttattta ttggtaacga tgttaaatta cacaaagaaa
  4354141 caattatcga acatttaggc gatcaagctg tatttgctcc tgtcactaaa aataacccaa
  4354201 gaccaagtga gctggcgttc ttaggactac aaaaagaaga acaagatgta cattcatttg
  4354261 ttcctagtta ccttcgttta gctgaagctg aaacaaagtg gttagaaagt caaaataagt
  4354321 aggagcttgc agaggatgga tatgatattt agaaagatgg aactcgatga tattgctcaa
  4354381 attgtagcta ttgaagaagc atctttttca actccttgga ctgcagatgc ctttcaccgt
  4354441 gagttaacga tgaatgaaca tgcacattat gttgtgctag aaaaagatgg tcgtgtaatt
  4354501 ggctattgtg gattgtggat aattattgat gaatcacata taacaaatat agctattttg
  4354561 ccagaataca gaggtctaaa gctaggggat gctttattaa aagaagttat ttccgaagcg
  4354621 aaaactctag gcgtaaaaac gatgacactt gaagtacgtg tatcaaatga ggtagcaaaa
  4354681 cagttataca gaaaatacgg atttcaaaat ggtggaattc gtaaacgata ctatgcagac
  4354741 aatcaggaag atggtctcgt aatgtgggtg aatatataat ggaaaaaaat acgattatac
  4354801 ttggtattga aacaagttgt gatgaaacag cagtagcggt tgttaaaaat ggaacggaaa
  4354861 ttattgcgaa tgtcgttgca tcacaaattg aaagtcataa acgttttggc ggagttgtac
  4354921 cagagattgc atctcgtcat catgtagaag aaattacagt tgtgttagaa gaagctttaa
  4354981 aagaagcgaa tatcacattt gatgatattg atgcaattgc tgtaacagaa ggacctggtt
  4355041 tagtaggagc acttctaata ggggtaaatg cagcgaaagc agtggcattt gcacatgata
  4355101 tccctctagt tggcgttcat catatcgctg gccacattta tgcgaaccgt ttagtaaaag
  4355161 aagttcaatt cccattacta tcacttgttg tgtctggtgg acatacagag cttgtttata
  4355221 tgaaagaaca tggttcattt gaagtaattg gtgaaacgcg agatgatgca gcaggagaag
  4355281 catatgataa agtagctcgt acgttatcta tgccatatcc aggggggcct catattgatc
  4355341 gccttgcaca tgaagggaaa ccaacaatcg atttacctcg tgcatggctt gaacctgatt
  4355401 cgtatgattt cagttttagc ggattaaaat cagcagttat caacactgtg cataacgcaa
  4355461 aacaacgcgg tatagagatt gcaccggaag atttagcggc aagtttccaa gagagtgtca
  4355521 ttgacgtact agtaacgaaa gcatctcgtg cagcggatgc ttataacgta aagcaagtgc
  4355581 ttcttgctgg tggagtggct gctaataaag ggcttcgtgc acgcttagaa acagaatttg
  4355641 cacaaaaaga aaatgtagag ctaattattc ctcctctatc tttatgcaca gataatgcag
  4355701 caatgattgc agcggcaggt acaattgcat atgaacaagg aaaacgtgct acattagctt
  4355761 taaatgcaaa tccaggatta gatatcgaag catagttatg cacaaaatta accacagctt
  4355821 gtggataaaa cccatattat ctgttgataa tatgggtttt attgtgtata taaaatgttg
  4355881 ataacttttt agttatctgt ggataatgtg gaaaagttat tttgatgttt attttataaa
  4355941 ggtggatatg tgtataaagt tgtggataaa acaaatgatg tctgaccttt gtatatatcc
  4356001 tttttcggga aataaaaatt aagaaggtat ttctaaaaaa cattttgaaa tatgctctta
  4356061 ttataggagg tgttaatatt gtcaaacttt gtcgggaaat cggtatttcg tatcgaatcg
  4356121 ttgatatata gggctacaat agatatattt gaaaaatcgt tgttatattc taagttacga
  4356181 ttgatatatt caaaaaatta tttatgtact aaaagaaaaa gatgtcgcat agtcaaaaat
  4356241 cctgacttat gagacatctt ccttatttaa atatatttat acatgcagct cttcccattc
  4356301 tgccatacaa gcatccagtt gctcttgtag tgtttgcttt ttcgttgtaa tttcactagc
  4356361 cttttcataa tctgcatata tttctggtaa gcaaagttga tcttctaacg tagcaatttc
  4356421 ttcttcaaat tgtacaatgt tttgttctag ttcctcaatt tttcgagtac gttgacgctc
  4356481 caactttttg cgctcttttt cttccaggta atttaatttt tcttgtgcaa ctgtcttttg
  4356541 aaccggagtt tcatcttctt gttctaattc cgcacgttcg atcatctcat ttttcttttc
  4356601 aacgtagtaa tcgtaatccc ctaagtattc ctgtgcacct tctgttgata actcaataac
  4356661 agttgtcgtt acacgattaa taaagtagcg gtcatgtgaa acaaatagaa gggtaccagg
  4356721 ataatcaatt aaagcatttt ccaagatttc tttactattt aaatcaagat ggtttgtagg
  4356781 ctcgtcgaga attaataaat ttgatttttg catcataagt tttgcaagag ctaaccgagc
  4356841 tttttgtcca ccactaagag aagatactgg ctttaataca tcatctcctg tgaataagaa
  4356901 gttacctaat atcgtgcgaa tttctttttc aggttgcagt ggatattcat cccataattc
  4356961 atttaaaact cgcttggaag atgttaaatt agcttgttcc tgatcataat aaccaacgga
  4357021 tacattggat ccgaaagaaa catcaccatg taatagtggt aacttattca caatggattt
  4357081 taacaatgtg gatttcccaa ttccatttgg accaactaaa gcaacgctat ctccgcgagt
  4357141 taagcgcatt gttacatgtt caataattgg atccttatca tagccgatag ttgcatcctt
  4357201 tacttgtaaa acatcattgc cactttgttt ttcgatatca aagtggaagg aagctgactt
  4357261 agaatcccct aatggtcttg ttaataattc cattcggtct aattgtttcc ggcgactttg
  4357321 tgcacgtttt gtcgtagatg cacgagctat attcttttga acgaagtcct ccagcttagc
  4357381 gatttcatct tgttgttttt cataacgttt catttcttgt tcgtatagtg ctgattttaa
  4357441 gtctaaatat ttactgtagt taccaacaaa tcgtctactt tctttattcg aaatttcata
  4357501 tacttgtgta acaagtttat ctaagaaata acggtcatgg gaaacgatta gtattgcccc
  4357561 aggataacct tgtaaatatt gttcaagcca tgttaatgtt tcgatgtcta aatggtttgt
  4357621 aggctcgtcc aaaataagta ggtctggttt cgttaataat aatttaccga gagctaatcg
  4357681 tgttttttgt ccaccgctta atgtcgaaat cgtcgtctgg tgcgtttcaa ctgggaagcc
  4357741 aagaccactt aaaatcgaac ggatatctgc ttcgtactga tagccacctt gatctttata
  4357801 atctaattgt aattggtcat aatcagctaa taatctttca tatgtagcct cgtttgaaaa
  4357861 gttttcttct tttcccatct cttgctctag ccttcgaagt tttgtctcca tttgctgcaa
  4357921 gtgtgtaaag acggttagca tttcatccca aattgttaaa gatgtttcta aaccggtatt
  4357981 ttgagctaaa tatcccattg agacatcttt cggttttata atttcgccac catcatgaga
  4358041 tagctcaccc gctattattt ttaataatgt agattttccg gctccatttc gtccgactaa
  4358101 tgcgatacga tctttcgttt gaacttccaa ttttatgttt gcaagaatcg tttctgcacc
  4358161 gtataatttc gaaagcgcgt ttacttgtaa taaaatcaat gttttcacct caaataattt
  4358221 cttaactttg ccatgtttat atttctcaat catactaaaa atagtgtata gtttaaaata
  4358281 cagagagaat acttcttctt tctattatac aaggaattta ataagtgcta aacttctgta
  4358341 tttgattaaa gcatatgaat aaagatagga agagaggaga ggttatatgg agcagcagaa
  4358401 aattccacaa gccactgcta agagattgcc tctatactat cgatttatcc aaaacttatc
  4358461 tttgtctggt aagcaacgtg tttcatcagc cgaattaagt gaagcggtaa aggttgattc
  4358521 cgcaacgatt cgaagagatt tctcatactt tggagcatta gggaaaaaag gatatggata
  4358581 taacgtaaat tatttattat catttttccg tgaaacactc gaccaagatg atataacacg
  4358641 tgtagcgctt attggagtag gtaatttagg gaccgctttc ttacattata atttcacgaa
  4358701 aaacaataat acaaaaattg aaatggcgtt tgatgttagt gaagagaaag ttggaacaga
  4358761 aatcggaggc atccctgtat atcacttaga tgaattagaa gaacgtttat catctgatat
  4358821 acaagtggca atattaacag tacccgctac agtagcacaa tctgtagctg atagattggc
  4358881 agaaacaaac gtgcatggta ttttgaattt cacaccagca cgattaaatg tgtcagacaa
  4358941 tataagaatt catcatattg atttagcagt agagttacaa acactagttt actttttgaa
  4359001 gaattatcca caataaaacg cagaggaagc gacctctgcg ttttattatt gttttttctt
  4359061 tgtgaattta actaagatga ggcgaagtgc caaattaaaa tcaatcgttg ccataactgc
  4359121 aaatagtatt gtccacatat tccagattgt atctgttaca ttcctaatgg ctagatgtgt
  4359181 aaagatacat cctagaagga agtacaatgc agccatgaac aatggtgagt ttctcatact
  4359241 aaaaatcctc cgataaagcc ttgcattttt tcagcttctt taatcatttc ttgaatttgt
  4359301 tcgttactca ctaaaacttg agcaattgca actaatgtat tcattgcaac atgcgctgcg
  4359361 attggaacga taatacgctt tgtttttaca tataagaagg cgaatacgag ccccatagca
  4359421 gtgtatacca ataagtgagt aaaatcaaag tgaatggccg caaatacaag ggaactaata
  4359481 atagcggcaa taaagaagtt aaacttctta taaagtgtac caaataaaat ttttctaaat
  4359541 acgatttctt ccaaaatagg tcctattata gagatgacga taaggaacca aggtgtcgtt
  4359601 cttgcaatat ccataagtct cgctgtattt tcagatccag gtttaatacc taatacatac
  4359661 atttcaatca taccagcaat actttgcgag aaaaatgcta agaagaaccc gataaaaatc
  4359721 caaccaatcg tagctggaac agtagaacgc tttgtatcta aatgtctgtc gcgaatatct
  4359781 gttctaagta accaaagtac gatacataat gcaataaaga agctaatgat tgcccagtga
  4359841 ccagttatga gttgaaattt ctcttcccta gtaaatcccc tgttatcata aagtccagtt
  4359901 ttcaggagaa gtggtaatcc agcaattgat gataactgca ttaaaatgta tgtaacgata
  4359961 acccaccaat attgtttttt caaatggttt aaccatcctt tctaactcta gtgtatgaga
  4360021 taaggtagga taacatgtaa atatgctacc tacgatataa accttactta aattatgttt
  4360081 ttttgtaaat ccttatttga aattataata gaagacagga gaaagttgtg tgtgtagcga
  4360141 aaacaactta gggtgtcctt tcatattgta acatacgagt agtggaaaca acgattcata
  4360201 tagtaaaggt agaagaagag gaactctata tagaaaagtt tatagcgtaa tttgcgaaaa
  4360261 aattatgatt tttttacttg caaaagaaat tgagattatt tattattata agtgtgttag
  4360321 cactcgggtg acttgagtgc taataaataa aatttacata acaaaatgag gaggttattg
  4360381 ttcatgctaa agccattagg tgatcgcgtt gtaattgagc ttgttcaagc ggaagaaaaa
  4360441 acagcaagtg gtattgtatt accagacaca gcaaaagaaa aaccacaaga gggtaaagtt
  4360501 attgcagtag gtactggtcg agtgcttgaa aatggtgagc gtgttgcttt agaggtagca
  4360561 gcaggtgatc ttatcatctt ctcaaaatat gcaggtactg aagtgaaata tgaaggtaca
  4360621 gactacttga ttttacgtga aagtgacatt ttagcagtta tcggttaatt atataaatct
  4360681 taaaaaatcc aagggggtca attattatgg caaaagatat taaatttagt gaagaagcac
  4360741 gtcgttcgat gcttcgcggt gtcgacactc ttgcaaatgc agtaaaagta acgcttggac
  4360801 caaaaggtcg taacgttgtt cttgagaaaa aattcggttc accacttatt acaaatgacg
  4360861 gtgtaacaat cgcaaaagaa attgaattag aagatgcatt cgaaaacatg ggtgcgaaat
  4360921 tagtagcaga agttgctagc aaaacaaatg atgtagctgg tgacggaaca acaactgcaa
  4360981 ctgtattagc acaagctatg attcgtgaag gtcttaaaaa cgtaacagct ggtgcgaacc
  4361041 caatgggtct tcgtaaaggt atcgaaaaag ctgtagttgc tgcagtagaa gaattaaaaa
  4361101 cgatttctaa accaatcgaa ggtaaatctt ctatcgcaca agtagctgct atttctgctg
  4361161 ctgacgaaga agtaggtcaa ttaatcgctg aagcaatgga gcgcgttggt aacgacggcg
  4361221 ttattacttt agaagaatct aaaggtttca caacagaatt agacgtagta gaaggtatgc
  4361281 aatttgatcg tggatatgca tctccttaca tgattactga ttctgacaaa atggaagcag
  4361341 ttcttgataa cccatacatc ttaatcactg acaaaaagat ttctaacatt caagaaatct
  4361401 taccagtatt agagcaagtg gtacaacaag gtaaaccgct tcttatcatt gctgaagatg
  4361461 tagaaggcga agcattagct acattagtag tgaacaaact tcgtggtaca ttcaatgtag
  4361521 tagctgttaa agctcctgga tttggtgacc gtcgtaaagc aatgctagaa gatatcgcaa
  4361581 tcttaactgg tggcgaagta atcactgaag aattaggccg tgacttaaaa tctgctacag
  4361641 ttgaatcttt aggacgcgct ggtaaagttg ttgtaacgaa agaaaacaca actgtagttg
  4361701 aaggtgtagg aagcacagaa caaatcgaag ctcgcatcgg tcaaatccgt gcgcaattag
  4361761 aagaaacaac ttctgaattc gatcgtgaaa aattacaaga gcgtcttgca aaacttgtag
  4361821 gtggcgtagc agtaattaaa gtaggtgcag caactgaaac tgagttgaaa gagcgcaaac
  4361881 ttcgcattga agatgcactt aactcaactc gtgcagcagt agaagaaggt atcgttgcag
  4361941 gtggtggtac ttcacttatg aacgtataca caaaagtagc ttctatcgta gctgaaggtg
  4362001 acgaagcaac aggtatcaac atcgtacttc gtgcactaga agagccagtt cgtcaaatcg
  4362061 caatcaacgc tggtctagaa ggatctgtag ttgtagagcg tctaaaaggc gaaaaagtag
  4362121 gcgttggttt caacgcagct actggcgaat gggttaacat gcttgaaact ggtatcgtag
  4362181 atccagccaa agtaactcgc tctgcacttc aaaacgcagc atctgttgca gctatgttct
  4362241 taacaactga agctgtagta gctgacaagc cagaaccaaa tgcaccagca atgcctgaca
  4362301 tgggcggcat gggcatgggc ggtatgggcg gaatgatgta attccgtttg ccctaaaaac
  4362361 atccatttct atatagaaat ggatgttttt ttatgttttt tagaaaagga aatgaatttc
  4362421 tgtagaattt tgtcgctttc tctcttgacc ataccgacac ttcattgtta gaatctagga
  4362481 agataatata aaacgatcct tcatatatcc tcaaagataa ggtttgagag tctctaccgg
  4362541 gttaccgtaa acaacctgac tatgaaggca gtgtgtctta tatttataaa gagcggaaga
  4362601 ctatctttct ttataaagcc agacccctgc cttttctttg ttatgagact agaggcggag
  4362661 gactggcttt ttttattata ttggtaatgc ttttcgccaa attggtgaaa atatttatat
  4362721 acgagaacta acgttggggt gattattttg aagaagcaac acgatacaat tatcgtttta
  4362781 gattttggaa gtcaatacaa tcagttaata gcacgtcgaa ttcgtgagtt cggtgtatac
  4362841 agtgagcttc atccacatac aattactgcg gaagaaatta aagcaatgaa tccaaaaggg
  4362901 attatcttct ctggtggacc aaatagtgta tacggtgaag gcgcattaca ttgtgatgaa
  4362961 aaaatctttg acctaggatt accgatcttc ggtatttgtt acggtatgca acttatgacg
  4363021 caacaattcg gtggtacagt agagcgtgca aaccaccgtg agtacggaaa agctgttctg
  4363081 aaagtagaga acgagtcaaa attatatgcg aaccttccag aagagcaagt tgtatggatg
  4363141 agtcatggcg acttagtaac tggtttacct gaaggattcg tagtagacgc gacaagtgag
  4363201 tcttgcccaa ttgctggtat gagcaatgaa gcgaaaaact tatacggtgt acaattccac
  4363261 ccagaagtac gtcactctga gcacggtaac gatttaatta aaaacttcgt attcggcgta
  4363321 tgtggctgtt ctgaaggatg gaacatggag aactttattg aagtagaact agagaaaatc
  4363381 cgtgaaactg ttggagacaa aaaagtacta tgtgcgctta gcggcggtgt agattcttct
  4363441 gttgtagcag tattaattca taaagcaatc ggcgatcagt taacatgtat tttcgttgac
  4363501 catggtttac ttcgtaaagg cgaagcagaa ggtgttatga aaacatttag cgaaggcttc
  4363561 cacatgaacg ttattaaagt ggatgcaaaa gaacgcttca tgaacaagtt aaaaggtgta
  4363621 gaagatccag aacaaaaacg taaaattatc ggtaacgaat tcatttacgt atttgatgat
  4363681 gaagcttcta aattagaagg aatggacttc ttagcacaag gtacactgta cacagatatc
  4363741 gttgaaagtg gtacagcaac tgcacaaaca attaaatctc accataacgt tggtggactt
  4363801 ccagaagaca tgcagttcaa attaattgag cctttaaaca cgttatttaa agatgaagta
  4363861 cgtgtattag gatctgaact aggaattcct gatgagatcg tatggcgtca accattccca
  4363921 ggtcctggtc ttggtattcg tgtactaggt gaaatcacgg aagagaaatt agaaatcgtt
  4363981 cgtgaatctg atgcgatttt acgtgaagaa attattaaag caggcttaga ccgcgaaatc
  4364041 tggcaatact tcactgcgct tcctggtatg cgtagcgtag gtgttatggg tgacgagcgt
  4364101 acttacgatt acacagtggg tatccgtgca gtaacatcta tcgacggtat gacagctgac
  4364161 tgggcacgta tcccttggga cgtattagag aaaatctctg tacgtatcgt aaacgaagtg
  4364221 aaacacgtta accgtatcgt gtatgatgta acgagtaagc caccagcaac tattgagtgg
  4364281 gaatagtatt ataataaaag atccatctat tgctcatgca atagatggat cttttttgat
  4364341 ttgagtttaa tacgaacgaa attataaaag ttaataaaaa tgtttgtatt taaattgaca
  4364401 aaaatacttt caagagttaa tatgagtatg taattcaaac gaaaagtgaa tattatgccg
  4364461 tcgtataata tcggggatat ggcccgaaag tttctaccta gctaccgtaa atggcttgac
  4364521 tacgaggcgt ttttataaag gtgaggggaa tcttatcttt attcatagaa cgcttccatg
  4364581 tatatgcaat ggaagccttt tttattttta ataaataaaa gagggctagg ggaattacgg
  4364641 cgagtaatca tataacgggg gaaacgtaag atgaaacgct attttcagtt tgatgaactc
  4364701 ggcacgaatt ataaaacaga gttcatagca ggcttaacga catttttatc tatggcgtat
  4364761 gtgctatttg tcaatcctgc tacgctgtca cttggaaatg ttaaagggtt accggcaggc
  4364821 acaggaatgg atccaggtgc agtattcgtt gctacagcat tagcagcagc gatcggttcg
  4364881 ttaattatgg gtattttcgc aaagtatccg attgctttag cgccaggtat gggaattaac
  4364941 gcattctttg cttatacggc agtgttaacg atgggtattc cgtggcaaac agcaattgct
  4365001 ggaacgttaa tgtcaggtat tatctttatt attcttactg cttcaggtat tcgtgaaaaa
  4365061 atcattaacg caattccatc agagttaaag ttcgcagtag cggcaggtat cggattattc
  4365121 attgctttcc ttggattcca aaatgccgga attatcgtga aaaatgatgc tgtccttgtt
  4365181 gggttggggg atttaacaaa gggcacaacg ttactagcaa tcttcggagt tgttacgaca
  4365241 atcatcttca tgattaagaa agttaatggt gcagtgttct acggtatgat tcttacagca
  4365301 atattaggag tagcaacagg attaattgat actccaaaag ctgtagtggg agcaatcccg
  4365361 agtctagaac caacgtttgg tgcagcgtta acgcacttcg gagatatttt cactgttcaa
  4365421 atggggattg ttattataac gttcttcttt atcgatttct ttgatacagc aggtacactt
  4365481 gtagcggttg cgaatcaagc aggattaatg aagaacaata aattaccacg tgcaggaaaa
  4365541 gcgttattcg cagatgcaat tgcaactgta attggtgcaa tcttaggtac atcaacaaca
  4365601 acatcttaca ttgagtcgtc tgcaggggta gcggcaggtg gacgttctgg ttttacagca
  4365661 gttgtaacag caggattctt cttactggca ctattcttct cgccattatt aagtgttgta
  4365721 acaccagctg taacggcacc agctttaatt attgtaggga tcttgatggt ttcatcttta
  4365781 ggagaaattg attggaagaa attcgagatt gcagtaccgg cgttctttac tatcatttca
  4365841 atgccgctta cgtatagtat cgcaacggga attgcgattg ggtttatctt ctatccaatt
  4365901 acaatggtag taagtggtcg acgtaaagag attcatccaa ttatgtatgt tatgggagtt
  4365961 ttattcgtac tatatttcat ttatgttcgt aaataaaagg ggtttttgaa aggtctagac
  4366021 ttaaggggag tctagacctt ttttgcgtct tcagaaaaac ttaaggattt ccgagcgttt
  4366081 ttcttcagaa gttttcctat aatagaagtt agggattaaa aaagtaatgg gggagatatt
  4366141 gtggcacacg aaacaatact tgtcgtagat gatgaaaaag aaatccgaaa tttaattaca
  4366201 atctatttaa agaatgaagg atataaagta ttgcaagcag gggacggaga agaaggatta
  4366261 cgtttactag aagaaaatga agtacatcta gtcgtattag atattatgat gccgaaagta
  4366321 gacggcattc atatgtgtat gaaaataagg gaagaaaaag aaatgccaat tattatgctt
  4366381 tcagcgaaaa cgcaagatat ggataagatt ttaggtttga caacgggtgc agatgattac
  4366441 gtaacgaaac cgtttaatcc gttagagtta atcgcaagaa ttaaatctca gttacgccgt
  4366501 tatatgaaaa tgaatggttt cgctatacaa aatgaggacg agctagagat tggggagatg
  4366561 aaaataaaca tctcaaccca taaagtcatt gtagagggag aagaagtgaa actaactccg
  4366621 agggaatttt caattttaga attgctagcc cgtaatccgg ggatggtctt tagcgcggag
  4366681 caaatttatg aaaaggtgtg gaacgaaaga tctttccagt cggataatac ggtaatggtg
  4366741 catattcgaa aagtgcgtga aaagattgag gagaatccaa ggaaacctag atatataaaa
  4366801 acagtatggg gagtggggta taagattgaa aaagatattt aatccattta cttatataag
  4366861 gaaagcaaga caattgattg agaaattagt aaagggcgta cgaaagagta taagaattca
  4366921 actgattact acttttgccg cttgtgcgtt attaggagtt ttttttgcaa agggagctgc
  4366981 accatttttt gagaatgcga atcgtcaagc gactattgat tatcgagctg gtatggaaca
  4367041 aattaatcac gaagctcaaa gagcagcaaa tagctcggtt catgaaaata aattagaagc
  4367101 tatatccaat atgatcgaaa tggagaatca aaatttagag cgaggatcta gagctctaaa
  4367161 aatattggtt actgatgaaa gtggtaaagt tttatataaa acgaagcagg cgcaagaaga
  4367221 gcaaatcgat ttgcataata cgattcgtaa tgcagcatca tttgcgatta actattcaaa
  4367281 tggtcgagat gtatttgaaa atacaagaaa agaatttata gctttttcgc ctattacaat
  4367341 agaagataag aacttatata tgttcgttag tggaatacca gatggtgtag tgatgtatga
  4367401 tacacaagaa ggaccatttc catttttaat tggtgtactt gtatttattt tctctttctt
  4367461 ctatataaca aagagaaaga tgaagcaaat tgaagcgatg gcagaaggtg taaaggaaat
  4367521 agaaaaaggc aacttagcgt accgtataga gaagaaaggt gaagatgaga ttgcatcttt
  4367581 aacagaaaat attaataata tggcagaaga gcttatgaat aatatagaaa aggaacgtaa
  4367641 gttagagaag caaaagaacg agcttattac aaatgtatct cacgatttgc gtacaccact
  4367701 gacttctatt atgggttact tgcgattact tcgagattct aaatatgaaa ataaagagca
  4367761 acacgatgaa tatacgagaa ttgcttttgc gaagtcagag cagttaaaga atttaataga
  4367821 agatttattt gagtatacga agttaacgaa tgagcaagtt gtattagaaa aacaagaagt
  4367881 atgtgtaaat gagttattgg agcaattaat agaagagtta gtaccgcaag cggaagagca
  4367941 tggacttaca tttgttaaga agtttcctga ggaacgtgcc tatgcagcga ttgattcgga
  4368001 aaagatggtc cgtgtatttg ataatctatt aatgaacgcg attaagtata gtaaagatga
  4368061 tggggagata aaagtttccc ttcaaaggca gcgctgggag atacaaattg taattgcgaa
  4368121 tcatagtgaa gagtttacga gagaagagtt agcgagtttg tttgaacgtt tttataagaa
  4368181 agatcaatct agaagtagag taacagaagg gtcaggcctt ggattggcga ttgcgaaaag
  4368241 tattgttgaa ttacaaggtg gtagtattcg agctgaatgt aaggatggta ttattcagtt
  4368301 tatcgtctcg ttaccaatta tagaaagata ataaacgaat agaatggtat atgataaaaa
  4368361 ggcttatttt aaaagggata agccttttta tattttttta gaaaaacatg ttgacgatta
  4368421 ggttatagag gtgtaatata gaacaagtcg ccgatgacat taacgtcgaa agcggtaaac
  4368481 gaaataaaaa acttagttga cattgaaagt ttaaaatgtt aacataagga agtcgcaaat
  4368541 gagcggcaga cgagttcttt gaaaactgaa cgaaacaaac aacgtgaaac gtcaattttt
  4368601 attttatgat gctagacaaa ctaactttat tggagagttt gatcctggct caggatgaac
  4368661 gctggcggcg tgcctaatac atgcaagtcg agcgaatgga ttaagagctt gctcttatga
  4368721 agttagcggc ggacgggtga gtaacacgtg ggtaacctgc ccataagact gggataactc
  4368781 cgggaaaccg gggctaatac cggataacat tttgaaccgc atggttcgaa attgaaaggc
  4368841 ggcttcggct gtcacttatg gatggacccg cgtcgcatta gctagttggt gaggtaacgg
  4368901 ctcaccaagg caacgatgcg tagccgacct gagagggtga tcggccacac tgggactgag
  4368961 acacggccca gactcctacg ggaggcagca gtagggaatc ttccgcaatg gacgaaagtc
  4369021 tgacggagca acgccgcgtg agtgatgaag gctttcgggt cgtaaaactc tgttgttagg
  4369081 gaagaacaag tgctagttga ataagctggc accttgacgg tacctaacca gaaagccacg
  4369141 gctaactacg tgccagcagc cgcggtaata cgtaggtggc aagcgttatc cggaattatt
  4369201 gggcgtaaag cgcgcgcagg tggtttctta agtctgatgt gaaagcccac ggctcaaccg
  4369261 tggagggtca ttggaaactg ggagacttga gtgcagaaga ggaaagtgga attccatgtg
  4369321 tagcggtgaa atgcgtagag atatggagga acaccagtgg cgaaggcgac tttctggtct
  4369381 gtaactgaca ctgaggcgcg aaagcgtggg gagcaaacag gattagatac cctggtagtc
  4369441 cacgccgtaa acgatgagtg ctaagtgtta gagggtttcc gccctttagt gctgaagtta
  4369501 acgcattaag cactccgcct ggggagtacg gccgcaaggc tgaaactcaa aggaattgac
  4369561 gggggcccgc acaagcggtg gagcatgtgg tttaattcga agcaacgcga agaaccttac
  4369621 caggtcttga catcctctga caaccctaga gatagggctt ctccttcggg agcagagtga
  4369681 caggtggtgc atggttgtcg tcagctcgtg tcgtgagatg ttgggttaag tcccgcaacg
  4369741 agcgcaaccc ttgatcttag ttgccatcat ttagttgggc actctaaggt gactgccggt
  4369801 gacaaaccgg aggaaggtgg ggatgacgtc aaatcatcat gccccttatg acctgggcta
  4369861 cacacgtgct acaatggacg gtacaaagag ctgcaagacc gcgaggtgga gctaatctca
  4369921 taaaaccgtt ctcagttcgg attgtaggct gcaactcgcc tacatgaagc tggaatcgct
  4369981 agtaatcgcg gatcagcatg ccgcggtgaa tacgttcccg ggccttgtac acaccgcccg
  4370041 tcacaccacg agagtttgta acacccgaag tcggtggggt aacctttttg gagccagccg
  4370101 cctaaggtgg gacagatgat tggggtgaag tcgtaacaag gtagccgtat cggaaggtgc
  4370161 ggctggatca cctcctttct atggagaatt gatgaacgct gttcatcaat ataagtttcc
  4370221 gtgtttcgtt ttgttcagtt ttgagagaac tatctctcat atataaatgt atgttctttg
  4370281 aaaactagat aacagtgtag ctcatatttt ttaattttta gtttggttaa gttagaaagg
  4370341 gcgcacggtg gatgccttga cactaggagt cgatgaagga cgggactaac gccgatatgc
  4370401 ttcggggagc tgtaagtaag ctttgatccg aagatttccg aatggggaaa cccaccatac
  4370461 gtaatggtat ggtatcctta tctgaataca tagggtaagg aagacagacc cagggaactg
  4370521 aaacatctaa gtacctggag gaagagaaag caaatgcgat ttcctgagta gcggcgagcg
  4370581 aaacggaaca tagcccaaac caagaggctt gcctcttggg gttgtaggac attctatacg
  4370641 gagttacaaa ggaacgaggt agacgaagcg acctggaaag gtccgtcgta gagggtaaca
  4370701 accccgtagt cgaaacttcg ttctctcttg aatgtatcct gagtacggcg gaacacgtga
  4370761 aattccgtcg gaatctggga ggaccatctc ccaaggctaa atactcccta gtgatcgata
  4370821 gtgaaccagt accgtgaggg aaaggtgaaa agcaccccgg aaggggagtg aaagagatcc
  4370881 tgaaaccgtg tgcctacaaa tagtcagagc ccgttaacgg gtgatggcgt gccttttgta
  4370941 gaatgaaccg gcgagttacg atcccgtgcg aggttaagct gaagaggcgg agccgcagcg
  4371001 aaagcgagtc tgaatagggc gtttagtacg tggtcgtaga cccgaaacca ggtgatctac
  4371061 ccatgtccag ggtgaagttc aggtaacact gaatggaggc ccgaacccac gcacgttgaa
  4371121 aagtgcgggg atgaggtgtg ggtagcggag aaattccaat cgaacctgga gatagctggt
  4371181 tctccccgaa atagctttag ggctagcctt aagtgtaaga gtcttggagg tagagcactg
  4371241 attggactag gggtcctcat cggattaccg aattcagtca aactccgaat gccaatgact
  4371301 tatccttagg agtcagactg cgagtgataa gatccgtagt caaaagggaa acagcccaga
  4371361 ccgccagcta aggtcccaaa gtgtgtatta agtggaaaag gatgtggagt tgcttagaca
  4371421 actaggatgt tggcttagaa gcagccacca tttaaagagt gcgtaatagc tcactagtcg
  4371481 agtgactctg cgccgaaaat gtaccggggc taaatacacc accgaagctg cggattgata
  4371541 ccaatggtat cagtggtagg ggagcgttct aaggacagtg aagtcagacc ggaaggactg
  4371601 gtggagtgct tagaagtgag aatgccggta tgagtagcga aagacgggtg agaatcccgt
  4371661 ccaccgaatg cctaaggttt cctgaggaag gctcgtccgc tcagggttag tcaggaccta
  4371721 agccgaggcc gacaggcgta ggcgatggac aacaggttga tattcctgta ccacctcttt
  4371781 atcgtttgag caatggaggg acgcagaagg atagaagaag cgtgcgattg gttgtgcacg
  4371841 tccaagcagt taggctgata agtaggcaaa tccgcttatc gtgaaggctg agctgtgatg
  4371901 gggaagctcc ttatggagcg aagtctttga ttccccgctg ccaagaaaag cttctagcga
  4371961 gataaaaggt gcctgtaccg caaaccgaca caggtaggcg aggagagaat cctaaggtgt
  4372021 gcgagagaac tctggttaag gaactcggca aaatgacccc gtaacttcgg gagaaggggt
  4372081 gctttcttaa cggaaagccg cagtgaatag gcccaagcga ctgtttagca aaaacacagc
  4372141 tctctgcgaa gccgtaaggc gaagtatagg gggtgacacc tgcccggtgc tggaaggtta
  4372201 aggagagggg ttagcgtaag cgaagctctg aactgaagcc ccagtaaacg gcggccgtaa
  4372261 ctataacggt cctaaggtag cgaaattcct tgtcgggtaa gttccgaccc gcacgaaagg
  4372321 tgtaacgatt tgggcactgt ctcaaccaga gactcggtga aattatagta cctgtgaaga
  4372381 tgcaggttac ccgcgacagg acggaaagac cccgtggagc tttactgtag cctgatattg
  4372441 aattttggta cagtttgtac aggataggcg ggagcctttg aaaccggagc gctagcttcg
  4372501 gtggaggcgc tggtgggata ccgccctgac tgtattgaaa ttctaaccta cgggtcttat
  4372561 cgacccggga gacagtgtca ggtgggcagt ttgactgggg cggtcgcctc ctaaagtgta
  4372621 acggaggcgc ccaaaggttc cctcagaatg gttggaaatc attcgtagag tgcaaaggca
  4372681 taagggagct tgactgcgag acctacaagt cgagcaggga cgaaagtcgg gcttagtgat
  4372741 ccggtggttc cgcatggaag ggccatcgct caacggataa aagctacccc ggggataaca
  4372801 ggcttatctc ccccaagagt ccacatcgac ggggaggttt ggcacctcga tgtcggctca
  4372861 tcgcatcctg gggctgtagt cggtcccaag ggttgggctg ttcgcccatt aaagcggtac
  4372921 gcgagctggg ttcagaacgt cgtgagacag ttcggtccct atccgtcgtg ggcgtaggaa
  4372981 atttgagagg agctgtcctt agtacgagag gaccgggatg gacgcaccgc tggtgtacca
  4373041 gttgttctgc caagggcata gctgggtagc tatgtgcgga agggataagt gctgaaagca
  4373101 tctaagcatg aagcccccct caagatgaga tttcccatag cgtaagctag taagatccct
  4373161 gaaagatgat caggttgata ggttcgaggt ggaagcatgg tgatatgtgg agctgacgaa
  4373221 tactaataga tcgaggactt aaccatataa tatgtagcaa atgttatcta gttttgaagg
  4373281 aatatgcctt catagtttgg tgatgatggc agagaggtca cacccgttcc cataccgaac
  4373341 acggaagtta agctctctag cgccgatggt agttgggacc ttgtccctgt gagagtagga
  4373401 cgtcgccaag caagcttaag acgagtcaga atgactcgtc ttttttgtat gctttcatac
  4373461 ctctactaat tgcttgctta actccttcta aataggcaaa tccatgcttt ttatctggtt
  4373521 ctaagtaagt accttctgcc cattcatttc aagcattcat aaataaaaac tcgctgttgt
  4373581 aaagagaata ggtacgatag atttgcttac ttaaatatat cgtaaacttc tcaggagtag
  4373641 agcctaggaa gatgctgcta tttaagtctt tgcggcgtgc tgtgttgtcc cagtcaacaa
  4373701 aagcaccagg aaatgttttt ttctctgaag gagatcgttt taatatatac atccaaactt
  4373761 tatcataatc ccaagcgttt atttgtttac cagactcata tattgtctta tttatgtctg
  4373821 aagagctatc atgagcaatt gtataaaaag gctcgaattg aatgctagca tcgaatccat
  4373881 gtatattagg aagtgggaag ctgtttaatg tttctacaaa gtatatacct ttcaaaccat
  4373941 tttcttgtgc gagtatattc cagtaattaa gcatttgctc acagtcaggg atatgcccag
  4374001 gacgataaat aatgaatagt ggtttatcat ctatacgaat atatctttca tcttggaaag
  4374061 cttgtaataa atagtcgaag tgttctttcc aatctgataa ctctccataa ttttgaggca
  4374121 ttaatatgtg actatcaaga ccatcccaag tttttgtcca cggttcattt gcccaagaaa
  4374181 ggcaaaatgg aaaatctggt tcacccgtct taagtacttc attaaagggt gtctccaata
  4374241 gcctttttcc tttaaaccag taatggtaat aacaaaaacc atatatgccg tgtgctttag
  4374301 caatttctgc ttgccacttt cttacggatg ggtccgttaa gtcataataa aagtcttgat
  4374361 aaggttccct aggttgataa tgttttgaaa ataaaggccg tgcactttta gtatttgtcc
  4374421 attcagtaaa acctttcccc caccatcggt cattttcttt tatttgatga aactgtggta
  4374481 agtaaaaagc aattattttc aaggtatatc ttccttatgt tctttgtagt tcaaagtggt
  4374541 gggaagttac ttttgatttt ttgaatcgag tttaaagcgc tagataggtt atttacttac
  4374601 tattttgttg tgcttcatat tggattcgtt tttacagttt gctcaatagg ggaatcttgg
  4374661 atgatttaat atatggctga gatgaaaagt gattttcatt ataaaattat gcgcattacc
  4374721 atgtacgaaa agagttaatc tttttggaga acaaataggg cttggggtaa tcggtttaca
  4374781 tcatcaaaaa agtcccgtag ctttaaatac ttctcatagt gatttttaat ataagttcta
  4374841 ggtataacgg tttctccgta gaagcgacta tttctaacat ttcccgctcc tgtaggactg
  4374901 tggacaaaat taccgctttc ataatccgag atggcccgat ttatatctgg aaaagcttgt
  4374961 gataaagttt tatgccaacc cgtttgaatg aattcagggt gttccttgaa ttgttgacag
  4375021 taatcgagaa aatagcgtgc ttgtgttgtg gctatgaaga tgccacctgg acgaagaatt
  4375081 cttgaaaatt cttttatcca atgttctgca gtttcttcgg ataaatgtga gaatacagaa
  4375141 taagcgaata tgatgtctaa tgaattgtca ctaataaatt ctacaggagg ttgtggattg
  4375201 gctgttttat atattcctct tcctaacgtt tcattgcaaa tgttaatcat tgcgggatct
  4375261 acatcaatac caagtaaatt ttcatcgcga atatctttga aaaaaaagcg tataattctt
  4375321 ccccatccgc aaccaaagtc taaaatttta cgttctttat tcaagggaac acctaaattt
  4375381 tgggcatatg tttttacatg gctataaaac aaatatgctt cataaagagc gtgttcatag
  4375441 gaagctccta caaactgttg ttgaatttct tcaggggggg aacataggta ctggggtgcc
  4375501 gtttatcttt gtttgtgagc aactttgtat aaatagattt agaagttcaa catcagaaag
  4375561 aggactaaca aggttatcaa aatcatttcc taacttaaag ttattcattt gttaacctcc
  4375621 aaattatata gtgcctaaaa attatgttcg tgttttttac taataaaaac atgtagaaat
  4375681 tcagcatcta atcctagtga tctatccttt tgtaaataaa caattgtata catatttgca
  4375741 tgtgtataaa tatattcaat catatcttgg ccccaatcaa atgttactaa agcccctttc
  4375801 tcatcaatag gatttccatg ataaattggc tcttccatat actcaattcc gtctttattg
  4375861 tttcttgctc tttgtaaagt ctttgggagt gtaggatacc aagggacggt aaacacatga
  4375921 gcgccaccag gctttaagac acgttctatt tctttaaagg ctttctctgg ctccattacg
  4375981 tgttcaaaga catcttgcgt aatgaataaa tcaaaagatt cattttgaaa agtcatgttt
  4376041 tctaaattct cacatctaat tccttgaaag tattgaccga gaggatagtt tttaaagtat
  4376101 tgagaatatg tatagttttt acagtttttt attagtagtt gagttgtaat tcctcctggt
  4376161 gaggactcgt gaatatgata ggaatcccat tttggaaaaa gtgtatttaa gacatgaact
  4376221 aaagctcgtt gcctcggtat agagtgacat gtagaacata agtagtgatc tctaagccaa
  4376281 tcattatgct ctataaatgt agcttccttc tcacaaataa cgcagtatcc attattgtgc
  4376341 ttcaaattac cttccacatg acatccctcc tgtataaaat gcaatgtatt tcccccatta
  4376401 ttttcatggc agtaatgctc tcacctcaaa atccggctgg agcaaagaag ttgggtggga
  4376461 gatgaactgc ccgtaaaggc cctcacttta tggatagtat cagacacatg tgaaactaaa
  4376521 gagagtgggt agaaattagg gaaaccataa aagtaagatt ggtagaaggg ataattagcg
  4376581 gggagaaccc ccacgctaat taaagtttca ctttatgcta tgcgatacat ttgcttttat
  4376641 tcattgaaaa acgtaggggt ttaaaatatc cctttcgtgt atggatacat ttcaaaatcc
  4376701 tttgcatata tttctgtaac taaatccatt gtttctttgt cataaaagct tgcgtatgtt
  4376761 ggaaatcggg gaaaggcttc atctgtaatg ctaagttctg catagcttcc tgtataaacc
  4376821 atcttgtgag cgcggtgatg acctgaactt gtaagttttg ttaggtcaga tttaattaaa
  4376881 ccgtattcgt tttctgtttt gggaatttgc ttattaaaat cttctaaagg tatatagctt
  4376941 tggataaagg cttcttcacc ttggacgtat tgttgactga agtgcatatc tattacttgg
  4377001 gaattggaac caagtgtttg aacgtaatat aaaaattgtt tgaatgatat tccttgctta
  4377061 ctatgcttgt cattataaaa acactttcgg atactatccc attgaggact agcataagga
  4377121 ttgtcagcaa gtaataaaaa tgagctaacg gccctcgtat agggatttcg tacgagttta
  4377181 caaacatgtt tttttgcttc gagaagaccg ctatgtaccg cttgtatata attggggtta
  4377241 tttttatata cccagaattc atagtaatga ataaaatcat tgtatttctt tgcttcagga
  4377301 aataatccaa tttgaaagaa gaaccaatta gctaatgcgg tacatccgct tctatgactc
  4377361 caaaataata taaggggaaa atccttatgg aaatgcggaa ttcgatcttt atgtagaatt
  4377421 atgtactcta aaaacttttg atttatattt ttcatgagtt gaacactcct tttttaagga
  4377481 tatagaagag gattttttat taatccaata tattcatgag aatgagtaaa tattatgagt
  4377541 gtattttgct ttcgtcttaa ataagatagt gattctaaaa gggaaatata aaataaagat
  4377601 aatgaaagtg tataagaggc atacaattat aagaaaagaa ataataaaag tgtccaagtt
  4377661 cattcatttg tatttctagg tgtgataagc aaaaatctta ttactagaga ggatattatg
  4377721 aggaagaata attatttaat agtaggtgga aatagtttca ttggtattaa cctcgcatta
  4377781 ggtttattga aacaaggtca aaatgtaaag gtattttcca ggcatataaa taatttccct
  4377841 caaaatatta taagtgaggt cgaatttatt aaaggtgatt tagctaatgt tgaagatata
  4377901 tatagcttta gcgaatgtgg atattattat ttatttagct gcaacgtcta atgtagcaac
  4377961 ttcaattgaa gatgttttcg gagatataaa cagtagcttt tttttcttaa tttcatggaa
  4378021 agcgttaaaa attttcctat taaaaaaatt gtattagcat cttctggagg cacggtttat
  4378081 ggtgaacctg aatatttacc tattgatgag gatcatccat taaaaccact ttctccttat
  4378141 ggaataacaa aagtgtcgct tgaaaattat ttgtactttt ataagaaaaa atatggaatt
  4378201 gactatgttg tatgtagata ttctaatccg tatggaaaat atcaaaatcc tttaaagaaa
  4378261 gttggggcaa taaattgttt tttgtatcag catctcagta atgaaaggat taatatatat
  4378321 gggaatccac aagagattat tcgagattat atttatattg atgatttagt ggaaatcact
  4378381 atacaactat cacaattaaa tcgcttgaaa tcttgtgtgt ataacatagg gagcggcaag
  4378441 ggtctctctt taaaacgaat tatagtagaa ctggagaaat taacggaaag aaaagtggac
  4378501 tttatctgct ataaacaaaa gcaagaaaat gttcaaaaaa tcattttaaa tatagatagg
  4378561 gtaagacgag aatgtaattg ggaaccgaaa gtggatttca aaagtggaat tagattaaat
  4378621 aagctatgga ttgaagagtt cttatatagt aaaaaataat aaaccatgcc ctacttctgt
  4378681 ataagtagag catggtttat tattttattt ctttttgtat tacccaaagg tcttgatgtt
  4378741 cccaccaaaa accttcagtg tattttttaa tgataggatt ataaggtaat aatttaattt
  4378801 tgtcacatac gtaagaggga ctaacgatcg tttgcccgta ttgatgcaca tctaaatcca
  4378861 gttgttcact agaggggaga aaccaataac cctgtttatt taaatctgga aagccgaagt
  4378921 actttttact ttgatatcca tgagttgtga aaatgaataa tccgccaggg gaaacagcat
  4378981 tatacaatgt ttgaagccaa cgaaaccaag ttgtatcagg catatgagaa aaaaaggata
  4379041 ggccaaaaac gatatcatac gtagacgata attttatttg ttcaggttca ggatgagata
  4379101 agatagatga tgtatgtaat gtgcgttcaa gaaaagtaat ggcctcttca tgtatatcac
  4379161 aggcagttat acgtaagttt gtttgtaggt ttaataaatg acgtgttacg cagccatatc
  4379221 cggatgcgaa ttctaataat ttaattggag tatctacagg aggataaaag gaagtcatta
  4379281 aatctaagag tgtttctgct gattttcttc catctttaaa ataataatct attgcttctt
  4379341 ttttagacgg aaaaactgga ttcgtgacca ggaattgaaa gatatgatcc tctggatgga
  4379401 tacttgcatt tacattgtag ttttgtgcaa tttgagaaat caaatcttta tttgtctcta
  4379461 taaattcttt caaagagtaa tcctccctta aataatagta atatcttata agagatacgg
  4379521 atggtaaaga aaatatataa ttaaaccttc aaatatgctt taagatactt tctatatgcg
  4379581 tacattttct tttttgaaat gtcgtcgata gtaaaggttt ctttaataaa attctgcatt
  4379641 tgtacaactt cactgtaatg ggaatatgaa tcttctgctc tcgttacact atttttatgt
  4379701 cgtctatgat agtttagagg ttttggattg aaataaatgt tcccctcttt aaggatagaa
  4379761 acatagaaaa accaatcact ggctatttta aacttttcca attgttttgc tgttgttttt
  4379821 atatctatgt ttttaaaaac tacacttgag acattaggta tggtgttttt gataagtaac
  4379881 gtatcttgta tttcatctat cccttttcgc acataagaac tctgccattt ttctttatca
  4379941 atatcatttg tgtaatctaa ataatgatta gccaatatat ttccttgttc atctatttgt
  4380001 tttgattgtg tgtaacttaa ggcaacatca ctatctatat gaaaaccttg tattacttct
  4380061 tctaaaaatg tctgatcgca taagtcatcg gcctcagcaa tccaaatata atcaccggtt
  4380121 gctgcagaga caccttttat ctattgttta aatacagaac cagagttttt atcattaata
  4380181 atctgctgaa ttttcaggtg atgtttattt tcgtttgaga gcagcttttc aaatatagat
  4380241 acgctattgt cagtggaggc atcgtctagg aaaattagtt cgtaaagggg ataggtttga
  4380301 tttaatattg atttaactcg ttcggataag tatttttcgt aattatagtt cggtacaatg
  4380361 acgcttattt ttttataatt atgctcaagc aagtttaata attgataaat gtaatgaaga
  4380421 aagttgaaat ttttttcaat aagttcttgg ccaaaggtcc ctttttgtaa gcgtaaatct
  4380481 tcatccccga taaattcata tattttttcc agcatcatcg gtaagtttaa atagtctact
  4380541 aatgcaccgg tttgttctgt aacaacatct ccaaaaccgc cagcgttttt aaaccctata
  4380601 acagggactt ttgtatctaa tgcttctaaa accacgtttg ggaaaggatc ttctcttgaa
  4380661 gttaataaat ataaatcagc cccagcgtta tataaaccga tatctggagt aggctccact
  4380721 aatgtaaaat gtgctgtata tctttgggat agcgtgttta aaaagtgaac atctgttttc
  4380781 ccaacccaga taaaatgaat atttttatga atctttctta ctgagtaagc aataagtgag
  4380841 aataaatcta tcccttttcg atgatcagcg aagcctaccc ccaaaatgat tttgctatct
  4380901 agaggcaggt tgtgtttttt cgtaattcgt ttctcgcttt tgcaatattg ttcttataag
  4380961 gattgtggtt aaacaaacct tgagggagga tgtggcactt ttgatgatct aattgggtga
  4381021 ttgtatggaa cttttcatac acgtattgtg aagggaagac aattttgtga gcagattcgg
  4381081 caatttttct cgcttttccc tcagctgagt actgttgtat taaatgcggc aattcatgta
  4381141 ttaatgaaat aacttttata ttatgtttag ctagtaatgc aactatatca ccacttatga
  4381201 cggtactaca tatggcgatg gtatagtctt gtgataataa cttctttatt aatgattcga
  4381261 ctttgttttc cgttgggtag tcttcctcta ggcaataaac aggaccatac ttttgaaagt
  4381321 cgtggattaa aatgcccgtt ctaatagaaa taattgcgac ggagtaatga aagttttctt
  4381381 tgagagcttt aatagtatgt aaagaaagca gctgtgctcc gtggaaatgg gcatcatggg
  4381441 atacataaat gattttttta ttaacatgca tttcataacg cctcctaagg ttaattagat
  4381501 ttttagtaaa tgtatggtgt atttataatt tctagagaga agtctaaata aaaaagctac
  4381561 ttttaatata tatttgtttg gcttgatatt cattctttag aaagtagaaa ctgtagatta
  4381621 tgaaagtgac tgcactagtt tattaatctt taaggaagga gtataaaaat atccttcata
  4381681 atttataaaa caaaaaggat aaaaggtatt gacgattgga cattagaggt gtaatataga
  4381741 acaagtcgcc gatgacaaca acgtcgaaag cggcaaacga aataaaaaac ttagttgaca
  4381801 ttaactaacg aagatgttaa cataagggag tcgcaaatga gcgaccaagt agttctttga
  4381861 aaactgaacg aaacaaacaa cgtgaaacgt caatttttat tttagatgct agacaaacta
  4381921 actttattgg agagtttgat cctggctcag gatgaacgct ggcggcgtgc ctaatacatg
  4381981 caagtcgagc gaatggatta agagcttgct cttatgaagt tagcggcgga cgggtgagta
  4382041 acacgtgggt aacctgccca taagactggg ataactccgg gaaaccgggg ctaataccgg
  4382101 ataacatttt gaaccgcatg gttcgaaatt gaaaggcggc ttcggctgtc acttatggat
  4382161 ggacccgcgt cgcattagct agttggtgag gtaacggctc accaaggcaa cgatgcgtag
  4382221 ccgacctgag agggtgatcg gccacactgg gactgagaca cggcccagac tcctacggga
  4382281 ggcagcagta gggaatcttc cgcaatggac gaaagtctga cggagcaacg ccgcgtgagt
  4382341 gatgaaggct ttcgggtcgt aaaactctgt tgttagggaa gaacaagtgc tagttgaata
  4382401 agctggcacc ttgacggtac ctaaccagaa agccacggct aactacgtgc cagcagccgc
  4382461 ggtaatacgt aggtggcaag cgttatccgg aattattggg cgtaaagcgc gcgcaggtgg
  4382521 tttcttaagt ctgatgtgaa agcccacggc tcaaccgtgg agggtcattg gaaactggga
  4382581 gacttgagtg cagaagagga aagtggaatt ccatgtgtag cggtgaaatg cgtagagata
  4382641 tggaggaaca ccagtggcga aggcgacttt ctggtctgta actgacactg aggcgcgaaa
  4382701 gcgtggggag caaacaggat tagataccct ggtagtccac gccgtaaacg atgagtgcta
  4382761 agtgttagag ggtttccgcc ctttagtgct gaagttaacg cattaagcac tccgcctggg
  4382821 gagtacggcc gcaaggctga aactcaaagg aattgacggg ggcccgcaca agcggtggag
  4382881 catgtggttt aattcgaagc aacgcgaaga accttaccag gtcttgacat cctctgacaa
  4382941 ccctagagat agggcttctc cttcgggagc agagtgacag gtggtgcatg gttgtcgtca
  4383001 gctcgtgtcg tgagatgttg ggttaagtcc cgcaacgagc gcaacccttg atcttagttg
  4383061 ccatcattta gttgggcact ctaaggtgac tgccggtgac aaaccggagg aaggtgggga
  4383121 tgacgtcaaa tcatcatgcc ccttatgacc tgggctacac acgtgctaca atggacggta
  4383181 caaagagctg caagaccgcg aggtggagct aatctcataa aaccgttctc agttcggatt
  4383241 gtaggctgca actcgcctac atgaagctgg aatcgctagt aatcgcggat cagcatgccg
  4383301 cggtgaatac gttcccgggc cttgtacaca ccgcccgtca caccacgaga gtttgtaaca
  4383361 cccgaagtcg gtggggtaac ctttttggag ccagccgcct aaggtgggac agatgattgg
  4383421 ggtgaagtcg taacaaggta gccgtatcgg aaggtgcggc tggatcacct cctttctatg
  4383481 gagaattgat gaacgctgtt catcaatata agtttccgtg tttcgtttgt tcagtttgag
  4383541 agaactatct ctcatatata aatgtatgtt ctttgaaaac tagataacag tgtagctcat
  4383601 attttttaat tttagtttgg ttaagttaga aagggcgcac ggtggatgcc ttgacactag
  4383661 gagtcgatga aggacgggac taacgccgat atgcttcggg gagctgtaag taagctttga
  4383721 tccgaagatt tccgaatggg ggaaacccac catacgtaat ggtatggtat ccttatctga
  4383781 atacataggg taaggaagac agacccaggg aactgaaaca tctaagtacc tggaggaaga
  4383841 gaaagcaaat gcgatttcct gagtagcggc gagcgaaacg gaacatagcc caaaccaaga
  4383901 ggcttgcctc ttggggttgt aggacattct atacggagtt acaaaggaac gaggtagacg
  4383961 aagcgacctg gaaaggtccg tcgtagaggg taacaacccc gtagtcgaaa cttcgttctc
  4384021 tcttgaatgt atcctgagta cggcggaaca cgtgaaattc cgtcggaatc tggaaggacc
  4384081 atctcccaag gctaaatact ccctagtgat cgatagtgaa ccagtaccgt gagggaaagg
  4384141 tgaaaagcac cccggaaggg gagtgaaaga gatcctgaaa ccgtgtgcct acaaatagtc
  4384201 agagcccgtt aacgggtgat ggcgtgcctt ttgtagaatg aaccggcgag ttacgatccc
  4384261 gtgcgaggtt aagctgaaga ggcggagccg cagcgaaagc gagtctgaat agggcgttta
  4384321 gtacgtggtc gtagacccga aaccaggtga tctacccatg tccagggtga agttcaggta
  4384381 acactgaatg gaggcccgaa cccacgcatg ttgaaaagtg cggggatgag gtgtgggtag
  4384441 cggagaaatt ccaatcgaac ctggagatag ctggttctcc ccgaaatagc tttagggcta
  4384501 gccttaagtg taagagtctt ggaggtagag cactgattgg actaggggtc ctcatcggat
  4384561 taccgaattc agtcaaactc cgaatgccaa tgacttatcc ttaggagtca gactgcgagt
  4384621 gataagatcc gtagtcaaaa gggaaacagc ccagaccgcc agctaaggtc ccaaagtgtg
  4384681 tattaagtgg aaaaggatgt ggagttgctt agacaactag gatgttggct tagaagcagc
  4384741 caccatttaa agagtgcgta atagctcact agtcgagtga ctctgcgccg aaaatgtacc
  4384801 ggggctaaat acaccaccga agctgcggat tgataccaat ggtatcagtg taggggagcg
  4384861 ttctaaggac agtgaagtca gaccggaagg actggtggag tgcttagaag tgagaatgcc
  4384921 ggtatgagta gcgaaagacg ggtgagaatc ccgtccaccg aatgcctaag gtttcctgag
  4384981 gaaggctcgt ccgctcaggg ttagtcagga cctaagccga ggccgacagg cgtaggcgat
  4385041 ggacaacagg ttgatattcc tgtaccacct ctttatcgtt tgagcaatgg agggccgcag
  4385101 aaggatagaa gaagcgtgcg attggttgtg cacgtccaag cagttaggct gataagtagg
  4385161 caaatccgct tatcgtgaag gctgagctgt gatggggaag ctccttatgg agcgaagtct
  4385221 ttgattcccc gctgccaaga aaagcttcta gcgagataaa aggtgcctgt accgcaaacc
  4385281 gacacaggta ggcgagggga gaatcctaag gtgtgcgaga gaactctggt taaggaactc
  4385341 ggcaaaatga ccccgtaact tcgggagaag gggtgctttc ttaacggaaa gccgcagtga
  4385401 ataggcccaa gcgactgttt agcaagaaca cagctctctg cgaagccgta aggcgaagta
  4385461 tagggggtga cacctgcccg gtgctggaag gttaaggaga ggggttagcg taagcgaagc
  4385521 tctgaactga agccccagta aacggcggcc gtaactataa cggtcctaag gtagcgaaat
  4385581 tccttgtcgg gtaagttccg acccgcacga aaggtgtaac gatttgggca ctgtctacaa
  4385641 ccagagactc ggtgaaatta ttagttacct gtgaagatgc aggttacccg cgacaggacg
  4385701 gaaagacccc gtggagcttt actgtagcct gatattgaat tttggtacag tttgtacagg
  4385761 ataggcggga gcctttgaaa ccggagcgct agcttcggtg gaggcgctgg tgggataccg
  4385821 ccctgactgt attgaaattc taacctacgg gtcttatcga cccgggagac agtgtcaggt
  4385881 gggcagtttg actggggcgg tcgcctccta aagtgtaacg gaggcgccca aaggttccct
  4385941 cagaatggtt ggaaatcatt cgtagagtgc aaaggcataa gggagcttga ctgcgagacc
  4386001 tacaagtcga gcagggacga aagtcgggct tagtgatccg gtggttccgc atggaagggc
  4386061 catcgctcaa cggataaaag ctaccccggg gataacaggc ttatctcccc caagagtcca
  4386121 catcgacggg gaggtttggc acctcgatgt cggctcatcg catcctgggg ctgtagtcgg
  4386181 tcccaagggt tgggctgttc gcccattaaa gcggtacgcg agctgggttc agaacgtcgt
  4386241 gagacagttc ggtccctatc cgtcgtgggc gtaggaattt tgagaggagc tgtccttagt
  4386301 acgagaggac cgggatggac gcaccgctgg tgtaccagtt gttctgccaa gggcatagct
  4386361 gggtagctat gtgcggaagg gataagtgct gaaagcatct aagcatgaag cccccctcaa
  4386421 gatgagattt cccatagcgt aagctagtaa gatccctgaa agatgatcag gttgataggt
  4386481 tcgaggtgga agcatggtga catgtggagc tgacgaatac taatagatcg aggacttaac
  4386541 catataatat gaagcgatgt tatctagttt tgaaggaata tataattttc ttcttgacat
  4386601 ttcgaaagaa atgtttataa tgataaaagt ttggtgatga tggcagagag gtcacacccg
  4386661 ttcccatacc gaacacggaa gttaagctct ctagcgccga tggtagttgg gaccttgtcc
  4386721 ctgtgagagt aggacgtcgc caagcaacta aaaacacaag tcttttgact tgtgtttttt
  4386781 cgtgtttaat aaagcgtgag cttttcgtga aatcgttatt aattatagca actataggta
  4386841 tgagatcgcc ttcagcgata gcgagtcctt ttattatttc attcaatggc attatagtta
  4386901 cttctattgt tttaataata gctacaggtt cattctgact atcggttagt tgttggtagt
  4386961 ggttcacttt ctaatttata aaaaatatgg ccgaagcatg ttactgtttt tatgtcaaca
  4387021 attattaact gtgcgagata attaggggaa ttaccgaatt gcaaagctgt aacagatgct
  4387081 ggtttttcac catttccact agaccgtact gaaataagtt atactagagg tgaaagagag
  4387141 aaaaaccgat acttcaaatt gaatatcggt tcaataatat gtgacatata cgaatctata
  4387201 gtaatacgaa gactgtaaat aagatagcca gcaaaatacg ataatatgca aaaggtttta
  4387261 aacctatctt ctctaaaagc ttcagaaaag ttactactgc taacattgcg actatgaaag
  4387321 aagtgatgaa tcctaccgca aacataggga tatcatcgac acttaaatac gtccagcttt
  4387381 ttaataagtc taatcctgta gccccaacca ttacaggaag ggcaataaga aaagagaatt
  4387441 cagatgcagt cttataattt acttttgcta atagacctcc agagatagta gaaccggctc
  4387501 tagagaagcc agggtatact gctaaacatt gaaataatcc gattgttaat gcttgacggt
  4387561 atgttaaatc gtccagtgaa taggaggttg cctcttgctt ttttacttct gcaaagatca
  4387621 taagaattgc tcctgctaca agtccaatca caacagtgta tggctgaaat aagtaagttt
  4387681 taataacatc atgtagtaac aaaccagcga ctactgccgg aaatacacca agaaatacat
  4387741 ggaatgcgtt gaattttttc tctttgcgta gaagaggctt aagattacat aaagaaacga
  4387801 gacgtttatg atataaaatt gcaatagcta aaattgcgcc tagctgaata acaatttcaa
  4387861 acgtttttgc tctttctcct tcaaatccta ataaatgccc gactaatata aggtgaccag
  4387921 tagaagagat aggtaaaaat tcagctaacc cctctacaat accgagtatg aaggcagtaa
  4387981 tgatatcgct cataatttca ctcctataaa ttaatgaatg tctactctct taaaatagaa
  4388041 tagtgttgca ataaatccga aaattgctgt tgttacaatg atgatataag aatactctgg
  4388101 tggatatgtg ggttgtaatt cgttatttgc aatatctaga gtagctgtcc acggaaataa
  4388161 atctttatgc ttggagttca cgagcataag attcgtcatt gtaataatga ctgttaatat
  4388221 aataggcggt acatagctct tcattacaag agttaatagc acgataggtg aagataatag
  4388281 aaagagaagg ccgccacata ttaaaaattt taggaaagaa cctaaaagta aagtagtgtt
  4388341 aaaaccaggg aagttcccca atagccctaa tattaaagta agcgaccaag cgactaaagt
  4388401 tagcatcata atccaaagga agagaatgat gaacttactt ataataaagc taatgcgcga
  4388461 cacggggata gttagtaaat tttttaatgt atcttctgca tattcgcggg taaacagata
  4388521 agcaacaact actccgtata aagggaatcc tataactaaa gtagtatata agttaacttc
  4388581 agtgaataac tggtggaacc aaatagtcgg agttggctgt tttgttttta tatgtatata
  4388641 agaggctact acgactaaga aaggtgcgac accagcccca ataatactaa ttaaaaacat
  4388701 attagagcgt tttagtttta atagttctgt atagaataga ttaaccaatt gttccacctc
  4388761 caactagctt ggtgaaataa tcttctaatc tgtcttcact aatcatcatt tttaatactt
  4388821 caatatcgtt aagaacgaat gttctgttaa tgtatccttg ttgcccaaaa tgagagtaaa
  4388881 tgcgaatatt cccttcatca tgtacctcat aatcgaaaat ttgaaattga ttttctaata
  4388941 gcatcgcagc tttattttca ttattcacct gaaattctat gtacttacgg tttgctttgc
  4389001 gcagcttatc aagagaaact tcttctagta accttccttc gtgaataatt ccgatacgat
  4389061 caactaactg ttctacctct gctaatatgt gactagaaat gagtatcgtt atatttcttt
  4389121 cttgagctaa agaatgaata agttttcgca tttctttaat accgatgggg tctagtccgt
  4389181 tagttggttc atctaatatg agtaattcgg gataatggag aagggcgcgt gcaattccta
  4389241 ggcgctgctt cattcctaaa gaatactttc ctactaactt ttttgtttca tgctgcaagc
  4389301 ccactatttc taatgtgtct tcaatagcat tctttttgta aaccccgatt atctttgcat
  4389361 taattaataa gttttctttt gcagttaagt tttcataaaa ccctggaact tcaacgatag
  4389421 aaccaattct acttaaaata tctttttgat tttgaaataa gtcctctccg aatatttcga
  4389481 tagttccact tgtaggtttt ataagaccga gtagcatacg aatggttgtt gttttaccag
  4389541 caccgttacg tcctataaat ccataaatct ctccttgttg aacgttaata tttagattat
  4389601 ctacggattt ttgcttgcca tatactttag taagattagt cgtttttata attgtgttta
  4389661 taggagacac ccactttcta taagttctta cttacatgat aaaaaggaag gcttaactgc
  4389721 atattaatca tttcttaact atttcttaaa agtattgtgt tttggaatgg aaaagccaaa
  4389781 agtggttcgt tcccatggaa tactttcaac ccatatatgc ccaccattct tctcaacgag
  4389841 cgctttagaa atagaaaggc cgagcccact accaccaaaa gacgagtttc ttgattgttc
  4389901 gcttcggtac attcgctcaa atacgttttg taaatcatgt tttggaatac cagggccttt
  4389961 gtcccaaata agaagttcat atgctgcatc cgtttctagt agttcgactc ctattgtttt
  4390021 cccatccttt ccgtaataaa tggcattttt cattaaatta cctataatcc gcataaggct
  4390081 taggtgatct gcaatgatag gacaagtaga ctctggcata agaacttgca gtttaatatt
  4390141 atgttttgag atttcaggta aaaaatcgat caaaacttct ctagtaactt cagaaaagtc
  4390201 gagtttttct tcttttagtg gaaattcatt agcgtctagc tttgccatat tgaatatttc
  4390261 atcaactagg tgctttaagt tatttgattt catataaagt attttaagat attcttgctt
  4390321 ttctatttca gaagcagcaa ccccatcttt taaagcgtcg atatatccaa taatggaggt
  4390381 gagtggtgtt cggatatcgt gtgagatact agataaaagt tgttttctag attcctcaga
  4390441 cctgtttgct ttaatccgaa ccttttctaa ttcagttatt agttcgttta ttgaaaaaac
  4390501 gatattatgt aacgattgat cattacttgt gaataatctc gtttgtaaat tcccctttag
  4390561 tgcacgactt aatttagtgt ctattgattt gtgattttga ataaattgta ttcttgaaaa
  4390621 gaagagatac attgtaatta agataagggt aataaataaa gaaattttta cttttggatc
  4390681 catttgtata tgtaaaagcc cgtaaatgat aagttgtaat gaaataagga agaggatttt
  4390741 atcaatcttc aagcttttca cctacaaact tatagccaat tccccataca gtttgaatga
  4390801 attttggatt ggaaggatcg atttctattt tctttctaag ttttcgaata tgtaccataa
  4390861 cggtattatc atcttctata taattatcgt cccatacatt gcgaaagagc tgtgtttttg
  4390921 taaatacttg tcctgggttt gaagtaaaga attttaatag ttctagttct tttccggtta
  4390981 agctgatttc ttctttattt gtgtgaactg tatatgtatt taaattgata gttagtcctt
  4391041 taaaagctaa agttgtcttc tcttgtacat taatgttact tccaagaact aaaaaacgcc
  4391101 gtataagagc tttgactcgt gcaactactt cgtgaatgct gaaaggcttc gtaatgtaat
  4391161 catcagcacc aatgcttaaa cctaaaattt tatcgacttc gtgatcttta gcggttagca
  4391221 ttaatatcgg tacgttagtt ttatctctaa gctttctaca tacttcgata ccatctactt
  4391281 ttggcatcat aagatctaat ataacgatgc tatagttgtt ttgattaaat aactgtaagg
  4391341 ctacttcgcc atcaatcgca gtatctacca tatataattc tcgttctaaa tatattttta
  4391401 gtaaattacg gatttcttta tcatcatctg ctataaggat acgtatatct ttcatatctt
  4391461 cacctgcttc taatagattt tcattgatgg tacaacaacc ctctaattat atactagtat
  4391521 ttgttaaaat aaggttaata gttttaggga agggaaatat tcacgccaat taagcctagg
  4391581 gtcaaagtaa attgaatatg ttttgcgaga ataaattaaa gagaagcaga aggtagtttt
  4391641 cagtaatgaa tttttgtagg gacgtatata gctaaaagag cgtaaaaaca tttaattgaa
  4391701 tatctttata aaaagtgttg acgattagag tatagaggtg taatatagaa caagtcgccg
  4391761 atgacaataa cgtcgaaagc gacaaacgaa atgaaaaact tagttgacat tgaaagatga
  4391821 agatgttaac ataaggaagt cgcaaataag cggcagacaa gttctttgaa aactgaacga
  4391881 aacaaacaac gtgaaacgtc aatttttatt ttagatgcta gacaaactaa ctttattgga
  4391941 gagtttgatc ctggctcagg atgaacgctg gcggcgtgcc taatacatgc aagtcgagcg
  4392001 aatggattaa gagcttgctc ttatgaagtt agcggcggac gggtgagtaa cacgtgggta
  4392061 acctgcccat aagactggga taactccggg aaaccggggc taataccgga taacattttg
  4392121 aaccgcatgg ttcgaaattg aaaggcggct tcggctgtca cttatggatg gacccgcgtc
  4392181 gcattagcta gttggtgagg taacggctca ccaaggcaac gatgcgtagc cgacctgaga
  4392241 gggtgatcgg ccacactggg actgagacac ggcccagact cctacgggag gcagcagtag
  4392301 ggaatcttcc gcaatggacg aaagtctgac ggagcaacgc cgcgtgagtg atgaaggctt
  4392361 tcgggtcgta aaactctgtt gttagggaag aacaagtgct agttgaataa gctggcacct
  4392421 tgacggtacc taaccagaaa gccacggcta actacgtgcc agcagccgcg gtaatacgta
  4392481 ggtggcaagc gttatccgga attattgggc gtaaagcgcg cgcaggtggt ttcttaagtc
  4392541 tgatgtgaaa gcccacggct caaccgtgga gggtcattgg aaactgggag acttgagtgc
  4392601 agaagaggaa agtggaattc catgtgtagc ggtgaaatgc gtagagatat ggaggaacac
  4392661 cagtggcgaa ggcgactttc tggtctgtaa ctgacactga ggcgcgaaag cgtggggagc
  4392721 aaacaggatt agataccctg gtagtccacg ccgtaaacga tgagtgctaa gtgttagagg
  4392781 gtttccgccc tttagtgctg aagttaacgc attaagcact ccgcctgggg agtacggccg
  4392841 caaggctgaa actcaaagga attgacgggg gcccgcacaa gcggtggagc atgtggttta
  4392901 attcgaagca acgcgaagaa ccttaccagg tcttgacatc ctctgacaac cctagagata
  4392961 gggcttctcc ttcgggagca gagtgacagg tggtgcatgg ttgtcgtcag ctcgtgtcgt
  4393021 gagatgttgg gttaagtccc gcaacgagcg caacccttga tcttagttgc catcatttag
  4393081 ttgggcactc taaggtgact gccggtgaca aaccggagga aggtggggat gacgtcaaat
  4393141 catcatgccc cttatgacct gggctacaca cgtgctacaa tggacggtac aaagagctgc
  4393201 aagaccgcga ggtggagcta atctcataaa accgttctca gttcggattg taggctgcaa
  4393261 ctcgcctaca tgaagctgga atcgctagta atcgcggatc agcatgccgc ggtgaatacg
  4393321 ttcccgggcc ttgtacacac cgcccgtcac accacgagag tttgtaacac ccgaagtcgg
  4393381 tggggtaacc tttttggagc cagccgccta aggtgggaca gatgattggg gtgaagtcgt
  4393441 aacaaggtag ccgtatcgga aggtgcggct ggatcacctc ctttctatgg agaattgatg
  4393501 aacgctgttc atcaatataa gtttccgtgt ttcgttttgt tcagttttga gagaactatc
  4393561 tctcatatat aaatgtatgt tctttgaaaa ctagataaca gtgtagctca tattttttaa
  4393621 tttttagttt ggttaagtta gaaagggcgc acggtggatg ccttgacact aggagtcgat
  4393681 gaaggacggg actaacgccg atatgcttcg gggagctgta agtaagcttt gatccgaaga
  4393741 tttccgaatg gggaaaccca ccatacgtaa tggtatggta tccttatctg aatacatagg
  4393801 gtaaggaaga cagacccagg gaactgaaac atctaagtac ctggaggaag agaaagcaaa
  4393861 tgcgatttcc tgagtagcgg cgagcgaaac ggaacatagc ccaaaccaag aggcttgcct
  4393921 cttggggttg taggacattc tatacggagt tacaaaggaa cgaggtagac gaagcgacct
  4393981 ggaaaggtcc gtcgtagagg gtaacaaccc cgtagtcgaa acttcgttct ctcttgaatg
  4394041 tatcctgagt acggcggaac acgtgaaatt ccgtcggaat ctgggaggac catctcccaa
  4394101 ggctaaatac tccctagtga tcgatagtga accagtaccg tgaggggaaa ggtgaaaagc
  4394161 accccggaag gggagtgaaa gagatcctga aaccgtgtgc ctacaaatag tcagagcccg
  4394221 ttaacgggtg atggcgtgcc ttttgtagaa tgaaccggcg agttacgatc ccgtgcgagg
  4394281 ttaagctgaa gaggcggagc cgcagcgaaa gcgagtctga atagggcgtt tagtacgtgg
  4394341 tcgtagaccc gaaaccaggt gatctaccca tgtccagggt gaagttcagg taacactgaa
  4394401 tggaggcccg aacccacgca cgttgaaaag tgcggggatg aggtgtgggt agcggagaaa
  4394461 ttccaatcga acctggagat agctggttct ccccgaaata gctttagggc tagccttaag
  4394521 tgtaagagtc ttggaggtag agcactgatt ggactagggg tcctcatcgg attaccgaat
  4394581 tcagtcaaac tccgaatgcc aatgacttat ccttaggagt cagactgcga gtgataagat
  4394641 ccgtagtcaa aagggaaaca gcccagaccg ccagctaagg tcccaaagtg tgtattaagt
  4394701 ggaaaaggat gtggagttgc ttagacaact aggatgttgg cttagaagca gccaccattt
  4394761 aaagagtgcg taatagctca ctagtcgagt gactctgcgc cgaaaatgta ccggggctaa
  4394821 atacaccacc gaagctgcgg attgatacca atggtatcag tggtagggga gcgttctaag
  4394881 gacagtgaag tcagaccgga aggactggtg gagtgcttag aagtgagaat gccggtatga
  4394941 gtagcgaaag acgggtgaga atcccgtcca ccgaatgcct aaggtttcct gaggaaggct
  4395001 cgtccgctca gggttagtca ggacctaagc cgaggccgac aggcgtaggc gatggacaac
  4395061 aggttgatat tcctgtacca cctctttatc gtttgagcaa tggagggacg cagaaggata
  4395121 gaagaagcgt gcgattggtt gtgcacgtcc aagcagttag gctgataagt aggcaaatcc
  4395181 gcttatcgtg aaggctgagc tgtgatgggg aagctcctta tggagcgaag tctttgattc
  4395241 cccgctgcca agaaaagctt ctagcgagat aaaaggtgcc tgtaccgcaa accgacacag
  4395301 gtaggcgagg agagaatcct aaggtgtgcg agagaactct ggttaaggaa ctcggcaaaa
  4395361 tgaccccgta acttcgggag aaggggtgct ttcttaacgg aaagccgcag tgaataggcc
  4395421 caagcgactg tttagcaaaa acacagctct ctgcgaagcc gtaaggcgaa gtataggggg
  4395481 tgacacctgc ccggtgctgg aaggttaagg agaggggtta gcgtaagcga agctctgaac
  4395541 tgaagcccca gtaaacggcg gccgtaacta taacggtcct aaggtagcga aattccttgt
  4395601 cgggtaagtt ccgacccgca cgaaaggtgt aacgatttgg gcactgtctc aaccagagac
  4395661 tcggtgaaat tatagtacct gtgaagatgc aggttacccg cgacaggacg gaaagacccc
  4395721 gtggagcttt actgtagcct gatattgaat tttggtacag tttgtacagg ataggcggga
  4395781 gcctttgaaa ccggagcgct agcttcggtg gaggcgctgg tgggataccg ccctgactgt
  4395841 attgaaattc taacctacgg gtcttatcga cccgggagac agtgtcaggt gggcagtttg
  4395901 actggggcgg tcgcctccta aagtgtaacg gaggcgccca aaggttccct cagaatggtt
  4395961 ggaaatcatt cgtagagtgc aaaggcataa gggagcttga ctgcgagacc tacaagtcga
  4396021 gcagggacga aagtcgggct tagtgatccg gtggttccgc atggaagggc catcgctcaa
  4396081 cggataaaag ctaccccggg gataacaggc ttatctcccc caagagtcca catcgacggg
  4396141 gaggtttggc acctcgatgt cggctcatcg catcctgggg ctgtagtcgg tcccaagggt
  4396201 tgggctgttc gcccattaaa gcggtacgcg agctgggttc agaacgtcgt gagacagttc
  4396261 ggtccctatc cgtcgtgggc gtaggaaatt tgagaggagc tgtccttagt acgagaggac
  4396321 cgggatggac gcaccgctgg tgtaccagtt gttctgccaa gggcatagct gggtagctat
  4396381 gtgcggaagg gataagtgct gaaagcatct aagcatgaag cccccctcaa gatgagattt
  4396441 cccatagcgt aagctagtaa gatccctgaa agatgatcag gttgataggt tcgaggtgga
  4396501 agcatggtga catgtggagc tgacgaatac taatagatcg aggacttaac catataatat
  4396561 gaagcgatgt tatctagttt tgaaggaata tataattttc ttcttgacat ttcgaaagaa
  4396621 atgtttataa tgataaaagt ctggtaatga tggcagagag gtcacacccg ttcccatacc
  4396681 gaacacggaa gttaagctct ctagcgccga tggtagttgg gaccttgtcc ctgtgagagt
  4396741 aggacgtcgc caagcaaaaa cctaagtcga ttcgacttag gtttttttgt gtttattttt
  4396801 atataccaaa tcttaatgag gaaaaagaat gaaaatgagg gtattgagag taatagtaat
  4396861 gattttttgc tttttaagtt ttctaagtgc tctaagtgct cccaaacaat tcttataata
  4396921 ggaactgtta tttctactac aagtatatat tttaaataat gagagtgaaa aaagcgggat
  4396981 aatataaaca agtatttaat tattataata atcgttgcga tacaaaggaa tataaacgat
  4397041 atgctttata ttaattagta cacaaaccag tttgtgtatg atagatctct agaaatatat
  4397101 attctaattt cttatccttc ttgcatatag ttacaattat tcttttgaat ataactaaaa
  4397161 cacgaacgtt attgattagt aataaaaaaa acattcgatt atttgttgac attgtttatg
  4397221 aaatattgtt aatatagcca tagaaagaat aatatataag acctcatata atcgcgggga
  4397281 tatggcctgc aagtctctac ctaacgaccg ttattcgtta gactatgagg gaaagtcact
  4397341 cggtattttt ctattcacaa gggatacgta tgcctgagta gagcgctttc tctcatagta
  4397401 aaagagaaac tgttctattt caggcttttt tatttgaatc ggggggattc taatatgaaa
  4397461 tcactagttg gagtcataat gggaagcacg tcagactggg aaacaatgaa atatgcttgt
  4397521 gacattttag atgaattaaa tataccgtat gagaaaaagg ttgtatccgc tcatcggact
  4397581 ccggattata tgtttgaata tgcagagacg gctcgtgaac gtggattgaa agttattatt
  4397641 gctggagctg gtggagcagc gcatttacca ggaatggttg cagcgaagac gaatcttcct
  4397701 gtaatcggag ttccagttca atcaaaagcg ttaaacggct tagattcatt attatccatc
  4397761 gtccaaatgc caggaggggt tccagttgca actgttgcaa ttggtaaggc tggttcaaca
  4397821 aatgctggtt tacttgctgc acaaatactt ggatcattcc atgatgacat acatgatgca
  4397881 ttagaattga gaagagaagc aattgaaaaa gatgtgcgcg aaggtagtga gctagtatga
  4397941 cgagaatcat tttacctgga aaaacaatcg gcattattgg aggcggccag ctaggaagaa
  4398001 tgatggcatt ggcagctaag gaaatgggat ataaaattgc tgttttagat cctacaaaaa
  4398061 actcaccatg tgcacaagtt gctgatattg aaattgttgc atcatatgac gatttaaaag
  4398121 caattcagca tttagcagag atcagtgatg ttgtcacata tgaatttgag aatattgatt
  4398181 atagatgttt acaatggctt gaaaaacatg cttacttacc gcaaggcagt cagttgttaa
  4398241 gtaaaacgca aaatcgtttt acagaaaaaa atgcaataga aaaagcggga ttaccagtag
  4398301 caacgtatag attggttcaa aatcaagagc agcttactga agcaatcgct gagttatcat
  4398361 atccttccgt cttaaaaaca acgacaggtg gatatgatgg gaaagggcaa gttgttttaa
  4398421 gaagtgaagc tgacgttgat gaagcgcgaa agcttgcgaa tgcagcagag tgtattttag
  4398481 agaaatgggt gccttttgaa aaagaagtat cagttatcgt aattcgtagt gtaagtggtg
  4398541 aaacgaaagt atttccggta gcggaaaata ttcatgtaaa taacattttg catgaatcca
  4398601 tcgttccagc tcgcattaca gaagaacttt ctcaaaaagc aattgcttat gcaaaagtgc
  4398661 tagcggatga actagaactt gtgggaacac tagcggtaga gatgtttgct acagccgatg
  4398721 gtgagattta cattaatgaa ttggcgccaa gacctcacaa ttcaggacac tatacacagg
  4398781 atgcatgtga aacgagtcaa ttcggtcaac atattcgagc aatctgtaat ttacctcttg
  4398841 gagaaacaaa tttgttaaaa ccagttgtca tggtaaacat tttaggcgaa catatagaag
  4398901 gggtcctaag acaagtgaat agattaaccg ggtgctattt acacttgtat ggaaaagaag
  4398961 aagcaaaagc gcagcgaaaa atggggcatg ttaatatttt aaatgataat attgaagtcg
  4399021 ctctagaaaa agcaaagagt ttgcatattt gggaccatca agaacaactg ttggagggaa
  4399081 aaagatgatt agtcgttata cacgcccaga aatgggtgcg atttggacgg aagagaacaa
  4399141 atttaaagcg tggttagaag ttgagatttt agcttgtgaa gcatgggctg agcttggcga
  4399201 tattcctaaa gaagatgtta agaaaattcg tgagcatgca tcatttgata ttgatcgtat
  4399261 ttatgaaatt gaaaaagaga cacgtcatga cgtagttgca ttcactcgtg ctgtatcaga
  4399321 aacaccagca ttaggtgagg aacgtaaatg ggttcattac ggtttaacat ctacagacgt
  4399381 agtagataca gcgttatctt acatcttaaa acaagcgaat gaaatcatat taaaagactt
  4399441 agaaaacttc gtaagcattt tagctaacaa agcgaaagag cataaataca cgattatgat
  4399501 gggaagaaca cacggtgtcc atgcagaacc aacaacattt ggtctaaaac ttggtctttg
  4399561 gtatgaagaa atgaaacgta acgtagagcg tttcaaacaa gctgctaata cagttcgtgt
  4399621 gggtaaacta tctggtgcgg ttggtacata tgcaaatatt gatccattcg tagaaaaata
  4399681 tgtttgtgaa aatttaggat tagaagcagc accaatttca acacaaacat tgcaacgtga
  4399741 tcgccatgct cattacatgt caacacttgc attaatcgca acatctatcg aaaagatggc
  4399801 agttgagatt cgtggtttac aaaagagtga aacacgtgaa gttgaagaag ctttcgcaaa
  4399861 aggtcaaaaa ggttcttctg caatgccaca taagcgtaat ccaattggat ctgaaaatat
  4399921 gactggttta gctcgtgtta tccgcggtta tatgatgaca gcttatgaga atgttccatt
  4399981 atggcatgag cgtgatattt ctcactcttc agcagaacgc gtaattttac cagatgctac
  4400041 aatcgcgtta aattacatgc taaatcgctt tggtaatatc gttaaaaact taactgtata
  4400101 cccagagaat atgaaacgca atatgacaag aacatacggc ttaatttatt ctcagcgcgt
  4400161 aatgcttaca ttaatcgata aaggtatggt gcgtgaagaa gcttacgata tcgtacaacc
  4400221 taaagcgatg gaagcttggg aaacacaagt acaatttaaa gagcttgtag aagctgatga
  4400281 gcgtattacg agcaagttaa cacaagaaga aattaatgaa tgctttaact atgagcatca
  4400341 tatgcaacac gttgatacaa tctttgaacg cctaggatta aacgaagcgt aaaatttcat
  4400401 atggcacaga atagagtcat tctgtgccat tctttataaa aacattattc acatttttca
  4400461 aactacaggg ggcttgcgaa atgcaaaagc tagaattgct gtatgaaggt aaggcaaaaa
  4400521 gaatttatcg tacagaatca gcagatatgg tttgggtaga gtacaaagat agtgcgactg
  4400581 ctttcaatgg ggagaaaaaa gagacgatta caggaaaagg tcgtttgaac aatgagatta
  4400641 caactttatt gttcagaaag ttacaagaag taggaattaa aacacatttt gttgagaagt
  4400701 tatctgagac agagcaactt gttaaaaaag tgagtattat tcctttagaa gttgtcacaa
  4400761 gaaatgtaat tgcaggaagt ctttcaaaac gattaggaat ggaagaggga actgtacttg
  4400821 cagaaccaat cgtagaattt tacttcaaag atgatgattt aggagatccg cttgtaacag
  4400881 aagatcatat tcgtgtatta aacgttgcat cgccagagca agtaagcgta ttacgagata
  4400941 tggctctaca aatcaatcaa gtgttgattg atcatttcgc aagctgccgt gtaagattag
  4401001 tagatttcaa attagagttt ggtgtaacgg atgaaggagc aatcatatta gcagatgaaa
  4401061 tttcaccaga tacttgccgt ttatgggatg aaacgagcaa tgaaaagttt gataaagacg
  4401121 tattccgtcg tgatcttgga aatttaacag atgcttatga agagatttta aaacgtttag
  4401181 ggggaatttc acatgtataa agttaaggta tatgtaacat taagagaaag cgtattagat
  4401241 ccacaaggaa cagcagtaaa aggagcactt catagccttt cattcacaga agtacaagat
  4401301 gttagaattg gaaaatacat ggaattaaca attgataaat cagtatctga ccttgacgca
  4401361 aaggtaaagg aaatgtgtga aaaactatta gcgaacgttg taatggaaga cttccgttat
  4401421 gaagttgagg aggttgtcgc acagtgaaat ttgccgtaat agtatttcca ggttcgaact
  4401481 gtgatgttga tatgttccat gcaattaaag atgagcttgg cgaagaagta gattacgttt
  4401541 ggcacgatac agagaattta gatgaatatg atgcaattct actaccaggt ggtttctctt
  4401601 acggtgacta cttacgctgc ggtgctattt ctcgctttgc gaatgcaatg aaagcagtac
  4401661 agaaagctgc tgagcaagga aagccaattt taggtgtatg taatggattc cagattcttg
  4401721 ttgaatcagg attactacca ggggcattaa tgagaaacga aaacttaaaa tttatgtgtc
  4401781 gaacggttca gttacgtgtt gaaaataatg aaacaatgtt tacatcacaa tatgaaaaag
  4401841 atgaagtaat caatattcca attgcacatg gtgaggggaa ttactattgt gatgaagaga
  4401901 ctcttaaaca attagaagag aataatcaaa tcgcatttcg ttacgtagaa aacccgaacg
  4401961 gaagcgtttc agatattgct ggtattgtaa acgaaaaagg aaatgtactt ggtatgatgc
  4402021 cacacccaga gcgtgctgta gatgaattac ttggcggtgc tgaagggtta aaagtctttc
  4402081 aatctatctt aaaacagtgg agggaaacat atgtcgttaa tgcttgaacc aaatccaaca
  4402141 caaattaaag aagagcgcat atatgcggaa atggggctaa cagacgaaga gtttgccatg
  4402201 gttgaaaaga ttttaggccg tctgccaaat tatacagaaa caggtttatt ctctgtaatg
  4402261 tggtcagaac attgtagtta taaaaattca aaaccagtgc ttcgaaaatt cccaacaaca
  4402321 ggtgagcgcg ttctgcaagg acctggggaa ggtgctggaa ttgtagatat cggtgataat
  4402381 caagcggttg tatttaaaat ggaaagtcat aaccatcctt ctgctattga accatatcaa
  4402441 ggagcagcaa caggcgttgg tggtattatt cgtgacgtat tctctatggg ggcacgtcca
  4402501 gtagctctat taaactcact tcgctttggg gaattacaat caccacgtgt gaaatactta
  4402561 ttcgaagaag tagtagcagg aattgcggga tacggtaact gtatcggtat tccgactgtt
  4402621 ggcggcgaag tacagtttga tccatgttat gaaggaaacc cacttgtaaa tgcaatgtgc
  4402681 gtaggcttaa ttaaccacga agacattaaa aaagggcaag cgcacggtgc tggaaataca
  4402741 gtaatgtacg taggcgcatc aactggtcgt gatggtatcc acggtgcaac attcgcatct
  4402801 gaagagttat ctgaaagctc agaagcgaag cgtccagcag ttcaagtagg agatccattt
  4402861 atggagaaac ttcttattga agcttgctta gaacttattc aatcggatgc acttgttgga
  4402921 attcaagata tgggtgcagc tggtttaaca tcatcttctg cagaaatggc aagtaaagca
  4402981 ggaatgggta ttgaaatgta cttagatgat gtaccgcagc gagaaacagg aatgacacca
  4403041 tatgaaatga tgttatctga atcacaagag cgtatgttaa ttgttgtgaa aaaaggtaga
  4403101 gagcaagaaa tagtagattt atttgagaag tatggtcttg cagccgttac gatggggaaa
  4403161 gtaacggaag acaaaatgct tcgtttattc cataaaggtg aaatggtagc tgaagtgcca
  4403221 gcagatgctc ttgcagaaga agcaccaatt tatcataaac catcaaaaga agcagcatat
  4403281 tttgctgaat tccagcagat gaaaatggaa acaccaaaag tagaaaatta taaagaaacg
  4403341 ttattcgctc tattacaaca accgacgatt gcaagtaaag agtgggttta tgatcaatat
  4403401 gattatcaag ttcgcacaag cacagttgtt acaccaggtt cagatgcagc agttgtacgt
  4403461 gtacgcggta cagaaaaagg attagcaatg acgacagatt gtaactctcg ctacatttat
  4403521 ttagatccag aagtgggcgg taaaattgca gtagcagagg cagcacgtaa tatcgtatgt
  4403581 tctgggggag agcctcttgc aattacagat tgcttaaact tcggtaatcc agaaaaacca
  4403641 gaaatcttct ggcaaattga gaaatcagta gatggtatga gtgaagcttg tcgtacgtta
  4403701 caaacaccag ttatcggcgg aaacgtatca atgtataacg agcgtagtgg tgaagcggta
  4403761 tacccaacac cgacagttgg gatggttgga cttgtacatg atttaaaaca tgtaacaaca
  4403821 caagagttta agcaagccgg cgatttagtt tatgtcattg gagagacgaa agctgagttt
  4403881 ggtggaagtg aattacagaa aatgcttcac ggaaaaattt tcggccaatc accaagtatc
  4403941 gatttagacg tagaattaaa acgtcaaaaa caagtattag cagccattca agctggcctt
  4404001 gttcaatctg cacatgacgt tgctgaaggt ggtttagcgg ttgcgatttc agaaagtgca
  4404061 attggtgcta acggcttagg tgctactgtg aaattagacg gggaagcaac agctgcatta
  4404121 tttgcggaat cacaatctcg cttcgtaata acggtaaaac gtgaaaataa agaagcgttc
  4404181 gagaaagcgg tagaagccat tcaagttggt gaagtaacaa atacaaatga agtaacaatt
  4404241 cataatgaag aaaatgaagt attacttaca gcaaatgtag atgaaatgag aaaggcttgg
  4404301 aaaggggcaa tcccatgctt gctgaaataa aggggttaaa cgaagaatgt ggcgtattcg
  4404361 gaatttgggg gcatgaaaat gcggcacaag tttcatacta cggattgcac agtttacagc
  4404421 accgtgggca agaaggcgca ggcattgtcg taaataatgg ggaaaaaatc gtcggtcaca
  4404481 aggggttagg tttaatatcg gaagtgtttt caagaggtga gctagaagga ttgaatggaa
  4404541 aatcagcaat cgggcatgta cgatacgcga cggctggtgg aagtgaagta gctaacgttc
  4404601 aaccattatt attccgtttt tctgatcata gtatggcatt agctcacaac ggaaatttaa
  4404661 ttaatgcaaa aatgcttcgc cgcgaattag aggcagaggg aagtattttt caaacaagtt
  4404721 cagatacaga agtactttta catcttatta aacgtagtac gaaagattcg ttaattgaaa
  4404781 gtgtaaaaga ggctttaaat aaagtgaaag gtgcgtttgc gtatctttta ctaactggaa
  4404841 atgaaatgat cgttgcgtta gatccgaatg gtttccgtcc tctttcaatt ggaaagatgg
  4404901 gtgatgctta cgttgtagca tcagaaacat gtgctttcga tgtagtaggt gcaacataca
  4404961 ttcgtgatgt agaaccgggt gaattactta tcatcaatga tgaaggaatt cacgtagatc
  4405021 gttttacaaa tgaagtagat catgcaattt gtagtatgga atacatttac tttgcacgac
  4405081 cagattctaa tattgctggt attaacgtcc atgcagcacg taaaaacatg ggaaaacgtt
  4405141 tggcggcaga agctcctatt gaagctgatg ttgttactgg tgtgccagac tctagtattt
  4405201 cggcagcaat tggttatgcg gaggcgacag gtattccata tgagttagga ttaattaaaa
  4405261 atcgttacgt tggacgtaca tttattcaac cttctcaaga actgcgcgag caaggggtta
  4405321 agatgaagct ttcagcagta agaggggtag ttgaaggaaa acgagttgtt atgattgacg
  4405381 attctatcgt aagaggaaca acaagtaaac gaattgttcg catgcttcgc gaggctggag
  4405441 cgacagaagt tcacgtaaga attgcttcac cacctctgaa atatccatgc ttctatggta
  4405501 ttgatattca aacgagaaaa gaattaattg cagcaaatca tacggtagaa gaaattcgtg
  4405561 aaatgatcgg tgcagactca ttaacatttt taagtgaaga tggattagta gatgcaattg
  4405621 gacgtccata tgaagggaaa tatggcggcc tatgtatggc ttactttaat ggggactatc
  4405681 caacagctct ttatgattat gagcaagagc ttttagaaag tatgaaataa gaaaaatgaa
  4405741 aaaagcttct acttcttttg atgtagaagc tagcttcttt tttataaata gcccgccctg
  4405801 gatggggaga aattaaaaga cgaggtgtaa ataacgatgg cgaatgcata taagcaagca
  4405861 ggagtagata ttgaagctgg atatgaagcg gtatctcgca tgaaaaaaca cgtacaaaca
  4405921 actatgagaa aagaagtact aggcggttta ggcggttttg gaggtatgtt tgatctatca
  4405981 aaatttgcat tagaagaacc tgtattagta tctggaacag atggcgtggg aacgaaattg
  4406041 atgctcgctt ttatggcaga taaacatgac acaattggta ttgatgcagt agcaatgtgt
  4406101 gtaaatgata ttgttgtcca aggagcagag ccgcttttct tccttgatta tattgcttgt
  4406161 ggtaaagctg aacctagtaa aattgaaaac atcgtcaaag gtatatcaga gggctgtcgc
  4406221 caagcaggtt gtgctttaat tggtggagaa acagctgaaa tgccaggaat gtattcgacg
  4406281 gaagaatacg atttagctgg ttttacagtt ggaattgttg ataaaaagaa aattgtaaca
  4406341 ggtgaaaaaa ttgaagctgg tcacgtatta atcggcttag catctagcgg tattcatagt
  4406401 aatggttact ctttagtacg aaaagtatta ctagaagatg gagaactatc tttagaccgc
  4406461 atttatggac gcttagagct acctcttggt gaagaattat taaaaccaac gaaaatttat
  4406521 gtcaaaccta ttttagaact attgaagaat catgaagtat acggtatggc gcatattaca
  4406581 ggtggcggat tcattgaaaa tattccacgt atgttaccag aaggaatcgg tgcagaaatt
  4406641 gaattaggat cttggaaaat tcagccgatc ttcagtttac ttcaagaagt tggaaagcta
  4406701 gaagagaaag aaatgttcaa tatttttaac atgggtattg gtatggtagt agcagtgaag
  4406761 gaagaagatg caaaagatat cgtccgtctc cttgaagagc aaggggaaac agctcgtatt
  4406821 attggacgta ctgtacaagg agctggcgtt accttcaatg ggggcaaagc actatgagta
  4406881 gattagcagt ttttgcttct ggaagcggat ctaactttca atctctcgtt aatgcggtag
  4406941 aagaaaaaga ttggatgcag aaattagttt attagtatgt gataaaccag aagcacgcgc
  4407001 tgttgggcga gcgaattatc atcatattcc gtgttttgct ttttcagcga aagcatatga
  4407061 gtcaaaagaa gcatttgaaa aagaaatatt aaacaagcta gaagagtatg aaattgatta
  4407121 tgttatttta gctggatata tgcgtttaat cgggccgact ttactagaag cttacggcgg
  4407181 aaggattatt aatattcatc catcattatt accaagtttt ccaggtaagg atgctgtcgg
  4407241 ccaagcgtta gaagcgggtg tgaaagtaac tggagtaacg attcattatg tagatgcagg
  4407301 tatggataca gggccaatta ttgcgcaaga agcagtagtt gtttctgaag gtgatacgag
  4407361 agaaagctta caaaagaaaa ttcagcaagt tgaacataaa ttatacgtaa atacagtgaa
  4407421 tcaaattgtt caatctacga aagaaccaac tgttaattaa catacaacca ggggtgaagg
  4407481 ataaatgaaa aagcgtgcat tagtaagtgt ttcagataaa acaggagtag tagaatttgt
  4407541 taaaggttta ctagaacaag ggatcgaagt tatatcaaca ggtggtacga aaaaattact
  4407601 agaagaaaac ggcttacaag taatcggtat ttctgaagta actggtttcc cagaaattat
  4407661 ggatggtcgt gtgaaaacat tacatccaaa tattcatggt ggtctattag cagttcgtga
  4407721 taatgaaaca catgtagcgc aaatgaatga attaggtatg gagccgattg attttgttgt
  4407781 cgttaactta tacccattca aagaaacgat cgctaagcct gatgtaacat ttgctgatgc
  4407841 aattgaaaat attgatatcg gtggcccgac aatgattcgc tctgctgcga aaaatcataa
  4407901 attcgtatct gtaattgtag atccagtaga ttatgatgtt gtattagctg aattaaaaga
  4407961 gaacggtgaa gtagcagagg aaacaaaacg taaactagca gcgaaagtat tccgtcatac
  4408021 agcagcgtat gatgcgttaa tttctaacta cttaacagag caaatgggtg aagaaagtcc
  4408081 agaaacatta actgtgacat ttgagaaaaa gcaagactta cgttatggcg agaacccaca
  4408141 tcaaaaagca actttctata aagcgccatt cgcagcaact tcttctgttg catacgcaga
  4408201 acaattacat ggcaaggaat tatcgtataa caatattaac gatgcagatg cagcgcttag
  4408261 tatcgtgaaa gaatttacag aaccagcagt agtagcggta aaacatatga atccatgtgg
  4408321 tgttggagta ggtacggata ttcatgaagc atacacacgt gcttatgaag cggatccagt
  4408381 atccattttt ggaggaatta ttgcagcgaa tcgtgaaatt gataaagcta cagctgaaaa
  4408441 gttacacgaa attttcttag agattattat cgcaccttct ttctcgaaag aagctttaga
  4408501 agtactgcaa agtaagaaaa acttacgttt attaactgta aatattgaaa aagcgacaag
  4408561 cgcaagcaaa aaattaactt ctgtacaagg tggccttctc gttcaagagg aagatacgtt
  4408621 atcattagat gaaagtacaa tttcaattcc aacgaaacgt gaaccttcag agcaagaatg
  4408681 gaaagattta aaactagctt ggaaagttgt aaagcatgtg aaatcaaatg caattgtttt
  4408741 agcaaaagat gatatgacaa ttggtgtcgg tgctggacag atgaaccgtg taggttctgc
  4408801 aaaaatcgca attacacaag ctggcgaaaa agcacaaggt agcgcacttg catctgatgc
  4408861 tttcttccca atgccagata cagtagaaga agcagcaaaa gcaggaatta cggcaatcat
  4408921 tcaaccaggc ggatcaatcc gtgacgaaga ttctattaaa gtggcggata cgtatgggat
  4408981 tgctatggtg ttcactggcg tacgtcattt caaacactaa tagaggaagt ttaaaaagtc
  4409041 cggttaagat aaccttcctt tttaaacttt gattgatatg aaaaaacaaa ctaggagcat
  4409101 agcttctagt ttgtacttat ttaaatattg ggggatgaaa tatgaatgtt ttagtaattg
  4409161 gccgcggtgg gcgtgagcat gctttagctt ggaagtttgc acaatctgaa aaagtagaaa
  4409221 aggtatatgt agcaccaggt aatgaaggta tgcgtgatgt tgcaacacca attgatattg
  4409281 atgaaaatga ttttgatgca ttagttttat ttgcgaaaga gaaccatgtg gaattaactt
  4409341 tcgttggacc agaaattcca cttatgaatg gaattgttga tcgttttaaa gaagagggac
  4409401 ttcgcgtatt tggtccgaat aaagcagctg ctgttattga aggtagtaaa gcttttacaa
  4409461 aagagcttat gaaaaaatat aatattccaa ctgcagcgta cgaaactttt acagattatg
  4409521 aagaagcagt acagtacatt gaaaaagttg gtgcaccaat tgttattaaa gcggatggtc
  4409581 tagctgctgg taaaggtgta acagtagcga tgacgcttga agaggcatta caagctgcga
  4409641 aagaaatgct gcaagatgta aagttcgggg aagcgagtaa gaaagttgtt attgaagagt
  4409701 ttttagatgg acaagaattt tcattaatgg catttgtgaa tggaacaact gtacatccga
  4409761 tggtaattgc gcaagatcat aaacgagctt ttgatggtga taaaggtcca aatactggcg
  4409821 gaatgggtgc atattctcca gtaccacaaa tttcggagtc agcagttcaa gaggcgattg
  4409881 aaacggtgtt atatccaact gctaaagcaa tgatccaaga aaatcgatcg tttacaggaa
  4409941 ttttatatgc gggacttatt ttaacaaatg atggtccaaa ggtaattgaa tttaatgcac
  4410001 gttttggcga tcctgaaact gaagttgtat taccccgttt agaaaatgat ttagtggatg
  4410061 tatgtaacgc tgtattagat gaaagtgagt taacgttaca atggtcagat gaagccgtaa
  4410121 ttggtgttgt acttgctgcg aaaggatatc cggaagcata taaaaaaggt gacattatta
  4410181 aagggctaga tgcattgcaa gatgtgattg ttttccatgc aggtacagca atgaaacgtg
  4410241 gtgactttgt aacgaacggt ggccgtgtat tatttgttgc ttgtaaggcg aatagtttac
  4410301 aagaagcgaa agataaggtg tataaagaaa tcggtaaaat tgagagtgat gttctatttt
  4410361 accgaagtga tataggatat cgtgcaattg ggcatgagat gacgagaagt taatatgtaa
  4410421 aaatcccgct gattcctcag cgggattttt atgcatcttt atcttttttt aatttacctt
  4410481 tttgctttgc catttctcga agtaaatact cgatgtgtgc attgacgcta cgaaactcat
  4410541 cattcgccca tttttcgatg actgcatgta attcaggatc aatacgtaat ggaaagcttt
  4410601 tctttttagc cataatgatt tacaaccttt tagtataggc ttcctgtatt aatgactggt
  4410661 tgcgcacctt tatctgaaac gatggcaact aataagttgt ttaccatatt tgctttacgc
  4410721 tcgtcatcta attccagtac gccttcttca tctaacatat ggattgaatc tttagccatc
  4410781 ttcacagcac cttcaacaat ctcttttcta gcagctaata ctgctttcgc ttgttgacgt
  4410841 tgtaacattg catgggcaat ttccgttgcg taagctaggt gcgttaaacg agtttctaat
  4410901 acttctacac cagcaatttc aagacgtgct tctaactcac gctttaattc ttcagagatt
  4410961 tcttcagtat ttccgcgtaa cgtgatgcaa gtttcatctt ggaaattgtc ataaggatat
  4411021 ttcgttgcga cgtggcggat tgccgtttcg ctttgaattt ctacaaatcg atcgtaatgt
  4411081 tcaacgccga acattgcttt tgcagaatca acaactttat atacgataac agcggcaatt
  4411141 tcaattggat ttccgtcgac atcatttact tttaattttt tactgttaaa gttttcaaca
  4411201 cgtaacgata cagtttgacg gaatgcgaac ggaatcgtta aaaataaacc gttttgacga
  4411261 attgttccta aataattacc gaagaacgta ataacttttg cttggtttgg ttgaacaata
  4411321 ccaatacctg tagcaagaac tgcggctaaa ataatagtta atgctgctcc tataaaaatt
  4411381 tcttgtataa ggaaaaatac accgatagcg gctaaaatca aaattccaat aatcccaaga
  4411441 aaaccattaa cataaaatac ttgtttttct ttcatatgat cgcctcctga tataaaaatg
  4411501 atatcacttt tatatcattt taagcaaggg gtttacatct agttttctga attttattga
  4411561 ttatgtatat tttaacactt aaaataagaa tgtatgttct gttttatggt aaaataaaga
  4411621 agacttaacc gcccactgca gcagctaagt ctctttgaga gcatcttgca tcgtgacaaa
  4411681 tgattcaaag cggttttgcc aggattatat cttcaatcgc tgactcaatc tctttgtcag
  4411741 aagcgtcata acttccattt gactgtggtt tgtcgtgatt ggaagtttga ttcacttctt
  4411801 ctttagtatg tcccttttca gcaaaattca tgctaggcat tttaaatgcc cccatgttca
  4411861 tgtattttcc gaatttccac atttcaacaa caggacagaa acgaacaatt ccctctgcaa
  4411921 ctttcattgc accaatccat agcaaaatgt tagaccaagt gcaccaaggt ttgcgtacga
  4411981 gtttcgttgc actacaaccg aagaggacaa gtccgagtgt aattcgaatt agggcattta
  4412041 ttgtaccgat attttgcttc attagaaaaa cactcctttt tatgaaagtt gaaatagata
  4412101 acactatttc tcctattagt atcccgtttg atttttggga tatgtaatcc aacatttgac
  4412161 gtggaaaaag atgttggatt gtgcgtgtgt gtaagtagtt tttttgttat aatgaaagaa
  4412221 tgcataaaag gaagttcaaa agtaaatcct ctcgtttaaa aaatgtggaa gaggaaattc
  4412281 caaacttaat tctccgtttt aaacaaatat ttaagatgaa gtaaaaaatc ctaatgaaaa
  4412341 taaactgtta ttttgaacag aaatatatac aacttgagaa aagaaagggt gttttcatgt
  4412401 acgatatttc cgggtggaaa catgtattta agcttgatcc gaataaggag ctaagtgacg
  4412461 aacatttaga aatgatttgt gagtctggaa cagatgctgt tattgtaggc ggaagtgatg
  4412521 gagtgacaat tgataatgta ctacacatgc tagttagcat tcgtagatat gcagttcctt
  4412581 gtgtgctaga ggtttctgat gtagaagcaa ttacaccagg attcgatttt tattatatcc
  4412641 caagcgtttt aaatagccga aaggtagaat gggtaacagg cgttcatcat gaggctttga
  4412701 aagaatttgg ggatattatg gattgggacg aaattttcat ggaaggatat tgtgttttaa
  4412761 atcctgaagc gaaggtagca cagcttacag atgcaaagtg tgatgtaaca gaagatgatg
  4412821 tgattgcata cgcgcgttta gcagacaagc tattacgttt accgatattt tatttagaat
  4412881 atagcggtac gtatggagat gttgaacttg ttaaaaatgt aaaagcagaa ttgaaacaag
  4412941 ctaagttata ttatggcggt ggtatttcta atgctgaaca agcgaaggaa atggcgcaac
  4413001 atgctgatac agtagttgtt ggaaatatta tttatgatga tataaaagca gcgttaaaaa
  4413061 cggttaaagc agtaaaagga gagtaggtgc aggcgtatat gagtatgaca gataggttat
  4413121 taaatggttt aaacccgcaa caacaaaaag cagtacaaac aacgaacgga ccacttctat
  4413181 taatggcagg cgcaggtagt ggtaaaacac gtgtgttaac acatcgtatt gcgtatttac
  4413241 ttggtgaaaa aggagtagca ccgtggaatg tactagctat tacctttaca aataaagccg
  4413301 ctcgtgaaat gcgcgagcgt attgatacac ttgtcggacc agaagccgaa gatatttgga
  4413361 tttctacgtt ccactctatg tgtgtacgta ttttacgacg tgatatcgat cacattggta
  4413421 ttaatcgtaa ctttacaatt ttagattcgg gtgatcagtt aactgtggtc aaaaaaatta
  4413481 tgaaagagcg caatattgat ccgaagaaat ttgagccgcg ctctattttg gctggtatta
  4413541 gtaatgcgaa aaatgaactg ttatctgcgg ataagtatgc aaagaaaatt acaattgctg
  4413601 atccatatga aaaattaacg agcgatgtat atacagaata tcaaaaacgt cttttgaaaa
  4413661 ataactcatt agactttgat gatttaatta tgacgacgat tcaactattt gaacgtgttc
  4413721 cagaagtact agagttttat cagcgcaaat tccagtatat tcacgtggat gagtatcaag
  4413781 atacgaacaa agcgcagtac cttcttgtta aacatttggc agcacgtttt aaaaatttat
  4413841 gcgttgtagg tgactcagat cagtcaattt atcgctggcg tggtgcggac atttccaaca
  4413901 ttttgtcatt cgaaaaagac tatgagaatg cgcaagttat tctgttagaa caaaattatc
  4413961 gttcgtcaca aaatatttta aatgcagcga atgctgttat tgaaagaaat acgaatcgta
  4414021 aaccgaagaa gttatggaca gataatgaag ttggaagcaa aatctcgtac tatcgtgctg
  4414081 caacggaaaa ggacgaggcg tactttgttg cgaaaaaaat tcgcgacgat attcaaatgg
  4414141 gaaaacgaaa atatactgat tttgcagtgc tatatcgtac aaatgcgcag tctcgtatgg
  4414201 tcgaggagat tttcctgaaa tctaatattc cttacaaaat tgtcggcggt acgaagttct
  4414261 acgaccgtaa agagattaaa gacattttgg cgtatttacg tttaattggg aatccagatg
  4414321 atgagattag ttttgcgcgt attattaacg tgccaaagcg cggaattggt gcgacttcta
  4414381 tcgacaaaat tattaattat ggtgtacaaa atggaatttc tttaactgct gtattcgatg
  4414441 agattgagca tgttggagta agtgcaaagg ttacaaaggc agtaaaagaa ttcgcaggtt
  4414501 tattacacaa ttgggtaaat atgcaagagt atttatctgt tacagaattg gtagaagaag
  4414561 tgattgaaaa aacaggctat cgcgatatgt tgaaaaatga gcgtacgtta gaagcagaag
  4414621 gtcgtctgga aaacttagat gagtttttat ctgttacgca aacatttgaa tctcaaagcg
  4414681 aggataagag ccttgttgca ttcttaacag acttagcact tgttgcagat attgatcgtg
  4414741 tagatgaaga cccaactgct ggtgaggaag ttattttaat gacgatgcac tcagcgaagg
  4414801 ggttagaatt cccagttgtc tttattgttg gtttagagga aggaatattc ccacatactc
  4414861 gttctctaat ggaagaagat gaaatgcaag aagagcgtcg tcttgcttat gtaggtatta
  4414921 ctcgtgcgga agaagagttg tatttatcaa atgcacaaat gcgtacttta tttggtagaa
  4414981 caagtatgaa tgccgcatcg cgatttatta cagaaatccc gacagaacta gtagaatcat
  4415041 taaatgaaac agcaccgaag cgtgaaactt cgtttggtgc aaaaggaaga gtggcaagta
  4415101 gcagtaaaac gacaactaca acacgttctc gctcagcttt cgcacgtcct gcagctaaga
  4415161 cgacaggcgg cgaacaaatt ggctgggcag taggtgataa agcttcccac caaaaatggg
  4415221 gagtcggtac agttataagt gtaaaaggtg aaggtgatgc aaaagaatta gatattgcgt
  4415281 tcccaagccc aattggtgtt aaacgtttgt tagcaaaatt tgcacctgtg acgaaacaat
  4415341 aggaaaggaa tgaggatatg tcaaaagaga tagcaaaaaa acgtatagaa gaactacgtg
  4415401 atttgttaaa tacatttaac tatcaatatc acgtattaga caatccttct gtttctgatg
  4415461 cggagtatga ccgtaatatg caggagctta taaaattaga agcagagaat ccagagttta
  4415521 tgagtgaaga ctctccctct attcgagttg ggggaacggt tcttgatata tttgaaaaag
  4415581 taacacataa gtcaccgatg ttaagtttag gaaatgcatt taacgaagga gatttacgtg
  4415641 attttgacag acgagtacgt caaggaattg atgatgcgaa tgtaagatat atatgcgaat
  4415701 taaaaattga cggacttgct gtttcacttc attatgaaaa aggacgcttc attcaagggg
  4415761 caacacgtgg tgatggtgta acaggtgaag atattaccca aaatttaaaa acgattaaag
  4415821 caatcccgct tcgtttaaat gaagaagtaa cgttagaagc acgaggcgaa gcttatatgc
  4415881 cgaagcgttc attcgttaag ttaaatgaag aaaaagagca aaatggtgaa gatgtatttg
  4415941 cgaatccgcg taatgcggca gcaggttcaa tccgccaact tgatccgaaa attgcagcga
  4416001 agcgtaactt atctatgttt gtatacggtc ttgcgaatgt agaagaaaaa acaatcccat
  4416061 cacatagtga atcgcttgat tacttaggtg aacttggatt caaaacaaat ccaaatcgtc
  4416121 gtacatgtga aacaattgaa gaagttatag cttatgtaga agaatggcaa gaaaaacgtc
  4416181 cgcatcttga ttatgagatt gatgggatcg ttataaaagt agatgatgtt gctcttcaag
  4416241 aaagtctagg aactacagca aagagtccaa gatgggcgat tgcttataaa ttcccagcgg
  4416301 aagaagttgt aacaagatta acgggcattg aattaagtgt tggtcgtaca ggagttgtaa
  4416361 caccgactgc agagctagag ccagtgcgag tggctggtac gatcgttcgt cgtgcttctt
  4416421 tacataacga agatttaatt cgtgaaaaag atattcgaat tggtgactac gttgttgtga
  4416481 agaaagctgg agatattatt ccagaagttg taaatgttat ttttgataag cgtactggtg
  4416541 gggaagaaga atatcatatg ccaacgcatt gcccagcatg tgagagtgaa ctagttcgtt
  4416601 tagaagaaga ggtagcactt cgttgtataa atccaacttg tcctgctcaa attcgagaag
  4416661 ggttaatcca tttcgtttca agaaatgcaa tgaatattga tggtcttgga gaacgtgtta
  4416721 ttacacaact ctttgatgct gattatattc gtacatttgc ggatttatat tcgttgacga
  4416781 aagagcaatt attacagtta gaacgattcg gagaaaaatc agcaacgaat ttagtacaag
  4416841 caattgagaa ttctaaagaa aactcattag agcgattatt attcggtctt ggtattcgcc
  4416901 atgtcggagc gaaagcagca cgtacatttg cagagcattt cgaaacgatg gatgcacttg
  4416961 tgaaagcgac ggaagaagaa ttaaaagcaa ttaacgagat tggtgaaaaa atggctcaat
  4417021 ccgtcgtggc gtattttgat aatgaagacg tattagagct attacaacaa tttaaagagt
  4417081 atggcgtgaa tatgacatac aaaggtataa aaattgctga tttacaaaat gttgagtcgt
  4417141 actttgcagg aaaaactgtc gttttaactg ggaaattaga agttatggga cgtagtgaag
  4417201 cgaagaagaa gattgaggca ttaggtggaa aagtaacagg aagtgttagt aaaagtacgg
  4417261 atttagttgt cgcaggtgaa gcggcaggtt cgaaattagc acaagcggag aaacataatg
  4417321 ttgaggtttg gaatgaagag aggttcttac aagagctaaa taagtaagag gtgcaaactt
  4417381 accatgaaaa aaatagcatt agcggtatta agccttggcc tacttgtaag tgggtgtagt
  4417441 gcaggtgccg ataaagatga aaaagtggtt gagaaatcgg ggaaagcaaa agagcaagta
  4417501 atcgtcccaa attactctat ttcggatgaa tattataaga cgactattcc atttgaagga
  4417561 ggaaatgcac gtggcttagt tgtgcaagga gtaagtaatc gtcttgatat agatgaattt
  4417621 gaaacaggat taatgcgtat tgcgaaagaa tcatttagta cgaaagataa tgttttaaaa
  4417681 ggcggaaagt ccctaactac tcagtatata cagatgcttg ttaaaagaaa acgtacagat
  4417741 gcagaacaaa aggaactaga agatacatta aaaaaagatg cggttaaatt cccgaacata
  4417801 gggttaaatc ccgcattagg tgcaggatcc gaatcattag aggcgaaaaa taaaaaaaat
  4417861 ccaatatata tttccaatat tttagaacat gattattatg tgaacaaaga caaaaaagat
  4417921 gagcgtagtg gtattgtagt tggattagcg atgaattcgg ttcattatta tgaggaagag
  4417981 catgggtatc cgcgtgaggt tacaatttcg aatgaaaaga tgttagctga agggaaaaaa
  4418041 atggtgccag aaatcttgaa agttatgcat caacaagatc ctgagacaaa aaaccttccg
  4418101 ataacatttg cgatttatcg tcaggctcca aagtcttcgc tcgtaccagg taactttgtt
  4418161 tcttatggga atgtcgaaaa aggtagtgaa acggttgagg attggaaaca aattaatgag
  4418221 aaatattatt tgttcccatc tgaacaagcg aaaacagata ataaacgtga agacttggcg
  4418281 agagtatcaa acttcaaggc aaaattaagc gattatttcc aaggtgacta tacagctgtt
  4418341 atcggtactg gtatgtatag agacgatgaa ttaagagaaa taaagcttga tattcctgtc
  4418401 cagtttaatg ggaaagcaga aataattggc tttacacaat atgtagccgg gcttgttatg
  4418461 gaatatttcc cgaattatat gaaagtacaa gtaacgatta aatctgtaga acgtccagaa
  4418521 gcgattatta tacgtgaagc gaagcaagat gaaccgtatg tgaaaatttt agattaagta
  4418581 gaagggccgt tcctttatgg aacggctttt tttcttgggt aattttgtta taatttaaaa
  4418641 tgttataaat aatggggtaa ggggtaaagg gcatggatga attaagtttt caagtcatta
  4418701 ttttattaat tgcattcggt tttttagcag cttttattga ttcagttgtt ggtggtggag
  4418761 gattaatttc gcttccggcg cttatgtttg ttggtttacc accagcttcg gcaattgcaa
  4418821 cgaataaatt agctgcaacg atggggacgt ttacgagtgc gatttacttt attcgatcgg
  4418881 gaaaggtcga ttttaaaatt gtaggaaagt taatcccgtt aactgttata ggagcagtag
  4418941 caggtgcttt agtagtaaag tttattccgc cggatatttt acgtccgtta gtgcttgtaa
  4419001 tgttggtgtt tattgctatt tatattattg cgaaaaagga ttggggaagt gtctctacct
  4419061 ataagaagat gacgaaaaga aaaacattaa tatttttctt tgttatttta atgatagggt
  4419121 tttacgatgg attttttgga ccaggaacag gatccttttt aatttttgca tttttattaa
  4419181 ttggtttgga ttttattcaa gcggcagcat ctggaaaact tttgaatttt gttagtaata
  4419241 tcgtatcgtt aatcactttt ttatttttag acgtaattca ttttgaatac ggtattatta
  4419301 tggggttatc gatgattttt ggcgcttatt ttggatcgaa gtttgcagtt caaaaaggtg
  4419361 ttggatatgt aagagcttta tttttgttag tgactatttt attgattagc aaaaacgttt
  4419421 tggaatatac tcatattttg tagagttata catttgtata actctgtttt tttattatat
  4419481 tttaaaaatt aattaatttt taaaatataa gtctaggaat atttgaataa atctaaatta
  4419541 tcgtgtagaa taatgttgta aaatgtaaac gtttttctaa ggggaggcta aaaataatgg
  4419601 tagtagcata caaacatgag ccatttacag atttttcagt agaggctaac aaattagcgt
  4419661 ttgaagaagg tttaaagaaa gtagaatctt atcttggaca agactatcca ttaattattg
  4419721 ggggagaaaa aatcactaca gaagacaaaa ttgtttctgt aaaccctgca aataaagagg
  4419781 aacttgttgg tcgcgtttca aaagcaagcc gtgagttagc tgaaaaagca atgcaagtag
  4419841 cggatgaaac attccaaact tggagaaagt caaaaccaga aatgcgtgca gacattttat
  4419901 tccgtgctgc agcgatcgtt cgtcgtagaa aacatgaatt ctctgctatt cttgtaaaag
  4419961 aagcaggtaa accgtggaat gaggcagatg ctgatacagc agaagcaatc gactttatgg
  4420021 aatattatgg tcgccaaatg ttgaaattaa aagacggaat tccagtagaa agccgtccaa
  4420081 ttgaatataa tcgtttctct tacattccat taggagtagg tgttatcatt tctccttgga
  4420141 acttcccatt cgcaattatg gcaggtatga caacagctgc tttagtttct ggtaacacag
  4420201 tattactaaa accagctagt acaactcctg tagtagcagc gaaattcatg gaagtattag
  4420261 aagaagctgg cttaccagct ggcgtagtaa acttcgtacc aggtaatggt tctgaagttg
  4420321 gtgactactt agtagatcac cctcgtacac gcttcattag cttcactgga tctcgtgatg
  4420381 taggtatccg tatttatgag cgcgcagcga aagtaaaccc aggccaaatc tggttaaaac
  4420441 gcgttatcgc tgaaatgggt ggtaaagata caattgttgt tgataaagaa gcagatcttg
  4420501 aattagcagc taaatctatc gttgcatcag cattcggatt ctcaggacaa aaatgttctg
  4420561 catgttctcg tgcagtaatc cacgaagatg tatacgatca cgtattaaat cgtgctgttg
  4420621 aattaacgaa agaattaaca gttgctaacc cagctgtatt aggtacaaac atgggtcctg
  4420681 ttaatgacca agctgcattc gataaagtaa tgagctatgt tgcaattggt aaagaagaag
  4420741 gtagaatttt agcaggtggc gaaggagacg actctaaagg ctggttcatc caaccaacaa
  4420801 tcgttgctga cgttgcagaa gatgctcgcc taatgaaaga agaaatcttc ggaccagtag
  4420861 tagcattctg taaagcaaaa gactttgatc atgcacttgc aattgcaaac aatacagaat
  4420921 acggtttaac aggagcagtt atctctaaca accgtgatca tattgaaaaa gcacgtgaag
  4420981 acttccacgt aggtaactta tacttcaacc gtggatgtac tggtgcaatc gtaggatacc
  4421041 aaccattcgg tggctttaac atgtctggta cagactctaa agctggtggt cctgactact
  4421101 tagcgcttca catgcaagca aaaactactt ctgaaacttt ataagaaata gtagaagaga
  4421161 tcttcgcagt ctgcgaagat ctcttttttt gaaaaatttt ttatatgtgg attaacatag
  4421221 taatcagtag aaaaactaat aaagtaataa ggtttatttc agcaaaatga ggtatattta
  4421281 tatttgctga atagattctc tttaaagaca agaaaagtag gtgaacaaag tgggaaaata
  4421341 tcaattggat tataaaggcc aggtagctgt cgcgaagttt catgaaaaac agacgcctgt
  4421401 caaatttgat aaaaagcagc aaattgaaaa attgcgtgcg gagtatttga aaaagaaaca
  4421461 aaaacaaaca gataaataat aggagaaatt agttaatttg cattaaaaaa cacttaccat
  4421521 atattactat ttggtaagtg gaactagcta aaacctattc atatcgggat aaacatgtaa
  4421581 atagaaataa aacaatgaga aaagttgact tattagtcac atttttttgt attcatttta
  4421641 aggatttcct gtataataca atttgaaaga aaatctatag tttgacaaga aacactcttt
  4421701 tcggttttgc tcactgaaga gagtgttttt ttgtagctaa aaactcctct gtactcatta
  4421761 catttgcata tacgccgttt aaactagcta aaattgtgtt atgaatataa acggctggta
  4421821 tagtagcatt cttaaaagaa aggtcttttg tagcacaagc atcatgtata acagtacatt
  4421881 gcaagccgaa atcaaaggca gcccttacgg tagcatcaat acacatatga gtcatcatcc
  4421941 cgcatatgac gacgtgctca atagctaaac gttgtaattg ttttagaaga tcagtttcgc
  4422001 gaaaactatt tggataatgc ttgagtataa ctgattcttc tctaagtggg cgtacgcttt
  4422061 catgaatatg tacaccttct gtattgggta ggaaaaaagt tgcgtcctct tttattgata
  4422121 tatgttggat atgaaaaata ggttcgtttt tctttctaaa gagctgtagt agttggctgg
  4422181 catatgcgct tgcttctgct ggattacgta attccatctt tccgtgtgga aaataatcat
  4422241 tttgaatatc aacgagtaaa agagctgttt tcatatattt atcttcctcc aatttcatat
  4422301 tcaaataatg gtattcaatt agtagagaag attatccttt taaaaaatat gcaagaggag
  4422361 aattttacat aactttaaag gttactattt tctattaaat ttttcatctg aaaattttaa
  4422421 taaagaaata attaatattt ttctaaaaaa tgtattgact cttattattc tgagttctat
  4422481 aatgagaatt aattaaacga caattaaatc gatacattct tatccagaga ggtggaggga
  4422541 ctggccctac gatacctcag caacgggttt ttttaatacc gtgctaactc cagcaagcca
  4422601 tataaaggct tggaagatga gaagatgtga ccgagtacat ataagtgctc tccttcttat
  4422661 ctttatggtt gataagaagg agagcacttt ttattttacc tcgagagctc tacttcaagt
  4422721 ttttacagca tataggaggg ggaaaaatga tttcttttaa taatgtaagt aaagtatatg
  4422781 aatcaggtgg gcaatctgtt catgcggtgg aggatgtaac gttatcagtt gagaaaggcg
  4422841 aaatttttgg cattatcggt tttagtggcg ctggaaagag tacattatta cgcctagtaa
  4422901 acatgttaga gagaccaacg gcaggaacga tttcaataga tgataaagat attacatcat
  4422961 tatcgacgaa agaattacgg aagctaagac aaagaatcgg gatgattttt caaagtttta
  4423021 atttatttaa ttcaagaaca gtgtttggga atattgctta tccattaaag ttagcaaaag
  4423081 taccaaagaa tgagataaaa gaaagagtaa atgaattgct gaagtttgta gggttagaag
  4423141 ataaggcaaa caattatcca gagcagctat caggcggaca aaagcagcgt gtaggtattg
  4423201 ctagagcact tgcaacatca ccagatattc ttatatgtga tgaggcaaca tcagctttag
  4423261 atccagaaac aacgacagaa attctaaact tattaaagaa agtaaatcga gaatataatt
  4423321 taacaattct tcttattaca catgaaatgc atgtcgtgaa agaaatttgt caccgtgtag
  4423381 ctgtaatgga aaaaggaaaa gttattgaag aaggaaaact gtttgatgtt ttcacacaac
  4423441 caaaaacaac gacgactcaa aactttgtac gttctgttat taatgatcat ttaccggaaa
  4423501 gtgttttagc gaaaattcaa aatggtggtc agatttatcg cctaacattt actggtgagg
  4423561 aaacaggaca gccggtacta tcatatatcg caaaaaacta taacgtggat gtaaatgtac
  4423621 tgtacggaaa tattattgaa cttcaaaatg tgctatttgg aaatcttctt gtagaattgc
  4423681 aaggtgaaca gagggaaatt caaaaagcat tacaacatct aagactgcaa gtgcagctga
  4423741 aggaggtaga agctcatgcg agttgattgg agtatatttt ggccgcgcat actagatgcg
  4423801 acgggagata ccctcttaat ggtaattgta acccttatat tcgctacaat tcttggtata
  4423861 cctctaggtt tacttttata tgtaacgaga aaaggaaact ttttagaaaa taaatgggtc
  4423921 ttttctattc ttaatatcat cattaataca attcgtccga ttccattcat tatcttctta
  4423981 gtagctttaa gcccgttaac aagaagtgtt atcggaacga caattggaac agcagcagca
  4424041 atttttccaa tgacgttagt tgcatcaatt ggtatcgcta gaatggttga aacaaatctt
  4424101 gtttctgttc cgaaaggggt aattgaagca gcgcaagcga tgggtgcttc accaattaga
  4424161 attgtttttg aaatccttgt accagaagcg ttagcgccat taattttagg tgttacattt
  4424221 atgacagttg gtttaattga attttctgca gttgctgggc ttgtcggtgg tggcggtctt
  4424281 ggtgatttag caatgacata tggttatcaa cgttttgata catcagttat gttcgtaacg
  4424341 gtcgttttac ttatcattct cgtacaatta gctcaaaact taggaaacta ttttgcgaaa
  4424401 gtctttttac gcagatcata aaaaggaaga ggggaaaaga aaatgaagaa aattttagca
  4424461 tttgcattat cagcaattgt aggggtttca gcattaagcg gctgctcaag tggagacaca
  4424521 ggggcagggg cgaaagaaaa agtagttcgc gtcggtgtaa ctggaacgga tggagacgct
  4424581 tgggaaattt tgaagaggaa agctgaaaaa gaaggaatta aaattaaact ggttgagttc
  4424641 tctgattaca caacgccaaa taaagcgtta gctgatggag atattgaatt aaactcattc
  4424701 cagcacattg cattcttaga acaatttaaa aaagagcata agctagatat tacagctgtt
  4424761 ggtacaacgc aaattgcacc aatgggttta tactccgaaa aacataagaa agcaaatgaa
  4424821 attccagatg gttcagaaat tgcgattcca aatgatccaa cgaaccaagc acgtgcatta
  4424881 aaacttcttg atgcagctgg gttattaaag cttaaaaaag actttggtct atttggagat
  4424941 ccaagcggca ttgctgaaaa tccgaagaag ttaaaaatta caccggttat cgcacagcaa
  4425001 acacctcgtg tattaaaaga tgtagcagct tcagttatta ataacggtgt tgctggtcaa
  4425061 gctggattag atccagcgaa ggatccaatt ttcttagaag atccaaagaa tgaaaatgcg
  4425121 aagccatata ttaatatttt cgcagctcgt acgaaagata aagatgatcc aacactgaaa
  4425181 aaagtaattg aattatatca ttcaaaagaa gtaacagatg caattaagaa agaaacaaat
  4425241 gatggttcga tttcagtaga tctttcactt gatgagcttg aaaaaatcgt aaaataatga
  4425301 tggggtttaa tggactaaca gaaggaaccc ctccgctgtt agttcgttca acatataagc
  4425361 tacttaacaa acaaacccta attctgtacc ttccaattct atataacgta gaatccaatg
  4425421 tttgttaagt agagtaatgg accaggagtt ttcctggtct tttttatgaa tgaaagtagc
  4425481 tagcgagtag taaggtaatc caaatgataa tgggataaga aaataagctg aacacgagtg
  4425541 taattacgaa ttgcttttta tgaattaagt gtttttggga tgaaaaaaag aaaatagaaa
  4425601 aaataacaat gaaaactgcg gatattacgc caggattata ggagcgataa ataaaaaaca
  4425661 aaataatatg ttgaacagag ttgaagaaga tagccccttg tataaaaata atccagtata
  4425721 tagaagacaa gaaattcagt tgatatagaa agatgataac taagacaaag agagttaata
  4425781 cagaaatcgc aatgaaaaag tgttggctac ttataaaagt aatcgaaaat tgattagcaa
  4425841 gatattgtgg catttggaaa gattcttcaa ggttatgaat gaaaaataac aagggaataa
  4425901 tccaaaatat aatagtagaa attcttttca acaacttacc tcactccaat atggagatag
  4425961 aaagcctaaa aaggccctct atccagagat attcattcga ttataatatt ttttaaatta
  4426021 tttttatgat gcccttgttc gttcggataa gaagatagct cctcttgtaa aatatttagc
  4426081 atttgcttag cagattgctg gattggggca ggtaactctt ctaatatatg cataccgact
  4426141 tttatttttg tacggattat cttccttagt agttcttcat gcatgcacga cacctccaaa
  4426201 acgaatgttt agtacgtcct cttcaaactt agccccttga atagaaaggt gcgttaatgt
  4426261 ttttggtaat gtgatgttcc gtttaacaga acccgcgcga atgataagct catcaccttt
  4426321 ttgatttaat gtgagctcac ttttatttga gaagggaatg gacagaacga aaatatattc
  4426381 atcgccatct ttttttacat attgtgtgcg gccgttaaat ttcacttcag taggacaagg
  4426441 ttcagtttta aataaagcat ctcctacacg ctctaacata ggcaaaccaa caacttcttg
  4426501 ttcaaacatt ggtgcttcgt aaataggaag tggatcaaaa ctatcttgaa ttaatgtttt
  4426561 atatttcttt tgggtatctt tccatgcttg aaaataagga tcggtgacag tgttaggaat
  4426621 gacgcggttg atcataatag catctacgtt ataatcgtac aaatttaaat acgtaaagct
  4426681 gcgctgtgct tctttaatga ccattttttc aggatttaca acgatgcgga tacttgttac
  4426741 ttctcggttt gataaaatat ctctcatttc tccgagctgt tcaagtgtat ttgttaattc
  4426801 gtccataata tcatcggttg gaaggggcac accaagaagt ggttgagcta cagggcgaac
  4426861 aactttaaaa cttttctttt aataggaaag agtttttcca tccaccagcc gagcatgtct
  4426921 ggaaagctga gcattgctaa cgtttctcca gttggagcgc aatcaatgat aataacatca
  4426981 tatgtgtttt gtttataata atcgagtacg cgaagtaagc taattaaatc ttccatacca
  4427041 ggaaacatcg ttaattcttc cgttgtaata tcatcagctg ctttggaagt gaagagtagt
  4427101 gtaatatatt tctgtaactt tccccagcct ttttccattt cataaattgt attaatttct
  4427161 tgtgcccaca aattttcacg aatttctaat ggctcagaag atagttttac accaaatgaa
  4427221 tctcctaaac tatgagctgg atctgtactc attactaaag tttttaatcc ttgttttgcg
  4427281 ctttgaattg ctgttgctgc tgaaatgcta gtttttccta cgcctccttt acctgtatac
  4427341 aaaataattc tcatcattta tatctccttt gtttcgaata tcgaatatta cgagtgtcaa
  4427401 aataaatgat tgaataaaaa cccaactagg gttttattca atcggaatgt ttttcatttt
  4427461 aggtgtagaa accttttctt ctgttttttg ctgtgacgta gcaatgtgat tcataatctt
  4427521 ttggaagatt tgtagtaaaa atgctttttc ttcttctgat aatgcttccg tcactaagtt
  4427581 aaagtaatgg gctgcatttt gtttcacttc ttgaacaagc gttacaccgt tttctgttaa
  4427641 acgaattaat acaatacgtc ggtcgttttc atcacggtag cgttcaatat aacccttttt
  4427701 tacaaggcga tttacaacgc ctgtcgtcgt actcatcggt atatcaagaa gatcagcaat
  4427761 ttttgtcatt gtaatatccg tatttcgctc catccaaagt aaacaaaata cttcagtttt
  4427821 agaaagtgtt aaatcgaggc ttacccattc ttcaggataa aaaagtttct tggcgttatc
  4427881 tagcagtaag tctaaaaaat gttcgtattg caacaattaa ttccactccc gtatatttcg
  4427941 agattcgtaa tatttgtttt tattttatgt agaattgaaa taaatgtcaa tggttttaat
  4428001 tgttttttct gattaggcag aaaattcacc ttgaaatatt attcttttat gaaagattta
  4428061 taaatataaa actagaattt acataaaaat tcatcatagt aaatatactt atctataata
  4428121 gatgtacagc taacgagggg gagaacgatg agaagacgta atacgcaagc gttcacgttt
  4428181 ttagcatgga cttcatttgt ttgcgcgctt tcaggtatgc taattggaat ttatacgcta
  4428241 gatgaaacgc ttagtgtaaa aggatactat ttaattggaa cactattttt aacaatgtct
  4428301 tgttttgtat tacaaaaaaa caattcgtga taatgaagaa gataacgaga gatttccgaa
  4428361 aaataaaccg tcagataaag agtaaatcgt aaagaaaggc gtttgccttt ctttttttat
  4428421 gtaaaaatgc tgtaagtgcc gtgtgttgac ttgcttgaag tactgaaaat ttggtatcat
  4428481 caatagtatt gtagattgaa cgatatatta tggaggtggc ctagccgtgt caagaatttc
  4428541 cgttgagaat gtaaagcacg tagcacattt agcacgtctt gcaattactg atcaagaagc
  4428601 agaaaaattt caaaaacaac tagatgcaat tgttacattt gcagaacagt taaatgaatt
  4428661 agatacaaca gatgtaaaac caacaactca tgtattaact atgaaaaatg ttatgcgtga
  4428721 agatgtacca gaaaaaggtt taccagttga agaagtatta aaaaatgcac cggatcacaa
  4428781 agataatcaa atccgtgttc cagcagtatt agaatagagg aggggaattt cgatgtcatt
  4428841 atttgatcat tcagtatcag agttacataa gaagttaaac aacaaagaaa tttccgttac
  4428901 ggatttagta gaagaatctt acaaacgtat tgcggatgtt gaagataacg taaaagcttt
  4428961 tcttacatta gatgaagaaa acgcacgcgc gaaagcgaaa gaattagacg caaaaattgg
  4429021 cgctgaagat aatggtttat tatttggtat gccaatcggt gttaaagata acattgtaac
  4429081 taacgggctt cgtacaactt gtgcgagcaa aatattagca aacttcgatc caatttatga
  4429141 tgcgacagtt gtgcaaaagc taaaagctgc tgacacaatt acaatcggta aattaaatat
  4429201 ggatgagttc gcaatgggtt cttcaaatga aaactcaggt ttctacgcta cgaaaaatcc
  4429261 atggaactta gattacgttc caggcggatc tagtggtggt tctgcagcag ctgtagcagc
  4429321 aggagaagta ttattctctc taggttctga tacgggtggt tctatccgtc agccagctgc
  4429381 atattgcggc gttgtaggtt taaaaccaac ttacggacgc gtatctcgtt acggattagt
  4429441 agcattcgca tcttcacttg accaaatcgg accgattaca cgtacagtag aagacaatgc
  4429501 atacttatta caagctattt caggccttga ccgtatggat gcaacttctg caaacgttga
  4429561 agtaggaaac tacttagctg gtttaacagg cgacgttaaa ggtttacgca ttgctgtacc
  4429621 gaaagaatac ttaggtgaag gtgttggcga ggaagcccgt gagtcagtgc tagctgcttt
  4429681 aaaagtatta gaaggtatgg gcgcaacttg ggaggaagta tctcttccac actctaaata
  4429741 cgctctagca acgtattact tactatcttc ttctgaagca tctgctaacc tttcacgctt
  4429801 cgacggcgta cgttacggcg ttcgttctga caatgtgaat aacttaatgg atctttacaa
  4429861 aaacacacgt agcgaaggct tcggtgatga agttaaacgt cgtattatgc ttggtacatt
  4429921 tgcacttagc tctggttact atgatgcata ttacaaaaag gcacaacaag tacgtacatt
  4429981 aattaaaaac gactttgaaa atgtatttgc taactacgat gttattattg gaccaactac
  4430041 gccaactccg gcatttaaag tgggcgaaaa agttgatgat ccaatgacaa tgtatgcaaa
  4430101 tgacatttta acaatcccag taaacttagc gggtgttcca gcgatttctg ttccatgtgg
  4430161 attcggtgct aacaacatgc cacttggtct acaaatcatt ggtaaacact tcgatgaagc
  4430221 gacaatttac cgcgttgcac atgcgtttga gcaagcaaca gaccatcata caaaaaaagc
  4430281 aagtctgtaa ggaggcgagc atagatgaat ttagaaacaa ttattggttt agaggttcac
  4430341 gttgagttaa aaacaaattc gaaaattttc tctgcgagtc caacagaatt cggagcggag
  4430401 ccaaatacac aaacaagtgt aattgactta ggatacccag gggtacttcc tactttaaat
  4430461 aaagaagcag ttaactttgc aatgaaagct gcaatggcat taaactgtga aatcgcaacg
  4430521 gaaacgaagt tcgaccgtaa aaactatttc tacccagata atccgaaagc ttaccaaatt
  4430581 tctcaatttg ataagccaat tggtgaaaat ggctggattg aaatcgaagt agacggtaaa
  4430641 aagaaacgta tcggtattac acgtcttcat ttagaagaag atgctggtaa atcaacgcat
  4430701 acagctgatg gttcattagt agactacaac cgtcaaggta tgcctttaat cgagatcgtg
  4430761 tctgagccag atatgcgtac gccagaagaa gcatatgcat acttagagaa gttaaaatca
  4430821 atcattcaat acactggcgt atctgattgt aagatggaag aaggttcctt gcgttgtgat
  4430881 gcgaacatct ctcttcgtcc agttggacaa gagaagttcg gtacaaaagc agaactgaaa
  4430941 aacttaaact cattcactta cgtacaaaaa ggtcttgagc atgagcaagt gcgtcaagaa
  4431001 aaagaattat tatctggtgg tatcatccaa caagaaacac gtcgttatga tgaagcaacg
  4431061 aagaaaacaa tcttaatgcg tgtaaaagaa ggatctgacg attaccgtta cttcccagag
  4431121 ccagacttag ttgaacttta catcgatgac gcgtggaaag aagaagttcg cgcttctatt
  4431181 ccagaacttc cagacgcacg taaagcccgc tacgttgcag aaattggctt accagcttat
  4431241 gatgcacacg tattaacatt aacgaaagag atgtctgatt tctttgaagc agcaattgca
  4431301 gatggagcag atgcgaaatt aacatcaaac tggttaatgg gtgaagtgct tgcgtactta
  4431361 aacaaacaac aaaaagaatt aaaagatgtt gcattaacgc ctgctggttt atctaaaatg
  4431421 gttcaattaa ttgaaaaagg tacaatttct tctaaaattg cgaagaaagt atttaacgaa
  4431481 ttaattgaaa aaggtggaga cccagaagaa atcgttaaag cgaaaggtct tgttcaaatt
  4431541 tctgacgagg gtacacttcg taaagttgta acagaaattc ttgataataa tgaacaatct
  4431601 atcgaagact ttaaaaacgg taaagaccgt gcgattggct tcttagttgg tcaaattatg
  4431661 aaagctacaa aaggacaagc aaatccaccg ctagttaaca aaatcttact tgaagagatt
  4431721 aataagcgat aatagtagta acttttaaag attaagcaga aaaacacccg tacatgggtg
  4431781 tttttctagg ttaatcaaac gtttgtttaa atgagagaaa atcatttaaa caaacgtttg
  4431841 attaactgtc aaaagtggaa aaatgtttgt atagcaacta tggtatgata gttgcaaaaa
  4431901 ggtgggaata atgataaatc tagacataga ggtttttttc atctcatgaa ataatagata
  4431961 attattattc gttatatgta aattgttgtg aggaaataga tggacataaa ttttttgtca
  4432021 aataaaacaa aaccattgaa atgaatattt acttttgatg ggctacacga atcgggttct
  4432081 tactgcctgt ttgagcgaga taaaagaagg ataggaagat gagaggaggt aggcatggga
  4432141 atactgaata gaggttcggt atgttctttt tctgtgcata aagaaatttc ctgtgctaat
  4432201 aaatgatgaa gcgagcaaga attatttata atcctacttc tgggcgtgag ctatttaaga
  4432261 agagtttacc agaagtatta caaaaattag aacaagctgg atatgaggca tcttgtcatg
  4432321 cgacaacggg tcctggcgac gcaactgtgg cggcgaggca agctgcggat cgtaaatttg
  4432381 atgttgttat cgctgctggt ggtgacggca cgttaaatga agtggtgaac ggtttagtag
  4432441 ggcatgaaca tcgtccgaag ttcggaatta ttccggttgg aacgactaat gactttgcac
  4432501 gtgcaatcgg tgtacctcgt tctattgaag aggcagcaga tattatttgt gaaggaaaaa
  4432561 ctgtgccatt agaccttggt agagcaaacg atacatattt tattaacatc gctggtggcg
  4432621 gtcgcattac agaattaaca tatgaagtac cgagtaagct aaagactgta ttaggacaac
  4432681 ttgcttatta tttaaaaggt atcgaaatgc taccatcact acacccaaca tatgttgaaa
  4432741 ttgagtatga tggaaaatta ctacaagaag aaattacgat gtttttaatt acgaatactc
  4432801 gttcagtggg cggctttgaa aaggtagcac catatgcatc aattaacgat ggcttatttg
  4432861 atttattagt gctgaaaaaa ggttcgattg ctgacttaat taaagcagca acacaagcgc
  4432921 agcgtggtga acatattaac aatccaaaag tactgtacac acaagctaac cgaattaaag
  4432981 tgcattcacc agacaaacta atgattaatt tagatggtga atacggtgga gatgcaccga
  4433041 tggaattcga aaatatatat cattgtctgg aactatttgt tcctgaacat caagaggatg
  4433101 ccctgtaaag gcatcctttt tattatatag aggaattgta aattggaagt tagtttgatt
  4433161 ttcatggtat ttttacaatt cgtttatttt atatccatac tttattgata cactggagga
  4433221 gataagagac gagaggtagg gtgtgctatg gagaaggtaa aagcaatact atttgataaa
  4433281 gatgggacat taatggattt tcattcaatt tggataaaag tagctgaaga acttgtggcg
  4433341 gaatgtatca atttatatga actgccaaag tcaatgcagc ctactttatt aaaagagatc
  4433401 ggcgtggagg gggtgtttgt gaaccctcgt agcgcaatag cggcaggaac aagccttgat
  4433461 gtggcaaagg ggctttgtaa gtatattacg tcatctaagg aagaggagat gcatgagtgg
  4433521 gtaagtgaaa agttattttc ccttatgtat gagcaccgtt cctatatgaa aatgacggca
  4433581 gatttaccga gaattttaca aagtttaaag gatagaggat ttattttagg tgttgtgaca
  4433641 gctgatgatt tcgcaccgac agaattattt ttaaaacagt atcaattaga gtcttttttt
  4433701 gattatgttg tagcttcaga tacatttccg gcacaaaaac cagataaaag aattgtagaa
  4433761 tccttctgtg ataagtttca tttagatgca tgtgaagtag cggtcgtcgg agatacgcca
  4433821 actgatttac atttagctaa aaatggtgat tgctatgcaa ttggggtgct atctggtaca
  4433881 ggagatcgtc aaacgttaga accacttgcg gatttagtag tacaatctgt tgaggatttt
  4433941 atttctcatt caggtgagtt tatttgggaa cgaggaaagt ctaatgtgta agaaaaataa
  4434001 gtctataaag actcttaatg agtctttata gacttatttt ttatggcgaa atagaaggtg
  4434061 tgtaggatga atattggaaa agaatgttgg catacatttt gcaataaaaa gagaaaacaa
  4434121 tgtaaagaaa aggatggggt acgtaatgaa tacaaaaaaa tttgctaaag taaatgaaca
  4434181 aattcctgga ccgaaagcag cgtctttact agaacgccgc caaaatatag taccaaaagg
  4434241 agtaagtaac ggcatcccaa cgtttgtaca atctgcaaac ggtgctcttg taacagatgt
  4434301 tgatggcaat cagtacattg atttcgctgg agcgatagga acaattaacg tagggcattg
  4434361 tcacccagct gttaaagaag cgctccataa acaagtagat caatacatcc atacgggctt
  4434421 taatgtcatg atgtatgagc catatattga attagcagaa aaacttgcgg cattagcacc
  4434481 aggaagtttt gataagcaag tactattttt aaatagtggt gcagaagcag ttgagaatgc
  4434541 ggtgaaaatc gctcgtaaat atacaaaaag acctggcatt atcgcttttt ctaaaggttt
  4434601 ccacggacgt acattaatga caatgacgat gacaagtaaa gtaaaaccat ataaatttgg
  4434661 atttggccca tttgctccag aagtatataa agcgccattc ccttatgaat atcgttgccc
  4434721 agaaggatta acggaagagc agtatgatga ctttatgatt gaagagttta agaatttctt
  4434781 catatcagaa gtagcaccag aaacgattgc agccgttgta atggaacctg ttcaagggga
  4434841 aggtggattt atcgtcccaa gtaagaagtt tgcgcaagaa gtacgcaata tttgttcaga
  4434901 acacggcatc ttatttgtag cggatgaaat tcaaacagga tttagccgta caggaaaata
  4434961 ttttgccatt gatcattatg atgtcgttcc ggatttaatt acggtatcta aatcattagg
  4435021 tgctggtgta ccaattagtg gtgttattgg gcgcaaggaa attatgaatg agtctgcacc
  4435081 aggagagctt gggggaacgt atgcgggaag cccgctagga tgtgcggcag cattagcagt
  4435141 acttgatgta atagaaaaag agaatttaaa tgatagagcg atagaattag gaaaagttgt
  4435201 aatgaaccga ttcgaagaga tgaaaaataa atataattgc atcggtgatg tgcgcggttt
  4435261 aggagcaatg tgtgcattcg agctcgttca agaccgtaag acgaaaacac ctgataaaac
  4435321 gttaacagct aatttgtgca cagaagcaaa caaacgcggc ctacttctac tatcagcagg
  4435381 aacatacggt aatgttattc gtgtactaat gccgctagtt attacagatg agcaactgga
  4435441 agaaggatta acaattattg aagaatcatt gcaaatttgt tatgagaaag caaatactgc
  4435501 ccgtgtttaa aagttaaata aatagcaaac attctagctg actctatata aaatgcagaa
  4435561 aattcacttt ataataaagg tagtgaagtg aatcgatgga ttggaagtta ggggtggcta
  4435621 ggatggttgc agaaaaggaa cgagtgttaa tggatttaca agatgtattt gaatatgcgt
  4435681 ttgacgaaat ttttgtgact gacgacaagg gaatcgttgt gcgtgtaaat agtacatgtg
  4435741 aaaggcacta tcaaatagct gctaaagagt tagtaggtaa gcatgtaaaa gaattgcaga
  4435801 aggatgggat cttttatcca tcagcaacgt tagaagtaat tgaaaaaaag aggccgattg
  4435861 aactcgttca aacgacaaaa tcaggagagt atttacacgt tcgtacaagg cctgtttttg
  4435921 atgatgaggg aaatttaaga agggtgatta gttactctcg tgatcttaca gaactctatc
  4435981 aattacgtca aaaggtagaa gaaatggata atcagttaaa aacatataaa aaagaattaa
  4436041 gagaaacata tgaacatgaa ggacttattt ttaaaagtat cgctatgcaa aaaataatcg
  4436101 agacaatcaa gaaagtatcc gtggtagata gtactgttct tgttttaggt gagacaggag
  4436161 tagggaagag tcgattggtg cgtcatttac atgaaatgag taaccggaag aacgaaagtt
  4436221 tctatgaaat taattgtgcg gcattgccaa cgaatttaat tgagtcagag ctttttggat
  4436281 attcaggtgg atcctttaca ggtgcgaatc gtgaagggaa aaagggatta ttagaatcag
  4436341 cgcataaagg aactcttttt ttagatgaaa ttggtgaaat gccacttgaa attcaagcaa
  4436401 agcttttgca agtgttgcaa gagaaaacgt ttcgccctat aggcggaaga gaattaaaaa
  4436461 aggtggacgt taggattgta gcggcaacaa atagagattt aagtatgatg gtgaaacaag
  4436521 gaacattccg gaaagattta tattatcgtc tgaatgtcat tccaatttta attccaccac
  4436581 taagggaaag aactgaagac attttgccac tcatttatca ttatttacaa cactttaacg
  4436641 agaaatatgg aaggaatgta aaattagcgc ctagtacatt gcaaatgttt gttggttacc
  4436701 cgtgggaagg aaataataga gaaattgaaa atgtaattga gcgaattgtt ataactgctg
  4436761 atgatatcgt tacgatagag gatttgccaa tagcgatgca agaatcaacg gttgaacaat
  4436821 cgggccaaag tctctataaa atgttagaag aagtagaacg gaatattatt ttgaaagcat
  4436881 ataaaacata tggatcgagt tataaagtag cggagttttt aaaaataagt caatctgctg
  4436941 ccacgagaaa aataaagaaa cttatagagg aggaagagaa cattggataa aaaagcgaca
  4437001 tttgtaaatg tagaaaaaaa ggcgatgtat ataaatggtg agtggattac attgcaagaa
  4437061 caaatcgaag taaataatcc agcaacgaag gaaatatttg cgactgtacc aaagggcggg
  4437121 gtaacagagg caaagcaagc tgttgacgct gcgcatgaag cttttaaatc atggtctaag
  4437181 ttaacagcag cagaccgtgc agcgaaatta aaaaaatggt tcacacttat cgatgaaaat
  4437241 aaagaagaga ttgcagcaat tatgacgaaa gaacaaggaa agccgtttgc agaagcgctt
  4437301 ggtgaagtga attatgcaaa tagctttgtt gaatggtatg cagaagaagg aaaacgcgta
  4437361 tatggtgaaa tgattcctgc ttctcatcca aataagcgca ttttagttat gaagcaacca
  4437421 gttggcgtta tggcagctat tacaccgtgg aacttcccgg cagcgatgat tacgagaaag
  4437481 gtagccccag cgcttgcagc aggctgtaca gccgttgtga aaccggcaag tcaaacgcca
  4437541 ttaactgcgt taaaattggc tgaattagct catgaagcgg acattcctaa aggtgtaata
  4437601 aacattgtaa caggtagtgc gaaagcaatt gctgatacgt ggatggaaga tggacgcgtt
  4437661 cgaaaagttt cctttacagg atcaacggaa attgggaaag agttaatggc tagtgctgca
  4437721 caaacgatga aaaaagtttc acttgagtta ggtggtcacg caccgtttat tgttatgaat
  4437781 gatgcggact tagataaagc agtagaagcg gtgattggtt cgaaattccg taacgcagga
  4437841 caaacatgta tatgtacaaa ccgagtattt gttcaggaag aagtgtatga agcgtttgta
  4437901 gagaagttcg aaaaggcagt gggacagttg aaagtaggag acggtttcgg tgacggaacg
  4437961 actgtaggac cacttattga cgagaatgca gtttcgaaag tacaggagca tatcgaagac
  4438021 gctattcaaa agggtggaac agttttatat ggtggtcaaa aggttgcaga gctagacgga
  4438081 cactttatgc aaccgactgt aattggattg gcgaacgata cgatgctttg tatgaatgaa
  4438141 gaaacatttg gaccggttgc accagttgcg aaatttaaaa cggttgaaga agtaattgag
  4438201 cgtgcaaatc atacgccata tggtttagcc gcttacattt tcacgaaaga tattagtcaa
  4438261 gcattccaaa ttagtgaagc gttagagtac ggtattatcg gattaaatga tggcctccca
  4438321 tcagttgcac aagcaccgtt cggtgggttt aaagaaagcg gtattggtcg tgaaggtggt
  4438381 catttcggta tcgaggaata tttagaaatt aaatatattt cattaggact ataagtagta
  4438441 tactagaatc tctataaggt aacagagaag gagattctat tatggtatat tggctattat
  4438501 tactcgtaac aattattttt gaagtagctg gaacaattgc gatgaaatta tcaaatggtt
  4438561 taacaaagct cgttccaagt gtacttattt tcgtatttta tggaatttgt ttcagcgtgt
  4438621 tcgccatcgt tgtaaaaaag attcatttaa gtattgctta tgcaatttgg tctggtgttg
  4438681 ggacgttact tattacaatt attagtgtgt acttttttaa agagcacatt agcttattcc
  4438741 aagcatgttg tattcttttt atcgtgttag gagtaattgg acttaaggtg tcatctgcat
  4438801 cataaaaggc tatcttccac tggggagata gccttttact tttattaaaa tgcccaatta
  4438861 cctttacgga agattggttc atgtctgcca tcagctgtaa taccgtcgat atcaagctta
  4438921 gctgatccaa tcatgaagtc gttgtgtgta atactagtgt ttgcaccatt ttcagcaagt
  4438981 tcttctttag acattgtttt tccgccaact aagttgaatg cataagcact tccgattgca
  4439041 aggtggcaag atgcgttttc atcaaatagc gtattgtaga ataaaatatt tgtatttgaa
  4439101 attggtgaat catgaggtac taaagccact tcgcctaaga agtgagaacc ttcatctgtt
  4439161 tctactaaat gttttaaagc ttcttcgcca acttcagctt tataatctac gatacgtccg
  4439221 ttttcaaatg ttaacgtgaa gttatcgata atgttacctg caaatgctaa cggttttgtg
  4439281 ctagatactt ggccgtttac acctgtttta agtggcattg taaatacttc ttcagttgga
  4439341 atgttcgcca taaatggtac attcttttca tttaagctac cagcaccagc ccatacatgc
  4439401 ttttctggaa gttcgatcgt taaatctgtt ccagggcctg tatagtgaag agctttataa
  4439461 tgtttttcgt ttaagtaatc aacttttgta tgtaacgttt tatcgtgttc tttccatgct
  4439521 tccacaggat tttctaaatc agcacgagtc gctttgaaaa tagcatccca tagttttgct
  4439581 tcttgttctt ctggtgcagc gtcagggaat actttcgcag cccattcttt cgtaggaaca
  4439641 gaaatgacac accagcttac tttatcagct tgtacgtaat cacgatatac tttcattgct
  4439701 tcaccggcta ctttatgagc tgttgcaata cgcgttgaat ccacaccttt taataaatca
  4439761 gggttttctg cataaataga cataaatgcg gcgccttctt ttgctaattc ttcacgagcg
  4439821 tttgctttcc aagatgggaa ctcagcgaat gcttcttcag gagctagatc gaactttaag
  4439881 cgtgttaacg tctcatcatt ccaatccaca tatacgtgtt ttgcaccaga tttatatgct
  4439941 ttttctgtaa cgagacgtac aaattgtaca gcttcaagag gtgcactgat tgataatgtt
  4440001 tgtcctggtt gaatattaac accaacattg actgcaaggg cagcatattt ctctaacgtt
  4440061 tgttcaaatg acatatgtat aatctccttt aatttgaaag atttcttact atatataata
  4440121 caagaaaatt caaaaaatat atataaatat agcataaaaa gagagctcaa aatatattga
  4440181 gctctcatcg ttatttaatc gaagaagcaa attgttctac ggtcgtcgta tggtgtatgc
  4440241 gaacacgctt catttttaac aactcatcgg gttcaccttt tgtaatgaat tttccaggtt
  4440301 ttgttgttgt tgcgaattga taatattttt tcgtttctgc aacgacttta tcatctacgt
  4440361 gaccgaatgg ataggcaact gcgataacgg gtttacctgt tattttttct agcttttctt
  4440421 tcgattcctt taattcttct tcatagtttg taatcttcgg caagtccgca tgtgttgcag
  4440481 tatgagattg catagagaaa atgccggaat ccaccatttc ttttatgtca gatgtagaaa
  4440541 gagatccttc agcatcaaca ttattaacaa tcatatattc tgttgccacc ggtttaaacg
  4440601 tatcgtcttt tagcttttgt aaaacatgaa atgcattcat attatttttc ataccatcat
  4440661 caaatgtaac aaagataggt ttatttactt tatttatatc gccccagcgt tcaaacgtta
  4440721 acagtgtata accattgtcc tttaaatatt tcatttgagc ttcaaagtta gcgggtgata
  4440781 cgaataagtc tttaatacct tgaccgtgat aatcatcgat tgcatggtac ataagaacgg
  4440841 gaaccttttg ctcgaaagta atagcagatt ttgtgagtgg aatggttttc ccatcttctt
  4440901 ttatgcctat tgcttcaatt tggaactcac cgcgttttcc ttcaaattct tttgtgtcaa
  4440961 aaggaagtga aaattgcttt tccttttctt tagaagacaa agatttagca gtttcctttc
  4441021 catcagcggt acgccaaatt ttatattgta cctcagttaa agtatctttt atatctgtca
  4441081 tatgaatagt agtatttgta gattcgtgtg taattgggtt ataagaaatt ttaccttgtt
  4441141 cttgcacagt ctctgcttgt ttcttagttt cttgaacctt tctctctttg ttaggttcct
  4441201 ggcttacatt gctagtatta cagcctgcta gaatggcaga tgtacataaa gcgattgctg
  4441261 cgtattttct cataaaatca ccttctattg tgtattatgt ttcgtacttc tatttaaaat
  4441321 ccccaccgct gtaagagagg tggggatata cccttgttca tcatgtcatt ttagtaataa
  4441381 gatagttttt aatagagcca tttctaccgt ttttttagta aagtttactt tataagagat
  4441441 atgaattttt ccatcgatgt attaggccct acaaaatggc gtttaattaa gtactgttcg
  4441501 ttcggcatcc cttttgtaat atgattaccg tgatcagtag ttactgcgaa ctcataatat
  4441561 tttttcgttt cttcaacagc tggatcatta taagaaccta ctggataggc gagagcgatg
  4441621 acctttttac cagtaagagc ttcaattttc tcttttgaac cacgtaattc ctcatcataa
  4441681 ttattggagt gagccatcat cgtatgatta gcagtatgag attgaataga aaaaatgcct
  4441741 gaatccatca tttgctttat atcatctgtt gatagacgat ttggtttgtc tatctcattt
  4441801 gcagtaagga attcagtagc tgcaggctgg aatgtatcat cctttaattt ttgtaaaata
  4441861 tgaagagcgt tcatattatt ttttcgacca tcatccattg ttatgaaaat aggtttattt
  4441921 acacggttta tatcattcca acgttcaaac gtaagcatcg tataaccgtt atctttcaaa
  4441981 tattgcatat gtttttcgaa ttgttcaggc ggtacgtata agccataatc tccatcactt
  4442041 ggcccaggaa atttttcaat tgcatggtac attaaaacgg gtacatgttg ctggaatgta
  4442101 attttagatg ttactagatt tgtttcagta ttatcttctt taattcctac tgtttcaatt
  4442161 tgaaattcgc cacgttttaa atggaatgtt tttaggtgaa gtgggagggc aaaatcacga
  4442221 tctttttctt gtgaagtgaa agtttgtttg ctttcagggc catcagcagt acgccaaatg
  4442281 ttataacgta cttctttaaa cgaatctctt aaatcttttg tgtaaagcgt ggtattttgt
  4442341 gcgttatatt catacggatc ccatgtaata actccttgcg ttaaaggaag ttcaactgct
  4442401 ttcgcttttt tttgttcaac tgcttgtttc gccgttgttt cttgtatttg tttatcacta
  4442461 gcgctactag tgttacaacc tacgagaata gcagaagaaa gtaaagcgat atatgtatac
  4442521 tttttcattc tatcatcctt ctattgtgat ttaattatca tcacttatat tatgaaacaa
  4442581 tcgttcttat aagtgacacg aatccaaatt ttcgattcta aaaatttgaa ttataccctt
  4442641 gtccatcata tcactataga atatataggg gaatatgttt ttgggatatt tacataaaaa
  4442701 tacatataga agataaaaaa ctccacccaa acttctttta gaaaaagaga agtaaggtgg
  4442761 agttttttta aataaacaat ccagcgattg tcgcagataa aatagaagca agtgttgatg
  4442821 caaatagcat tttccaacca aatttcgata cgatgcttcc ttgtttctca gaaagagcac
  4442881 gaattgtacc aacgatcgct ccaatttggc taatacttgc gaagctaatt aagaatactg
  4442941 taacgattcc aactgtacgt ggagataatg ttgctgcaac accttttaaa tcaaggattg
  4443001 ctacaaactc gtttaataca atcttcgtac ccataattcc gccagctggg ataatatctt
  4443061 gagctggaat acccattaag aatgcaaatg gagcaagtac gtaaccaaag atttgttgta
  4443121 acgtaacggc atgtcccatt gcacctgaag ctgcgctaat tacgtagttt acaacttcca
  4443181 tcacaccgat gaaagcgatc attaatgcgg caacgatacc tgctactttt aaaccgtcaa
  4443241 gcgcaccgtt aatcattgca ccgataaagc tgtccccgaa tacagttcgg tcaaatttct
  4443301 gaactacttc gtcttccttt ttcgtatcaa caggtgttaa taacgaacaa acgattaagc
  4443361 ttgagaataa gtttaatgga agagctgcta atacatattt tgcatctaac atcattacgt
  4443421 atgatgctgt aacagaagca gaaactgagc tcatcgcaga acaacaaatg ataaacatac
  4443481 ggtttttgtt aaaatgctgt aaatcatttt taataacgat taaagcttca cttgaaccga
  4443541 agaatacaga gtttactgcg tggaatgatt caacgcgtgg taaaccagta acttttgaaa
  4443601 tggcaccgcc gacaacgcga acgatgaatg gtaaaacacc taaataacta aagatagaaa
  4443661 gtagtgctga gaaaaatacg ataattaata atacgtttaa gaaaaagaca aaatctcttt
  4443721 gaattccatt aaagagaaaa tcgacgcctg tcgtaccaag tttaattagt ttgttgaaaa
  4443781 ctttactaat gaagatgata atttgttgac caatttttgt gccaaacata aaccaaccga
  4443841 ttaaaatttg gaaaccaatc ataattgcaa ttgcacggaa gttgatttta cttttgttgt
  4443901 ttgacaaagc aaaacataaa cctaaaacga caagaatacc gataatgctc attacatatt
  4443961 gcatgtagtt gcccctttca gaagttcgta taaagtttgt acataaaacg ctcgttatat
  4444021 tactaaaaat aaaacaaaga ggttttatgt catacgtaag atgtctgacc ttttagaaaa
  4444081 ataaaaataa aaaaagaccc atatggattc actttcatct atgagagaaa gctaatcaat
  4444141 atgagtcctt ttttgcacat aggctaatat tcattagttt tccccatagt ccagcaattt
  4444201 aaggttgccg ggtagaaact ctcgatccat attatcgagt atatatgagg taacatcgtc
  4444261 cgtattaaat tagtagtagc gtaacattaa cagagaacta tcgtcaatag ctttttttct
  4444321 tccaatagaa atagaccata taagtatgat aaaatgtaac gcagtgttat gaaaaagaga
  4444381 ggtcggaaaa tgagtacaaa aatgacgcca ccagttgaaa aaaacgagtt tatagatgta
  4444441 gtatttgaag atttaacaca tgatggtgcc ggtgttgcga aagtaaaagg ctatcctatt
  4444501 ttcgttaaaa acggattacc aggtgaagaa gcgcaaatta aaattgttaa agtgaagaaa
  4444561 aacttcgcat tcggacgttt aatgaaactt catacagaga gcccatatcg taaagatgca
  4444621 gaatgcccag tgtacaatca gtgcggcggt tgtcagcttc agcatttaac atatgaagga
  4444681 caattacaag cgaaagaaaa acaagtacgt gacgttatgc agcgtattgg cggattaggt
  4444741 gatgttcctg ttcatcctgt acttggcatg aagaatccgt gggtataccg taataaagca
  4444801 caagtaccaa ttggagaacg tgagggcgga cttgtagctg gtttctatcg tcaaggaacg
  4444861 catgacatta ttaatatgga atcatgttta attcaagcag aagaaaacga tacattgatt
  4444921 caagaagtaa aacgtatttg tgaaaaacac ggtatttcgg cgtataacga agagcgtaac
  4444981 aaagggacac ttcgccacgt aatggctcgt tacggacaag taacagggga aattatgctt
  4445041 gtcttcatta ctcgtacagc agaactgcca aacaaaaaag caatcattga agaaattgcc
  4445101 gcgaaattcc cagaagtaaa atcaattgtt caaaacgtaa acccgaaacg tacaaacgta
  4445161 attttcggag acaaaacgac agtactgtac ggatcagaat atatttatga ctttatcggg
  4445221 gatattaagt ttgcgatttc agcacgttca ttctatcaag taaacccaga gcaaacgaaa
  4445281 gtgttatacg ataaaacgtt agaatacgcc aaattagatg gcaacgaaac agtaattgat
  4445341 gcctattgcg gaattggatc aatctcctta ttcctagcac aaaaagcgaa aaaagtatac
  4445401 ggcgttgaaa ttgtgccaga agcaatcgaa gacgcgaagc gtaacgcagc gctaaacaat
  4445461 atgacaaacg ctgaatttgg tgtaggagaa gcagaagtag tcattccaaa atggtataaa
  4445521 gaaggcgtaa tagctgacac aatggtcgta gatccaccgc gtaaaggttg tgatgaggca
  4445581 ctacttaaca caatcatcga catgaaacca aaacgcgtcg tatacgtatc atgtaaccca
  4445641 gcaacattag cacgtgactt aaaagtacta gaagaaggcg gatataaaac gcaggaagta
  4445701 caacttgttg atatgttccc gcatacgacg catgtggagt gtgtagcttg gcttaagttg
  4445761 gtataataaa aaagcagttg atataggaaa atctatacca tctgcttttt ggtttattga
  4445821 gagtttgaaa ttgtattcat agtgagagga tttgaatttg aaatgataga taatttttgg
  4445881 cgtgatttac cacgaccatt ttttgtactt gcaccaatgg aagatgtgac agacgttgtg
  4445941 tttcgtcacg tagtaagtga ggctggccgt ccggacgtat tcttcacaga gttcacaaat
  4446001 tcggatagct actgtcatcc agaaggtatg aaaagcgtac gtggacgttt aatttttaca
  4446061 gaagacgaac agccaatggt ggcacatatt tggggagata accctgaata tttccgtcaa
  4446121 atgagtattg gtatggcaga actaggattt aaaggcatcg atattaatat gggttgccca
  4446181 gtaccgaacg ttgcatcaag aggaaaaggt agtggcctta ttctacgtcc agatgttgcg
  4446241 gcagaactta ttcaagctgc aaaagcaggc ggactacctg tcagcgtaaa aacaagactt
  4446301 ggctttaaag agttaagcga atgggaagat tggttaacgc acatcttcaa acaagatatt
  4446361 gcgaaccttt ctattcattt acgcacaaga gaagaaatga gccaagtaga tgcacactgg
  4446421 gagctaattc cggagattaa aaaattacgt gaccgtattg caccaaatac gctcctaacg
  4446481 ataaatggag acatccctga ccgtaaaact gggctggaac ttgctgaaaa atacggcatt
  4446541 gatggcgtaa tgatcggacg aggcatcttt aaaaatccat ttgcgtttga aaaagagcca
  4446601 agagagcata gcagtaaaga gcatctagat cttttaagac tacaacttga tcttcaagat
  4446661 caatatgcag aagtattacc acgatccata acgggattac atcgcttctt caaaatttat
  4446721 gtaaaaggct tccctggggc tgctgaacta agaaatcaat tgatgagcac gaagtcaacg
  4446781 gatgaagtac gtgcattgct taataagttt gaggagagtg ttaatgtggt agaaggtagt
  4446841 gaaacggtgt aactgttgaa agttagaggg gatggatttt attcatttat ggggagttgt
  4446901 tttatttagt tttgagatct tttttagaca ataactgaaa agggaatttc ttaagaatga
  4446961 ataaagctat cagtatcttt ttgttgtaac atatactttg tatatgtgga gtgtttggtt
  4447021 tgattaaatt tagtttaaaa tgaggcaact ttccttttgg agagttgtct tttatgcttt
  4447081 acagtaaata tataggcaag taattagagt gaatggggaa ggttgaagtg aaaaagaaga
  4447141 aaaagttatc agttatgaaa tttttaatat atatgctaat agcaattgta gttattaatt
  4447201 ggatctataa gacacccgaa gagaaaaaag cagacttaga agaaaaagtt gcgagctatg
  4447261 aagagttcga atcacactgt ataacatatg aagattggaa tgttgataaa ggtgggaaca
  4447321 aaaatttaaa tactttgtat aatgatcctc aagaatgctt ggaaaaagaa ttatttatat
  4447381 ggcggaacga tggtacggag ctaacaaggg gagtagccaa attagtattt cataacacag
  4447441 attactattt tacagaagaa gaattaaaag atgatattca aacggaggcg gaaaataaat
  4447501 acaaattact tgaagaaatt cagcgcgagt gtaaatctac attgcttggg ggtttttcat
  4447561 atgattatta tacagatgga tatgattata taatagagga cacatcaggc gaaaaatcaa
  4447621 agatgaatga aaaaattttt aatagtctat ttgaaattac aaaaacgtat aaaaataatt
  4447681 aactaggtgt atgagggaaa tagaatattt gaaaaatggc tactgtttta gttgataaaa
  4447741 actatagggt attcaaatga ctcgatggat aagaaatata ctaccttttc tccacggtta
  4447801 cactattttc ttggtttctg gttataacct ccacaagcaa taatccaccc aagactacaa
  4447861 aacctccccc taaaatgtta aagtagtaac ttaacaacat tcatttacac atgctaaaag
  4447921 cattactata atcaacattt caggaggaaa aacaatggca atgagcaaca acgatatatt
  4447981 aaaaagagta agatacgctt tagatataag agatatagat atggtagaaa tctttaaact
  4448041 tggtggtata gaagtaacga aagaagacgt agttgatatg cttacaaaaa taaagagagc
  4448101 acctcagtac gaacctgaaa accctgatgt ggaagaagat gagtacgtaa aaacatgcga
  4448161 tatgatgatg ttagaggcat ttttcaatgg atttattact ttaaaaagag ggaagcaaga
  4448221 tccgaaacct ggacaaccgg cacctgtaca aagcaaagag agtgccaata accttcttct
  4448281 aaagaaaatg aaaattgcac tttcattaac gagtgaagat gtacttgata tattagatag
  4448341 cgtaggcgtt aaggtgacaa aaggagaact aggcgcttta ttaagaaaaa aaggccataa
  4448401 aaattacaaa gagtgcggcg atagatacgc aaggaatttc attaaaggat tagctgtaaa
  4448461 gtatagagga taatgattcc gttaaagcgg taaatgatat aataggtaga gtagggtgtt
  4448521 cgtatcctac tcttttttat ttgtaaaata atacgttagg tgatgaaatg atacatactt
  4448581 atttaggtga gacaattaat tttcatataa cttataaaaa gaaaaagtcg gtgcgtcttt
  4448641 ttgtagattc ttacggaaat gtggaagtac aggcgccgaa agggacacct gttgaatact
  4448701 taatccagtt gctagaagag aagtgggatt ggattcagac aacacgtaag gaaatggcgg
  4448761 agcgagcgcg tggaccacag gaaaaggatt atgatcaagg agaaggcttt ttgtatttag
  4448821 gaaatacgta tccgatacag atttcccaag atgcaagtat tgagcaagac aatgcaattt
  4448881 ttgaaggaga taagctacat atttatgtga aagagctaaa ggatgagaaa atacaacaag
  4448941 ctttaaagcg attttactat aaacagtgta agtcattagt agggaagagt attaaagcgc
  4449001 atcaaagtaa cttcaaaaca aaaccacgtt ctattcgtat tacagatagt agccgcacat
  4449061 ggggtacttg cgattcaaat ttacaactaa ccttcaattg gaagctagcg atggcaccac
  4449121 agcgagtaat tgattatgta gttgttcatg aaatgtgtca tatggttcat ttaaatcacg
  4449181 atcgctcttt ttggcgtctt gtcgggaaga taatgcccga ttataaggaa atggagaact
  4449241 ggttagcatt atctagttgg aagatgacgg tttaatgtta cgctttgtat aggttgcgat
  4449301 tattgtcaat atttgtcgtt aagtcgatat atttcaaaaa tcgctgatat atttggagtt
  4449361 gcgctgatat attttgaaaa tcgctgatat atttggagtt gcaatcgata tgttcaagga
  4449421 agagaaagca aaaggagatg tcatagcaga catctccttt ttttgttgta gcaattatcg
  4449481 cccaaacttc acaacaaaat cttcatccac tttctccatc ttatacccac gatacccttc
  4449541 cgaaagcaat gcctgttgtc caccagcatt gttcattgga atgcttttaa tatccgtcca
  4449601 atccctttca ttgtcctcac gcaattcctt cacaaaaaca taccgcatac taccaccata
  4449661 cttctccttc agcgcagcaa ttttcatccc ttgtgcgaac ttatctttta aactcggaat
  4449721 gttaaaagga gcaacggtgc agcaaacgta gtcgtatttg ctatcttctt tttgtaattc
  4449781 atccatgatg actgtagcta atattttttg cataccattg cctcggcagt tcggatgaac
  4449841 atttgagatt tcttgataga tgacgcggtg cagttcactt tctggtaagc caatatcaag
  4449901 tcctaaatgt tcatcgtcga taggagggac gagtagggca cgaaatgcga tgagttcgtt
  4449961 ttcgataaaa gcaccgatca tcatgccatt tccttctaga atgtattgaa attcttcttg
  4450021 ggagagtggt tgtaaacggc ttttatcttc tagtgcttca actacaacgt tttgtagtaa
  4450081 taaaatttgt tcgatgtact ctagtgatag taatgtaacg tgaaatcgct cgttattttg
  4450141 ttttaatctg ccctcgtata gaactgtcat gcgttagccc tcctttagcg tacaatgtct
  4450201 tgaaagacgg tgagttctcg tagtgtatct tcatttattt caatgccgag tcctggcttt
  4450261 tcgtttaagc gaataaatgg tacgtcgtaa tgtaagtttc cgatgtcctt cgtgaatttt
  4450321 aatggacctg taagttcaac gctcgtaata atttttttcg aaaaagcgac atggaatccc
  4450381 gcggaagagg caacggatga ttcgaccatg gatccaactt ggcattcaat gcctgccatt
  4450441 tcagcttgat gagcaagttt tacagctggg tatatgccgc cgcatttcat tagttttatg
  4450501 tttactttat cagccgcgtc taaattaata atttggcgca tttcacgaga gccctttaat
  4450561 ccttcatcaa tcataagcgg aaggtctgtt ttcgaacgaa tgtgagccat tgcgtcaata
  4450621 tcgtctgcga tgacaggctg ttcaatccag tcgatgttta aatgtcctaa tgaacgaagt
  4450681 gccattaatg tgttggcgct atttttccaa ccttggttta catcaacacg aattgcgatg
  4450741 tcatttccta cacgctcacg tactgcttca attcgtttta catcttcttt tacatttgta
  4450801 ccgactttca ttttgaaaga ttggtaacct ttctgaatca tagaggcagc ttcttcggcc
  4450861 atttcttctg gatctgcgat acttaatacg tgagtgatag gaaattcttc atggtatcgt
  4450921 ccaccaatta attgatatac aggttgattt aattttttac ccattatatc aaaacaagca
  4450981 atatcaatcg cagctttcgc tgttggaaca ccgtaaattg tattgtccat catatcgtgt
  4451041 attttttcta tattcattgg attttgtccg attagtgcag gtgctagcgt atgctttaaa
  4451101 atatggaaag tactttccca tgattcacct gtgacgtgat catcagcaac gccttcaccg
  4451161 taaccgataa taccttcgtc tgtttccatt ttgacgataa tagaaggcat atcagaataa
  4451221 gaaccataac taataacaaa cggatcgcga agcggtaaac gaattgcgta aaggtgaata
  4451281 gctgtaattt tcattaggta gagacccctt cctgtttaca atagttttat acatttgata
  4451341 tagttgacgt taaatagtcg ttaattaatg ataaggagtt agagaaatga tgataaaaat
  4451401 tgcagttgtc ggttcaaaag agtttatgga gacactttta cctattgctc ataaactaga
  4451461 agaaatagaa attgatccat atgtttacct tcatccggca gaatcttctg aactattaaa
  4451521 gcgtttaaag ccttgtgatt tcatcttttt ctcaggtgct ttaccttatt atatggcaaa
  4451581 agaaataaga gaacaattac gaattccaag tacgtactta cagcaagacg agacgactgt
  4451641 cgcatcttcc attctttctg tcatgtatca ccaagggatt caaccacata aaatttcaat
  4451701 tgatttagta gaccgttcat tcattataaa tgtgttccat gatattggca taaaagaaag
  4451761 tccacaagtg tttgattatg aaaatatgct gtggagtaaa gatgaaataa atagagttat
  4451821 tgattttcat gtagctaaat atcaatctgg aaaagctcat ttagctttaa ctagtattca
  4451881 tgctgtctat gatgaacttc aaaaaatagg tattccttca gaacgtatga tagatctgaa
  4451941 gcaatccatt atacatgggt taaaagatgc aaaaataaaa gctgagttag caagaagcca
  4452001 ttcagctact gttggtgctt gtattatttc ttctttagaa ttacgagatg gtttgcttga
  4452061 gcaattagat gtcatttcaa aagaactacg tggttcattt aaaacaattg atgaaatgac
  4452121 gttcattttg tatacgactc gtggtgatat tgaatccatt ataaaaacaa atataataaa
  4452181 taatttattt gcgagtatag aaggaatgat agctattgga tttggttacg gaaaaactgt
  4452241 gaaagaagcg gagcaaaatg ctaaaatcgc ccaaggtttc gcgaagaata atccaataga
  4452301 ccactgtttt tatatactaa caagtgataa agaactattt ggtccgttcc cgaaagaaca
  4452361 gagagtacaa agtttgaaga atgacaatcc ggaactaatg aaaatagcga aggaaacgaa
  4452421 acttagccca gcaaatttat caaaaattat tcaatttagt caatcacatc cgtcattgaa
  4452481 gtttacagca gcagatcttt ctgaatactt acaagtgact cggcgatcaa cagaaaggtt
  4452541 attaaagaaa ctagttgatt atgggtatgt tcatatttgc ggcgaggaaa tgccttatca
  4452601 acaagggcgt cctcgcgcaa tatatgaact gaatttaccg ttatctttaa gcttctaatt
  4452661 gagcgttttg tttttttagt agttccgctt tttcaatgtc agatagtttc gtaattgtga
  4452721 gaccagttat accgtaaatg atcgagataa taggtacgat gaaattcaat atagcataag
  4452781 gagcatattc gaatgcacct acgccgagtg ttgcgagtat aaatacgccg catgtattcc
  4452841 aaggtacgaa aacagaagtt aatgttccgc catcttctaa tgctctggat aaatttttag
  4452901 aatgtagtcc tttttctgtg tatgcattcg cgtacattct tgaaggaaca acaatcgaaa
  4452961 tatattgttc agagcaagta agatttgttg caaaacatga agcgatagta gaagcgataa
  4453021 gtccctttgc tgatttcgct aactttaaaa tttgatttac aatggaacga agaatacctg
  4453081 tatgttctag tactcctccg aaagtcatag cgacaattgt catagagact gtattcatca
  4453141 tcgaatctaa gccaccacgg ttaaatagct cgtctactag cttgtttcca gtgtctataa
  4453201 caaatccagc ttggagtgca ccgacagatg ctgagacaga accaccttga ataaagactt
  4453261 gtgataaaaa ccctaaaata atacctacaa gaatagctgg tatagcagga acttttttag
  4453321 caaccaatac cataacgact acaggtatga ttaataggaa aggtgagata acaaaatttt
  4453381 gttgcaatac ttgtaatgtt tgctcgatac tttttgcatc aatattgtta gcaccgaagc
  4453441 ttcttcctaa gaaggcataa acgataagag taataattaa acctggaatt gtagtaaata
  4453501 acatatgacg aatatgtgtg aataaatctg tatttgttaa tcctgcggct aagtttgttg
  4453561 tgtctgaaag cggtgacatt ttatcgccga aataagaacc ggaaatgata gcaccggcaa
  4453621 ccatcggagc tgggattccc atacttaggc caatacccat tcctgcaaca ccaattgttc
  4453681 ccattgtaga ccatgagcta ccaatagcta atgcaacaat agaacaaata attgtaattg
  4453741 aaactaaaaa tagtgatggt gttaaaagat ttaaaccgta ataaatcatt gttgcgacaa
  4453801 ttccaccacc aatccaggca ccgatcgtta aacctactag aataatgata acgatagccg
  4453861 gtaatgcgag gtgaatgcct ttatacattg cttcttcaat gtcgttccat ttgtaaccgt
  4453921 aacgccaggc gacgatagaa gcaacagttg taccgataat aagtgggacg tgagggctct
  4453981 gttttaatac aacaattgta accatcataa ctgcaactgt aatgataata gggatcattg
  4454041 ctacaccaaa aggtatttct tttttcataa atttcctcct gttatgtatg tttgtttgta
  4454101 tttttagaat tgtcgtaaaa tagacgctat taagttataa taactaaaaa acgatatgag
  4454161 cgtcaataaa aaacagaaaa taaggaatgt tctatcgata taaagtgagt ggaaataagt
  4454221 tgtagattat atttgaaaat aaataattga cttttttctt aaaattcaat atgttcataa
  4454281 aaacatctgt ttttcataag tataattaac ctgaatggtt ttggaatgtg ggaaggagaa
  4454341 tgtagctttg aaaacattag aactacaaga acgtttaact gaaatttttc agcatttaca
  4454401 tgaaaaccct gaagtgagtt ggaaagagta tgaaacgaca gcgtatatta ctaacttttt
  4454461 aaaagaagaa ggaatttcat ataaaacatt tgatgattgt ccaggcgtga ttgctgaaat
  4454521 cggtaatggg aatccggttg ttgcgattcg tgctgatatg gatgcacttt ggcaagaagt
  4454581 gaatggagaa tttaaagcga atcattcatg tggtcatgat gctcatatga cgattgtaat
  4454641 gggacttatt ttacaattaa agaatatgag atggaaaagt ggtacagtta gatttatttt
  4454701 tcagccggca gaagagaaag gaaatggagc tttaaagatg gtagagaaag gtgctgtgga
  4454761 tgatgcggat ttcctattcg gtgttcattt gcgcccaatt gaagaactat ctttgaaaca
  4454821 agctgcctca tcaattcgtc acggagcagc aggattttta gaaggtacga ttcacggaga
  4454881 agacgcacat ggagcacgcc cacatcaagg gataaatgcc attgatgtta tttctatgat
  4454941 taatattggt ttgaaaaaca tatggctacg accgcaaagt tcctattcag taaagatgac
  4455001 gaggtgccaa gctggtggag ataatttgaa tattattccg ggtaatggtc attttagttt
  4455061 agatgtaaga gcagagaata atacactatt agaagagtta aagaaaagga tagagcatgt
  4455121 catagaatca gctgcatcaa tggggtcgaa aacttcatat gagtggattg atctcgcacc
  4455181 aggagctgaa gtttcagaag aagctgaacg atttatgcgt aaaggtattc ttgaagtgta
  4455241 tggggaagat aaatgtacag gaccacttta tacgacagga agcgatgatt tccattacta
  4455301 cacagtgaag agaccatatt taaaagctgt catgcttgga ttaggagcag acttacaacc
  4455361 tggattacac catccgtata tgaagttcga tcatagttgt attatggatg gggtagaaat
  4455421 attaaaacaa actgtattga aagtgttaga agacaggggc tagagagctc ctgttttttt
  4455481 gtagtaattt gttgttaagt cgatatattg aaaaaatcgt tcatataatt tcacgtacct
  4455541 attaatttga tgaaaaatcc ttctccagta catagtgtat aataagaagt accatttctt
  4455601 aataggagaa aaaaatgaac gaacaatatt atgatgcagt tttaaatata aaaacagtag
  4455661 gtgaacaaaa agggtttaac aagtctatgc actatcaccg ttatgaaccg acgccatata
  4455721 gcggattaga tgagttactg aatcaatatg agataaaacg tagtgaccga gttgtagatt
  4455781 ttgggtgcgg aaaaggacga ttaaactttt atatgcatca taagtgtggt gcttcagcgg
  4455841 ttggaattga aatgaatgaa gagttttata aagaagcgtt ggataatctt gatcgttatg
  4455901 ctcgaaaggt aagagacagt aaagataaaa ttaggtttga atgttgttta gcgcaggaat
  4455961 atgagattaa tccatgtgat aaccgatttt atttctttaa tccattttct gtccaagtgt
  4456021 ttatgaatgt agtaaataac attttgcttt cggtagaaga aacggggaga gaagtagata
  4456081 ttattttata ctatccttct gaagattata ttttcttcct agagaatcag actacgtttg
  4456141 agttgaagag ggaagtaaga ttacctgggg cttatgagaa gaatgggaat gagaggtttt
  4456201 tagtgtatac attaggatta taaaaaagca ggtgccaagg cacctgcttt ttttactcac
  4456261 gtctatatta gttacggatt aagtaatcaa atgcacctaa agctgcgttt gcacctgaac
  4456321 ccatagagat gatgatttgt ttgtacggat tatttgtaca gtcacctgca gcaaacactc
  4456381 ctggtacgtt tgtagcgccg tgcttgtctg ttacgatttc accgcgaacg cgttcaactg
  4456441 tttcgcctaa ccagtctgtg tttggaacaa gaccgatttg tacgaataca ccttgtaatt
  4456501 caacgtgatg aacttcttca gtttcacgat cgatgtaaga aataccgttt actttatcag
  4456561 taccagtaat ttctttcgtt tgaacgtttt tcagaacagt tacgtttggt aagctgttaa
  4456621 gacgttcttg taatacagca tcagctttta attctggcat gaattcaaga acagttacgt
  4456681 gcttaacaat acctgctaag tcgatagctg cttcaatacc agagttaccg ccgccgataa
  4456741 ctgctacgtc ttttccagtg aataatggac cgtcacagtg tgggcagtat gctacacctt
  4456801 tatttttgaa ctcagcttca cctggtacgc caacgttacg ccagcgagca cctgttgaaa
  4456861 cgattacgct cttacttttc agaatagcgc cgttttcaag ttccacttca ataagttctt
  4456921 ttttctctaa acgttttgca cgttgtagat tcattacatc gatgtcgtat tcttttacgt
  4456981 gctcttcaag gcttgctact agcttaggac cttcagtgcg ttttacgctg atgaagttct
  4457041 caatgcccat agtatccatt acttgaccac cgaagcgctc agcaacgata ccagtgcgga
  4457101 tgcctttacg tgctgcataa attgctgcac ttgcaccagc agggccgcca ccaacaacaa
  4457161 gaacatcgta tggatcttta tcagaaagct ctgatgcatc tggaccgtta cccattttag
  4457221 ctaaaatttc ttccagtgtc atacgaccgc ttccgaaaga ttcgccgttt aggaaaactg
  4457281 ttggtactgc catgatgtct ttgctttcta cttcctcttt gaatgcagcg ccatcaatca
  4457341 tagtatgtgt aataccagag tttagaacgc tcattacgtt aagagcttgt acaacatcag
  4457401 gacagttatg acaacttagg ctgatataag attcaaaatg atattcgcct tgaatgtttt
  4457461 taatttgatc gattaatttt tgttcaactt ttggagcgcg tccacttact tgtagtaaag
  4457521 ctaacactag tgatgtaaat tcgtgtccta atggaatacc agcgaatacg acaccagtgt
  4457581 cttcaccagg gcggtttacg ctaaagcttg gtgttctctc taattcaact ttttctactg
  4457641 taatcttaga tgacatagta gctaattcgt ctactagagc taacatatct ttagatacgt
  4457701 cgtcgtttcc tgcgcttact ttaagtaaaa tatcgttctc cattaactga aggtattggg
  4457761 atagttgtgt ttttatatct gcatctagta tcattttgat cgaactcctt agattttgcc
  4457821 tacaaggtca aggcttggtt taagtgtagc agaaccctct tgccatttag ctgggcaaac
  4457881 ttcacctggg ttgttacgta cgtattgagc tgctttaatt ttgttaacaa gaatgcttgc
  4457941 gtcacggccg ataccgtcag cattgatttc catagattgg ataacaccgt ctggatcgat
  4458001 gatgaatgta ccacgagcag caagaccttc ttcttccatt aaaacgttga agtttgtagt
  4458061 gattgtgcga gttgggtcac caatcatgat gtactcgatt ttaccgatag tttctgagct
  4458121 atcatgccat gctttgtgag tgaagtgagt gtctgtagat acagagtata cttcaacgcc
  4458181 taactcttta agagttgcat attggttttg taagtcttca agttcagttg ggcaaacgaa
  4458241 tgtgaagtca gctgggtaga aacaaactac actccatttt ccttttaaac tttcgtcagt
  4458301 aacttggata aattctccat tatggtaagc attagcttta aacggtttta cttctgtgcc
  4458361 gattaataac atattaaaat tcctcctaaa tgttggtttt gagcatcaaa aaatagtgtg
  4458421 ctcataaaat atatttttta attaactata ataattctaa ttcgatatta attatcatat
  4458481 agaagtggtt attttgtcaa gcgaataaac gaactttata tcaatttaat taatatttat
  4458541 tctcaattaa ggataacagg gaatggaaag gtaattttaa gtttataaat tttcaatgag
  4458601 tgcttgaaag agtagtgtgt atgttagaca tatgatgtaa gtataaattc ttaggaagga
  4458661 aatatttctt agaagttttc tttttgaaaa ggaactgctt atttctattt tacaaagaat
  4458721 tgtgtgataa ataaaataaa atgaattaga atctttttga acaatttttg tcctctcaaa
  4458781 catataatta ggaagtatat tgtaataata attagaaaca ttgactcaaa gtgttaacaa
  4458841 gatataataa aacctagata tacattttaa aaagaagaac atatattata ggatgaaaga
  4458901 tttaatccta ttatttttta tagcttttag aaaacgctta caattagtgt ggaggggaaa
  4458961 ccatgtctaa gttcacaaag tattttttaa tggaagctaa cgatgtaatt gtatatgtga
  4459021 aagagaaatt atgtaagttt gaacatgcaa aggggttaca gtgtaaagaa ataggtgatg
  4459081 gtaatttaaa ttatgtattc cgcgtttggg atgaacagaa gaacatttct gtcattgtaa
  4459141 agcaagctgg ggatacagct cgtatttcag atgagtttaa gttatcgacg aatcgtattc
  4459201 gtattgaatc agatgttttg cagttagagg aagagttagc acctggactt gttccgaagg
  4459261 tgtatttgtt tgatagtgtg atgaattgtt gcgtaatgga ggacttatcg gatcacacaa
  4459321 tattacgtac agcacttata aatcatgaaa tatttccgag gcttgcggat gatttaacga
  4459381 cctttttggt aaatacgctc ttattaacat cggatgttgt aatgaatcat aaagagaaga
  4459441 aggaacttgt gaagaattat ataaatcctg agttatgtga gattacagaa gacctcgtat
  4459501 acgctgagcc atttacaaat cataataagc gtaatgagtt atttccgtta aatgaagggt
  4459561 ggattagaga acatatttat agtgataaag agcttcgtat agaagtagca aaacttaagt
  4459621 tttcttttat gacgaatgca caggcgctta ttcacggtga tttgcatact ggttctgttt
  4459681 ttgtaaaaaa tgattccaca aaggtaattg atcctgagtt tgccttttat ggaccaatgg
  4459741 gctatgacat tgggaatgta atggcgaatt taatgtttgc ttgggtgaat gcagatgcga
  4459801 caatgtcagc tggagccaag aaagatacgt atatggattg gttacaatcg acaatggtag
  4459861 aggtaattga tctatttaag aagaagtttt tagatgcttg gaatattcat gtgacagaga
  4459921 ttatggcgaa agaagaaggc tttaacgaaa tctatttaca atctgtatta gaggatacag
  4459981 ctgcagtgac aggccttgag ttaattcgtc gtattgttgg gctagcgaaa gtaaaagata
  4460041 ttacttgtat tgagaatgag gaagcacgtg ctagagcaga acgcatttgt cttcaagtag
  4460101 caaagaaatt tattttacga gcgaatcaat ataaaacagg tacaagcttt gtagaaacgt
  4460161 taaaagaaca gtcaatgcac tatgcgaagt aaggggagaa gatgatggaa gagcaattaa
  4460221 taccaattca gtggaaagac gatgctttag ttttattaga tcaaacatta ttaccaaatg
  4460281 aagttgtcta tgaatctttc aatacagctg aaggtgtgtg ggatgccatt caagtaatga
  4460341 aagtacgagg agcgccagcg attggtgttt cagcagctta tggtgtgtat ttaggggtaa
  4460401 aggaatttgt tgaaagtacg gaagctgaat ttattgatga agtaaaaagg gtatgtgcat
  4460461 atttggccac atcaagaccg acagcagtaa acttattttg ggcacttgaa agaatggaaa
  4460521 gtgtagcgac agatcatact catctatcaa tcacacagtt gaaagataga ttactagaag
  4460581 aggcaaaaga gattcatagg gaagatgaag aaattaaccg tcaaattgga gaacatgcat
  4460641 taacgttatt ccatgatgga atgggagtat taacacattg taatgctggt gcgttagcga
  4460701 cgactaagta tggtactgcg acagctccga tgtacttagc gaaagaaaaa ggatgggact
  4460761 taaaaatcta ttccgatgaa acgcgtccta gattacaagg ttcaacgtta acagcattag
  4460821 aattgcagcg agcgggaatt gatgtcactg tcattacgga taatatggca gctatggtta
  4460881 tgtcacaagg gaagattgat gcggtaatcg ttggatgcga ccgtgtggca gcaaacggtg
  4460941 atgtagcaaa taaaattgga acattaggcg tatctatttt agcgaaatac tacaacattc
  4461001 cgttttatgt agcagcacca acaccgacaa ttgacttaaa aacaccgaca ggaaaagaaa
  4461061 ttccgattga ggaaagagat gcttctgaag taattaatcg tttcggacag tattctgctc
  4461121 cgaaagaaag taaagtatat aatccagcat ttgatgtcac gccacatgaa aatgtaacag
  4461181 cgattattac ggaaaaaggg attgtaaaag caccgtttac ggagaattta aaaaagttat
  4461241 ttcaataagt agatagagtt aaaaagtcag tcatcataag ctttatactt agggggatgt
  4461301 atatgttatt acaaaaagag agagaagaga ttgtagcgta cggaaagaaa atgatttcta
  4461361 gcggtttaac aaaggggaca ggcggtaata ttagtatttt caatcgcgag caaggtcttg
  4461421 ttgccattag cccaagtggt ttagattatt atgaaacaaa gcctgaagat gtagttatat
  4461481 taaacttaga tggtgaagta gtagagggag agagaaaacc atcaagtgaa ctcgatatgc
  4461541 accttattta ttatagaaat cgtgaagata taaatgcgct tgtgcataca cattctcctt
  4461601 atgcgaagac gattgcatca ttaggatggg aactgcccgc agtatcatat ttaattgctt
  4461661 tcgcaggccc gaatgttcgc tgtgcaccgt atgaaacatt tggtacgaag caattagcag
  4461721 aggctgcttt cgaaggaatg atcgatcgtc gtgctgtttt acttgcgaac cacggtttaa
  4461781 ttgcgggtgc aaatcatatc aaaatggcat ttaccgttgc agaagaaatt gagttttgtg
  4461841 cgcaaattta ttatcaaacg aaaagcattg gggaaccgaa gctattgcca gaagacgaga
  4461901 tggagaattt ggcgaagaag tttgaagggt atgggcagca gtagaataaa aacaccctca
  4461961 agaaaagatc ttgagggtgt ttctttacgc ttttttaagc aacaaataca taaagtaagg
  4462021 agcaccaatt aaagcgacaa caatacctgc tgggataccg ttaggttcaa cgatatttcg
  4462081 tccaattgtg tctgctagta gcaatagcca tccaccgatt aaaagggcga taggcatgaa
  4462141 gatttgatgt cttggaccta ctaaagattt cgcgatatga ggagccatca gtccgataaa
  4462201 gctaattcct cctgttacag aaacagcggc agcagcaagt gcaacggctg caactaataa
  4462261 atatctacgc tctttttcaa tttcaattcc aacgccaatt gcgactggtt cgtttaatgc
  4462321 taaaatgttt aatcgatttg ctttatagaa aacaaatgga attaatacga ttaaccatgg
  4462381 gagcattgcg aaaatgaaga tccaatcgtc tccccaaatg tttcctgcaa tccattttga
  4462441 aataaagtct actttcatgc gatctgcgga tgaaataagg acaatcatca ttccagatag
  4462501 tgcaaaggca aaaccgatac cggttaatgt taatcgtacc ggctgaagtc cacttgattt
  4462561 actatatgaa aatacgtaaa tgagaacagc tgtcagaaat gccccgataa atccaacgac
  4462621 aggtagtaag taaagaaatg aacctacatc tattggaaag tataaaaaga aaatagcaac
  4462681 agcaacaccg gccccagagt tgataccgag aataccaggt tcagctaaat catttcgggt
  4462741 aattccttgc agaatagctc ctgataaagc aagagccata ccagctaata atgtaatgat
  4462801 aattctaggt agccttaaag agtataaaac aaactcctct ttaaaagttc cttggcccat
  4462861 taatattggg agtagccgat cataagataa agatgctgaa ccgagcccca ttccaattac
  4462921 aatggttgta atggttagta taagtaaagc gagtatgata agacgttgtt ttcttagaat
  4462981 agatggtatc atgagaacgt ttttcctcct ttacgtacaa tgaataggaa gaatggtaat
  4463041 cctacaattg cgacaatagc ggcaactggt gtttcgtacg gagcgttaat cgtacgtccg
  4463101 attgtatctg caagtagcat aaaggaagcc ccggcaattg ctgacatcgg tataacaaat
  4463161 cggtaatctg gaccgacaat tggacgtacc atgtgaggta ccattaaacc gataaatgcc
  4463221 atatttccga caagtgctac agacgcacct gcaagtaaaa tgataatgat aaatagaatg
  4463281 gttttaataa caataatttt ttgaccgagt ccaatagcta cttcttcact gaaactaaga
  4463341 actgtcaact ttttggctag taagatagcg ataaagatac taattgaaat gactggaata
  4463401 ataactttca attggctcca agtagttcca attacgcctc cagcagtcca aagtgataca
  4463461 tcttgtgaaa ttttgaagta aatgccgact ccttctgaaa ttgcgagtag aaatgctgaa
  4463521 actgcagcac cagctaatac aattcgaaga ggggagagac cgcctttttt caccatacca
  4463581 attccaaata ccataattgc accaactgca gcaccgataa agcaagctaa tgttaagtaa
  4463641 agatagctta tggaagggtt gaaagcaagt gttagtgcaa gcgcagcatt tgctccacca
  4463701 gatagcccga gtaatccagg ctcagcaagt ggatttcgtg ttaatccttg cataattgct
  4463761 ccagaaacgg caagtccagc tcctacaaaa atagcagcaa cttcacgtgg caaacgtatt
  4463821 tcgcgaataa tagatatttt gtccccttta gcggaggaag tgagtgctaa ccatacgtct
  4463881 tttattgaag tatctgcagc acctaatacc attgccacca taaaaataag aaagaatgca
  4463941 attatgctta aaattaattt gtatgtaaaa gctatagaac gcgtattgtc atgttctttt
  4464001 gtcattcgtt tcacatcttt tcttttcata gaataaagga agaggaattc ttaaattaag
  4464061 aattcctcat gtttgtatta tttaccaaga aagctcttct tgaagaagtc tagttggaaa
  4464121 tctaatgtaa gtggatcatt gaaatagaat tccatcatgt ttgcttcgta tacacgatta
  4464181 ttttttactg ctgggatgtt tttatatgat tctgtctctt ggaatgagtt atcagtatct
  4464241 ttgtttttac ttacgattaa gtagtcacca gcaaactcag gtaatacctc agtagataat
  4464301 gcgtaataac cttcttttaa tgctttttct tttacttttt caggcatttt taatttcatt
  4464361 tcttggtaca gaatttctgt tccacggccc cagttctcgc cgtatacata aagctgtttg
  4464421 ttgaagtttt ctacaacaga aactgttgca tcttcaccga tttttgcttt aatttcttta
  4464481 ccagcgtctt gtgcacgttt cttgaagtca tcaacccaag tttttgcttc tttttctttg
  4464541 tttaataact taccgatttc taaatgctgt gttaagtaat caacttttcc gtaagtgtat
  4464601 gttacagtag gagcgatttt ctttaactta tcaacatttt taatattaga taaaccaatg
  4464661 attaaatctg gatttagttc agcaattttt tcaacatttt catctgatac ttcagcaaca
  4464721 tctttaagtt tgctatcaaa acgtgggttt tgtttagacc atgaatctac cccaacaaga
  4464781 tttacaccta atgacattac gttaccagcg aatgatgata gaacaacaac gcgttttgga
  4464841 tttgcaggaa cttctacttt accattttca gattggtatg taattgtttc tgatttacta
  4464901 ccttttgcat cgttcttttt gtctgtagag ccattgctac aagcactcat aacaagaacg
  4464961 aaaagaactg ttagtgaaat aaataacttt ttcatcgtct ttctccttta acatagatga
  4465021 tatgtgtata cgataatttg tttaactgca atctgtttga atgagtagtg gtaatgcaaa
  4465081 atatttatta aaaatcttga atgtgagatt ttataatata gtattaacca tattaatgaa
  4465141 agaagatgta atctcaaatt tgctaattat taacaaaatg ataatgatta tcactattga
  4465201 ttctttaaat aatataattt tatataggtg tattgtcaat agtaattttg attgtaaatt
  4465261 ttgcggaaac aggttatatt ttattgagaa tgataatcaa tgattagtag ctgaggagtg
  4465321 agcacgaatg aatcgagaag aattgtttga tgtaactgtg ataggcggag gacctgcagg
  4465381 gctttattca gctttttata gtggactcag agaaatgaaa acaaaaataa tagaatttca
  4465441 accacagtta ggtgggaaaa tacatgttta tccggagaaa atgatttggg atattggcgg
  4465501 attattaccg gttactggcg aaaagttaat tgagcaactt gtacaacaag ggttaacatt
  4465561 tcagccagaa gttgtattga atacaaaaat agaatcaatt attcgtaata aagatggtat
  4465621 ttttacgtta aaaacaagca ctggagaaga acacttttca aaaacagtga tcgttgcaac
  4465681 tggaagtggt atattgaatc cacaaaagtt atcaattgaa ggtgcggagc gatttgaagt
  4465741 atcgaactta aattatacag ttaaatcgtt aaaacgtttc aaaaataaaa cggtcattat
  4465801 ttcaggcgga ggtaactctg caattgattg ggcaaatgag ttagaaccaa ttgcgaaaaa
  4465861 agtctattta acatatagaa aagaagaatt atctgggcat gaggcacaag taaaacaact
  4465921 tatgaacagt tctgcagaat gtttctttaa tacatcgatt acaacattaa ttgctggcga
  4465981 taaccatgaa gcgattgaat atgtagaatt aacaaatcac gaaacgggag aggtttctca
  4466041 gttagctatc gatgaagtta ttattaatca tggatatgaa cgtgacatta cattattaga
  4466101 aaatagtgag ttagacgttg cgattataga taattattat attgcaggta atgcaaatag
  4466161 tgaatcttca gtagacggat tatatgctgc tggagatatt ttaaagcatg aaggaaaatt
  4466221 acacttaatt gcgggagcat tccaagatgc tggaaatgct gtaaataaag cgaaacaatt
  4466281 tattcaacca gatgcaagtg agtatggaat ggtttcttcg cataatgaag tatttaagaa
  4466341 gagaaatcgt gaattgatta agcagatgat gaaataataa aggaacaagt atacccccat
  4466401 ttacttctct attcgaatga cgagagaggt aaatgggggt tttcctgttt actatatttt
  4466461 caatcattat aatgacaccg gtttcatcag ttcatgtgac atgaacgttt ttatttgtaa
  4466521 atcttcctag aaaacaatga atctatgttt tgctgacgca gaacagtatt acattacgct
  4466581 gttcctttag ctcgtttttt agggaatggc atatttaata tagaagcaat gtactgtttt
  4466641 ccatgcattc gagctaatga ttctaatatt tggcgaacac gttttgtaag atgaccttgt
  4466701 ttttttattt cctcacaata tgcgtcatag aaaacgtatt tagcccaaag gaaatcatct
  4466761 tgttggaata agaaatgatt tttgtaccat tccccaattg tatggtaaca attgttttct
  4466821 tgtattgctg cgctttgaga aagaatacga tcagataaag atgtagttaa atgagaaatt
  4466881 gtgttttccg tttcaacttg taatgttttt tctaacattg taatgatgtg acgagtagcc
  4466941 atatgttaac gctcctttgt gtaaatgggt aataccattc tatatttaaa aaattcttac
  4467001 tatatactat tatacaatat atggaatgca tctacctgct ttttaggttg catttacaaa
  4467061 atctttttta tttgtttaca aaaataaagt aagatacagt gtataggaaa aaataataaa
  4467121 ggaatgaatg cgttgtatat aacagtagaa gaagctgcag agtatttgaa tttaccaaag
  4467181 tcgtatattg aagagctaat tcagcaaaag aaaattcgtg cactatttga tggagagcaa
  4467241 tatttattaa ataaagaaca attcaataca catttagaac aaatggagaa atataagcaa
  4467301 ttagtggaag aaatattgaa cgaaccaatt ccggaagata tggatgttaa agatgaagat
  4467361 taactatggg aaatccctta tgaagatatg cagaaatgta tcttcataag ggattttttt
  4467421 gtttaaagat atcaaaagca tagggggttc ttagtctttc ttcaaatttt gataggtagt
  4467481 agtctaccat gttaaaagca tatttttttc tagctaggac aaacatagag aacgtaacct
  4467541 gtacagatac atatactatc agtgcaaaag cttataaatt aatggaaggg gttttctcgt
  4467601 gagtttattt cattgtgatt ttttgaaaga cttaattgga tcttttgtga gagtaaacag
  4467661 gggtggtcca gaatctcaaa gaggaacaat aatatcagta tgtccggact acttcgtatt
  4467721 gcagaatgaa aaaggtgagc tgtattacta tcaacttagt catctaaaaa gtattacaaa
  4467781 aagtgcaaaa gaatgtggat caagtgattg cgaatgggaa gattgcgcat gtgcagaaga
  4467841 ctttgaagca cttcttgaaa gtttcaaata tcgttgggtg aaaattaatc gcggtggtcc
  4467901 agaaaaagta gaaggcattt tacaagatgt ttcttgtgat ttcgtaacat taatcgtaaa
  4467961 agaagaaatt atattaattg caataaagca tattaaaagt gttaactata atgctttagc
  4468021 atgcggagag agcgatgaga gcgacgatag tagcagcaag gaaagtagca ataattcagg
  4468081 tcgcgctcgt gcacaaagac aatcaagtag aggcagataa taagaaaggg ggatacgaaa
  4468141 ttggagaatg tattatgctg tgaccaaatt aaatgtttag ttggtgagac tgtaaaagta
  4468201 aaccttcgcg gaccagaaag tcgagtgggt gagctcgtat cgttaggcaa agattattta
  4468261 acgttacaat tacctcatgg tgaattagta tattatcagt tgaaacatgt gaagagccta
  4468321 gttaagaaag tgaaagaaag taaatgtggc gattgctata gttcatgttt ctgctctgat
  4468381 gaggatactt ttttagatat attaaaagac ttgaagtata agtgggtaaa aattaatcgt
  4468441 ggtggtccag aatgtatgga tggtttatta agtgaggtac accatggctg tattacacta
  4468501 gtaaactgcg atgaagttat ttatgtaatt aactctcata ttaagagtgt gagtcaagta
  4468561 gttaaatgta aaaagaatga agatgaataa tgtttaataa ataagagggg cattatgagg
  4468621 gaaagagaag aacaatttct tatttcgata gtatgaaaag gaattactta ctattaaaac
  4468681 agaactttgc cctgattatt tttttgaaaa tggaagactg gaaagaagaa attcatagaa
  4468741 aggaggatat agatgaatga gttaaacaaa agtattggag aaaatatata tgttaaatta
  4468801 atcggtgaaa aaagatttaa aggtgtatta atagacgtag gaaatgatat cgttgttctt
  4468861 tacaatggac aagactatgt atatatatct ttataccatg tacaatatta taaaatttta
  4468921 agaacatatg atgaagaaat atcaaaacca gatgttgatt ctgtaattaa gagggaatca
  4468981 ccttctatct ctttgaggaa agtattaagt acttctaaag ggattttcac tgaaatttat
  4469041 gtagcgggaa atgctccaat acatggttat gttacaagta taatgaacga ttatatcgtt
  4469101 ttttatagtc cagtttataa aacagtatat atatctttaa agcatttgaa atggttaatt
  4469161 ccatataaag aaaatcaagt gccttatgcc ctcaataaaa atgaactccc cgtaaatcca
  4469221 ttaaatatta cgttagctcg aacgtttgaa gaacaactta ttaaaatgtc tggcaaaatc
  4469281 atggtgttcg atttaggtga ggaatctaat aaaatcggaa agatggcgaa gattgatgaa
  4469341 gggcatattg aaatattaaa agcgcgtgat gcgaaaatgt atgtaaatat tcaacatgta
  4469401 aaatctgtcc actgtccgta agctagttga aagggctggc tttttctttt atatgcagaa
  4469461 gaaaaggtcg agcctatttg tttaactcga ttggaatatg aggggaaaaa tgaattgagt
  4469521 ataaatatgt tagtgtgatc attgaagagg aaatcttgtg ctaaattata aaaaatatgt
  4469581 acgagctatc ttttgatgta ttcaatttat ttttttgagg gagaactgct aactaatata
  4469641 ttaaaggggt tttgttggtg gagcagtttc caaattcttt atcgattaca ttacttggta
  4469701 gtgctggtgg agcagcaaaa gcagttttag cgattttgaa tcaagcgata gtaaatgaaa
  4469761 aagacccgat ttatgaagtg ataaagagtg ttacatttca tttggttgat ataaaacaaa
  4469821 aagataggac gtattatgac gagttgtttc caaatttgaa agatcaattg tttttatccg
  4469881 aaatagacct ccaagatgta gtgacattta aaaagcattt aaaagaaagt agtacgagtg
  4469941 ttgttattga tgtttcgggg gcagatacga tcagagtatt aagctgttgt aatgaacttg
  4470001 gaatttgtta tattaattca gctttggaaa atgaggcagt agatcaggac gatagtttaa
  4470061 tcggctttca acttacggaa agatatacga gatttgagaa ggaaaaagag aaatttacaa
  4470121 atacaaaagc aattataggc tcaggtatga atccaggggt tgttcaatgg atggttgttg
  4470181 aacttatgaa ggaacgcccg aatgaaaagc caagagcatg ctatatagta gaacatgata
  4470241 cgtcattttt gaatgataca gcacttataa aacctcatac actgtatgct tcatgggcag
  4470301 tagagcgatt tctagatgaa gcgatatgga gttatccgat gtatatgagt catcatcgtc
  4470361 ccctttactt ttatgaagat gtatatgctt cagagtataa agtaaagttg ggagagaaag
  4470421 agttttatgg ttgtttaatg ccgcatgagg aagttttaat tttagggaaa aactttaaca
  4470481 tggaagttgg atttctttac cgaattaatg agtatacaac aaatataatt agacagaatt
  4470541 taaataaggt agaagatcta tggaactgga atcgtaaagt atttaatcca gccgaagaag
  4470601 agattgcggg cgaggatcta gtcggtgtat tactcgttta tgaaaatagc gaggcatata
  4470661 tgtataacgt gatgaatagc agccaagttt ttcataaata taaaacgaat gcgacttact
  4470721 tccaagtagg atgcggaatt tatgctggct tgtgtagttt actgttcgat gaatttaaac
  4470781 aaggtgccta ttatgtagag gaattattat taaatacaga aagtaagtac ggagaatatt
  4470841 tgaatttata tatgaaggat tttgtagtgg gggaaaatga ttttacagat ggcttgctac
  4470901 atgatcgggt aagatggata taagttgtga tgaaaaggaa ggggaaatcc ccttcctttt
  4470961 cgcgttataa ggttacatat tgctttgaaa gtaattttat acttataact taatgagata
  4471021 atatgtagag tttttgtatt gatcatgagg agtatttata tgaacaaatt taaaagctta
  4471081 atttatgagg aaagagaagc tttaaaagta tttaaaaaaa ttaacggatt tgttagggaa
  4471141 accaaagcca acaaattatg aatgatgtaa tatacgagaa atccttttat atgttgtgca
  4471201 gttaatggaa agttatgcag cgcaatatag agtgaagttt cactggaaaa taaatgggga
  4471261 tgcatcacct gtaaacggtg atgataaaca attaaaacaa ttgttattaa aaatgggata
  4471321 gaatcgatgc gagaaggtgg agacattcat atccgtgtat acgaaaaaac ggaaggatat
  4471381 gaatgcattt atatattggg atggagaacg agaagttaga caaaatcggt aaagcttttt
  4471441 actcaacaaa gcagaatggt acgggactta gattagcgat tacatataaa attattgagg
  4471501 agtatcaagg aaatgttgcg attcaaagta gcgtggaaat aggaacgaaa gtggagattt
  4471561 ttttaatgat agtataatgt gctacaagaa aatatttttc agaaaagtgt tcttgttgtg
  4471621 taaatataaa cattttataa aatgtttcaa gaagggtttt ttttataaaa tacttcgttt
  4471681 ataatggagg aaaatatcga catgagattt gttattcatg taacggttcg gtagtgttag
  4471741 aaaaagtagg ggtgcacacg catccttttt ctatgcagat atgatgaaag aggtggtatc
  4471801 atggaattaa cattaaattc gactgtatgc ttacacacga ttcaatttcg aaaagagcaa
  4471861 aagaattaca ttgtaaaaga tacaattaca ggagaaaaat atgaaatgcc gccactttgg
  4471921 attgatgcat tggcaatgat gcgtgacggt tttttattgg gagaaattga ggagaaatta
  4471981 aaagaagagt atccagctga agaaataaat atgttagcat ttacgaggca actgttagaa
  4472041 ctagagcttg ttgaaatggt agatggggaa gaaatagctt gtacaaagaa gaaagaaaaa
  4472101 gactatttag cttgggtacg tccgcgtgtc gagcaattct ttcttagttt aaataaaaaa
  4472161 tatagaagca aaggtcaatg atgatctttg ctttttttgt atcatttgtt taaaaaataa
  4472221 cagcgaatgc tcttgcaaaa gcaccatcac tatctttaat ttttaaaggt gctgctgaga
  4472281 aaaagaaacg tttcgtttta atggcatcta agtttgttaa gttttcaatt aaataaatat
  4472341 tattcccaag tagtatatga tgaatcggtg atgtttctgt cgttacctcg tcaggagaaa
  4472401 tgaaatctaa accaacagat tttactttta attgaactaa ttcttcagct aattcttcgg
  4472461 aaagataaaa agcttcttgc tcatatgcct ctgtattcca tttagtagat agattggaat
  4472521 ggaaaatgac aatatctcct tcttttatgt cagcattgtg taatacttct ttacgtaatt
  4472581 ttcgttcttg tacatgagtt acatcaataa gaacagcttc gcctacaaat tgatctaggg
  4472641 gtaattgatc aatggtagtt gcgcctgaaa tgaaatgggc aggggcatcg caatgtgtac
  4472701 caacatgaac gacagaatgg aaatctgtaa cttgataacc tgtttcttca acgcttgtaa
  4472761 tggcttctaa attgattttt ggtgttccag gaaattgaga catattattt tcgaatgttt
  4472821 gtgataggtc aattactttc attttaaata cctccaatat atgttttgaa atataaaaaa
  4472881 actcaccttt catgatcaag aaagatgagt tttgtacaca atagttacgt tttatctttc
  4472941 aaaatgcaat gcattttgca ggaattagca cctattcagt ttgtataaac tgaggttgct
  4473001 gggcttcaaa gggccggtcc ctctgcctct cttgataaag aattattcag ttttaaaatt
  4473061 tttaattttt agatagttaa attgtaattc atttcctttt ttcgtgcaat acaaaatagg
  4473121 tattcaccca aataaagttg ctcgcatatt gtagcttatg taaatagaat gctgcgaagg
  4473181 agtgagtgca gtgacaggaa atgtattgaa ttattttgct ggtggcaata cagctagagg
  4473241 gtttcataat ttatacgaag agaatctaaa agggctaaac agattattta ttttaaaggg
  4473301 tggtcctgga accgggaaat cttctttaat taaggcaata ggtcgtgact gggttgaaaa
  4473361 aggatatgat attgaatttt tacactgttc ttctgataat aaatcggttg atggtgtaat
  4473421 tatcccgaag ttaaaagtag gaattgttga tggaacatca ccgcatgtta ttgagccgaa
  4473481 aatgccagga gttgtcgagg agtatatcaa tttagggggt gcttgggact cagataaatt
  4473541 gagagagcag aaagtggaaa ttgaacgatt tgtttcagaa gcaagcaaag cttttcaagc
  4473601 tgcttacgct cgttttaacg aggcgctaat tatacatgat gagtgggaga aaatatatat
  4473661 tgataatatt gattttaata aagcgaatga actaaccgat cagctcattc agaaattatt
  4473721 tgcagataaa ggcgggaaac aatcgcttgt gaaacatcgc tttttaggag cagctacacc
  4473781 gaaaggagca gttgattttg ttcctaactt aacagaagga ttactacatc gttattttat
  4473841 aaaaggacgc ccaggctctg ggaaatcaac aatgctcaaa aaattagcta aggcagcgga
  4473901 agaaaaaggg tttgaagttg aagtatatca ttgcggattt gatccgaata gtcttgatat
  4473961 ggttatcgta agagaattag gttttgcaat tttcgatagt accgcaccac atgaatattt
  4474021 tccgagccgt gaaggtgatg aaattataga tatgtatgcc cttattgtga caccagggac
  4474081 ggatgagaag tatgcggagg aaatacgcca tgtctccatt caatataaaa caaaaatgaa
  4474141 tgaggcgatg tctttcttag cgaaagcgaa atcagttcgt gataaattgg aacgtattta
  4474201 tattgctgct atggattttt ctaaagtaga tgcatataaa gaggagattc aaaaagagtt
  4474261 tgaacgaatt gcgattagtg taacggaaaa gaacaagtaa aaaataaaga attttagcag
  4474321 gctgtcggga attttctgac agctatttta gtatgtagta agcttagtaa tatatttgtc
  4474381 gaatttccaa ggaaataatc aaaaaaatgg agagggtatg aaatgagaga gaaaattaag
  4474441 ttggagttag agcgaattga gaaagaaaag gatgtaaaaa ttttatttgc cgtggagtca
  4474501 gggagtcgtg catggggatt tccttcgaaa gatagtgatt atgatgttag attcgtttat
  4474561 atgcatccgg tagaatggta tttatcaatt catgataaac gagatgtaat tgagtatccg
  4474621 attagtgatg atttagatat aagcggatgg gatataaaaa aggcgttaca attatttgca
  4474681 aagtcaaacc cagctttact tgaatggatt cgatcaccga ttttttattc gaaaaactct
  4474741 aattttccag aacagcttca gcaaatgagt gaaaagaact tcgatccgaa agcaacgata
  4474801 tatcattatt tacatatggc ttcaaaaaat tatcgtgaat ttttgcaagg tgagaatgta
  4474861 aaattaaaaa agtactttta tgtattgcgt cctattttgg cttgtaagtg gctagaggag
  4474921 aaaacaactt tgcctcctgt agaattcgat cgattaatta cagaattatt attggagcgt
  4474981 agcgtattag atgaaattga acagttgtta ataaagaaaa aggcaggtac tgaattagat
  4475041 gttggattaa aaattgaggt gttgaatcaa tttttagaag aacaaattca ttactatcag
  4475101 caatatgtaa aaggaattga aaagggatca gggatagata ttgagagttt aaatacattg
  4475161 tttcgagata tgttattcga agtatacaaa aaagagcacg agtaaatttg tgcccttttt
  4475221 tattttgtag gaataaagaa aacagatata gccgcgagaa ggcctgcgaa tgagaataaa
  4475281 tagaaattcc atgctaagtc atattgcatt gtcataataa taccgacaag aataggacca
  4475341 gcaatcgcac caacccggcc aagtccaagt ccccaaccta aggaagtagc tcggatatgt
  4475401 gatgggaagt attgtgtcac atatgcattt aatatttgag taataccgac ggatccaatt
  4475461 ccagcaagac caattaaaag ataaatgatt gaaacagatg gtttaattgt taatagtcca
  4475521 atacatatag ctgccataag ataggagatg ctaataacga ttttggctcc tatacgatct
  4475581 gcgattgctc cagcaaataa tgcaccgata gcggcagtaa tatttagcat aagtagaaat
  4475641 gataaactag atccaagagg atatcctgcc tgtcgcatca tctgaggtaa ccaagtattt
  4475701 aaaccgtata ttaaaaacat ccccattata taagtgatcc aaaaaagcag cgttgctttt
  4475761 atgtattctt ttgagaataa agtaagaaat ccatttttct ttcgtatatt agatggggct
  4475821 tgatgagttt catctttcgc atagaattca atttgaaaac gattaagaat tttatccact
  4475881 tcttcttggc gattacgtga taataaaaat tgaatggatt caggtaaata acgaataatg
  4475941 aaaggaatga ggagtagtgg aatcattccg atgccaaaca taattctcca tccgaagtct
  4476001 tctaacataa acatggacaa aatagcccct aacacgatac ctaaaggata gccagtaaac
  4476061 ataagagcat aaataaaaga ttgtcgcttt tttggtgaat attcaacagt aagtgcggaa
  4476121 gctgttggaa tgacaccgcc tagtccaatt cctccgataa atcgccatag tccaaataat
  4476181 tcaggagaag gagcaagtgc agctaggccc attgtaatag aaaaaagtgc taaacagcat
  4476241 ataagtgtcc attttcgtcc aattaaatct gtaatagttc ctactagaat agcgccaata
  4476301 aacattccaa acaaagcata gcttgcaatt gtaccagcat gagctggtga tagtgcccag
  4476361 ctgttgtctt ccagtagctt aggcagaacg gccccgtaaa tacctaaatc atagccgtca
  4476421 gctagaatgg ctagccaaca aataaaaaca acaagttttg taatagagtt tgaaaagata
  4476481 gtttttgtag attctagatg aggtggagct gaaggttgca tagtattcac cctttttatt
  4476541 tatagatgaa tatattattt tatttcatgt taatattttc ctccttcctg tcgaaattta
  4476601 tctgaaaagg ttttataaca aataaagaag ttcaacagga actctgttga acttctttat
  4476661 ttgtttactc attatcaact cgctttaacg gttgatctgc tggaccctca ataacgtctc
  4476721 cctcaattga aaagcgggaa ccgtgacaag gacaatccca agtgcaatca ccattattcc
  4476781 actcaacttc gcagccgaga tgtgtacaag ttgtatcgac aatatgtaat tttccttctt
  4476841 tgtctttata agcacctgct cgtttcccgt taacatgtac gacagatcct tcaccaactt
  4476901 cgagatcttc tggtttacgt agtgcggttt caatctttcc ttcaattaaa tgtttcgcaa
  4476961 catcaatgtt ttgggagagg aacgttttta tatctggatt tgcatgaaag cgtgaaggtg
  4477021 tatacagttc tttatatgga ctgtgtactt ttagaataga atccttcagt aagtgagcgg
  4477081 cagcagttcc agttgtcatc ccccatttac gatatccagt tgcaacaaat atatttggat
  4477141 tgctctcgtt aatatgcccg atataaggga ccttatctag cgtgattaaa tcttgtgctg
  4477201 accatctata aggaacctca tctactccaa acgttgcttc tgcaaaagaa tacagtgctt
  4477261 cataatgaag catcgtgttt attccttggc ctgttttatg actttctccg ccaattaaaa
  4477321 ttaatttttc accattgttt gttgtatagc gtaaagagcg ttttggatca tcaatgctta
  4477381 aatacatacc acctggataa tctgttttcg ctttaatcgc aagggcataa gagcgttcag
  4477441 catacatacg cgtaaagaaa aagctagtcg catcataaaa aggaaaatgt gaacaagaga
  4477501 caacatattc acaagtgatg cgatgtccgc cctttgtaat gacttgtgga taatcaccct
  4477561 tttctacatc aatagctgta gtttgttcat aaacttttcc gcccatctcc acaaactttt
  4477621 ctaaaagtgt tttcaaataa agaaggggat ggaattgtgc ttgatttttc atgacaagtg
  4477681 cagattgtac tggaattgga atcgatagag attgaacaaa gtcacaaggt atatttaatt
  4477741 tttgataggc ttcatattct ttcgataaag ttcttaatcc attatcagta gttgtatata
  4477801 aatatgaatc ctcatttaag aaattacagt cgattttata tgtttgcaca gttttattaa
  4477861 taaattgtag agcatgatta tttgcttcat agtaaagccc ggccttttcc ataccgaaat
  4477921 ggtttattaa ttcatcataa ataagatcat gttgcgctgt tatctttgct gttgtatgcc
  4477981 cagtcgtccc gtttaaaata agaccagaat caattaacac aacatcgatg ccttcttttg
  4478041 caagtaaata ggcagtagta atacctgtaa taccagcacc gataatagca acttttgtct
  4478101 ttatattttc agataagggg ggaaaagtag ggatttgagt agattcaatc caataagatg
  4478161 atgggaattg tggaaatgta tcgcttgtca tttgtggaaa cctcctgatt tagaacaatt
  4478221 tcccttttaa tatttccata ttatatgaaa ttcatgtgtg ctgtttttag gtgaaggtta
  4478281 tttttattta aaagaaagat aaaattattt taatataatt attaggtctt gttggtatga
  4478341 agagttagga gttgtgtaaa gctaaattta gatgagtgtg tgtgttgttt acacagagag
  4478401 ttcttgaata agatagagtc tatagtatgt cgaggtacgt atatgtataa tagatgaaac
  4478461 cttataaaat atgtgttttt tctttattga aataaagtat aattataaaa atataaccaa
  4478521 cttttattac taggtcataa aacttattga caatgtggaa tttctattga tatgattcat
  4478581 catgtggaaa ggttgataga gagtaaaaag agaaatgttt ttcattgata ataaaagcga
  4478641 aaaataagtg acgatagagt gagtatattt tccttatact agatgctttt ttaatcacct
  4478701 agtaaaatca atctggaagc aagaattata tatgtaagtt gcgcaaggcg cggcataaga
  4478761 aaggggcaaa aggatgaagg agcttcatac gtttgggtgg tatgcagcac gtgtatcacc
  4478821 acatttgccg aaaaaagcat ttaaaccagt tcctactcgt ttatttggcg gactggctta
  4478881 tttgcttgtg gcattggcgg gattaatatc gattggtgta tttgaattga atgtgtgggc
  4478941 taatctagga attgcgattg ttcttggatt atgttttgct tcacttgggt ttttagggca
  4479001 tgaaattcta catggaactg ttgtgagaaa ggcatggctt cgtgatttct taggcgcgat
  4479061 tgcatttatg ccgctatcaa caggtcctaa actttggaga aagtggcata atgcaacgca
  4479121 tcacgttcat acacaacatg aagagaatga tccagatgca tggccgacac ttgagaagct
  4479181 taaaaagagt aaatttttga gttgggtata tcgcatgcct cttcatgtac gttcattctt
  4479241 tagttttctg tcattaacaa ttcaatttac attgcattcg actcgaatgt tctttcattt
  4479301 tataaaagag tttaagtcat ccaatcaaaa atctgtatgg cttcaacttc ttttgccttg
  4479361 gactgtttgg attagtttat tgtttattat gggacctggg aaatggttat ttgcatatgt
  4479421 gattccattg ttaattgcta actttattgt aatggcatat atcgcaacaa atcaccgctt
  4479481 aaatccaatt gttccagtga atgatccgtt agcaaactgt ttatcagtaa cagtgccgcg
  4479541 ttgggtagac gttttacatt tcaatttctc atatcataca gaacatcatt tgttccctgc
  4479601 tatgagctct aaatactatc cattagtaaa agagaaaatt aaagaaatgt ggccggaacg
  4479661 ctatcatgag atgccgatga caaaagcttt ggcagcgcta tggaatacac cacgtgtgta
  4479721 ttatcaagga agtgaattag tggatccgca tagagagcat ttctatggtt ctttaggaaa
  4479781 tggactagat cctcataata tttcatatcg tgaggaacat atagaggaag aagagagtat
  4479841 taaaaaagta aatcagtaaa aattgatata tgttacagtg aaaaagcaag ccatctctgg
  4479901 cttgcttttt cttataaaga gacttctttt ttcttctttg cactaacttg aactgagttt
  4479961 gtttcttttc gctgtagtcg tttttccaaa aggttaacaa ggtaagtaaa taggagaaca
  4480021 agtacgaggt aatataaacc aacgattata tatgtatcta attgttgaaa gttacctgca
  4480081 gcaatagata aacctgatcc ccataattcg gccattccta cgtaagcaac aagcgaagaa
  4480141 tcttttaatc caataataaa ctgatttcct aaaggaggaa gagattgacg aaatgcttgc
  4480201 ggtaatacga tacggcgcat cgctaaagga tacggcatac ctagagagcg agcagcttcc
  4480261 atttgtccac ggtcgacaga ttggatggac ccacgaaaaa tttcagtaat atatgcaccg
  4480321 ttatggattg ctagagcaat tgctcctgcc caaaaagggg tgaaaacaac aaccgatgta
  4480381 ataccaaaat agagaattgc aatttgaaca attaatggtg taccacgaat aatggcaatg
  4480441 tagacatgag cgatactatt taaaacttta ttgtttgaga ttcgaaagaa agcgaatagt
  4480501 aatccaatta atgaaccgag tactagggaa gttaatgtta attgtaatgt gacaatagta
  4480561 gcctttaaga gtgtgggata agtagacatg aaaatttcaa acatatgtgt cacctcatat
  4480621 tgtatagatt ttagtagaga atgaaatgcc ccacacaaag tggggcataa tttatgaaac
  4480681 agctgactag ctaataattt actttgtgtt ttcctcctca ccaagaatat tacgcccaaa
  4480741 ccatttttta ctgatctttt catacgtacc atctttaatg atttcatcta aagctttatt
  4480801 tactttctcg accatttctt tatcatcttt acgaatagca attcccattt catcaaggtt
  4480861 taatggtttt ccagcttctt ttatatttga tttaccttct ttgatcatgc gtaaaccaac
  4480921 catttgatct gtgattactg catcaatacg tccaggctct aagtccataa gtgcagtaat
  4480981 atcgctatcg tattctgtaa tttgatctgt atgttttgca acaagatctt taaaggtact
  4481041 agcttttaca acaccaattt tcttaccttt caaatcttct ggagaagaga tagatgtatt
  4481101 ctttttagct acaaaaattt gggcaccaga acgataataa ggatttgaga aattaacagc
  4481161 ttttaaacgt tcttctgtaa ttgccatact gcccagtatt acatcatact ttttcgcttt
  4481221 gagaccttgg attagcgtct cccatgggtt tgtaatagga gtcggtttca tattcatttt
  4481281 tttcgcaagt gcctcaccta tttccacatc aaaaccgaca agctttccgt cattttcttt
  4481341 atagttaaaa ggtttatata agccactcat cgcataacga aattcttttt taccatttga
  4481401 agaagtagta gcactttcct tactacaggc ccctagtata aaggatgtac ataatgtaat
  4481461 actcgcaaca atggttaata gttttctttt cataaaaccc ctcctatata ttagccatac
  4481521 ggatggtttt aagtatgtta ttgagatatg ttatttagat gattagttgt gcaccgtatg
  4481581 aatgtatctt tttttgtttg aaacagaagt tacactataa aacgttgcgt aaaaattgtt
  4481641 ttgctcgttc atgtgatgga gttgaaaaga attgagctgg tggagcgtcc tctacaattt
  4481701 ttccatcatc cataaaaatg acgcgatcag ctacatctct tgcgaaattc atttcatgag
  4481761 taacgataac catggtcatt ccttcttcag caagttcttt cataacttgc aatacttctc
  4481821 cgacaagttc agggtctaag gctgaggtag gttcatcaaa tagcataatt ttaggattca
  4481881 tagcaagagc tcttgctatg gcaatgcgct gtttttgacc acctgaaagg aggtggggag
  4481941 ttacatctgc tttatcttgt aggccgactt tttgcaaaag ttgatttcca atttcttttg
  4482001 catttgctgt ttctaatttt tttacatgaa taggtgcttc tatgatgttt tctagtgagg
  4482061 tcatatgggg aaagaggtta aagtgctgaa acaccatacc gacattttcg cggactttat
  4482121 ttaaatttga atgctttgga tcaattcgtt caccttgtaa gtgaatttca ccttcatcgt
  4482181 acatttctaa aaagttaaga cagcgaagta atgtactttt accggaacca ctggcaccaa
  4482241 ttagaacaac aacttctttt tcatttactt ctaaatcaat tccctttaaa acatcaagtg
  4482301 agccgaatga ttttactaga tttcgaacct gaatcataca aaacccccag tcaaaaatat
  4482361 attttacaaa tgttgcccct tatttctgtt attagtcata aattgtcaga atcctttatt
  4482421 tttttggagg acagttatta tataagtaaa tctgaatgtg taattaaaat agaaagacca
  4482481 actaaattag ctggtctttc atatacttac aagtttttaa ttttaaattg agttgcggac
  4482541 ttttctaatt cgtcaacaag tttttgcatt tgaagagaca tatttgtaat gtcctgtatt
  4482601 gatactgact gagcttgtga agattgggat gtatgattag tctccgaaac tatattttgt
  4482661 gaaattgaag agatattaat aagtgcacta tttatttctt ctgagcttgc tgacatttct
  4482721 tctgcacttg ctgttatatc ttgtatttga tctgtaactt cattaatatg atttacaata
  4482781 ttatggaatg ctaattttgc attttgaaca gcatgaatgc cttcttgaat ttcttgttgt
  4482841 cctttcccca taacgttgac tacatctttt gtatcatttt gtacaagtaa attaagtttt
  4482901 gtaatatctg tagctgcttg ttttgattgt tcagcaagtt tacgcacctc ttcagataca
  4482961 acagcaaatc cctttccatg ttcaccggcg cgagcagatt caattgcagc gtttaaagat
  4483021 aatagatttg tttgttcaga aatgtaagta atagtttgta atgctttatc gatatcttgc
  4483081 gtacgaataa ctaattgatc tacaacttta tatatttcat ccatgacagt atgaatagtt
  4483141 gtcatttgag aaatggaatt ttcaatgatt tctgttccta cattcgcctt atcagaagta
  4483201 gaaatagcta agtttgaaat cgttgtagaa gattcggcta tgctttgtac gccatttgct
  4483261 atttcatcca ttgctgtaga actatcttta atatttgcag actgatcatt aatatggtga
  4483321 gacaactgtt tcattgtatt tgcgatgtta tccatagtgg aagaggaaac ggttgctgtt
  4483381 tcaacaatat gatttgtaga gcttttcact tgtacacttg tttgaatcac atttttaata
  4483441 atttgttgta agtttgatat catttgatca aaactattaa acatatgacc aaattcatga
  4483501 tggtattgtt ttggtacggc aatggttaaa tccccttttc cagctgtatt cattatgctc
  4483561 cgtaatgaat tgattggatt gataattgat ttagcagtaa ataaggagat aagaatgcaa
  4483621 agaactaaac atgtaatgaa taaaataatg gttatgctta tcacttgttt ataagagtgt
  4483681 tcgctgtcgt tatacagacc ttcagctaac ttttcgttat aatcactaag attttttaaa
  4483741 gcgcctactg tagctgataa attatgttca actgtagtta ggtagaatga atatgcttga
  4483801 ttcagtttat tctctttaat gaaatctagc atttgagcac gatgtttttt atagttttct
  4483861 agtttttctt tatattggct aaggagtttt ttttcttcgc ctgttatata tgtattttcg
  4483921 tattgagcct gtaatttttc ggtttcttta tttgtatcat ttaatttatt taaaattgta
  4483981 gtacgtcgat tctcatcttc agtgataatg agttccttta cataactaaa ttcttggtac
  4484041 aggctgctct caatagatcc aagccattta ataggttgta gccgatcgac atatactgtt
  4484101 tgaagttgtt tgtgcatttg ttgtaaattc atataattta caacgctaat aattaatatg
  4484161 gaaataatgg ggactgctat caataatatt aatctgttta taacgtttaa cagatataga
  4484221 atttttaaca tagaatcacc taaccttaaa ttatttagtt gaatatataa tgggcatcca
  4484281 aataaaatta tacattattt acatattata tacagaaaaa gtaatgtaat taatatgtaa
  4484341 ataaaaaaat aaaaatctgt atatctttct ataaagaaaa tatggataat aatatatagg
  4484401 tggtacttat attacttata aaaaggggga aagaagagat ggaaaaagaa aggaaggcat
  4484461 tttcctttgg cttacgtaca caacttatgc tattcactac agttttagct ttaattacat
  4484521 attcaacaag tatatttttt atttatgtga tatatgatta ttttcaaagt tatgtaagtc
  4484581 aaactgcata taatattatc gttatgctat taggagtagt atggtctgga attttagcat
  4484641 atggagcagc cgtattttta attaaaccgc ttcgaaagtt agaggaggcg gcgagaaaag
  4484701 cggctgaagg agacattcgt gaagatgttc cgttaccgaa gactgatgat gaaattaaat
  4484761 ctttaagtgt tgcatttaat atgatgcttg ggaacttaag gggcatggta aaaaatattg
  4484821 atacaacatt ttcctataca tacaatcaag tacagcaaat tagaaaacaa acaggcgaag
  4484881 caacgaaaca agcacaaggt gtttctgaaa cacttgcaga gatttcttct ggcgctgagc
  4484941 aatcagcggc atcaattcaa gcgattgttt ccgctgttga tacaacaact tctattgcaa
  4485001 gtgaagtaga agagaaagcg aaacagtctg atgagttgtc ttcagaaatg gttcaagctt
  4485061 tagggcatag tactcgtgtc tttacgtctt taattcaagg tattcaaaca ttggcgaaag
  4485121 aaaatgaaga ttcaatgcaa aatgtacaga agttagagga aagaatgaaa caagtagaac
  4485181 acattgtatc tgtagtgagt gagattgcta gccaaacgaa tttattagca ctaaatgctt
  4485241 ctattgaggc tgctcgtgca ggagagcatg gaagaggctt tgcggttgtt gcggaagaag
  4485301 tgcggaaact tgctgatgaa agtgatcatt ctgcaagaaa catatcgcag ttattacgaa
  4485361 atatgcaaga ggaagtacaa caagttgcaa tgaaaatgac agaacaagtg aaaatagcta
  4485421 aagaagaggc gagacgtggg gaagctacgg aattaatttt aaaagaaatg tcatcaagtg
  4485481 ttatggaagt agccgatgca acgaagcaaa ttagtagcta tatgaacgaa caagtgagtc
  4485541 acattcatca aacaggggca cagacgaagg ccgtagcagc aattgctgag gaaacatcag
  4485601 caggttcgca agaagtagca tgtgtgacgg tgcaacagtc taaaaatatg gtagtaattg
  4485661 atcaattgtt aaaggattta gagaagcaag cagcagactt gaaacaaaca attgaacgat
  4485721 tttcaatgtg aaaaggaaga acagtatttt gttcttcctt ttttatatga acaaggtttg
  4485781 taataagcgt ggacaaggag atgaggagaa tgagatttgc ctttgtgaga aataaataaa
  4485841 gcataagaat aaagaaacta catagagttc aatgaaaaca gttgcaaact attcatattt
  4485901 tgttatgata gtgttacgaa aacgtttgca taaaatttcc gatgggatgc aaaaggagag
  4485961 aatgactatg aataagacat ggtggaaaga agcggttgct tatcaaattt atccacgtag
  4486021 ctttatggat tcaaatggtg atggtattgg agatttacaa ggtattattg cgaaactgga
  4486081 ttatttaaaa gatttaggaa tagatgtaat ttggatttgt ccaatgtata agtcacctaa
  4486141 tgatgataat ggttatgaca ttagtgatta tcaagatatt atggatgagt ttgggacgat
  4486201 ggaagacttt gatgctttac tagatgaagt tcataaacgt gatatgaagc ttattattga
  4486261 tttagttatt aatcatacaa gtgatgaaca tccatggttt attgagtctc gttcatctaa
  4486321 agacaatccg aagcgtgatt ggtatatttg gcatgatggt aaagatggtg cagaaccaaa
  4486381 caactgggaa agtattttta atggttcggc atgggagtat gatgaagtaa caggacaata
  4486441 ttatttacac ttattctcgc gtaaacaacc agatttaaac tgggagaata aagaagttcg
  4486501 agaagtgcta tacgatacag ttaattggtg gcttgataaa ggaattgatg gtttccgagt
  4486561 agatgcaatc agccatatta aaaaagaaga tggctttaaa gatatgccaa atccaaaagg
  4486621 actaaagtat gttccatctt ttgataaaca tatgaatgtg gatggtattc aacctttatt
  4486681 agaagaatta aaagaaaata cgttttctaa gtacgatatt atgactgttg gtgaagcgaa
  4486741 tggcgttaag attgaagatg ctgagctttg ggttggagaa gagcaaggta agttcaatat
  4486801 ggtattccaa ttcgaacatt taagtttatg ggatgcagaa aagaagaaag atcttgatgt
  4486861 tgtagggctg aaaaaggtat taacgaaatg gcaaaaaggg ttagaaaata aaggatggaa
  4486921 tgctttatat attgagaatc acgataagcc gcgtatcgtt tcaacttggg gagatgataa
  4486981 acaatattgg cgtgaaagtg cgacagcttt aggagcaatg tatttcttta tgcacggtac
  4487041 accgtttatt tatcaaggac aagaaattgg gatgacaaat gttcaattcc caaacattga
  4487101 agattacgat gatgtagcaa ttaaaaattt atatcgcgag aaaattgcag agggcgtatc
  4487161 ccatcaagat atgatggaaa ttatatgggc ttcttgccgc gataattcac gtacgcctat
  4487221 gcattgggac gatgagataa atgctggttt cacaacaggt acgccttggt ttggtatgaa
  4487281 tcaaaactac aaagaaatca atgttgcaaa gcaaaagaat gaagagaact ctattttcaa
  4487341 tttctataag aaaatgattg ccctgaaaaa agagcatgat gtactgaatt atggtacgta
  4487401 cgatttactt ttagaagatg acccgcaaat ttatgcatat actcgtacac taaacgatga
  4487461 aaaaatagtc gtaattagta atatctcaaa agaggaagct gtgtataatg aggatttatt
  4487521 tgcactagaa cgcaaacgtt tgcttttaaa taactatgaa gttgcggaac atgaacaatt
  4487581 aactacaatc acgttaaagc cttatgaaac aagggtttat cgcatttcat aataaaaaaa
  4487641 taaatttcta ttgcaaagtg aaaacgcttt tattaaaata gatttatgaa aacggttgcg
  4487701 taaagataaa agtaaagtaa cataaggaat cgttttcata atagaaacag aaattataat
  4487761 ttaaatcatt atgttgttat aaataaaggg gaggaagaac agatgaaaat tacgtctttt
  4487821 gatttttggc aaaagttcgg gaaagcatta ttagttgttg tagctgtaat gccagcagtt
  4487881 ggtttaatga tttctatcgg taagttaatt ggaatgtctg ctggggatat taacgcagtt
  4487941 catacaatcg ctcgcgtaat ggaagacatc ggttgggcaa ttattacaaa tctacacatc
  4488001 ttattcgcag tagcaattgg gggatcttgg gcgaaagatc gcgcaggtgg tgcatttgca
  4488061 gcgctattag cattcgtctt aacgaataga attacaggag ctatatttgg cgtaaacgct
  4488121 gaaatgttag cggattcaaa agcgaaagtt tcttcagtat tagcaggaga tttaattgta
  4488181 aaagattact ttacttctgt acttggtgca ccagcattaa acatgggagt tttcgtaggg
  4488241 atcatcacag gtttcttagg agctacttta tataacaaat attataacta taacaaactg
  4488301 ccacaggcat tagcattctt taacggaaaa cgattcgtac cattcgttgt aattgtttgg
  4488361 tctacagtaa ctgcaattgt attatcactt ttatggccat tcatccaaag tggattaaat
  4488421 gaattcggtc gctggatcgc agcttcaaaa gatagtgcac cagttgttgc accatttgta
  4488481 tatggaacat tagagcgttt actattacca ttcggtttac accatatgtt aacgattccg
  4488541 atgaactata cagagctagg tggaacatat acgatgttaa ctggctcgaa aattggacaa
  4488601 gttgtagcag gacaggatcc tttatggctt gcatggatta cagatttaaa caacttatta
  4488661 gcaaatggag atacaaaagc atataacgat ctattaaata atgttgtacc agctcgtttc
  4488721 aaagcgggac aagttatcgg ttcaacagca gcattaatgg gtattgcttt cgcgatgttc
  4488781 cgtaatgttg ataaagaaaa acgtgcaaaa tataaaccaa tgttcttatc agcagcatta
  4488841 gcagtattct taacaggtgt aacagaacca attgaattca tgttcatgtt tattgctcca
  4488901 gtattatatg ttgtatatgc aattacaaca ggacttgcat tcgcattagc agatttaatt
  4488961 aacttgcgtg ttcacgcatt tggatttatt gagttaatta ctcgtacacc gatgatggtg
  4489021 aatgcaggac taactagaga tttaatcaat ttcgttatcg tttcattagt attcttcggt
  4489081 ctgaacttta cattattcaa tttcttaatt aaaaagttca acttaccaac accaggacgt
  4489141 gcaggtaact atattgataa cgaagatgag gcatcagaag gaacaggaaa tgtacaagag
  4489201 ggttctttag caacaaaggt tattgattta ttaggtggaa aagaaaatat tgctgacgta
  4489261 gatgcttgta tgacacgttt acgtgtaaca gtaaaagatt tagatgttgt tgcaccagaa
  4489321 gcacagtgga aacaaaatgg tgctttagga cttatcgtaa aagataaagg tgtacaagca
  4489381 gtatatggtc cgaaagctga cgtattaaag tcagacattc aagatatgtt aggtgcgtaa
  4489441 taatatgaaa ttgctaactt taaactgtca ctcttggcaa gaagaaaatc aaatagaaaa
  4489501 gataaaatat cttgctaaag tcattcaaga agaagagtac gatgtcatcg cattgcaaga
  4489561 agtaagtcag tcgatagggg ctaaaaatgt atgcggtaac aagaaagaag ataattttgg
  4489621 acttttacta ttagaagagt taaaagcgtt acatgtaaaa gattacaata ttacttggga
  4489681 tttctctcat attggttatg atgtgtatga agaagggtta gcgatcataa cgaagcataa
  4489741 tgttgtaaaa gaagatacgt tctttatttc agaaaataag gatacaacgt attggaaaac
  4489801 acgcaaaatt gtaagtgcaa caattgctta taatggtaag aacatcacgt tttactcttg
  4489861 ccacctcggt tggtggaatg atgaagaaga attatttaaa ggtcaagtga atcgtttgat
  4489921 ggagcgtgta gatagcaatg aactttcctt cttaatgggt gattttaata ataacgctcg
  4489981 tttgcaagga gagggttatg aatatatgat gcaagaaggt ttgtacgaca catatgaatt
  4490041 agcaatagag aaggatgaag gaacaactgt ccaaggtgag attgctggtt gggatgaaaa
  4490101 taaacataat ttacgaatcg atctaatatt gtgtaaccga agtgaaaaaa ttcgttcttc
  4490161 aaaagtcgtg tttaatggta caaaccgaaa aataatttca gatcatttcg gtgtagaagt
  4490221 acaagtagat atataataga agaaatcctc acagatgatg aaaagctgtg aggatttttt
  4490281 tgaggaatac aagtatttcc aagagaaaat acttgtattt tttatgacat ttcctatata
  4490341 tttgttatta ttgaatgtaa aaccgatttg gtcattttgt attcatactt taacttactt
  4490401 cgttatataa tgtaataagt caaagttaat ggaaaaaata gttcgttttc ggttaatcca
  4490461 cgatatagaa agtgatataa ttgcaaaatg tatgtatcat tttctaaaga aggaaaaata
  4490521 tataattagg tgataacttc tatgaaacaa atttggcgta tttataagac agatttacga
  4490581 aatgtagcca aacattgggc tgcaattgtt attgttgtag ggttaatgat tttaccatcg
  4490641 ttatatgcat ggtttaacat taaagcttcc tgggatccgt atggaaatac aaaagaggtt
  4490701 cccattgcag tttctaacca agatgcaggc tctaatttaa gagggaaaga tattaatatc
  4490761 gggaacgaga ttgtagattc tctgaagaaa aacaaaaatc ttggttggaa atttgtagat
  4490821 gaaaagcaag caatttacgg agttgaacgc ggggattact atgcgagcat tacaatccca
  4490881 aaagacttct ctgaaaagat tgcaacggtt ctggatgaaa atccacagaa accagaactt
  4490941 gattactatg taaatgaaaa ggtaaacgcg attgcaccaa aaattacagc aaaaggtgca
  4491001 tcaggtatta cagaagaaat tagtaaaaac tttgttaaaa cagcaaatgg tgagattttt
  4491061 aaaatcttca atgaccttgg aatcgattta gaaacaaact taccaagtat tgagaaagta
  4491121 aaagatcttg tatttaagtt agaagcgcag ttcccagaaa tgaatacact gatggataag
  4491181 gcgttagatg atgcgactcg agcagaggat ctagtaaaag tagcgcaaaa agagttgcca
  4491241 gttgtagaaa gtgttattaa tgatgggcaa gaagcgttaa caaatttaga taagttcttt
  4491301 gcaaacaatg atcaaacatt gcaaaatgca cctgggacga tacgaaatca tttaacagcg
  4491361 gctaaaaatg taatggataa agctaatgct tttacggatt ttttaatgca tccaggaata
  4491421 gacttttctg gtatgaaagg attgcctgag tttccagcgc gtccggatct ttcaaagttg
  4491481 aacgatgaag gttataaaaa tattgcaaga aatattaatc aaacagtgaa taacgtttta
  4491541 aactcggcac gtgcaggaac aacatacggt aaaagtgttg taaacggatt gcaaaatggt
  4491601 caatttgatc cagaaaaggc aaaacaagat cttaatgcgg tttctgaaaa tcttcaaggt
  4491661 cgtacagata gtattgcata tcttattaat gtatttactg aactacaaaa atcagcgacg
  4491721 actgattttg gtcaaagctt tttccaaggc cgtgtggatc gcttaactaa gcttaaaagc
  4491781 ggtatggaaa atgcaaacaa cggtattaaa gacattgtaa atgttattgg cacaggacaa
  4491841 gaagtaaaga aagatgtaac agatgtagca aatcaaaaat tagatgcagc aaatggatta
  4491901 attgatcaag cagaaaaaga ttataatgaa acatttgtag cagattataa aaaagcagtt
  4491961 agcacagtcg atcaagctaa agctgatgca aatgaagcgt atgatagtgt gaaaaatgaa
  4492021 tatgataagt tcaaaaatgg tgttgaagat gctaaagcaa acatatcaaa taaaggtgta
  4492081 actgatttag aatgggcaaa agtatcttta aacgatttaa atggtcaatt acaagctact
  4492141 aataatctaa ttggtgatgc gattccggtt ttagaaagca caaataaggt attagcagat
  4492201 gtaaatagcg gaaaaaacct taatggcgga attgcaaaat tgaacaaaat acaaaattct
  4492261 gttcaaaaag gtatagatgc aacgaataag gcaactacac taattaacaa tggacagaag
  4492321 cctacaaaag aggttgtaga aagtattaat gaagcaactc aaaatgcttc agctcaatta
  4492381 ggagatttct tagcaacata tgattcagaa atcgttccaa actttaacac agcaattgaa
  4492441 cgtacgaaac gtatgtctaa aaacacatct caaattttaa aagaagcaga caaaaagctt
  4492501 ccagatgtta aaaaattact agaagattca tcaaaaggtt tagtagacgg tagaaagaaa
  4492561 ttagcagata ttaaagctga aatgccagct actgagaaaa agattaaaga attagcagat
  4492621 aaaattcgtg attttgaatc tgaagaggat ttaaaagaca tcatccgttt gttgaaaaac
  4492681 gatgttgaga agcaaagtga ttactttgca aatccagtaa atttaaaaga gaataaatta
  4492741 tttgcaatgc cgaactatgg ttcagcaatg tcaccattct atacagtgct tgcattatgg
  4492801 gtaggcgcat tattaatggt ttcgttatta acagtagaag tacatgaaga gggcgcgaat
  4492861 tataagagcc atgaaattta cttcggacgt ttattaacat tcttaacgat gggtctttca
  4492921 caggcgttta tcgtatcgat gggagatata ttcttactcg gtacgtacgt agtcgataag
  4492981 ttctggtttg tattatttag tttatttata ggtggagtat ttgtttgtat cgtgtactca
  4493041 ctcgtttcta ttttcggaaa cgtagggaaa tcgatggcga tcattttact tgtactgcaa
  4493101 gtagcaggat cgggcggaac attcccaatt caaatgacac cggcgttctt ccaagcgatt
  4493161 tatccgttct taccgttcac atacgcaatt agtgcaattc gtgaaacagt aggcggaatg
  4493221 ctatgggata ttgtaacgcg agatttactt gtgttaagtg ctttcgtagt agttatgatt
  4493281 gttgctgcgt tattactgaa aacaccaatt aacaaatcaa gtgaaaaatt cgttgagaat
  4493341 gcaaaaggaa gtaaaatcat tcactaacat aaaaggttcc taccgataga ggtaggaacc
  4493401 tttttgttta atcaaatttt aatttcttta atgcttctgc gaatgggtta tttaatggtt
  4493461 cttcctcttt tttctgctgt ttcatatatt tttgaacgtc acgcttatca gctttgtttc
  4493521 cagattcctt tttacgtctt tcttggaatg tggataattt ctcgcgatag ccacatttac
  4493581 atgcaaagat ttgtcctgca ccttcaccac gtaattctaa cttcttctta cactgagggc
  4493641 aacgagcgtt tgttgtacga gatacatttt tacgatgacc acattcacgg tcttggcaaa
  4493701 cgagcatttt tccttttttg ccgtttacct ctagcattgg tttcccgcaa tctggacaag
  4493761 actttgttga aatgttgtca tgtttatatt ttttatcact cgatttaatt tcagaaacaa
  4493821 tttctttcgt atagttcttc atttcggaaa tgaatacttc ttttttcagt ttaccttttg
  4493881 caattgcctc tagtttttgt tcccactcac cagttagtgt aggtgatttt aactcttctg
  4493941 gtactaaatc aagtaactga cggccttttg aagtaatgtg aatatctttc ccgcgttttt
  4494001 caattaagaa tgaattgaat agtttgtcga taatatcagc tcgtgttgcc acagtaccta
  4494061 atccaccagt tgattttaac gtatcagcaa gttgtttatt ttgcgtatcc atatattttg
  4494121 taggattttc cattgctgaa agtaaagtcg cttcgttaaa acgtgcaggt gctttcgttt
  4494181 gacctgatgt ttgcataatt aactttacag ttaatgtatc gcctttttca atgcgaggta
  4494241 aaagttgctc ttttacgtca tcagttacat catcatcttc aaagcgattt tcatatactt
  4494301 ctttccaacc ggcatgtaaa attgtctttc cgcgtgcaat gaatgtttca ttgccgacct
  4494361 ttgtgcgtaa cgttagttgt tcgtattcga atgctgggaa taaaacagct aagaaacgtt
  4494421 tgacaactaa atcataaatt ttacgttctt tatctgtgaa ggctgagaag ttaacgtatc
  4494481 cttctgtcgg aataattgcg tggtgatcgc ttactttact atcatcaaca aatgatttat
  4494541 tagccttgat aggcttttgt aatactttat gtgctaaagg acgatattcc ccaacgccgc
  4494601 acgcctttag acgttctgga agtgttccaa cgatatcaga tgaaatgtaa cgcgaatctg
  4494661 tacgagggta tgttagcact ttatgttgtt catacaattt ctgcataata ttcaatgttt
  4494721 ctttcgcaga gtaaccgaac tttttattgg catcacgttg caattcagtt aaatcgtaaa
  4494781 gaccaggaga gaatgacttc ttctgttttt tatcaatttc taaaacagta gcattatgtt
  4494841 tatctaaacc ttttacaata ccatcaattt tttctttatt aaaactgcgg ctattgccat
  4494901 ttgcatcttg ccacgttagt tttaattgat ttgttgtttg agcttcaatg ccgtagtaag
  4494961 tttgagcttt gaagttcttt atttcatctt cacgattagc gatcatagca acagtaggtg
  4495021 tttgcacacg gccacagtta agctgggcat taaagcgagt cgttaaagct cgagtcgcgt
  4495081 taagaccgat ataccagtca gcttctgaac gtgcgacagc tgaagcgtat aaattgtcat
  4495141 atgctttacc tggttttaaa tttgcgaaac catctttaat tgctttatca gtaacagatg
  4495201 aaatccatag acgtttaatt ggtttgttaa ttcgaacctt atcaataatc caacgagcaa
  4495261 ccaattctcc ttcacgtcca gcgtctgtcg ctacaatgat ttcatttaca tcttttctaa
  4495321 gaagctgact cttcacagca ttaaattgtt tccctgtttg tttaataaca gttaatttca
  4495381 aacgctcagg tagcatcggt aaatcttcta aattccactt tttatatttc acatcatagc
  4495441 tttctggatc agctaatgta acaagatgac ctaaagccca agttacaata tatttactac
  4495501 cttcaaggta gccgtttcct tttttgtcgc acttcagtac acgcgcaata tctcgtgcaa
  4495561 cggaaggttt ttcagcgatt acaacgcttt ttgccatatt aaaaacatcc tttcaaaatt
  4495621 ccatacgtta actatagcat acatcttctt gagattcagt ttcgctccat atttgaacgg
  4495681 tttttagtgg aatgaacaaa gtccccactg attaaagttt cattttatta tgcttattgt
  4495741 tatataggtt gcttccatat taaatagaaa agtaaagaac ttgttatttt agtagaataa
  4495801 gagtagactt tgaagtagat gaataataag cacatgggag tttgtggatg caaactgaga
  4495861 gtatgactat tccgtcattg accatttgaa cctgttggat aatgccagcg tagggagagt
  4495921 gtaaaagcac atgttcaggc actttgcgta cgcgcaaagt gcctttttgt gtatctccca
  4495981 tcactatagt taggagatga gaaggatgaa tacgaaagaa attagcaaag tagtggattt
  4496041 ggtgagagaa tctaatccgc tcgttcataa tattacaaat gttgttgtaa caaattttac
  4496101 agctaacggt ttattagcat taggggcatc gcctgtaatg gcgtatgcaa aagaagaagt
  4496161 agcagaaatg gctagcattg ctggagcgtt agtattaaat atggggacac ttcgtcctga
  4496221 cgaggtagaa gcgatgttac ttgctggtaa gtcggctaat aggaatgatg taccggtact
  4496281 gtttgatccg gttggcgcag gggcaacttc gtatcgaaca gaagttgcga gacatattcc
  4496341 ggctgaaatc gaattagcaa ttattcgcgg aaatgcagct gaaatagcga acgttattaa
  4496401 tgaaaaatgg gaaattaaag gggtagacgc tggtgctgga aatggtaatg tcgtaagtat
  4496461 tgcaaagcag gcagcagatg aactaaatac agttgcggtg attactggaa aagaagatgt
  4496521 tgttacagat ggagagcgaa ctattgttat tcgaaatggt cactctattt taacgaaaat
  4496581 tacgggaact ggttgtttac taacttctgt aataggagca tttgtagcgg tagaaaagga
  4496641 ttatgtaaag gctgcagtag cggcattaac gttttatggt gtagccgcgg aactagcagc
  4496701 tgctaagaca gtagaaaaag gacctggtag tttccaaatt gaatttttaa atcagttagc
  4496761 caatacgact tcgggtgata tagaaaagta tgggaagatt gaggttatat agtaaggagg
  4496821 gaaaataaat gtcacgtatt tcaaaggcag aaatgtctaa gttattatca gtatatttta
  4496881 ttatgggaag taacaattgt acgaaggatc cactgcaagt attgagagag gcacttgaag
  4496941 gttttataac aatttttcaa tttcgtgaaa agggagaagg tgctttaacg ggagaagagc
  4497001 gtatttgttt cgcaaaagaa ttacaagcaa tttgtaagga atacggtgta ccattcatcg
  4497061 taaatgatga tgtggaacta gccctcgagt tagatgcaga tggcgtgcat gttggacaag
  4497121 atgatgaagg aattacttct gttcgtgaaa aaatgggtga taaaattgtt ggtgtatcta
  4497181 cccatacaat tgaagaagca cgctgggtaa ttgaaaacgg agctgattat ttaggagttg
  4497241 gcccaatttt tccgacgagt acgaaaaagg atacgaaagc ggtgcaagga acgaaaggtt
  4497301 tagctcattt tagagagcaa ggaattacaa taccgattgt tgggattggt ggcatttcaa
  4497361 ttgaaaatac agcttcggtt atagaagcag gtgcggatgg tgtttccgtt atttctgcga
  4497421 ttagtttagc ggaatctgcc tatgaaagta cgaagaaatt agtagaggaa gtaagtagga
  4497481 gtttgtagga aaagggaact tcacaaaaat agtaaagaac agaatggaca gataaaaata
  4497541 tttaaacaaa cgtttgatta aaaaagcaca aaccctttaa atttgtaggt ttgtgctttt
  4497601 tctttaaaac ataattgata ttaagagcat tccaattccg atagaagtga atgttgcgat
  4497661 taggcctgga atcataaagc tatgatttaa aacatattta ccaatgccag ttgtaccagt
  4497721 acgatcaaag ttaatggcag caacgattgt tccgtagttt ggaatgaaga aatatccatt
  4497781 tactgcaggg aacattgcga ttagtagtgc tggtggaata ccgagtgata atccaagagg
  4497841 cattaaagcg cgtactgtcg ctgcttggct atatagtaaa atagatagaa tgaataatgc
  4497901 gatggcaaat agccatggcg cacttgttac tagatgctga attgatcctt gaatcatatt
  4497961 taagtttccg ttaaagaaag tatctcccat ccaagcgata ccgaaaatag caacaactgc
  4498021 tgttgccccc gctttaaaga cgttaccaga cacgatgctt tctacatttg gtttacagaa
  4498081 aataataata agagctgcga tcgttaacat aaccatttca attgtgtttg gcatggaaag
  4498141 acgggctaac ttcccatcaa ctatccatcc tggacgaagt gcttcaaatg aaccaagaag
  4498201 tacgacaagg aaagttccta ctaagaaaag gataactgat aatttagcgc cttttacacc
  4498261 aacaaattct tttttctctt caatcttagg aatcattcct tcttttaatc gctttaagta
  4498321 ttcagggtct tcatttaatt ctttccccat tttgctagca acaaatgcag ctatcataca
  4498381 agcgatgaaa gtagaaggga tacttacttt taaaatatct aataaggtga ttttatagtc
  4498441 agctaacatt gctaaaagtg caactgttgc agctgatata ggactagctg taattgcttg
  4498501 ttgggaagca attacggcaa ttgacattgg tcgttccggt ctaattccag attcgcgaga
  4498561 gacttctgcg ataacaggaa gtacagaata agcaacgtga ccagttcctg cacaaagtgt
  4498621 aaataaataa gtaacaattg gagcaaagaa tgtaatgcgt tttggatttt ttcgtaatgc
  4498681 tttctcggcc agatgaacaa ggtagtccat tcctccagcg gcttggagtg caccagcagc
  4498741 tgtaattact gctaaaatca taagcatgac atcaatagga ggagctgtag gttgtaagtg
  4498801 gaagacgaaa acaagtattg ccataccaac gccacccatt actcctagac caactccgcc
  4498861 tagacgtgcg ccaataaaaa tgcagagtag taatgtaaga aattgtagcc aaaacatgat
  4498921 aaactacctc cgaaattcat tagttaagat atatttgaat aatttaattt aaaagaaaaa
  4498981 ttaaaataaa tactcaaaac aatccttgtg ttatatacat tttttattat ataacacaag
  4499041 aaatgtaaca ttcacgtact ttgttaaatt atttcgaaaa aataatacat ccaaatttta
  4499101 catttgtatc tctaaatagg tggacatttt aatttttatg ttgtaatctt tgatagagaa
  4499161 taatgtaatt ctcatagaac tcccatatcg ttcaactcgt tcagcgagaa aggcaaactg
  4499221 atggaaacat taggacgcaa aactacagga gctaaggccg aaaggctacg ctagccagtt
  4499281 accggacgga tagggttggt cttgaccaat gctttttcat tggtcttttt ttatttgcaa
  4499341 acaaatgaga aaccttatca gttgttgata aggtttctat tttaatagtt ttcctttata
  4499401 ttaagttaat taagaaaggt gatgttgatg aaaaaatatt ggcacaagct atcatttctt
  4499461 caaaagaatg tattgttaac tgtgttagtt attttgacgc ttgttggtac tatgggagcg
  4499521 ttaagtttta acatgtttca aaatagcatg atgtctatat ttgaaaggca ttcttttgaa
  4499581 acaggagata cggtattaca taaattagac gaagaaatag tgagagatgt tacaaaagac
  4499641 ccagtggcac aaagagaaaa gagagagaag ttaacagaga aattagatga agcaacggaa
  4499701 gaattgaata gtgttggaca aacgtatatt gttggagcaa aaaaaaatga aaaaggtgag
  4499761 ttactaatcg tcgacttgtc tacagactta gcaaatgttg ttgaagtaag gccgggagaa
  4499821 tattataaac aactagatct ttggatggaa gcatacgata aggtaatgag cacgaaaaaa
  4499881 gcaaacatga cagtagtata tgaagatcta ttaggaacat gggtaacgat attagagcca
  4499941 attaaagatg gagaaggaaa tattgtggca attgttgcag ccgatgtaga tgcctctatt
  4500001 gttcctagta caaaggaaaa gttcattata caaggtttaa tgtttatttg tatttctgtt
  4500061 ttaattgcaa ctgttattca attcttaatt gtacgtaatg cacttgctcc attgcgagat
  4500121 ttacgtgaag gattgcgcag agttggtgaa ggtgatttaa atattaaatt agaggaaaga
  4500181 tcagatgata ttggtattat taattcttat tttaataata ccatcgagaa gtttaaagga
  4500241 attatagata aagtgaagca gacagcagaa caggtttcct catcttcaca agaattgtca
  4500301 gtgagtacga aagagaatag tatggcagtt caagaaatcg taagttctat ggttgagtta
  4500361 agagctggcg ctcagttaca agaaacttca gtaccacagt atttaggtat tgtatatgaa
  4500421 gtggaagata agatggaaga gataacgaat gcggcaaaac aaatggagaa agtgtctgaa
  4500481 ggtatagagc atcattcagt taaaggaaac ggtgttacta aacaggcaat taatcaaatg
  4500541 aatataatac aaaatgcagt acaagattta tcttctatca tttattcttt ggaagtaaga
  4500601 tcaaaagaaa ttagtgatat tgtaactgta attacaagta tttcaaatca aactaattcg
  4500661 ctagctttac acgctactat tgaagcttca cgtgctgagg aaactggaga gggatttgcc
  4500721 gttgttgctg atgaagtgcg taaattagca gagcagatgg aagcatcagc aaaagatata
  4500781 gcaaatttaa taagggaaac acaagctggt acggaagaag ctgttgtttc aatacgaaaa
  4500841 gcttcaaaag aagtagaatc tgggatgaaa cttgttgaaa tgaatggtgc tttctttgag
  4500901 gaaatttcaa aatcagcaca atctgttaca aatcaagtta gagttgtttc tagcaattca
  4500961 agtgatatat tgcaaaatag ccaaaatatt gttcgtgttg taaatgaact atcacttatc
  4501021 gcaaatacgt atacaaatag tagtagtaat gttgaagaaa gtatgaaaga acaggaaatg
  4501081 tctgtacaag atattgctga attagccagt tctttaagct ggctttcaca ggagttacaa
  4501141 gagttaattg gggagttcaa aagttaaatg aaatgattat acatgctttt gtttgttcaa
  4501201 taaaataaat catgctacaa tgaaaacgaa ttaaggaccg gggagccaat tggctgagag
  4501261 gatgtgagca aacatcgacc ctcaacctga tctggataat gccagcgtag ggagttactt
  4501321 aaagtaatgt agcatatgtt attctataat aacttgcata caaggctttc ctacgtggta
  4501381 ggaaagcctt ttcttgtttt aaaatttaat ttcataaggg ggattttatt atgtcacaac
  4501441 aagttacaat gtcattttca gtagtaccac aagcgaaaac aaaagacgta tattctgttg
  4501501 ttgataaggc aattgaagtt gtgcaacaat cgggagttcg ttatgaagta ggggcaatgg
  4501561 aaacaacgct ggaaggagaa ttagatgtac ttcttgatgt cgttaaacgt gcgcaacaag
  4501621 cttgtgtgga tgctggagct gaagaggtga ttacttctat taaaatccac tatcgtccaa
  4501681 gcactggtgt aacgatagat gaaaaagttt ggaagtaccg tgatgaatat gcaaaaccag
  4501741 aagcaatcta aaataattac aacaatttgg cttatccttc tcattgcgat atgggaagga
  4501801 tctgtgtcat tatttaaaat cgaaccgtgg attttaccga agccttctgc cattgttcaa
  4501861 gaattaattg gaatgaaaga tttactatta ccgaatacga tgcaaacact gcaagaggtt
  4501921 ataattggac tgttctttgc gattttaatt gggacaagca ttgcaattct tatggacgtt
  4501981 atccctttat ttcgtatttt aataaatccg ttgcttgtta tttcgcaaac gattccaatc
  4502041 gttgtacttg caccgttatt tattatttgg tttggatatg gaatgctacc gaaagtaatg
  4502101 gtagtcatac tcgtttgttt cttcccgatt gcgcttagca ttttagaagg ttttcaaacg
  4502161 gtagataaaa atatgttgaa gttgttgcaa acgatgaagg caacgaaatg gcaagtttac
  4502221 cagaaagtaa agtttccagc agtgcttcca tattttttct caggtttaaa aattgcagtt
  4502281 acatatagcg taatgggagc gattattgga gaatggctcg gtgccagtga aggattagga
  4502341 gttatgctta caagggctac gaaatccttt ttaacagccc gagtatttgg tgttgcagcg
  4502401 attattgtaa tggtgacatt atgtctgtat tttatcgtag agtttatggc aagaataaca
  4502461 gcaccatgga tatatagaaa ggacggcaga aaatgaaaaa aggtttaaaa gttatgttgg
  4502521 ctgccttatt agcagtaggt gtggctggat gtaatccggc gaagaaagaa gaaagtgcaa
  4502581 gtaaagatca aaaagtaaaa gtcgtattag attggtttcc gaatacgaat cataccggct
  4502641 tatatgtagc acaagcgaaa gattattata aaaagcaagg cttagatgta gaaatcattc
  4502701 agcctggtga taatgtgacg gcggagcaaa tgatagcttc aggaaaagct gacttcgcaa
  4502761 taagcgcaca agaaaatgta acgttggctc gtgtggaagg tattcctgtt gtatctgtag
  4502821 gggcgattat tcagcataat acttcagctt ttgcatcgct taagaaagat aatatgacgt
  4502881 caccgaaaga ttttgaaggg aaacgttacg gtggctgggg aggaccagcg gaagaagcga
  4502941 cattaaagac tattatggat aagcaccaag ctgattttaa taaagttgaa aaaatcattt
  4503001 taggacaaac agatttcttt aaatcaattg gtcgtgatgc agattttgaa tggatttatt
  4503061 atggatggga tggaattgaa gcgaagcgcc aaggaaaaga gttaaatacg attatggtga
  4503121 aagacttaga tccagcgctt gatttctata gtcctgttat gattacgagt gaaaaacata
  4503181 cgaagcaaga taaagacttt gtgaaaaagt ttatgagcgc aacgacagag ggttataatt
  4503241 tcgcaattaa agagccgaaa gaagctgctg atattttaat taaagctgtt ccagatgtaa
  4503301 ataaagattt agtacaagaa agtcaaaaat ggttaagtac gaagtatcaa gatgatgcaa
  4503361 aagcgtgggg agtacagaag gaagaagttt ggacgaatta catgaatttc ttatatgata
  4503421 acaaagttat taagaagaaa attgatgtga aagatgcctt tacaaatgag ttccttccaa
  4503481 gtgaaaaatg agaggattac aaataaaaga tattgtgaaa tctttcgatg gaaacaatgt
  4503541 attagcaaat attagtgctt ctatacgaga gggagagttc gtttcctttg taggaccgag
  4503601 tggttgcggg aaaagcacac tattaaatat gatcgcaaat gttgaaaatc caacaagtgg
  4503661 aagtgtaacg tataacgata agcacataca agagcaagat gttgtaagtt atatgccgca
  4503721 acaggattta ttactaccgt ggcgatcagc tttacaaaat atcgttcttc cgttagaaat
  4503781 tgaagggaag ccgaaaaaac aaaggctgac agaaggaatg gaagcattaa agcagtttga
  4503841 actagatgaa tatgcagacc attatccaga tgaattgtct ggagggatgc gtcaaagaat
  4503901 tagttttctg cgcacatatt tatgtgaaaa gccaattatg ttacttgatg agccttttgg
  4503961 taaattagat gcttttacaa aaatggaagt acatagctgg cttttaaact cttggcacca
  4504021 agagaagcaa acaatcgtta tggttacaca cgacttagat gaggcaatct tgctttcgga
  4504081 tcgcgtattt attttatctc aaagaccagc atcaatagtt ggtgaggtac aagtgaaatt
  4504141 acctaggccg agaacgatgg atatgttaac atcaattgag ttaaagaagg ataaggaaga
  4504201 aattctgaga gtattagctc cttatatgaa aaaatagaaa aagtctttta acagtttttg
  4504261 gtataattac tgttaaaagg cttttttata taggaaaaga aggaacaaaa ggaaaagtag
  4504321 agaatagaat ataacagagg agtttatact cttaatataa caaatgttaa aggagtgaaa
  4504381 ggataaaatg actttatcaa ctgttcttca aatggtttta gcttgatatg ggagaagtct
  4504441 gcccattttt atcgattaag ctaaattgaa gacagcaggt aaagaacctt aatccttttt
  4504501 tacgataata tgtaatgggt aaggtgtatt caccttaccc atttttatat gcacaattaa
  4504561 ataaggcttt atactgttgc tctctctatt tagcttatga actataagta aaggagagaa
  4504621 aataatgagt atattaacgg tagaaaattt aagtcattcg tatggtgaga aaaccatttt
  4504681 atataatgca tgttttcgac tattgaaggg cgagcatgtt ggggtagtag ggggaaatgg
  4504741 aattggaaaa tcaacattgc taaggatttt aacaggagaa cttatacatg atgatgggaa
  4504801 tattgaatgg tttcctcatg tgaagatagg ttttttacag cagcatatgg atttacaaga
  4504861 agggatgaca attgagggat acttgcaaag tgcatttgct gatttgtatg cgattgaatg
  4504921 cgaaatgtta aaaattgctg aagaaatgaa tggagcagga gaagtagaaa aactgttagt
  4504981 aaagtatgga gaattacaaa ctatattgga aagctctaat ttctatcaca ttcatgcaga
  4505041 agttgaagaa gtagcaatcg gtttaggttt atttgaaata ggtttgaaaa aggatgtatc
  4505101 gaagttaagt gggggacagc gaacaaagtt attacttggg aagcttcttt tagaaaaagc
  4505161 tgatgtttta ttactagatg agccaacaaa ttatttagac acagcccata tagaatggtt
  4505221 gcaatcgtat ttgagactat atgaaaaagc ttatgtaatc atttcgcatg acgaattatt
  4505281 tttgaacagt attacaaatg ttatttttca tctagaagga gggaaagtga agcgatacgt
  4505341 aggaaactat gaaaagtttg tacaaagtta tcaagtgcaa aagaaacaat tacaatcggc
  4505401 gtatgtgaaa caacaaaaag aaatctctca gttagaaaca tttattcaaa aaaataaaat
  4505461 tcgtaaagcg aaacaggcta aaagtcgaga gaaagtattg gagaaaatgc aaaggattga
  4505521 aaagattcat cctgtacctc gatcccgttt tgatttcaat gtttatgagg agccggtgag
  4505581 tcgtatattg caagctgaga aactaaggat aggttatagt gatccgttat gcccagagtt
  4505641 gaatttacaa gtgaaaaaag gagagaagat agcgattatt ggtcataatg gaattggaaa
  4505701 aacgacgatg ttaaaaacat tattaggtca aattaagccg ctaagcggtt caatttctgt
  4505761 tggagaacga gtaaatcctg cgtattttgc ccaggaagag tttgcttcag aaacaacacc
  4505821 cttagagaaa gtttgggcag agcgaccaga tatgacaaag aaagaagtgc gccaagcatt
  4505881 agcaaagtgt ggattgaaag aagaacacgt attaaaacct attcgtttat taagcggcgg
  4505941 agaacaaacg aaagtacgtt tatgcgaact tattgtaacg agaagtaatg ttttaatttt
  4506001 agatgaacca actaatcatt tggatataga aacaaagaag tctttgcagg aagcgttaca
  4506061 acaatataaa ggaacagttt tacttgtttc acatgagcct tctttttatg aagcatggat
  4506121 aacaaaagta tggaatatag aagaatggaa cgctgaacaa tatgaataaa gaaaaggcat
  4506181 tagcttgtat aagctaatgc cttttctttg tgattaacat gattttcgag aactcttaca
  4506241 tgagaattgt atgaagaagc actcttatgg tgcgcttata agcgtgcttt ttcttttgtt
  4506301 atgtttatat ttataataat actagatgcc tttccctaat aggcgactat ctttatatat
  4506361 atatgtagat agtttgaaat ggaatgaaaa taattcctat atgtaaagga taatgtgatt
  4506421 ggtataggaa gacaatagag cttaaaggaa attcatgtaa aattcaggtg aacttcacac
  4506481 gaacttcata ttggaaacta aatataatta taataggtta ttataatgtt tctttgtgat
  4506541 ttttcataaa attaaaagtt tgaatttagg agagagcacc actcaaacct aaattcaaac
  4506601 tttagtgaaa caattaatgg aagttacgtt tagttttcgc taatggatgc atttacaagt
  4506661 tcagcaggag tgcctgttcc tgcccctccg attgtaattg atccaccagg aggaatttca
  4506721 ccattccatc ctgcattcgt aattacgtaa tgattattta ttttactact aattttagaa
  4506781 tcccaaactt gtgttaaatt gccgttataa tcaaattcta atttccagtt tttaataggg
  4506841 gtcgttccac tatttttaat tacaatcgag aagttgtaac cacttcccca atttgaagtg
  4506901 actgaaaagg tagcattgct atttccacca ggaggtgttg tgttggcatc atctgttttt
  4506961 acaagaatag aagtaggctg tgatttattc ccagcagcat cttttgctag tattgaaaat
  4507021 gtgtattctg tattaggttt taagttttta attgcaatgc tatttgttgt tgtactccat
  4507081 ttctcttctc cagcagtaat ttcatattcc gtaactccta cgttatcagt agatgccgtc
  4507141 cagtttaatt gaactgagtt tgaattttta tttgttacag caatattttt tacgtttgtt
  4507201 ggtggctcaa tatctttttg agtaataggt ccacctagta attcttttac taacgtatca
  4507261 agtaattttg gtccactaca actatatttt ggacttgtgc gacagtcacc actaagctcc
  4507321 caaaacattg cgccacttaa accttttgtc tttatatagt ctgttttata tttcatagat
  4507381 tcgttgtcat catagctaat aaatgtgcct gtagttgcat tatataaata aggtactttc
  4507441 gccacatcgt tccatccgcg aacaaaacca tttttattaa cataattagc tgctaaatca
  4507501 ccataatcgt acacacctgt atcgccggta gaatagtcat cccaagtacc tttagaagcg
  4507561 agctttccat cgctacctgg tttacaaggt tggtattgtc cgttattttc ttttccacaa
  4507621 cttttccacc cgcgtccgta aaatggtaca cctaatacga gtttatctgc tggaacccct
  4507681 tcatttgtat aaatgtctat cgcaccatct acgtaaaatt tcgtatccgc tgctggatca
  4507741 tttggatctt tgtatagagc tgcattatgg ttagaagtag cttcccatcc accgtggaaa
  4507801 tcatatgtca taatattaat ccaatccagt atttgagaga ttttctttag ctctgtatga
  4507861 tcagcataac gttggcttgc acctgatgca attgttagta aatattgttt accatcttct
  4507921 gcaccagctt tcgttaatgc atttcgaaca tcctgaagga gtagggtgaa gttttgttta
  4507981 tcttcagggc gataactacc accaggaatc gtttctacgc ccggatattc ccaatctaaa
  4508041 tcaacgccat caaatccata ttcgcgtagg aaatcgactg tagaatcagc gaatactttt
  4508101 cttgtttttt catcagcggc catgtcagaa aagcggttag accaagtcca gccaccaacg
  4508161 gaaataattg tttttaggtg aggatactta gcttttaatc gtttcagttc gccgaaattt
  4508221 ccgcagcgtg cgtatttatc acaatcttcc caagttgtac ctgagccagg ataagatttt
  4508281 gtgacatcag cccatggctc accgagtacg agagtaccat tagggacctc tttattttgc
  4508341 agtggtacac cagattcttt acagttccac gtttgtttat ttggattatc ggggtgagta
  4508401 gaaggatttc catgttttcc attccagcaa atatcagcga aagcatagtt taaatgagtt
  4508461 agctttgatg catcaatgtc tgcaacttga taattacgtc cgtaaatgcc ccatgaagga
  4508521 aaatacccaa caattttttg atcttgcttt tgtgaatctg ctaatacgac atttggagta
  4508581 ataaagtttg tgagaaaaag aggtaagaag agtagtaggg atagtaatag cagtgtgaat
  4508641 ttttttgatt tcatagccat ttctcctttc aaaataaaag atatatttaa aggcatgcgt
  4508701 caataaatca aaatgaatct agatgtataa atcatctaga taaaaatgat cagacatcac
  4508761 gaagtctata caaggagctg aggatgatta aatcgtaaca aatgtaagat ttagtgtaaa
  4508821 cgctttattc aattcagaag gattttctca atataaaaga gcttgaatac aaactgtata
  4508881 tgaaaataaa acatctgtga ggtagaaaat agctccttat aaataaaatt gagaaaaaat
  4508941 tgtatgaagt caatttctta tgacatagca agatgagaaa atatcatgta aaataatagt
  4509001 aaaaatatgt aaaggaggga atagtgtgga tgtgtttttg aatattgctg aagaaaaaat
  4509061 tcgacaagca atacggaatg gtgatctcga taatattccg ggaaaaggaa aaccactaca
  4509121 attagaagat ctttcaatgg tacctccaga acttagaatg agttataaaa ttttaaaaaa
  4509181 tgcgggaatg atccccccag aaatggaact acaaaaagat atattaaaaa tagaggattt
  4509241 aattgcttgc tgttatgatg aagaagagag aaaaaaatta caacaagagt taacggcaaa
  4509301 aacactacgt tttcagcaag taatggaaaa aagaaagatt aaagatagtt cagcatttcg
  4509361 tatgtatcaa gataaagtat ttcataaact acgttaagag ggataagatg aaaaaatttg
  4509421 aaacgataga agaattagca acatatattg aagaacaaca attagtactt ttatttatta
  4509481 aaacggaaaa ttgtggtgtt tgtgatgtca tgttaaggaa cgtaaattac gtattagaga
  4509541 attatgatta cgtagagaaa atagagatat tactgcaaga catgcaagag gttgcagggc
  4509601 gatatgcagt atttactgga ccgacaattt tattatttca taatggaaaa gagattcttc
  4509661 gtgaatcgcg cttcatttcg cttgaaaatc tagagagaac cattcaatta ttcgaggaat
  4509721 aagggaggct tttaaatgga atttattatt tttatactat tatttgttgt aattggaata
  4509781 atcgtaacag cagttcgatc aaacaaaaag aaggtaaatc ttatgaaaca aaataacatt
  4509841 cataattcat ctaacagctc atcgccatta tttttctttg cgggatctga taatgatagc
  4509901 tcgcatggag gttcacatga ttgtggagga tctttcggtg gagatagcgg aggcagctgc
  4509961 gatggtggcg gaggtggcgg tgattgatga aaatgcgcct tatataggcg tatttctttt
  4510021 taaacaaacg tttgattagt tggcgtacat atgcataaaa acagttaaac aaacgtttgt
  4510081 ttaaatattt ttaacgtacg gggaatgtaa atgaaaaggg aactgtattt cttgctaaat
  4510141 tggaattata cacatgattc gaacgtggtt tgagagtacg ttttcttaaa taaggaatat
  4510201 agcctcttgt aatagaggtt tttaatttgt tattattaga ctgaacggtc ggtttaaaga
  4510261 ggtgtgaata tgagaagaag tgcagaagag ataaagaaag aaattgcata taaagcagaa
  4510321 attttatttt cacagaaggg ctatgcagcc acatctatgg aagagatttg tgaaattaca
  4510381 gagcgaagta aaggaagcat ttattatcac tttaaaagta aagaagaatt atttttattt
  4510441 gtagtaaagc agcatacgta tgattggctt gaaaaatgga atgaaaaaga gaagttgtat
  4510501 agtactagca ctgagaaatt gtatgcctta gcagaatatc atgtagagga tatacaacaa
  4510561 cctatttcta atgcaataga agaattttct atgagccaag ttgtaagcaa agaaattttg
  4510621 gatgaaatgt tagctttaac tagagaatcg tatgttatgt ttgagacatt aattgaagca
  4510681 ggcatacagt ctggagagtt tcgtgaagat aatacgcgcg atcttatgta tattgtgaat
  4510741 ggattattat cagggctggg agtactttat tacgagttag attataaaga actgaaacgt
  4510801 atttataaaa aggcgataga tgtattgtta aaaggaatgg cagctgaata ataggtcagt
  4510861 tgcttttctt acaaaataaa ttagaccgaa cggtcggttt atggaaggag aataaaaatg
  4510921 aacgctttat ttaaaaatcg agcatttatg ctcgttatgg catcggatat tttacaacaa
  4510981 tttgcaattt ggatcagaaa tatggccctt ttgtatttca taatggagcg aacgaataat
  4511041 gatccagttt cagtttcgtt gttatcggtt atggaatatg cacctatctt tattttctcg
  4511101 tttattggtg gtgcactagc tgatcgttgg aatccgaaaa gaacgatggt tgctggagat
  4511161 gtgttaagtg tactatctat cataggtatt gtcttgttgt taaagctgga ttattggcag
  4511221 gctatatttt ttgcaacact catttccgcg attgtaggcc agttttctca gccatcatct
  4511281 tcgcgtatat ttaagcgcta cgtaaaggaa gaacaggtag caaatgcgat tgcatttaac
  4511341 caaacattac agtcattatt tatgattttt ggaccagtgg taggatcgct tgtgtataca
  4511401 caacttggtt tatttacgtc actatatagc ttaatcattt tatttttgtt atctgctatc
  4511461 gctctttcat ttttaccgaa atgggttgaa caagagcaag tggcaagaga ttcattaaaa
  4511521 aatgatataa aagagggttg gaaatacgtt cttcatacga aaaatttacg tatgattaca
  4511581 atcactttca ccattatggg cttagctgtt ggactaacga atccgttaga ggtgtttctt
  4511641 gtaatagaac gccttggaat ggaaaaggaa gcagttcaat atttagctgc agctgatgga
  4511701 ataggtatgt taattggtgg tattgttgct gcagtgtttg cttcaaaggt gaatccaaaa
  4511761 aagatgtttg tattcggcat gagcatatta gcgatgtcat ttttagtaga agggctatct
  4511821 acatcatttt ggattactag tttcatgaga tttggaacag gtatttgttt agcttgcgtt
  4511881 aatatcgttg tcggtacgct tatgattcaa cttgtaccag aaaatatggt tggaagagta
  4511941 aatggaacaa ttttaccgct gtttatggga gctatgctaa ttggtactgc tttagctgga
  4512001 ggattaaagg aaatgacatc actggttatt gtattttgta tagcaatggc acttatttta
  4512061 ttagcaatag ggccagttct acgcatgcaa ataaagaaag aagatgtcac tactaaagag
  4512121 gaactaacaa attcgttagc gtcgaaataa ctattgtaag ggagcagaag tgctcccttt
  4512181 ttctttggcg aacttttgac aactatatga gccaattata tactgatgat gtaaaaacga
  4512241 ttttacaggt taggagaaat ggtgtgaaaa atcaaatcta tgaattacgc actgaaaata
  4512301 atatttcaca aggcgcatta gctgataaat gtaaggtttc tagacaaacg ataaatgcaa
  4512361 ttgagaataa taaatatgat ccaagcttag cgttagcttt tcgtttagcg gaagtattag
  4512421 gaacaactgt tgataaacta tttttgtata agcagtaggg ggagtagttg ttggggaaag
  4512481 agaaaataag ccttttcgtt actatattag tggctatagg tacgttactg tatgcacttt
  4512541 actattggtt aactgaactt caagtaaact ggtatgcact atttatttgc agcatcgcgt
  4512601 tgcattacct atttaaaagt tcggcatcac atagcgttga aggggaaact gaggagaacc
  4512661 aggatttaga aaaacatgta ttaaaaacaa gtgccaatgt tacatattac gtacttgttg
  4512721 tattcatttt tggtctgttt ttcgcatcgg taggctttaa tagatggatt gattttcata
  4512781 acataccgtt attgtttgcg ttatgtgctg cgatagttgt aaagccggct gttgagtttt
  4512841 taattgtaag acgttataga taaaaaagat cccctagagg atctttttct tatagcgttt
  4512901 tagttttcgg attaggtggt gtaacggatg tattattttc agggacccta gttaataaaa
  4512961 atccaccgat aataaacaat acaataatac taagaacacc agcgtttgtt tttcctgtta
  4513021 attgcgttgt aacaccgact aatactggac ccataatcgc ggcgaatttg ccaaatatat
  4513081 tataaaatcc aaaaaattca tttgcagatt ctttaggtac tagttttgca aaataggaac
  4513141 gactaagtgc ttgaatacca ccttgagaag tagcaactag cattgctaaa atccagaaat
  4513201 cgagtgtcgt ttttaagaaa taagcatata tgcagataat gatgtaaata ataataccga
  4513261 catatagcat ttttttacct gtaaatgttg ttgataattt tccgtataat aaagcaaatg
  4513321 gacaagctac aatttgtgtg acgaataaga tgattaatag attcgttgca ctaatgccga
  4513381 gatctgttcc ataagcggta gacatagtaa taattgtatc gaccccatca atatagaaaa
  4513441 agtaagcgat tagaaacata aagaccgttt tatattcttt aatattttta aaagtatcag
  4513501 caaggcgttt gaagctcatt gcaattggtt ttgggtgacg ttcaatataa tgtgtttgct
  4513561 ctacgttctt cagcattgga attgtgaata gtccccacca aagagcggtt atcgcgaatg
  4513621 aaatttgact agcaatgccg actgataaag ggatagttcc tttttgagca agaatgataa
  4513681 gagcgataca accgataaat ggaatagtac tcccaatata gcctaaagcg aaacctctcg
  4513741 tagaaattcg atccattcta tcttcagaag tgacatctac taaaaatgcg tcataaaaaa
  4513801 tgtttgctcc agcaaaaccg actaatgcga gcatatagca tcctagcaat aagtaccact
  4513861 gagatgttgg gacgactgct aacatacttg taaatacaat gccgagtcca aagaagaatg
  4513921 tgaaaaatcg ttttttaaat cctttataat cagcaactgt gccgagaata ggggcaagta
  4513981 tagaaattaa aagtgtagcg aatgagtttg catatcccca atatgctgtt gacgttgcac
  4514041 cagatagtcc agcttctttt gcagctgctt taaagtaaat tgggaataat gcagttgtaa
  4514101 tgacgagcga atataccgag ttcgcccaat cgtataatat ccagcttttt tcttgtctgg
  4514161 acattttttt catatagtgt tcccccttaa attagttcta ctaacagtgt acaaaaataa
  4514221 aaattataaa aagagaaaca gtgatgattt ttacataact tttacatata tacacagttc
  4514281 tttacaattg gagtaaatcc tctacaattg atccgtctgt ttcacctaag tgtaaaccga
  4514341 gtagtctagc gatagttggg ctttcatcaa taagtctcat atacggaatg gtaacgccgc
  4514401 tttttatccc tttcccagca gctataaaaa ttgtttcata gttaggtttt gttggagagt
  4514461 atccatgcgt accaaatgta tattttttac taggcgtaac atctttttca gtaatttctt
  4514521 ttataaaatc tcctgtatag ttttcagtga aataatatcc ttctcgcgct tctaacataa
  4514581 ataaacaatt accatctgca ccacattcct tcgcatcttc atcatgaagt ataaattcaa
  4514641 ttccgttttg tttatgttga agtagttctt caaggagtag ttgtacctcc cgaattgtat
  4514701 ccgtatcatt tttgtccttc acatatacat aggcagagcc gtcacaactt tggcaataga
  4514761 ctttccaatc tactaaattt ccttttgaat ttacagatat aagccctttt tgatgaaata
  4514821 gtacatttaa ttgaatggct ttgttttcac ttaaagcgct atggtcacca agagcgataa
  4514881 ttgtactctc ttcgtataga tcactgtctt ttaaagcttg aataatttgc cctagccgct
  4514941 catcatgtct atgaattgca gctattgttt ctttggattc aaagccatga tagtgtcttt
  4515001 gggtgtctaa atcagtgaaa tgtacgaaca taacattagg ctttttcgtc tggattgtat
  4515061 gcacagcaga agcaagtacg aaatcatcga gttcaggttg tgacagccca tttcgtatat
  4515121 ggccgaaacg acgattcaaa tctaattgat atagcgggct accgctaaat aatgaaacta
  4515181 aaacttgatt ttgccacggc ctatttggaa agatttctgg taaattgtaa tcaatatttg
  4515241 ctctgccggt aacaggccat agaagagcag ctgtcgttaa atttgcttta tgtgcttcat
  4515301 cgtataacgt tgttccttta atggattttc ggtaccaatg ccaatctggt gactcgcgcc
  4515361 caggttgaag taacgtattg ctaactacgc catgtttatt aggatagttt ccagtaacga
  4515421 ttgttgagtg acttgggtat gttacagaag gataaattgg ttctactttt tcgacaaccg
  4515481 tgcccttttt gattagagat tggaagtgag gtaatttttg tagtatagga aaatctaaag
  4515541 ctgataaaca gtcgaatgat aaaatgatga cacgattcgt taatgcttta tccataaagt
  4515601 aatcctccta atcatataaa acctattact atatattact attaatacct agtaataaaa
  4515661 atatgttttt gaataaaatt cattatttat tttcagaaaa gttaaacata taataagtat
  4515721 aagggaatcc atggaaggag ggaatagtat ggactggtta gatgggtttg gtatatttta
  4515781 catcattggc ggaatcacga ttatccttgt atttgctatt tcgtatttac taaagaaacg
  4515841 gtttccagac aagcagttcg atattatatt tgcacttagt ctaatacttc tttgtttagc
  4515901 atcctttcct gttacaatga tggttattgg tggatgggaa ggaatggggt atgggtttat
  4515961 tggtttcttc gtcctacttg gtacacttat tggtatgatt gcacatcaac ttgtaaaaat
  4516021 atcacgaaaa agctacgtat aaaactgtaa aaaatgaaaa gaatatataa aaataagaaa
  4516081 attcactctt gttttgaagt gaaatttata ttatgatatt caacaaattt atttcgttat
  4516141 aacgatgaaa aaggactagt acatgttcaa cctttttagc agagagagaa tccgtcaggc
  4516201 tgaaagattc ttaaaaagac aacatggaac ctacctttgc gttctgcata tgcagcggga
  4516261 atttcccgtt atcaaaaaga gagcatgcgc aatttttgtg catgaatcag ggtggtaacg
  4516321 ccggcaaagc tcggtcccta ttttgggacg cgggcttttt tgtattttct agaaggagga
  4516381 agactgacta tggcaaaaga acaagtacaa gcaattacga agatggaaga ggactttgca
  4516441 cagtggtata cagatattgt gaaaaaagca gaacttgttg attattcaag tgtaaaagga
  4516501 tgtatgattc tacgtccgta cggttatgcg ttatgggaaa atatgcaaaa agttatggat
  4516561 gagaagttaa aagcaactgg tcatgaaaat gtgtatatgc caatgtttat cccagagagc
  4516621 ttattacaaa aagagaagga tcatgtagaa ggattcgctc ctgaagtagc atgggtaaca
  4516681 catggtgggg atgaaaagtt agcggaaaga ctttgtgtac gccctacatc tgaaacttta
  4516741 ttctgtgagc acttttcaaa aattgtgcaa tcctataatg atttgccaaa gctatataat
  4516801 cagtggtgtt cagtagttcg ttgggagaaa acaactaggc cattccttcg tacaacagaa
  4516861 ttcttatggc aagagggaca tacaattcat gaaacagcag aagaatccca agctgaaacg
  4516921 ttaaatattt taaatctata tgcttctttc tgtgaagact acttagcgat accggtaatt
  4516981 aaaggacaaa aaacagaaaa agaaaaattt gcgggtgcaa aggcaactta tacgattgaa
  4517041 agcttaatgc atgatggaaa agcacttcaa acaggaacat cccataactt tggaacgaat
  4517101 ttctctgaag catttgatat taaattttta gatcgtaacg gtaagtggca atatgtacac
  4517161 caaacatctt ggggcgtatc aacaaggatg ataggtggac tgattatggt tcatagtgat
  4517221 aataatgggc ttgtaatgcc tcctaaagtc gcaccagtgc aagttgttat tgtaccgatt
  4517281 gcgcagcata aagaaggcgt tttagcgaaa gcaacagagt tacaaggaca tattcaaaag
  4517341 gttgcacgag taaaaataga tgctagtaat aaaacaccag gttggaaatt taatgagtat
  4517401 gaaatgaaag gtattccaat tcgattagaa gttggtccta aagatattga aaagaatcaa
  4517461 gttgtactcg taagaagaga tacgaaagaa aaagagttta tatcaatgga tcaattagaa
  4517521 gaacgcattc cagcactact tgaggaaatt cataactctt tatttaataa agcaaaagta
  4517581 tttcgtgatg aaaatacgta tagtgtgacg aattttgaag agatgaaaaa attggctgat
  4517641 gaaaagcaag ggtttattaa agcaatgtgg tgtggagaat tagcttgtga agagaaacta
  4517701 aaagaagaag ttgcttctcg ctgtatgcct tttgaacaag aacatttagc agaagaatgt
  4517761 gtttgttgtg taaacaaatg gtgtattggg gaaaagcgta ttaatgctct tttggatagg
  4517821 aaggatgaaa aggactttgg gctgcataat aaatgcaatc caaagtcctt tttagtttta
  4517881 caatttgttt catgtatttt taagatggaa ggatgagttt ttattttgcg tttttacggc
  4517941 gaataaatag taacatacca attaggaatg ttgaaagtcc cattaaaata gatgcaggat
  4518001 aatgtgttgc agtattcggt aacttatcgc cttgtttttt cgcattatct tttacattac
  4518061 caccttgaga gccatttcct ccctgagaac tgctatcacc tttaacacga tttccgcctt
  4518121 gagagccact gccgccagaa ccgttgtcac ccgagccact gccaccagaa ccactgccac
  4518181 cagaactgtt gtcacccgag ccactgccac cagaaccact gccaccagaa ctgttgccac
  4518241 ccgagccatt gccaccagaa ccgttgccgc cagaaccatt ttcgcccgag ccgctgctac
  4518301 cagaaccgtt gccgccagaa ccattttcgc ccgagccgct gctaccagaa ccgttgccgc
  4518361 cagaaccatt ttcgccagaa ccgttgccac cagaaccgtt gccaccggaa ccattgtcac
  4518421 ccgagccgct gctaccagaa ccgttgccgc cagaaccatt ttcgccagaa ccgttgccac
  4518481 cagaaccgtt gccaccggaa ccattgtcac ccgagccatt gtcaccagaa ccgctaccat
  4518541 cggaaccatt gccatcagaa ccactatcgt cctgagagcc accgtttcct ggtggtttat
  4518601 tattatcttt tgagttacct tctacgaaat aatcgttatt ttgtacaatc gcgtttgtta
  4518661 ttggagagaa gttttctgtt gctgcattac cgatatttaa tccactaaag aaagataaag
  4518721 aaagagttga tgctaaaatg aaaattttcg tcattgattt cctcctgaaa aattaatatt
  4518781 ccatctaaaa tacatccctt tgtaatattt cataggaaaa agagttttat gcaaaaaaac
  4518841 tatatataga aaaaggtggt gtatttctaa agagagaaaa gtgttagtgt aaattgttta
  4518901 tgaatagtag agtggtgaga attttacact cattacagta gaggaagtga aagcagatga
  4518961 aagaatatat tgcatttgat attggtggta cacaaattaa atatggaatt gtttcagaaa
  4519021 caggaatagt actaaagcac aaaacagttc caacagaaat tcatttgggc ggggaacaaa
  4519081 ttattcaaaa actcattctt ttatcaaaaa aattaatgag tgaacatacg atttcgggaa
  4519141 ttggtattag tactgcggga attgttgacg ttaatagagg ggttgtgacg ggaggggcgg
  4519201 atcatattcc gggctatagt acgattccta ttattaatag attgcaagag gtattaaaag
  4519261 ttcccgtatc tattgaaaat gatgtgaatt gtgctgcgct gggagaaaag tggaatggta
  4519321 ttggaagaga gaaagaaaat ttcattatgc tcacccttgg aactggtatt ggaggagcga
  4519381 tttttataga tagagagtta tatagagggc attcatatag tgctggtgaa tggggaaaca
  4519441 tgttaataga aggaaaaacg tttgaagagg tcgcttccat ttcagggtta attcatcttg
  4519501 tacgaaatta taaaggaaaa ggtaattgga atgggaaaac gattttcgaa ctgtatgata
  4519561 aaggcgacag ggaagttacg caagcagttg aggttttctt taaacattta gcgattggaa
  4519621 ttagtaacct tgcttatatt tttaatccag aaacaattat tattggtgga ggaattactg
  4519681 atagaggaaa tcagttttta aaagaagtaa aagaagaggt aggaagatac ttaaataaag
  4519741 agatttatag tgattgtgag attgaacttg cgcaaaacgg taatcgtgca ggaatgattg
  4519801 gtgctattta ccacttctta catcatcata agtaaattat atgaatgttt tcatataact
  4519861 gagaatttat cctttttatc aataggtaaa taatgctaca atataagaga agaatacaat
  4519921 attttccgcc ttggaaaatg ctttgtagaa aggaagaaac tgcatgccta ttattttaga
  4519981 aaaaggtcaa aagatcgatt taacgaaagg acaaccaaaa gtagcaaaac tacaggttgg
  4520041 cttaggttgg gatccaattg ggcaatcagg tgggtttctg tcttcattat ttggaagtaa
  4520101 accaaatgta gattgtgatg catccgttgt tatgttagaa ggagatcgtt ttttaaataa
  4520161 aaacgattta gtttacttcg gaaacaagct gtctacttgt ggtagtatta ttcattcagg
  4520221 agataattta acaggtgaag gcgctggtga tgacgaaaca attttcgtgg aattacataa
  4520281 agttccgagc cgtattaatc gtttagtatt cgttgtaaat atttatgact gtgtaaatcg
  4520341 tcgtcaagat ttcgggatga ttcgtaatgc atatattcgt attcaaaacc cgcaaactgg
  4520401 cgaagaatta gcacgctata atttatcgga taattatgct ggcaaaacga ctctaattgc
  4520461 aggtgaaatg tatcgccacg gaagtgaatg gaagttttca gctgttggag aaggcacaca
  4520521 agataaaaac ttaagtgaga ttgtatcacg ttatcaataa tataaacaga ggaggaattg
  4520581 tatatggcat caatttcatt gaaaaaagga caaaaggtag acttaacaaa aacgaatcca
  4520641 ggtctttcaa aagttcttgt aggacttggt tgggatacga atcgttatga cggacaaaac
  4520701 gatttcgatt tagatgttag tattttctta gtaggtgcta acggtaaagt ttcaggtgca
  4520761 gaggatttcg tcttctataa taacccaaaa ggtgcgaatg gtgctgtaga gcatttagga
  4520821 gataaccgaa ctggcgaagg tgaaggcgat gacgaatcga ttaaagtaga tttgaaaaat
  4520881 gtacctgcac atatcgaacg tatttgcttc acaatcacaa tttacgatgg agaaggacgc
  4520941 agccaaaact ttggacaagt ttctaactct ttcgtacgta ttttagatga agaaaagaat
  4521001 gcagaattaa ttcgttacga tttaggagaa gatttctcta ttgaaacagc ggtagtagta
  4521061 ggtgaactat accgtcatgc aggtgaatgg aagttcaatg caatcggaag tggattccaa
  4521121 ggtggattag cgtctctatg taataatttc ggtttagatg tagagtaata gattgatata
  4521181 tccatcggta aaacagatgt ttactgatgg atatattttt taagattaaa atatagaggt
  4521241 gaatataaat ggttattcaa ttgcaaaaag gacagaagat tgatttaggt aagacaagcc
  4521301 ctggtttaac aaaagcagta attggtcttg gatgggatat taaatcttat gacggtggat
  4521361 cagatttcga tttagatgca tctgcctttt tattagatgc gaacggaaaa tgtacgaagg
  4521421 aaactgattt tatcttctat aacaatttac agtctccttg tggatctgtt ctacatacag
  4521481 gagataaccg cacaggtgaa ggtgaaggtg aaggcgacga tgagcaactt gttgtagatt
  4521541 tgaagaaagt tccagcagat gtgcatagaa ttgctattac agttacgatt tatgatgcgg
  4521601 aaggccgtag tcaaaacttt ggacaagtag gaaatgcgtt cgttcgttta gcgaatgaag
  4521661 aaacgaatga agaagttctt cgttttgatt taggggaaga tttctccatt gaaacagcag
  4521721 ttgtcttttg tgaattatac cgtcataatg gacagtggaa gtttaatgca gtaggaagcg
  4521781 gattccaagg tggtttaggt gcgcttgtaa gagcgtatgg cttggatgca taagaaggga
  4521841 aacgatattc gtttcctttt tttgaccttt ctataaatct agcaaagaat aggggatata
  4521901 ggtaagatga gtattttgca aggaatcctt gatacgtatg ctcagttttt cgacttggac
  4521961 atgtggatta aagtgttgca ggatccagta tcttggggat taattggtac acttgttgta
  4522021 cttgaaggat tattatctgc tgataacgca cttgtgttag cagtaatggt aaaacacctt
  4522081 ccggaagaaa aacgtaaaaa agcattattc tatggactta ttggagctta tgtattccga
  4522141 tttattgcaa ttggaattgg aatgttctta attaaattag cgtgggtaaa agtgttaggt
  4522201 gcactttact tagcgtggct ttcagttaaa tacttcattg ataaaagaaa aggtaatgca
  4522261 gaagaagagg aagctcatgg tatgaaccaa aacagtattc tcttcagaat gtttggtgtc
  4522321 ttctggggaa cagttgcgat ggttgaatta atggatatcg cattctctgt agatagcgta
  4522381 cttgctgcat ttggtgtatc aaatgaagtt tggattctat tattaggtgg aatgctaggt
  4522441 attttaatga tgcgcggtat cgctggcgta ttcttaaaat tgttagagcg tattccagaa
  4522501 cttgaaacga cagcatatat tttaatctta attattgcag caaaaatgtt actgtctgtt
  4522561 attcatattg aagtaagtca tacattgttc ttcattattt tagttgtagc atttggagca
  4522621 acatttatac ttcactacgt gaagaattct ggacaagcta aagaagaagt tgcagctact
  4522681 aaaaataacc ataaataatt gaaatgggtt tgctcgtttt acgagcgccc attttttata
  4522741 actaaaaata gtttataatg gaagaaggac ttagaaaaaa cgtaaatgtt tttggaggtg
  4522801 aactgttgtg ttttcacgtt ttacacttca accatatgca ttaaaagatg aatcagattt
  4522861 aaagcacttt gaaacacttt tagaaaaacg tccacaatat gagctgacag agaatgaaat
  4522921 gaaatttagt tatatagcat gtcgaatcct tggcgttcct aatgatgtag atgaatattt
  4522981 caatgaacta tttgattata gtgaagcgaa aggaatcgaa gttttacacg aacaaaattt
  4523041 aaataaagta atcgattcgg aaaaacttcg tcatattcaa gaagtgttcg gattacatca
  4523101 agaagcacca aatggtctga cagtaaatag gctagtggca cacttatctg ggaaacaact
  4523161 tttaccgaaa gtagacaatc ctgatttaca gcattatata catacgacgt ttatttcagt
  4523221 attgaaatta tatgagaaac aacataatca atctttaaag acagaaggct tccgtcgttt
  4523281 cttaatcgat atgattaaat taagtgaaaa ttacgtagca aagtggttct ctacgattaa
  4523341 ttataagaaa caaatgccac gtatcatttg gtatggtgat gcacaggaaa gtcgtatata
  4523401 tttcttatat tttcttatta tgctcggttg tgatgtgctt tattatcacc cagaaggaaa
  4523461 agatggattt gagaatattg atgaagaggc aagaactttt gtcgtgtctc attctagtcg
  4523521 tatttctctc gagccatttc cagatcgtcg ccgcgagcgt gttgcaacag tagcatatca
  4523581 agcttcaaaa gaaattgaac aagtacttca ccacgataat tcactattat acaagccgtg
  4523641 gcaattccgt tcctatacac ctgtagctcg tacattaaaa acaacatatg atgaactctt
  4523701 tttaattacg aaagaaaagg catttgtacg cccgacattc tttgttgaga ataaacacat
  4523761 ttatattcct tctttatttg caaaaatatc aggggtttca aagaatgata aagaatattt
  4523821 tcagcgatta aaggcagtta catcatttga taacagctta ttaattaata catttccgtt
  4523881 tacgaaagaa caaaaagcaa atttccaata tcattatcga gatgcattag accgtggggg
  4523941 gaaattacat ccagatttaa ttatgaacag tcattggtgg ccacataagc gattaccaga
  4524001 agggttacaa catgggattg cagaggcgat tatccatacg tgtgaaagtg aaatgtgtaa
  4524061 gccaattgca aaagagacga aacaagatgt agcactatat gttttcgcgc aactttctca
  4524121 aataccgcct aatattttag aacaacttga gaaatttgat tattcacaag atgtaccgaa
  4524181 aattgttata tttaataatg agaaaagtgg agaattaact cgttctgatg ctgttttatt
  4524241 actattttta aatcaaattg gagtagatgt atttcatttt aatccaacgg gaagaaacga
  4524301 tattgaaccg tatattgaag caggggcatt tgattcacat tggctggaag aagttaattt
  4524361 cgattttgag tttcatggtt catcagccta taaaaattta tcacaaacaa taaaaggact
  4524421 atttcgtcca tttttataag gaaagggaga ataccatatg aataacccag tcgtactaga
  4524481 ttcgaaaaca gaattaaatg agcaaacagc acaagatgtg cgcttgcaac ttagacaaga
  4524541 tgcggatgta caacgtattt ataatgcagt agatattaaa gatcaattag aattaattga
  4524601 acttggaaaa gaaccttcta tggaaatttc acgttttgct gatcaaattt tacatacgat
  4524661 gtcattatca aaaatagaag actctggtga attattaaaa caacttggta aaattatgga
  4524721 ccgattcgat agcaaagact ttgcggaaga gaaaagtggt ttcttctcac gtatgttcaa
  4524781 aaaagcggat aaaatgattg aacaaatctt tagcaagtat caaacgatgg gccgtgaaat
  4524841 tgataaagtg tatgtggaaa ttacgaagta tcaagatgaa atgaaaaaat caattggtac
  4524901 gttagatggt ttatatgagc aaaacttaaa atattattta gacttagaaa aatacgtagt
  4524961 agcaggagaa atgttattag agcgtttgaa tacagagttg gttccgatgt atgaagagcg
  4525021 tgtacgtaat aatgatcaat tagcaggtat tgaattagag tcgcttaaaa actctgttga
  4525081 aattttagaa cagcgtattg atgatttaga aaaagcacgt atggttgcgt tacttacagc
  4525141 accacaaatt cgtatgattc aacgtggtaa taataaatta attggtaaaa tcaatacagc
  4525201 atttattacg acgattccta tctttaaaaa tggtatcatt caagcagtaa atgcgaagcg
  4525261 tcaaaagctt gttgcagatt ctatggctga actggatcgc cgtacaaatg aattacttaa
  4525321 gaaaaatgca caaaatatcg caacgcaaag tgtggaagta gcgagattat caggttcttc
  4525381 cagcattaag atggaaacgc ttgaggaaac ttggaacatt atttcaagag gtatgcaaga
  4525441 aacacagcaa attgaagagc aaaacaagcg tgagcgtgaa gaaagtcgta agcgtatggc
  4525501 tacattaaca gagaacataa aaaaagaatt gcaaggataa atgaaaaggc aatgaggatt
  4525561 aatcctcatt gccttttagt ttcgcttcac taatttaatg aactcattca caacaagcgg
  4525621 aatgatactt aataaaagaa caaatcccca atctcgcatc gttagtgcat gcacaccgaa
  4525681 tatatttgca aggggcggga tggagatgat acaaacttgc ataagaacac cgataagaag
  4525741 ggagaagact aaatatttat ttgtaaaaat cccaattgaa aaaatcgatt tcgttcttga
  4525801 gcgcaagtta aatgaatgaa caagctgaga aaaactaaga acaacaaatg ccatcgtttg
  4525861 agcatgtaat agagcatctt catcaattcg ctctgggaaa agagggaata aatttgtatc
  4525921 tccagtatag aactttgctc cagcgataaa ggctattagt gttaaaagtc caatgacaaa
  4525981 cccattgaaa ataagaaaag gaacgctacc gctaaataag ctttctttcg catgtcgtgg
  4526041 tttttccttc atcacatcag gatcttcagg gtcaacacca agtgacaatg caggtagtgt
  4526101 atctgtaatt aaattcaccc acaaaatgtg aattggtcgt aatggtgtcg cccagccaag
  4526161 taaaatcgct aaaaataaag cgataatttc tccaaagtta caagagagta ggaagagaat
  4526221 tgattttttt atgttacgat aaatgtttct accttcctca acagctttca cgatagatga
  4526281 gaaattatcg tctgttaaca cgacatccgc tgcccctttt gcaacgtctg ttcctgtaat
  4526341 gcccatcgct acgccaacat cagcttgctt taaagatgga gcgtcattga caccatcacc
  4526401 agtcatagaa acgatatttc ctttcgcgcg taatgctttt acaatcttta ctttatgttc
  4526461 tggagagacc ctagcgaata catgtaagtg attaattttg tttgctagtt ctgtatctga
  4526521 aatgttatct aattcagttc caatcataat ttcagatatt tcttcagcaa tgccaagttc
  4526581 tttggcaatt gcaaaggcag tatctttatg gtcaccagta atcataactg tacgaatacc
  4526641 agctttttta cattctgaaa ttgagtcttt tacttcagtt cgcggtggat caatcatacc
  4526701 gacaagacca ataaagatga ggttttcttc aagatgatct atatccacat cgcttgagtt
  4526761 gtattgttta aatgcgaatg aaagtactct taaagcttct tgagacatta cctcagcagc
  4526821 ttctaatatt tgatttttat catcctctgt tagaccctcg attttaccgt ttttaaatat
  4526881 gtgggtacat agaggtaaga gtttatcgat agcacctttc gtcatgctat agtagctttc
  4526941 atcgtatgta tgcacggttg acatcatttt acgatctgaa tcgaaaggta gctcattaac
  4527001 acgttcatgt attttttcta aatgatcttt ttgcatgtta aaagtgcttc cggcaacaag
  4527061 aagggcaatt tcagtcgggt cccccgtttg tgattcattg ttgtaagacg catcattaca
  4527121 tagcaccata ttttctaaca atagacgttg tgtatcatta tttacattta aacgttctaa
  4527181 ttgatcgtat gtgttatcac tataaaagtg agtaacggtc attttatttt gtgttaacgt
  4527241 acctgtttta tctgaacaaa taattgtaac agaaccgaga gcttcaacag ctggtagctt
  4527301 ccgaatgata acattttgtt taatcatgcg ctgcacacca attgcaagaa cgatggaaac
  4527361 gatagctggc aaaccttctg gaatagctgc aacagctaaa ctaatagcag tcataaacat
  4527421 ttctagtgta tctcgtcctt gtaaaaagcc gatgagaaac ataacgatac aaatagctac
  4527481 agcaacaaat cctaaatact ttccgacttg tgctaagctt ttttgaagtg gtgtcatatc
  4527541 atcgtctgct tcatgtaaca gggtagcaat cttaccaatt tgtgagttca ttccagtttc
  4527601 aacagcaaca ccgacgcctc ttccgtatgt tacaagagta gacataaagg ccatattttt
  4527661 ttgatcgccg agtggtactt gttcatcact ttgcatggaa gggtggtaga ttgcatcttt
  4527721 atcaacaggg acagattcac cagttagagc agattcttca acttttaaat ttgcggtttc
  4527781 gataaggcgt aaatcgcatg ggatatatcg tccggcgtcg agcataacga tatcacctgg
  4527841 aacgacgtgt tcagatggaa tttcttttag ttcaccatct cgcttgacga tagctttagg
  4527901 tgtcgccatc tttttcaatg cctctaaggc ttgttctgct ttcgattctt ggacgacgcc
  4527961 gataacagca tttaaaacta caacaagcgc aataatactt gcatcagccc attcacctac
  4528021 aaaggcagaa ataagggcag caataataag gacatatacg aggacgtcat taatttgggc
  4528081 aaaaatacgc tgccataaag agcgtttttg ttttgtagct aattcattag caccgtattg
  4528141 cgttaaacgt tcatttacaa tttcctctgt taaaccgtgt tgttcatttg tttctaggtc
  4528201 aattaatgtt tggtctttcg tcttactgta ccaattgctc ataagtaagc acctccagta
  4528261 aaaacagtta gcaatggtag tgttgctatt atttgtgagt agtatgtatg gagaaaaaat
  4528321 ctaagatgag gttctacttc tattgtacaa tattttacag ttggttgagg gaaagagaag
  4528381 agttgtcatg aatttgttgg aaataaaaaa gagcctcata agcgaggctt tttttacttt
  4528441 ttaattaatg tacctaattc ttctgtaata gcttgcattt cactaatgct gaatgtttca
  4528501 cgtttcataa catgctcata aatgtcacgt aagtcttcgt acatttcttc attaaagcta
  4528561 gcagctctca ttgctccagc attaaccata cgtaattttt ctttaatagc ttcgaccata
  4528621 tattcaacgt tttcttctga ctttacggat aaatccaccg aagtgtcccc ctttaaaata
  4528681 acataaggtt atcttaacat tttttatcat tttcgttaac gaatcttttc aatcctatta
  4528741 aattagtagg gatttccttt atatttaata attggttgtt tatactataa gtatatatta
  4528801 agaaatgcac caagaaggga agaaacaaaa atatggttca agtattgttt gtttgtcttg
  4528861 ggaacatttg ccgttctcca atggcagaag cgatttttcg agatcttgtc gtaaaagagg
  4528921 gactcgaaga gaaaattgtc attgattctg caggaactgg agattggcat gttggccatc
  4528981 cgccacataa aggaacacaa aaaattttaa aagaaaatgc agtcactttt gaaggaatta
  4529041 aagcaaggca agtagaaaaa gaagacttaa caaagtttga ttatattatt gccatggaca
  4529101 acaagaatat agcagattta aaaagtttag gtaaaactgg aggctatatt ggtaggctgt
  4529161 ccgattttgt tccagacggt ggctggacag acgttcccga cccttactat acagggaatt
  4529221 tccaagaagt atatgacctt gtaacagaag ggtgtgcaaa gctattagct ttcattcgaa
  4529281 atgaacaagg aatatgagga agcttagaaa gaaatacttt ctaacataag aaatgaaagg
  4529341 gtgaaggaat atggcaaaga aaaataatat tgctcgaaac attgcgattg gtgtagctgc
  4529401 aggtgtagct gtatctatgt tgaagaaaga aaaccgtgaa aaagtaaaaa atactgcaga
  4529461 aaaagcaaaa acaaagatga ttgaaatcgg tgaaaatgca aagatcaaag aaaaagtgca
  4529521 aactgttaca gataaaggac gcgaacttgc tgatttaaat gtagtgaaag cgaaagtagc
  4529581 agaaattaaa aaattaacgc cttctgttgt agaaacgtta aaagaaacga aagaaatttt
  4529641 tagtaagaaa aaagttgagc cagcagagaa gccagaaacg attgaaattc aagctgtatc
  4529701 tccaaaagta gatgaactga aagtagaaga agagccagta gttgctgaag atggcggtat
  4529761 gaaagaatca cgtgaactat ttatgaaaga ctctaatgtt gaggaaaaaa aactgaagcg
  4529821 tacattgagt tgaagcaaga taaagaagag aagaaaagcg tttaaacata tatgagaaaa
  4529881 attttagaaa aggtaagaag aaatcgtacg tattcgtttg gtaaagattt gtatgaccgg
  4529941 acgatgcgcg atgatgtagc gggcttggca gcacagctcg cttatttctt cttgcttgcg
  4530001 atttttcctg ggcttgtttt cttaattacg cttcttggat tcattgacct tcaaacagaa
  4530061 agtgtgctca atttattaga accgtacgta cccgaagatg caatgtcctt aattgaagta
  4530121 aacgtggata aagttgtaaa tgagcaaaat ggtggtttat tatcatttgg tttattgtca
  4530181 atgttatggt ttgcttcaaa tggggtaaat gcggttatga atgcttttaa ccgtgcgtat
  4530241 gatgtaacag aaacgcgttc ttttattaaa acgagagctt tatcaattgt atttacatta
  4530301 gcgattattt ttatgattgt gtttgcgcta attgttccag tgtttggaca agtcattggt
  4530361 gcagcggtat ttaaagcaat tggtttatcg gatagttttt catacgtgtg gagcattaca
  4530421 cggttagtag cgagtttctt cgtactattt gcgttgttta gttttttata tacatttgca
  4530481 ccagatcgaa agttaaaaag aagagaagtc atttcaggag caacatttgc tactgtagga
  4530541 tggattgtgg tatcgtactc atttgcttat tatgtagata agtttgcaaa ttacgcgaat
  4530601 acatatggtg gtctcggtgg tatcattatt ttaatgttat ggttttattt aactggatgg
  4530661 gtaattttac ttggcggcga aattaatggt ttactccatc attataggac gggtgacaat
  4530721 aattcccgta atgaaaaatg acttcttgtt ccataataat aaggaacagg ggggatattt
  4530781 catgagtaat aataaaaaga atcacaacaa taaaaataac aataaacaaa agagcagttc
  4530841 gcatccaaag cataaaacga gtggtagtgc gaacggacat aatagctacc attaaaaaaa
  4530901 gcgggtcctt tatgagggac ccgttttaat tgtttccttt taataatcgt aacccgttta
  4530961 aaataacaag aatcgtactt ccttcatgcc caataacacc gaatggaaga gctaaaaatt
  4531021 gcaagaagtt ggaacaaatt agcattgcaa ttacagctag tgaaaagatt acgttttgct
  4531081 ttacaatacg gttcattcgt tttgataaac ggatcgcttg ggaaagtcga gataactcgt
  4531141 tcttcataag tacaacgtct gcagtttcta aagctacgtc tgttccttct cccattgcta
  4531201 caccaatgct agcagtagcg agtgcaggag catcatttat accatctccg accattgcta
  4531261 ctgtcccgta tttttctttt agctttttaa tcgtttccac ttttgtttct ggtaagcatg
  4531321 atgcgtaata ttcctttata ttactttcag aggcaattgc ttttgctgtt tcttcattat
  4531381 caccagtaat cataattgct tcgacaccga tactttgtag ttcacgaata gcagctattg
  4531441 tttcttggcg aagtgtatct tttaaagcga taagtccaag aataccttct tcatcactaa
  4531501 tataaacgac agttttacct tctttttcaa gtgaggcaga aacaccatta tgaaatgtct
  4531561 ttgtttcttc accgataaaa tcagctttac ctattttata agctttgctt tcaaatattc
  4531621 cttttagccc aaaaccagtt acatcttcaa cattttctgg tttttttaat gtaatatcat
  4531681 acgtatgttg tgcatatttc acaatagatt cagctaaagg atgtgtagag tgactttcaa
  4531741 ttgctgctgt aatagaaagt acttcttttt ctgtcatatt ttctcgaaca tatacatctg
  4531801 ttacggtagg tttaccttct gttaatgttc ccgttttatc aaaggcaatc gcttttacgg
  4531861 aagcgaggcg ttctaaatgt atgccacctt taaagagaat accgtttctt gctccgttag
  4531921 aaattgcaga taatgttgct ggtgtaatgg cagcaacgag tgcacaagga gatgcgacta
  4531981 caagtaagat catagcgcga taaaacgttt cattccagct ccaatccagt aagaaatgag
  4532041 ggacgaacat cataagcgta acaacgagta gtacaccttt tacatatgtg ccttcaaact
  4532101 tttcgatgaa tagttgtgat ggtgattttt cactttgtgc actttgaacg agacggataa
  4532161 tcttttggaa taatgtttga tcactcggct tcgtaatttt aacttcgata gcaccgcgta
  4532221 aatttacagt accagcaaat acttcatcac catgtttttt ttcatttgga ataggttcac
  4532281 cagtaatcgc agcctcatcg atatttgttt caccgctatg aatcgtaccg tcagcaggaa
  4532341 cgcgctcacc tggcttaatt aaaataatgt cgttaatttg taatcgtcca acaggaacac
  4532401 gttcttcagt tccatttgaa atacgtaatg cttcttccgg ttgtagatca agaagcgctg
  4532461 aaatttcttt ttgactttta cttaatgtat aagattccat cgcaccgctt agtgcgaaga
  4532521 taaagattaa aatggcgcct tctgcccagt agccaatcat tgcagcaccg atagcagcaa
  4532581 tgagcataag catttcgaca tttagctctt tctcctcaat tgtatcttca ataccttctt
  4532641 ttgcttttgc atatccacca actatataag caaggatata gcaagtaatg cctacattca
  4532701 ttacatcgtt ctttgtgaat aaccaaccag ctaaaatgaa aataccagat gtgattgcaa
  4532761 atataagttc ataatgtttc tttaacgtat cccataaaga gggatgagaa atagattttt
  4532821 gtacttgtaa tgtttttact tctgagttca ttactactcg ctccttccaa attcttattg
  4532881 agaaaaagaa tcaaaatcga aacccctata aaacgacgaa agctgccatc cataatggat
  4532941 agcagcattt ctgttgaaac tgattttaat agttattatg ttgtaattat tctatagtat
  4533001 agcatatgtt ttcgttagat gatatgtttt tgtttgtgta taaactgaaa acttgtgttt
  4533061 tcacagttcc tttggtatat atgaatattg ttcgtaaaaa gatcggaaag gaagacaaca
  4533121 agtgaagaca gagaaatttt ttacccatcc gattggcgtg tttattgctg caatagtagc
  4533181 gactttttta tgggggagcg cattcccttt tattaaatta agttatgctg aacttggaat
  4533241 tcagccaaaa gaagttgggg agcaaatatt atttgctggt tatcgtttct tcttatctgg
  4533301 agtcatgctc ttattcttct ttaaattgtt aggaaaagat atgaacttca aaaaaggaac
  4533361 ggggaagcag ttagtacaaa ttggtttatt tcaaacattt cttcaatata tatgttttta
  4533421 tattggaatg agttatagct ctggtattga aggagctatc atttcaggaa catcatcatt
  4533481 ctttcaaatt atacttgcac actttttata taaagatgat gctctcaata tgagaaaaat
  4533541 aattggagtt tctatcggct tttgtggtgt cgttttagta aatgtaccga gtgatggtag
  4533601 tttgtcattt catttcggaa tcggtagctt attacttctt agtgcagcaa tgttatattc
  4533661 atacgggaac atattggcga aagaaggtag taaaacgtta gatgtcggct atatgacggc
  4533721 ataccaaatg atttttggtt ctatcggact attatgtata ggtgctttgc aagttggaat
  4533781 tatgccattt acatttagtg tacatgcaat acttatgctt atctacttat ctttcttatc
  4533841 tgcagcagga ttttgcattt ggaatacaat tatgaagtat aacaaggttg gaaaagtatc
  4533901 catgtacatg ttctttatac ccgtatttgg tgtattatta tcgagcatga ttttaggcga
  4533961 agcaattcat tcatttgtac tattcggttt agcatgtgta gccgcgggaa ttatcgtggt
  4534021 gaatcgcacg ccagctaagc aaaaaataga gcaagaaaaa caagtagcat agataatggg
  4534081 aaaacgatta caatggaaga acagtactgt tcttcttttt ttatatagaa aaaggataat
  4534141 agactaggtg caacgaaaaa agatacaaaa agcatttatt gaggagaaca tgttatgaat
  4534201 ctactttata tggtgttaat tggacaaatc attctttttt taattggtgc aatatacgca
  4534261 ataggacaga caaaaaaaca acaaataata taccgttacc tttagcagtc cgtcttatcc
  4534321 ttagtttttc tttaacagca agtgcaattt ggatatggtt acaagatcca tcagtagagt
  4534381 atagtacgtg ggttgcactg ggtatgacgt tatcaactgt aggagattta tttatggcag
  4534441 gcttgattcc aattggtcac aggttaattg gaggaatgat tactttcgcc cttgctcatt
  4534501 gtttttatgt aaaagcattt ttgcaaacag gcatttcatg gaatggtttt tggattggtt
  4534561 tactcgtata cgggctcttt ctcattatag gatggttctt ctttatccga aatgagaaac
  4534621 aagataaatt gtttacgata ggagctctaa tttacggatt gtgggttgga ggaatggctt
  4534681 gctttgcatt cgccttatac tatgagaata caggaatatg gtggatacca gcttttggtg
  4534741 gtttactatt tgtgatttct gattttatta ttggtgtgac agatattgga gggcgcaaat
  4534801 taaagtatga accactttgg atttggttta catatgtagc ggctcaaatg tgtattgtat
  4534861 atgtgggatt ataaaaagat gctctcaaaa atggtggata gactattttg agagtatctt
  4534921 ttttactatt ttgcttcagc taaattttac tgtctataaa tagtgaggta aatataaaaa
  4534981 taaggatttt atgaggatgt tattttaaat tttttaatat tcgaattgta taattcagga
  4535041 ttttatagaa attgagcagt tgaagtcttt ataataaaag taaaaagatg atgagatggt
  4535101 ggaatgatgc aaaagaaaaa acgttggcgt gaattctttg gaacaattgc aattgcatgt
  4535161 ttgttggtgt ttttggcaaa aattttcgtg ttttttccta cgactgtaaa aggagcgtcc
  4535221 atgaagccaa cgttacaaga tggggataag gtaattgtga ataagttggc aaagcaattt
  4535281 gaaagttatg gaagagaaga tattattgtt gtgaagacgg ataactttta tgtaaaaagg
  4535341 gttattggtt tgcctggcga tgtcattgag gtgagaaatg atcaattata tgtgaatcat
  4535401 gaagtaatag aggaagcgta tttgcaaagt aataaaaaac aagctgaaaa aaacttatga
  4535461 atttaacaga agactttgga ccgattacag ttcctaaaaa taagattttt gttatgggag
  4535521 ataatcgctt aataagcaga gatagtagaa atggtttagg actcattgat aaggctgatg
  4535581 tattaggaga attagcggca atttattatc catttgaaca tatgaaaata ataaattaaa
  4535641 gtaaaaaaac caagcaaatt tcagtttgct tggtttttta tgttaaatcg taggagactc
  4535701 attaaattca tagatgtctt cattgttttt gtgtgtactt aaaatgaatt tgtgctgcaa
  4535761 tagttgcagt ttaaagaatg ctaacggatc gtgataagtt tctgggttgc ttcttaacgt
  4535821 tgctaatgtt tgctcgtctt cctgtatttc aagttgagcg gcttctacat tttgtttcag
  4535881 tatgctaagt ggatctttaa agaacatcat gatatctcgt tctaatgcgc cttcaaatac
  4535941 ttcaaattga aggaagaatt gttttgaaat cgtttgagca atttccgtat agtcttccgt
  4536001 ttcaatatac tgtttatatt tgtttgcaag catagattga tttttttgca tgttaccaaa
  4536061 tagttttcct gcactcttta agaaaaattg tgtcggtgta aaacgtaata aaatattgat
  4536121 attcgatact gtaattctat tggtcatgcg tacaacatct cgatgccaat catctagtaa
  4536181 tttgaaatcg caaggaagtt tcatgcgttc ttctttatat aatttattaa acgtttcact
  4536241 catttcatct aaataagatt gagcttgaat aaattcatta tgtgctgttt caatccactc
  4536301 ttgaataaac ccagtaaatt taggaagaag cacttgctgt acatgttttt gaattcgttc
  4536361 gttcatcgca gtatttaatt cttcatgaac taatttgaaa tcactatctt cttgaacaag
  4536421 gtcagagcag ctctgtaata attcaggaat ttgagaatgg atatctcgtg tgatttcttc
  4536481 tttcgttaaa agataagatt ctgtaataga acgaatttta tctttttcaa gagcggtaag
  4536541 attgttaata aatccattta gttttactga gatatgttta ttccagcgta ctgatttcac
  4536601 taatgtattt tctaattcca cacgttcatt tacaaggtat gcgattgtct tttgagtaaa
  4536661 ccatattagt ttttctatac gttcttgttc tatatcgcgt gttgctagat tagaaagaat
  4536721 agactctgtc acgtccccaa gttgctggct actctcttgt gaaggagagt atgggaagaa
  4536781 ttgtgcattt gggaaatgga ctttaatctt actcattagt ttttcattct tgtccgcact
  4536841 atttgtgtgt agtacgaaat gaatttgtaa gtttggtact tgttcacgta aataaagtaa
  4536901 tgtatcaagc tctttaccat gtaatggcga agcagaattt aatacgtaaa taaggctatc
  4536961 tgccgcttgt aagtattcaa aatatgagct gtttttatcc acttgtcctt gaacagatgg
  4537021 cgtaacaagg aatgcaaact tatttttctt aaaaatctac ttggtaattt aatttctata
  4537081 catttattct caagttctga ctggtcagat gtagccatta tttgatggaa ttcatcaaag
  4537141 ttcggtatat tgtgtacatc taacgcagta aattctgtta tttcagtttg gctatcatct
  4537201 ttaaataaaa taggagttgt tatagtctca gttaagatgt tctctcctaa tattgaattg
  4537261 acgaatgata atttatcgtg gtcactagtt cccgctatta gtaattgtgt aacatttaaa
  4537321 tcacatagtt catgaacgag taacgtaaat tgatgactta aatctacatc atttttttca
  4537381 gcccatacag caattgtttc gaataaatga gaaacagttt ccatatttac gtttgtttca
  4537441 gctgttgaat tagaaagtag ggctcccgca ctttttacga gtaatgactc taaagttgta
  4537501 ggtgaaactt cattccacgc taacactgca gcagagacaa atagggcgtc ttttgctctc
  4537561 gttaaactaa accaatttgt taataaatca ggtacaagtc cttgcatttc atgcatgaaa
  4537621 tgctcaccag taattaattc aaagtacgta tcttgataac gttcaacaat ttcatgccaa
  4537681 tcgtcattgt tgtctgtttc aatatgtaag aataaatgat tgattgtttc aatccaaggt
  4537741 agatgtaatt tttcattttg atagctgttc caaagagtaa taacaagttc tttaaattgg
  4537801 acttgatcaa ttgcatatag tgcttttaaa gattcataga aatattctgg tttgatttgt
  4537861 ttcgtaaatc cttgattcac ataattgatt aaagtatcga accagtgtaa tgattttgtt
  4537921 cgaattcctt cttgaacggc aagttcgatg gcattattcc aatcttcttg tttttcatag
  4537981 aatgagcgag caattgaagt aatatttgga tagtcaggtt gaaatgcaac agcctcacta
  4538041 atcgtcttaa atgctagacc taaacgatct tgctcgatat aaagagaaag gagttgtagg
  4538101 gaaacttcca ttgtaagagt tgtatcttcc gtttggatag attgatacat ttcttctgct
  4538161 tttggtaaga atcctagttc aaaataagca tctgcaatat ttttggttgc ccaaagtgca
  4538221 agctcgttat ttactttttc ccatttaaat atcgctgctt caaagtcttt attttggtaa
  4538281 tacaattcgc cttgagcaaa acggatatta gaaatgttgg agaattcatt tgtagattca
  4538341 tttatatatg cttcaccaag tacatctgat actggagtag aagtttcttc tgttaaaaat
  4538401 gttttatagt aaaccttttg gataaattga ttttcaatgg tcatgttcgt tccccctgta
  4538461 taatttagaa aaatgatgtt gtatgtaaag ggtgcatgtt cttttaatag gtagaagttg
  4538521 cattatatcg accaaactat gtttttgcta ggtatatcat ttttcctgag agttaaaccg
  4538581 ttgcgaaaag taactttcct ttattgtaac aaaaaaatag gcatatgaat ttttattttt
  4538641 tcatcccggt gtttgtagat agtaagatta gcacttcaaa aagaggtgaa tataagggaa
  4538701 ggtggcggga gtctagcgca cgattgatgt gtactaaaaa tgagcaagga tgaacaaacc
  4538761 ctcactgatt gatggttcca tttctttctg ctaaaggaat ggatagaagt agagttcatt
  4538821 ataaaaacaa tgtatagtga atatgtatac catgtttgtc tgaaagatag aaagggcaca
  4538881 atgtggaata acgatcgtgc ataggatgtg tcttccgaat ggaacaacat attggcgagt
  4538941 tgatcgcaca ttatgggtat tttggaatta ttatagcttt ggccggtggg attgttggat
  4539001 taccgatacc agacgagttt ttattgacct tcgttggtta taacgtttca aaaggagtta
  4539061 tgtcaggaac tgctgcgttt ttaagtggga tggctggtgc gatgttaggg attacattaa
  4539121 gttatatact aggcttaaaa cttggacttc ctgttttaaa aaaatatggt ccgaaaatta
  4539181 gaattaaaga acatcacatt gaaaaaacac atattttatt tgaaaaatat ggcccatttc
  4539241 ttttaatgat tggttacttt atcccgggag tacgtcattt aacagcatat tttgctggga
  4539301 tgtcgaattt aacaatttgg cgtttttgtt tgtacgctta cggtggtgcg cttatttgga
  4539361 tcagtgtttt tattggactt ggctggaagt taggagagaa gtggcgtttc gttgagtata
  4539421 gtttacatca ttatggaata tggattttat ctatttcagt agttgttaca tgtgtcgtat
  4539481 ggttttacat aaagaaaaac cgcgagtagc ggttttttta gctgaaggca ataaatagta
  4539541 caccagctgt aataaagaca acaccaatac cagtcataaa gtttaacttt tcgccgagta
  4539601 taatcatggc gagaatgata gaaaatacga cgcttagttt atcgacagga gccacttgtg
  4539661 aaactttccc tgttttgagg gcaagaaaat aaaatagcca tgacgaagca cctgcaactc
  4539721 cacttaatgt gataaagagc agtgcttttt tatttagcag tacgtcgccg atattttgaa
  4539781 atttaccttg tataataata acgcctacca taaataatgc cataataata gaacgaaccg
  4539841 tcgtagcgac attggcatca attccatcta aaccaatttt accgaaaata gacacaaggg
  4539901 cagcagcaat tgctgataat agtgcgaata agagccatga actcatagta aaattcctcc
  4539961 aatcttacat tattatacat gaaaatcatt ctcatgtatt aataacgaaa taatccccac
  4540021 cttatatttt taataaggtg gggattatta tactactctg caatttcctc atataaaaag
  4540081 tacgttacat tataaatatg ttctacttca tcatctgtca taaataataa ttcgtcacgt
  4540141 tcaatccctt ttttcttttc gataaactca atcatgtttt tgcgttcttc tcttttcatc
  4540201 aattttattt ctcctctcaa tctgttttaa tacagtttat ttaagttact gctattatat
  4540261 aacagaatct ttagaaagtt ccacctattt tattgttttt ttagaagaac ttttcgacaa
  4540321 aacaagccca cctaaagggg gcttgtttta ttttatagtc gtaaaaactc gggctcagtc
  4540381 gtaccggcac catcgatgta ataaattgta tcgggattga ttttaattag tacataattg
  4540441 ggatcttcag gacggagtaa ccagcgtttt aggctattat tccaaaactt gttttttaat
  4540501 gtggagtctt cctcgatgga ggctaagcct tctacttcga tataatcttc atctaatttt
  4540561 tttccttcac gcccaagtag tacatgtaca tttggattgt tttcgatatc tgttatcttt
  4540621 ttggattgtc gatctgttgc aacatacagt acaaaatctt cgtggaaaaa catcataaag
  4540681 gcactgtgcg gcttatcatt gcgtacagtg gataacacac cggttctttg gccttgaata
  4540741 attgttgtga ttttttcttt taagtgcata tttttttacc tcttttctta atttacattt
  4540801 cctctattta aacaagatga tttaaacatc tttcatactg ttttcttcaa ttcaattttt
  4540861 taaacgtaat tgtgatgaaa tcggacaagt taggagaaga ataataataa taatatcgag
  4540921 gagaaataca tacgatggaa ggatggaaag catgtttaat aaaatatttc ttatcgtggc
  4540981 gcttataggt gtaccactgt ctgtacttgg gaaaacactt cattggcctc aaacaattat
  4541041 gtttgctgtg tattgtatta cgattatcgc attagcgggt tttatgggga gagcgacaga
  4541101 aagtttggca attgtatctg gtcctagaat aggtggatta ttaaatgcta ctttcggtaa
  4541161 tgctgttgaa ctaatcattt caatttttgc acttcaggca ggattaattg aggtggtatt
  4541221 agcttcttta acgggttctg tacttggaaa tttattatta gtaggagggc tatccttctt
  4541281 tataggaggg cttaaataca aaagacaaag ttttaatgtg tatgatgcaa ggcataattc
  4541341 agctttatta atctttgctg tagtagtagc attcgttatt ccagagattt tttcaatgaa
  4541401 gatggacgcg ggaaagacgt atcaattaag tatcggtgtc tcgattatta tgattattat
  4541461 gtaccttgct gcattgttat ttaagttagt tacgcaccgc ggtgtatatc aacataaaag
  4541521 tgatgaagta gctcatgaag aagaaccaga gtggtcgaaa ggcaaagcgc tactcatttt
  4541581 agcgatagcg acaattgcgg tagcttatgt atcagaggcg cttgtgcata catttgagac
  4541641 ggtcgcaaaa tcatttggtt ggtcagagtt atttataggg gttattatcg ttgcgattgt
  4541701 cggaaatgcg gcggaacatg catctgcaat tattatggct tataaaaata aaataaatat
  4541761 tgcagtagaa attgcagtag gttctacatt gcaaattgct atgtttgttg cgcctgtatt
  4541821 agtactgctt tctatgttct tcgcgcaaag gatgccttta gtatttacaa taccagaact
  4541881 tgtttctatg attacagctg ttttcttaac gattgcgatt tcaaatgatg gagatacaaa
  4541941 ctggtttgaa ggcggcactt tattagcagc gtatgtcatt atgggaattg gtttttattt
  4542001 attatgaaaa ataggcataa caattgtgcc cagagaaaac aataaacgaa gtagtatata
  4542061 tacctttacg taggaaggag ccagacaggt gaaacgagta tacagcatat gtctttcaac
  4542121 tatggtctcg tttattctat tatttcctaa catgagtttt gcaaagacaa cggtagaaac
  4542181 aaaaatgcct tcatctgttt taaatatttc taaagacaat acgtttccaa acgatgcaca
  4542241 agatttaccg cgtttgcagc cgagtaagtt tgctcaagaa ctattgaaaa cagcaaatat
  4542301 taaaattgaa aacccagact taattcgaat gtttaatgaa acgacaattt cgaatgcgcc
  4542361 gcttgcggta gggtaccgag cgaagattta tttaggtcaa tgggctttgc actatgaatc
  4542421 gattgataca tcgattaatt gggaatataa acaagtaaat cgcaatgtgt atgataatcg
  4542481 agggggagat cgcctatatc cgctacgcta taagcaagaa acgcaaaaga cggttgaagg
  4542541 tgatttaaca gcagatatga aagatgctac agatgtgaaa aaaatgatgc ttctcaaagc
  4542601 acttgaaaaa gtacaattac cactttcatt taaaacgacc attggttatg gtactggaca
  4542661 tgagagagtg tataatatta gcccgagtca actcggatat ttatacgctt atacaccagc
  4542721 ggtaaatgaa aaaggaaaag tgacatttgg agaagtatac cttgtattaa agggaaatca
  4542781 aaaaaggctt gttgtaaaaa atattacctc tcaaggaatt ggagctgcta ttccaattca
  4542841 tgatcatttg tattttaaat tcatttcttc ttctcactca caataacatg aaaaacgtca
  4542901 gcttataagc tgacgttttt ttataatgta atgtttgccg tttttgataa gaaatcttct
  4542961 gtcggatagt agctgttttt tacaagaaca ttcggtccaa gacattttac tgtaggacag
  4543021 tgacagctta atgattttgc tgtttttgaa gcgctccatt tttcatacgc ttcttgtaac
  4543081 gtatttgttt gtatgtttcc tagaagtgga acatcaccaa agtccgttac aataatattt
  4543141 ccatcgaaaa tatttacatt taaacgagaa cggccatctg gatcattacg aactgtgaca
  4543201 tttttgctct cttgtaattt tctaaatgtg gcaatgtctc gctcgtcatc gctacaagca
  4543261 tagaaaggta aagttccaaa taacatccat acattttcat cacgaatttc tagtaaatgc
  4543321 tcaattgcat cgcgaatttc agcttttgtt aaaatttcta gattgctcgc gaagtcactt
  4543381 gggtacattg ggtgaacctc atgacgttta caacccattt cgtcaacgat ttgacgatgg
  4543441 atatgttcaa tgtgtggtag agttcgttta ttcagcatcg tttcggctga tacgagtaca
  4543501 cctgcatctg atagagcttt actatttgta atcattcgtt caaataactt tgcacgttgt
  4543561 tcatacgtag gtttacgctc catcattgca aatccgcctt cgacgaagtc atcaattgtt
  4543621 ccccagttat gagatatatg cagtacgtct aaataaggaa taatttgctc gtaacgtgct
  4543681 aaatctatag ttaagtttga gttgatttga gtgcgaacgc ctcgttcatg ggcatatttt
  4543741 aagagtggtg ttacatagtt gtcgacggat ttttttgaaa gcataggttc tccgccagta
  4543801 atacttaaag aacgtaaatg aggaatctca tctaatcgtt ttaataaaag atccatcgga
  4543861 agcggattcg ggtctttcgg ctgtaacgtg taaccaacag cgcaatgctc acagcgcata
  4543921 ttgcataacg tcgtcgttgt aaactcaaca tttgttaata gtagtttgcc gtactcttca
  4543981 aggtccatat acgcttccca tggatcgtaa gaaggagtaa tcggcttcat tttttgtgat
  4544041 atcgtcatat gaaatactcc tttgactatt gaaataacaa tttgtccatt ctctataata
  4544101 gaagaatatg tactttttat aaagtgaaac tttttagagg agaaagagag agggcttaca
  4544161 ttatagcgaa taaccgtgac aaaattgatg aaattacata cccattgtaa tcatttttgc
  4544221 ggtataataa aagcaactcg aattaaaagg agagtgcctt catgggaaaa gcaattcaag
  4544281 ataaagatac acaattagta tatttaaaag aacgtttaaa tatgttcatt gaagtaattg
  4544341 atacaattga acctgaagaa gtagagttag aagatgtgga tcgtcttctt gcaatgttag
  4544401 atgaattaga attaaaatgt gagcaattta aaaaagacga ataatatatt aaaaaggctg
  4544461 ccaattccaa tttggtagcc tttttctgtg cggataatag aaggacgata gaaaaagagg
  4544521 tataatcaag ttgtgaaaaa tttcatttat gttttaatag cgtgaaacaa ataaaaagcg
  4544581 aaagagcata acaatggaat tttcagctca taacgttttg gtagcgttca caattgaggg
  4544641 ggaagtaaca atggaaaagc ttcaagaaag catgtatcaa ctaattgttg aaacgtcaac
  4544701 gaacttaccg aaagatgttc gtcgtgcgat tcaacaagcg aaagagcgag aaaatgcagg
  4544761 gactcgctct gcgatggcac ttggcacaat tacaaataat attaaaatgg ctgatgataa
  4544821 catctcacca atttgccaag atacagggat gccaacgttt aaaatttata caccagttgg
  4544881 tgtgaatcaa ttaaagttga aggaagctat ctatcatgcg cttgagcggg cgacaaaaga
  4544941 tggtaaactt cgtccaaatt ctgttgattc tctttttgga gacaatagtg gaaataattt
  4545001 aggaccaggt acaccggtaa ttaagtttga acaatgggaa aaagattata ttgatgcacg
  4545061 tttaattcta aagggtggtg gctgtgagaa taaaaatatt cagtatagct taccatgtga
  4545121 attagaagga cttggacgcg caggccgtga tttagaaggg attcgtaaat gccttcttca
  4545181 tgcagtgtat caagcgcaag gtcaaggatg tagtgcaggt gtaattggtg ttggtatcgg
  4545241 gggagaccgc acatcaggtt acgaattagc aaaaaatcaa ttattccgta cattagatga
  4545301 tgttaatcca attccagaat tacaacaact tgaagaatat gtcttagaaa atgcgaataa
  4545361 gcttggcatt ggtacgatgg gatttggcgg agaaacaact ttacttggct gtaaaattgg
  4545421 cgtgtataat cgtctgccgg ctagcttcta cgtatctgtg gcgtataatt gctgggcata
  4545481 tcgccgcctt ggcgtaacaa ttcaccctga aacaggtgaa attatggatt ggttatatca
  4545541 agaaggtgac gatacacttc agcaagaagc gcaagaaaaa acagagcaac gtgagattgt
  4545601 attacaagca ccaattacag aagagcaaat tcgtaaactt cgcgttggtg atgttgtaac
  4545661 aattaatggc atgatgtata caggtcgtga cgcaatccat aagcatttaa tggataacga
  4545721 ttgtccagta gatttaaatg gacaagttat ttatcactgt ggtccagttg tcgtgaaaga
  4545781 tgaaaatgac aattggcaaa ttaaagcggc aggtccaacg acaagtattc gtgaagaacc
  4545841 gtaccaaggc gatattatga agaaattcgg tattcgcgct gtcattggaa aaggtggtat
  4545901 gggtgcgaaa actttagcgg ctttagaaga acacggcggt gtatatttaa acgcaatcgg
  4545961 tggtgcagcg caatattatg ctgaatgtat taaagaagtg aaagatgttg atttcttaca
  4546021 atttggtatt ccagaggcaa tgtggcactt acgtattgaa gggtttaaag cagttgtaac
  4546081 gatggattct catggtaata gcttacatgc agatgttgat aaaacatcac ttgaaaaatt
  4546141 agcgagcttt aaagagccag tatttaagta aacaaaaatg catctcgaat gattcgagat
  4546201 gcattttttt ggtatatata gaaaaacatg ttcagcatga aagaatgtgc ggcaacaaaa
  4546261 actacaagta cgattatata tggaaaggag actatttatg aaacataaat ggttatatat
  4546321 cggtctcatt ttttcaatta tgatggcact tgttccagtt tctgcactag cttatacaaa
  4546381 tactccacat aactggggaa tcccgcgccc taaaaatgaa acagtaccag atgcaggaaa
  4546441 gctatataca gatttactac aaaaaaatgg tgggttttat ttaggagata cgaagaaaaa
  4546501 ggatatttat ttaacatttg ataatggata tgagaatgga tacacaggga aaatcttaga
  4546561 cgtattaaaa gagaaaaaag tgccagcaac tttctttgta acggggcatt atattaaaac
  4546621 acaaaaagat ttattgctaa gaatgaaaga tgaaggacac attattggaa accattcgtg
  4546681 gagtcaccct gatttcacag cggtaaatga tgagaaactt cgtgaagaat taacgagtgt
  4546741 aacggaagaa attaaaaaag taactgggca aaaagaagtg aaatatgtac gtcctccgcg
  4546801 cggcgtattt agtgaaagaa cgttagctct tacgaaagaa atgggctact ataatgtatt
  4546861 ttggtcactt gcatttttag attggaaagt ggatgagcaa agaggatggc aatatgcgca
  4546921 taataatgtt atgacgatga ttcatccagg atctatttta ttacttcatg caatatcaaa
  4546981 agataatgca gaagcacttg caaaaatcat tgatgatttg cgcgagaaag ggtatcattt
  4547041 taaaagtcta gatgacttag taaaaagcaa tcaaccgtaa gcatgtatgc ttgcggtttt
  4547101 ctcatgctat aatgatgtgt aaaaaggatg gggaaacgta tgtggagcga acatgttacg
  4547161 ttagagtatc cgtatcattt tgaagaagtg ttaaaacgtt tatcttttga tcctcttaac
  4547221 gtcattcaat tagatgagaa agttatttat gtcccgcttt gtatagacga ggaacagatt
  4547281 gttgttcgcc tgcaagggat tggtactgtt caaaatccac agttttgaat ttctagtcag
  4547341 acaggagatc cagagaaagt tatgaaacga atgggggcca tttttcattg gaatgaaccg
  4547401 tttcaagata tacaaaatca ttttttaaac acatcattac gtccactatt tgaaacatat
  4547461 gcttatactc caattatttt agaatttgat tattttgctt gtcttcttcg ctgtatcatt
  4547521 catcaacaaa taaatttgaa atttgctact gtgttaacag aacagtttgt gaaacgatat
  4547581 ggaacagaga agaacggtgt attctttttc cccactccag aaatagtagc aaatatttca
  4547641 atagaggaat tgagagagca gaagtttagt cagcgaaaag ctgaatatat agtaggatta
  4547701 ggtcaaagta ttgccagcgg tacattaaat ttagcgagta tagaaaccag agcggaagaa
  4547761 gaggtttcag cacgattgtt accaattagg ggaattggta catggacagt gcaaaatttt
  4547821 ttaatgtttg ggcttggacg gaaaaatatg tttccgaaag cggacattgg gattcagcgt
  4547881 gcagtacaag gtgtatttca attagatgat aaacctgatg atgcattttt agaaaaagtg
  4547941 aaacaagagt gtgaaccata ctgcagttat gcagcgttat atttatggaa aagtatagag
  4548001 tagaggtgta ataatgatac aaaagcaaca tgagagtaag ttggaagttg gtcaaacatt
  4548061 tcctgtgaca attaaacgtc ttgggattaa cggagaaggc gttggttatt ttaagagaca
  4548121 agttgttttc attccagggg cattaccagg agaagaagtt gttgctgaaa caacgaaaat
  4548181 tcagcgtggt ttcgcagaag cgaaagtgaa aaaagttcgt aaagcttcac cgcatcgtgt
  4548241 gaaagcaccg tgtccagtat atgaggagtg tggcggttgt cagctgcaac atttagatta
  4548301 taaagaacaa ttgaatcaaa agcgtgatat cgttgtacaa gcatttgaga aatacatgaa
  4548361 aaacagtatg gaagagaaaa ttcgtccaac gcttggcatg gaaaatccat ggcattatcg
  4548421 taataagagt caattacaag tggggcgtaa agacgaaaag gttattacag ggctgtataa
  4548481 acaaaattca catcagttaa ttgatattgc tcattgtatg attcaacata aagcaacgaa
  4548541 tgaagcgaca aaagttgtaa gacgtatttt agaaaaatta aatgtttcta tttacaatga
  4548601 gaaaaaacaa aaaggtttag tacgtacaat tgtgacacgt actgcagttc aaacagggga
  4548661 agtacaagtt acacttatta caacaaaaga agagttgcca aataaagaac aatttattgc
  4548721 agaagtacaa aaacagatgc cagctgttaa atcaattatg caaaatgtaa actggcgtaa
  4548781 aacatctgtt attttcggag ataaaacatt taaattagct ggaaaagaag taattcaaga
  4548841 aacacttggt gatttatcat ttgaattatc agcacgtgca ttcttccagt tgaatccaga
  4548901 acaaacggtt gtattatata atgaagcgaa aaaagccgct gctttaacag gaaatgagaa
  4548961 aattgtagat gcatattgtg gtgttggtac aatcggtctt tggcttgcga atgatgcagc
  4549021 ggaagtacgt ggtatggatg taattccaga agcaattgca gatgcaagaa aaaatgcgaa
  4549081 gcgtcacgga tttacaaata cgaaatatga agcaggtaaa gctgaacaat ggttacctaa
  4549141 atgggtaaaa gaaggatggc gtccagatgt aattgttgtc gatccaccac gtacaggttg
  4549201 cgacgataaa ttactggaaa caattttaaa agtgaagcca aaacaagttg tttacgtatc
  4549261 ttgtaaccct tcttcattag cacgtgatgt acaagcgtta atgaagagtt atgaagtgga
  4549321 atatgtacaa ccagttgata tgttcccgca tacagctcat gttgagaacg tagttaaatt
  4549381 aacgctgaaa taaaggggtt tcaatgaaat tgttgatggg tttgaccaca ttctgaccac
  4549441 atcaacaatt tttttatgat tttaatgcct cacttagctt taaaacagca ctttcttgca
  4549501 tatctatagt aacatgactg taagtgtcta atgtggtctt aattgaacta tgtcctaaac
  4549561 gctcacttac gatttttgga ttaataccta gcttcaataa aattgttgca tgcgtatgtc
  4549621 gtaagtcgtg aaacctaatt tgaggtacat cggctttttt tataaattga ttaaaagtag
  4549681 ttgtcatagt tcgtggtaat attggctgtc cagtttcttt agcaaaaact aaatcattat
  4549741 cctcgtatga ctgcccaaat aataatttga actcattttg tttagcttta taagacttaa
  4549801 attctttaca taagttttga tcgatagaaa ttaagcgttt tgatccatgt gttttgggtt
  4549861 ctgtaaatct aaatccgttc tcatcataaa tgagtgtttc tgtaacgctt attttacctt
  4549921 cattcaaatc gaaattcttc cactttagac caagtatttc accacgtctc atacctgtat
  4549981 ttaatgccaa taagaaaaga tgataataga tgacattttc aaattttgta cgatttaaga
  4550041 attttttcgt ttcttcaatt gaccacgtag aattgaccac ttttcgtggt cgaggtattt
  4550101 ccacatgttg aaatgggttt ttaaacagga gctcccacct aacagcgtct tctaatgatc
  4550161 cttttaaaac aatgaaaata tattcaatat acgcaggtga caacccttca tcaattaagg
  4550221 atttaacgaa tcgttgtcca tgcaagggtt ttaaatcctt taatttatgc gaaccaagca
  4550281 caggtataat tcgactattt atagctcttt tataattggt gaatgtagtt tctcttactc
  4550341 tttgtttagc tgtattttct agccattctt gtaaatactc actaagagta aaattcttat
  4550401 catcaactag acttccagtg ttgaattgat ggataagctc attgcatgca cgttcggctt
  4550461 ctttctttgt tttaaagcct gatgctgttt tttgttttct ttttccagtg ataggatctt
  4550521 tcccaatatc aatagtaaat gaccactttt caccacgttt tctaaagtat cctttcatta
  4550581 tccatacctc cttgaactaa tagtattcta atagcacaaa taattccagt atcagaaaaa
  4550641 ggaaaaagca actcatctga gttactttat ggtaaactat attcaactgt atatgtcggg
  4550701 tggcttggtt gctatccttt ctctgtattt tagagagaaa ggaggtgacc cttatgatgg
  4550761 aatatttact ttctttgtta caggatttac tcaaggtatt ccttactata gttgttacag
  4550821 cttatgcaaa taagttcgct aacaatttgt ttaagaaaag taaaagagcc acccctcgcc
  4550881 gtaggaagca gggtagctct aaaagaaaat aaatagcaac cttgccatct gatggcggca
  4550941 gttactggaa gagatgttaa cggcatctct tcttttattc tatgcaattc agttaggtgt
  4551001 catacttaat atatagtaaa tatatgttca ctatacagtg gtgattctag tgccaatatt
  4551061 accacagtat catttttggg tcaacgcaaa tagcagggat tgatggtgaa tttataatgg
  4551121 tccacaaaat aaaaaatcat ggtaaaatat atatatccat acttcttagc ccatacatgt
  4551181 tgtgggcttt ttttattgat acaaaatcag tattttgtcg aaagaaaaaa agagagcaaa
  4551241 acgctctctt accactaccc aatggaaaac ttttcttcta aaatgaaatt aaatcagaat
  4551301 atatcttgat tatcttcaag catattgatt aatacggaga cttgcttaca aaaacgttcc
  4551361 ctctgttgtt catttaacgc cgcatacgtt gtttgaacat tagataatag ttctgttaag
  4551421 ggttcttcat caaattcatt cgtgaaccca ataagcgcgt ctaccgaaac attgaagaag
  4551481 gaggcgatga taaccaacgt atctatatct ggctgatacc gatcagtttc ccagtttttg
  4551541 atttggcttc tactcaagtt cagcttgtgg gaaagttgtt cctgagttaa gccacgcgac
  4551601 ttccttagtt tttttagaat ttgtccaaag tgtctcataa tttaaagtat aaatactaaa
  4551661 caactatact actatatatg gtcgtttaac tacctttaat gttaaaatgg tagttatggt
  4551721 ttctggaaat aaatcaaaaa acagaacaaa agttcgtatt cttgtggtaa aatatgcatg
  4551781 tgaggtattc gaaagttcca tgcatattta catattttat tttcgttaca gctgataaac
  4551841 gttggtatat aacggtttta caactttctc aataattatc agataactgc atgactgaaa
  4551901 tttgccaaaa atatgatatt atgaaaacaa atataataaa cggaacgaaa aaaagactca
  4551961 cagcgtgtgt aagagtgatt tggcccactc ttacaccgtt cgcccgactc acaaggggaa
  4552021 catctgccat aagtctcttt tcggtcacta cacgagtaac acttacatta taacatgccg
  4552081 atattactaa agcattacta tggtattaaa ttcctgtttt aaaagttgag aaaagagcga
  4552141 agcgtctttg ttccaaaagg gaggaacaag aagtgtggaa agttttaaat gttcttgaag
  4552201 gagagttata tgtagctgga attaagaaaa acaagttagc tgattattgg ggagtgaagc
  4552261 ctgctacagt taccaaggta tttaaaggag ctaacgatat tagtttcgga tatctttcga
  4552321 agacgcttat tttattaaaa aagagtttga tttcacaggc gaaaattgtt aatgactatg
  4552381 taacgaacac agaccctaaa cctgaaaatt taagagaagc tatggaagat ttggctatta
  4552441 gaggtaaatt cgaattattg aaagcaatta tagatcaaga gattcattct gatgttgccg
  4552501 aaaatagaga atttgcagaa gtatatgaaa taatttttcg aagatatcat gacggtttga
  4552561 atgcttcggc ttatttcaaa ttattaagac aaaagaataa aaatgttaaa acgattgaaa
  4552621 tggaagtttt gacagaaatc ttattatgcc aggcgcaata tcagtctggg aattacaaaa
  4552681 cgctatacga gagactgaag tcagttagtg aaaaaataaa tgaaataaca aataaattta
  4552741 taaaagaatg tttgttacta agatataaag aagcaatagc agtaacttct ttacaaggtg
  4552801 gcgaagtagt tgaatctcgt tccatatgtc gagatatatt agatgaatta gagtgggatg
  4552861 actttttctc actgccaaaa ctaaatgcat acttgaaaat aggcgagtca ttaatattcg
  4552921 aacctgataa ttacgacagc gctaagtttt atttagagaa aacattagag ttattaggta
  4552981 atcctagttg caaaggatta gaaaagaaat ggaaacttgt tcagcaaacc ttatctttct
  4553041 tgaaaatcca tcaacaaaga gatttgaata ccttggagtt tgtacatcca agcgaaaagg
  4553101 catattcaat gatacttgaa ggggatgttt taggcgcaaa aaagatttta ttagacttaa
  4553161 aggagaaaaa cggagaatgg acggatatcc aaactgcata ttatgccctt acatgtgaag
  4553221 gagaagaaag ggaatctcta ctaaaaaagt ccttactgat gtgccaaaag tctggtaata
  4553281 tccattattc acaattacca aaaaatatac ttgggtttaa tttaaaaaaa tggtataatt
  4553341 atctttgaaa gaagaggtgg aaatattgaa aaaaatatta gctttattgc caattttatt
  4553401 agtagcgggg ttattcactt tttctgctga taatcaacaa acaaaggata aacaagaagc
  4553461 atctgagcct gttgttcaac gcatgatgac ggacccaggt ggcggctggt aatcatttct
  4553521 agttaattcg tttcttttaa ttaaatataa attttaaatg acatcgtctt aattggcggt
  4553581 gtcattcgta ttttacggag aaatttccct tttaggggaa acagcaaaaa agtaattaat
  4553641 tccaaaaata tacaaaagag gatgtaaggg gagttagaga tgaaaaaaga gcaattagca
  4553701 agggaactaa tggtgaagtg ggttttagag aacaaggaaa ctaactcaga agaggtttta
  4553761 aaagagatca cttctcatac atatacagaa gagaaattaa aagaagctaa ctgagtagtt
  4553821 agcttctttt gtaatgtaat attatttttg gtttttagta aaattcacgt acattgctgc
  4553881 ttgtttccat gcgttttctt gctcttcttt aggaagatca gctactaatt ccataaatct
  4553941 tctagccatt tcatcagcag ttttgtcttg ctcttcagtt aaacgtggat ctgatgatct
  4554001 tcctaataaa taatccgttg aaacacaaaa caaatctgca atagagttca atacagtcat
  4554061 actaggttca attcggttgt tttctaaatg tgagtatgtt gctcttgata tgtttaacag
  4554121 gttagctaca tcaccttgtg tacgcttgcc cctcagttgt tttagttttt ctccaaaagt
  4554181 catattaaat tttcccctct cagtaaatcc ttaattacat tatagataca atttttatca
  4554241 ctttaaaccc cttttcgtaa aaatgataaa aaatttataa aagttgttga cgataaaaaa
  4554301 tttatcattt atactgaagt caacaaagaa acgcgagttg aaatggaagg tggttgaatg
  4554361 aataacatct tgaaaaacga aaggaaaaag atgaaattca cacaaaagca attagctgaa
  4554421 aaacttggta tatcgactat ttatgttcgt aaaattgaaa gtggatatat accgagaccg
  4554481 gatataatgg ttaaatatca ggaagtattt gatataagtg tcaaagaact gtttcctgat
  4554541 tatttttcgg cttttaatga taaaaaattt atcatttgaa tagaggagga atggaaatga
  4554601 atcaattgca agatttgcgc catccagtaa gtgagtttgt ttttacagaa agaaatcaag
  4554661 tggttacaga cagtttaacg atggctcaaa tgtttgggaa agaacataaa aatgtaattc
  4554721 gagatatcga ggttcagctt gaaaaattaa ttgaagcaaa tgaaacggaa tgggggcagc
  4554781 tcaactttga gcctacccag taccagcatt atcaaaataa acaatggtat ccaaagttca
  4554841 atcttacaga agatgcattc gcgattgtag caatgagtta cataacacca gaagcaatga
  4554901 aaatgaaaat taagttctta caagaattca agcgaatgaa agaacatatt caaaaggtac
  4554961 agcaacaacc taaaagtgtt gaagatgcaa ttatctatag tatgactgag ctaaaacaaa
  4555021 taaaatcacg acaagatcat acggaagaag aaatgaacaa aatgaaactt ctagtagata
  4555081 acgaactatg gcttactgag caacacaaag gatctgtgca gcgtaaagta aaacaacgtg
  4555141 tttttgaact taaaaaagaa ggttatgata atgcatcgta tcaaggaatc tatggcgcat
  4555201 tgaaaagaca ttttggtgta gcaaaatacg ataagattcc acgtaaatat tatcaaaatg
  4555261 ctatgcgatt tatcgcaggg tggtatccac cagaaagacc taatacattg gatgattatg
  4555321 tttcttaata gataaaatta aaattttata gaaaagaaaa ggagctatat aaatgaaaaa
  4555381 ttcaacagtt caaatagcat tagcagtcac aaaattttca gctcaaaaag gatggagtga
  4555441 tgaagaattt tgggaggcaa tcgagttact tcgtttcaat aaagaagatg cacgacaaac
  4555501 agcaatagaa aaactagata ctatcccggt tacttacgat aacacaaacg attatccaat
  4555561 tatgttgaaa gtggatcatg tagcagaagt attaggaatt tcacaaagaa aagcatacga
  4555621 cattatggac caaaagggtt ttcctttagt gaaaattggg agaaagaaag tagttccaag
  4555681 ggatgcattc tttaattggc tagaaagggg ggtgtcagca tgatggaaga tacaacatcg
  4555741 ttagtagcat tcgcaatgtt tatcgcattt agtatattgc tactttatat tacttacgaa
  4555801 ccaataaaac gatgggcttg gagtaacgta gaacaaaata aaaagaccca tggcagtggg
  4555861 tcctttaaga aaaaacaatt gtcataagta tatcacggaa agtagggaaa tagtacatgg
  4555921 atttaatcaa atatcaagtg ctattaccta ataaattttg ggacttagca gagagcaagg
  4555981 atgaattaaa gaagatgatc gaacagtatt tcaaaaatag ttatccgcat tacaaaataa
  4556041 aggaaattat tagaagtggt gaatcgcaca tagcgatttg tgaaaggaag tggctgattt
  4556101 gaacaacgta gttttacaaa taggacagat gaacttccgt ggaaatgtca tagatcatgg
  4556161 ttggtttaaa acactcacac tagataacgg aaaaccaaat atggtcgcga tttccatatt
  4556221 aggagaagtg gtttattggt acaaacctac agaagtaaga gatgagcatt caaataatgt
  4556281 gagatataag caaaagttta aagcggatac acttcaaaag agttatcaac aatttgcaga
  4556341 ctcctttggc tttacaaaaa gacaagtaaa aggtgcatgt gattacttga aggatagaag
  4556401 gttagttcat atcgagtttc gcacgatatt tgtaaacgga actagatgta acaatgtaat
  4556461 gtttatagaa cccatccctg aagaaataca aaaaatatca attttatatt gggagaatgg
  4556521 tacccctcct acattagaac gtaagagggt attacaacaa aacgaaccac cctcttacga
  4556581 taaaaaggaa gagcctccta catttaaacg taagacaaat acagagaata ctacaaagaa
  4556641 tactacagag aatgtaagta gtagtagcat cttctctttc tacgaaaata atttcgggat
  4556701 tttaaattcg ttcatagccg aaaatatttc acaatgggta aacgatacaa gcgaagaact
  4556761 tgtacaagca gctatggagc gtgctttgaa acagcagaag aaatggaatt atgctgaggg
  4556821 cattttaaaa cagtgggtta acaataacgt gaagacatta aaagatgtgg atgctttaga
  4556881 aacggaatat caacgaaata aaggagtgaa aaaacgtgtc ggaatcaatc ggaagagtga
  4556941 tgactcggat agtgaataca tcggcttgta gtgaagaaac cgaaggatat acatgcgaac
  4557001 actgtaataa atatatcgcc gcaatcactg tagaggttcc acagttacgt attaaaaaca
  4557061 aaatacttcc tacatgtgaa tgtgttgtag aacgtgaaga agcaaaaata cgtgaagctc
  4557121 aaaactttgc taagaagaga gaaatagaaa agttgttcag cattagtaac ttaggagaaa
  4557181 ggttctccaa aagtacattt gaatcgtttc tagatagaaa tggatcagag acagcttata
  4557241 aagttgcagt gaaatacgtg aagactttta aagagtggaa cggggaatcg ttaatgcttt
  4557301 ggggagaacc tggtaatggt aaaacacact tagcagccgc gattgtaaat gagctttcta
  4557361 aaaaaggata cattgttgta tttcaaagcg ttccagaatt attacaacgt attcgcagca
  4557421 cattcaatag tgaaaacaaa gaaaatgaaa cacaaattat gagagcactt ttagaatgcg
  4557481 acttacttat attagatgat attggagcag aaaaaactac ggaatgggtt gaagaaaaat
  4557541 tgttcaatat cattgatggt cggtatagaa aagaacttcc tactctgtat acgagtaatt
  4557601 tagaacctaa agaactgaaa aatcaagttg gcaaacgttc atatgatcga atggttgaaa
  4557661 caagtctaac tgtaaaaaat gaagccgcta gctatagaag agagatagcg aagcaacgtt
  4557721 tacaaaggtt tatcgaagca taaaaggagg aaataaaaat gtgcgtatta tgtcatgata
  4557781 cagggattat tcgtaaagag acttatccgg gtgtaattga aacgaacggt tgtaattgtg
  4557841 aagtggcaaa gcgacagcaa gcggaaaacg ataagcgttg gcaagcatgg ttaataaaat
  4557901 ttgaatcaat gaaacaagaa ttagaaagaa gcaaacaaca aaaagctagt taacaagaaa
  4557961 aggaggattt cagtcgtatg aagcctacga aagttgaaat cgatgttacg gataataaaa
  4558021 tttatgtggt taaaaatggt gaggttactc cgctgaatcc tccagcaact ggatttggag
  4558081 aacaaataat tacttggcaa ggcgggaaag ttgatcgtgt atcaactacc atcacagaaa
  4558141 aaataaaata actggagatg cgattatgaa gcaattaact attgatgatg ttatgggtag
  4558201 tttcaactat gacgcaataa gtaccagtga aaagtttttg aatccaagct acgaagtgca
  4558261 tttttacgat aaagaggaac ggcaaaagat ggattgtttc gatgctaaga ctgaaaccga
  4558321 agcttggaac gcaacaataa aagagcatgg aaaaggtatt cagaagatta ggataactca
  4558381 ttcgaatcgt accagagctg aatttctggc actagattag gaggtaaagt gatgttcaat
  4558441 cgttggttaa ctgatgagga atatcagcaa gctgaatcaa acggtattag tagaagagtt
  4558501 ctttacatga ggatgtacag atacggttgg gaattgcaag aagcattaac tactccacca
  4558561 agaacatatt ggcatatggg tgaggggaaa cacaataaat ggctaaaatt agctgaaaaa
  4558621 aatggagtta attcaagcac tttttatagc agggtaaata atggctggga ccctaaagac
  4558681 gcggcaagta ttccgacgcg taaacaaatg gacaggaaag aacttgttaa gattgctgaa
  4558741 tcaaatggca taagcgtaag tactttcaga tctagactga gttatggatg ggacccgatg
  4558801 aaagcagcta caacaccagc taagtctaaa aataaaaata ttagttaaga ggagtagatg
  4558861 aaaatgaaca ttatggaaaa tggtgtatta gaagcaacga aattaattag tgaagcgaga
  4558921 aaagaggcta ctgttttaca gattgcaagt attttatcaa tcggtgaatt aaatgattat
  4558981 caggaagcga ctttacgtac ttggaataac aagactgatt ttggaggacg tgtttcaaat
  4559041 gcggccttag gacttacagg tgaagcgggt gaagttgctg atattgttaa aaaagcaatt
  4559101 tatcatgggc atggtttcca accatcgcat tgtccaggag aagaagacgg gaacacttat
  4559161 aaattggctt tagagcttgg agatattctg tattatttat caattatggc gcacgaactg
  4559221 ggatatacgt tacaagatat tgctgaaatg aatatcgcta aattagctaa aagatatccg
  4559281 gatggattta gtcgagaagc aagtcaagca cgtgttgatg tgaagtaaga ccaaatttga
  4559341 attttgtaga aagggagaat gagagatgaa tatgtatgtc gttacattaa gccattatac
  4559401 agatgaggct tactttgaaa ttgaatgcgt ttgtccaaca aaggaactag caaaagagca
  4559461 agtagataaa ctacaaaggg aaaaagaccc tacacatagt gaatggaaat acagttggga
  4559521 cattgtaaaa gtaataagtg aataaaagca ttattgtatt acaatctgaa ttttgtagaa
  4559581 gcggggaatg gttatgaata taaaagtgga cgaactaaaa gaaaatgaag atggcataaa
  4559641 agggggcaag ataacaatca ctaatgaagc acatacaatt acaatccatt cacaacatgt
  4559701 agatgatgct tattatcttg ctggtaactt agaagattgt gcaaataaaa ttgaggttaa
  4559761 acaaaactgt gaaaaatgct gtcattgcga cggaaaaggt gttggtttgg attggggcgc
  4559821 tatgaaattt tgggaatgtg atgtttgtga cggaacaggg gaattagact ctaaataaaa
  4559881 ctaaacaaaa gcgttatttt gtaaaagaat ctttacgcct atacacaaag gtagcaggca
  4559941 actaattaag ttacctgcta tgctcgccca ctgcacaaag gagcgccttc tatttggaaa
  4560001 gagagaagcc agggagaaag cggctcagat gtagtatgtg taatacaaaa aagattattc
  4560061 aaaaaggaga atgagagatg gaatacattg aaaaagcaac taaagaaatt agagagaatt
  4560121 ggtttgggga tcatgtagct gaaattcaag gtgaagaagg attgcaggtt atttactggg
  4560181 ggaaacctgg aacgggaagt tatcgcgcta aatttgttct ttcaggatat aacgtgtttg
  4560241 tttcgggtga tattggtgaa gcagtgtata accttacatg tccagcaaca ttagaaaaca
  4560301 ttaaaggatg taatttaggg tacttcactg gaaagttaac agcgttttgt gaagaacgtt
  4560361 ggaattttga tcaagacaaa gcaaaagaag aacttaatga gttttgggaa gagtatgaga
  4560421 tgaacgaaac taaagatgga aaagaaatct acgatgacat agtttcggcg attgatgaaa
  4560481 gttcatctat ggaatcttat catttttggg tgggtaacgt ttaccataat agctcattag
  4560541 agtctgacac aatggaatgc atttgggatt tcggaaaaag gttgccacgc cgtttaatag
  4560601 gttattggtt agggttacag atggcaattg agcaattaga gaaaaataaa cctgcagcag
  4560661 aagcagtgac tttataacaa aatagttatt ttaatcgaaa agtgagggaa caaaatggct
  4560721 aaaacagaaa aattcagtgt agttcttgag ttgccaaggg atatagaagt aggttcaact
  4560781 gtaaggcaaa aaggaaagat attaactatt acgagtatta gaaaaatcga gtgtatatca
  4560841 agcaggttaa ttttagttag cgggaatgct acagttcaga aatgaggtaa gggcgacatg
  4560901 aagcgtattg gtataaatga taagtgtatt ggctgtggtg cggaggttga tgatccagag
  4560961 tgcgagtgcg aatggagaac atgctcgtgt tgtggttatc cagattgttt cgtttatgaa
  4561021 gaaggtcgct attaccattg taaaaattgc gaccattcaa ctgatccagg acattatatg
  4561081 taagtaaaaa aataagggga tggaaatcat gagagaacgt gaaaattggg atgtattgtg
  4561141 tgaagaatgc gataaagtaa tcatcattgg tgtaaaaacg gaatccgggg atcattattg
  4561201 tgaagcatgt tatgacaagt tagcgtacgg aaacaaagat aagtaattta ataaaatcgt
  4561261 tattttatta gaaagtgagg aagatagcca tgaaaacata tgaagagttg gttgaaaagt
  4561321 gtaaggaact ggttgaaaaa ggatggactc cagaatcagt gcgtgaatgt ttcgaagcat
  4561381 attctgaatt cggcattgat gctattcaat ccgcaatgaa tgaagcgcta cttaataatg
  4561441 ggtgttcaga taatgtatta gattatcggc cgaatctaga aaatttaaaa gcgttgggat
  4561501 tggaagagga ttatgttttc caagctttag cttatatggg gaatgcttct caatttatga
  4561561 gttgggcaaa tacggtactg gcactcgtgg acgatgttcc agaacagtta aaacaagata
  4561621 tcaaaaaagt acattctggt atttatgaaa tgcaagaaaa attaagagaa tataagaaag
  4561681 aggatgatga gtaatggaag aaatcttagt gcagggaaac ataactgaag atttaaaaag
  4561741 attaggtgtt aaggcaaata gaacatatgg tgatgaaact acttcgtacc aagtatatga
  4561801 agtttcggag gaagattttc gaaagttaag tgatgatgcg gagaatatgg atacagatga
  4561861 tagtcattgg aaaaatggcg gatggcgctg ggatacagga agtaatcaac cgatacctac
  4561921 cgacaaagct gaagtcaaca accaagaatt agtatgctgg gtagaaacaa taaacgatga
  4561981 cgaagaaaca tatcgaaatg attggtatgt ggatctacta gaatacctcg atgttggagt
  4562041 tggctgcaca gctttccgta atgtgtgtgc cgtaacgaag gacttggcga aatacaacaa
  4562101 tatgtcaatg gccgagttat tcaaaaagta tcaagggtaa ttcaaataaa aactttattt
  4562161 aatagaaaag gagaatgaat atgggaacat tagttgttaa ttgtggagaa tatgaattta
  4562221 ctagatttga aagtgctgtc cgaactttgg aacaagaata tggttatgaa ggcgaagctt
  4562281 gggaaatggt tgtggcaagt ggtgatttag agatattaag tgacttctta aattctgatg
  4562341 gtttgaatgc agaaatcgaa taaaaatttc attttgtcga aaaggggaat ggatatgacc
  4562401 gtagtaagca gatcacatag agcattaaaa agaaaataca gaccaataag aaaagagttt
  4562461 aagaaagata ttttagaagc gacaaagaat aatcgcgctt ttgcaatgat gattattgag
  4562521 acatatacag caagtcaaca tagaacgcac attatgaaag tttgggagct actaggaatt
  4562581 catcatagag aagcttataa agattattgc gataaattga tgggtaagca tttaacggga
  4562641 cgtgatgaaa taatgaggtc gatatatttt gcggataaag tattatacga caagtaccat
  4562701 cgcaagttac cagaatgcta tgcaatgggt gatgcactag gtattgctta taaggtatta
  4562761 aaacaataaa agagcagcta gcaaaagcta actgctcggg taatggaata tggttcgaaa
  4562821 tgggttgtct acagtattga cggaatattg agttttattc aggggaggaa gagaatgagt
  4562881 aaagtaattg aaggacaaga agtttatgta agcacaagtg gtggatgggt aggtaagtca
  4562941 gaacctaatt taagaaaata catcgttgtc agagctaata aaacaagttt ttacgctaat
  4563001 cctgaagggg tagaagataa atcaccatat agattcaacc aaaaggattt atcgcataac
  4563061 actggatggg gatatcatta tcaagcttat cggaccgaaa aggaatattg ggacatgatt
  4563121 gagagaggta aagaaaaagc tcaattaaga aaagaattaa aggatacggt tgataagatg
  4563181 tcacttatag aattacggaa gttaaaagaa gtactgtttg taacaaaata atcctttaat
  4563241 agaaagtgag gtgaatacat ggataagata tatgcatttc agattgccac aacagcgggc
  4563301 ttgttagcca tgattgtact caatattata accggtcaag aagtaagatc atcctcaata
  4563361 gttgtagcag cagtttgttg cgtaggaatg ttaaagttta atccgttgtt tagagaaatg
  4563421 attgataaat atagaaagcg aggttaagag aatgaaacct ttgaagaaaa gaaaggtaag
  4563481 aaaagctatt gctcgccgtg ctaaggcagt tgagaaacat caagttgata aagcttggag
  4563541 aaacattttt gtacgaaatg gctatttaaa ataaatgaaa accgaataca gtccggctag
  4563601 aaaactagag gacaccaatt cattaaaacg gcgattaagg ctgttttagg aataggtgtc
  4563661 ctttttattt tgaaaaggga gatggggaaa tgaaggtgtt aaaagatcaa ttacgtgaat
  4563721 ggaaaaagca atctaatcaa atgaaaaaga aacctaagaa gaaacgaaaa gagaagttaa
  4563781 gcacacgtga cattgaaggt ttaatgggaa ttcatgggcc gcgttatgaa cgtagacgtg
  4563841 gagcattaag acaaaagtaa tttaaaaata aaaaggagtg gtcttacatg actaaacaat
  4563901 tatctttctt accaaaaatt gatagaacag cgacacagga ggaattagaa ggtgtgttgg
  4563961 aaagtgtacg tatacataga caatttggga tgatgcgtaa agaaatgaaa gtcactcctt
  4564021 cttatgaaat acgtgagcac ggtcctacac atacagttgg taagccgtta gaagatgttg
  4564081 ctatagcaaa tattcagcaa agcaaacgag aagagtggct tgaaagaatg tcagtacgta
  4564141 ttgatcagtt tttaaatcga ttaggaaacg gacgtgctgg aagcatccaa agagatatta
  4564201 tttataaacg ttatttagaa gaagaggacg tatgtgatta catggtttat aacgaaatag
  4564261 gaatgtcaga gcgtacttat cgacgttgga agtctaaagc attttacaaa cttgcttttg
  4564321 cgcttggatt agaagtttac gagacagaag aaacgggagg taatgaataa tgaatttcgt
  4564381 tcaaccgata cgtgatccag aacaaataca gcagcttaaa gagtatttta aggaaaagag
  4564441 cttacgtaat tacattctct tcattatggg gattaatacg ggtcttagaa tctcagatat
  4564501 tttgaaactg aaggtaggag atgttaaggg tagtcatata tctatgaggg aaaagaaaac
  4564561 agggaagcag aaacgaatac aaattaccgc atctctcaaa agggagctta aatggtttat
  4564621 tgaagaaaga gaagataatg agtacctatt acaaagtaga taaggtagga atcgtccaat
  4564681 tggtcgcagc atggcatata agatattaag tggagcagcg gcagagtttg gtttagatga
  4564741 aatagggaca catacgctga gaaagacata cgggtatcat atgtacatgc aaacgaaaaa
  4564801 catagcatta ctcatggaga tattcaatca ttcgtcagag aaggttacat tacgttatat
  4564861 aggggtaaac caagatgcaa tggataaagc aatgactagg tttaaaatct aagcattgct
  4564921 ttttcttttt aaaactatac acttactcat aaatttcata ctgtgtaact caaaagggaa
  4564981 agtttaatta agtcaatgat accaagggat ttggcgaagg ggtcagttac acacaatata
  4565041 agatatgggt aagtcattag taaaaaaata cataagagaa gaatataaaa ataagtggca
  4565101 gagtcgtgac cgctttttgg caggaaatgt gccggttgtt ttggaatcaa cgtgatatat
  4565161 ttgtattgtg agaagtggcg gaaaacacaa ctcactatgt tgtttctaaa attctaaacg
  4565221 gcttcataat gacggcacat aaaatccgaa accagcagat ggtactgatt gaatgttacc
  4565281 gttaataagg agagcttttg ctcttctttg agctaacaac atcctaggta gacagactta
  4565341 gaagaacctg ataagttttc cgatggtgtc tgtcgtggtt gttagttcaa agaagattaa
  4565401 aacttcacat accgtaatcg aaatacaaat caataaacga tataaaagca tccattcggg
  4565461 tgctttttgt ttttgatagg aattactgcg aggtgggtga atggcaaagg aatatgcaaa
  4565521 gaagttttat aagtcaacag tatggaagaa gtgcagagat tcatacttca aattcaggca
  4565581 tgggttatgt gaaagatgta cagacccagg aaagatagtt caccataaaa actacataac
  4565641 acctgagaac attaacgatc cagagattac attaagcttt aataacttag agttattgtg
  4565701 tcaggattgt cataaccgtg agcatcatga gaagaatagt cctgttgttg aaggtgttat
  4565761 gtttgatgag aatggtgatt tgattaggag ggaggatata tgaatacttt cttccataat
  4565821 acaattggtg tgaatgatgc tgctatcctt cttaaggtgt cgcctggtca tattaagaat
  4565881 atgtgtgcag aaggaaagat tatagctaag aagattggta agacgtgggt gattgataga
  4565941 tcaaaattaa aaggagtgag gaaatgagtg aagagaacaa attcggttgc cgtaattggg
  4566001 taagtcctga agcaaattta gcatatgaag aaaaagttcc atctaaagat gtattagaag
  4566061 taaagcgtga agttttgaaa atgaaacaat ccccccctat aaaaaaataa agcaaagggc
  4566121 atagggggac cgagagggga gcttcaaaaa ataaattggt catctcacgt gaccccccta
  4566181 ccccaaaacg aatgaaatga ggtgttattt atggcgagca aaaaagaatt aacaaaagaa
  4566241 gaacgggtta ataaggaaat acggagactt aaacgtattt acaaagagtt gccaaaagat
  4566301 accctcatgg tagttgaggg gttaattgtt gaagcagcag atctacgcgt tcgattagaa
  4566361 gatatccgaa aagaccttga tgaaaatggt tatgatgaaa tgttttcaca atcagagaac
  4566421 caagagccat atgaaaggga aaggcccgca gcaagacgtt atattgctat gaataaaagt
  4566481 tatcaaacaa tcatgaaaca gcttggcgat tatataccga aaaaacctat tgaaaataag
  4566541 gaaaaggatg atggatttga tgacttcgtg acgaacagat gagggtacaa tatccattat
  4566601 cgtataatcc aattatcgaa tactacaaca agattgaatc cggagaagaa attgtaggat
  4566661 ataaggttaa gagaatatat aagaagcttg tagatgatat ttatgaccaa gattcaatat
  4566721 acgaatataa tcccaaaaga gccaatcatg caatggagtt cattgagaat ttttgcaagc
  4566781 attcaaaggg gaaatgggct ggaaaaccta ttgaccttga gctatggcaa aaagcattta
  4566841 ttggttcttt atttggattt attcacaaaa tagatggcac acgaaaatat cgtgaggccc
  4566901 ttttaatcgt ggcccgtaaa aatggtaagt ccacattatc atctggtatt tgcttatatc
  4566961 tacagatagc agatggagaa ggtggagctg aagtttatgc ggtagcaaca aaagaaaaac
  4567021 aggcgaaaat tgtttggtct gaagcaaaac gaatggtaaa aaaatcacca gttctttcaa
  4567081 aacgtattaa agcattagtg aaagaattaa atgcagattt taatgacagt acatttcagc
  4567141 ctgttggtag tgatagtgat acattagatg gtctgaatgt tcacggtgcc tcgcttgatg
  4567201 aaattcacgc ttggaaagat aagaatcttt atgatgttat tgtggatgga acatcagccc
  4567261 gggaacaacc gcttatcctt atgattacga cagctggtac tgtccgggaa tctgtatatg
  4567321 atatgaagta cgaagaagca gaaaggcttt tgttgagtct ggacgatgaa aaagaatata
  4567381 cggatccgac atttttaccg attatttatg agttagacag tcgtaaggaa tggacagacc
  4567441 cgaaatgctg gaaaaaagct aatccaggtt taggaacaat caagaaaatc gataatcttc
  4567501 aaacgaaagt aaataaggca caagctaatc ctttacttgt taaaaactta ctaacaaagg
  4567561 attttaatgt gcgagaaact tcaagtgaag catggttaac atttgaacaa ttgaataaca
  4567621 aacaaacctt tgatgtgatg gaactaaaac ctaattatgg tattggtgga acggatttgt
  4567681 ccgaaacgac cgatttaacc gcggcaaagg ttatttttat gctcccaaac gatataaatg
  4567741 tatatgtctt acagatgtat tggcttcctg aagagttatt ggaacaacga tctaaggaag
  4567801 ataaaatacc atatgattta tggcatgaag ctggttactt aagaacgact cctggtaaca
  4567861 gtattcaccc taaatttgtt actgaatggt tcttagaaat aagagatgag tatggaattt
  4567921 atttaccgtg gattggttac gatagatggt ccgcgaaata ttgggttgag gaaatgcagg
  4567981 gttactttgg gaaagaagct atggttcctg ttgcgcaagg taaacaaact ttatctatgc
  4568041 cgatgaagct tcttggagca gatttagaag cgaagagaat tatatataat aataatccta
  4568101 ttgataaatg gtgtttatcg aatacggcta ttgatattga taaaaacctt aatatacaac
  4568161 ctgataaaac gaataatcag cgtagaagaa ttgatggaac agcagctctt ttagatgcat
  4568221 acgtagtttt acaagaaaag aaaaatgatt atctaaatat gatttaaagg gggtgaaaac
  4568281 ttggggctat ttaataagat attcggaaag aagcaaccac ctactacaac tcgttttgaa
  4568341 atgataaacg acaatggagg aggctttttt catggaatgg agatatctat cagagtgata
  4568401 ttatcagagc gtgtatacgt ccaaaagcaa aggctgttgg caaactagtt gctaaacata
  4568461 taagggataa tgcaaatgaa tttaaagtaa atcctgatcc gtatatgaga tttattctag
  4568521 aagagccgaa cccgttaatg acaagtcaaa tgtttcaaga gaaaatgaca gtgcaattag
  4568581 aattgaatca caacgcattt gcttatatta aacgtgatga actcggcttt gcaactgaat
  4568641 tatacccaat tccttgtatt actgtagaag ttgtggaagg tattcaaggc gacattttct
  4568701 taacttttta ttttaaaaac ggaaagagaa tgacggttcc gtatgtagat gtgattcatt
  4568761 taagaaaaga tttcaatgaa gatgactttt ttggagaaca tccaggacaa gcgttgtctt
  4568821 cattaatgga tattgtaaca actacagatc aagggattgt taaagcgatt aaaaatagcg
  4568881 caattattaa gtggattctt aagtttaagt ccgttttgaa acaagaagat atagatatgc
  4568941 aagttggtaa ttttgttaaa aactatctaa atattgataa cgtaaatgga ggcgcggcgg
  4569001 ctactgatcc acgttatgat ttagagcaag ttaaaaatga agcatttgtt cctgactcaa
  4569061 aacagatgca agaaacaacg caaaggattt acaacttctt caatacaaac gaaaaaatta
  4569121 tacaaagtaa gtatacagaa gatgaatgga atgcgtatta tgaatctgaa attgaaccgt
  4569181 tggcaatgca gcttgctgga gaatttacca ggaagctttt ttcacgccgt gaacgtggtt
  4569241 tcggtaacaa aatcattttt gaagcagcga gtcttcagta cgcttctatg tcaacaaaga
  4569301 tgaacttagt tcaaatggtt gatagaggag caatgacacc aaatgagtgg cgctctattc
  4569361 tttcattagg tccgattgaa ggtggagata aaccaattag aaggcttgat acagcgctag
  4569421 ttaaagatgg aaatgtaatt gataaaggag gtgggaaaat tggacaagac ggaaacaagg
  4569481 gaaatagtaa cacagaagat tgaaattaga gaagatgaca acggaaaccg gacacttata
  4569541 ggttatgcgg taaagtggga aaagaaatct gtagtcatgg gatattatcg taagtttcgt
  4569601 gagcaattta aaaatggagc ttttacagaa acattacaaa atgatgatca gcgtttttta
  4569661 tggtctcacg atacatctaa agtgttggga agaacaaaaa ataatacttt gcgtttaaac
  4569721 gaggatgccg taggtctacg ctttgaatta gatttaccag atacaactct aggtaatgac
  4569781 acttacaagt ctattaagcg tggcgatgta gatggtgttt catttggatt tagcatgata
  4569841 agcgaagaaa tccaagagcc agatgatgat cttatgctac gaactgttac aaaagcaaaa
  4569901 ctattagaag ttagcgcagt agcttttcca gcatacccag attcagaagt aagtgctagg
  4569961 ggatatgatc cttataaaca ttttacagaa gaaaaaaagc gctcggaaaa gcgcagaaga
  4570021 ctatatttac aaacattata ataaaaggtg gactttaaca tgaataaaga gcaattatta
  4570081 aaacgtaaat ctgaaatcgg tgaattatta agtgatgaaa cgcgttctat tgataatctt
  4570141 gatacgattg aaacggagtt acgagacatt aatgaacagt tggcagcaat tgaaaaacgt
  4570201 gaacaacttt taaatgaagc acgttcaatt aatgaaggga acgcagctgg agcaaataaa
  4570261 atcgaaacat ttaatgctaa tcttaatcta tcaaatgaga aacgtgaaat tggtacgaat
  4570321 acagttgaat accgtaatgc ttttatgaat tacgtattac gtggtgaggc aattccagct
  4570381 gaattacgtg caaatgctgt gactaaaaca agtgacatcg gttctgttat cccgcaaaca
  4570441 gtactagata agattattga aaagattgaa gcggtaggga tgattctacc tttaattact
  4570501 cgtacagcta ttaaaggagg ggtaacagta ccaacctcag cagttaaacc agttgcaaca
  4570561 tgggttgctg aaagttctgg aagtgataaa caaaagaaaa ctacaggaag cattactttc
  4570621 aactatcata aattacgttg tgctgtagct gtttctcttg aagtagaaac aatgtcttta
  4570681 gcagtatttg aaacaacatt aatcaataat attgtggaag ctatgacaaa agcgattgaa
  4570741 caagctattg ttagtggtga tgggtctggt aaaccaaagg gaatcctagc ggaaacaccg
  4570801 tttgaaggac aagcattaga tgttgcgaaa atcaattata aaactttaac agatgcagaa
  4570861 gcagctttac cacttgagta tgaagcaagt gcaatttgga cgatgacgaa aaagacattt
  4570921 atggagtttt cggcaatgac agatgcagac ggacagccaa ttgcgcgtac aaattacgga
  4570981 atttctggta aaccagaacg tattttatta ggtcgtccag ttgttttatg taattatgtt
  4571041 gatagtttcg caacggctac tgaaggaaca gcgttcgcat tcttatttaa ttacaaagat
  4571101 tatattctta atacaaacta ccaaatgggt gttaagaaat atgaagacaa tgaaactgac
  4571161 gatcaagtta caaaagcaat tatgattgtg gatggtaaag tagtagacaa aaattcttta
  4571221 gttgttttaa aaaagctcca tcagcttaat aaaggagtga tacaatgaat catttcgtgt
  4571281 tgaatacttt cattgataaa gaaacaaaag ttggatattc aaaaggcgat atgtacgagt
  4571341 caaatgattc ggaacgtatt gcctttttaa ttgaaaaagg atttttaaaa ggaaataaag
  4571401 agattcctac attccctaag cacactggcg gtggttggta tgaattatcg aatggcgaaa
  4571461 aagtgcaagg aaaagaggaa gcgatgtcag ctgaacaatc attaaaggat aaagaatcat
  4571521 gattttaaaa gatgtaaaaa agacattgcg catttctcat gatgctcttg acgatgaaat
  4571581 aaacgattca atagaagcag cccgacacga cttaatgttg tcgggtgttt cttccgttaa
  4571641 agcgaataat gacgatgatc cgttaatcaa aagagcaata aaagtatatt gtaaagcaga
  4571701 atttgttact gaagccaaag aggctgaaag attccaggca tcttataaca tgttaaaaaa
  4571761 tcatctcacg ttagcaggtg attacaaatg aatgatattt tattctttcc agttgtaacg
  4571821 actactaaag atgatttagg acaaatagaa gtatcagaag attttacaag acaagtattt
  4571881 tgtgagaaaa agagtatttc tcaaaatgaa ttctttcaag ctggtcaaaa tggtttcaaa
  4571941 ccaaaatgtg tattaatcgt ttattcgttg gattatcaag aggaacaaaa agtaaactac
  4572001 aacaacaaga catacagtat ttatcgcaca tacgaaagag atgatgaaag aatcgaactt
  4572061 tattgtgagg tgaaagctgg tggctagtat cgatagccta gcaaatgata tcgctagaga
  4572121 attacaaaga tatgggaaag aagtagaaga aaaattagaa gttgaaaaag aagaagttgc
  4572181 aaataatcta gtgagtgacc tgaaagaaaa tagccctaaa aatacaggga agtatgcgaa
  4572241 gggatggcgt aagaagaaag aaggaaatgg ttttattgtc cataacgcat taaagcctca
  4572301 gcttacacac ttattagaaa agggacatgc acaagtaaat ggtgggcgtg ttccggctaa
  4572361 agttcatatt gctccagctg aagaaaaagc agaaaacgaa tttttagagc gagttgaaag
  4572421 ggcgattcag caatgacatt aagtgaatta aagaagatcc tagatgctac aggttatcct
  4572481 gtggcttatt cgcattttac ggctacaata gggaatcccg tacctaagcc gccttttatt
  4572541 tgttatctgg tgactggttc accaaacatg attgctgata gcaaggtgca tttcaaaata
  4572601 agtgatgtaa acattgaact ttatacagca aaaaaagact tggttgcaga agccaaactt
  4572661 gaaaaagtat tagatgacaa tgagattcct tatgagtcat ctgagattta tatagattcc
  4572721 gagaaactat ttcaaaaaat atatgaaacg aggttgatat gaatggagaa taaagttgtt
  4572781 ttcggtctaa aaaaagtaca ttatagcgtg attaccgaag attcatcagg aaaaatcaca
  4572841 tacggtacgc cagcaaaatt accaggagca gttaaaatga agttagatcc aaaaggcgaa
  4572901 caatcggact tctgggctga tgatagtaac tattacactg attctagtaa ccaaggatat
  4572961 gagggtacat taaatattgc taatatcact gaggcatttc gaactgacgt attaggtgaa
  4573021 attttggatg aagacgatca agttctaaca gaagtttcaa atgcaaaaat taagagaatt
  4573081 gctcttatgt ttgaatttga tggtgatgta aaagcgactc gtcatttatt atacaacgtg
  4573141 tctgtgtcac gccctggttt tggttcctct acaaagagcg ataaaacaga gcctaatacg
  4573201 actgaattaa aattcgttgc atcgcagcat cctgaaacac ttaatgtaaa aacttctaca
  4573261 aaggtaacta cgccagctgg tatttatgac gcttggtata caaaagttta tgagaaagtt
  4573321 gtgggggcgt aattagatga aaaaaacaat cattattgat gaaaaagcgg ttcttttgaa
  4573381 aagtacggct ggtacagcta tccgctataa gtcacaattt agacgtgata tgttcgcgga
  4573441 tatccttagt ttaggggtac tttcttcata catttcaact gatggtgacc aaagcaatat
  4573501 tgatctttca caggttgatt taagtaaatt agattttgaa gttatttata acttagtatg
  4573561 ggcatttgca aaaacggcaa ataaagaagt tccagatcca ttaacatggc tagatacatt
  4573621 tggtgaattt ccgattgctg aaattattac tgaaattcag gacttaatta aaagcactgt
  4573681 tcagtcaaaa aaaataacag aagatgaaca agggcaagga agtaacgacg ggaaaggtgg
  4573741 attttccgtt gatacattcc ttgctctttg ttattcatgc aaactctcaa aagaagattt
  4573801 agaagatatg acaataggcg attgtttgga ttatatcgat gagtatgttg aattaagaaa
  4573861 tccgaagaaa gaaaaagaaa atacaagaac agctacacaa gatgacttta acaatttcta
  4573921 agcaagtgag gtgataacat ggtaggaaga attaagggaa taacgataga gattggtgga
  4573981 gaaacaaccg gtcttcaaag cgccttgaaa gatgtcaaca aacgtagtag tgaactatct
  4574041 aaagagctaa aagatattga acggctctta aaattcaatc caggtaacgt ggaagcttta
  4574101 gcgcaaaagc aacaattgct tactcaacaa atcgagaata ccacgaagaa attagatagt
  4574161 ttaaagtcag ctcaacagca agtgcaagca caatttgaaa gtggcgcgat tagtgaagag
  4574221 caatatcggg cgttcaggcg tgaaattgaa tttacagaag ggcaacttaa tggattcaaa
  4574281 aacagtcttg caggattaaa ggctgagcaa gaaaaagcag caagttcaac aagacaatta
  4574341 gaaactttat ttagcgctac aggaaaaagt gttgatgatt ttgcggatgc attagggaat
  4574401 cgtcttgtaa atgcaattaa aaacggtacg gcatcaagca ggcagttaga acaagccatc
  4574461 gagatagttg gaagagaagc cttaggagcc gaagctgata tcggaaagtt gcaacaggca
  4574521 cttcgttctg ttgatgatgg taattccatt caaaacatta gaaacgattt aaatcagctc
  4574581 tctcaagaag cagaggaagc gagcgagagc gttaaaggat taggcgtaga actagaaaac
  4574641 gtattaggtg gaatagttgc tggtggtgga attcaggaag tcataggaca agctctagac
  4574701 atgtccgaat taaaaacgaa aattgatatt acctttgacg tccctgaatc atcaaagaga
  4574761 tctgtggaag acgcaattag aacggttgtt gcttatggtg gtgacgcaga ggaagcttta
  4574821 gagggtgtgc gtaggcaatg gtcattaaat aaagatgctt ctgatgcagc gaatactgaa
  4574881 attataaaag gagcagcaaa tattgctagt tcttattcgc agattgattt cacggaatta
  4574941 atacaagaaa ccaatgaaat cggtagcgaa ttaaatattt ctaataaaga agcactagga
  4575001 ttagttaatt cgcttttaaa aatcggattt ccaccagaac aacttgatat tatcgctgaa
  4575061 tatggtgcac aactaagacg agttggttat acagcgcaag aagtacaaag tatcatggca
  4575121 agcgcagcta aggaaaaatc ttggaatata gataacttat tagatgggct aaaagaaggt
  4575181 cgtattcgtt ctgttgaaat ggcacgagga ttaagtaatt ctatgaagga tgcggttcgt
  4575241 gatgctgtag acgatactga aaaaatgtct gatgcacaga tatcagcgat gcaaaaaggg
  4575301 tttgctaaac aagaatctgc acttgcgaac tcatttagta atcaagaaaa ggcactttct
  4575361 aaaagccata gtcgaagaca gaatgaatta gctaaaagtc ttgatgctga atataatgca
  4575421 gtttccaaaa gttatgaaaa tcaacaaaag aacttagaaa agaaacttag tgctgaatat
  4575481 gatgcagcat ctaaaaatta cgaccgacaa caaaaagcac ttgagaagtc tttagatgca
  4575541 gaagttaaag cgtttgaaaa gtcttctgag cagaaaataa aactcatcga taaagaatat
  4575601 atggaacgaa tgaaattgat tgatgaggaa aagtacaatc gtcttaaagc ggtagacgat
  4575661 caaattaatt ctttagatgc gaaaacagca gctgaagata aatattttaa agatcgtgaa
  4575721 aatgcggaaa aacgtgctga tttaaaagtt aaaataagta aagcgaaaaa tgaagaagaa
  4575781 cgtcaggcag caattaaagc tctacgagat ctagaagaga aaatgcgcct agataaaata
  4575841 cgcgaagaac gaaaaagtca aatcgataga ttaaaagagg aaaaagacag cataaaagaa
  4575901 gcgtctgatg caaagaaaga agcactcaag tcagagttcg atagccgaaa agaacgagtt
  4575961 aaagaacaaa taaataacga aaaggaagct ttaaaagaac gacaacaaga acaaaaagaa
  4576021 gcttttcagc aaaacaaaca agaaaattta aaggcaatta gtgaatcgaa taaagcacaa
  4576081 cttgattcgt taagagaagt aaatcaagcg aacttatcag ctttaaagga aaaccataat
  4576141 gaacgcaaac aagcattaag cgagcgttta agtgatgaaa tggacgctgt acgtgaatcg
  4576201 catagagcag aattagaatc atttaaagaa atgaatgcag aaaaattaga gcttgcgaaa
  4576261 aatccacctg acagtgcagc agtacaagaa atatttgctc aattagaagg ttggggtaaa
  4576321 gctattgcta aaggtggaga agaaggtaaa caagcatttg tagatatggt taaatggcta
  4576381 gaccaaatcg aggatgcaga tttaaaagaa gcgattggcg tagaactttt cggaacgatg
  4576441 tgggaagacc aaggtcaaaa aatcataaat acaattttgc aaaccgaaca aaaacaagct
  4576501 gacttaaaac aaggcataga tgatttgcaa caatccgtaa gtaaaacgga tgcatcgccg
  4576561 atggtcaagt tgaaagaagc gatgaatgat ttaaaacaag ctcttgaacc aatattactc
  4576621 attatagctg atgtagtgtc tgcatttgca ggatttattt cagctcatcc agtgttagcg
  4576681 gccgcaatta cagctataac ggttgcaatc ggtatacttg ttggtatttg tgcagcgctt
  4576741 gctccagtaa tctttttggc cacatcaggg gctataacct ttgcaggagt tatggctgct
  4576801 ttaacaagtc caattgcttt agtggttgca gcaattgcag ggttaatagc tatatgggta
  4576861 ttatttggcg acaaaataat ggctatatac aacgaatatt tcaagccaac aatagatcaa
  4576921 atagtttcga taattgttag tactttaaag ccagtatttg aacaagggtt tgcaattata
  4576981 aaagatgttg ttcaagatgc ttttataatt atccaacgtg tttggaatga aatattatca
  4577041 cctgtgtttt cagttataac atctattatc aaaacagtgc ttttgccagc atttaagttt
  4577101 gtattctctg ctattggtag tgtagtatca gatgcattta gtggaataaa ggatatgtgg
  4577161 aataatgttt taaaaccaat ccttaacgga attatagatt tcatttccgg tattttctca
  4577221 gggaactggg aaaaagcatg ggggggaatt gtgaaaattt tcagcggtgt tttcgaaggt
  4577281 attaaatcag cggcaaaagc accaataaat gctgtggtat caatgcttaa tggattgatt
  4577341 gaaggtatta acagtattga aatgccagat tgggttccgt ttgttggagg gagtaaacca
  4577401 agtatcccta gaatcccaat gttagcaaca ggcggacatg ttcttggtga tggatcgttt
  4577461 attgctggtg aagctggacc agagttgttt accaaaagag gtaatcgtgt ttcggtaacg
  4577521 cctttatcct caactgaaaa atcacttggt atcacaggca ctatgagccg attaattggc
  4577581 gatatgagtt attcaatggc tagttctatg aaagagctat ccggtttaaa aagtgttatg
  4577641 agcaatgtat acggcagtat ggcgagtagt tcacaagcga tgagtcgaaa tgctagtcaa
  4577701 agaactgcgg aaggaaattc ctcttcaaat gcaaataaat cagattcata taattttgct
  4577761 gacatgttta gaggttctac atttgtagtt agagaagaag cagatgtaca gaaattagcg
  4577821 gtagaactag ggaaatatat taaggcatca ggaagaaggg tgggacaact gtgagtttaa
  4577881 cattagatgg taaaccatta aaacaattag gtttagcact tttaccagga tatcaacatc
  4577941 cagcagcccc accagttcgc gactacaccg tttctattcc tggtcgtcct ggtgcttatt
  4578001 atttcgggtc agatatagat cctatggagt ttaacttgcc attaattatt aaaccgcaag
  4578061 aaaatagata cgaattagcg gcagctatca gaaaaatggt agataccttt attgatcctt
  4578121 atggtaaacc aaaggaagtg aagttaattt atgattacga accagataag tattatctag
  4578181 ctagatatag tggttcgatg tcgatcgagc gttatttcag aatgggtaag tttgaattac
  4578241 ctatgatagc ttatgatcca tatgcatatt caattattga tagtaccaat ggcataaaat
  4578301 ggggagaccc gatcccttgg atgtctgaca ttcctattag cgctggggat aattcttata
  4578361 caattaatag cccgcaaaat atatctttaa ataattatgg gacattagta gttagaccag
  4578421 ttataaatat atcaggcagt gcagagaatt taacgctcac cttaaaaggg gagcgttttt
  4578481 ctttaggaac ttttacaaat agcacttttt tattggatgc caaacattat acagcaatta
  4578541 aaaatggaca aaattattta ttccaattaa aaggcgattt agaaaaatta gagctaatac
  4578601 cgggcgcaaa cgtaataaaa ataagcggtg ttaatctgaa catcaatatt acatttgaat
  4578661 accgcgctaa atatatttaa ggtggtgaca ctatatggct gatgcgccta aattaacagg
  4578721 tgaagaaaca attaaacaaa gttattataa aataaatatg gcgattgata actctaatga
  4578781 tgcattaaaa actgcaaaag acagcttaac tagtcctgta tcaaatgcga ggattgatcc
  4578841 aaaagctgtt acaaaagaca agttaggtga tgatgtcgat tatcaaacaa ctgctcttgg
  4578901 cggtgcaatt attggcgata atgttatgtg ggaaaaggta gcaatttttg gtccgaagtc
  4578961 aaatatgact gaagaattta ctgataataa cgaattagag tttgggaaaa agctcttaaa
  4579021 attgactgtt accagtacat caaattacaa acaattatta aaccctggga cctctgaaca
  4579081 cgcgaatgct ggagttgaaa ttcctgtata tgctaaacga tacaaaaaaa tatctggcgc
  4579141 tttaaactat aaaattaata aggcgactgg tgaaacgtta attagagcgg gtatcactgt
  4579201 aagatatact gatggaacaa ttcaaaagtc tacaatgttt aatctaaagg cagacggaaa
  4579261 agagtatgct gatgtgtttg aacaggatat agataatact aaaactattt catctatgta
  4579321 tttgtatatc agcggtggtg atgtgaatga tgtcattaaa atttcttatg tctcattctg
  4579381 gatgggtaaa acgaatgata atatctttga taaatcgtta ttgctatcga agataggtga
  4579441 tgttgattca tctgttacaa ttataaagga aaacaaccga attaattggt ttacagatgc
  4579501 gaaaaatatt attcaaaaca aaccaatgat taaacaaggg aacgaattag agagcagcgg
  4579561 ttcattttta caaaaaggaa taaaaaactt aaatgtgaac aatataatgg gcactccatt
  4579621 ttggttcgaa tttgaatgta attcagattc cgctactcca tattttagat ttgaattgcc
  4579681 ggagttgatg aaaaaacttc acgaaattag acaaagtggt ttgaaacttt caaaggtaaa
  4579741 tgccactgtg gaattgtatt tcccttacaa tctaaaacat aatgtgactt atagactact
  4579801 tagtaagaaa ataacaggag agtggcactt tttccctttg aaaacaataa ctaaaaatac
  4579861 tggtgcccaa acaattacaa tccaattgaa tgaagatata gatagtgtga ttgatacact
  4579921 aggagactac ttaactgtgt acgttacatt tcagagtgcg ttaaatactc aaaaggttta
  4579981 tcttggttgg atggacattt ggatggatga tgataaacaa gttctattta gcgagaactt
  4580041 tgatggtcgt gcgattcttc cggggacagt ggtagaacaa tcgcttgaaa aatcattaca
  4580101 agaaaaaata aatggaacta ctgtgagtaa taaccctaag aagcaattaa gagttgcaat
  4580161 gactggttca tccattactt gggggaaagg tttgcttgat gatggatttg ttagagaaat
  4580221 tgattactat ttacgtgatt atttaagtaa tacttatctt catagtgatc catccttgtt
  4580281 atttaaggga gcaaattcta ttatcacaaa tgaaaagttt tataaaagaa cagctcgtaa
  4580341 aatgactggc acagaatcct ctgtgtcttt ttcgttagtt ggggatgaat tatctattgt
  4580401 acatgggtta gaacgaagca ataagggcgc agcgattatc gaactgtatg tagatggtca
  4580461 attgtacgat acttttagta attacaatac agagccttat ggaaatacag tagtgaatgc
  4580521 tataggtgat ggtacaacag ttaaatttga tttaggaaga gctttcactt acaaccatgt
  4580581 agtgaaagta aatggtatca ctttagttgg taaaatcaat gatgcagaat ctggagcaac
  4580641 attccctaat ggccatgact atatgattat aaggaaatac ggtcaaaacc cagacactca
  4580701 agaaactgaa gttcatcatt ttctttattt gaaaaatgcc ccagcagcaa gagctaatat
  4580761 cgaagttaca atgagttatg gtgaaaatat catttataca aaatcgacta ttggcgagat
  4580821 tactgaaagt attgagggtg cattagaaag tcgatatggc gacgatgaaa tttcatttga
  4580881 ccccgctaat ccagccgcat taagttctgg tttagatttt agggaaaccg atgaaaggtc
  4580941 agtgaaaaca tggaattttg cagaatataa agagcgagaa ttcatgttca aaataaaagg
  4581001 gtatgaccca agagcgaata aaactgttag tccttatttc attcttaatt tcattaccaa
  4581061 tcgaatgcat tatattatga atgctggtat tggtggatgg actgctgaaa agctgtataa
  4581121 cgataacgga ctaagaaatt atcattatct gatgcgattt gatccagaca ttctatttgt
  4581181 agaatctggt acaaacgatg attgggattc agcaaaccaa tttgtagcta caaaaacaat
  4581241 taccgatgta accgaagctg cattacgtcg ttatccaaca ctctggttaa aatcatctaa
  4581301 atatgttgcg gttgataatt acacaataga aacagctgct ttaacgattg aagaagtcac
  4581361 taggaatagt gtgaaaatca atggtaccaa cactgattta agtagtgtta aaaaaggtga
  4581421 ttatcttatt atcggtgatt accactttga tgaacgcgag gtagttacac gaattattga
  4581481 tacatgggat atagcaacaa gaacagctac gtttaaaaag cctttgaagc cacaagaaat
  4581541 actgaatata agaaaattaa gtgacctaac aggaagaacg gtcatggtaa agcgtattga
  4581601 cggttttatt tcatggttag ataaggttgt ggatggggta cgtcaatata atgaagatgt
  4581661 tcaaattggg cttgtatcaa caggattatg tgcttttaca acaagattat tactcggata
  4581721 tccagataag ataaaagaac tagcattgca aaaggaatgt acatttgcaa atgcttttga
  4581781 ttttattaaa aggtttcaat acaaccaaac tagagttgga tcagcgtttc tgaattcagc
  4581841 taataataca acgtcttctg gatctaatga atataatctt gttaatgcaa gtggagttga
  4581901 tataaacgta gcacagaaac ttaggggaat acgtaattat agcattaaag tagatggaat
  4581961 tgagcgatat ggggatggtt gctatatcga taatgcatat ggatattact ttaaaccagc
  4582021 aacgacttca tccaatttaa ccatcgacaa ctggaataac aaagtaacta ctaaaatagc
  4582081 agcggattat gtaactacaa aattagtctt tactaaagat attccaccta atggggcaaa
  4582141 aatcgaggtt tcattttcca cagagaaatg gagtagtgat gattgtcata tgggttcgtt
  4582201 aggtggtatt catatgtata aaaattcttt aattgatgct atgcaaatta tgatttgcaa
  4582261 atctattgga taacaatggg aatgataatg atagcatgtt aatatattat atattgaata
  4582321 cgtttagggg gatgtattat gcatttattt gaagtagata gagagtgtac ttataaaagt
  4582381 gtagattaca aagttatttc tgtattagac aacgatctat tattagttgt acctaaagaa
  4582441 gatttagcaa atgaaaaatt cccgttacaa acttacgtta ttccagaaca aattgaataa
  4582501 acttattatc caaaagggct tttacatcaa agctcttttt atttggttaa aaataatgag
  4582561 gtgatacatt gaaacacata aaactttacg ataaacaatt acagttaaaa gcatatctcg
  4582621 aaaacgcatt taaaataaag tacagcccgc cactcaatga actttggacg gcgggttttt
  4582681 cattaccttt taccgatcct aagcgagagg aaattgaaac gtttgattat gtggaaatat
  4582741 ttgataacgg taaacgtatc ggattgttcc gtattatgga tagcgaggaa gaaagggaag
  4582801 taagtcaaaa aataataact tatgactgtg agcatgtttt atctacttta atggatagcg
  4582861 tgctttttgg ttatcacgaa agaattaatt taacgacaag ggagaatatt gagtatctct
  4582921 taagcaaaca aagaataaag cattggaaac ttggtcaatg tgattttgta aaatattttc
  4582981 aatatagttg ggaaaatgaa gatacgatat taggaccgat atatagtatt gcaaaaccgt
  4583041 ttgatgagaa attccaatgg acatgggacg atacttccta tccttggact ttaaatctcg
  4583101 tgaaatattc cgatgaaatt acaggtgagc ttcgatatag aaagaacatg aaaggcatta
  4583161 agcgaaaggt agaagctaag gatgtcatga ctagaattta tccactaggt tatggtgaag
  4583221 gtgttaatca acttaatatc aaaagtgtga acaatggtct tccttatata gatgctcctg
  4583281 attttgtcag agagttacag gatgggtttg attatatttg ggtggataga cgatttgagg
  4583341 acccaaaaac gctttatgct tcagcaaaag cgatgttatt aaaagcgtgt atgccaaaag
  4583401 ttacatatga aattgatgca attgattatg aattgattga cccatacaaa atagaaaaat
  4583461 atgaaacagg caagttagta cgtctatatg atgaggattt taatatatct gttgatttac
  4583521 gagtaatgga ccgttcaaaa gatgatgtta ctggtaatcc acttgatgta aagcttgtat
  4583581 tagaaaataa agtcactgat attgggacaa tacaagcaga tattgaaaag cgacagaaag
  4583641 taaacgaagt gtattctcaa ggaacaacta atattgatag tcaacctttc caagataatt
  4583701 gcgacccaga tcatccagcc atcataaggt ttcaaatacc taacgatgtt aagaatgtga
  4583761 atcaactgat actgacattt gagacattac ggtttagagc atatgagcgg gctattaaag
  4583821 gcggcggagc tgtcgttgct tcaacttctg ccggtggtgc gaatgtatct tcaacaagtt
  4583881 ccggtggtgg tacggttggt tcgacgtcat caggcggaag ttctgtgcaa gcaagtagtt
  4583941 ccggtggtgg tacggttaaa gcttcaagta gtggaggaga tcatgttcat aaaatgtttc
  4584001 atggtggcgg aattgttcct gctgaaccat caacaatagg attatataca gctttttctg
  4584061 atccaggaag aaatacatca gcttcatttt acgcaaaagg aacgggatct agtttctaca
  4584121 catatggttc tagtgggaat cacactcatg atatatcaat acctaaccat actcacagta
  4584181 ttaatatacc gaatcatacg catagcatta gtattcctaa ctatacgcac gatatcagca
  4584241 ttccgaatca tacacacgat ataactttgc cagaccatac acacgaaatt gaatttggta
  4584301 ttttcgaatt atatgaaact ccatcaaaag tgacgattga agttgatggg aataagttgc
  4584361 cgtttgattc gatacgcggg caagatataa atttaattcc ctatttagcg aaggatgatg
  4584421 aggggaaact tcaacgtggc cgttatgttg aaattaaaat cactccaaat agtttagcta
  4584481 gaataaatgc tactgttaca gggagactgt ttattcagtc tagaagtggt ggtacgtatt
  4584541 aatataaatc ataaaatata gaaggagatt gataacatat gcaaacaatt gaaatccata
  4584601 cacaaggcgg attaaaacat aaagtgcaga ctgaggtata taacgcagaa gcactgaata
  4584661 cgaaactaaa cgacaacgat ttaattacag tattaattgg tgattttatt attcaacgta
  4584721 ttgatgttaa acgtatcatt ccattaaata tgattgatgc ggaaggcgct aaaagggtag
  4584781 aagttcatac aaatgctggg aaagtgattg agattacaac aaacgattat gatccaatct
  4584841 atctaaacga gcaattaaac aataataata caattacagt cgtaattggt gattatattt
  4584901 tctctcgaat tgatgtaaaa caagtagttc ctgtgaaaga agaacctaaa gagccagaac
  4584961 aaccacctgt gacagaacct gagaaaccga cagaaccagt tacaccgcca ggagaaggta
  4585021 cagaagatga tagcattaca actacagagc agttataaac tggtcttttt attttgaaca
  4585081 aaatacggct tttacaacaa aacgaagtgt gcttattgca ggctttttta ttttgaataa
  4585141 aggagtgaaa agatggctga attaaaacac gatgatatga aggaattact tgtagggttg
  4585201 accagagtag aaaccaagct tgatacactc ggtaatgtca aagaagttgc cattgaagcc
  4585261 caacaatcag caaaaagcgc tcatttgcgt gtggatagat tagataaatt agttttttgg
  4585321 ttaggtacga cagttatagg agctgttatc gttggggcta ttacagcatt attcaaattc
  4585381 gcaggaaagt agggagaaga atgaataagg aaaatatcaa aaaaacgatt ccgcaactgg
  4585441 aaaacatggg ttgcggtttt ttctttgctt ggatttttat ttacaaagtt tggcgttcca
  4585501 gaagcaaaaa gctttttgga tgaattagca ccttacttgc tgtcagttgg tatcgcatta
  4585561 ggtatttggt ctgatcatga tgtaaatagc gaaggagacg ataaataatg ggacatatta
  4585621 ttgatatttc aaaatggaat ggcgatatta actggtctat agcgaaacaa catatagatt
  4585681 tcatcattgc tcgcgtacag gatggttcaa attatgtaga tccactatat aaaggatatg
  4585741 tacaagcaat gaagcagcat ggaataccat ttggtaacta cgcattttgt cgttttgttt
  4585801 caattgctga tgcaaagaaa gaagcacaag acttctggaa tcgcggcgac aagagcgcta
  4585861 cagtttgggt ggctgatgta gaagtaaaaa caatgaatga tatgagagca ggtacacagg
  4585921 cgtttatcga tgagttatac cgattagggg ctaagaaagt tggtttatat gttggtcatc
  4585981 atatgtatac acctttcggt atggcgaacg taaaaagtga ttttgtatgg attccacgtt
  4586041 atggtggtaa caagccagcc tatccttgcg atatttggca atatactgaa acgggtaatg
  4586101 tacctggtat cgggaagtgt gaccttaatt cacttatagg caataagtca ctatcttggt
  4586161 ttacagaatc ggcaacccag gaatctgtac aagcgcctac acaaaacatc atccaatcag
  4586221 gtgctttttc accttatgaa actcctgacg ttacaggggc attaacatcc ttaaaaatga
  4586281 ctgctaaatt catcttgaaa cctgatggat taacatactt tatttctgat ccaacgtcag
  4586341 atgctcaatt aaatgcaatg aaagaatacc ttgaccgtaa aggttggtgg tatgaagtta
  4586401 aataaaacaa aagaatagtt ttataaacaa aaataagagc cgtcaaatga cggctttttt
  4586461 attgcaaatc agatattttc ttaacttctt tttccttcgc tttgaattcc ttctcgtatt
  4586521 gtttaaaatc ctctttatca acatggaacc tttcaccagt tgcaacgttt ttgactaaat
  4586581 aagttttacg attgcgttcc ttaattaatc catataagac caaaaacaaa agggagatac
  4586641 ctatcgtcgg aagagctaaa attatgcata gtattagtac cgttttctcc gatttgctat
  4586701 cttcacgttt taaaataagt ttctctcctg atgcagcttc cgattgcttt aattgttgca
  4586761 ttctttggag tgcagcaact gtatcaagac tcataaaatc gcccccttaa gttaagtaaa
  4586821 tcataccaat taatacaata ttttaaaagt gagattttgt attactttaa tcaaacgatt
  4586881 taatagaaat gcaaataaga agagagtggc atataaaatg ctcactctca tttgaccact
  4586941 gaccacaaag atgaccacac actaaaaata aattaaatac attcaatgta ccgaaaataa
  4587001 acgatattgt tttttctttg caatagaatg cacaacagtg acataagtta cactaaaaga
  4587061 tatgatatac tttatacagc tcatgtagaa aatgtagtga agcttgttag aaagtaaagt
  4587121 gtattcatat tccctcatga tatgagggaa tattttctgt gaaggagaat aagatgaaca
  4587181 attataaatt aacaattcag tacgatggtg cacgttttaa agggtggcaa cgtctcggga
  4587241 ataacgataa tacgattcaa gggaaaatcg aaagtgtcat atctgaaatg gtcggaaaag
  4587301 aaactgaaat tatcggttgc agtagaacag acgctggtgt acatgctttg aatcaagtgg
  4587361 ctaactttca aagtgatgag aagttagtag aacataaagt gaaaaaatat ttgaatcaat
  4587421 atttgccaaa tgatattagc attacgaatg tagaagaagt acatgatcgc ttccatgctc
  4587481 gttacaattc taaagcaaaa acatatctgt ataaaatttg gaatgaagag catacgaatc
  4587541 catttatgcg taaatacagc atgcatgtga ataaaaaatt aaatgtgaaa agcatgaaag
  4587601 aagctgcgaa acatttagtt ggttcacatg actttactgc tttttcaaat gcaaaatcaa
  4587661 agaaaaagtc tatggtacga gaagtatatt cacttgaagt aatggaagag gcaggatttg
  4587721 tacaaattag agtaagtggc aacggatttc ttcataacat ggtacgaaaa attgttggag
  4587781 cattaattga agttggatta ggacaattag ctgcagaggc gattccacaa attctagagg
  4587841 cgaaacaacg taatcaaatt aattgccttg ctgaggcgag tggtttgtat ttggagaatg
  4587901 ttgagtttta ataatcagta aaaaatcgag ctgtgtaggc tcgatttttt atgttttggc
  4587961 gttaagaaga tttctctctc ttcatacgta tcttcaaatt ccaaaaagca gcaagcataa
  4588021 tagcggcaaa ggagccgcta attgttgcta atagttttgc gtagggaaaa ctgctcgtat
  4588081 cagtattaat gaataacatc atacatagaa tggcagggaa aaagtataag tattgtaata
  4588141 gatttaattt gttatcatta ctcatatata tcgttccttt ctagtatgtt atatgtttat
  4588201 tgtaacatat tttaccaagt tatttttgca cttggagaaa tgttcatttc atatgtgtaa
  4588261 atgcagtttt ttaattcgat attgtaagtt ttgcctactt aatcccaaaa actttgcagc
  4588321 ttgtgaaata ttaccgtgat actctttcaa aatttgagtg atgtagtttt tttccatttc
  4588381 tgctattgtg tgctttaatg tttttggcgc atcagtggcg ttattagtta ggaaaggttg
  4588441 cgtattgaat tcttttttta tttgttcgcg aaagcgagta ggaagatgaa acgccgtaat
  4588501 aatattttca tcttcaacca agttcattga accttcaatg atatgttcca attctcggac
  4588561 gtttccaggc caatcatatg catacaagaa ttctcttaca tgtatatcta catctgttac
  4588621 actaagtcca aattgaatgt tgtacttttc gataaagtgc tgaacaagag ccggaatatc
  4588681 ctcttttcgt tcacgtaaag gcgggagaca taaagtaacg acgcttaatc gataatataa
  4588741 gtcttctcgt aatcgattgt gtgtaatagc ttcaagaggg tcttcattaa tagttgctat
  4588801 aatacgaaca tcaatttctt tttcttgtgt gcctccgatt cttcgtattg ttttttcttg
  4588861 tatagctcgc agtaacttcg cttgaagtgc tggacttaat gagttgatct catctaataa
  4588921 caaagttcct ccgtttgctt cttcaaataa accagcttta tcgattgctc ctgtaaatgc
  4588981 cccccggttc gtaccaaata ataaactttc cattaacgta tcaggtatag cggcacagtt
  4589041 ttgtgaaatg aacggttttg ttgaacgttg actttcatta tggatacttt gtgcaaatag
  4589101 ttcttttcca gttcctgttt ctcctacgag aagtatggag gaggatgtac gaattaccct
  4589161 ttttccttcc gcaatggttg attgaatggc ttcagaatca ccaattatgt gatcaaaggt
  4589221 aaatttagtg ttttgttttc ggaaagagtc catttttatt gtttgcttta agtgattcat
  4589281 ctcttttgaa atttcaatag cgcctttaat ttttccattt tctattatag ggaaagtatc
  4589341 gttaatcgtc gtaatttctt gccctttatt gttaaagtac gtctgtttta tatttttgtt
  4589401 tgtttttcct aattttaatg cttctataag agtactattt ttattttctt caaatgcgaa
  4589461 tacttctaaa ggacttttat ataacacatc tgagcgttcc attgattcaa tttccatcat
  4589521 tttgcggtta tagataatcg ttttactttc ctcattaata atatgaatcc cgatatcgag
  4589581 ttcattgagt aaagtttcat atagcatatt catttcaatg atctgtttta aattaatttc
  4589641 ttctgtacgc atagattatc ttctcctcat ttcaccctat gaagactgac tttttataat
  4589701 tttattaaaa ttcttataaa atcgcaaaat ttttttgcta ttttcctttt aaaacttctt
  4589761 aaatgataga aaaattttgc ggttatgaag tttttttgtg agaaaccttc attttaagta
  4589821 ggaattggag attggtacgc attttgcata aataataatt gaaattttta aaggagggat
  4589881 atgcaacgtt tcagtaccaa ctaataagaa ggaggaattt ataaagtgaa gacggttata
  4589941 gaaggcgtgt atagtccttg ttacgggaaa gtagagaagt tatttgttaa ggaaagttct
  4590001 tacgtatatg agtgggagaa attagcgtta attgaaacga tagataaaca gaaagtagaa
  4590061 attaaggtag gaataagtgg gtatattgaa tcattagaag tagtagaagg acaagctatc
  4590121 gctgatcaaa agttattaat aacgatgagg gatgatcttt taataacagg tagtgattaa
  4590181 tagcatgata tgtattttgc actctttaat aatttatttt acgatgaaga atttttgaaa
  4590241 cgcttacatt tgatggggtt acaaagtgaa aaggggggat ttatatgatg aatcaaaacc
  4590301 aaggattaaa aagagaattg aagagcaggc acatatttat gattgcactt ggaggagtta
  4590361 ttggtactgg ccttttttta ggatctgggt atacaattca tgaagctggg cctggaggag
  4590421 cgattgtagc gtatcttgtc ggaggatttg ttatgtattt aacgatgctc tgtcttggag
  4590481 agttagctgt tgcaatgcct gacgcagggt cttatcaaac gtatgcaact aagcacattt
  4590541 cccctgcagc gggttatgta gtcggatgga tgtcgtggtt gaactggtca gctacgatag
  4590601 gtattgaact aattgcagtt agtattttaa tgaaacgatg gtttccagat gtaccgtcat
  4590661 ggatttggtg cgtagtgttt gcggtactgc tttttgctat taatgcgtta tcttcaagaa
  4590721 gttttgcaga agttgaattt tggtttgcaa gtattaaagt cattacaatc attgcattta
  4590781 ttattttggg cggggcagca atgtttggtt ttctagatat gaaaggaaat gaaccagcac
  4590841 caatgttctc tagttttact gattatggtg gattgtttcc aaatggatta tccgctattt
  4590901 taattacgat gattgctgtt aacttttcct tccaaggaac agaactagtc ggtattgcag
  4590961 caggtgagag tgaaaatcca gagaaaacaa tcccgaaggc aattaataat acagtttggc
  4591021 gtatactcgt gttctttgta ttatctattt tcattcttgc aggattattc ccttggcaac
  4591081 aggcgggagt aatagaaagt ccattcgtag ttgtatttga taaaattggt attccttatg
  4591141 cagccgatat tatcaatttc gttattatta cagcggttct atccgttgcg aattcaggat
  4591201 tatacgcaac ttctcgtatg ctatggtcta tgtctaatca aggaatgatt agtccgattt
  4591261 ttggtaagtt atctaaaaat ggtgttccta tttatgcatt gattgtaagt acaattgtag
  4591321 gttgcctttc attactatca ggtatttatg cggaagatac agtttattta tggctacttt
  4591381 ctattgccgg gttcggagcg atattagttt gggcatctat tgctctatct aacttattag
  4591441 ctagaaggtc atatataaag cagggcggag atgtgaaaga cttgaaattt aaaacaccac
  4591501 tgtatccatt cgtaccgctg cttgcattag tattaaatgt aacagtaatt gttggtatgg
  4591561 cctttattcc agaacaaaga atggcgttat attgtggaat tccatttatg attgtttgct
  4591621 tactgtttta ccgtgcgaca agaaataagg cacataaagt agaacatatt gaaaagacag
  4591681 atacaacaga agtagacagt ttataatatt gagtaattta gagactgtaa aattgtaaac
  4591741 agtctctttt tttgtgaaaa taaagctgga aacatattat gtatgtaaag ggggattagc
  4591801 gatgaatgaa gaagtttcac agctattaga acaaattgat ttacgaaaag atgagttact
  4591861 agagcttaca aaaaccttaa ttcgttttga aacaccagca ccgccggcga gaaacacaaa
  4591921 tgaggcgcaa gaatttgttg cagagttttt aagaaaacga aattttagtg ttgataaatg
  4591981 ggatgtatat ccgaatgatc cgaacgttgt tggggtgaaa aaagggacag aaagtgacac
  4592041 acataaaagt cttattatta atggacatat ggatgtagct gaagtatcgg cagatgaggc
  4592101 gtgggaaaca aatccgtttg agccatttat aaaagatggt tggttagttg gacgtggtgc
  4592161 ggcagatatg aaagggggac tagctggagc gttattcgct attcagctat tacaagaagc
  4592221 tggtattgaa ttacctggag atgtaatctt tcaatccgta attggggaag aagtgggaga
  4592281 agcaggtaca cttcaatgct gcaaaagagg gtatgatgct gattttgcag tcgtagtgga
  4592341 tacgagtgat ttacatatgc aaggacaggg cggcgtaatt actggatgga ttactgtgaa
  4592401 aagcccgcaa acgtttcatg atgcaacacg taggcaaatg atccatgcag ggggtcgttt
  4592461 attcggagcg agcgcaattg aaaaaatgat gaaaattgtg caaagtttac aagaattaga
  4592521 gcggcattgg gcagttatga aaacatatga aggttatccg tctggaacaa caacaattaa
  4592581 tccagctgtt atagaaggtg gacggcatgc agcgtttatt gcggatgagt gccgtttgtg
  4592641 gataacagtg cacttttatc cgaatgaaac acatgaacaa ataataaaag aaattgaaga
  4592701 gtatatcggg aaagtggcag ctgctgatcc atggttaagt gaaaatccac cgcaatttaa
  4592761 gtggggcgga gaatcaatga ttgtggatcg tggcgaaatt tttccttctt tagaaataga
  4592821 tagtgaacat gcagctgtaa aaacgcttag ctcagtacac gaatcaattc tttctaaaaa
  4592881 tgcaatttta gatatgtctg caacggtaac ggatggtggt tggtttagtg aatttcatat
  4592941 tccggccgtt atttacggac caggtacatt agaggaagct cattcaataa atgagaaagt
  4593001 agaaatagaa cagttaattg aatttacaaa agtaataaca gcatttatat acgaatggtg
  4593061 tcatacgaaa aaaatagatt agtatgttga aatcgtacag gtatgtatac ttgtacgatt
  4593121 ttttagtgaa ctatttcaga gttggataga aacaactgaa atagttcttt atttttctat
  4593181 gtctttcgtt ttagctcaat taatttctct ttcgctaatt caacagcaat tgcatcatct
  4593241 aaatagccaa ttggaaagag atagtcggga ataatatctg tcgataaaat gaaatacagt
  4593301 aatgcgccgc caagaactgc acgctcttct tttgaaatcg tttcattgca aaattgttga
  4593361 tacatatccg ttaattgttc aatgaaagga ccagcgctat caatttgttc taacttgctt
  4593421 gcaaaacttt catgaatacg cttttcaccc tctgttgttt gcgcatatcg ttcatagttt
  4593481 tcaagttctt gttttacgcg agttgttgtg tagtcgaaat cgaataagtt agaggattgc
  4593541 agcgtttgct gaatggtatc aagagatgtg tacatatccg tcttttcttt attaatgtga
  4593601 ggagaatctg gatacatttc atcaaataat aattggggtg ggacttgcag acattctgca
  4593661 aatttttgta gatgcttttg ctttggtggc tgtttaccat tcataattct tgagattgtt
  4593721 gcaggatcaa tacttgtcag cattccgagt tggcgcatag ataaggcacg ttcttttaaa
  4593781 agttttttta ttaatttact aagccgctca tttggattgt ctttaggcat agcgaaggca
  4593841 ctcctttttg ttgttgaaaa aatgttgagc atttattaca tgtatatgaa acagacaggc
  4593901 acagttgctc aacattttca taagatgcat tgaaaagtga gaaaaagggg tggctgttta
  4593961 tgagtacggc aggtctattt tcaatttttt taattgggat tgcttctaat ttagataatg
  4594021 caggtgttgg gattgcatat ggcattcgta aaatccgaat ttcgtggttc aataatttta
  4594081 tcatcgcatt tttggggttt ttatttactt tattagctgg cttttttggg aactggattg
  4594141 cgctatttat ttcagagttt acagcaaact tgattggagc aatcgtttta gggataattg
  4594201 gcgtgtttat tttgtgccag cctttcttgg ggcaaaaaaa taccgtaggc tctaaagatg
  4594261 gtaatgtact gatgggaatt ttacgtgatc cagaaaaagc agattttgat ggttcaaaaa
  4594321 caattagttt ttcagaagca gttgttttag gggttgcgtt gtctattaat aatattgcag
  4594381 gtggatttga tgctggggta acaaacttga acctttggct tacagcaact atttctgggg
  4594441 tgtttagttt tatttgtatt agtggatttg cgtatgtagg aaaacgattt ttagcagaat
  4594501 acttagggaa atgggcgaca gttattgcag gattgttatt aatttttatt gggattgatc
  4594561 agttgttgta aggagagtag aaaacaaggt tcgagtattt ccttggaaat atggcaagga
  4594621 attgcatata tcgacgtact tttctccata ctaatacgga tttcttttaa gaaaggggga
  4594681 tttgtatggg acgcggaaaa gcatttgatc ataagaaaaa agggcacgat catcaaccac
  4594741 ctaaaggtgc gttcattcat aaagatgtaa atgaacatac tttggaagaa gaagagctac
  4594801 cagtaaatat tgaggcgtat aaaaatagtt tgaaaaaaca ttaaaagcac ctacataggt
  4594861 gcttttttac cgtatatctt caattaattg ttctgattct tcatgcatac tgtactcact
  4594921 taatacttgg atacaaagcc actttaattc ttcaatcgta tgttcaagtt cttcaggaag
  4594981 cacatgatga atgtcttcaa gtcccattcc gaaatgaata agttcaagta cttgatcatc
  4595041 gatgttccga tccattaaca gttcaagtac ttctaaattg aatatgtatc ggtgagcttc
  4595101 atcgagtgaa acaactttta acttcaagct ttctacaata ctcaatataa aaagaagaat
  4595161 tgttttttca agaacaggct gttttcccat ttgaaatatt agtttcatct ttcacacctc
  4595221 cacatatagc gctaggttgt actatattat tcaggagggg ggagcaaata tgcatgatat
  4595281 agagaaactt tcagtacggt ttctgtacgg tcatggatag ctgataaaat tgagattttt
  4595341 atgaaatgaa aaaatcctgc tagtatagca ggatagctct gaattaaaaa atgctccaac
  4595401 cttcttgagc agaaagaagt tcaagaattt taaaaccagc gatactattt ccgtttgcat
  4595461 ctaaagctgg tccgaaaata ccaattccca tttctccttt tacgcagccg aaaataccac
  4595521 cagctacacc actttttgct gggataccaa cacgaatcgc aaattcacca gactcgttat
  4595581 acataccaca tgtaaccata aatgttttac aaatctttgt aatatgctta gggataattt
  4595641 gttttttctt atatggatca tatccatcca tcgcaaaaat taaaccgata cgtgctaaat
  4595701 caatacagtt tacttcaact gcacattggc gagtgtataa atccatcagt tcttcgatat
  4595761 cacaatcgat aattccgttt tgtttcatat agtaacaaag tgaacgattt aagtaagctg
  4595821 tctctaattc tgaattggca actttagaag aataattaat agtaggatta tctgttattt
  4595881 cacgtacgaa atgaagaatg cgctccattt tttcttcgtt atcttttcct gctaacatac
  4595941 ttgtaatagc tagtgcccct gcattaatca ttggattaag tggtttagaa ggactcgtcg
  4596001 tttctaactt aataatagaa ttaaatggat caccagttgg ctccattcca actttagaaa
  4596061 atacatattc ttcaccacga tctaaaagtg caagtgcaag tgtaattact tttgaaatac
  4596121 tttgaagagt gaatagtgtt tgtgagttgc cagcatggat gtattctgtt tctttatgga
  4596181 aaatggcaat ccctaaatca tctggattgg catttcctag ttcggggata taagtagcaa
  4596241 gctttccttt tttcgtatat ggttttactt gttctaacaa ctgttgtaag ttgtttgttt
  4596301 caatgcactg catagtacca acgctcctat ttcgaattaa ctaagtttac ttttcccgat
  4596361 atgctcggaa ataaataata acatgaaaaa gtggaatgat aaaacgaaag ttacatgttc
  4596421 tatattaggc ctttcgtttc gagtattcta tagtgaaaaa ggagaatttt ccttttatat
  4596481 aacagtttgg aaataggaga tttatccatg aaaaattcaa aaataaaaac tacacatcta
  4596541 tacaactata tgttattatg gttatgtaaa tagaaagcgt tttctaaggt gtacttataa
  4596601 tgataacgat ttcataaatt tgataggggg aattaaaatg ttgcagtttc tacaacgtat
  4596661 tggtaaagcg ttaatgcttc caatcgccgt actaccagca gcaggattat tgcttcgttt
  4596721 aggacaagaa gacgtattta acattcctgt tatggcacag gccggtgcag caatttttga
  4596781 taatttagca cttatttttg caattggtgt tgcaatcggt ttgtctgttg acggtagtgg
  4596841 agcagctgga cttgccggag caatcggata tcttgtttta caaaatacaa cgaatgctct
  4596901 aagtaagacg tattcagcag cagagttaaa tgataaatta aaaagtgttc aagatttagt
  4596961 cggttcagta gatccaacta aattagcaga tacaatgaca aaggtttcaa aagcagcggc
  4597021 gttaacgcca aaaataaata tggccatact cggtggtatt attgcagggg ttgttgcggg
  4597081 attactatac aacaaattcc ataagattaa actaccagaa tggttaggat tctttgcagg
  4597141 aaaacgcttc gtaccaatca ttacttcaat cgtaatgtta cttttaggat tggtattcgg
  4597201 tcaaatttgg ccaacaattc aaagtggtat tgatgcagtg gcacatggta tcgtgaactt
  4597261 aggttcaatt ggtgctggtt tatttggatt attaaaccgt ttattaattc caattggttt
  4597321 acaccacgta atgaacacat acttctggtt cgtacttggt gactttacaa atgcagctgg
  4597381 cgatattgtt catggtgata ttgcacgttt ctttgcaaaa gatccatcag caggtatgtt
  4597441 tatgactggt ttcttcccag ttatgatgtt cggtttacca gcagcatgtt tcgcaatgat
  4597501 tgcagctgct aaaccagaaa aacgtaaaat ggttacaggt atgttaggtg gtctagcatt
  4597561 aacttcattc ttaactggta ttacagagcc aattgaattc tcattcatgt tcttatcgcc
  4597621 agtactatat ggaattcatg ctgtattaac aggtctatct ctattcatta caacaacact
  4597681 tggcattcat gatggtttct catttagtgc cggggcaatc gattacgtct taaacttcgg
  4597741 tattgcaaca aaaccattgt tactagcagg aatcggttta atttacgcag caatttactt
  4597801 tgtagtattc tacttcttaa ttaagaagtt cgacctaaaa actcctggtc gtgaagatga
  4597861 agaggaaatg gctgaaggcg aagaagctcc agttgcaggt tcaattggtg aaacttacgt
  4597921 agcagcttta ggtggaaaag aaaacttaac agttattgat aactgtgcaa cacgtctacg
  4597981 cttacaagtg aaagatgctg gtcaagtaaa cgaagcagca ttaaaacgtg ctggtgcaaa
  4598041 aggtgttatg aaattaagta acacgagtgt ccaagttatc gtaggtacaa atgttgaatc
  4598101 tgttgccgat gatatgaaaa aacacgtata aataattaga taagaggata tccaaaaaga
  4598161 ttgataacat caatttttta gagggtatcc tcttttttta tgttaaaaaa ttaatgggaa
  4598221 tcttactttt gtaaattttc tttttctttt ttatgcatat aggttggtaa tatgtgcagt
  4598281 gcgtgataaa gtagggatga catagaatgg attatccata atctactaaa atgagtcttt
  4598341 agtaaaggta gtaaattatt ggtgaataag gggaaaaaag caatcatgga tcaggaaaaa
  4598401 aataatgcga atgggaaatc acgtcggccg attgtataca taaaaagaac aatcattctc
  4598461 gtcttactat tttcacttgt atatttcatg tatacaaaaa ttgttacgca taataagaaa
  4598521 gaagaaattt taaaagcggc agaaatgaag aagcaagaag agctaaaaaa gaaagaagaa
  4598581 aaaaagaagc aagaagcaca aaaacaaaaa gagcaggaag aacaagtgaa gcaagcacaa
  4598641 gctgcagaac agcctgctga gggaccacct caagaaatta atgaaaacgc tcaattagat
  4598701 caatatttac aaaacatagg atttagcggg acagcggtta ttgtgaagaa cggaaaagtt
  4598761 cttgtgaata aaggatatgg tatggcgaat aaagagaaac aagtaccgaa taattcagag
  4598821 acaacttttt atattggttc tatttcaaag gcgtttgtag cgactgctat tatgcaatta
  4598881 aaagatcaac ataaattaaa tgtagaggat acgattgcga agtatattcc agatttccct
  4598941 caaggtaata gtattcagtt aaaacattta ttaacacata catcaggaat tccggagtac
  4599001 gagcagggag cagaggatat ttctcatgaa gaattgataa aacgaatagg aaagcaaaag
  4599061 cgcattggaa gtccaggaga gaaatggaag tattccgatt ctaactattc gatacttgcc
  4599121 tatattgctg agaaggtaag cggacaaccg ttagaagagt atattaaaca acatattttt
  4599181 gcacctgctg gtatgaaaca ttctggtttt ggtagagagc tagaacaaac aagatttcca
  4599241 tcgacaggtt ataaaatagt aaataacaat atgacaacac ctaatattcc aagtatgtca
  4599301 caactatatg gttgtggtga tatatataca agtgcacatg atttatattt atttaatgaa
  4599361 gcacttttct ctggaaagtt aatttcaaaa gaaagctacg atcaaatgtt tacaggcgga
  4599421 aaaaaagatt acgggtttgg atggtacgta gacccgggaa gttattcgaa tcacggtgta
  4599481 atgccaggct ggaattgctt gaatggattt agtaaaaacg gaagtgtgta tgtcgtttta
  4599541 ttatctaaca ttcaaaataa tattaaatcg tttggtaaag tgaacaacga catttatacg
  4599601 atgttgcgaa atattgaagt gtaagagact atccttttgg atagtctttt ttttgcttag
  4599661 accatattgt ttcgatgaaa aatgtatgtc ttacctatca caaaaagagt ctgctttgtg
  4599721 tacattaaga tgtatggata tatttttata atttaaaaat aataggagga gaagtgtatg
  4599781 tgtctgttcg gtaagtattg gaaaaagtta tcgagattgt ttaatagaca attagattat
  4599841 tttttagata ataagttatt gcctgctgta gaacgacttt tattttcaca aaacttcgcg
  4599901 agatttattc aaagaaactc taagcaagct acggaagaat ttattgaatc aagtaaattt
  4599961 caatctatta tttgtaacat tttaaaagaa tgtaatacat caccttttaa agaaattgca
  4600021 gagcagtatt tgggtaaaaa cgtagaaatt acagtgacag ttggacagtt aacgggtgtt
  4600081 attgtagcag ttggtgatga tttcttaata ctacaagaag gaataggaac agaagtgtta
  4600141 ttaccgtttg caagtattat atcaattaaa gaagcgtaag aaaggagatt tatatatgtt
  4600201 atttactgat gaattgcgta accatgttgg cgagctggtg caagtggtga ctgctgttga
  4600261 aatcgtttca ggtgtgcttt tatctgtgac agatggagca gtaagcgttc gtacttctcc
  4600321 ttcctatgga ccaccggaag atgtaattgt acgtattcct gttattgcct atgttcgctt
  4600381 ggaagggtaa gcgtgataaa agtatgaaag tatcagttgt tattccagtg cataatgagg
  4600441 caagtacttt atcaaaagtt ttagcagaag taaaaaagtt agaaccatat gaaattatca
  4600501 tagtagataa tggatcgacc gatgggacaa aagaaatagc attacaacat cattgccgtg
  4600561 tgatttatta taatcattct cttggtaatg atgtgggacg ggcaattggc gctagagaag
  4600621 caaaaggtga aattgtctta tttttagacg gtgatatcgt catgaaaagt gaagaattat
  4600681 atccttttat taaaggaata cagcaaggac atcaaattgt tttgaataac ttaacatggt
  4600741 ctgtttattt aaaagtacga ccgcattata cgacggttgg aaaatatatg ttaaatcgtt
  4600801 atttgaacaa gaaagaattt gttgtagggt ctttaattgc gataccacat gcaattagtc
  4600861 gtgaagtgat tgaaaaactg gggtggtgga atttagcaga tccagcatta tttcaagcga
  4600921 tggcgatgtc tagaggagta gatatttcag atatggcttc agttgatgta atatacacaa
  4600981 ataaagttcg tcctgttcat acgggcacat cacctgattc tccttatcct aaagcgacta
  4601041 gtcgtattat gggcgatcat ttacgtgctt tgcaatatat aactgaaaca tatggtaaac
  4601101 gcggtggttt ttcggaggga aatagagata gagagtttat agggaaatat aaaccagttg
  4601161 tattaaaaaa ggaaaaagcg aaatacagtg cgattatacc agtgtcagaa gaaaaaacga
  4601221 ctataagatc tgttatacaa gaagtaaaaa aagcaggagt agatgaaatt attattgttg
  4601281 cgaatggagc agatattgag actattaaac aagtaaacct agagaatgtt attgttgttg
  4601341 aagttacgaa gacgcttgga aacaatgtag cacgagcgat aggtgccatg catgctacag
  4601401 cagagatttg tttattcgtt gatggagatt atgctattcc ggcaaaaaaa ctagttccat
  4601461 ttttgcgtgc tattgaagat ggaagtgata tggcattaaa tgatttgcag tgtttattag
  4601521 atatatttca tccagcagat ccaattagta tgggaaaata ctttgtgaat ttggtagcga
  4601581 aacgaccaga tttatggaat aactcactaa cagcagtacc acatgccatc cgtaagaagg
  4601641 taatagagaa aataggatat gactctctta tcattccgcc attagcacaa atgaaagcta
  4601701 ttttagaagg gttctctatt acaaccgttg agtttgtaga tgttataaaa acaaatcgag
  4601761 tacgtccaga gcaacatgaa tttgtaaatg ggcgcatttc agcatttgac cgtattttcg
  4601821 gtgaccaact tgaggcgatt gcatatttat tacaacatac agacgaacgc ggaggttttt
  4601881 acagatggag atagagatag agaaataatt caacaattga gaagggaaga agagaataca
  4601941 aatgaatact agtcgtaaag tagctatcat tggattaggg tatgttggtc ttcctttagc
  4602001 ggtccatctt gcagaaaggg gccatactgt acttggacta gacaaagata ctagaaaaat
  4602061 agaatccatt ataaaaggag aaagttatat tccggatgtt tcttctaaag cgttacaaag
  4602121 tttattgacg aaaaaaaatt aatagtaaat acaccggatc aaggtattgc tgagtttcaa
  4602181 aatagtgatt atgttattgt cactgtcccg actccaatta atgaacaaag agaaccagac
  4602241 ttaagtgccc tcatttcagc ttcacattat atacaacaaa accttcaaaa aggacaaacc
  4602301 ttcatttttg aaagctccac atatccaggt acactcgagg aagttatcat tcctattatt
  4602361 tctcaaacag gtaaaaaggc aggagaagat ttctatatcg gatattcccc tgagagaatt
  4602421 gatccggcaa atagtcaata ttcagttcaa acgattccaa aagttattag tggacaaaca
  4602481 gaaaagtgta aacaaaaagt acaggctttg tatagcacta tttttgatgt agttgttcca
  4602541 gttagttctc cgaaggtagc ggagatgtgt aagctatttg aaaacattca gcgcctagtt
  4602601 aatatttcgt tagtcaatga gctaaacaca ctatgtgaaa gtttaggaat tgatttttat
  4602661 gaggcgcttg aagcggcatc tacaaaacca tttggattta ctccatattg gccaggtcca
  4602721 gggataggag gacactgtat tccagtagac cctttatatt ttcaatggag aataaaaaag
  4602781 aatggtgcaa tgagtcaatt gattgaagca gcgcatgtaa ttaatgaaga aatgccagag
  4602841 aaaatggtcc agaaagtaaa aggtgtggtg caaccacctg caacggtttt aattgtaggg
  4602901 attgcatata agaaagatgt aaatgactta agagaatcac cagcgttgcc aattattgaa
  4602961 ttgttaataa aagaaggata cgagatagaa tatcacgatc catatatttc ttcggcaaaa
  4603021 tttggagata aggtgtacca atctgtttct ttaaatgaac aagccgttaa ccaagcgagt
  4603081 tgtattttaa ttttaacgga tcattctaat attgattgga agctttttaa aggaataaag
  4603141 cgagtagtag atacacgtgg aattgtaaag aaggtgagta aatgagtaag aaatgtttaa
  4603201 ttacaggcgg agcaggattt attggatccc atttagctga agagttggtg ggaagaggtt
  4603261 ataatgtcac gattgttgat aacttctata aagggaaaaa taaatatcat gatgagttaa
  4603321 tgaaagaaat tcgggttatt ccaataagtg tcttagacaa aaattctatt tatgaactcg
  4603381 taaaccagca tgatgttgtg tttcatttag cagcaatttt aggtgtgaaa acgacaatgg
  4603441 aaaagagtat agagctaatt gaaacgaatt ttgatggaac gagaaacatt ttacaagcag
  4603501 cgctaaaagg aaaaaagaaa gtagtttttg cgtctacttc agaagtatat ggtaaggcaa
  4603561 agccaccctt ctctgaagaa ggagaccgat tatacggtgc aacttctaaa atacgttgga
  4603621 gttatgcaat ttgtaaaacg ttagaagaaa cattatgttt aggatacgct ttagaaggtt
  4603681 tacctgtaac gattgttcgt tattttaata tttatggtcc acgagcgaaa gatggtccgt
  4603741 atgcaggggt aatcccgcga tttattagtg cggccctgca gggagaagac attctcgtat
  4603801 atggagatgg agagcaaaca cgttgcttta cgtatgtaag tgatgcggta gaggcaacga
  4603861 ttcgggcaat ggatgagaag gtaaatggtg agattattaa tataggttct gagaatgaaa
  4603921 aaagtataaa agaagtagca gaggtcatta aaaaattaac ggattcttct tcaaagattg
  4603981 tgcaagtacc ttttgaagaa gtatatccac atggttttga agaaattcca aatagaagac
  4604041 cagacgtaac aaaattaaaa gatcttgttc aatttcaggc gaaagtaacg tgggaagacg
  4604101 gattgaagga aacaattaag tggtttcgtg aagaagacaa tggctaagtc attatctgtt
  4604161 attattcctg catggaatga aatcgatacg atttcagacg ttattcaatc ggtaaaagga
  4604221 ttaaatccat tagagattat tgtagtagca aatggttgta ctgatggtac agaaacagtt
  4604281 gctgagcatt taggatgtaa agtactgcgg tatacagaaa agcttggaaa tgatgttgga
  4604341 cgtgcagctg gtgccaaaga atctataggt gatgtactac tatttataga tggcgatttt
  4604401 gctattcaaa cttcaaaatt acagttattt cttaatccga ttttatacaa tcaggcagat
  4604461 gtagttttaa ataatttgga cgcattattt ttaaaaaggc aaaaacctaa ttctattaca
  4604521 gtatggcgcc aaatattaaa ttcaatatta gagcgtgaag agttaaaaat tgattcttta
  4604581 ttagctgtac ctcatgcgtt gacgaaagaa gttgttcaaa gtattggata tgaatgtttt
  4604641 gttaatccta ttctcgctca tttacgtcta gttcaaggca aatggagaat tagtcgacat
  4604701 tgtgcaattg acgttattac gccaaataaa tttcggccga cagagcatgc tgcgtatggc
  4604761 acagatcttt ctccttctga aaaacggatg ataggtgacc atatagaagc tgtagcagag
  4604821 cgaatagtag gtagcgatga gcgcggaggg tattgtgatg gaaataggaa aagagatagt
  4604881 gtctatcata ctttagattt tgaagatttt tatcaaggat ggggcgttac atctaatttg
  4604941 tataagggaa agcaattatc ggtcattatt cctgtacaag atgaagagaa aacaattgga
  4605001 aacgttatag aagagcttcg caagattgaa ccttttgaaa ttatcgttgt tgtaaatggt
  4605061 tcgtccgatc aaacggcgac aattgcaaaa gacaagggag caacgacaat tgtatataaa
  4605121 gaagcacttg gaaatgatgt ggggcgctca cttggaacgt attttgcaaa aggagaaatt
  4605181 gtgttattta tagacggcga ttttgttatt ccagcgagcg agctatatcc ttttgcgaaa
  4605241 gccattgcag atgggacaga tgttgcatta aatgatctaa atcattattt ggatttaaga
  4605301 gtaccgcttc atcttgtaac tgcatttaaa tatgcattaa atttagcttg tgatagaaaa
  4605361 gatctaggcg taggctcact tatcgctgta ccgaatgcgt ttagccgtaa gtgtttgaaa
  4605421 caaattgggt atagatcttt attggcgccg tgtgtagccc aagtgaaagc tattctttca
  4605481 ggatttgaag ttgcatgtgt aagtcgtgtt gaggtcgata agatgaaccg tattcgtccc
  4605541 agtgaacatt ttgctaaaat aggtcatcca ccagctgtac ttcgaattat aggtgaccat
  4605601 atagaaggat tagagcaatt aattggatta acaggcagtc gtggtggatt ccatgatgga
  4605661 aatagaaaaa gagatatttt ataggtaaca aaaaagtgta caacatatgt acactttttt
  4605721 gttctgttat aaaaactata acagattagg agataagagt attacagctc tacaatgggt
  4605781 attgttttta tattacaaaa taggactcgt atataagaat accaaaaaaa tacaattaaa
  4605841 gaaaggggta attttaaaga ctttaaaatg aggttaacac tatgtatata gtagtttgct
  4605901 caatatttca caaacatgtc acaactattt cgttcacttt cgtaaaaaag tagtattcta
  4605961 agtgtgtaag ctgttatata aaaaatctta gtcctgtact aatcaaaaat ggaggagatt
  4606021 aggatgactc aagtattaga aaatgttaaa aacgcatggg aaaactttaa aggtgaaaaa
  4606081 tggaaagcag agattgatgt tcgcgatttc attttaaata atgtaaacgt ttacgaggga
  4606141 gatgaatctt tcttagcggg agcaactgaa gcaacgaaac aactttggga tcaagtaatg
  4606201 gatttaacaa cgaaagaacg tgaaaacggt ggcgttcttg atatggatac aaaaattgtt
  4606261 tcttctatta catcacatga accaggatat ttaaataaag agactgaaaa agtagtcggt
  4606321 ttccaaactg ataaaccatt taaacgttct ttacagccat atggtggtat tcgtatggcg
  4606381 gaacaagctt gtgaatctta tggatacgaa atggataaag aacttagtcg tatttttaga
  4606441 gattggagaa aaactcataa ccaaggtgta tttgatgctt atacaccaga aatgagagct
  4606501 gctcgtaaat caggtgttat tactggtctt ccagatgcat acggacgtgg acgtattatc
  4606561 ggtgactacc gccgcgtagc attatatgga gtagatcatt taattgaagc gaagaaagca
  4606621 gatttaaatt taactggcgg tgtaatgagt gaagatacaa tgcgtttacg cgaagaatta
  4606681 tctgagcaaa tacgtgcact tcaagagtta aaacaaatgg ctgcttctca tggatttgat
  4606741 atttctaagc cagcaacaaa tgctcaagaa gcattccaat ggttatactt tgcatatctt
  4606801 gcagcaatta aagagcaaaa cggagctgca atgagtcttg gacgtacttc tacattctta
  4606861 gatatttata ttgaaagaga tttagcaaat ggtactttaa cagaagaaga cgtacaagaa
  4606921 attgtggatc acttcattat gaaattacgt cttgtgaaat ttgccagaac acctgattat
  4606981 aatgagttat tctctggtga cccaacttgg gtaactgagt ctatcggtgg tatggcatta
  4607041 gatggtcgtc cattagtaac aaagaactca ttccgtttct tgcatacatt agataattta
  4607101 ggaccagctc cagaaccaaa cttaacagtt ctttggtcta aacaattacc acagaacttt
  4607161 aaaaactact gtgcgaaaat gtctattaaa acatcagcaa ttcaatatga aaatgatgac
  4607221 attatgcgtg ctgactacgg cgatgactac ggaattgctt gttgtgtatc tgcaatgaga
  4607281 atcggtaaac aaatgcaatt ctttggcgca cgtgcaaact tagcaaaagc attgctatat
  4607341 gcgattaacg gtggtaaaga tgaaaaatct aaagcgcaag ttggtcctga gtatgcaccg
  4607401 attacttctg aagtattaga ttatgaagaa gttatgcata agtttgatat gacaatggaa
  4607461 tggttagcgg gtctatattt aaacacatta aatgttattc actacatgca cgataaatat
  4607521 agctacgaac gtattgaaat ggcacttcat gatacaaatg ttcttcgtac aatggcaaca
  4607581 ggtatcgcgg gtctatctgt agtagcagat tctttaagtg caattaaata tgcaaaagta
  4607641 aaaccaattc gcgatgaaaa cggaatcgca gttgactttg aaattgaagg agatttccct
  4607701 aaatacggta acaatgatga ccgtgtagat gaaattgctg taaatcttgt gaaaacattt
  4607761 atgaataaac ttcgtaaaca taaaacatac agaaattctg ttcatacaat gtcaatctta
  4607821 acaatcacat ctaacgttgt atacggtaag aaaactggta acactccaga tggtcgccgt
  4607881 actggagaac catttgcacc aggtgcgaac ccaatgcatg gacgtgatac aaaaggtgcg
  4607941 ctagcttcat tattatctgt agctaaatta ccatatgaag atgcacaaga tggtatttct
  4608001 aatacattct ctattattcc aaaagcactt ggtaaagagg atgaagtaca agtacgtaac
  4608061 ttagtatcaa tgcttgatgg ttatgcagta aaagaaggac atcacttaaa tattaacgta
  4608121 tttaaccgtg aaacattaat ggatgcaatg gaacatcctg agaaatatcc acaattaaca
  4608181 attcgcgtat ctggttacgc tgtaaacttt attaaattaa ctcgtgaaca acaaatcgat
  4608241 gtaattaacc gtacaatgca tgaaagcatg taaatgaaaa aagtgtccct ctgcatttta
  4608301 taaacagcag agggaggctg tttcaataaa ggaggaagta acatggtaaa aggaagaatt
  4608361 cattctgtag agtcttgtgg tactgttgat ggcccaggaa ttcgttatgt catatttaca
  4608421 caagggtgtt tattacgttg tcaatattgt cataatgctg atacgtggga gatcggtaaa
  4608481 ggaaaagaaa taacagtcga agaagtaatg caggatgtga catgttacct tccttttatt
  4608541 gaagcttccg gaggcggtat aacagttagt ggtggggagc cattattaca gctagatttc
  4608601 ttaattgaat tatttaagaa atgtaaggaa attggaattc atacaacaat tgattcttcg
  4608661 ggtgggtgtt attctgaaga aacagaattc caaaataagc tagacatttt aatggagtac
  4608721 acagatttag ttttattgga tttgaaacat attgattcaa agaaacatcg taaattaaca
  4608781 ggaaaaccaa atgaacatat tttacaattt gctcgttatt tatcggataa aaataaaccg
  4608841 atttgggtac gacatgtatt agttcctggt gttactgata atgaagagga tctacaaaag
  4608901 ttatctagct ttattcaaag tctgtctaat gttcaaaaaa ttgaagtgtt accatatcat
  4608961 aagcttggtg tatataaatg ggaggcactt ggacataagt atccacttgc gaatgtagaa
  4609021 ccacctactg aaaaaaatgt agaacaagca agacatattt tacaagcagt ctaatccaaa
  4609081 tattggatta gactttttgc tttctttaca ataaaaccta gagtatatat agagaaaaga
  4609141 gtatactaaa aatagaatat ccatattttt gtaaggaata agtggagaaa tttacataat
  4609201 tgtaaaggga aatcaaaata gtaaaaagaa ttaagaagta aaagagtgag tatcatggaa
  4609261 tagagaacat ttgtaagtta ttgcgaaagc tcttatagga aagtataatg taaagatatg
  4609321 agcacagata ggattaaggg gtcaatctta tatgctttgc atatccacga caggtacata
  4609381 gctgaaagag aaatattaga gtctgtttat gtaattttta aggaaaatgt ttttcctatt
  4609441 gtcgtatatg caatatggag aaacaataag ctaggagtgg atttgtttga taaaaaaacc
  4609501 caaggtttta atattaactg cacattacgg taacggtcat gtgcaagtag cgaaaacatt
  4609561 agaacaaaca tttcgccaaa aaggaattaa agatgtaatt gtatgcgatt tgttcggaga
  4609621 atcacatccg gttataaccg atattacaaa atatttatat ttaaaaagtt atacaatagg
  4609681 aaaagaatta tatcgcttgt tttattatgg cgtagaaaaa atttatgata aaaaaatagc
  4609741 atcttggtat gcgaattttg gaagaaaacg cttgaaatta cttttacaag cagagaaacc
  4609801 ggatattgtt attactacct ttccgattat agctgtacca gaattaaaaa agcaaacagg
  4609861 tatttcaatt cctgtgtata acgtattaac ggatttttgt gtgcacaaaa tatggattca
  4609921 tcgggaagta gatcgttatt ttgtagcaac tgatcacgta aaaaaagtta tggttgatat
  4609981 cggtgtgcct gcggagcaaa ttgttgaaac cggaattccg attcgtagta gttttgagtt
  4610041 aaagatcaat ccagacatta tatataataa atatcagtta tgtaagaata aaaagatttt
  4610101 actaattgta gcaggtgctc atggggtatt aggaagtgta aaagaactat gccaatcatt
  4610161 tatgtcagta cctgatttac aagtagttgt cgtttgtggg aaaaatgaag cattaaaaca
  4610221 ggatttggta ggggtacagg aaacaaatcc tgatgcatta aaagtatttg gttatgttga
  4610281 aaatattgat gaactattcc gcgttacttc ttgtatgatt acaaagccag gcggtattac
  4610341 gttaagtgag gcggcagcat tgcaagtacc tgtcatttta tataagcctg ttccaggaca
  4610401 agaaaatgaa aatgcgatgt actttgaaag aaaaggagct gcagttgtca ttcgtgatga
  4610461 tagtgaggtt tttgcaaaaa cagaggcgtt attacaagac gatatgaagc ttcttcaaat
  4610521 gaaagaagcg atgaaaagca tttatcgtcc ggagccagct gatcatattg tggatacaat
  4610581 tttggcagaa aatcatgtag aaccgaatca tatacctatt aaatcacctg cacttgcaca
  4610641 atcatttact taatatgaaa ccctcttttg tatgtttaaa gagggttctt tattgttctc
  4610701 taagataaag acttatccac atgaagattg cgttttcatt aaacagtaaa gtcggaatat
  4610761 taacaactat atccacatta tccacaattt ttagaaaaat atccacaatt ctaacattta
  4610821 atgtacgttg caatatataa acttgtgaaa ggtttggtga atttatgcac aattccataa
  4610881 attatgtgga taacgttatc cacataaaaa aaggttcctt atttataagg aacctttttt
  4610941 ctactctatc acgtagaaaa aatatgtaat gagaatgaat aattaggggg gagaacttct
  4611001 aattattcat tctcacttta aatacttttc gagcgataac ccgctgcgcg atctgcttta
  4611061 cgaaattctc gttggtagag aacttcttgt gtactagata acgcgttttt tgttttgtca
  4611121 cgtttctttt tatccattac aaatcacctc gtgtccgaaa gttactatct atcgtttcca
  4611181 aagacatggg gtgatatacg tatatatcaa aatgttaatg gttaattatt atttctgaaa
  4611241 atttagatta tgcttctttt aagtgatgtg catcttggaa cgttgtatcg cgcattgtag
  4611301 caagtgtata ttgatctttt ggaatttcat ataagttata tacttcttca ttcgcattaa
  4611361 tttcatcata aacagctttt cttgtttcat ttgctagatt tacatattgt aatttctctg
  4611421 cagctttaat agaacgaata tttattttgc gaatacgcat aaagattgtt tcaatatcta
  4611481 gctcgtagaa aagttcgcta aaaaatgaat cttttgccaa tttattgtag ccttttccat
  4611541 gataaggttt gccaagccat gttccaagga atccagcttt ttcttgcaca tcaaataaag
  4611601 taattgttcc gatagggtta cccccattca tctaaaattg tgcgtgaaat taattcccca
  4611661 cgctcttcag cttcaatcgt ttgtttcgtt aaaaataaat attcctcata agaataagcc
  4611721 ttttgacgca caaaagggaa gacagctgga tccaccatta actcgtatag aacgtggctg
  4611781 tcgtgtaagt cgcgtttttt taacatacta actcctcctc acacgagggt agcatgacga
  4611841 aaaaacaccc caccctcgaa atttttatat caatctttaa aaaatttcgg ggtgggaatc
  4611901 gaacccacta gaaccagttt ctaacgctgg tggcgcacca tttgccttcc ccattcatca
  4611961 atttgaaaat gataatcacg acacaaattg attatggttt cattcagttt ataatcgtat
  4612021 aatactttat ctagtcaaaa aaataaacta gtttttttta ttttttttgt aaattatttt
  4612081 tccatcaatc atagttagta caggcttggc taaataatgg aaaggatgat gggtccacag
  4612141 cacaagatca gcgtcttttc cgacctcaat gcttccaatt ctatcctcta aacgtaaatt
  4612201 tcgtgctgga aatatagtga ttccttctag tgcagttttt tcgtctaatc cttcccttac
  4612261 agcaacagca gcacaaagat ttaaatattg aatgggtgta taggggtgat ctgttgtgat
  4612321 ggaaacttcc actccatttt tcgataatat atggtaagta tcccatgttt tgtttttaag
  4612381 ttcaatttta gaacggcgtg taagcgtggg gccaactgaa actttcaaat tgtgcttcga
  4612441 aagttcctca ataataaagt gtccttctgt acaatgttca atacgtaaat cgagattgaa
  4612501 ctctgttgca aaacgtagag cagaactaat atcatctgct cggtgagcgt ggatacgtac
  4612561 gggtatttcg cggcgtaatg cttttaaaat aggaagcatt cgaaaatcag cttcatgccc
  4612621 gtagtgttgt gcttcataaa atgattcccg aagtaatccc ataattccca tacgcgtaat
  4612681 ggactctttt gttccattac tatggacttt tttaggattt tcgccaaagg caatctttaa
  4612741 gccagcaggt tcttgaataa tcatatgatc aatacaagtt ccggctgttt ttattacaca
  4612801 agtcgtacca ccaataatgt tttgacttcc tggcataacg tgaacagttg taattccatt
  4612861 ttgtacagca tcttgaaatg caatatccaa agggtggatt ccgtctaaag aacggatatg
  4612921 tggtgttgaa acttcagatg tttcatttgc atcattgcca gcccaaccag taccttcatc
  4612981 gtagagacca agatgagtat ggacatcaat aaatccaggt aaaagatgaa gagcacgtgc
  4613041 atctataact gtcatatctt gagtaggttg aatgaaaggc ttgacctcag caattttttc
  4613101 tcctataacg agtacatccc cttgaaattt ttgggatgta ataggataga ccatggcttg
  4613161 tttgagcaat attttcatag gtacctcatt tctgttactt tataatgtta atggaatgta
  4613221 aggaaaagta actgaacgat tatttgtgta ataatgctcc ggattctagg aaatgaaaat
  4613281 tttggaagta acccctgtaa aactatgttt tagaagtact acattgtatg cgaaagtata
  4613341 ttttgtaatg catggtctat tgttggaaat gtgtattgat acccatgctc aattgcttta
  4613401 ctaggtaata catgttgtcc ttctagtaca agtatgctca tctcacctaa taaagcatga
  4613461 agcataaatg aagggacagg taaccaatga ggttttttca ttatagttgc aatggtttct
  4613521 ccaaatccct tcattcttat aggctctgga gctgtaatgt tgagcgggcc atcaatttct
  4613581 tttttgtgta tgatgaaatc aatcatggaa gcgacatcgt ctatatgaat ccatgataac
  4613641 cattgctttc cagatccaac tgtacctccg atatagaatt gatagggaag tagcattttg
  4613701 ggaagggctc ctccgtctgg acctaatatg actccgaatc gtgcatagat tgttcgtatt
  4613761 ccgagagagc gtgctttaga tgcttcttgt tcccatgaat atactgtatt tgctaaaaag
  4613821 tcatttccgg gagtcacatg ctgttctgta aaagactcgg tttcagacgt tccatagtat
  4613881 ccaattgcac tcgcgttaat aaatgtatgt ggttttgcag ggagtgcctg caattgttta
  4613941 atgagtcctt ttgttgtttg aattctactg tttaaaatga ttttcttttg tttctttgtc
  4614001 catctactat taatagactc tccagctaga ttaataacta catcaataga agagagaggg
  4614061 aaggtttgta aatctggtgt ccattgcaca tactgaaggt tagggtgaga agtttcagta
  4614121 gttttttttc ttgtgagaat gtaaaccgta tatccttttt gaataaaaaa agtagaaagg
  4614181 tatgtgccga taaagccggt accaccagaa attgcgattt tcacaattat ttcctcctca
  4614241 ttatatatat tcttgaaaag caaaaacgtt cctcgactat gttaaaataa tagagaggtg
  4614301 agagtatggc tgtcattaca aaaatagaag tgcaaaaacg atcgaaagaa cggtttaata
  4614361 tttatatcga taaaggtcaa ggtgaagaat acggatttag tgtgaacgaa gtaatcttaa
  4614421 taaagcacgg attacaaaag ggcttagaaa ttgatgaaat agcgttagga aatattttgt
  4614481 acaatgaaga ggtacaaaaa gcatatttac aagcaatctc ctatttatcc tatcaaatga
  4614541 gaacgaaact agaaatagaa gatttcttac gaaaaaaaga agtgggacaa gccatcatct
  4614601 ctgaagtcgt ttcgaaatta ttacatgacc gatatattaa tgataaagag tatgctattt
  4614661 tatatacgag aacgcaaagt aatgtgaatc gaaaaggtcc aacggttatt aaaagagagt
  4614721 tgttaaataa aggtgttcag gatctaatta ttatgcatag tttacaagaa tatacgaagg
  4614781 aaaagcaaat tgagaatgct ttaattctta tagaaaagaa gaaaaagtct tatcaaaagc
  4614841 attccttttt acaaatgaaa ctaaagttag atgaaatgct tgttcgtaaa ggatattcta
  4614901 gagatgtgat tcaaatttgt ttggaagaat tgaaagacga aaaagatgac gaaaagcaac
  4614961 aagaagcgtt acactatcat gggaacaaat actatgagaa atataagaag tatgatggat
  4615021 ggacgtttga aaataagatg aaacaagcgt tatatcgtaa aggattctct attgatgaga
  4615081 tagagatatt tttgcaaatg aaacgtgaag agggatgagg gaataaaatg aatatgccaa
  4615141 aacgctacag tgaaatgaca ccatatgagc taagggaaga aattggggtt ttgaaagagc
  4615201 aagcaataaa agctgagcaa cttggaattg taaatgagtt cgatgtatta atgcgaaaga
  4615261 tagcaatggc tcgtgcttat atgactgaca taaataaatt ccatattggt gagacgtatg
  4615321 aattagtaga agaacctggt atattatttg aaattacgta tttcaatggg gtatttgctt
  4615381 ggggacataa gcaaaatgat aatgaagaga ttggaatacc gatttcttta ttacaagaaa
  4615441 aataaaaacc agagagcgaa tatctctctg gttttcatct ttggtaggcg ttacaggaga
  4615501 taggagattc taaaattggc gttttttaca ttcattcgcc aatataatga gagactgggt
  4615561 ttgttgcgtc tgtccgttaa cttgcgcttt tgcatgtttc ggacgagtcc acgtatggtt
  4615621 aaataattca gaacgactat ctaagcgatc acggtagctc atctttatca cctcgtgtag
  4615681 gaagttgaag ttaaattact ttgtactact cttcctgctg atttgcagca cgcatacgtt
  4615741 cttgtgggtg cgtgttaatt gtgccgttag gtcgcttcga agcgaagcgt gatttcgctt
  4615801 tcggttgacc gtcgattttg ctgttgtttt ttgactcaga ccaaaattcg gcttgtttac
  4615861 ccattgcgaa cgccctcctc atcatcagtt gatacctctt gaagaagtat caattataga
  4615921 atgtgcaaaa tagaagaaac tatcctttag aaatgaaggg ataattaggt aaaggagatt
  4615981 agaacatgaa tgatatttat gaagcattaa cgaaagaact attagagaaa aatgacaaac
  4616041 tttcttatgc acaagctcgt gcgtgggttg aattactgtg ggaagatttt caaacaactt
  4616101 atgcgaaatc aggtcgttat caaggagaag aaatgactga acaagtggtg cgatcatgga
  4616161 ttaataatca tggaggacgc cttcatgaaa tgcgtacaaa taatccgaaa tatagccatc
  4616221 taatcaatca agaagatcat ttgaaacatt aaaaaaagcg acttaagtcg ctttttttaa
  4616281 tgtggaagta actccagttt ttttcgaagt ttttcttcac taaaaatcca tcctgtatag
  4616341 gaactaataa tatttaaatt atgatcgagt tgaacgattg caacgaatgg ataataatct
  4616401 ttactgcgat atcgcaaatc aatgaatcga acttcataat aatgatcata atcgaaaata
  4616461 tcccagcgat acacaggaga gaaagataaa aacgctgaga tgttttcatc ttgtttagct
  4616521 gcgcgcataa tagcattatc tgggaacggt acccgatcga acttgtcata tatcatgata
  4616581 ttaccacggt gccatctcgc aacgtagtaa taatcagccg taacgactgc taaatggtaa
  4616641 tgataaaatc ggtaagaagg agaaatgata atcttttcga catttttgaa acgtttgtgt
  4616701 acaacgcttc ttatatttct gtgcataata atccgtccga tgtagtaaat aatcattaat
  4616761 atatacgctg ctaaggcagt atacccttta tgggaaccta cgagcataca agcaattgcg
  4616821 agtatatgga taaagaaaat gacggtatca aatgtattaa tgatgccgag tgctacccat
  4616881 ttttttgtga agggccgtaa tgcttgtgta ccgtaggcat tgaaaatatc tacaaagacg
  4616941 tgaagaaaga ccgcaataaa tgaccaaagt agtagatgaa gatatggagc gtctgaaaag
  4617001 aaggcgaaag agatgccact tataaggaac gaccaaagaa ttactgcagg aatggaatga
  4617061 gtaatcccgc gatgatttct tatatattta gcgttattac gcaattttaa aactgtatcg
  4617121 atgtcaggaa tattggaacc agcaattgta gcaagcataa cagcttgagg accaatatca
  4617181 ctttgtgcta tggctggatc taacgtggcc aaactgccta gagtaacgcc cataacaagg
  4617241 tgagtggctg tgtccataga aatccacctc cgttttttat taatgtaact ctttttattc
  4617301 gatacctcaa gtcctttgcc ttctatttcc tatgtcatct tacttaaatt ttttcctaaa
  4617361 atctttataa tagtacttat atgcaaaaaa atgaggggga tcaagtttga cacttgaaat
  4617421 attaaataac tttaacatag agcagtttca aaatgattta attggttggt ttgaaaaaga
  4617481 gcaacgtgac ttaccgtggc gtaaaaataa agatccatac cgcgtttggg tttcagaaat
  4617541 tatgttgcag caaacgaggg tagaagctgt aaaaccatat tacgcgaatt ttatggggaa
  4617601 gtttcctact ctagaagctt tggccaatgc tgatgatgaa gaagtgttaa aagcatggga
  4617661 aggtttaggg tattattcta gagcgcgaaa tttacatgcg gctgtaaaag aagtaaaaga
  4617721 agtatatggc gggattgtgc caagtgatgt aaagaagatt gagaaattaa aaggagtcgg
  4617781 cccctataca aaaggtgcta ttttaagtat cgcatatggc ataccagagc cggcagttga
  4617841 cggaaatgtt gtgcgtgtat tgtctcgtat tttatcagta tgggatgaca ttgcaaaacc
  4617901 gaaaactaga aaagtgtttg aagagattgt gcgtgaaatt atttcggctg aaaatccatc
  4617961 ttattttaat caaggtttga tggaattagg agcactgatt tgtattccta aaaatccagc
  4618021 atgcttactt tgtcctgttc gtgagcattg caggggatat gctgaaggtg ttcaaaagga
  4618081 attaccagta aaaagtaaag cgaaagctcc tacgatggta ccgattgttg caggagtact
  4618141 tcaaacggaa gatggtcgtt acgtcattaa taaacgtcca agtaccggtt tattagctaa
  4618201 tatgtgggag tttccgaatg ttgaacttgg cgaagggatt cgtaatcaga aggaacagct
  4618261 tatagattat atgaaggaaa aatttgagct ttcgatttct attgaagaat acgcaatgaa
  4618321 tgtacaacat acgtttacac atcgtacttg ggatatattc gtattttatg gaaaagtaac
  4618381 tggtgatatt gttgaaacag atacattgaa atttgtatcg aaagaagcat ttgagcagtt
  4618441 acctttctct aaatcgcatc gtacgattta tgagaattgt gttgagaaaa ttacaatgca
  4618501 ataaacaaaa aaagtgttcc caggttggga acactttttt aatcgtaaga aatttttgtc
  4618561 ccatgagtcc aactagcttc accttcttgt aagccacctc ttgattcaat ttctattaca
  4618621 atttctttgt aaatactttg accttccgcg tttaaataag gcaaaatctg ttgtaatgaa
  4618681 tgatgaaaat aagctaattc atcttctttc cattcgtttt ttgaaaccat tgttagttca
  4618741 gtcatatcgc gtcctatata catattccca cctccatttt ctatagtttg aatgagtaac
  4618801 aagagatata tgcggaattt tttcaaaaga aaattacgga tagcttctag ttgaattggt
  4618861 tacattattg attgtggagg tgagaaagat gagtaaaaaa caacaaggtt ataacaaggc
  4618921 aacttctggt gctagcattc aaagcacaaa tgctagttat ggtacagagt ttgcgactga
  4618981 aacaaatgta caagcagtaa aacaagcaaa cgcacaatca gaagctaaga aagcgcaagc
  4619041 ttctggtgct agcattcaaa gcacaaatgc tagttatggt acagaatttg caactgaaac
  4619101 agacgtgcat gctgtgaaaa aacaaaatgc acaatcagct gcaaaacaat cacaatcttc
  4619161 tagttcaaat cagtaatgaa agaaaaacac ttctctaact cgtgagaagt gttttctttg
  4619221 tgctttggcc atggtaatga aaataaatcg aacgacataa cttctaataa gtcaacaaat
  4619281 gtagtcaaag gagaaggaag ttacaggtta gaaatatgta atgaggaata ataactgata
  4619341 aataagttca aaagggggta agtaatgaac gattttgata agttggtagg agagcaattg
  4619401 gaaacgatgg atgagttgtt gaaattacaa gctcatctag aaaagtatca gcaaattgaa
  4619461 atgagcgaaa aggatacgtg cgataaaaag gaattacatt ttatccgcca ggaaatatat
  4619521 agaacagaat tagcactcaa gctattgcat gagaaatttg aagagcaaac aaatagtgtg
  4619581 attcaatctt ttgaaactga aaaaatgatt tcaaatttag gataagatat accgctatct
  4619641 tcagataaaa ggtccttctt tacatggaaa taaagaaggg ctttttttat tctcatttcc
  4619701 tcgttttgcc cgtaacctaa gaagattagg agtatggtat tcagtgtgaa aaatggagcc
  4619761 ttagcgcttt agttttaaaa tttcgacaaa aaagttataa tagaaaaaaa gtgaatgcag
  4619821 ctcaaagggc atttgcagtt gaaagaaggg agcatatatg ggatttccca aagaaggaga
  4619881 aaaagtacaa atacatagtt ataaacataa tggctccatt catagaatgt ggaaagagac
  4619941 aacaatttta aaagggacac agagtcttgt aatcggagcg aatgatcgta cagtagtgac
  4620001 ggaatcagat ggccgaacat ggattactcg tgaaccagca atttgttatt ttcatgaaaa
  4620061 ctattggttt aatgtaattg gaatgttaag ggaagaggga gtatactatt attgtaattt
  4620121 aagctcacct tttgcatatg attctgaagc gttaaagtat attgattatg atttagatat
  4620181 taaagtgtat ccagacatga catatacgct tttagatgaa gatgagtatg aaaaacatag
  4620241 tcaaattatg caatatccac ctgttattga tacgatttta aaacgaaatg tagcacaatt
  4620301 aacgcaatgg attcatcaaa gaaaaggacc attcgcgcca gattttgtag atatgtggta
  4620361 tgagagatat ttaatgtaca gaaattaaca caaacctgca ggggatttcc cggcaggttt
  4620421 gtcctattag aggggggatt atgtgcaagg tataaaaaga tatttgcaat ttgttaaacc
  4620481 atatcgatgg cttattgcta ttacgattat gattggtcta gttaaattcg gcatcccgct
  4620541 tattatgccg tggttattaa aatatattat tgatgatgta attcagggcg cagggtcact
  4620601 tcaagataaa acgtcccaac tagtaacagc gattgggatt gcttttttta tttttgcagt
  4620661 attaagaccg ccaattgaat attatcgtca atatttcgcg caacgtattg caaatacaat
  4620721 actatatgat ttgcgaaagc atatttttgg tcatttacaa aagttgagtt tacgctatta
  4620781 ttcgaataca aaaacagggg agattatttc acgtgtcatt catgatgtag aacaaacgaa
  4620841 ggactttgta attactggtt tgatgaatgt ttggttagat acggcaacaa ttgctatcgc
  4620901 tattattgtt atgttttcta tgaatataaa attgacattt gttgcgctat taattttacc
  4620961 tatttatgta gtagcagtga aatatttttt cgggcgtctt cgtaaattga cgaaggagcg
  4621021 ttcacaagcg ttagcaacga tgcaaggata tttacatgaa cgtattcaag ggatgcaagt
  4621081 gacacgtagc tttgcattag aagagtatga ggggaagcag tttgaaaaaa gaaataatga
  4621141 atttttgacg aaagcgttaa cgcatacgag ttggacggcg agaacatttt cggcagtaaa
  4621201 tacgttaaca gatttagggc cgttacttgt aattggtttt gcagcatatg aagtgattca
  4621261 ggggcagtta acattaggga ctatggttgc ctttgtcgga tatatggata gtttgtatag
  4621321 tccgcttcgc cgccttgtta attcatctac gacattaacg cagtctttcg catcgatgga
  4621381 ccgagtgttt gaactgttag atgaaaaata cgatattgtc aatgtgccaa gtgcagtaca
  4621441 aacgaaaaaa ttaaatggtg aagtgatatt tgataatgta tcttttcgtt ataatgcgga
  4621501 tgaaaaagag atattacata acctttcgtt aactatgttg ccaggagaga aggtagcact
  4621561 tgtaggagcg agtgggggag ggaagtcatc tcttgctagt ttaattcctc gtttctatga
  4621621 tgtttcctca ggggcagttt atgtagatgg aatagatgtc agaaagtatg atatgagaaa
  4621681 tttacgtagc catattggaa ttgtactgca agataatttg ttatttagcg atacaatcgg
  4621741 ggcaaacatt ttatatggaa atccgaaagc tacagaggaa gaagtaattg cagctgctaa
  4621801 agctgcgcaa attcatgatt ttattataga gttacctgat ggttatgata ctgtcgttgg
  4621861 ggaacgtggt gtgaagttat ctggtggtca aaggcaacgt gtagcgattg cacgagtgtt
  4621921 tttaaagaat ccatcattac ttatattaga tgaagcgact tccgctttag atttagaaaa
  4621981 tgaacgatat attcaagagg cgcttcagac gttagctgct gatcgaacga caatcataat
  4622041 tgcacatcga ttggcgacga ttacgcatgt ggatacgatt atttacattg aagatggtga
  4622101 aattaaagaa acaggttctc atgaagaatt aatgaaaaaa agaggatatt attacaactt
  4622161 atatcaactt caacatataa cagaaacagc tcctttagcg taaaaggagc tgttttttat
  4622221 tcgtcttctt ttttatcatc gattttaagt tctgcttctg gtttatggta tgtgtagaag
  4622281 ctatccacaa gtaaatctaa atgctctact tcttcactat agttaataat ggcagaaata
  4622341 agagggaaga gatgtagcca tgttttatat gcttcttcat cgtccttgtt ttgatattcc
  4622401 ataaagatat caattaattc ttgtttacct gtttcaactt catcaagcat ttcaacggat
  4622461 tgttgttttt ttgctttacc aataaatttt aataaaactt gttcatggta atgcgttaat
  4622521 gaatcaagtt cgttttggat agattcttga aattcttctg gcatatagcg caattcattt
  4622581 tcagtacgat gtaatgattt taacgtactt aaagcacggc ttgtcgtcgc taacatttgt
  4622641 ctgaataaaa cgagcttacg aatttttgcg aactgtactt ttttcgtgta acttctttct
  4622701 tctttataca gcaaatagta atggtttaat ttgatcattt tttctttcat acgatcaata
  4622761 tcagttttta acgttgtaaa atcagaagct tgcctgctat tcattcgaat ccattttaca
  4622821 atttcttctg tgttatcaac gatgcgatga tatagctttg tttcgtattt tggcggcata
  4622881 aatactaaat ttacaagtga agcggcaata ataccaacca taatcgtcgc aaatcgaagt
  4622941 aaggcaaaac taaagaaatc ttcgccctga tattccataa tagcgataac agttactaaa
  4623001 gcgattgata ttgtgttttc taatcgtaat tgcaatgtaa gagcaattac taatatacat
  4623061 gttaatccaa taataaaagg attatgtcca aaagcagtag cgaatgcgat agcgaatacc
  4623121 gcaccaatga cgtttgcttg aatttgttca agtgcagtta aatacgaacg gtatacagac
  4623181 ggttgaacag cgaagatagc tgagattccc gcaaataccg gactcggtaa gttaagtaaa
  4623241 atacaagcaa ataaagctaa agtgatggca atacccgttt ttaaaatgcg agcaccaagt
  4623301 ttcataccct aaataagatc ctttctcttg tcataatgaa tgtacaacat gatactatac
  4623361 attcattaca atatgttagc aagtgatatt ttagtgacgt taataagaaa ttaagattca
  4623421 ttttatactt tttcctaatt cttttgaaac atcaattttt agtaaaaaaa cctgctgaat
  4623481 tccagcaggt ttcaaattgt tactatagat tactatgaga agtgtacttc gtcaattttt
  4623541 ttcttgaagg tgaaaaatag gtatatcact ctgttgagat agatggatca gcctgctctt
  4623601 tcttcgggat gatttcaaaa aactgttgct gcatatcatc gagtaacggt gttaacaaag
  4623661 caacttcttc atattgttca tgttcattta atacacggat ataatctagt aataactcgt
  4623721 ttacatctcg cacaccattt ttactaattg gttgcaatgt aacatttgct ccttttgcga
  4623781 ttcttctttt taaggcctgt tctgttaaac ctaagcttga atcatgacgt aaataaacaa
  4623841 cgccgccagt cataccagca cagatccatg gaccaggatc ccctaaaaca agcgctcgcc
  4623901 catttgtcat atattcaaaa gcaaaacctt taatattaga gtatgctcct atattccctt
  4623961 gctctttttc acggagtggc tttgtcatgc gccctccaat tatcatgtct gctccagaga
  4624021 gacgaatgcc agcgcgagca tcagcgttac cttgaacgta taacgctcct ttttgtgcac
  4624081 cgtatccaaa accttttccg acagaaccgt tataatatag gccatctttt ccttttgctt
  4624141 ttgttatata aataccacca ccaaaggagg ttttaccaat accatcttgt gcaccgccat
  4624201 ttacatgtat aaataaattt tcactattgt aagcacctaa tccatttcca ggaatcgagc
  4624261 cattcgtata ctttaatgtc agtggttcaa gttttgtatc ttcatataat ttactacgca
  4624321 cgcgatagca agattctaga ccgcccataa cgcgttgctc tacaccaacg cctactaatt
  4624381 cttttgaatg aggggaatga atgggttcaa attgtttttc tagtacgtgt tctgttttta
  4624441 taacagatgg atgttctatc gtttgtagta aattacataa gtttaataaa tttttgcctc
  4624501 gaacttgttc taataaatca gaccgcccga caatttcttg taagtttgta tagccaagat
  4624561 ttcctgttaa tcgttttagt tcttcaccaa aagtagtgaa taaatgtaat aatccagcca
  4624621 cggcactttc tagttcgcgt gggacgaagc ggcgtaatcc gtgttctttt gcctgagctt
  4624681 cagattcaat ttgtgttgca attccaacgt gacaagtatc tagatgacat ccgcggcaag
  4624741 ttgtacagcc gattgcaatc atggataatg taccaaatcc aatgcgattt gctccgagga
  4624801 gcatgatttt caaggcatca ttaacacttc gaataccacc atcagcccaa atttctacgt
  4624861 tatgtctcat atttgcttct aataaagcat tgtgagcggc tttcacacca atttctacag
  4624921 gaaggcctac atgttgcaat gcgtgaatac gtgcagcccc tgtaccacca tcaaatccgc
  4624981 taatattaat aaaatcagca ccagcttttg cgatgccaac agcaattgtt ccaatattag
  4625041 ggacaacagg aacctttaca gctactttcg caagttgatt agccgtttta atttctgtaa
  4625101 tcatttgagc taaatcttca atggaataaa tatcatggtt gttagaaggt gaaattaaat
  4625161 ctgagccaat tgttgcattg cgtgcttcag cgattttggc tgttactttt gaacctggca
  4625221 aatgtccacc ttcaccaggc tttgcgcctt gcccaatttt tatttcaatt aagtttgatg
  4625281 aatttagtag ttcggcgttt acgccaaatc gcccagatgc aacttgttgt ccacgtgtat
  4625341 gtggatattt tccaatcata tctttaattt cgccgccttc accgttcaag ctaatcatat
  4625401 ttagctggtc ggccgcttct gcatatgcac gaaaggcaat ttcattttga gagccaaatg
  4625461 acatggaact aataataaat ggtaaatcat gattttgaat actgatagat acctcttcag
  4625521 ttggaatgac atgttttgtt tctttcgttt gaataaggtg tctaatcgca attggattat
  4625581 tttcttctaa ttcacttaac ttgtcacggt aatcatcata agagtttcct tttgcgacat
  4625641 caccgattgc tttccaaatt cgcgggaata tatgaaaaga ttttcgtatt ctaactttcg
  4625701 gatcgttata atcatccgct cgcatttgtg catcttcagc aagtgattca agagaaaagg
  4625761 ctaaatcatt tgaacctaag aaatttgtaa tttgcaatat atttgcgatt tcctcatgta
  4625821 atccaataga agaatagagg cgaccgtaac cacgcaattc atgaattcca attgttgaaa
  4625881 tgactttctc cagtccttta ttaagtgcat tgtataaatt cgtaattggt gtttttgtcc
  4625941 catcatttac ggttgcaaat aataaatagg gattaatact atctgctcct aatccatgca
  4626001 gtgtgacgat atcgtgtaag gagcgaaggg cacccgagcg tataacgaga gagcagtttc
  4626061 gacgtaattt attttcgctt aatacttgat gtactttagc agtaactaaa tgtggatcaa
  4626121 tccataaccg ttcatttaga tgagcatcgg catcgtctat taatagtagg gaagctccat
  4626181 cgttcacggc tgttatcgct tcagaactaa ttcgacttaa ggcgcattgt aaagtttctg
  4626241 cctgactgaa tgtagcagaa atggtagcga tagagctatg agtgttgaat agttctataa
  4626301 gttgttcata cgtaattgtg tgtaattcct gtgcaataga ttgtgccacg cttccttcta
  4626361 aaataatggg ggaaagcatc tcaactacaa atggtttttt cgcatcgctt aataaacttg
  4626421 gtcgctctcc aagtatcgtt cgtgtggaga agtgttcgac ctctcgatcg cgatcgattg
  4626481 ctgggtttgt aacaacagct acactttcct taatgaagtc agcgatattt cgtctatcag
  4626541 tatcgagtgc ggcaagtggt gagtcatgcc caagtgagcg gattggctca acgccttttg
  4626601 ttgccatctg ttcaagaagc tgaatatgtt ctcggtccca tccgaaagca acatattgtt
  4626661 tcgtttcaac ttgcatagaa tcacatgcat ctggaatttc tttcgtttta gggatagata
  4626721 aatgtaaatg ataattggta acatccactt tctttttaaa acggttatat acttgagttt
  4626781 ggtagtcgtc atgttcgtag agtacaagtt catcttgttc attccacttt aggccgactt
  4626841 tttctcctgg agcgagtggt tttggttctg ctacatattc agttggtgat acaactccag
  4626901 gttcagaaga gaaaatataa gagctttcta tttcaacctt ccatactggt cgaagtccaa
  4626961 gggaatccac gctgaaaaca gcttcatctt tataacgtga aataatgcca gctggacctt
  4627021 gcgcaaaatg gccccatgct tcacgtatat acgtatataa atcttgtaaa tgtgtttcat
  4627081 aaagtttaat ttcattaata attggtggga atagtatatc cattgcttca aataaactgt
  4627141 agccgtattg aacaagtaga gtttctaagg tgcggtttaa atcttgggag tcactgcccc
  4627201 cagcagtaag gggaacgtga atcatttcag cttgatcgcg taattttgca attgtgttaa
  4627261 tttcaccatt atgtccgaga atactaaatg gttgtacacg aaaaaaatta gataatgtat
  4627321 tagtagaata gcgattgtgt cctagtgtca tagttgaagc gataagtggg tgttgtaaat
  4627381 cattgtaata ggcaacaagt gtatccccag caccgagaac tttatataca acgtgatcac
  4627441 gacttaagga agcaacatga atcgcttcgt tttcctctat ttttatcgtt actgaaaata
  4627501 aggtttgctc aatatttaca acttcatttt ctgcgataag ggcaacttgc caaaataaag
  4627561 gttcttcttg tttaccaagt ggaccgagtg catcggagtt tattacattg tcactttcga
  4627621 aaagaattgc aaagttttcg ttgtttagtt gtgtacgaat atgatttttt aaatcaacta
  4627681 tattctcgtt tttgtttaga aaaaaatgtc caacgataaa gtggggatga tccacgatcg
  4627741 ttggattata tccgctactt tttaattttt cattccaaag agcttttggt acatcaatgt
  4627801 gaatgccgat tccatcacct tcgccattaa tgaagccagc tctatgattc attttgacga
  4627861 gcgattgtat gcagaggtca atgttttctt ttgtaggaat ttttcgtttc tccataacgg
  4627921 aaacgattcc acacgcatca tgttctgcat ttttataatc tcgaaataaa gacggtgtcc
  4627981 atgtatttgt tttattgagc atccgtcaat cccccctctt gtaaaagtta gaataatctt
  4628041 actatttaag gtgtagatca ccttgtacac agagatagta gtgatgtaaa agaatataaa
  4628101 acagataatt atgaataatt atactattaa tacgggattt atgaaataga aaaaaggaaa
  4628161 aaagaaagat gtgctttctt tttttccttt taatgatgag attatttatt gtctgctaaa
  4628221 gcagcaaatg ctctgcctac agcttcaatt gtatattcaa tatcttcttt tgtatgctct
  4628281 gttgttaaga accatgcctc gtatttagaa ggtgctaagt taacgccttc ttgaagcatt
  4628341 agcttgaaga atttgccgaa catttcccca tctgtatctt gtgctgcatc gtaatcttca
  4628401 attgtatttg ttgtgaagta tacagttaaa gcacctttta gacggtttaa tgtaatatcg
  4628461 atattatgtt ttgcagcttg ctctaaaatt cctttttcaa gcattgcacc aagctcatct
  4628521 aatttctcat aaagcccttc ttgttgaaga acttctagac aagcaatacc agatgccata
  4628581 gaagcaggat ttcctgccat tgtaccagct tgatatgcag gtccgagcgg ggcaacttgt
  4628641 tccataattt ctttcttacc accgtaagca ccgattggta gtccgccgcc gataacttta
  4628701 ccaagcgctg ttaagtctgg tgttacgcca agtaagtctt gagcgccacc gtacatgaag
  4628761 cggaaagcgg taataacttc atcataaatt actaatgcac cagcttcatg aacaagttca
  4628821 ttcactttct caaggaagcc aggttttggc tctacaatac cgaagtttcc aacaatcggt
  4628881 tctacaagaa tagctgctac ctcatgtccc catttatcta atgcttcttt taaagtttct
  4628941 acattattaa atggaacagt aataacttct tgagcgatac tttgtggtac accggctgag
  4629001 tcaggggttc ctagtgtaga agggccagat ccagctgcta caagtactaa atcagaatga
  4629061 ccatggtaac aaccagcaaa tttcataatt tttgtgcggc ctgtgtaagc acgagcgaca
  4629121 cgaattgttg tcattactgc ttcagtacca gagtttacga agcggacttt atctaatgca
  4629181 ggcattgctt cttttaacat ttttgcaaat tttacttcta gtgctgttgg tgttccgtaa
  4629241 agtacaccat tttcagcagc agttgtaatt gcttttgtga tgtgtgggtg agcgtgtcca
  4629301 gtaataatag gaccgtatgc tgctaaataa tcgatatatt tatttccgtc tacatcccag
  4629361 aaataagcac cttttccgcg ttccatagca ataggagcgc cgccgccaac tgctttaaaa
  4629421 gaacgagaag gactattaac gccgccaacg atatgttcta aagcttcttt atgtaatgct
  4629481 tctgattttg tgaatttcac taccattcat ctccttacaa aaatctatgt attattctaa
  4629541 catgtttttc gaaaagacgt attgtttgtg atagagaagg cagttgggta aactattcgt
  4629601 tgtgacattt aggaaggggg tccggttatg aaatcggtaa ttgaggtaca aggattacgt
  4629661 aaagaattta cagcctattc aagtcgtcca ggtttaaagg gtgcatttcg cgatttatta
  4629721 aatcgtaatt ataaaatagt accagcagta aatgatgtat cttttactgt gaaacaaggt
  4629781 gaaatggttg gatatatcgg tgagaacggt gctggtaaat caacgacaat taaaatgctt
  4629841 acggggattt tgactccgac atcaggagat attttagtaa atggaatgaa cccgcataag
  4629901 cagagggaag aatttgtaag aactattggt gttgtttttg gtcaacgctc acagctttgg
  4629961 tgggatattg cggtacaaga atcgtttcgt ttattaaaaa aggtgtacgg tgtatcagac
  4630021 gctcagtata aagaacatat ggagcacgtg attgaaacgt tagatattgg ccctttatta
  4630081 gataagccag ttcgaaagct atctttaggt caaagaatgc gttgtgaatt agcggcagca
  4630141 ttaattcata atccgccgtt attattttta gatgaaccaa caattggact agatgtactt
  4630201 gtgaaattga aaatacgtga gtttttaaaa gaaatgaatg aacgttataa aacaacaatt
  4630261 ttattaacca ctcatgatat tactgatatt gaggcattat gtgagcgcgt tattatgctg
  4630321 gatgaaggaa atattatgta tgacggttct ttaaataatc ttcgtacgca gtggggagca
  4630381 gagaaagaaa tacattttca gtttgttgca ccagtttcct atcaggcttt atcaatggtt
  4630441 atgccagata gtcatgtcgt ttggtcgaaa gcgaaagagg aaaacgcgtg gattgcaaaa
  4630501 ataccgaatg aagaagttat tatttcaatg cttatttcta aagtagtaca agcatttcaa
  4630561 attaaagatt taaaaattaa tgaagtgtct acagaggaaa ttattcgtaa catttatgaa
  4630621 gaaggtatta aacatgggta agtacattga aatgattcga attcgctttt taatgatgct
  4630681 tgcgtatcgc acaaattatt atagcgggat tttaatttat acgattaata tcggtgcgta
  4630741 ttatttttta tggcaagcaa tttatagcgg taaagagaat attgaaagtt tatctatttc
  4630801 gcaaatgact acgtatatcg caattgcgtg gatggcacgt gccttttatt ttaataatat
  4630861 agacagggaa attgcgatgg aaattcaaga aggacgtgta gcggtagaac tgatacgtcc
  4630921 atataactat ttaggaatga aagtgatgca gggtcttggt gaaggaatat ttcgttttgc
  4630981 attcttttcc attccgggta tggttatcgt taccttatta ttttcattgc aaattacaac
  4631041 gaattttcaa acgtggttat atttcttctt atctttaata tttagtttta ttattaatac
  4631101 acaaattaat ttaatgacgg gaatgctcac gttcttccta tttaataata gtggaattat
  4631161 gtatgcaaaa cgcgttgtga ttgatttgtt ttctggtcta ttattaccga ttagttttta
  4631221 tccgttatgg gcccaaaagg caatggtgtt tttaccattt caggccatta gttatattcc
  4631281 gagtatgatt ttttcagaag gtatacaagg aagtaaattg tatgaggcat tattattcca
  4631341 agtaatttgg gcaattgtac ttattattcc aattgtactc atgtggagaa cggcgagaaa
  4631401 acgtctaatt gtacaagggg gatgatgaga tgatatatat aaaactattt ttgcaatatg
  4631461 caagccaata tataaaaaca aaattggagt atcggggcga ttttatcgtt ggattacttt
  4631521 ctgatttatc actacaggct gttaatttaa tttttattct cgttgtgttt ggacatacac
  4631581 aagcattaaa aggctggagt agagaagaag tcatctttat ttatggtttc tttttagtgc
  4631641 cgtttgccat tttctcagct ttctttaaca tatgggactt taatgatcgt tacatcatta
  4631701 aaggagaaat ggatcgtata ttaacgagac caattcatag cttgtttcaa attatattag
  4631761 aaagaatgga actggagtct ttaattgggg ccattacagg aatgattgta atggggtatg
  4631821 cagctgtgga gttgcaacta tctttttact ggtatgattt cttcttattc ttactaatgg
  4631881 taggaggagg cgcgcttgtg tacggaggaa tatttgttac gcttgcaagc cttggttttt
  4631941 ggtcggatgc gaaaagttca attatgccgc taatgtataa cataggtaat tatggccgct
  4632001 atccggttaa tatttataac cgtgtgattc gcttcatttt aacatttgtt ttaccatttg
  4632061 cgtttgtcgg agtgtatccg gcagcgtact ttttaagaaa aacagagtgg aatagctatg
  4632121 catttgcaac accgctcgtt ggtgttatct gttttacaat tgcaatcact ctttggaacc
  4632181 aaggggtaaa aaggtaccgt ggtgctggca attaattata aaagctcgtt tgtttctaag
  4632241 ggataaatct aatggtcacc tcatacatat aaaatgaggt ggaggacatg ttatggggat
  4632301 ttattctatt aattgtagca attgctattt tgagaagtgt ccaattgtta tggagttcct
  4632361 attcagattc aacgcgtttt ttttcgctgt ataatttagc cacattattt ttaatttata
  4632421 caactgtact aattgcgttt ggattaagtt atgttgtatt agaagaaatg ggttttgcag
  4632481 ttttgaaaga agagggagaa agcttaaacg ctcactcttt tcaactcgtt gaaatttgtt
  4632541 tatattttag cgcagttact ttattgtctg ttggatatgg tgatatatct ccgattggaa
  4632601 ttgggcggtg gattgcaatt ggagaagcgc taattggata tacattaccg tttgctttcg
  4632661 tgatgaggtc tgtaatagac aatgaaaaat aagatggcat ttgttatagt aaaagaaaag
  4632721 aataggagtg ataacaatgg ttacagtagg agaaatggca ccggaattta cattagaggg
  4632781 aagtaacggg gaacaagttc gcttagctga ttttcgtggg aaaaatgtag ttctatattt
  4632841 ttatccgaaa gatatgactc cagggtgtac aactgaagcg tgtgatttcc gtgattctta
  4632901 tggattattt caagagaagg acacggttat tcttggagtg agtccggatc cggcaaatag
  4632961 acatttgaaa ttcattgaga agcatgaact tccatttaca cttttagtag acgaggatca
  4633021 taaagtagca gaattatacg atgtttggaa attgaaaaag aactttggga aagagtacat
  4633081 gggaattgag cgctctacat tcctgattaa taaagacggt gagcttgtaa aagagtggcg
  4633141 taaagtgaaa gtgaaaggac atattgaaga tgttctttct tatataaact aaatccattg
  4633201 tggagataaa atatatagaa gtaaggcgag tgtctataca tattttattg tcttacataa
  4633261 agtgaagtgt agggcatacc tcctcagatg atagtattcc aagtgcgatt atgtcgcact
  4633321 tttttctatg taaatgtata ggaaatgggg aaagatacat aagaataagg ctatatacaa
  4633381 aaataaacca catacttata gtagaaatat tgacgattta taagaaaagg agtacactct
  4633441 ttataagaat tataaaataa taatccgtat agaatcgggg tgcatgacgg tggtcaaaga
  4633501 agaattaaaa gaagcgctag aaatgctgaa aaatacgggt gtacgcatta ctccacagcg
  4633561 tcatgctatt ttagagtacc ttgtggaatc aatgacgcac ccaacagcgg atgacattta
  4633621 taaagcatta gaaggtaagt ttccaaatat gagtgttgca actgtctata ataacttacg
  4633681 tgtatttaaa gaggttgggc ttgtaaagga attaacttac ggagacgctt caagtagatt
  4633741 tgattatgtt acaagtcaac attatcatgt gatttgcgaa aaatgtggta agattgttga
  4633801 ttttccttat ggaggcttgg aaaagcttga agaggaagct gcgaaaacga caggcttcgt
  4633861 tattaatagt catcgcttag aaatttatgg cgtttgtcca gagtgtcata aggcgtaata
  4633921 tataataaag aaagaggctg acggatttac gtcagtctct ttctttgaat tacgttaggt
  4633981 tcagggggat ttaaaatgtg aagtgaagaa cctaacttaa ttgaggataa atataaaagg
  4634041 tgatttctta accaagaaat caccttttaa tgtttagctc tgtaaggcaa tattttttta
  4634101 aggtaatcat atgtacctat gatttatagc tcttcttatt atatttttca tcaaattctt
  4634161 ttccttctag atctcgatcc attgttaaag gttggttgca atgcatacat gcgtcgacac
  4634221 gaccgagcat ttttgtaggt ttatcgcagc ttggacaaat aatttgtacc gttttagtag
  4634281 ataacatacc aatccaaaag taaacgactg tactagcgat aacagctaaa aagccaacca
  4634341 tcataaatgt tgtcataata ataatgttct cacggaaaaa gactcctaag tatgcaatga
  4634401 agaggccgat aaatactaaa cttaatgcaa aggtccggat tttattgatt ttgtttgaat
  4634461 acttaatgct cattctcacc acgctcctat aacaataata taacataaaa tttagaattt
  4634521 tctatcgtat agaaatatgg taaagtgaaa agatatgaaa tgcagaagga agggagatta
  4634581 taatgatttt tgaaacatgt ttttaaactt ttaacgggat gtgaaatttt ttataaaaag
  4634641 tattgactat gtatgtactg catgatatat taataaccgt cgctgatgcg gaaacgcaga
  4634701 aaacgataaa aaagaaatta aaaaacttag ttgacatcaa aaaacgaaga tgttaacata
  4634761 aggaagtcgc aattgagcga ctaagtagtt ctttgaaaac tgaacgaaac aaacaacgtg
  4634821 aaacgtcaat ttttatttta gatgctagac aaactaactt tattggagag tttgatcctg
  4634881 gctcaggatg aacgctggcg gcgtgcctaa tacatgcaag tcgagcggat ggattaagag
  4634941 cttgctctta tgaagttagc ggcggacggg tgagtaacac gtgggtaacc tgcccataag
  4635001 actgggataa ctccgggaaa ccggggctaa taccggataa cattttgaac cgcatggttc
  4635061 gaaattgaaa ggcggcttcg gctgtcactt atggatggac ccgcgtcgca ttagctagtt
  4635121 ggtgaggtaa cggctcacca aggcaacgat gcgtagccga cctgaggggg tgatcggcca
  4635181 cactgggact gagacacggc ccagactcct acgggaggca gcagtaggga atcttccgca
  4635241 atggacgaaa gtctgacgga gcaacgccgc gtgagtgatg aaggctttcg ggtcgtaaaa
  4635301 ctctgttgtt agggaagaac aagtgctagt tgaataagct ggcaccttga cggtacctaa
  4635361 ccagaaagcc acggctaact acgtgccagc agccgcggta atacgtaggt ggcaagcgtt
  4635421 atccggaatt attgggcgta aagcgcgcgc aggtggtttc ttaagtctga tgtgaaagcc
  4635481 cacggctcaa ccgtggaggg tcattggaaa ctgggagact tgagtgcaga agaggaaagt
  4635541 ggaattccat gtgtagcggt gaaatgcgta gagatatgga ggaacaccag tggcgaaggc
  4635601 gactttctgg tctgtaactg acactgaggc gcgaaagcgt ggggagcaaa caggattaga
  4635661 taccctggta gtccacgccg taaacgatga gtgctaagtg ttagagggtt tccgcccttt
  4635721 agtgctgaag ttaacgcatt aagcactccg cctggggagt acggccgcaa ggctgaaact
  4635781 caaaggaatt gacgggggcc cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg
  4635841 cgaagaacct taccaggtct tgacatcctc tgacaaccct agagataggg cttctccttc
  4635901 gggagcagag tgacaggtgg tgcatggttg tcgtcagctc gtgtcgtgag atgttgggtt
  4635961 aagtcccgca acgagcgcaa cccttgatct tagttgccat catttagttg ggcactctaa
  4636021 ggtgactgcc ggtgacaaac cggaggaagg tggggatgac gtcaaatcat catgcccctt
  4636081 atgacctggg ctacacacgt gctacaatgg acggtacaaa gagctgcaag accgcgaggt
  4636141 ggagctaatc tcataaaacc gttctcagtt cggattgtag gctgcaactc gcctacatga
  4636201 agctggaatc gctagtaatc gcggatcagc atgccgcggt gaatacgttc ccgggccttg
  4636261 tacacaccgc ccgtcacacc acgagagttt gtaacacccg aagtcggtgg ggtaaccttt
  4636321 ttggagccag ccgcctaagg tgggacagat gattggggtg aagtcgtaac aaggtagccg
  4636381 tatcggaagg tgcggctgga tcacctcctt tctatggaga attgatgaac gctgttcatc
  4636441 aatataagtt tccgtgtttc gttttgttca gttttgagag aactatctct catatataaa
  4636501 tgtatgttct ttgaaaacta gataacagtg tagctcatat tttttaattt ttagtttggt
  4636561 taagttagaa agggcgcacg gtggatgcct tgacactagg agtcgatgaa ggacgggact
  4636621 aacgccgata tgcttcgggg agctgtaagt aagctttgat ccgaagattt ccgaatgggg
  4636681 aaacccacca tacgtaatgg tatggtatcc ttatctgaat acatagggta aggaagacag
  4636741 acccagggaa ctgaaacatc taagtacctg gaggaagaga aagcaaatgc gatttcctga
  4636801 gtagcggcga gcgaaacgga acatagccca aaccaagagg cttgcctctt ggggttgtag
  4636861 gacattctat acggagttac aaaggaacga ggtagacgaa gcgacctgga aaggtccgtc
  4636921 gtagagggta acaaccccgt agtcgaaact tcgttctctc ttgaatgtat cctgagtacg
  4636981 gcggaacacg tgaaattccg tcggaatctg ggaggaccat ctcccaaggc taaatactcc
  4637041 ctagtgatcg atagtgaacc agtaccgtga ggggaaaggt gaaaagcacc ccggaagggg
  4637101 agtgaaagag atcctgaaac cgtgtgccta caaatagtca gagcccgtta acgggtgatg
  4637161 gcgtgccttt tgtagaatga accggcgagt tacgatcccg tgcgaggtta agctgaagag
  4637221 gcggagccgc agcgaaagcg agtctgaata gggcgtttag tacgtggtcg tagacccgaa
  4637281 accaggtgat ctacccatgt ccagggtgaa gttcaggtaa cactgaatgg aggcccgaac
  4637341 ccacgcacgt tgaaaagtgc ggggatgagg tgtgggtagc ggagaaattc caatcgaacc
  4637401 tggagatagc tggttctccc cgaaatagct ttagggctag ccttaagtgt aagagtcttg
  4637461 gaggtagagc actgattgga ctaggggtcc tcatcggatt accgaattca gtcaaactcc
  4637521 gaatgccaat gacttatcct taggagtcag actgcgagtg ataagatccg tagtcaaaag
  4637581 ggaaacagcc cagaccgcca gctaaggtcc caaagtgtgt attaagtgga aaaggatgtg
  4637641 gagttgctta gacaactagg atgttggctt agaagcagcc accatttaaa gagtgcgtaa
  4637701 tagctcacta gtcgagtgac tctgcgccga aaatgtaccg gggctaaata caccaccgaa
  4637761 gctgcggatt gataccaatg gtatcagtgg taggggagcg ttctaaggac agtgaagtca
  4637821 gaccggaagg actggtggag tgcttagaag tgagaatgcc ggtatgagta gcgaaagacg
  4637881 ggtgagaatc ccgtccaccg aatgcctaag gtttcctgag gaaggctcgt ccgctcaggg
  4637941 ttagtcagga cctaagccga ggccgacagg cgtaggcgat ggacaacagg ttgatattcc
  4638001 tgtaccacct ctttatcgtt tgagcaatgg agggacgcag aaggatagaa gaagcgtgcg
  4638061 attggttgtg cacgtccaag cagttaggct gataagtagg caaatccgct tatcgtgaag
  4638121 gctgagctgt gatggggaag ctccttatgg agcgaagtct ttgattcccc gctgccaaga
  4638181 aaagcttcta gcgagataaa aggtgcctgt accgcaaacc gacacaggta ggcgaggaga
  4638241 gaatcctaag gtgtgcgaga gaactctggt taaggaactc ggcaaaatga ccccgtaact
  4638301 tcgggagaag gggtgctttc ttaacggaaa gccgcagtga ataggcccaa gcgactgttt
  4638361 agcaaaaaca cagctctctg cgaagccgta aggcgaagta tagggggtga cacctgcccg
  4638421 gtgctggaag gttaaggaga ggggttagcg taagcgaagc tctgaactga agccccagta
  4638481 aacggcggcc gtaactataa cggtcctaag gtagcgaaat tccttgtcgg gtaagttccg
  4638541 acccgcacga aaggtgtaac gatttgggca ctgtctcaac cagagactcg gtgaaattat
  4638601 agtacctgtg aagatgcagg ttacccgcga caggacggaa agaccccgtg gagctttact
  4638661 gtagcctgat attgaatttt ggtacagttt gtacaggata ggcgggagcc tttgaaaccg
  4638721 gagcgctagc ttcggtggag gcgctggtgg gataccgccc tgactgtatt gaaattctaa
  4638781 cctacgggtc ttatcgaccc gggagacagt gtcaggtggg cagtttgact ggggcggtcg
  4638841 cctcctaaag tgtaacggag gcgcccaaag gttccctcag aatggttgga aatcattcgt
  4638901 agagtgcaaa ggcataaggg agcttgactg cgagacctac aagtcgagca gggacgaaag
  4638961 tcgggcttag tgatccggtg gttccgcatg gaagggccat cgctcaacgg ataaaagcta
  4639021 ccccggggat aacaggctta tctcccccaa gagtccacat cgacggggag gtttggcacc
  4639081 tcgatgtcgg ctcatcgcat cctggggctg tagtcggtcc caagggttgg gctgttcgcc
  4639141 cattaaagcg gtacgcgagc tgggttcaga acgtcgtgag acagttcggt ccctatccgt
  4639201 cgtgggcgta ggaaatttga gaggagctgt ccttagtacg agaggaccgg gatggacgca
  4639261 ccgctggtgt accagttgtt ctgccaaggg catagctggg tagctatgtg cggaagggat
  4639321 aagtgctgaa agcatctaag catgaagccc ccctcaagat gagatttccc atagcgtaag
  4639381 ctagtaagat ccctgaaaga tgatcaggtt gataggttcg aggtggaagc atggtgacat
  4639441 gtggagctga cgaatactaa tagatcgagg acttaaccat ataatatgta gcaatgttat
  4639501 ctagttttga gagaacataa aaaacttgtt gacttttaaa gtgaataagt tataataatg
  4639561 attgtctcaa aagaataatg tctggtaatg atggcagaga ggtcacaccc gttcccatac
  4639621 cgaacacgga agttaagctc tctagcgccg atggtagttg ggaccttgtc cctgtgagag
  4639681 taggacgttg ccaggcaata ttattccgca gtagctcagc ggtagagcta tcggctgtta
  4639741 accgatcggt cgtaggttcg attcctacct gcggagccat tggagagctg tccgagttgg
  4639801 ccgaaggagc acgattggaa atcgtgtata cgtcacaagc gtatcaaggg ttcgaatccc
  4639861 ttgctctccg ccataggatt tataatattt ggcccgttgg tcaagtggtt aagacaccgc
  4639921 cctttcacgg cggtaacacg ggttcgaatc ccgtacgggt caccactttt ggaggattag
  4639981 ctcagctggg agagcacctg ccttacaagc agggggtcgg cggttcgatc ccgtcatcct
  4640041 ccaccatata aactatatga ataatattat cgcggggtgg agcagcacgt tagctcgtcg
  4640101 ggctcataac ccgaaggtcg caggttcaaa tcctgtcccc gcaaccaaat ggtcccgtgg
  4640161 tgtagtggtt aacatgcctg cctgtcacgc aggagatcgc cggttcgacc ccggtcggga
  4640221 ccgccatttt aataaggctc ggtagctcag tcggtagagc agaggactga aaatcctcgt
  4640281 gtcggcggtt cgattccgtc ccgagccacc atttacttta ataaaatacg ccggcttagc
  4640341 tcaattggta gagcaactga cttgtaatca gtaggttggg ggttcaagtc ctctagccgg
  4640401 caccatgtaa gtttcggagg ggtagcgaag tggctaaacg cggcggactg taaatccgct
  4640461 ccttcgggtt cggcagttcg aatctgcccc cctccaccat ttacataggg gcatagttta
  4640521 aaggtagaac tgaggtctcc aaaacctcca gtgtgggttc gattcctact gcccctgcca
  4640581 aatatattta cacaacatgg cggttgtggc gaagtggtta acgcaccgga ttgtggctcc
  4640641 ggcattcgtg ggttcgattc ccatcagtcg ccccattttt attttaaaaa ttataaataa
  4640701 tctaatggat acttacatat aattaagtaa gaattcgatg ggctatagcc aagcggtaag
  4640761 gcaacggact ttgactccgt catgcgctgg ttcgaatcca gctagcccag ccatttttgc
  4640821 ggaagtagtt cagtggtaga atacaacctt gccaaggttg gggtcgcggg ttcgaatccc
  4640881 gtcttccgct ccagtaaaat tttatatggc ggcatagcca agtggtaagg cagaggtctg
  4640941 caaaaccttt atcaccggtt caaatccggt tgccgccttt tcttttgtgc cgatgtggcg
  4641001 gaattggcag acgcgcacga ctcaaaatcg tgttccttcg ggagtgtcgg ttcgaccccg
  4641061 accatcggta tcacgaacgg cgtaataaaa agactctaca ccaaatgtgt agagtctttt
  4641121 tatgttttca tcacactata aaataagcaa aatggtgtgt tggtgaaatg gttatgaatg
  4641181 attaaggtaa acttattcat ttagtacatg cgatacagtt ggggcaaact acaaagcaat
  4641241 aaagagataa atttttatcc ctttatataa tttcattatt ttataaagaa tctctccaac
  4641301 ctggtgacat gaagttaaat ccgacaccac cagtagatat tagtacatga tcaacggtta
  4641361 agtttgtaat ttctaaaaac ctctttttaa actcttcttt gttgtacttg tacatagttg
  4641421 agtgacaggc ccacatgtgc gttgaagtac tcaaccagtc ccccaatttc tttaattcag
  4641481 gaaacgactc aaattgaatt ggttcatcta atttcatgaa tcgcacttga tagatagttg
  4641541 gatttagctt ttctcctata cctttaagcc catgtggttt tttctcattt gaatgtgtca
  4641601 taattctccc cctctatatt cccttcaaat ttcttcctat tttaattata caacaataga
  4641661 aaggaagtaa gggaatatta tggaaatcgg tatcggcgaa gtaaaaaatt ctaacagaaa
  4641721 tagtagaatt tttttgctaa attatgttat atgattctaa aattcgtgat aaatgcagca
  4641781 attcatgtat aatataactt gtcgaaagaa caaaatgata gtgatttata ttatgtctgt
  4641841 aatatgaatc aaaaacgaac tttttatatt tcttttaaaa atgtgttgaa tacacatgat
  4641901 atttcatatt aatattttta tgtagattta aaaccggaaa gagagtggaa agtatgggtc
  4641961 gtaaatggaa taatattaaa gataaaaaag catcaaaaga tgcaaatact agccgtatat
  4642021 acgcgaaatt tggacgtgaa atttatgtag cggcaaaaca aggcgagcca gatccggaat
  4642081 caaaccaagc gcttagagtg gtattagaac gtgcgaaaac atacaatgtt ccaagaacaa
  4642141 ttatcgatcg tgcagttgaa aaagcaaaag gtggttcaga agaaaattat gacgagcttc
  4642201 gttatgaagg atttggacca aatggagcta tggtaattgt agatacactt acaaacaacg
  4642261 taaaccgtac tgcagctgat gtacgagctg catttagcaa aaacagtggt aacatgggtg
  4642321 taaacggttc tgtagcttac atgtttgatg cgacagctgt tatcggcctt gaagggaaaa
  4642381 catcagatga agttcttgag attttaatgg aagcagatgt tgatgcacgt gatattcttg
  4642441 aagaagaaga tgctgttatc gtgtatgctg aaccagatca attccatgca gtacaatctg
  4642501 ctcttaaaga tgcgggtgtt gaagaattta cagttgctga attaacaatg cttgcacaaa
  4642561 atgatgtaac acttcctgaa gatgcacaag cacaatttga aaaaatggtt gatgcattag
  4642621 aagatttaga agatgtgcaa caagtttacc acaacgtaga cttaggagaa taatactgat
  4642681 agaagcccct gttcgtttaa tgaatagggg cttttttaat gaaggtaatt aaggcaatga
  4642741 atttaataaa ggtattttgt tgtaaacagg gaatatgctt atagggatat atggaatact
  4642801 cattattgct aggaggctta catgtggaac ataaaacacc aaagcatatt gttgctgtag
  4642861 caggctattt aacaaatgaa aaagatgaag tgttattagc aaaggtacac tggcgagctg
  4642921 atacgtggga gttgccagga ggacaggtag aagaagggga agcactcgat caagctgttt
  4642981 gtagggaaat aaaagaggaa acaggattaa cggtgaagcc tatcggtatt acaggagttt
  4643041 attataatgc ttccatgaac attttagctg tcgtttttaa agtagcatat gtaagcggtg
  4643101 aaataaaaat tcaacatgaa gaaatacaag aggctaaatt tgttgcttta aatgaagaga
  4643161 acatagatga gtatataacg cgtcctcata tgaaatccag aacgctggat gcgatgaggt
  4643221 catcacattt tattccttat gaaacgtggg aagtacagcc gtataactta ataggaagat
  4643281 tgtaaagaaa agagtagccg atttgagata cagtcaaatc actactcttt tttgtatact
  4643341 gtttaagaaa aaggtcaaaa taatagtagt gttagtattg attttaagaa catttgttct
  4643401 gtataatgta tgatatatta tatacattta gattactaga tgcttaaaag tatatatatt
  4643461 tgtagatgat ataatgaaaa tagagcactt taatagagaa agtataatag ccttaaggtg
  4643521 taacctgtta tgggtttaac ataatctata ttcaatattt cagatgaata gtagataaaa
  4643581 aaggactgtg atacaatact tttttatccc actatttgtc ggctagccag attgttgtgg
  4643641 tctgattaaa gtttcaattt ataccttaca atgatgtaag gtacgtgtaa gagaaatcga
  4643701 tgggatattt ttttacaaca aggtattctt aaagtaagag ttatacgcta tgtggaaaag
  4643761 aggtgtttaa gatgaaagaa cgagtattat ctagggtgaa ctatcatcaa aaagttgcat
  4643821 taaatccaat gactaagttt ttttataaag ccattatttt attattattg ttaagtttta
  4643881 cgttattatt cattggaaat gtaatgatcg agcaaagtga tattagtaaa ttacatgtac
  4643941 cggctaagtt agaggtgcca gaatcattaa cacatgcatt tattgcgaca gaagataaaa
  4644001 ggttttatca tcataacggt ttagattata tagcgattat tagggcgtct gttgagaata
  4644061 taaaagctgg tggtgttgtg caaggcggta gcacaattac acaacagtta tcaaaaaatg
  4644121 cttttttaac gaatgaacgt acattttctc gtaagtggaa agaaattttt tatacgaaaa
  4644181 aaattgaacg tacatttaca aaggatgaaa ttttaaaatt atatgtaagt aatatttatt
  4644241 acggagaagg ggcatgggga attgaaaaag cagcaaacct ttacttcggt aaaaaggtga
  4644301 gccaattaac gttggctgaa agtgcaatga tggctgctgt agtaaaggca cctgcttatt
  4644361 actcacctgc acaaaattac gataaagcag ttgagagacg aaacgtcgtt ttgagattaa
  4644421 tggagaaaga aggctatatc aatcatgatg agtatatgca agcagttagt gagaaattag
  4644481 tcattcgtca tgatataaaa acagagcggt cgatgttaaa tcatgcgcgc gaaaaagcag
  4644541 tgagctaagg gaagttccta cataggagct tctttttttg aataaattgt gacaaattgt
  4644601 gacacaatat cgtcacaatt gttgtatttt tgtaatttat gtgagcgtgt tcattgcgtg
  4644661 acgtatgtaa gtattgatat tatgtgtatt gtgtacaatg ctgtatatag aatatgaatt
  4644721 taaagaggaa tgtatatgaa atcatcgaac aaactcatgg ctcttggtat agttttttcc
  4644781 attgcagtat tgattgtaat tgggacgatt gtgtatagca tcataaatga caaaaaagat
  4644841 aaagggaatg agatgtttgc ttattccaca caacaatctt tagggaaaga tgatgcacca
  4644901 gttaaggtag ttgaatttgg agacttcaaa tgtcctgctt gtcgtacttg ggatgtaacg
  4644961 gtattaccac gattaaaaga agagtatatc gataaaggta aagtgcagtt atattttatt
  4645021 aacttcccat ttatcggaaa agactctgat ttaggtgcag cagctggtga agcaatttat
  4645081 aaacaagatc aagattcatt ctggattttc tatgatgaga tttatcagag tcaaaagaaa
  4645141 gacacggaag aatggattac agaagaattg cttcttaaca ttgtgaaaga aaaacttccg
  4645201 aaaattgatg tagaacaatt taagaaggat ttacacagta aagaaataaa agaaaaagta
  4645261 cgtaaagatt cagatcgtgc tcaaaaatta aaagttcaag gtgctccttc agtatatgtg
  4645321 aatggaaatc ttgcaaatcc tgattttgat agcttgaaga aagcaattga taaagaattg
  4645381 aaaaagtgat gagtcctctc atcacttttt cgactttttt cgataaaatt cttgcttccg
  4645441 cttttttaca tgctatacta ctttacataa gttattctaa tatcttatat gtatttcata
  4645501 tttgcgggtg tagtttagtg gtaaaacaag agccttccaa gctctggtcg agagttcgat
  4645561 tctcttcacc cgctccaaat tttattaaat gtttttctat aaattgtgat caacgcagtg
  4645621 tttcgtttcc gagataaacg aggcattgcg ttttttaatg tttgaaaagt gtgattgtat
  4645681 gcgagaatag aagtaaagaa gagtattcca aaagtgaatt gataaccaat agatcgttac
  4645741 ataagggatg gattcatctg aggaggcgat taggaatgga ttttgaacaa ttaaagcaag
  4645801 atgtcattgc gtatagtaaa acaattggta tagataaaat aggctttgct agtgcgtcac
  4645861 catttgagga attaaagcag cgtttaatcc agcagcaaca attaaattat caatctggat
  4645921 ttgaagagcc tgatatagaa aagagaacga acccacagct actattatct ggtgcgaaat
  4645981 caattattgc gattgcatta gcgtatcctt caaaattaaa aaatgcacca ttaagtaagc
  4646041 gcggagaacg tcgcgggatt ttttgtcgtg cttcttgggg acaagattat catcttgttt
  4646101 taagagatcg tttgcaaaaa ttagaagcat atttaatcga aaaacttcca gatatagaag
  4646161 ttaagtccat ggttgataca ggtgaattaa gtgatcgagc tgtttcggag cgcgccggta
  4646221 ttggatggag cggtaagaat tgctctatta ttacaccaga atttggttcg tatgtatatt
  4646281 taggagaaat gattacaaac gttccattcc caccagacca gccgatagaa gatcaatgcg
  4646341 gaagctgtac aaaatgtatt gatatttgtc ctacaggtgc tttaatacaa ggaggacagt
  4646401 tagattcgaa gaaatgtatt gcatttttaa cacagacaaa aggattccta ccggaagaat
  4646461 atcgcgacaa aataggaaat cgtatttatg gatgtgatac ttgtcagaca gtttgtccga
  4646521 aaaataaagg aatggatttt cataatcatc ctgagatgga accagatcct gagttagtta
  4646581 agccgttatt aacaccgctc ttaacaatta gtaatcgtga ttttaaagag aaatatggaa
  4646641 ttatgtctgg ttcatggaga ggtaaaaaac cgctgcaacg aaatgcaatt ttggcacttg
  4646701 cgcattttaa agaggcatca gcaattcctg atttaattgg tgttatgaaa gatgatccaa
  4646761 ggccagtact tcgcggaaca gcagcatggg cgcttgggaa aattggtgga gatggcgtgg
  4646821 gcgaagccat tgaaaaagcg atgcaacgtg agaaagacga agaggttctt catgaaatga
  4646881 atcgcggact tgaattgtta gcgcagaaaa aagagtagat aatatctccc tttttcatat
  4646941 tgtaatatgg gagggagacg aaatggttgt aaaaataaat attgaaaagc aagtacaaca
  4647001 atttttagca tatgtaacag agaaacgaac aaatgtagat ggtattgctg aagatttatt
  4647061 acaaatagca aagagaaaga gactattgtt tcaaaagcgt aatgcagata tagtgaaagc
  4647121 aactgcggat gtttctttca tgagacaatt aaataatagc aatcatcaag aaattgatta
  4647181 tcaaatacat tttaaatatt taattaagca taaagaatta ttttatattg aagaggaaca
  4647241 attaaaacga agagtttgtt taaataatag ccaggtaata ggtgattatg ctattgaagc
  4647301 gccagaagca gttggaatga gtgagacatt ggagagggaa gttacaaaag agaaatacgg
  4647361 ttcctatcag tataaccgtt tagaggcagt taaatatgca gagcgttggt gggatgatcg
  4647421 aaatcctgta tatcgtaatt tccctgataa ttgtacgaat tttatttctc aatgtcttca
  4647481 tactggagaa gtaccaatga atggatatcc taatattcgt aaaggatggt ggcaaaggga
  4647541 gaatcaatgg agttggagct gggctgtcgc gcactctttt tattggtatt tgtcaggtgc
  4647601 tacaacaggg cttcgagcag aagcagtaga aagaccagag gaccttattc ttggtgatgt
  4647661 catagcttat gatttcgagg atgatggtag gtggaatcat acgacgattg tagtagcgaa
  4647721 agacgcagat ggtatgccac ttgtaaatgc acattcagcg aatagccgtc ggcgttattg
  4647781 gaactatgaa gattctagta aatatacacc acaaatgaaa tataaattct ttcatattat
  4647841 taatgggtag agatttttcg ctcaagtggt ataatacgta gtagacaaaa aacagaggtg
  4647901 aatatcgcgt gggagtacat gttgttttat atcaaccaga aattccagca aatacgggca
  4647961 atattgctcg tacttgtgca gcaactggaa cagaattaca tttgattaga ccgcttggat
  4648021 tttcaacgga tgataaaatg ttaaagcgtg caggattaga ttattggcag cacgtgaaaa
  4648081 ttacgtatta tgattcaatt gaagagtttt acgagaaaaa taaagacggt gaattcttct
  4648141 atttaacaaa gtatggtgag aaagctcata cagcgtttga ttatagcaaa cgtgagaagg
  4648201 attactattt tgtatttgga agagaaacaa acggcttacc agctaatgta atcgaagaaa
  4648261 acttcgatca ttgtttacgc attccaatga ctgataaagt gcgttcatta aatttatcta
  4648321 atacagcagc tattttaatt tatgaagcat tccgtcaaca aaattatcca ggattagatt
  4648381 tagaaattgt ttattaaaag tcgccatatg gcgacttttt ttctaaaaat aaaaataata
  4648441 tataatcata catttaaaaa agggtacata ttcatataaa atgggatata tgaataaaaa
  4648501 tagattagac gggttgagat aaatatgaag gaacaatata gtaatcaaaa taccttttta
  4648561 agtatgatag atatggattt aataagaaga ggattattac atgctattca agatttagta
  4648621 tttattgtga aagttattga tgatgaaaca tttaaatata tttatgtaaa taaattaggt
  4648681 atggattatg cgaagctaag tgaagaatgt tatggaaaaa cttttgcaga agtattaccg
  4648741 gaagatacgg cggaaatatt gcaagtgcaa tatgcaaaag tagcgagcga agcgaaagca
  4648801 catacctttt gtgatgtagt tagtttacca aagggtgagc tacattatga atcttcactg
  4648861 aatcctgtat ttgacgaaga aggagtatgt cagtttatta tttgtattac aagggatatc
  4648921 acagctcaaa tagaggagaa gatggagata gaggaaaaac aaatgctgtt taagtcatta
  4648981 ctagaatata ataatgactc catcatatct atagattcta taggaagaat tacatatgca
  4649041 aatccagcaa cgtatgaaat atttggatac cgatttgaag aattaaataa taagtttatt
  4649101 tttgaattta ttaataaaga atatgaaaaa gattttcaaa ttatatttaa agaagccatg
  4649161 caaggaagag caaagcaaat tgtttcaaag aaatatgttc ataaagaagg gtacgagctc
  4649221 tatatttcct tgagaactat cccgattatt gtaaatggtg aaattgttgg agtatatatt
  4649281 gttacaaggg atgttacaaa gcaagtatta aatgaaatga gaacggaata tttagcttat
  4649341 tatgatcagc taacaggatt aatgaataga atttcatgta caaataagtt aaatgatttt
  4649401 ttaaatgaga aggtagcttt tgcgtttatc tttatagatt tagatgaatt tcaccttatt
  4649461 aatgatacgt ttggtcataa agaaggagat aaagtgttac aaaaagttac agaatgttta
  4649521 agcagttttc aaatacccga tatgcactta tttagagaac acgatgatca atttgttatg
  4649581 ttaatagaaa atataacgaa agaacgtgta gaagtatttg caaaaagcat acaaaaaaag
  4649641 attagtgaac attttgtaat cgaagaagag gacgtgtatt taagtgcgtc aattggaatt
  4649701 gtaatggccc caacagatgg agaagatgaa aaaatattat ttcaaagagt tgatgctgct
  4649761 ttggaaaaag caaaagaaaa aggaaaaggg cattatcatt tttatggcaa tggattagat
  4649821 tgtgagcgtg aaaaaagatt tataatagaa aaccaattac atcgtgctat agaaaaaaat
  4649881 gaattcttct tatattatca gccgcaaatg aatattgaaa cgaaaaaaat agctagtatg
  4649941 gaggccttaa taaggtggga gaataaagaa ttaggatttg tctctcccaa tcaatttatt
  4650001 ccgctagcag aaagaacagg atttattatt aagcttgatg aatgggtaat aaatgaagtg
  4650061 tgtcggcaaa tacgtgaatg gttaaataaa ggatatgaag ttgtcccgat tgcagttaat
  4650121 atttcagcca ggcattttcg ctctattaca ttaatagaga tgattacacg agctttacat
  4650181 aagtataatg tatcagctca tttattagca atagaggtta cagaaggagc acttatacat
  4650241 aaagatatat cgaaaagagt attgctacaa ttaaaagaac aaaatttaaa gattcattta
  4650301 gatgattttg ggacagggta ttcatcttta agttatttaa aaacgtatcc aattgatact
  4650361 ttgaagattg atcgttcttt tatggaaggt atacatgtag atgaacgaga tacgaatatt
  4650421 acggctgcaa ttattcattt agctcatacg ttagaattag atgtaattgc agaaggggta
  4650481 gaaaaggcgg aacaaataca atttttgaag gaaaagaatg tgaagtttgt acaaggttat
  4650541 tattatagcc gccctttatc aaaatatgat gtggaaaatg tgtattataa ataattgata
  4650601 aaaagtgatg tgctaagaag cacatcactt tttatgtgta ccgggtttat cattgtaacc
  4650661 agatgtaaaa atagctgtaa gaaatgtgag tgatacacct aaaattaata ataatttcat
  4650721 actaatatcc ctcctgtttt ttcagtttac gaatctgaaa tatgaatcga aatgtatgta
  4650781 aggttcttag aagaaaagaa tttatttaaa atgaatagcg gtgtaaaaac tttaatacct
  4650841 atattataca gaattttctt tgaattttgg agagaatttt atagcactac tgtatatttc
  4650901 attttgattt aaagaatgtt tgaggacatc ctagcatacc ttttataata atccgattga
  4650961 acaaggagat gggggaggag ctataatgga tattctaaaa aaaattgaac agcatcgaga
  4651021 agcagaagaa cgcttacaat gggaaggtac gtttgcggag tatttggagc ttgtgaagga
  4651081 aagaccatgg gtggctcaaa cagcacactc tcgcatttac aatatgataa aagatgctgg
  4651141 aattgaagaa gtagatggta gaagaaagta taacttcttt agtaatcagc tatttggttt
  4651201 agaggatgct ttagaacgtc ttgtagagga atattttcat ccgtctgcaa aacgattaga
  4651261 tgttagaaaa cgtattttat tattaatggg tcctgttagt ggagggaaat caacattagt
  4651321 tacgatgttg aaacgaggat tagaaacata ttcaagaaca gatcgcggag caatttttgc
  4651381 aattaaagga tgcccaatgc atgaagatcc acttcattta attccgcatc atttacgaga
  4651441 tgatttcttt gatgagtatg gagtaagaat tgaagggaat ttatcaccac taaatgtgat
  4651501 gcgtttagaa caagaatatg gttcaagaat tgaggatgta gttgtagagc gtattttctt
  4651561 ctcggaagat cgccgtacag ggattggtac gtttagcccg tctgatccta aatcacaaga
  4651621 tattgccgat ttaacaggta gtctggactt ttctacgatt gcagaatatg gttcagaatc
  4651681 agatccacgt gcgtatcgat ttgatggaga attaaataag gcaaaccgag gaatgatgga
  4651741 gttccaagag atgttaaaat gcgatgagaa gtttttatgg cacttattat cgcttacgca
  4651801 agaagggaat ttcaaagcgg gaagatttgc gcttatttca gcagatgaat taattgtagc
  4651861 gcatacgaat gaaacagagt atcgctcatt tatagcaaat aagaaaaatg aagcattgca
  4651921 ctcaagaatt attgtaatgc cagttcctta taatttacga gtaagtgaag aagaacatat
  4651981 ttatgaaaaa atgattcgtg aaagtgacgt gtccgatgtg cacattgcac cgcatacact
  4652041 tcgggttgca gcaatgttta cgattttaac tagattaaaa gatccgaagc gtccagatat
  4652101 tgatttaatt aaaaagatgc gtttgtatga tggagaaacg gtagaaggtt ataatgcgat
  4652161 tgatgtagag gagttgcaac gcgaatatca agatgagggt atgaaaggta ttgatcctcg
  4652221 ttatgttatt aaccgcattt cttctacaat tattcgaaaa gaggtaccat ctattaacgc
  4652281 attagatgtg cttaggtcgt taaaagatgg gttggatcag catccatcga ttagtaatga
  4652341 agaccgagag cgttacatga atttcatctc attagcgaga aaagaatacg atgaaattgc
  4652401 taaaaaagaa gtacaaaaag catttgttta ttcgtacgaa gaatccgcta agacacttat
  4652461 ggataattac ttagataatg tggaagcgta ctgcaataag tcgaaattac gtgatccgtt
  4652521 aacaggtgaa gaaatgagcc cggatgaaaa gttaatgcgc tcaattgaag agcaaattgg
  4652581 aatctcagaa aatgctaaaa aagcattccg ggaagaaata ttaattcgca tctctgctta
  4652641 tgcacgtaaa gggaaacgct tcgattataa ttcgcacgaa cgtcttcgtg aagcgattca
  4652701 gaagaagcta tttgctgatt taaaagatat agtgaaaatt acaacatcaa cgaaaacacc
  4652761 agacgagaac cagttgaaga aaatcaatga tgttgttgca cgtttaattg atgagcacgg
  4652821 ctataattct tcttcagcaa atgaattatt acgctatgta ggtagcctgc taaatcgata
  4652881 gtttgataac aaaacgctgt ctcttgtatt ttgcgggaca gcgttttatt atccgttcat
  4652941 atgtgtaaag tgtcatacct tgtccaaata caataaatta agatgcaatt ttatgaattt
  4653001 attgtcaatt atttttacaa tatgcatatg atagagtaac caaccattca tacgaaaaaa
  4653061 gccaacacaa tacaatatgt tgcaaagtga aaatgtgtgc aacaatgcat tgtgtttctt
  4653121 tcttatcgac ggttaaatgt catttctatt atgtgagtgg caaaattttg tttaggatgc
  4653181 tcggagtatt atatgaaaaa cgttatatat gtttatggga tgattttcga tgggcagtta
  4653241 cctttcattc tagctggcac agtataaaac aaaatttcaa gattgctgtt catataggaa
  4653301 gacaattaca gtaaggaggg aaagaaatgg gtgaagaaaa ccaaccaaat tatacgattt
  4653361 cacaggaaaa ctggtccctc catcgcaaag gatatgacga ccaacaacgc catcaagaaa
  4653421 aagtacaaga ggcaattaag aataatttac ccgatcttgt aacagaagaa agcattgtta
  4653481 tgtctaatgg taaggatgtt gtaaaaatac cgattcgttc tttagatgaa tataagatta
  4653541 ggtacaatta tgataaaaac aaacacgttg ggcaaggaaa tggtgacagc aaagttggtg
  4653601 atgtcgttgc gagagatgga tcaggtggtc aaaagcaaaa aggaccagga aaagggcaag
  4653661 gagcaggaga tgcggctggg gaagattatt atgaagctga agtctctatt ttagaattag
  4653721 agcaagcatt tttcaaagaa ttagaattac ctaatttaaa gagaaaagaa atggatgaaa
  4653781 accggattga acatgttgaa tttaatgata ttagaaaaac aggattatgg ggcaacatcg
  4653841 ataagaaaag aacgatgata tctgcatata aacgaaatgc gatgcgtggt aaagcatctt
  4653901 tccacccaat tcatcaagaa gatttaaagt tccgcacttg gaatgaagta ttaaagccag
  4653961 attcaaaagc tgttgtatta gcgatgatgg atacaagtgg atcgatggga atatgggaga
  4654021 aatatatggc acggagcttc tttttctgga tgacgagatt tctacgcaca aagtatgaaa
  4654081 cagtagatat tgaatttatt gcccatcata cggaggcaaa agtagttccg gaggaagagt
  4654141 ttttctcaaa aggagaaagt ggcggaacaa tttgttcttc tgtatacaaa aaagcactcg
  4654201 agctaattga taataaatac tcaccagacc gctataatat ttatccattc catttttcag
  4654261 acggtgataa tttaacatca gataatgcta gatgtgtaaa acttgttgaa gagttaatga
  4654321 agaagtgtaa catgtttgga tatggggaag tgaatcagta caaccgccat agtacactta
  4654381 tgtcagccta taaaaatatt aaagatgaga atttcagata ttatatttta aagcaaaaag
  4654441 cagatgtatt ccatgcgatg aagagcttct ttagagaaga atcaggagag aaaatggcat
  4654501 agccccctta aaaaggggtt atttttttgt taacttttta tttttttagt tgacaatgat
  4654561 aatgaaaatc attatcattt attcgagata tgattacatt tagatttata tattttggag
  4654621 gagatgtaaa gttgaaaaaa ataaaagaaa acatataaat gcgatgttag tggctgcgac
  4654681 attatcgttg ccgtttgcgg tttatgctac acctatctta gctgctactg ctgctacaga
  4654741 gaatatggct gtacaaagtc caaaaaagca tgtttttgat gcggtaataa aggcttataa
  4654801 agataactca gatgaagagt catatgcaac tgtatatata aaagatccaa agctgacgat
  4654861 tgaaaatggg aaaagaataa ttacagcaac attaaaagat agtgatttct ttgactatct
  4654921 gaaagtcgaa gatagtaaag agccaggtgt ctttcatgat gtaaaggtgc tttcagaaga
  4654981 taaaagaaaa catggaacga aagttataca atttgaagta ggtgagttag gaaaaagata
  4655041 taatatgcaa atgcatattt taattcccac tttagggtac gataaggaat tcaaaattca
  4655101 gtttgaagtg aatatgcgta catttgtaga aagcgatata gaagaggatg aagaagaaca
  4655161 aattgaagat acacaaaata tcatacgtga taaacgatta caacaagcaa ttaataaaaa
  4655221 tgtattaaat agaaaagatg taaatgaacc tatatttgaa gaagatttaa aagaaattaa
  4655281 agagttaaat atatatgcag gtcaaggaat tgagagtcta aaaggtttag agtatatgga
  4655341 aaatctagaa agaataacaa tacaaggatc tgatgtacga aatatagctc ctatttcaca
  4655401 actaaaacgt ttaaaagtag ttgatctatc ttttaataaa atagaaaatg ttgagccgct
  4655461 tgtaaactta gaaaaactgg atatactaga gctacaaaat aatagaattg ctgacgtaac
  4655521 gccactaagt caacttaaaa aggttaggac aattaattta tcaggtaata aaattagtga
  4655581 tataaagcct ttatataatg tttcttcttt aagaaagcta tatgtaagca ataataaaat
  4655641 tactgatttt acaggcattg agcaattgaa taaattaggg acattagggg taggaagtaa
  4655701 cgggcttgta aatattgaac cgattagtca gatgagtggc attgttgaac ttaatcttga
  4655761 aaaaaatgat attaaagata ttacatcatt atctaaacta actggcttac aatcacttaa
  4655821 cttggaagaa aactatgttt cggatgtatc atcacttagt aatttgatta atttatatga
  4655881 attaaaactt gcgacaaatg agattcgtga tataagacct attcaagaat taggaaaacg
  4655941 aattaagatt gatgctcaaa ggcaaaaggt ctttttagat gaagcctata tgaatgaaga
  4656001 agtgaaaatt cctgtatatg atgtaaatgg gacagcactt caaaatattg agtggaagag
  4656061 tgaaggcgga agtattacga acggagtaat aaagtggaat agccttgggg aaaaaatgta
  4656121 tgaatttaag atggatgctg gcgaaagtaa gataaggttc caagggaggg taatacaaaa
  4656181 tattgttgaa aaacgagaag aaagttcgaa cgtaattcaa gatatgaaac taagacaata
  4656241 catgaataaa cataattttg aacggaaaaa tgtaaatacc cctataacga aagaagattt
  4656301 attaacagtt aaggctttga aaattacgga tgggaaaaaa gaggggataa cagatttttc
  4656361 tggattagaa ttcatgacaa atgtggaaga attgacatta caaaatgtta atatgaaaaa
  4656421 tgcggaattt atctcaagtt tgagaaattt gaagtcagta gatttatcct ataatcaaat
  4656481 tgaagatatt aaaccgcttc attcattaga ggatcttgaa aaattaaatg ttagcgataa
  4656541 cggtataaaa aatgttccag aactatttaa gatgcagaaa ttaaaaactc tagacctatc
  4656601 aaataataaa cttgataatg ctgctttgga tgggattcat caattggaaa atctagatgc
  4656661 attgttagta aataataacg aaatcaataa tttagatgag attagcaaag ttagcaaatt
  4656721 gaataagctt gaaatgatga gcaataaagt acgagatatt tctccattag ctagcttaaa
  4656781 aaacttacag tggttaaatt tatctgataa taagattcaa gatatctcta ctttatcttc
  4656841 tatgcttgat ttacttagct tgaaattagc tggaaatgag attcgtgatg tacgaccggt
  4656901 cattcaattg gctcaatgga taacagtcga tattaaaaac caaaaaattg ttttagaaga
  4656961 tggacaaatg aatcaagaaa tccaaattcc tatctacgat ttagagggag aaatctttga
  4657021 agatattgaa ctgaagagta cagatggtat agttactgat agaggaacag tcgtatggaa
  4657081 aactccagga gcaaaaattt attcattctc cttaaatggg aattatcacg gtctgtctct
  4657141 attattcagt ggtacagtta ctcaaaatat agtagcgaaa gaagaaccaa aagaaccagt
  4657201 ggaagaagtt gaaggttcga aagaagaacc aataaaagaa gctgaaggat caaaagaaga
  4657261 gccaaaagag ccagcaaaag aagttgaagg atcaaaagaa gagccaaaag agccagcaaa
  4657321 agaagttgaa ggatcaaaag aagaagtaaa agaaccagca aaagaagttg aaggcccgaa
  4657381 agaagaagtg aaagaaccaa caaaagaagt tgaaggtccg aaagaagaag tgaaagaacc
  4657441 aacaaaagaa gttgaaggtc cgaaagaaga agtgaaagaa ccaatgaaag aagttgaagg
  4657501 atcgaaagaa gaagtgaaag gaccaacgaa agaagctgaa ggatcgaaag aagaagtgaa
  4657561 agagccaaca acagaagttg aaggatcgaa agaagtaaaa gaaccaggaa aagaagttga
  4657621 aggttcaaaa gatgcaataa atcaatcagc agtagctcaa gaaacaaacg tgaacaatca
  4657681 agttgggaaa gaaaaagtag tagagaatca aaacatgaaa gaaaataaac cagctgttac
  4657741 taagcaagaa gaaagtaaga aatcactagg agcaacaggt ggacaagaga atacatcaac
  4657801 attactttca ggcttagcac tagttctttc agcattgagt atgtttgtat ttagaaagag
  4657861 attatttaag aaataaaacg ttttatctta ttataataca aaaagattat atgagttttt
  4657921 gagaagacat tatcatgacg atttcatttt gaaatatgct tatgatgatg tcttttttag
  4657981 aaggatataa atgtaaaagg tgtaaatata ttagagaagg aggagaggtt atgcatgtca
  4658041 gttctatttt gaaaattgaa gaggtggcat catttattgc aagtatgaat aaagatgcta
  4658101 ctcagtatgt tggttattgt ggagacgaga aagaggagtt attacagaca attatccagg
  4658161 atttttctca tataggttgg gaaaaatctt ttgttgttac ttatgaaaat aataaaataa
  4658221 ttggtgtatt agggtttgat gtagatgaag taaagaaatg tgcagatata tggggaccgt
  4658281 ttattaaagc agagaattgg gaagaagttg ctttacatat gtggaaggaa cttatagaaa
  4658341 aggtgccttt tcatattgaa aaattttatg gtttttatca tgtggaaaat aataattgtg
  4658401 cccgtttaat gaagaagtta catgtaaaag aacaaggtcg acatagtatt ttcagtttaa
  4658461 gtcataatac tgtggaagag cgcagtatat gtaatgtaga agaagcttta ccaaaagtgt
  4658521 ttgggcagtt tgtcgcttta cacaattatg tttttcctaa tacatattat gaaggaaatg
  4658581 aaattattgg acgtttaagt gatacgaata aattatttgt aagtatgaag aatgagaagt
  4658641 tagaaggtta cgtatatgta gaagtaaacc cggagtttca agaagcgaat atcgaattta
  4658701 ttgcaactgc tgaaaatagt agaagaaaag gtgtaggaga gcgtttatta caagcagcaa
  4658761 ttcagtatat tttctcgttc caagggatga gagagataga actatgtttg aatacgaata
  4658821 atgatcgtgc ggtgaagttg tacaagaaag taggttttga agagaaggca tgtttacaac
  4658881 actatataat agagtaaaaa acccattcat atgaaaatga tatttcatat gaatgggttt
  4658941 tattcattta cttttttcct cattcatcac ggatttagaa gtaatttaag gcgccaatcg
  4659001 ttacataacc ttttttattt ttttcggaac ttctttcgtt tgcgaattaa tatcttcttt
  4659061 tcggagctct ttaaagagcg aagtaaccat aagaacgact acgatagaaa atggtagtgc
  4659121 tgcgattatc gctgcaattt gtagtgcatt taaccctcca gcttgtaata aaatagctgc
  4659181 gattatcgcg attgttaatc cccatataag tttcaaacta tttttcggtg ataagcttcc
  4659241 gttactcgtt tgcatagaaa caacaaatgt tgccgagtcg gcagaagtaa cgaaaaatgt
  4659301 ggctactaaa attaacccga taattgttaa aaatgtagag aacggtagat gtgaaataac
  4659361 agcaaataat ccaatctctg tcccgttttt tgcgatttca tcagctactc caagggattg
  4659421 gaacatttcc atatggatag cggtgccgcc aaatactgca aaccaaaatg tgcagatgag
  4659481 agttgggact aatacaactc caaaaataaa ttcttttatt gtgcgccctt tagaaatacg
  4659541 ggcgatgaat gtaccgacga atggagacca ggagatccac catccccaat agaaaatagt
  4659601 ccagttttct atccaagaag aagatttttc attaaatgct cctaaattta atcccatact
  4659661 aggtaaagct ccaatataag aaccgagtgt agatgtgaaa tatttcataa taaatacagt
  4659721 tggtcctaaa agtaaaaagg agacgagtaa tatacctgta agagagaaat ttaagttact
  4659781 caaatattta atcccacgat ctaagcctgt ttgtgcactt gttaaatata aaacagcgaa
  4659841 gatggcgata agtacgagct gtgtaagtaa agtgttatga atagaaggga ataaatagct
  4659901 taatcctccg gcgatttgtt gagcaccaat cccaacagat ggcacaatac caaatactgt
  4659961 ggctaaaaca gctaaaatat caactgtttt tccgatagga gaattcttcg atcgattaaa
  4660021 taatggagta actgtagcgc caattgtgct acctttttgt ttgcggaatg tgaaatatgc
  4660081 aattgttaaa gcaaccattg cgtatagtgc ccatggaaag aggccccagt ggaaaaatga
  4660141 atattgcata gcgagtttgg cactttcctc tgtacctgct tttcctgtta atggatctgt
  4660201 aaaatgtgaa atcggttcag cgattccata aaagaggagt ccaattccca ttcctgctcc
  4660261 aaacaacatg gatagccaag atggataact atactttggt ttttctccat ctttaccaag
  4660321 acgaatagaa ccgtatttag agaatgctaa atacgtggct aaaataatca ttgcagtcat
  4660381 aagtagagag taaaaccatc caaatttatt gaggataaat gagtttaaag aagatgtaac
  4660441 gctttgtaaa tcatagcctt gtatccaact tgccggggta attccccata tgataaataa
  4660501 tgttgttagc aagatggaga tatagaatac actgttttcc ttttttatca tagaatccca
  4660561 cccttgttta ataaagttaa caattatatt aatcataaca attgaagggg taattgtcaa
  4660621 aaaattcgat ttttaacatg tgtaaaagga ctatttaatc gctatagatt cataactatt
  4660681 ggcggctata tagtggggaa attgttcacg atatgtacaa aatgtaagaa gaaataatat
  4660741 gaaatattgc attttatatt gttgtatcca gattttatgt taaattcgtg aatggaatat
  4660801 ttgaataggg ggcaaggata tgaacaagaa atcaaagatc aataaagtga tgcttagcat
  4660861 tagtacaatg gctctatcac tgggggcaat tcaaactcat gtatcagcag aagaaaaggt
  4660921 gccatataat gtattacatt cgaaaccagt tggaattgaa aaaccagtag atgagattgg
  4660981 acacgtttct aaagcggagg aaacattatc gtttcaagaa cggctaaaag taggagactt
  4661041 ttcacagcga ccagcatcta ttacgaacaa agtgacagta aagcaagtta aagaaagcta
  4661101 ttcaatggct gatttaaaca aaatgaataa tcaagaatta gttgaaacgt taggcagtat
  4661161 taagtggcat caaattacag acttattcca gtttaacgaa gatgcaaaag ccttttataa
  4661221 agataaaggg aaaatgcaag tcgttataga tgaattagct catcggggta gtacatttac
  4661281 aaaggatgat tcaaaaggaa ttcaaacgtt tacggaagtg ttacgttcag ctttttatct
  4661341 ggcattttat aataacgagt taagtgaatt aaatgaaaga agcttccagg acaaatgttt
  4661401 acctgcttta aaagcaatcg caaaaaatcc aaactttaag cttggtacaa ctgaacaaga
  4661461 tacagtcgta tctgcatacg gtaaattaat tagtaatgcg tcaagcgatg ttgaaacagt
  4661521 tcaatacgca tcgaatattt taaagcaata caatgataat tttactacgt atgtaaatga
  4661581 tcgaatgaag ggacaagcaa tatacgatat tatgcaaggg attgactatg atatacagtc
  4661641 ttacttaatt gaagctcgta aagaagcaaa tgaaacgatg tggtacggga aagtagatgg
  4661701 gtttattaat gaaataaatc gtatcgctct tctaaatgaa gtaacacaag aaaataagtg
  4661761 gctcgttaat aatggaattt attttgcaag tcgtttaggg aagtttcaca gtaatccaaa
  4661821 taaaggttta gaagttgtta cacaagcaat gcatatgtat ccgcgcttaa gtgagccgta
  4661881 ctttgtcgca gtagaacaaa ttacaacaaa ttataatgga aaagattata gcgggaatac
  4661941 agtagattta gagaaaatac gtaaagaagg aaaagagcag tacttaccaa aaacgtatac
  4662001 atttgatgat ggatctatcg tatttaaaac aggagataaa gtatcggaag aaaaaattaa
  4662061 gagactatac tgggctgcaa aggaagtaaa agcacagtat catcgtgtaa ttgggaatga
  4662121 caaagcgtta gagccgggca atgcagatga tatattaacg atagtaattt ataacagtcc
  4662181 agaagagtac cagttaaata gacaactgta tggatacgaa acaaataacg gtggaattta
  4662241 tattgaagaa acaggaacat tctttacata tgagcgcacg ccagaacaaa gcatttatag
  4662301 tttagaagag ttattccgtc atgagtttac tcattatctt caaggaagat atgaagtgcc
  4662361 aggtttattc ggaagaggag atatgtatca aaatgaaagg ttaacttggt tccaagaagg
  4662421 caatgcagag tttttcgcag ggtctactcg aacaaataat gtagtgccga gaaagagcat
  4662481 cattagtgga ttatcatctg atcctgcaag ccgttataca gcagagcgca cattatttgc
  4662541 taaatatggt tcttgggatt tctataatta ctcgttcgca ttgcaatctt acttatatac
  4662601 ccatcaattt gaaacgtttg ataaaattca agatttaatt cgtgcaaatg acgtaaaaaa
  4662661 ttatgatgcc tatcgtgaga atttaagtaa agaccttaaa ctaaacgaag agtatcaaga
  4662721 gtatatgcag cacctaatcg ataatcaaga taaatataat gtaccggaag tagcagatga
  4662781 ttatttagct gaacataccc caaaatcatt aacggcagta gagaaagaaa ttactgaaac
  4662841 gttgccgatg aaagatgcaa aaatgacaaa acatagctcc caattcttta atacatttac
  4662901 attagaaggt acgtatacag gtagtgtaac aaaaggtgat tcagaagatt ggaacgcaat
  4662961 gagtaagaaa gtaaatgaag ctttggaaca acttgcgcaa aaagaatgga gtggctataa
  4663021 aactgttaca gcatattttg tcaattacgg tgtaaatagc tcaaatcaat ttgaatatga
  4663081 tgtagtcttc cacggtatcg caaaagatga cgaagaaaat aaagctccaa cggttaatat
  4663141 aaatggccct tataatggac ttgtaaaaga aggtattcaa tttaaaagtg acggctcaaa
  4663201 agatgaagat ggaaaaatcg tttcttattt atgggacttt ggagatggaa gcacaagtgc
  4663261 agaagtaaat ccggtacatg tatatgaaag cgaaggttca tataaagtag cgttaatagt
  4663321 aaaagatgat aaaggaaaag agagcaaaag cgaaataacg gttacggtta aaggtggaag
  4663381 tttaacagaa tcagaaccaa ataatcgccc agaggaagca aatcgtattg gactaaacac
  4663441 tactataaaa ggtagtctta tcggcgggga tcacactgat gtttatacat ttaatgtagc
  4663501 atcagcgaaa aatattgata tttccgtttt aaatgaatat ggaatcggga tgacatgggt
  4663561 acttcaccat gaatcagata tgcaaaatta tgctgcttac ggtcaagcaa atggaaatca
  4663621 tatagaggca aactttaatg caaaaccagg taagtattac ttgtatgtat ataaatatga
  4663681 taatggtgat ggaacatacg aattatcagt aaaataagta cttttccaat gtatgtttaa
  4663741 ctttactttt tgtggaaaat agtatattat atagatatat aatatatcgg ttattttcta
  4663801 ggaggagcct gtcacaatag gcttctcctg ttctttttta aaggcctgta ctgcaggctt
  4663861 ttctttaaag gggaaataac tgaaaattaa gaacaataat ctttgaaaga ggtggggcat
  4663921 acacataaca aaaaagggat tgtttaagag agggggataa gaaatggttt tgtttggtta
  4663981 tccacttgag acaatttatt tatacggatt tattattgct actatactca ctgtgattta
  4664041 tatctttttt ggggatatat ttgaatccat atttagtttt ggaggcggat ctgtatccat
  4664101 tgttacttta ttacttagtt ttttcgccat gttatgtgga cttagttata taggagaata
  4664161 tttattttcc tttaatagta ttcttatttt cgtggctgca tttgctattt cctttattgg
  4664221 tgtattcata atgaaaatat taattttaaa gccgattgca gaagcagaac aaaatactgt
  4664281 gcaacgtatg gatgaattca ttggttgcaa gggggaagtc attacgacaa ttcctacaga
  4664341 aggatttggt gaagtattaa tctcctccca atttggaagt aatgcgattc cagctaaaac
  4664401 aattgggaaa aaagatattt cacaaggaac tgaagttatt attgagggag tccaagatgg
  4664461 tgttttgctt gtacaaaaca tcgcttattc tttaaaaaaa ccaaaattgt aagggggaat
  4664521 ttacatgacg attccattaa ttattggtgg agttttactc gcaattttaa ttctactcat
  4664581 tttagtattc attacgaagt atcgaacagt tgggccagat gaagctttaa ttgtgacagg
  4664641 gaactggctt ggtggtggga aaaatgtagt taccactgat gatggaaaga agattaagat
  4664701 tattcgcggt ggcggtacat tcgtagttcc gattatgcaa agagcagaac ctttaagcct
  4664761 attaaactac aagttagaag tgggtacacg tgatacgtat acgaagcaag gtgttccagt
  4664821 tacagtaaat ggtgtttcta ttattaaagt aggttctaca attgaagaag tatctacagc
  4664881 agctgagcaa tatttaggaa aagaaacaga agagttaaaa gtagaagcga aagaagtttt
  4664941 agaaggtcat ttacgtgcga ttttatcttc tatgacagta gaagatgcgt atagtaatag
  4665001 agagcaattt gctcaaaagg tacatgaagt agcttctaca gatttaaaga aaatgggtct
  4665061 tcgtatcgtt tcctttacaa ttaaagaaat tatggataag aacggttact tagatgcact
  4665121 tggtcagccg caaattgcga cggttaagcg tgatgcaaca attgcaaatg cagagcgtga
  4665181 aaaagaagca cgtattgaaa aagctcgtgc tgagaaagaa gcgaaagaag ctgaatacca
  4665241 acgtgatgct caaattgctg aagctgaaaa acataaagaa ttaaaagttc aatcttataa
  4665301 gagagagcaa gaacaagctc gtgcagatgc ggatctttct tacgaattac aacaagcgaa
  4665361 agcgcaacaa ggtgttacag aagagcaaat gcgcgttaaa attattgagc gtgagaaaca
  4665421 aattgaatta gaagaaaaag agattgcgcg tcgtgaaaag caatacgatg cagaagtaaa
  4665481 gaaaaaagcg gatgcagatc gctatgctgt tgagcaatca gcggaagcag aaaaagtaaa
  4665541 acaaattaaa aaggcagatg cggatcaata taagattgaa gcggaagcga gagctcgtgc
  4665601 ggaagaagtg cgtgtggaag gtttagcgaa ggcggaaatc gaaaaagcac aaggtcaagc
  4665661 gaaagcagaa gtacaaaaag cacaaggtac ggcggaagca gatgttatta ggttaaaagg
  4665721 tttagcagaa gcagaagcga aacaaaaaat tgcagaggca tttgaattat atggccaagc
  4665781 ggcaattatg gatatggtac ttaaaatgct tccaagttat gcgaaggaag ttgcaagtcc
  4665841 acttagcaac attgataaaa ttacagttgt cgatacaggc ggcggtggga aaaatagcgg
  4665901 cgccggaaaa attgcgggct atgcaactga tttaatggca acgatgcaag aaacgttaaa
  4665961 agcttcttct ggaattgatt taaaagagtt attagaagga tttgcaggaa aaggagcggt
  4666021 acaacaatta tcaagtgata aacctgttgt atctgtagta gaagatgaga aaaaagaagt
  4666081 agaaaaagat aaagataaag aatagtatag tgaatggagc ctctagtaag tgagatacta
  4666141 gaggttcttc tgtgaattat ttgaataata tacattttaa tatattgttt taattattta
  4666201 atttatatag aatgaaaagg gtatgtatta attctttaat agaaaaagag ataaagagtt
  4666261 gatacatctt aatcgtataa tttatataaa gaaattaaat gtaagttaat tacatttaaa
  4666321 acggtatgga ggggtagaaa tatgcttcaa ggaaaattaa gaagaagtag cttaaaagca
  4666381 aagttacttg tatcatttgt tattgtttta attcttccaa gtattgtaat tggttggacg
  4666441 tcttatcaac aagcgaagac aaattttaat gaaacaattt tacaatcagc ggaagataac
  4666501 gtaaagattt taaataatgt tattaacaaa gagatagaca gtaaaaaggt agacgcagta
  4666561 tattttacaa agttatttaa tggagtaagt tacggaactg atcagctcca aaatgtgcaa
  4666621 aataaattag aagaatataa taaattacat ccagaaatag aagcaattta tacgggatct
  4666681 agtacggggc aatttattca atcaccgtct attcaaatgc cagatggata taatcctacc
  4666741 gaaagagatt ggtataaaga agcagcgaaa aaaagcgggg aagtggttat aacagcccca
  4666801 tataagtcaa gtacaacagg gaatattgtt attacaatag caaaacaaaa tgaggataaa
  4666861 agtggtgttc tcggtattga tttaattatt aatgatattg taaatacttc aaaaatggtc
  4666921 aatatcggca aaacaggatt tgtagcaatc ttcgaccaat ctaaacatgt aatagcgcat
  4666981 ccgacgataa aaccaggtga caagatagaa gaaaaagtgg agaaagaatt gtacaaacag
  4667041 gaaacaggtg actttaaatt caaactcgat ggtgatgatc gcaatattac ctttataaca
  4667101 aataagcaga ctggatggaa aatagcagga attatgcctt caaaagaaat tattgaagca
  4667161 gctaatccta ttttctataa aacgctaact gttattggta tttcattaat aattggcggg
  4667221 gttttaattt acttcataat tgcttctatt attagtccgt taaaacaact tgttatatca
  4667281 tcaaaaaaga ttagtgaagg tgatttaaca gaaacaatta cagttcattc taaagatgag
  4667341 attggacagc taggagaaag ttttaacgag atggcggcat cattacatca tgtcatttcc
  4667401 aatataaata cttcagcaag tcatgtagcg gcatcttcag aagaattaac agctagtatg
  4667461 aagcagacaa gtgaagcgac ggaacaaatt acacaagcaa tagagcaagt gtcgagtggg
  4667521 gctgaaatac aaacgaaaga agttgaagaa ggcgcaacat tattagaaga agttacagaa
  4667581 ggaattcagc gtgttgcaga cagttcttca ttagtatcca cagcatctat gtatacgaag
  4667641 aaaaaggctg aagatggtgg gaagttagtt gaacaaactg taaatcaaat gcaattaatc
  4667701 catgagtctg tttcacaatc agataaggtt attgttttgt tagatgataa atcaaaacaa
  4667761 attggggcaa tccttgaggt gattcaacat attgcagagc agacaaattt attagcgcta
  4667821 aatgcggcaa ttgaggctgc aagagccgga gaacaaggaa gaggatttgc aattgtagca
  4667881 gatgaagtac gaaaattagc tgagcaatca ggacagtctt ctacggaaat tggaaaacta
  4667941 gtgaaagaaa tccaatttga tataaaagaa acggtaagtt ctatgaagct agttgggaca
  4668001 gaagtacaat cagggcttgt agttgcaaat gaaacgaagc aaagctttgc tgaaatattg
  4668061 aaatctacgg atgatacagt tgtacaaatt gataatatgg tagatgtagc gaagcaaatg
  4668121 acggtagatg caagacaagt aagtgcatcc attaatgaaa ttgcagctac gattgaagaa
  4668181 aatgcagcaa gcgttcaaaa tattgctggt tcctctgaag aacaattagc ttcagtagac
  4668241 gaaataaatg cagcagcagt tcacttatca caaatggcag aggaattaca agagatgatt
  4668301 ggtaagttta aagtgtaata ataaatgtta agaaacgagg taataatttt acttcgtttc
  4668361 tttttttatg aagagaaaaa gacagaaata tagagtaacc gtgttatgat taagtataat
  4668421 tgaagagact gtatattctt taaattctat ctttaatcat gttaggggaa tggttttgaa
  4668481 atttaaaaaa ttaaaactac aaccgagaat tacattaact attagtgcac ttattttagt
  4668541 tgtacttatg ttaacgagtt atttatttta ttacatatta tctgaaacag tagaagagca
  4668601 aattggcaaa agagctttgc atgttgcgaa aacagttgct gctataccag aaataaagga
  4668661 agcttttcaa acagaaaatc cagcttctat cattcagcca attgcagaaa gaattcgaat
  4668721 ggatacagag gctgacttca ttgtagttgg aaataaagag gggattcgat atgcacatcc
  4668781 tgagcgagat aaaataggag aagcgatgat tggtggagat aacaaaggag ttctattaga
  4668841 aggaaaatca tatgtttcga aagcaactgg atcattaggc ccttcattac gtggaaaagt
  4668901 tccaatccgt aatcaggaaa atgaaatcat tggtgtagtg tctgttggat tttcaatgga
  4668961 tgatattcat ggagcggtag aagtgtatgg aaagcgtgtg ttttggatta caataatagg
  4669021 tctattaatt ggagtaatag gctctatata tttagctggc agtataaaaa gaatgatgtt
  4669081 tgggatggag ccagaagaaa tttcatcttt atatgaagag catagtacag tgattcaatc
  4669141 tgtacgtgaa gggattatcg tcattgatca aaatggcatg attagtttag tcaatcaagc
  4669201 agcctatgat attcttgcgc ttgatgaaca acgaaatatt attggagaat ttattttaga
  4669261 tataattcct aattcaacga tattagatgt acttcaaact ggtgaagaac agtttgatcg
  4669321 tcaattaaat ataaaagggc aggctgttat tgcgaaccgt ctacccatta aagtgaaaaa
  4669381 taaagtaact ggcgttgtat cgagcttgcg tttgaaatct gaaatggatc agttaacagc
  4669441 agagttatct cagacgaagc aatatacaga ggcattacga gcgcaaacac atgaatataa
  4669501 caatttattg tatacgcttt caggtcttat ccagctagaa ttatatgaag atgctttgga
  4669561 gcttattcat aaggaaacag cggtatatca agattttgtt caatttatta tgaaacgaat
  4669621 tcaaaatcca tggttaggag ggattttaat tggattctat aatagagcaa gagagttgaa
  4669681 gattgagttt atgctagata gagagagtag cttagacaaa ttaagcccgc ctattgagag
  4669741 taattatgtc gtttctattt taggaaattt aattacgaat gcatttgaag cgattgaaag
  4669801 aaatgaagaa catgataaga aagtaagaat gtttgtaact gatatcggag aagaaatagt
  4669861 cattgaagtg gaagactcag gacaagggat tcatgatgag gtcattacta gcatattcta
  4669921 taaaggcttc tcgacgaaag aaggcgagaa gcgaggatat ggattagcaa aagtgaaaga
  4669981 gttagtagaa gatttaaatg gaagtatcgc aatcgaaaaa ggggatttag gtggtgcatt
  4670041 gtttattatt gcactaccaa aagagagggg cgatttgtaa tgggggagga gattgaagta
  4670101 ttgattgtag aagatgatat tcgaattgcg gatattcatc gtcgttttac tgaaaagatt
  4670161 gagggattta aagtaattgg aacagcaaca actggcgaac aagcgaaaga atggctagat
  4670221 cttgtgaagc cacagctcgt tttattagac gtgtacttac ctgatatgca aggaacggaa
  4670281 cttgtcacat atattaggca tcatttacat gatatagata ttattatgat tacagctgca
  4670341 tcggaaacag atgtagtgag gcacgccctg cggggcggag taacagatta tatcgtaaag
  4670401 ccacttatgt ttgatcgatt taaagcaagt ttggaaaatt accaaaaaaa gcttgtgcag
  4670461 ttaaagaaaa ataacaaatt atctatcgaa caaatagaac atctatggtc tcaaagaggc
  4670521 gtaaagggaa atgaaataga atatgccccg aaaggtatag accccttaac tttagcaaaa
  4670581 ataaaaaagc atatgttaac agtgaatgaa gaaggtatta ctgcggaagt gctaagctca
  4670641 atggtcggag taagcagatc gacagcgagg cgttatttag aatatttaat atcaggaaag
  4670701 aaagttcatg cggagcttat atatgggagt gttgggagac cagaaagaag atattttctt
  4670761 attccttcat aataaaaaac agtagaggat atatgtccgc tactgttttt ttattttata
  4670821 ttggaataac cccaattaaa attccagtaa tcaacatgac cattgtcgtt ccaactgccc
  4670881 acaataaagt aaaacgttga tgttcaccaa aatcaacttt ggccattccg actaataaat
  4670941 aagtggatgc aacaagaggg cttaataagt gaacaggttg tctcagtaag gaagcgcgtc
  4671001 ccatttcagc tgcactaatt ccataagtag cagcagcttt tgtcaaaata ggtaatactc
  4671061 cgaagtaaaa tgcatcattg gacatgaaaa atgtgaatgg catactaaga agagctgtaa
  4671121 taattggtag ttgtgggcca agagcgtctg gtataagagt tactacactt ttagccattg
  4671181 catctaccat ttttgttcct gataaaatcc cagtgaaaat cccagcggca aatacgagag
  4671241 aaacaaccgc caatacgttt ccagcatgag aagcaatacg ctctttctgt tgttctaagt
  4671301 tcggatagtt aagcataaca gcaatagcga aagcgattgt aaataaaaca ggtaacggca
  4671361 taacttctag tataagacat acaagtaagg tagcagttaa taaaaagtta atccatagaa
  4671421 gtttagggcg tttatgaaca gcagcttcta ctgttgcagc ttgctcatct gttgtttgca
  4671481 tttgttttaa atattgtaca tccataattc ctaaacgttt tctctctttt ttcccaagat
  4671541 agtaagcaac gaaaactacc caaagtgcac cagcaatcat tcctggtata agtggtgtaa
  4671601 agagctctga tgcgtctagt ccaagtgcac tcataacccg agctgtcggt ccaccccacg
  4671661 gtgtaagatt tgtcacccct gcacctaaca taacaacacc ggctaatata agtggattca
  4671721 ttccaaggcg tttatacagt gggtacattg cggaaacagt aatcatatac gttgtcgttc
  4671781 catccccatc taatgaaacg ataatagtaa gaattgctgt gccaacaaca atttttaaag
  4671841 gatctccttt tacaaatttc aaaatcctac taatgacagg atcgaataaa ccgctatcaa
  4671901 tcataattcc aaaatataaa atagcaaaca taagcataat accagtaggt gctagttttt
  4671961 gaattccctc taacatcata ggccccatgt ctgcataaaa tcctccaatt aaagcgaaag
  4672021 taattggaat taatattaat gctactagtg ctgacatacg ttttttcata attaaaaaca
  4672081 taaagacaaa taccattgca aatccaagta gtgctaacat gtaatctccc ccttaaaaat
  4672141 gattacgctt tcaaaataaa ataaaaattc agaaaaaggt tttttgttta tcataaaagc
  4672201 atctatttga atggtaaata atttgaaaaa taacatcatt agaagcatac tttttatttt
  4672261 ggtcattttg tttacggtag ttaatttgaa tttttaaaaa gtaagctgct ctccataaga
  4672321 atggtagaat aagatgacaa tattgaagtg tgaaataggg agtagattta tatgaaaaca
  4672381 agaatggaag agatttgtag ttcttatgaa ggaaaagtag aagagatttt tgttaatgaa
  4672441 tcttcttacg tatatgagtg ggaaaaatta atgatgatcc gaaaaaataa cggtgagctt
  4672501 gaaaaggttg cagtcggcat cagtggaaat ataagattag taaatgtagt tgttgggcag
  4672561 caaattcata cagatacatt attagttagg ttggaagatg atttattaat tacaggttgt
  4672621 gaataatgag agatgtgtag atatgactac acatcttttt tgttctatat attgcaaaag
  4672681 acacattgtt ttttcacaaa tcgcacacaa gtttttgata tgctccttgt agaagatagg
  4672741 gttagggagg aaataataca atgagaacaa agtatgtgat gtttgctata tgcttattct
  4672801 ttgtctttac aattgtagga tgtggtaaga aacaagcaga ggcagtggca attgatgaga
  4672861 aacatgataa gtgtgatatt tgccaaattg gagtaatgga taatcaattt gcaacggaaa
  4672921 ttattttaga aaatggaaaa gcattaaagt ttgatgatat cggttgtatg tataaatgga
  4672981 tggagattaa tccaggcgaa aagacgaaag aaaaatttgt tcgagattat gattcgaaag
  4673041 attggatttc gttagaagac gctacttacg tatatgataa aacaattaca acaccaatgg
  4673101 cttataatgt catttcattt aaaaacaaaa aagatgcaga gaactttgta tctaactata
  4673161 aggggaaagt tctttcgtat aaagagctag cagagcataa atgggaaatg aataaagaaa
  4673221 tgatggggaa ccagaaaaag ggaaatcacg gcgggcatca ttaatactag aaaaagacaa
  4673281 ctgtatggtt gtctttttct agtattactc aggtgcaaat atagaaaagg tgtaaaattt
  4673341 ttagaagaac ggttacaatg gaatgtagtg acctaaagca accatgtatg tactttttag
  4673401 aaatgtatac aaatgcggtg aaaacgtgct aaactaattg cttcataatg ttaatgatga
  4673461 ggccatcagg cgtatcattc caataggttg agaaacatca tataagttta agataatcca
  4673521 attaaagaag gaatataaag ggcttatgga taaatgtact caagaagagt tattgtatgt
  4673581 gatggaggaa tggttaagaa aacattatct ttcataggag ctgtagttgt gagaaaacaa
  4673641 aaaattttat tatgtatgtt attaggactt ttaatgacgg tagtggcttg cgataagcaa
  4673701 gaagagccag aatcgaaacc ggttcatgtg aaaaacgaaa agaaacaaga gaagcataaa
  4673761 gaaaaggaag aatctaaaga agaaaaaagt ataaatttaa tggacaaaca gttgctactt
  4673821 tctgccactc ttggagacac agaaacagct atgaagttga ttcaagatgg agcgaatata
  4673881 aacgtagaag gtgacaacgg agaaacaccc gtccttgcag caacgtacca aaatcatgta
  4673941 gagacagtta aagcattaat tggtgcaggt gctaatattg aaattaaaga tgagaaacaa
  4674001 agtaatccac ttctttatgc aagtagagaa ggatatacag atattgtaaa ggtactaatt
  4674061 aatgcaggag ttaatacgaa agaaacgact aagttaggtg gaacagcact tatttctgca
  4674121 tctgagcgtg gtcatgtaga ggtcgtaaaa gaattgttag agcatacaga tattgatgtc
  4674181 aattataaaa atgctcgtgg tggaacagct ttagtagaag caattgtatt aggaaatggt
  4674241 agtgaaaatc acaagaaagt aattcaaatg cttattgacc acggggcaga tgtaagtatg
  4674301 gccaataagg aaaatattac gccactgcaa tttgctgaaa aaagaggttt taaagatatt
  4674361 gcaaatatgt tgagggcagc tggagcgaat gaagtagtag agccacaaca accagtagaa
  4674421 taaaaaacga aaaataatcc catttagata gacagaatga agaaatcagt gagtatgatg
  4674481 gattcagtaa tgtgtatttg aatgggattt ttgttttgga aaaatcattt gaagagaggg
  4674541 atagataagg agttttaagg taatagtgca ggtattgttg cattatggac gatattaata
  4674601 cgagaagaaa catacttctg aaaataactt taattcaaaa agtgataaga aaattaaaca
  4674661 accttaatta tagaatatga aaggtagttg ggagtttgtt tgtactattc ctatgtaatg
  4674721 attagtgtaa aaaggaatag gtgaatatta acattcgatt aacagctaat taacaatcta
  4674781 tcaaaactga cttaataaat gcgtaatata gtaaaggtaa caaaataact agggtagaga
  4674841 acatttgaga acacccgctt acatataacg tgctactttc ttaggtgtgc tctattccct
  4674901 agagttcaaa taaggagaaa ggcgttctat gtaagtaggt gtttttagtt tggataaaaa
  4674961 tagaaaagct aggtggaatg aatgtttaag gaaccttata ttgcgatgat aaaggattgg
  4675021 aaaggataca acacatacaa aaagttaccg aaaacagttt ttcttatgac cggttcaatg
  4675081 ctggaattac cagagcgtgt atatgaatta cagaaacatg gacatgatgt ctttcttcat
  4675141 tgtgatttta tacaaggttt aaatacgaat acagaggaag cactttcgta tattcaagac
  4675201 gttatcggag cacaaggcat tatttcaaca aaaggatcga caattcgaaa tgccaataaa
  4675261 attggattaa aaacgatcca acgtatttct attgtcgata ctttatctct tacaaaatca
  4675321 attgaaaatt gtaaaacgac taaaccgaat gcagtagaga ttatgcctgg tattatgcct
  4675381 tcaattatta agcagttagc agaggaaata gaatttccta tcattgcagg cggattgatt
  4675441 caaacgcgag aagatgcaga aattgctatt cgttcgggag cgagcgcgat ttcgacgagt
  4675501 cactatgaag tatggataca agaagaaaaa aggagtgcaa tcttgtgatt gaattgaaaa
  4675561 atgtttcaaa ggtatatcaa aatgcagagg agacagcggt taaaggtgta tcggttcata
  4675621 ttaagaaggg agaatttttt gttttagttg gcccttcagg atgtggaaaa agtacattat
  4675681 taagaatgat tgctggttta gaagaaattt cttcggggga tttaattatt aatgaacgtg
  4675741 ttgcaaatga tttagagccg aaagatcgta atctatcaat ggtatttcaa aattatgcac
  4675801 tatatccaca cttatctgta gaagaaaata ttttattcgg acttaaggta aggaaagtac
  4675861 aaaaagaaga gcgacaaaag agattaatgg aagctgtgga aatggtagga ctgaaagagt
  4675921 atgtgaaaat gaaaccaggc caattatcag gtggacaaag acagcgtgtt gcgcttgcta
  4675981 gggcgattgt gagtcaagcg ccgatttgtt taatggatga accactttcg aatttagatg
  4676041 cgaaattacg tgcgcaaatg aggattgaaa ttagagaaat tcagcagcgt ttaggaatta
  4676101 caatgattta cgttactcac gatcaaatag aagcgatgac tatgggagat cgtattatgg
  4676161 tcttaaataa aggaagcgta cagcaagttg gaacaccgct tgatatatat aacaaaccag
  4676221 cgaatgaatt tgttgcaagt tttatagggt ctccttcgat gaatatgaat gatggagaag
  4676281 tagacgaaga aaaaggtgta ttacatatag ggcaattgca aatcccatta tctattggac
  4676341 aattaaagca attaccagca ggaactgttc gagtaggcat gcgtccagaa catattgcat
  4676401 tgtccgagga aggacaagaa gttacattgc aatctgtaga agtgttaggg aatgaatcta
  4676461 tattaaactt cgtgataaac ggaacaactt ggagtgcgaa agtcatcgga cagttactcc
  4676521 tgaataaagg tgacaaagta aaattattat tctcggaaga aaagttatgc ttctttcatc
  4676581 aaaacacgaa tgaacgctta aaagtggtag ctgaagaaga gttgaaagtg gtggcgaaat
  4676641 aatgatcgaa gtgagtaagt taccggttca aacaaaagta tcaaaaaaga aaaatttatg
  4676701 ggggagaaca aaagatttaa gaataggatt attgtttttg gcgccatcta ttttgctatt
  4676761 ttcaattttt ctgttctatc cattgtttag gacgatttac tatagttttt atttaaccga
  4676821 tatacatgga gaagctaatc ttttcgttgg cttagaaaat tatcaatatt tattctctaa
  4676881 tcctgccttc tacaaaagta taaaatcaac tttactattt gttttatata cagtgcctac
  4676941 gagtattata tttgctttgt ttcttgcatt gattgcaaac ggaaaggtaa gaggtattgg
  4677001 gttatttcga gttctgtttt cttcgacaat gggaatatca gtagctgcta gtgcagtgat
  4677061 ttggttattt ttatttcatc caagtgtcgg gttattcaat aatatattag cttctatgaa
  4677121 tcttcctgca attgcatggt taacgagtcc ggactgggca ctattctctg tatcagttac
  4677181 aacggtttgg gtgaatacag gatttgcatt tttagttata ttaggtggtt tacaaaatat
  4677241 tgatacgtct ttatatgaga gtgcatctat agatggtgca agttatctat ataagcttcg
  4677301 tcgtgttaca ttaccgatgc tatcaccaac tttattcttt atcgtgacag taacgttaat
  4677361 tagtgcgttc caaagctttg gacaaattga tattttaacg cacggtggac cgaatgatgc
  4677421 aacaaattta attgtatatt cgatttataa agaggcattt gtaaatcatc aatttgggac
  4677481 agcaagtgca caagcgatgg tactatttgt tttcattttc attgctacat tacttcaatt
  4677541 taagtttgct gagagaaagg tgcattataa atgattgtta aacagtggaa acaaaatttc
  4677601 ctgctataca tgctgctcat aattagtgca gtaatggtat tttttcctgt gctatatgcg
  4677661 tttttaataa gctttatgac accagacgat attcaaatga gaaggatatt tccaactcaa
  4677721 tttacttttg ataatttcat taatattttt cagaaagtac cactttttgc atatttatac
  4677781 aacagcttag ttgtatcgac agttgttatg attggacaac ttatcgtgtc aagcttagcg
  4677841 gcgtatgctt ttgtctttct tcagtttaag ggaagaaatc ttattttttt cctgtttatt
  4677901 tcaacgatgc ttattccgtg ggaagcaacg atggtaccta actttttaac gattcaaaac
  4677961 tttggctgga tcaatagttt cgctgggatg acagtgccgt tttttgcaac agctttcggt
  4678021 attttcttgt tacgccaaca ttttatgaca cttccaaatg aactgaaaga agctgctttt
  4678081 attgaaggga ttggaaatgt aaggttttta ttcagcgttg taattccata ttgtaaaacg
  4678141 agttttatta cgcttggcgt atatagtttt ttaacaacat ggaatatgta cttatggcca
  4678201 cttttagtga ccactgatga aacggtaaga acagttcaaa ttggtgtgaa gcagcttcaa
  4678261 tctcaagaag ttgcaactga ttggggaagc gtaatggctg gcgttacggt tatcgttata
  4678321 ccaacattga ttctattatt tttaggacaa aagcaattac aacaaggatt aacaaaaggt
  4678381 gcaattaaat aactaagaga aggtgagatt aaaatgagtc tagttaaaaa aggtgctgct
  4678441 ctattaatgg tagcaacaat ggcattatct agtgctgctt gttcaaatag taaaacagag
  4678501 ggaaaacctg aagcacaggc aaaagtagca ccagttgaaa aaaatggtga taaaactgta
  4678561 attcgttttt ggcatgcgat gggtggaaaa acacaaggtg tactagatgg gcttgttgca
  4678621 gactataata agtcacaaaa taaatatgag ataaaggcag aattccaagg gacatatgaa
  4678681 gagtctttaa cgaaatttaa aacgatgtct gctacgaaag aagcaccagc tcttgttcag
  4678741 tcgagtgaaa ttacaacaaa atatatgatt gatagcaaaa agattacgcc aattgatagt
  4678801 tggataaaaa aagataagta tgatacttca aaattggaaa aagcaattac aaattattat
  4678861 tcagttgatg gaaaaatgta ttctatgcca tttaattcat ctacaccagt attaatttat
  4678921 aataaagatg ctttcgcaaa ggcgggctta gatccagaga aagctccgaa aacgtatgcg
  4678981 gaattacaag aagcagcgaa aaagttaacg attaaagaag gcggaaatgt aaagcaatat
  4679041 ggattctcaa tgttgaacta tggttggttc tttgaagaat tgttagcgac acaaggcgct
  4679101 ttatatgtag ataatgaaaa tggtcgtaaa gatgctgcaa agaaagcagt atttaacggt
  4679161 aaagaaggac agaaagtatt tgggatgcta gatgagttaa ataaagctgg tgcattagga
  4679221 aaatatggag caagttggga tgatattcgt gctgcgttcc agtctggcca agttgctatg
  4679281 tatttagatt cttcagctgg tgttcgtgat ttaattgacg catctaagtt taatgtaggc
  4679341 gtttcgtata ttccataccc agaagattcg aaacaaaatg gtgttgttat tggcggagca
  4679401 tcattatgga tgacgaatat ggtttcagaa gaaacacaac aaggtgcttg ggactttatg
  4679461 aaatatttaa cgaagccaga cgtacaagca aagtggcata ctgcaacagg ttatttctct
  4679521 attaatccgg acgcatataa tgaaccatta gtgaaagagc aatatgaaaa atatccacag
  4679581 ttgaaagtaa cagtagatca attgcaagcg acgaaacaat ctccagcaac acaaggtgct
  4679641 ttaattagtg tattcccaga atcaagagat gcagttgtaa aagcgttaga agcaatgtat
  4679701 gatggggaaa atagtaaaga agcgctagac gaagctgcaa aagcaacaga tagagcaatt
  4679761 agtatttcag ctcgtacgag tcaaaaataa gagaaagccg tatccaaaaa aggatacggc
  4679821 tttctttagg agataagaga tcaaaaaaat gaagaagtct tatctctttt atatgagtaa
  4679881 agggtctaga atgaatgttg ttcttttcat tatttgttta actccattgc aacttgtttc
  4679941 ccatttacga aaacctctgc cactgctact aaaacttcca tcactttttt catgtctcat
  4680001 ctctccttgt tttttgtttc atttcttact tttagtataa ggaaatatag caattgcaac
  4680061 tatcgaattg gatgacaaga gacttacatt gttgtaagga taatcgcttt gtttgtaata
  4680121 aaagtgattc tgaatatgat ttcggaaatt tctgtcgttt tgaactataa ttataaagag
  4680181 agtggtttag aaagaagggg ataatatgaa aagaattctt gttattagtg atattcatgg
  4680241 ggaaatagaa aagttcgaac agttattaga agaagctcaa tacgatgcaa aacaggatca
  4680301 actaatttta ttaggggatt atgtagatcg tggtccaaat gcgcgtgcag taattgaaaa
  4680361 agtaaaagag ttaaaagaag atggagccct cgttctaaag ggcaatcatg aagatatgat
  4680421 gatcaaggcg ttaacgactg atgaggaacg ttcatggaac cattgggtaa aaaggaatgg
  4680481 tggagataag acattataca gctatggatt tgtagaagaa gatattatgg ttaatgagaa
  4680541 ggacttccga aaaccgattt tacaatctct tgtattagag gaacatgtaa agtttattca
  4680601 aaaattagac cattacattg aaacagaaga gtatatattt gtacatgctg gtgttgagcc
  4680661 attgaaacga gtttctgaat gtgaaccata tacgttaatg tggatccgta atgagtttca
  4680721 tagtgagtat agtggtgaaa aggttgttgt atttggccat acggaaacaa aaacgcttca
  4680781 tggaaatgat aattgtaatg tctattttgg aaataaccgt attataggaa ttgatggtgg
  4680841 tgctgtatat ggtggccagc taaattgttt agaattgccg agtaaaaagg tgtacgtagt
  4680901 aaaaagttga aagagataag gagaatctta tttctttcaa ctttttatta agcaaaattt
  4680961 aaggaagagt ttttataata agtctttcaa attttatatc aaaaaaacgt taaaatgtaa
  4681021 ttataaatag aattgaacaa tatggtggaa ggtgagaata tgcgcttact cgtagtagaa
  4681081 gataatgctt ctttattaga gtccattgtc caaatattat gcgatgaatt tgaagtagat
  4681141 acggcattga atggagaaga tggattgttt ttagcgcttc aaaatatata tgatgcaatt
  4681201 ttgcttgatg tgatgatgcc agaaatggat ggatttgaag tgattcaaaa aatacgtgat
  4681261 gaaaagattg aaacacctgt cttatttttg acagcgagag attctttaga agatcgcgtg
  4681321 aaagggttgg attttggcgg ggatgactat atcgttaagc cgtttcaggc cccagaatta
  4681381 aaagcaagaa ttcgtgcttt attaaggcga agtggtagtt taacaacgaa gcagactatt
  4681441 cgctataaag ggattgaact gttcggaaaa gataaagatg ttcaagtaga tggacaaagt
  4681501 atgaagctaa cattaaaaca atatgagctt ctagagtacc ttgttcaaaa tagcggaaag
  4681561 attttaatga gggaacaaat ttttgatcgt gtctggggat tcgattcaga tacgacagta
  4681621 gcgattgtag aagtgtatgt acatcattta cgtaaaaaat tagagccatt cggttatcag
  4681681 aaagatattc aaaccgttcg tggtattgga tatatattaa aagaacaatg aaaaagggaa
  4681741 gtatgtttca gaagacgcgt attcgattga ctatattgaa ttcattagta tttatcattt
  4681801 tgataggcgt attaggtagt atcatttatt cttacacata taagcgtatt tatagtggag
  4681861 taaatgaatc gatagaaaaa gccgttcaac atagaaagaa tgcagatgat aaaaaactac
  4681921 ctaaaaaaat tagaggatat cctccaattg gggatccaag gataatggag ttaacttggc
  4681981 ttggaaacac ggtggagata gatattgaaa acggcaaacg tcgttttatt tttgaagaca
  4682041 atttggaaaa gttttctcca aagaaattag gaactttgca agatatagaa gtacaaggac
  4682101 gatattttag aatatttgca tttcagaaag atgcaaaaat agttcaaatt gcaagggata
  4682161 taacggctga aaaagaaatg ttacatactt tatttttaat tcttgtgata gggtgtagca
  4682221 taggaagtct atgtgcaata ggaatcggat ttttcttagc tggcagggca ctcgtaccta
  4682281 ttcaaaattc atgggaaaaa cagcaacaat ttgtgtcgga cgcatcacat gaattaagga
  4682341 caccgcttgc ggttattcaa tccaaaacag atatattatt tcagtcacca tctgcgacaa
  4682401 tagaagaaaa agcgatggat atttctacga tttcaaagga gtgtagacga ttatctaagc
  4682461 ttgtagctaa tttattattg ttagcacgtt cagattctaa tcaaattgag atggataaga
  4682521 aaatatttga attggataaa ttgttagaag aaatagtaga gccatataag gaaattgctt
  4682581 cctaccaaga aaaagagatg atattgaaag tagagcatga catatcattt atgggtgata
  4682641 gggagagaat tcatcaaatg atggtcatat tgttagataa tgcgatgaag tatacaaatg
  4682701 agggaggaca tatacaaatc gattgtacgc aaacgaacag ttcgattcgt atacgagtga
  4682761 aagatgatgg gataggagtg aaaggtgagg acattccgaa actatttgat cgtttttatc
  4682821 aaggagataa agcgagaagt gcgtcagagg gagcgggatt aggcctttca atcgcgaact
  4682881 ggattgtaga aaagcattat gggaaaatat cagtagagag ccaatgggga gagggcactt
  4682941 gctttgaagt gattcttcct aaaaatcaaa gaatataagt gagaagacga ccttgttttt
  4683001 acaagggcgt ctttttttaa gggaaagtta agaaactatt tataacatgt attatataca
  4683061 gaaagtttgt cccctaaaga agcgattata aaaaggtatt tgagcagatt atatcaatca
  4683121 taatgttatt tcgattatgt atagggaatg atggaaaaga aagtgtaaga gggaggaatt
  4683181 aattttgaaa aagaaaatga tgatggtatt cactattgga gtaatgagtt taagtatatt
  4683241 agggggtgcc tctccttctg aaacatcaaa aggaaagaca gattacaagc agcgcagcaa
  4683301 agaacaatta aacaatggaa agatacatgc tgtgcataca gaagaaaaag cggagaaatt
  4683361 agggattgaa acgacaggga aagaacaaat tacgctagaa aaagaaatcc atgagacgga
  4683421 agtaggaaga gaagcgaagc agctaggaat ttcgattgaa ggaaaagatg ttggaactct
  4683481 ttcagaagaa atctatgaaa caaaagtgga gcaagaagcg ttaaagctag gcatatctat
  4683541 agaaaataca tcaattgtaa atttaattaa tcaaattaat acgattaaaa ttaatgatga
  4683601 ggcggataaa ttaggtattt cgacaaatgg aaaagagata gaggacattg cagaagaaat
  4683661 ctatggaacg aaagtaagag aggaagcagg gaagttaggt atttcaccaa aaggaaaaga
  4683721 gatagaagtg ttagcgcaag aagtgtacga acaaaaagta caggaagaag caaaagaata
  4683781 tcatatcgat ttgtatggga aagatatata tcaagtatta agcgaaatta atgaacaaaa
  4683841 agtgttacaa atggcagatg agcttaatat ggataaaacg aatatgaacg ttcaagaatt
  4683901 agcagaaaaa ataaaaaagg atcagcctga aaaaggaaaa gaactaaatt ttgtaccagt
  4683961 gattcgaacg gatgcggacg cgttttattc ttatttaacg aactaaaaag ggagtgaaag
  4684021 tgatacggaa gtttaagtgg tatatatgta tggctttact cggtatagca gtatggggga
  4684081 tctatacaaa tggaattaca aagtatgtgg agaaattaac attcttcaat atacaaagtg
  4684141 gaaaacaagt ggagtttaat cgtgatgaaa aggttatctt atcgaatgta cctttcattc
  4684201 agcaattacc agagttagat agaggctgtg aagtgactag cttagcgatg atgttacaat
  4684261 atgcaggcat tacagtggat aagatgaaat tagcaaatga aataaagaaa gttgatttta
  4684321 tgaacgatgg tgtacgtggg aatccgaatg aaggatttgt aggaaatatt tatacctttt
  4684381 ctgaatctgg atatggtgta tatcacggac cactttttca gttagcgaaa aaatatttac
  4684441 ctaataaagc tgtggattta acagggaaga gtatagaaga gctttataag agtgtaaaag
  4684501 caggacaacc ggtagttatc attacgaatg caacatttgc gccattagat gaagatgaat
  4684561 ttactacatg ggaaacaaat aacggagatg tttctattac atataatgaa cattgcgttg
  4684621 tacttattgg atatgatcag gaatctgtat atattcggga tccacttaag gatagcttag
  4684681 atgtaaaagt gccgagagaa aaatttgaac aggcatgggt gcaaatgggg agtcaggcga
  4684741 ttagttatgt gaaaagatcc aaatgaacta gtaaggaaag aaatgtaagg aattgtaagc
  4684801 ggattttttg taggcgtttt tttgtacaga aataagagaa cttgagctta ttctataagc
  4684861 tcaagttctc ttatttttta tgattaaatc tttagaagga gtgaatatgt aaaaatgcat
  4684921 aattgacaaa aatattacat gttatcatta tatattgttt tatatatgtc acttgtataa
  4684981 aattacacaa gtattcacat tacataaagg aggcttatta tgcaaaaaat atttaactgg
  4685041 gttaaatgta tgagtatcaa gaaaaaatta atcatttcat tttttcttat tttaactata
  4685101 ccaggactta ttatcggtgg tgtttcatat caaactgcca aaacaaattt tgaacaacaa
  4685161 atcacaggta aagcaaagga aaatatttcg attttaaata ctgttatttc tcaaaatata
  4685221 gaagagaaat ttgttgatgc agcatacttt gcggacatct taacagagga tacatatcca
  4685281 aacggacaag aagaaatagt aagaacgaaa ttagcgcaat atataaaact tcatccagaa
  4685341 gtagaaggta tttacattgg aacgcagacg ggaaagttta taagagaacc atttatccaa
  4685401 atgtctgatg ggtataatcc aacagataga gattggtata aagaagcaca tgaaaataaa
  4685461 gggaaagtaa ttgttactgc gccatatcaa tcagcatcta caaaaaatat ggtagtgaca
  4685521 attgctaaag aagtaaaaga tggtaaaggt gttataggga ttaacttaaa tttagataac
  4685581 attttaaaaa tctccaaaat gattaatatt ggggaaaaag gttatgcagt tattttagat
  4685641 caaaataagc aaattgttag tcatccatct agaaaaccag gtgcaaaagt tactgatcct
  4685701 tggattaaac caatttatga agataaacaa cgaaatgttg cttatacaga aaaagatgat
  4685761 aaaaagaatt taatctttgc aacaaatgag aaaacgggct ggaaagtagt tggagtcatg
  4685821 tttgatgaag aaattaccca agctgcgaat ccagtttttt ataagacttt tattgtcatt
  4685881 gctatcgcta ttgtatttgg cagtgtatta atttatttca tcacaaagtc tattacaaga
  4685941 ccattaagaa aaatagctga ctcggcatat aaaattagta agggagattt gaccgagaaa
  4686001 attacaattc attccaagga tgatataggg aaattaggga attcctttaa tgaaatgtct
  4686061 gcctctttac aagatgtgat tactcaaatt agtttttcag cagagcatgt cgctgcatcg
  4686121 gctgaagagt taacagcgag cgtacagcaa gcaaatgatg cgacagatca aattacaatt
  4686181 gcaatggaac aagtatcagg tggggctgaa tcacaaagtc aaggtgttga agaaggtgcg
  4686241 gctacattac aacaagtaaa tacagcaatt caagatgtaa acggaagcgc ggaatcgatt
  4686301 tctatctcct cattgcatgc gagagagcga gctaaagagg gggaagactt ggttgaacaa
  4686361 actgcaacac aaatgcagtc tatttctagg tcggtatccg agtcggacgc tattattaaa
  4686421 cttcttgatg agaaatcaaa gcaggtagga gctatttctg aagcaattca aaatatcgct
  4686481 actcaaacga accttttagc tttaaatgcg gctattgaag cagcaagagc aggtgaacag
  4686541 ggccgagggt ttgctattgt agcagatgag gttagaaaat tagcggagca atcaggagaa
  4686601 tcatctggag agattgcgaa tttaattgca gaaattaagg ctgatattga acatactgtt
  4686661 aaggcgatgg ataatgtgaa tggagaagtt caacaaggtc ttgatgttgt aacaaaaacg
  4686721 aaagtaagtt ttacggaaat tttaagttct actacacata ttgtttctca agtgaatgaa
  4686781 atggtagaaa caacgaagag aattgctgga gatgcaaatg aagtgacaaa tgctattgat
  4686841 gaaattgcag cggctgcaga agaaaatacg gctagtatgc aaagtgttgc tgcttcaaca
  4686901 gaagaacaag tgaattcaat ggaagaaatt agttcagctt cgcaaaactt agctgagatg
  4686961 gccgaagaac tacaagcgat gactagtaaa tttaaagtat aataacagca gataagtaag
  4687021 gtgagaataa tatcacctta cttatttttc tattcagcaa ttaggggagt cattaacggg
  4687081 atgaaaaaaa aggaaaagac tatggaattt atggaaaacg attacattgt tagtttgtac
  4687141 agttgtaatt ttttctttac ttgtgacaga tatattaatt agtcacaatg tagaacggac
  4687201 aacggaggat agccaagcag agaaagcaaa aacaattgca cacattgtgg cgaatgattc
  4687261 aattgtaatc gatggtttaa ttgggaaagc agatacttct gcaattcaaa cgtatacaaa
  4687321 tagaatatta aaaaacacag gtgttcaatt tattgtagtt atggacatga atggaataag
  4687381 aaagtcacat ccaaatcctc aaaaaatagg tcatcatttt attgggggag atgaaggacc
  4687441 tgcattgaaa ggaaaggaac atgtatcgct ggcagaagga actttaggta tttccatgcg
  4687501 agtgtttgta ccaatatttt ctgaaacagg tgaacaactt ggagcagtgg ctgttggtat
  4687561 ttcagcagat aatgtaaaag agagagttaa ggaaagtaga catatcattt atattggtgt
  4687621 cggagttggt gtattagtcg gaattatagg agcaatattg ctagctagac atataaagaa
  4687681 aagtttattc ggtcttgagc cgcacaggat agcaaaaatt cttgaagaaa gaaatacgat
  4687741 gctacaatct gtaaaggaag gtattattgc tgtagataaa gaggctagag taacgttaat
  4687801 taataatgaa gcgaaacgtc tatttaaaaa aagcggactt gaagaagatt ttatcggtaa
  4687861 agatgttgag ttgtatatgc caaattcacg tataaaagaa gtattgcaaa cgggagaagt
  4687921 acaattaaac gaagaacaaa atatttacgg aattacgatt gtgacgaatc gagttccttt
  4687981 atatgtaaaa gaagaaatag ttggtgcaat tgcaacattt cgtgataaaa cagagattag
  4688041 aaaactagca gaggaactaa ctggtattag actatatgca gaagcattac gggcacaatc
  4688101 tcatgagttt atgaataaga tgcatgtcgt attagggctt acacatatga aacagtatga
  4688161 agaattacag aagtatataa gcggcatggt atcagagcat caatatgaaa ttggtggagt
  4688221 tatgaaaaga ataaaaagtc cagtatttgc tggtttttta ctaggtaagc tcagctatgc
  4688281 tagagagaaa aatataaaat taattataag tgaagattct tatatgccag aaatagatga
  4688341 tgaaagtatt actcatgaac ttattacgat tgtcggaaat ttaattgata atgcattaga
  4688401 ggcagttacg aattgtgaaa agaagcgagt tgaagttaag atacaacatg aggatatact
  4688461 aactattaca gtacaagata cgggaaaagg tatacaagaa aaagaaatag aggaattatt
  4688521 tacgaaaggt tattccacaa agggagataa ccgcggttat ggtttgtatc ttgtaaaaga
  4688581 aagtatacag cgaataaatg gggaaattca tatgcattca ttagtaggta agggaacaac
  4688641 gataacaatt gaaataccta aaggtaggga tgagaggcaa atatgattaa agttttaatt
  4688701 gtagaagatg acccgatggt agcaatgcta aatacgcatt atttagagca agtaggagga
  4688761 tttgaacttg ttcaagcagt taattccata aaatcggcga tagaagtatt agaggaatca
  4688821 cgaatagatt tagtcttact tgatattttt atgcctgaag agactggatt tgagctttta
  4688881 atgtatattc ggaatcaaga aaaagaaatc gatattatga tgatttcagc tgtacatgat
  4688941 atggggagta ttaaaaaagc attacaatat ggcgtagtag attatttaat taaaccattt
  4689001 acatttgaac gatttaaaga ggcattaact atatatcgag aaaaacttac tttcatgaaa
  4689061 gaacaacaaa aaattagtca atcggaatta gattcgttaa ttttacaaaa agaaaaaagg
  4689121 gagcctactg tcacgaaaga gcttccgaaa gggttaacga agcaaacgtt gcaattaatt
  4689181 tggcagaaga tcgagtcgtt gaatggaaga gtgtttacaa cagatgaaat ggcacaatta
  4689241 gttggaattt caagagtttc tattcgaaaa tatgtaatgt ttttgactga cattggggtg
  4689301 ttagaaaacg aaatgatgta ccaacatgtg ggaagacctg taagtaaatt aagatgtgtt
  4689361 gatcaaaaga aaatagagtt ttacgtataa gcgacttaat ataagtcgct tatacttttt
  4689421 ttaattacaa aatcaattac aaaacttaca aaaactattt ttactattga aagcgtttta
  4689481 atattgttat taagaaaacg agggggtgcc atatgggaat tcaaaagaat gtggaagcgg
  4689541 tatcattttc tgaaggaaat gaagtacaaa gagaatcttt cgcttctaaa attatgaatg
  4689601 taaaaatcgg tgttatacct ttaccgttat atgtagtatt ggctgctatt atttatgggg
  4689661 catctgtata taataaattg ccagcagata tgattggtgg atttgcagtt attatgatca
  4689721 tggggatttt cttaggcgat attgggatga gaattccaat tttaaaaaat atcggcggtc
  4689781 cagcaatact ttcgttattt attccatcat tacttgtatt ttttaactgg atgaatccag
  4689841 cttcaatgga agctgcgact atgttaatga aaaaatcgaa ctttttatat ttatatattt
  4689901 cttgtttagt agtcggaagt attttaggaa tgaaccgtaa agtgttagta caaggtttcg
  4689961 ttcgcatgtt tattccttta gtagtaggga cgttagcttc tgtagcagta gggttattgg
  4690021 tcggttcatt atttggattt gaaatgaagc acacattctt ctttatcatc gtaccaattg
  4690081 tgagtggtgg tatcggggaa gggattttac cattgtcgct agcttatagt gatattttaa
  4690141 atgaatcatc agcgacgttt gtatcacagc taattccagc agctattatt ggaaatatgt
  4690201 tcgcaattgt aagtgcaggg tatatgaagc gtttaggtga gaagaaaccg gagcttagtg
  4690261 gtaacggtgt attagtgaaa acagacaatc aagcagaatt attaaaagaa caaaatacag
  4690321 agaagccaat tgacttctca ttaatgggag caggtttatt aattgcgtgt acgttcttca
  4690381 tcttcggagg atttgcttct aagttcatcg gtattcctgg ggcaatcatt atgatttttt
  4690441 cagcagcact tgtgaaatac tttaaattaa tgccagcaaa aatggagcaa ggagcattcc
  4690501 atttatataa atttatttcg aagaatttaa cttggccgtt aatggttgga ctaggattgc
  4690561 tatatattcc gttaaaagac gtagcagcag ttctttcagt aggatatgtt gttgtgtgcg
  4690621 catcggttgt tcttacaatg gtagcatcag gttttcttgt agggaaagtg atgaagatgt
  4690681 atccagttga atcggcgatt gtaactggat gtcatagcgg tttaggcgga actggagatg
  4690741 ttgctatttt atcggcttca aatcgtatgg aattaatgcc gttcgcgcaa atttcaactc
  4690801 gtttaggcgg ggcggcaatg gttgtaacgg cgacaatatt attaaaaatg ttttcatgat
  4690861 caaacaagct agctatattc gtatagctag cttgtcaaat taaggggaga ttataagtat
  4690921 gttagcaaat caaattaatg aaagatcatt gttattgcat aaagaattag tagggaaaat
  4690981 tgaaattaca agtaaagtgg aggtaaattc agcggatgat ttaagcctga cgtatacacc
  4691041 aggtgtagcg gagtcgtgta aagcgattgc ggcagatgaa gaaacagtgt atgactatac
  4691101 agcacgtggg aatatggtgg cagttgtctc agatggaaca gcggtacttg gtttagggaa
  4691161 cattggacca aaagcagcta tgcctgttat ggaaggaaaa agtatattat ttaaaaaatt
  4691221 tgcgaatgta gatgctttcc cgttatgttt agggacgacg gatgtggatg aaatcgttac
  4691281 ccttgtaaaa aatttagagc ctacatttgc agggattaat ttagaagata ttgcagcacc
  4691341 gcgttgtttt gaaattgaaa aacgattaaa agaagaaacg aatattcctg tatttcatga
  4691401 tgatcaacat ggaacagcta tcgtcgtctt agcagctgtt attaatgcat taaaagttgt
  4691461 tagcaaacaa atggatcatg tgaaaattgt tattaacggt gcgggttcgg caggaattgc
  4691521 aattggaaaa ttattattaa aggctggtgc acagcacatt acattagtta gcttagaagg
  4691581 tattgtttgt gaaggtgaag catggatgaa cgaagcacaa attgaagttt caaaaaagac
  4691641 aaatcgagaa catgtgcgtg gaacattaaa agaagcgatt catcaggctg atatctttat
  4691701 cggtgtatct gcccctaacg tattaacgaa agaacttgta cagatgatga atgagaaagc
  4691761 aattgtgttt gcaatggcga atccaattcc agaaatcttc cctgaggatg cattagaggc
  4691821 tggggcagct gtagtaggaa ccgggcgctc ggattatgcg aatcaagtaa ataatgtatt
  4691881 ggcgttccct ggaatattcc gaggtgcgtt agatgtgcgc gcgactgata ttacagaaga
  4691941 aatgaaatta gcggcagcat atgggatcgc taacatcatt acggacgaag aacgtaatgc
  4692001 gaattatgta atcccgaatc cattagataa aagagttgtt ccaagtgttg cggaagctgt
  4692061 agcgaaagca gccattgatt caggtgtagc gcaaattatg aaaataccaa gttattaata
  4692121 gctaaaagca gtgcctaaaa ggcactgctt ttttgagata agaaatcaaa taatgaagaa
  4692181 gtgtaaaatt atttatttat gtttcttcac tatttattta attctattgc aacttgttta
  4692241 ccatttacta aaacctcagt tactgctacg atcacttcta tcattttttt catctctcat
  4692301 ctctcctcgt gtcatttctt attttaagta taagagaaga gagttacttc aactatcgaa
  4692361 atacatgacg tagaaattac attgttgtaa gaaagtgttt tagttttgtc actttactca
  4692421 gcagtaatta caaactgatc ataatatttt tcattcacat atatatttaa tacccataaa
  4692481 ccagaggaag gtagcgacat agtaagcggg agttcgtttg tagtagaatc aatcgtgttt
  4692541 gaagtagtcc aagttggttc ggaagattct tgttgaaaga gtaagggtgt tggagttact
  4692601 gatccttgct ttagtgcaat aatagatagt tttccagttg gcatttctgg atctaaaaag
  4692661 taccacatta tttcattttt ttcgtttgcg ataatagggc tatcagccat tgcaattttt
  4692721 tcttcaattc cttttaaagg tattttttct tgtatgaagg agggggtttc ttcccaattt
  4692781 acatctttta aaacgctaag gtgaaagaag gaaggtgcat taacttgagt ggatgacgtt
  4692841 gcgatagctt cttttttagg tttttttaaa tcaggttgcg cttgtgtgca tccagcgatg
  4692901 agaatggaga aaagtaacat agttccgatt tttttcatgg tgccacactc ctaattttga
  4692961 ttgttagtgt aattgtattt gccagaaagc gggacaattc ctttaaaacg tcaaaagagg
  4693021 tcgtaagttt tgtacgacca cttttgacat tttttatatt tgttcagttg aaaaggtagc
  4693081 ttcattttct ttttgcggca tcgttaagaa aataacagaa agaacgatac ataggccgcc
  4693141 tagtaattga taggctccaa aggattcatt cagccaagcg attgaaacga tagctgctac
  4693201 aagtggttca atgctagata aaatgcttgt ttcagttgcg gctaaatatt tcaaactacc
  4693261 gatataaaga aggaaagaaa gagtgccact tatgatgatt agaataagca ttgaaaaagt
  4693321 ttttagtgta aaagtttgcg aaagctgagt ccattcaaac gagcgattac aaataagcag
  4693381 ggcaatgcct ccgattaaca tcccccatcc aattactaca attgttccac attctttaat
  4693441 aagagaagct ggatgaaggg tataaaatgc aaatccaatt gctgttaata ggccaaaaat
  4693501 aatcgcttct ttcgataaaa caatattttc aatggaaccg ttcgtaataa taaagtacgt
  4693561 acccgttagt gcagttataa ttgcgagtag ttgtatggga gcaggggatt ttcgttgttc
  4693621 aaatgcgaca tacatggtaa taagaacagg acctagaaat tgaaatagtg tcgctgtgac
  4693681 cgcattacta atatgaactg tttcgataaa ggcatattgc gcaccgagca tgccgagaat
  4693741 agagaaaata ataagttgta tagaatatct agggtgtttc caaatttgaa atatgttttg
  4693801 tttctttatc agtaagaaag ataaaataaa tattcctgca agcaacaagc gaattgttaa
  4693861 aaaatcaact gatgatacgt tagtatgttg aaatagccac tgaatcatag ggccagataa
  4693921 tccccataag gtagctcctg taataatcat aatgagtcca attcgtctac tgttgttcat
  4693981 gatcatgcat ctcctctcga gtatttgatt ttttgtgtgt gacatgataa aaggaattat
  4694041 atataacttc tggtactgta aaaagtatca gattttagtt ttattaaggg gtcagatatt
  4694101 atgttagaat taacgcctaa tttaaatatg aatagtaaaa aggcattgta cgtgcaattg
  4694161 tatgagtata taaaaaaaga gattaaggat ggaacgattt ccgcttttac aaaattaccc
  4694221 gcaaagagaa agctggcggg ctatttacaa gtgagtaaga atacaataga agcggcttac
  4694281 gagcaattac ttgcagaagg ttacattgag tcgatatcaa gaaaaggtta ttttgtatgt
  4694341 gaatttgaac aaatgatgga tgtagaagga agtgaagcag aagtagaaga aataccgttt
  4694401 cgggagggga actatacatt cgatttcacc caaacagggg ttgatacgaa tacttttcct
  4694461 ttcactacgt accgcaagct tataaatgat gtatggcagc cgcataataa tgacttgctt
  4694521 tttcttggac accctcaagg ggaattaagc ttaagagagg aaattgcgaa ctatttgtat
  4694581 gaatctaggg gtgtgcgttg ctcagctagt caaattgtat taggggcggg aacacaaata
  4694641 ttagtgaagt tactttttca attgttgaag ggaagtaatt atgctgttga aaatccaggg
  4694701 taccatagga aaatggtcgt ttttgaacag ggagaaaaga aggttcaaat gttgtcttta
  4694761 gatagggacg gaatttgtat ggcagattta gaaaatagcg atgcaaatgt tgtatttgta
  4694821 acgccctctc atcaattccc atatggaatg attatgccta ttacgagaag gacgcagctt
  4694881 ttacaatggg cgaagaaaga agaagacagg tatattattg aagatgatta cgatagtgaa
  4694941 tttcgttatt caggaaggcc aattccggca ctacaagggt tagatacaga tgggaaagtt
  4695001 atttatatgg ggacgttatc aaaagctttg ttgccctcat tacggatgag ctatatagta
  4695061 ttaccgaaga atttaattaa aaagtatcaa aaagaatatt tgttttatac acaaagtgtt
  4695121 tcaagaatgg atcaagaagt gattagaaag tttttaaatg aaggttattg ggaaaaacat
  4695181 attcataaaa tgcgtgttgt ctaccgaaaa aagagggatc gactcgtctt tgagatagag
  4695241 aagtatttct ctaatcgtgt tgaggtaata ggagaagatt cgggattaca cattttatta
  4695301 aaagtgcata atggaatgcg agaagaagaa ttaattaaag cagctgcaaa atatagtatt
  4695361 aaaatatatc ctttttcgac gtactacaaa gacgatactg cacctgaaaa tgtagtttta
  4695421 cttggatttg cgatattatc agaggaagaa attgcgaaag cgattcaatt attacataag
  4695481 gcatggttta caagaaagta aaaaaacatc ctccaaacat gaggatgttt tttattattt
  4695541 attttcatct aagaataaga ccatatgctc ttcgtcccaa tattgaccat tatattttaa
  4695601 tgaacgttct tgtacaccga atgttttaaa tcctaatgat tcataaagtt tttttgctcc
  4695661 atcgttgcca acaacaacat caagcataac ttgttctact tctaaagatt tagcaagttc
  4695721 aagacattct ttaataagtg cttttcctgc tccaagtccg cgtgcttttg gagacacata
  4695781 tacagaaccg attttagctt tatgttcttg ttttacatat ggtttcgttt ccagcgttgc
  4695841 aaccccgatt aattttccat ctttaaatgc acctagcgta tagttttcat cttgtgctaa
  4695901 tttttgtgct ttatattcaa tcgcacactc tttattaata atatcttcat aagaagagct
  4695961 gaaagcttca gggttttgct ttaatccttc tacacgaagt tctaagtaaa tttccgcttc
  4696021 gtcttttgtt aatacatgga tatccaatta tatcaccctc caaatctttg acaaatgtat
  4696081 ctttatttta tattgaaata agaataattt caaaagctta gcttatataa gctaatttta
  4696141 tgaacaaaat aacaccagta gtttttacta ctactggtgt tttcacacac atattattca
  4696201 aaaggtagct cgattataaa gtttgttcct acgtctaatt tgcttgttac tagaatggaa
  4696261 ccgttatgca attctacaat ttctttagca acagctagcc cgataccttt tcctccagta
  4696321 gctcttgttc tggatttatc aacacgataa aaacgatcaa aaatatgcgg aatatctcct
  4696381 tcaggaatac cttctccttc atcttgtaca cttattgtaa aagaatttgt ttctgcgagt
  4696441 acgcgtatcg taatagtagt gttttctagt gagtgttgat aagcattgtg taataaattt
  4696501 aacataactt gttccatacg tctttcgtct atgcaaactt ctaaatcatc tttgcaatat
  4696561 acatgaagtt gcatttgttt atttgttaat gttgtttttg ttttttcaac cattcgttct
  4696621 aaaaatggtc taagaagtac tttttgtttt tttataacaa actggtgttg ttctaattgc
  4696681 accagcataa ataaatcttg gacgagatcg gttacactat ctgtttcatc ctcgatgatt
  4696741 tgcaagtatt cttcacgctc ttctttcgtt aaagagtctc tctttgccac tttcgcataa
  4696801 cctttcatat aggttaatgg agttaataat tcatgagcaa cactagcgag aaactcacct
  4696861 ctttcttttt tcatataagt cagttcactg gataaatcct caatcgtttt tgctaagctt
  4696921 ccaagttcat cattccgttt aatacccaat tgaattggct tatttaattt tgacattttt
  4696981 tctgttgccc tcttcatttt gataagtggt tctgtaatga cacgagaaaa aataaagaca
  4697041 gaaatagtcg ttaaaataat cgtcaaaaca ctaataataa gaaattgctt catgagttta
  4697101 agtaacatgt tttctaagaa agatgttttt aataacatat ataactttcc ttgaaactct
  4697161 gttgtgtgaa ttgggcttac cgttgtaatg aattttgatt ttttccagtt cttttcgaca
  4697221 attaatccgt ctttggggat aggttctgtt ttacaagtaa gttgcttttg catcgccttt
  4697281 gttacgggtt ctgaagtgga aatgattttt ccattattgt ccgttataat gattgctatg
  4697341 tcagagttag aaattgattc tgattcaact aagtgttcag cctcatccgc gatatcgaaa
  4697401 tctgggtata taggacgatt aggattttta ttgtattcag tgcgttcgat gtttttcttt
  4697461 tcttgagcat gtgcactcca cttagcacgt cttgtaattt tgttactata gcgattacct
  4697521 ttttctaaaa gagcgagtgt ttcctcttca atgcgcattt tggaaatact tttgtaaaaa
  4697581 gatacgaaag caattgtttc aatgcataaa gctaatatta aaaagtatgt cccgatttta
  4697641 agtgaaagtt tactcatttt ctcaccatac cttattcata ataaagggtc agtggtatac
  4697701 tagtttccac tgaccgaagt gattattcac ttttccattt atatccgacc ttataaacag
  4697761 tttctaagta attttcaact ggaaatcctt ttttccgtaa tttatcgcgg atattacgaa
  4697821 tatgtgaatc gattgttcta tattcaatat ctgtttcata gccccaaatt ttctcgatta
  4697881 aatcatctcg gctataagca cggtttgtat tttgtaaaaa tagtccaagt aacgaaaact
  4697941 cgataggtgt tagtgagatt ttctcatcat aaactgtgac agtatgtttc gttttatccc
  4698001 actcaatacc attgaagctg acaaatccat ctttctttgt acgacgtaat atagcctcga
  4698061 ttcttgcgac taatacatgt tcatcaaatg gttttgtaat atagtcatct gcgcccatag
  4698121 taagaccttt caccatatcg taattttgat tacgagctgt tagcattata attggaacgt
  4698181 tggagatttg ccgaatttga tagcaagtat cccatccatc catattcggc atcataacat
  4698241 ctaacaaaat aatatcgaag tctttttgtt ctattaattt tagtgcttca aggccagagg
  4698301 tagctttcat acaaaaatag ccgcgagggc ttaagaacag atctaataat cgtaacatac
  4698361 gttcttcatc gtctactaat aaaattttta ccataatctt gtgcacccca aactgttcat
  4698421 tctacttgta tagtttacat gaaaataata aaaaactctt tttatgtgat tgagtggagg
  4698481 agttattttt cgctcagagt aattgacata aaaaatgcac tagttttgca caactatttt
  4698541 ttataataga aaacgtagcg acacaaaata ccctatgttg cgacataacg tcatgtcatt
  4698601 ttatttataa aatgacaatt ccattctatt gtgtatgtga gatagagagg gttttcgtat
  4698661 tcacctcgca tcggataaga aaaatttcct atctcacact ttttttaaaa ggagatcata
  4698721 cacatgaatc caaaagaaga aatttcaaaa aaagaaaagc aagatcgtaa tacggttgtc
  4698781 atgtgcattg ccgtatctat ggttattatt ataagttgtg taaataaaat ttgggggatt
  4698841 ttataatata taaaagctca ttgctcctta agaagcaatg agcttttttt gattattagg
  4698901 ggaatagctc tatataatga accaaggtaa aattgctaat ccagaagtta taattgctgt
  4698961 agtaaatatt aaaagcatag ctcgtttgtt ttgtttcatg tcacattctc ctctacatat
  4699021 caagtacatg cgatcagcgt gggatgtagt tccccactga gtaaagtttc actttatatt
  4699081 tttagtataa tgaatggaaa ggtttggtac gatcgataaa ggtgacatga agattacatt
  4699141 gttgtaatga aaaaagcatc tttcttaata caaagatgct tttggaaaaa tgccctactg
  4699201 agtaaagttt cactttatat tgaagtatta atcatttaag aacagaacca tgtgttcctc
  4699261 gtcccaatat tgaccgttat gttttaagga acgctcttgt acaccgtaag tttggaaacc
  4699321 taatgactca tatagttttt ttgctgcatc gttaccgact acaacatcga gcataagttg
  4699381 ttctacgtgt aatttatcgg cattttcaat aattgcttta ataagagctc gtcctgctcc
  4699441 aaggccacgt gctttagggg aaacaaaaac ggaaccgatt ttcgctttat gttcttgttt
  4699501 aatgaaaggc tttgtttcta aagtagcaat gccgattaaa tctttatctt tgaagacccc
  4699561 tagagtatac ttatccggat tgcttaatcg ttttgccata gcagctacag gatcctcatg
  4699621 tttcaaaaca tcttcataag aagagctaaa agcttccggg ttcttcgtta aaccttccat
  4699681 acaaactttt aaatatattt ctgcgtcctc tgtcgttaat aagcgaattt ccattgttgt
  4699741 aacctccttg ggtgatttta aataaaataa atccattatt tttataagaa tgtgtatgcg
  4699801 ttttgttagc agtctctttt aatgtgtaaa agaatgaaaa gatatatgct acaatatttg
  4699861 ttttaatatg taatgaaatt atatattaac tttattaact attcaagtgt ttaatatatt
  4699921 acatttttat aactaaaata actcctcaac cgaggagtta ttttagttat tcgattgata
  4699981 accatcaatt cgatgtggat gtgtgtaaat attgcaggat tcatttctaa taaatcctac
  4700041 gactgtaatg cctaaatcat gggcgagttg caatgctagt tttgttgggg cggacttaga
  4700101 tagaacaatt tcacatccga tttttgaaac tttgagtaaa atttcggatg aaatacgccc
  4700161 gctaaatgca atgatttttc ctttaacaga tatatcgtta cgcaaacaat gtccgtatat
  4700221 tttatctaat gcattatgtc ttccaatatc cattcttgat aggagaatat tgttccgatc
  4700281 acatagcgcg gtattgtgaa caccgccggt ttggcgaaat gtagtggaag attgttgtaa
  4700341 agtattcatt aagtgaaaac attcttcagg agtaattgtc acatgtatat tatgtaaatt
  4700401 ttttgctttt gcggcatcgt tagcgaaaat aaaaccttgt ctaccttttc cgcagcaaga
  4700461 agtgatgtat cgtttattat ataaattttg atagagcgga tttactttgg atgatgttac
  4700521 atggacaatt ccgttatctt tttgaaccca tagttctcca acatctttat aggaagaaat
  4700581 aattccttca gaaattaaaa aaccaattac catatcttcg atgtaatttg gtgtacatac
  4700641 gactgttaca tactcttcac catttaattt aatagtgata ggagattctg taacgatttc
  4700701 atcaatttgt tttgaaaatg taccagagtg atagcgtaca attgtataag tctcttgcgt
  4700761 aggccccata cgaaattccc cttttatatg tattttctcc cacattcatc ataaaacatt
  4700821 gaaaaaataa aaacatctat tagaaggaag gtatcagatt attttggtta ttattgtata
  4700881 tatacgatat aatagaaatg tagaatagtg aaattttcaa gctttcgtat tgatacctta
  4700941 taaacatcta gaatcgactt cataagaaaa gtatttgagc agggcgtttc aaaaatatgt
  4701001 acagtactct atttatgaaa acggattcat aaatagagtg ctgtacagtt ggttgtaagg
  4701061 agaggggaaa ctatggcaga acagacagtc cgtgtaaccg tagatggtaa agagttttca
  4701121 gcatcaggtg aaaagacgat actacaatta tttaacgaga gtaatttgga acatcctcaa
  4701181 atttgtcatg taccagaagt agatccaatt caaacttgtg atacgtgtat tgtagaagta
  4701241 gatgggaagt taatgcgtgc ttgttcaacg caaatagaga atggtatgca tattgaaaga
  4701301 cagtcacagc gtgcaaaaga ggcgcagact gaggcgatgg atcgaatatt agaaaaccac
  4701361 ttattgtatt gtactgtatg tgataacaat aatggtaatt gtaaggtcca taatacagtg
  4701421 catatgatgg ggattgaaga acagaaatat ccgtatgagc cgaaggtaag tgcttgtgaa
  4701481 gtggatatgt cacatccgtt ttatcgatat gatccaaatc aatgtattgc ttgtggacag
  4701541 tgtgtagaag tatgtcaaaa cctacaggtt aatgaaacga tatcgataga ctggagctta
  4701601 gatcgtccgc gtgttatatg ggatcatggt gtaagcataa atgactcatc ttgtgtgagt
  4701661 tgtgggcagt gtgtaacagt atgtccatgt aatgcattga tggaaaaatc aatgttaggt
  4701721 gaagctggat tcatgacagg attaaaacca gatgtgttag atccgatgat tgattttgta
  4701781 aaggatgtag agcctggata tagtagcatt ttagcagttt cagaagtaga ggctgcgatg
  4701841 cgtaagacga aagttaataa aacaaaaaca gtttgtacat tttgtggtgt cggttgttca
  4701901 ttcgaagtat ggacgaaaga tcgccatata ctaaaagtgc aacctgtttc agatgcaccg
  4701961 gttaatggta tttcgacatg tgtaaaaggt aaatttggat gggactttgt aaacagtgaa
  4702021 gatcgcatta cgaagccatt aattcgccaa ggagatatgt ttgttgaagc ttcatgggaa
  4702081 gaagcactag aagttgtggc ttctaacatg cagcatatta aatcagcata tggcagcgat
  4702141 gcatttgggt tcatttcttc ttcgaaagta acgaatgaag aaaattacct tatgcaaaaa
  4702201 ctagctcgtc aaatatatgg aacaaataat gtagataact gctcgcgtta ttgccaatct
  4702261 ccagcaacag atggtctatt taaaactgtc ggtatgggcg gcgatgctgg aacagtgaaa
  4702321 gatatagctg aagcaggtct tgtcattatc gttggtgcga atccaacaga aggacatcct
  4702381 gtacttgcga cacgtgtaaa acgtgctcat aaattacacg agcaaaaact gattgtagca
  4702441 gaccttcgta aacatgaaat ggcagagcgt gcggatttat ttattcaccc gcgccaaggt
  4702501 acggattacg tatggcttgc tgggattacg aaatatatta ttgatcaaga ttggcatgat
  4702561 aaaaagttca tagctgaaaa cgtaaagaat tttgatgaat atagcaaaat ggtagaaaaa
  4702621 tatacgctgg actatacaga gaaaattaca gggatttcga aagaaaatct gaaagaaatg
  4702681 gctcgtatgg tatatgaagc agacggtact tgtgtacttt ggggaatggg cgtaacgcaa
  4702741 aatacaggag gaagtacaac gtccgctgca atttcaaatt tactgcttgt tacgggtaac
  4702801 tatcgtcgtc ctggtgcagg tgcatatcca ttaagaggac ataataacgt acaaggtgct
  4702861 tgtgatatgg caacattacc aaactggctt cctggttatc aagcagtatc agatgatacg
  4702921 cttcgtgcta agtttgaaaa agcatatggt actactattc cgaaagcacc aggattaaat
  4702981 aatattgcaa tgttacttgc ggcagaagaa ggaaaactac gtggtatgta tgtcatgggt
  4703041 gaagaaatgg ctttagtcga ttcaaatgcg aaccatgtac aacatatttt agcgaattta
  4703101 gatttcctcg ttgttcaaga tatgttctta tcaaaaacag ctcgttttgc tgatgttatt
  4703161 ttaccagcag caccaagctt agaaaaagaa ggaacattta cgaatacaga acgccgtatt
  4703221 caaagattat atgaagtgtt gaaaccgctt ggtgattcca agccagactg gtggatttta
  4703281 caaaaagttg ctcgtgcact gggcggggat tggaattacg aaagtccaag tgaaattatg
  4703341 gacgaaatcg catcacttgc accgctatat tctcaagcaa cgtatgaccg cctagaaggt
  4703401 tggaatagtt tatgttgggg tagtcatgat ggtagcgata cacctctatt atatgtagat
  4703461 ggatttaact tcccagataa gctcgctcgt ttatcattag atgaatggat accgccagtt
  4703521 gtagcgccag atgagtatga tctactttta aataatggac gcatgctaga acatttccat
  4703581 gaagggaata tgacgaataa gtcggctggt attttatcta aagtatctga agtattcgtt
  4703641 gagatttcac ctgaactcgc tatagaacgc aatgtgaaag atggtggtct tgtggaatta
  4703701 gcatcaccat ttggaaaaat taaagtacaa gcacttatta ctgatcgtgt aacggggaaa
  4703761 gagctatatt taccaatgca tgcaacgata aatgaagaag cgattaatat tttaactggg
  4703821 acggcaacag acctttatac gtgtacaccg gcttataaac aaacgatggt aaaaatgcgt
  4703881 gtattacgtg aaaaaggaaa tcgtccgtta ccaccttcaa acccgcgaga taaaaatcgt
  4703941 aatccgcaaa atggtgttga aatcgagcaa aagtggcaaa gaaaacaata cgtatcactt
  4704001 gtggactagg gggcggagat agtggcaaaa gaaattactt taattaaaaa gaaagttgta
  4704061 acagaggaag aacagaaaca gcaagtagca gatgcacttc tcaatgagct atctaataat
  4704121 cgtgaagcag tggaagaaac gatgtagctg ttagcacagt tgcagaaggc tggtatatta
  4704181 gatgcggcga ttagtttact tgctgcgaag gaagatgttt caaagatcgc tgtggagcaa
  4704241 ttaaatcgtg aaccagttaa aaatgcactc aacaatatga tgggggcagg agaagcatta
  4704301 tcttcagttg atccggaagt aacgaaacaa attacatcca gcttagttac gggattacaa
  4704361 tttgcaacag atgaattaaa tagtggtaaa aaaacaaaag tgatggattt ctttaaagtg
  4704421 ttaaaagatc cagatatcaa tagagccatt acatttggtt ttagtttctt gaaagcattt
  4704481 ggacaagggt tagagaaaaa atagagtaga tgaaaaaagt gatggggagt aaccatcact
  4704541 tttttcattg tatgtataag agtgttcatg ttaagcggaa tatattatta ttaaaaagat
  4704601 gggttagaaa tggaaatatg gaatccatct caaatatcgt tttagaatgt ggaggaatat
  4704661 atgcaacacc gtaaaagact atctatacca ggggtaatgg gacattcctt tcaaacagtt
  4704721 aaatttgctt tttggaatgt attaaccttt caacttgctt ataaattatt agcagcgatt
  4704781 gtattcgtcc cgctatttgg gatcattttt aataagttgt tgtattttgg tgggtatgca
  4704841 aatgcgacga atgatgaatt attagcgttt ttaaagacac catacggcat tttggcaatc
  4704901 gtaattttat cattgttagc gctgtttctt atctttacgg aatttgcggt gcttattatt
  4704961 atttcgtact ttgctcataa aaggcaaaag gtgagattac gtccaatttt gtataaaaca
  4705021 gtaacgtatt tacctactct tttcacatat tgcttaccgg gatttatttt atatgctgtc
  4705081 gtattattac ctcttttaaa tatgggatat gaaacagcat taatcccgca aattcaaatt
  4705141 cctaacttca ttacaggaga actgtttaag acaacgatgg gacaagtggg ttattacaca
  4705201 ttctttgctg tagttgcgta tttgaacctt cgctggattt ttgttctacc tattgttgtt
  4705261 ttagaacaaa agccatttcg tgtggcagca cgtaaaagtg caaagttagt aaaagaaagc
  4705321 ttttttaaag tactattctt tttagtagga ttttttattt cgataggaat tgtctatgtc
  4705381 ctatttttag gaatatattt attatgtcta tggggtgttt atgaatttac aaacccaaaa
  4705441 gggacatttg cattattagc ggaatcaaca atgtctgtat ttctaacgag tacattgtat
  4705501 ttatttagct ttatcgtgac accattttat attatggcga ttacgcgatt gtatctacaa
  4705561 aaggttccag ttgaagatgt tttattagaa gaaggattag attattcgaa aacgaaagca
  4705621 gataaatgtt tcttccaaaa acatcgttgg aaatttattg gcgtatatat tgtgggaatt
  4705681 attactgcgg gaatggttgt tgccttcatt gtaaccttta ttacaaatac gtataaagaa
  4705741 ccaattatta tggctcatcg cggttatatt tcaaaaggtg tagagaatac gaaagaagct
  4705801 ttgcaaggcg ctattgatgc gaaagcagac tatgctgaaa ttgatgttct gcaaacaaaa
  4705861 gacggtgaat tagcagttat acatgatttg aagttgaaac gccttgctaa tgctaatgtt
  4705921 cacgtgtcag atttaacgat ggacgagtta agacaactta ctctcagtca agatgggttt
  4705981 tcaggacaaa taagtacact tgatgagatt attaagctgg caaaaggcaa aatcaaactc
  4706041 aatattgaag tgaagcttca tgggggcgaa aaagattttg taaacaaagt attaaaaacg
  4706101 attaaagata atgaatttga aaagcaatgt gtcattcaaa cgttacacta tccgcttatc
  4706161 aaagaattta agcgtgcaaa tccaaatata aaagtaggat atatactgta tgcaagtaga
  4706221 gctcacttaa agaatgtgaa ggctgatttt tatgtagcag aagaatacat gctaaataag
  4706281 aaattagtaa aagaagcaag gaagttaaac aagccaattt atgtatggac ggtaaatgat
  4706341 atggaaagtt taaagggata ctataaatta aacgtagatg gtatcattac cgattatcct
  4706401 gaagatgcac gtgaaacaat taagatgtta aaagagcaag aagaggaaga aagtgatctg
  4706461 tttgataaaa ttactgaaac aacagatgat ttattttcca agttatttat aagttatcca
  4706521 gctgctagct aaatgctagc agctgttttt tataaaaaga atatatctct aaagtattgt
  4706581 gtaaattaat aactgtatat gtatacgaca tcattggggt ttcttacatt gttacattat
  4706641 tgtcgaataa taaatgattg gtacttattt tgaaggagta taataaaaat agagtgatag
  4706701 ataaggggat gaaacgagaa tcctaataaa atcaatgttt tatatattta cactattcta
  4706761 aatatataaa ctttaaaaaa tgatatgtta gcgttttcat aacttttaag ttatgctaga
  4706821 ataaggacat aagttattaa ttattacaaa aagaaaaaag actttctttt ttctgttaat
  4706881 tataaggggg catttcatta tgcgtattgg ggtaccagca gaaattaaaa acaacgaaaa
  4706941 ccgtgtggca atgacaccag caggtgttgt acatttaatt cgtaacaatc acgaagtatt
  4707001 cattcaaaag ggtgcaggtt taggatctgg tttcacagat gctcagtatg ttgaagcagg
  4707061 agcgaaaatt gttgatacag ctgaagaagc ttggaacatg gaaatggtta tgaaagttaa
  4707121 ggaaccaatt gaaagcgaat acaaacactt cagcgaaggt ttgatcttat tcacatactt
  4707181 acacttagct ccagaaccag aattaacaaa agcattaatc gaaaagaaag ttgtttctat
  4707241 tgcatatgaa acagtacaat tagaaaaccg ttctctacca ttacttgcac ctatgagtga
  4707301 agtagctggt cgtatggctg cacaaattgg tgcacaattc cttgagaaaa acaaaggcgg
  4707361 taaaggtatc ttacttgcag gtgttccagg ggttaaacgt ggtaaagtaa caatcatcgg
  4707421 tggtggacaa gctggtacaa atgctgctaa aattgcagtt ggactaggtg cggatgtaac
  4707481 aatcatcgac ttaagtgcag aacgtcttcg tcaattagat gatattttcg gaaatcaagt
  4707541 aaaaacttta atgtctaatc cttacaatat tgcagaagct gtaaaagagt ctgatcttgt
  4707601 aatcggtgca gtattaatcc caggtgcaaa agctccaaaa cttgtaacag aagaaatgat
  4707661 taaatcaatg gaaccaggtt ctgttgttgt agatatcgcg attgaccaag gtggtatttt
  4707721 cgaaacaact gaccgtatta caactcatga taacccaact tacgaaaaac acggcgttgt
  4707781 tcattatgca gttgcaaaca tgccaggtgc ggttccacgt acatcaactc ttgcattaac
  4707841 aaacgtaaca gtaccatatg cagtgcaaat tgctaacaaa ggctacaaag aagcttgcct
  4707901 aggcaactct gcattactaa aaggtattaa cacattagat ggctatgtaa cattcgaagc
  4707961 agttgcagaa gctcacggtg tagagtacaa aggtgctaaa gaattattag aagcagaaac
  4708021 agtatcttgc taatagaagc attatacaaa acaaaatcga acaatatata aaccaacatg
  4708081 ataagagcta agagtgaata tctcttagct cttcttggca aaagggggca tacatcgtgg
  4708141 ccaacctatt taaaaagaaa tccgttacgc aattgttagg ggaaagtaaa agtaaaactt
  4708201 taacgaaaac gctaggggca tttgacctaa caatgctagg gattggtgcg ataattggta
  4708261 caggagtact agtattaaca ggattagtag cagcaagaga tgctggtcca gcagttattt
  4708321 tttcattcat gattgcagcg atcgtttgtg gatttgcagc gttgtgttat gcagaagttg
  4708381 catctacact tccggtttca ggtagtgtgt acacatattc atatgcgaca attggtgagt
  4708441 ttattgccca tctaatggga tggacattat tatccgtata tgtcgtaaca actgccgcag
  4708501 tagctggtgg atggacgggt tattttaata acttagtaag tggatttgga ttagaaattc
  4708561 caacagagct gttaaagatt ccatcacaag gtgggattgt gaatttacca gcagtagtta
  4708621 ttacattagt tttaacttgg ttactatcaa gaggtacgaa agaaagtaag cgtgtgaata
  4708681 acataatggt attaattaaa attggtattg ttattttatt cattgcagtt ggtgcgtttt
  4708741 atgtacaacc agaaaactgg acaccatttg caccatacgg tattagcgga atctttgccg
  4708801 gcggagcagc agtattcttt gctttcttag gatttgatgc attagcaact tctgctgaag
  4708861 aagtaaaaaa tccacaacgt gatttaccaa ttggtattat tgcttcgtta gttatttgta
  4708921 caattattta tgttgtagtt tgtctcgtta tgacaggtat ggtttcttat aaagaattag
  4708981 atgtaccaga agctatggca tatgtattag aagttgtagg acaagataaa gtagctggtg
  4709041 taatcgcagt tggagctgta attggtatta tggctgtaat ctttgcttac atttatgcaa
  4709101 cgacacgtgt attcttcgcg atgagccgtg acggtttatt accaaaatca tttgcgaaaa
  4709161 tcaataagaa aacagaagca ccagtattct caacttggtt aacaggtatt ggtagtgctt
  4709221 taattgctgg atttatcgat ttaaaagaat tgtcgaattt agcgaatatt ggagcgttat
  4709281 taacatttgc gatggtaggt gtgtcagtta ttattcttcg taaaacacat ccaaacttaa
  4709341 aacgtggctt tatggtacca cttgtaccaa cgctaccgct tatttcaatc gcatgttgtc
  4709401 tattcttaat gtttaacctg ccattaacaa catggattta cttcggtatt tggttagcaa
  4709461 ttggagtagt tgtatacttt gtttattcga aaaagcatag tcatttaaaa gacgatggaa
  4709521 gttcgcagga taatttagaa caagctaatt aaaagcttaa ttaaaaggga tataagtata
  4709581 gtaagccttg tgcgtctagg gagcgcacaa ggctttttct tttgtgcaaa gtgtacattc
  4709641 ttttttgtat gagaatgtaa tggatgcgga aaatatgtgt agatctttta aaaatgtgaa
  4709701 cgaaatgttc aaaaaaatgt atgagatttc attgacacat atgaataggc gctcatataa
  4709761 taaaagtata agatatatga atagttgttc atatgttcaa ataaagaggt gagctataat
  4709821 ggctggaaat aaagtagaaa caccacaaga gacatgttct caaacgataa ttcatgaaga
  4709881 agttgtggat caagtaaaac aaacaattcc aactgatgaa agtttaagta aagtagcaga
  4709941 attatttaaa gtattaggtg atcgtacacg tacgagaata ttacatgcgt tatttgaggc
  4710001 tgaaatgtgt gtttgtgatt tagcgtattt attaggaatg acacaatcat cgatttcaca
  4710061 tcagcttcgt gtgttaaagc aagcgaaact ggtaaagaat cgtaaagaag gaaaggtcgt
  4710121 ttattattcg ttagctgacc aacacgtcat tcatatcttc gagcaagcgt ttgaacacgt
  4710181 aaacgaggaa gaataaaaaa gaacgcgagg agggagaacg atggctgaag cattagtgaa
  4710241 aaagaaactg atgttagaag gtttagattg tgcgaactgt gcaatgaaaa ttgaaaaagg
  4710301 cgttggaaat atagaaggag taaattcttg ctctgtaaat ttcgcgacaa aaacaatggt
  4710361 tttagaaaca gcgcaaaata aagaaagtga agttgttaca gaagcaaaaa aactcgttac
  4710421 aaaattagaa ccgcatatta aagtgcaaga agaaaaaaac acaaaagtag caaaagaagt
  4710481 gtttatatta gaaggtttag attgcgcgaa ctgtgcgatg aagattgaaa ataaagttaa
  4710541 ggaaatgccg actgtttcag cagcaactgt tgatttcgta tcaaagaaat tacgagttga
  4710601 agtagcaaat aaaagagaat tagaagcgac tgtagcgaat ataacaaatg tcgttcaaaa
  4710661 gttagaacca gatgtgaaag ttgttcgtga agaaaagggt ggtcatgacc acggacatag
  4710721 tcacgatcat ggtgaagcaa atgtgaaaaa gatggtaggc cgattagtgg tcggcggaat
  4710781 tttgacagca attgctgcat tagctggctt accacaaatg ataacaattc cgttattcgt
  4710841 ccttgcatat ttattaatcg gtggagatat cgtttggaga gcggtaagaa acataactcg
  4710901 tggccaagtg ttcgatgaaa acttcttaat ggcaattgca acgctaggag cttttgcgat
  4710961 tcagcaatat ccggaagcag ttgcagtaat gttattttat caagtagggg aactattcca
  4711021 aagtattgcg gtaaaccgtt ctcgaaaatc aattacttca ttaatggata ttcgtcctga
  4711081 ttacgcgaat gtaaagattg gaaatgaaac gaaacaagta tcaccagaag atgtacaaat
  4711141 cggcgattat attatcgtga aacctggtga gaaagtacca ttagacggaa aagtagttga
  4711201 aggaacatca atggtagata cttcagcatt gactggtgaa tctgtaccac gtgaagttga
  4711261 agttggaaat gatgtactaa gtggttttgt gaaccaaaat ggtgtattaa caattgaagt
  4711321 tacaaaagaa tttggtgaat caactgtatc aaaaatttta gacttagttc aaaatgcaag
  4711381 cagtaaaaaa gcgccaacag aaaactttat tacgaagttc gcgcgttact acacgccagt
  4711441 tgtagtaatt acagcagcga tcatggcgtt tattccacca cttattttag aaggagctac
  4711501 attctctgat tggatttata gagctctagt gttcttagta atctcttgtc catgtgcgtt
  4711561 agttgtatct attcctcttg gattctttgg aggtatcggt ggtgcatcta aaagtggtgt
  4711621 gttagtaaaa ggaagtaact atttagaagc tttaaatgat gtgaaatata ttgtttttga
  4711681 taaaacagga acattaacaa aaggtgtctt caaagttaca aaaatggaac cgagcgaagg
  4711741 cattacaaat gaagaattat tagagtatgc agcatttgct gaagtatatt ctaaccatcc
  4711801 aattgcacaa tcgattcgaa atgcataccg aaaatcaatt gatgaaaaaa taattgatga
  4711861 ttataacgaa atttctggtc acggtacagt cgtaaaggta caagggaaag aaatttttgc
  4711921 aggtaatgct aaattaatga gaaaagaaaa cattacattt aagcaaccag aaacagtagg
  4711981 tacattagtt cacgttgctg tagatggaaa atatgcaggt tatattgtta tctctgatga
  4712041 agtaaaagaa gattcaaaac aagcaattca aaagttaaaa gaactaggta ttaagaagac
  4712101 agttatgtta actggtgatg caaaactagt tggtgaagct gttgggaaag aattaggttt
  4712161 agatgaagtt cacgcagaac tattaccgca acaaaaagta gaagaaattg aaaaaattga
  4712221 tgcagcgaaa catggaaaag aaaaagttgc tttcgttggt gatggtatta atgacacacc
  4712281 ggtattagca agagcggatg ttggtattgc aatgggtggt ttaggttcag atgcagcaat
  4712341 tgaagcagca gacatcgtta ttatgactga tgaaccttca aagattgcaa cagctgtaaa
  4712401 cattgcaaaa cgtacacgac gcatcgtatg gcaaaatatc atctttgcat taggggtaaa
  4712461 aggtttagtt ttactacttg gtgccttcgg tattgcaaca atgtgggaag cggtcttctc
  4712521 agatgttggt gtgacactac tggcagtgtt aaatgcaatg cgtgtactac gagtgaaaga
  4712581 tttataaaaa gagaggacgc aacccgcgtc ctctcttttt aggttattct gttgaaattg
  4712641 actcaataaa ataataacaa atattatttt attgatgaat aacgtaatat taaaatttac
  4712701 aaacaaaata tattcgtctt attattttaa tatatttttt acaaatatcc atatagtatt
  4712761 gaaaaaacag agaaggggaa acttctctgt ttacttttgt atgttttttt caacttgttc
  4712821 tcgaactgtt tgaatgtaat tcattttatg atcccagcac tcttggctta aatcgacagg
  4712881 gtattcttca gggtttaaag ttcgcatata ttcttcccaa aatagagaga ggctctgttc
  4712941 attatatttt tgaatatcta atatacttgg tagttcatat gttctttcac cgttaacgaa
  4713001 aatgtcttta tgcagttcgc gagcttcaaa gtttgttaca aatttactta tatacgtgtg
  4713061 aacaggatga aacattttta agcgttcttc ttttccgggt tcttcataat ctaatgcaat
  4713121 ataatcgcct tcagcatgat cgtttactcg attgataatg cgataaattc gtttaagtcc
  4713181 tggagtagta attttttcag ggttagatga aattttaatt gtatcattta attttccatc
  4713241 agtatcttca atcgcaacta gtttataaac agctcctaac gctggttgtt caaaggacgt
  4713301 aatcaatttt gttccaacgc cccatacatt aatttttgct ccttgagatt tcaagtgcat
  4713361 aattgtgtat tcatctaaat cgctagaagc aataattttt gtgtttgtaa acccggcttc
  4713421 gtctagtagt tttcttgcct ttttagataa ataagccata tcaccactat cgaggcgaat
  4713481 gccataaaaa tcgatgcgat ccccaaactc tttcgcgaca cgaattgcat ttggcacacc
  4713541 agattttaat gtgtcatatg tatcaacgag aaagacacat tttttatgag tttcagcgta
  4713601 tttcttaaag gcaacatatt catcgcgata agcttgaacg aaagagtgcg catgtgtgcc
  4713661 ggctacaggt atcccaaagc gttttccagc ccgtacgttg cttgtagagg agaaaccacc
  4713721 aataaaggca gcgcgtgtgc cccaaagggc tgcatcgaac tcgtgggcac gtcttgtgcc
  4713781 gaactctaaa agttcatcgt tatttgcagc gtgcttcata cgagctgctt ttgttgcaat
  4713841 taatgtttgg taattcacaa tgtttaacag tgcagtttca ataatttgtg cttcaccaag
  4713901 cggtgcatca acacgtaata aaggctcgtt attaaacaca acttcacctt cttgcatact
  4713961 acgaaccgta ccagtgaatt tcatattttg taaataatga agaaattctt cttcaaattg
  4714021 taattctgct aaataagcga tatcgctttc ggtaaagctg aagttttcta tgtactctac
  4714081 aattttttca agaccagcaa aaacagcata accgttctcg aatggaagct ttcgaaagta
  4714141 taaatcaaac accgagcggc gattgtgaat accatctttc caatatgtat aagccatatt
  4714201 aatttgatat aaatctgtat gtaaggcata gctatcgtct ttataataag tcatcgcgaa
  4714261 aacacctcca taatttggtt atagtatacc aatttttcac ccatcgtagc aaagaatgga
  4714321 tatgaaagaa gagtcaagag ggaaaaaaat gaaataatgc atatttttta gaaaattaac
  4714381 atttatcaat ttatatttct caagatttta tgtattatta aagtaatggg ggtaaatgag
  4714441 aatggaggag gacaatgcaa caaacattag aaaaaatagg caaacaagtc ttttacaaac
  4714501 ggctacagca aaaaatgaca caagaagaat tatgtcaggg catttgttct gtctcatact
  4714561 taagtaaaat cgaaaatgga aagatcgaag catcagaaga gattctacaa ttgctctgca
  4714621 caaggttaga aattgccgtg acggatttga gagatgtaga agaggatgtg aaggggaagc
  4714681 tggatgaatg gttaaatgca ttagttcatt tggacaagcc acaagtagaa cgcatatatg
  4714741 aagagttgca aagtgaaatg aagcatgttt tggattttga aattataaat tattataaac
  4714801 tgctttatac gcgttattta attatgaaaa gggatattgc tacacttgaa gaagaattag
  4714861 atagattgaa gaaggtatat aaaaagtatt ctccatttca gaagttatta tatatgtata
  4714921 gtagagggtt attgtgctgt ttgcaatata gatggaagga ggggctagat tacttattaa
  4714981 aaacagaagt aatggccaag gaacaaggtt atcatgaaac aggcctatat tataatatag
  4715041 cgcttgtata tactcattta gatattcatc atcttgcaat ccattttgta aatatagcat
  4715101 tagaaggatt tcgtagtgaa tataagttta gaaacataat taactgccaa atacttattg
  4715161 cggtaagtta tacagaaaaa ggtcagtatg aagaagcttt aaaaatgtat gaaagtatat
  4715221 tgagagagtc cgcatctttt gctgataagg atgtactttt agctattact ttaagtaata
  4715281 tgggaagcat ctattataaa aaaggcaaat atcagcaagc aaaaaaatat tatttagata
  4715341 gtctacaact tcaaaaacaa atagatttaa attatttaga tacaatatat gaaatggcag
  4715401 tagtatgcat taaattagaa gagttagagg aggcaaaggc attaattgat aagggaattg
  4715461 atgcagcaaa acaagaagag aggtttaatg caaaattata cttgctttta atgcttagat
  4715521 ataaatattt tgaagaagcg aaagattata aagcattttt ggaaaatgag gctatcccgt
  4715581 tgtataaatc tgcgggaaat aaaatagaat taaagaaagt atacattgaa ctagcagaac
  4715641 atttttccag tttatcgaga tttgaagaaa gcaatcgata ttataggtta gttattgatt
  4715701 taatgaatga taaggaggaa taaaaatgaa aaagatggta tttggagcat tagcatttat
  4715761 agtgactctt acagttgctg gaggaataca tcagtatagc agtaaacctg atattgttgg
  4715821 tcaagaagct aaaacagtgc aacaaattaa ttcataattg aaaacccctt tccaaccgga
  4715881 aaggggtttt tcaatatttg ttccccaaaa ttctacaaaa cttgagaaat aaattaattg
  4715941 aatttttagt atattaatag tgaaaacata atgctaatat gaaactactc tttttcaaaa
  4716001 aaaaattatt agggggaagg ttcatgaaaa agaaaagttt agcgttagtg ttagcgacag
  4716061 gaatggcagt tacaacgttt ggagggacag gctctgcttt tgcagattct aaaaatgtgc
  4716121 tctctacgaa gaagtacaat gagacagtac agtcaccgga gtttatttct ggggatttaa
  4716181 ctgaagcaac tggtaagaaa gcagaatctg ttgtgtttga ttacttaaat gcagcaaaag
  4716241 gtgattataa gttaggggaa aagagtgcgc aagattcttt caaagtgaaa caagcgaaga
  4716301 aagatgctgt aactgattca acagtattac gtttgcaaca agtttacgaa ggagtacctg
  4716361 tatggggttc tacgcaagta gctcacgtaa gtaaagatgg ttcattaaaa gtattgtctg
  4716421 gaacagttgc acctgattta gacaaaaaag aaaagttgaa aaataaaaat aagatcgaag
  4716481 gcgcaaaagc aattgaaatt gcgcaaaaag atttaggtgt tacacctaaa tatgaggtag
  4716541 aaccaaaagc ggacttatat gtatatcaaa atggtgaaga aacaacatat gcatacgttg
  4716601 taaatttaaa cttcttagag ccaagcccag gaaactacta ctatttcatt gaagcggaca
  4716661 gcggtaaagt attaaataaa tataataaat tggatcatgt agcaaatgaa gataagtcac
  4716721 cagttaagca agaggcacct aaacaagaag cgaaaccggc tgtaaagcct gtaacaggca
  4716781 caaatgcagt gggtactggt aaaggtgtat taggagatac gaagtcactt aatacaacgt
  4716841 tatctgcatc atcttactat ttacaagata atacgcgcgg agcaacgatt ttcacatatg
  4716901 atgcgaaaaa ccgctcaaca ttaccaggaa cgttatgggt agatgcggat aatgttttca
  4716961 atgcagcgta tgatgcagcg gcagtagatg ctcactacta tgctggtaga acatatgatt
  4717021 actataaagc gacatttaat agaaactcta ttaatgatgc aggagcacca ttaaaatcaa
  4717081 cagttcatta tggaagtaga tataataatg cgttctggaa tggctctcaa atggtatacg
  4717141 gagatggtga tggtgtaaca ttcacttcat tgtctggtgg aattgatgta attggccatg
  4717201 aattaacgca tgctgttaca gagtatagct cagatttaat ttatcaaaat gaatcaggag
  4717261 cattaaatga agctatttca gatgtatttg gtacattagt agagtattat gataaccgta
  4717321 accctgattg ggaaattggt gaagatattt acacgcctgg taaagctgga gatgcacttc
  4717381 gctctatgag tgatccaacg aaatatggtg atccagatca ttattctaag cgttacacag
  4717441 gtactggtga taacggtggc gttcatacaa atagcggtat tattaacaaa gcggcttact
  4717501 tactagcgaa tggtggtacg cattacggtg ttactgtaaa cggtattggt aaagataaag
  4717561 taggagcgat ttattaccgt gcaaatacgc aatatttcac acaatctact acgtttagtc
  4717621 aagctcgtgc tggattagta caagctgcag ctgacttata tggtgctagc tctgcagaag
  4717681 tagcagcagt taagcaatca tatagtgctg ttggcgtaaa ctaaggcttt aagggatagt
  4717741 tataataaaa tacctcaaaa ataaagaagg agcataggct ccttctttat ttttttctcc
  4717801 attttttcca caaataaaac aacccaatag cgcccgcgat tgttacaatc cacttcgctt
  4717861 catttgttcc attgataaca tgatatgccg aatatacttc aatcaataaa gccggtattt
  4717921 tacctattgt actggcaata ctgaaggata gtaatgacat tttacctaga gctgcaaata
  4717981 aagtaacgat actggatggg ataaaaggta tcaatcggaa tgataggacg agtagaaagg
  4718041 cctctttacc ttttacataa aggaggcgtt ctacctttgg atacttattt actttgctgt
  4718101 gagtgaattt ctgaaggcct atacgataaa tataaaacga gataatagcc cctaatgcct
  4718161 cacctgcgat cgaaataatg gttccgtttg ttacaccgaa gagctgtatg ttaatagcgg
  4718221 tcaaaaaaat actagggata aaacctaaaa gactgatgat gatgttaatt aagatactaa
  4718281 gtggaattgc gattgaataa tagtctgtta agaagttttg aattgtttca gccattgttt
  4718341 aaaatccttt atcttttttt gcattacacc atatttccat tgtgtaggca agtacaaatt
  4718401 tacataatgt agaaaacgtt gataaaaaac catccgtata ccttatatag gtattgggta
  4718461 tatgaaatca gggatatatt ttaataactt aaaaaacacc aaacgaaccc tttatttaaa
  4718521 agatttattt ggtgttttta taggcattta aattcgggaa ataattataa aaacataggg
  4718581 gtatatttat aaaaggtcaa aaatagcggt tttatgaaaa ataggtgagg aatttaaaaa
  4718641 atgtgtatgt tttttcagtg tgaaattgac ttttagtgga gttacgataa taatcatgaa
  4718701 agaggtgata tgatgaaacg aataagtagt cttttcttga gtagtttatt ggcactaatg
  4718761 ctgatcttaa gtggatgtgc aggaaaagaa caaaaaacag agaaacaaac agggaatcaa
  4718821 tcgacatcag tagaaaaaat tagtgataat attttagatg aaatggaagg accacctaaa
  4718881 aatggtcata cgattgaaag acatgtaggt aaatcagaag aggatttgaa gaatcgcttg
  4718941 aagacagata aagtatcagc agcaagtaca tactatgata aggaaacagc gacgaaagct
  4719001 gtaaaagata gtttgaagca gcatgataag gaaattcaag attggttaaa aaattctaaa
  4719061 gaggcccgtc tcgtattgaa tacaactcat tcattcccgg ttggaaaaac ggtaataaag
  4719121 aaaaatatga atgtaaaaga caagttagta aaaacagtta ctgttttagc gagagataag
  4719181 tcaggagatt tagggtataa gatcattact tcttatccat ctgataaata agaaggggga
  4719241 gtaaatatgt atacgacatt acaatatttt ctcaaatcgt actgtacgtt aagtatccat
  4719301 gaagatgaaa tagtaggcgt gatggaagag tttatagagc aagaagatga agaaattgtt
  4719361 ttgaaattac gcgatgaatt attatatatg aagaaaaagg atgcctggga agaggcgtgc
  4719421 gtattagctg ctaggcaagg aaatcgtatg tggtctttag aagaaacgaa agatcatctt
  4719481 acaacctttt tagtattatt gcaaaagaaa aaggcgtgat ttactcacgc ctttttcttt
  4719541 tttgaaatgt gttcttttaa tggggtctta ttgttttgga gcacttttat atacgctttt
  4719601 tgaaatttgg ccattagata ttacttcacc gttttgtgtt acttttttat acgtaactgc
  4719661 tgttatttta tcattagttc tactaattac ttgagaagaa acttcaacat ttttaccagt
  4719721 atttgtacca aaaatacgtg tagtaatact acctccattt gaaaatgctt gaatataaat
  4719781 atgattgcct gtattgtttt taaattttaa atccggacca taatctgcca ctgctgcatc
  4719841 ttgcccaagt ggtaaataat ttacgggcat agaatgattg cttcgagaaa caattcctaa
  4719901 atctgctctt aaagctgcgc tatataaagt actactaact tggcaaacgc ctccgcctgc
  4719961 actttgtata accttacctt gtgaatatac ggctgcggat ttataaccat gtgcagcatc
  4720021 cgttacgcca acgcggccat taaaactaaa cgtttcatca ggtgcgacaa taacgccact
  4720081 taaagtatta gctgacttat ttacgttaaa ggattgattc ccgttacgac cagccattgg
  4720141 agtcgaatat tcagcgatta cttctttaat tcccattttc tgtatatctt ctgtagagcg
  4720201 ttcaggtttt aatagtgtaa ctggtaacgt aatgtcagat gtgccagaag taatggcctg
  4720261 tttcgttaaa tcagttagct ttcctttatc gattttttct ccattttgac tttggctaat
  4720321 atttactgta gtgccttcaa tacttaattc tgcattaaca ggatttttta atgttttatt
  4720381 atatttatcc ttcataaagc tttcataagc agttgtattt aattgaggtg ttaatttata
  4720441 gtcgcgtttt aattcaccgt tttcagcctg cttccgcatt ttgtaacgat ttattgcgtt
  4720501 tccttcttgc tctttaaaga ttttgtcgat aatatctttt tctttataat ttatccctaa
  4720561 atctttccat gtataagttt gtttatcatt ttggaatatg tacgtaagtg atttttgatc
  4720621 tagttcagtt attttttgat taataatagc ttgaatatct tttttatttt ttccatcgag
  4720681 agaaatacct tcaaatgtag tatttggtaa tgcagtagta tctaattgat tatttagttt
  4720741 ggatacatat tgatatccac taacaccgcc tacacaaagt aatatgcctc cagcaattgc
  4720801 agaaccgatc agtattttac ttagcttcat ttatttcccc ccagaaattt ttgtataaat
  4720861 atatgtatta cattttttgt ataaaaatga tgaaaataac attatgtacg tactagtata
  4720921 ctattatttt cactatgtgt gtaatgtttt tataaaaaat gttacactgt tgtaataatt
  4720981 gtctcttttt gtcacaatat gcatggaaaa tatgttgaaa attataataa aaaggctgtc
  4721041 tagaaagttc tagcagcctt tttattataa ttttttatgt tcatttttat tcgtaacacc
  4721101 gagatgttct tgtagtgttg tcgatatatt attgacgctt ttttcatttg gaacgtaata
  4721161 ataaatacca cctatatatt tatcagtacc ttctacttgc aatttgtcca tttttaagtt
  4721221 tgaacccatt gaattttttg caattgtcat catatcatca aaagttaaat ttgtttttaa
  4721281 gtctttatca acagcgtcta atagaccacc gattttatta atggaattaa gagataatgc
  4721341 cttttcagca atagcttcta aaacaagttg ttgacgttga cctcgcatat aatcactatc
  4721401 gatatgacga gttctagcta gtgccagtgc ttcttctcca tttaaatgtt gacgtccttt
  4721461 tttaaggtga attgcatcag cctcatcttt actattttgt tctgtgaatt caactggaac
  4721521 atcgacagta ataccaccaa gggaatcaac aattttgata aatgatttaa agttgaattt
  4721581 tacatagtag tcaactggaa catctaaaaa gttctctacg gtatcaatcg tgctgtccac
  4721641 accaccgaat acgtgcgcat gtgtaatttt atcgtatttc tcacgtgatt taatgtagac
  4721701 acgtgagtca cgtggaatac taacaagttt aacagattta tcgtttttat taattgtggc
  4721761 aagtaatagt gcatctgtac gagttgcttt cccataattc ttgtccctaa tatcactttc
  4721821 atcaacaccc ataataagta tggaaatgtt gtcagtcata ggtttaacgg ctttttcacg
  4721881 tttgctggat ttatctccgc gacccagctc agaataggca ttacttaaaa ttgattttgc
  4721941 tttactgtat atatggaagg agtatccccc tgctccaagt gctataatca gtaatggaat
  4722001 aagaaggaac caaagtagac gttttttctt tgagcgtcct tttttggctc gagtatcttt
  4722061 gttcatatcg gatttcatca ttttttttcc tttaaaacta tcaaagtgta tacatctaga
  4722121 agcgcattta aatacataaa aaatattgta cgctaaataa aagcgattgt acatgtataa
  4722181 aaaatagatg tcttgattat ttatccggta aatacccaat tggtgaaggc taataatgag
  4722241 agtagggata gccgaatctg attaaagttt cattttataa gacacctatt cgttattgta
  4722301 tacaaaagat agggataaga aaatgataaa attttaccta attacaacat aatgcttacg
  4722361 ataattgcag ataaaatact aacgagagta gctccatata gtaatttaag gccaaacctt
  4722421 gcaacaacgt ttccttgttc ttcgtttaat ccttttaccg cacctgaaat aatgccgata
  4722481 gaagaaaagt tggcaaaaga aacgaggaaa acagaaataa taccaactgt acggggagaa
  4722541 aggctattag agattttact aaggtccatc attgctacaa attcattcgt tacaagcttc
  4722601 gttgccataa tgctaccagc cgcgacaatt tcagaacttg gtacaccgat aaggaatgca
  4722661 ataggcgcaa agacgtagcc gattaattgt tggaaagtaa tgccgaatat aatgaggaat
  4722721 agatcattaa tgcagctaat taatgcgacg aatccgataa gcatagcccc gacaacgata
  4722781 gctacgcgaa agccatctaa aatgtattct ccaagcattt caaaaaagct ttgcttttcg
  4722841 cctttaatct ctaaaatatc ttcgtcatct ttaacgtcgt aagggttaat gataagtacg
  4722901 ataataaaac cgctaaataa attgagaacg agtgcggtta ctacatattt aggttcaatc
  4722961 attgtcatat aggcacctac gatagacata gatacggttg acatggcaga tgcacaaagt
  4723021 gtataaagac ggtgttttgg aatttgagct aattgttttt tgactgtaat aaaaacttct
  4723081 gattggccga caatggcaga ggcgatagca ttataagatt ctaatttccc aagaccattt
  4723141 attttgctca ggaagtaacc gatccaatga atgaaaaatg gtagtatttt gaaatgttgt
  4723201 agtataccaa ttaagacgga aatgaagaca attggtaata agacagtaag gaaaaagggc
  4723261 atttcacctt tattggcaag gccgccaaat acgaagttta taccatcagc agcatactcg
  4723321 agtagctttg taaacaaact ggagatgacc cgaataagta tgagaccgat ttctgtattc
  4723381 aataataaat aggttaaaat taactgtata agaagcatga tgaaaatagg tttaaattta
  4723441 atatgcttct tattgttact agcgatataa gcaaggaaga agacgacgat aagtcctaag
  4723501 aaaaaagtaa taaatttcat agtaagcccc ctaaaagaga tattctgcta tatatgtttt
  4723561 tcatttcaag ggagaatatg catctttggt aaagaaagga ataaagaagt catgaatata
  4723621 agtagagtgc atcacgttgc aattatttgt tcgaattatg aagtgtcaaa ggatttttat
  4723681 actaggatat tgggttttaa agcgataaat gaagtatata gaaaggaaag agattcttat
  4723741 aagttagatt tatgtgtagg aaaagagtat caaattgaat tattttcatt tccgaatccg
  4723801 ccgaagcgcc cgagcttccc agaagcggct ggacttaggc atttagcatt tgctgttaca
  4723861 aatatagaag aagccgtgca agatttaagt caatgtggcg ttgaaactga ggcgatacgt
  4723921 attgatgaga taaccgggaa aaaatttgtt tttttccaag accctgacgg tctaccgtta
  4723981 gaattgtatg aggtttgaaa ttggtgaatt ttatataggg ttgctttcga gtaaatgaag
  4724041 aaactaaagt gaaacttctt tttaaaagga ggtgtaactt tagctaagaa agctaaaggg
  4724101 tatatgtgga tattttaaaa ttactgatgg tagccatcct tattggatta acagcatttt
  4724161 ttgtagctgt tgagtttgca attattaagg tgcgtagcag tcgtattgat caactcgtta
  4724221 gtgaaaaacg acgaggagca ttggcagcga aaaaagtaac ttcgaactta gatgagtatt
  4724281 tatcagcatg tcagttaggt attacaatta ccgctttagg gcttgggtgg ttaggtgagc
  4724341 cgactataaa acatttactt gagccgttgt ttttaaaact aaacttatct cctgcaattg
  4724401 caagtaccgt ttcatttatt attgcttttg cagttattac gtttttacat gttgttattg
  4724461 gtgaacttgc tcccaaaacg ttcgccatac aaagagcaga gcaagttagc ttattattat
  4724521 cgaagccact tatttacttt taccgaataa tgtatccgtt tatttgggct ttaaatggtt
  4724581 cggcaaggct tgtaacaggg ttatttggtt tacatccagc ttctgaacat gaagtagctc
  4724641 attcagaaga agaattacga ttgatcttat ctgagagtta tgagagcgga gagattaatc
  4724701 aaagggaatt taaatatgta aataacattt ttgaatttga taatagagta gcaaaggaaa
  4724761 ttatggtgcc tcgtacggaa gttataggtt tatatgagga cgaaccattt gaaacacata
  4724821 ttaaaataat cgcacaagaa aaatatacga ggtatcctgt atttggtgaa gataaagatg
  4724881 aaatcattgg gatggttaat gtaaaggatt tatttattcg ttatatggat ggtaatcggg
  4724941 acgaggaatg ctccattacg ccatatacaa gaccagttat tgaagtgtta gaaaatattc
  4725001 ctatacatga tttactatta caaatgcaaa gaaaacatat tccattagct gtgttgtatg
  4725061 atgaatacgg aggtacagca ggaattgtta cattagaaga tattttagaa gaaattgttg
  4725121 gagaaatccg agatgaatac gatgaagatg aacacccgcc tatagagcat ataagtgaag
  4725181 gtggacactg aaaaattctt ctacatgata ctcgtgtttt tagagggcga attttttaaa
  4725241 tagggattta gaatgaaaag tataggtgat gaaaatgata gcaacgaagg atatacgtat
  4725301 agaaaaagac tttttaggtg aaaaggaagt accaagtata gcttattacg gtgtacaaac
  4725361 attacgcgct gtagaaaact tcccgattac aggatatcgc attcatccgt cactcattac
  4725421 ggcaatggca attgtgaaaa aagcggcggc acttgcaaat atggatactg gatacttagc
  4725481 gaaagatatt ggacatgaaa ttgcggaggc agcgcaagag attgttgatg gaaagttcca
  4725541 tgatcaattt attgtggatc caatccaagg tggtgctgga acttctatta atatgaatac
  4725601 aaacgaagta atcgctaatc gagcgttaga acgtatggga tatgaaaaag gcgagtatgc
  4725661 aaaaattagc ccaaatacgc atgtaaacat ggctcaatca acgaatgatg cgtttccaac
  4725721 ggggattcat attgcaactc ttatgaggtt agaagaactt cttattacaa tggaagaact
  4725781 tcatgctgct tttcgtgcaa aagcaaaaga gttcgatcac gtcattaaaa tgggacgtac
  4725841 acatttacaa gatgctgtgc cgattcgtct tggtcaagaa tttgaagcgt atagccgagt
  4725901 gcttgcgcgt gatataaaaa gaattaaaca gtctcgccaa catttatatg aagtgaatat
  4725961 gggggcgaca gctgttggta cgggattaaa tgcaaaccct acgtacattg aacaagtggt
  4726021 taaacacttg cgaacattta gcggatttcc acttgttggt gcagagcatt tggttgatgc
  4726081 aacgcaaaat acagatgcat acacagaagt atctgcagca ttaaaagtat gtatgatgaa
  4726141 tatgtctaaa attgcgaatg accttcgtat tatggcatct ggtccacgtg ttggattggc
  4726201 ggaaattcaa ttaccagctc gccaaccagg ttcatctatt atgccgggta aagtaaatcc
  4726261 tgttatggca gaagtaatta atcaagtggc tttccaagta attggtaatg atcatacaat
  4726321 ttgcttagcg tcagaagccg gacaattgga gctcaacgta atggagccgg tgcttgtatt
  4726381 taatttaatt caatctatta gtattatgaa taacggattc cgtgtattcc gtgaatattg
  4726441 tattaaagga attacagcaa atgaagaatt gctgaagcaa tatgttgaga aaagtgttgg
  4726501 aattattaca gcagttaacc ctcatattgg ttatgaagca gcatctcgca ttgcacgtga
  4726561 agcgattgaa acaggaaaat ctgttaggga gttatgttta gaacatggtg tactgacaga
  4726621 agaagaattg gatattattt tagatccatt cgaaatgacg catcctgaaa ttgctggggc
  4726681 ttctttatta aaggataaga agatgtaatg tgaaaaacac cgatccattt ggatcggtgt
  4726741 tttattttta aaagatatta aatacagcgt ttaattgaag taagctaata atagctaaga
  4726801 agattaaact atatttcatc actgttttaa atagagcaga ttctttacca actagtccaa
  4726861 ctgccgcaca agcaactgct acggattgtg gtgaaaccat ttttgctatt gtgccaccaa
  4726921 ctacgtttaa tgaaacgaga gtagatggga cgatgtttaa ttgatcggca gttactgctt
  4726981 gaagtggtgc gaatagtgaa ccacttgata ctactgaacc tgtaatgaat acgccaatcc
  4727041 atcctaagat tggagaaaga atagggaatg cattaccagt agaagagaat gcaagtccaa
  4727101 gtgtagatga cataccagag tagttctcta cgtaagctaa agcgataacg ctacaaattg
  4727161 tatatactgg aacctttaat tcttttattg tttcaatcat taattcttta atcattttgc
  4727221 cgtttacacg gtagacgata agtgaaacaa taattgctaa tacaatcgca gtagttgtag
  4727281 aagagaatac atctagtttg aaaatcgctg caaaaggtgt atcagctttt gtgattggtg
  4727341 cagtttttat aacttgatta tgaagaccag ggaattgaat gttaaatact aagtttgcta
  4727401 atggaccatc cggagcaaat aaagctttaa ttggttttaa attaaagatt gttacaaatg
  4727461 cagttaagaa tacgaatgga gaccaagcat ataaaatttg attgaatgta tgagattctt
  4727521 tttcttcttg cttttcttct ttagcagaag attttggttg ccaaacacgt aagaataatg
  4727581 caagagcgac catacttacg actgctgcga aaatattagt aagttcagcg cctaagaagt
  4727641 aagttacaac gaactgagta attgcgaaag aaacaccact tacaagaata ccttgccaag
  4727701 tttctttaat gcctttaaat ccatctacca ttgaaacaag taagaacggt aaaacaatgc
  4727761 taatgaatgg caaaatgtaa actgcttgac ggccgacagt taatgcatct attccagtta
  4727821 attgtgcagg tactgtaact ggaataccca tagcccccat agcgccacca gcgatattag
  4727881 ctactaagca aatacccgct gcttttaatg gattaaagcc catacctaca agtaatgcag
  4727941 ctgtaatagc aaccggaaca ccgaaaccag ctgcgccttc taagaaagcg ccgaaagaat
  4728001 aagcgattaa taatacttgt aaacgttggt catttgtaat acttgaaatg ctatcacgaa
  4728061 tgacattgaa ttgttctgtt ttaacagtta atttgtaaag gaagatagct gcgataacga
  4728121 tagtacaaat tggataaaat ccagataaaa caccaaatcc ggcagatgct actgctgcag
  4728181 ttgtaggcat tttataaaca aatatagcaa gaataatagc aacaattaca ctgtaaagac
  4728241 cagccatgta acctttcatt ttgaatccca ctaaacaaat aatgaagcaa aaaattggaa
  4728301 gtgctgcgat tagagcagat aaccaaatat tgtttaatgg gtcataaatt tgtgtccaag
  4728361 tactcataat aatgacaact cctatctatt ttatgtgaag aaattcacat tatttgtgaa
  4728421 actattcaca atcaacttac atgcttagta tattctcctt caacactatt gtcaacgtaa
  4728481 aaaagtataa ttattccata atagtgttaa aagaaatgct ttgttcataa agtagacaaa
  4728541 aagcccaccc aagtctattt gagtgggcgg gataaattat ttgcatattc ttttctttca
  4728601 gttgtatata cattattgat tctacagttc tatagtagag accgtctttg tatcgaatat
  4728661 gagaaagtat gttgaagtgt gtaatatttg ctaggttggt acagcttgcc ttatttgatc
  4728721 aagtcagaaa gggaaaataa atatatttaa taggaaggat ttcatcacag tttaagttat
  4728781 tgaatactat ttaaaaaagc aataagttaa aatttaatgt tatgatatct ctttttactg
  4728841 aaaattcctt ttagcataac aaagaggtta aatataaccc caaaacgtta cgataggtta
  4728901 tcaattatag acggtatttt acaatataat tactgtacgt tgcaatgagg tgaaaatata
  4728961 acaaaaagcc tgataaaaca acgtttgcaa gcaaagtatt tgcagcccgt tattttgctt
  4729021 tttcgttata tcatatagta taatattcaa aatcagcaag gaatttttcc tgagttcttt
  4729081 gctggttaag gtggaaaaaa ttttcagctt tataggttga taaagttatg tcgtaacagg
  4729141 aaatataaga acagatatat aaataaataa aaagaaaata aaaacgaaaa tgaggggaac
  4729201 tttatgagcc aaaatcaatt cgaatgtcgt atttcagaag aagatgtaca aatgttaaga
  4729261 gcgttagcgc atccgttgcg tctacgtcta gtaatggaat taatgcaacg tggaacatgt
  4729321 aatgtaacac aattacagga agtgttagaa attccgcaat caacagtttc acaacattta
  4729381 acgaaattaa aacaaaataa agtagtacgc tttgaacgac gaggactaga agtgtattat
  4729441 caaattcata acgataaagt aagtgaagta gtaaaaacat tattttctta aaatttgaat
  4729501 attatggaaa aaggataacc attaaaatgt tgctatatgg aatatattct aaaaggaaaa
  4729561 gaaaagatag aaaggagtgt aataagtaaa aggagggata gtagaatgga tgtaaaacgt
  4729621 gtgaaacaaa ttttatcttc ttcaagtaga atcgacgtta catatgaagg cgtaccggta
  4729681 tggattgaga gctgtgacga gcagagtggg gttgctcaag tgtatgatgt atctaatcct
  4729741 ggagaaagcg ttcacgttca cgtgaacgct ttagaggaga agtaatagaa aagacgcttc
  4729801 taaaatcaga agcgtctttt ttgtattatt ccatcatact cgcaactttt ttagagaaga
  4729861 gaaggagtac aagtcctaag acgataacga taatgccaat acttgcaaat acttcaaggt
  4729921 atcctaatga ttgtgtaaag gaagcaagtt taccagctaa ccatacaccc attagtaatg
  4729981 atgctaattt aacaggtgca attgcactta ccattgatag accgattggt gataagaata
  4730041 gttctccaat tgtatggaac atataagtga taacgatgaa taataagttt gctttaacag
  4730101 ttatatcagc ttcactactt ccagttttta gaaccgctaa tgttaaaaca aggtaaccta
  4730161 tacctagtaa aatcatacca aatgccattt ttgttggtat ttttaaatcg ccacgctttg
  4730221 atttagaaag ttttaaccat agcatagata cgaatggtgc aagtagtacg atgaacgctg
  4730281 gattaacgga ttggaaccaa gatgttggaa tttcccatcc aaaaattgta cgatcaacaa
  4730341 atttatctgt ataaagtgtt aaagaactac cagcttgttc aaagcctgcc cagaagaata
  4730401 ctacgaaaca agttaaaatt acaattgccc aagtgcggtt tttttcttgt tttgttaaag
  4730461 gtttcttttc gactgcaggt tgattttttg tttttttacc aataactgtt gttcctgctg
  4730521 taccaagata gcgaggagct aataagttga aaacaatttg tccaataatc ataccgatac
  4730581 aagctgctaa gaatccgtat ttatatccca taaccataac gccatcaacg cttgttttaa
  4730641 agaaatcttc tgctaaaaat ccacaaataa gtggagcgaa gaaagcacct acgttaatac
  4730701 ccatataaaa gatagtaaat gcactgtcac gacgtgaatc attttcttca tacaattcac
  4730761 ctaacagtgt agaaatattt ggtttgaaga atccattacc aataactaat agtactaatc
  4730821 caaggaatag tcctgttttt gtattcatgg agaatagtac aaagttacca attgccataa
  4730881 taattccgcc gagagtaatg gcatgacgtc tcgtaatata atgatcagtt agccatccgc
  4730941 ctataattgg catgaaatat actgccgctg taaaagtgcc atataattgc actgcgaatg
  4731001 ccttatcaaa tcctaatccg ccactaacgg cagcagttgt taaataaaga actaaaaggc
  4731061 cacgcattcc ataataacta aatctttccc acatttctgt taagaacaac aagtacaatc
  4731121 ctggtggatg tttttttggt gattgttgct ctccagcttt gtctaatttt aaagctgcat
  4731181 ccatttttgt ttccccctaa tcctgtataa cggatattta tgtaatcatt ttaatttaca
  4731241 aaatatttag aagtcaatag aattatatgg aaatagaaag aaaattccta aaaaatttct
  4731301 attcttcttc gaccgttatt gtattttgcc ctgaaaacga gatgataagc gttttcaaat
  4731361 gtaataattg aattctaaaa gaaaataaaa tagttattaa tcagaaaatt tagattaaaa
  4731421 tatttattct gatatagaga aaatatattc tatttacttt tataatataa catattggga
  4731481 ataaaaatac aaaacgaaat aatgtgacat ttaagtgaat tgaaaaataa ccagctccac
  4731541 agaaggggag ctggttaagg aaatactatt taacaaagcg tttttcgata tcatctaata
  4731601 gtaggttagc agccattaca ccaccagctg tattccaaat aacgtcgtca actttgtatg
  4731661 ctttaccatt tttcactgca tttaaatttt taaatagagg atcattaata tattcttttt
  4731721 ctaattcaga gccctttttc tcgtttcctt tatcgaatgt gaagtagaat aatacatcac
  4731781 catccattgc agaaatacgt tctttagata cgttacgctc tgcgaagtcg tttttatttt
  4731841 gatcgccagg acgcttaaat ccaagttctt ttaaaataac accagagaat gtatcaccat
  4731901 gataaatacg aacatcacca ggcatgaagc gaaccataga gatttcttga tttactttat
  4731961 cacctagttt ggcttttaaa tctttcatac gtttatcata agcagctaaa accttttgac
  4732021 catctttttc tttatttaat gcttttgcat aaaacttgaa gttatctttc cattcaccgc
  4732081 gtaatgtttc agagaacaca gtaggtgcaa ttgcttttag ttgctcgtac actttttcgt
  4732141 gacgcatttt gttaccgata attaagtctg gttttaaaga agcgattgtt tctacgttca
  4732201 cttgtccttc atcaccaaca acttttacat ctttcatttt atctttaata tgtggatacc
  4732261 atggatcacc agtccaagat tttacagccc caactggttt cacacctaat tcaagtaaag
  4732321 cttcagtacc ttcatttgtt aaaatgacta cacgttttgg attagcagga acttctgttt
  4732381 tacccattgc atgttccaca ggaatcattt cttttttcgt atcttctttt gattcttctt
  4732441 tcgtatttga ttttccacaa gcacttaaaa gtagtgaaaa ggctaatgaa aatacaaata
  4732501 ctgtaaacga tttctttcgc atgaaattca ttatgtaccc cctacatagt gagaattttt
  4732561 ttcaatagca agcatgatat taagccttta tctttagatt gtcaatacat acggttgaaa
  4732621 ataattctca tttccgttga caatgagaat taagttgaaa tacacttaca acgtatcatt
  4732681 atacattgaa ggggaaacgc tgcatgttat taaaaacaaa tcgagcaaaa tggattggat
  4732741 tatttgttgg gatcattgca gtcattactt gtatttgggg aagtattatt ttcggatata
  4732801 caaatacgag ttggaaatta gcgttagatg cttttttcca ttttaatggg tccaatgaac
  4732861 atattattat tcaaaatgtg cgtctaccaa gggcattaat tgcagcgagt gttggtgcta
  4732921 gtttagccat tgcaggttgt cttatgcaaa ctttaacgaa aaatccactt gcttctccag
  4732981 attttattgg attaaattca ggtgctgctt tcttcatagt tgtagcaatt gttatttttt
  4733041 ccgtgacatc attatcagct ttcacgtgga ttgccttctt aggggcagca attgcagctg
  4733101 tacttgtatt tgcttctagt tctttaggaa aagaggggac aacgcctctt aaattaacgt
  4733161 tagcaggggt cgcaattagt gcgttatttt catcattaac acaaggatta cttgtgttaa
  4733221 atgaaaaggc gcttgaagaa gtattatttt ggcttgccgg atctgtgcaa ggaagaaagt
  4733281 tagaaatttt acaatcagta ttcccgtatt tattaatagg ctggattgca tctattatga
  4733341 tgacagggaa agtaaataca ttaatgatgg gggaagacgt tgcaaaagga cttggtcaaa
  4733401 gaacgatttt aatgaaatca ttcgtactac ttattattgt cctgttatct ggtggttcag
  4733461 ttgcggtcgc tggtccgatt gggtttattg gtattgttac cccgcatttt gccagatttc
  4733521 ttgttggggt cgatcacaga tggagagtac cgtatagtgg tttgttaggt gcaatactat
  4733581 taatcttagc tgatatagca gcaagatatg tcattatgcc acaagaagta ccagtagggg
  4733641 ttatgacagc atttattggg gccccattct ttatttatat tgcacgtaag agagggctta
  4733701 gcaaatgaag aagtatattc cgttccgtat aggaaaaggc gagctctcgt ttttaatgta
  4733761 taaacgagct tgtctcgtct tattcagttt actagttgtt ttaattggat tattttttgc
  4733821 gagtgcaggt atgggagaca tgaaaattgc tccttatgat gtatggcaag cgattactgg
  4733881 aaatggcgat gcgatgtcaa atatggttgt aaataagttt cgtatgcctc gtattttaat
  4733941 tgctatcctt gtaggaatcg cacttgctgt agcaggatgt attttacaag ggctcgttcg
  4734001 aaatccactt gcttctccgg atatcatcgg gattacaggt ggtgcaagtg ttgcagttgt
  4734061 attattttta gctatattta gtgataaaaa taatgcgcta actgtaagca ttcattatat
  4734121 gccgttagca gcttttattg gggcaacgat tgtagcactt tttgtatatt tatttgcatg
  4734181 gagaaatgac ggattatcac cgattagtct tgttttaatt ggtgttggtt tttgggcatt
  4734241 aacgaaagcg gcaacgactt tgtttatgtt gttagcgcca atttaccaag cgagtcaagc
  4734301 gaatgtatgg attacaggca ctgtttacgg ttcttcttgg caaaatgtca tggtacttgc
  4734361 gccgtgggtt ctcattttaa cggtaatatc gtttatagct gctagacatt taaatgcaca
  4734421 agagctaggg gatgatattg cggtagggct tggtgttcct ttaacgaagt cacgcatatt
  4734481 tatgttatta cttagtacag ctttaattgg tggagccgtt gcctttgctg gaggaattgg
  4734541 atttgtcggt ttaatggcac ctcatatttc acgaagacta gttggttctt tatacggtgc
  4734601 attactccca gttgcggcta ttgttggtgc aattttagta cttgctgcag atttaattgg
  4734661 gcgtacagtt ttcaccccac ttgaaattcc agcaggggta tttacatcag caattggtgc
  4734721 accttatttt atttatttac tttataaaag tcggaattca taaaggaaga tgaatatgca
  4734781 aaaagcattg gagacgaaac gtttgacgtt gtcttatggt gaaacaatta ttattgatga
  4734841 gttgaattta gaaattccaa aaggtgaaat tacaatcttc attggttcta acggttgtgg
  4734901 gaaatcaact ttattgcgtt cattagctag attattaaag ccaacaactg gtgacatttt
  4734961 gttagataat caagccattc aaagtatgca aacgaagcaa attgctcgtc aaatggcaat
  4735021 tttaccgcaa ggaccgcaag cgccagaagg gcttacagta ttacaacttg taaagcaagg
  4735081 acgttatccg tatcaaacat ggctgaagca atggtcagaa aaagatgagg aaatggtaca
  4735141 gaatgcactt gcagcaacag gtatgacaga atttgctgag cgtgatgtgc atgctctttc
  4735201 aggtggacaa cgccaacggg cttggattgc aatgacgctt gcacaagata cagatattat
  4735261 tttattggat gagcctacta cctatttaga tatgactcac caaattgaag tgctagattt
  4735321 attattcgaa ttaaatgaaa cagaacaaag aacaattgtt atggtactac acgatttaaa
  4735381 tttagcatgc cgttatgcag ataatattgt agccattcaa gataaacaaa tatatgcaca
  4735441 aggtaagcca gaagaagtag tagatgagaa actagtacgt gatgtattcc gaatggaatg
  4735501 tcaaattagt acggatccgt tatttgggac accactttgt atcccacatg gaaaaggaag
  4735561 acgtgtacgt aaagaagttg ctcatgcaat gagataaaga aaaagacgat gaggaatcat
  4735621 cgtctttttt attttcggca agagaataag agaaagaggg gaatacgtaa acgacgttca
  4735681 tattcttccg cgctttgaaa ataagtttga tttggtgtag cttcttttaa atttgtaatt
  4735741 gtaaatccag cttgttgtaa tagtgtaaaa tattcttctg ttgtgcggtg atatttaata
  4735801 acttcttgat caatccaagg ttcaacgcgt tttcctgttt taaaataatc atcgacgagc
  4735861 cagctcgttc tctttccgct cgtttgcaag ctttcaaatg aagaagtaat aacagggtgt
  4735921 tggacactaa aagtaaaggt tccatttgtt tttaaagttt cgtacacatt ttgaaaaatg
  4735981 ataggaagat gttcgatata atgtaaggcg agtctagatg ttactaaatc aaaagtagca
  4736041 ggagggtatg tgtagtcttt gaggtttaaa aaatggacga tcccattttt attttctagt
  4736101 tgttttttag ctttttcata cataagttgg gagccttcaa taccagtgta agagtggcag
  4736161 tctttttcta ataattcctt gccaaatttt gcgtcaccgc agcctaaatc aaggattttc
  4736221 tttcctttca catcaccaat gagttgaaag aaggctggtt tttctagtaa ttcatttgga
  4736281 ctattttctc ggtatcttcg tttcatatat tgtttaaaaa atgcttcgtt attatataca
  4736341 tcagattcag taaatgccat gattgaagcc cccttacata ttttttaatt ctaccaaata
  4736401 tgaaaagtaa atgatagatt tcttgtaatg aatcgtatat aatctaaaat tgtaagcggt
  4736461 tactttaaac tatttttcta taataaattc tgaaaacgtg ttaagctagt agagggatta
  4736521 ttagaactat taagacaata attcgcttac atgaacgatg ggaggcttca cgatgtctag
  4736581 taaaacactt gcgaaatttt tagaagaaaa tttagaggat ttaaaatcaa aggggcttta
  4736641 taacgtaatt gatccgcttg aaagttcaaa tggaccgatc attacaattg gcggaaaaga
  4736701 atatattaac ttatcttcaa acaactatct tggattagca acagatagcc gtttgcaaga
  4736761 agcagcaatt ggtgcaattc ataagtacgg cgttggagca ggagcggttc gtacaattaa
  4736821 cggtacttta gatttgcata ttaaattaga agaaacaatt gcaaagttta aacatacaga
  4736881 agcagcgatt gcttatcaat caggatttaa ttgtaatatg gcagcgattt cagccgttat
  4736941 ggataaaaat gatgcgattc tttcagacga gttaaaccat gcttctatta ttgatggtag
  4737001 tcgtctatca aaagcaaaaa ttattgttta taaacattct gatatggaag atttacgcca
  4737061 aaaagcaatc gcggcgaaag aatcaggtct ttacaataaa ttaatggtaa ttacagacgg
  4737121 tgtcttttca atggatggag atgttgcaaa actaccagaa attgttgaga ttgcggaaga
  4737181 attagattta atgacatacg tagacgatgc acacggttca ggtgtacttg gaaaaggtgc
  4737241 aggaacggta aagcacttcg gtctgtctga taaagttgat ttccaaattg gtacattatc
  4737301 aaaagcaatt ggggtaattg gtggatatgt agcagggaaa caaaacttaa ttgactggtt
  4737361 aaaagttcgt tcacgtccat tcttattctc tacagcagta acgccagctg atgcagcggc
  4737421 ttgcatgaga tcaattgaaa tcttaatgga aagcacagag ttgcacgatc gtttatggga
  4737481 aaatggtcgc tatttaaaac aagggttaaa agaacttggc tttaacatcg gagaaagtga
  4737541 aacgccaatt acaccttgta ttattggtga cgaagtatta acacaagaat ttagtaaacg
  4737601 tctaaatgaa gaaggcgtat atgcaaaatc tatcgtgttc ccaactgtag ctaaaggaac
  4737661 cggacgcgtt cgtaatatgc caacagcagc tcatacgaaa gaaatgttag atgaagcaat
  4737721 tcgtaagtat gaaaaagtag ggaaagaaat gggcatcatt taagtaacga catcttttga
  4737781 atagcttgca aatgaggagt ggggaaaatg aaaaaaattc tagtaaccgg ttctttaggg
  4737841 caaattggtt cagaactagt aatgaaactt cgtgatgtat acggcgcatc aaatgttatt
  4737901 gcaacagata ttcgtgaaac agatagtgaa gtagtaacgt ctggtccatt tgaaacgtta
  4737961 gatgtaacag atggacaaaa actacatgat attgcaaagc gtaatgaagt agatacaatt
  4738021 attcatttag cagctttact ttcagcaaca gcagaaaaaa atccgttatt tgcatggaat
  4738081 ttaaatatgg gcggacttgt aaatgcatta gaagcagctc gtgaattaaa ctgtaagttt
  4738141 ttcacgccaa gttctatcgg tgcattcggt ccatcaacgc cgaaagataa tacgccacaa
  4738201 gatacaattc agcgtcctac tacgatgtat ggggtaaaca aagtagcagg ggaattacta
  4738261 tgtgattatt atcatcaaaa atttggcgtt gatacgcgcg gtgtacgttt cccaggttta
  4738321 atttcttacg tagctcctcc aggaggcgga acaactgact atgcagttga aatttactat
  4738381 gaggcgatta aaaaaggcac atacacctca tacattgcag aaggaacata catggatatg
  4738441 atgtacatgc cagacgcttt acaagcgatt atttcattaa tggaagctga tccaagtaag
  4738501 ctagtgcata gaaatgcatt taatattaca gcaatgagct ttgagccaga gcaaatcgca
  4738561 gcgtcaattc gtaaacacat cccgacgttt acaatggatt acgctgtaga tccagctcgt
  4738621 caaacaattg ctgatagctg gccaaactct attgatgcaa cagcggcaat gaaagagtgg
  4738681 ggctttaaag cagaatatga tttagacaaa atgacaacgg acatgttggt taagttaaaa
  4738741 aaaagctcac agctgagtta gtgatgaatt aataggaagg gtcgattctt aggaatcgac
  4738801 ccttttaatt gaaggagaaa agcaacatgc aaagagttga tgtcgtatac gcactaatac
  4738861 atgacgaaga aacagataaa atattaatgg tacataatgt agaacaaaat gtttggtcat
  4738921 tgccgggtgg ggctgttgaa aagggtgaaa cgttagagga agctttagta agggaagtaa
  4738981 aagaagagac aggtttaact gctgtggcag gtggacttgt tgcgattaat gaaaaattct
  4739041 ttgaagagcc agggaatcat gcgctattat ttacatttcg agcgcatgta gtaaaaggtg
  4739101 aacttgttgc agcagatgaa ggagaaattt ccgcaataga gtgggtggac agagcaattg
  4739161 caaatgaacg attcccattc tacgatggag gattcgattc attattagaa gtagccattc
  4739221 catataagtt tcaaccagaa acaaaatgat taaaagaaaa aacaggagcg ttgttgctcc
  4739281 tgttttttct attcaatcgt cttcagtaat aactttttca atagtggttt aatcttcaaa
  4739341 cgtaaatctt cagcgtgatt tgcaactaag aagtgatggt tataaatgtt cttcattaat
  4739401 tgataagttg cttctttcgc ttcgccttct tcgatgaaga taccgattac ttccattccg
  4739461 cttttacgcg cgagtttaac agcttcatgc gtatctaaaa taccgtcttg ttgatagtct
  4739521 aaagcagaag gctcaccgtc tgtgaagaca agtaagaatt tatgcttttc tggtcttttt
  4739581 gcaagctttt cagaaacgat ccgaataata tatccatcgc ggttatcctc ttcttcacga
  4739641 agctgcataa tttcgggacc aacgtttggt aacgttgagt ttttatacgt tacaacttca
  4739701 tggataacgt tcggtttatc ttcaggtttc gcactagaag catcttccca aaatccgcta
  4739761 atagcgtgcg ggatttttaa agattttaaa gcttcatgga atagaaccac actctttttc
  4739821 gtttcttcca tcttgttata catagaacca gaacagtcca ctaacagttg gaatgcaacg
  4739881 tcaagctctt gcgattcttg tcctttttta taaaacatgc gcggctgctt ttcagtataa
  4739941 atacgaagga atttcttacg aagtcttccg taatatttat cactatttgc attcgtctta
  4740001 ttttcaatcg ttttttcgat aattttcttt aattctttta catctttatt aaccactgat
  4740061 ttgatggctt ggtaatcctt tttctcgtca ggagttgatt tgcgagcttc tttaaatgta
  4740121 tgagaagcac caacgttata cttaccgtat gcaccatcat tttgactaga agcgtgtgaa
  4740181 gctcttgctt cttctgtatc agcaccatca aagttagatt gtgtactttt ttgagaagta
  4740241 ccttgtacag aaccaagtgc ttggtcacca tcttctgatt cgcgagcagt gtcacccatc
  4740301 atatttgttt ttgtaccgct ttctaattca aagcgtaaaa agttctcgtt ttcattgttt
  4740361 ttattttcac gatgccatgt cgagaagctt tcattcattt tatttttatt ttcatcatca
  4740421 acgatttgcg tatcatcatt tgttaatttt tcaggacggc tgtctttctc atctgcaata
  4740481 acagataagt agagcggagc atgtccgaaa taattgttaa gcatatcact ttcaagaagc
  4740541 tcctctaaac gatagcgaat tttctcaacg atatacataa tatcttctgt attacgagct
  4740601 tggaatgttt catgcagaat agcttcaatt tgctcgaaat attcattatt aaacatttca
  4740661 tatttatcgc tcgttaatga aagatagcat agacaaaata gacgatcacc gtgatagtta
  4740721 cgaacgcgat tgatttcatt ttgtgagcta aagtaattgc gatacatttc ttttcttctt
  4740781 ttaaaaacat gctttgtgcc agggcgtaag ttttttacga tttcctcaac acgtaaatct
  4740841 tctaatagaa caaataattg tgttaaaaac ttttttaagg gtgattcttg taattcaatt
  4740901 gcataagaac gaattaaagt catgtccgag taatgtttat taccaagtgc ttttaaaaac
  4740961 acttcgcttt ttaatccgat tactgtatcc tcttcttttc gatcatccca aaagtgacta
  4741021 atgacaacct ttttttcaat ttcgtcgtag tatgctttat agccatactc aaggtaggca
  4741081 tcgtcttctt tgagaagagc atacattaag ttttccattt gtagaaacag cgacgcatca
  4741141 atttttttgt cactaaaaat ttgtctcata aattatccct caaagaaata actttctgct
  4741201 aattcacgga cagtcatttg ttctgtttca tcgtttaatt ttgcgataat actacgttca
  4741261 attgcacgca taacaggaat atatacacct aaatcacatg catcgataat gccacgaata
  4741321 cttgctgctt cttcacttac gcggccatca cgagctaaag gcataagatc gcttgcaaat
  4741381 gcaacgaact tttcaattgt tgcaacatct tttagttttg attctgctaa taatagttct
  4741441 tttaatgtat caccttggat gtaaggaact tcaataataa cgaaacggtt ttttaacgct
  4741501 tcgtttagtt cacttgttcc aacgtagcct tcattaattg ctgcgattac acgatactca
  4741561 tcatcaccgt atacaacttc ttgtgtaaat ggatttgtaa tcattttacg gtaatctaat
  4741621 gcaccgtgaa gaagtggtaa cgtttcaggt tttgccatat tgatttcatc aatatatagg
  4741681 aaatggccgt tcttcattgc tttcataaga ggaccgttaa cgaatgtaac ttcagatgcg
  4741741 ccatctttcg tttgtagtgt gttgtatcct aaaatacctt ctacatctaa atcgacagaa
  4741801 cagttaatgc tatgcattgg tttttggaat aaagaagaaa gtgtttcagc tagtactgtt
  4741861 ttaccactac cagtcggccc ttttaataga atatttttgc caagaagaag tgctgtaatg
  4741921 gcatcttcga taatgctatt atcagatgcc ttatatattt ttgtaccgat caaatgtgca
  4741981 ttttcaccag cttcttgttt attcttttcg tgaattgtag aaagttgctg ttttaaatca
  4742041 gcatgtatat gaaattgttc taacatgtat gtcccaccta acattatttt cataaagtaa
  4742101 tacatcttat gataacttgt tttaatatgg tatgcaaaga aaaggagagg ggacaaatat
  4742161 aaaagaaaaa gcaatcaata atacattgat tgcttatagt aaaggagaaa tgagcctcat
  4742221 aaaagattct aatattcgtt ttttgatact tctcttttgg aaagcgttcc atttaatttc
  4742281 agtagaatgc ttaaagtcat cttcaaaatc acgtttaata tcatgaacag tttctgattc
  4742341 atacagtacg ctaataattt cgtaattcaa ttcaaagctg cgtacgtcca tatttgctgt
  4742401 tccgattgtt gcgattttat catcaacaag taaaattttt gcatgcataa agccatcttt
  4742461 ataactataa atggaggcac cagcttttaa aagtggagtg aagtaggact gagatgcttg
  4742521 gtcactaata atactatcgc ttttaccagg atataaaatg cgtacatcta tgccagatat
  4742581 tgcacttaaa cgtaataatg ttaaagtttc ttgatctgga ataaagtagg gtgtagcaat
  4742641 ccaaatagat ttttttgccg agcccataac agctaataat gtattgcgaa tgcttttatc
  4742701 atctgagctt ggtccgctcg ctacaatttg cacagcacct tctgcgtttg aaatttcttt
  4742761 accagggaag tattgtctat tcataaatgg atcccaagaa taagtattca atccactaga
  4742821 tgcatagagc caatcctcta gaaagattgc ttgtaattta tatagcgctt ttccttctac
  4742881 ttttaaatga ctgtcacgcc aaacgggaaa tttttttgaa cgaccaagat attcatcacc
  4742941 gacgttgagt ccaccagtaa aaccgatttc tccatctaca atgacgattt tacggtggtt
  4743001 acgataattg acggtttcaa gtaaccaagc tgaaaaaata ggatcaaatt caacaatttc
  4743061 aattccagct tctttcatag gttgtaaaaa ccgtcttctc aacgtattac ttccgagtcc
  4743121 atcataaagg aagcgtacaa taacaccatc ttttgccttt ttgattaacg catcccgaac
  4743181 ttttgtacca atctcatcag atttataaat atagtattga atatgtatgt gatgttttgc
  4743241 ttgctcgatc gcttgcaaaa tttctgagaa tgtttgatct ccgtttgtta aaagtttggt
  4743301 agtcgttcta tctgctgcag gcccgcctcc aaatttttgt acgacttctg ttaaatggac
  4743361 agagcgttca cttaatggga ctttgagtga taactctagt cgtcttcctt ctaatatttc
  4743421 acggaataac tttctttgct cttctgaacg atggagatgt ttttttcttc tccaacggct
  4743481 acgcccgaaa atagagtata aaagcacacc tacaacggga agaagtgcta atactaaaaa
  4743541 ccaggctaag gtactttgag gagatctatt ttcgataaaa ataacgaatg aaattcctac
  4743601 aattgtgatg gaccagagaa cgccgacaaa tgtatataac gaaatataag atgtatttaa
  4743661 taggaaagga acgatagata caattgtaaa tattaatagt aattggatga taggtttctt
  4743721 catttctata taattcctct aatctttcct caatatagat ttcctaaata gcagatgtac
  4743781 tgtgacattt ttattataaa gtgttttcta ttttttacaa aatgtaggta tctccccata
  4743841 ctttccgcat ttgtcctaca tacagtgtat tgttacgttt ttaaagagaa aaggaaggtg
  4743901 aatataatgt atggtcgtcc aattggagga tttggtcacg gtggtggttt cggtcacgga
  4743961 ggttttcatg gtggttttgg acattcacca ttttttggtg gaggtttctt tccagggttt
  4744021 gtagcaggag cattactcag tcctggattt ggttatggcg gatatggtta tccgtattac
  4744081 tcggattatt cttattatac aggttaccaa caagatccat attattctta caatacctat
  4744141 taagatgaga aaatggaaaa ggagagggga aatatgaatt atatagaaaa taacggattg
  4744201 tattatcgta atcatcatca tggagggcac catcataacg gcggacatca ccaccatggt
  4744261 ggacacaatc atcatgatca ccatcatcat cacggaggtg gatggggctg gggtggcggc
  4744321 tcatggggcg gtggattttt ccctggaagt tttgctggag gtgtgttagg tgggcttaca
  4744381 gctggcgcac taacgggtgc agcaggtgga ggctactatc cagcgccgta cccagtaact
  4744441 tatccagcgc catatccagt gccatatcca acaccatatc cggggtatca acaaacacca
  4744501 tatccgtatt aaataaaaaa agaggctatc ctcttttttt atttaataaa gtatttattt
  4744561 ataaaatact tccaaaatta aggtgaaaat atgttaatat tttgttattg taattcaaaa
  4744621 acatatataa taattaaaat ttacatatgt ttttgaatag agttagctaa ttatagcgat
  4744681 aagaaactac tatttataat tgaaacggta ttatattgct ttttattaca aataatatta
  4744741 tgttatttta atcgacatat ttcaaaattt gatttatgta aaggacgatt attaggaaat
  4744801 gaaatatctc tatttctata aaaagaaaca agttatgttt tagtcagata ggaagcaagg
  4744861 agagatgcgc atgctagaac aaagaggtca tgcattatat gaatcttcat tgcgagattt
  4744921 aaagttagca ttagatgagt cttcaattgt tgcgattaca gaccgaaagg gtcttattac
  4744981 atatgtaaat gataagtttt gtgaaatctc caaatataca agagaagagt taatagggaa
  4745041 agatcatcgt attttaaatt caggatatca cccgaaaaca ttttttcaaa tgctatggaa
  4745101 gcgtattttg agcggaaaag tatggagagg tgagattcga aatcaagcaa aagatggtac
  4745161 atattattgg gttaaaacaa caattgttct atttttaaat gaaaaaggag agccatatca
  4745221 atttatcgcg atccgaaatg atattagtag taggaaagaa gcagaacaga ggttgcggtt
  4745281 aagcgaaagt cgttataggg agctggctta tcatgatgct ttaacgagtt taccgaaccg
  4745341 tttacaatta ataacgactg ttaatgagtt gattgcagat aaaaacgagt ttggtatgat
  4745401 ttattttgat ttggatcgtt ttaaattagt aaacgatacg ctaggtcata tgataggaga
  4745461 tttactttta agcgaagttg cttcacggtt gcattatgtg ctaggagaga aagatgttct
  4745521 ggctaggctg ggtggcgacg aatttgtgtt gttaacaaaa aatcataaac aagatgagat
  4745581 gaggcagcta gcgacatctg tgttgtcatg ctttcaggca ccatttatgc ttgaaggtca
  4745641 tgaagtatac atttcggcta gtctaggact gtgctcatat ccgcaagatg gacaagatgt
  4745701 agaaacgcta ttgaagaatt cggatttagc tatgtatagc gcgaaagaac aggggagaaa
  4745761 cgccgcgtgt ttctttacag atgagttacg tgcgaaaata aatcgtagaa tgaaaattga
  4745821 atttgctttg caaaaggcaa ttcgtgatga agagttagat gtggtgttgc agcctattat
  4745881 tgatttgaaa acgaagaaat atactggtat cgaggcttta gtacgttgta cgacagaaga
  4745941 aggtccgatt tccccaagcg aatttattcc tatagctgaa gaatctggac ttattataaa
  4746001 attaggagac tgggtgttag aaaagtcatg tcgcttgttt aaaacattgc ctgagtatga
  4746061 agaaggacta aagttatctg tgaatttatc catacaacaa ttaatgcaaa agcgttttat
  4746121 tatatctgta cgtagtattt taaggagaac tggttttcct gcaaatcgtt taattttaga
  4746181 aataacggaa agcattgctg ttcgtcattt tgattatatt attgctacat tacaagaatt
  4746241 aagaaatatg ggtattttaa ttgctttaga tgacttcgga acaggctatt cttccttata
  4746301 ttatttaaaa caactaccgt tggatatagt aaaaattgat cgtaatttta ttcgtgaatt
  4746361 tcattatgat catgcacaac cagagcgaac gattgtaaaa tctgttattg aaattgccca
  4746421 tagtttaaat ttagcagtag ttgctgaagg ggtagaaaca gtagagcaag aaagcttatt
  4746481 aaaatcgatg ggctgtgatt atgtacaagg attttattat gcaaaacctt tatctgtagc
  4746541 agagttaaag gaaaagttaa ttatagactt ctaataaaaa agagaagcca gaagcttctc
  4746601 ttttttaatt cattttttgt gagtctttca ttagtacagg ataaagaata aggcctaata
  4746661 cgaacaatcc gattcctaag aagaacgttt ttaaatcagc agttcccgtt ttgataaccc
  4746721 aaatagagta tacaaatgct aatgtcgtaa tgatcccgtc ctttattcga gaaccgggca
  4746781 gtatatcata cgtttctcct gtaataacta atttgaattg gtacagcgta gaaacaaggt
  4746841 atggaattaa ataagctaat gttgctacaa cgatagcgaa attataagct tctgatacag
  4746901 taccagaaat cgttgagaat aagaaaattt gcgtcatcac atttgtaata aataatgatt
  4746961 ttgaaggact acctttttta tttgttttcg cgaaaaattt agggaaaagc ccattttttg
  4747021 ctgcctgata aggaacctct gaactaacaa caatccagcc aactgtagat ccaaataaag
  4747081 atacaagtgc aagtaaagcc attatatatg cgcctttatt gccaattgct aaatttaatg
  4747141 cgtctactaa cggtttttga gagtctttta aagcatcttg agagagagct cccattgtaa
  4747201 gtagagtaat tgacatgtaa ataagaagag cgataattaa tccgaaaata gtcgcttttt
  4747261 taacatcacg ctgagatttc gcacggttag aaagcatgac agcagattcg ataccgataa
  4747321 atgcccaaag tgttgcaata gcagctgaat tgatttgtcc acctaacgaa atggattgtc
  4747381 ccgcttcatt cataaatgtt tgaccgtctc caaaatttga ggcgttgaaa atgaataatg
  4747441 tgattacaat aaacattgta aatccaataa tttttgcaat agtagcaaga agattcatat
  4747501 tgccagctcg atcaatattt tgagaaagaa tatattgaat tccccatagc ataaggctac
  4747561 atacgaggaa agttaatcct tttccgagtt ctagtgaaaa tccgttcgtt gaaaagagaa
  4747621 tttgcttact ttgtaaaact ggaaagaatg ttgataaata tccagcaaag gaaataataa
  4747681 cagatgctgt tgcagcccag ttcgctgccc aatatcccca tgccatacta taccctgcaa
  4747741 ctttacccgc cttttttgaa gggaacattg cttgagcata gctttgtggc cctgctttta
  4747801 attctggctt tcggattgcc aaatttccaa atacgagtgc aatcataaat acgccaaggc
  4747861 ctgtaatact ccatgcaagt gtagaaccca ttggacctga tacttgtgct aaatttgctg
  4747921 ggagcataaa tacgccaccg ccaaccatat tcccgataac aaaagctgtt aaaacccata
  4747981 atccccattt tttcgtttcc atttttgtta actcctttgt agtaagattt gcttaaacat
  4748041 cattttttac tagctttttg gcaataaaaa aagagccatg tagataaaaa atacctacat
  4748101 ggctctttcg ccaaagcgta ggtacaacgg gaataaccct tgtacctacg cgtaattttt
  4748161 ccgctaggtt tcaagggtta cgtatgatga tgatgttttt gtgcaaatgt aactacaatt
  4748221 gttgtataag taagcatagt tctttgctcc ctttctcctc tgattttgaa gttagtatac
  4748281 tacatgtttt tttgaatgaa aagaaaaata taaaaatttt tataaaaata cgttttagag
  4748341 attaaatatt tacctgtatt tttcctatac tggaaaataa gtgagagatt ggcagaagag
  4748401 tgtagcatgg tataatacat atagaattag aaggtgacaa ggggctattg tagatgatga
  4748461 gtaagtatga acaaatttat acagcaatca gcaagtctat tgataataaa caattaaaag
  4748521 agggatgcaa aatcccatca gaaactgaat taatgaaaca gtatgaagcg agccgtggta
  4748581 ctgtaagaaa agcagtggat ttattacaag agcgaggata tgttcaaaaa atacacggaa
  4748641 aaggtgtttt tgttttaaag cgtaaaaaca ttgaattcaa ctttggtggc attgtaagtt
  4748701 tccaagaaga aaatgaacgt ttagggcgcc attgtattac agaagtcgtg gaaatagaga
  4748761 aaataaaagc gacaaaagag attgcaaagc tattaaatgt gaaagagaaa acagaaatag
  4748821 atcatattaa acgcgtacga aatattgatg gagaaaaagt aattttggat attaatcatt
  4748881 ttgtatcgga acatatccct ggattaacga gtgaaattgc agcggggtcc atttataaat
  4748941 acatagagaa agaattaggt cttcatatta gttactcaca gagggtaatt gaggtgcagt
  4749001 catgtacaga ggacgataga aagtatttag atttaaatgg aacagattat gttgtcgttg
  4749061 tgaaaaactt tacgcatttt tatgatggaa gtcagttcga atatacagaa tcacgtcacc
  4749121 gcttagatat ttttcatttt tcggatgtgg cgcggagaaa ataaggagat ggaacgaaat
  4749181 gtttcatctc tttttttata aaaaagttac aaactcgtat atacgagtgt tgactaactt
  4749241 atatatacga gttaatatgt aattgtaaac ggtatcaaaa aaagaaaaga gggacgggaa
  4749301 tatggggaaa gactatcgta aaacagcaga ggaagtgttg cagtatattg gtgggaaaga
  4749361 caatattgaa caagctgcgc actgtgtaac gagactccgt atcgctttaa aagatgaaag
  4749421 taaaatagat aacgataaat tgcagtctgt ttcattagta aagggagcgt ttcataacgc
  4749481 tggggtattt caaattgtaa ttggtccagg agatgttgat cgagtatatg ctgaattgat
  4749541 aacgcttgca ggtatgaagg aagcgacagt agctgacgta aaagattccg gaaaccaaaa
  4749601 gttaaatcca gctcaaaagt ttgtaaaagt attttcagat gtatttatgc cgatattacc
  4749661 agcaatcgta acagctggtt tactaatggg tattaacaat ctattaggcg caaaggactt
  4749721 attttttgat gggaaaaatt tattagatgt gtatccaaac ttaagtgggc tttgggattt
  4749781 aattaatatg atggcgaata cagcattcgt attcttaccg gcacttgtcg ggtggtcagc
  4749841 aacgaagcgt tttggtggta gtccaatact agggattgtt atgggattaa tgcttgtgca
  4749901 cccagcctta ttaaatgcct gggactatgg aaaagcagcg actggtttag atggtcaaaa
  4749961 gattgagtac ttcaatattt taggactgtt ccaaattgag aaggtaggat atcaaggtca
  4750021 aatcttgcca gttttagtag cagcatttgt attaagtaaa gtggaaatct tcttaaagaa
  4750081 acatgtacca aatgcaattc aattgttagt tgtacccatt acaacgattg tcgtaacagg
  4750141 tgtgttagca ttagggatta ttggtccggt tacacgtcat attggagatt tattaacagc
  4750201 tggattagta ggtgtatatg aaacagtacc agtagttgga gcagtattat ttggagcatt
  4750261 gtatgcacca cttgtaatta caggtatgca tcatatgttt attgctatcg atttacaatt
  4750321 aattgcacaa cacggtggta cattcatttg gccaatgatt gctctttcta acattgcgca
  4750381 aggtagtgcg gcacttgcga tgttctggat ttctaaaaat caaaatgata aaagtatggc
  4750441 atcgacatca gcaatttcgg catatttcgg tattacagag ccagctatgt ttggtgtgaa
  4750501 tttacgaaat aaattcccgt tctatgcagc gattatagga tctgctgtgg cggcgatatt
  4750561 cattacatta aatggtgtat tagcacctgc tatcggaatt ggcggattac cagcatttat
  4750621 ttctatcatt ccgaaatcga ttccaatgtt tattgtagga atggttatcg cagttgtcat
  4750681 cccattcacg ttaacgtggt tatttgcaaa aagagtgaaa cagaagtagg aggaagttaa
  4750741 acatgaagga ttggcataaa agtgtagttt atcaaattta tccgaagagc tttaatagct
  4750801 attacaataa agaaaccggt gatataaaag gggttacaga aaaactagat tatttaaaag
  4750861 aactcggagt agattatatt tggttaacac cgatatacca atcaccacaa aatgataatg
  4750921 gatacgatgt aagtgattac tatagtattg atccatctta cggaacgatg gaagagtttg
  4750981 aagagctttt agaagaagcg aaagcgcgta acattgaaat tatgctcgat atcgttgtaa
  4751041 atcatagctc gacggagcat aagtggttta aagaagcgaa aaaagataaa aatagtccat
  4751101 atcgcaatta ctatatttgg cgtgatgaaa aaaacaattg gcaatctaag tttggcgggt
  4751161 ctgcttggaa atatgatgag aagacaaagc aatatttttt acatctattt gatgagacgc
  4751221 aagcggattt aaattgggaa aatgaaaagc ttcgtgaaga agtatatgat atgatgcgct
  4751281 tttggctaga taaaggggta actggattcc gattagatgt tattaattta atttcaaaag
  4751341 atcaacagtt cttaaatgat gacggaagta cggcgacaag cgatggccgt aaatattata
  4751401 cagatggccc gcgcgttcat gaatatttac aagagatgaa ccgaaatgtt tttgaaggga
  4751461 aagatgtcct tacagttgga gaaatgtcat ctacgacaat tgataattgt attaaatatt
  4751521 caaaccctga tcgtaatgaa ctaagcatga cgtttagctt tcatcattta aaagtagatt
  4751581 atccgaatgg tgataagtgg acgaaggctg attttgattt cattaaatta aaagagatta
  4751641 tgtctaattg gcaaattgaa atgcaaaagg gtggaggatg gaatgcgtta ttctggtgta
  4751701 atcatgacca gccgcgtatt gtgtcacgct tcggtaatga tgagaagtat agaaatgagt
  4751761 ctgcaaaaat gttagcgaca gctatgcata tgttgcaagg aacgccttat atttatcaag
  4751821 gcgaagaaat cggtatgacg aatcctaatt ttgagtctat tgaacaatat cgtgatgtgg
  4751881 aatcgttaaa tatatatgat ataaagctgg aagaaggatt atcaaaagaa gagattatcg
  4751941 ggattttaaa acaaaaatct cgtgacaact cccgtacacc gatgcagtgg aatgaagatg
  4752001 tgaatagtgg gtttacaaca agtacacctt ggatttcggt ggctgaaaac tttaaagaaa
  4752061 taaacgtaga gaaggcatta gaagataagg aatctgtatt ttattattat aaaaagttaa
  4752121 ttgaacttcg aaaaacgtat gatgtaatta cagaaggaga atatgctatt ttggatgaaa
  4752181 atgattctga aatttgggca tatactcgta ctacagaaag tgaagtgcta cttgttataa
  4752241 ataacttcta tggagaagaa ataacgtatt ctgtaccagc tcatgttcaa ttagatggaa
  4752301 tgaaacaaga agtactactg tcgaattata aagattccag caaggatatt gcaaaactta
  4752361 acttaagacc atacgaatca attgtatatc gatatacgaa ataaaaggtt gtatgcctgc
  4752421 gtggcataca accttttatt ttaagacacc actatacaaa atatttacgt ctacttctgg
  4752481 tttaaacttt acttttgcat aatctttatt ccactttttt ttcttccata aatcagggtg
  4752541 atacgcgata aggtgtctac caatcccaaa agcatcacaa tttgcttttt gtagtttatt
  4752601 tgttattttt ttcgcttctt ttgtaagttg cttcgataat tctttattta gcttttttct
  4752661 ttcatccatt ttataaaggt tatctcttgg agcttcaagc gctataactt ttaactgaag
  4752721 cttaatatga gcataaacat ttcctttttt atctgttgtt atttttaaat ctcgttttaa
  4752781 tttccgattg ctcacttcca ttgttaaata gtcagatgtc ttctcggatt catcgctagt
  4752841 aagtttttga gttatacggg cacttgttcc catttttccg gttaataaca cgaataaaac
  4752901 agattgtttc aaaggtaaat gtccagttaa tttatcattg ttaaataaag ctaatccgtt
  4752961 tgtaattact tcccttcctt ttatttttat agaaggaagg gtaaagtcct taccgggatc
  4753021 taacattttt gtagcagctg tctctaaagt ttcttttgga aatacactca tatcttctaa
  4753081 acttttcact tttttcttta gaaaatctcc aattagtaaa tttcctactt tctttttttc
  4753141 tagtatctcg gatgtttcac catctactgc aataagtttt actaaagcag ttgggtttgt
  4753201 tgggtcccga aagctgacat ctaaataagg tagtacacct ttttttagaa ttttggttcc
  4753261 tagtaattga acaccatatt tgaaataacg aatgtttccc gttacatttt tttcagtgca
  4753321 tcgctcgtat ctcttatgtt atgcccggtt gcagaatgta tttcattctc gaatgaagct
  4753381 tgttctccgc ttgaactttt tacgagctca attgtttgct ggagtttatt ctcttccgta
  4753441 atatcagatc caatactata agctaacctt gcttccctta atggttcttg atcccagcag
  4753501 ccagaaagga atgcactagt acataatata aaaagtagtt taactctttt tttgaacata
  4753561 ctgttctcct ttcttatttc ttattactga ataaagtaga aataaaagag ggaggacaac
  4753621 gatgaaaata taggtgaact tatcagtgaa agttgcaatt acttttaatt cttcaggtgt
  4753681 atcgataaat aaagctacac taaaggcaat aataccaacg attgggacag cttttttatg
  4753741 attagcaaga ttgaatatat gtccaattcc tatagaagca gcgcagtaat aactagcgat
  4753801 agaagctaca actgttatca tccaaattgg tatgaatagt aaatcagttc ggtctataat
  4753861 cccgatatgc aaggagcgta ataagtaagc gactggttct ggaataagct caatttgttt
  4753921 tggactaaat acgataaagc aaatccaaac agtaaaagta taaaaaaggg ttacaaatcc
  4753981 gttagcgata gaaattgctt ttagtttggc tacagaactc ccgtttactt ttgggaaagc
  4754041 gataagaata atttcaaaac catacatagc tgtaattgtt tcttttgatg cttgaataat
  4754101 attccaccat ccggcttctg taattggaaa aatataagaa aaatcagctc gtgaaaaccc
  4754161 tagcgcaatt aaaagagcca tgggcaaaat gagaatagaa gccatgacat aaaatcgtac
  4754221 gatgacttta aatgtattat aggctatata gcagcaagct atcgtaaata gtaagagaat
  4754281 tgcgtaccaa ggggtcgctt gcaaaaccca tactttaatg acattacaag cgtttaacat
  4754341 aaccgtcata ccgataagag taaaataaaa aacataagca aagcctaata gttttccaaa
  4754401 cttattacca aatagcatac aaacactttc atacatatct gcatcaggaa atcgttttaa
  4754461 gaaaagccac ataagtaaaa taataagctg aattgcaagc ccagcgatga gagcggaaat
  4754521 ccatccacca ccttttgcta tcggatgaag acggtttggt agagaaagta taccgacccc
  4754581 aatttggcat tgaataacga aaaaggtaaa ttgaacaagt gaaattttac tttgcgtgtt
  4754641 tgtcaccgtc ctcctcctct ctcgttacat gttgtcgttg catttttttc ggttttggat
  4754701 catgtggtcg ttcccaaaat gaccaaattg gtagtcttac aaaagaatct ttcatatctt
  4754761 taatccgcat tggggcaaca ggagaaagat atggtgtatg aaatgaatgt agctgacata
  4754821 aatgaacgaa agttataatg agaccgaacg atattcctac atatccgaat agggcagcaa
  4754881 ggagcattaa tggaaatcga agaatccgaa ctgctgaact catatcattt gatggaacga
  4754941 gaaaagatga gattgcagtt aaagctacaa cgataatcat tgtgtaagaa acgagtccgg
  4755001 cttttacaat cgcatcacca attactaaac cgcctacaat accgattgtt tgtccaactc
  4755061 ggctcggcaa gcgaatacca gcttcccgca ataactcgaa aattagctcc attaagaggg
  4755121 cttcgaaaat aggaggaaga ggtactttct ctaatgaagc tttaattgta tacacaagtt
  4755181 caagtggcaa tacatcagga tgaaaggcta cggttgcgat atatatagct ggtaagagaa
  4755241 aagcaatcaa gaaactcact aagcgaatca ttcggacgaa agaaccgaca atccagcggt
  4755301 tattgtaatc atccggtgat tgatagaaag caaataacgt aacaggaacg ataagagctg
  4755361 ttggatctcc atcagaaaaa atagcaactc gtccttccat taaatttgct gcgactctat
  4755421 ctgggcgctc tgtatttaat tgctgcggaa atggtgagaa agacgtatcc tctataaatt
  4755481 cttgtatata tcctggaggc ataagtgcat ctgtcttaat cgtttctaat cttcttttta
  4755541 cttctgtaac taaatcgtca ttcgctatgt tttgcatata agcaattgcc actttcgtgt
  4755601 gcatctcttc accaagtgtg aaatatttaa cgacgatatt tgggcttttt atgagcttac
  4755661 ggatcgaagt taaattagtt gctaaatctt ctacaaagcc agtatgtgga ccgcgcacaa
  4755721 ttccttcatt atcaggctca gctatatccc tttttaaaga tatagctgtt tcaaaaatac
  4755781 aaaagctgtc gacgtgttca tgaaaatata atgattttcc ttgtaataaa agttgcacac
  4755841 cgtaatttaa atttgtttct tttttcatat ttaatgtggc aaaagcttta tctaaagaca
  4755901 aatccgaccg agttaataaa ggctcaagag ctaattggtg aatcaaattt gggtctgcta
  4755961 aagattcgat atataagatt gttccctttc cattttggaa aggaagatct aattttttta
  4756021 tatcgtctga atgacagagc ttattttcga tataattaat gttttccgga agtgatggaa
  4756081 acatatgctt ttggcccgta ctctcttgtt gttctttttg ctctgtcata atttccacct
  4756141 cttttagata aagttacttc tgttaatttt tgctttttgt gagaaattta tgcttggatt
  4756201 atttttggta aagtagcttg aaagttacgt tacgtcatct tttatactat agaaaatagg
  4756261 atatagggga tgatatacat gactttgagg catatgtggg gatggaaaga agttttatat
  4756321 ttatttatgt ttgtatttgt tattgttcca gtaactgtcg aatccctttt ttataaatat
  4756381 attttagaag taataggtaa ctcactatat gctggagtat taatgggctt tataatggca
  4756441 gtgatattta ctactgtagt atatcttttt tgtatcaaaa gatataaact ctcatggaaa
  4756501 gatattggaa ttaggaagct ttcatggaaa gatattttat ggacagttgg agcggttatt
  4756561 ttcttaattg tagctagtat tgctgtatta gtgataatgg agaaaatggg tatttccttt
  4756621 gaaaatagta aaacggagac ggtccaaaat gataaatcaa tctattcatt ctgtatcgcc
  4756681 gtaattggag cagcaattat atcaccaatc tatgaagaga ttttatatcg aggtgttttt
  4756741 tatacatttt ttcgtaatag atatggcata tggagcggta tgtttattag ttccataata
  4756801 tttaccgttg tccatattcc tacatataac acattaccgg tgaatttttt gagtggagta
  4756861 gtatttgcat ggttatatga gaaaacaaat tctattttat cagctatgat tgcccacgca
  4756921 ttattcaatt tcatagcagt acttttaaca tttatgtcga attaagaaga tatataggag
  4756981 ggatacatat ggaaatagct gtagaacgtg tttttacgaa agagattgta aaaagagcag
  4757041 cgagtttgtt tcatgtaaca gtggacgaaa agccgcttgg agattttgag aattatattt
  4757101 ttaaggcgaa gggcgatcgt ggtgaagatt acgtattgcg tttaacccat tcttctcatc
  4757161 gctctaaaca aggggtagag gctgaactag attttttacg atatgttgcg gagaatgggg
  4757221 caaaggtagc aggacctctt tattcaacgt ctcgaaatct cgtagaagaa atcgtagcag
  4757281 aggatgggac tttctttttt gcttctttat ttacatatgc aaaaggtgag caagtaaaag
  4757341 gtgaagaatc accctattgg ggagatgctt actttgaagc atggggaaaa gcgattggtc
  4757401 aactgcatcg tctaacaatg aactatccta aaacgaatca tcgtgataca tgggaagaag
  4757461 atgagagtgg gattgttaat gaattagaag atgatcaagt gaaaaagatt gctactgtat
  4757521 taatggatga gataaaggct cttccagttg aaagagaaac gttcggcctt atgcacggtg
  4757581 acattcatcc aggtaatttt cattatgatg gaaaagagct aacgatcttt gattttgatg
  4757641 atgcggccta taattacttt atacacgatt tagcgatggt tctctactac tctgttctat
  4757701 ttacaccgtg gacagcggaa gagaagacag actttgctcg taaacagcta caagtgttac
  4757761 ggaaaggcta tgagtatgag cacagactgg cggatagttg gtatgaatca ttaccactat
  4757821 ttttacgttt gcgtgacata ggtctatacg gcacactcca aaagaagttt aaggggaaag
  4757881 atatgccaga taacttccaa aaattatctg aagagttata tgaaagaatt ataagcgaag
  4757941 aaccaattgt gaatatataa tacattttgt tcaaaacaaa gtatacaaaa taaatgtata
  4758001 ctttgttttt ttatacaaaa atatgtttgt tttattaaaa taatattgtc atagattcgg
  4758061 tatacattta taatttttat atattctgaa tattctttat aaaaaggagg gggaatattg
  4758121 gaagctttcg taaattggtt aaataatatt gtttggagtc cagcacttgt ttatttatgt
  4758181 ttaggagtag gtttatattt ttctattcga acgaggtttt tacaagtaag gcatgtagga
  4758241 gaaatggtga agctgacatt tcaaggagaa aaatcagagg ctggtgtttc ttcattccaa
  4758301 gcgttagcac tttcgttatc agggcgcgtt gggacaggga atatcgctgg ggtagctaca
  4758361 gcggttgcct tcggtggacc aggggctgta ttttggatgt gggcagtagc ctttttagga
  4758421 gcaggatcag cttatgtaga atcaacactc gcgcaaatat ataagacgaa acatcaagga
  4758481 cagtttcgcg gtggacctgc ttattacatt gaaaaaggtt taggggttaa atggtatgct
  4758541 ttagtattcg ttgcagcgac aattcttgca acggggcttt tactaccagg tgtgcaggca
  4758601 aatagtattg ccgtaagttt agaaacagcc tttggaatta acactactct atcaggggct
  4758661 ttattagttg ttgtattagc tcttatcatc ttcggtggag taaagcgaat tgttaacgtg
  4758721 gcacaagttg ttgtaccgtt tatggcagtt gggtatattt tagtagcttg cgttattgtt
  4758781 gctatgaata ttgaaaaact gccagaagca tttatgttaa ttataagaag tgcttttgca
  4758841 ttagaagcag catttggtgg tattatcggt ttagcaattt cttggggagt aaaacgtggt
  4758901 atttattcta atgaagcagg gcaaggaact ggaccacatg cagcagcagc agcggaagta
  4758961 tcacatccag ctaagcaagg cttagtgcaa gcattttccg tttacattga tacattattt
  4759021 gtttgttcag caacagcatt tatgatgatt attacaggca tgtataacgt atttgatgca
  4759081 agcggaaaaa actttatcgt aaataaatta aatggtgcac agccaggacc aggatataca
  4759141 caggcagcag tagaatctgt tttccctgga tttggaaacg gtttcgttgc aatctcgtta
  4759201 ctattctttg catttacaac aattatggcg tattactaca ttgcagaaac gaatatcgcg
  4759261 tacttaaacc gtgataaaga ccgcccttgg ttgtctatgg tactaaaatt tgtcttttta
  4759321 ggtgctgtat tctacggctg tataaaaaca gcagcaacgg cttgggcttt aggtgatatc
  4759381 ggtgtagaaa ttatggcatg ggtaaatatc attgcgattt tattgttaca aaaacctgca
  4759441 ttagttgcat taaaggatta tgaaaagcag aagaaagaag gaaaagatcc agtattcgat
  4759501 ccagggccat taggcattaa aaatgctgat ttctgggagc atgaatacgg aaaaggtaag
  4759561 aaagaagaag tatcttaatg gaatagaaat gaaaaagcaa agggaaaatc cctttgcttt
  4759621 ttttatgagc aaaatgaagc aggcagttat ttttttgcct atttttgaat ataaaaagaa
  4759681 tgtacatgct ttgttagggg aaggggtgag tatgttgata gagtttcgta acgtaaataa
  4759741 atattatggc aactttcaag ttttaaaaga tattaatgtg caagtgaaaa aaggtgaagt
  4759801 ggtagtagtt gttgggcctt caggatcagg aaaaagtaca ttacttcggt gtataaacca
  4759861 gttagagtca attacagatg gagagttaat tgtacaaaat acggaggtac acaatgcaaa
  4759921 aacagatatg aatgaattac gccgaaatat tgggatggtc tttcagcatt tttatttata
  4759981 tccacataaa acggttcttc aaaatattac actagcacct attaaagtaa ataaaatttc
  4760041 aaaagaggaa gcagaaaaaa cagcgatgtt ttatttagag aaagtaggaa ttccagagaa
  4760101 ggctaacgta tatccacatc aattatccgg aggacaacag caacgggtgg caattgctag
  4760161 aggacttgcg atgcagccgg aaattatgct atttgatgag cctacgtctg ctcttgatcc
  4760221 agagatgatt ggggaagtac ttgatgttat gaaaacgcta gctaaagaag ggatgacgat
  4760281 ggtcgttgtc acgcatgaaa tgggatttgc gcgagaagta gctgatcgga ttttatttat
  4760341 ggatgatggc aaaatcattg aggatacaac accggcgcaa ttttttgcaa gtcccgaaca
  4760401 agaaagagca cgtttatttt taagtcgagt gttaaatcat taaaggagga gttttatgct
  4760461 taaaatgaaa aagttgttta cgttaatcgt attttcatgt ttattcgtac ttgtcgttgc
  4760521 tgggtgcgga agtaaaaaag atgaggcgaa agaaacgaat acgaagcaag gcggggctgt
  4760581 tgaacaaatt aagaagcgcg ggaaattagt agttggggtg aagaatgata cgaacttgtt
  4760641 tggattgaaa aatccttcaa cagggcaggt agaaggattt gatgttgatg ttgcgaaagc
  4760701 acttgcgaaa aaaattcttg gagatgaaaa gaaactagaa ttaaaagaag taacgtctaa
  4760761 aacgcgtatt ccactattga aaaacggcga tattgatgca attatcgcaa caatgacaat
  4760821 tacagaagaa cgtaaaaaag aagtggattt ttcagatgta tattttaaag caggacaatc
  4760881 gttacttgtg aaaaaaggga gcgatattaa aagtattgat gatgtgaaaa agggcgtgaa
  4760941 agtgttagcg gtcaaaggtt caacatctac aaataatatt cgtcaaaagt caccagaagc
  4761001 gactgtatta gaatttgaaa attacagtga ggcatttacg gcgttaaaag caggaaaagg
  4761061 tgatgtgtta acgacagata atgcaattct ttacggcatg gcaaaacaag attcgaatta
  4761121 tgaagttgtc gggaaaattt ttacggatga accgtatgga attgcagtgc aaaaaggcgc
  4761181 agatgattta acgaaagaga ttaatagctt gataaaagat atgaaggcga atggggaata
  4761241 cgataaactg tatgaaaaat ggattggaca aaaaccagaa aagtagatag taaaagtgag
  4761301 aggatgagag tactcatcct cttcttgtaa agaaagaggg gagaatatgt gcctgatttt
  4761361 tctatattaa cgaataacat tgatatgtat ttagaaggct ttaaatatac agtgatgtct
  4761421 agtgtaatcg cattaatagg tagttttatt ttaggtgtag tattggcgat aatgcgtatt
  4761481 gcacccattc gtattttaaa ttggttgggt actgcttttg tagagtttgt aagaaatatt
  4761541 ccactcgtat taattgcatt tatattctat ttcgctttac ctgtagtagg aattacttta
  4761601 aatggttttg tagcaggaac agttacgctt accgtatata ctgcagcgtt tattgcggaa
  4761661 gtcattcgcg ctggtatttt atcagtcgcg aaaggccaaa tggaggcagc acgttcttca
  4761721 ggattgactt atacgcaagc gatgtaccat gtcgttttac cccaagcgat gaaaattgta
  4761781 atccctcctc taggaaacca atttctcaat ttagtaaaaa actcttccat actcggaatt
  4761841 attgctggtg ctgatttaat gtatcaagga gatttaattt caacgaagac gtttgttacg
  4761901 ttcgatgttt atatatttgt cgggatgttt tatttaatat taacaattcc gctcagtatg
  4761961 ctagtgcgtt atttagaaaa acgcttggca aaggaggcgg tgtaaatgga ttttaaggga
  4762021 gctctaacgg gtgatcatat tctcttttta ttaaaaggat tactcatcac attagaggta
  4762081 gcgctcgtag cgattgtact tagctttatt attggtagtg taatagggat attgcgctac
  4762141 atgaaaatac ctgtcgtctc acaagtattg gggattatcg ttgaagtcat tcgaaactta
  4762201 ccactacttt taattatatt ttttacatat tttgcacttc cagaagcagg attgaaatta
  4762261 gaaattataa cagctgtaat tgttgcgtta acaatatttg aagcagcaat gatatctgaa
  4762321 attgttcgaa gtggcctatt atctattgag aaaggacaga ttgaggctgc aagatcttca
  4762381 gggttaacgt atgtgcaagc gctttggcac attattttac cgcaagcatt aagaagaatg
  4762441 gttccgccgc ttgttagtca gtttatttca ttgctaaaag atacatcatt agcagtcgct
  4762501 atatcactac cggagcttat gcataatgct caaattatta gcggacaaaa tgtaaattat
  4762561 atgattccaa cgtttatagt agtagcttgt atgtacttta ttgtaaacta tagtttatca
  4762621 attttatcca gaaggttaga acttcgttaa ctcttacaat atatgtaaga gtttttcctt
  4762681 gtttctcctt attttcctct aaatagaatc taaatcttgc aataattcga ttttttatat
  4762741 tattttatca gaaaagtttt aattttatat agaaaatgta atcgctttcg tgtatatttt
  4762801 tattatcaga aaattttaac aagatatagg ggtattggta gggggaggat ttagatgcag
  4762861 caaacaacga atgagaaatt acatcgtacg atgaagagta gacatttatt tatgatcgca
  4762921 ctaggtggtg taatcggaac aggttttttc ttaggttcgg gttacaccat taatcaggct
  4762981 ggaccagggg gagccatcct ttcatattta gtaggcggat tcattatgta tttaacaatg
  4763041 ctatgccttg gagagttaac ggtagcaatg ccagtttcag gatctttcca aaagtatgcg
  4763101 acgaagttta ttggaccagg aacgggcttt atgattggct ggctatattg gcttggctgg
  4763161 gcagtaacag taggactaga attaacgtca attggtttaa tgatgaagag atggtttccg
  4763221 aatgttgatg tttgggtatg gtgtctcgtc ttcggcgtta ttttatatgc gtcaaacgca
  4763281 atttcagcga aaagttatgc tgaattagaa ttttggttct ctagtattaa agtaattaca
  4763341 attcttgcat ttgttgttct tggtggtagt gcattattag ggtttatatc atatgacgga
  4763401 aaagaagcag cacctctttt ctctaacttt gtaagcgaag gcgggttatt cccgaatgga
  4763461 ttagctgccg tattacttac aatgattaca gttaacttct cgttccaagg aacagagtta
  4763521 atcggaattg cagcgggaga aagtgaaaat ccagaaaaaa caattccacg tgccatccgt
  4763581 aatacagtat ggcgcattat gttattcttc attttaacaa tgacgatttt agtaggatta
  4763641 atttcttgga aagaagcagg cgtaattgaa agtccattcg tagtcgtatt tgataaaatc
  4763701 ggtattccat acgcagctga tattatgaac ttcgttatta ttactgcgtt attatctgta
  4763761 gcgaactctg gattatatgc agcgacgcgt atactatggt cacttgcaaa tgaaggaatg
  4763821 gcaccaacat ctttccaaaa agtaaataag cgtgggattc caattaccgc attagttgta
  4763881 acgattgctg tagctggcct ttctttattc acaagtttcc ttgcagaaga tacagtatac
  4763941 atgtacttat tatctatagc tggtttatca gctgtttcaa gttggatcat tattgcttta
  4764001 tcgcaactac gctttagaag tcagtatata aaaggcggag gaaagttaga ggatttaaaa
  4764061 tatagaacac cgctatatcc aattgttcct attttagctt taattacaaa tagtatcgtt
  4764121 gttattagtt tagcgtttat tccagaacaa cgaatggcgt tatattgtgg tattccattt
  4764181 atcattttct gctatatata ttattatata aataagaaac ggcagaaacc gatgaaagtg
  4764241 gagatggaaa aagcaaatga aactaacaat caaacacgat gacattgagg cagatttatc
  4764301 gtatggtcca ttagcgattg gaaaagaaaa cgggtattca ccgttacaat tactcgtttc
  4764361 ttctatcgca ggatgcagtg caattgtctt tcgaaccatt ttagaaaaga aacgtattcc
  4764421 atacgatacg tttacaattg aaacggaaat tggtagaagt gaagcattat caaaaccagt
  4764481 tgaaagtgtt catttgcatt ataaaattaa ggcgcaaaac attacagaag agcagttgga
  4764541 caaggcgttg cagcttgcag tgaaaaattg cacaattgtt caatctgtaa aggatagtat
  4764601 aaaaattacg gaaacaattg aattaataaa gtgaaatata aaaacgtgag aatacggttc
  4764661 tcacgttttt atatttgtaa taaagggggg atatgatgga atgtttaggg tgtagattag
  4764721 caggcggaga ggaaaaaata tataaagtat atgaagatga ctatgtaaca tgctttctag
  4764781 atcatgagcc tttctataca ggacatactt taattgtgcc aaaacaacat gttgtagaag
  4764841 tagatgaatt agatgatgtt gtagcgaaat caattatgga tgcttctaag ctgattacaa
  4764901 aagcgattaa gttattatat aaacctgacg gggttacagt ttgtcaaaat ggtggaatat
  4764961 ttaacgagct aacacattat catatgcatg tcgtaccaag atataaagag cgctcatttg
  4765021 ctgagtttta tatggtacaa cagggagaga acaagaatta taactttgag gagacaaaga
  4765081 atttgttaaa agaagcgata gagcgaatac tgtgtactga aaaggtgtaa gagggatgtt
  4765141 ttaaaagagt tgtcaggaaa attctaataa acaaaagctc aatttctcat ttaaaatagg
  4765201 ggaattgggc ttttttattc tattattaaa ttttatatat aaaaagattt tacagtgtca
  4765261 caaagtatag tgctcattcg ttatatagag tgagaggagg aattatatga aagttacaga
  4765321 caacgattat gaaaagatgg aagagctata tgagttgtac gaacaaaaag tttattatgt
  4765381 agcttattct attttaaata atattcaaca ggctgaagat gcggttcaag agacatttat
  4765441 tactctttat aaaaatttgg aaaagcttca taacttgaat attcaagagt ttaaacgcta
  4765501 cattttgagg gtcgcgaaaa acaaggcgat tgatagttat cggaaaaata agcgacatga
  4765561 aacattttta gaagaatatg aaagagaatc aatagaagcg gtagatgaaa atattgaaga
  4765621 gtgggaaaaa cggaaaatgt ctgaagttca aattgataca ttgctaaaag agttaaatga
  4765681 gtctaataga caggtgttta agtacaaagt cttctataac ttaacgtatc aagaaatttc
  4765741 aagtgtcatg gggataaagg aggctaatgt tcgcaagcag tttgaacgcg ctcgaaaacg
  4765801 agtccaaaat atgataggag gtatacaaca tgacgaattc aaagaactcc aaagaaatat
  4765861 atgaatttgc tgaaaaaatc gctttagatg attttgataa aatcgaagaa aaacatgaat
  4765921 tttcacatac atatacacgt aaaaagaaat tgtttatgga ggaaatgaag ctgaaaaata
  4765981 gacaaccaca gaaaaagcgt aaaagacatc gtatgttaat cgctgctgct tgcttattga
  4766041 ttggtatgcc gacaaccgtt tttggagcag tgaaagtcta taatatgatc gttcaaaaac
  4766101 aaaattatga agtaaatgtt tccttaacaa ataaggattc gaaaaagagt gatcagtggt
  4766161 ataagttgaa ggttggtaaa ttgccagaaa atatggaagc aattgatgac tctgctatga
  4766221 aatattcctt taaagataac tatgcaaagg gtggattttc tttcattctt tggagagtag
  4766281 gaaaagattc gaattttaaa acgctgtact caaaaagcta cgaagagaaa gagataaatg
  4766341 gtaagaaagc agtgattgtt aataaagaaa atggaaacaa taatttagcg tttaacagag
  4766401 aggtctttct cttttttgag aaagagggga tcatgttaca aagttatatt ggaaacgatg
  4766461 taaacgaaga acaaatggtg gatgtgttag ggaacatttc acttgagcct acgtcaaaag
  4766521 aaaaggcatc agatataaca gattatgata aaaagtattt tagcgaagaa agtaagccta
  4766581 aaaaaactaa ggtgattcct ttgaaaaaag atagtaaacg tctatttcat atagggcaaa
  4766641 aggttccagt aacgatatct atggataaca gcaaaattga atatatgata gaaaaagttg
  4766701 aagtctttga ctcaattaaa gattttaaac aagagaactt tagtgaactt ggtttaggaa
  4766761 tactaagcga gaatcaggct ttggatcaaa ctggacaatt gataccatat agacgggatg
  4766821 aatataaatt tggaaatggt aaagattcta ttgataaatt agtagattcg aaattagttc
  4766881 accctaaatt tgtctaccta acaacaacag tgaaaaatat tggaaaaaag tcgacagaag
  4766941 aaatctatat gcatccatcc ataaagttgc ttaaatctga agggaatgca tggaactatg
  4767001 ctgaaagaga tgggattgcg gaaaaaaata ttatgacagg cgaagttgat tatttagagc
  4767061 ctcacggaga cgggaaaagc ttttacaata ttggcagtat ccgaccggga gaaacggtaa
  4767121 aagttaactt aggttatttt gtagatgagg ataaactaga ttcaatcttc ctggatgctt
  4767181 tccgttacag tgggtctagt ggcactgaga atatgaatga gaaaaatcgt tggtggttcg
  4767241 atattcgtca acagtcaaaa taatagaaac aaatcgacga aaaaagctgc ttatatttag
  4767301 cagctttttt cgtcttcata catatgtaaa atttctttcg cacgtatacg taaaccatct
  4767361 atcaattctt tcggttctaa aactcttgta tctttcccga gtctataaaa taaaggggta
  4767421 ataaagttaa tttcaccttt atcaattgtt gaatgtatat atcctgtccc gtcttcgttt
  4767481 actactacga attcttcaag gtaaggaaca cttttacatt ggcgcacgcc ttctgttgtc
  4767541 agtaaaacat gtaactgagt aggactgtgt actacgttag agttagagtc aaaccattct
  4767601 tctaaattca tgaacgtact ttcattttct tctgctgata atatagaaag aatacgatca
  4767661 acgcgataca gtaatacttt ttttctactg aagtcatagg acggtaagta ccatagtccg
  4767721 tcgtgagcat atacaccgat agggtgaaca tgctttgttt ttatccccga tttagattcg
  4767781 tattgaaagt gtaaattttt attttcaata gccgcagtta gtacttcgtt taaaagaggt
  4767841 gtattaaccg ttctcttcgg attccaaaaa gcgatatagg aacgtatttt atcaactttc
  4767901 gttttcgcat catgctgtag agagctatac agtttatgtg taacggaatt gatttctgtg
  4767961 ttaaaaggta agtctctgta gtaacttaaa gattgaaatg caaaaaagat ggagactgct
  4768021 tcttcttccg taaataaaat agggggaatg actctattcg ttaatacttt atagcctccg
  4768081 ttacgacctt gttcagcata gatgggtaat cccatatcac ttaaatctac tatgtatcta
  4768141 tggacagtac gaacggaaat attaaattca tcagctattt cttgcgctgt aaatgtcttt
  4768201 ttggcggaag caaatataag aatatctaat aagcgtttag cttttgacaa atgtatcacc
  4768261 ttttttcttt ttaacatgac ataaattgtc gtgttttatt gttagtatat tgtttacatc
  4768321 atatgttatc aatatgagat gaaaggagga aaagatatgt cacgtgaaat tgttttattt
  4768381 attgcggcga gtttagatgg atatattgct aaagaagatg atgatttaga gtggttaatg
  4768441 gaaacagaag gagagggaga taacggttat acagaaatgt atgaaacgat tgatacaata
  4768501 attatgggaa aaagaacgta cgattatgta gtagagcata tggacatatt cccgtatgta
  4768561 gataaaaaat gttatgtttt ctctaactca gaaaaaggtt caaacgaaca cgcggagttt
  4768621 gtaaatgaag atgtagtgga gtttacaaaa gggttaaaag cacaagaagg atctaaaata
  4768681 tggatggtcg gtggagggag tctactaaga gaattcttta agaataattt aattgatgaa
  4768741 tatgttgtta cgattacacc acatatatta ggttctggag tgccgttatt tcaagacaag
  4768801 aacccagaaa tccatttaac tttaacggat acgaaacgtt ttgggcaatt tgtaaactta
  4768861 tattataaag taaaatgata aagaaacacg actactgatg gtagtcgtgt ttctttatag
  4768921 atggcaagga aattgtaaaa caagacccgt gatcaacttc gctcgttaca gtaatatttc
  4768981 cgccgtgtag ttctacaatt tctttcacga tagatagccc taaaccagtc ccaccggtag
  4769041 ctcgtgatct agctttatca actcgataaa agcgttcgaa aatgtgaggg aggtcttcag
  4769101 gaggaatacc ttcgccttca tcttccattg taatggagat acgtttattt tcttctataa
  4769161 cagaaatatg aatttgagaa tgttcttttg aatgtctata agcgttattt aaaatattca
  4769221 ctacaacttg ttcaaatcgt tgttcatcta agtttactag cagtgtagga ggacaagaga
  4769281 aagaaactgt aatgtatctt tctttataca tggcgtttac tttttcagat atgcgagtaa
  4769341 ggaaagtgtg taaatgtact tcctttactt gaatagaaaa gttatgttgt tccatttgtg
  4769401 ccagtgaaaa taaatcttga actaagtttg taatgtaatc agactcatct tttataatag
  4769461 ataaataccg taaacgttgc tcgggagatg tggtttcttt taaagcaatg tcagcgtagc
  4769521 ctcttacgta tgttaaaggt gttcgtaatt catgagcaac acttgctaga aattcacttc
  4769581 gctctgtttt catataatgt aaatcattag caagcgtttg aattgatgag gatagttcac
  4769641 caatttcatc atttcgagta gttgttaacg aaacggataa atcgccttta ctcatttttt
  4769701 cagtggcatg tttcatatgt aacaatggtt ttgttaataa ccgagataaa agaaaaatgg
  4769761 taatgactgt gagtagaaac gtgatggcac cagcaataat gaattgtttc gttaatccat
  4769821 ttaccaactt ttcaatggat tctgtcccaa gaaacatata cacatacccc tcatgttttc
  4769881 cagctactat gatgggactg accgtacata tataattaga tgttttccag tgattctcta
  4769941 taatcgctcc gtcatgattt gtgcgtgttt gcatgctact aatgtgattt tttatagttg
  4770001 tgtttatttt gttagattta gctagtactt ctttatttgt atttgtaata acgacagtag
  4770061 tttcagcttc agattccatt agtgcaacgt gagagattgt ttgctcatca taatattttt
  4770121 caagtacatc acgatggctg tttccacgtt ttaataaagc agtcatttct tcatttactc
  4770181 tagtgtttac gagactataa tagagcaaaa caaatagaac actttcaatt aaaagtgtga
  4770241 caattaaaaa ataaaatccg aattgaatag agatgcgttt catcactttg ctccttaatg
  4770301 ttcgatatca atccatcgat aaccaactcc gtacacagtt tttaaatgat tatcaatagg
  4770361 gaaatttact tttcgtaatt tatcacgcaa attacgaata tgtgaatcga ctgttctatc
  4770421 ttctgtattt gtatttaatc cccaaattcg ttcaataagc tgatcgcggc tcaatacgta
  4770481 gttcacatga cgtaaaaata atccgagtaa agagaattca attggtgtaa gaagaagctc
  4770541 ttcattatga acagaagcgg agtgctttgc ttcattccat aaaatgccgt gatattggat
  4770601 ttgcgcgtgt tgattcgttc gccttaaaac agcttcaatt cttgcgaaaa gctcttcttc
  4770661 atggaaaggt ttcgttacgt aatcatccgc tccgagtttt aatccttgga cgacatcgat
  4770721 ggtttgatca cgagcggtaa ccataataat aggaacgtta ctaaatgaac ggattttttt
  4770781 gcacgtttcc catccatcca tctttggcat cataatatcg agtaaaataa atttaaagtt
  4770841 ttgattttct atatgtgaaa tcgcttcttc tccggatcgt gcacatatgc agttatatcc
  4770901 aattggagta agataaagcg ttaataattc aagcattctc ggttcatcgt ctacgagcag
  4770961 tatatcaatc atagagagcc ctccatatat aatctttact taaattgtaa tgcaaaatca
  4771021 tgaagaaatg gtgcagattg taatgtgtct gcataatttc ttcagaatta cttgttattg
  4771081 tttagttgaa cttctacttt aggtaatgat attggctcaa taaagactaa tacggaggcg
  4771141 atataatgaa aaaagcaacc cgcattttgg gtgtaacgat aattacagca gttggccttg
  4771201 cagcatgtgg acaaacgaat aatatggatc atacaaaaca tgaacctaaa aaagagaaag
  4771261 aaacagagca gaaggaaatg aaaatgaatc aggaagtaac tgcgccgaaa gaaatgaatc
  4771321 aaggtgcatc gaatgattta ttaacgacaa gcttaaaaaa tgtaacgaga ttaaatacaa
  4771381 atgattctct gcaaatggca gtattaactt cgcaaacgat atggccagca acgcataaag
  4771441 agaatcaacc cggtgctgtt attttagtac cagtaaacga gtggcaatta ggtattgcaa
  4771501 gtgcagacct tattcatcat ccgaataacg ggccaatttt atttatagaa aaagaaaagg
  4771561 tacccgaaat gacgttaaaa gaaataaaac gattaaatcc gctcggaacg aaagatggaa
  4771621 cacaaattat ggtgatgggg gatgtaggtg catctatcct tgagcaatta aaagagtata
  4771681 aagtaaagca aataaaagaa acggatccag ctacatttgc aaaagatgtg gataaagaat
  4771741 atgccgatat aacaggaagc tacccaaata gtgttattat cggttcgtct gaagaagaag
  4771801 gacgtttata cacaacacca gctgtaaact ggatttctca tatgccagaa ccgcttttat
  4771861 atacagagaa agataaggtg ccaaaagcga cgatagaggc attaaagatg agaaaagata
  4771921 aagcgaatat atatgtatta ggaccagaaa aaatcatttc aaaagaagtg gaaaaagagt
  4771981 taagcaaata tggaaaagta acgcgtatta gtggagagac tccagtagag aattctattg
  4772041 catttgcgaa atttaaagat gaaaaaacaa aatttggctg gggattcaaa aagccaggtc
  4772101 atggtatgtc atttgtttca aataaaacac cagatttagc agttgcagga gcaccatttt
  4772161 cacatatggg taaacatgca cctgttatct tattagagga aggaaaagct tcacaaccag
  4772221 tgtatgattt ccttgctact attcaaccga agtttaaaga tgatccaaca cttggcccgt
  4772281 ataaccacgg cttcttatta ggaagtacga gtgatatttc atttgaaaca caaggtatat
  4772341 tggatgagag gttagagatt gtacaagaaa gtggtcaagg gcacggtgga cattaatgaa
  4772401 atgagaaaag atgctactaa ggtagtgtct ttttctttag gaaactttta catagcacaa
  4772461 aatcctctac tcgttatata ataaccttcg tgcagtcggc cttgattttc ttacggagaa
  4772521 aatcaaatga taaaagagta gaggagtggt actttgtttc agacgataaa aaatgactgg
  4772581 ttttccaatg taaaagggga cgtgttatca gggattgtcg ttgctttagc attaattccg
  4772641 gaagcgatcg ctttctccgt tattgcaggc gtggatccga ccgttgggtt atacgcagcc
  4772701 ttttgtattg cagttaccat ttcatttgtt ggcggaagaa ctgggatgat ttcagctgca
  4772761 acaggtgcaa tggcattatt aatggtaacg ctcgttaaag atcacggttt acaatattta
  4772821 tttgctacaa caatattaac aggtattgtc caaattattt ttggcgtgtt caaactgagc
  4772881 tcatttatga agtttgttcc gaaatcagtt atgagtggat ttttaaatgc acttgggatt
  4772941 ttagttttta cagcgcaatt gccgcagtta aaaaatgcaa cttggcaaat gtacgcgctt
  4773001 gtcgcattag gacttgcaat tatatatgta tttccacgta ttacgacagc tgtaccgtcc
  4773061 acacttattg caattatcat cgtgacaagt attgcactta tgagtggatt acaattaaaa
  4773121 acagtagggg atatgggaag cctgccgaaa gaattaccgt tctttagtat tccagacgtg
  4773181 ccttttacac ttgagacgtt agggattatt ttaccgtacg cagttatgct tgcaattatc
  4773241 ggtttattag agtcattatt aacagcttca gttttagatg atatgacgca tacggaaagt
  4773301 aataagcata aggaagcacg cggtcaaggt attgcaaata ttgtcgctgg tttcttcgga
  4773361 ggtatggcag gatgtgcaat gattggccaa tctgttatta atattaaatc aggtggacga
  4773421 ggtcgcttat cgacgtttgt agcgggcgga tttttaatcg tattactatt cgttttaggt
  4773481 gattatgttg ttcatattcc gatggcagct ttagttgcag ttatgattat ggtttcaatc
  4773541 ggaacatttg attggaactc tgtagcaacg attcataaag taccaaaagg gaatgcattc
  4773601 gttatgattg taacagtagt ggtcgttctt attactcaca atttaggatt aggtgtagtc
  4773661 attggtacag taattagtgc tgtgttattt gcattcaata tggcaaagat tcacgtgaaa
  4773721 catttatata ttgaaaataa gaaaatatac gaaattcacg gtcaactttt ctttgcatct
  4773781 acggcagatt ttataaataa cttttcattc aatgaagatg taaaagaaat tgaaatgaat
  4773841 tttacccacg cacacgtatg ggacgattca gcagtggcat caattgataa agttatcatg
  4773901 aagtatgaac aaagtggtgt gaaagtaagt ataacaggat taaatgaacg tagcgcaaaa
  4773961 cttgttacaa atttagctac ttataataaa agaattgcta gttagaagcc tcctttttag
  4774021 ggggctttac tatataatat gagtaggata acgaaaaggg gattcagcat atgtataaac
  4774081 aaattatatt agcatgtgat ggttctgaac atgcacttcg agcagcagag cacgcgacac
  4774141 atattgcaaa atttaacgaa gaaacaaatg ttgaagttgt gtacgtagtt gataatagaa
  4774201 cggcaaagtc agatattata caaggtcaaa cagatttaga aacagtatca gctagtcgaa
  4774261 aagataaatt aaaagagatt gaaggtttat taaagaaaga gaacatttct tataaaatta
  4774321 cgatattaca tggcgatcca ggagatacga ttgttcaata tgtaaataca ggagatatag
  4774381 atcttgttat tgctgggagt agagggctaa atacattaca agaaatggtg cttggtagtg
  4774441 tgagtcataa aatagcaaag cgtgtgaaat gtccggtgat gattattaaa taaattgagt
  4774501 gagatattct gtagtgtaag cagggccttg atataattca aggtcttttt tgacgtataa
  4774561 aaggggagag tgtggacata atagatacat aagttttaga aaatattaac ttacaaattt
  4774621 gtaagtttgt tgttaggaaa atcgatgtta tgacaattat tccattggta aaataaaagt
  4774681 atcgaagggg agagagggag gatgaaaaag atgaaagcac ttcaagattt atcatatagc
  4774741 caaggtgtcg gtcttatttg tttaggggga tttgctgcat ctgttacgtt agctgttgta
  4774801 ataaagataa ttcatcaaat cttttaatct tagagtcggg aaggaattgg ttgttataaa
  4774861 tagtaagaga aggattataa ataaaaaata gctcttagca gtaagtaaat gctaagagct
  4774921 atttttatga ttatttttct acttctggct tctcacttgt tacagtaacg tctttccaat
  4774981 gtgaagttat ttgattcact tcagcattga catcaaaatc ttttacgcgc ttattaacac
  4775041 ctgttaaatc aaatgtgtaa tgaattggaa tcatcggtgc ttcgtcatga attaattttt
  4775101 gccatttatc gtatacttct ttacgatatt tttcatcagt agctttttct gataatccag
  4775161 catctaataa ctttgtattt tcatcattta cccagcgctg atagttaaaa ccagcatttt
  4775221 taccccatag accagaaagg tcaggatcag aaccagtgtt ccaagcacca gagaaaatat
  4775281 caacctttgg atcatctttt ttaatcattt cacgcatagc attaaattca tgtaagcgtc
  4775341 catcaacaag ttctactttt aagccgatat ctttccaaga ttggatatag aatttagcca
  4775401 gtggttcact tgtttcacta ccgttactag ctaagaagtt aattttaaat tcattacctt
  4775461 ttggatcttc acggaatccg tcaccatttt tatctttata gccagcttca tctaatagtt
  4775521 ttttcgcttt atctacatct aagttatatg cgccagcatt gttattatgg tactttggca
  4775581 tagatggtgg aattggagag ttagctggaa cacgaagtcc gtgatatact ttttctccta
  4775641 atttttctct atcaattgca taagccattg cttgacgtaa acgaacatct ttgaacttat
  4775701 cgttatccat tacagcttca ttctttgctt tgtccatatg tccaaattta aatccgatat
  4775761 aagtgtaagc aagcgcagtt tttcctacta gttgtgtatt ttttaattta cttacgtttg
  4775821 gatattgatc agcagtaatt gatgcaatat caatatcacc ttttttcaga gatgcactaa
  4775881 caatagatgg atttacaact tttaatgtta cattttttag tttaggtttg ccagcccagt
  4775941 aatcatcgaa gcgctcatac tcaactgatt caccaggaac aattttcttc actttaaatg
  4776001 gtccgaatcc aattggattt tgacggatct tatcagattc agccagtttt tcaattggta
  4776061 catcacctaa atatttttta ggtgtaggat atgtccaaat accagttttc agtgaagggt
  4776121 ttacttcttt ataagtaatc gaaattgttt ttgggtcgac tactttaata ccagagattt
  4776181 tgtcagcttt tccagcgtga tattcttcca taccttcaat catttgcatt tgtgtatcgt
  4776241 aacggatacc tgtatattta ctattaccaa tgattaaata agaatattct aaatcctcag
  4776301 cggttacagg gttaccatcg tgccatttta cattatcttt aatcttaata gtaattgttt
  4776361 ttttatcttc agaaattgta tacgttgcag caccgtcatt tgtgatttcc cagtttttat
  4776421 ctgaagctaa taaaccttca tcaaagaaat ccataatttc tgaatctgga gcaacttcat
  4776481 acaatactct acttaaaaca ccagcgaaag gtgaatttga aacgagtcca taagttaatg
  4776541 atccgtcttt aatttcttta ccatcatttt ttacagcagc actaaattta tttgtttcta
  4776601 cttttttcgt atttgttttt ttgctaccgc tatcagcacc cccacatgca gatagtaata
  4776661 atgttgaagc agcaagtgta cttaatactt tgtacaattt tggtttgttc ataacttctc
  4776721 caccccttaa ccttttcttt gtctcgcatc agccgcacgc tttaacgctt gaccaataaa
  4776781 atttatacac agcatcaaca ctaaaatcat gattgatgcg ggtaaccaaa tccaccattt
  4776841 ttcttgcaat acatctgggt ttgttgcata acttacaagt gtaccaagac tcggtgtact
  4776901 ttctggtaga ccaaaaccta agtaagtcaa actagattca atcccgatgt taccagcaag
  4776961 atttaatgta atatttacga taataataga acttaaatta ggtaatattt gttggaagat
  4777021 aatcttccaa tttggtgttc ctaatgtttt agatgcagat acgtaatcaa gttctttctc
  4777081 cgttaatact ttagagcgta taagtcttgc ttttccgacc cataagaaag cggtcattat
  4777141 gagaataaag gtagtaatat tgaaagttgg aacgagtgag ataaatacga taacaatcat
  4777201 taagaatggt aaaatcatca taaaatcgat aaaacgcatg atgatgttat cgacaactcc
  4777261 tccaaaatag ccagcaatta gtcccattgt aagaccgata agagttgata aaagagtgat
  4777321 ggctaaacca actgtaaagg aattacgtgt accaataatt aattgtccga aaatatcacg
  4777381 gcctccataa tcagttccta gccaatgttc agcagaagga ggatcataaa tggcgaacag
  4777441 atcgactcga acgatatctt cttgtttcat aataaatgaa gttgtataaa cggctattaa
  4777501 tattaaagct aaaaagaata gggaaaacat tgctagttta tctttacgaa attctcgcca
  4777561 cataatggag aaaccagaag ggatcttttc gtaatgaatg acttcagttt gtttttcagg
  4777621 atttgctaac ataacgtttc ttcacctcca ttaatcaata cgaatacgtg gatcaacgat
  4777681 gcttagaata atatcggaaa gaagagtccc gagtagcgtt gcgaatccag taaataatac
  4777741 aagagcagtt acgacactga aatcacgttg agtgatagat tggaaaaata gttgtccaat
  4777801 tcctgggtag ccgaaaatat tttctagaat aatagagcca ccaactaaac ctgtaatttc
  4777861 atatcctaaa aatgctgcaa ttggtaaaaa tgaatttcgt aaaatatgtc tggaatatac
  4777921 tttagattct ggtacacctt ttgcttttac tgtgcgtaca aaatctttat gtttcgtatc
  4777981 aataatttca cttcgtaaat attgtacagt tcctacagtg ccaattaatg ccccagataa
  4778041 agctggtaaa atcatatgat ttaatttact taaatagtaa tcaaatgatc cggctgccac
  4778101 ttgtggatca acgctaccac ttgtagggaa gatcgggtat aaaaagccga ataagaataa
  4778161 cattactaat ccgaaaataa ataggggtgt accaaatcct aaaaagttat agagtgtaat
  4778221 gagtcgatca gcccacgtat cattccaacg cccacttata acgccaagtg gaatggcgat
  4778281 taaataagta agaataagaa ttagaagagc taacagcact gtattaccaa ggcgttcccc
  4778341 aataatatct gttacttgta ttttatgtgc gtaagaaata ccgaaatccc cttgtacggc
  4778401 atttgaaatc caccttacat attgtgtggg aatagggtca tttaacccaa gtttctcacg
  4778461 ttgttcttca attacttttg gatcggcttt tgggtttgct agttcagcgc cacttaatgc
  4778521 atcacctggc attgctttag caagtgtaaa gacgagtacg cttaatacga ataattgcgg
  4778581 tatcataact aaaatccggc gtaatataaa tttccacatg ttttatcact cccttatggt
  4778641 aatgccaccc ggtgagttgg cgagattggt tttaaatcgt aagcacgtcc attttcattg
  4778701 aaataatttt cgtatgattt ttcgtactca gcgcttactt cacgacgcaa tttacgctgt
  4778761 tgttcgcggt tttctggacg aatatcagga atagctgata ttaggcgctt cgtatagatg
  4778821 tgctgtggat tgttataaat ttcagcacta gttgcttctt ccacaatgcg tccgcgatac
  4778881 ataacaccta tacggtcaca catatggcga attacaccta aatcatgact aataaataag
  4778941 tatgttagtc cgagttcgga ttgtaaatct tgtaagaagt ttaaaacttg cgcttgtact
  4779001 gacacgtcaa gtgcagatac aggttcatct gcgataataa gcttcggttt tagtgtaagg
  4779061 gcgcgtgcaa taccaatccg ctgtctttgc ccaccggaaa attcatgtgg atatttataa
  4779121 atagactccg gatttaagcc gactttatca agataatctt gaacagctct acgttcttcg
  4779181 tcgggtgaga gtttctcaaa attccgaagt ggttccgcga taatatccat aacacgtttc
  4779241 tttgggttta aggatgaata aggatcttgg aaaatcattt gaatatcttt tcgttgttct
  4779301 cttagttctg agcgacttaa ctttgttaaa tctctattat taaaatgaat actaccgccc
  4779361 gtcgctttcg ttaagtgcat aattgctttt ccagttgttg atttaccgct cccagattcc
  4779421 ccaacgattc cgtacgtttc gccaggttgt agttcgaagc ttacgccatc aacagcacga
  4779481 acgtaatcta atgtacgacc gaaaacacca cctttaattg gaaagtgtac ttttaaatct
  4779541 tctactttaa gcagtgccat gagttacgtc atctcctttc ttatcttgga agttgaaatg
  4779601 tttgtagcaa gtacaacgta cccaatggtt tggttttact tcatgtaaaa ttggattttc
  4779661 ctcgtgttga tcaggtctaa tccatggaat tcgtgcttgg aagcgacaac ctgtgcgagg
  4779721 taacttagct aacgtcggta caacgccttg aataacatgc aatttttctt tttcagcgta
  4779781 agcagatgga atggagttta atagagaacg agtatatggg tgaagagggt tgttaaaaat
  4779841 ctcttcaact tttcctgttt ctacaacttg tccagcgtac ataacgacga tacgatcggc
  4779901 tgtttctgcg acaacactta aatcgtgagt aattaaaatg atgcccattt tcgtttgttc
  4779961 ttgaatagat tttagtaagt ctaaaatttg tgcttggata gttacatcaa gagccgttgt
  4780021 tggctcatct gcaataataa gtgctgggtt acaagcaatt gcaattgcga taacaattct
  4780081 ttgtctcatt ccgccagata attcgtgtgg gtattgttta tatgtaagtt ctggttttgg
  4780141 aataccaact tgatgaagta gttctaaggt gcgttctttc ttttcaactt ttgaaaggct
  4780201 tgtgtggtag tctaaatttt cttcgatttg ttttccaact gtcataagag gatcgagtgc
  4780261 tgtaagaggt tcttggaaaa tcatgccgat gtttgatccg cgtactttat tcatctctgc
  4780321 ggctgacatc gttagtaaat ccttatctct atagttaagc tgcccttgta attttgtatt
  4780381 tgcttcatta tgcagtcgca taatggaaag ggcaagtgca ctttttccgc aacctgattc
  4780441 accgactatc gcgacaattt cattttcatg gacagttaac gaaacatcat caactgcggc
  4780501 atgatattga tcttgtatac gaaaggaagt ctgtaagttt tcaatgcgaa gaagtggatt
  4780561 cttcatggct atccctccat cttttctgaa aagactaaat attttgtatg ttgttgttat
  4780621 tttaatataa attgacaatg tttgacaagt ataagttgag aaaatattca aaaatctttt
  4780681 tatatagaga ttggatgcat gtatataagt agttggagtg ttttgaaaac gctaacatat
  4780741 ataagagagg gaaataaatc ttttgtaaga aaaaagtatt atatgtagaa aaaagagagg
  4780801 cgttctcgaa agaacagcct ctcttttttt gataagaata atattagtgc ttaagcttgc
  4780861 ttttgtttta ctgaccctgt ctttaaagta agagcaagga agaacattgc aagtacacaa
  4780921 gatgcaagta ataagatgaa tccgccatcc catccgaatg catcgacgat aaagcccata
  4780981 gcggcactag cgaaagctgc tccgcctaag taaccgaaga agccagttaa tccagctgca
  4781041 gttccagccg ctttctttgg tgctaagtca agagcgtgta gaccaattaa cataacaggt
  4781101 ccgtaaatta aaaatccaat tgcaacaagt gcgatactat caaccattgg attaccagga
  4781161 gggtttagcc agtacacaag aacggcgata aatacaccaa ccataaataa aataccagca
  4781221 ggtgcgcggc gtcctttaaa tagtttatca ctcatccagc cgcaaagaag tgtacctgga
  4781281 ataccagccc attcatatag agcataagct gtacgtgaac tactatgagt aaagcttttt
  4781341 tcttctacta aataagtagg agcccagtct acaacaccgt aacgtacgaa atatacgaaa
  4781401 acgttcgcaa tcgcgatgta ccataaaaat ttattgttta gtacgtattt aaataaaatt
  4781461 tcctttgctg aaagttcacg ttcacgatct tttatcttct catctggtgg atattctcca
  4781521 gtatgttctt caatagaagg taatccacaa gattgaggtg tatctttcat cgtaattaat
  4781581 acataaacac caactaaaat tgaaagaata cctgggaagt aaaaaatact cttccagtca
  4781641 ttcgcaaaga agtataagcc taatgttaca agagaaggca taagcgctcc gccgacgtta
  4781701 tgagcgacgt tccaaataga catttttgta ccacgttcac taatagagaa ccagtgaacc
  4781761 attgtacgac cacaaggagg ccatcccata ccttgtaccc atccatttaa aaactgaagt
  4781821 acaaacataa gtataatact cgttgtaatg aaagaaaatg agccgaaaat aatattaatg
  4781881 atacctgata aaaatagccc agctgctaaa aagtagcgag gattacaacg atcggatacg
  4781941 atacccataa gaaatttact taatccgtaa gcgatagaaa ctgctgaaag gataacccca
  4782001 agttcccctt tactaaagcc ttgttcaatt aagtatggca ttgctagtga aaagtttttt
  4782061 cgaacaaagt aataacctgc atagccgatg aagataccta agaatacttg taaacgtagt
  4782121 ttacggtatt cactgtcaac gcggtcagct ggtaagcgtt ccgcgtgggg cgcaggttta
  4782181 aagaattgtg taaaaaacat aaaatgaaaa tcctccccaa attaattcga agtgtcgtaa
  4782241 gtcagagaga atataaaaag gccatgaaat ataaaaaagt ttcctttttt atgattcata
  4782301 gccgtgtact ccgattctcc gtgactgtca atattaactt cgtcgaaaat tatacaactt
  4782361 tgtgacaaaa atgtaaacgt ttttataaat aaaaagtgtt gacggatttt attcgtcgga
  4782421 ttaatattta aataagttaa atattttatc gtttaaataa gaggtggata acatgccaaa
  4782481 tgatatgacg catatcgata aaattcaagc tcttgccttt tcgattggaa agaaaatgca
  4782541 gacagagtta ttagaacaaa tgcaagcaac aggacttaca ccaccgcagt tttatatttt
  4782601 aaagatttta gatcattatg gagcttcaag ggcgacaaaa ttagcaaaaa agatgtatgt
  4782661 aaagcctagt gcaattacag tgatgatcga tcgcctaatt gaccaagagc ttgtagagcg
  4782721 ctatcacgac aaagatgacc gccgcgttgt catcattgag ttaacaaaaa aggggaaagc
  4782781 cagggtagaa gaggcaatgg tcgctcgtaa tgagcacatt gcaaaatatt tctcacattt
  4782841 agaattacaa gaaagagaag atttgttacg cctctttgag aagctcgaaa caattatttg
  4782901 cgggacacaa gagaaaaaag agaataacta agaggaattg aggagattac atggagcaac
  4782961 aagaaaatat aaacagaaag ttgttgttaa tcggtttaat cattgccatg ctatttgctg
  4783021 cattagatgg aacaatcgtt ggtacagcaa tgccgcgtat cgtcggtgaa ctaggcggat
  4783081 taagcttaat gacgtggtta acaacagcct atatgttaac atcaacgaca gttgtaccaa
  4783141 ttgcaggtaa attagcggat ttacttggcc gtcgtaacgt atatataaca gggctagtta
  4783201 tctttatggt tggctcagcg ttatgtggta tggcaaatgg catgacagaa ttaattattt
  4783261 tccgtggtat tcaaggtctt ggtggcggta ttatgatgcc gatggctatg attattatcg
  4783321 gagatatgtt cacggggaaa gaacgtgcga aatggcaagg tatttttggt gcgttatacg
  4783381 gtcttgcttc tgtaattggg ccacaagttg gtggctggat tgtagacgca gtaaactgga
  4783441 gatgggtatt ctacattaac ttaccagtgg gtattttagc aacaatcttt attgcaatgg
  4783501 gattaaaatc acataaacaa acaggaccaa ttaaaattga tatcgctgga atcttcacga
  4783561 tgattctcgg tgttgtcagt ttattacttg cattaacgtt tggcggaaaa gattacgcat
  4783621 gggattcttg gcaaattatc gggttatttg cattagctct aattggtatt gttagctttg
  4783681 ttatcgttga aacgaaagca gaagaaccaa ttttaccgat gcatttcttt aaaaatcgta
  4783741 catttacatt actaaatgcg attggattct ttatgagtat cggaatgttc ggtgcgatta
  4783801 tgttcgtccc attcttcatg caaggaattg taggagtaag tgctgctgaa tcaggtacaa
  4783861 ttatgacgcc aatgatgatt actatgattg tgatgagtat tatcggcggg caacttgtat
  4783921 taaaagttgg tgtaaaacca caaattatta caggaatgct tataatggct ggaggattct
  4783981 ggttattaac aacgatggat atgcacacaa ctaaattgac tgctacttct tatatgatgg
  4784041 ttatcggttt aggaatgggt cttgtaatgc cgacattaac gttagcgtta caagaaagct
  4784101 tcccgaaaaa agatcttggt gtcgtaacat catcaagtca gttcttccgt caaatcggtg
  4784161 gaacatttgg tattacaatt ttaggatcaa ttatgaataa cacttcaggt acaacattaa
  4784221 caaaaaattt agtacctgta ttagatacgt tcccgaaaga agcgggacaa atggtaacga
  4784281 aatttaaaga tatgattcat acggacccac aaggtttata ttcaatgcta tttagcccag
  4784341 aggcattaaa acaaatgcca gaagcattgt accaattttg aaaaactctt tagtagactc
  4784401 tcttcatact gtattcttaa caggattagt attcattgta gtgggtgcta tctttacgat
  4784461 tttcttacag aagattaaac tgtcagatcg taaaaaggat gctgaagagc cagctgcaga
  4784521 ggaaaaagaa caaactgtat catattcgta atgaaaaagc atcgccttat ggcgatgctt
  4784581 ttttgagtat aaccttaaaa gctttttctt gagaaatgat tgacgtattt ctagaaatac
  4784641 gttatattat tttctgtaaa cggttacatg aaatggagag agaagagaat gagtacgatt
  4784701 aaagacgttg caaaattagc gggagtatct gtttcgaccg tttccagagt gttaaataaa
  4784761 aatggatatg ttcatgaaga tacgttaaag aaagtagaac gagcgattga gatgctagac
  4784821 tataagccta gtacagtagc gcgttcactg tataataaaa aatctcgttt aattggctta
  4784881 gttgttccaa atatcgtgaa tccattcttt ccagaagttg cacgtgccgt agaagatgta
  4784941 gcgcataagc aagggtatac agttgtactt tgtaactctg atgaaagttt agagaaagaa
  4785001 aagcaatata ttgatgtact taggcaaaat aatgtagatg gatttattgt agcgacaaat
  4785061 ccacaaaata gtgtgaatta catgaacttg tcagtaccag tcgttgcaat tgaccgtatg
  4785121 tttaatgagc gtatacctgc tgtgtatgca gataactatg cgggaagtca ggcagcgaca
  4785181 aagttattaa tagataaagg ctgtaaacgt attgcgcata ttcgtggacc gcgtgacgta
  4785241 agtacagcta atgaacgttt tgaaggcttt gtagacgtta ttacgcaaaa taatctttct
  4785301 tatatgattg cagagagtac atttgatcca gctaatagtg agcgtgtagc ggtggaacta
  4785361 ttagaagaat acccgcatat tgatggaatt gttgctggga atgatttaat tgcaataggt
  4785421 atcgtaaagg ctgcgcttca aaaggggatt tctattccgg atgatttaca aattatcgga
  4785481 tttgatggga tttctttaac agagatgatg tatccatcta ttacaactgt tgcgcagcca
  4785541 atttatgaaa tggggaaagt tgcaacagaa ctgttgttag agcagatgga aggaaacgta
  4785601 ttagaagaga aacactatcg tttaccgatt gaaattatag aacgaaatac aacgaagtaa
  4785661 ggagatgaaa tagatgccaa atattgcagt agtaggtagt atttcaatgg acttagtggc
  4785721 cgtttcaaaa aaacgtccga aagcagggga aacagtaatt ggtgaagcat ttcatacaat
  4785781 tccaggaggg aaaggagcta accaggcggt tgctgcagct agattaggcg caaatgtagc
  4785841 gatggttgga gcagtaggag acgataatta tggaactgta gtgaagagaa atttagagaa
  4785901 cgaacgcgtt tttatcgact atgtggtacc ggttacagat gcggcgacag gaattgctca
  4785961 tatcgtttta gcagaagagg ataacagtat tgttgtcgtg caaggggcga atgctcttgt
  4786021 aaatgagtcg gttgtaaatc gttcaaaaga tcttcttata aaagctgata tggttgtgct
  4786081 tcaactagag attccgcttg aaacagtaaa atatgtattg gctatttgtc aggaacacaa
  4786141 aatcccggtt atgttaaatc cagcgccagc acaagtgtta tcagaagata ttttagaaaa
  4786201 ggcaacttat attacaccaa atgaacatga gtgccgcatc gtattagatg atttcacatc
  4786261 gccaattgaa gatttactgg ctaaatatcc gaataaacta ttgatgacag aaggttctaa
  4786321 cggtgtacgt ttccataatg gtacggagat tgtacatgtt cctagcattg ctgttgatgt
  4786381 agtagatacg actggagctg gtgatacatt taatggtgca ttagcagttg cgctttctga
  4786441 aggagaaaca cttcaaaaag caattcgttt tgcgaatatt gctggtggtc tttctgtaac
  4786501 gaagcttggg gcgcaaggcg gtatgccaac gagagataga gtacgtgaag tgcaggtgat
  4786561 tgtcgggtga aaaagcacgg cgtattaaac agtgagattg cagcagtgct tgcttcactt
  4786621 gggcatacgg atacgattgt aatcgctgat tgcggtttac caattcctga cggagtaaag
  4786681 agaattgatc tagctgttga aataggaaaa cctagctttt tagatgtatt gcaagtggta
  4786741 gcggatgata tggcaattga aaaagtgacg ttagcagaag aagtcattaa caacaatgcg
  4786801 gaagtaaata aagaaatcga gctaaaatta atagaaccag cgtttgaata tgtatgtcat
  4786861 gaacaattta aagagcatac aaagaaagcg aaagctatta ttcgtacagg tgaggctacg
  4786921 ccttatgcca atgtaatttt acatgcaggc gtgatttttt aataaaggga agtgatggga
  4786981 atgcgtattg aaatgaaaaa tatttcaaag gcgttcaatg gcaatcctgt tttgaagaat
  4787041 gcacagttta tgattgaaac aggagaagtc catgcattga tgggggaaaa tggagcgggt
  4787101 aaatcaacgc tcatgaagat tttaacaggt gtatacaaaa gagatggtgg aacgatcacg
  4787161 attgatggac aagaacgaac ttttaaaaat gcgaaagaag ctgaagaata cggtattgca
  4787221 tttatacatc aagaattgaa catattaccg aatttaacag tagctgaaaa tatgtttctc
  4787281 ggtaaagagt taatgtatgg aaagacaggt attttacgta cgcgtcaaat gaacgcgatt
  4787341 gcgcagcagc aactagcaga gttaggatta catgtaaaag gcgctatgtt ggcaggagag
  4787401 ttatcggttg gacaacagca aattatcgaa attgcgaaag cactaatgac aaacgcgagc
  4787461 gttattatta tggatgaacc tacagctgca ttaacagatc gtgaaattga aacgttgttt
  4787521 accgtcatta ataaattacg taaagaaggc gtttcgttcg tttatatctc acaccgaatg
  4787581 gaagaaatct tttcaatatg cgatgccatt acgattttac gtgatgggga atacgtcgga
  4787641 aagagatcca ttccggaaac atcgtttgat gaggtagtga gtatgatggt ggggcgcagc
  4787701 attggtgaac gttacccaga acgaaatagt caaattggcg atgttatttt tgaaatgcgt
  4787761 aatggaacga aaaaagggaa gtttgaaaat gtttcgtttc aagttagaaa aggtgaaatc
  4787821 cttggtgtag ctggcttgat gggagctggc cgcacagata ttatgaaagc aatatttgga
  4787881 tacgaacctt tagattctgg ccaaattttt ataaatgggc aagaagtaaa gattgatagc
  4787941 ccgatagatg cgattagaca aagaatcgca ttcattacag aggatagaaa gtctgaagga
  4788001 ttagtgctag atttctcaat tcgagaaaat ttagccttac cgaatttaga aagtctttca
  4788061 aagggaagcg tcttaagtaa cgaactagaa caacagttta cagcggacat gatgaaactt
  4788121 cttaatgtga aagcatctag tggagagcaa gctgtgaaat ctctttctgg tggaaatcag
  4788181 caaaaggttg ttattgcaaa atggttaggt attcacccgc aattactcat tttagatgag
  4788241 ccaacaaggg gtgttgatgt tggagcgaaa aaagaaattt actctattat gaataagctt
  4788301 accgaagaag gagatgccgt tattatggta tcatctgaac ttccagaagt tttagggatg
  4788361 agtgatcgcg ttcttgttat tcatgaagga aaagtcggcg gcattttaga gaaagatgag
  4788421 gcatcgcaag agtctattat ggcactagct acagggggag agtaaggatg gctaagaagg
  4788481 ggaatgtatt acaacaactt gggtctttaa ttggactagc gctaattatt gtagtaatta
  4788541 cggctttaaa tccagcgttt attgaaattc caaatttatt taatatactg cgtcaagtat
  4788601 cgattaatgc gcttattgca ttcggaatga cctttgtaat tttaacaggg ggtattgact
  4788661 tatcggtagg ttctatttta gcattatcaa gtgcacttgt tgctggaatg atggcaagtg
  4788721 gcatggaccc gttccttgcg atggcagttg gattattagc tggtcttgta atgggaattg
  4788781 taaacggtat catcatagcg aagggaaaag tagctccgtt tattgcgact ttagcaacaa
  4788841 tgactatttt tcgcgggttg acgcttgttt atatggacgg acgtccgatc actggtcttg
  4788901 gtgatcattt aatgttccaa atgtttggcc gcggttattt tctcggtatt ccagtaccag
  4788961 ctgttacaat gatgatcgct ttcgcagtac tgtacttcat tttgaagaaa acgacatttg
  4789021 gtcgccgtac atttgcaatt ggtggaaatg aagaagcagc agcattatca ggtattaatg
  4789081 ttacgaaaat taaagtaatg atttacggtc tttccggaat tttggcagcg tttgcaggta
  4789141 ttgtcttaac atcacgacta gattctgcac agccgactgc aggtacttct tacgaattag
  4789201 atgcaattgc agcagttgta ttaggtggaa caagtctttc tgggggaaga ggatggattg
  4789261 ttggtacatt catcggtgta cttattatcg gtgtactaaa taacggttta aatttattag
  4789321 gtgtatcttc tttcttccaa caagttgtaa aaggacttgt aatcttacta gctgtattaa
  4789381 ttgatcgtcg aaaagaagcg taatggaggg acagtttatg aagaaatggt tacttatact
  4789441 cgttgcatgt atgatggtca ttactgctgg ttgttcaatg gaaccaccag aatgggcaaa
  4789501 ggattctagc gataaaggtc gaaataaaac tattaaagtt ggattctctg tttcaacttt
  4789561 aaacaatcca ttttttgtaa ctttgaaaaa aggggcagaa aagaaagcga aagaaagcgg
  4789621 cattgaattg attgctgttg atgcacaaaa tgatgcagca aagcaaacaa atgatgttga
  4789681 agatttaatt caaaaaggtg tcgatgtagt tgttattaat ccaaccgatt cagatgctgt
  4789741 tgcttcagca gtaagtgcag caaatgcagc gaatgtccct gttattacag tagaccgcgt
  4789801 tgcgaattca ggtaaagttg tttctcacat tgcctctaat aatattgaag gtggtcaaat
  4789861 ggctagtgat tacattcgtg aattagtcgg cgaaggagca aacgttgctg agttagaagg
  4789921 aatccctggt tcttctgcag ctcgtgaacg tgggaaagga ttccataacg tagccgataa
  4789981 gtctttaaaa gtagttgcta aacaagcggc tgattttgat agagcgaaag gattatctgt
  4790041 tatggaaaac attttgcaag caaatggtga tattaaagcg gtatttgcgc ataacgacga
  4790101 gatggcatta ggggcacttg aagcattgaa gtctgctgga aaaacagatg tagtggtggt
  4790161 tggatttgat gcaactgaag atgctgtgaa agcggttaac gatgggcgta tggctgcaac
  4790221 agttgctcaa aaaccggaat taatcggaga gaaggcgatg caaacagcaa aagagatcac
  4790281 gcaaggtaaa aaagtggaca aatctattcc gattgaatta gagcttatta agaaaaacaa
  4790341 ataaatataa attgaaaatt aggaaggaag aataacaaat gaaattcttt attgatacag
  4790401 caaatattaa cgaaattaaa gaggcaaatg cattaggcgt attagctgga gtaacgacaa
  4790461 atccatcact tgtagcaaaa gaaggcgtag atttccacga gcgtattcgt gaaatttgca
  4790521 acgttgtaga aggacctgta agtgcagaag taattagctt agaagcagat aaaatgatcg
  4790581 aagaaggaaa agagttagcg aaaattgctc caaacgttgt tgtaaaggtt ccgatgacaa
  4790641 cagaaggttt aaaagcagta aaagcgttct ctgacttagg aattcgtaca aacgttacat
  4790701 tagtgttctc agcagttcaa gcattacttg cagctcgtgc tggtgcaaca tacgtttcac
  4790761 cattcttagg tcgcttagat gatatcggtc ataacggtat ggacttaatt cgccaaatcg
  4790821 cagaaatctt tgcaattcat ggcatcgaaa cagaaattat cgcagcatct gtacgtcaca
  4790881 gtgttcacgt aactgacgca gcgttaaatg gtgcacatat tgcaacaatc ccagcaaacg
  4790941 taattgcttc attagtgaag catccattaa cagatcaagg aattgagaaa ttcttagctg
  4791001 attgggaaaa aacacaagag aaataataga aaatcaagaa tcctagttta agtaactagg
  4791061 attctttttt gtatttaaaa gaattttcat gcaattttgc atattgtctt ttaaatttgt
  4791121 tatataaact atttaatata tacaaatcac tctttatttt tcatattttg atatagacag
  4791181 atagagagtc tgaccagaaa actggagggc atgattctat aacagaaagc ttaatgttta
  4791241 tagaattatg cctttttata tagggagggc agaaagtaga gcttttgatt taaatgtact
  4791301 tatttatctg aattttaagt tttataaaag gagagaaata gaatgagaag aaaagcgcca
  4791361 cttaaagtgt tatcgtcatt agcaattgcg gcaattatcg gatgtacatc tgtaatgagt
  4791421 gctccattag cgtacgcaga aacgccagca aaagagaaag aaaatgtatc tacaacacca
  4791481 attgattaca atttaattca agaagatcgt ctagcggaag cgctgaaaga aagaggaaca
  4791541 attaatccag catcttctaa agaagagacg aaaaaggctg tagagaaata tattgaaaag
  4791601 aaacaaggag accaggcaaa taaagaaatt cttccagctg atactgctaa agaggcatct
  4791661 gatttcgtga aaaaagtaaa agagaaaaaa atggaagaaa aggagaaagt aaagaaacct
  4791721 gaaaaaaatg ttagccctga gcaaaagcct gaaccaaata aaaaacaatt gaatggacaa
  4791781 gttccaacat ctaaagcaaa gcaagcgcca tataaggggt ctgttcgaac ggataaagta
  4791841 ttagtattac tcgttgaatt tagtgattat aaacataata atattgatca aacaccaggg
  4791901 tatatgtatt cgaatgactt tagtagagag cattatcaaa agatgttatt tggtaatgag
  4791961 ccgtacacat tatttgatgg ttcaaaagta aaaacgttta aacaatatta tgaagagcag
  4792021 tctggcggta gttatacgac tgatggatat gtaacagaat ggttaactgt tccaggaaaa
  4792081 gcatctgact acggtgctga tggtagcagt ggtcatgata acaaaggtcc aaaaggcgca
  4792141 cgtgatttag tgaaagaagc tttacatgca gctgctgaga aaggtttaga tttatctcaa
  4792201 tttgatcagt ttgatagata tgatacaaat agtgatggaa atcaaaatga acctgatggt
  4792261 gtaattgatc atttaatggt aatccatgct ggtgttggtc aagaagctgg tggaggtaaa
  4792321 ttaggtgatg atgccatttg gtcacatcgt tcaaaattag caatagatcc agtagcaatt
  4792381 gaagggacaa aatcaaaggt agattacttt ggtggcaaag tagcagcaca tgattacaca
  4792441 attgaaccag aagatggagc agtaggtgta tttgcgcatg aatttggaca tgatcttggc
  4792501 ttaccagatg aatatgatac gaaatatact ggaactggtt cacctgtcga agcttggtca
  4792561 ttaatgagtg gaggtagttg gacagggaaa attgcaggaa cagagccaac tagtttttca
  4792621 ccacaaaata aagatttctt acaaaagaat atgggtggca actgggcaaa aattttagaa
  4792681 gtagattacg ataaaattaa gcgtggtgta ggagttccta catatattga tcaaagtgtt
  4792741 acgaaatcaa atcgtccagg cgttgtacgt gttaacttac caggcaaaag tgttgaaacg
  4792801 attaaaccgg agtttggaaa gcatgcatat tatagtacaa gaggcgatga tatgcataca
  4792861 acattagaaa caccgttctt tgatttaaca aaaggaacaa atgcaaagtt tgattataaa
  4792921 gcaaattatg agttagaagc agagtgcgat tttgttgaag ttcacgcagt aacagaagat
  4792981 ggaacgaaaa cattaattga tagacttgga gaaaaagtag tccaaggaga taaagataca
  4793041 acagatggaa aatggattga taaatcatat gatttaagtc aatttaaagg aaaaaaagtg
  4793101 aaactgcaat tcgattatat tacagatcca gctgtaacat ataaaggttt cgcgatggat
  4793161 catgtaaatg taactgttga tggacaagta gtattttctg atgatgcaga aggacagtct
  4793221 aaaatgaatt taaatggttt tgttgtttct gatgggacag agaaaaaagc tcattattac
  4793281 tacttagagt ggagaaacta tgcaggatca gataatggat taaaagcagg aaaaggtcca
  4793341 gtgtataata caggtcttgt cgtttggtat gcagatgata gctttaaaga taactgggtt
  4793401 ggggtgcatc caggtgaagg attccttggg gttgtagact ctcatccaga agcatttgtt
  4793461 ggcaatttaa acggaaaacc aacttacggt aacacaggta tgcaaattgc agacgctgca
  4793521 ttttcatttg atcaaacacc agcatggagt gtaaattcat taacacgtgg acagtttaac
  4793581 tattctggat tacaaggtgt tacaactttt gatgattcaa aagtatatag taacaaccaa
  4793641 attgcagacg caggaagaaa agttccgaaa cttggactta aattccaagt tgttggacag
  4793701 gcagatgata aatcagcagg cgctgtttgg attaaacgtt aataacagaa aagcacattc
  4793761 ttcatatgaa gagtgtgctt tttaaattgt acagtaagtt attattttag cttatgtaat
  4793821 acaagtgtct gttcatatgt attgtatcaa attatgtagg gaaaggaaat atttccgagg
  4793881 aaattgtcga agtattgttg gtattgatac actttttttg taaaagaaga aatgtagtat
  4793941 tgtctttaaa gtttaattta tttacattgt tacttggcta tacacaaaag taatatattc
  4794001 ggcaataaaa gagcgctatt ggatagtgct cttttttatg aatagaaagg agtgagttaa
  4794061 atgaaagaag taattgaatg tccacagtgt gaagggaata ttactgcgca acatattatg
  4794121 gatctcccgc attctttttc attcaggtgt ccacactgta aggtgaaatt aaaagaaatg
  4794181 aggatcacac catgtttaat attagtggca atttgtatca ttccactatt tattatgatt
  4794241 ggagagagta ttaaggaatt actagtaaaa tatttttcta ttatagacgg tgtaccaact
  4794301 gtacttattt tcttcttatt ttgttatcca ttgtattatc tctatgaaaa atataatgcc
  4794361 atattgttta ttaaatacgg cttgttgaaa gttaaaagtt gaataggagt ttatcattaa
  4794421 aaaaaagaca atgatggaat tatcctatca ttgtcttttt tactttgtct ctacctttta
  4794481 ccttgcttct tacataaatc attccagcga atgttaataa gaatgcagtt ccaataacga
  4794541 agctgacgct aggggatgcc ccgattgctc caactgtaaa ggatccagca acaactccta
  4794601 atgagaagaa agcataaaac aatccgaatg cttttccacg tttatcattt gtcgtatttt
  4794661 caacaagtaa tgcatttatc gatgggaaaa ggatagcgaa tccaatgcca taaatcatca
  4794721 taacgataaa gagcatgcct tttgttgcga ataatccaag taaagataat gctaatgcca
  4794781 ttactgcaat accgattagc attagttttg aacgattaaa tcgatcataa atacgatttg
  4794841 ttggtagtaa gaagaagagg atagcggtaa tgccgaatgc acttaacatc atgcctgttg
  4794901 tagatgcttt aagtgccaat gcctcaactt tcactggtaa catgtaagtg acaattcctt
  4794961 gtgaaaacat gagtgtgaaa gcaccaatat acgcctgtaa taacggttct gatttcaata
  4795021 gttcaaacat atcttctttg ttcatcattt gtgttcttga agtatctttt cttgatacgt
  4795081 tatttggtaa gaagaataga gatacgattg taccaagaac cattaaaata gaaatggtaa
  4795141 tgaacaccca ctctatacca gcagttgctt tcataatacc gctaaaagca ggtcctacaa
  4795201 ttgccgctgt tccaacagca gcaccagata gagccattgc cttaccttgt cttgctgcat
  4795261 ttgtttgttt tgataaaaac gtaaaggcag cgggaattaa aaatccgtca ctaaagccat
  4795321 gcataaagcg cacaactaat agttgttcac cactttgaac aacagtgtat aacaagacta
  4795381 tgaaactcgt aagtcccatg cttatataaa gtattttttt tgcaccaaat ttatcgacag
  4795441 cagcgccagc aataatatta ccgatcatat tagcgaatga gtacatgccg acaactagcc
  4795501 caataataag aggggatcct ccaagacttt gagcgaacgt actcataata ggtaattgtg
  4795561 aaaatgtatc tagaaacgct acgataacaa taaagtaaat aaaatatttc aagcgatatt
  4795621 cacctctcct atgctattat ggcataatgc gaatttcaac cgcaatgaaa ttgaattaac
  4795681 agatgtggaa aaaagtacaa agtgacaaaa tattgaacgt tatttgttaa aatttagtgg
  4795741 aaatgagatt gtttttttga aatatatgga tagaagtatt ataatagatt tgtaaacttc
  4795801 accaggttaa gtatatacat agagagggat gtataaaatg aaagcattac tttggcataa
  4795861 tcaacgtgat gtaagagtag aagaagtacc agaaccaact gtaaaaccag gagcagttaa
  4795921 gattaaagtt aaatggtgtg gtatctgcgg gacagacttg catgaatatt tagcaggacc
  4795981 tatttttatt ccgacagaag agcatccatt aacacatgta aaagcaccgg ttattttagg
  4796041 tcatgagttt agcggtgagg tagttgaaat cggtgaaggc gttacatctc ataaagtggg
  4796101 agaccgcgtc gttgtagaac caatttattc ttgtggtaaa tgtgaagctt gtaaacatgg
  4796161 acattacaat gtttgtgaac aacttgtttt ccacggtctt ggcggagaag gcggcggttt
  4796221 ctctgaatat acagtagtac cagaagatat ggttcaccat attccagatg aaatgacgta
  4796281 tgaacaaggt gctcttgtag aaccagcagc agtagcggtt catgcagtac gtcaaagtaa
  4796341 attaaaagaa ggggaagcag tagcagtctt tggttgtggt ccaattggac ttcttgttat
  4796401 ccaagcagct aaagcagcag gagcaactcc tgttattgca gttgaacttt ctaaagaacg
  4796461 tcaagagtta gcaaaattag caggtgcgga ttacgtattg aatccagcga ctcaagatgt
  4796521 attagctgaa attcgcaact taacaaatag tttaggtgta aatgtaagct ttgaagtaac
  4796581 tggtgttgaa gtagtacttc gtcaagcaat tgaaagcaca agctttgaag gacaaactgt
  4796641 aattgttagt gtatgggaaa aagacgcaac aattactcca aataatcttg tactaaaaga
  4796701 aaaagaagtg gttggtattt taggataccg tcatatcttc ccagctgtta ttaaattaat
  4796761 tagctctggt caaattcaag cagagaaatt aattacgaaa aaaatcacag tagatcaagt
  4796821 tgttgaagaa ggatttgaag cacttgtaaa agataaaaca caagtgaaaa ttcttgtttc
  4796881 acctaaataa tatagaatag taaaaagtag ctcttttcta gaaatagaag agggctactt
  4796941 tttttctata cagaaaggtg atagactttc ctgtaactac aggtattttg tttggaaggg
  4797001 gaagtctaat gctttcattt atgttgacat tgaaaaggat gctaaaagct tgtttacgag
  4797061 cgtggaaaga taaagaattt caagtattat tcgtattaac atttttaaca ttaacatccg
  4797121 gtacgatttt ttatagtaca gttgaaggat tacgtcctct tgacgcttta tattttagtg
  4797181 tggtcacgtt gacgactgtc ggtgatgcga attttagtcc gcaaactgat tttggaaaga
  4797241 tatttacaat cttatacata tttattggga ttggattagt gtttggattt attcataagt
  4797301 tggcagttaa tgtgcaattg ccaagtatat tatcgaatag aaaaaaagag taaagcatgt
  4797361 ggatgcttta ctcttttttt acattagttt agataagcct taataatagt ttattaaaat
  4797421 gaaagagtat tcattcatta tattcactgt gtataaagtt ataatgatat taaaatctgc
  4797481 atattttaat ttattgatag aaatttcgtg aaaggtagga tattctagtc ataggttaac
  4797541 cggacgacat cataggatcc taacaaaaag tttacaataa ttcgattata aaatggagga
  4797601 tttcagatga aaaagaaagt acttgcttta gcagcagcta ttacattagt agctccttta
  4797661 caaaacgttg catttgctca tgaaaacgat gggggaagta aaataaaaat agttcaccga
  4797721 tggtctgctg aagataaaca taaagaaggc gtaaattctc atttatggat tgtaaaccgt
  4797781 gcgattgata ttatgtctcg caatacaaca cttgtaaaac aagatcgagt tgcacaatta
  4797841 aatgaatggc gtacagagtt agagaacggt atttatgctg ctgactatga aaatccttat
  4797901 tatgataata gcacatttgc ttcacatttc tatgatccag acaatggaaa aacatatatt
  4797961 ccatttgcaa agcaggcaaa agaaactgga gctaaatatt ttaaattagc gggtgaatca
  4798021 tacaaaaata aagatatgaa acaagcattc ttctatttag gattatctct tcattattta
  4798081 ggagatgtaa accaaccgat gcatgctgca aactttacaa atctttcgta tccacaagga
  4798141 ttccattcta aatatgaaaa ctttgtagat acgatcaaag ataatcataa agtaacggat
  4798201 ggaaatggat attggaattg gaaaggtaca aatccagaag attggatcca tggagcggca
  4798261 gtagtggcga aacaagatta ctctggaatt gtaaatgata atacgaaaga ttggttcgta
  4798321 aaagcagctg tgtcacaaga atatgcagat aaatggcgtg ctgaagttac accgatgaca
  4798381 ggtaagcgat taatggatgc acaacgtgtt actgctggat acattcagct ttggtttgat
  4798441 acgtacggag atcgttaagg atttaaaaaa ggtcaaatct cacaatagag tatttgacct
  4798501 ttttattact atacacatgg aggtatggaa cgtgaaaggt aaattgctaa aaggtgtact
  4798561 tagctttggg attggtttag gagttttata cggaggatcc tcagctcaag cagatacgtc
  4798621 tacagatcaa aacaatactt tgaaagtgat gacgcataac gtgtacatgc tatcaactaa
  4798681 cttatatccg aattggggac aaagtgagcg tgctgattta attggggcgg cagattatat
  4798741 taagaatcaa gacgttgtta tattaaatga agtgtttgat aatagtgctt cagatcgcct
  4798801 tttaggaaat ttgaagaaag aatacccaaa tcaaacagct gtattaggtc gtagcaacgg
  4798861 aaatgaatgg gataaaacgt taggtagcta ttcatctgca actcctgaag atggaggcgt
  4798921 tgcaatcgtt agcaaatggc cgatcgttga aaaggttcaa tatgtatttg caaatggatg
  4798981 tggaccagat aatttatcga ataaaggatt tgtatacacg aaaattaaga aaaatgatcg
  4799041 tttcgttcat gtaattggga cgcatttgca ggctgaagat agtatgtgcg gaaaaacttc
  4799101 acctgcatct gtacgtacaa accagttaaa agaaattcaa gattttatta aaaataaaaa
  4799161 tataccaaat gacgagtacg tcctatttgg tggtgatatg aatgtgaata aaataaatgc
  4799221 tgagaacaat agtgactcag aatacgcatc aatgttcaaa acattgcacg cttctattcc
  4799281 atcttataca ggacatacag caacttggga tgcaacgaca aacagtattg caaaatataa
  4799341 tttccctgat agccctgccg agtatttaga ttatattatt gcaagtaagg accatgcgaa
  4799401 tccgtcattt atagagaata aagtattaca accgaaatct ccacagtgga ctgttacatc
  4799461 atggctcaaa aaatatacat ataatgatta ttctgatcat tatccagtcg aggcgactat
  4799521 ttctatgaag tagtcttaaa aagtttcttc ttaataggaa gaaacttttt tattttgtag
  4799581 aggaaatttc aactttcttt ccaatatgta taagacatat tgaaaagagg agagaaaaat
  4799641 gtggatcgag gaatttttaa agaagttcca ttaccttgtg catttttgga tgaagtggct
  4799701 ttagatagaa atattcaatc gattatagaa ttaagtggaa ataagaagat tcgtatagcg
  4799761 agtaaatcgt tacgttctgt tccggttatg caaaggattt tggctgcaag tgatcgattt
  4799821 caaggtatca tgtgtttttc acctagggaa gctttgtttt taattgaaca aggattcaat
  4799881 gatttattgc tcggatatcc tgcttatgat gaaagagcgt tacatgaaat aagtttgcta
  4799941 acaaagcaag ggctcattat aacttgtatg gtggattgtg aagatcatat tgtttattta
  4800001 gaaaaaattg ccgagaagtc taaaggatgt tttcgtgttt gcttagatat tgatatgagt
  4800061 agtcgttttt ttaagttcca ttttggggtc aaaagatcac cggtaaaaga tgggcaaggt
  4800121 gctttgaaaa tagtaaaaag gttgaaagaa tcatcatttt taatactaga tggtgtaatg
  4800181 ggatatgaag cccaaattgc tggggtagga gatcacatac cgaatcaacg agtgaaaagt
  4800241 aaagtgattt catatttaaa gaagaaatca gtgttagaag ttaaagaaag aagaggacat
  4800301 atcgtaaaag aaatacaaaa tctaggtatt gaactaaggt ttgtaaatgg gggaggcaca
  4800361 ggaagtataa aaacaactga gcaagatcat tcagtttcag agattacaat aggttcggct
  4800421 ttttatgccc cgaagctgtt tgattattat aaagaggtgc aatttcatcc agctgtcgga
  4800481 tttgctttac cagttgtgcg taaaccagcc ccaacaattt acacttgtct aggtggcgga
  4800541 tatattgcct caggcgcaat tgggaaagat aaagaacctg agatttggag gccgggtggt
  4800601 gcaaaactat tagctttaga aggcgctggt gaagtgcaaa caccgatttt ctataacggt
  4800661 gaggaacgag tagagatagg agattctatc ttgtttcgcc atagtaaagc tggagaatta
  4800721 tgtgagcggt ttcctttttt atatcgtgtg aaagaaggag agattgttgg ggagtattca
  4800781 acatatcggg gggatggcca atgctttcta taaaaggaca aaaatggaga aattggacag
  4800841 ggaatgtaga aggaacaccg cattatacga tgtatccaga aagtatacaa gatgtagtag
  4800901 aagttataga gcttgcgcga aagaaaggga agaaaattcg tgttgtcggt tcagggcact
  4800961 catttacacc tcttgtgcaa acggaagaaa ttttagtttc tttagatgaa atgaagggaa
  4801021 ttgtgaatat tgatacggag aagatgattg ccgaggtatg ggcaggaaca aagttacatg
  4801081 agctagggaa gttacttgag gaaaaaggtt atgcgcaaga aaatttaggg gatattgatt
  4801141 cgcaatccat tgcaggagca attagtacgg ggacgcatgg aacgggtatt acctttggaa
  4801201 gtttatcaac acaagttata gagattacgg cagttttatc tacaggtgag actatagttt
  4801261 gttcggaaat ggagaatgtg gaatattgga gggcctttca gttgtcactt gggatgctag
  4801321 gcatcattgt aaggataaaa ttgaacatta ttagggcgta ttcacttgtg tatgaaagtg
  4801381 aaaaacagtc attagctact gtaatgaata aattagaaga atataagaag aatcgccact
  4801441 ttgaattttt tgtttttcct tattcagatg aagtgcaggt gaaagtcaca aacgaaacaa
  4801501 cgggcaaaaa aagtgatttg aaatggcata agctaaaagt agaattacta gaaaataaga
  4801561 tgttttcttt gttatctaaa ggatgtaaat ggtttccttc tataagtaaa ggagtaagtc
  4801621 gattatcagc taaagctgta ccgaatacaa aaataattgg tccgagttac gaagtatttg
  4801681 ctacgtcgcg tgcggttcca ttttatgaaa tggagtatag tgttccttca aagtatatgc
  4801741 aggcggttgt agaagaaatt tcaaacctta ttgaaaagaa aaagtataaa gtgcacttcc
  4801801 caattgaatg ccgttatgtg aaaagggatg acatatggct cagtccagcg tatggaagag
  4801861 attctgcgta tatagctgtt catatgtata aaggtatgaa gtatgctgct tattttggtg
  4801921 aggtggagaa aatttttcta aagtatgagg gacgcccgca ttgggggaaa atgcatacgt
  4801981 taacgtacga aaaattacaa aatatatatc cagaattgca ttcgtttcta aaggtgagga
  4802041 aattattaga tgaagcagaa atgttttcaa acccttacac agaaaaatta tttacgatta
  4802101 tgaaaaaaag ctgacaaagt attatttgtc agcttttttt agtatgatcg catttcttgt
  4802161 ttgactaatg cgctcgtaaa atagtaactt atcacgacta aatacatgta ataaaacatg
  4802221 aataataaat agaccgttaa ttacgagttg gaataatact ataactatta atactaaagg
  4802281 ctctttaagg tttaagatag agctactcga cagaatatag ttgattccgc ctaaaatgaa
  4802341 atagaatata ccgtaacgga tgaatagttc cttcatcgta atacgatctg attttccttt
  4802401 cacataaata cgaagcaatg ctttcccaat tgtttttcca ttcgtaaagt atggaatgat
  4802461 aataaagtaa atcaagattg aacacgttat aaaaataagt tcgtatatgt tcgtataagc
  4802521 ttgaatatta gaaacgaaga aagaatttcc tttgttttta atgacaggta caacgatgga
  4802581 taagaaaatc caatcaattt gcatcgcgat aaagcgacga acgaatccga ctggtttcgt
  4802641 ttccaaatca acatgactat ctaattcgtt tgctttcgga aggaagtaca taaatattgg
  4802701 tgcaatgata aagccaatta cgccgcctaa tgtatttaaa aacagatcat ctatatcaaa
  4802761 taagcggtat gcacaattgt atataccgta tagtccggtt acttgtgtta gctcgaaaaa
  4802821 gagtgaaaga caaaaagaaa tacaaattgt ttgtaagaaa ctacgtcgga aataataacg
  4802881 taagtaaata ccgaatggaa cggttaatag aacgttaaaa gcgacttgta aaaacgcaga
  4802941 ttcttttaat aggtagaaat aagtagctgg tttcgttaaa attgccgaag tatgattact
  4803001 aatttcttgt atgaaataaa atggtgatag ttgcatgtgc tgcgtattag ccggttgtag
  4803061 gctacaagta tcatatgttt gtggcaacgg caaaatcaca agaaaatagg catttaatag
  4803121 gtaaagcaat aatgagtata aaataaatga acgccattta tttaaataac catactttcg
  4803181 ataattaaat attaaaaaag ggattaatag aaacattgct aaaaaaggaa ataaaataaa
  4803241 tgctgttttt acagggaata aatatgcagt caaaatgaag ctcctttcaa tgaaaattcg
  4803301 tttaccatta taacgttaaa agaaccttaa aacaaaatta aaatattttg aaatagaaaa
  4803361 aattataaat tttaatagaa ttaagttata ctaaatttaa tataaggata ttatgattat
  4803421 tataagttga gagagggtac aagatatgcg atatgagctt ttttctgtaa gtgggaatca
  4803481 tattacaact tttgaaagtg cgtggcgttt tcaagaggga gaacagattt ttgttcatga
  4803541 tgatcaaaca aaacgaaatt ttattattat ccggctaacg catgatgtat ttcaacaaaa
  4803601 taaacatgtt attcgtttgt attgtcaaga aaagaaagta tacgcataaa aaagcgagtc
  4803661 atcctagtgt aatagaatga ctcgcttttg atttgtaagt ttcactttat aagaaaataa
  4803721 gagtaagtac acctacgata atgcaataga aagagaaata ttttaaattt ccttttgcca
  4803781 tgatgttcat aaaccatttt aacgaaatat acgtcatgat aaatgttgcg atgaacgcaa
  4803841 cgatatatgg tacgaataat gtgtctagat ttggatcttt tgcaatgtct gtaatactta
  4803901 gtaataaacc acctaagcta acagggatat atagtaagaa tgagaaacga agagccgttt
  4803961 cctgcttcat accaagtaac atcgcggcta cgattgttgc accagatcgg ctaattccag
  4804021 ggattagtgc gcaagcttgt gctaatccga cgatgatcgc atctttcata gaaagatcgc
  4804081 catcatttct acgtccacgt aagtttctaa taatccaaag gccgacggca gtaataagaa
  4804141 gcgaaatccc aaccatcttc acacctttta agtactgatc gatgtaatct ttaaataaaa
  4804201 caccaataac acctgctgga atggtcgcaa taacaaggta aataataaag aagaaatctg
  4804261 attttgcatc ttctgctctt gtaaatatat aagatagacc attcttcgtt agacgaatta
  4804321 aatcatttct ataaataagt aatacagcta ataatgaagc tgaattaaca agtagttcga
  4804381 agctaaaccc ttctattttt agtcctagca agtgctgtgc taaaacgagg tgaccgcttg
  4804441 aagaaatcgg aattggttct gtaagtcctt ggaacagacc aagaattaaa tattttaaaa
  4804501 tgtagtaaaa ctgttccata ataacctcct tgtttattat tcgaaagaaa caacttatcc
  4804561 attataacaa agatatggat caatattgag aagaaataaa tattcaaaat ataataaaaa
  4804621 tcccttataa cagtataagg gatttttatt attaatgaga aactactgtt tcttcaagac
  4804681 ttttcgttaa ttgaacatcg actttctcag catcatgaat gtgattcata atagtagtat
  4804741 ttaacttttg gaacatttgt tgtgtattag cgaattctcg taatatatca tcattacaag
  4804801 acttttggtt ttcaatagct ttaataacat tagtagcacc gttttgtaac gtttgaatca
  4804861 taattaaaat attttcaatt ctagcatttg tatcagcact catttctaca ccttcatcga
  4804921 ctaaatgcaa attatctttt gtattatcgt atgctttttc aatttcttct tgaatttttt
  4804981 tcgttaagtt gccgatgttt tttgtgcttt ccgctgtact ttctgctagt tttcttactt
  4805041 cattggcaac gacagcgaat cctttaccgt gctctccagc acgcgcagct tcaatactcg
  4805101 catttaaagc aagtaaattt gtttgtgctg caatgttttg aatgacttct acaatttgct
  4805161 caatttcttt tgagcgttcg cttaaatgat tcatactatt agacgtgcgc tgtgattgtt
  4805221 cacctaattt gttaattaca ataagtaaac ggtgaacaga ttcttttcct tcattagagc
  4805281 agtcaatgat ttcttcaata gattgaatta agctttgttc tttttgtaac atttcattat
  4805341 ttaattcatt ggaatgtgtc gtacgcgttg aaacattttc gaaacatgag tttaattgtt
  4805401 gaactaaatt ttgaagtgta tggtgttgat tatttacaag tttatgttct tgcacaatat
  4805461 tttgtacacg atcgtggata gaagaaatgg tctcttgttg ttcgatatct ttttgtttta
  4805521 attctgcttt aagttcctgg atacgatttt ctaattgatc aattttatgt tggagtgatt
  4805581 tcttttgagt aaacatatat ttatttcaac cgcctttaga agttatattt tctctatatt
  4805641 tggattttag catcttttat aatttttaaa tataggaatt gttaaatatt taagaatcta
  4805701 ttaaatttta tgcataattc cctttttttc gtcatgaaaa ataaactgta tttaatggta
  4805761 ttgtaaacaa actgtaaaat aaatcatgta taactgtata agaagggagt cggattatga
  4805821 actattttaa gcgaatcagt agtctagtat tagcaggcat tatcggtctt tctagtacag
  4805881 tcgctgttaa agcagagtca aacgacgaga aacttaacaa catgcaacag caattgcagc
  4805941 aaaacgatgc agaaatgcaa aagaaagagc aagagaagca agctgttagt aaagaaattc
  4806001 aaggtatcga aaacgaacta cataatttaa ataatacaat tgcaaaaaat aaagaggatc
  4806061 aagctgctat tcaacgtaaa atcgatgaaa cacataagca gattgagcaa aaaaagaacg
  4806121 aaattgtcgt tttagaggat aaagtccttg ctcgtaagga tattatgaga aaacgtatgg
  4806181 tttctgttca aaacagttca aatacaagtt tagtagtaga agttgtagta gagtcaaaga
  4806241 actttgcaga tttcttacaa cgtatgaacg cagtttctac tattttagaa gctgataaag
  4806301 aaattttacg tctacaagaa caggatcttc gtcaaattga agaagataag aaaacaattg
  4806361 atgaaaaaga agcatcttta gtagtggaca aacaaaaatt agcaaaagca caagctgagt
  4806421 tgcaagataa cttgaaaaaa cgtcaagcta acttacaaac agttcaagct aaatataatc
  4806481 aggttgcaag ccaacttaat ttagcagcag aagaaaaagc taaaattgag tcaaatatga
  4806541 aggcagtaca agaaacaatt gctcgtgaac aagaagcagc gagaattgca gcagaagagc
  4806601 gtgcaaaagc agaagcagct gcaaaggctg agcaagaagc tttagctaag gcacaggcgg
  4806661 aagttgctga aaagaaaaag caagaacaag ctagtaaacc agctgaacct gttgctaata
  4806721 ataattcgaa ggtagaacct gtacaacctt ctaagccaac tgctggtgga agagaaatct
  4806781 atgtacatgc aacagcttat acagcagacc cagctgaaaa tggttatgga ccaggtcaac
  4806841 aagtatactc tgcatgggga ggctataatt taactgcaaa cccaggaatg aaattaattg
  4806901 cggtagatcc atctgttatt ccattaggtt ctcgtgtata tgttgaagga tacggagaag
  4806961 caattgcagc agatactggt ggcgcgatta aaggtcacaa aatcgatgtt ttaatgccag
  4807021 ataaagcttc gtctagtaag tggggcagaa aaaatgttaa gcttacaatt ttaagctaac
  4807081 acaaaatcca actttacata ttgtaaagtt ggattttttt gtgaaaataa tgttaagttg
  4807141 agtttacatt ttgttaagga tagcatacaa taaaattgag aggtggtaaa tttgaccatt
  4807201 ttaaatagag tgaaggaatt aagagctcgg tttaattttt cgcaaagtgt attagcagaa
  4807261 aaagttggag tgacgagaca aacaatcgcg gcaattgaaa aaggggatta tgttccttca
  4807321 ttattattag cgcttatgat ttgcgatgta tttcagttaa agatggaaga tgtgtttgtt
  4807381 ttaaataagg agggggaaga ggatgaatag acttgtattt tcctatatgt tgaatgtact
  4807441 tttaatggta ttagcaggtt gggcatttat tgagttgtat tattttacta ttgaagttgc
  4807501 taattttatt caaacgaaga gggtaccatt tgaagtttcg gtgagtttaa tgccactagg
  4807561 attgctttta atatttggta ttgtatcgac tgttctttat aaagttcaaa agaaaaaata
  4807621 taaagagctc tcgtattgga tgtttccact attatttcct caagaagacg agagggaaaa
  4807681 ggcaattaca gaaaaggctt gtcgtactac atttatgtca ctatggtacg tgttgccttg
  4807741 tgcggttggt tttttaactc tttctccgat tgttaatcta tatgttcctg catatccgat
  4807801 atatattgca tttagtattt tctttattca gatgacgatt tttcatgtgt ccttatatcg
  4807861 aaataaaatt gcttaaaaag aaaccttctt gcatcggcaa gaaggtttct tttcagctta
  4807921 tacttgtaca tacagcaata ttatcttatc attttatata gagtaagatt ttgtaaggga
  4807981 aaggaattgt atatgaataa gcaaagaatt tatagtatag tagcaatcct cctatttgtt
  4808041 gtaggtggtg tgttaatcgg aaagccattt tatgatggat atcaagctga aaagaaacag
  4808101 actgaaaatg tacaggctgt tcaaaaaatg gattatgaaa aacatgagac ggaatttgta
  4808161 gatgcttcga aaattgatca accagacttg gcagaagtag cgaatgcatc attagataag
  4808221 aagcaagtaa ttggtcgtat ttcgatcccg agtgtttcat tagaacttcc tgttttaaaa
  4808281 tcttctactg agaaaaacct attatcaggt gcagcaacag taaaagaaaa tcaagtaatg
  4808341 ggaaaaggga attatgcatt agcaggacat aacatgtcta aaaaaggtgt tttatttagt
  4808401 gatatagctt ctctaaaaaa aggcgataaa atttatttgt atgataatga aaacgaatat
  4808461 gaatatgcgg ttactggtgt atctgaagta actcctgata agtgggaagt tgttgaagat
  4808521 catgggaaag atgaaatcac gcttattaca tgtgtatctg ttaaggataa ttctaagcgt
  4808581 tatgttgttg ctggtgattt agtaggaacg aaggcgaaga aataaaaaag atgagggaaa
  4808641 tccctcatct tttttaatcc atccatttca ctaatttttt agaaattagt aataaaacac
  4808701 aacctaatac aattgctaca gctccaataa ctgtaaatac ttcagcatat ccaagtgaag
  4808761 ttgtgaagct ggcaagttgt ccgcctaaaa tgttagcgat acctgagctt gctaaccata
  4808821 ctcccattaa taaagatgct agttttactg gggcaagtgc actaaccatt gatagtccaa
  4808881 caggcgataa gaatagctca cctaacgtat ggaaaagata cgtaaagacg ataaatagta
  4808941 agtttgcttt ttctgtaatg ttatgttcat cactacctgt ttttaatgta gcgataacga
  4809001 gaatgatata accgataccg agcaagatca taccaagtcc catttttgtt gggattttta
  4809061 aatccccgcg cttgcgagtt gcaagttttg cccacaatgc tgaaataact ggagcaagta
  4809121 aaataataaa taatggattg accgactgga accaagatgt tggaacttcc catccgaaca
  4809181 cagagcggtc tacaaatttg tttgtatata atgttaatga actaccagct tgttcaaagc
  4809241 cagcccagaa gaagacaacg aagcatgtta aaatgacgat aactgcggta cgttgttttt
  4809301 ctttttttgt taacggtgta tctcctactg atggttgtcc atctgttgtt tgcaaatcgc
  4809361 gagttggttt tttaccgata tcaccaagga agcgatttga taatgttgta aataaaattt
  4809421 gtccgataat cattccaatt gaagcggcta agaaaccgta acggaatccg taatgtacaa
  4809481 cgccatcaac tgttgttttg aataaatttt ctgataaaaa tccgcaaacg agtggagcta
  4809541 aaaatgaccc gacgttaata cccatataga aaatagtaaa tgcactatca cgttttggat
  4809601 cattctcttc gtataattcc ccaaccagtg tagagatatt cggtttgaag aatccattac
  4809661 cgataataat aagcgctaat ccgaggtata ggccgacttg gttttgcatg gcgaatagtg
  4809721 taaggttacc gattgccatt gttataccac caattgtgat ggcttttcgt ctacctagga
  4809781 accggtctgt taagtatcca ccaatcattg gtgtgaaata acaggctcca gtataaaatc
  4809841 cgtaaatgga gagtgcccat gcgggactaa acccaagacc accgcttact aaagctgtcg
  4809901 ttaaatataa tgttaataat cctcgtaatc catagtaact aaatctttcc cacatttctg
  4809961 taaagaagag taagtataaa cctggaggat gtttcttttt tctttgttgt tctttttcta
  4810021 gttgtatcgc tgattccatg ttattttcct cctgacacaa acaaaaacaa agttaataat
  4810081 tttgtacgtt taatatttta ccttattaac tattataagt caataaaggt tgatttttca
  4810141 gaagaaattg gaaaagggag atagctatag aatgggtgtt tcttttatgt tagactatgg
  4810201 actatgtttt ctttgtgagg aatcgcttta ttgcactttt ttatatgtga aattgatttc
  4810261 atgaaagatg aaattaaaga aggagaaaga aatgaaattg ttacagaaaa aagaaatttt
  4810321 acttattagt cttatgttat tctcgatgtt ctttggagcg gggaatctta tattcccacc
  4810381 ttttcttggt tatgaagcag gagaacatgt gtggatttca ttagtagggt ttattatatc
  4810441 ggcaacaggt cttcctatat tgggagttat tgcgattgcg aaagcaggaa gttttcaagc
  4810501 gctagcgggt agggttcatt cctcatttgc aattattttt ccgtgtatcg tgtacttgtt
  4810561 tattgggcca ggacttggta taccacgtgc aggaagttta gcttttgaaa tggggccagg
  4810621 tcagttcttc ccagaagcgg gcagcatagt tttattatgt tatacggtta ttttctttag
  4810681 tattgtgtac tggttaagct tatcaccgtc taaattaatg gggttgttcg gaaaggtttt
  4810741 aacaccatta ttactaggta tgattgccct tatctttata aaaagcatgt ttacatcagt
  4810801 aggtagtgtg aaagaggctg ctggaaacta tggacaagcg cctatgttcc aagggttttt
  4810861 agatggatat ttaacgatgg acgcattagc agctttaatt tttgggattg tgattgcaaa
  4810921 tgctcttcgt gcaaaaggta ttgaagatga taaaggttta gcgaaatata tgagtattgc
  4810981 tggaattggt gcaggactat tattatctat tatttatgtc atacttggat atgttggttc
  4811041 aatgagtggt tcattgggga catttgataa tggcgcgcaa gtgttagcac aagtaatgac
  4811101 tacactattt ggacaaggtg gagtcgtttt attaggactt atttttacga tcgcatgttt
  4811161 atgtgtttca atcggacttg ttacatcgtg tagtcaattt ttcgcaagtg catttccgaa
  4811221 agtagcatac aaattttggg catttatctt aagttttgtt agtatgattt tagcaaattt
  4811281 aggattaaca caaattttaa aagtatcggt accaattctt ggatttattt atccggttgc
  4811341 attaacgctt attattttag ggttattcca gaagtatatt ggaaagtatg catacgtata
  4811401 tgcagtgaca gttgggattg tagccgtatt tagtgcaatc gatattttca ataaaaatgt
  4811461 aatgttgaat caatggacat cagtattaaa gtacattccg ttttatacag aaggtgtagg
  4811521 atggattgtt ccagctatta taggtgcttg tattggtgtt atcgttagtt ttgttttcaa
  4811581 taagaagaaa taagtaagag gtgttttcct atttcggaaa acacctttct tttttttgga
  4811641 aaaatagtat tgaaaatgaa tagactaaga gtatgataaa ggtaattggt aatatatagg
  4811701 ttttgaatga atgatgaggg gggaacgtat gaaggaggat ttgaataaga aaatagaagc
  4811761 gctcgaaacg acaattgaaa cgatgcaaga agcacttttt gaattgaaag caaaacaaag
  4811821 agaaatagaa gtagaaaatg ctcagcaaca tgttagtaag gaaaagaaag aatatattga
  4811881 aacggtgata gaggaaaaac aaaaagaaga agtagttaca ataaaagaac ctgtgcaaga
  4811941 acgtgaggta aaacaagtag atatatctgc ttttaaacca gaaccattta atattattaa
  4812001 gttttgccaa acgtggttgc cacgtatttt tgtaggaatt atgttacttg gagtaatctg
  4812061 gttatttaaa gcaggggtag atgctggact attaacacca gcaatacgaa ttgtgtttgg
  4812121 tattgtccta tcaatgggtt tttattatat aggggatatt caaattaaac gagagcggca
  4812181 agcgttaggg ttagtattag caggaggaag tattacgggt atagttttaa cgacatttgc
  4812241 ggcacattat ttatatggct ttattccagc aagtattgca tttgtgtgta atattgcatg
  4812301 ggttatttta ggtatttata tagcgaagag gtatcaatca gaatatctta ctatcttcgt
  4812361 agccgtagga gccttctttg taccattctt attaaatagt acaactccta atccgtacat
  4812421 tttctttgga tatgagacga tactaacact tagcttatta tggtatgcgt tgaaaaatcg
  4812481 ttatcagtat ttatatatga tttcttatgc ggttgctgct attgttcttt ttgtcttctt
  4812541 tgctgttatg tcaatgttag tagaggattt acaagtacag ttaacagtag tttatggttt
  4812601 aattcactta ctattatttt ggcatatgtt tacagagaga agttttatag tagagccacg
  4812661 cttggcgata tttagtgcga atgcagtttt ctttatatta gctatttcaa aaatacttga
  4812721 atttacaaca tggggattaa tgataagtgc actcgtacac gctaatatgt tcgtgtttga
  4812781 atataggaag aatcgacatt ctacgtttac aaatctttta tttggtttcg caatgggggc
  4812841 atttagttta gcgattttat atgagtatag tttagtgaat gcagcgattg tactattatt
  4812901 acaaggtttc ctcggtatgg tgacttctat taaaggaaaa caacagataa aattgtatgt
  4812961 gagtgcgacg gtttacgcaa ttggaatgat acagactatt tttagcccgt ttgatcaatt
  4813021 tatttcggca ggctttgttg ctcatcttat tttaatagga acgttctatt attgcatgag
  4813081 acaagcgaaa gatgtattag cgagctttgg caagtatgtg tattctatag cactctattg
  4813141 gtttatggtg attgtattta ttacaattac tagaatcggt gaagttttgt ccacagatgg
  4813201 aagcataatt agcgtatctg tatcgttatt atggatggta tatgctttat ttgcagtttg
  4813261 gcttggacgg aataaacata tgaatgaaat attgtatgct ggattaatcg ttttagttgt
  4813321 aacgataggg aagctattcc ttctggacct accagaagta tcgatgatga tcagggcggt
  4813381 gttattctta atcgtaggta gcataggtat cgttatttca agaatgtttt tctcaaaaga
  4813441 agagaagtag aaagaaggca atccatatcc ggattgcctt tttcattatt tcttattaat
  4813501 cgttacagtc tcactatatt tcgctgttgt attttggcgt agacgaagtg ttgcttgtcc
  4813561 agttgtattt ggattgattt gtacgttcac aattttttca gcagaaccta agctgtttgt
  4813621 tgtgaaagaa aaagcactgc tatatccgaa agtagatggc caagtaccat ttgtattttg
  4813681 aacttttgct acttgtgtac cgccagtcgt gaagatacct aaagaataat tatcgtatgt
  4813741 cgtgttaggt aataagttat ttacttgaat tttcatttgg aacacttcat tgtttggtag
  4813801 aatgctaggg tgtgtaacta cgtagtcatt tgctgttact gcaccgttat agccatatga
  4813861 accaggttta aaagtattgg tattaaacca ttgataacct gcatttggtg cactccaagg
  4813921 ttcaggttgt ggttcagttg ataagcttgg ttgctcaaat gtttgtaaag tggtaggtaa
  4813981 atcaagttgt aaaccattta cttgatctaa acttgtaaat gtttctttat tcgatagcca
  4814041 atttacgata ttttctagta aaatcgcatc gttttcttct ttatatccat cgtaagtttt
  4814101 ctttgtttga ccagaatctt cacgaacgta ttttggcgta gcatcttcaa caggagaaga
  4814161 gtctccaata aaggcagctt ttccaagtcc tacttttgcg atagcagcat aaggaccttc
  4814221 tgcaacacca ccgccgttat aaacaccgct atcaacagca ttattccatt ttgatgggtt
  4814281 ttctggaaga taaacgagcc cttttgctag ttttggattt gtaatggcta aagtagaacc
  4814341 agcatgcatt gctacagatg aaaccccttc tgtaattccg aatgattgtt caggcgacac
  4814401 aatattttta gctgcaacat cgccaattgc attatagcgg aagcgaatac cgaagttgtc
  4814461 agatagccaa tcagagcttt ctactccttg catagcttgt gaattggctt cttcgttaga
  4814521 cattcctttt gctggattat cccaagcacc gcgtctatat ccgttaaata cttcagaaga
  4814581 gtcccagcga tttttattac gatctgcatt ataatgatcg gcaatgaaga aaatactacc
  4814641 gccatttttc acgtattgta acatagcatc ttgttcagat tttttgtaag gaatatttgc
  4814701 ctctggaacg ataaacacat tgtagtcttt taaatcttcg tatgtaattg gtgttgattt
  4814761 acgtagttct tttacatgat agccgttttg agcgatacca tttccgaaat cagaaaagcc
  4814821 gccatcaata acccagtcag ctgtaccagc agtttgaccg tgtgtattat cgaataatac
  4814881 tttcttccca ttattttggt ttacaacttt tgcagcaatt tcaggagctg ggtctacaga
  4814941 gctttcggca taagtagacg gtatgaacga agctcctata cttagtgtaa ttgctgttgc
  4815001 taaagaaaat gtaatccatt ttttattctt catagaagaa tccacctaat aataaatata
  4815061 tgtgctttaa taatgtaatt tatttttctg taaaaataaa gacggaaaac ataaaaaata
  4815121 ttaaaaaatt gtaaaaatac cgtgaaattt gttgagaaat atttatatag acataaaaac
  4815181 atcccttcca atcaataagg aagggatgtt ttgtttaact aatttttgaa ttaggtgttt
  4815241 catcaatctt atgaaaccct ttcatgtagt acacgatagc taagccgata agccaaatag
  4815301 gaccgacgat taatgcgatt cgtgtatctt ctgaatacgc cattatacct aatactagta
  4815361 caaggaaagc aagtgagaaa tatgaactta atgggtataa gggcatttta tacgataact
  4815421 tttgtctgtt ttgcgttggc aaacttttac ggaatttaat ttgagcgact aatatgattc
  4815481 cccaagtcca aatcgcgccg aaagtggaaa tactagtgag ccatgtaaat acctttgcag
  4815541 gtacgagata gtttaatata acgccaatga gtaaaacgat cgcagttgct acaattcctt
  4815601 gacttggaat gccattttta tttaaacgac cgaatctttc aggtgctttc ttttgctgag
  4815661 ctaatgtata tagcatacgg cctgtactaa ataaaccacc attacaagat gaaagagctg
  4815721 ctgttaatac gacaaagtta ataatccctg ctgcttttgc aataccgatt tgttgaaatg
  4815781 ttaatacaaa tggacttcct ttctcaccca gttcgttcca tggataaatt gccatcataa
  4815841 cgaatagagc tccaacgtag aacagtaata ttctccaaaa tacgttatcg attgcttttg
  4815901 cgagtgtttt cttcgggttt tgagcttcac cagctgtaac accgattaat tcaacgccta
  4815961 aataagcgaa taataccatt tgcatggaga gtagtaaccc agaaaatcca tttggaaacc
  4816021 agccaccatg tgaccaaagg tttgaaatac cggtggctat tccgccattt ccgaatccga
  4816081 ataaaataat accagctcca actactatca tacagataat tgtgacaatt ttaataagag
  4816141 caaaccaaaa ttcaagttct ccaaatactt ttacggataa gaagttgaaa gcgctcatta
  4816201 ataataaagc gagtagcgcc caagtccaac gcggaatatc tgggaaccag tactgcatgt
  4816261 aaatgccagc tgctgtaatt tcagccatgc aagtaacaac ccataagaac cagtagttcc
  4816321 aacctgtaat ataaccagct agcggtccga gataatcata tgcatattta ctaaaagagc
  4816381 cggcaacagg ttgttcaatt gccatttctc cgagcgctcg cataatgaaa aaaataacga
  4816441 gtccagcaat catatatcct agtaaaatag agggcccagc tagtttaata gcagaagcag
  4816501 atcctaaaaa tagtccaacg ccaatagctg aaccgagtga cattaaagta atatgtcgtt
  4816561 cttttaaacc gcggtttaaa gttccagatt tgtttgagtg ttgcataaga agaatccccc
  4816621 ttgtagagtg aacgatgttt gaatgcgctt actaaatatt taactatttc aaattataaa
  4816681 acatttctat ctgttatgct acaaaaataa tcataatgaa ctgtactaca tctagacttg
  4816741 tcagacttaa acttaaaatt cgaactatta gagaatatat tgactcttct ttttattgat
  4816801 tgttaagatt aagtattata ttttctcgca tactagtaag aagagaatgt gtgataataa
  4816861 ttcaggtgta ggaagggtac ataagcatgt ttcaattaca aaaatataac acttctgtga
  4816921 agcaagagtt tttggctggc atcacaactt tttttacatt tgcgtatatt cttgtcatca
  4816981 atccgaaaat attatctgat gcaggtgtac catttgacca agcgtttaca gcaacaatta
  4817041 ttgcaactgt tgttggaaca ataggtatgg cgatttttgc taattatcca attgttattg
  4817101 ctccagctat ggggatgaac gcatactttg cgtattctgt tgtacagaaa gcagaaggga
  4817161 ttacatatgt aattgccttt tcagcggtat ttgtaacagg gattattttt cttttattat
  4817221 cttttacttc gtttaggcaa aagttaattt tagcaattcc tgatagttta aagcatgcaa
  4817281 ttgcaggtgg tattggacta tttattgctt ttattggatt acgccttttt ggaattatcg
  4817341 ttgatcatcc atcaaattta gttacgattg gtgattttca ttctccagcc gttattttaa
  4817401 ctcttattgg tttaatatta gcggcggtat taatggcatt gcgtgtgagc ggtgcattat
  4817461 ttattagtat gattgtgaca ggagttatcg ccttttttac agggcaactg aagttcacgg
  4817521 ataaaattgt tgcgatgcct catttaccag agggtattat cgtttcaaac ccaatcaatg
  4817581 ccttttcaga tgtaattgag tacggcttat atggtgttgt attttcattt ttacttgtac
  4817641 tgttatttga tacgacaggt gcattacttg gattaattaa acaagcgggt ttaattacgg
  4817701 ataatacaga gaaacgtttt ggtaaagcgt ttattgcgga tgcaattggc ggtactacag
  4817761 gctctatctt tgggacaagt ccaacagcag cgacgattga atcgtcagct ggtattgctg
  4817821 caggtggtaa aacgggatta acaggtattg tagtagtcgg cctaacgatt ataacggcgt
  4817881 ttttcagccc tgttattgct tctttatcaa gtgtagctgc tattacagct ccttcattaa
  4817941 ttattgtagg tagtttaatg gcacaaagta ttcgtgatat taattggaat gaatttgaag
  4818001 atgcattacc agcattttta attttcgttg gtattccgtt aacgtctagt attgcgaatg
  4818061 gaattgcaat tggattttta gtgtatccag tcttgaaaat tgtgaaaggg aaagggatgg
  4818121 aagtacatcc attactatac ttatttacaa ttttatttgg atgtcattta ttcttataat
  4818181 ataggagagg gggcttctta tgaggggctc cttttttgtg tataataaag tgaaacttaa
  4818241 attagtaatg tgaaatataa attacttatt ggaatatata tgttacaata aaggcagagg
  4818301 aggaacatga atggctgtaa gtaaaataaa agtcgcgcgt gttcagttag atttaacaca
  4818361 gcaacaatta gcagaaaaag taggagttac aaggcaaacg attagtttaa ttgagaaggg
  4818421 caaatacaat ccgtctttag atttatgttt gaaaatctgt tatgcagtag ataaaacttt
  4818481 gaatgatttg ttttgggagg aaaaggagtg attcgatgaa aatcgtgaaa gatgaacgtt
  4818541 taatgattga ggggttaaaa catattagat tagttttcat cttacaaaat atctttatac
  4818601 taggtattgt tttttatcgc tacgttttgc aagatgcagg atatgaaagt gtttcggatt
  4818661 tattaatggt atttatgggt gggattgtag ttattaactt tttaaatctg aaaaattcag
  4818721 tggaagtgta tgagcataca gggggagtat cacgtagcta tttcatgaaa ctattattag
  4818781 tgcctgtaag tattgttatt gggattttag ctatttgtat cgttgtaaca ccagatattt
  4818841 cgataaagga aattagtatg acaggactta ttatgtttgc ttgtttttta gttcctagtc
  4818901 tgtttatata catatatatg aaaaagataa aaagtgaaga ttgaaatata agaagagctt
  4818961 tcctgttgcg gagagctttt cttatatcct tttatatagt actttatgaa ggccgatcgg
  4819021 ttcgatttca aagatttccc catgttcctg gaagcctaag cgtttgtaat agttagctac
  4819081 agtaactcgg ccattacacc ataatatatt tgcttggcgc tcttgtaaga tttgttccgc
  4819141 cttctgaatt aaggagcttc cagcgtggtt gtttcgaaat tcaggtaatg ttgccattcc
  4819201 tcgtagacga taatgcatac ctgcttgtaa gtcaggatgc atttcctttg agaaagaagc
  4819261 gatactaata agtttatcat ttataaatgc gcctaagtga aaggtatctg tttcatagtc
  4819321 ggaagagtat ttacaatctg ctaatgtttg actcgagcgt aaaatttttt gacgtaatac
  4819381 gtaagtttca gatccatcaa tatttttcac ggtaatcata ttaacatcct ttcttataaa
  4819441 gctttttctg ttaattgtat aaagaaatag gcaggtgcgg cgaaaagtcc gagtatgcta
  4819501 gcagttccga gaaggagtga aagtaagagg caagagtact ttattccatt cgactttttc
  4819561 catccataac tacaaatttc aatgctaaca ccgatgagaa taatggcaac gagtatttct
  4819621 gctaataata agagagctaa agttataata gacataatgt aatccatcct cataatatgt
  4819681 gatagtaaca ttttaccata tggaatggga aaaaatgccc cttaattatg taaggggcat
  4819741 ttttctattc taatatgctt tttagtgtat cgatatgttc tttcgagcct gttacaagta
  4819801 atgtatcacc gtgttgtagt cttgtatcac catgcgggat taatgcttta ttcccacgat
  4819861 aaatttgaat gactagtaca tcgcctaaaa acggaaggcg acgaagtgca acgccgttat
  4819921 atttattgct tcgtagttca acttcacgga ctgtttcgtt tgctgttgta attaagcgaa
  4819981 cgagactcgg tttatcaatt aatgcacgta atagaatacg tgtagagtta atggttgaga
  4820041 atacggcgat atgttcctgc gttgcttttt cttgtagaag cggatcttct acacttgcaa
  4820101 taacatgttc aacacctagt tcttttgcat gttctgctaa tagtaagttt tgttcatcat
  4820161 cgcttgttgc aacaacaacg cggtctgcat gaaatgctgt ttgttcagtt aatgatgcaa
  4820221 ttgtgatgtc atctaatttc acaataggga agtcgtgcga tttcgcttcc tcatcattta
  4820281 ttttattttg acgcatcata tatagtgtta cgtcataatc ttctcgtttt aaatcaagtg
  4820341 ataacggaag ggtaattcta ctcgcaccaa taattgaaac ttttggtttt ggtgtttcca
  4820401 cttttgggaa catcttttta aataatatag gtgcgaaaat acaagtaata actgcgctta
  4820461 aaataaggga ggcagataaa cttggactaa tgattcctag tttttcacca atttgtgcag
  4820521 ctgcaataac taaagaaagt gtcgatgtta ataagatggc acttcctagt acgatattac
  4820581 gtggatacca ttttcgtaag acgagtgatg gtatcagttt tgaaataaag agtcctacaa
  4820641 ttaaaattgg gatcatgagc atgctagaag gttctttgaa aatagaccaa acttctaaat
  4820701 ttacaccaac cattacgaag aaaataggaa tgaagaaacc gtatccgata gaatccagtt
  4820761 tttcaaccat atcttcattt ggtgataata atgatacgag tacacctgct aagaaggcac
  4820821 ctaaaatatt ttcggctcca acggattcag ataacccaac taatattaag atgagtgcaa
  4820881 aaacagctct tgtatcaatt tgtacactac cagcttttaa gctatctaag tatggaatgt
  4820941 ttttaaaacg ttttgcaacg aagtaaataa caataccagc gccgaataga agaagaagga
  4821001 gccacatgct ttggccgctt tcggaattta atccgacgaa tacagcaagt aaaatcattg
  4821061 taactaaatc cgcaataaca gcgaccaata aaatgatttg tccaattgct gtttttccta
  4821121 ggttattctc ttttaatgtt ggtacgacaa cacctaaaga gattgttgaa ataattaaag
  4821181 tcataaacat tgcattatct acaaatccta accatacgaa tagtaatgat agggcataag
  4821241 ataagatgaa aataaataag aagataacac ttgctgcttg gaatgtgttt ggttcgtttg
  4821301 tcgtattctt tttccctttt tgtttaaaga tagaaaaatc aatttctaaa ccgcttaaaa
  4821361 acataagaaa gataaatcct agtgtcgata agacttgaag ccacatatct ggctcaataa
  4821421 tattaaaccc acttttacct acaaagattc ctgcgatgat ttctgcaacg acgacaggaa
  4821481 gtgcttttaa tttaaagcgt tgtaacaaaa ggggaacgaa aaacgcgatt gcaacgacaa
  4821541 ccataagtga tagaacagaa gtatgatgtt ccattgcgtt ctctcccttc aaataaatat
  4821601 agtaactatt tagccatata ataggtagaa aagcaacgca tatggattcg atttcataaa
  4821661 gaaagagttt tcttaacatt tgtcataata agtatatttt tcatgattct gttgttaatt
  4821721 ccgtaatgtg ggtgtaatag ggggagggaa taaaaaaaga ctgctgagaa acctcagcag
  4821781 tctttttcat gtacattaca ttgagaagaa gatccataca gttaaaccaa ctgttgcagt
  4821841 tgcaacgaag aaactgtaaa tcatagtaag aatttgaact cttccttctc cttcttttaa
  4821901 atgcatgaac ataattaatt gtaacaacgc ttgcgcaaca gccattacga taatggtagt
  4821961 taggatcgtt gatagtggca ggtttgtgta aagtgccacg tatagagcta gaaacgttag
  4822021 tgcaagcgat aaaataaatc cgaaaacgtg tgaccaaggg aatccgctat gcgcatgccc
  4822081 gtttgcttgg ttgttatttt gacccattta cgccaccatc ccgttcaagt aaactagtgt
  4822141 gtaaataaag acccaaacta aatcaaggaa atgccagtat aagctgataa tgaatacttt
  4822201 acgagctgta actggtgtta aacctcgttt taaaatttgg ataataacac aaattgccca
  4822261 aatgataccg cctgttacgt gggctccgtg cgttccaaga agaacgaaga atccagatag
  4822321 gaaagcactt gtttgaattg ttgcgccttc accaatatac ataatgaact cttcaatctc
  4822381 gaagaatagg aagcctgcac ctaaaagtaa tgtaaggacg aaccatccaa gcattgcttt
  4822441 ttggttgtgc ttacgcattt cgtgaatcac gataccacat gtgaaactac ttgttaaaag
  4822501 tagtaatgtt tgaattaaaa gcgttttaag ttcaaacagt tgtgctggtg ttgggccatc
  4822561 tgccgtacga ccagcaagta ctagataaga ggcgaaaagt gttgcgaaca gcataatttc
  4822621 agccccaaga aaaatccaga atcctaggat attcaatctg ctttgttcgg attgatattc
  4822681 caaaggtaag cttttatcta aagccgccat atcatttcac ctctcatgct acatgttctg
  4822741 attttttaat ttcatcaaca ctaatatagt aaccttcatc gtaatcgaat gaacgataga
  4822801 ttaagcaagc taaaatacca atgccgccga ttgctgcaag ccagaaccag ctaaatacta
  4822861 atgcgaaacc tgcaagaccg aagaatccag acgcaataat aggcacacca gagttacttg
  4822921 gcatgtgaat tggtttgatg tcttctgctg ctggtgtaac tgtttctcca cgtttcttca
  4822981 tgtaccagaa agcatcagct tctttgattt caggaagttt cgcgaagttg taatgttgta
  4823041 caggagattg agttgcccat tcaagtgtac ggccgtccca tggatctcca gttgtgtcac
  4823101 gttcaccgtg acgagcactc caaattacgt tgtagcaaag aagtaggaag ccgataccca
  4823161 tcattaccgc accaacagat gcgatttggt ttagccatcc ccatccaaga ctttcagagt
  4823221 aagtgtacat acgacgagtc ataccgtcta aacctaagaa gtacattggg aagaaacaga
  4823281 tgttgaatcc gctcataaag atccagaatg tccatttacc taggcgttca tttaacatat
  4823341 gaccagtcat ttttggatac cagaatgtga atccagcaag catagcgaat actgtacctg
  4823401 cgatcaatac gtagtggaag tgagcaatta ggaagtagct gttatggtac tgataatcag
  4823461 ctgctgccat tccaagcata acccctgtaa ctccaccgac tacgaagttt ggaataaatg
  4823521 ccaatgacca aagcattgga actgtaaaac gaatacgtcc tttatacagt gtaaacaacc
  4823581 agttaaagat cttaacaccg gttggaatcg aaatcgccat tgtcgaaatc gagaagaatg
  4823641 agttaaccgc tggacctgca cccatcgtga agaagtggtg aagccatacg acgaaactta
  4823701 gtaaagaaat tgcaaccatt gagtatacca tcgcactgta accgaataga cgcttacgtg
  4823761 agaatgtact aatgatttca gagaaaatac cgaatgccgg taaaataacg atatatactt
  4823821 cagggtgacc ccatacccag aataggttgg cccataacat tggcataccg ccgctcgcca
  4823881 tcgtaaagaa gtgagcatcg aatagacggt caaatgtcat taatgcaaga gcaactgtta
  4823941 atactgggaa agcgaaaata atgataattg ttgtaattaa gattgaccaa gtaaacattg
  4824001 gcattctcat taaagtcata ccaggtgtac gcatttttaa gatagtaaca aggaagttaa
  4824061 tacctgtcat taacgtaccg agacctgaaa tctgtaatgc aattgcgtag tagttatttc
  4824121 ctacaccaga agtaaactct gtacctgcca ttgggaagta agaagtccac ccagcgtctg
  4824181 gagaaccacc gattacgaaa gcgatgttga ataacattgc tccgacaaag aataaccaga
  4824241 aacttaaagc atttaagaac ggatatgcaa cgtcacgagc accaatttgt aatggtacta
  4824301 caaggttcat taatcccata acgaatggca tcgccatgaa aagaatcata actgtaccgt
  4824361 gtgttgtgaa gattccgtta tagtgttcag cgtttaaata agttgtttct gggaatgtta
  4824421 actgtgcacg gatcattaaa ccgtccatac caccacggaa taacataata accgcagaga
  4824481 taatatacat ggccccaatc tttttatggt caacagttgt taaccattcg tcccaaagcc
  4824541 atttccattt tttatacttt gttagtacga aaatgattgc taatgtcaca agaacgatag
  4824601 aagcgtctgc accgtaaata atcgggtcac ctgtgacaaa gaattcatca agcttcactg
  4824661 tgttcactcc aatctgttgg aattatagct attatttttt gtttttgtag tagttgtaat
  4824721 cacaatattc aagtgatttt ggatctacat aacttaagtg atggctagag aatgtcatac
  4824781 gaccaactac accaggttta acaatttcgt tgtacttatc ttctgttagt ttaggagcag
  4824841 tttgttgtac ttctttaacc cacttgtcat atttctcttt agtttttgct tcaacttcga
  4824901 actccatgtg agtaaatcct tcaccagaga agttcgcgct acggcctagg taagaacctg
  4824961 gcttatcagc ttgtaaataa aggtccataa tcatgccatc cattgtgtac ttcataccac
  4825021 caagttctgg tacccagaaa gcattcattg ggccgacaga agtcagtttg aattgaattg
  4825081 gtacaccagc tgggatgttt aaatagttaa cggtttcaat tttttcctct gggtaactga
  4825141 ataaccattt ccagtttgca gatgtaacat aaatctccac tggtttaata tgtttggact
  4825201 ctttcggaac ctcttccgaa gcataagttg tttttactgt tggaatcgat aatgcgataa
  4825261 cgataataac aggaacaagc gtccaaatga tttctaataa tgtgttaccg tgttgttcag
  4825321 gtggctcata gtccatattc tctggttttt cacgataacg aatcaagatg actgtaaaca
  4825381 agatgaatac aattgcgata attaatgaca taagcaagaa tgaccaaaca attaaatcat
  4825441 actgtgcttt tgcaacaggt ccttgcggat ttaatactgc gagtttttta tcacagccac
  4825501 cgaggaacag aagtaatgat aacggaagaa gcgaagccaa cttccaaaac gctttcttta
  4825561 gttgcacgat tgaaaatctc ctttctcctt ggattgaaac tatgccaata aaacaatata
  4825621 aacctattaa tttatagaag gcaatagttt ttgagatatt gttaaaaaat agacacaaat
  4825681 gcacactttt taaggtgaat atcatttgta acttgattac attgtaaact attttccaga
  4825741 gaaaaatgcg attgtgaaaa ttttaagata aataaagtta taccaggata tccaagaaat
  4825801 agtaaaaagc tatcttatta taagaaaata gctgaatatt ttgtatattt agtttattct
  4825861 ttttgagata gtccgttgtt gttcaaatgt gacaattttt ttatacttca tttgatataa
  4825921 aatgcaacaa ataaccataa atggaatgcc gcaataaaga gcaattcttt gatcaggaat
  4825981 gaaaactaaa ctaacaaatg tgaacaataa ttcacagaat ctttctagca aactagtaag
  4826041 aagcaaggta caatgatagg aggtatgtct gtaaaataat aattaatgga gttttgttta
  4826101 aaatgaaaaa gttaaaatat ctttttgttt ttggaattat atttgctgcc gtgttcttta
  4826161 taggaaaaga taagattata caaaaggcac aagtgctacg cttagatttt ttatctgaaa
  4826221 tgaaagaagc ggctatgatt gaaaatgttc cgtttataaa gcagttacca gaattacctc
  4826281 gtggatgtga agtgacaagc ttagctatgt tgctacaata taaaggtgtg caagtagata
  4826341 agatgcaact tgctagtgaa attcatcgag ttccatttga acaagatggt ttgcgtggaa
  4826401 atccttatga gggatttgtt ggaaatattt atacgaaagc tgaaccagga tatggtgtgt
  4826461 acaataaacc tatctttaat ttagcggaaa aatatgtttc tgaaaaagta attaatctaa
  4826521 cagatagaga cgtgaatgat ttatataagg taattagttc tggttctcca gtatgggtta
  4826581 ttattaatac gacgtttaag ccgctagctg aaagtagttt tgaaacatgg aatacaagtt
  4826641 ctggtgaagt gaaaattaca tattttgagc atagtgtagt agtagttgga tacgatcaaa
  4826701 actttgtata tgtaaatgat cctctaaaaa ataatccgcg tttcgctgtt ccacgagcag
  4826761 agtttgagaa agcgtgggag caaatgggga aacaagcgat tactatttta taataatgaa
  4826821 aaagtcatca ttttgatggc tttttatttt taatcattta taatagaaaa ttcagaagat
  4826881 tcttttaaaa gttaacaatt cacgttataa taacatttaa cttggtgaag aaggggagaa
  4826941 gagaaatgga tgttgcaaaa gaacttgttt tgtcaaagga tcagttggtt gagtggagaa
  4827001 ggcattttca taagtatcca gagttatctt ttcaagaaga aaaaacatca cagtttgtat
  4827061 tcgacatact tcggaaaatc ccatgtttag aagtgtcaag acctactaaa tatagtgtaa
  4827121 tggcaaggtt gattggaaag cagtctggta aaactattgc ggttcgagct gacatggatg
  4827181 ctcttcctat tcatgaagaa aatgagtttg actttatttc tgcatatcca ggtgtaatgc
  4827241 atgcatgtgg ccatgatgga catatagcga tattacttgg agtcgtacat aagttagtag
  4827301 aagcaagaga gaagattaaa ggagaggttc gttttctatt ccagcatgct gaagaaaact
  4827361 ttcctggcgg agcagaggaa atggtcgcgg ctggtgtaat ggaaggggtc gattatattg
  4827421 ttggtgctca cctttgggcg tcattagagg ttgggaaagt aggtgtaatt tatggtcctg
  4827481 caatggctgc cccagatgtt tttaaaatta cgatagaagg aaaaggtgga catgctggaa
  4827541 tccctcatga aacggttgat agtattgcca tcggcacaca agtcgtttca caacttcagc
  4827601 aaattgtatc tcgtctcacg aatccgttag attctctcgt agtatctgtt acgcaatttc
  4827661 atgctgggac aacccataat gtaattccag cacaaacgga gattgaaggg acagtgcgga
  4827721 gtttaagaca tgagttacga gaagaaacag agaaaaggat tgaacagatt gtaaagcatg
  4827781 tgacggaagc ttatggagcg aaatatactt tttcttatga atatggatat cgtccagtag
  4827841 taaatgatta tgaagtgaca gagattattg agcaaacagc attacagctt tatggaaggg
  4827901 aacgagttac tcgtttacag ccgacgatgg ctggagaaga tttttcagcg tttttacaaa
  4827961 aagtaccagg gacattcttt tttatcggag caggaagtaa agagaaagga attatatatc
  4828021 ctcatcatca ccctcgtttt acgattgatg aagatgcatt accaattggc gtgcaagtct
  4828081 ttgtatcatc gattatgaat ttcataagta aaggagaatg agatgaagaa aatacacgta
  4828141 ttagcgctta ttccagtttt ttgtttagtt gttggccccg tatttgctaa ttcagttact
  4828201 ccttacatat tagggatgcc atttttatta ttttggatat tattatcagt gcttattaca
  4828261 tctctttgta tggggattgt atacgtattt gatcctgcta ataaggggga tgtaaaatga
  4828321 ccgcattact tatcattatt ttatttttgt ttctcgcact atttttggga attcgggcgc
  4828381 aacatggaaa agatatgaat ttagagcaat ggtcagttgg aggaagaggc tttggtacta
  4828441 tttttgtttt tcttcttatg gcaggtgaaa tttatacgac attcacattt ttaggtggaa
  4828501 gtggatgggc gtatagtaaa ggagcaccta ctttttatat tttaggttat ggtgcgttag
  4828561 cttatatttt atcttatttt ttattaccac cagtttggaa gtatgcaaaa gagcataatc
  4828621 tagtttcaca gccagatttt tttgtgaaga aatataagag tcaggcactt ggccttatcg
  4828681 tttctatcat tggggttatt tcgattatcc cataccttgt tttacagtta aaaggattag
  4828741 gaattatcgt ttcggaagcg tcttacggaa gggtatcacc agttatcgca gtgtggattg
  4828801 gcgcaattgt tataacgata tatgtaatgg tttcaggtat acacggctct gcttggacgg
  4828861 ccgctttgaa ggatattatg atcctgttta tcgttatgtt tttaggtata tatttaccgt
  4828921 accattatta cggaggattt cagccgatgt ttgaagctgt agaagcagca aaaccaggat
  4828981 ttttatcttt acctgatgaa ggaatgagca tttcttggtt tgtttctact attatattaa
  4829041 cagctctcgg tttctatatg tggccccata catttgcctc tgctttctct gcaaaaaatg
  4829101 aaaaagtatt tcgtaaaaat gcggccatta tgccactgta ctctttagtt ttacttttcg
  4829161 tgttctttgc agggttcgca gctattttgc aagttcctgg attaaaggga ggggatgtag
  4829221 acctttcgtt attccgtctg gctcttcaaa cttttgatcc ttggtttatt gggattattg
  4829281 gtagtgctgg agttttaacg gcattagttc caggttctat gcttgtcatg gccgcttcta
  4829341 cattattagc gaaaaatatt taccgaacaa tggtcccatc tgcctcggat cgacaagtgg
  4829401 caaaagtagc gaaattattt gttcctgtag taacgcttgt agctgtttta tttactttta
  4829461 aaggtggaga aacgatagga gcacttcttt taatgggata tagtatagtg acacaacttt
  4829521 tcccggcact tgtatgtagt ttgtttccac gtcagactat tacgaagcaa ggagcaattg
  4829581 ccgggatggg gattgggtta ttagtggttg cgtatattac tttatctggt tcaactatag
  4829641 ctacgatgtt tccgggtttc cctcaatata taaaagattt aaatgtaggt atagtcgcgc
  4829701 tgttaatgaa tatgattgtg atgtttatcg ttagcggatt caccaaaaat gtatctataa
  4829761 agaaagacaa tataatagta gaaaagtaat tcgtatgcta gagctatctt tgaaaagaga
  4829821 tagctctttt tttgtatata ttttcttcta ttagcggaat ctaactaaaa acttgttgaa
  4829881 aaggaagtta ggtgggggat ttgttagagc taaaaggtaa cttatttgaa gttatgaaaa
  4829941 aaattagaga tgagttaggt tcgcctaatg atttgacaat tagggaagtt gcccttgctg
  4830001 gtagttttac acgttgtgct gttgtctttt tatgtgggtt aacagataag gataacgttt
  4830061 ataaatatgt agttcgtacg cttcaatatg aagagataca aaaagacgaa gctgttgttc
  4830121 aaacattatt agatcgcttt atttctattg cagaagttgg taagaagaca acatttccgg
  4830181 acattataaa tgcgatttta gcgggagata cagttatatt aattgataat attcaaactg
  4830241 ctatcgtgat taatagtaga gcttgggaaa aaagaagttt agaatcgcca gtaacagaag
  4830301 atttaatacg tggaccgagg ataggattaa atgaagatat taacgtgaat aaaatgttaa
  4830361 ttcgccgtag tttacgtgac ccaaagctga gatttcaatc ttatattatg ggaaagagat
  4830421 cccaaaaaga agtgacttta gtatatatag aagacatcat taatccttac attgtaaaag
  4830481 agctagatcg gcgtcttcaa tccatagtga cagatgtcgt ttttgagacg ggtacaattg
  4830541 agcaattaat tcaagataat aatttgtcac cgtttccgca gtttttgaat acggaaaggc
  4830601 cagataatat tgtggcctca ttagcgaaag gaaaggcagc tattttggtg gatggatcac
  4830661 cgtttgccct tatagctccg ctagtatttg ttgatatttt tcaatctgtg gaagatcact
  4830721 atgagcgttg ggtaataggg actttattaa gaattttgcg gatgggttct ggtatagttg
  4830781 caattttaat gccggcgatg tatgtagcgc tcgtctcata tcaccaagga cttattcctt
  4830841 ctaaattggc ttattcgatt gctggagcaa gagaaggtgt tccttttcct gcctatattg
  4830901 aaacgttaat gatggcatta acgatggagt taatacgaga agcaggaatt aggttgccga
  4830961 aaccgatggg acaaacaatt gggattgtag gtggtcttgt aattggagaa gcagcggtga
  4831021 atgcaggaat tgtaaatcca tttttagtta tcattattgc ggttacagct attgctacat
  4831081 tttcacttcc agtgtatagc atcacaatta cgtttcggat tttacttttc gtctttgtat
  4831141 tagcagcaac ggcttttgga ttgtatggaa tcattctagc tcttattgcg cttgctgttc
  4831201 atattacaaa tttaacaagt gttggtgtac cgtatacaac tccaattgct cctgcatttt
  4831261 ataaagattg gaaagaagag tttattcgca tgccaaaatc aatgttgaaa gagagaccgg
  4831321 aatatttaca aacgaaagat tctacagtac gtccaaagga gcgagaataa ttgaaaccat
  4831381 ttgagtatgg cgatgaagaa attggatctc gggaaattgg gtttgcggta tcatcgacca
  4831441 ttattggtat aggcgcatta tctatgccaa gggatattgc aaaccaaact ttattttcag
  4831501 atggttggat tattttgctt ttgggtggat tgatatgtgc agttttaggt tggtttgtaa
  4831561 cgagggtggc tattttattt ccaaaacaaa actttgttca atatacgagt gcacatttga
  4831621 caaagccagt agcatacacg attagtatgg ttttagtatt aacgtttgct gctttgacag
  4831681 catatgaatc acgaatgatt gccataattt cgcaaacgta tttatttagt gagacaccgg
  4831741 tacagttact atcttttttc ttcttattag ttgttatcta tggaatagca gggtcgagag
  4831801 cagctttatt acggttaaat gttatgttct tacctattgt tttaattgca atagtgcttc
  4831861 tttctttatt aaatataaat ttaatggaaa taaacaattt gtttccagct ttccaaacgg
  4831921 aagtaagtca atacgctgtt ggagttaaaa attctatatt cacatttatt ggatttgagg
  4831981 tagctctgtt ttatgctgtg ttgttgaatg ataagacagc gaaaaaggca ccaatggcag
  4832041 ttgcgaaagc agtgatagta aatgtcctct catacatttt aatttatgta acttgtatta
  4832101 gtgtttttac gtatatgaca actcgtggat tgacatatcc aacaattgaa ttagggaaag
  4832161 aaattgaaat tggtggaggc tttttagaaa ggttcgatgc aatttttttt acgacttgga
  4832221 ttattaccat ttataacact acagcaatgt attatgacgt cgcatcttta ttattttgtg
  4832281 ccatgtttcc gaaagtgaag aaacatattt ttattttcgg aagcgcgcct ctaattttta
  4832341 tgctgaatat gctccctggt aatttagata cgttatcaag ttacggaacg tatttagcgt
  4832401 ggatagatat ggggtttgtc gtattagctc ctttgctagt ttttattgta tataaaataa
  4832461 aaagaaggaa tggtagaaat gaaacacctt cttaaaatta taatggttat agttttagct
  4832521 ggatctataa gtgggtgctc tgaactagaa gaaatagaag aaagaggatt tgtagtaggc
  4832581 gcagcttacg atattgtgaa gaaaaagaaa tcaaatccga ttatgaaagg gacgtatcag
  4832641 atggtacttc ccagtaagtt agcacaacaa ggtggacagg gcgatggaga tagtgaaaat
  4832701 tatattaatg taagtgcgaa agcagatagc gtctttgagc aaataagaat aattgctaaa
  4832761 aaaattagtc gaacattatt ttttccgcat atacaagtca ttattttttc ggataaatta
  4832821 ctagcgaatc cgtatgtttt gcaaaatacg ttagatgtat attttcgtga tcatgaaatg
  4832881 agacgaaata ttcgtttgtt cgtttccaag aaaaatgcag aatctatttt aaaacagagt
  4832941 gcaaaacctg aaaacttacc ggcgcagtac attgatatgt tagctgaaca tcctccgaaa
  4833001 aacgctcaaa tgattgaggc ggcgagaatt ggtgaagtac aagggaaaat gatcgcagat
  4833061 cgaagttttg cattacctct cttaggatta actaaacaag gcgtacaaat ggaaggagcg
  4833121 gcattgatcc gtggaaagga taataagtgc gttggaactt tgagtggaga acaaacatta
  4833181 ggaatgaact atgtaatagg taaaaaaatt ggaggtttct ttactgttcg taaaaagaat
  4833241 cagctcatta catatgaaat tcataagttg cgccgaaaga tccaagtgtc tactgaaaat
  4833301 gctacaaaac cgaagtttga tattcatttg tccacagaag gcatattagc tgaattacat
  4833361 tttaatgaac cgaaacaagt gatgaatgaa aaatttttaa agaaagagat ttcaaaggaa
  4833421 atgaagaagc gtattgaaaa gtctatacag cttgttcaaa aaaaatataa ggtagatgta
  4833481 ttggaattag gagaggtata taagaggcat aattataaag agtggaagaa aattagtaag
  4833541 aattgggatc aaggccagaa ttattttagt aatgctgaaa ttaatgttca cgttgatcca
  4833601 acaattgaac attcaggttc agcattacca aagaaagtga agtaaggtga tggaagttgt
  4833661 ttactggatt gggaattagt tgcacaatat taatagcgat tcttccagga gccatatact
  4833721 ttattcataa gaaactcaca acgtatggag cgcagccttg gaatactgat gtgcaaaaaa
  4833781 agaaacctga atgatttcag gtttctttcg tgcaaagcat atgtgaaggg ggataccttc
  4833841 tatgtatgct ttgctttata caagccctaa ccaatgtacc aattgtgtag agaggaatgt
  4833901 cacaacaatg gcgataacgg tagggattgc aaacgataag aatgtccatt ttgcactttt
  4833961 tgtttcttta tatatgttaa ccagtgttgt tccgcacggg aaatgaagaa gtgagaacaa
  4834021 cattgtgttt aacgctgtta accaagtcca accattttct aagaataaat ttttaatttg
  4834081 attaaaatca tctatttcag ttaaagcccc ggttgataaa taagacatta ataaaattgg
  4834141 gataacaatc tcattcgctg gtagtccaag aatgaacgca gctagaataa agccgtcaag
  4834201 tcctaacatt ttagcaaatg gatctagaaa atttacaaaa tacataagta agcttgtgtc
  4834261 accgatgaaa atattagcaa gtaaccaagt taatgcagcc gcaggggcag ctacaacaac
  4834321 agctcgtttt aaaacgtaga ctgatttatc gagtgttgca cgcacaattg tattccaaac
  4834381 ttttggctta cggtacggcg gtaactcaag tgtgtagtga gttggaacgc cttttaaagc
  4834441 tgtttttgat agtacccaag aaacggttaa tgtcataata ataccaatta caaccattcc
  4834501 aactacaacg ccggcagtaa caagtgtttg catactacct gtataaccag cagccataaa
  4834561 taatgaggcc attaaaatta acataggcca gcgaccgtta caaggtacaa agttgttcgt
  4834621 taagattgca agcatacgtt cacgtggtga ttcaataata cgtgttgaca taatagctgc
  4834681 agcgttacaa ccgaatccca ttgccattgt taaagattgt ttgccgtgtg caccagagcg
  4834741 tttgaataag cgatccatat taaacgcaac gcgtggtaag tacccgtagt tttccaatag
  4834801 tgcgaacata gggaaaaaga tggccatagg tggtaacata acgctaataa cagcaccgat
  4834861 accgcggaat aagccaagta ttaaaatgcc atgtaaccat tcaggtgcat gagccgcgtg
  4834921 gaaccaagat gttaaatatc cttcggccca tccgaagaac tcagcaatca tatcagatgg
  4834981 cacgttagcg cctgcaattg taagataaaa aatgatagat aaaataccga gcataattgg
  4835041 gaatccccag atcggagatg tgaaaatttt atctagtttt tcagaacgat ataatttatc
  4835101 cgtatttgta tattgaacag attctttaca gatgcttgca gatgttcgat aaatatctcc
  4835161 gacaatatca tctcgtatat cttcttttga aagtgtttga gcgtgttgaa taatatagtc
  4835221 taatggaaga gccttactgg ctgagtgaga ttccattgat tacgacctcc cttacaagtg
  4835281 gttcgttatg atgtttttga agtgcagtta agaaattttt atctccatct aatatacgta
  4835341 acgcaatcca acgtgctgga tacgtatcac cgaatacttt ataaatttgt ggttctaatt
  4835401 ctcgaatcat attttcgatt ttttcactat aagtaacttt aattggtgtt ggaattagct
  4835461 ttttatttgc tactttggca atgacattta gtaaatgacc gatgcctact cggttacgag
  4835521 cagaaatctt aactacaggt acgccgagtg attttgctaa tttcttttca tctataacga
  4835581 tgcctttttt ctcagcttca tcaattaagt taatacaaat aactacgttg ctggtcatct
  4835641 ccatcacttg gagtgctaaa tttaaatttc tctccatagc agttgcatcg ataacaacta
  4835701 cagttacttc tggtttttca aatataatat aatcccttgc tacttcttca tccgcagaat
  4835761 tcgaatatag tgagtaagtt ccaggtaaat ctattaatgt atatttacta ccgttatgtt
  4835821 catattctcc ttcagctttt aaaacggttt ttcccgtcca gtttccggta tgttgtttta
  4835881 aacctgttaa agtattaaat aatgtactct tcccggtatt cgggttgcca gctaaagcaa
  4835941 tgcgatgttt gctcatctga aatcatctcc tattaatacc ccgaaaataa gggaactttc
  4836001 ttccttgcgt agtgcgatag ttgtgttgct tacttgataa gcgaccggat ctccaagtgg
  4836061 gctacgttgt aatactttaa ttgttgcgcc agggataaat cctaaatcta ataaacgtcg
  4836121 tttcatagtt ccttctaatt gtatcttctc aatttgtaca aactctccag tcttaaattc
  4836181 ggaaagtggt tttgtattag ccgataccat gaaagttacc tcatctctat attgttagtt
  4836241 tgagtttaaa aagtttcctt aggtaaactt tttgttagta atatagtaga ctacattgga
  4836301 tgatgctgtt aattggtact ttaaaaatat tcatttattt ttagaattgt tccaatttat
  4836361 ttagttgtac taaaaaatat tactgaaatt ctgtgtaatg tgtataaatg aggctcgtaa
  4836421 aagtaacgaa atacagcgta attgtaaatg tagctttaac taaaagggaa aaagagtgaa
  4836481 aaacatttac attgaattta cattgttaag agtaaattta cattatagtt taattagtgt
  4836541 ggattttgtt ggattcttta actataaatg ttgggattcc tagtttttaa ggattattat
  4836601 cgtcatttac ttaaaattaa aaattgctta acactcacat aatattattg tcctacaatg
  4836661 aatttgtgtt tgaaagaagt agacaaatgt gaaaagtgat aatccaaatg ggggtacaag
  4836721 acatggttat gaaaaagggt attaaatttt ctttagcagc tttagtggta gcgggttcat
  4836781 tagtgggatg tggaaaagca gaagagacgt caggtaaaga tgctaaagga agcgataatg
  4836841 caaaacaaga attgtcaggt acgatagcag ctgcaggctc tacagcactt cagcctcttg
  4836901 cagaggaagc tggaaagaaa tttatggaga aaaattcaaa cgtttctatt caagtgcaag
  4836961 gtggcggtag cggaactgga attaaccaag tagcttctgg tgcagtccaa attggtaact
  4837021 cagatgttcc atctgcagat aaaataaaag atgctgataa ggcaaaagaa ttagtagata
  4837081 acaaggtagc gggtattgca ttcgcacttg tcgtaaataa agatgtaaaa gttgataatt
  4837141 taacagtaca acaagtacaa gatatcttca ctggaaaagt aacaaactgg aaagaagtag
  4837201 gcgggaaaga tgaaaaaatt aacgtaatca atcgtccagc ttcttctggt acacgtgcta
  4837261 catttgaaaa aacaattatg aaagatgcga aaatcaatga tggaactggt actacacaag
  4837321 attctaacgg tgcagtagaa caagcgatta actctactcc aggttcagta agttatttag
  4837381 caatgtctta catggttggc gagaaaaaag gtgcgctaca aacagtgaaa attgatggtg
  4837441 ctgaaccaaa agttgaaaac attgcgtctg gtaaatatcc attctggtct tacgagtaca
  4837501 tggtaacgaa aggtgaggca aaagaagcaa caaaagctta cattgactat gtaaaaggta
  4837561 aagattttga aaagcaagta gaagatatgg gttatattcc aatgtctaaa ttaaataagt
  4837621 aataaaattt atggggctgg ctgcaaggcc agtcctgttc atttcaattt atgaagtggg
  4837681 gtctgtcctg tgatgaaggg gaaaaaacaa attaattacg tgaaaagtga atatatagga
  4837741 agatcacttg ttacgttttg tggtattttt attgttttag ttacattagc tattattgca
  4837801 tttatttgcg gtaaaggaat tcaatctttt acgcaaagtg gtatctcgtt cactgaaatg
  4837861 ttaacatcga caaaatggag tccaaatgct gatgagggaa cttttggggc tgtaattttc
  4837921 attgtaggtt caacggtggt ttcattgggt gcggttatta ttagtgcgcc aattgctata
  4837981 gctcttgcta tattcatgaa tttaatttcg ccgaagtttg gaaataaagt attgaagcct
  4838041 gttttagaat tattagttgg tattccttcg gttgtatatg ggttattagg ggttacgatt
  4838101 ttagtaccgc tattacgtga ttcgtttgga ggagtgggct ttagtttaat tgcaggtatt
  4838161 gttgtattaa gtataatgat tttgcctact attgctagta tcgcttctga tgcaatacgt
  4838221 tctgttccat ttgattattt agaagcttct tatggtttag gatcaacgaa gtggcaagcg
  4838281 attagccgag tgattgttcc tgctgcgaaa aaagggattt taacaggtgt tgttttaggt
  4838341 ttagcgcgtg cttttggtga agcgttagca gttcaaatgg taattgggaa cacgattaaa
  4838401 ttaccagaag gaatatatag tccgacagcg acgttaacag gtattttgac aatggacatg
  4838461 acaaatacat taaacggaac tgcttggaac aatgcgctat ggactttagc aatgatttta
  4838521 cttgttattt cattcctgtt tattttagta attcgagcaa ttgggcaaag aggtgagcga
  4838581 taataatgaa tgcaagaacg gtaaataaag tttggacagg tatcttttat gcgattgcag
  4838641 ctttagttgt agctttgcta gtgttcttag tgtttgagat tttacaaaag ggatggggtt
  4838701 tttgggatcc taatttcttg tttggagaac caagcaatac aagagctggt ggtgggattg
  4838761 gtccgcagtt attcaattct ttctatatgc ttgttataac gcttattata tctattcctc
  4838821 tcggattagg tgctggaata tatttagcag agtatgcaaa acaaggacgt tttttaaact
  4838881 ttgttcgttt atgtatcgag acaatggcat ctttaccttc tattgttgtt ggtttattcg
  4838941 gtttgttagt gttcgttaca atgacaggat ggggatacac agtaatgggt ggtgcccttg
  4839001 ctttaactat tttaaactta ccaggtttaa cacgtgtttg tgaaaatgcg atttcagagg
  4839061 ttccttctaa tgtgaaagag gcgagtcttg ggttaggtgc aacaaagtgg caaacaatta
  4839121 ctcgtattat tatcccgtcg tcactaccgc aaattattac aggtgttatt ttagcggcag
  4839181 gtcgtatatt tggtgaagcg gcggcattaa tttacacagc gggtttaaca tctccgattt
  4839241 taaattcagc agcggacttc tcaagtcctg ctcatccttt aaatccattt agaccagctg
  4839301 aaacgttggc ggttcacatt tggaagttaa attctgaagg gattatccca gatgcgaagt
  4839361 tgattgcgac aaaatctgca gctgtattaa ttattatggt attactattc aatgttattt
  4839421 cacgcttggt agcatctata ttacacaaac gttttacagg agcgaaaaga aaaagtaaaa
  4839481 cgacgaagaa ggtaaaagcg gcataagtta caaagaagaa ctctctattt ataagtaggg
  4839541 ggttcttttt gcgttttaat atagaaggaa aaggtatagc gattgttgaa tttgtaattc
  4839601 gttatataga taaagtgaaa ttttaaacag tggggtttta ctgctcacaa atagtgggat
  4839661 aaaaagatga aaatgaggga gtgggtttaa tttgtttttt ctgcaaatgt caggttttcc
  4839721 agggtcggga aaatccacag tttctaagta tataggggag ttaacaggtg ctataattgt
  4839781 agatcatgac gttttgaaat cggcattgtt aagatcacta gaagtgaaag gtattgaatc
  4839841 aacgattatt ggtggacttg cgtatgatgc tgaatgggca ttgattgatt cttatttaga
  4839901 acaagggcat agtgttatat tggatagtcc gtgtttatat gagggaatgg ttggaaaagg
  4839961 gattaaatta tcaaataaac atggtgttaa atataaatat attgagtgtt atctgaatga
  4840021 tatggaagag attaatatga gactacaaac acgtaagcgt ctggtcagtc aaattgaaaa
  4840081 ggtagagtcg gaagtagctt ttaaaaagtg gttagatggt ggtaaaagac ctctaaatag
  4840141 tgaatatctt attgtgaatt ctagtgaacc tctagagcgg tatgcagaaa aaatgatgga
  4840201 ttatatgagt aggtagagaa aaagcgttat cttcattcgt gaagataacg ctttttcatt
  4840261 taaatatcag gtgtttctgt agaagtgttt atttttctac gagagcgtct ttttctcccg
  4840321 attttatcta atagttcata cataactgga acgactacta atgtaagaac agttgaaact
  4840381 gccaaaccac cgataacaac aacggctaga ctttttgata ccatacttcc tgcttgtgat
  4840441 tggccaaata ggagtgggag catagcaacg attgttgtta tagctgtcat aataattggg
  4840501 cgtaatctag tggatcctgc ttctagtaag gcttctcttg tttccatacc atgttcccga
  4840561 ttttgttgca ctctttctat taatacgata gcgtttgtaa cgacaatccc gattaacatt
  4840621 aatgcgccga tcaaggaatt tacatcaact ggtgttcctg aaataattaa tcctaaaata
  4840681 ccgccgacag cagctaatgg caaggagaac aagattgcaa aaggagcacg cgcctgtccg
  4840741 aaggtaataa ccataattaa atatacaatc ccgattgcaa tccccataat cttgaataaa
  4840801 tctgtgaagt tctcttgcat agattcagtg gcgcctgcga tatttacttt ggctccgcta
  4840861 ggtaaatcta agtcggttat cgctttgttc acttctgcgc ttaccttact taaatcttca
  4840921 tttgaagctt ctgctgtaat ttgaatcgtt tcttttccat ctttatggaa gacttctgtt
  4840981 tggagttgtt tttctgaaat agttgcaatg tcttttaaag ggattggtcc attaataggt
  4841041 gatagtatgt ttgtgtttaa aatgtcttct tgtttagtaa tgctttcttt tttatgttct
  4841101 atcataatag tagttttttc attattgatt gacacttcac caataggtga tttcttcata
  4841161 aggaatgcca cttgttgagc tgctaattct ggtgttaatc ctagttgttc ggcctttgtt
  4841221 tgatcaacat ggatttgcca ttctttctta gagtcttcta aattcgtttt tactttagaa
  4841281 agatcatcca tgttttttag ttttgtttcg acgatagtag cagccttttt taaattcgtt
  4841341 tcgttagtgg ctgttacgtt gaattgcaaa ttattgccgc caccagagct tgaataactc
  4841401 gtttttatat aatcaagttc agcgggttca aaagcgttat gttctttttt taactcttta
  4841461 atatattgat caatatcaga gcctttcttg aagactacaa atatactggc aagattattt
  4841521 ttcgtcgttt gtccccattg tgcatcttct gcgctagatc ccattcgtaa aataacatcc
  4841581 gttacatctg aattagaaag tagcttcttt tcgaaatcaa aggctttttg tttttgtgtt
  4841641 tcaagagcgt aatcagctgg gaaagtcatg ttaatagata acattgtgtc gtcttcagat
  4841701 tttatattcg ctttcggtag tagtacatag gcggcaatcg atcctgcgaa taataaaaaa
  4841761 gaagtaagta gaataatgaa tttatgcgaa agagcccact ttaatgtagc gacatatcgt
  4841821 ggtgaagaac ttggcttttt gtgttttatt tttttgagta gtaaaaaagc cataagtgga
  4841881 acaactgtta gtgcgacgat taaggatgat agtatagaat atacaaccgc taataccata
  4841941 ggtaacatta attttccgat tactcctgat acgaggccga taggtaaaaa aacagcgacc
  4842001 gttgttaaag tagaagaagt aattgcgacg gcgacctctt tcgttgcatc gagaataata
  4842061 tctttagaga aatattcttt ttgtaaacgg cggaaaatat tctcaatgac aacgatgcta
  4842121 tcatcgacga gacgtccaac tgcaacggct aaaccaccaa gtgttagagt gttaagtgtg
  4842181 atgttagatt ggtgtagtaa aaagagtgtt aataaaatag ataatggaat actgacaaca
  4842241 gcgatgagtg tcgttcggaa gttacgtaaa aagattaaga taattagagt tgcagcaatt
  4842301 gctccaagga ttacttcttt tcccatacta gtaactgcat tttcaacttg ctcatgagtt
  4842361 gatgctaaaa gtttaataga aaactgatct ttatattgtt tacttatatc tttaattttc
  4842421 ttatcgattt cttttccgat tgcaactgca tttttacttg gttctttcat gatgattaat
  4842481 ccagtgcctt cttcaccgtt tatatgtgag attgtatcgt agtgttgttt aagttcaatt
  4842541 tgagcaacat cttgcaattt aacgtgaggc gcaacagtga tgtttttaat gtcatctaca
  4842601 ttttttatat ccccgatgac acgaaggtta tattcttctt tattaacggt aacagctcca
  4842661 gctggagtgg aagtttcttt tccttgtaaa acctttaata tttgttccgt tgttacgttt
  4842721 ttatccttta attggtttgg atctagtata atagataatt cagaagttga ttttccaaaa
  4842781 aacataacgt tggcaacgcc atcaatgctt tcgagttgtg gtacgatttc cttttcgatt
  4842841 tgtttttcat ctgcttttga aaatccgttt tgcttttgga ttgcaatttg agcgagtgga
  4842901 atcatagtag tatttaattg gctaactatc ggtttagttg catctttagg taatttaatt
  4842961 gtattaatgg ccttttcaac ttcacgtgtg gcatctttca tatttgcttt ggatgtatac
  4843021 gcgatatcga tacgcgatag tccctcgtgc gtggaagagg tgatgttgtc aatgtgttct
  4843081 aagttgcgaa attgtttttc aaggggatcg gttacttctt ttgtcattgc ttcagcgtcg
  4843141 agtcctggag ataaagttgt gacggtgact gcgggattat cgatgctagg taaaaattcc
  4843201 ataggtaatt tagagccgga ataaacaccg agtatggaaa tgagaaaaac catgatgata
  4843261 acagcggcgc ggttttttaa tgaaaacttc gttaacctat ccataaagta attcctccat
  4843321 tggtttattt atagttgagt acgtcctttc ttactatata acaaaaaatg gatatttttc
  4843381 attaattaaa tgtaaaaaaa ttctaacatt aattttaatt tgatgttttt attgagattt
  4843441 cattatttat tccgccattc gtagggcgat aagactctca tctgaaattg cggttggatt
  4843501 cgtgctttcc gtaaaaattc gatgggggag cgaatctatt tcctttttta gtgtggatgc
  4843561 atttgttttg tatagtatat tagttgatag agaagtgaat ggttatggac tttaatatag
  4843621 aagagaatga gagaagatag gaagggatta tggaatgtag tttggtcaat tagagtgtac
  4843681 tgatatacaa tttaaatagt tgttttccct agagcggggt gatgtgtatc tatatagaag
  4843741 aaactagggt gaatattttt ttgtgttttt ttaaaaaaac acttgttatt taaaaaccat
  4843801 gatggtatat taataaacgt cgctgatgcg gaaacgcaga aaacgacaaa aaagaaattt
  4843861 taaaacttag ttgacatcga aaaatgaaga tgttaatatg atgaagtcgc ttctgagcgg
  4843921 cggacaagtt ctttgaaaac tgaacgaaac aaacaacgtg aaacgtcaat ttttatttta
  4843981 gatgctagac aaactaactt tattggagag tttgatcctg gctcaggatg aacgctggcg
  4844041 gcgtgcctaa tacatgcaag tcgagcgaat ggattaagag cttgctctta tgaagttagc
  4844101 ggcggacggg tgagtaacac gtgggtaacc tgcccataag actgggataa ctccgggaaa
  4844161 ccggggctaa taccggataa cattttgaac cgcatggttc gaaattgaaa ggcggcttcg
  4844221 gctgtcactt atggatggac ccgcgtcgca ttagctagtt ggtgaggtaa cggctcacca
  4844281 aggcaacgat gcgtagccga cctgagaggg tgatcggcca cactgggact gagacacggc
  4844341 ccagactcct acgggaggca gcagtaggga atcttccgca atggacgaaa gtctgacgga
  4844401 gcaacgccgc gtgagtgatg aaggctttcg ggtcgtaaaa ctctgttgtt agggaagaac
  4844461 aagtgctagt tgaataagct ggcaccttga cggtacctaa ccagaaagcc acggctaact
  4844521 acgtgccagc agccgcggta atacgtaggt ggcaagcgtt atccggaatt attgggcgta
  4844581 aagcgcgcgc aggtggtttc ttaagtctga tgtgaaagcc cacggctcaa ccgtggaggg
  4844641 tcattggaaa ctgggagact tgagtgcaga agaggaaagt ggaattccat gtgtagcggt
  4844701 gaaatgcgta gagatatgga ggaacaccag tggcgaaggc gactttctgg tctgtaactg
  4844761 acactgaggc gcgaaagcgt ggggagcaaa caggattaga taccctggta gtccacgccg
  4844821 taaacgatga gtgctaagtg ttagagggtt tccgcccttt agtgctgaag ttaacgcatt
  4844881 aagcactccg cctggggagt acggccgcaa ggctgaaact caaaggaatt gacgggggcc
  4844941 cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg cgaagaacct taccaggtct
  4845001 tgacatcctc tgacaaccct agagataggg cttctccttc gggagcagag tgacaggtgg
  4845061 tgcatggttg tcgtcagctc gtgtcgtgag atgttgggtt aagtcccgca acgagcgcaa
  4845121 cccttgatct tagttgccat catttagttg ggcactctaa ggtgactgcc ggtgacaaac
  4845181 cggaggaagg tggggatgac gtcaaatcat catgcccctt atgacctggg ctacacacgt
  4845241 gctacaatgg acggtacaaa gagctgcaag accgcgaggt ggagctaatc tcataaaacc
  4845301 gttctcagtt cggattgtag gctgcaactc gcctacatga agctggaatc gctagtaatc
  4845361 gcggatcagc atgccgcggt gaatacgttc ccgggccttg tacacaccgc ccgtcacacc
  4845421 acgagagttt gtaacacccg aagtcggtgg ggtaaccttt ttggagccag ccgcctaagg
  4845481 tgggacagat gattggggtg aagtcgtaac aaggtagccg tatcggaagg tgcggctgga
  4845541 tcacctcctt tctatggaga attgatgaac gctgttcatc aatataagtt tccgtgtttc
  4845601 gttttgttca gttttgagag aactatctct catatataaa tgtatgttct ttgaaaacta
  4845661 gataacagtg tagctcatta ttttttaatt tttagtttgg ttaagttaga aagggcgcac
  4845721 ggtggatgcc ttgacactag gagtcgatga aggacgggac taacgccgat atgcttcggg
  4845781 gagctgtaag taagctttga tccgaagatt tccgaatggg gaaacccacc atacgtaatg
  4845841 gtatggtatc cttatctgaa tacatagggt aaggaagaca gacccaggga actgaaacat
  4845901 ctaagtacct ggaggaagag aaagcaaatg cgatttcctg agtagcggcg agcgaaacgg
  4845961 aacatagccc aaaccaagag gcttgcctct tggggttgta ggacattcta tacggagtta
  4846021 caaaggaacg aggtagacga agcgacctgg aaaggtccgt cgtagagggt aacaaccccg
  4846081 tagtcgaaac ttcgttctct cttgaatgta tcctgagtac ggcggaacac gtgaaattcc
  4846141 gtcggaatct gggaggacca tctcccaagg ctaaatactc cctagtgatc gatagtgaac
  4846201 cagtaccgtg aggggaaagg tgaaaagcac cccggaaggg gagtgaaaga gatcctgaaa
  4846261 ccgtgtgcct acaaatagtc agagcccgtt aacgggtgat ggcgtgcctt ttgtagaatg
  4846321 aaccggcgag ttacgatccc gtgcgaggtt aagctgaaga ggcggagccg cagcgaaagc
  4846381 gagtctgaat agggcgttta gtacgtggtc gtagacccga aaccaggtga tctacccatg
  4846441 tccagggtga agttcaggta acactgaatg gaggcccgaa cccacgcacg ttgaaaagtg
  4846501 cggggatgag gtgtgggtag cggagaaatt ccaatcgaac ctggagatag ctggttctcc
  4846561 ccgaaatagc tttagggcta gccttaagtg taagagtctt ggaggtagag cactgattgg
  4846621 actaggggtc ctcatcggat taccgaattc agtcaaactc cgaatgccaa tgacttatcc
  4846681 ttaggagtca gactgcgagt gataagatcc gtagtcaaaa gggaaacagc ccagaccgcc
  4846741 agctaaggtc ccaaagtgtg tattaagtgg aaaaggatgt ggagttgctt agacaactag
  4846801 gatgttggct tagaagcagc caccatttaa agagtgcgta atagctcact agtcgagtga
  4846861 ctctgcgccg aaaatgtacc ggggctaaat acaccaccga agctgcggat tgataccaat
  4846921 ggtatcagtg gtaggggagc gttctaagga cagtgaagtc agaccggaag gactggtgga
  4846981 gtgcttagaa gtgagaatgc cggtatgagt agcgaaagac gggtgagaat cccgtccacc
  4847041 gaatgcctaa ggtttcctga ggaaggctcg tccgctcagg gttagtcagg acctaagccg
  4847101 aggccgacag gcgtaggcga tggacaacag gttgatattc ctgtaccacc tctttatcgt
  4847161 ttgagcaatg gagggacgca gaaggataga agaagcgtgc gattggttgt gcacgtccaa
  4847221 gcagttaggc tgataagtag gcaaatccgc ttatcgtgaa ggctgagctg tgatggggaa
  4847281 gctccttatg gagcgaagtc tttgattccc cgctgccaag aaaagcttct agcgagataa
  4847341 aaggtgcctg taccgcaaac cgacacaggt aggcgaggag agaatcctaa ggtgtgcgag
  4847401 agaactctgg ttaaggaact cggcaaaatg accccgtaac ttcgggagaa ggggtgcttt
  4847461 cttaacggaa agccgcagtg aataggccca agcgactgtt tagcaaaaac acagctctct
  4847521 gcgaagccgt aaggcgaagt atagggggtg acacctgccc ggtgctggaa ggttaaggag
  4847581 aggggttagc gtaagcgaag ctctgaactg aagccccagt aaacggcggc cgtaactata
  4847641 acggtcctaa ggtagcgaaa ttccttgtcg ggtaagttcc gacccgcacg aaaggtgtaa
  4847701 cgatttgggc actgtctcaa ccagagactc ggtgaaatta tagtacctgt gaagatgcag
  4847761 gttacccgcg acaggacgga aagaccccgt ggagctttac tgtagcctga tattgaattt
  4847821 tggtacagtt tgtacaggat aggcgggagc ctttgaaacc ggagcgctag cttcggtgga
  4847881 ggcgctggtg ggataccgcc ctgactgtat tgaaattcta acctacgggt cttatcgacc
  4847941 cgggagacag tgtcaggtgg gcagtttgac tggggcggtc gcctcctaaa gtgtaacgga
  4848001 ggcgcccaaa ggttccctca gaatggttgg aaatcattcg tagagtgcaa aggcataagg
  4848061 gagcttgact gcgagaccta caagtcgagc agggacgaaa gtcgggctta gtgatccggt
  4848121 ggttccgcat ggaagggcca tcgctcaacg gataaaagct accccgggga taacaggctt
  4848181 atctccccca agagtccaca tcgacgggga ggtttggcac ctcgatgtcg gctcatcgca
  4848241 tcctggggct gtagtcggtc ccaagggttg ggctgttcgc ccattaaagc ggtacgcgag
  4848301 ctgggttcag aacgtcgtga gacagttcgg tccctatccg tcgtgggcgt aggaaatttg
  4848361 agaggagctg tccttagtac gagaggaccg ggatggacgc accgctggtg taccagttgt
  4848421 tctgccaagg gcatagctgg gtagctatgt gcggaaggga taagtgctga aagcatctaa
  4848481 gcatgaagcc cccctcaaga tgagatttcc catagcgtaa gctagtaaga tccctgaaag
  4848541 atgatcaggt tgataggttc gaggtggaag catggtgaca tgtggagctg acgaatacta
  4848601 atagatcgag gacttaacca tataatatga agcaatgtta tctagttttg aaagaatata
  4848661 aaaaacttgt tgactttcaa agttaaataa gttaaaatga ttcttgtctt aaatgaatac
  4848721 agtctggtaa tgatggcaga gaggccacac ccgttcccat accgaacacg gaagttaagc
  4848781 tctctagcgc cgatggtagt tgggaccttg tccctgtgag agtaggacgt tgccaggcaa
  4848841 aatggaggat tagctcagct gggagagcac ctgccttaca agcagggggt cggcggttcg
  4848901 atcccgtcat cctccaccat atatgtcgga ggggtagcga agtggctaaa cgcggcggac
  4848961 tgtaaatccg ctccttcggg ttcggcagtt cgaatctgcc cccctccacc attcttaatt
  4849021 aatgggctat agccaagcgg taaggcaacg gactttgact ccgtcatgcg ctggttcgaa
  4849081 tccagctagc ccagccatta agagccatta gctcagttgg tagagcatct gacttttaat
  4849141 cagagggtcg aaggttcgag tccttcatgg ctcaccattt taacaaaata tgcgggtgtg
  4849201 gcggaattgg cagacgcact agacttagga tctagcgcct ttggcgtggg ggttcgactc
  4849261 ccttcacccg cacttttaat aaaataactc atacatgtct tgcggaagta gttcagtggt
  4849321 agaatacaac cttgccaagg ttggggtcgc gggttcgaat cccgtcttcc gctccaattt
  4849381 tcaatatgac atgccggggt ggcggaacag gcagacgcac aggacttaaa atcctgcggt
  4849441 gggtgaccac cgtgcgggtt cgacccccgc cctcggcacc atatgcgccc gtagctcaat
  4849501 tggatagagc gtttgactac ggatcaagag gttaggggtt cgactcctct cgggcgcgct
  4849561 tttattaacg ggaagtggct cagcttggta gagcacctgg tttgggacca gggggtcgca
  4849621 ggttcaaatc ctgtcttccc gatattacca aaaacatggg gccttagctc agctgggaga
  4849681 gcgcctgcct tgcacgcagg aggtcagcgg ttcgatcccg ctaggctcca ctttatttat
  4849741 tatatgtctc ggatgtatac ccaagttcgg ctgaagggat cggtcttgaa aaccgacagg
  4849801 cggtgagaat cgcgcggggg ttcgaatccc tctacctcct ccattttctt tttaagtggt
  4849861 ttagacataa ataataaaat atttcttttt ccttcatgga ggtataccca agttcggctg
  4849921 aagggatcgg tcttgaaaac cgacaggcgg tgagaatcgc gcgggggttc gaatccctct
  4849981 acctcctcca ttttcttttt aagtggttta gacataaata ataaaatatt tctttttcct
  4850041 tcatggaggt atacccaagc tcggctgaag ggatcggtct tgaaaaccga caggcggcga
  4850101 gagtcgcgcg agggttcgaa tccctctacc tcctccattt tttaaatttt atattgtcgc
  4850161 ggggtggagc agcacggtag ctcgtcgggc tcataacccg aaggtcgcag gttcaaatcc
  4850221 tgtccccgca accaaaatgg tcccgtggtg tagtggttaa catgcctgcc tgtcacgcag
  4850281 gagatcgccg gttcgacccc ggtcgggacc gccatttatg ttggctcggt agctcagtcg
  4850341 gtagagcaga ggactgaaaa tcctcgtgtc ggcggttcga ttccgtcccg agccaccatt
  4850401 tttttatgcc ggcttagctc aattggtaga gcaactgact tgtaatcagt aggttggggg
  4850461 ttcaagtcct ctagccggca tcctttaggg gcatagttta aaggtagaac tgaggtctcc
  4850521 aaaacctcca gtgtgggttc gattcctact gcccctgtaa agtatatggg cctatagctc
  4850581 agctggttag agcgcacgcc tgataagcgt gaggtcgatg gttcgagtcc atttagaccc
  4850641 accatatatt attccgcagt agctcagtgg tagagctatc ggctgttaac cgatcggtcg
  4850701 taggttcgag tcctacctgc ggagccatgg cccgttggtc aagtggttaa gacaccgccc
  4850761 tttcacggcg gtaacacggg ttcgaatccc gtacgggtca taaaaaaaag agtcagcaat
  4850821 gtgctgactc ttttttattg tgcgtgaatc ctcctttatc aactgatttt cttgaaataa
  4850881 ataaataaat aaagggattt aggaaaagct atggtatgta taaaaaggag gagacaaaat
  4850941 gacacgagtg agagacgtta tgagtactca tattgtacag tgtacaccgc tagataatgt
  4851001 atatgaggct gctgtaaaga tgaaagaaga atcaattgga ttgattccgg ttgttgaaaa
  4851061 tgagcaagtt gttgggcttg ttacggaccg agatttagtt gttcgaggaa ttgctgagaa
  4851121 acatcctgga tctaataaaa ttacaaatgt aatgacaaca aacattattt cagttgctcc
  4851181 agatgattct cttgaaaaag ctacagagtt aatggcccag catcaaatta gacgattacc
  4851241 agtcgttgag agtgatcaac ttgttgggat gttagcgcta ggtgatttag ctataagaga
  4851301 atcagcagat gatcaagctg gatttgcttt aagtgaaatc tcggagcata cggaataaag
  4851361 caagacttta attagtggga taagttacgt ataaaaatca gatgcattat actagtatat
  4851421 agaattaagc taatatgtta gcatgatgta tctgagacat tatataataa gtatacagtt
  4851481 agtaatttcg acagtttatt taaatttgtc attcctaatt ttaaataaga gaaaaaatga
  4851541 tatactgata gatataagta ttatgttaga tttcgaatat aacaatattt attattaatg
  4851601 atgtaatgat ggattaatat ctcctatgta gacaaaaggg aaggggaatt atatgaaggc
  4851661 tgtacagcgc gatccaaatt ggaatttggt tacagataca tatatagagc caaataattt
  4851721 cgctgaatta ttttctttgc ttgtaccttg tcacccaaaa ggtgaaggga aagaacgaac
  4851781 tatattagtg tggaaagaaa aagaatttta taaagaagaa aatttagcgg catttatcgt
  4851841 atatggaatg aataaagcaa agaatttacc gcagtttcat aaagatgaaa ttccaacttt
  4851901 agtacgtatt cttcgcttat gccaagagat tggttggtat gaagaagcaa atacttttat
  4851961 ggtaaatcaa ggactagctg agtttgttca cacttcattg gaatatgaaa cgtgggatct
  4852021 tttgacgcag gcggttgctt taaactattt aattattaaa tatcgtattg gtgaattaac
  4852081 tgatggggat gtagaaattt gggatagagt taaatttaat gagaaatgta taacagactg
  4852141 taagcattta ttatcccata aagaagtatt agaatttaca ttcttttata tgtgtaagag
  4852201 agctaagtca ctatcaaaag agcaattaaa tagtgacatg atgagtctag cgatgtattg
  4852261 taacactttt gtgtatgact tatatacata tgatttatta cggaagtatc gtaagtgtac
  4852321 agattttcta tcatattatg gacctagtca agcggtgtta gcttgccaaa gagctgtact
  4852381 ttctcaaatt tcagatcgat tagacccact caagactact catgtagatg attatttata
  4852441 tgtaatgaaa gatatgatgg agcatatgac gataggaata atggatcgat atgatcattt
  4852501 tatcggaaag ttattatcat atgtgccatt tttcgaaatg atccaagttc cacaacatgc
  4852561 atattattgt gaagaattat tgtatatttg taagggcatt gcatataaag aagaaatatt
  4852621 acgcaattat ttatttatac aattacatga ttgtttacca tcattcttta aactatttct
  4852681 taaaaataag cgttatgcaa cgattcatga tattctattt tattggtgcg atgatgaaca
  4852741 gagaatgagc ttagagagaa aatataatct tagctttatt tatgaaaaat atgcttgtgg
  4852801 gtaaagagca ttttctatat aaataaaaaa ggatctcaca taaacgtgag atcctttttt
  4852861 tgttagtaaa gcaaggagaa tgtgattaag acgagaaata acattccata aaggagagat
  4852921 tgtgccgtat agcttccttg tataccaaaa aaagtattta tttttttata taaattcaat
  4852981 atatatttta gcggattatc tttgaaagat tggtacacag tgtctcctct ttctaagctt
  4853041 cttgttcgtg ttttttgtta ttagggacat gaatgtacct agctatgaat aataaaatag
  4853101 ccataaagaa tacgggaaat acggtagtta aataaaaacc attactaata atatttgtta
  4853161 ttagcgcact taatagaaag attgcattat aaatatgggc aattttttgt tttagttgaa
  4853221 cttgaaaggc ttccatcata atttctaaag caacaaaagc aatgataata gataaaaata
  4853281 aagtatttgt attgtaaatg attaaacaac agattaagcc taaaaaggct aagtattcaa
  4853341 ttaagagagg tatattgcgt ggcatacaat ttacctaact aaatatggca gtgggtttac
  4853401 tgcatttgtc ttttcaaaat tccattctcc attgtgcaat tcaaaatgaa gatgttgccc
  4853461 gtatgaatga cctgtgtttc ccatatgacc tactaattgt ccagcttgta cttgatcacc
  4853521 agcttgtaca gtgcgatctt tcatgtgagc atagactgtt gtatataatt tcccgtttat
  4853581 ttgatgggcg atgaacacaa cattgccata gctagctgaa taatatgatt tcacgacttt
  4853641 acctgcagcc gctgcctgga tagagacatt accctgagct gcgatatcta taccataatg
  4853701 catttgttcc cagcgcatat caaaggttga gctaattctt ccttgagtag ggaatttgaa
  4853761 aactgctgga atggaagtag gttgagctgt ttgagtttgt gattgcgttt gattttgcac
  4853821 cacataatgc tttgccacat atccgtatcc tgtgccaaaa cgaattttat accaagttcc
  4853881 tacagtttcc actacttgta attgtgtacc attttgtaat gaaccaagta gtgcgctact
  4853941 tgtactagcg ttgctacgta cgttaagttt aggtgttgca actgtgtatt tcgtattatt
  4854001 ttgtactgtg atgcctttta ctaaaggctg tgaatcattg gatacgaatg ctttttgtac
  4854061 gtaacctgct ttgccattat gtaaaatttt ataccactcg ccttgttctt cttgaatggt
  4854121 aacgaatttc ccatttggta atacatctaa aattgaagat tctaaattag gttcagaacg
  4854181 aacgtttaat gcattggcat tgacgatata ttgattatta gattgaagtt tgttttttag
  4854241 taggatagaa tctttttgta cgtaacctac tttattatta acagatactt tataccagcc
  4854301 attagttgtt tcaagtatat tcactttcgt attaaagcga attgtatcaa ttgatgagct
  4854361 atttgcgtta tcttttgtat gtaaggctac ttgatggact ttgacatatc cagttttcac
  4854421 attagataat tgttcagcgt tggctgtttg tacatttgtt tctcccatag aaggaagtaa
  4854481 agaagcaatt gcgacagtag ttgctgttaa agcagtagct ttcatattca tataatagag
  4854541 acctcctcta gttgtatagt tgtaatttta ttatagtata aagatataat atagtgggtg
  4854601 tattcacata aatgtaatat gaaatcaata taaaaataaa ttttttgagg ataatgattc
  4854661 ctttttatcc aatttattag gataataatt tctaagatag aatataagta ttatatggtt
  4854721 tagtgatttt gttgacaatt gagaaaatta aaacagttga tgatgtctta ttacggtgtt
  4854781 atactgacag tgataatttt atagtttgct aggagagctg gtgttgccag ctgagagtaa
  4854841 gaccttaagt ctttgatcct ttttattacc tgatctagat tatgctagcg tagggaagca
  4854901 attcggacac taataatgag tccccgtttc tttgcgtata gaaacggggc ttttttattt
  4854961 gaaaatttca tattgaaacc actaggggtg cttgttgtgc tgagagagga ataatcctta
  4855021 acccttataa cacctgatct aggtaatact agcgaaggga agtggaacaa cgaataaatt
  4855081 ataattttat ttgctgtaac cacttcttat ataaagaagt ggttttttat ttatatacac
  4855141 ataccggaag gggatagaga aatgaaattt tgcgatagat tattagaaac tgtacaacca
  4855201 gtttgggaga tgagtcataa tcatccgttt gtagtaggta tgggggatgg tacgttagaa
  4855261 aaagataagt ttcagtatta tattattcaa gattatttat atctgctaga ttatgcaaag
  4855321 ctatatgcta ttggcgttgt aaaggcaacg aatccacaag taatggggaa atttgctgaa
  4855381 caaattgatg gaatattaaa tggagaaatg acaatccata aacagtatgc aaaaagactt
  4855441 ggaatttcta tagaggagat agagtctgca aagccatctg ctaaaaattt agcttataca
  4855501 aattacatga tgtctgtatc tcaaaatggc acacttgcag aattaatagc agcacttctt
  4855561 ccgtgtatgt ggagctactg ggaaattgga aagcgtttaa atgatattcc tggagcaagg
  4855621 gatcatgaat tttttggtga gtggattcaa ggatatagtt ctgaagagta cggcaacctc
  4855681 tgtatttggt taatcgattt attaaatgaa atggcagttg gaaagtctga aaaagagcta
  4855741 gaccgattag aggagatttt cctatattcc agtcgatttg aatatttatt ctgggatatg
  4855801 tcctatcgta aggagatgtg gggatttgag gagcaagaac atactacagt ttcataatgt
  4855861 ttcttttcat tatgatgaga agccaatcat caatgaatta aatgcttcta tacaagataa
  4855921 agagtttgta agtattatcg gaccgagtgg ttgcggaaaa agtactttat ttcgccttat
  4855981 tacaggtttg gaagaagcaa gtacgggaca gatagagctg acagaaacaa agagccaccc
  4856041 tgtagggtat atgccccaaa aagatatgct cttgccgtgg agaacgatta ttgagaatgc
  4856101 tgccttgccg ctagagtgcc aaggtgtaca gaagaaagaa gcacaaataa aggcaaagga
  4856161 actgttacag aaatttggtt tacaagggta tgagacaaaa tatccgaaag atttatctgg
  4856221 tggtatgaga caacgcgtat cttttattcg aactttatta acaggtggag agatattgct
  4856281 cttagatgaa ccgtttagcg cattggatgc tttaacgaag gcatctttgc aggaatggct
  4856341 gtttgaacaa tggaaagagt gggaaaaaac aattttattt atcactcatg atgtggaaga
  4856401 agcattgttt ctttctaatc gaattttcgt tgtagaaaat caaccgataa ctactttaac
  4856461 cgagaggatt gtaccgcttg atcgtaatcg aacaagaaaa gatttatata agcctgaagt
  4856521 gttagcgctt aaagatgagc tacttagtat gttacaaagg caggtacttg tataatgagc
  4856581 cgtttgaaag aattaattcc tgcccttacg ctttctagta ttttacttac tatgtgggaa
  4856641 gtaggagcaa gaattgtaga tgaaatgtac attttaccgt caccatctgc aattgtaatg
  4856701 aaaatatgga aactaaaaga tatattattt acggttcatt tgccggcaac attatatgtc
  4856761 gttttaatag gtgttgttat ttctgttgta ttaggtgtag ggctagcgat gttaatgaat
  4856821 gcgagttcat ggatggagag agcattttat ccattattag ttgcttcaca aacgattcct
  4856881 attacagcgc tcgctccgct tttcgtttta tggtttggat atacgatttg gagtaaggtc
  4856941 gttgttacag ttttaattac gtttttccca attgcggtca atacgtatga cgggctacgc
  4857001 agtacgaaaa aagaatggga agagctttta gttacgtacg gggcaacgaa aaaagatgtt
  4857061 tttcttaaat taaaattgcc gtctgctctt ccttattttt tctcagcttt aaaaattgca
  4857121 gttccgctta gtgtaattgg ggcagcaatt ggtgaatggc tcggagcaca agcggggcta
  4857181 ggatatttca gtaagagaat gatgacacag ttagacggag caggtgtatt tgcacccatt
  4857241 gtattgttat cattattagc tattttcttc gtcatcctta tttcggtatt agaaaagaaa
  4857301 ttcattagtt ggaggaagca ttcatgaaat ttttaaaacg catctttgtg tttacattat
  4857361 tagttgcaat gattgctgga tgttctagta attcagcatc agataagagt aaaaaagaaa
  4857421 aagaaataac ggtcatgctg gattggtacc caaatgcggt acatagcttt atttatgcag
  4857481 caattgaaaa aggttacttt aaagaagaag gagtaaaggt gaatattaaa ttcccttcca
  4857541 atccgactga tccattaacg ttagcagctg caggaaaagt aacggttggc ttatattatc
  4857601 agccagatgt tgttatggca aaagcaaacg aacaaattcc ggtgaaatca attggagctg
  4857661 tcgtacgttc cccattaaat catgttgtat cgctgaagtc tgcaggcatt caatcgccaa
  4857721 aagatttaga ggggaaaaca gttggatatt ttggaacacc tttaagtgag atgtatttaa
  4857781 aaacgatggt aaaagaagct ggcggtaatc cagatacagt gaaagtagtc gatgttggct
  4857841 ttgatttagt accagcatta attacgaaaa aagtggatgc ggtaacaggg gcatacatta
  4857901 accatgaagt acctgttatg cgtcatgaag gtcatgaacc agcatacttt aatccagcag
  4857961 attatggtgt accgaattat catgagcttg tatttgtaac gggtgataaa acgttgaaaa
  4858021 aagataaaga agcgttgcaa gctttcttac gtggtgcgaa aaaaggttat gatttcatga
  4858081 agaaaaatcc agatgaagca ttaaatattt tattaaatca tcaagaaaaa gaaaacttcc
  4858141 cacttgtacc agaagttgaa aaagaaagca tgaaaatttt attagagaag atggaaacga
  4858201 aagatgagcc attcttatca gattcaaaag agtcatggga gaaacaaaat aaatggttga
  4858261 aagacaaagg aatgacgaaa gaaatcgttc cagccaatga gctattcgaa aacattttaa
  4858321 agtaggcgaa tgaatatgaa aaatgagctt catgtaatct caaatggtca catgtcattc
  4858381 gaagagttag tgagtgtagc gatgcaaatt gagagtgaga ttgattattt gcatattcgt
  4858441 gagcgtgaga aaagtacgaa ggaattgtat gaaggtgtgg aaagtctttt gaaaaaaggc
  4858501 tttccagcat caaagcttgt tatcaatgat cgaattgata ttgctatttt attaaatatc
  4858561 ccgcgtgtac agctagggta ccgaagcaca gatgtaaggt cagtgaaaga aaagttttct
  4858621 tatttgcatg tcggttattc cgtacattct ttagaagagg cgatagaggc ttttaagaac
  4858681 ggggctgatt cgctcgttta tggtcatgta ttcccgacag agtgtaaaaa aggtgtgcca
  4858741 gcgagagggt tagaggaaat ttcggacatt gcaaggagct tatcgatacc aattatagct
  4858801 attggaggga ttactcctga aaacacaaag gatattttgg caagtgaagt aagtggtatt
  4858861 gctgttatgt ctggaattgt aagtagtagt aacccgtata gcaaagcgaa atcttataag
  4858921 gaatcaataa gaaagtgggc ggaaaaacat gtgtaagaag tatgatgtag cgataattgg
  4858981 cggtggtgta attggtagtt cagttgcaca ttttctagca gaaagaggcc ataaagtagc
  4859041 gattgtagag aagcaacaga ttgcatctga agcctcgaaa gcagccgctg gtttacttgg
  4859101 ggtgcaggca gaatgggatg aatatgaccc gctatttgac cttgctagag aaagccgtgc
  4859161 tatatttcca caacttgcag aagttttacg tgaaaaaaca ggcattgata ttgggtatga
  4859221 agagaaagga atttatcgca ttgctcaaaa tgaagatgag aaggaaagaa ttcttcacat
  4859281 tatggattgg caacagaaaa caggtgaaga ttcttacttt ctaacaggag atcgtttacg
  4859341 agagcaagag ccgtatctat ctgagtcaat tataggtgct gtatattatc caaaagatgg
  4859401 ccatgttatt gcgccagagc ttacgaaagc attcgcgcat tctgcggcaa tttccggtgc
  4859461 agatatatat gagcaaacag aagtgtttga tattcgtatt gaaaataaga aagtgattgg
  4859521 gattgttaca agtgaaggta tgatctcgtg cgagaaagtt gttattgccg gtggttcatg
  4859581 gagcacgaag ttactaggtt attttcaccg cgaatggggt acatatccag ttaaaggaga
  4859641 agtagtagca gtaaaaagta gaaaacaact tttaaaagca cctatttttc aagaaagatt
  4859701 ttacattgcc ccaaaacgcg gcggacgtta cgtaattgga gcaacgatga agccacatac
  4859761 gttcaataaa actgtgcaac cagaaagtat tacttctata ttagagcgtg cttatacaat
  4859821 attaccagct ttaaaagaag cagaatggga aagtacgtgg gcagggctaa gaccacaatc
  4859881 gaatcatgaa gctccttata tgggagagca tgaagaaata aaaggtttat atgcttgcac
  4859941 gggccattat cgaaacggta ttttattaag tcctgtttct ggtcaatata tggctgattt
  4860001 aatagaagga aagcaagaga atcacttgct agattcattg ctttctaaaa cggtttagaa
  4860061 aggggatgga agtttgaatt tgaaaattaa tggtaatcaa attgaagtgc cagagagtgt
  4860121 aaaaacagta gccgagctac ttacacattt agagttagat aacagaattg ttgtagtaga
  4860181 gcgtaataaa gatattttac aaaaagatga tcatacagat acatctgttt ttgatggaga
  4860241 ccaaattgag attgtaactt tcgtaggagg cggttgatta tgttaaacat tggaccattt
  4860301 tcatttcatt ctagactttt attaggaaca ggaaaattcc ctgattttga tgtacagcaa
  4860361 aaggcaattg atgtatctga ggctgaggtt ctaaccttcg cagtacgtcg tatggatata
  4860421 tttgatgcaa agcagcctaa tttattagag aaacttgatg taaaaaaata taagttatta
  4860481 ccgaatacag ctggagcaaa aaatgctgaa gaagctgttc gtattgcaaa attagcaaaa
  4860541 gcttcagggc tttgcgacat gattaaagta gaagttatag gtgatgatag aacgttatta
  4860601 cctgatccgg tagaaacatt gagagcatct gaaatgttat tagaggaagg atttatcgta
  4860661 cttccatata catctgatga tgttgtatta gcacgtaaat tacaagaact aggtgtgcat
  4860721 gcaattatgc caggagcatc accaatcggt tcagggcttg gtattgtaaa tccattaaat
  4860781 ttaagtttta ttattgaaca agcgacagtg ccagttatcg ttgacgctgg tatcggtagc
  4860841 ccagctgatg cggcatttgc aatggaatta ggagcggatg gtgtgttatt aaatacggct
  4860901 gtgtcaggag caaaagatcc tattaagatg gcacaagcaa tgaaattaag tattgaggca
  4860961 ggacgtttag gctttgaagc aggtcgtatt gcacgtaaac gttgtgcaac agcaagtagt
  4861021 cctttagaag gaatgagcgt agttgaataa tcgatattct cgccaagaat tattttctcc
  4861081 gattggggag gaaggccagc aaaagataag aaaaaagcat gtactcatta tcggtgcagg
  4861141 cgcactaggt agtgcaaatg cagaaatgtt tgtaagagca ggtgttggca cagtaacgat
  4861201 tgttgatcgt gattatgtcg attggagtaa tttacaaagg cagcaattgt atgtagagag
  4861261 tgatgtggaa aataatcttc cgaaggctgt agcagcaaag aagcgtctag aagagattaa
  4861321 tagtgaagta agagtaaaag cgctcgttca agatgtaaca gctgaggaat tagaagagct
  4861381 tgttacaaac gttaatgtaa tgattgatgc aactgataat ttcgaaacgc gtttcattgt
  4861441 gaatgatata gcacaaaaat attctattcc atggatttac ggagcatgtg tagggagtta
  4861501 cggcctttct tacacaatcc ttcctagtaa aacgccatgt ttatcttgtt tattacaatc
  4861561 gattccgctt ggcggggcga catgtgatac agcggggatt atatcgcctg ctgtatctct
  4861621 cgtcgtttct catcaagtaa cggaagctct taaactatta gtggaagatt acgaatcact
  4861681 tcgagatgga cttgtatcgt ttgatgtatg gaagaatgaa tattcatgta tgaatgtgca
  4861741 aaagcttcgt aaacataatt gcccttcgtg cggagagaat gcattatatc cttatttaaa
  4861801 caaagaaaat acatcgaaaa cagcagtttt atgcgggaga aatacagttc aaattagacc
  4861861 accttataaa gaggaaatgg attttgaacg atacaaagag ctgctgaatg atcgtgtaaa
  4861921 tgatttaaat gtaaatccat atttattatc attttctgtg gaagaaaaga gattagttgc
  4861981 ttttaaagat ggtcgcgtac ttgtacatgg aacgaaagat ataagtgaag caaaaacagt
  4862041 ttatcatcgt tattttggat agaaaaggat gagtgggatg aaagtaaata aagctttaac
  4862101 aattgcagga tctgatagcg gtggcggtgc cggcattcaa gcagatttaa aaacatttca
  4862161 agagcttggc gtgtatggga tgacggctat tacggcaatt actgctcaaa atacgcttgg
  4862221 cgttcaaggg gtatatccag tttcgttaga aggtattacg gaacagttga attcaattgg
  4862281 tacggattta acaccagatg ctgtaaaaat aggtatgtta tttagcagcg aaattattca
  4862341 aattgtagca gaatatatta ataaatttgg ctggaataat attgtactag accctgttat
  4862401 gattgctaag ggcggagcat cattattaca acaagaagca gtacaagcat taaaagaata
  4862461 tttattaccg gtagcaactg ttatcacacc gaatgttcca gaagcagaag tgttaacggg
  4862521 gctggaaatt cataacattg aagatagtaa agaagctgca aaagtactgc atgaattagg
  4862581 tgcgaaatat gtacttatga agggcggaca tgcagaatat caaggtaatg aagtaattga
  4862641 tttactcttt gatggagaaa agtttattga atttagaagt gagcgaattc cttcaaagca
  4862701 aacacacgga agcggctgta catttgcttc agcagttaca gcagggcttg cgaaaggcta
  4862761 ctcgatggaa gaggcagttc aagaggcaaa acgatttatt agtatagcaa ttgaagagcc
  4862821 gttgcatatt ggaagtggtc atggaccgac gaatcatttt gcatacaaaa tgaataaagc
  4862881 acaagtgtaa agaaaagaaa gtcagtttta taactggctt ttttctgttt actttttcca
  4862941 aatacaggag taatatatca gccagaatat attttttgta atacgctgag tccaattata
  4863001 tggagcggag gaaccaattt gtgcagtgtc actcggggtg aatctttcaa ttttgaaagt
  4863061 agggctactc tcaaagcccg aatccgacag ctaacttcgt aagcgtcttg agagaggacg
  4863121 gtgccatgat ggatacatca cttcatcgat ctgattagta taggggaata tcaatctacg
  4863181 tttgagttct tttatgctaa ggaggatgag gtacatggaa ctaacactta tttgtgttgg
  4863241 agaagaaagc aaggtaaata gtttaataga tttagtagca tattaacatg agttaattat
  4863301 tttcacagca aatgaagaga tagcggccga agtgaggaat tgtggatttg attggacgta
  4863361 tagttgtagt aaggagcaag attttactag tatttgtgag tgtattaaga aggtaatttt
  4863421 actaggggat gagcttccaa tcgttagctt cttcacagaa cacattcgct tttcttttca
  4863481 agcacctatt actgttgtta caaggaataa acgatatccc gcgaggctct atgaaacaat
  4863541 tggagctgca tttgtcgtgt ttacgaattg tgataatata tcttttttat tttttgaata
  4863601 gggtgggtga aaaggagatg aaggtgttgt tactaggaga tatagcgaat cgttgggcgg
  4863661 tatcgataga gcgagttcaa gaattggtga tgctcgaccc catttttcca aagccctata
  4863721 tcatactgcc atcaaaagac gctttatatt taaaaacaga tgttatcgaa tatgagcaac
  4863781 tacatgcaga attgtcacaa gtttatattc gcgggagaaa tttacgtact tttttacgag
  4863841 gagaataaat agtgaataaa aaaagagcga atgctaagtg caacaagcga tgcacttcat
  4863901 gtcattcgct ctttttattt cgtatttaaa agatcatttc tatgaaaaag caagaaaaga
  4863961 cgagaaaata gatggaataa tattaataat acttaatgta agcgtttaaa tagatggata
  4864021 ttttcttatt ttcagtaatt tagctcttta caagtgaaat atagaggagt atatttactc
  4864081 tcataaatca ttcataaaat ttccaaaaaa acctaaaatc gctgagttcc agaaatggag
  4864141 cgggggaacc aattttgtgc atcgtcactt ggggtgaatc tttcagtttt gaaagtaggg
  4864201 ctactcttta ggcccgaatc cgacagctaa cctcgtaagc gtttagagag gaggtttact
  4864261 ttttgttgtt cattttttga acactgagta gagctcagtg ttctttttta atatttttat
  4864321 ggtaaatttt aacaattaga aatgagggat agctatgtta gatgttgtaa tgatcgggat
  4864381 ttttgttgtg ttagttgcat caatggtaag tcttgcaagt tggtcagata aagttgtgaa
  4864441 agaagggaag caatcatgac gattgcttta tcgattattg ttgcagcaat tacggtgtac
  4864501 ttagtttatg cattattaaa tccggaaaag ttttaattag gaggagtcat tcattatgat
  4864561 ttgggttgca gtcgttatta caatgttatt gtttattctt gtggcaaagc caacgggaat
  4864621 ttatttagag aaagcttttc aaggtagtaa aaagctagat aaagtattcg ggccttttga
  4864681 aaaacttatt tttaaaatta caggtgtaaa agaatacaat caaacgtgga aacagtacgc
  4864741 attatcatta gttttattaa acggatttat gattgttgtc gtatatttca ttttcagact
  4864801 acaaggagta ttgccattaa atccagcaca cattgaagga atggagccta cgctcgcttt
  4864861 taatacagca attagtttta tggctgatac aaacttacag cattatagcg gtgaaaatgg
  4864921 tttatcttat ttatcacaat taatcggaat tacattctta atgtttgcag caccggcaac
  4864981 gacgttagca cttgtaatgg cgtttataag gggacttgct ggaaaagaac ttggcaactt
  4865041 tttcattgat tttacgagag cattaacgag agtgtttctt cctatcgcat ttatggcggc
  4865101 actagtcttt gtcgcacttg gtgtaccaca aacgttagac ggggcagtta cggcgcaaac
  4865161 gattgatggc gcgaagcaaa gtattttacg cgggccagtt gcatcattcg ttgccattaa
  4865221 ggaacttgga aataacggcg gtggattttt cggagctaat tctacacatc cttttgaaaa
  4865281 tccagggcaa atgagtaata ttttgcaaat gatgcttatg atgttattgc caacagcact
  4865341 tccatttacg tacggaagaa tggtaggaaa taaaaaacaa ggtcgcatcc ttttcgtttc
  4865401 actattcatg gtgtttttac taggatttat aacgattacg acatctgaac taaacgggaa
  4865461 tccggcatta aatgcaatgg gtattgaaca tgtacaagga agtacagaag gaaaagaagt
  4865521 aaggttcgga accgtatttt cttcactata cgcaacagta acgacagctg ctgaaaccgg
  4865581 agccgtgaat acgatgcatg atacgttaac accaattggc ggtctagtcc cgctcgtgaa
  4865641 tatgatgtta aatacagtat acggcggcgt tggagcaggc tttgtgaaca ttattatgta
  4865701 tgcgattatc gcagtcttta tatctggatt aatggtcgga cggacaccag agtttttagg
  4865761 taagaaaatt gaaggtaagg aaatgaaatt aattgcggta acgatactat ttcatccatt
  4865821 gctcatttta ggattttcgg cattagctct ttcaacaagt ttagggacgg atgctatttc
  4865881 tcattccggt ttccacggtt taacgcaagt tgtatatgaa tatacatcgt cagctgcgaa
  4865941 taacggatct ggatttgaag gattaggaga taatacaccg ttttggaata ttacgactgg
  4866001 tttagttatg tttttaggac gctacttcag tttaattacg atgctagctg tggcagcttc
  4866061 gctaaaagag aaaacggttg taccagaaac agttggaacg ttccggacag ataatggttt
  4866121 atttggaggc atctttattg ggacgattgt aattgttggt gcgttaacat tcttcccaat
  4866181 gttagtactc ggaccaattg cagaatttct tacattgaag taatggaggg taaatgatga
  4866241 gaccggtagt agtaaaagaa aaaagagtaa atgagtcaca catacatgcg gtagaagatg
  4866301 aggttagaca agcgaaaacg atggatcgtg atatcgtgaa acatgcgatg aaacaatccg
  4866361 ttgcgaaatt gaatccgaaa gttatgataa agaatccgat tatgttcgtt gtagaaattg
  4866421 ggtttgtcat tacgttcatt ttatcgtttc ttccaagtca ttctagtagt ataccaggat
  4866481 ggtttaatat aactgtttct ctcattctat tatttacagt tttatttgcg aactttgcag
  4866541 aagcattagc agaaggtcgt ggtaaagcgc aagctgattc tttaaagcag tcgaagaaag
  4866601 atgtgtttgc aaatgttgta aaagaaaatg gagaaattgt tcaagtttca gcaactgacc
  4866661 ttagaaaaga tgacgttgtt attgtaaagc aaggtgagat gattccaagt gatggtgaag
  4866721 tcattaaagg attagcgtct gttgatgaat ctgcgattac aggggaatca gcacctgtaa
  4866781 taaaagaagc gggcggtgat ttttgttccg taacaggcgg tacgatggtt gtaagtgatg
  4866841 agattacgat tgtcattacg agtaatcctg gtaaatcctt tattgataaa atgatttcgt
  4866901 tagtagaagg agctgctcgt caaaaaacac cgaatgagat tgctttaaat acagtattaa
  4866961 cgagcttaac tcttattttc ttaatcgttg ttgtgacgct gccgattttt acaaattatt
  4867021 taggatttca aattgataca gctgtacttg tcgcgttgtt agtttgttta attccgacga
  4867081 caattggtgg gttattatcg gcaattggta ttgccgggat ggaccgcgtg acaaagttta
  4867141 atgtgttagc gatgtcgggt aaagcagtgg aagctgcggg tgatattaat acaattattt
  4867201 tagataaaac gggtacgatt actttcggga accgaatggc tcatacatta ttacctgtag
  4867261 gaaatgaaac gattgagcaa gttggaaagt gggccgctat tagttctgtt ttagatgaaa
  4867321 caccagaagg tcgatctgta attgagtatg tgcaggcgaa atctatatca tataatagag
  4867381 aacttgcgga acaaggcgag ttcattccat ttaaagcaga aacgagaatg agtggtgttg
  4867441 atttacagga cggaatgaaa gtgagaaaag gtgctgtagg tagcgtgatt gaatgggtta
  4867501 ggtcacaagg tggaacaatt ccgaaagatg taaatcaaaa agcagatttc atttcaaaag
  4867561 agggcggaac accacttgta gttgcagtag ataatcgtat ttacggttta atctatttaa
  4867621 aagatacagt aaaacctggt atgcgtgaac gttttgaaca gttgcgtcaa atggggatta
  4867681 aaacggttat gtgtacaggg gataaccctt taacagcagc gaccattgca aaagaagctg
  4867741 gagtagatga atttgttgct gagtgtaaac cagaagataa aattgcggtt attaaagcag
  4867801 agcaagataa agggaaactt gtagcgatga caggtgatgg tacaaatgat gcaccggcat
  4867861 tagcgcaagc tgacgttgga ttagcaatga atagtggtac gacagctgcg aaagaagcag
  4867921 cgaatatgat tgatttagat tcgaacccga caaaaattat tgaggttgta ggaatcggta
  4867981 agcaattatt aatgacacgc ggtgcgttaa cgacgtttag tattgcgaat gatatcgcaa
  4868041 aatatttcgc tatcattcca gcgatgttta cacttgcgat tccgcaaatg gaagcattga
  4868101 acattatgaa actaacatca ccgctgtcag cgattttatc agcattacta tttaatgcag
  4868161 ttattattcc gttactcatt ccgttagcga tgaagggtat cgcatataaa ccgatgagtt
  4868221 caaatgcact acttggccga aacctactta tttatgggct tggcggagtg attgtaccgt
  4868281 tcattggaat taaagtaatt gatatcattg tcggattgtt catataagga agaggggaaa
  4868341 aagatggcga agaaacaaag tatactgtca ccaatcatcc gtattacttt tacattttta
  4868401 gttttgtgcg gccttgtata cccacttatt gttactggta ttgcacaagc ggtaatgaag
  4868461 gataatgcgg atggaagtct aatatataat gataaaaatg aagtgattgg ttctaaatta
  4868521 atcggtcaaa atttcacaga tccacgttat tttcatgggc gtgtttctag tattgaatat
  4868581 aaggcagaag catctggttc aaataactat gcaccgtcta atccagattt agagaaacga
  4868641 gtagagaaaa gtattgaaga gtggaagaaa caaaacccat ctgttccagt tacagaagtg
  4868701 ccgatcgatt tagtgacaaa ttcaggttca gggctagatc ctgatattag tccgaaggca
  4868761 gcttctgtac aggtagagcg tatctcgaaa ttaacgaata tcccgaaaga aacgctagat
  4868821 caattgatta aagatcaaac ggaaggtgcg gcacttggtt tatttggaga gacccgcgta
  4868881 aatgtcttaa agttaaattt agggttacag aaaataatga aatagtaaca gtgctacctc
  4868941 aatctaatgg attggggtag tgttgtttcg aaagaaaggt tgtgtgtgtg ttgtatgcgg
  4869001 atgactataa accgacgttt caaaggcgaa cgccagagga atatttagaa tatattcgtc
  4869061 agcaaaatcg tgggaagtta aagctatatg taggggctgc tccaggagta gggaaaagtt
  4869121 ataaaatgct ctatgatgct agagagatga aaaaggacgg tatggatatt gtaattggtt
  4869181 taattgaaac gcacgggaga aaagagacgg aagaagcaat tgctgattta gaaaaagttc
  4869241 ctttgaaaga aatacagtat aaaggaaaag tattttatga gcttgatgtg gaaggcatta
  4869301 taaaacgtgc accgcaagtt gttgtggtgg atgaacttgc gcatagtaat gttcctggat
  4869361 ctaaaaataa gaaacgctat atggatgtac aggaattgat agatgccggt atatccgtat
  4869421 tatcagcgtt taacatccaa catttagaaa gcgttcatga cattgtagct caaattacaa
  4869481 atgtaaaagt aagagaacgc attccagatt ttattttaca aaaagcaaat gaaattcagc
  4869541 ttgtcgatgc aacgccggaa gtattaagga agagactaat agacggaaag atatataaag
  4869601 aagaaaaaat tcagcaaagc ttacaaaatt tctttacgct taataattta ggggcactaa
  4869661 gagaattatc actccgagaa gttgccgatg atatggacga gaaaattagc caaacagtga
  4869721 tagagccgat tggcgtgaaa gaaaaaattc tcgtttgtgt acaatacagt tcaacagcag
  4869781 agaaattaat aagacgggga tggcgcatgg cggatcggct aaacgccgaa ttgtatgtat
  4869841 taaatgttga aagggaaaag atagattctc tttcagcggg gaaaaagcaa acgattgaag
  4869901 agtggaagtc gctaacgaat caatttgatg cgagttttgt attagaagaa gcgaacggaa
  4869961 gaaagccagc ggatgttatt attgaagtgg cgaaaagact gcaagtaacg caaattttac
  4870021 ttggacagtc ggcgagaaca aggtgggatg aaattcgaaa aggttcgatt gtaaatgaaa
  4870081 ttatgagaga aacgaagtat attgatattc atatcgttgc ggatcaaaga gcttaaaata
  4870141 gagccgacct tttgggggct ctattttact ttttgtgtgg tagggaagcg tagcattttc
  4870201 atcgcatata agattatgag tagaaacata attgctccta agaagaaaat ccaaaagtaa
  4870261 ttttgattaa atacaagaaa tccacctaca agtggtactg ttcccatacc gagatagcgg
  4870321 atgaagttat acataccgat agcggttgcg cgttcttgta cgaattcctc cgttaataaa
  4870381 gtagtgtggg ttggcataga aagtcccatg ctaaaaccgt acaaagatgt aacgataatg
  4870441 atgaatggaa tattgatgct atatgtgaaa gaaaataaag tgacacatat aatattgaag
  4870501 aaacttgtaa tgaataaagc ttgttttgtt gtgaagcgtt tttgcaaaag tttgaagcaa
  4870561 taacttccta acataataga aagggacata ggtacaaaca taagaccaat ttcacttgca
  4870621 gttaagtgaa ataaatttgt tgaaatgctc ggtaaaaaaa cgaggaaaca aaagtaaata
  4870681 caaaattgaa tgaagccaat aagagtaata gaaaatccag ttttattttt taagataaac
  4870741 cagtgattct tttttgattg cggttgctga cttacagttg gttttgtttc tggaagtagt
  4870801 gaaatgttta tcgttaataa gagaatgcca agtatagata aaaagagaaa tacggataca
  4870861 tggccgttta tactaccgag ataaccacca atgagggggc caatcgcagg tgcaagagca
  4870921 agtaacattt gataaaggct cattgcttct cctcgttctt ttccttcaaa taaatcgcca
  4870981 ataatcgttg ctgcgactac aggtatagcc gctattccta tagcttgaac agctctaaaa
  4871041 aagagaaata aataaatgtt tgccgaaaaa gcacatccta ttgaaccaat tgtactaata
  4871101 attaaactag ggataaggac agactttctt ccttttgtat caattaaagg tccatatatg
  4871161 agctgcataa tcgcaagaac aaatgtgaaa agtgaaactg ttacatttac aagataaaga
  4871221 gaagtgtgaa aagaattttg aatcatcggt aagataggtg tgtaaatatt ttgagcgaag
  4871281 gaaccgagta gggcactcat acagacaaca tataaaatga aagttagttt agattttttc
  4871341 atcttgttaa cctccttgtg tttttgtttc cctggaaact aaatttattt taacatgatt
  4871401 ttctcacttg taaagatgaa aaaatggttt taaaatggta tatagttaaa ttgtttcttt
  4871461 ggaaacttag gaggcgaacg gattgaagca tgcaatgaag caaatggaaa tactttcgga
  4871521 cattcgtaca cttttgcata aaaaagaaga acatttaaaa cgacaaaacg agaagtttct
  4871581 ttatgagacg ggtgtaagta gtatgtcttt atctgagtta catgtaatcg aatgtatcgg
  4871641 aaaaaatggt ttgatgaatg taacggcaat tacgacagaa atgggtatga cgaagggagc
  4871701 aatctctaaa atttgtacaa agttgtttca aaagcaattt gttgagaaga tgcaaatgtt
  4871761 agataatcaa aaagaaattt tcttccgctt aacggaaagt ggaaatgaaa tatataaagc
  4871821 tcatgagaaa ttgcataaac aagctgaaga aaagtggctg ttacttttag atagatacac
  4871881 gaaagaagaa caagatttta ttcaaaggtt cgtaaaggat gtctccgatc atttggaaat
  4871941 ataattggaa gaaaaaattc cattttctca agtcttttaa atataatttc tgaaagaact
  4872001 catatataat agaaaaagat acttaacatg gtgaataatt aaagagtcaa tatatataga
  4872061 ggagagagta acatgcttga aaatacaggg ttagtattag aaggcggcgg tatgcgtggt
  4872121 gtatatacgg gcgggatatt agaatacttt atggaacaag atttatattt tccatatgta
  4872181 atcggtgtat cagctggtgc ttgtcatgca gcgtcgtatc tttccagaca aagaaataga
  4872241 aataaaacgg tcaatattga ttatgcatca catccaaaat atttatcgta taaaaattta
  4872301 tggagaaaac gtcagctatt tgatatggat ttcatttttc atgaaattcc agaaaagcat
  4872361 gtgccgtttg attttgaaac atactttaat agcccagaac gttttcttgt aggaacgacg
  4872421 gattgtgaaa caggacagtc tgtttatttt gaaaaagaag gaacgaatga tgatgcacta
  4872481 aatttattac aagcgtctag ttcattgcct ttcattgcac cagtagtaaa ttatcgtggt
  4872541 aagcaactgt tagatggtgg gatttctgat ccaattccag ttcgtaaagc acaggaagat
  4872601 ggatttaaaa aatcagtcgt aattttaaca agaaatcacg gttacgcgaa gaaaaaatca
  4872661 agatttgggt gggttgccgc gaaagcttat aaaaaatatc cgaaccttgt gaatacgatg
  4872721 ctaaatcgtt atgaagtgta taatgaaaca cttcactata ttgaaaaaga agaacaggca
  4872781 ggtaatttat ttgttattcg tccagaagta ccgcttcaag tagatcgtat ggaaaaggat
  4872841 acggccaaat tacaaagttt atatgagcaa ggctatgaag atgcaaagag acagtttgca
  4872901 gatttaaagg cgttcttgca aaaataataa ttaggctgtg gagatgggat tctctgcagt
  4872961 cttttttatt attggtttca atgccgaatg ttggttatat acgtttttag gttatggtat
  4873021 aagatggata aaagtatgta gagaggtgat acatatggaa aatgtatata agggtcttag
  4873081 acacactgga tataccatga tgcttatttt tggtggtgta tttctactac gttggttcat
  4873141 tcatgatgaa atgctactgg atcagcttat tggttgtagt gtagggatgg taatggttat
  4873201 ttcttcagtt ttcattcaga agtatagtaa agaattacag gtagaagaga aatattaaaa
  4873261 ggttacaagc tccttcatat tttagaggga ccgttatagt ttggttgatt gttgtaaaag
  4873321 aaaagtagag catcgaattt cgatgctcta cttttttaat gtggtaagaa tatcaattga
  4873381 taagcaaaca aaattccaaa tacatataca agtgggtgaa cagcacggaa cttacctttt
  4873441 gccactttca taagtgggta tgaaataaat ccaagtgcaa tacctgttgc gatacttgat
  4873501 gtaagtggca tgcttaagat tactaagaat gctgggaatg cttcatcaaa tgcgtcccaa
  4873561 tcgatgtggc gaactgaacc catcataaga ctaccaacga taattagtga tggtgcagta
  4873621 atagctgata caccagaaac ggcacttact aatggtccga agaatgctgc tagagcgaat
  4873681 agaacagcta ctgtaacagt tgttaaacca gtacgaccac cagctgcaac gccagcagaa
  4873741 gattcaatgt aagctgttga tggtgttgtt ccgaacatag aaccgattgt tgctgagaat
  4873801 gagtcagata gaagagctcg tccagctttt ggaagctttc cgtctttcat aaatccacct
  4873861 tgttgagcaa caccaagtaa tgtacctgtt gtatcgaata gtgtaacaag gaagaatgag
  4873921 aatacaacgc cgtataatcc gtagttaatt acgtcagata cagcagtaat tggatttgaa
  4873981 acgataattc cttctggtaa tccaggcatt gatgtaacgc cgtttgagaa tgttaattgt
  4874041 cctgtgaaga aagcaataat accagttaat agcataccga taaatagtgc accatttaca
  4874101 tttaaagaca taagaacaat cgtaattcca agtccagcta atgctagtag tactggagca
  4874161 gagtgaagat caccaagtcc aactaagttt gcttcatttt ttgtaacgat acctgttaaa
  4874221 cgtaaaccga taaaggcgat gaaaagcccg ataccagcag taattgcatg ttttaagttt
  4874281 tcaggaattg cttccattaa ttttgtacgg aaagatgtga atgataataa aattaaaatc
  4874341 atacctgcta cgaatacagc agagaatgca attgcgaaag tcatgccttc atgagctttt
  4874401 acaacagagt aagagaagta agcatttaat cccatacctg gtgcaattgc gattggtaag
  4874461 tttgtaaaga tcgccataaa taatgttccg acaacagcag cgataatggt tgctgtaaat
  4874521 gcttgttcaa atggaacacc tgcatcccca aggatgactg ggtttacgac aatgatatat
  4874581 gccattgtta agaaggtaat aatacctgcc ataatttcag ttttaataga agttttatgt
  4874641 tttgaaaggt taaacatata aacatccttt ctgtttacga ataattttca caacagttat
  4874701 atataatatt cgttttttaa ctattttgca atagttttgc ataaaaagtt tacaacaatt
  4874761 catattttgt gtcttaaatt cgaatattaa tcgtaatatg atgtgcgaat ttcagttttt
  4874821 attatgcaca ttataagaaa aaggagttga aagaaactat gccgcagcaa aaaaactttg
  4874881 taacaatgcc agcgcaacat caaaacaaac agcctggcat tgaatcatta atgaatcctc
  4874941 taccgcagtt tgaagatcca aattataaag gaagcgaaaa gctaaaagga aagaatgtat
  4875001 taattacagg tggagatagc ggaattggac gagctgtttc catcgctttt gcgaaagagg
  4875061 gagcaaatat tgcgattgcg tatttagatg aggagggaga tgcaaatgag acgaaacaat
  4875121 atgttgagaa agaaggcgta aagtgtgtat tgttgccagg tgatttaagt gatgaacagc
  4875181 attgtaaaga tattgtacaa gagactgtcc ggcagctagg tagtttaaat attttagtaa
  4875241 ataatgtcgc gcagcaatat ccgcagcaag gactagagta tattacagca gaacagttag
  4875301 aaaagacttt tcgtattaat attttttctt attttcatgt tacgaaagca gcactttctc
  4875361 atttaaagca aggggatgtc attataaata cggcatctat cgttgcatat gaaggaaatg
  4875421 aaacgttaat tgattattcc gcaacgaaag gagctatcgt tgctttcaca agatcacttt
  4875481 ctcaatcgtt agtgcaaaaa ggtattcgtg taaatggtgt tgcgccagga ccaatttgga
  4875541 caccacttat tccatcaagc tttgatgaga aaaaagtatc acagtttggg agcaatgttc
  4875601 cgatgcaaag acctggtcaa ccatatgaat tagcgccagc atatgtatat ttagcgtcta
  4875661 gtgattcatc ctatgttacc gggcaaatga tacatgtaaa tgggggcgtt attgtaaatg
  4875721 gatagttttc atttataaga gcaaagtaaa gttaattcca tttattatag tgagcgctag
  4875781 gggggatata gatgaaaaag ttatatttcg tcatactatt atttttcatc ctaccggtta
  4875841 gtgcttttgc taatacagat catttaatat tagtgaacct tacgacaaat cagttgtctt
  4875901 tttttgaaaa tggaaattat acaaaaacat tccccgtaac aactggaaga gatcgcacac
  4875961 ctacacctga aggtaatttt tgtattataa ataaatataa aaataaagaa taccatcgaa
  4876021 aaaaatagct gggggtgcac cgaataaccc tcttggtacg agatggcttg gcctagataa
  4876081 aaatgaatat gcgattcatg ggacaaatcg ggaatggacg attggaagta gggaatcaaa
  4876141 tgggtgtatt cgcatgcatg acagggatat acagtggtta tatgatcgag tccatttaca
  4876201 aacaaaagta atcatttctc gttttcatac gagccccgaa tatgaagcga ataaacttgg
  4876261 ttaccgcgtt gtgagttgga atggtcgtaa aatagaagaa gaacaaattg gtatacttac
  4876321 gttagtagac cgcgtggata tatattggca agaaccaaat gggcagttaa cgaaagtgaa
  4876381 aacggtattg ccaaacgaaa gatatgcagt gtactcaaaa cgaaaagatg gaatatatta
  4876441 tataggaaac aatttgtata ttgtggatga aacaggagaa aaaattcgtt atgagcaaat
  4876501 tccttcttct attttaagta atatatataa aaggaaatat aatgttccgt aatggctacc
  4876561 gtattataga cggtagctta tttctacttt gagtttaact gcaactattg tattttgctg
  4876621 aatataatac aatacggata ggggggcggt tacattatga aaagtgaatt tgcatttaaa
  4876681 gttttcttag taacgacctg tttatttatc gtgtgtttgt atgcgtttct cgtcttttcg
  4876741 ttttatgttc catatgttga tttaatattg ttcttcggat ttatttgggc gtttgttaag
  4876801 gcgagggaag gggagaagag tatatatcgg cgtattacct tatgcgggac ggcagttctc
  4876861 gttattttgt acttttttat tatgcatgat ttttggaggg gaatgtaaaa gcatacgatt
  4876921 actcgtatgc ttttacatct gttaatgatg gaagagagga aatggctcca taatttgtac
  4876981 atgtgagagc acctacttta tttgcaaagg agataaacgt tgttaaacct tcaaaattat
  4877041 gaagaaacat ttgttcactt ttagcaattt ggtataacat tgctccaacg aaagcatcac
  4877101 cagcgccagt agtatcaact tgttgaatag agatagaagg tacaatagtt tgcttatcct
  4877161 ttgttgcaag aagagtaccg tcttttccga gtgtaatagc tacggctttc gcaccatgat
  4877221 ttaataattt gagtgcagat tgttgtaaat cactctcttt agaaagcata atcgcttctt
  4877281 cttgacttac ttttacaaaa tgagcatgtt ttataaaagt taagcaatct tgaataaatt
  4877341 gttcggtatt tgtaatgagc gcatttcggt aatttggatc aaaagaaata aactggccac
  4877401 tttctcttgc atgttgtaga agttgaaaat atgtgtcttt taacgggctg gacaataaag
  4877461 ctgtcgctga accaaaatgg attaaatcat tcgtttttat ttttgataaa tcaatgctat
  4877521 tgaaatgata ttcaccgtct gcgccacgca taaaggtgaa atcacgctca ccattttgat
  4877581 cgatagatac gaatgcaagt gtggtttgtt tatccttgat gagcatggaa gtgtccacat
  4877641 gtgcatgttg taaagtttgt tcaagaaatt caccaaatgg atcgtttcct acttgtccca
  4877701 taaatgtagc gtgtccacct aattttgtaa tagcagcagc aacgttagca ggtgctccac
  4877761 cagccttttt ttcgaaattt gaaccgttta ctaaagaaac attggtattt cggcaaacga
  4877821 aatcaattaa tagttcaccg atacaaaaga catttctcat acaatccctc ttttcagctt
  4877881 atattgtgtg atggtaaagt ttagttttgc atctgaaaag attgcgatat gatgtttcat
  4877941 gtcttttcga ggaaagactc gggacgtaaa gactgttgaa ccatcatata agaaaatttc
  4878001 cacgatgctt ttatctacaa atatttgtag ttctatcgta tcttgaatat cgattttttt
  4878061 acagcgttca aatccatatt ctccgccaaa ttgatggtag aagttgcccc tgtctataga
  4878121 aatagtacct tgttcacgat taaatgtaat ggggaaacac tcctcctcat tgtggaagag
  4878181 agaaagccca aaacgctttg catcttctgt tttaagggta acaattaatt cataggatcc
  4878241 ttcattatca agcgttgata atacatttaa tccagctgtt atatctcctg aaatttcttt
  4878301 ttttgttgtt cgtagttttg ttaattctga aactggtttt tgttttaaga tattatcttc
  4878361 taatgttaat tcacgtggga gtgttaggca atgagcccac atataatcat cagaaggata
  4878421 tgtgatttca cttgatcctg cccaagcaaa caatagacga cgactagtag agtcttctaa
  4878481 agtttgaggg gcataaaaat cgaatccttt atcagcttcg taataggaat caatatggaa
  4878541 atataaattt ttaatatcga aatggcctat agcataaacg acattgtata tattgtgaaa
  4878601 gtcttctctg tctttttcaa ttccttgcgg tgaaaagaga agtacatctt tccctgataa
  4878661 ttggaagtaa tcggggcatt cccacataaa tccaaattct tttaaatttg ttgtaatttc
  4878721 accttggaaa ttccaattgt ataggtcttt tgacttatat agtaaaagag ttccagtttt
  4878781 atttttgcgt tgtgcaccga gtaacatata gtatatatcg ttatgtttcc atacttttgg
  4878841 atcacgtaca tgttttgtat atccgtcagg aattatatca ataacaggat tattactata
  4878901 tttcgtcatc gtatattgtg aatccattgt tgccatacat tgttttgcat cacgggaatc
  4878961 atcaggattt tttatattcc ctgtataaag taaatgaagc aggtcatctt ttacgatagc
  4879021 actaccagaa tatgcaccgt gtgattcata gctttcagta gggatgatgg ctacaggcat
  4879081 acgctcccag ttaataaggt cttttgactt cacatgcccc caatgcttca ttccatgaat
  4879141 gggaccaaat ggataccatt gataaaaaac gtgatattca tcattgtagt atgatacacc
  4879201 gttaggatca ttcattaatc caaatggtgg atggatatga taaattggtt tccatgaatc
  4879261 ttggtttgca atttcatata aagaatgtaa ttcgtcttta ttagattgca gtattgtttt
  4879321 atattttgac ataggttttc accccgttat tatttacttt ctttatataa aatgaatgtg
  4879381 gcaacaaaag cagtggtaac tgcaatagcg aagccaatta tatagtgaat catgttcatc
  4879441 atgccaagag gtgcaacaat tgtaagcatc ggaatacctg ttaaaccgta tgcgttagct
  4879501 gctacttgca tccagacaac gtaagcgcct ccaattgcgc cgccaatagc tgctgcaata
  4879561 aatggtttac ccagttttaa attgacacca aaaatagctg gttccgtaat tcctaaaaat
  4879621 gctgaagctg ctgctggaat tgcaatttct ttcgtttttt tgttttttgt tttgaaataa
  4879681 actgctaaag tagcaccgcc ctgtgcaacg ttcgccattg accaaatagg gagtaagaaa
  4879741 ttgacaccga tatctttatt tgcaagtaag cccgcttcaa tagcgtggaa gctatgatgt
  4879801 aagccagtaa gaacgattgt tgaatacaat ccgccgaata taagtccagc tactggtcct
  4879861 gcaaattgat aaattgtatt taaaaggtac gtaatgccgt caccgatttt atatccaatt
  4879921 ggtccgataa taataagtga taaaaagcca gttataataa ttgttaagaa tggtgtaact
  4879981 aataaatcta aagagttcgg aacacgtttt cgaagttctt tttcaattgt actcataaca
  4880041 tatacgcata ataaaatagg taaaacagta ccttgatagc caatcatatc aatatccata
  4880101 ccaaggaaat gtaaaacagt tggttttgca tttgaaagag tccaaggatt tgttaagctt
  4880161 gggtgagtta atataccacc aacaactgca cctaagaaaa tatttccacc aaattcttta
  4880221 gcggcactca ctccaattaa aataggtaaa ataatgaaag ctgcacttga gaacatatca
  4880281 agtaattgga taagtgagtg atctccagga actaatttaa acgctttcaa cattccgagt
  4880341 agacccataa gtaaaccgct tgcgacgata gctggaataa ttggaacaaa aatattggat
  4880401 agtgtctttg ctaggcgggc gataggattc atttttttct taggtatatc gtttgatctt
  4880461 gtagaatcta gttcggctat cccaattagt tttgagaatt catcatatac tttgtttact
  4880521 atgccagttc caaaaataat ttgatattgt tcggtcgttg cgaaagcacc tttcacttca
  4880581 tcgatgtttt cgatttcgga agcgtttatt tttgtttcat cttttagtac aagacgaagg
  4880641 cgagtagcac aatgggtagc gcgcataatg ttttcctttc caccgatgtt ttgtaatact
  4880701 tgtgttgcaa tttgtttcat attcataaaa attccccctt actatatttt tatggaaccg
  4880761 gttccgtgaa cgattaaaat aaaaaacagg gaattgatgt gaagaatcct gttttttaat
  4880821 gtggaaccgg ttttattttt attatagagt gcctttatat tttgtcaacg ctttcttgga
  4880881 tttttaatgt ataacgagag tgtaatattt ttggtatagt tttgttttca acaagctgtg
  4880941 aaagagaagt ggcagcaagc tttccagcat actcataatc aaatgcaatt gtcgttaagc
  4881001 tagggtgtac catttctgaa atatcatatc ccccaaatcc tgttacagaa atatcacctg
  4881061 gtacagaaag ggagtgggag tgaataactt tcattgcgcc aagagcgatg ttatctgtag
  4881121 cacatacgat aagagttggg cgattattat ctaaaatatg ttgtacttgt ttcatggcat
  4881181 cttctatatg gaaagatgtt tcgtaataac aaacactgca agttggttct aaattttcaa
  4881241 tggctttttg aaaaccgttt tttcgattta taccaacaga aatatcatct ttttctactc
  4881301 ctaaataggc gatatttcta tgcccttgtg ataacacgta tgctcctaac tcataagctg
  4881361 catcataatc atcatgaacg aggcaatatt gatctttata ttcttgccca acgaataaaa
  4881421 tagggatatt tgaattagca ataatttgtt gatgtttatt tgttaaagtt ttagttaata
  4881481 aaataatgcc agctactctt tgttttataa agttttccat tgcttgtatt tcagtttcaa
  4881541 ttgtttgatt tgcatttgct acaagcattt gatagttatt ttcctgtaac gtattatcaa
  4881601 tcccgataag tgttttcatt gtagcgaagg agtctaatcg ggggataata acaccaatta
  4881661 aatttgttgt ttttgctttt aagctttgag caaatgtatt gggagaaaaa tttgtttctt
  4881721 gaataatact ttcgatttta agttttgttt tatcacttac gtatcccccg tttaagtaac
  4881781 gagaaactgt gctttttgca actccagcca atttggcgat atctgcaatt gttttagtca
  4881841 tattatttca ccttcgtatt cataaaaata ttaattttat tatagggaga attggggagg
  4881901 acgtaaacaa gaagaggaaa agaaaaaacc acctcacgta tatgaggtgg aatatgtgtt
  4881961 aatatcttgg tttaaaagta tgacaacaag tttctacact cgttgctaca gaactttcta
  4882021 gcgtctcatt tgttaaaact gcatttgtat acgaattatt ttcagtttga cctgattcat
  4882081 cggcatctgg ctgaacgata atcgcactgg cttgacaaaa gttaccttgt ccccaaaatg
  4882141 agcaattgga aacagagcat cttacttctg gcataaaacc ccctccttat acattagttt
  4882201 ggggttttac acgcatttca tgtatagaag gagtttcctt ttctcgttat ttctttgttt
  4882261 gttcaaacca ttctttgaat ttgtcttttg attgttctcc actaatacgg cttacttctt
  4882321 taccgtcttt aaaatgaata attgtcggtg ttccttggat attgtattta tcccaaggct
  4882381 cgtttaaatt ttcaatatca attactttca tatcaacatt taaatctttc gctaaaggta
  4882441 cgacaatagg agagaccttt tgacaatgaa cgcaagaggt ttgatagaag gaaatcgttt
  4882501 gttctttttt atcttctata tttttattga gatcttcaag agaaatttta tttgagtagt
  4882561 aacctttttc atctgtcgat gcatttttct tttccatttg tgttacagca aagattgccg
  4882621 caaataagac gataataata ccgccaaata taagcatttt tttcattctt tcatctcctt
  4882681 atttgttttt gatgacaata aagctacaaa cagcgattgt aataaagccg ataagtgcta
  4882741 aaaacgggat tgtcacaaag ccgaaccagt ttatgtattc tcccgtacat ggtacgcggc
  4882801 cgcaagctgc ccctgcagct gaaaatgctg cgactttttg aattacatag tgatataaag
  4882861 aaatacaagc accaatactt gcgattggta aagaataact tgcaatgcga tagtcttttt
  4882921 ttactacagc gataccgagc cataaaacga atggatacat gaaaatacgt tgataccaac
  4882981 aaaggacaca aggttcaaat ttcatgattt cggaaaagta taaacttcct agtgtcgcaa
  4883041 taaaagaagc tccccacgcg gtaaataaag catattcttg ctttttttct cgtcccatat
  4883101 tttatacctc acttataata gttacatact aaattatagt atgaagtggt acagaaaaga
  4883161 aagaaaaaat atgtttatca ataaaagttt tataagggga aacttttatt gatatgaaca
  4883221 tttaaaaaaa gcgctatcct ccagaagagg atagcgctat aatttacatt tgaatttgct
  4883281 ctacttcttc tacatgcgac ttttgagatg cgtggtcaat atattgaaat aggagctgca
  4883341 attgtttatc aacttctggc agttctttac tgtattgata agcgtgtaaa aaatgctcaa
  4883401 tacgcttaga aaataattga tcgttcgttt gaaccataag aacgagtaat ttatcccaat
  4883461 tacagcaata cgtgtaatag agagctttat catagtcgtt atatttttgc actgtgtacc
  4883521 ctccttaccg agagttatat atagtgtgtg ataagtaagg agaaatacac ttgaaagaat
  4883581 ttgttaagaa aaaaagtgaa tgaaaaaaaa cgaggtgttt cctcgttttt taagcttttg
  4883641 gcattggcgt aggtgttggt tttccgtatc cttctttata tttattgtcg atatagttac
  4883701 gaatttcaag cgttgatttt cctttttgtt tcatcgaagc cgattcaaca gcgatttcta
  4883761 ggcaattgac gcaagtcgtt gcgtgggaat cccaaacaac ttcaccattc tttttaattt
  4883821 cacgaataaa gcaattttta ttgtttttat gtcctacact ttcaccgcaa ccgcagtaac
  4883881 atggaatcca atctaatagc tctgcatttt gtccagcgac agtgtagata tctttcattt
  4883941 gtggatcaag cttgtctagg aaggtaggaa gtgtgtcgac tccttttgtt ttctcttgaa
  4884001 tgtcagcttg ctgagtgtgc gatgcatggt cgtgctcttc ttttgattca gatgattttt
  4884061 tttcatttgt accactgctt ccgcatccag caagaattaa actcagtact gcaagtaaag
  4884121 aaaatacata tttcttcata cgcttgtccc ctttacaaat gtattaatca aattgtatca
  4884181 gagattatgg tgtgtcgggt gaagattttt ttgaccgatt tttgaaatgc catcgtagtg
  4884241 aatggaatac aaataaaatc gggatataag cgtatacaat atataagcca gcttgagata
  4884301 ggactgtgtt taatgtgttg ataccttcac ggtttgtgaa aaataaggat gaaataaata
  4884361 tggctgcgat aaaaagtggt aatgtaattt taaatggtat gtgaaaagat tttttactaa
  4884421 tgcaacaaga agacaaaatg gttaaacaaa gattaggtaa aataataaga taccatagga
  4884481 aaataataat gtactcaaac ctttggataa aaggaacttt aatgattttt agcatcgtta
  4884541 atgttggcca aattgtatga tggagttgcc ctgggctata gtacataagg gaaacgatgg
  4884601 ctagtattac gtatagaatt gtcgtaaaag caataccacc atgtgcccat ttatttaacg
  4884661 attttccttt tttaataaat ggataaaaaa caaggattgc ttcaaatcca agaaattcta
  4884721 atgcagatgc tttggctgaa gttagaattt ctaaaggtga atgatttaga attgggaaaa
  4884781 tgttacggac atgtgcatat ttcattggaa aaactaagaa taacagaacg aaaatcggta
  4884841 tgataacgcc ccaaaaacaa attccagtta cagaacgaaa accgccccta attatgtaat
  4884901 aagctacaag taaaaataat aaagttaatt tccacggttt aattgtagga aagacccaaa
  4884961 cttgaataac ttcaatatac gtacgaagaa cagtaaggca aaataataaa aggtatgcgg
  4885021 caaagcatat ggaaaaattt ttccaatcca ttttccgaaa catgtcgtat gaatattcat
  4885081 taaatcatta tctttttcta acattttaag catacaaaat aaaacgatat gagttgcaat
  4885141 accggcgata ataagagaaa tccaagcatc ataaccggca aattgcgcaa ttattctttg
  4885201 gtatcccaac actcctactc caatttgaag ggagtgtaat agaaggaatg tgaaataagg
  4885261 ggaaacagta tgtgttttat cttgtccagc catgatagca cctcactatt cgccgatacc
  4885321 agattgtacg acattaattt ttacattaac agcaatgtct acgttaggat acatatcttg
  4885381 aatttgtttc atgctccatt ttcttgaatg actacgaatt tcttcacgta ttcctattgg
  4885441 atcgatttta ttttcttgga attgttttat taattcgttt aaatcctttt caagcatttt
  4885501 ttctatatgt ctttttacgt aagttacatt tttacccttt gataaatcaa gccaactagg
  4885561 ggcatttttt acaagtccat ttaactttaa gtgtatgtta actttcggaa tatcaccgtt
  4885621 tgacgaaaga gagcatacac tatttccaga taagttttga gtagcaatta ctcctttatg
  4885681 tttaccttga cgtatcggaa cttcgtaacg tccatttttc gttggattaa tgagtaattt
  4885741 aaataaaaaa gaccttttcc tatccgtata catagcgact ttatcttttt ttaaaaaagc
  4885801 gagcccttta atagaagcag atttgtcttc tgatacttga atgtaaggaa gaaatggatc
  4885861 acatccagat gaatagaagt tatataaaaa aatatttaaa gctgtccgag ggattgtctc
  4885921 ggtttttata ttttgttcca gtaattcaga tagatataga gatccatttg ttctcacatg
  4885981 tttcagtaat tcttctgatg aaccatctac aagtgctagt tgtacatcac ggccaatgtt
  4886041 aggatcacgt tgtaagttgt taataacatc cccgagtcca tgttcgccaa atgcttttcc
  4886101 aaataggaca acacgcattt gacctacagc aatcgtatgt ggagatttgg cgtttagaag
  4886161 ggaagagatt gtttcaattg tacctgcatg agtggattga gtttctggtt tagattgtac
  4886221 gccttttgtg taatccggat ataaaattgt tccgcgaaat tttttgtttt ttgttatatc
  4886281 gaatccacct acgtgaatca ttcgctgtgt atcaactata tgagcttctg tacaaccaga
  4886341 ttggaaaatt aaaatgataa tgaaaaagca taaaaaaata ttttttattt ttcctcaccg
  4886401 tcacgttttt ctttcgcttt gtttggatca tagcgccatt tctttttggg ccttaaaaaa
  4886461 gaagcgcgtt cagcagtttg actaaatgga agacgaagga gtccttcagc tgtacctaaa
  4886521 ccgcgaaatg ggtataaagg taataaataa ggtgatccaa gtgattttaa gtgaattaaa
  4886581 tgagctaata tgaatacaaa tccgacgata agacctacac caccaaatgc tccagctaaa
  4886641 atgatgagag ggaatcgtaa tatccggatt gtagaagaca tttttactgt cggtgttgta
  4886701 aaagaggcta gtgcagacaa cgcaacagca attaataaga tggtgctcgt taaagcagct
  4886761 tcaacagatg cttgcccaat tacaattcca ccaacaatac caatcgtttg gccgacttta
  4886821 gtcggtaaac gggccccagc ttcgcgcagt aattcgattg taatttctaa aaaaagtgcc
  4886881 tctaaaacag gtggaaatgg tacattggct cgggaataaa taatcggtcc aagtaaatca
  4886941 gctggaatca tttgatagtg atacgttaat acagctgtat aaatagctga tgaaaataaa
  4887001 gagaatgctg ctccgaaaaa gcgaactaat ctaagaaatg agccagctat ccatggtaaa
  4887061 taataatctt ctggagagac gaagaaatcg agtaatgtcg ctggtccagc taatgcatat
  4887121 ggtgaaccgt ctgttaaaat gacaactcct ccattcagta atgcataaac ggagcgatct
  4887181 aaacgttctg taggtagtaa aacacggaag ggagagttgc tattatcact aataagctgt
  4887241 tcaactagag ttgcatcaaa agggtaatca aaatcaatat cttgtagacg ttgcattgcg
  4887301 gtgttaatat gctgttcatt tgtaattcct tcgatgtaag caactacgat tttggttttt
  4887361 gacatagaac caatgctaac ttccttgaaa attaattgct cggttacgat atttcggcgt
  4887421 aataaatgta tatttatatc aacattttca acaaaaccaa ctttagggcc aataacacta
  4887481 tattcatttt ctgtgtcatt tactaaacga gttcctaaaa cggtactctc ggcgcgtaga
  4887541 agtgcatacg ctgcttgccc tgaacctttt tttagttgta ataatacgta tccacctaat
  4887601 aatttctcac gaatatcatc aatggacgga ttgatgaggg tgtcttcaat agatacgaca
  4887661 tttaagatgt catcaatatg ttgaatctcg tctaatttat tttttatagg tgctaaaatg
  4887721 aatcgcttaa taataagtga ttctactgta gatttataat aaaacaaaca taatgtccca
  4887781 tcttctataa tgttataaga agaaaagtcg cttgattttt tcatcgcatg gataaaatct
  4887841 ggaatagaac agaaggtttg ttttttcttt ttagatgata aatgaaacat tttcccaccc
  4887901 cctaacatat atcatttact tgtgttagtt tttgggaaag acgggaattt atacttaaaa
  4887961 attgaaagtt cataaacaaa aggaagagta taaaaaactc ttccttttgt tgtattaatt
  4888021 tgttttcttt tctttaatcg actttactaa tttaatcatt tcagctcgta tatcttcttt
  4888081 ttttacattt aatttttcgg caatttgttt catatccatt tcgtcttttt tcatttttag
  4888141 cacatcatca aggggagtat tacttttttg agagatgatt gttaataccg tgagctgacg
  4888201 taatccgata ttatattctt tcattttttg ctttagtccg tctggtgttg atttttgcat
  4888261 atttgctaat tgttgcagta gtgctttttt gtttctttat tcatatgatg ctttttcaac
  4888321 ttacttggat ctaccccgaa atgctcggct gttttctccc aagaattatt ttgcttatag
  4888381 taagctaaaa cgtcttttat ttctttttta ctcatttttg caatgtgggc agctttccaa
  4888441 atttcatgtt tgttatagcc gagtttttcg agcgactgca tttcttcttc tgaaattggt
  4888501 ttatgatgat gcaatgttac ttcttttggc gtagcagcgg aagcagggaa ggtagatatc
  4888561 ccgcataata atgctgccat agtcatactt actacgattt ttttgtacat gtaaactcct
  4888621 cctagatgga taatgtggaa aactttacac atatcatttc cataaaatgt gaaatacttg
  4888681 tgaacaaatc aagttttttt attcacagta tgaactgaag tttttggaag ttttccaaca
  4888741 taaaacattg attaatagta aaaaactaag gtataatcga aattgaaaat caatatcaat
  4888801 aataaacgta tacatataga taaaaataag ggagagaaaa atatgactac atatacttcc
  4888861 atcgcaaatg taattaaaga aagacgttct gttcgtacat ttacagataa agcagtagac
  4888921 aaagagttat taattgaact attaaacgac gcaacatggg caccgaatca taaacaccgt
  4888981 gaaccatgga attgtaaatt atacattgga gaaggccgtc agaaattagt agacgcagta
  4889041 ttaaattctt tcacagaaga agaaagagca aaacgcggta aaattttatc ggatcgtttc
  4889101 ttaagcacac ctgcacaaat tgttgtatat ataaatgaag atccacgtca aattcaacgt
  4889161 gatgaagatt acgctgcaac atgtgcattt atgcaaaact tccaacttct tgcttgggaa
  4889221 cgtggattag gttgtgtttg gaaatcaggc ggattaaact acaatccact atttatagaa
  4889281 ggactcggtt taactagagg tcaacgcata gttggaattc ttcatcttgg ctattttgat
  4889341 aaatcaccag aaggaaaagc tcgtacgcca attacggaga agatggagat tattgaaggt
  4889401 taatagatga gacattctcg ttttttatga gggtgtcttt ttattatgca atcaattctc
  4889461 atgaaagctt gttctcaatc atacactttc ttaagggaaa gtgtaaggag ggaaaataat
  4889521 gagagcaagt gacgataaag cactgcaata tgcgatagcg gaaattacgg aaattgcgac
  4889581 tggatttggg cttgattttt atccgatgcg ttatgaaata tgtccagcgg aaattattta
  4889641 tacatttggt gcatatggga tgccgacgcg tttttcacat tggagttttg gaaaacagtt
  4889701 tttcagaatg aaattacaat acgatttagg tcttagcaaa atatacgaac tcgttattaa
  4889761 ctctgatcca tgttatgcct ttttattaga tacgaactcg ttaattcaaa ataaattaat
  4889821 cgtagcacac gtgttagcgc actgtgattt ctttaaaaat aacattcgtt tttcaaatac
  4889881 gaagcgagat atggtagaaa gtatgtcagc aacagctgaa tgggtgaaag catatgagca
  4889941 taagtacgga aaagaagagg tagaaacatt tttagatgcc gtacttgcta ttcaagagca
  4890001 tattgatccg tcgcttatgc gtccgaaact ggcgtggagt attgatgatt tagaagagga
  4890061 agaagtagag aagaaaaagg catcgcaata tgatgaccta tggaatttag ataatcgaaa
  4890121 taaaaagcag gaacgctcca atgtacgtaa aaagaagaaa atcccaccgc aaccagaaaa
  4890181 agatttactc ctctttattg aagaatatag ccgtgagtta gaagattggc agcgagacat
  4890241 attaacgatg atgcgtgaag aaatgttata tttctggccg cagcttgaaa caaagatcat
  4890301 gaacgaaggc tgggcgtcct tctggcatca acgtatactt cgtgaaatgg acttaacatc
  4890361 tgatgaagca attgaatttg cgaaattaaa tgcaggcgtt gtacagccat caaaaacgag
  4890421 cattaatcca tactacctcg gtattaaaat gtttgaagat attgaagaac gttacaacaa
  4890481 cccgacagaa gaaatgaagc gacgaggtgt caaaccagga tctggtcgag acaaaatctt
  4890541 tgaagtacgc gaaatcgaat gggacgtatc gtttttaaga aactacttaa ataaagatct
  4890601 cgtaatgaga gaagatatgt acttattcca gcgccaagga aaagaatata aagtaataga
  4890661 taaagagtgg gaacatgtac gtgatcagct cgtaaatatg cgtacaaatg gtggcttccc
  4890721 gtacttagta gtagaagacg gagactactt aaagaacgga gaattgtata ttaaacatag
  4890781 ttacgaagga atcgagctcg atttaaaata cttagaaaag gtattaccat atctgcatca
  4890841 actgtgggga agaacagtgc atatggagtc gattgtggag agtaagggtg ttgtgttttc
  4890901 ttatgatggg aagatggtgc atcggaagta tgtgtgatgg aaagaacgga catagaatgc
  4890961 tatgtccgtt cttttttatt tggaacaagg tcaaatatgc tattcttgaa aaagggagtt
  4891021 acatagagaa atggagagat tcaaatgagc aaagtagggg tatgtaaggt tgatattaca
  4891081 ccgcctatag gaattgattt tgtcggatac catagagaga caggaataaa taatattgaa
  4891141 gagcatattt atgggacggt ttttgtattt gaaaaagatg aaatgaaaat tgtgtttata
  4891201 agtattgata atattgggat gttagtagaa gatacgaata tgattcgtga gcaagtagcg
  4891261 agtgaacttc atgtgccgtt tgagcgaata acggttgttt atacccatac gcattccggt
  4891321 ccagagacgg tcggtgatga tccgctagtg cagtcgtata aaacgatttt agtaaataat
  4891381 gtagtgcacg gtgctgttac tgcgaataaa aacttgaagc aatgtgaagt tggttggggt
  4891441 gttacgacag gtgatattgg ggtcaaccga agagagcgaa catttgatgg aagagcgaag
  4891501 atgggaacaa atatagaggg cgttgtagat aaaagaattg ggatgttagc aataagacat
  4891561 gctgaaacga aggagctatc tggtattgta gtattttgta ctgcgcatcc gaatgtttta
  4891621 aaaggtgata gtgatgtatt atcagcagat tatccgggaa tgacgagaga gattcttgag
  4891681 aaaattgtaa actgtcctgt tattattgtg caaggagctg ctggtaatgt aaatgcgaaa
  4891741 tatcgcggtt caagggaagc attaaagaaa atggcttata cacttagtgg acatgtattg
  4891801 acgatgttgc caacagttac atacagccca attgtaaatg taagaacagt ttcgagtacg
  4891861 atgcaaatga agttgaaaga tattcctgaa atgaatgaga tacgaagcat ggctcaatta
  4891921 gttgagaaac agtggggtgt gaatacggat gaatggctta ctatcgtttt agagaaatat
  4891981 aagcaaggta ttcggcagtt acgtattgat ttagaagtgc aactgtttca aattaatgat
  4892041 ggtatattct ctggtatacc gatggaacct ttttcagaga ctgctttaga aatgaaagag
  4892101 agtcttcaaa atgaactagc tttctttggt ggatatacga acggatatat tggttactta
  4892161 ccaacgaagg aagaattcgc atatggtgga tatgaagtgg aattaagccc tgtagtgtat
  4892221 ggaccggtta cgaatttatt gatgccactg gaggaaaata ctgcggagtt ggttgtgaag
  4892281 agagttatgg ggttatataa cacgtaaaaa aatatattca gtagaataaa atgtaaagaa
  4892341 attaatgatt tttaatacat ctgtagaaaa cgaatccatt ttgaagaaga tgaatcaaag
  4892401 tggattcgtt ttttgtatgg gtttttgttt accagacagg tcgtatattt gatgataatt
  4892461 tctctgtatt ttctttagta acgaatgttg ttaaatcttc ttttagcatt tgcattcgtt
  4892521 ctgtacctat attttcaatc catcgctgct ctatttcagc tactatttct tcttttgctt
  4892581 tcattactgc taaaccacgt tcggttaaaa caatgatttt acccctttta tcagtagggt
  4892641 gtgttttacg tgtaacgtag ccactattct caagagaatc caccatttta cttacagctt
  4892701 gtttggaaac ccctaaatac tcagctagct ctataccagt tgccccatta ggaaggatgc
  4892761 gtttgaacat aaaaccatgt gctggtctaa tatcctcaaa tcctaattca cttaatttgt
  4892821 catgtagctc agtaattaat gtgctaaatg ataatgataa aagcgatgta agatctaact
  4892881 cgttaaatgt ttgatccata tatataacct ccgcacttgt agtcaattaa gttgactata
  4892941 ttatgttggt agaataaata atgatttata taatatagaa tcaatggagg tttcacatgg
  4893001 ttcatatcgt aaaagttaga gggagtgtct ttgcaccata tgcattgctg gaacctatta
  4893061 aggatcctgc aacgggaaga ttgtttgaat atgctggaga tgcacgtgag tttacaccat
  4893121 acgcggcgaa cgcaaagcgt tcaagattag aacaagaagt gaatattgat ttttataaaa
  4893181 gagaaatttt cacatatgca gatgcttgta tcgtcacagt aaagattaca aatccagatg
  4893241 gctcaactga gtatcaaaaa ggagaaataa gtacagaaaa cattgtatgt actaatatcg
  4893301 tatggggcga ggatgaagtt tcatttgaaa tgagagcaag tgctagtaat ccgttaaatg
  4893361 cggcagcacc tgcagctgat tatttgttgg ctatacgagt taataaaagt ggtactgtgc
  4893421 atgttgaagg tgtacatgat ggtttccctt gctatgaatt ttataaacaa gtagattttg
  4893481 gtccgtttga atcaatatat atacatgatt ttagagaaac aaatgatact ccagcagcac
  4893541 tagctggaga gatggaatat agctttaaaa cgacagtcta aacataaata tagcgctatt
  4893601 tttagaaaga agtagaaaag taaaagagaa atctattggt tttaggattg aaattatggt
  4893661 ctattttact caatagtatt cagtatctaa aataaaatta tagaggtgtt tctgatgact
  4893721 aatatcataa aaattagagc cagtgtattt attccaatgt cttggactga agctaaaatg
  4893781 gatatggaaa caggacaagt aatccaattt gaaggtgatt cacgtgaatt tacaccacat
  4893841 gcggtaaata cgatgcgctc tagagtagag caagaggtag tagttgattt ttataaacaa
  4893901 gaagtgtttt catatgcgaa cacgggtatt acgacagaga aggttataag tccagatggt
  4893961 tctgtgaata aaagaacagg aaaagcgagt acagagaata ttgtgtgtac tgatatcgta
  4894021 tggaattccg gtggtgtaca attcaaaatg agtgccagtg caagcaatcc attaaatgta
  4894081 tatgcacctc ctgtggatta tgtattaaat gtctgtgtga aaaaagatgg tagtatcgat
  4894141 gttcaaggag agcatgatgg attcccttgt tttgaatttt ataagcaagt agatttcggt
  4894201 ccatttgaaa aaatatatac acatgatttt agagaaactg gtgatacagc ggcagcgcta
  4894261 ggcgggaaca tggattatag ttttacaaag agattatagg aagtatggcg atggaacgat
  4894321 gggttgcttc atttgtaaag aacttgggga tgtctaagtt cttttttatt tgtttcaaat
  4894381 ttgtgaaaga aagacatatg gattgaaatt aaatttttta taatttatta tatacccata
  4894441 caggtatatg tttttcgtat gtgatacatg agaaaattaa ataataaata atatggaggt
  4894501 ttaaaatatg tccagaaaaa tagttgtagt aggcggagtt gccggcgggg cctcagtagc
  4894561 tgcaaggctt cgtcgattaa gtgaagaaga tgaaattatt atggtggagc gcggtgaata
  4894621 tatttcattc gcaaattgtg gattaccata ctatattggc ggtgtcatta cagaaagaca
  4894681 aaagttatta gtacaaactg ttgaaagaat gtcgaagcgt tttaatttag atatacgtgt
  4894741 attgagtgaa gtagtaaaga ttaataaaga agaaaaaaca attacgataa agaatgtaac
  4894801 gacaaatgaa acatataacg aggcatacga tgtgttaatt ctttcaccag gggcaaaacc
  4894861 aattgttcca tctattccag ggattgaaga agcgaaagca ctgtttacgt tacgaaatgt
  4894921 accggatact gatcgtatta aagcgtatat tgatgagaag aaaccacgtc atgcgacggt
  4894981 gattggtggc ggatttattg gagtggaaat ggttgaaaac ttaagagaac gtggaattga
  4895041 ggttactctt gtagagatgg cgaatcaagt aatgccacca atcgattatg aaatggcagc
  4895101 atatgtgcat gagcatatga aaaatcacga tgttgagctc gtttttgaag atggtgtaga
  4895161 tgcgttagaa gagaacgggg ctgttgtacg tttaaaaagt ggctcagtta tacaaacaga
  4895221 tatgcttatt ttagcaattg gtgtacaacc agagagtagt ttagcgaagg gtgcagggtt
  4895281 agcactagga gttagaggaa cgataaaggt aaatgagaaa tttcaaacgt ctgacccaca
  4895341 tatatatgca attggtgatg cgattgaagt aaaagatttt gttactgaaa cagaaacgat
  4895401 gattccttta gcgtggccgg ctaatcgtca aggtcgtatg ttagcagata ttattcatgg
  4895461 tcatacggat tctttatata aaggtacgct cggaacttct gtagctaaag tttttgatct
  4895521 aacagttgct acgactggat taaatgagaa aatattaaaa cgattaaata taccctatga
  4895581 ggtagtacat gtgcaggcaa attctcatgc gggatactac ccgaatgcta cgccagtgct
  4895641 aataaaatta atttttaata aagatagcgg aaaaatttat ggggcacaga cgttaggacg
  4895701 tgacggtgta gataagcgta tggatgttat cgcaacggca ataaaagcaa atttaactgt
  4895761 acttgatttg ccagatttag aattatcata tgccccgcca tattcttctg caaaagaccc
  4895821 agtaaacatg gtagggtatg cagcaagtaa tatagtagat ggttttgtgg acacagtaca
  4895881 atggcatgag atagatcgta ttgttgaaaa tggtggatat cttattgatg ttcgagagcc
  4895941 taatgaacta aagcaaggaa tgattaaagg ctctattaat attccgttag atgaattacg
  4896001 tgatcgtttg gaggaagtgc cagtagataa agatatatac attacgtgtc aactcggtat
  4896061 gagagggtat gttgcagcac gcatgttaat ggaaaaagga tataaggtaa agaatgtaga
  4896121 tggtggtttt aaattgtatg ggacagtctt accagaacgt attgtatatt gatatttttt
  4896181 catcttccac ttcaaaattt ggtggaagat gaaagcctat agatgaaggt ttcgctttgt
  4896241 gttttgtgaa tgtataaaat aaaattttaa aataagggtt tacaaaatac cctgcagggt
  4896301 ataatatatt gtcataagtt ataaatagtg acataatggt aatgaggtga ttatacaatg
  4896361 gaatataatc aagatatgaa aaatagattg aaacgcattg aaggtcaagt tcgtggcgtg
  4896421 cttcgtatga tggaagaagg aaaagattgc cgagaggtta ttacacagtt aacggcatct
  4896481 cgttctgcac ttgatcgtac aattggcctc gttgttggaa caaatttaga gcaatgttta
  4896541 cgtgaacagt ttgaaagtgg taatggttca aatgaagaat taattaaaga agctgttcaa
  4896601 ttacttgtaa aaagccgata atctgtcaaa cgtaagtgtt gacagatttt caaaaacatt
  4896661 ttattatacc cctacaggta tatgtatata agttgtggag gaatcgacta tgagtataaa
  4896721 agtggatatg agtttagatt gcaaaggttt ggcttgtccg atgccgattg tgaaaacgaa
  4896781 gaaggcgata gaaggattag catcagggca agtgattgaa gttaaggcaa cagataaagg
  4896841 gtctactgta gatataaaaa gttgggcgaa taaagtaggg catcaatata tcggtacaaa
  4896901 acacgagagc gatattttga tgcattacgt tagaaaagca catgagcatg aagtgaatga
  4896961 ggttgtgaaa tatcctcata caattacgaa tatagagttg gaagagatat tagtaagtgg
  4897021 tgaagagtgt actgtattag atgttcgtga agcagcggaa ttcgcttttg gtcatattcc
  4897081 atctgctact tcgatgccgt taggtgaact agaaagtcta gtcttagata agacgaagca
  4897141 aatttatgtt gtttgccgaa ctggtaatcg cagtgatgta gcttgccaaa tgttgaaaga
  4897201 gaaaggttat acaaatgtga aaaatgttat tcccggtatg atagagtggc aagggaatat
  4897261 agagaattaa atttttttaa ataaaaatat acctcagggg gtaagaagat ggaagttaaa
  4897321 tcattacaag caaaagatgt tgcagagaaa gttttattcg gagagttgtt tattttagat
  4897381 gttcgtaatg agacggatta tgaagattgg aaaattgaag ggaaacaaat ctcatctata
  4897441 aataaaccgt attttgattt gttagatggt gtagatcaaa ttgtaagtga attacctaaa
  4897501 gataaagatg ttttagtagt atgtgcaaaa gaagggtctt ctatatttgt ggcagagcag
  4897561 ttaacagagg ctggattaga aaatatttat tatttagctg gtggtatgaa ggcttggagt
  4897621 gaatatgtaa agcctataaa agttggagat ttaaaaaatg gcggaagtat gtaccagttt
  4897681 aaccgccttg gaaaaggctg tttatcttat atggtcgttt caaacggtga agcagcagtt
  4897741 attgatgcaa taagaacagt tgaagcgtat gaacaatttg cgaaagagaa tggcgttacg
  4897801 attacgaatg taatggatac acatttacat gcagaccata tttctggagg acgtaagtta
  4897861 gctgaaaaag taggggggac gtactggtta ccaccaaaag atgcggagga agttgttttc
  4897921 tcatatgaac cgctcgttga aggatctgtt attacggtgg ggggtactaa aattgaaatt
  4897981 gatgcattat actcaccggg gcatacgatt ggaagtacat catttattgt agataattcc
  4898041 tatttattat caggcgatat tttatttgta gattccatcg ggcgtccaga tcttgctggg
  4898101 aaggctgaag attgggtaag tgatttacgt aatactttgt atagccgata taaagaacta
  4898161 tctcaaagtt taattgtgtt accggctcat tattcaaaaa taagtgaaat ggacgaaagt
  4898221 ggtattgtta gtgcaaaatt aaaagattta tttgagcata atgcaggatt aaatattgag
  4898281 gatgagggag agttccgtaa agttgtaaca gaaaacttac cacctcaacc aaatgcatat
  4898341 gaagaaatcc gtcaaaccaa tatgggtaaa attcacccga gtgtggatga agagcgtgaa
  4898401 atggagattg gtccaaatcg ttgtgcagtt cacaaataaa taaatgaatg aatgaaaaat
  4898461 ggaggaatag atgatgaatg taaaacaagt attagatgcg aaagatttag catgtccaat
  4898521 gccgattgta agaacgaaga gagcgatgga tactttgcaa actggagaag tgttagaagt
  4898581 acaggtaact gataaagggt cagttaagga tattccagtg tgggcaaata aaagtggcca
  4898641 tgacatcgta aagcatgaag aggaaggcga tgtgctgaag ttttggatta agaaggcgta
  4898701 gtatttttat aaatgtagag aggttggtta tatgaacaca atattaagta cgcttttcat
  4898761 tgtacttgct gcatggtttg ttatttcacg ctttttacct gtggaaaggt gttcaaaata
  4898821 taaacggaaa agaattaaaa agtatagtag gaaaacaggg aaagtacttt atcgatgttc
  4898881 gtacagtagg tgaatataga ggaaatcata tgaaaggatt tcaaaatatc ccgctaaatg
  4898941 acttagctag taagacaaat caattagata agaataggga agtaatcgtt atttgtcaga
  4899001 gcggaatgag aagtaaacaa gcagcgaaaa tgttaaaaaa attaggattt cagcatgtta
  4899061 tcaatgtttc aggcgggatg aatggtttgt gaggaggaaa tgtaaaatga aagaaatgat
  4899121 agcaaaagaa ttagaagaaa aattgttacg taaagaagca gtaaatatcg tagacgtacg
  4899181 tgaagtagaa gaagtagctg aagggaaaat tccagaagcg tgtaacattc cactagggct
  4899241 gttagaattt cgtatgcatg agttggataa aaagaaagag tatattatcg tttgtcgttc
  4899301 tggcggaaga agtgcaaggg cagttcaatt tttagaaggt tacggttttc gagtgattaa
  4899361 tatggtaggt ggtatgttag cgtgggaagg taaagtagaa tagggcgaga cgatttttta
  4899421 taaaaataaa aataccccta taggtaattg gagggagaac aacatggaac aacagaagaa
  4899481 aacaacaatc gttttattta gcggagatta tgataaagcg atggctgctt atattattgc
  4899541 aaatggtgca gctgcttatg atcaagaggt aactattttt catactttct ggggattaaa
  4899601 tgctttaagg aaagatgaac atgtagaggt aaagaaaact ttcatagaaa aagtgtttgg
  4899661 gaagatgatg ccacgcggcg ctgataagat gggattatca aaaatgaatt ttgcaggtat
  4899721 gggaccaaag atgattaaag gtattatgaa aaaacataat gcgatgccat taccagattt
  4899781 aattgatttg gcgaaagaac aggggatcaa acttgtagct tgtcaaatga cagtagattt
  4899841 attagggtta aaagaggaag agattatgga aggggtagag tttgcaggag taggagctta
  4899901 tttagcagat gcttcggatg ggaatgtgaa cttattcatt taaatcacct tctttttaga
  4899961 aggcggggga tataagatga gtttagtcgt attacttttt ataattgggt ttataggatc
  4900021 gtttatatca ggaatggttg gaattggcgg tgcgattatt aattatccga tgattttata
  4900081 cattccggta ttactaggat ttactggcta tactgcacat gaagtgagtg gtattacagc
  4900141 ggtgcaagta ttctttgcaa cttttgcagg ggcatgggct tatcggaaaa gtaatgatat
  4900201 ggataaaacg ctcgttgtgt atatgggagc tagtatatta ataggaagtt ttataggtag
  4900261 ttttggtgct aatgcattag aggaacatac ggtcaatgtt gtttatgcag cgttagcaac
  4900321 aattgctgct attatgatgt tcgtaccgaa acgaaataat ggtgatgaac tgaaatataa
  4900381 taaatggtta gcaagcttgt tagcgtttat tgtaggtgga gcatcaggta ttataggtgc
  4900441 tggaggttcg ttccttttag ttccaattat gctagtcatt ttaaaattgc caatacgtag
  4900501 aacaatagca acatctattg ctattacgtt tatttcctca gtagggatta caactggaaa
  4900561 agtaataact gggcaagtag ttgtaatgcc agctcttatt attgcgattg caagtatctt
  4900621 tgctgcgccg cttggagcgc gagttgggaa aaggatcaat caaaaagcac tacaatatat
  4900681 gttatcgatt ttgattgtag gaactgctgt taaaatgtgg attgatatga tatcgaaata
  4900741 aaaggatggt gctgcttgca gcccatcctt ttatttatgc ccaaatcact ttcattaagt
  4900801 ttttgtattc gtcatttgct aatttatata gcattctcgt atgttcaaag acaagcgctg
  4900861 gattaaagtt tggttctgag aatgcaagag atgttgaaat atcaattgca ttttgcttgt
  4900921 ttaatgtgaa ttttgcaaat cgataagatg tgtttaattc attaataacg tgcaaaatat
  4900981 catttgttgc tgttgcatca ggtacgtgag caacattgaa gcagtatata tctacagtag
  4901041 gatgttcgtt ttggaaagca gcgataagtt gaatttttgc gccagcttct gtctctaacc
  4901101 ctactgaaaa atgaacagaa ccatcatttt catctatatt ttcttccatg tatatatcgt
  4901161 tggattttaa gtagtcttta aaatctgaga tgttatgttt tactgcagct ttcatatgta
  4901221 tgagccccct gataattgga atagattgct attatttatt ataatttaaa aatattaaaa
  4901281 aagatagttg gaaagttctg atttttaatt gtgaataata aagaagcagt actctacctc
  4901341 catagagaac tgcttcttta ttattcattg tcgttagacg atgtttcttt gtcttcattg
  4901401 ctattttttg attcattgtt acttgattcg cgttcacttg aattttcaga cttagattct
  4901461 tttgttttct ctgtacttgt ttttttcgaa tcagagtctg tttttgtata tgcaggtaat
  4901521 ccaagatgag tacgaagatc atttgtaact tttgctaatt cttttttatc tgggttgtag
  4901581 aaatatgttc ggccgccacc agcagatttg ctacatgtat cgtcgccttt ttccatatag
  4901641 cagtcgtcac cttggatttg taatttctca attgaagaat ccgccccata tttatagaat
  4901701 gaaagcatat catcaaatgt taagtttgta acgaattgtc cgttaatatc atcaatgata
  4901761 ttaccaactt ttgttacaga tccaacgctt gttagtttct ctaaaattgc ttcaataacg
  4901821 agctgttggc gttgtccacg cattgcatca ctatcgatgt ggcgcgttct agcaagagca
  4901881 agagcttctt cactatttag tttttgaacg cctttcttca ggtgaattgc atcagcgtta
  4901941 tcattactat cttgttcagt aaattcaact ggtacatcaa cttcaatacc gcctaaatcg
  4902001 tcgacaattt tcataaatga tttgaagtta aactttacaa agtaatcaac aggaacattt
  4902061 agtaattttt caactgcatc aatactcgct tgtggtccac catcttttcc gtttttagta
  4902121 gaaccatatg catgagcgtg tgtaatttta tcttttttct tttccactgg aatatacgta
  4902181 tatgtatctc gtggaatact taatagtttt acagttttgc tatctttatt aaacgttgca
  4902241 agcaatagtg cgtccgttct tatagcttca ccatattctt ttcctcggac atcgctttca
  4902301 tcaacaccca ttactaagac agagacattg tttgtaatag gttttacagc tttatcacgt
  4902361 aaatcagatt tatcaccgcg tgctaaatcg tgtgcggcat ttcgaacagc agaagatgct
  4902421 ttatttacta aaaaccaagt ataaccgcca cctactatta aaaagaatag aataacgctt
  4902481 ataataattt ttattttttt cttacttttt ttcggtttac tgcgtgtatt ttcttgcaaa
  4902541 gatgggtttt gctccatttc ctgtactcct tcatttggat tgaaatacga cactcatatc
  4902601 cacttattat aatgaaattt agcgaaaaaa acattacaaa acatttacat ttcgtaaaaa
  4902661 ttcaatatat ttataaaaag tcagatattc tatattatat tttttagatg tagaataagt
  4902721 ataagttgtt ttagtagaaa tgaaaatatg tattgtgaga aagtgataga gaagtaagat
  4902781 ttgttgaaat atagccaaga agaaacgagt aggtttactt atttcttcta tataataaag
  4902841 aagaaattta cggataaagg agagagcata atgaatcata catcattccg agcaattgtt
  4902901 gtgaacgaaa cagaaagtaa gcagtttgta agaaacgttg tagcgagaga agtaagtagt
  4902961 ttacctgaag gggacgtatt catacaggtt cattattcct cattaaatta taaagatgct
  4903021 ctttcagcca caggtaataa aggtgttacg agaatatatc ctcatacgcc aggaattgat
  4903081 gcagcaggag tggttgtgag tagtaaagat gctaccatta aggcaggaga tcaagtcatt
  4903141 gtaacgggat atgatttagg gatgaatact tctggtggtt tcggagagta tattcgcgtg
  4903201 ccggcgtctt ggattgttcc tttaccagag gaaatgtcat taaaggaaag tatgatgtac
  4903261 gggacagcag gttttacagc tgctttatca gtatataagc ttattggagc aggtataacg
  4903321 ccaagtatgg gagatgtact agtaacgggt gctacagggg gcgtagggag tgtagctgtt
  4903381 agtattttaa gtaaattagg atttaacgta gtaggagcga cagggaaaat ggaagaggaa
  4903441 gagatgctac tacgtctagg agcgaaaaaa gtgattcatc gcgcggaatt gaatgatgaa
  4903501 tcaggaagac caatgcttca aggaatatac gctggggtta tcgatactgt aggtggacat
  4903561 atgttagaaa cagctttaaa aacggtaaag tatggtggtt gtgtaacgac gtgcggtaat
  4903621 gtggcaggac aggaattaca aacgacggta tatccgttta ttttgcgagg cataagcctg
  4903681 ttaggaatag attctgtgca atgtccagtc gatgtgagaa gagatgtgtg gacgctctta
  4903741 gcaaatgaat ggggaaataa agagttacga tcttatacag aagaatgtat attagaagag
  4903801 ttagatgaaa agtttacact tatattgcaa ggaaggttaa aaggaagaac agttataaat
  4903861 atgaaatgaa aagagagacg cttacattag cgtctctttc ctattataat gattgtttta
  4903921 aattgatttt accttgttca cctaaaacac catcagcaat atttacagcg tgatcaccaa
  4903981 tacgctctaa gttgcttacc atatcaacgt agatgatact tgcatcacct gaacagctac
  4904041 gttcgtttag acgtaatacg tgacgtttac gaagaacacg ttccatttgg tcaattttac
  4904101 gttcttttgc aataaccgtt tgagctagtt cagtgtcgaa gtttgttaaa gcattaattg
  4904161 catcttgtaa tgttgagatt gttaactcga gcatttcatt taattcagct agtgcttcgt
  4904221 ttgataggga aacacggttt gaaatttgga aatcaacaag ttctacaagg ttttctacat
  4904281 gatcaccgac acgttcaata tcgccaacaa cacctgctag aactgaatgc ttctcagagt
  4904341 ctgttggtga aagtggcttt tctgatagta aaactaaata ctcggtaatt tttttatcta
  4904401 aattgttaat agctccttct aattgagtag ccatgtcaac gtgtttttta tcttgtgtgt
  4904461 ttaaaaattg gtttgcttct tttaatccat gtaatgaaaa ctcagccata cgaataatct
  4904521 ctttttgtgc ttcagttaaa gcgatagctg gagattgttc aataaagatt ggatttaaat
  4904581 gttgcggttt gaaatcaata gcagcatctt ccccgcgaat aattttcgtt acaatccatg
  4904641 ctaatacagc gatgaatggg aactgaataa ttgtattcgt tacgttaaat gttccgtgtg
  4904701 caaatgcaat tgtcatttct ggatttaagt ttaatgacgt ttggaagtat tgaattaaat
  4904761 ttgtaaaagg tattaataaa attgtaaaga tgattgtacc gacaatatta aagataacgt
  4904821 gaactaatgc tgcgcgtctt gcagcaattg aagtaccgat tgctgctaat acagctgtaa
  4904881 ttgttgtacc gatgttatca ccaaataata caggaagggc agcttgtaaa tcgattgcac
  4904941 cttgaccgaa tagttcttgt aaaataccga ttgttgcact tgagctttgt acaattaaag
  4905001 tgaagactgt accaacaaca atacctagaa ttggattatc actcatgcta accgttaatt
  4905061 cttggaatga ttctaaagag cgaagaggct tcatacctgt gctcattaat tctaaaccga
  4905121 agaataacat accaaaaccg aatataactt gacctaaaga atgtactttt ttatttttaa
  4905181 agaagaatag taagatagct ccaactgcca taattggaag agcatattct ccgattttaa
  4905241 ttccgataat aaatgcagta actgtcgtac cgatgttcgc acccataata acaccgattg
  4905301 cttgtcttaa tgtcataaac ccagcactta caagtccgac tgttaaagcg gttgttcctg
  4905361 aacttgattg gattaatacg gtaactaaca tacctgctag tacacccatc agtgggtttg
  4905421 ttgtaaaacg atctagaata tcgcgaagac gatctccagc tgcttgttgc agtccatcgc
  4905481 ccatgtattt aatcccgaat aagaaaatcc ctaatccacc aatgaactgg aagatcatat
  4905541 cttgaacatt gtattccacg cattccactc cttaaatttc atgtacgatg taattattaa
  4905601 ctaaaccgtg agccactgta aacgatttat cagtaaaatt tacactaaat ttacaaaggg
  4905661 ataaaaagtt tacaattctt taaagaaaca gctgtatttt attggttttt atcttttgta
  4905721 aatcgtattt ttgtaaaaaa atcacacttt ttagaaaagt gatgttcggt tgaatatcaa
  4905781 agaaagcgtc tgcgagttca tcgtatattt tttgatgaaa gttaaaaaaa tatgtaggga
  4905841 aatgcatgta gttttataac gtcaaaaata cgtaaaaaag ccactggaat tatccagcag
  4905901 ctttttccgt atttttatca ccatgctttt gtttttttac acttgtaatg taaatgaaca
  4905961 ggaaagcaat aagtagtaga gaggaataac gatatacagt tgcgtagttt gtaaaatgtg
  4906021 caatgaatcc aaaaataatc gcgccagcac caatgccaag gtcaaatgct gagaagaatg
  4906081 tagctgttgc gactcctcgt cggtgcggtg ctactcggtc gatcatccac gcttgtagtg
  4906141 caggttgaat ggctccgaaa ccacttccgt agcatgctgc tgcaataatt aagcttggaa
  4906201 tggtagttgt atacgataat aaaataatcc ctgcaaacgt aataataact cctggaataa
  4906261 ttacgaatga atgacctttc gcatcatata gctttccgga aaatggacga gtaacagcga
  4906321 ttgcaagtgc attaaataag aagaggctta tatcagcaat gccgacttcc gtagcaaata
  4906381 acgtaataaa gcttccgatt cccccgtaca ttaatgtaat acataatatt aataatgaag
  4906441 gaagtaaagc tttgcgctca ataaatccat cgagaaaggt accagatgtt tgctttggtg
  4906501 gttgtggtga ttttttaatt tgaagtagtt tcgttaatat taatgaaaca attgtacagg
  4906561 aaagtgcaca taaaaaaaga atcgtgaagt tatatgtttg cataagccaa agtccgataa
  4906621 gtgggccgag cgccattgca atcgttccag aaaggccgaa atatcccatg ccctcaccgc
  4906681 ggcgagcttg cggaattaaa tcggaaacga cagttccata tgtagtcgtt gtaataccaa
  4906741 aaccggctcc gtgtaaaatt cgaacggcaa gcaataggaa aaccgttgaa gcgaaaagat
  4906801 aactacccat agcgagtaaa caaatagcag tgccaatcat taaaatgatt tttttgctga
  4906861 atttttgcaa ggcatttcca gttagcggtc taacaaaaag tgctgcaaca gtaaacatac
  4906921 cgacaacaaa tccaatattg gaacttgtac ctccaatttc tttcacataa acaggtaaag
  4906981 tcggaattaa catttgaaat cctaaaaaca tacataagtt tgctagaatt agcgcgacaa
  4907041 attctttcgt ccataacggt tctcgtttta cgagtattgc ttctcccata tattcatccc
  4907101 ctatataaaa atttctcttt tctttcgagt atatgtattg gccaatgtaa cagtcaagga
  4907161 aggtgccttg aaaacgtaca acaattttcg aggtaaaaaa ctgacaaatt tgtggaaaga
  4907221 ctacacaact atgaaaaaaa gatgtaaagt atagatgtat agactggtag ttgttatgaa
  4907281 tgatagaaat tgttttttct ttaacgaaag cggattcaaa aagtagtgaa tgagaagggg
  4907341 atatatactt tttcactaca tatatttgaa aaggtttaca atatgatgaa gaaagaggcg
  4907401 tgtacatatg agacgattag gtatttctat ttatccagaa cattcaacag tagagaaaga
  4907461 taaagagtat ttaacattag caagtaaata tggatttaat cgtgtattca catgtttatt
  4907521 atctgtagat ggtgaaaaag aaaaaattat agaagagttt aaagaaacga tttctcatgc
  4907581 aaatgcatta ggattccaag tgttagttga tattagtcca gctgtttttg agcaattagg
  4907641 tatttcatat aacgatttat cgtttttcca tgaactaggt gcgtacggta ttcgtttaga
  4907701 tgttggtttc tcaggattag aagaatcaat tatgacttac aatccgtatg gcttaaaaat
  4907761 tgagattaat atgagtaacg gtacgaagta tgtagataat attatgagcc atagaccaaa
  4907821 tcgtgaaaat ttaattgggt gccataattt ttatccgcat cgttattctg gattatcata
  4907881 caatcatttc attacatgct cgaaacaatt taaagattac ggtatgagaa cagctgcttt
  4907941 tatttcatca tttgatgcaa catatggacc ttggccagta acagaaggat tatgtacgtt
  4908001 agagcagcat cgtgaattac caatgacaac acaagcgaag catttatttg caacagaatt
  4908061 aattgatgat gttattattg cgaacgctta tgcaccagaa gaagaattac aagcactagg
  4908121 tgcattaaat aaagagaaac aaacatttga tatagagtta tatgatacaa cgacagaact
  4908181 agaaagaatt atcgtattag acgaacctca tttttatcgc ggggatgtat ctgaatatat
  4908241 gattcgctct acacaaagcc gtgtgaaata taaaaaagaa gagtttaaac ctcatcatac
  4908301 acgtgaaatt aagcgcggcg atcttctaac tgataatgag caatatggcc aatataaagg
  4908361 tgaattgcaa attgcattaa aagatatggt gaatacagga aaaacaaatg tagttggtcg
  4908421 aattgtagaa gaagagattt tcttattaga ttatttacaa gcatgggata aattcggatt
  4908481 cacattaaag agatagataa aataaaaggg aaaaactact gacttcagca gctttttcct
  4908541 ttttatatat atagtgagag gaagagctat gacaaaggtg catcagcgat taatttctat
  4908601 tttagaggag tttttagaag agaaatcgat gttaaatcga gcttttttag cgagccgttt
  4908661 acatgtatca acgaagacga ttcaaaaaga tataaaatta ttaaatgata tattggaaga
  4908721 aaacggagcg aaaattgaat cgcaaagagg gactggatac gagctagaaa ttatacaaac
  4908781 gaagaagttt gaagagtttt gtgtgagtct atttcaaaaa cagacggaaa aaatcccaac
  4908841 ttcttatgaa gaaaggatag cgtacattct gcaacgtatt ttaaccaccg agggatatgt
  4908901 gaagctttca cagttagcag aggagattta tgtaagtaaa tcgactgtaa atttaattat
  4908961 gaaagatgtt acagatatat gtgggcgcta tcaattacaa attgaaaaga gaccgtatta
  4909021 tggtatacgt attgtgggag aggagtttca tattcgttct tgtttatcac aatatggttt
  4909081 accgcgttat gaccatactc cgtttcatga gcaatttgag cagagtgata catatgtatc
  4909141 gttacctcat ataccgctta tccgttcggt tatattaaag tatatcgagg gagggacgat
  4909201 atatttatca gatatagaaa ttgataattt agtcattcat attgcaattg cattaaagcg
  4909261 ttgtgaagat cagcattata tgaaaggact aaatgaggaa caagctgaac ttataataaa
  4909321 gaaagaatat gcaattgcga aacagattgt aggggattta gagaaagagt tgcatctttc
  4909381 atttccagaa gaagaagttt tatatgtgac aatgcattta ttaagtactg ctgtcacatc
  4909441 gaaagatcgt tatgaaaatg tggaagaact attagggaaa gatttatatg cattcatgca
  4909501 acatattctt tttaaagtag cggaagaacg gaatcttgtt ttttattatg atgaagaatt
  4909561 attatttgga tttggtgttc atttaaaaac gttattaaac cgtttgaagt ataagttaaa
  4909621 tacgagaaac cctcttttgg cagaagtgaa aaagaattat ccgtatgctt ttgaaattgc
  4909681 ggttctcgtt ggggatataa ttggtgaata tacaggtgag tcgattccgg aaagtgaaat
  4909741 tggttatatt gccattcact tcggcggagc aatgagccgt ttacaggaac aaaatcaaaa
  4909801 gaagagatgt ttattagttt gtgcgactgg tcaaggaagc gcccagctat tgaaatataa
  4909861 aattttatca cagttccgag ataaattaga aattgtaggg attacaggtt actatcaatt
  4909921 gaaagtggaa gatctgtata aagaaaagat agattgtatt attagtacga ttcatatacc
  4909981 aagtggttta cctgtaccta ttataaaagt aaactcaata tttgatgata aagagattaa
  4910041 gtcaattggt cagcagttgt ttacgcacgt gaataatagt gtacagcaat atatgaagga
  4910101 agatttaatc tttttaaatc atagtgcttc tacgaaggaa gaggttatcc aatttttatg
  4910161 tgagaaagct gctgagaaaa actatgtgcc agaacacttt tatgactctg ttatggaaag
  4910221 agagaataca tctcctacag cggttggaaa tttagttgca attccacatc cgatgcagtt
  4910281 attaagtgcg gaaacatttt tgatgttttg tacacttgaa aaagctgttg attggggaga
  4910341 taagaaagta caagttatta ttttatttag tgtaaagcgc aataataatg aggatttaca
  4910401 acgtctttat gattttttat atgatattat gtctagtcaa agtacgatag agaaattaac
  4910461 gcatgctgaa ggtattgaag atttccaaga ggtattacta tctatataag aaaagtatgt
  4910521 aaaaacttcc gttacacaac ggaagttttt tatgtttaat tgtatgcgtt ttcacaataa
  4910581 gataaaagca tagaaaaaag atagcttggg ggaatttaaa atggctgata tgcaaactcc
  4910641 atttgcatta attttacatg gtggcaacgc gagaagtgta gcgcttgaag caattgcttt
  4910701 tgcaagacaa ggagattttg agaatgcgag tgaaaagatg acacttgcta gtgaagaaat
  4910761 ttcagcagct catcgcattc aaacggactt aattcaagaa gaagcaagag gaaatcatgc
  4910821 agaaatcagt ttactgttag tacatgcaca agatcattta atgaatgcaa ttacagtgaa
  4910881 agaacttgcg gaagaattta ttactcttca taaacgaatg gaagagaaag tgatagcata
  4910941 agatgtacat tttactatgt tgtgcagcag gcatgtcaac gagtatggtt gtaagaaaaa
  4911001 tgcaagaaga ggcaaagaaa caagggaagg attataaaat taaagcagtg gattcagaac
  4911061 ttgtgaaact ggaaataaaa aatgctgatg tagttttaat cggaccacag gtgaagtatt
  4911121 tgtttccagc ggtacagttt cttgcgaagt catacgatat accggttgca attatagagc
  4911181 aacgagatta tggcatgtgt gatggtttga aagtactgaa acaagcagaa caattagttt
  4911241 tagcataatt atattttttt aaatataaac attataatgt tataacttta tttcattctt
  4911301 tcatagaaaa gagaaagagg aggggttttg atgaatgggt ttatgagttt tatggaacaa
  4911361 aagattatgc caacaacgca aaagattgcc ggacagcgac atttattagc aattcgaaac
  4911421 ggggttattt ctacattacc gttaacgatt gtcggatcat ttttcgttat ctttttaaac
  4911481 ttaccaattg atgcatatat ggagtggatt gcaccgtttc gccatatttt agatattcca
  4911541 ttccgattta cagtaggact aatggcatta tatgcagcat ttggggtagg ggcttcgctc
  4911601 gcgaactttt atcagctcaa tcagttaagt gcagggttat tatctgtact cgccttttta
  4911661 ctagcatcag ttgaacccat tcaaattacg aaagccgtac caggtgttat tgatgcaggt
  4911721 agatatattt cagtaggaac attaagtgca acatctttat tcggcgcaat tgttacagct
  4911781 ttaattgcag tagaaattta tcactttatg attaagcata atatctcaat taaattacca
  4911841 gatagtgtac caccagcagt ttcaaattca tttgcagcat taattccaac gttagcagtt
  4911901 attcttttat tctggggcat tcgctacggt ttgaaatttg atgtaaatac aacaatcacg
  4911961 tatttaatcg caccattaaa atcagtatta gtaggaaata atttattcgg cggtttatta
  4912021 acagtattct taatcgtatt cttctggtca ttcggtatac atggccctgc gattttagga
  4912081 ccaatcattc gtccaatgtg ggattcagca attcttgaaa atatggaagt attcacagct
  4912141 acaggaaatg cacatcaatt accaaactta tttacagagc aatttattca atggttcgta
  4912201 tggattggtg gatcaggctc aacgttagct ttagtaatta tgtttatgtt ctctaaatct
  4912261 aagttcctaa aagaattagg tagattatca tttgtgccag gtttattcaa tattaacgaa
  4912321 ccgattattt tcggggcacc aattgtaatg aatccaatct taattattcc gttcgttatt
  4912381 acaccgttag tgacaacgac agtatcatat ttcgcagttg tttcaggtat gattccattg
  4912441 atgatggcga aactgccatt tacgatgtta gcaccaattg cagcggttat tagtacggac
  4912501 tggacaatta tggctggtgt acttgtactt gttaactttg ttatctcatt cgttatttac
  4912561 tatccgttct tcaaaatgta tgagaaacaa caattagcag gagaggagaa agaaaaatgc
  4912621 tcggagcaat tatcatctta attacatttg tagcagggca gtgtattgca cattattcaa
  4912681 aatgggtaca aagtaaatcg ttattagttt tactattagc atcaattgta tttatcggtt
  4912741 gttcaatggg tgcttatgta atgctaagct tacaatcacc gtacgttatc attgtaccaa
  4912801 cgattttatg tgcaacatgt ttatctgcaa aatatagatt tacgagcatg gcattaatac
  4912861 aacgtgtgaa ggagatgcaa aagcatggag cgtaaattag gaatttcact ttatccagag
  4912921 cattcaacga aagaacaaga tatggcatac atttcggcag cggcacgcca cggtttttca
  4912981 agaatattca cttgtttatt atctgtgaat cgtccgaaag aagaaattat agctgaattt
  4913041 aaagaaatta ttaatcatgc aaaagataat aatatggaag ttattttaga tgtagctccg
  4913101 gcagtatttg atcaacttgg tattagttat agtgatctat catttttcgc agagttaggt
  4913161 gcagacggta ttcgattaga tttaggattt gacggattaa ctgaagcgaa aatgacgaat
  4913221 aatccgtacg gcttaaaaat tgagctgaac gtaagtaacg atattgcgta cttagaaaat
  4913281 attctttcgc atcaagcgaa taagtcagct ttaatcggtt gtcataactt ctatccgcaa
  4913341 aaatttactg gacttccata cgaatatttc attcgctgta gtgaacgctt taaaaaatat
  4913401 ggtattcgca cggcagcgtt tattacgtca catgcagcta acatcggccc atgggatatt
  4913461 aacgacggat tatgtacatt agaagagcat cgtaacttac cgattgaagt acaagcgaaa
  4913521 catttatggg cgacagggtt tattgatgac gttattatcg gaaatgctta tgcgagtgaa
  4913581 gaagagttag agaaactagg aaacttaaat cgttacatgt tacagttaaa ggtacacttt
  4913641 gtagacgagg tgactgaagt agagaagaga gccacgctgc aagaattaca cgtaagacgc
  4913701 gttgacataa cagaatatat ggtacgttct acagaagtac gtaaaaagta taaagactat
  4913761 gacttcccag tgcgcaaaag tgtacgacag gaaagagggc aagttgtaat tggtaacaac
  4913821 tcatttggta agtataaagg cgaactacaa atcattctaa aagaaatgcc gatagatgaa
  4913881 aggaaaaata ttgtcggtac aattgcggaa gaagagttat tcttactaga ttatgtagga
  4913941 gcttggacgc agtttacttg tgtggaatag gggagtatag gaggctgtcc aaattttggg
  4914001 cagccttttt atcataaagt actttttaat gtcaaagttt gtcggtaaat cgatatttct
  4914061 tgtttaatcg ttgatatatt ataagttacg atagatatat tcgaaaaatc gttgatatat
  4914121 tgtaggttac gatagatata tttgaaaaat cgttgatata atttcagata gaagtatatt
  4914181 ttctttagaa ggagcgcaaa aagagtcagc ctcaatgaga ctgactcttt ttatacgaac
  4914241 tagtttaata ctttaactgt aactgtttta cgtccccagt tacttgatgt acctttgtct
  4914301 ggcattaaaa cgtcgatttt gtttccttta atagctccac cagtatcacc agcgattgct
  4914361 actccgtaac cttcaaccca tacttttgaa cctaatggaa tgacacttgg atcaactgcg
  4914421 attagtttca tgtttggatt agctgttaag ttgtgaccta aagctgattt tacttggtcg
  4914481 cctgctttat aaccattttc aagtggatct gctgtgtaag ctgttgctac aacgcgtaac
  4914541 tcacgagaag atgatggtgc acttgtttca gtttcttttg caacaggttg ttgtgtagct
  4914601 ggtttttgag ctttagccgc ttcacgagct tcagctgctt cttgagcttt agcttctgcc
  4914661 tgagctttag ctgcttcacg agctttagct gcctcttgag ctttagccgc tgcttgagct
  4914721 tcagctgctt cttgagcttt agcttctgcc tgagctttag ctgcctcttg agccttagct
  4914781 gcttcacgag ctttagccgc tgcttgagct tcagctactt cgcgagcttt agttgcttcc
  4914841 tccgctttag cttttgcttg cgtttcagct acttcacgag ctttagttgt tgccacggct
  4914901 ttagctgtat cttgaactgt agttgttttt tcagctttaa ctactggttg aactttaact
  4914961 ggagctttac ctgttaagta aggaacgtga acgtaagctg tttttccgtt atattcaaat
  4915021 tggatccaac cattttcaac ttggtgtgtt gtttcgatta cgtcatcttg tttcaatttc
  4915081 ccaagaatct ctgagtctgt gtttgcacca gcacgtacgt ttaatacgtt agctgttacg
  4915141 tagtaagtgt cttttgtgta gtcagcgcta atgaaagctt ctttaccgct attcaatttc
  4915201 acttttgacc atccgttttc tgtatgtaaa acgttaactt tatatccatc taataatttt
  4915261 cctacaactt ttgattcagt agttgggttt tctcgtacat ttagtacatc agtcgttacg
  4915321 attgtttctg ctttagcaga tgttgtgaaa atcccaagac caaaaaccgc tgctgttgct
  4915381 atacccataa attttttcat aatagcctcc attgcatttg ttttcgttga cctcattata
  4915441 gcaaccatta ttttcttatt tgcgaaaaac atagaattac aaagctttcg taacggggca
  4915501 ttaatattct gtaataattc cagtaatatc ctaaaagcgc tttcttatag tttttagggg
  4915561 aggtttgagc atataatgca taaaaagggt agtatttcaa tttctgatag gttaatagta
  4915621 tttctatagt gttacgtaat tgtttcgtaa ctattacaaa aatgacgtat tttgctgttg
  4915681 gaacagaaaa gtagttatgc aaaaataact attttagttg tggagaaata gaaatgaggt
  4915741 aaaatttaat aaaatatcgc tataattgtt acaaaataag tcgaggtatg gaaaaaatta
  4915801 cgccttgatt ttcgactttc acatagtatt tttgcaataa taggattcta taatagattt
  4915861 agtaggttaa aataattaaa ggtgtttata acgtgaaaca tatataatag aagaaacacg
  4915921 atttaataga taaataaaaa acgtaggagt gtaaactcct acgtttttgt ttattcatat
  4915981 cgtaaacatt caattggatc cagttttgca gctttgttag ctggcagtaa accgaatata
  4916041 ataccgatta acatggagat acctactgca agaagtccaa gttcttttga gacaacgagt
  4916101 ggccatccag caaagattga gacgatccaa gcgaagaaga taccgagcat gaaaccgatg
  4916161 aaaccaccga gtcctgttaa aatacaagat tcaattaaga attgtgttaa tactttacca
  4916221 cgcgttgcac caagagcttt acgaataccg atttcacgtg tgcgttctgt tacagataca
  4916281 agcatgatgt tcattacacc gataccaccg acaagtaagg agatagcggc aataccaccg
  4916341 aataccatct tcatcatacc gattgattca tctaattgct tcgtaaattc acctaagtct
  4916401 tgtgcttcga atttgtgctc aaatttagga gctttcattt cgtttaaaac agaaacggct
  4916461 tgtttttcta cacttttgcg ctctgtcgga gaggtcattg ttaatcttac agagtcatac
  4916521 tcagttactc ccgaaatgac aggggcattt tcaagtgatg tataaccttc aggcataggc
  4916581 attccgaagt cgtttttcgt ttcgtataca ccgactattt tatacggctt tccttttata
  4916641 tctgtgtatt gatttgattc ccaaccacta aataatttgt tgaaagcttc ttcatttaat
  4916701 ataacagcag ggattgcttg gtttaactca ctgtcgttta attcacgacc gtgaactaat
  4916761 tttattttcg aatctgtcat aaaggcgcct gttccacctt ttaaatcaag atttacatct
  4916821 tttgaaccag cagatgcttt tactttcata cttacatctg gatacacatc tttaacgcct
  4916881 ggtacagttt gcaggcggtt tagcatatca gctgtaattt tggcattatc tgttccatag
  4916941 tcaggattgt tatagtaaat cgttacttcg ttatcttttc cttggcctaa ctctttttta
  4917001 aactttgcat ttgtaccatc acccattgaa atgatagtaa taatggcact aataccgata
  4917061 ataataccta acatcgttaa gatagaacgc attttatggg caaagataga ggaaagggcc
  4917121 atgcgtatat tttcactcgt gttcaaaatt aacctctcca atcttggacg atatttccgt
  4917181 cacgaattac aatttggcgc gctgctgctt ccccaatttc acgatcgtgg gtaatcataa
  4917241 tgattgttga gccttgttta tttaattcgt aaaagaggtc cataatttgt gtacttgttt
  4917301 tcgtatcaag tgcccccgtc ggttcatcgg ctaagataaa tttcgggtta tttacgattg
  4917361 cgcgtgcaac agcgacacgc tgtttttgtc cacctgatag ttcgttcggc aggtgagtag
  4917421 cacgatcagc taaacctact tttgttaaag cagctaatga gcgctcgcgc ctttcttttt
  4917481 tatcgactcc agcgtaaata agagggagct ctacattttg aagtgctgaa agtctcggta
  4917541 ataacataaa gttttggaat acgaatccga tttctttatt acgaacatgt gcaagttctg
  4917601 ttttagacat gtttgaaatg ttttgcccag ctagttcgta cgtacctgtc gttggtttat
  4917661 ctaaacaacc gataatgttc attaatgttg atttaccaga accagatggt cccataatag
  4917721 aagtgaattc tccctggttc agtgttacgt caattccgtg taatatttga atggactctg
  4917781 caccattttg gaaggatttc gtgatgcctt ttaagttaat cattcaacga caacctccat
  4917841 accatctttt aagtcttttt ccggtttaga gataatttgt tctccttttt tcactccaga
  4917901 aacttttgct tcgctatctg tctcgaattc aacagtaact gcttgttctt tcgctttacc
  4917961 gtcttttatg acgaagacaa catttttgtc accttttttc acgatgctgc ttttcggaac
  4918021 aattgtacca gttgcttcgc cagatttact cgttacgtaa acgtggaagc cgttttgtaa
  4918081 ttcttcacta ttatctaatg tgacagtgaa ttgatagtta gaaactgttt tgttttcgtc
  4918141 catgctcttt aatggtgtag aaccgatttc tgttactttt cctgtccaag tcttaccagc
  4918201 gaccgttttt gaagaaacag ttacttcttg cccaactttc atactagcaa gctcatattc
  4918261 agaaagttga ccttttactt taaatgggcc agcgtgacga agtgtaatac cgctcatacc
  4918321 tgttttttca tcagcaattt ttacgatatc atcaattacg ccatcagcag gactcgttac
  4918381 agaaagtgtg tttactctct cttttgcagc tttaatcatt tcatcagatt tttcaacttc
  4918441 aaactttttc atttcaagct gtgattctaa ttgttgtacc tcgatttctg atgcttttaa
  4918501 tgcttcagcc ggaagacctg catttttatc tttttgcagt ttttgtttcg ctgcatcaat
  4918561 ttgtttttgg aacaatgtta cttctttttg tgcgattttc ttttgcattt ctgcttctgt
  4918621 tacaccttgt ttagcagcag ggtcattgta tttaaaaagg agttgccctt tttttacttc
  4918681 atcgcctttt tttacagcta attcatacgt tccttttgtt ggatcaaatg aaattgtttc
  4918741 gatgccgttt ggaataactt caccgccaaa tttttgcgcg ttttcaattt gtttttctgt
  4918801 tactttatat ccgctatatg ccattgctac ttctgaacca ccgccgccag caaatgcaaa
  4918861 gtatgatcca gctgcaattc cgattgctac tacactagta attaacactt tatttttctt
  4918921 cttcatctat ttatcacctt ttcgttcgtt ttagtatcta cattcagtat agaagaggtg
  4918981 aagaatctga caaatcgttt tagcttacaa taaccttaca gttttgtaag gtatgaatat
  4919041 gtaaatgtaa ggtagaggtt gtcttattgt aagcaaatga attgacgcgt gtttttttct
  4919101 tacaataata ttgtatgaag gagaggagga aggaagatgg aagcttattt tagtgcgcat
  4919161 ccattaaaac cgtttattcc ctactcaagg caacatgcca ttatattatt tattatgttg
  4919221 gtgggaatcg tttttttata tcaataccaa gatgtattac gtcaaaatga gtggaatata
  4919281 acggttcgat atgcgattgc aattttattt atagggagtg aaattggact gcatatgtgg
  4919341 gagtggaaag cagggatttt tgagctagcc acttcattac cgtttgagtt atgtacgatt
  4919401 agtttattat tagcgtcgat tatgatcgta acgaaaagtt accgcatata tgagattgta
  4919461 ttttttacgg gaattattgg tgcatcacaa gctattttaa cgccaaactt gcagtatgct
  4919521 tttccgcatt ttcgtttcat tgaatatttt atcgcgcata tattgctcat ttgggcacca
  4919581 ctctttatga cttgggtgga aggatatcgt ccgacagtac aatctattaa acgcacaatg
  4919641 atatttttaa acatattgat tccaattgtt tcgtttgtaa attataaaac aggcggtaat
  4919701 tatatgtttt tagctcataa gccagaaaca gcttcattac ttgatatgtt aggaccgcat
  4919761 ccttactata ttatttcatt agaactcgca gcgcttattg gatgttttat tttgtatatg
  4919821 ccgtttgcga aaagagaagg gcatacgcat aaagaatcac taggatcata acctagtgat
  4919881 ttttttgtgt gaatatttac aattcagaaa attaagaata aaattagaga gtaaattata
  4919941 taaagagaga agggaaaacg tggtcaaaaa agtttttctg aatgggatgg aagtgacgat
  4920001 tcaatttctt atttcgattt tggggattat tatgttaggg gctctgccga aattgtttta
  4920061 tggatttaag ctggatgtat caaagtacat acagagttta aaagaagtgt ttgtgaactt
  4920121 aatggatatt tctaatttgc aatatgtgag aggtaaattt ttatttccgc agctgttcgt
  4920181 tcattataaa gaaacgatta ttattttttt agctgctttt tttatttcat tatttatagc
  4920241 attttgtatt gtttatgtaa ttatgagtag ttcaccgcgt atacaacatc gaattaaatc
  4920301 atttcttatc ttcctagaat ccattccaga tatccttctt attttagtat cacaaatttt
  4920361 agttgtatgg ttttttaaac aaacaggttt tttacctttt caaattgctt caattggcgg
  4920421 cgagtcgatt agggggttgc caatattgtg tttgagcatc ccgactacga ttatgtttgt
  4920481 aaaaatggtc gtgcttcgtt ttgaaaatga actagaaaaa gattatgtac tatttgctaa
  4920541 ggcgaaaggg ctggggcgct ttcatatttt aaatcgtcat attttacgaa atgtgttgct
  4920601 tagtacatta ttctttgcga aaacgaatat ttttttatgt tatctaattt atatattata
  4920661 gaatggattt ttaatacggg tggtattttt atgtttttga aatcgtatga gggtattaga
  4920721 gttgaagttt ttatcgtgag tgtactgctt atttatattc cgatttttat tttatttaaa
  4920781 ttgtttcatt atctcattcc ggctgcgatg aaggagagat tataatatgt ggacgtatat
  4920841 aaaacgtgat aaaagatttt ggataagcat tgggtttctt ctcctattag ttcttttgag
  4920901 catcggaaat acgttatgga atgatggaca tattagacaa gttacattgc aatatgacgc
  4920961 ggatgaaaat ccacaagtgc cacctttttc accttcatta caatttttac ttgggacaga
  4921021 tcggaaaggg tatgacctgt tacatttagt cattgaaggc gcgaaatgga cgattggtat
  4921081 atctatttta attgcggcac ttagaatggt aataggtgta tttttcggtg tcgtgctcgg
  4921141 agcgtacata aaaagaggat tttcaaaaat tgagtctttt tttgatagtt ttacagttat
  4921201 tccgacagtt atgattgcgt atttttttct tcaatttgca agtacatttg gaagtgggga
  4921261 ggaaacgaca accttttttg aaagggcttc gtttcaagtt gtcttacttg taatgcttgt
  4921321 aatgccagtt attgcactgt atgttgcgaa ggaagttcgt aaattgcgaa cggaggaatt
  4921381 tgttgatgcc gcgcgcatat taggtggatc gagaagacat attgttataa agcatctttt
  4921441 cccgcatctt tatatgacgt ttatacttgt attttttcag cagtttacgc agactcttac
  4921501 tattttactg cacttagggt tactagaaat attctttggc ggaacggtta agtttttagg
  4921561 accgatagaa gaaatagaat cttacacaca tgaatggtca gggttaattg gagtctattt
  4921621 tagatcatta acagtgaatc cgtggatccc tctcgttccg attacatttt ttggacttac
  4921681 tattttttca ggaaatatga ttgtaaaaag tatcgaagag gcgatgatga aagtaaggtt
  4921741 gggaggagag ctaaagaagg atgttgcaga aggggaacaa tctgttgtgc agtcgaaaga
  4921801 agagttattt acttttaagc atacgatgtg aaaataaaaa gcagcaagca tgtatctcat
  4921861 gcttgctgct tttctttatt ttgtagaaac ttcgccttca gcttctgttt gcggaataaa
  4921921 gtatccaatt ataccaccga tgatggctgg gataatccag ccaattccta aattataaaa
  4921981 aggaatggtg tgtacaatat tagcaataaa gtttggtatc attcccacat tatcaagtgc
  4922041 atgaatacaa ctaataagga atgctgcgat cattgccccg atgtagacag aaggtttacg
  4922101 tttcgtatat ttatcgataa atgatacgaa aattaaaatg attgtaattg gatatagaat
  4922161 aattaataca ggcaaagtaa ttttaattag taaacttaat cctaagtttg aaataatgaa
  4922221 gctaaaaata caaacgtata gtacgagctt tttgtaagaa acatttgtta atactgttgc
  4922281 aaaatagttg gcaaatgcac ttacaacacc aattgctgtc gttaaacaag cgaagataat
  4922341 ggcgatgctt aataaaacat taccgcttgt cccaaagaag tgatacataa cagttgctaa
  4922401 tagttgacca ccgttctcga attgtcctaa gttgccgttt gaagccccga tataaccgag
  4922461 taagaagtac acaattgtta aaaatagagc ggcaatgctt ccgcaaataa ttgtatattt
  4922521 cgcaattgat ttcttctctg gtataccatt ttggcgaatt gcatttacaa caatcgttga
  4922581 tagtacgagt gcaccgattg catctaacgt taaaaatcct tcaagaaatc ctttgaaaaa
  4922641 cggaatttct ttatagtcac caacaggttc tgcaaacgtt cctggtgaaa gaattgcttt
  4922701 tgttgccata atcgcaataa ttccaagtaa aattggtgtt aatatttttc cgatatgatc
  4922761 tactaatttt gatggattta atgataagaa gtagacgact gtaaagaaaa tcgcactaaa
  4922821 gattaacata gagtaccatt ggtctgggaa aagtggtgca atcccaattt cataagatac
  4922881 agatccagtt cgtggaataa caaatagtgg gccgattgaa agataaataa tgatagcgaa
  4922941 tattgctgcg aattttgggt gaacacggct tgctaaagtg ttaaaactac caccggcaag
  4923001 ggcaacagcg acgatagcta gtaaagataa accgacgtct gtaataataa atcctgtaat
  4923061 ggaaatccac atgttttctc cggaagaaag gccgagaagg ggcgggaaaa tcatattacc
  4923121 agcaccgaag aaaactgcga atagtaataa actaatcgaa agtatttgcg ctggttttaa
  4923181 agttgtacgc atataaagaa aatcctccta ctgagtgttt ttgtcgaaaa ttcaaacaat
  4923241 ttgtcgagta actgttatta ttttaaaggt ctgatgacta gaaagcaata gggaattttg
  4923301 aaaaaattaa aaaataatgc attaaatcga ataaatatac tatttatatg tttaatagga
  4923361 aggatttaac tttaaacgta aaaaaaacac atatcgctag gatacgtgtg ttaaaaataa
  4923421 atctttcgat cgcgttcttc ttttaaaatt tcaactgctt ctcggaaacg ttgtgaatgg
  4923481 acaatttctc gttcacgtaa aaagcgtaag ctgtcattta tgtcgggatc gtctgattgg
  4923541 ttaataagcc attgatatgt ggcacgtgct ttttcttcag cggcaatatc ttcgtataaa
  4923601 tcagcaattg gatcaccttt agcttgtata taggttgcag taaatggaac accagccgcg
  4923661 ttatggtaat gaagtgcgct gtcatggtcg acgtaatgag gatcaagacc agctgccttc
  4923721 atctgttcag gagtcgcatc ttttgttagt ttataaacca tcgtagcaat catttcaaga
  4923781 tgcgcaaatt cttctgtacc aatatcggta agaaggccaa tgactttatc aggaattgta
  4923841 taacgctgat ttaagtaacg gagtgcagca gctaactctc catctgcacc gccatattgt
  4923901 tcaatcaata attttgcaag tgctggattg caagttccta ctttaacagg gtattgtaat
  4923961 tttttttcat aaatccacat agtttctctc ctttatattt gccatggcca aggacctttg
  4924021 ctccattccc aaggggcatt agaatagcta tttccgtact gttgaagtgg tccatatttt
  4924081 tcttccatct gttgttttag tactcttcgt ttataggaaa agtcattaaa ttgattaata
  4924141 gctgctgtat cgtctgggtg ggtgtctaag taaagcgtta gttcgactag tacaaagtct
  4924201 aattcttgga gattctctaa aagtcgataa tattcttctg gtagtggctg gttcacgtca
  4924261 gtcgtcaccg ccctttttta taaggatttt cgtaataatc ataaaaaaca ggccataaag
  4924321 ttcctttttg tagtgcttct ttcggtgaga actgtggtaa atttggcggt tgaaaaccta
  4924381 aatataaatt aggaggggta gagtaatatt ttttaccaat aggaggacaa ggatcttgag
  4924441 gactatggta tggcacatat gatttcatat atttatccat taataaacct ccctatattc
  4924501 ttcatcacta cgtattgtat tcagacataa taggcattta tgacacatat aaaaaggtaa
  4924561 taggtacagg gggaatgaat gtggagcaat gtattgtatt agaagtgaag aatttaaagg
  4924621 aaactttgta tttttatgaa gggattttag gaattaaacc tagtttagaa agacctcaat
  4924681 tagatgtaac gggagtttgg tatgattctg attcaaagag aattagtttt gtcatgaatc
  4924741 gcatgttagg tgggcgggaa aaaggtgtta cagattcatg cgaggtttta acatttacga
  4924801 tttctaacat agagaaattg aaaaagaagc tagcgtttta tgaaatttta tatacagaaa
  4924861 atgaatgtgc caagagtatt gtagtacaag acccagatgg atataaactt caagtggtgg
  4924921 agaaggatga ataaacggag gggatttggt ggagagaaat tatgaagaaa gcgcgttgtt
  4924981 tgagcatcaa ttttggctaa aagtgctgag tgatcatgcg caatttttac ttgatgcgtt
  4925041 agctccgaag gaaaaagaag atataaaaaa agcgacttat tttgttgagc tatttacaaa
  4925101 tctgttaaat aaagttcgta atgtgaatct cgtggcattt tccaaagagg cggaacaagc
  4925161 cgctaaggaa atacgaatgt ttaaattaaa tattatacag aaacagttgg aaggaaaaat
  4925221 tactattcat tttacgccga cttttattaa tcatatggta aacgaagtgg aagagtatat
  4925281 aacggtttta gagtttttga agaagggaga agttccacct gtttttcatg aactgcatta
  4925341 tcatctcgtt tggttaacag atgcagctgg tcatgcaggc tctatttctg gtgggttaga
  4925401 tcttgttgaa aaaagattaa aagagaaaag tgaagaattc gagaagcact ttgaacaatt
  4925461 ttatttgaag gcagttgaaa tgacgggata tttaagaaca gagcttcatc attttcctgc
  4925521 attaaagaag tttacaaaag atgtgtcaat tgaactaaaa ttattttcgc attttttaca
  4925581 tgaagtggaa gaattggagt tatcaaatga aatattaagt gcattatcag cgagaatggc
  4925641 agatcatatg gcaagagaag aatgttatta tttattaaaa ttagcccaat catctggact
  4925701 cgaaatgccg aaatgtaatc cgctttaaag aaaaagaggt caattttatt tggcctcttt
  4925761 ttctgtttta ttgtctcttt ttatttttgc ttgttcaata cttgcctgta atgtctccat
  4925821 aatattgatg atgtttggag caggagagat ggtttccgtt ttttcttgtt cttcaatttt
  4925881 attttcgatt aattcggtaa gagcttcttt atattcgtct gtatataact cttgctcgaa
  4925941 agggtttgta agatggtgga ttaaattaat agctgcggtg agttcttgtt tttgaatcgg
  4926001 ataattttcg ttacttggta agttaggtat atttgttata tcgcgaattt cattaggata
  4926061 gtgaatagtt tgcaacataa gtccatcttc aaagttacgg ataatagcta aatgttgttt
  4926121 ttttctaatg gaaatataga taagaccaag tttattcgta cgttcaagag cttcttttaa
  4926181 taatagatac gatttttcgt gtcctggagt gggacctata aaataagaac gatcatagag
  4926241 aacagaatca atttcgttat tttggataaa agatataata cgaatagatc gtggttcgtg
  4926301 agctttttgc aacgcagata attctttttc atccataata atgtacttat gaggtgcgta
  4926361 ttcataggct tttacaatat ctttatcatc gacttcttca tctgtacaat cgggagcgaa
  4926421 ttttttatat ttaataggtg ttaagcattc tttatggagg cttaaaaatt ttatatcgtt
  4926481 ttcatctacg gcgctatata gtttaattcc tatatttaat agtccaagtg aaagtgcacc
  4926541 tttccatact gtatgcaaat gaggcctctc ctttcattca aaaatgatta tgtatattat
  4926601 gagatagtaa gaaatttcct atacgttttt tgttttttat gtaagggtaa gcagaaggga
  4926661 ttggaatata aaatatattg acaagccctc taaaatattt taatgtgatt gtataaaatt
  4926721 gtgtatataa aggggagtaa cttattacag taaagtcgtc attacaggga gaaaccctcg
  4926781 gctttattgg caacgtttcg ttgttagtga gacctttacc agcaatggta aaggcccctt
  4926841 attgtctttt ttaagaccct taccatattt ggtaggggcc tttttgtata caaagagagg
  4926901 agaaataaaa atgaaaaaac ttattagtag attaagagtt gtatttcatg ttcgccgatt
  4926961 tgttccattc ctatttgact tttttacttc aaaagaggtt tcaataaaga agaaaatctt
  4927021 atccattgct tttttagttg gttatgtagc gatgccgctc gatttaattc cagacttctt
  4927081 accgttcatc ggtattttag atgatattgg gattgtgtta tttattttga accgaattgt
  4927141 aaaaatggcg ccagttcaat tacaagaaaa gcataatgtg aacgtaggat aggagttaaa
  4927201 atatggagca aattatttta gatataattg agtttttaaa gcagttttct tattttggag
  4927261 ttgtattggc tttaacgttt gaatttattc cggcagaagt cgttttgcct atggttgggt
  4927321 attgggtata cgagggagat atgaattttt ggctagctgt attagctgga acacttggcg
  4927381 gaacgacagg accgttaacg ttatatgcac tcggttatta cggtggtcgt cctctattaa
  4927441 taaagtacgg gaaatacttc tttattaaag aagaacaaat tcaaaaagca gatgatttct
  4927501 ttgagaaata tggaccagtt gtagcatttg ttggacgctt tgtacctggc gttcgaacgc
  4927561 ttatttctgt tccatgtggt atggcgaaaa tgaacatatg gaaatttagt atctatacat
  4927621 ttgtagcaat gttcccgtta acaactttat atgtctattt tggaatgaaa ttaggtccgc
  4927681 attgggaaaa agcggcggat gttgtggggc aatatatgct accgatatta ctagtcgtcg
  4927741 ttatcgttgt cggcggtatt ttaatctata aatttatgaa aaaaaggaac agcacggaat
  4927801 ctatctagtc attgatattt gtatattttt tgaaaataga tgaatagtac aggcaaaaga
  4927861 ctctgaagga catacacata tagggaataa aaaagagaga ggggaaacaa ctatgtcttg
  4927921 tgagtgctca gggacagcat taacttgttg tccagataaa aattatgtac aagataaagt
  4927981 gtgtagtccg tggtctgcta ctgtagttgc aacagcaatt gataatgttc tctatacaaa
  4928041 taatattaac caaaacgtag tggggactgg ttttgttaaa tatgatgttg gaccaggacc
  4928101 aattactgta gaggcgcttg attctgctgg tactgtaata gatacacaaa cattaaaccc
  4928161 aggaacgagt atcgggttta cgtatcggcg ttttgatatt atacaagttg tattacctgc
  4928221 aacgcctgct ggaacgtatc agggagaatt ttgtattaca acacgttatc cactttcata
  4928281 gcagaatagg agaggatcaa aatgggaatg agaagttcca gtttgtcttg ttgttctaat
  4928341 aaaacgcttg tacaagatca agtatgtaca gactggtcta ttacaggtgc gggtactcaa
  4928401 attgtatata caaataatat tgcgcaagaa gtatatggtt caggttacgt aaaatatgat
  4928461 gtaggtacgg ctccaattac agttgatttt ttagtaggtg ctacagtagt tgatacaatt
  4928521 actgtacaac cacaaagtag tggtactttc actgtacgat attttacgac tgttcgaatt
  4928581 actacaacag gaacaactgt gaatcaaggc gagttttgta ttacagtacg ttatccgatt
  4928641 tcataaaaaa gtataccgta aatggtatgc ttttttgatt gagaaagtaa tgaaattggt
  4928701 attctataag cagcatgtaa attggcaaca gtacttgcct tctaaatata gtgaaggatt
  4928761 atgttggata ttagcaatac taactgactg taagtctttt cctgtgtacg atattgtatt
  4928821 accaggaaac atagtgaaaa tattggttac tgctccaacg atttcaattg taattgcttc
  4928881 tgtgctgcta gtactattgt aaaccgagac agtacccgat ataagtagta tcccatcact
  4928941 ttgccacagt atcattgatt gtgatgcacc tttggcagag ggcatggtgt tcttcgttat
  4929001 gaggaaattt cctgcaaatt cattcgttac tcgctcgcaa tttgggtttg gaggaggggt
  4929061 cgatggacaa gggtctgggc aaatgataga taaaggagca aaacagccaa tgttttttta
  4929121 ttcttcaata caaccccctc ctttttaagt agtcttttac tactattaaa tgtagaagca
  4929181 tggccgatgt gttaaaaaaa gaagaaaatg tgaaaaatta agattgtcta ataggcttaa
  4929241 aacttaaatt attattcatg ttatagaaaa gattatatgt gaataaacaa gggaaaagaa
  4929301 tgctcagact cttttagaca aaaagtggtt gtatacaata ggtaagaaga atgttggagt
  4929361 taatctttaa ttaactgtat atttacaaaa atctaataaa attcatttat tatttaaacg
  4929421 acattaatat gctttagata aaatagccct tgtaatgaat cgattattat gaggaggatt
  4929481 cacgtggaca gaactgcttt acgaaaagta aaaggtctta ttggattatt aatggttttt
  4929541 gtattagcat ttgtatcatt tccgtggagt acatcagtta aagcggaaga gaagaagcaa
  4929601 gaaaaggtac ctagtgaaaa gaagatcgtt tttccagttg taagtgatgt acatattaaa
  4929661 aatagtggaa cggatgatac gtttcgctgg aaacgagcga ttgaacagct caatacgctt
  4929721 gcaccaaagc aagatgcatt tgttatcgta ggtgatttca cagatacagg gtcactgcag
  4929781 caatatgatc gtttcatgca agtgtataat gaaaatgaaa ataaagatgc ggtgcgaatg
  4929841 aattctcttg gtaaccatga ttattggaac ggtttatctg tagagggcgc acagaagcgt
  4929901 ttcttagaaa aaacaggaat ggaatcgatt tattatcata aagtggtgaa agggtatcac
  4929961 ttccttgtta tgtcgccaga aaatgggaca acacacggat attattcaga caagcaaatt
  4930021 aattggttaa aagaagagat ggcgaaagca caaaaagatg acccagaaaa accgattttc
  4930081 gtatttttac atcaacacat taaagagaca gtatacggta gtcatgaatg gggaacgcaa
  4930141 gatagtgcaa aaattaatgc ggtattaaaa gaatatccgc aggctattac gttttcaggt
  4930201 cattcacatt atccgctaga tgatccaaga tcgattcatc aaaaagactt tacatccgtt
  4930261 ggtacatctt ctataagtta catggaagtt gaaggtggta aagtacaggg gaatatcccg
  4930321 ccaggagcta gtacattaag ccaaggttta ttagtagaag tagatgatga agaagtaacg
  4930381 attaatcgtc gtgatttcca tacaaattct tggacaggtg agccttggaa aattaaatta
  4930441 ccagcaaaga aagaaacttt tacacatgta gaagatcgtg ataaagaaaa accatctttt
  4930501 tcgacagatg cgaagttatc agtatcaaat gtaacagaaa atgcagcaac agtaacattc
  4930561 ccacaagcgt tggataacct tcttgttcac tcttatcgtg tacaagctag agataagcaa
  4930621 acgggcgaaa taaagaataa attgttagca ttctcagagt tttatcgtga tccagtacca
  4930681 aaagatctta cgtttacgct tgcaggatta gatggtggaa aaacatatac gcttgaagta
  4930741 gttgcaatcg attcgttcgg taatgaaagc gcgcagcctt taacagcaga agttactacg
  4930801 aaaaaagata atattgatcc gaatgtaaaa gtgccaaagg cagatgtttt tgatgtaaat
  4930861 ttcttagatg gtacatttaa agataattca tcgtttggaa cgaagggcga tgtgaaaggg
  4930921 aatgtatcta tagcatacga taaagcttta aaaacaaatg taatgaaatt gaatggacaa
  4930981 gctaatacat ttggatacct tccattttca gcagcacaaa aagagaaagt agcaaatacg
  4931041 ttcacgctag aaactgtatt ttcaatgaat gaaattcgcg gacaaggtat tttacaaaat
  4931101 acagagagcg gcggaattgg ctttgaatct acaggaagtg gaaatgttga attgtgggct
  4931161 catattggtg gcagttataa acgtgttggt gttcaattag aagcaaataa aacatatcac
  4931221 ttaacaggaa cgtataacgg aagtgaagta gctatttatg tcgatggtaa aaaagcaaat
  4931281 agccaaccag ctaaagggaa agtgtctcat ccgaacgtac cgtttgcatt tggagctgac
  4931341 cctgatagta acggaaatgg tggtattccg ttgaacggac aaattgcgct tgcaagatta
  4931401 tatagtaaag cgttaagttc ttcggaagta ttagcggcgt acaatgagtt ttctaaccgc
  4931461 acaaagttag agcaagtgaa cgcgttatat gaagagcttg ggaaagtgaa agaagtgtta
  4931521 gctggtacgt atgagtttgg tgataagcca ggtcaatatt caaaggaagc atttcaagaa
  4931581 ttagagaaaa gctataataa tgcaaagcaa gcatttgaaa atgtagggag tacgggagag
  4931641 caaatcgttc aaacgtataa cgaattaaaa acagctaatg taacatttgt acaatctaaa
  4931701 gtagtagaac aaccgaaaac accgaaagaa aaattacaaa tcaatattga atctgcaaaa
  4931761 gcagtagtga aaaaagcgca agatgcaaat gtaacggacg gttcagtgaa agcactgagt
  4931821 caaaaaatta cagtggccga aactgtagtg aaagatgtaa aagtaaaaga tgcacaggta
  4931881 gaaacgatga atcgtacatt agagtatacg atttcacttg ttgaaaaaag cataaacaaa
  4931941 taagagagaa gaaaagaagc ttatcatgat aggcttcttt tttgttatac taaaaatagc
  4932001 atagaaaaaa ggagcgaata atttggaaga gaaaaagcta aaaagaattc ttgaatatgt
  4932061 atggatcgcg gttgtgctcc ttgtaggata ttatttctta aaagaaaaaa gtatatgggt
  4932121 tctattctta atgacgtttt tattagcagg tttaggcacg ttatttatta acttcttttt
  4932181 tgatagttta aatgcatgga agaagaaaaa gaagggaacg aagtaaagga gggaacatat
  4932241 gcaaaagtgg aagcttatat atcaggtgat tattttccta ttgcttgtag gtattggcgt
  4932301 ttttaaatac gcaacaccaa taggaaattg ggcatcgttt acagcttgca tcggcatatt
  4932361 tttcatttta caatcgttaa cgaaaaaata taatagtaca gaaagatagc tcgccgctaa
  4932421 aacggcgagc tattttgtta tgcttttttc tgttcatcat tcgttttttc ggtagctaaa
  4932481 tggctatgct ttctagaata gaagaaatag aagcataatc cgactataag ccaaatggca
  4932541 aagctaatcc atgttgtttt agacaaattg atcattaaat ataagcagca aagaatcgcg
  4932601 acaactggta gtacaggtac gaaaggtgtg cggaatccgc gttttaagtc agggtgtgtt
  4932661 tttcgtaaaa taagtactgc gcagcaaacg aatgtaaagg ctgttaatgt accgatgttt
  4932721 actaaattcg ctaatacgtg caggtctaaa agtcctgcta ataaagcggc aacaacacca
  4932781 gtaatccacg tatttaataa agggattttc actcttttat ttacacgtgc taacgctttt
  4932841 ggaagtaaac cgtcgcggct catcgcatat gaaacgcgaa cttgtccata cataacgact
  4932901 aagagaacgg ttgtcattcc agtcatcgct ccaacagcga gtagtcctgc aattgtatct
  4932961 tcaccaacga aatgtaaggc aaacgcaact ggatcagaaa catctaattg tgtataagga
  4933021 accatacctg ttaaaacgaa agatacgatc atatataaaa cagtacaaat aagaagggaa
  4933081 ccgataatgc cgattggtaa atcgcgctgt ggttttttcg tttcttccgc agcagttgcg
  4933141 attgcatcaa agcctaagaa ggcgaagaat acagtggcag ctccagtaat aataccgtcg
  4933201 tatccgaatg gaatgaacgg tgtccaattt tcaggtttta catattttgc gcctgctacg
  4933261 ataaaggcga taataacggc caatttaata agaaccataa tattattaat gcgtgcgctt
  4933321 tcacgtatac caaaacttaa aagaacggta atgatgagta aaatacaaac agctggtaaa
  4933381 tcaatgagac caccttttcc tacgccaggg gccgaggcga ttatggcggg cagatggatg
  4933441 ttaaatcctt gtagtaaaga ttgtaaataa ccagaccaac cgacagctac tgctgcgact
  4933501 gcaagtaaat attcgagcat taaacaccat ccaacgatga aggcgacgac ttctccgact
  4933561 gtcatgtatg cgtaagtata cacactgcct gagacaggaa tagaagaagc aaattcggca
  4933621 taacaaaagg ctacacaagc acaagtaaat gcagcaataa gaaatgatag cataatacca
  4933681 ggaccagaat gtttcgctgc aacaatacct gttaatacaa atatccctgt cccaattacg
  4933741 gcgccaattc ctaaaaacgt taaatcaagt gcggttaatg ttctttgtag ttgccgtggt
  4933801 gattcagtac taagcgcttt ttttcgtaat aatgacttca ctttggactc tccccccgtt
  4933861 tttcatttcc ataaccgcga atgtagtagg agcccactag aaaagagtat gtaagtaaat
  4933921 ggaggtacag ttatggtata tagtttttgg aattgctggg ttcattttat tataattcag
  4933981 aatattttgt caaatagaaa tgtgacaaat aaaatgcgaa tgaatagggg aaactacttg
  4934041 caggaatgga cggggattac caatctattc ggatggagaa aacccactga ttaaagttaa
  4934101 agtaggagaa gatgctatgc tattttattt tgaacttgtc gtcattttac tttgtacgaa
  4934161 attagctggt gatattagtg tgagactcgg ccagccttct gtacttggga aattaattgt
  4934221 tggtattatt atcggtccag ctgtactcgg tattattaat agttctgaac ttattgatga
  4934281 attgagtgag attggtgttt tactacttat gtttatggcg ggacttgaaa cagatttaga
  4934341 agaattaaat cggaatttga aatcatcatt tgcagtagcg gctggtggaa ttatttttcc
  4934401 tttcatcggt ggttatgtaa caggattgct atttggatta atacaatctc atgcaatttt
  4934461 tttaggatta ttactttgcg caacgtcagt tagtattacg gtacaaacgc taagagattt
  4934521 agggaaaatg aatacgagag aaagtacaac gattttaggt gcagccgtat ttgatgatgt
  4934581 catcgtcgtt attttattag cgtttgttat gagcttttta ggaacgcaag atgtgaatat
  4934641 aacacttgtt atcgtaaaga aaattatttt ctttgtcagc attgttttta tcgcatggaa
  4934701 agttgttccg tggattatga aaatgcttgt gccacttcgt gtaacagaag cgttaattag
  4934761 cgcggctctt attatttgtt tttctttttc gtattatagt gaaatgatgg ggattgcagg
  4934821 tattattgga gcatttgcag ctggaattgc catttcgcaa acagagtata agcacgaagt
  4934881 agaacataaa attgaaccga ttgcgtatgc gatatttgta ccagtgttct tcgtaagtat
  4934941 tggaatggaa attacatttc aaggtatcgg aagccagctt tggttcatta tcatcatgac
  4935001 gcttattgcg attttcacaa agttaattgg atcaggttta ggagcaagac taacaggatt
  4935061 caaccttcaa tcttctatta gtattggtgc gggaatggta tcgcgtggtg aagtagcact
  4935121 tattattgca gcaaatggac tggcggcgaa tttactagcg aaagaaaatt tcacagcgat
  4935181 tgttattgtt gttatattaa cgacgattat tacgccgccg cttttaaaga aatatttcgt
  4935241 gtaaagagga agagcttatc tgaagtaggt aagctctttt tttattggaa aagcaatagt
  4935301 catgtggcat gaaaggtttg taattatggt aaaatctatg tatgtgatat gacaaggaga
  4935361 gggaagtgtt tgaggattac gaagggaaag attataggtg taattatact tcttttattg
  4935421 tgcataccat ttactgcatg gaaagaatca aaagtgaaag attttccggt ttctattttc
  4935481 tcggaagaag cagatggtga gtacgaccag aagctgaaat atactgcttt tttacctgat
  4935541 gttgcgattt ggatgaacgg ttgggaaaag aagtggacag aaggggaaag aactgtttat
  4935601 caaaaaggga atcgcattgt aaatgtgttt catcctcctg gtgatgatgg tttttacctt
  4935661 cttgaagcaa gagaaaataa gtgaacgcaa ccgtaagaag tggaggttaa atagtgaaag
  4935721 cttcaacatt actatttaaa attgaaagta atatggatca attttcacca gctgaaaaaa
  4935781 aggttgccat gtacataatg gagaatgcag agattgttcc gaacttaacg acgaaagaag
  4935841 tgtcaacgaa tgcaggcgca agtgaggcga gtgttgttcg cttttgtaaa tcgattggaa
  4935901 tcggaagttt taaagcattt aaaatcgcgc tcgttcgtga attaacgatt gctgattata
  4935961 atattaatga tttttcagtg atgaatacgg aagatggacc gtatgacttg tttaataaag
  4936021 ttacatatgt gaataaagct gcaattgagg cgagcgtgac ggcgatagat aagaaggagc
  4936081 ttgagaaagc agcagatcgt attgtaaatg cggataaaat tatattttac ggagtaggtg
  4936141 gatcagcaac tccggcgatg gacggggctt ataaatttac aaggctcgga tttactgcaa
  4936201 tgatgctatc tgattttcat atgatgttac cgcttgtgac gaatttaaaa gagggcgata
  4936261 tatttgtagc gatttcaaca tctggtcgta cgaaagatgt acttgaaatg gcacaatatg
  4936321 cgaagagaca aggtgcaaca gttattgcga ttacgaagct tgatcaatca tcgccgttat
  4936381 ataaagaggc ggatattcgt ctttgtatgc cagatgtaga acaagatcat cgtattgcaa
  4936441 gtattgcttc aagaatgacg caattgaaca tgatagatgc tctatatgtg attaccttta
  4936501 atcgtattgg taataaagtg ctggatcaat ttatggaaac aagagaagaa gctttgcgat
  4936561 tacggaagct gaaatgagaa gatggggaaa cccatctttt ttttggatac ggacggacat
  4936621 aaattcgtca tgaaaagaaa tgaaatttca taaaataata aagtgatatt gattttaaat
  4936681 ttcttaaagt tataataaaa gtatgaaatt aaattttaaa gtaggtggga atatgttaga
  4936741 gaatttatcg acagaacatc gcaatgagaa gacgatgaat ttagatgaga tgaacataaa
  4936801 agaagttctg caaagtatga atgaagaaga tcgaactgtt gcattagcag ttgaaaaaga
  4936861 gatagaacat attgaaaagg ttgtgcgggt tgttattcaa tcttttgaag aagagggccg
  4936921 attaatttac attggggctg gcacgagtgg ccgtttaggt attttggacg cagtggaatg
  4936981 cccgccgaca tttggcacag atgataaaat ggtgcaagga tttatagcag gtggattgaa
  4937041 agcgtttact aaagcggtgg aaggtgctga agatcgcgaa gagttagcag aagaagattt
  4937101 aaaaagtatt ggattaaacg agaaagatac tgtaattgga attgcggcaa gtggccgaac
  4937161 tccttatgta attggcggct tgaagtacgc gaatagcgtg ggagcgagta cagctagtat
  4937221 ctcttgtaat aaaaatgctg aaataagtaa atatgcaaaa ctaaatgtgg aagtagaaac
  4937281 aggcgcagaa attttaacag gttcaacgcg gttgaaggct ggtacagcgc aaaaattagt
  4937341 actgaatatg atttcaacag cttctatgat tggtgttgga aaagtatata aaaatttaat
  4937401 ggtagatgtg caatctacga atgaaaagtt agtagaacga tcaaaacgaa ttattgtgga
  4937461 agcaacaggg gttagttatg aagtagcagc agagcattat gaaaaagcag aacgtaacgt
  4937521 gaaagctgcg attgttatgg tgctattgca gtgtgagtat ggggaagcac tggagaaact
  4937581 aaaacaagca aaagggtttg tgaagaaggc attataaaat aatagggagg gggattctat
  4937641 tatgaagaaa gaagagagaa tggcgaaaga aatttcagag caacttgggg gagtaaaaaa
  4937701 tattcgtggc attgctcatt gtatgacgag attacgatta acgcttcatg atgaaagtaa
  4937761 agtaaacatg gaccttttga aaaaggtaga aggggttatg ggcgttattg aagatgagac
  4937821 gcttcaagtt gttgttggtc caggaacggt aaataaagta gcagctgaga tggaaggttt
  4937881 aacgggactc cgaattggtg aggtggcaga ttatcacctt gaagatcttg ggcaagagat
  4937941 gaagtcagag attaagaaga aaaataatac accagtgaaa aactttttaa gaaaaatagg
  4938001 aagtatcttt attccattaa ttccgggtct tgttgcatca ggtattataa acggggttgc
  4938061 taactttgcg aaaaacgcag gtgctgatcc gaatgcaact tggctacaaa tgttactact
  4938121 tattggtggc ggtatcttta cattcttagg cattttagtc ggctggaata cagcgaaaga
  4938181 gtttggcggg acgccagttc ttggggcaat tgctggtatt ttaattttca acccggcaat
  4938241 ggcgaatgta aaattatttg gtgaagcgct cgtacccgga cggggcggat tatttgcagt
  4938301 tatttttgca gcatggctta tggttgtagt ggaaagacaa gttcgaaaag ctgtaccaaa
  4938361 tgcagttgat attattataa cgccgcttat tactgtgtta gtcgtaagta tcgtaacgat
  4938421 gttagcaatt cagccggtag caggtttctt atctgaagga attacaaacg gaattaatgg
  4938481 cattttaaat attggcggag cgtttgcggg agcagtactt gcaggaacat ttttaccgct
  4938541 cgttatggtc ggattacatc acggtttaac accgattcat atggagttta ttaatcaaac
  4938601 gcacgtaacg cctttattac cagtactcgc aatggctgga gctggtcaag taggtgcagc
  4938661 gattgctatt tttgtaaaaa caaaaaacaa acgacttcgt aacgtaatta aaggggcatt
  4938721 accagttgga tttttaggga ttggtgaacc gttattatac ggggttacat taccactggg
  4938781 aaaaccgttt cttacagctt gtttaggagc agcagttggc ggtgcgttcc aagcagttat
  4938841 gaaaacagct gcactcggaa tcggtgtatc tggattatca ttaattccgt taattgctga
  4938901 taataaatat ttattatatt tccttggatt agtagtggca tatacgttcg gattcatctt
  4938961 tacgtacttc ttcggattta aagaagaaat ggcagaaaac atatagagaa agggattcct
  4939021 ttctcttttt ttattcatag aaagggagat tcatatgcta ggagtatcaa tttatctttc
  4939081 aaaagagcga gtaaagaaac aagaagaatg gctaaaagta gcgaagaaaa acggattttt
  4939141 atctattttt acatcacttc atataccaga agatgatcca aatacgtata aagagttaat
  4939201 tcaaatactt gggaaacagg ctcttgaaaa tgaaatggaa ttaatggttg atgtttccca
  4939261 aaaatcgcta caccatttag gaatgacgta cgaaaatgtg gaagagttag tagagtgggg
  4939321 aattactggt ttacgaatgg actatggcat cacgccgaaa gaaatcgcgc gtgtatccca
  4939381 taaaatgaaa gtagctttaa atgcaagtac aattacagat tccttttgga aagagttact
  4939441 ttcggaaaat ataagagtaa agaatgtaga agcgtggcat aatttttatc cgcgtccaga
  4939501 aacaggacta gcaaaatcat tcttacaaaa acaaaacgaa tacttacatg agtgcggcat
  4939561 aaaaacgatg gcatttattc caggagatgg tgaaaagcgt ggtccactat atgaaggctt
  4939621 accgacgcta gaaaagcatc gttatatgag accgctcgaa gcgtacttag aacttgtaca
  4939681 aggttgtggt gtcgataaag tgttaatcgg ggatataagc ggacgtgtag aaagtgtaca
  4939741 agagatagcg agtgccagta gagggattat tccattgcga tatgagccat tgatagagaa
  4939801 aagtgaagtg ttaaaaatgg tagaacaagt gcatacaaat agactagatc cagcccgtga
  4939861 tgtcattcgg tctgtagaat cacgagaaga acataaagtg attttacagc caatgaatgc
  4939921 aattgtaaga aagaaaggca gcattacaat tgataatgaa ttgtacggta gatatgcagg
  4939981 agagatgcaa gttgctatac atgatttgcc tgcagatgag aaagtgaacg ttgttggcat
  4940041 ggttgtagaa gaggatattt ctttattgcc gtatgttggc gctggaaaaa tgtttcaact
  4940101 tttttgtgcg atagagtaaa agcttgaatt agcgctactt tgtaggaaaa cattatccgt
  4940161 aaaagggata atgttttttg ttttctttaa aaaagtattt gacgaatgaa atgaaatacc
  4940221 gtattgtttt gacttgtaaa taaaagttca ccataacaaa acaaaaagga gagttcaaaa
  4940281 tgaatcaata cattggtaac ttaattattc gtatcgtgtt aggagtaacg ttctttgcac
  4940341 atggtttagc gaagtttcaa tcaggtatcg ataacgtagc aggctggttt acaagcattg
  4940401 gtttaccagg tggtcttgca tatggcgtag caacagttga attagttggt ggtatattat
  4940461 taattatcgg tttaggcgta agatatgtag gattgttatt cgctcttatt ttagctggag
  4940521 ctatcgtaaa ggtaaatgga gcagcaggtt tattaggaga tggaaagaat ccaggatatg
  4940581 aattagacct tgcattatta tcaatgggtg cgtatttatt cgttgtaaaa gcagaaggat
  4940641 atgtagatcg tttcttaaaa gagaaagtaa tgaaaacgaa gtagatttta tttataaatt
  4940701 gttgacttaa aggattattg taactataat gattacaacg tgtggattaa gaataaaata
  4940761 atttaaatat ttttttacac aagatgtaac tacataagtt acatcttgtg taaaaataaa
  4940821 taaaatgggg ggaagtaaca tgcctaaatc aaatttagaa atgattcgaa gcacatatga
  4940881 aggatcagct tcttcaaatg caaaacattt agcagaagcc ctctctgaaa tagcagaatg
  4940941 gacagaggcg gaagggttcc catacggggg aacttatatc ggtgtagaag caataatgga
  4941001 aaatgtattt agccgattag gatcagaatg ggatgattat aaagcaagtg taaatacata
  4941061 ccatgaagta aacggaaaag atgtaattat tgctgaaggt atatattctg gagtttataa
  4941121 aaaaacggaa aaatcatttg aagcagaatt tgttcatgta tggcaacttg agaacggaaa
  4941181 aattgtgaag tttaagcagt atgtagatag tcatcttgtt agggaagcga tgaagagcta
  4941241 atgcttttta aatggatcgt aggtatatgc attacaagta tagtcattat ctcgtctata
  4941301 gttggcggaa agaaattgct tgcatatgtg gaaaaagaaa ataaaaatat tcaaacccag
  4941361 caagtggcaa acgaaaaaga gaagaaagtt gcagaagaat ctccacatgt tagtgaaggt
  4941421 gaaattattt ctactatgca caaaatggta caccaaaagg taaaatcctc tgaaaaatgg
  4941481 ggatttgtag aaatgacgaa aaaggaaatt tctaatgtga aaagagatat tgaaaatagt
  4941541 acaggttttc gatataaaat gaagttattt tctattataa atagatggga aaaaggagac
  4941601 ttttctcaaa cggttgagga gcacaacttt ttatggagcc ttcaaggtgg agatactggt
  4941661 aaggcaactg aacgtttatc accagaagag gaaaagcagt atataaaaga aatgaagaat
  4941721 aaataaaaaa catcgccaac taagatgacg atgttttttc attaagaatg ttttcgtaat
  4941781 aaagttccag ttggttgaac agtaactgtt ttgaaatgag agaataaata acatcctgtc
  4941841 ataacgatca ttgttcctac aatttgtatc cacgttagtt cttcaccgag gaaaagaaat
  4941901 gctaaaatag ctgtaaaaat tggattgaag tttagaaaaa tacctgatgt agttgctcct
  4941961 aatttttgta cgccaatatt ccaaaatacc atgcaaagaa ctgtggaaat aagccctgta
  4942021 tataaaagtg aagttatgaa agaagtattt atatttgtaa cagtgaagct ccctatatta
  4942081 aatggcagta ataaaataac gccgaaaata ccagagtata gcgtcgccat aagtggtgtc
  4942141 gttgtctttg ttgcccattt actacaaaca gaatagattc cccaaataca aacagccgca
  4942201 atcatccata aatcgccact attaaaatgt agtgaaaata aaagggcaaa gttacctttt
  4942261 aataggacga ggataacccc gaagaatgaa agaatcatag ataaaatttg aagtgtattt
  4942321 actttttctt ttagaaataa gacagaaaat agtgcaatgg aaatcgcgtt taatgtagaa
  4942381 ataagcccta catttgttgc ggatgttttt tctaatgcta gaaattgaaa gatgttaaaa
  4942441 agagcaaccc ctgaaattcc catcaatatt aacgggagta tcgcagcgcg tggtggaatg
  4942501 attttctttt ctttaaacca aaccattggt aataagcaaa cgatcgcaat tatccatctt
  4942561 aaacttgtca gtgtcattgg agacgcgtga tcaacgagtg atttcccaac gacgaaattt
  4942621 cctccccata ataagcttgt taataatagt aaaaagacat aaaaataagg catattaaaa
  4942681 ttccctttgt tgtaatcaat gtgaattgta aataatttta acatttttct ttattgtgta
  4942741 atatattctt ttgtataatg gataaaaatc gataaaatgt tttgttgtag aagctattta
  4942801 aagaaatata ttcaatttta tataagttat aaggtgtttt ttcgaataat catcggtaag
  4942861 aaaaaggggg attataatgg aatcgtctgt tattaaagtg ttagatgatt tagatgtaca
  4942921 aattttagat atattgcaga aggaatcaca agtaagtaat gcagagcttg cgcgacgtgt
  4942981 taatttatca ccagctgcaa tgcatgcaag aattaaacgg ttagatggag aagggttcat
  4943041 tgataagcaa gtagctattt taaatcaaga gaagcttggt tttgacttgt tatgcttcat
  4943101 ttttatgagt acgaatattc atcaatcgga taaacttgaa gtgttggaaa aagaattaga
  4943161 agcgatgcct gaagtgttag aatgtcactg tttaacaggg gagtatgatt atttattaaa
  4943221 ggttgcaaat cgtgatcgta aagagctgga acagtttatt agaaagctaa ataagcttgg
  4943281 tattacaagg atacagacga gtttagcact tcgtgaaatt aaatattcga cggtattacc
  4943341 gatacgaaat gaggaaccga gcatcgatta gattgcttgg ttttttgttt gtataaagtg
  4943401 attgacaaga agaaaagaga gatgtattat tatataaaat tatgtattaa aattcatttt
  4943461 gtgttataaa tattaatatc gggggcaagg ggatagcata tgaaaatctg taatgcggtt
  4943521 acgagtgatg tgaaagaaat ttatagtctc attgaagttt atgcaaaaga gggagtggtt
  4943581 ttaccgcgtt ctcttttatc tctctatcaa tacttacaat gtttgtatgt tgtgaaagaa
  4943641 gagggggaaa tcgttggagt tgctggttta catgtattag gggaggacct tgcagaagta
  4943701 cgatcattag tcgtttcgca tatatatgca ggaaaaggta tcggacgtat gttagtaaac
  4943761 catgtaataa atgaggcagc gaaaataaaa gtgagtagag ttatttcttt aacatatgaa
  4943821 acggaatttt ttcaaaagtg cgggtttgat tttgtgaata gagatgcatt gccagagaaa
  4943881 gtatggattg attgtagaca ttgtccaaag gttgattatt gtgatgaggt ggcaatgatt
  4943941 cggtatgttg ggtgaagcaa aagaaataag agcagctagc aaaagctaac tgctctattt
  4944001 aagggatctc tccaaggggg agtggagaaa atattatgtt actagcagta ttgacagatt
  4944061 attaggaaat atacaaatcg gatgaaagaa attttaaata aactttcggc attgacagtt
  4944121 tttaaaatat tcatgtacaa tacacatgaa tgacattcag tcatttttaa aaatagcagg
  4944181 atgtaatttg cttggaaaca gaacaaatat aaatggtaaa tgaggatgat agttgttttt
  4944241 atatagtaga gatgaaagaa tatatttttt taaaacaaaa atgactgata gtcagtcata
  4944301 agaggtgaga ggtatgaaaa ataaagcttg gttatatgtc atattaacat gtatctttga
  4944361 agttttttgg gtgtttggtt ttaatacggc caatacgtgg tggcattgga ttatcatttt
  4944421 aggagttatc gctgttgatt ttcacttcct ttctaaagcg tgtgaacatc ttgcaacagg
  4944481 aaccgtatat gctgtgttcg ccggagctgg tacggtaggt acgtttttaa tggatgtatt
  4944541 tcttttcggc ggaagtttca gtgtagggaa attattcttt atcgtgatgg ttgtagctgg
  4944601 cgttatcggt ttaaagctag ctgataataa agaagaaact gtggaaggag ctgcttaaag
  4944661 atgggttggt ttttcgtatt ttgtgctgca attagtgaaa tagtcggtgt gattggcctt
  4944721 aaaatgtata gtaaagataa aacgttagca aatggggcac tttatatagg tggctttgct
  4944781 acatccttcg cattcttgta tacatctttc ttattcttac aagtaagtgt cgcgtatgcg
  4944841 gtttggattg gtattggaac agcgggagcc gttttattaa acatgttcct gtttggtgag
  4944901 tcgaaaagta aagcgcgtat cattagtgtg gctcttattg tatgcggagt gacaggatta
  4944961 aaggctcttt cgtaaagata tactgtatct cctaacaagt tgttaggaga tttttattgt
  4945021 aaaaagtaca cgataattga cagtatagct agttattcta taaaatgagt gacagtcatt
  4945081 caatacgtgt ttgaaaggat ttagatgatg aataaaaaag aaaaaattgt ctatgcagcg
  4945141 attgaagtgt ttcaggaaaa gggcgttgaa aaaacgaaga tttctgatat cgtgaaattg
  4945201 gctggcattg cacaaggcac tttctattta tattttcctt ctaagttatc tgttatgcct
  4945261 gcaatagcag aggtgatggt tgaaaagatg atacttgcgg tgaaagagaa agtgcaaaat
  4945321 gatgcgcctt tctcaagtaa agttacgcaa gtaatagatg cggtatttca tttcatagag
  4945381 gaatatcgtg aaatacaagc tttaatgtat gcgggtcttg catctacaga acatataaaa
  4945441 gaatgggaag ctgtgtatga gcctctttat atgtggctaa gtgaattttt aagtgaggcg
  4945501 aaagaagccg gtgaaattcg tgagtcggta cacgcagagc gaacagcgaa gttatttatt
  4945561 gctcttgttg aatcagcagc ggaacaagtt tatttatatg atcataaaga tgatgagcaa
  4945621 gtcgagctac aaaaggcaga agtactagat tttttaacac atgcactaca tataaagaaa
  4945681 tagtgggatg aacctgtctg aaaaggtagg tttatttttg aggaaaactg aatgatagtc
  4945741 attcacctaa tacttatgta tgtgtgaaag gatagagtga aattctaatg agtggggcat
  4945801 cttcactcat tattagccca taaatagcag gataaagaaa aagcttcttg ggcattattt
  4945861 tttgagagga atttacggga agaggtgtta aaagtgaaga aaccgataaa agaacaaaag
  4945921 atggtattgg tcattctttt gagtaatata tttatcgctt ttttagggat tggattaatt
  4945981 attccggtta tgccgtcttt tatgaatgat atgcatttaa cagggaagac gatggggtat
  4946041 ctcgttgcag tattcgcaat ggctcagctt attgcttcac ctattacagg ccggtgggtc
  4946101 gacctttacg gtagaaagaa aatgataatc attggattat ttatttttgg tgtttcagag
  4946161 cttcttttcg gattaggaac agatgtatgg atgctttatg tagcaagggt gttaggcgga
  4946221 attagtgctg cgtttattat gcctggtgtt acggcgtatg ttgcggatat tacatctatc
  4946281 caagaacgtc caaaagcgat gggatattta tctgcggcga ttagtactgg gtttattata
  4946341 gggcctggaa ttggcggatt tattgcagag tacggtatac gtgtgccgct tttcgttgca
  4946401 gcagcaattg cttttatagc atgtgtcatt tcgatcttta ttttaaaaga gccgttaacg
  4946461 aaagaagagc ttgcagagat ttcttctaat acgaaagaat caagctttat tggtgattta
  4946521 aagaaatcat tacatccaat gtatgcaatc gcatttatta tcgtatttgt acttgcattc
  4946581 ggcttatcag cgtatgaaac tgtgtttagt ctgttttctg atcataagtt tgggttcaca
  4946641 ccgaaagata ttgcggcaat tattacaatt agttcaatct ttggggtagt tgtgcaagta
  4946701 tttatgtttg gcaaattggt cgatatgttc ggtgaaaaag tgttaattca aatctgttta
  4946761 attgtaggtg cagtattagc attcgtttct actgtagtgt ttaattattg gattgtactt
  4946821 ctcgttacgt gctttatttt ccttgcattt gatttacttc gtccagcttt aacgacgttt
  4946881 ttatcgaaag ctgctggaaa agagcaagga ttcgttgctg gtatgaactc gacttatacg
  4946941 agtttaggaa atatagcagg accagcgatg ggcggaatac tatttgatat gaatattcat
  4947001 tatccatatg cattttcagg agttgtctta atagttggtc tcgctattac atttatgtgg
  4947061 agagagaaac agctagctga gagttttgcg aagtaataaa accccttaca acggtaaggg
  4947121 gtttttgttt tataaactta atccaaaccg ttttaattca ataaatatcc cctctaattg
  4947181 ctttccttta tccgttaatg tgtactctac acgaggcgga acttctggat atacttttct
  4947241 cgttataatg ccttgagact ctaattcttt tagtcgaagc gataatgttt tcgggctaat
  4947301 cccgtccatt gatttttgta aatcactaaa gcgtaatgtt ccttcgataa gaaggtcgcg
  4947361 aatgattaaa aacgtccatt ttgtacgaat tacatcaagc gttttagcga tgggacaagg
  4947421 tatgccaggt aaacctttcg ttaattcaac tggatctata ttgttcatgg aactagcctc
  4947481 cataaaattt tttgaatgaa tttgctttat agtatcacaa aactatactt ttggtaacta
  4947541 tatgaaaaaa atatcactac ttccataaag gaagttagtg catatacaat agcaatatga
  4947601 aatacaaagg gtttagatga gggggaggtg attttcatgg gggtaaaaaa gttgtttgga
  4947661 tttcttagtt tgtttgttat ttgtattgtg cttgtagcat gtggcgtgga ggaaaaaact
  4947721 gaagtccagt tattaaaaga aatgccaaag gcaaaaacaa tgacaatcga tccttcacta
  4947781 agtaaaatgg aagcgaccga aatggttcat gcagcgcagc gtttttatgc attttgggat
  4947841 acaggtaaag aggagcttct ttcgcagact gttacgaaag atttttttga taatacgttg
  4947901 ccaaaagggc gatcacaagg cattgaaggg ttaaagtttg cagcgcaaaa ttttcgtaaa
  4947961 gttgtgcctg atatacattg caagattgaa gacttattgg ttgttggtga taaagtaaca
  4948021 gctcgtcttt ctttttcagg aacgcataac ggtaagaaaa ttaatttttt tgcaattgac
  4948081 attttacatg tgaaagacgg aaagattacg gaagactggc atttagaaga taatcttacg
  4948141 ttgaaacagc aacttgggtt aataaacgag gaatagagta ggggagagaa aaacgatgaa
  4948201 aaatatattt attataaatg gacatgaaaa atacggtaca aaggaaggac gattaaataa
  4948261 aacgttagta gatcatatgg tgacggtatt aagcgagaac catcaagtga aaacaacaac
  4948321 gattcaagat ggatacaata taaaagaaga acaagataaa tttttatggg ctgatgttgt
  4948381 gatttatcaa acacctattt attggtttag tgttccagga ttatttaaaa cgtatatgga
  4948441 tgaagtgtat gaatacggtt tgttctttaa aggtgcagat gaatatggaa caggtggttt
  4948501 attaacagag aaagagtata tgttctctac aacttggaat gcacctgaaa attcatttgg
  4948561 agataagacg aagttctttg aaggggaaag tctagaatca acgcttagtc atttacaccg
  4948621 cgtgcagaag tttcttggga tgagtccgtt aaagagtttt gcttgttatg atgtggtgaa
  4948681 gaatccggat attgagcaat atttattgaa cttgaaagat cacttagatg aagtaattaa
  4948741 ataatagttt atatttgtat gtgaagaagg tactactaag gatgtagtac cttctccttt
  4948801 tataatgaat cgcattttaa gacatggatg gctgtatcca taacttcgca aaatttgccc
  4948861 aaccgaatga atcaattgtt acgtttttca aagaagaagg gtatgtcttt ctttttaaaa
  4948921 cgtgatagtt aaataaaatg atgtgttctg cttgtaaaaa ttcttcgatc tcatacatga
  4948981 gctcatagcg tttctcttta ttttcttcta ataaaaatgt atctaacaaa cagttaattt
  4949041 gtttttcata gtgctggtcc atgaaccggt ttacgaagca acttttattt ttaaatacat
  4949101 ttaagaatgc aagttcgtga ttggaagcaa acacttctcc catgaaaata atatcggcat
  4949161 gttgatcgat agaacggttc atataatctg aaacgagaaa tgggtgaagc tctacttgta
  4949221 tacctagacc gtcacatcgt tcttttagga aatatgcatc atttgcacta tctttaaatg
  4949281 cgaagaagta aatatgtatc gcctctccat tataagtgct cttttttaaa tactttttcg
  4949341 ctttttctaa agagtaagac cttttaaaag cttggcggct tctttcaggg aaaaagcttg
  4949401 atgcagcaat tgttcgtctt ccttctatgc tacgaagtat cgtttcaacg tcatatagtt
  4949461 ctctccaagc ttttcgaaag tacatgtcgt gatgaggacc aggttttgta aagttgaagc
  4949521 cagcataaat acaacctatt tcttctattt gtatatcatg cctttcattt tcctcttcat
  4949581 ttggtagttc ataatcagca tcgatttgta catgatccgg aataccccaa aattcaatac
  4949641 ggtctaataa tgcgcgctct ttaaaataat gagtgaatgc ttcgagtacg atattatctt
  4949701 cagagtaatg agcaagtttg aaaggtcccg tacctatata atgatgattt tcgatactca
  4949761 catcacgcgg taaaattgct agttgtatgg aacttacata gtgtaaggaa aaaaggttgg
  4949821 gttttgctaa atggaacctt atttgcagtg gcgatggtgt ttcaatttga acaatttctt
  4949881 ctgttaacca ttcgaaaggg gaatgaactt cttttagcct ttcaaatgaa aattgcacat
  4949941 ctttagaagt taaaattgtt tcgttatgaa aatgaatatc ctttcgtaaa tagaacgtcc
  4950001 acgtaagcca gtcttcactt aattcccacg tatgcgcaat gtgtggttcc attttttccg
  4950061 taacatcgtt ataaacgact aacgtatcaa aaatttgact cgtaagatgg ctttctgtag
  4950121 ttacagcgac aaaagccgga tctaatggga atatctttct cgatatagga atctttaata
  4950181 tgtcgtacat atcatttgaa ggttcgtatc caaaatgatg atgtagttta ttttctatct
  4950241 ttttttgaag tgcagggggg agaggttctt ttaaaagaag aaaaacgtcc tttaattttt
  4950301 cttgcgctaa cagttcatct gtataggatt caatcgcttc tacgaaatta tgtgaaaata
  4950361 gaatttccgt tttatttccg cgtcctcgtc ctggagtcca gctaattaat tgctcctcgc
  4950421 tcattttctt taataaaatc tttacgtttt tcgtactgca atataaaaca tccgctaatt
  4950481 cttgtaagct atttcgtata tgttgttgat cttgtgcatg tagtcttagt ctaatgtaat
  4950541 agtccataat tttcatatat acacttcctt ctattataaa aggggaaact ctttagaata
  4950601 ttctaaccct tttcttcctt tttttcaaag taaaataagt aagcataagg agggggaaac
  4950661 aatgggattt tggagtatgc atcgaaatat aaaaattaga attataactt cgtttttaac
  4950721 acgaactgta tccacgatga tttttccatt tatggcgatt tatttttcaa taaagttagg
  4950781 tagtgcgatt gctggtgcgt tactactcat taatgtcatg gcttcattag taattggttt
  4950841 atacggtgga tatgttggag atcggcttgg tcgtaaaaag gtgatgatta ttggtcaaag
  4950901 tatacaagtc atttccattg cttgtatggg gattgcaaat tcggattacg tagattcacc
  4950961 gtggctcaca tttgtattta tgctagtgaa tagcctagga tctggactta tgaatcctgc
  4951021 gacagaggcg atgttaattg atgtgagtac accggaaaat cgaaaagtga tgtacagcat
  4951081 taactactgg gcgattaatt tatccattgc aattggagcg atatttggcg gattattgtt
  4951141 tgaaaactat agattacaat tgtttatcgt attaacgctt gttgcgatta ttactttata
  4951201 tgtgatggct gtatatatgg aagaagtgta cgtagctaga aaaacagtag agaagaaaaa
  4951261 tgtattaaaa gatatggcgg atagttataa agttgtgatg aaagatagag cgtttttaat
  4951321 tttttgtgca gcgagtatat gtacgttatc gttagagttt caaattaata attatttagg
  4951381 agtacgcttg cagaaggaat ttgaaacggt gcactttttc ttcgggaatg gttttacgtt
  4951441 tgatttaaca ggtattcgca tgctgagctg gatttcagca gagaatacaa ttttagttgt
  4951501 gttatgttcg gcgcttctta ttaaaatgtt gaaacgcttc aatgatttga aaatcttata
  4951561 tgtcggctta ttcatttata caattggatt tacaatactc ggaacgagca atagcttatg
  4951621 gattttatta attgcagggc ttttccaaac ggtaggcgag atgatgtatg tgccagtgcg
  4951681 tcaatctatt atggcagata tggtgccgaa tgaggcgaga ggttcatata tggcgattaa
  4951741 cggaatggtt tttcaagtgg caaaaatgaa cggggcatta ggtgttatgc taggttcatt
  4951801 tatcgcatct tggggcatga gtgctctgta ctttatcgtt ggtatgagca gtattttatt
  4951861 atttatgaag gcgataggga aagagaagta tgagaggcag atttctcaga ttggataaaa
  4951921 ctatatgaaa agcgatgctg agaatcgctt ttcatatgaa ttttaaaacg gatcaacttc
  4951981 agctaaattt ggagtagtat tcggctgtag caaaaggttt tttaatgtgc ctacttcaga
  4952041 aagagcgact aatatgtagc cactaattag aacaataagc ccgatgacgc gtaacgtttg
  4952101 taagctcact tcacgattat ttgtttctgt aggatttggg ggcgttgaag gtggagtatt
  4952161 attcataata gggctcccat ctttttattt tgtatgtgtg aaatcattat ttaacttatg
  4952221 gataggaatc gtatagtcat tttcactata tgagaactgc ctatgaaaag tgattagaag
  4952281 ttttggagcg aaaaaagagg gtgtatgaaa agatcattaa aaataagatt cttttttgtt
  4952341 tttcatacaa ataaaaaggt taatcaaagt agctaaatag ctactttgat taacctctaa
  4952401 taactatctc aatatacgta acgattcttc aataaacgct gggatgtctt ccggttgtct
  4952461 acttgttact agctgatttt ggcatacaac tacttcttta tcatgaaagt ttccgccggc
  4952521 gttttttaaa tcgacttcaa tagatttata tccagtgaca tcacgtcctt caagtgtttg
  4952581 tgcagtgatg agtagctgag gtccgtgaca aatagcgaaa acaggttttt ccgcatccat
  4952641 aaatgcttta ctaaagcgaa cgaaacgctc atctgcacga agtatatctg gagaaaatcc
  4952701 gcctggtatg aagagtgcat caaagttttc tggagaaaca tcatcgatac ctgtatcaat
  4952761 tacgacttcg ctttttcctt gtttaccgtg taccgtttta cctttttctg cttcaatagt
  4952821 tgttaattca tatccctttt gcttaaaagc ttctgctggc tctgtgtatt ctgtgtcctc
  4952881 gaaataatcc gttattaaaa tagcaatttt tttactcatt ctaatccgct ccttacatta
  4952941 tattatcgat tccaaaatcg tccttgggca atgccttcta taaatgattc aattgaagtg
  4953001 tttgctaagt tgtaaattcc tgctccatct aatttaattt tactattgtc caaagcatga
  4953061 ggattactaa ggacatgagc tatcggttta aaatgtttaa aagtagtttc tgcaaattct
  4953121 aaaacagggg ggtgaatggc agattcgcta ctaaacacta atactgcatc aaaaagggaa
  4953181 gagtctgttg ttgtataagt atcagttact ttaatggaat cattgaactg ataaatttta
  4953241 ttatctacga tgctatagtt aattcgatgc tgtgcaaaag cttgaatcca ttcggacaga
  4953301 agggagacgc ttgggtcacc atttaataca attgcaacat ttttagaatc agctttaaaa
  4953361 atagtattgg acatacttag tgcaggtgat tttgcatctg aatttacttc gtgattttcc
  4953421 ttaggcaagg gagctccaat aatgttagcg acttcttgtg ctaattgacg atcgacatga
  4953481 ttcagtagag caattacatt tgccttcacc atgtctgatt tacacttccc aacttcaaag
  4953541 caaaaagctt cttttatatg ctgcttttca atagggctca tactattgta gaaaagttta
  4953601 gcttgcgaat aaaagttaag gaagctttta ctgcgccccc taattttatg tccatcaatc
  4953661 ttttcttgat aatgctcata tccgccctgt tcagcttgca cggttgctgg ttgattgtca
  4953721 tttaagccat taggatgata gcttgtttga ccgcgatgaa tttgcatttg atgcatacca
  4953781 tcacgttgat tattatgaaa aggacatacg ggctggttaa taggggtttg atggaaatta
  4953841 gggcctccta aacgagataa ttgtgtatct gtataggaga ataatcttcc ttgcagaaga
  4953901 gggtcatttg aaaaatcaat acctggtacg acatgaccag ggtggaaagc tacctgctcc
  4953961 gtttccgcaa agaagttatc aacatttttg ttcaatgtca ttttaccaac tagttttaca
  4954021 ggaacttctt cttccggcca taatttcgtt ggatctaaaa tatcaaaatc aaatgtatgc
  4954081 tcatcttctt ctggaattag ctgtaatccg agctcccatt ccggataatc ccctttttca
  4954141 attgcttcat ataaatcttg acgatggaaa tcaggatttt tcccagcaat cttttgagcc
  4954201 tcatcccaca ctaatgaatg aactccaaga gcaggtttcc agtgaaattt tacgaagtgg
  4954261 gcttttcctt ctttattaat aagtcgaaat gtatgaaccc caaaaccttc catcattcgt
  4954321 aaactacgtg gaattgcgcg atcactcatc tgccacataa ccatatgagt agactcggga
  4954381 ttatgcgcaa caaaatccca aaatgtatca tgagcgctag ctccctgagg aatatcatta
  4954441 tgtggttctg gtttaactgc atggacaaaa tcaggaaatt taatagcatc ttggataaag
  4954501 aatactggca tattattacc tactaaatcg tagtttcctt catctgtata aaattttgtg
  4954561 gcgaatccgc gtacatctct tactgcgtcg ttggatcctt tagaaccttg aacggttgag
  4954621 aagcgtacaa atacaggtgt tttcttggaa ggattagtaa gaaaatctgc tttcgtatat
  4954681 gcttctaacg attcataaag ctgaaaataa ccatgagcgc caactccgcg tgcatgaaca
  4954741 attctttcgg gaattcgctc gtgatcaaaa tgggtcattt tctcgcgaaa gtggaaatcc
  4954801 tccattaagg ttgggcctct taagcccatc tttaaagaaa attcatcctc ggctattttt
  4954861 actccttggt ttgttgttaa agcatgtttg cgttgattat ccgtaacatg gtgcttcaat
  4954921 tgctccattt ttttattcac aatataggcc cctcctttac tctgttaatt taatagatac
  4954981 cctttttatt aggacgtaaa catgtattat cgtttttgta tgtaaaaatc ataaaacatc
  4955041 ggttgtgccg gtgattctta tttaaggaag gaaaataaaa aaggcaagga gataatttat
  4955101 tttctccttg ccttttaaga taattctttt cgttaaaacg aggaaacgcg ttgcttcgtt
  4955161 tttggtacaa taataaattt gatccagagt aacccgataa tcataatgat aagggtatgt
  4955221 aaaaattgtc ccgtagcaat gagtataaca attgaaaata taatgagctg aatgcttagc
  4955281 aatataaaga ttaagcgaag aaattgattc attcgttttt cagtatcaat tggatataat
  4955341 gctacaataa tatttcccga aaaatatttc catagggaac ggagctgcat agaaatcata
  4955401 tataggacga tgtaagtgat agcgcccttt acatatatgt ttgggataaa atataaggcg
  4955461 aaggcaccaa tcaagcctaa gcgaatatat ataccgaaat aatcattccc gcgtaaaaat
  4955521 gcgagtgtat gtaaatagaa gaaagttgct cgttttttat gtaataaagg ttcaatccaa
  4955581 gttgtaagcc attttctttt atttacttgc ttatttagtt gcggaacatc agtgaagatg
  4955641 ctagcaaatt gataaaaacg aacgttcatt ttttcttctt gctcaattat gtaatcccac
  4955701 ggtattcgtt ttgtaggctg tttgttcgtg tatagaagca ggaaagcaag tagtaagagt
  4955761 aatccgccca atatgagaac atttgctgca taaaacagca tgtaaataag gagggcgtta
  4955821 caagtgatac gaatgatcag ccatatattt ttttcgtgac gatcacgcca catccaatgt
  4955881 atgtatatgt tccaagcttt cgtaaccatt aaaacgataa agattgtaca taagaaaggt
  4955941 acagttaatt gtaatgattg aagtgcaagt ggaacgagaa taaggaacgt aaataataat
  4956001 gggaaaagct gcatgatgta attatataga agagattttt tgaaataaga agttaatttc
  4956061 tcttctattg ctagtaaata gacagcgtca ggtttttgaa taaatgtacg aatagggcat
  4956121 ctcgttataa tgaatgtaag tacaatcgtg atgagtagta aagatattcc tttagaagga
  4956181 gatgttttta gaaactgggc atagtagtat gcgccaacgc atgaaataaa gataaagcta
  4956241 tatagtaaac cgttaatcat acgtgcaaag tatgtaatga tattttgcat atgttgttgg
  4956301 aaacggctgc tccatagtga ttcgattgac atgtttttca cctctttgtt ctattatata
  4956361 tgttttgcaa aagaaaaaac gagcaaattg cgttatgcaa cttgcccgtc tttcttttcg
  4956421 ttattttttt tctgatcacg attcattaat ggatagaaag caaagccgat tacgaataaa
  4956481 ccaattccga gaaggaacgt ttttatatcg gatgcacccg ttttaataac ccatagcgcg
  4956541 tagcaaagtg caattactgc aactataccg tccgtaattc ttgcccgcat ttcattttta
  4956601 tacgtctcac cagtagcgac tagttttaac tggaagattg gtgaaacgag atatggaatg
  4956661 agataggcga gtgttgatac ggtaataacg aatgtataag cttccgcaat tgttcctgat
  4956721 aatgttgaga ataagaacac ttgcgacata atgtttgtta atcgtaatga ataaattgga
  4956781 cttccttttt tgtttgtttt tgcgaagaag gaagggaaga aaccttcttt tgctgcttga
  4956841 tatggtactt ctgagcttaa taaaatccag cctaaaatcg aaccaaacag ggaagtaaga
  4956901 gcaagtaatg ccatcagttt cccgccgccg tgacccattg cagcatttaa tgcatctgct
  4956961 aacggacgtt ctgaggcttg taatgtatca acgtgaagta cacccattgt taaaattgta
  4957021 attcctaagt aaatcgcaac tgtaataagt aatccagcaa ctgttgcacg ttttactgtt
  4957081 tttggagaaa cagcacggtt tgataaaaga acggctgatt caattccgat aaatgcccaa
  4957141 agcgttgtaa gagcagctaa atttacttgt gaaagaaggc cgtgtgatac acctgattta
  4957201 tcgatcatcg gtgtgtacca ttgtccaaac ttagaagctt cgaatgcaaa taaagtaacg
  4957261 acgatgaata aaaggaatcc agttactttc gttgttgttg ctaagaagtt tagctttcca
  4957321 gctccgctta caccgtttgt taaaataaca tgagttcccc aaagtaagat ggaacaaatc
  4957381 gtaaatgtaa ttagttttcc aacttctacg ttaaacgaac caattgaaaa tagtagtcgt
  4957441 gtatctttca taattgggaa gaagagtgat aaatatcccg caaatgatgt aatgatagca
  4957501 acgttacttg cccagtttgc aacccaatat ccccatacca tactgaaacc agccattttt
  4957561 ttcttttttg gtgttgagaa taaagcatat gcatgacttt gtggccctgt cgttaaatca
  4957621 ggacgacgaa ttgctaaatt accgaaaaca agagctagca ttaaaacacc aaaccctgta
  4957681 gttaaccaag ctaaagtgac accgagaggg cttgctgttt gtgccaacgt acttggcacc
  4957741 atgaaaatcc cagcgccaac catattaccg acaacgaaag ctgttagtac ccaaaagccc
  4957801 catttttttg ttgcatagaa aatacctcca aagttagtat aaccaagtca agcgaggaga
  4957861 tatgtatgtc ttcctgagtc aggaagagaa gttccaaaca aaacaaaaaa agcacgtaat
  4957921 ttgccgctac atgctttcta tcttataaga aacccacgac atacctctcg atagctctcc
  4957981 acaaacgaaa cgtttgtgac agttctgcac ttattaaatg cagacccagc aagtgtgcat
  4958041 ggtggacaca acttacttcg gcaatcattc ctttctcatt ccttcatcaa tgccactaca
  4958101 tctccagaaa tgatactctt aatgactgca acctctacct caccgagata cgaatgagga
  4958161 tttaaatatt aaattaacgt atttaagagt aacaaatgta tttttatacg tcaatggata
  4958221 tagtaataat cagattatag agaagagttt gtgattaaaa gggagaggga ttgttatgta
  4958281 atattgaatt ttcataatat aataaatgtt attgacgcta gaagattgag gaggggatga
  4958341 agtatatgtc tgtatgtcat aaacattcag taataggtgt gctagattcg ggagttgggg
  4958401 gattaacagt tgcgagcgaa attataagac aattgcctaa agagagcatt tgttatattg
  4958461 gtgataatga gcgttgtccg tatgggccaa gaagtgtaga agaggtacaa tctttcgtat
  4958521 ttgaaatggt tgagtttctc aaacagtttc cgttaaaggc tctagttgta gcatgtaata
  4958581 ctgctgcagc tgctacattg gctgcgttgc aagaagcact ttctattccg gttattggcg
  4958641 ttatacatcc gggagcaaga gcggctatta aagtgacaaa gaaagggaaa atcggagtaa
  4958701 ttggaactgt aggtacgata cagtctaata tgtacgaaaa agcattgcat gagcttgata
  4958761 catatttgaa agtgcatagt catgcgtgcc cgactttagc tacagttgta gaaaatcgat
  4958821 tagaagatac cgcatatgtc acgcagcaag tgaaacaagc tttacttcca ttaacgaaag
  4958881 aagatataga tacgttaatt cttgggtgta cgcattatcc acttttagag tcctatatta
  4958941 aaaaggaact aggagaggat gtaacgatta ttagttctgc agaagaaaca gcgatagagt
  4959001 taagcacaat tttacagcac aaaggaattc tggctgacaa tctgaatccg aagcatcgat
  4959061 tttttacaac aggctctgtt tcttcatttg aacatatcgc tgagcgttgg ctagggtatc
  4959121 aaatttctgt agattgtgtg gatttacctg taaagaatgc tcgcatctgt aattaggctt
  4959181 tattaaagta ctttttgttc cataaattag gttagttgca taagaaggaa aaaatgcact
  4959241 tttaattgaa aggattaagg tcatttcaat taaaggggag attggattat ggaattatca
  4959301 aggtctcaat tatttgcttt agagtatatt tcaaaatatg cagagaacga aaaacgcgag
  4959361 gcgaaagcaa caattaatca tatactgaac atgtctaata ttacagatga aatgtttgaa
  4959421 gaagctgtcg ctaatttaaa atctcatgca aggatcgctt tacactttca tccagacaga
  4959481 ctagattcga atatgagaaa tattgctgaa gcactgcttg agcaagggag atataaaagt
  4959541 cagtttgaaa cattgctatc taacggaagc gtatctgctt atcctggcgg tgaacgtgac
  4959601 ctttgggaaa agagaatatt tggaggcgca tatcagcttg agggcgtaac gaatgatcaa
  4959661 cggccaaagt atggagcgct aaatttgatg ttacatccag aggggcccgc gccgcgtttt
  4959721 ggatcatgtt actttctctt atctccaaaa gtttcttctc gctctacata tacgtattta
  4959781 gattcgcatc aagatccaaa agaaaagggg acttatgaag agtttgatat gattttagct
  4959841 gctcttttgg aagagacgtt tgtaagagat tttgcaattg gggaagggaa tttgactcca
  4959901 acaagattca ttcatcattt actggctaat ctggaaaggc cgtttataga attagtaaac
  4959961 aaagagtcag ctcgcaatct taaccattat attgaagcac agattcatgg agagatttct
  4960021 cttaaagaag acgtggaggc gcttgttgta gatccttcat ttaaggggac ggatgtaggg
  4960081 agaactttag aagaaatttg tatgaagtac gctattgatt tgtattggca tatgggtttt
  4960141 gtacttatgg tagacgacgt tccaatgaat tttagaggtt ccaaaatgcc atctttagca
  4960201 aggcgtattg cacggaataa ttgtatcgat gccaatataa ttggctctgc tgtagtggat
  4960261 ttgaaaagta atccgctatc ttggagtgat cgcggaactt atgaagaagt gcttcaggaa
  4960321 ttaaagttac tatggcatgt tttagttcga tttggaaaac caaatcggaa tttgaaataa
  4960381 atccgctatt atttttggaa gcatgtatat aaaaagaagc tgatccaaaa ttagatcagc
  4960441 ttctacatat aagattaaac taagtttaat acagttactt tttcacgtgt catagactca
  4960501 aggctcttac gaataccttg tgcgcccata cctgaacctt ttacaccgat gaatgggaag
  4960561 tggtcagggc cgcgctctgt gcgtccgtta atttgaacag aaccagtttc gattttgtta
  4960621 gcaattgcaa atgctttgtt aatgtctttt gtgaagacac ttgcttgcag accgaactct
  4960681 gatttgttag caatttcaat tgcttgctca tctgaagaaa cgcggatgat tggaaggatt
  4960741 gggccaaatg gctcttccca agcaactttc atttcttctg ttacgtggtc gattaatgtt
  4960801 gggtaaatta agttacgctc acgtttgtta ccgataacga ttgtagcacc tttttcaaca
  4960861 gcgtcgtcaa ctaagccttg aaccaagtca gcagatttgt cgtcgattaa tggaacgatt
  4960921 gtgctgtctt gttctggaga tccaactgat agtttagcta cttgctcttt tactaagcta
  4960981 acaagctcgt ctgctacgtt ttcgtgtaca agtacacgtt taatagctgt acaacgttga
  4961041 ccagagtaag agaatgcacc gcttacgata tggtttgcag catcttgtaa gtcagcatct
  4961101 tcacgaacga taccagggtc tttaccacca agttctaata caagtggaat cattgaagct
  4961161 tttttcgcta aatgtttacc tgtgtttgta ccacctgtga acgataccat attgatacct
  4961221 tcgtgctcta ctaagtagtc accaattaca gaaccacgtc ctgtcgctac gtttacaaga
  4961281 ccttgtggaa ggcctgcttt atgaagtgct tcaaccattt taataccact aattgcacct
  4961341 tgagttgctg gtttgaaaat aacagcgtta cccataatta atgctggtgc aagttttgca
  4961401 gcggataagt ttactgggta gttaaacggt gcgattgcta atacaacacc aagtggtgcg
  4961461 cgttggataa tcgcaagttt agattttgta ccgcccggga agctatcgcc catcatgctt
  4961521 tctccgtgca tatgtaaagc ttcttcgatc gtgtaacgaa tgaagtcagc tgtacgaaca
  4961581 acttcttttt tcgcatcttt atagccttta ccgacttctt tcataatgat atcagcaatt
  4961641 tcatcctgca tatttacgag ctcatcagcc catttatata aatactttgc gcgatcttgt
  4961701 agagaagctt ctgcccatga tttttgagct tcttttgcag atgcaattgc ttcatctact
  4961761 tctccgcgag taattgcttg tacttgtcca attacttcgt gtaagtatgg agatggaatt
  4961821 tcgattgttt ctcctgaaga gctttctctc cattctccat ttaaataaaa tttgtacgta
  4961881 ttgctagttg tcatgattag tcctcctaaa atagcaactt gtaagggtga gtataaggtg
  4961941 attgtatggg gtttgataac atttttcaaa tgaaatattt gtgaaaacga tttcttatga
  4962001 agtttttatt ttgtatgccc tttcttacag aacattccct tatttcgaaa tgatggatca
  4962061 gatattttta ttcaatttgt aaaaaaaata attgacagaa tactcaataa agttgtaaga
  4962121 ttataaatgg aaaataaatg aagggggtgt gcgtaatgat tgtaatcgta aatgtaatgg
  4962181 atttagctct gttaaatggc agaaaacatt tatatcatta cgcaacccgt gcggatatat
  4962241 agggcatttt tgtcttataa aaagcgtacg ttgcgtatat cgtaacgtac gcttttatgc
  4962301 atttttgtgc atatcgtcaa gcggcggtat gctttttttt gtttattttc catgttacta
  4962361 aataaaactt tggaaggtgg aaaaatgtga tgagattgta tgggttacgg aatgtaaatg
  4962421 taatgggtct ggatagcgga tagagaaatg agagataaac gagaacgaga agggagagat
  4962481 tacattgttt tcagtattac taaagttaaa gtggtttttt aaggagcact ggaagagata
  4962541 tagtatcgcc attggagctc ttttaattgt gaatatagtg gaagttattc ccccgaaagt
  4962601 gttgggggtt acgatagata atataaaaac aggaacgtta tcgaacgaag ctattataca
  4962661 gtctattctt attttaattg gggttacgat agttggatat ggcctcactt tcgtatggca
  4962721 acatcaattg tttggcggtg cattcgtgct tgagaagacg atgcgctcta aatttatggg
  4962781 ccatttactt aagatgacgc cgacttttta tcaaaaaaat cgtactggtg atttaatggc
  4962841 gagagcaacg aatgatttaa aagcaatcgc tatgacagct ggttttggta tattaacgct
  4962901 cgtagattcg agtttatata tgcttacgat tgtctttatg atgggattta caattagttg
  4962961 ggagcttaca tttgcggcac ttataccact tccaattatg gcatatgcga tgaatatata
  4963021 tggaaagaaa ttgcatgaaa gatttacagt tgcgcaagat gcgttcggtg atatgaatga
  4963081 taaagtactt gagtcaatcg ctggtgtgcg cgtgattcgc gcatacgtac aagaaaatgc
  4963141 agatcaagaa agatttcatc agttagggga tgacgtctat gaaaagaata tgaaggtagc
  4963201 aagaatcgat gcactattcc aaccaactgt gaaaatgctt gtcggattga gttatttaat
  4963261 tggtttagtg tatggcgcat atcttgtatt ccaatcaaag gtgacacttg gtgaacttgt
  4963321 ttcctttaac gtgtatttag ggatgatgat ttggccgatg tttgcaattg gggaattaat
  4963381 taatgttatg caaagaggaa atgcatcact cgaccgtgta aatgaaacgt tagcgtatga
  4963441 accagatgta aaggatccga aacatccaaa gcttgtacaa gagccggatt atattcagtt
  4963501 tgatgatgtt accttttcat atccttcatc aactgaaaca aatttaaaaa aggtttcgtt
  4963561 tacattaaaa caaggggaaa cgcttggggt tgttggaaaa accggaagcg gaaaaacgac
  4963621 gcttgtacgt cagcttcttc gccaatatcc gcttggagat ggggatattg cagtctctga
  4963681 tgtgacgtta gataaaatga cgaatgaaaa tgtgcttggg tggattggtt atgtaccgca
  4963741 ggaacatatt tcattctcaa aaacagcgcg ggaaaatatt ttattcggaa atagggaagc
  4963801 gacggaagaa gaacttgaga aagcgattga aattgcggcg tttaaaaagg atttagagtt
  4963861 tttgccagaa gggttagaaa cgcttgttgg agagaaaggt gtttctttat caggagggca
  4963921 aaaacaaagg atttcaattg cacgagctgt tattcaaaat ccagaaattt taattttgga
  4963981 cgattcttta tcagctgttg atgctcgtac ggaagcggcg attattgaaa atataagaac
  4964041 agagagaagt ggaaagacga cgattattac gacgcaccgt ttatctgccg tacaacatgc
  4964101 ggattggatt ctcgttatgg atgagggaga agtaatggaa gaaggtacgc atgatcagct
  4964161 tatccaaaag ggaggctggt atgcggagca gtttgaaaga caacaaggtg aaagtgaaag
  4964221 tgcggatagt ggggtgaaaa tatgagcgtt tcaaaacgat tgtttcaata cgcaatgaaa
  4964281 gtaaaaggaa caatttttgc agcgatgcta atgttattta ttttcgtcat cgcagagctt
  4964341 gctggtcctt tcgtcgcgaa aacgatgatt gacgatcata tcgttggaat agagaaacct
  4964401 tggtatgaaa cagaaaagag tgaagaggct gtttcgtata atggagcctt ttataagaga
  4964461 agtgatcgct ttgaacaagg tgagaaaaaa ggaaaagaag tacgcgtgat gcaagtcggt
  4964521 tttcaatatt actttgtgcc gaataaagtg aatgctgaag gatcacgtac tgtaaaaggt
  4964581 gatatgatta ccgttcaaaa tggtaaggcg gtgcaagtgt ataaagcgaa agcattaacg
  4964641 aaagaagaag tgtttgcgtt ttataaacca gaaataaacc gactattatt acttggtgga
  4964701 ggctactttg ctttattagt agtcgtttca ttgtttgcat atggaaagca gtttttcttg
  4964761 caaaaagcgg cgaacaaaat tattcaaatt atgagggaag atgtcttttc tcatatccaa
  4964821 acgttgccga ttcggtattt tgatcattta ccggcgggga aaattgtttc gcgcgtgacg
  4964881 aatgatacgg aagccattcg tgatctatac gtaacggtac ttgcgacatt cgtttctagt
  4964941 atcatctata ttattgggat atttgccgcg ctatttttac tcgatgtaaa attggcgacg
  4965001 ttatgtttgc ttattatccc gattttaatt gtttgggcca ttttatatag aaaatatgcg
  4965061 tctgtataca accataaaat gcgttcgcgt ttatctgata ttaacggaac agtgaatgaa
  4965121 tccattcaag ggatgccaat tattcaagcg ttccgtcaag aacgtgaaac gaaaaaagag
  4965181 tttgaagaat taaatggcga ttattttaag tatcaaaata aaattttaaa tttaaatgca
  4965241 gctacttctc ataatttagt agccgtatta agaaatattg cttttacagg tgtgatctgg
  4965301 tatttcggtg gtgcttcatt aagtgctaca ggcgttattt cgctagggat actgtatgcg
  4965361 ttcgttgatt atttaacacg attgttctca ccgattacaa atatggtgaa tcagcttgct
  4965421 aacttagaac aatcgcgcgt tgcatccgag cgcgttttcg aactgttaga ggaaaagggg
  4965481 gagagacagt agaagaagag cgtatgcctc gcttacaagg aaatgtgaag tttgataatg
  4965541 tgtcattttc ttataatgga aaagatgaag tgttaaaaaa tatttcattt gaagcgaaac
  4965601 aaggcgagac agtcgcactt gtcggtcata ctggctcagg aaaaagttcc attatgaatg
  4965661 tactctttca gttttacgag tttgaaaaag gaaagcttac aattgatggt catgatgtaa
  4965721 aagagatgcc gaaacaagca actcgtgaac atatgggaat cgtactgcaa gacccgtttt
  4965781 tatttagcgg aacagtagca tctaatgtta gcttagagaa tgaaaacatt tcaaaagagc
  4965841 gcatcgtaaa agcgttgcgt gatgttggtg ctgaaagatt tgcgaacaat ataaatgaag
  4965901 aaattacgga gaaaggaagt acactttcaa ccggagaacg tcagcttata tcgtttgcta
  4965961 gggcgctcgc ttttgaccca gctattttaa tattagatga ggctacgtcg agtatcgata
  4966021 cagaaacaga ggcgatgatt caacaagcgc tagaagttgt gaaaaaagga agaacgacat
  4966081 ttattattgc tcaccgactt tcaacaatta aaagcgcaga tcaaattatc gtgcttgata
  4966141 gaggaacgat tttagaaaaa gggtctcatg atgagctaat gaaaaagcgc gggcgttatt
  4966201 acgatatgta caaaacgcaa atggaaggga accagagcgc ttaataggta tggggaggaa
  4966261 cttgtgattt tcacaagttc ttttttttgt gaatcagggc aattaaataa gaagtattat
  4966321 tttacctttc gtacaataaa tgctatatta aaaaatgtta cttatttttt gtatgtagca
  4966381 ttatttttcc tttttgtttg attatgaaga aaaaggataa actaaataag aacattttca
  4966441 ttgaaaaatt gttcaagatt gcatacaatc aatatagttt ttaaattcct atcagaatac
  4966501 ttggaggatt accatcatga agaaattatt ttcagtgctt gcagtaacta cattagcgat
  4966561 cgggattgta gccggctgcg gtaaagaaga gaaaaaagat acagctagtc aagacgcatt
  4966621 acaaaagatt aaacaaagcg gagaacttgt aattggtaca gaaggtacat acccaccatt
  4966681 tacgttccac gattcaagca ataaattaac tggatttgac gttgaattag cagaagaagt
  4966741 tgcaaaacgt ttaggagtaa aacctgtatt taaagaaaca caatgggata gcttacttgc
  4966801 tggtttagat gcgaaacgct ttgatatggt tgcaaacgaa gttggtattc gtgaagaccg
  4966861 tcaaaagaaa tatgatttct ctaaaccata cgtttcatct tcagcggcat tagttatcgc
  4966921 aaaagataaa gataaacctg ctacatttgc tgatgtaaaa ggattaaaag gagcacaatc
  4966981 tttaacaagt aactatgcag atatcgctaa gaaaaacggt gcagaaatta ttggtgtaga
  4967041 aggatttagc caagcagcag aactattagc ttcaggacgc gttgatttca caatcaatga
  4967101 taaattatca gtgttaaatt atttagaaac gaaaaaagat gcgaaaatta aaattgtaga
  4967161 tacagaaaaa gaagcttcag aaagtggatt cttattccgt aaaggtagca ctaagcttgt
  4967221 acaagaagta gataaagcgt tagaagatat gaaaaaagac ggtacgtatg acaaaataac
  4967281 gaaaaaatgg tttggtgaaa atgtatctaa gtagtgcatt gatttcagat cgattgtcta
  4967341 cttggataga tattatgcag acttccttca tgcctatgct gaaggaagct gtttttacga
  4967401 caattccatt aacgcttatt acatttatta tcggtcttat actggcaacg ttaacggcgc
  4967461 ttgcacgtat ttcaggtagt cgtattttac aatggattgc tcgtatctat gtatctatca
  4967521 ttcgcggaac gccacttctt gtacagttat ttattatttt ctatggtctg ccaactctta
  4967581 atgttgaagt tgagccatat acagcagcag tgattggatt ttcattaaat gtcggtgcat
  4967641 atgcatctga aattattcgt gcttctattc tttcgattcc gaaagggcag tgggaagcag
  4967701 cttatacaat tgggatgaca tacccacaag cgttaaaacg tgttatttta ccgcaagcaa
  4967761 cgcgtgtatc aattccgccg ctttcgaata catttattag cttagtgaaa gatacttcat
  4967821 tagcatcgtt aattttagta acagaaatgt tccgaaaagc gcaggaaatt gcggcaatga
  4967881 actatgagtt tttaattgtt tattttgaag caggtcttat ttattgggtt atttgtttct
  4967941 tattatcaat cgtacaacag atgttagaaa agcgctcaga acgctacaca ttaaaataat
  4968001 ccttttacaa aaggagtttt tgtttttatg atttcaattc agcacttaca aaaaagtttc
  4968061 ggagataata ccgtactaaa gcatatagat ttaacagttg agaagggcga ggttgttgtt
  4968121 attatcgggc cgtctggatc tggtaaaacg acattcctgc gttgccttaa cgtattagaa
  4968181 acgccaaacg ctggtaacat tcgtattggc gataaagagc ttaatttctc tcaaaaagta
  4968241 acgaagaaag atattgtcaa tcttcgtacg caaacaggta tggtattcca gcaccataat
  4968301 ctattcccgc atttaacagc acttcaaaat gtaatggaag ggctcgttac agtgaaaaag
  4968361 atggggaaag aagaagcgaa gaaaaaagca aactatttcc ttgaaaaagt tggtcttgcg
  4968421 gataaagtag acttatatcc gttccaacta tcaggcggac aacaacagcg cgttggaatt
  4968481 gctcgcgcgc ttgcaatgga accagaagtg ttgctatttg atgagctgac atcagcgctt
  4968541 gatcctgagc tagttcaaga agttctgaag gtcatgaaag agcttgctaa agaaggcatg
  4968601 acaatggtca ttgtaacgca cgaaatgcgc tttgcacatc aaattgcgaa ccgtgttatt
  4968661 ttcatggatg gcggtgtcgt tgtcgaacaa ggtacaccag aagatgtatt tacaaatcca
  4968721 aaagaagaac gtacgaagaa gtttttacaa atgttgcaat aaatgaagga aggtctcaag
  4968781 gcatatgcct tgagaccttt ttgccatata tatttatttg tggaatccgc caaggctttg
  4968841 ctcagccatt gcaactagac gttttgtgat ttcgccacca acagaaccgt tagcacgagc
  4968901 tgtagaatct gctcctaatt gtacaccaaa ttcttgagcg atttcgtact tcatttggtc
  4968961 gattgcagct gttgctcctg gtactactaa ttgatttgaa gaattttggt ttgccatagg
  4969021 aatatatcct ccttagagtt ataaaaattt ttttggttgg actagctgga gttgaaccag
  4969081 attatcgccc cgtttggcgc taatccatcg gtaattaagt ttgtactcat agtatggatg
  4969141 ttacctagaa agatatacga aataataatt tgtaaatttt gtaaaaaaat cttagtgatt
  4969201 tcgtaaatta tgaaataaga gtaatcgttg tattttttag aaagaaggct aaactaagag
  4969261 cgatatgaaa tatatttttc tttttgtatc ctgctatttt gaggcgaatg taagtaagaa
  4969321 cggggcaagc cgctcctata cgtagctaga tacaattata tggaggaatc gtgatgggaa
  4969381 tttgcccgct ttgcaacgca ttagaattac aaacatattc ttgtcaaaat tgccaaagta
  4969441 tactccaaga ttatgggaag gctgtagatt acatagacga ttatagtgcg tatatggacc
  4969501 aagaattatt aagtgcagta gatggattga cacataataa ttcgaatgaa tattgcaatc
  4969561 atatttttta ttgcggagta tgtaacgtgg aaacagagat tgtagtaaaa ctcgtgtaaa
  4969621 tagaaaactt ccaccttatg aatgaggtgg aagtttttgt ttttgtattt gtgagtgaat
  4969681 cataggagac ggaatatgct cgttgtttga ggaattctct gattttattt gagacatttt
  4969741 ttcttttgta tcgcgcaaag aatgttcagt taagtagatg gcatattcgt aaaataattg
  4969801 gcgcgttagt tcactttgtt cttttaactt ggcatcttgg aacacagttc gccctggttt
  4969861 agagtttgct tcaaagagcc atgggttttc ctgcgtgtct aaaccgatat caaaaccgat
  4969921 ttctccaata tttccggtta cttgttcatc gagcgcgtaa ctaatttgta aggctgtatg
  4969981 ttttaattta ttttcaattt gaatttgttt cgttgaatca ggaaaaagtt cttgcagcaa
  4970041 ttttgtatcg ccaccgctat ttacatgcgt tgttaagcta cctttgccag caatttttgc
  4970101 cacgattgca ctgaccatcc attggccgaa atgattttta tttgtatgaa tgcgaaaatc
  4970161 aacaggttgc ccatcgaagc gaagtaagga aataccttgt tggacgataa atttttttaa
  4970221 atcatgccct tttaacacat ggttcagaag cgtttctaat gattggtact ttcttagttt
  4970281 attttcttca ttttcgcgat aacgacagta gtagcaattc tctgtttgag aataaaatag
  4970341 ttgatgaata tttctaccga agctaccatg aatcggtttc atgtaaattg atttatacgt
  4970401 tccgagaaat cgttccactt gttcgaagtg ctgaaatgtt tctgtgcttg gtaataacgg
  4970461 cataatggat tcatctttca taagaagttg atgcacttcc catttattaa aaaaacctgg
  4970521 gttaaaccat ggaatagcgt agtcgtgctc taactttctt tttgctctta cgatcggttt
  4970581 ataattttcg gctttccgat ttggtaatcg atcgtaaatg acattcggta aaggaacttt
  4970641 tttctttatc cacttttcct cttgaaagaa gtacccttca attgtttcat cttcccagtc
  4970701 tatatgttgc acaccaaaaa cgaatacaaa tggtcgtaag gtgaatggtg gcgttagtaa
  4970761 ttcgccaaga gaagtggaac ggttccctaa aggattagaa gtgtcatcgt taaaaccagt
  4970821 tgtgaaaatc ccgattaatg gtccgaaaat aatggtttca ttttgtgtga atgcatggat
  4970881 agtagtggaa tgaggcagta aaagtttttt aacaatttgt tttccaatta tgatttcgcg
  4970941 agtaaaggaa taatgaattt ttacatcttc acttgcaaca tggcgtaggc cgaaggaaag
  4971001 ggatgtaatt ggtggtgtga tggaaaaaat ataaggtaaa gtaatactat ttggattctc
  4971061 gtctgaaatg tttaatgtat atatgtgctc tttcaaaatg ggtttacctc ctttcattat
  4971121 ggtgtaaagc gactgaattt taatggtccg tgatatattt tttcggctaa tgaatcacta
  4971181 tgacgaatgt aatgttcgta agggggaatc gtgttgacat acataagcca aattgcccct
  4971241 ttttgatcca taatagtgga aagctctagc tcgaacaatg aagaataaga tgcatctagc
  4971301 gtttgaaaca cttcatttat aatgtcttgt aaagcgtctt gtaataattg tacaccggta
  4971361 ctagatagta cgtatttaat ttttgaaaat gcatgtagcg aggaatcctc cggtgccgaa
  4971421 agtaaaagtt gattcggaaa tgagcttttt tgtataaact gaccgataac attccaattg
  4971481 tgttctttat ttttttgtaa aatggttcga atatggagtg ggtatgttaa ttgatttgga
  4971541 ggttgcagca tcgtatgcgt catgtaacgt gctgatcgta tattagattt gtaccaagat
  4971601 ataaattcat ctgtccgttt aattggagta gaaatatgat aggcatcatt tattgtatca
  4971661 atatgaaacg ttttattttt ataaacgacc cggtacaaac tttcactgga atgtgcgtta
  4971721 gtaggacgta taataatatc ttttgttttt aataacagtt tgaaaatatt gtgtatcgtt
  4971781 gctatttcaa actttggtat ataaggtgat aattttttat tcgtgagaaa tacatcatgt
  4971841 agttcgctta agtcaatgag tgtgttattt aaaaaggtag tggaaggacg agtgtgtaat
  4971901 gagcgaataa ttgactttgc tttttcgaca tttgtttcct cgttaaaaga agaacgatcg
  4971961 tatatataag aaggaatagg gaatgtttgc tctttccatt ttcctgtatc tgtatcataa
  4972021 atcagaccag aaataagatc tgttttagga tcaataccaa acggcgtaaa ctgggcaacg
  4972081 acattatgat aaagccgagc gcgtttagcg atttcggtgt aatatgtttg ctcataatga
  4972141 ggctgagaag ttaaaatacc gagaaccaac gaaatcactc ctttactaac aaaatgttgg
  4972201 cacaataggc gaagctatat attgcaaata cgtttttata ccattatact tttgtccgta
  4972261 tgatgatatg ctatagtttt ggagaagcga aaggttgatt gtaatgaata tatggttaag
  4972321 tatgttaacg acgacagggc tcggagcaat tattggagga tttacaaatc atttagcaat
  4972381 aaaaatgtta tttcgtcctc atcgccctat gtatattggg aagtttcaag tgccatttac
  4972441 accaggatta attccgaagc gccgcgatga gcttgctgtt caattaggga aaatggttgt
  4972501 agaacatttg ttaacgccag aaggaatcgg caagaagtta acaaatgaag agtttcaaaa
  4972561 aggtttaatt cactgggcac aagtagaagt ggataaagta attacgaatg aacagtcact
  4972621 gcgacacatg ttaggaaaat gggacgtagc gcatgtagaa aaagaagcaa ctgagaaaat
  4972681 cgaacaggtg attacagaaa agattcaggc atttttagaa gagtactata catatacatg
  4972741 ggaacaagct ttacctcatt ctgttcatga aaaaatagag aatgcaattc caaatgtctc
  4972801 ggcgtttatt ttaaagcgag caattcattt ttttgaaagt gaagaaggga aatctcgtct
  4972861 ttcaagaatg attgatgatt tctttgcttc tagaggagca ttgcttaact tagtcggaat
  4972921 gtttttaggg aatgtaagtg tagtggatcg tgtgcagcca gaagttatta agtttttagg
  4972981 gcaggatggc acaaagcagc ttttaactga tgtactgcaa aaagagtggg agaagttaaa
  4973041 aggaagagat gtaaaagaat tagaaacgtt tgtagaaaaa gaaatgattg taagctctat
  4973101 attgtcagca gttaaagttg aggaaactgt gagtaaattt ttaaaccaat ctgtgcagca
  4973161 agtatgtgag ccagttcggg aaacaattat tgaaaaggta gtcccaaacg cagtaacgaa
  4973221 aggtttgaag tggggaggag aaaacgtaga aagtatacta aataatctcc acttagcgga
  4973281 aattgtccaa caagaagtgt ctacattttc aacggagaga ctagaagatt tagttctgtc
  4973341 cattacaaaa aatgaactaa aaatgatcac gtatttaggt gccttattag gcggtatgat
  4973401 tggaatcgtg caagggttat tactgttgtt tctgaaataa tagaatacgt acatataaat
  4973461 aaaagtgaaa tttcttcaca tctcttgcat agtttgatat ggtaagaaga ggtgcgtatg
  4973521 taaatgcacg taaaaggtag tgcgtatgaa aagcgctagc cttctaaagg aggaaaataa
  4973581 aatgacaaaa aacattcatg atgtagcata tgaattacaa aaagcgatcg ctgaaaacga
  4973641 tgacttcaaa acgttaaaag agagctacgc agcagttcaa gctgatgcag cttcaaagaa
  4973701 cttattcgat gagttccgca caatgcaact tagcctacaa caaaaaatga tgcaaggcca
  4973761 agaaatcact gaagaagaca accaacaagc acaagaagtt gtagttcgca ttcaacaaga
  4973821 tgctaaaatt acaaagttaa tggaaactga gcaacgccta aacgttgtaa tcggcgacgt
  4973881 taacaaaatt atcatgaagc cacttgaaga attatatagc gcgcaacaac aagtgtaatg
  4973941 agagaagacg ccctagtata ggggcgtctt tttttgttat tttttgaaat actcagtctc
  4974001 aatcttcttc tccttcaaaa acttttcaat ctctttttgc ttcctaccat tcactttctc
  4974061 aaagcgtttt gtaaaagaaa aatcagtctt gaacaagtta ccatcttcag cgagtttgtc
  4974121 taattcttgc tctagttcta ctgaaagtgc cgtagacgat gaaatgtaat catgaatttc
  4974181 cttcgaaggt tgtttataat catgaggaat cgtattgtta ctaataaaat gatggaagtt
  4974241 cgcatcgttt tgttgagcta aatctattag tttttgtaat ttctctcggt cggattcagt
  4974301 aaccttctcg tcagacatgg ctgatgaaag tggaacagtg ttttcgtata actctccgct
  4974361 ataatctaaa taagttttta tacttcgttt catttcatct tcgttaatcg tttcattctt
  4974421 ttttgaggaa gtaaatatag tttcaggaat tttaaccgta acatctttaa tagattgtac
  4974481 atcgttttct tccttaggtt gtgcactgtt tgaacaagct gatagaaata aaagagtaag
  4974541 tagcatgagt gaatataaag tatatttctt cattttaatc tccttttaca ttcattagtg
  4974601 tctttgtaaa atagctatat tccatttcaa atactttact aaaagtacgt atagatgttt
  4974661 gaccatttga taacatacga cggatatgag taaaccgacg caaaaagcga tgaacacatt
  4974721 ataaacatcg gaataactaa tttgatgaaa ccctttaaag aatcctaatc ctattaataa
  4974781 aataggtgaa ataattaata atggagtggc aatgatgagt gctagaagaa aaggtaataa
  4974841 aaagagtagt acgaaaaagg cgacaaagat aaaggcaaag tttaaaacac ttaagctcat
  4974901 aacagaaaat agtgcggtta tcatattttt aaagcttcgt ttattgtcag cattggttat
  4974961 tgcataggaa acagtaagtt ctttcgcgat cgttttaggg tttcctagtt ttctagcaat
  4975021 ttcttcttca catttgccat cttgtttacc gctaataaaa tgagtttcgt attctgagat
  4975081 aatatactcc ttttctgaat taggtatatt ccgtagggag gaactaagtt ggcttaaaaa
  4975141 ttcacttttg ttcattgcaa tcacttctct ttataaaata atgaattata gctgagaatc
  4975201 cgctcttttt tgaaaggagg atataataac tatgaatgtt attccaatta atgggtgttc
  4975261 caatatttac aaatatatca tttagtagtg ttctttgcaa ggtactgtaa acattttggt
  4975321 accgtgatga gatggaagtt ttttgtgtat ttttagaaga ggtataaaaa tattatttta
  4975381 ggataaataa agggttgtaa gcgtattctc tagtggttgt caaaataatg tcatattcat
  4975441 attgttggaa aaataatgca tttgtactat aatgataaat aatacttcac cacattgatt
  4975501 aactaggtga agtttaaagt ctttattaca cacattatga aataaaggaa tgattagttt
  4975561 tgagtacagg tgtaaaagca aacgacgtga agacaaaaac aaaaggagca gatcttgttg
  4975621 ttgattgttt aattaaacaa ggtgttacac atgttttcgg tattccagga gcgaagattg
  4975681 actctgtatt tgatgtactg caagaaagag gaccagagtt aattgtttgt cgtcatgaac
  4975741 aaaatgcagc atttatggca gctgcgattg gtagattaac aggaaaaccg ggcgtatgtc
  4975801 ttgtaacttc agggccaggg acatcaaatt tagcgacagg tcttgttact gcgaatgcgg
  4975861 agagtgatcc cgttgttgct ttagctggtg cagttccgcg tacagatcga ttaaaacgta
  4975921 cgcaccaatc tatggataat gctgcactat tcgaaccaat cacaaaatat agcgtagaag
  4975981 tagagcatcc tgataatgtg ccagaagcat tatcaaatgc attcagaagt gcaacttcta
  4976041 caaatccagg cgctacttta gtaagtttgc cgcaagacgt tatgactgcg gaaacaactg
  4976101 tagagtctat cggtgcactt tctaagccac agcttggaat cgctcccaca catgatatta
  4976161 catacgtagt agaaaaaata aaagcagcga aattaccagt tattttactc ggtatgagag
  4976221 cgagtacgaa tgaagtgacg aaagctgttc gtgcattaat tgcggataca gagcttcctg
  4976281 tcgttgaaac atatcaagca gctggtgcga tttcacgtga gttagaagat catttcttcg
  4976341 gccgcgttgg attattccgt aaccaaccag gtgatatttt actagaagaa gcggaccttg
  4976401 ttatttctat cggttatgac ccaattgagt atgatccgaa attctggaat aaacttgggg
  4976461 acagaacgat tattcatctt gatgaccatc aagcagatat cgatcatgat taccaaccag
  4976521 agcgtgaatt aattggtgat attgccttaa cggtaaatag catcgcagaa agattaccga
  4976581 aacttgtgtt aagtacgaaa tcagaagcag tgttagaacg attacgcgcg aaattatcag
  4976641 aacaagcaga agttccaaac cgtgattcag aaggtgttac gcatccactt caagtgattc
  4976701 gtacacttcg ttctttaatt agtgacgata caaccgttac atgtgacatc ggttcccatt
  4976761 ctatttggat ggcgagatgt ttccgttctt atgaaccacg tagattatta tttagtaacg
  4976821 gtatgcaaac gttaggtgtt gcacttcctt gggcaatcgc agctacttta gtagaaccag
  4976881 gtaaaaaagt agtttctgta tcaggtgacg gtggtttctt attctcagcg atggagttag
  4976941 aaacggcggt acgtttaaat tctccaatcg tccatctcgt ttggagagac ggcacatatg
  4977001 atatggttgc attccaacaa atgatgaaat acggcagaac atcagctaca gagtttggtg
  4977061 atgttgatct tgtgaaatat gcggaaagtt tcggtgcgac aggtcttcgc gttaacacgc
  4977121 ctgatgaatt agaaggtgta ttaaaatccg cattagcagc agacggtcct gtcattattg
  4977181 atattccaat tgactatcgt gacaatatta aattaagcga aaaattatta ccaaaccaat
  4977241 taaactaatg gaggcagatt tgagatgacc gttgcgcaat taattgatat tgatgcaaaa
  4977301 agaacgaaaa cgaataacga agtatatcaa acatctacaa tgcttgcgct attagatggt
  4977361 atatatgatg gtgtgattag ctttgaggaa ctaaaagaac gtggtgattt cggtatcggc
  4977421 acatttgatc aattagatgg tgaaatgatc gcgtttgata atgaatttta tcatttacgt
  4977481 tcagacggtt cagcagaaaa agtagagccg gaggaaacaa caccatttgc gactgtaacg
  4977541 ttttttgaaa aagaaatgag ttatacgata gagcgtccga tgaatcgtga agaagtggaa
  4977601 gcattattac atgaattaat gccgagtaaa aacctatttt atgcgattcg aatggatggt
  4977661 acgttccgtg aagtaagaac gagaactgtt ccaagacaag aaaaaccgta tacaccactc
  4977721 gttgaagtga cgaaatcaca accaatcttc tcatttgaaa atacagaagg tacgcttgct
  4977781 ggattttgga cgccagatta tgcgcaaggt attggtgtag ctggattcca cttacattac
  4977841 attgatgatg aaagaagcgg aggcggacat gttttcgact atgttgttga aaactgcaca
  4977901 atccaaattt gtcaaaaagc tcatatgcat ttagcacttc cagaaacagc tgactttatg
  4977961 gcggctgaat tatcaagaga aaacttagag gataatattg cgactgcgga aggtgcagag
  4978021 taaaaagaga agccgattcg gcttctcttt tattttgggt tactcccgat atgtggaaca
  4978081 atgctcatca gaaatagaat agttcttttt accagttaag gctgatactt ctactaattg
  4978141 atgcccaagc ccatcccata ctgtaacagt atataaggat gaccatttaa tattcccacg
  4978201 agcgagtcgg aaagaataat agtcgttatc tgttgttact aaaactttgt tataagtaat
  4978261 atttttcgtt tttatatttt gtaaaataag gacaaagtct agtttatctt cttcttttgg
  4978321 aatttgtagt attcttgcta caaacattcc atttggattt ttcttcgttt tatatacttt
  4978381 ttctgattct atttttagtt caggtttacc cctcatagtc tctcccttta catatgttta
  4978441 tttctttgaa acaaacggat gcccctcata ataaaaacgc cacggataat gtacagcttc
  4978501 ttctgcatag tcgatattaa tacgaggacc tgctgttatt ttatattgtg atgatatgtg
  4978561 tttttcttcg gggacgagtt caatatgtaa tgtgtcactt tgtagggata cacctcgttc
  4978621 ttctaacgta atgccgaggg cacggcatag tttgccaggt ccgttcgtta agtttttata
  4978681 ttgcgctttt gtaatgtccg ttttgttgta gcgcgctagt tttatttctt ctattccatc
  4978741 tactggctca agggctcgaa tgagcactcc ttgcggggta ccaactggtg ctgtaatgac
  4978801 gttaaaacaa tgatacatac cgtaaattaa atatacgtaa gcatgtcccg gtgcaccaaa
  4978861 catgacttct gtgcgatccg tccgtctgcc gccataacta tgtgcggcct tatcatcggg
  4978921 acctttatat gcctctactt caacaatgat tccgcttcgc tttattccgt ttacaatatg
  4978981 aacaagtttt tgtccgagta atttctttgc gacttctaac gtatcgcctt cataaaagga
  4979041 aggaggtgcc tgcattgtac tatctccttt actgagtgta tatgtatatg tatatagtaa
  4979101 accaaatttt cagtagaaat tctaactcgt tctatttgct acatttattt cataaattat
  4979161 ggatagagta caacagcgaa gagggggagt gcgacatgat ttatcgctta ctagctctta
  4979221 acatagatgg gacactacta tacaacaacg gaaaaattgc aaaaggatta agagaaacaa
  4979281 ttgaatttgt gaaaagaaaa gacgtatacg ttacattatt tacgagccgt aattttcagt
  4979341 ctgctcataa agtagcaaag gcgttaaaat tagattcgat attagtgaca cacggtggtg
  4979401 ctttcatttc agcaacgtta gataagccgt acgttcaaag aaggttatcg gaagagaaga
  4979461 catttaatat tgtgcaagta ttagagcatt ttgattgtaa cgtccgcatc tctcatgaac
  4979521 ggttttcaat cggaaatcgc gaaagaaata caccaaactt aattgcacgt actgtgttat
  4979581 cgagtgcaga tccgttattt tatccagttc aatttgtaga ttcattaggt gatgcgcttc
  4979641 gtgatcatcc agtcgcggcg ccaaaaattg atgttctttt ccaaacgaaa ggtgaaaaag
  4979701 aacgaggact caatacatta agaaaagcat ttcaacatat agagtacgtt gagtgtgatt
  4979761 caaaacgaat agaaattttg ccgcaaaatg tatcaaaatt acgcggatta caattgcttg
  4979821 gagagcattt gaatatttcg ctaaacgaaa tggttgcgat tggagatagt ttagaagatc
  4979881 tagaagtaat tgaaaatgta gggcttggag tagcgatggg gaatgcacct gtagaagtaa
  4979941 aacaagcagc cgattggatt acacgttcaa atagtgagaa cggtgtagag tatatgatta
  4980001 aagaacattt ccgcaagcaa ttcccacttc cgtttttgaa gaatcataaa aatacaccga
  4980061 aacgataaag gaaaacgtag cttttggcta cgtttttttg ttggttttat cctgctttaa
  4980121 cgggcagtaa gacccccacc tcaaaattca gcggaagcaa agaagttagg tgggggatga
  4980181 acagaacccc cctgattaaa gtttcacttt attttgaaaa tgaaagcgtt ctataaagat
  4980241 gaattgtgtc tgaaatctat acaattcact tgaatccttt agaaaactgt tgtaaagtgg
  4980301 atgatgttgc caaaatagtt acaccacatg aaatattctc catgttaatt ttattgagcg
  4980361 cccatacgca aaaacacttc gcatgttagt ttcgttcacg tatgatttca aaaatgcatt
  4980421 gtagtcattt tattaatgag ttgtagagtt tctttggttt atttaaatgg attattttaa
  4980481 attaatgtga gtaaggattg gtacatatga aaagtacttc ttttcataaa tttaggaatt
  4980541 ataaaagggg gaatgaattt tttgaggaaa tcatttaatc aaaaaataaa taaattaagt
  4980601 agtagtttta tagtcgtgtt actagtatgt atgaattttt taatccattt accatataaa
  4980661 gcagaggcag ctacaacaga attaaaaggt ttaggtgatg tatcttatta caatgcaatc
  4980721 atttttggag atcatagtgc aacgagtgcg gatattgagg gtgcgatggc tattcaaaaa
  4980781 aatatgaatg catcaagtta tacagtctta gcggctgcaa cgggagcaaa taacttagca
  4980841 ggagcaactt gggtagatga aggatatcca tcattattac taggcggtca atttacgaaa
  4980901 gcgggagcag gacaagtaat tattcaagat ggaacagtgg cgatgacaaa agacggagat
  4980961 ccagatagtg caatgaaaac gtcatatgac cgtatctctt ataaagagca agcggagatt
  4981021 gatgctaagt ttaaagaatt tagaaaagac gttgatggtg taattgggga tgcaagtaaa
  4981081 ctacagactg ataagccaaa acctaatatg agctttggaa tcggtgaaga tgtaaacaac
  4981141 cctaatattt atgtctcttc aggccaaacg ggaaagaaag catttgatgt aacagacgtt
  4981201 tttcttccga atgtagagaa taaagacttt attgttattt attcagatgc agaagaagtg
  4981261 agttttggta gcggtgcaat tttgtatgat acaagaaata ctgggatggc gacggattta
  4981321 attaatacat ctcaagcata cgaccctaat tcatctttta ctgagttagc tagtaaggta
  4981381 atttgggtat ttcctaatgc tacaaagata acaactaaag gttatggtgt agtaggtagt
  4981441 gtgtttgcac ctaatgcagt tgtagaaaca aaaggtggtt ctattaatgg acaagcctat
  4981501 gttggaggat tacaccaaag agacggtttt gaggttcata actttaaatt taactggcca
  4981561 aagtggaaaa agccagcagc taaaaaagga aatttacaaa ttaaaaaagt tgatgaaaac
  4981621 aatgaaaata ttgttttaaa agacgcaaaa tttgatgtta tagataaaga gaataatgtt
  4981681 gtagatacgg ttacaacaaa cgaaaagggt attgcggaag ttaaagattt accatttggt
  4981741 gattattttg taaaagaaat tagtgcacca gaaggatata taaagattga tgcaccagta
  4981801 aaagtaacaa ttgataatac aaacataatt gaatttgtta taaagaatac gaaaaaatta
  4981861 gaaaatggtc aattaaaatt attgaaaaaa gatagtgaat ctggtcaact tctaccaggt
  4981921 gcaaaatttg atgttatcga taaagatggg aaagttgtgg aaacaattgt tacagatgat
  4981981 aaaggtgaag ctttatcgaa acaacttcca gttggaagct atacattaaa agaagtagaa
  4982041 gcaccgaaag gatatgaatt atcatctagt tcagtttctg ttgatgtaga ggctaataaa
  4982101 gtagtgactg tagatgtggt gaataaaaag atccccgaaa aagtaacagg tcaatttgaa
  4982161 gtggtgaaag tagatgcaaa tgataaaacg aaattgttat caggtgcaga attcgaagtg
  4982221 tataaagatg gcaaaaaggt agcagaactg aaaacaggtg agagtggaaa agtgatgtca
  4982281 ccgaaattac cgctaggtga atacacagtg aaagaaacga aagcaccagc gggctacaag
  4982341 ctttcagata aagaatggaa agtaacaatt caaaacgaga aagaagtagt aaaagtagag
  4982401 gcagaaaacg aaaaaatctt aggttctcta caaattatta aaatggatga taaagatcaa
  4982461 acgaaacgct tagcaggcgc agaatttaca ttgaaagatg tgaaaggcaa tgttgtaaaa
  4982521 gaaggaatta caacagataa gtctggaact gttaaagtag acggacttgt gccgggtgaa
  4982581 tatacgttag aagaaacaaa agcgccagaa ggttataagg cattagaagt aacaatcgaa
  4982641 gtaaacgtag tagcaaacga agtagtaaaa caagacgtgt tgaatgaaaa agtgaaagaa
  4982701 gaaattacag ggcaattaga aattacaaag gtagatgcta atgatataaa taaaaaatta
  4982761 gcaggcgcag tgtttgaaat ttggaaagac ggaacaaaaa tcgatacatt aacatcagat
  4982821 gaaaatggta aagcaatttc gaaagaactg gatccaggag attatatttt aaaggaagtt
  4982881 caagcgccag aaggttatga gttatctgat aaggaaatcg aatttacgat ttctaatcaa
  4982941 aaatttgaag ttgtaaaact tcaaattaca aataaaaaag aaacaagcaa aggtccagag
  4983001 aatccaggcg aagaaacaga aaagccaggt gaagaaacag aaaagccggg tgaagaaaca
  4983061 gaaaagccag gcgaagaaac agaaaagcca ggtgaagaaa cagaaaagcc aggtgaagaa
  4983121 acagaaaagc caggcgaaga aacagaaaag ccaggtgaag aaacagaaaa gccaggcgga
  4983181 gagacagaaa aaccgggtaa agaaacagag aaaccaggtg aaggaatgga aaacccagat
  4983241 aaagaaaaag aaaatcctac tttaccagaa aaaggacaag gtacctctca tgctcaacag
  4983301 cttccagcca caggacatga tatgaattat cttccattca ttgggtttgc tcttgtttta
  4983361 ttagggatac gcttaagatt tatgactaaa aataactaat atgttttata aaaggcataa
  4983421 gagaaatatt atctcttatg ccttttgttt ttttatttaa gcttcaataa ctttaagcat
  4983481 tcgatttaaa aatgcggcgg attcagcgcg tgttgctgtg ccttttggta cgaattcatt
  4983541 tcgttcgttc ccttttacaa ttccatatgc ataaacgttt tgtaatgctt ttttatcgta
  4983601 tgctaagtgt tggtcagtga atggtaattt cacttctttt ctataaatcc agttatattc
  4983661 tagtgcacgg tcaatcataa taacagcttc atcacgtgtt attgtagcat taggatcaaa
  4983721 tttattattc ccacgaccat taatgatacc tgcgctagcg gcgcggttaa ttccatctac
  4983781 taaagatgga tgtgcttcgt ttaaatctgt aaatttagcg tttccagcag gtaaatttaa
  4983841 agctctcgac attaaatttg caaactcagc tcttgttaca agacggtttg gccagtaaga
  4983901 accattgccg tcaccgaaca tgatttttct agcagccaat tgacgaatgt cttgttcata
  4983961 ccatccacct gtaatgtcgt ctttttcatg agggacttct ggcggcggaa taacatcttt
  4984021 atgatgttca ttatagtaag cgttcgtacc ttttaagaaa gcatcccatt gtccgcgttg
  4984081 aatcataaat gcagggcagt tttttccgct ccaaaattga tgcttttgca cgtgatctag
  4984141 agatatgttt aattcattca ttaaataagc agctaacttt tttgcgtttt ctaccgcttt
  4984201 cgtataattc ccatcactat tcacagcaat ttcaattccg atagattcat agtttccagt
  4984261 tttatttccg gcatgccaac caacttcatt taatggtaaa tgttgataaa tttctttgtc
  4984321 atctactgta aaatgccaag atgctgaacg atcagtattt ccgcgggctt gattatctaa
  4984381 gtacttcgca tgatttaagg cgttcgcacc tttacttgta ttagcagttt catgaattgt
  4984441 aatgtatttc ggttccattg cgtagccagg acgaatattt tcattccctt ttggaacaat
  4984501 catttcttta aatgtaacac cataaacgtt atttgtaggt aaatgagatg gtgttttgaa
  4984561 aaatgcggcg cttctatttt ccatagaaac tttttttcga atagtgttgc tttcgtacct
  4984621 tcgaatgtgg ctgaaggagc ataaatccat ttctcagttc cgttcatttg aattttaaac
  4984681 caattcccag cttgttcagt aggagctact gtttgtggct gtaatttcat ttcttcttta
  4984741 aatgattgga aagggaagga atatattgat gtttcttctg atacaattag tttttgattc
  4984801 gagagtttat gaatctcttg tacttctaaa ctattatttt ccttattaac ccagccagca
  4984861 ccagatgtag tttgtatgta ataggcatta ttttttttct ttgttgcctt tactactggt
  4984921 tcagcaattt caatatttgt tttggttttt aagtcgtttg aatcgtatag tggaagtttt
  4984981 gttgataagt ggagaagata ttcacccgag atttcaaggt cgttttcttc gtcatgtcta
  4985041 tgttgttttg catgttcttc aatgcttttt aaagcttgct catctataga caattccgca
  4985101 gttttttcta tactttctgc gaatgaatgg gtaggcgcta caaatgtttg taatgccaaa
  4985161 gataatgcta aaatgttgta aaactttttt ttcatagttg ttttaacacg tgatagtctt
  4985221 tcgtgcgtgt taagagtcct cctttatatg tatttaagtt agtagcaagt actaatacgt
  4985281 tctagattgt aacaagagta tattctaatg tctatacaac tagggaaagt tcatgaaaaa
  4985341 tcaatattca gtttgtttta aataggatat taaaataagg taaaaccttc tgtattgacc
  4985401 tgcaaacgcc cttcaagtaa actaaagaga gtttgcaaat gaaaaggtga taatgttgtt
  4985461 aatttcaatt aaaacgttac aagatgatcg ttttttacgt ccgctgcaaa atattagcgg
  4985521 cttatttttt gaagatagta cgattggatt tgaacaagag gaagcaaatc ttatcgttga
  4985581 tatacacatt gaagagaatg tgaaagcatc agctcgttta acagatgttg cgactggaaa
  4985641 tgtgtatgaa gaaacattcg caaaagattt atctgctttt acagatgaaa aagagcgtat
  4985701 gaagcaagtg aagcacgttg tttcttatgt atatctttct gttcttcagc agttaactgg
  4985761 tattgagcaa agctggggta ttttaacggg agttcgtccg acaaaacttc ttcataaaat
  4985821 gcttcaaaat ggtatgtcaa aagaagaggc gcaccaagaa cttcgtgaaa gttatttaat
  4985881 tcatgaagag aaaattgaac ttcttcagcg tattgttgac tgccaattag cggtagttcc
  4985941 ggatttatat cgtttgaaag aggaagtaag tatttatatc ggtattccat tctgcccaac
  4986001 aaaatgtgca tattgtacat tcccagcgta tgcaattaac ggacgtcaag gttctgttga
  4986061 ttcattctta ggtggtttac attatgaagt tcgtgaaatt ggtaagtttt taaaagaaaa
  4986121 aggtgtaaca gttacgacga tttattacgg cggcggtaca ccgacaagta ttacagcaga
  4986181 agagatggat atgctgtatg aagaaatgta tgaagcgttc ccagatgtga aaaatgtgcg
  4986241 tgaagtaaca gttgaggcag gtcgcccaga tacaattacg ccagcgaagc tagaagtgtt
  4986301 aaataaatgg aatattgacc gtattagtat taatccgcag tcataccatc aagaaacatt
  4986361 aaaagcaatt gggcgtcacc atactgtaga agaaacaatt gagaagtacc acttagctcg
  4986421 tgaaatggga atgaacaata ttaatatgga cttaattatt ggtcttcctg gtgaagggtt
  4986481 agatatcttc aagcacacat tagatgaaac agaaaagtta atgccagaat cgttaacagt
  4986541 tcatacgtta tcatttaaac gcgcttctga aatgacgcaa aacaaacgta aatataaagt
  4986601 agcaggtcgc gaagaaatta cagcgatgat gcacgaagca gaagagtgga cgcaaaagca
  4986661 taattacgta ccatattacc tataccgtca aaagaatatt ttaggtaact tagagaacgt
  4986721 tggttacgca atgccgacgc aagaaagtat ttacaacatt gtcattatgg aagaagtaca
  4986781 atcgattatc ggacttggct gtggtgcatc aagtaaattt gttcatccga agacaggtgc
  4986841 aattacgcac tttgctaatc cgaaagatcc aaaatcatat aacgatggct tcgtaaaata
  4986901 tacagaagac aaactgaaaa ttttagaaga gctatttgca taagaagaaa ggagctgttc
  4986961 cgagtcggga cagcttcttt tttatcttgt cagtttttgt cggtaagtcg atatattcga
  4987021 aaaatcgctg atataattca agttgcgctg atatattttg aaaatcgccg atataattca
  4987081 agttgtgccg atatatctgg aaaatcgccg atataatttc acttaccgcc aaaagtggaa
  4987141 ctgtttgtaa aactatgtcg ataataatca gaaaaattag acgaatcatt aaaggacaat
  4987201 gtctacttat ggacgaaatg atagatttat gaaagagaaa agggggaaat tgttagcatg
  4987261 tacatgacgg tagggagaat ttttgattta tctgttggta agtatccgaa taaagaggct
  4987321 ttagtggaac cagaaaaaaa tattcgctgg acgtataaac agtgggatga gcaaataaat
  4987381 aaaacggcgc acgctctatt agaagaagga gtaagaaagg gagatactgt atctgtttac
  4987441 ttatataact gccgtgaatt tgtaaacgtt tacttagcct gtgcgaaaat tggagcgatc
  4987501 tttaacccaa ttaatttccg cttaaaagca aaagaagtat cttatattct tcaggatgca
  4987561 ttctcgaaag tcgttgtttt tgaaaaagca gttgaatcaa ctgtcgctat cattgaacga
  4987621 gatttcccaa atgcgtcttt ttggtatgta gaagatgata caccttctta tgcaagttct
  4987681 taccatgaaa aagtgaatgc agcatcttct aagaaaatag atatcgaaat taatgaaatg
  4987741 gattattgtt cgatgctgta tacgagcggt acgactggtc atccgaaagg tgtattacat
  4987801 cgccatcgtg aaatggctga gcatagtatg atttgtacgt atttcctaaa atataatcga
  4987861 gatagtgtcg gacttgtcgt tgcaccttta tatcactgcg gtgagctgaa tgctggaatt
  4987921 atcccgcgca ttcaagttgg cggaaagaat gttattttac atcattttga tacggaaaca
  4987981 gtattacata caattcaaga agagaagatt acgacgttct ttgcagcacc gacgatgtgg
  4988041 aatatgctgt tgcaaaaaga tttaacgcag tatgatttaa cgtcaatgaa gatcggtata
  4988101 tacggcggag ctgcgatggc gccagcatta gtgaaggaat gtaaagaacg tctttatatt
  4988161 gatcttgttc aaatatacgg aatgacagaa atgggaccag ttgttgcgtt tctcgtagaa
  4988221 gaagatcaaa ttacgaaagc tggttcagcg ggaacaccat gctttagtca tgaaattcga
  4988281 attgtaaaac caagcgaaga tgcaccggca gaaccggatg atgtattgcc tccttatgaa
  4988341 gtaggagaga ttattttgcg cggcccaact atgatggctg gttatcataa ccgagaagaa
  4988401 gcaaatgtaa aatcgatgta taaaggatgg tatcattctg gtgatttagg ctacttcgat
  4988461 aaagatggtt atttatttgt cgcagatcgc gtggatgata tggtgattag tggcggcgtt
  4988521 aatatttatc cacgtgaaat tgaagatttc ctccatagtc atcctggtat attagatgtt
  4988581 gccgtgcttg gtgagccaga tgaattatgg ggagagcgtg ttgtggcagt cgttgtaaag
  4988641 aaagataaaa atatttcaga ggcagattta gaaacgtatt gtaaagaaag tgacgaatta
  4988701 gcagattata aacgtccacg tcactattta tttgtggatg aattgcctcg taatgcgagt
  4988761 gggaaattac agaagtttgt gcttagagag tctttaaaag gggcaaaaaa atagaaagtg
  4988821 ggggatgccc actttctatt tttatttacg tgaaaaccct tcttcatcaa ggtattccgc
  4988881 agcttctgga taagagttaa atgtaccgtc taagtttaca ccagcgtaca cgttccacat
  4988941 atcatcctct gagataagag taaggatatg accgtcttcg ttatgccatt cttcttcttt
  4989001 cgcaggttct gcagggatta ctacttcttc ttgtgaaagt aattcaattg attgctcgat
  4989061 tactgagcgt aattcatctg ctgaaaattc gcggatgtta accatacctt tatcatccgt
  4989121 tttgtaacct ttaataccac ttgcatatac aaagccgttt ccatttggat gtaagtggta
  4989181 aacaacgttc tttttatcta aacgactttc ttcaaagtga aagttcacgc gttttagtga
  4989241 tacgtttttt ctttctaatt ctgggaaaga ttcaatgatc gataattttt cttcaaaagt
  4989301 tagcatagtg cctccaaata tataataaaa gatttaattt atccattata gcatagttat
  4989361 aatggtttcc aaagatgcga taggtacttg tcattgaatg cgtttacgtc acgatactgt
  4989421 aaaaagtgga ctaacgaatg tatcttttta ggtgtacaat ggaacgtgga cttaatgtga
  4989481 aggtggttat ttatatgttt caaaaaatag caaaggaatg tttagctggt tttactgttg
  4989541 caattgttgc gttgccactt gccattgcat ttggtattgc tgcaacagga acatctgagg
  4989601 gagcactagt cggattgtat ggtgcaattt ttgcaggttt atttgcggcg ttatttggtg
  4989661 gtacacctgg gcaggttaca gggccaacgg ggccaattac ggttatcgca acaggggtta
  4989721 ttgcgacgca cggattagag gcgagtttta tagcatttat gatggcggga ctgttccaaa
  4989781 ttttattcgg tgtatgtaag cttggctcgt acgttcgtta cattccgtat cctgtcgttt
  4989841 caggatttat gaacggtatt gcattaatca ttattttagg tgaaatgaag catgtgcaaa
  4989901 atagttttct actcgtcgta ttaacgatta ttgtcatgat tgtttctgga aaatggatta
  4989961 aagcaattcc atctagttta gttgcattag tcggtgtgac tgctttgctt cctttatttt
  4990021 cttctgcgtt agaagggctt acagtgaagt taccggttat cggaaatctg acattaaata
  4990081 aagtaattga aaagattggg acgattccag aagcgatgcc gacgcttcat attccatctt
  4990141 taggtggaac aggtatagca gaacttgttt taccagcgct tagtattgct ttattaggat
  4990201 cgattgactc gttgttaaca tcggtcgtaa tggataatgt gacgggtacg cgtcataaaa
  4990261 gtaataaaga actggttgga caaggtatcg gtaatatggt gagcggattg tttggcggat
  4990321 tagcaggggc aggtgcgact gtacggtcta tcgttaatat aagaagtggc ggtaaaacgg
  4990381 cgctttcagc atgtatgcat agtgttatat tatttatttt cattatggga cttggatcag
  4990441 tcgtgcaata cattccgctt gctgtattat caggtatttt aattttaact ggtattggca
  4990501 tgtttgattg ggaaagcatg aagaaaatgc atgtagcgcc aaaaggtgat gtcattgtta
  4990561 tgctcgtcac gatgattgtc acagtgaagt ttgatttaat gatcgctgtt gcgttcggaa
  4990621 ttcttctttc gttccttata tacatggtga aatgtaaaga acgtaaagtt tctattgtaa
  4990681 aagaaaaaga agcgacatat aaaattaaag gcccactttc gtttttaaca gtggatcgtg
  4990741 ttttttatgc tttacaagac gtaaaatctc cggttgtttt gcgcatgaaa gatgcacgct
  4990801 atatggatgt atcaggagct atggcgttat tgaatttcat tgagcagtcg gataaatcag
  4990861 gattgagtgt gacgctagag caagtgcctg ttcatattaa aaagacgtta gtaacgatgg
  4990921 cgagtaatga acagaaagat aaattactat ttgcagaagt tgatgttatg taaggaaatg
  4990981 ccctcgtatg agggctatgc agttagaatc aactaattgc tcagctctag gggaagtgga
  4991041 gattggttat ttatagtgtt aaggtgattt ttgggtacta cttaattata gtatggaaga
  4991101 tatgctgaga ttagagttta tgcagaatat acaggtgatc gttttgatgt atggaagtct
  4991161 ggatggtttg gtgataagaa agttgggaat gggaccgcgt taagatttgt tggaatatgt
  4991221 ttcgtgacat atcgttaatt tagtgaaaaa agaatcctta gaattgagga ttctttttcg
  4991281 tagtttggta atatggtagg aaaggggtga attgtttgaa aaatataaaa gcacgtaatg
  4991341 ttgttttaac atttatcgta ttgatcggca ttgtacttct tctaaaaagc ttagactttg
  4991401 caaataatct tactcattct tgggtgcaaa gtgtaggtgg tgatgtagat acgtcgacat
  4991461 ataatattat gctaaataat tatatgaatg tttttcaaat atcaggggga attttacttg
  4991521 gaatcggagc ttttttattg ttatattcag tattatttta taaagagtaa atcaattgct
  4991581 aaatgaaagt tataggatat acttgctgca atcattttct tactttaaca atagattgtt
  4991641 ttattcaaaa gggaaaacat tggtgaaata aagggcatcg ttctcataag aatgatgcct
  4991701 taattatatt atacataacc ttaccttgat ggctatgctc gtatgaggaa gggtattttt
  4991761 tgccgttcct aatatccgta tatcgtaatt ttttgagatt attgacattt attcatctta
  4991821 gcagtatagt aacattctag attaggtatg tgatattata gtaatgtata tgaattttga
  4991881 gattcctttt tttcagaagg aagagcttta agctggaggg aataattgat gtacaaacag
  4991941 ttaccacacg gagtgaaaat tgggattaca cgctcaattg ttgtttcttt tgagaagtat
  4992001 atgaaagaaa ttgaatggaa cgaagaaaag tttgatatgc aacaatttgt tgaacagtgg
  4992061 aaacagtatt tatacacaaa atcaacttgg atcaataaag tagatgataa gttgaaagga
  4992121 catccagatt tccatcaagc gttagcaatg aaagtaaatg aaaaaattaa cgagcttatt
  4992181 aatgaaaaac cgagcgaaga gcaagtggag caattaaaga gaaataaagt gaagcatgca
  4992241 gatgaaatgt gcaaattaga agctgaatat catattgaac gtttattagt gacgaaataa
  4992301 attttacata aagaaaaagc ctgtccaaag aggtgtgatg accatctttt tgaacaggct
  4992361 ttttgtatga aaaaaagtaa gagaggcgag cctctctatg attagtcttg tggtacaagt
  4992421 gctttccaag aagataggtc catatcttct tttaatatag atgaagcagg gaagacaaat
  4992481 gaccaaggtt ttgtagtgtt cgctttaatt tcaaggttcg gtaatgtgaa agctccttta
  4992541 acaacaaccg cacccgtggc atcttcaata tgaagaggaa gttgctctag ttgaatgttg
  4992601 tctttacaac cgttacgaat aagaagcgtt gtatgtaaat caccattttc ttttcgtgca
  4992661 gcttgtagac ctaagaagtt aatttcacca tcatttggag gtgttaaatt gtctacgaaa
  4992721 ttacgtaaag cttctttact tgcttcaggt aattgagctt cccaagatgg atctaaatct
  4992781 agtgtatgct tgctttcaag ttcaaatgct aattcccaat ccgtttgcga taatgcagca
  4992841 tccgtaattg tttcttgttc aaatgtaaaa ataaatggca tatttacatt tgaaggaata
  4992901 tctcctaatg cagaaaggtt aaatgttttt cgtgcgcata gtttcttctc tttatttaga
  4992961 aggattaatg taacttcttc gaaagaaatt ggtttcggaa cagtgctgcg aataaataca
  4993021 gctacgtcat aaccgttatc acgtttttca atctcaattc cagataaaga aatttgatat
  4993081 tcttctaaac gtggtagttc tttatgtaaa aattgataaa tgtatttttg ttcttgtgct
  4993141 actgcacccc agctagggtg gaagtaaagc gttggtttta cagttttatt ttcagtattt
  4993201 gtttcttctt gtccgaataa ttgattacta gagacagtcg tatcttttcc gtttttctta
  4993261 gcttttttta ggaatgataa cataatcttt cacctcgtta ttgtacgttt tcaggaacac
  4993321 ctaaatgtct tgcaacatag cggcacattt ctttttcgaa attaccatat gtgtataaaa
  4993381 agatatctaa agcttctttt tgataaagac gagtagggtc ttcttgttga tattgtctta
  4993441 gcccgatgcc ttcttttaag tgggtcattg catctaagtg attgacccag ttctgatcta
  4993501 ggaaatgaag ggcaacatat cgtagcgact gttgtaaatc agtattgcta tctagctcat
  4993561 ttacgcgctc tttataaaga gataatgttt ctttcaaaac ggattgtaaa tcttccggtg
  4993621 aatgtacatt attcgctgat agtgatggca tgttttctac tgataaaatt tcgtttagac
  4993681 ttgctgttaa actagcaaaa tcccattctt ccggaagcat accttctaca agatattgct
  4993741 tagaaatggc ttctacagca tgatcaatca ttggaataat aatttcaatc atatttgtat
  4993801 cttcttgtaa taagttatta cgtaatttat aaataacgtt acgttggtca tttattacat
  4993861 cgtctaactt taaattgtac tcacgcatgg agaaatggct accttcacaa attaattgtg
  4993921 tacggtttac aaaatcatgg actttagaag ttagaataag tcctgtttca tctgttttca
  4993981 gtgatttcgt taatttctcg acttcttctt gtgcgaaacg ttttagcatt tcatcttcta
  4994041 aagaaaggaa gaattgagag ctacctgggt caccttggcg accagcacga ccttttagct
  4994101 gattgtcaac gcgtcgtgat tcatggcgtt ctgtcccaat tacatgtaat ccaccaagtt
  4994161 cgtgaacacc ctcacctagt aaaatatcag tacctcgtcc ggccatattc gtcgcaattg
  4994221 taatttgtcc tttttgtcca gcagttgcga ttaaatcagc ttcttgctcc gcgctttttg
  4994281 catttaataa ttgatatgta atatttgctt catctaagta acgagcaacg gtttctgatt
  4994341 gtaaaataga cattgtccca attaaaatcg ggcgtccttg tttattgtgt tttaaaacat
  4994401 cctcacgtac agctttatat ttagcgtcgg ctgttacgta tacgacgtcc tttttgtctt
  4994461 cacgaatgat cggacggttt gtcggaatcg gcataacttc catgttatat acacggttaa
  4994521 attctttttc ttccgttttt gctgtacctg tcataccaga taatgctgga tacatacgga
  4994581 agaagttttg aattgtaatg gacgcttgtg tttggttttc ttctgtgatt tctaagcctt
  4994641 cttttgcttc aagcgcttga tgtaaaccgt cacttaaaga gcgaccatcc ataacacggc
  4994701 ctgtgaaaat atctacaagt agaatttttt catcgtgcac aatatagtca acatcacatt
  4994761 ggaaagcgac atgagctcgt aatgcttgaa tcatataatg atataaagtt tgatgttcta
  4994821 aatcatatag gttgtcgata tcaaacaaat cttctatttt tgtaataccg tcttctgtaa
  4994881 aactagcaga tttcgattct gcatcgtacg tgtaatgaag agtatcctgg aatgatttaa
  4994941 taacttttgc acataaatag tgtaaatcag agctgcttga tttcttacca gcgataataa
  4995001 gaggcgtctt tgcttcatca attaaaacgc tatcaatctc atcgataata gcaaaatgat
  4995061 aggggcgttg tacctgttca ttttttgaag cggccatatt atcacgtaaa tagtcaaagc
  4995121 caaattctgt tccaatacca tatgtaatat cagcttcgta agcaagtttc ttttcggaag
  4995181 gatcaatttg aggaatattc aatccaacct ttaaacctag aaattcatga acttggccaa
  4995241 tcaattcttt atctcgtttt gctaaatagt cgtttacagt aataacgtga acaccttttc
  4995301 cttcaagagc acgtacgtac gttggaagag aagaaactaa tgtttttcct tcgccagttg
  4995361 gcatctctgc aatattacct tctaatagta caaggccacc aattaactgc acatcgtagt
  4995421 gacgtaatcc aagtacacgt tttgctgctt cacgtacaac agcgaacgct tcaactttta
  4995481 tatcatccac cgtttttccg tcacgaagca tgtctttaaa tgtgatcgtt ttatgacgta
  4995541 attcttcatc agataaatca gatagttttt cttctaaatt attaatttct tgaacaagtt
  4995601 gttcatattt tttaagtttt ctcttttgag aatctcctaa cagctttttt accgaattca
  4995661 gcatgttgta aacactcctc ttactgacaa tagctacatt atagcacatg tttatcccga
  4995721 ataagtagaa gtagtaaatt gaagaaataa ctggatataa ataaggtgtt attgtacata
  4995781 ctatatttaa aacctagcaa gaaagagagt attcaatgta taagaaattt ggtatgatag
  4995841 ctaaatgaga taaagtgaaa tttttcaaaa aagagaagaa tatagctatc tcgttttatg
  4995901 atgtaatatg tatagaaatt atatattcaa agaaaagagc tagaagatga ataataagtt
  4995961 tgtgaaaggc gctgcgattt taacgattac aacgtttcta tcgaaagtgt tgggaagttt
  4996021 ttttcaaatc ccattacaaa atatagcagg agatgaagtg cttgggattt tccgccttgt
  4996081 ttttcctgtg tatatgatag ctttaacttt atcagtagcg ggagtaccgc tagctatatc
  4996141 aaagttaatc gctgaacttc atgagaagaa tgaccaggac ggaattgcca aactatttac
  4996201 ttcagcatct attattggag taatatttgg agtgcttgga ttttcagtta ttatgattgg
  4996261 atcgagtatg tttgcaaata tgcttggtgg acaagatacg agactcccat taattgtcac
  4996321 ttcgtttgcg ttattaatcg caccgtatat ggcggtatat cgagggtatt tccaaggttt
  4996381 tggagatatg attcctaccg gggtgtcaca agtaattgag cagttcattc gtgttttctt
  4996441 tatgttagca attgcattct tatttgtata ttggaataaa gagagtgatg ttgtagcagg
  4996501 cggagcaatg attggctctt gccttggggt aattacgtca ctgatctatt tgagattgaa
  4996561 gtatgtaaaa agtatatatc gttataaaag taatacatat tcactacaag attttaaaga
  4996621 taatgcaaaa aagatacttc aggtttcgat tccaattgca attggggcat tatcgatgcc
  4996681 ggtgttaaat ttagttgatt ctgtaacgat tccacatatg ttgcatgaat ccactacaac
  4996741 gattcaagaa caatttggta tatatagtcg tggctttgcg tttacacaat taattgtcgt
  4996801 gtttgcaagt gcgatggtat ttccattaat tccgttgtta acagctgcat taacaaagaa
  4996861 agatatagcg ttagccaaac aaacaattga acgaacaaat gatcttgctc atgttttaac
  4996921 aacgccgata acaatctggc tcatggcact tacaatcccg ttaaatgttg gattgtttac
  4996981 agatgctaaa gggagtggaa tgttagctat tttaattggt agttcgtatt ttacgtcact
  4997041 tatggtatta tcaataggga ttttgcaagg aattaaccgt tctaagcaag cggcgtggat
  4997101 agttgttgga gcgagttttg taaaagtcat attaaatata gtacttgtaa gtcaatttgg
  4997161 cataactggt gcggcttata gtacacttat catatatatc atgatttgta tcgtaaatta
  4997221 tatatacatt cgaaaagaat tggcttattc gattcacatg gggagatttt ttgctgtaat
  4997281 tggggtatct agtatagtag gtataggatt atatttcaca tctactttca taaatgtggt
  4997341 agattctaga attattacaa taatatatag tggtttagcg ttttgtgtag ccttgttcat
  4997401 atatggcata tgcgcattaa agttgaactg gatatctaaa aagcaaatcc catttttacg
  4997461 taagtaaatg agtccataaa tgagtatggc tatttatatg tttgtgaaag aaatcaattt
  4997521 gaagttatcc aacttttctt attaaagagt tgatagcaat ttgttgcatg acaaaaagtt
  4997581 gattgcgaaa tgttggagga gattaagagt gcggttagtt ttatcaggat attatggttt
  4997641 ttataatgtt ggggacgaag caattttgca atcaattatt aaagcgctac atgaagagga
  4997701 tcctactctt gagcttgttg tactttcaaa tgaccccgac tatacaagaa aaatgtacgg
  4997761 tgtagaggca gtaaatcgct gggatataag agcaatttat aaagaaataa agagaagtaa
  4997821 tggcttaatt agcggagggg gaagcctcct tcaagataaa acgagtatta aaagtatttt
  4997881 gtactataca ggcattatgc gaattgctcg ttttttgaag aagccgtatt atatttatgc
  4997941 gcaaggaatt ggtccaatta cgaaaagaca aaatcgttta ttagtgaaat ggcaagtatc
  4998001 aaaagcagaa tatatatcag ttcgtgatga agattcattt ttgtatttaa aagaaattgg
  4998061 tattaagaag gatattgaac tagttccaga tccagtattg gcatgtcaac cagaaggaat
  4998121 gaagtcggag tggttgcaaa aacattcgat tcaagggaaa gtaattgcag ttagtgtgag
  4998181 gtattgggac gcaaaagaag attatatgaa gaagctagca gatacgctga aacaattaaa
  4998241 gcgtgatgga taccatattt tattcgtacc aatgcatgga ccatttgatc aaaatgcatc
  4998301 acgggatatt attaatttaa tgggagaaga agctcatatg cttccgtata agcttgatat
  4998361 tcatgagaaa atttcaattt tgtcggaatg ttcgcttcta atcggtatga gacttcatgc
  4998421 gctcatacta tctgccgttg ctaatatccc tatggtcggt atttcatatg atccaaagat
  4998481 cgattcattt ttacaacaag taaatcagcc gattatcgga aacgtagatg gtgattggac
  4998541 agctgaaact ttgtataatg tcgcaacgaa gcaactagaa caaaaagaat atgtacaaga
  4998601 aacattggaa caaagagtag aagaattacg agaacaaatt tcaacagcgt ctcgatatat
  4998661 cataagtgac ttgaattcaa aagagttcaa aaaaagagga atgggatctt aatttaagag
  4998721 gacatcctct tttttatttt ttgaaaaaaa gaaaatgtcg aaagaaaaaa tatatttgta
  4998781 gaaaaatgtc gaatctcgta aaagcttgta aacttattct cataaaaaag aagtttgaga
  4998841 gataagatgt atgtttaaaa atcctaacat taatatataa ggaatgttgg tatttaaggt
  4998901 tttatttagt aaatgataag aaaataggta tggtaatttt gaaaaatcta acgctaagaa
  4998961 aaatgtcgaa ttgcagaaaa ataagttgtc gattaatgtc gtaatatctc tatagttaga
  4999021 tgttgtaatt ggaaaccttt ttctgttatg gttgtaaatg gttataagaa gattgttata
  4999081 aatgtaattc tgacgcgttt ttctgtctgt ttaaaatatt ctgattttat aattcatatc
  4999141 ttttaaaatg gaagtcgaaa aacgatcgtt tagaattgtg aaaattcact tttttgtcga
  4999201 atttaatgtt ttaaattgga taaaaagggt gtatgatttc tttatgattc tataatacgg
  4999261 gatattctat tattctgtat gtggaatact ttaaccacat ttatatctac tagtttcgaa
  4999321 aaaaatagaa catctattta aaatattatg gaactagtat tacattccta aggaggaaat
  4999381 atataaaatg gcaaagacta actcttacaa aaaagtaatc gctggtacaa tgacagcagc
  4999441 aatggtagca ggtgttgttt ctccagtagc agcagcaggt aaaacattcc cagacgttcc
  4999501 tgctgatcac tggggaattg attctattaa ctacttagta gaaaaaggcg cagttaaagg
  4999561 taacgacaaa ggaatgttcg agcctggaaa agaattaact cgtgcagaag cagctacaat
  4999621 gatggctcaa atcttaaact taccaatcga taaagatgct aaaccatctt tcgctgactc
  4999681 tcaaggtcaa tggtacactc cattcatcgc agctgtagaa aaagctggcg ttattaaagg
  4999741 tacaggaaac ggctttgagc caaacggaaa aatcgaccgc gtttctatgg catctcttct
  4999801 tgtagaagct tacaaattag atactaaagt aaacggtact ccagcaacta aattcaaaga
  4999861 tttagaaaca ttaaactggg gtaaagaaaa agctaacatc ttagttgaat taggaatctc
  4999921 tgttggtact ggtgatcaat gggagcctaa gaaaactgta actaaagcag aagctgctca
  4999981 attcattgct aagactgaca agcagttcgg tacagaagca gcaaaagttg aatctgcaaa
  5000041 agctgttaca actcaaaaag tagaagttaa attcagcaaa gctgttgaaa aattaactaa
  5000101 agaagatatc aaagtaacta acaaagctaa caacgataaa gtactagtta aagaggtaac
  5000161 tttatcagaa gataaaaaat ctgctacagt tgaattatat agtaacttag cagctaaaca
  5000221 aacttacact gtagatgtaa acaaagttgg taaaacagaa gtagctgtag gttctttaga
  5000281 agcaaaaaca atcgaaatgg ctgaccaaac agttgtagct gatgagccaa cagcattaca
  5000341 attcacagtt aaagatgaaa acggtactga agttgtttca ccagagggta ttgaatttgt
  5000401 aacgccagct gcagaaaaaa ttaatgcaaa aggtgaaatc actttagcaa aaggtacttc
  5000461 aactactgta aaagctgttt ataaaaaaga cggtaaagta gtagctgaaa gtaaagaagt
  5000521 aaaagtttct gctgaaggtg ctgcagtagc ttcaatctct aactggacag ttgcagaaca
  5000581 aaataaagct gactttactt ctaaagattt caaacaaaac aataaagttt acgaaggcga
  5000641 caacgcttac gttcaagtag aattgaaaga tcaatttaac gcagtaacaa ctggaaaagt
  5000701 tgaatatgag tcgttaaaca cagaagttgc tgtagtagat aaagctactg gtaaagtaac
  5000761 tgtattatct gcaggaaaag caccagtaaa agtaactgta aaagattcaa aaggtaaaga
  5000821 acttgtttca aaaacagttg aaattgaagc tttcgctcaa aaagcaatga aagaaattaa
  5000881 attagaaaaa actaacgtag cgctttctac aaaagatgta acagatttaa aagtaaaagc
  5000941 tccagtacta gatcaatacg gtaaagagtt tacagctcct gtaacagtga aagtacttga
  5001001 taaagatggt aaagaattaa aagaacaaaa attagaagct aaatatgtga acaaagaatt
  5001061 agttctgaat gcagcaggtc aagaagctgg taattataca gttgtattaa ctgcaaaatc
  5001121 tggtgaaaaa gaagcaaaag ctacattagc tctagaatta aaagctccag gtgcattctc
  5001181 taaatttgaa gttcgtggtt tagaaaaaga attagataaa tatgttactg aggaaaacca
  5001241 aaagaatgca atgactgttt cagttcttcc tgtagatgca aatggattag tattaaaagg
  5001301 tgcagaagca gctgaactaa aagtaacaac aacaaacaaa gaaggtaaag aagtagacgc
  5001361 aactgatgca caagttactg tacaaaataa cagtgtaatt actgttggtc aaggtgcaaa
  5001421 agctggtgaa acttataaag taacagttgt actagatggt aaattaatca caactcattc
  5001481 attcaaagtt gttgatacag caccaactgc taaaggatta gcagtagaat ttacaagcac
  5001541 atctcttaaa gaagtagctc caaatgctga tttaaaagct gcacttttaa atatcttatc
  5001601 tgttgatggt gtacctgcga ctacagcaaa agcaacagtt tctaatgtag aatttgtttc
  5001661 tgctgacaca aatgttgtag ctgaaaatgg tacagttggt gcaaaaggtg caacatctat
  5001721 ctatgtgaaa aacctgacag ttgtaaaaga tggaaaagag caaaaagtag aatttgataa
  5001781 agctgtacaa gttgcagttt ctattaaaga agcaaaacct gcaacaaaat aattaaaaat
  5001841 catttaataa atgattaata agggcctatg agaaaataga caaaagtcta tgagtatcat
  5001901 aggcttttta ttttgctctt atttcatata catttgaaat tgaaaggagt agccttattg
  5001961 agaaacaaat caaaagcgct ttcaaaaata gaagaatacc tcattgatat gtaaattatt
  5002021 tgtaaattaa cacctttttt tgttaaaaaa acattcgaaa agaagaataa aatgtcgaaa
  5002081 tgtaataatt ttagtcgaat gtagtctgaa aattgtattt attgtaaaaa atatttaggt
  5002141 gatgaagtgg aaatatgtgc tataattcca attgtgtatt cgatatgaaa aatatacgaa
  5002201 gcgcagtgag agtggtttat aggaaaatgg tttgttcatt tctatattta agtattatcg
  5002261 atatcctaat aatacaatga aaagaccgaa ttatcagaat gtgtcgaatc ttcttttgag
  5002321 aaagttcttg ataacgaatg gttttgtata gtatgatgaa attgtttcag aaaatggtat
  5002381 ttaaacctta tatttacatc taacggtttg tatcattttt ttatgtgaac tacttttcat
  5002441 tatagtattt ttgttgatgt ttttattgtt ttatggcttt tctaactagc tagttttcaa
  5002501 atttaatatg atgtaaaact agtagcatat tcctgaagga ggaaatttat aaaatggcaa
  5002561 agactaactc ttacaaaaaa gtaatcgcag gtacaatgac agcagcaatg gtagcaggta
  5002621 ttgtatctcc agtagcagca gcaggtaaat cattcccaga cgttccagct ggacattggg
  5002681 cagaaggttc tattaattac ttagtagata aaggtgcaat tacaggtaag ccagacggta
  5002741 catatggtcc aaccgaatca atcgatcgtg cttctgcagc tgtaatcttc actaaaattt
  5002801 taaatttacc agttgatgaa aatgctcagc cttctttcaa agatgctaaa aatatttggt
  5002861 cttcaaaata tattgcagca gttgaaaaag ctggcgttgt taaaggtgat ggcaaagaaa
  5002921 acttctatcc agaaggaaag attgaccgtg cttcatttgc ttctatgtta gtaagtgctt
  5002981 ataacttaaa agataaagtt aacggcgagt tagttacgac atttgaagat ttattagatc
  5003041 attggggtga agagaaagca aacatcctaa ttaaccttgg aatctctgta ggtactggtg
  5003101 gtaaatggga gccaaataaa tctgtatctc gtgcagaagc agctcaattt atcgcattaa
  5003161 cagataaaaa atatggaaaa aaagataatg cacaagcgta tgtaactgat gtgaaagttt
  5003221 ctgagccaac gaaattaaca ttaacaggta ctggcttaga caaactttct gctgatgatg
  5003281 taactcttga aggagacaaa gcagttgcaa tcgaagcaag tactgatggt acttctgcag
  5003341 ttgtaacact tggtggcaaa gtagctccaa ataaagacct tactgtaaaa gtgaaaaatc
  5003401 aatcattcgt aacgaaattc gtatacgaag tgaaaaaatt agcagtagaa aaacttacat
  5003461 ttgatgatga tcgcgctggt caagcaattg ctttcaaatt aaacgatgaa aaaggtaacg
  5003521 ctgatgttga gtacttaaac ttagcaaacc atgacgtcaa atttgtagcg aataacttag
  5003581 acggttcacc agcaaacatc tttgaaggtg gagaagctac ttctactaca ggtaaactag
  5003641 ctgttggcat taagcagggt gactacaaag tagaagtaca agttacaaaa cgcggtggtt
  5003701 taacagtttc taacactggt attattacag tgaaaaacct tgatacacca gcttctgcaa
  5003761 ttaaaaatgt tgtatttgca ttagatgctg ataatgatgg tgttgtaaac tatggcagca
  5003821 agctttctgg taaagacttt gctttaaata gccaaaactt agttgttggt gaaaaagcat
  5003881 ctcttaataa attagttgct acaattgctg gagaagataa agtagttgat ccaggatcaa
  5003941 ttagcattaa atcttcaaac cacggtatta tttctgtagt aaataactac attactgctg
  5004001 aggctgctgg tgaagctaca cttactatta aagtaggtga cgttacaaaa gacgttaaat
  5004061 ttaaagtaac gactgattct cgtaaattag tatcagtaaa agctaaccca gataaattac
  5004121 aagttgttca aaataaaaca ttacctgtta cattcgtaac aactgaccaa tatggcgatc
  5004181 catttggtgc taacacagct gcaattaaag aagttcttcc gaaaacaggt gtagttgcag
  5004241 aaggtggatt agatgtagta acgactgact ctggttcaat cggtacaaaa acaattggtg
  5004301 ttacaggtaa tgacgtaggc gaaggtacag ttcacttcca aaacggtaat ggtgctactt
  5004361 taggttcatt atatgtgaac gtaacagagg gtaacgttgc atttaaaaac tttgaacttg
  5004421 tatctaaagt aggtcaatat ggccaatcac ctgatacaaa acttgactta aatgtttcaa
  5004481 ctactgttga atatcaatta tctaagtaca cttcagatcg cgtatactct gatcctgaaa
  5004541 acttagaagg ttatgaagtt gaatctaaaa atctagctgt agctgacgct aaaattgttg
  5004601 gaaataaagt tgttgttaca ggtaaaactc caggtaaagt tgatatccac ttaacgaaaa
  5004661 atggtgcaac tgctggtaaa gcgacagtcg aaatcgttca agagacaatt gctattaaat
  5004721 ctgtaaactt caaaccagtt caaacagaaa actttgttga gaagaaaatc aacatcggta
  5004781 ctgtattaga gcttgagaag agtaacctgg atgatatcgt aaaaggtatt aacttaacga
  5004841 aagaaacaca acataaagta cgtgttgtga aatctggtgc agagcaaggt aaactttact
  5004901 tagatagaaa cggtgatgct gtatttaacg ctggcgatgt aaaacttggc gatgtaacag
  5004961 tatctcaaac aagtgattct gcacttccaa acttcaaggc agatctttat gatactttaa
  5005021 ctactaagta cactgacaaa ggtacattag tattcaaagt attaaaagat aaagatgtta
  5005081 ttacaagcga aatcggttca caagctgtac acgtgaacgt tcttaataac ccaaatctat
  5005141 aagtcgatta tagataaagt gaaaaatcag tggggattca tccccgctga ttttttaata
  5005201 gaaagaaggc tcttgtacat gtacaagagc cttcttttta tttcttaaac ttaaacatat
  5005261 ccccactcaa attcgaatca ctatacacga acaataccat gttaatgtta ttgtctttca
  5005321 tgtattgata tacatctttt tcgtgatagt gacgcaggtc gaggatggat gtgtgtttga
  5005381 aactttgtgc taagtgtggc acgatcgcgt ttgcgaatga gtcttttagg actaaggcgc
  5005441 gtacttcatt ttgtgcgttg ttattttcga tgacgatttc tggatagtca tctgtgtaat
  5005501 aacctgcgta tgatgttgta tctttttgtt tttctacgcc atatatttca tctaagtttt
  5005561 gatgaatagt gcctttcaca tcttttgcgg ttacgcttgt gaagttaaaa ccgtctttcg
  5005621 gtgtgtagta gcacaatttt tcaccagttg catcgatgag ttggtatagt tggttgttga
  5005681 agcttccgac taaatgttta ttttgcgcgc atgtacgagt gtaatcttct ttttttattt
  5005741 cttttccttt atatatagaa gattgttgcc cgattgtgtt cattatatat tggtaaccta
  5005801 agaaggcacc gtccatattc caatgatgat ctgttttgaa atacatgtct tgtatttctt
  5005861 cattcgtata gttctttttc aagtgttcca taagttttat tggttttacg tcagctggta
  5005921 gtttcgttag aaagtaattt aaattttcct gtgcatatgt gtgaatatga gaaggtaatt
  5005981 taaatgataa tgcattcgtt tttgacggtg gtaaagcaaa gtaaaactca acgttttgtt
  5006041 cttttgaaaa ctgagataag tcgtttatag caggcatgga ttggtcaatt tcattatatt
  5006101 ttgttgtcca cgccggattt ttcaggagcc atttatcatc agttaaaata atgtcgttaa
  5006161 tgagagattt gcccatatta atttgagcaa tcgtatagtt tttaataagc tcatctcgtc
  5006221 cgattagttg atcatttgtg tatgtttcaa aatctttaaa gaagctacca gttaggagag
  5006281 cttctttcgt aagtgctggt ttttgagcga gcggccgatt ttcaactggt gaaatgtctc
  5006341 ggtctgtttt gagtaacgat aatatgccaa atgaaaagat aatggtgaga aaaccgataa
  5006401 acaggatgag gttccccaat tttttcataa taacttttcc ttcctacatg tgttaaaacc
  5006461 tgaaataaat aaatggatta tatgttgagt taatcaagta cataaccgaa atcataaata
  5006521 atgttagtaa taatatagga cgtacaaatt gtgttgtgaa catatacgtt tttggtgcaa
  5006581 gttctagtat gtttttcatt cgttttaaaa ttggtgtcgc tgcgataaag gcaatgagaa
  5006641 atacgataat gtattcatgt acgtacagca ttgtattgtc atcgatgaaa gattgaccat
  5006701 ctatgccgaa catcgctttt aaatattgga acgagtaagc gaagttgtca gctcggaaga
  5006761 agacccaacc gatcataacg attagtaata cgtatgcatg ttgcagtggt ttccatagtt
  5006821 tgtttaatat tttttcgaat ccagcttttt caattgaaat aataaagccg taatataaac
  5006881 cccaggcgat aaatgtccag ctcgccccgt gccataaacc agttaacccc catacgatga
  5006941 agaggttacg ataattcgct agttttgaaa cgcggtttcc gccgagcggg atatatatgt
  5007001 aatcgcggaa ccaagagccg agtgtaatat gccatcttct ccaaaactct gaaatagatt
  5007061 tagagatgta tgggtagttg aagtttttcg ggaaatcaaa gccgaacatt tttccaattc
  5007121 caattgccat atcagagtac cctgagaaat cgaaataaat ttgcaatgtg taggcgataa
  5007181 taccgatcca tgctgttcca acactcattt cagatggtgg taaggcaaag attttatcgg
  5007241 cgacaaatcc aacttggtta gcaattaata tcttttttgc tagtccgaga acaaaaattt
  5007301 gaataccttc tgtgaatcgt tcaaaagagt ggatgcgcgt tttaatttgc tcagcgacga
  5007361 tattgtaacg aacaattggc ccggcaataa gctgagggaa aatagatata tatagcgcta
  5007421 agttaagtgg atttttttga acatccccat ctttacggta tatatcgatg acataggaca
  5007481 tcgcttggaa tgtataaaat gaaattccaa ttggtagtgg aataggttcc acatgaatag
  5007541 ataagtgcaa tacgttgttt aaaatgtctg tgaaaaatga aatatactta aaataagaaa
  5007601 gcaatagtat attcccgatc acagccataa ttaaaaatgt gactttcata ttttttcgtt
  5007661 tatcataatg atgcacgagt aggccgaagc agtagtttaa taagatggaa aagagcatta
  5007721 aaagaacgaa acgcggttcg ccccatgcat agaaaattaa actaaatgca agtaatacga
  5007781 aattacgtag ctcggcacgc actataaaat agaaaaataa tacgagaggt aaaaagataa
  5007841 ataagaaaat cgaactacta aataccaaag gactctcctc actttttcaa aatacatttc
  5007901 gtgcaaaaaa accgacatat ctattatata ttcttttata taatagtgcc tttaatattt
  5007961 tagcatgtta ataattcgat taaaataatt attctatata atagaaggaa agcggtatgg
  5008021 aatccttttg acacccacta tctggataag ataagatgaa taaggtgtga tttgtttaga
  5008081 agggaagaga tggtgtgtta tttaactcgt ttgagtttat ttttttattt ttaccgatag
  5008141 catttctttt atattttcta ttaaataaat ttggacaaac tactttagcg aaagcttggc
  5008201 ttgtagcagc atctttattt ttctatagtt attggaacat aaaatatttg ccgcttatgt
  5008261 tagtatcgct cattgtgaac tactttatcg gaatgaagct cgtgaagcat aagagcaaac
  5008321 ttcttttaac agtaggctta atatttaata taggaatgct tagttatttc aagtattatg
  5008381 atttcttttt acaaaatgta aattcgttat ttggaactca ttttacatta ttatcattaa
  5008441 cgttaccgct tgcgattagt ttctatacat tccaaaagat tgcattttta gtagatacat
  5008501 atcgcgggga aacggaggca tgtcattttc ttgattacgc tctgtttgta acatttttcc
  5008561 cgcaacttat tgcagggcca attgtacacc atgcgcaaat tatgccacag tttgctgatc
  5008621 gtagtaaaaa gcgttggcaa tcaaattata tcgttctcgg tatttttgta tttgccatcg
  5008681 gtattttcaa gaaagtaggg attgcagacg ttttatctcc tgtcgtacga gaaggatttg
  5008741 atgtacagca atcgctaacc tttgttgaag cgtggctttc atcattagcg tttacattcc
  5008801 agctatactt tgatttcagt ggatatagcg atatggcaat tgggattgcg ttaatgttta
  5008861 atattaaatt gcctcaaaac tttaactctc cttataaagc ggtgagtata caagactttt
  5008921 ggcatcgttg gcatatgaca ttaagccagt ttttaacgaa atatgtgtat atttctcttg
  5008981 gaggaaatcg aaaaggaatt acgcgtacat acgtcaatat tatgattgtt ttcttaataa
  5009041 gtggactttg gcacggtgct ggctggacat ttattttctg gggatttctg cacggattag
  5009101 cttctgttgt tcatcgattg tggaataaag caggaggtcg catgccggac tgggcaggat
  5009161 ggcttgtgac atttttcttc attaatataa cgtgggtgtt ctttagagca acatcgatgc
  5009221 atgatgcggt gaaggtatta aaaggaatgt ttggatttaa tggattcgaa ctcgcaaata
  5009281 gtgtgttccc ggtatttatt attgagaaac tacaattttt aaaagagtac ggtgtttcat
  5009341 ttactgaagc ataccatgtt tcattattaa atacggaaat agtagcgtat attttcggag
  5009401 cattatgtat tagtttcttc ttaaaaaatt caattcagtt aaaagactca ttccgtccga
  5009461 cagtatggac ggcgttattt actgcaatat tacttgtgta tagtgtgtta catttaacga
  5009521 gtattagtga gtttttatac tttaatttct aggtggagaa tatgaaaaac aaacagtggc
  5009581 ttattttcgt ttttgtatgt gtttttgttc cacttgcagg tgttggaata tttaatggct
  5009641 atgcagattc actttggttg ttctcgcata aaaataagtg gaatgatgtt cagtttgggt
  5009701 ttaatgagag acaacaaaaa acgaattata taacatatcg tccgtttact tatgatggcg
  5009761 ttatacttgg aagtagtaga acaacgttta tcaatgaaaa tgattttacc ggattaaacg
  5009821 catttaatta tgcggtaagt agtacagatc cgcgtgaata cgatgcgtac attgaatatg
  5009881 caaaagagcg aaaaggtagt gaattatctt ctattgtgat tggtttagat ttccttggaa
  5009941 cgaacaaaaa tagagaaatc ggttttgaaa aaccagaagt atatattaat gaggcgcaaa
  5010001 gcttactata tccaattaaa tcgtatgtga gtatggatgg gattacatat tcccgaaata
  5010061 caatccaaaa ctccattcat cacaataaga ctattgatgt atataatcgc gataacataa
  5010121 agtcgatgcg tgagtatacg aaagaagagc gtgatacaca aattgccgcg caagtagata
  5010181 aatttagtag agagatttat ggcgggaatt atgagtatca aaatatgaag gaaatattag
  5010241 gtactgtaaa atcccataat ccgaatacga agttttatat ttttacaacg cctgtttcag
  5010301 aaccattgtt ccgtacgatg attcaatcag gacgttggga agattataaa agatggctcc
  5010361 atgatgctgt cgatgtattt ggagaagtac atcattttat gtatttaaat tcagtaacga
  5010421 agaacttaga taattatatg gatggacatc atttcagacc agaagttgga aaaataattg
  5010481 cacataaagt tgtaaatgaa gaagatcgta atgtgccgaa agatttcggt attgttatta
  5010541 cgaaggataa tattgatgag gtgctcgagc agattcatgc atcgtttcaa tagaaagaaa
  5010601 tagttttatt tcaaaggtcg aatcgtaatg tgattcgatt tttttttgca gtctgcaaaa
  5010661 aatttaatta agcgagtaaa accaattgtg actgaagcag aaagaagcag catccaaata
  5010721 gatgctgctt ctttctattc tatttctaaa tcaacaatta agtaagcaag tatcacaaca
  5010781 aagaaaatac taacggctgg tgctgttaag acgtgtccag acataaagcc gataccgagc
  5010841 gataggacga gtgtgctagc tagtagcata tgttttacgc taaatagttt tttgaagttt
  5010901 gtgatcaagc gaatgaatat ttttataccg aaataaagaa gcggcagtaa atacataagg
  5010961 aagccgacaa taccgaacgc aaagaatagg tcgtggaaat ccatttcgac taacttcatt
  5011021 ttcgttgtat agttaccagc gtagcccatt ccaaatagtt tttgggatag tggtgcttct
  5011081 ttatagtatt gtttgtatac ttttaaaaac ttgtcgcgat cactgtaaat taaacttttc
  5011141 atttcagagt ctgttagttc gccttgttta tgttcttctt ctttaactac ttttccttct
  5011201 tttcggtctt tttcgtcttg tactgatttt ttgtattcat atatttgtaa gtggatgctc
  5011261 atgttttttg cgataggggt ttgcggtgta agaacgagta aaccacctaa tacgacagca
  5011321 gcaacgattg tatttacaag atatgtgaat ccttttcctt cttttttacg atgcatcata
  5011381 tattcaatga ataagaagaa aagagcgatg ccaagtgtaa taacgatagc accatagcct
  5011441 actttcgttc cgatcataat gcttgcatac atcgcaagta cagttggaat ccagtaatac
  5011501 acttttgaga aagaagttgt tttatggacc gagtataaga caacgattgg gaacataatt
  5011561 gcgaaaatgg aacttaaatc atttccagca aagaaccatc ctcttgaacc aatttttgag
  5011621 ttcgggtagc ttgggaaatc tgttccagtt gccatcgctg tgataatcga aatacttaaa
  5011681 attaacgttg catataagaa atatgtaatg attttatgaa acgcaaattc gttatttttt
  5011741 aattctttta gtgcgataat atatccaaac agtagtacaa ttggatatac acttttcata
  5011801 atgaacttca cttcttctcc aaatgaaact ggagatttga tcattaaatt attcacaagg
  5011861 ccgattgcga gtacgatgcc aaatagacat aaataaagaa tatatttttt tgcgccttgt
  5011921 tgtttatgat gaagaagtag ataacccaat gcaagaagca taaaggcgaa acggactacg
  5011981 attccgactg ttgcgctcat gtgtaataca tagattgaaa aagacgttaa taaatctaaa
  5012041 attggttgaa acacgatgaa tagcagtagg aaatgcggga agtagttagc cgtctgtttt
  5012101 aacttagtaa ccatatgttc ctccatttct ttatttcagt acctctctat ataataggaa
  5012161 ggaaaatgaa tttctatatt taatttttta tatcaaactt aagaatacac catttcattg
  5012221 taatggtaaa tagatgaaga gcggggataa accgacttta atttctatat ttttcaacga
  5012281 aattgtatgt tttatacgag gttatataca aatttcgtga ttattagaca gaaaattaag
  5012341 aaaaaaagaa gggtttttca cctcctttct ataattatat aagtataatc tttgtgtaga
  5012401 aaagaggggt atataatgga agtaacaagt aaaacagaat ctgtcattgt gaaatatgaa
  5012461 gggcacgttg caacggttat ggtcaatcgc ccagaggtgt taaatgcatt agatgagcca
  5012521 acgttaaaag agctattaca aaaactgaaa gaagtagcgg agagttctgc gcatattgtt
  5012581 gtgttatgcg ggaacggccg tggtttttct gcgggtggag atattaaatc gatgctttca
  5012641 agtaatgatg aaagcaagtt tgatggtatt atgaatacta tttctgaagt cgttgtgact
  5012701 ttatatacga tgccaaagct cgttattagc gcgattcatg gaccaactgc tggccttgga
  5012761 ttaagcattg cgctaacagc tgactatgtg atggcagata tatcatccat tattgcgatg
  5012821 aactttattg gaatcgcttt aattcccgat ggcggcggcc atttcttcct tcaaaagcgc
  5012881 gttggtgaaa atatgacgaa gcaaattatt tgggaaggaa agaaattatc agcgacagaa
  5012941 gcgcttgata tcggcttaat tgatgaagta atcggtgagg atttccaaac ggctgtgaag
  5013001 caaaaaatta gtgagtggtc acaaaagccg attaaagcga tgattcaaac gaaacaaatt
  5013061 ttatgtgaag taaatcgctc caatttagaa caaacattgc agcttgaaaa acgcggtcaa
  5013121 tatgcgatga gacaaactgc ggatcataaa gaaggtattg ctgcattttt agaaaaacgt
  5013181 ttgccggcat ttaaaggaga ataaagtgta gtgatagttt tattaacggt taatttaagg
  5013241 taaaggggag aaagaacggg atgtcaaaaa agaggcgatt cctgatgagt accaaacctt
  5013301 atatggcgat aagaaagaag aaccagagca ttatttcttt ccggcagtaa gggcgcatgg
  5013361 atcaggaatt gatatgttaa gtgcttgtgt gaaaaaagag tggttatttt ataaggcaga
  5013421 gctcggctgc tattaaacat aggaggatga atgatgtcag catataacaa gttagtaaga
  5013481 gatcgtgttc cagagaagat tttaatgtct ggaaaaacat atacggcaca aaaattaaca
  5013541 ggacaagcat acatacaagc tttagcgaaa attggaacag aagaaattcg tgaatttgct
  5013601 tctatgaaag agcgtgaaca tgcgcttgat tctcttgcgg atgcactgga agtaatcatt
  5013661 tcattagcgc gtgcagaagg tgcgacaatt gaagatgtag aacgtcttcg taagcaaaaa
  5013721 gaaatagagc acggtgggtt tgaaagaggt atttattaga tgtttcagaa gaatagattt
  5013781 gtagggaaag catagcgtta cgcattaacg ctatgctttt ttgttgcaat taagctaata
  5013841 atgaagaaga tagctgttaa tacccagcca attgtaatag aagtagtagt atgaacggca
  5013901 taagaaactt gtaaacaaag taatgatgct aaaaaccaaa tgagtgcaat gtgtacatgt
  5013961 ttttttgata tattcatatt gtataactcc ttttatatac taaagtgaat tttactataa
  5014021 tttagaaaat tgagctatat gagtagaggt tttctagcaa attttgtata ctaaataata
  5014081 gaagaaatga ggaggaaacg acaatggcac atcatgcgaa agaaacgatg gaacttatta
  5014141 aggagcttgt ctctattccg agtccgtctg gaaatacaga gaaaatcatt cgttttattg
  5014201 aaaactatgt aagtgagtgg aatgtagaaa cgaagcgtaa caataaaggc gctcttattt
  5014261 taacggtaaa agggaaaaat gatgcacagc accgcttatt aacagcgcac gttgatacgt
  5014321 taggtgcgat ggtaaaagaa attaagcctg acggtcgtct gagtctttct atgattggcg
  5014381 gatttcgctg gaactctgta gaaggggaat attgtgaaat tgaaacatca agtggtaaga
  5014441 cgtatacagg aacgatttta atgcatcaaa cgtctgtaca tgtatataaa gatgcaggtg
  5014501 aagcgaaacg cgatgagaaa aatattgagg ttcgcattga tgagcgcgta ttttcagctg
  5014561 atgaagtacg tgaattagga attgaagtag gagacttcgt ttcatttgat ccacgcgttc
  5014621 aaattacaga gagtggatac ataaaatcac gtcatttaga tgacaaagta agtgttgcga
  5014681 ttctattaaa attaattaag agattacaag atgaaaatgt aacattacca tatacaactc
  5014741 atttcttaat ctctaacaat gaagagattg ggtacggcgg aaactctaat attccagaag
  5014801 aaacggttga atatttagca gtagatatgg gagcgttagg tgatggacaa gcatctgacg
  5014861 agtatacagt atctatttgt gcaaaagact ctagcggtcc gtatcattat gcactgcgta
  5014921 aacatttagt agagcttgcg aaaacgaaca atattgaata taaagtagat atttatccgt
  5014981 actatggatc ggatgcatca gctgcaattc gagctggatt tgatgtgaaa cacgcattaa
  5015041 ttggagcagg tattgattct tctcatgcat ttgagcgcac gcatgaaagt tcgattgctc
  5015101 atacagaagc gcttgtttat gcatatgtat tatcagagat gattgcagaa taagaaaaga
  5015161 aataggctac ttctagtagc ctattttttg tttgcagaga aatcgacttt atttaacaaa
  5015221 aagtaaatgt attgtaattt attttacaat attaagaaag taggtttact acataattcg
  5015281 agtattataa aataatagag gcgcactaat tttttttgtt cggatttgtc gaaatttata
  5015341 tattaagatt atgcgttatt aaaagatgat tgtcgagagg agtattattt tttatgaagt
  5015401 atcgtgcagt cgcggcaggt attttagccg caagtttatt atcgtctcca gtaagtagtt
  5015461 tcgcagcagc gaagaagttt tcggatgttc ctacatgggc gcaacaatca gttgattatt
  5015521 tagtaggaaa aaaggcgctt gatggaaagc cagatggaac gttttctcca tctgaagcag
  5015581 tagatagagg gtcagctgca aaaattttag cagtcgttct tggtttacca gttgatccaa
  5015641 aagcaaagcc atcatttaaa gatgcacaaa accattgggc agctccgtac attgctgcag
  5015701 tggaaaaagc aggtgtaatt aatggggatg gtactggtaa attcaatcca tcaagccaaa
  5015761 ttaaccgtgc atctatggca tctatgttag tacaagcata ctcattagat aagaaaatta
  5015821 ttggagaact tccaacacag tttaaagatt tggaacctca ttggggtaag aaacaagcta
  5015881 atattttagt agctttagag atttctaaag gtacgggaaa tggctggaat cctgaaggaa
  5015941 ctgtaactcg tgcagaagca gctcagttta ttgcgatggc tgatcaaaat aaaacaagta
  5016001 catcaaaaag aatgtatatg aacagaaacg ttattacata tcatcaacca tcattatcct
  5016061 ctggtattac tgatgttcaa cataagccac aaatggttga agtgacagag caaagagcag
  5016121 acggctggtt gaaaattgta acaagtaaag gtgagaagtg gacacctcta acagaaaaaa
  5016181 cagaaacgat taatgaagaa tttactactt atgaaacagc ttcacatagt tctaaagtgc
  5016241 taggtacata taatgcacaa acagtaacgg ttatggaaga gagtggtagc tggattcgta
  5016301 tccgcgtagg cgctggtttc cagtgggttg ataaaaatca attaaatcca gtaaaacaag
  5016361 agaacttttt agaaggtaaa gcaattatta ttgatccagg tcatggtgga attgactcag
  5016421 gtaatgttgg ttattacgag aaagaaagtg aaactgtatt agatgtatca ttacgattaa
  5016481 agaaaatatt tgagcaaaaa gcaccattta ctgttatgtt cactcgtaca gataatacac
  5016541 gtccaggagt aaactcaaca gattcattga aaaaacgagt agagtttgct caggaacata
  5016601 atggagatat ctttgtaagt atccatgcta atggttctgc agagaaaaat ggacaaggta
  5016661 cagaaacatt atattatcag tcagcaagag caaaagtaac gaatccgcat gtagaagaca
  5016721 gtaagttatt agcacaaaaa attcaagacc gtcttgtagc agcacttgga acaaaagatc
  5016781 gtggtgtgaa acatcaggac ttatacgtta ctagagaaaa tacaatgcca gctgtattaa
  5016841 cagaattagc atttgtagat aataaaagtg atgcagataa aattgctaca ccaaaacaga
  5016901 gacaagctgc agcagaagcg atttatcaag gtattttaga ttattacgaa gcaaagggta
  5016961 ataacgtatc ttctttccgt taatacatca aaagagattg ccaataggca gtctctttta
  5017021 tttattaacg tttctcttta tttccggcat gtgatatcat ttaattttat ataagaaagt
  5017081 attgtaatta taacgatata gaggatgata atagattgaa taatcatagt aaaacacctg
  5017141 catgtatata tacgtatgca tttcgtgagg aggagcgtgc tttatgttac ttggaaatgc
  5017201 gctcgttctt tggaatggag tctcacatta atattttgaa aagtgatgtc aaaattgatc
  5017261 caagtagaag tgcatttata aaagagtgcg ttgaggttat gtacgaagga gacgacttag
  5017321 aaagcatttt aaaacaagta gaacaaattg atttggcggg ggcgtcattt aaagtgatct
  5017381 tcgttaaaat taatgacctc gttggggaga ataaaattga atatggagaa agacgtctta
  5017441 ttgaacgcga ccttggtatg catattgaag gagaagcgga tgttcgtaat ccagagcgtg
  5017501 tattcgggat tgttcctctt ggaggacgct ggtacttcgg gcactatgta gaaagtgaac
  5017561 cagtttggta tcatcacata aaaaaaccac atagttattc cacatctctt agcacacgtg
  5017621 ttgcgagatc agttgcaaat atcgcggtgc caaatccaga gggagtacga gcaattgacc
  5017681 cgtgctgtgg tattggaaca gtagtagtag aagcgctttc tatggggatt aacatcgttg
  5017741 gtagagatat aaatccactt gtagttcttg gaacgagaaa aaatatcgcg catttcggat
  5017801 tggaaggaac agtaacaaaa ggcccaatcg aggagattac ggagaactac gacgttgcaa
  5017861 ttattgatat gccgtacgac ttattcactc acgcaacacc agaagaccag ctctccattc
  5017921 tttcaagcgc gcgccgcatt gctaaaaagg tagtcgttgt cacaatggaa acgatggacg
  5017981 acatgatcca tgaagcagga tttgaaatta cagatcgctg cactacaaaa aaaggatcat
  5018041 tttctagaca aattcttgtt tgtgaataag aaaggaaggt cacccgtgtg ggtgaccttt
  5018101 tttgtttggt attggtgtgt gattggttgg tggaatggag gagtgatttg gcgaaatttg
  5018161 tcggtaagtc gatattccat gtcgaatcgt cgatatattt aaaaaatcgc cgatatattg
  5018221 tgtggaatcg ctgatatatt ccaagaatcg acgatatcgt tacattagaa tgttactgtt
  5018281 cttttaattt ctcttgctgt gcaagtagta aattgcgcaa gatgtgtccg cggtaacttt
  5018341 ctagttttcg tccttcatga tagcgcacac ctaatttctt tagttcggct acgtaccatc
  5018401 cttttgttcc gtaatacatg agatcacttc ctttttgctt ttgaacagta tatgttgggg
  5018461 ggaaagtaac tttccagtga aaataataag acaggttata tcaagggccc ccataacata
  5018521 gcctccggac agtgtataaa aaaatagaca gtaatgtaag cttttttaaa caatgtatac
  5018581 aaatttatac cctatgcgtt ggcatgatat ttgcaataaa aagagtatta acatataggg
  5018641 gagagataga aatgaaggtt agtaaagtgt acacgacaat tgatgctcac gtagctgggg
  5018701 aaccacttcg aattattaca ggaggcgtgc cggaaataaa gggagaaacg cagctagaaa
  5018761 gacgctggta ctgtatggaa catttggatt atctgcgcga ggttcttatg tatgaaccga
  5018821 gaggacatca tggcatgtac ggttgtatca ttactccgcc tgcgagtgct cacgctgatt
  5018881 ttggtgtatt atttatgcac aacgaaggat ggagcacgat gtgtggtcac ggcattatcg
  5018941 ctgttattac agtcggaatt gaaactggta tgtttgaaac aaaacaaaag tttattattg
  5019001 atagccctgc tggggaagtc attgcgtacg caaaatataa tgggagcgaa gtagagtctg
  5019061 tatcatttga aaatgttcct tcatttgtat acaaaaaaga cgttcctatt aaaatagata
  5019121 actatgaatt tcaagtagat atcgcgtttg gtggagcatt ttatgcggta gtagatagta
  5019181 aagaatttgg cttgaaagtt gatttcaaag acttatctgc tattcaacag tggggcggta
  5019241 aaattaaaca ttatatcgag agcaaaatgg aagtaaaaca tccacttgaa gaagggttaa
  5019301 aaggaatata cggcgttatt ttctcggatg atccgaaagg ggaaggcgca acgttgcgaa
  5019361 atgtaacaat cttcgctgat gggcaagtag atcgttctcc ttgcggcaca ggaacttccg
  5019421 caagaatcgc aacccttttt gaaaaaggta ttttacaaaa gggagaaata ttcatccacg
  5019481 aatgcattac tgacggggaa tttgaggggg aagtattgtc ggtaacagcg gtacatacat
  5019541 atgaagctgt cgttccgaaa gtaacaggga atgcatttat tacaggtttt catcagttcg
  5019601 ttgtagaccc gagagatgat ttgaatcggg gatttttgtt aggataagag gaggtggtgg
  5019661 aaagatatgc tagttataag cgcgaaagaa caaagagact tagtaaatat gaacgaagtc
  5019721 attgcatacg cggcgcttgc tttacaagag ttttccgcag aaagaacgat cacaccaata
  5019781 cgtacttcac tgccatttgc gaatgagaaa aatactgcat taattatgcc ttccgtagcg
  5019841 gagggacttg aagtacttgg cttaaaagta gtaacagtag tcccgcataa caaaaagata
  5019901 ggaaagaaaa cgataaacgg gattgtgatg ctatccgact ttcaaacggg agaaccgctc
  5019961 gcacttttag aaggatcgta cttaacgatg attcgaacag gcgccttatc gggagtagca
  5020021 acaaaatatt tagctcgtca taacgcaaaa actttatgta ttatcgggac aggagaacaa
  5020081 gcgaaaggga ttgccgaagc agtatttgcg gttagagata ttgaaagagt catgttatac
  5020141 aaccgaacag aagaaaaagc atatgcattc tcgcaatata tacaaaagag attcaataca
  5020201 cctacttatg ttcacaaaaa cgcaaatgaa gcaataagcg aagcagacat catcgttaca
  5020261 actacgaacg catccacacc agtcttctca gaaaaactac aaaagggcgt ccacataaac
  5020321 gccgtcggct catttaggcc gaacatgcaa gaattaccat ctcacgccat cgctaatgca
  5020381 aataaagtag tagtcgaatc aaaagaggca gcactagaag aaacaggtga ccttcaagtt
  5020441 ccagtgcgag aaggtctatt tgaggcaagc gacatccatg ccgaacttgg acaaattata
  5020501 agcggggaaa aagcaggccg cgaaagtgat gaagagatta ctgtttttaa atcggttggt
  5020561 ttggcagtag tggatattat cgttgcgaag tatttgtatg agaaagcggt ggagcgcggg
  5020621 ggtgggagta ggattgagtt ttgagggaga ctgccttttg gtggtctttt tttgcataaa
  5020681 atcttgtaaa gcaagaaaaa gtagagcatc tatatgaatt caattacata tccagtaata
  5020741 actacaacac ggcccttcaa ttagcatcta gtattgctac tggtctggct gaagttcaaa
  5020801 gtagaaaaga atttagtcct gtaagtggtg tatttagtac acaagggttg aatatgggtt
  5020861 gaacaacttc tatccaagca attacagaaa aaacattatt ctaaagaaac cggtattata
  5020921 gaagaaacgt tgtttgataa acttaaagat actgttgaaa ataacgtaga agcgatggat
  5020981 cagttgtacg aaaaatttat tcgccagatg aaaatttagg aggctattta tgaatgatag
  5021041 agattatatt tatgaagaat taagtgattt tttaggtgga acattccatc aagatatgga
  5021101 aacacaagaa aaagccttac acgaatttat agaagaagct cacaaaattt gtatagaaaa
  5021161 tactataaat tatataactg catttttaaa cagtaatcta tccacggaaa aaaagaagaa
  5021221 ttcattgaat attatacaga tatttatttt cctgctttaa aactagcgcc cctagaatgg
  5021281 cttgaacaaa caggtgaaac attaaaacaa gcattaaaaa atacttagtg aaaatcgacc
  5021341 gcttatagta ggcggtcgtt tcttcgtctt aatttacatt cacatacgca tcgctaattg
  5021401 gggtaccgcc aaatgcccgt cgagctaaaa ttttgaagta cccccaaatg aaaactttct
  5021461 ttctctagag ttagttactt tgaaaaatcg gcagtttttt cgtttagggg tatttgcttt
  5021521 ccttagcttg agggcgatgt gggattttag attaatggtc agcgactgtc tatatttgca
  5021581 tgtcttatca tataatgcct ctgattttca aatgtaattt taatgacatg ctagattata
  5021641 tattccgctc ttaatatatt taaagggtga ttgggtatta agattaatta atggaatgaa
  5021701 agatttggat taaatgcacc tattattaca ttcgggaata atatcactaa tgctgaaaag
  5021761 atatttgatc taggggttat tttgagtatt ttaaaaataa ttaaggagag aaaaagtaga
  5021821 atgtttcatg attaaaattg attatatgct aatatttcaa tagaaagggg aaatatttaa
  5021881 aaattcacaa aatattataa tttatttagt gaaattaacc aatgtatatt atactcatta
  5021941 tgtattaaag gggaaatgaa aaaagcttgg tcaacagtag cggggtggtt taattaacat
  5022001 gaaaaaaagt atagatttta ataagaaagc ttttgcgcat tatatggcac tttatcctgt
  5022061 aaatgaaata agagtccacg taattgtcct cgtccttttg ggggcagacg tgtttgttct
  5022121 tttgcctgcg ttcgcaaatc cttttcgatt actctatgta tatatagtaa ctcctccagt
  5022181 tattttttta aatttgtggg cgatatggat tgctatcaat cctcggaaac gacaattaca
  5022241 atacactcta tttcgaggag tatatggtac catatgttca gtcggattat tggttataac
  5022301 tcaaaaatat gcctatgaag tgttacaatt acaaactccc atctatttta ttctttcatt
  5022361 tggtttgtat ggttttgctt tgtatcattt ttataaaaat catattgaaa aacttcagga
  5022421 accaagaaaa aaatcaaaat catcgaaagg aactggtggt gtaaaagtag cagctattgc
  5022481 agcgggattg gggcagttaa ttgctaatat cattcttagc attgcaacac aacagatggg
  5022541 ggcaattgta tttatgtgtg catgcacagt gttttcgttt gctttgtttt atatgattat
  5022601 agaactccat aagtattatt atttacggaa gcatatagaa gatggaggga aaatacgtat
  5022661 aggcttttaa agaggatttg ttgcatttca agtatataat cgcattcttc ttatggaagt
  5022721 cattcacgag acttatagca ataaaagatg tataagtgga agattatatt ctagtaaaac
  5022781 atctgaagga atggaaatta agtttgttct tattaatgat aagattataa cggtttatcc
  5022841 aatgtattaa agaatgtgag gtactcaaaa atgaaagtaa ctattcagcc catagttaaa
  5022901 aatgcaagac catatagagg taattgctaa gaagcacccc ctaagtttca gatgaaatta
  5022961 aatgattgaa tatttatatt taaataatcg attatttatg ctttaatatt tctatgtaca
  5023021 taactgggat aattaggaat ttatatttaa tatgttttaa gaaaggggaa tgtttttttt
  5023081 atggaaactc cagaaaatca atttaaacgt gcacttaatc cttggttctc catttggaca
  5023141 aaaccacgtg atacaatgaa agaaattttt atatccaaac ctaagaatgt gtttttactc
  5023201 attttattag gctcattcgt acagacttta gatcgagcat cttctaaaaa tgtggcggat
  5023261 tcaataagta gtccagtttc attaatctca atggttatat tcggtacctt cgttgctttc
  5023321 ttaatttatt attttttgct accagcgtta tttaattggg tggcaaaaaa acttggtgga
  5023381 caaggtacct ttgaaaaaac acgttactca gttgcctatt cttatatccc ttacgtttat
  5023441 tctcttatat tagtttgggt gccttcattt ttcttgtttg ggatagaaaa ctttacgagt
  5023501 gagacaccgg aaatggatag tagcataact ttaacgattt tgtttcttat ttttgccata
  5023561 attgatgtag ttattggaat ttggacaatc attatttcct taaaatgttt aggagaagca
  5023621 caccaatttt cagcatggaa agcattatta acagtaatag tgtcctttat gattatcatt
  5023681 cttcctttgg taataatagt atttcttata gtaggggtta caacttttta atcatttatt
  5023741 tgcctcttat ttatccaaat gttttctacg cgctgttagt aattgttaca ggatgaacaa
  5023801 ccacatgatt cggatgttcc acttggcgaa gcgtatgacc tatatgatca aattgatcgc
  5023861 ccgttttacg gcctgttttt cttattatca gtgttaacag gaatttgtga aggcaaactt
  5023921 gaaaatcaaa tattaaacta ttaaaacctt aagggagctg agtagattgt ctttgtttgt
  5023981 ctcttatttt ccaatcggag aataagggat gaatttttat gaaggagtaa atgcagcctt
  5024041 tattaccatt cacgccattt ttctgttata tcttcctcag actctaagcc agctatttgt
  5024101 gctgctgtat caataaattc atagagatct tctctttcca ttgtttcaat gaaatggtcg
  5024161 tgttcgatat ttagttcatt taatttcata actacctctt taacaacttg cattacttca
  5024221 gcttcggttg gattctcacc taattgctgt aaattgttaa tgtaagtgtc aagagccgta
  5024281 tttgttgcac ttatattttc ttcagtgaaa aattcccggt cttcatcata ctcaacccat
  5024341 gcggttgttg ggttgttttt ttcaattcat caaatgtcat gataacctcc taaaagtttt
  5024401 tttatctcca atctcattct acattttcga tcatgtatag caatcatttt agagggattt
  5024461 tctgtaagct actagttttt taactcattt tacgaggtaa cctattcgtg gtctttttag
  5024521 tttatttttc gcataaatat attttatcgc aagaacgcat taatagattt taaactttct
  5024581 acctttgtga aaaaagtttg acaatacata cgggtagtgg taatttaaaa cctataagaa
  5024641 aactcggtat taattccggg ttttcttata ggtgtaaata gtcgagaggg gtcgaaatat
  5024701 gaagaagaag ttgtttgtat taccatttgt cctactatta tttattgcat tagctgcttg
  5024761 ttcaggggaa aaagattcga agcaagcagg aactagtaaa tcagggattc cgaaagatgg
  5024821 aggaacgtta acgattggtg ttagcgataa cccagagacg atgaatccgc tttatgcgaa
  5024881 tgatcgtgtt tcgttaacgg tgcagcaagc tttatatgca ccgctgtatc atatggaaga
  5024941 cggtaagaag aagtttgttc ttgctgagag ctttacgcct tcagaggatc aattaacatg
  5025001 gactttaaaa ctaaaggata atttgaaatg gcatgacggt aagaagatta catcagacga
  5025061 catagcattt acattccaat ctattttaga tgagaagcaa aatagctcaa gtcgtgaaaa
  5025121 ctttgttttt aaaggaaaac cgcttgaggt gaaaaaggta gatgagttaa caactcaatt
  5025181 cgttttacca caagtaagtg catctttcga aggtgtgatg aatgatttct tcccaattcc
  5025241 gaaacatgta tttgaagggg aagcagattt agcgaagagt aagaaaaact tacagcctgt
  5025301 aggatcaggt ccgtttaagt ttaaagagta taagtctgat gagtacgttg cattagatcg
  5025361 atttgatgat tatgtaggtg gtaaagctaa attagattct atcgtatacc gcgttgtaaa
  5025421 agatcgtaat acagcaaatg tttcactaca aaatggtcaa atcaacatga agatgattga
  5025481 gccacaagac tttaagaaat tagatagtac agggaacttc tcaatggtga cattcccaga
  5025541 aggtagatta ttctacttat cttataacat gaatacagat ctgatgaaga aaaaagaagt
  5025601 gcgccaagca attgcacatg cgttagataa aaaagaaatg attaactcag cattcgtttc
  5025661 tagtcaattt gcagaaccag caaattcaat tttaacgcca gacgctatgt attatgcaaa
  5025721 agacattaaa gagtataagt atgataaaaa agaagcgaaa gatttattag cgaaagctgg
  5025781 cgtgaaggat aaagaaaaag tacgcgttat gtatgtaacg aataataaaa ttatggaaag
  5025841 cttagcgctt tatacacaac aaaaattaca agaagttggc ttagaagttg aactgaatgc
  5025901 attagatgct agtgcagcaa gtgacaaaag cttagataaa gagaataaag aatatgacat
  5025961 tacattcggt ggttacataa tgggacctga gccagattca tataagagct tattcttaag
  5026021 taatgctgaa tacaactatg cacgttataa aaacgctgat ttcgataagt tatgggaaga
  5026081 agctgcagtt gaaacagata aaacaaaacg cgcagaacta tatcataaaa ttcaagagac
  5026141 agctagagaa gacttacctt atctaccaat tgcgtatccg aaagcagtta ttgcagtaga
  5026201 taaaaagttt gatggattga aagaagcaaa agcaattcct gtcacaatgt ttgaagatgt
  5026261 atctaagatt tatgaagtga aataagaaac aaacagtaaa gaagctggtg gaaatcagct
  5026321 tctttagctt gaggggggaa gtttgtgtat aaagtaattg cgaagaggct tttaaatgca
  5026381 attccgcttt tatttgttat ttctattatt tcttttctat taataaaact agcaccagga
  5026441 gatcctgtgc gaaactttgt cacgccgaat atgagtccaa ttgatgttga gcgtattcgc
  5026501 aaaagtttag gactagacca accaatttat atgcagtata ttttatggct gaaaaatatt
  5026561 ttaacaggga actttggtta ctcactgcaa aatcatcgtc ctgttttaga tcttattgta
  5026621 gaaagattac cagcgacaat cggtttaatg ggatcttctt tactcgtctc atttgtgatc
  5026681 gcaatcccac ttgggttatt tacaggtgtg aaaaagaatt ctatctttga tcgcattgta
  5026741 aactttattt cctatgtagg aatctcaatg ctagtctttt ggttcgcgtt actattaatc
  5026801 tacttgttct ctttaaagct gaatcttctt ccgagtatgg gtatgcgtac ggttggccaa
  5026861 gattccgtct gggatattgt ccaacatggt attttacctt gcatggtgct tgcgttccaa
  5026921 aacatctctg tctatatgag atatattcgc tcaagtacga ttcagcaatt agaagactac
  5026981 gtacaaattc aatatgcgta cggtgcttca aagaaaacag ttttatttaa tcacgtgctt
  5027041 cgaaatgtat taataccgat cattacaatt ttcggattat ctattccaag tttagtgggc
  5027101 ggagcgttta ttacggaaac agtattttca tggccgggtc ttggttcact tggggtaaat
  5027161 gctattttta gatttgatta tccgattatc atggcaatta cattattatc atcattcatg
  5027221 ttaattctcg gtaacttaat tgctgatatt ttatatggcg tagtagatcc gcgcattcga
  5027281 atgagggggt gatttggaat gaataatagg agatttcaaa cgataaagca tagttttaca
  5027341 aaaaataagt ttgttgcaat gggagttatt atacttgccg ttttaacggt cgcatcgatt
  5027401 ttcgcattcg tatcgcctta cgatcctagt aaaatgtcaa ttccagatcg cttacaagaa
  5027461 ccaagtgtga gtcatccttt cggaacggat gattacggaa gagattactt aactagggcg
  5027521 ttatatggtg gacgcgtttc acttgcggtt ggtttccttg caatggttgt atctgttaca
  5027581 atcggtaccg cagttggaac aattagcgga tactttggcg gaaagttaga caacttctta
  5027641 atgcgagttg ttgaagtgct gatgtcaatt ccatcattct tcttaatgtt actattaaat
  5027701 gcttatttaa aaccaggaat tacaacgtta gttcttatta taggattact aacatggatg
  5027761 gacaccgctc gtatcgtaag ggcagagact ttatctgtaa aagagcgtga gtacgtttta
  5027821 tatgcaaaag tgtcaggaca aaaatcactc acgattattg taagacatat cattcctaac
  5027881 attttatcaa ccattattat cgccgcgaca ttaacaattg cgacatcgat tttaatggaa
  5027941 tcatcactta gtttcttagg tttaggtatt agagaaccag attcttcttg gggcagtatg
  5028001 ctgaacaatg cgcaaggata tattggcgaa gcttggtatt taacactctt cccaggattc
  5028061 cttatccttt taacggtatt aagttttaat gtaattggtg aagcgttgaa gaaagctttc
  5028121 gcaccaaaag gagctggaaa tgaaaactaa agtgttaagt gaaaggagtg agaagcgtgt
  5028181 ctgaaaaact actagaagtg aaaaatttaa agacttcttt tttcatagaa attggagaag
  5028241 tggaagccgt tcgcggcgtt acatttcgtt taaataaggg agaagtagtt ggtatcgttg
  5028301 gggagtctgg aagcggaaag agtgtaatgg cgaagtccgt tatgtctctc gttacgtcac
  5028361 cagggaaagt gaaagaagga gagattcttt ttcataatga aaacatcctt tctaaatctg
  5028421 aaaaagaatt acgttctatt agaggaaatc aaatttcact tatctcccaa gatccaatgt
  5028481 ctgcgctaaa tccggtcgtg aaaattggga aacagatgat ggaagtaatt atacgtcatc
  5028541 aaaaagtgaa aaagaaagaa gcagagcaga tcgcaatcaa cttgttaaag caagttggcc
  5028601 tttcgtcacc agaataaagg gtaaaacaat atccgcatga actaagcggt ggtatgaagc
  5028661 agcgggttat gattgcgatg gcgatgtctt gtaatccaga tcttctcatt gcggatgaac
  5028721 cgacgacagc gcttgatgta acgatacaag cgcaaatact agacttaatg aaaaacttaa
  5028781 aaaatgaaac gaatatggcg ctacttctta ttacgcatga tttaggaata gtcgcgcaaa
  5028841 actgtacacg cgttatcgtt atgtatggcg ggcttattat ggaagaagga cctgtacttg
  5028901 atattttcca atcaccgaat catccatata cgaaagggct attaaactct ttgccaaaaa
  5028961 tatcgaacgg cgtaaaagaa agacttgcgc caattcaagg tgtaacgcca aacttattac
  5029021 atccgccgaa aggttgccca ttcgcagagc gttgcccgca tgcgatggac atttgtgaaa
  5029081 aagaacgtcc gccgtatttt gaaatcggag acggaaggcg ttccatgtgc tggttaaatg
  5029141 atagggcggt aggtgattca catgcatgaa gaaaacttaa ttgaagtgcg gaactcaaaa
  5029201 aagtattttc ctattaaaaa aggaccattc ggcagaaaaa cagagcaatt aaaagcagtt
  5029261 gatgacctaa gcttcacaat taaaaagggt gaaacattcg gactagtagg agaatcgggc
  5029321 tgcggaaaat caacgacagg aagaagcatc attcgtttac acgatgtcac ttcaggtaac
  5029381 gttttattcg atggaaaaga catcgcaagt ttaaaggaaa gtgaactaaa agaatataga
  5029441 aaacgaatgc aaatcatttt ccaagatcca tacgcatcat taaacccggc aatgaacgta
  5029501 ttccaaatta ttagcgaacc aatgaacatt cacggatctt atgaaaaaga agaacaaaaa
  5029561 gaaatcattt tagaccttct caaaaaggta ggcctaaaag aagaacatct atatcgctat
  5029621 ccgcacgaat ttagcggagg ccagcgccag cgcatcagca tcgcgcgcgc actatctgta
  5029681 aaaccagact ttatcctatg tgacgaacca atctcagcac tcgatgtctc agtccaagca
  5029741 caagtcgtaa acatgctgca agacatccaa gaagaaacag gcgtcacata cttattcatc
  5029801 gcacatgacc tatctatggt aaggcacata tcagatagaa tcggagtcat gtacttagga
  5029861 aacatagtag aaattgccga tagcgaagac ctatacacaa aaccggcaca tccatacaca
  5029921 caagcactac tttcatccat gccagaacca gatccaacta aaaccgggaa agatcggatc
  5029981 attctagagg gagaagtacc aagtccactc aactcaccat ccggctgcaa attcagaacg
  5030041 cgctgcaaat tcgccactga aaaatgcgca caggaagtac cgaagatggt ggagattgcg
  5030101 aaagggcatg aggtggcttg tcatttgttt tagagtgggg gaaagcactg gggggacctg
  5030161 gtgctttttt cttttgtagg gggcgtgggt gctggtgtgg gattggttgg tagttttggc
  5030221 gctgtttttt gcgaaatttg tcggtaagtc gatatgttgt gtcgaatcgt cgatatattc
  5030281 ggagttgcgg tcgatataat tggataatcg ctgatatatt tttgtaaaga gtgtgattgg
  5030341 ttgtagatta atgatcagcg actgtctata tttgcatctc ctatcatata attcccttta
  5030401 tttttcaact ataattttaa tggcgaactt tttttgttgg gaaagtacgt aaagtaagac
  5030461 aacgtattaa aaatcatcgt gatgaagtat atcgtattga tgtaagtatt gtagaaggtt
  5030521 cgatggaaag agaaatttac gaaacatata tgattaacga atttcaagca aagtataatg
  5030581 tggataaagt attttataaa taacaccaac gtaaaacatg atcttggtac tacatcaaga
  5030641 tcatgttttt tatatgcaat aaaaacaatt gattactctt aatcattcga caagatgcaa
  5030701 caatttaaga ttgtattttt tgctatgata agtaaggaat ttacatatcg tgttattggg
  5030761 ggataaaaag agatgttgaa aaaatttact acatgtattt taggtggcgc tttagtattc
  5030821 aatttatctg gttgcggcaa tacatccgac aaaacttctt cagaatctaa agaaactaat
  5030881 tctaaacaag aagaaaagaa cgtgcaaaca actgatgagg cgaaaacgaa agagaataca
  5030941 aagcagaaaa atacagaaca aacaaaagag aagtcaaaaa taaaagaaaa agagtatgct
  5031001 gtaaacaagg attttcatac acctaaattt gatgtaactg taaaaagagt tgtagaaaga
  5031061 gataaggttg gtaaagaaag tataggattc caaaaacctg aagatggaca tgtctttatt
  5031121 gttgtagaag cagaagggaa aaatattaca agcgaaccga tgaaattagc ctttttacca
  5031181 tcagtggatt tagtggatga aaatgataat gcttaccaaa gtgatgtgtg ggcagctagt
  5031241 agttatgatg ttgaaaaagg tgagacctct agtattacta aggaattaaa accaggggaa
  5031301 gtaaagagac aaaataaagt ttatgtgatt aataaagaaa aatttgatac aggaaaatgg
  5031361 tatgtagttg ttaacaatga gtataaggaa caaattaaat agtgtttatt tatgaagagg
  5031421 agagggctcc tcttttttgt tataagttaa catagaattt tattttaaca tgatatcaga
  5031481 gagcgtttat tgaatagtga attaaaattt aaataaatcg aagaaagagt aatcttattt
  5031541 atactagaaa aatagcaaag gagagtaaaa aatgaaaatt tgggaattaa agagttcatt
  5031601 tgatgactat gaatcctttc aattattgaa tttagaagaa gattctaaaa agtattttga
  5031661 agggaaaatt gactcggcag taaaagcatc tgactcatgg ggagaaatac gtattaaatg
  5031721 tgtagaagaa ggaaatcaaa gtgatttgcc tcatttttgg ggagaagttg gtacaacaat
  5031781 ggttagtggg aaagctaaaa aattcttaga atctatactt ggtgataatg tagaatttct
  5031841 tcccctaatt catgatgtga cgggagaagt gtattatata attaacgttt taaatgcaat
  5031901 agatgctatt gactatgaga aagctatact aaagaaacta cattctggct tagtaataga
  5031961 tttcaaaaaa tacgcattct tacctaatat ggttaagaac caaacaatat ttaaagttta
  5032021 cttaaatgaa atattacata ttccttccgt ttttgtatca gatgaattta gaaatacagt
  5032081 gttagaaagt gatttaaaag gttttgaatt tataacggta tgggattcag aagcaaacat
  5032141 gtaaaagaaa gtcctaaaat aattgatagg agttagtgat atggatgcaa aggttttaga
  5032201 agttctaaga atgttaaaca attatgaggg aaatgaaaaa gaaatttttg aactgattca
  5032261 agctgaagta atggtgaaat ttatatgtgg aaaaatctga ttttagaaat tgaaaaaata
  5032321 gagaaaagtt ttaatgataa actgaataca ccagcaacag atagtgaggt tcagaaatta
  5032381 agagaacgca tgaaagagag ttttaatgtt gacctgccga gtgaatatga ggagtttctt
  5032441 aaaaatgtaa atggattaga ttttaacggg ctagtatttt atggagttga ctcttatttg
  5032501 ttagatacag aaagggacga atcaatttgc gggcttatag aaaccaatga tatttggtat
  5032561 gaaaatgaat ttcaaaaaga gcatcttttc tttggcgatt caaatattgc gtggttttgt
  5032621 aagagtttat cagacggtac ttatttagaa cttgataaac catcaggtac agtaatgaac
  5032681 acatataatg aacacatata atgattttaa tacaatgctt gaggaagcgt taaaaataac
  5032741 tcttctttaa tagggggtat taaaaattat gtttaatttt ttgaaagaat atgttgtggc
  5032801 agacagaagt gtttgttcta aacaaaaacc tattttctat cctatatatc aagatgggat
  5032861 agatgaggca gaaagcttat tacaaatgga actcccaaaa gaactgaaac gcttttatca
  5032921 agaaataggt tgtgggtttt taaagtctga taaaaaaacg tttttcaaca gatttatgga
  5032981 tccgatttca gttgcagatt tccgtttaag gcaagatatt tatgaatata atcctaacct
  5033041 agatgatgta gatgatgatg aatcattagt gttttttgaa gtaacagaac ttaacttttt
  5033101 aaccattaaa tttaaagagg aaaatgaatt aagtcaatgt cctatttact ctgaggatga
  5033161 gaaaatagcg gattctttag aagaattttt aattaaaatg gatgaaaatc ctgactatta
  5033221 tatttaatct ttttaagact tgctttaagg tgtagcattt gaaaaatatc taatcatgag
  5033281 taaaaaagct tatgtataac ctgcataagc ttttttaatg tccataaaat gaaagaaatt
  5033341 ttcatatcca aatctaagaa tgtgttttta ctcattttat taggctcact cgtacagact
  5033401 ttagatcgag catcttctaa aaatgtggcg gattcaataa gtagtccatt ttcaataatc
  5033461 tcaattgagt tgtacatcaa taaggtgtga ctttttattt atggatttac gacatcttta
  5033521 tttatagtgt tttgaatgta tacttttttt atatgaattg aggatatcaa gggaattgtt
  5033581 gagaagtcaa tgtttaaggg ggaatgaaag taaactaata tttaaaagtt tactttcaaa
  5033641 ttagaaatac acttattaga cactctaagt aataaatttg ttccacttta agaggaggaa
  5033701 gaattttggg tttttaaatt atatatgaat caattaagct tttttagata aagcaaatcg
  5033761 agttcagata aacgaagatt atagaataca taattttaac tagacttatt attaactaat
  5033821 tgatccccgc caccaagctc cgcctcaatc tgcgaagtct tcgatgattc atccatacgc
  5033881 caatacgtaa taaagctgat ggcgatacat ccagctacgt agaagtagaa tagtgattcc
  5033941 attccgatac tttttagcca taatgcgatg aactcagctg ttccgccgaa tatcgcaacg
  5034001 gttagtgcat atggtaaacc tacgccaagt gcgcgaattt cagttgggaa gagttcggct
  5034061 tttacaattg cgttaatgga agtgtaacca gtaacgataa tgaggccgac catcatgagt
  5034121 aagaatgcta cgattggttc tgtcgttttt tccataaaga agaagattgg tgctgttagt
  5034181 aacgttccga gaataccgaa tgccattaat aatgggcggc ggccgatttt atcagatagt
  5034241 agccctgcaa tcggttgaag tacgacgaat ataagtagtg cgacaaagtt aatccagctt
  5034301 acaatttctt tcggaagacc gactgtgttt accatgaatt tttgtaaata tgttgtgtac
  5034361 gtatagaatg caacagtgcc tcctaatgtt aggccgacta ctgtcaatac tgctttcgga
  5034421 tgtttcataa gagtgcgaac ggttcctgcg ctctcgcgtt tttgtgattt tatgtttgcg
  5034481 aattgctccg attcatccat cgtacggcga agccataata cagctactgc acccatcgct
  5034541 ccaataatga acggaatgcg ccatccccaa gctttcatat ctggttcgct tagtaattgc
  5034601 tgaagaacaa tttgaacgcc taatgcaacc atttgccccg caacgagcgt tacatattgg
  5034661 aagcttgaat aaaaaccgcg gcgaccacta ctagccattt cagataaata cgttgcggaa
  5034721 gttccgtact ctccgccaag tgataatcct tgcagtaaac gggcaagaac taaaataatt
  5034781 ggtgccataa taccgatgct ttcgtaacta ggtgtacagg cgataattaa agaaccactg
  5034841 gccataaccg taatcgaaag cgttaatgct gctcggcgtc cgtgccgatc tgcataacgt
  5034901 cccattagta aacttccgat agggcgcatt aaaaatccaa ctgcgaaaat agccgctgtg
  5034961 ttcaataatt gactcgttgg atcaccttta ggaaagaact ctgctgaaaa ataaacagcg
  5035021 aaagcagagt aaacgtacca gtcgtaccat tcaattaaat tgccgacaga acctttaaaa
  5035081 atattgccgg cgactcgatt agattttgct tgagccataa tcattcctcc tcttgcttag
  5035141 tagtaaaatg ataaatatga aagcgtgttc attgtagttg aattgtactg tttttcgaat
  5035201 gaaatctcaa tattatgaca attttattct ttttgtactt tatgaacatg gatattttta
  5035261 atagttgctt cattttcagt tttgtcataa taatagaaaa aggagattga tagttttgaa
  5035321 tattttatca aagggtatgg ggtatgaaaa aatcacgcaa agtgtcatta caaacgaaaa
  5035381 tagtaagctt aattatcgcg ttaattttat ttgtcgttct cctgttagca ggaatatttg
  5035441 tttacattca gtccgttgat acgaagcgtc aagtggaaca gttagcactg caaacggcta
  5035501 aatctctttc ttttatgcca gctataaaag aggcttttca aaataacgag cataaaaata
  5035561 acattcaatc tattgcagaa caagttcgtg agcaagctgg tgcagattat gtaattgtgg
  5035621 aagatcgcta tggggttatg tattcacatt ctaattcaga gttaattggc acaaagaata
  5035681 acaatccata taactatgaa gcactcactt ttggcggata ctatacactc gaaggaaatg
  5035741 gtacaagtag tccagcttta atggcgaaag cacccattat tgttcataac ggagactatg
  5035801 atcaagtagt aggcgttgtg acagtggagt ttttaataaa aggtattgaa tctaacatat
  5035861 tgagtagaac gaaagaaatt atcctctttt ccttagcggt gttattagtc ggaattgttg
  5035921 gcggcatcct tttagcacgt agtattagga aggatacact cggtttagag ccgaatgaaa
  5035981 tcgcagcgct ataccgggaa agaagcgcga tactactatc tataaaagaa ggaattatcg
  5036041 ctattgatcg aaatggtttt attacgatga tgaatacatc ggcagaagag atgttacatg
  5036101 taaatggtga ttatatgcag cagcacattt caaaagtttt accggaattt catatggaga
  5036161 gagtactaga aaacgatcaa gaaatcgcat ttcaagataa agtgtttatt ttaaacatga
  5036221 caccaatact tgaaaataat aatacggtag gcgttgtatg tagttttaga gataaaacag
  5036281 aactgcaaaa ccttgtgaac acaatatctg aggtaagaaa gtattccgag gacttacgcg
  5036341 ctcaaacaca tgaatttaca aataagcttt tcgtcttatc aggattactt cagttagggc
  5036401 actacagaga agcgattgaa tttatccaac aagaatctaa tattcatcaa agccaaaacc
  5036461 atattttatt ccatcaaatt cacgatgcga aagtacaagc tattttatta gggaaaatcg
  5036521 gaacagcgtc tgagaagaaa attgattttc atattgaagg agatagtgcg cttcatccat
  5036581 taccagacca tataaaagtg tcgcatctta ttacgatact tggaaacata atcgataatg
  5036641 cgtttgatgc ggtgagtgaa cgagaggaaa agaatgtttc cttctttgtg acggatattg
  5036701 ggcacgatat tgtatttgaa gtaatagata gagggatagg aataccggca gaaaaaataa
  5036761 cgaccatttt tcaaaaggga ttttcaacga aaggaaacaa tcgtggttac ggactagcaa
  5036821 acgtgaaaga aatggtagat gtactagaag gaacgattga aattcaaaac gagagaaatg
  5036881 ggggagctat ttttacaatt taccttccga aaacattgag agaaagtaca taacaaacag
  5036941 gggatgggta tatgttgaag gttgcaattg cagaagatga tttccgcgtc gcgcaaattc
  5037001 aggaagagtt tttattaaaa attaaggatg taaaagtgat gggaaaagcg ttgaacgcaa
  5037061 aagaaacaat ggaactacta caaagggaag aaatcgattt gcttctatta gataactatt
  5037121 taccagatgg aattggaacc gacttattac cacaaattca tgctgaattt ccaaatgttg
  5037181 acgtcattat ggtgacagcg gcaaatgaaa accatatgtt agaaaaagca attcgaaacg
  5037241 gcgtaagtaa ctaccttata aaaccggtca cgttagaaaa atttgttcgc acaattgaag
  5037301 actataaaag aaagaagcaa ctattacata ataacaatga agtgaatcaa acactcatag
  5037361 ataatttctt cggcatttcg caaacacaag acataaaaaa cttaccgaca ggtgtggatc
  5037421 cgttaacact gcaaaaagtg aaaggaatta taaaaggatt tgaagagggc attacaatag
  5037481 aagaaatggg agaacaaatg ggtgcttcca gaacaaccgc aagaagatat ttagaatatt
  5037541 tagtagcgac aaacgaatgt acagtagagt acacatacgg cattatcgga cgaccagaac
  5037601 gaaagtaccg aataggacga gggctatgaa aaaacgatta ttactatgta tatggatcat
  5037661 gacaggagta atagctggtt gttcttcgga aaaatcccaa acgaatatag taaacataga
  5037721 cgaagtagaa atcgttgcgc cgaacgttca aggagcaggg tgggacttaa cagcacgggc
  5037781 gatgcaaaaa acgctaacag aagaaaaaat cttcacaaaa ccaatcacag tcacaaataa
  5037841 agtaggtggc agtggtgacg taggatggaa atatacgaaa caaaaaggtg gtcacgtact
  5037901 ggcgattaac tcaagcttac tcataacgaa caatctacta ggccacagta aactaacata
  5037961 taaagacttt acgccgctcg caactcttgc atcggactgg gaagtcgttg tcgtatcaaa
  5038021 agacagcacc atagataacg caaacgaact aatggaacaa ctaaaacaaa acaagaaaaa
  5038081 cttcaacatc ggcgttgccc caggcctagg aaacgacgat cacctatcat tcgtacaagt
  5038141 aagcaaagcc ttcggcataa acccagccga actacaattc ttcgtctacg aaaacaaaga
  5038201 aaaaatcata aacgccctaa cgaacaaaca aatcagcgcc gcaaccatga ccctatccga
  5038261 agccgaaaaa caatacaaag ccggtaaaat aaaaatacta gccgtatccg caccaaaacg
  5038321 cctagaccga ctactacaaa tcccaacatg gaaagaacaa ggaatcaacg tcatattcca
  5038381 gcactggaaa ggcattatgg gcccgaaaaa tatgacggaa gaagaggttg cttattggga
  5038441 tggtgttatt aaaaggatgg tggagagtga tagttggaaa gggattttga gggagcgggg
  5038501 ttggaattct tattataagg atagtaggga gactaggggg tttttggagg agagtagtgg
  5038561 ttggtatggg gggatggttg gtggagctag agttgataag taattttagc cacatgtact
  5038621 catgaaatat tgacatcatt cttagtatat ttatttagaa ttttaaatag agattagttc
  5038681 attcaataag tttttatata gattcttcct tttataatga taattcatta ttatggtttc
  5038741 atatttaaga tagaaaggaa aatctaaagg ggagtataat tggactgaat gatagaacat
  5038801 taaaggtata ggacggggga attatgatga tacatacttt agtaagggga caaaagatag
  5038861 acgtcactaa taatcatctg gagattagag gtttactggt agatttaact tggaatgccc
  5038921 cgatgaatat ggatgtagat gcatcagctt ttttagtagg gtttaatggg aaaattacta
  5038981 aagaagaaga tttcgttttc tatggacaac cttattctag ttgtcgatct gttcaattga
  5039041 atcaaaatga aacaaatgga agtaaacaaa gattttcgat agattttact catataaaag
  5039101 atgaggtaca aaagattgtc ttttcgatta caattcataa tgcggaagag aagaaacagg
  5039161 cgttacgaga tgtttcccat attcaattga aaataagtaa cgcacaatca ggtttagaaa
  5039221 ttattcattt tcctattaca tatccattta cagatgaaag tgccattatt gttggagagc
  5039281 tatatcgaca tggaggagga tggaagttca atcctattgg agctggctat tttggtgggt
  5039341 tagctgcatt atgtacaagt tttggaatag aaatcgcaga tgacgaaaaa caaacagctc
  5039401 ctcctataga gaagaaaata gttcctactc cgcctccagt acaaaaagct attaatgcag
  5039461 tgaaggttga attgaagaaa aaacaatcta taaatataca aaaatctaaa atggtaacag
  5039521 ctactttaga gtgggaaaca aataaagatt tagacttata ttgtttttac gtaacaacga
  5039581 atggagagat aggaaaggtt tattataaaa atctaggttc gtctaaaata tcgccgtata
  5039641 ttgtattgga cggtgattcg caagaaccag gaaaagaaac aattcgtatt tatagaccag
  5039701 aagctttaaa atatgtttta tttgctgcgt atagtgctgt cggaaatgga ataggtagtt
  5039761 tctattctat gaaggctaaa gctgttgttg ataatcatat gggaagcgtt gtaacagcac
  5039821 cgttattaga aataaatgac catgcttatt gggtgtgcat tgctcatatt gatttcacca
  5039881 atttaaatga gatgaaaatt tcacatgtag aaagttactc aaaaaatcat tcagaagctt
  5039941 cgccactatt gtatgagaat ggaaaattcc gaatggatgt tgggccgatt gaatttaaaa
  5040001 atgaagagga ttatcagaag tattttaaat agtagagtag aaaatcatac attaaattgt
  5040061 atgatttttc ttttatacat agtttggtaa aatagtagta attgtaattt attgtaacgg
  5040121 tggggatgaa aatgttagag caactcataa ttgaattagc taaatcaatg aagcaggctg
  5040181 aagatataaa tggtgataaa aattatttaa ttataaataa ggatgatgaa ggattagacg
  5040241 ttgaagtgaa aatttcatgt ggacaatatg aagatgaagt gtcttatttt aaagtgagct
  5040301 ttgaacttct taaaaacact ttggaaaagt ttatggctat gcgtacggta aaaagtgaga
  5040361 atttcggaca aacaagtgaa tgtaatgctt tcttgttagc cttcttttca cagctgccat
  5040421 ttgtgaatgt aatggaatca ggagctatta catttaaaga attccaaacc gataacctgc
  5040481 caagcgaaaa atatgataaa gtcatgctct ttttagaaga gataatgaat ggtacatata
  5040541 atccaagtat gttacgtcaa caaacggatg aaaatttata tagaatgaaa tctaatgcgc
  5040601 gccaggattt aaggttgttg ggctttttga atgaatctca tgaaatgaat cagcttctat
  5040661 taaatgaata tgttcagtcg gaagataaga atgtttacat tgctcagtta attttaaagc
  5040721 aggaatattt ccgacatgtt ctatttattc ttggattgtt agagaagtat tcaaaggatg
  5040781 aaaagaaaga agctttagta ggtttgggaa tgacgattgt ccaaaattca ttaggtgata
  5040841 atttaatggt tgaatcggta gcgaagcggc gtacgggtaa cttactagat tggcttgaac
  5040901 aagtaggact aattaatgat gaatggattc ctgttgaaca atatgtaaaa gatgatgggg
  5040961 aaaagggcgg tagcatgaac agtaatttac gtgaaaagtt tttaacggtt atgaatgagt
  5041021 atttacaggc aagaacagaa agatttgcgg gacataaaat gggatcggtt gttaggaatg
  5041081 agatgacaac ggaaataacg aggttaccat ttattgatca tagtcagtat gttgttacag
  5041141 ggtcagttgg acaagggaat tgggctgctg ttccatggct tgcgattatg aataaagata
  5041201 ttacgacatc tacgcagaga ggttattata tcgtttattt gtttagtgaa gatatggagc
  5041261 gattatattt aacgctggcg caaggtgtga cagaaacaac taaagaagag atgcaaaaaa
  5041321 ttaaagaaga gattcgtgaa caaatacata tgtctcaaaa ggtgaaaaaa gatgatgata
  5041381 ttttcctagg gacaagccct aaagcaaaag gatatgcgaa ttcaacagcg gcttatattg
  5041441 cgtatgatgt taataaaatg ccaagtgaaa aagagttagt agaggaccta gaagaaatgc
  5041501 ttcgctatta tgagggattc atagcttata aagaggaagg aacgaaatat gaaatgattt
  5041561 atgaaaggaa agaagtgtat ttagatcaac aatcaattat cgatcatgtg tcctcttata
  5041621 ttcaaagtaa aggtttcttt tatgagaaaa aggatcttgt taatttcttc ctttcattaa
  5041681 aaacaaagcc atttgtaatt ttatcaggta tttcaggtac aggaaaaacg aaaattgtgc
  5041741 agtggtttgc agagagttta ggggccacgg aagagaatgg gcaatttaca cttattccgg
  5041801 ttcgacctga ttggagtgat agctctgatt tactcggtta tgtgaacctc caaggggagt
  5041861 ttcaagaaag gccattaatc aaagttcttg aaaatgcaga tgcaaatcca aataggccgt
  5041921 attttgtagt gttggacgag atgaacttag ctcgagtgga atactacttt agtgattttt
  5041981 taagtgtaat tgaaagtcgt aaatggaaag atggaaaaat tgttacgtta cctgttcttc
  5042041 ctgagtcaat tgcgaataag catattacga ttccatcaaa tgtatatatt atcggaacgg
  5042101 taaatatgga tgaaacgaca catccgttaa gtaagaaagt attagatcgt gcgaatacaa
  5042161 ttgagtttaa taccgttaac ttagattatt ttaatttctt aatggatgta gaggagaagg
  5042221 aagctgaaat tgcttcgaat cgctctttag aaaccgagta tcttcatcta aaagaatgtt
  5042281 ttaaagacaa cgaagatctt gtgagaaata tctcaactat tttaatagaa ataaataaaa
  5042341 tacttgaatc agttggagct caagttggat atcgtatacg agatgaaatt tgtttctata
  5042401 tggcatataa cgaacaaggg aagttatttt cattcgatga agcactcgat tatcaaatat
  5042461 atcaaaagat tttaccgcgt cttgcaggga gtgacggcag aacagaagag gtattaaagc
  5042521 agttgtatgt attatgtgca aatgaagaat atgatagcgg caataatgac gcttcctatg
  5042581 ctaaatatcc tcgttcagct aacaagctgt ctcatatgtt aaggaggttc gagtatgatg
  5042641 gtttcacctc tttctggatc taataatgaa atagagctag ttaagattga aacagaggag
  5042701 ctatcattga cgattaaggg aaatccttat catgaaaaat acgagagttt aaaagaatat
  5042761 cacgctatga acgcagatga gatgatgtat tttcatgtag atgggaaggt agaatctgta
  5042821 tctgtatttg atgcgagatt gcagaggtta gatgaaggga acgaacaccc gccaatcttt
  5042881 tttgaaaata gaagttatca gcttgttgtt gttccgaaaa ataacaagca gctctctttt
  5042941 tatcatgaac atccaggatt tcgaaaacaa gttagttcta ttcaaatggg atcacttcat
  5043001 gtgttaatgg gaaatctttc gtttccgaat gaagtaggaa atacaacgtt tgaaattaaa
  5043061 gatgatcaag atactttact aactgttaca tttgaagttt tcccggcaaa acttgattat
  5043121 aaggatgatt acagagcctt attagatgaa gtaaatgatg agatttataa tttagcgttt
  5043181 catttactaa agagaactta cttaggagca tctgcaattt acgctacaaa tccatcgaag
  5043241 agtgagttct atcgtatttt aaatgattcc tttgagcgat ttatgaagtc aatctctcat
  5043301 ataaaaagac aaccacatca tacgcttatg actagacatc aactagtacg aggagaaaaa
  5043361 attcgtaaat tggattctgt cggaatgaat tatttacgaa agcgaccaca cttgctccaa
  5043421 ggagaaaata gtataccaac taaaggtatt acagcttata aggaagtgtc ttatgatacg
  5043481 ttagaaaata gatttgttaa atggatgatt caaagagttg tacataaaat agaagattta
  5043541 cttaaggcgc tagagccaaa gtctagatat acacgtggtg taactgatga agatttacta
  5043601 gagcgtgtaa aaaatatgaa gtatcgaatg aaaaatgaat tgaacgatcc attttggcga
  5043661 ggaataggaa aattagatcg ctcggtcttt tcactcgtaa tccaaatggt ggcaggctat
  5043721 agagatgcat atcaaatctt cttaatgcta tcgcgaggtt taacattacg aggacaaatt
  5043781 ttcaaaatgt cggtaaagga tgtcgcaagg ttatacgaat actggacgta tttaaagctc
  5043841 ggacaaattc tatctaaaaa atatataccg ctccatcaag atgttattca agtaaagcaa
  5043901 gatggtttat atgtaacgct agatgaaagt aaaactgcga aaaggacgtt caaacatcca
  5043961 gaaacagacg aggtaatcga gctatacttc caaaaacgaa acggtcgact gccaacggtt
  5044021 acacaaaaac cagatacgat gctcgctatt gagaaaaagg gaaagaacta tcaatatcaa
  5044081 tatatttttg atgcgaaata ccgaattgat tttgctgaaa gatctcatta taaaaggaag
  5044141 tatggcaccc ctggcccgat ggaagaagac attaatacaa tgcatcgtta cagagatgca
  5044201 ctagtagtag aacaagaagg accatttgaa cgaacagctt acggagcgta cgtactattt
  5044261 ccttggaacc aagaggaagc atatgagaat catccatttt ataaaagtat agaaaaagtt
  5044321 aatatcggtg gattcccgtt cttaccaaac gcaacaagac tagtcgaaca atttctagac
  5044381 catcttattg aaaaaagccc agaagaaatt ataagagaag gcatccttcc aagaggcaca
  5044441 aaagaagaat ggcactcatc gctagaagaa aaagtattag tgggcagcgt gaaaactgaa
  5044501 gccgactatg aaacatatag aaaagaaggc ttataccagt taccagtcac acagttaaaa
  5044561 ccaggatggc aagaagcaaa gtacatagca ttatatgcac cgaaaaaatg gcacggggaa
  5044621 aaaggcggca tccaatacgt agccaaaatc aaacaaattc aaatgcacca aaacgacgaa
  5044681 tatatatatt tcgaactaga atcatggaaa aaactagacc acctcatccg cccagtagga
  5044741 tatggcattc aaacatacac aataacaact atgtcgttat taaaagaagt acaagaactc
  5044801 ccagaactct tcatgaaatc aaaagaagaa cgaactcttt ggaaaacgct gcgccgtttt
  5044861 acgaagcaag ttaaggtgga actggatcat cataatttag atgaggcttc tgccattaag
  5044921 agttattatg tgcaggatgt tcagatttgg gttaattatg agaatggggt tgttatggtg
  5044981 gggagagatg gacgagttaa ggaggtgcct ttggagttgg ttattgggag aggttcggtg
  5045041 ttatttaggg aggttttaga agtattaaat gttgaggaat agtgcttaga tacaaagggg
  5045101 attaagtaat gattaagggg cgaagtttat ttttgcatgg aaaaaatgag tttaggtgaa
  5045161 gtggagaaat tttcaaatat tatagataaa tattagttgg ataaagtgta ttgttagtta
  5045221 tgggaagaag ggcatagaag gcatatgttc ttctttttat ttgtaaataa agtaggtatg
  5045281 ataacctcca ccctgtcaag gtaaagatct tattttatct ctatattagt aataataaaa
  5045341 ttttcttata tatccccttg cacctccccc aacgtcaccc cctaacctaa agaagacaaa
  5045401 tcaaaaaggg gggacaaaac caaccatgaa aaccaccaca aaagaaaaaa gaaacaccat
  5045461 catcatgcta ctactctcag ccgtaatagg aattttttca ccattactca tgtacattac
  5045521 actggcacgt aaaaatgaag tgtacaaata ccattgccga aaggcgttca actttcattt
  5045581 gttaatcttt cttctattta atattagttc gcgtattagt gatgttttgt tttggatcgt
  5045641 atttgccttt gaggttgttc atgtgatctt tgttgcgtgg aaagtaataa gcgacgaacc
  5045701 atatcgttat ctcattcgaa ttcccttatt taaagaagat aagtatacgg tggaaggaga
  5045761 ataggtgatg aaacaagaag tggagataag gggaaagcga cttttggtta tgattgcagt
  5045821 gttgtttatt gcaatttata ttgttttacg aaaaagaaag tatgagtact tttatgatgg
  5045881 tattagtgag tatgaaaatc gttataaagg gaatgttcct tttttattat tctttgtagg
  5045941 tttgtttcaa tattgtcggc agaatgagat gagcttttct catatgcttc agtatgtgaa
  5046001 agagaagtta gcggagtagg tgatgatatg gcgtggatga ttagtgagtt tgcaagtgtt
  5046061 ggggatgtta cggtgcggac gcttcgttat tatgacaaga ttaatttatt aaagccaagc
  5046121 gattatactg agggagggca tcggttatat acaaaagatg atttgtatgt gttacagcaa
  5046181 attcaatcgt ttaagcatct cggtttttcg cttggggaaa ttcaaaatat tatattacag
  5046241 cggaatgtag agactgaaga ttttttaaga caaatgcatt ttcaaaggga attgctgttg
  5046301 gcagagcaag aaagaattgc gaaggtactt tcgcatatgg atgagatgac aaagaagttt
  5046361 caaaaggaag aacgagtgga tgtcgctttg ttttcttctt ttttgcaaac ttttatatgg
  5046421 gagaaagaaa ataaggaatg gttagaggaa catttttcaa aggatagtgt tcagtcgttt
  5046481 tataataata aggaactaaa agagaagttt gatcggcgct ttatggatgt gatagggaag
  5046541 ttaaaaaagt ataaggaaga agagaaggat ccgattcatc atgaagttca agttactctg
  5046601 aaggagtttt tcaatgtaat acaagagata acgaactatc ttgatatacc tcaaagtgat
  5046661 atagaggata taatccaaaa atcaaacctt ccactatccg aattcccagc tctcttcaca
  5046721 actgaagaag aaaactatat aaaagaagca atgcagcagt ttaacaacta gttaaactgc
  5046781 ttttccatta taatagaaga aaaaccaaac ggaggaaaac ccccatgcaa acctacaaca
  5046841 aactaatccg aaataaaatc ccacaaatca taaaagctaa cggaaaaaca cccacaacaa
  5046901 aaattctccc caaagacgaa tacataaaag aactctgcaa gaaaacagaa gaagaactaa
  5046961 ctgaatacct agaagcaaca acaaaagaat ataaactaga agaactatcc gacctactag
  5047021 aactaataaa tgccctagca gaacacgaag acacaactct agaagaaatc aacaacatcc
  5047081 gaaaaaagaa agcagaagaa cgaggtgact tttcagatcg agtattttta atcgaagtaa
  5047141 ccgctaacta gcccctccta agccccttac aagcccctac caagtaataa atcactaaga
  5047201 aaaaatataa caaaaacaaa aacaaaaaca ccaacaaaca ccgtagtagg agtcgaaaaa
  5047261 aattttgaaa taacacacca aaaacccgct cagtctccca tatatattat gaagaggttt
  5047321 tcatttttga acggagacgg gaggaattag gatggcggtg tatcgtaatg tgcaggtgaa
  5047381 tttttggcag gatgattttg ttttggattt gacgccggag gagcggtatt tttatgttta
  5047441 cttattaact tgttcgaaga cgacgcagtg cgggattttt ccttttccga agcggttagc
  5047501 tgagatggag acgggctata atcgggagac tgttgataag cttgtgcagc gcttcgttga
  5047561 ttatgggaag attctttatg atgcggagac gcgggagtta ttcgttttga attggcttcg
  5047621 ttataatcct gtgacgaata cgaatgtgga gaagtgtgtg cttcgtgagc tgaagggtga
  5047681 gaagaataag gagtttgtac atatgtttct tcagaagtgc gtagatgagg agctgagtgt
  5047741 tccgatgctt ttagcgcatt tcggtatgcc gagtgatttg gctgtggatg atgttgagct
  5047801 agtttgcgag gggacagagg aagaggaggg tatagaggaa gagacgggaa gtcgcgtgtt
  5047861 ttctttttat gagcagcatt tcggtagttt gtctccgcat actgtggagg aactgagtgc
  5047921 gtggatggaa gatttgtcag aggagcttgt gctgaaggct cttcagattg cgtttgagaa
  5047981 taataagagg acggttgctt atgtgaaggg cattttgaga ggttggcatg ggaaagggtt
  5048041 tacgaaagtt tctgaggttg aggcggatac ggcgagcttt aggaagaagg gatcgtctgc
  5048101 tagtacgggg gagacggagg agtttttggc gaggtgtgag gagtgggaga agaatgcgcc
  5048161 atctgaggaa gagttgcagc gctttttagc ggagcgcggg tggcgtccat gagtattcaa
  5048221 aatgtggagg cggaaaagac ggtgttaggt tctctactac ttgatggaga gcttattaag
  5048281 gagtgccgtt tgacggagca gtatttttcg atgccggtgc ataagtctat atttcagtta
  5048341 atgagaaaga tggaaggaga ggggcaaccg attgatcttg tgacttttac ttctagggta
  5048401 gatccgaatt ttttgaaggg gatcggggga atggagtatt ttataggatt aatggatggt
  5048461 gtgcccacta ctagcaactt ctcatattat gaggggcttg ttcgaggtgc ttggaaaatg
  5048521 tatcaggctg gcgtccttgg gcacaagatg ggagagcgtc ttattgcgga gaagagtgag
  5048581 aagattattg gtgagacgat tacggcactt tgtgagttag aggagaaaga ctgtgtatgt
  5048641 gagtttgatt tgaaggatgc gctagttgat ttatatgaag agcttcatca agatgcgaaa
  5048701 gagattactg gtattgagac gggttataca tcgctaaata aaatgacgtg cggattgcag
  5048761 gaaggagatt ttgtcgttct tggtgcgcgt ccttctatgg ggaagactgc gtttgcgcta
  5048821 aatgtgggac tgcatgcggc gaagtctgga gcggcggtgg gattgttttc gttagagatg
  5048881 agtagtaagc aattgttaaa aaggatggct tcttgcgtag gtgaggtatc agggggcaga
  5048941 ctgaaaaatc cgaagcaccg ttttgcgata gaagactggg aaagggtgag taaggcgttt
  5049001 gcggagattg gtgagttacc ccttgagatt tacgatcatg caggtgttac ggtgcaagat
  5049061 atttggatgc aaactcgtaa gttaaagagg aagcatggtg acaaaaagat tttaattatt
  5049121 gtagattact tgcagcttat tacgggtgat ccgaagcata agggaaatcg atttcaagag
  5049181 attagtgaga tttctcgtaa gcttaagtta ttagcacgtg aattaaatgt ttgcgtagta
  5049241 gcattatcgc aattgtctcg ttctgtagag tcacggcaag ataagcgtcc tcttttatct
  5049301 gatttaagag agaccggaca aattgagcaa gatgcggatg tcattatgct tatgtatcgc
  5049361 gaagattatt acgataaaga aacgatgcag aaagagatga cggagattca tgtggcgaag
  5049421 catcggaatg ggcctgtggg gagttttaag ctgcggttta tgaaggagtt tggtcggttt
  5049481 gtggaggggg gatgataaaa tagaaaaagg taaaggagtg gttaaggatg acaaaagtgg
  5049541 gccgtttata tgaacaggag aagcaagaag aaattgataa agcactttcg gcagctggaa
  5049601 tgctttttaa gggaatgagt atagaagaag tggctaagaa attagatgta acaattgaaa
  5049661 aggtgaaaga gtgggagaag cgtttatctc gttaacagag gagtaatgtt catcattgct
  5049721 ctttttttat acgccacgac ataatatgac aaattctgga tgttttcttt gctaagatag
  5049781 gcttggtaat cttacattat gattaatagg aggatattaa aatgttaaag aagctaggga
  5049841 tattggtttt aggtagtgct gtagctttaa gtttagttgc atgtggtgat tctactaagg
  5049901 aagcttctaa tgagaaaaaa gaagaaccga agcaagaagc gaagaaagag aataaagaaa
  5049961 ataaagaaag taagaagaaa attacagcag ctgatgtaga agcaattaag gtaggtgatt
  5050021 ctttaactgg agcaggtggg gagaaatatg aagatgtggt cgcgaagttt ggagaaccgg
  5050081 ataataaagc ggagtcccaa gctggggata ttaaaatgat tattgctagc tggacaaaaa
  5050141 atgttaatgg cgaccttgga gcgaatttta atgttacctt tactgaaaaa gatggacaaa
  5050201 aacttgctac gagtaaagca caaatgggaa tgaaataaag aaaggatagg agatttaaaa
  5050261 tgaaacgtac aacagaattt gtattaggac ttattggtgg tattttcggt attttatgtg
  5050321 catttattgc tttatttatt ggcggagttg cttcagctat ggaggcagaa ggagcaagta
  5050381 atgttatagg tttaggctgg gcggcagtcg ctttatcgat tttaggtatc gttggatcag
  5050441 ttatggtaaa aagtaaagca aaagttggcg gcggtatgat gacgattgcg gcaattggag
  5050501 gattcatttg tatttctttc atttacattt tacctgctgt gcttttatta atcggtggat
  5050561 taatggggat tttccgcaaa gagaaagtga cagtgtccgc atagataaat gtaattaaaa
  5050621 atagccgact ctagtcggct atttttatta ggttaaatac gcaaattttt tgatttgctt
  5050681 ttgtaaatgt ttattagctg gtgggactct ttgaagctct gtttgaagca atgctaattc
  5050741 ttccgttaaa acttttacta attcaaagtt agttttatct agtactagtt catatacaat
  5050801 gaatttcgca agtggatctg catttgtatc tactcgtaat tcttgaagga tcttgccgaa
  5050861 agtatctcgt agtttggccc ctgaacttca tgggatttat gaaatagtat gttggtgaat
  5050921 tcaactaatt ctgtatactt atttccccat aaagaaagat cttctctccg cagtaatcca
  5050981 ttgttccaag tcatctttgc tacgtcggac aagtcgattt actaaaacat catgccatac
  5051041 ataatcctct aataagtata tatgaactgg gtcatctgta tagaaagcaa tattacgctc
  5051101 ctcaagtgat ggtccataga tcatttcttt agaatctatt gataaaataa accaatgttc
  5051161 tgtagagagg gtttcggtat aagcagttat acgatgggct tctagatttt taatgggatt
  5051221 ttcaacatgc agggtaatgc cttgtacagt gactttatca gctacctcag ctagctcctc
  5051281 ttttaacgct tcatacattt catcccacat cgaaatgaca atacgttgtt ctgctttttt
  5051341 tattaatgtc tgacaatagc taatgattgt ttgattgtct tttaaagtaa ttactcgatt
  5051401 atccgttttt tcctcggaag tttctagttt ctttaatgaa tcactaattc cttcataagt
  5051461 agactgccat tctgattgag ccttctgtaa aaagatttca acaggtagag gtgaatagcg
  5051521 agtggtgtca tttatttctt ctttcatgac aattcctttt tctacaaggt tacctaaaat
  5051581 ctcataaatt cgcgctcttg ggacacccga atccttactc acttgatagg ctgtgacagg
  5051641 cccttgtttc acaagagata cataagattt agcttcatat tcattaaaac caattttttt
  5051701 aagctgttgc actatgtagt ccactttttt tgtcctccga tgtttgcttt tatatttcaa
  5051761 cgttacaata actctttaca tttagcaaat tgatagttac tattacaata gtgactaaag
  5051821 gggaggctac tagtatggat ttttatttag acccatctgt attaatgatt ttgattgttt
  5051881 ttggatttgt agctgcattt attgattcag ttgtaggtgg tggaggactc attgccttac
  5051941 cagctttatt atttacagga ttgaatccag caagtgcggt agccacgaat aaattagcat
  5052001 caacaatggg aagtgcaact agtaatattg tgttttatcg ttctggtaat cttgatttga
  5052061 aatcggcgtt taaattattt ccaatcactt tcataggttc cataataggg gcatggaccg
  5052121 ttcatttaat gaatccagaa gtattgaagc cattaatgct gatcatgctt ggtgtgatcg
  5052181 ctatttatac gatattcaag aaggattggg gaagtatttc cactcataaa aaattgtctg
  5052241 gtcgacacgt cattattttt gcctttttta tttttgttat tggtttttat gatggatttc
  5052301 taggtcctgg tacaggttca tttttaatgt tttctctttt atttattggg tatgattttt
  5052361 taaaagcagc aggtactgcg aagtttctta atttaggaag taacgttggt gcattgttga
  5052421 tgtttatgta tgtagggcaa gtaaactatg tgtatggttt tataatgggg attgctcaaa
  5052481 tcgctggggg aatcgccggc tccaaatttg ctataaaaaa aggcagcggg tatgttcgcg
  5052541 cccttttcat tacagtaact tgtttgttgt tagcgaaaaa tctgtatgac tatgtgcagt
  5052601 aagtaatcaa aggacgtaga aaaggtcaaa tatgtagatt acataaaata taagaagata
  5052661 ttaggaggaa attcctttta acatttttca tttgaacgtt gtagccatca tatagctata
  5052721 acgtttcatg tttttaaaac aagtaatatt taattgttac aattactggt gttgttgttt
  5052781 caccattcaa actacatttg ttctttataa tgaaagatct tgccatcttt ttcacctcct
  5052841 tttattttgt tcacataata tctttacaat tatttgataa aataaagtca actgcatatt
  5052901 gtgagggtgg gtggttatcc cttctttcta tttggaagga aaggaggtga taatatggac
  5052961 tttttgtttg atcttgtaaa agagtttgtc aaagcgactg tgcgcgaagt ttcagcgtat
  5053021 tttttgcaga atcaacttct agataaggac aacaaaaaaa ccactccgcg ccgtaggaag
  5053081 cagaagggtg ggtttcgtaa aaagaaatag cttataataa ctaccaccca tacggtagtt
  5053141 attagggagg agatgttagc gcatctcttt ttttattata taccatttta tttgatgtca
  5053201 tacttatata gtattctacg gaaaatatat catattccta tttggtggtc aatttgattg
  5053261 catgattgaa aaggtgtagt cttattcctt ttcaaactga aaaatatccc gattaataag
  5053321 ttgatggaaa tacttatcca tttcagctgc aggcaatttc ctttcatttt gaaaccacca
  5053381 tgagcttaat gagttgatta cccctgaata aaattccgtt attaaatcgt ttggcattgt
  5053441 atgattttta caaaggcgat ttagcgcttc ggtttcttgt tttcttgttt cgtggcttaa
  5053501 atattgaatg cggctattga attgttcatc agacatttgt gtctctaata ttttaccgat
  5053561 ttcttcatgg tgaaggaatt gttccatcac ttgaaatggt ttgcttaatc gatctaaaag
  5053621 cggtatttcg gcaactatct tgctgtatcg tttaaatcca aatgttaata aagcatcttt
  5053681 atcttcaaag tgtttataaa aggttgttcg gtgtaccatc gcgcgttcac aaatttggtt
  5053741 aatcgtgatc gtactatatt tctgttttga ttgcgtcatt aattcgaata aggaatccca
  5053801 tagtaattta tgtgtacgtc taatacgtaa atcaatttgt ttttcattat cgttcatcta
  5053861 caattctcct tttttgtaga ttaagtatac agtggctgaa aattgattct ccctttttaa
  5053921 tctacatatg tatattatat tacatgtgtt tgggtttata taaagctttt tgattaagaa
  5053981 ataggaggag aatctgcaaa tgaatatgac aactaagagc cctgcaagtg gcaaagttga
  5054041 tacttctaat atgaaacata cccccatttt aatcgcatta cttttaggga caatggttgc
  5054101 attattaaac gaaacgttac ttggtaatgc attaacagta ttaatgaaag aatttgacgt
  5054161 aacagcttca acgattcaat ggctttctac agcttacatg ttagtagttg gggttttagt
  5054221 cccaattaca gcgttacttc agcagtggct tacaacgaga cagatgtttt tgatcgctat
  5054281 ggtaacattt ttagtcggta cattaattgc gggattcgca ccgacatttt ctgttttatt
  5054341 agtaggccgt atcgtccaag ctgtagcgac gggcttaatt tcaccgttat taatgaatac
  5054401 aattttaatt atttgtccac ctgaaaaacg tggtgccaca atgggattaa tcgcacttgt
  5054461 gatgatgtcc gctccagcaa ttggtcctac attatctgga gtaattgtgg attcactcaa
  5054521 ttggcgctgg ttattctata ttgtaattcc tattgtaatc atttcaatta tgattgggat
  5054581 gaagtacatt caaaatgttt cagagataac aaggccaaaa gtagattatc catctatcct
  5054641 tttatcgaca ttaggatttg gcgggcttgt gtatagcttt agtgcatcag gtgatttagg
  5054701 gtggtctgat acgaaagtgt atggtgcttt aattgttggg cttatctcat tatgtatttt
  5054761 tatcgtgcga caattaaaaa ttgataatcc aattttagaa ttacgagcat ttaaagttcc
  5054821 gatgtttaca ttatcagtcg gattaatagt cattgtgatg atgtcgttat tttcaacgat
  5054881 gactttatta ccgatgttcc tacaaacagt tttactcgtt acagctttta aatcaggaat
  5054941 catcatgctt ccaggaagtg ttattagcgc cataatggga ccaatcgcag gtaaactatt
  5055001 tgataaattt agtccgaaag ttattatcgt tcccggcatt gtgttagtag gaattgcaat
  5055061 gttcttattt aaaggcatta ctcctgatac atcaatagta caaattattg tgatgcatag
  5055121 cgtattaatg gttggactca tgtttgtcat gacagcacag acatacggct taaatcaatt
  5055181 aacaccagat ttatatccgc acggaacagc gttgtttaat actctgcagc aagtagctgg
  5055241 cgcaattggt acagctatct ttatttcgaa aatgtcttca ggaacaacta gctatatgga
  5055301 aagctccgca aatccaatgg acccagtaga gaagttaaac ggcttaacat ctgggttcca
  5055361 aggtgcattt gcacttggat tagtctttat cgttgttgca tttatcgtat cgttgttctt
  5055421 aaaagaagag aaaaagggag ttttacagaa cgaaaattaa ggtttatata aaaagacatc
  5055481 tttcagaggg aaagatgtct tttacatttc ctccataaca tcataccgaa gcaactcttc
  5055541 ctgatcataa aacctctcaa agataatccc cataatatag aaaaatacta gcccgaaacc
  5055601 aatatgaatg agtgtaaaag ttgctccaaa tgaagaatat tcatacacga gaattggcaa
  5055661 tttcgcagtt gtccaaacgc ctaagaaaaa tacgatgtac cgaatgcttg cacctttttt
  5055721 taagagtagt gctgcgattg gaaaggcgac atagagggga ccagctgcaa tgcctcctaa
  5055781 taagagagaa aataagattc cgtatatacc tgattttttg tccatatatt tcatgagcgt
  5055841 ttcttttttc acccactgat caagtagccc tacaaatagt aagacagggg ggaggagaaa
  5055901 cagcatatct aaaatgctat ttcctgttag ttgtaatgca cgccatccta aagattgatt
  5055961 tataaacgtt aatatgaaga gcccgagtag gaagatgaaa aagaagcgat atctttttaa
  5056021 ttctttcata ccatcaccat ccaaatgata taggaaaata gaagtgacat gagtaatgcg
  5056081 gctgcattac gtgcataagc aaagcttcgc ccgaatatct tttgttccat tggcaatgtt
  5056141 gtaattccta ctgacatgag tgtagacata agtgccgcaa cttgaggtag gcctgcaccg
  5056201 tgttggacta acgtatgacc aagagggaac acgacaaagc ttggaataag tgcaacggag
  5056261 ccgagtattg ctgaatacac aatgccgata aaccctgatt gctccccaat aatagaagag
  5056321 ataaaggacg gcgttaatat agaaagtgat aagccaacga aaagcatgat ggagagcatc
  5056381 gcagggagaa ggttgcgaaa catgttccat gacttcatta aagcatcttt cgttttcctg
  5056441 cggtccttca taaaagaaat cccagtaagg ataatggcta aagtgtaaag aatcacgccg
  5056501 ttaatcatga tcgggttcct gtaagtcttt atatttgccc aggaaaaagg ataagttctt
  5056561 cattttttct tcaatatcca tttgaaaatc tgccagttgt tcttttccag cagacgtaat
  5056621 tttgtacatc tttctcggtt tgtcttgata atctgtactt acataagatt caatcgcacc
  5056681 ttcgttttct aattttttta gcgtacgata taaaatggca ctatcgattg gattgacggg
  5056741 aagttcttcc tcgcactttt gcagtaattg cccgccatag ttatcaccct cagctagaaa
  5056801 taacaaaaga aatgcacctg tatgtcttcc tgtatgtttc atggattttc ctcctagaat
  5056861 gaattaggat atatactgtt agtgacagta tactgttgtt aacagtatat ggcgcatgat
  5056921 gtgttatgtc aattttaaaa agtttaattt ttcatagtag tttttagcac ttgtaagcta
  5056981 ttaatatgta tagggcctgt acatccaaaa acaaaaaaag acactctcaa gagtgccttc
  5057041 ctttagcagc cgaatccgcc gccccaacag ctagcgccaa cgatgattaa taagataaag
  5057101 agtacaacaa gtaaagcgaa accgccgccg aatccgcagc ctccaccaca agtaccgcca
  5057161 tagcccatat taactcctcc ttccataaag accattaatt aatggattta attcacttta
  5057221 tgtttttaca gataatcttg agcaggtcct tttgaaaaat aaaggtactt ggaattttat
  5057281 aagagttgac tatattattt ttgtcaccgc tattcagctg atgacatatt gtattttatt
  5057341 ctgtgtattg ggggaaggag gatctttatg gccaattctg aaatgatttt acgattactt
  5057401 acggatttaa agattgaaca gcaagcttta aaagagcagt tggaaaaaat acaaacagct
  5057461 gtgaatactc ttgaagaaaa atcagcgatt gtggaagaaa aaacaaaggt tattaaagaa
  5057521 aaaccaatga ttattgaaga aaaaccagct gttgctgctg caaagcaaag agctcattct
  5057581 ggacgcccaa catcttttcg tgcttggaga gcagctgctc aaaaaaattc ataaaactat
  5057641 aagaaaagaa gacatcaatt aagatgtctt cttttacttg tacaatccaa atgatgttaa
  5057701 gaaggtatat ccatattgct ttaaaaataa gaagaaaata acgattgtcg actccttttt
  5057761 tagtatagca tggaataatg aaattttata tgtaatattg catatatata gattataaaa
  5057821 tttttatgtt atatatttta gttgtctgtt atttgtttta attcatttac ttatattatt
  5057881 ttttgagcgc cccagtaatg gggccttttt ttataattgt tttaaagcaa aaacccctca
  5057941 agtatagtga ggggttacat gactaggtaa atgaataatt attagtgttt aatgagctga
  5058001 agttcaggat attgcttctg aatgtcttct aaatgatttt cgtttattcc ttttaaattt
  5058061 tgatcaaaga agctagttac tagtttatta atgagtgtat aatttgcagc tacatcttcg
  5058121 tctggttcgt taataatagg tgaaaatgct gctaaatctg taaaactagt atggtttgtt
  5058181 tttggaatta ccactgtgta cacgcccggt ttttcaatcg ttttatttct taaatagact
  5058241 atttccaaca attcattttg gattccggtt atcttttgat tcttagcctc tttcataaaa
  5058301 tgaatcgtag cttcagcatt catcaacatg aatggttttt gaggaccgtc tttaggcatt
  5058361 ggatcgccaa acaatccgcc atccatatca attgcagctt taatacgcgt atcctttact
  5058421 aacatttgtg cggaagttgc tccgccaaaa gagtgaccga acattccaat tttgttatag
  5058481 ttaattaagt ttgtgatagt tttaaaactt ttatcgaaat taccttctat tacttcgttt
  5058541 aaaacaaaag tagtatcctg ttcccatttt tgaactatcg tatttaaggc cgtaggtgta
  5058601 ttttcaattg gtatagagtc tacacggttt ccgttaggga aaatagttgt tgctgcgtat
  5058661 cctgtgaaat taagagcgat tactacatag ccttgactag ctaattcctc taactggaat
  5058721 gtattttgtt gaccatataa tcccattcca tggccgaata aaaggagggg gaatttttct
  5058781 ttagcttgaa gtggcttagc atcttgataa gaatgtgttt ttgtcagccc taaatgtgta
  5058841 gttacgatat acggagcacc gtttgttact gccaattgtt cagccagctc gtttatgttc
  5058901 tcaaaatagg tagaagggtt tccagatcct ttttcggcag gataatatac ttgtatcatt
  5058961 aactcacgat ttctatgatt atttggtaca gtggtttctt ttcgattttt atcaattaaa
  5059021 tgaaaagctt tcgttcctac tgtatatttt ccagtaggct cagggagtgt tatgatcgga
  5059081 aaaagtaaag gtaatgtaaa cattgcgata gcagttacga taattcctaa accttttaaa
  5059141 actttcatca ctaacttttt agaaacagct gtagtttttg gtttcaaaaa aacttgtaat
  5059201 gttaaaacga acaataagaa ataggtgggg atcatacgcc agtttgcacc aattacaatg
  5059261 atggtggcaa ataagaatgc ataattgatc agtaaaatga ctacattttt tttcgtcaaa
  5059321 ccacgttcga taaaaatgag agtgatgcta gataaaagca atacagcaac aaaaatgatt
  5059381 tctaacattt tcagatttta gctcctttcc aaatcacgtt gtaatagatt gataattcac
  5059441 aaccttctca attatataac tatcattggt gattgtatgc atgtaagtaa gtttagaatg
  5059501 tttttacatg acattttaaa aaaagtactc atacgagtac tttttcttaa atggattatt
  5059561 atttattttt aaaccgtccc ccataaatga taaaccatac cgaaaacaaa aaatgcgagt
  5059621 cctacaaata aaacgattaa agcaagcatt ccatttttat tatgttccat acagtcagct
  5059681 cctttttagt tatatagaaa aaagccttta gtcgtaatta tggctaaagg ctttgatctt
  5059741 catactgtgt attttataaa aaagttgtac ttctgtatta atttggaata tgattattta
  5059801 aagagtaggt gatgagtaca tgcaggaaac aaaacaattc ccgcttatat ctggaaatct
  5059861 ctcattagat ttagtgaata cagagctagt taggcgtgga caacgttatg atttattaat
  5059921 aacagatgaa gatgtattag aatggctaca tgtaataaag gttaatcttc ctttttggaa
  5059981 tgaaaaaaca cttataggaa ttcaagaacg aatggatcaa gttacatcta gcatattaga
  5060041 ggcaagagaa gtactgagaa aacagtttga gacaattgct gatcagcacg aaatttctaa
  5060101 tgattttatt acgtatttgg aaaaacaagt tgagaaggca ccatttacat ataaagtaat
  5060161 tgaacagagt ctagtaccta tcccagttgg agaaattgag gatgtactcg tatcgataat
  5060221 tgcatttgat gctttaacct tagtagcaga aaataaactt attttcctta aaaggtgttc
  5060281 aaatcccgac tgtgttttat tatttataga taaaagtggg aaacgaaaat ggtgttctat
  5060341 gaaaatatgt gggaaccgaa aaaaggtagc aaaattccag gatcgaaaat gtgaagaagt
  5060401 ttaggggatc aacttatagc agttgatctt ttttatgtat tttaaaacta acccctaaaa
  5060461 ttaatattga ccggttagtt tgtttgaaat ataattgttg gtaaataaag gaggagaacg
  5060521 atggataata taacagcagc taagcagaaa gaggctccgc caataagtgt acgatatttt
  5060581 gcaaaaatga aagggaaagg aagaagtccg ttacaagtga acataaagga ctctttgacg
  5060641 ggactattag gagggttttt aacaattctc accttaacat atttaacgag tataacttct
  5060701 acagaattgt taatggctcc atttggggcg agttgtgtat tagcgtttgg agtttggaat
  5060761 gcaccgttat cacagccgcg taatattatt ggaggacatt taatttcaac ttttattggt
  5060821 ctatcaatat atcatttgtt tgggaatgaa tattggacaa ttgctttagc agttgggatg
  5060881 tcgattgcta ttatgatgct aacaagaaca acgcatcctc cggcaggggc tgatccaatt
  5060941 gtcgttattt tagaggcata cagttggagt tatttagtaa caccagtttt agttggttct
  5061001 cttgttattg tagttattgc tctattcatt aataatatga gtagtaaaag aagctatcca
  5061061 acattttgga tataatttgt aaaacgaaaa acaatttgag taagtattcc gtttttacta
  5061121 tgttttaatt tttatataga aaaaagcctt tagtcgtaat tatgactaaa gactccattt
  5061181 ctcaaacttt ttaatttaaa gagaaaagac accttaaggc gccttcctcc gaattgaacc
  5061241 atcttaattt taataatatg tattggactc ccatccgaat attattttac ccccagaacg
  5061301 aaaaattgta cttacttgta ataaaaatct cattttttct ttttggggtg ttataaaatc
  5061361 ttgaagttga tgggcatagg gtgggaccca aaaacagtac gattttattt caaagacaca
  5061421 acgatcttac tacacacttt tatttatccc acactcccat ctgctagtat tactattttt
  5061481 tattactaat gttgccgttt cactcggatg gctaagagga aaatgatggc catatggaac
  5061541 aaaatcaacc ttaccaagat gcgatggagc agaataggct ctgtcataat ccccccaaat
  5061601 aatgtgaaga ttatactttg ttacttcatt gaaatcacct tgatcgtttt tcagtagtaa
  5061661 actgttaagc tgaaccgtag tatttaaaat tctaggagaa gtaaaactgt tacttatttt
  5061721 ttcaatataa tgctcaggga tgctctccat gctttcaaac aaaccattac ttaataaata
  5061781 acgccctatc aaattagtag ttgctaattt taatgtccat ttgttcataa attgaggaac
  5061841 atttagcgat ttagcatttt ttttagcaac aggtggctga agtaaagtga ttgaatactt
  5061901 cttatctatg tactcttgta ccaatgcttc cagaagaata aacgcaccga atgaatgtcc
  5061961 aattagatgt gcaccattag tagctttctc caataacctt ttcactacat tcaaatagat
  5062021 atctagaaga tttttctctc gtttaaaagg agaacgtccc aaacctggaa gatccaagat
  5062081 ccatacaggt tgaccagttt tttcatgaag ctcttgtgct aaaggaaata aatcctctcc
  5062141 atcactcaat aaaccatgta ataaaataaa cggtttaccc tttccttgta attggtaaaa
  5062201 ggtagtgtta tcgcataatg ttcgtttaaa taaatgatta tgccggccat tttgatacat
  5062261 cattcgataa tccagatcag ctactacggc agggaaaaat ttcattacac tcgtcttctt
  5062321 aaaccaatct cctcccataa tttttttcgc tgaaacattt gaaaattttt gttttgtaat
  5062381 aaaagtcagt ccatcagaag gaatttttgt tattttactt cctccactat tcataattgc
  5062441 tttcataaat ggcattggaa cagagatttt tggtgccctc atattcatac tttccgacat
  5062501 aatacttaat aattcagcaa tgttttgatc gtgctgtttg tcttcaacaa gtgtatatgt
  5062561 ttgaatagtc ggttgctcca atctgaaaac ctgtacaata aacttcgcaa gctcatcgtt
  5062621 tgaaataagt ggtaacctat atcccttacc tccaggaatc actggcatga gccctcttcg
  5062681 catactcatc accagcaaac ctaatcctgc tatctgctct gtactccctg ttttactact
  5062741 accgactaca gttggcggat taattacaga aagcggataa cctactgctg atgcctgctg
  5062801 acggatataa agatctgcta aaaattttgt tctctcatat ggatttttta ttttcaaata
  5062861 attgtttcct tcttgaaaca catcaattgc aatcttacta tttgtatcat caaagggact
  5062921 catataacct acaacatgaa taaattgttg caagcccttc aattgatgaa tacttttagc
  5062981 taattcatta atatgtttgg cgccatttaa aaatacggaa gctgcctctt tacttgttgc
  5063041 ttgaatatcc atggggcctc ctgcgtgaat aatcacatcc gttttcaata cccgctcctt
  5063101 atcttcagca cttagaccta aatctatttt cgtcaaatca ccttcaataa agtgcatgaa
  5063161 tgcctttttt aagctgcctc tttcttgaaa aatgcgtatt gctttacttt tcgaccttac
  5063221 taaaagaaga attttaacat cctctttggc taattctttc actaattgct ttccaataaa
  5063281 gcctgttcca ccagttaaaa atactgttct catataaaat cccccttgta gtactgttta
  5063341 gtactaattt gatgtaaaaa aaagcttctt ttatcgaagc aatttaaaaa aatgatctgc
  5063401 tgttttcgtg attacagttg catctttcaa tgtttctgaa ataaataacg ctccttcaag
  5063461 atttgtaata aaaagtgatg caacctcatc aatatgaatc gtatttctga attctccatt
  5063521 ctctacccct tgtttaagta atagagaaac tttctcttgt aatcctgtaa aaaaaagacc
  5063581 tattttttct tttatttgcg tggcctgtgt aggactttga atataaagag taataaatgg
  5063641 acagcccccc ttatactctc tcgactgaac tccttgtgat aattgcttta aaaacagttg
  5063701 gatacgattt tcaaccaaaa attggttctg agaaagtacg tcatcaattg cagattgata
  5063761 catttcaatc caataatcaa cgactccttc taataattgt tccttattag aaaagtgata
  5063821 atacacatta gactttgaaa ctttgcttac acgtactaat tcatccatac ttgtataagc
  5063881 aaaccctttt tctaaaaata atgttgcagc tacttcaatc acacgttttt gattcattaa
  5063941 ttttaccttt gtcataacta gaactatata gtactaattt aaatattgca agtatttatg
  5064001 ttaattttta aaaaagtttg attaaaaaag ttccaccaac attgatttta ctgcaaaaaa
  5064061 atcttatttt gaataaagtt gaactgaacc ccgaaattgt taatttacta tcgtctaata
  5064121 ggggtcacca tacatgtcca tcaacttaag aaaaaatgcc cggcttctca gaataactat
  5064181 ctttagagaa agaaagtttt aatttagggg gatatgaaaa tattagcttg atggtgatgg
  5064241 agtattacca acgagtcgct tagaattgta aatctgtctt ttcataatcc tactccataa
  5064301 agaaaagaca ccctaaagtg ccttttatca atttgaatta tttattgtat ataatcaata
  5064361 ttcgttagca taaaactctt ttattagttt tatttcattt gtatctggat caaacttaaa
  5064421 tattttaatt tgattagatt cgtctttgta tgcaaatgta tgatcgccaa cttgggtcat
  5064481 attactagtg tttaacatag gattgctact atggtcagtg atttctacag gtttctcacg
  5064541 gtcccaaaat gcgatgacga taattaagat gataaggcat atacgtatgt tacgtaattc
  5064601 tcttgcaaca ggatgttcca tttgatcgtc tcctttatca tgtaatagat tttgtgtcca
  5064661 aaagagataa atccttagaa tataaataaa aaagacactg taaaaagtgt cttttttatt
  5064721 tgagttatgc gcattgctta ataagacgct agttcctcaa tcgggatatg agtaactatg
  5064781 tagggtaatt tcattataac attttaacca gtaatgggtc tatatggaat ttcatcgata
  5064841 attgtgtttg attattcaga atggtacatg tagtgaaaaa tatttattac ttatagtaat
  5064901 tgtaaaatat aatgatgtat ataactagtc ttgtaatgaa cttttattat atttaagatt
  5064961 gaaatagaaa tgaaaaaagc acaaagaagg agttgtagca tatgggcgct tggggaactg
  5065021 gattatttga tgatgacacg acttgtgatg tgaaagatca atttattgag tatatagaag
  5065081 agggtaatag tgcggaagaa gcaactaagc tcattttaga agagtatgta gatgagtttg
  5065141 atatagagga agagttagaa gaaatgtctt tagtatacat tggtcttgcg gcaatacaat
  5065201 tggagaaagg ctgtcttcaa gaagaagttc gtaacaaggc gattgcatta attgaacgtg
  5065261 gggctgacct tgagctttgg gaagaagctg atacggaaga ttatgaagag agaaagagag
  5065321 ttttagatga atttaagcaa cagttgatta acggttagta gtttacaata taaaacttat
  5065381 atattgtcta atatataagt tgaggtgaga gaaacacttt tgcttgtata aagatgtaat
  5065441 tgagaagaat agtgaaagtt tagagcttta cgtatgagaa ggagacatct taattgatgt
  5065501 cttctttttt cattgcgaat aaaatacaga gcgatattcc ctttacacaa acataacggt
  5065561 ataatatagt taagttaagt gaacttaact attaaatgaa acaaaataac agcatggagg
  5065621 aagagtgcta tgacgagaac gtataaagaa ataattaatg aaatgaaccg ggcttataat
  5065681 gaattctaca ttttactatt tcaggagtta aaagatgagt acggtcttac aggacagcaa
  5065741 gagagtatgc tatttcatat tcatttaaat gaaaacacga cagcaaatca cattgcgact
  5065801 acttttaata tatcgaaaag tgctgtgagc caagttttat cgaaattgga aaagcagaag
  5065861 atgatttcaa agcaagtaaa tcctaataat aaaagggagt atttccttac acttggtcca
  5065921 aacggtagta agtatatgga gcagttgtct gagttagatg atgtattaat tgagaagtat
  5065981 ttttctaaaa tcgatatcgg tgctttagaa caaatgacgg atacgttaaa gaaaataaat
  5066041 aaagttatat tggaagaaaa acagaaggat cttgattgta atgagtaaga acttagatga
  5066101 ggtaatgagt aaaaaggagg ggaagcatgt gatgagttac ataccaaata tgattacgat
  5066161 agcaaacttt gtatgtggac ttctcgctat tcacgctgtt ttcgttcacg atatgtatgg
  5066221 tgcagttatg ttcattatta caggtatggt atttgatctg tttgatggca tggttgctcg
  5066281 gaaacttgat tctgtttcgg aaattggcgg agagttagac tcatttgcgg atttagttac
  5066341 ctttggtgtg gcgccgtcta ttcttgccta tagtgttgct ttaaaagatt tgcaatctat
  5066401 cgggatgtta tgtgcgcttg cgtatagtgt gtgcggaatg cttcggcttg caagatttaa
  5066461 tacgcagcaa agcaaactcc cgacatttat cggcatgccg attccattcg cagcaatttg
  5066521 tcttcttatt ttatgtctcc tgaataatcc agtttccgtg gcgtttggta catgcatact
  5066581 cgcgtattta atggtgagta aaatcaaatt ccctcatttt aaaaaagata tatctgaaag
  5066641 cttgaagtcc gaaagatggg actaatgaga aagataaagg agcataacat gattcgtatg
  5066701 gcattaagat cattcaacat acaaatgtat tgtttgctag gcgtgatgtt actgggatgg
  5066761 tggatgacac ctttttcagc ccagttcgta ggaataagca ttggcctttt agttagtatg
  5066821 tactgcgcct ggattttagg aaggcgtatt gaaaagttcg gagacagcat cgtaaaaaaa
  5066881 gaaaaagcac cgatgcttgg catgatgaat cgatttgcag ccgcaatact tggcgcaatt
  5066941 attatgtatg aaattgaaca ccgtgagtac atgtggacat ttgctgcggg aattatggtt
  5067001 gggtattttt tggttattat taatttgggg tattacagta tgagagatgc ggaggaatag
  5067061 atgagtaaac tctcaagtat agaatgatat acttgaggtt ttttttatta tataaaaagt
  5067121 ttgctcattt taaatgtatc tattacttgt tgcaacatat ccattagaaa aatccccatt
  5067181 tcagtacctt taacaatata acatatatat tcattatttt tgaaatctta atctattaca
  5067241 tgtctctttt tcggaggtat ttcatttgtc tagaaggatt ttctattttt tacaagaatg
  5067301 aacagtaacg tataatctaa tttccatgaa tgtaataggg aggcagtgaa atttgaacag
  5067361 gaaaatttgg tttgtattta cttgttttgc tcttttagta tctggttata ttgttgtcca
  5067421 atattttatt atggatggat ttcaaacagg gcttgtaaaa gcgaagctta tgtatggatc
  5067481 taaattaagt gagttctggt atagtatgtt atttacgcat attacaacga gtatagtagc
  5067541 attagtaatt ggtcctttta cattatccac taaatttaga gaaaggaata tcaaccgtca
  5067601 tcgaatagct gggagaatct atatggttgg tatattatta ggaggcattt ctggactgta
  5067661 cctgtccttt tatgctacgg gaggattggt agcgaagcta ggtttcggtt tgttatccgt
  5067721 attttggcta acttcagcat atcaagcgtt acatagagtt aagaataaaa aaatgaaaga
  5067781 ccatcgaaat tggatgatca gaaattactc tttaaccttt gcggcagtta cattaagaat
  5067841 ttggctaccg ttgtttatcg ttctatttgg aatagagcgg tttgaactta gttacgcggt
  5067901 tattgcttgg ttagcgtggg tacccaattt aattgttgca gaattattca taagaaaaag
  5067961 actgaataaa ggaaaatacg aggggaatga ggatttacat ttttgatgtg aatctgctgt
  5068021 catattgagg gcagaatttt tcagtagttc aatgttttta taggtgtaag catgttgcta
  5068081 tctaacaacg aatggcggat tcctaacgag agtaataata aaacccaaca taaaatttaa
  5068141 gaaaaatttt atatttaccc cactttttat tttaaaagtt tttcctatcc tataaacaag
  5068201 ttacatcaag gaggagactg aaaatgaaga agtggggatt ttttattttt aatatattcc
  5068261 ctatattcga agacaaagta gaagattaaa tatatgaaca aagtaccgat tcttaaacta
  5068321 tgttctaaat aatagatgaa aatgtaaagt taggggattc cacatgcata caggagtttt
  5068381 aatgagttat ttgtatactt atttttttac aattatgttt tgtattttat ttcaaattgg
  5068441 attttatttt aaagcgaaaa acaatatatc tattcggcat ttcctatggg tatatgtttt
  5068501 tctattctac ctttcgctag tgtataaggt gacgcagatt gcgactgtat gggatataag
  5068561 tagatatgaa acgtggattc gtgtaaatca aatcaacttg actctatttg atacggcagg
  5068621 tagtactacg tatcttttga atattttact gtttatgcct ttaggttttt tattaccgac
  5068681 catttggccg caatttagaa aaataaaaaa caccgtatgc gcgggattct ttttttcatt
  5068741 agcaattgag ttaaatcaat tgttaaataa tagaattaca gatgttgatg atttatttac
  5068801 gaataccctc ggggcgatta ttgggtatgt attatataca gcgttattta aattaatatt
  5068861 gaaaagagag gaaaaaaagc ttgataagaa ctcttcacta gtcataaaat acgaggctat
  5068921 tttttgttta gtgtgttcct ttgtaggtgc gatgttaatt tattatccag ctttatttgg
  5068981 aagacctgtc atccttcagt gaggtgatta cgaatttctt ttgaacgctc gtgcgatatt
  5069041 tcaatttgca aaaagccttt aacttgttat agttaaaggc ttttatcatc ataattttta
  5069101 cttaccaact acccactcga gtatccgcct ttaaccactt cacccaatcc caatcttcta
  5069161 tcttaagcaa actgagtgaa acacctttca tatctaaaga agttaacagt gtaccgacct
  5069221 ttacgaatgt aatctgtaat ccttccagct cacacaaacg gcgaatgtca tttgcgaaaa
  5069281 tgtattgttc cattaatggt gttgcgccga gtccattaat aaggatggcg aagttgtcgc
  5069341 cttttctcca gcgataaatg cttttaagtt tgttcattag ttcaatcgct aatatttcag
  5069401 aagaggatag tgcttcttta cggtaacctt tttctccgtg aatgccgacg ccgtaaaaga
  5069461 cttcatcttc gtttaatgtg aatgaagctt gtcctttcac tggatcgttt gcaggtgaaa
  5069521 gggcgactcc taatgtgtgt aagttctcgg taacagaaca gccgagtgtt gttagttctt
  5069581 ctaaagaatg accttcaaga gcagccgcac caagtatttt ttgaacgaaa acagtaccag
  5069641 caacaccgcg tcttctttta gtaaacgaag catcatcttc aattgaaacg tcgtcattta
  5069701 cgatgatgtg gtcaatttct cttccttctt cttttgcgat ttgttctgcc gctacaaagt
  5069761 tagctacgtc atctttaaag ttttttatga tgaatagtat acttttttct tttggcatga
  5069821 ggcgagtagc cgctacaatt tgttccactg taggcggagt aaaaatactg ccgtttactg
  5069881 ccgctgtaag cattcctttt cctacataac caatatcagc tggttcatgt ccactaccac
  5069941 cgccgcttat tatagcgacg tcttgcttca gtttttcgat atcttttaca taaatgatgt
  5070001 tatttgtttc gtcataattt actttgtcgt tatgttcaaa ataaaagcca tgcagcatat
  5070061 cttgaacgat attttgtaca tcattcataa tctttttcat tgcttttgcc accctttaat
  5070121 tactttgctg attgctccag taatagtagt aattgattgt ttatcatatt tttcatgaga
  5070181 gaagacataa tggacggatc tacttcgcac ttactttcaa tccaatcttt tatcgttccg
  5070241 acgaagccgt gactataaaa ggaggcaatc gtattttttg tctcatcaga aaggctgaat
  5070301 ccacagctca cagatagttc atcaataatc ttcatatata agtttttcgt atgctcaaat
  5070361 aaatagtgat taaacgagtt ttgttcaatg actttaaaag cgtttcgata aaatttttga
  5070421 ttttcgtaaa agtaatcaaa taataaatca aaaatgtttt cccacgtttc atagtcgaga
  5070481 aagtcgataa tgttttcctt cgtttcttct ctataaatcc agcctaatag ttcaaattta
  5070541 tctttaaaat gataataaaa agtttgccta cgcatttgac agtgtaacat aatatcgctc
  5070601 actgatattt tatgaaatga ctctgtttcc attaaatatt tcaatgaatt cgcgattatc
  5070661 tttttagaaa ttatagaaga ggtcatctga atcatcccta gaatgttatt aatataaaaa
  5070721 tcctatctat aaatgagagc ggtgtcttta gacagattgt ccattttgtc cgtttactat
  5070781 aaaacgcttt cattttaaca tgagtagtaa aaagaagatt tcaaatatat cacaatatat
  5070841 taaaggaatt gagggagaat cacaatgaaa aagattataa acaaaccaga aacattagta
  5070901 atggaaatgt gcaacggaat ggttatggct cacccagagc ttgagctttt gaaaaaatat
  5070961 aaagtcatta agaagaaaga aatgaatgaa aataaagtaa cgttaattag tggcggtggt
  5071021 agtggtcatg agccggcaca tgcaggacta gtcggaaaag gaatgctaga tgcggcagtg
  5071081 tgcggagatg tgtttgcttc gccttcacaa attcaggtat atcaagcaat taaagagaca
  5071141 gctagtaaaa aaggtacgtt attaattatt aaaaattata gcggcgatat tatgaatttc
  5071201 aaaaacggag ctcatttagc gacggaagat ggaattgaag tcgactacgt aaaagtggac
  5071261 gatgatattg cggtagaaga tagtctatac acagtaggac gccgcggcgt tgcgggcgtt
  5071321 attttagtcc ataaaattgc cggtgcagca gcggaagcag gtatggattt aagagcggtg
  5071381 aaagctatag cggaaaaagc agccgctaac gtgcgcacaa ttggtttagc gttaacgtct
  5071441 tgtacagttc cagcgagcgg atcacctact ttcacacttg cggaagatga aatggaatac
  5071501 ggcgtaggta ttcacggtga accgggaatt aagcgtgaaa aaatgttgtc agctgatgaa
  5071561 ttagcgaacc gtatgacaaa tgatttaatg aaagatttag gagtaaaaga tggcgaggaa
  5071621 atcgcactgc tagttaacgg ttttggcgga acaccactac aagaacttta cttatttaac
  5071681 aacgcagtta cgagagaatt agctgctaga aacattaaaa tcaatagagt attcgtcggc
  5071741 aattatatga cgagtatcga tatggctggt atgtctttaa cagtgatgaa attagatgat
  5071801 gagttaaaaa cattattatc gaaagagtgt aatacaccag cgtttaaagt agatgggcca
  5071861 gttgaaagtg tagagtacgt aaatgtgctt gaagagacag aagagaagga agtttcattt
  5071921 gaactagaaa cagcggaaga gcacgcagtt attaaaaata atgtcatcac attaaacaac
  5071981 atgatctatc tcgttgataa aatgagcgat attattatta aaaatgaagt accgttctgt
  5072041 gagttagata cacatgcagg tgacggtgac ttcggaatga gtgtggcaaa aggatttaag
  5072101 caattaaaac gtgagtggca ttctatcgtg gagcaagaaa acgtaacaat cggatcattc
  5072161 cttgacggtt gttccatgat tattatggaa cattgcggcg gcgcatctgg tccaatttgg
  5072221 ggcggtgcat tccgcgcagc tagtaaagca gcaggcgaaa aacgtgagtt aacagtgaaa
  5072281 gaattcgctg aaatgttgca aggagcactg caaggtatac aatctatcgg tgaaagatcg
  5072341 ttcggcagag gagcagtagt tggtgacaaa acactagttg acgcacttgc tccatgtgta
  5072401 gactcttggt tagctagcgc ttcaaacgaa gaagacatga aaactgcctt tgaaaaagga
  5072461 gcagaagcag cggttaaagg agcagagtac acgaaagaaa tcgtagctcg catgggccgc
  5072521 gccggtacag ttggtgaaag aagtttagga tatcctgatg caggtgcgca tgcgcttggg
  5072581 gttatcttta cggagattgc gggtagtttg aaataggaat tggaaagtcc cctctgcctt
  5072641 aaggtggagg ggatctttat ttataaccat cattcttcca gtgaaaaaat atatttgtta
  5072701 gccaatctag aagcagcctc ttcaacttct ttatatgcgt tttgtaatac ttcagttgga
  5072761 tctagtactg ctgttccttg tgcacgaacg atttgataat cttcaatacc aaggaaatta
  5072821 aacattgctt ttaaatattt atgagagtat tccacgtctg tataccaatc atcatttgta
  5072881 tagattcctc cacttgcttg tataacgagc attcttcttc catctttaag tagtcccact
  5072941 gatccagttt cagtatattt aaatgtttca cgtgcaatca tgatattgtc catgtaatct
  5073001 tttaactttg atggaatatt aaaattatgc agaggtaata cgataacata cgtatttgca
  5073061 cttttaaatt gttgtaaaat ctcggacata cgttccgtta ctttttgttc ttcacgagtc
  5073121 aactcttgtc cattaccttg tttttcccat gcgcttaaaa cagttttatc tatcattggt
  5073181 actacatcat cgtataaatt aatctgttca atcgtttcat tattagaaat taattcttta
  5073241 taagattcta aaaaatgctt aaaaacctta atgcttactg atgatgtatc atccactttc
  5073301 ggatgtgcgt ttatgataag tgttttgttc atttgtattt ccccttttta aaagttttta
  5073361 tgctttaatt gtcgaccaag ttaatcgtcg attaacttgg tctttaatat aaactctgac
  5073421 attatttttg tcaaatgaaa tacatactat tctaaacgag ccttttttta tttgactaaa
  5073481 attctaaatg gtcctaagat acaatttgat aacccttaaa ataaaaagca ggtgatttgt
  5073541 atatgcaata tagtgttggg gttgaatatg ccttgcattg cctagtttat ttaattaata
  5073601 ctccttctaa ggaaagtgtt ggaataaaag atttggcaga gtttcaagga ctttctgaaa
  5073661 catttctttc aaaagttttc ggtaaattat ctaaagtggg cattgtgaat tctgtcccag
  5073721 gtgtaaaggg aggatatagg ttagctaagt ctccagaaga tatctctttt tgggatgtaa
  5073781 tagaagctgt cgaaggtcca aaacctattt ttcaatgtaa aaatattgtg cagaatggcc
  5073841 tactatatcg agatgaggct tgtaattctt gtgaacctag caattcttct tgtacaatta
  5073901 acttagtaat gcttgaagca gaagaacata tgcgtgagtt tcttcgtaaa aagactcttg
  5073961 catggttaga taaagaactt gatattgttt tacctgaaaa gataagggta aatactcgtg
  5074021 aatacttcaa ccaaaaaaac tctaactaaa tcgccatgac gaattagtta gagttttttt
  5074081 ggtttttaac aatattaatc aacttttatt tgtctagttt aaagtctatt tccattgcca
  5074141 atttgatttc ttcacatatg taccacatat tagtaagttg tccctatcaa aatgaacgtt
  5074201 tcttgcatct aatatattgt aaatatattt tatttcgaaa ggatgtgatg atatggctca
  5074261 taaatctact ggagtgtttc gggttccaat ttctgaaaat gggattattc caactgctct
  5074321 caacattatg ttaaacaatg attcacgctg ccatactagt aatgtaacgg taactgttaa
  5074381 gagaagtcca aacacttctt tcccaactca aaatgaatta gttgaaatct ctcgtacttt
  5074441 tgtttcttta gaacgaaaca gaacaactaa gattgtgttg tttactccag aattccaaat
  5074501 agaagatttt cttgatgtca ccattagtgg aaataaagat gatgttaagg atattcttgt
  5074561 atattctttc ttagcagatt cagcaggtca caatcttcca tctactgttt tcagaaatgc
  5074621 agaatatact tttgcttgct gatatcgtga tgaagtatgc tttactatca taagtaccat
  5074681 cctgcagctt gaatcaactt aattttattg tgttgttatt atataagaaa agaagacatc
  5074741 cattaagatg tcttctctta cttgtacact tggtgttaag aaggtatcat attgcttaaa
  5074801 aaccataaaa aatataacaa tcatcgagta agcctattat agcatcaata aacaggtttt
  5074861 gatatgtaat attgcatata tatagattta tttatattta atctatatag ttaaattgtc
  5074921 tgttatttgt tttaattcat ttacttattt tatttttgag cgctccagca atggagcctt
  5074981 tttttatgaa ataaaacatt ttctttgcgt tatttagttg atctatatta actttacctc
  5075041 ttaaaaaaat atccatattt aacaaaagtg gtgtatagat aactagtttt ttcaagaatc
  5075101 tattggatta atagttttaa tgatatttta ctaagttgag gttgcgtcac atcaccatta
  5075161 atctatcccc tataacgaaa gttttatgca tcgttgacta ttggcaatga gacgctatgt
  5075221 ctactaattt tgtatagaac aagcatgtaa aaactaaaaa ctattactaa atcgaatcct
  5075281 gttctttatt aacaattttt ttgattttat ttccatataa aactttcttt ggatttataa
  5075341 ctataagtaa aattgcaact attaaataaa aaattgcagt atacataatt aattcaatta
  5075401 attgtccatt tattatgcca ataaataaat taaagaaaaa gtggatgatg attggaacaa
  5075461 ttaaattttg atttaaatta taaaatgttg tcatgataat tgtagtagat ataattgcaa
  5075521 tcataaaaaa taaaatatat ttaattaaat tactgcctgt aaaacctgta gtaaaccata
  5075581 taggtagatg ccacattccc caccaaaaac caataatgat tgaagatttt aatggcgagt
  5075641 attttttctg gagctccatt aatgcaaaac cccgccaccc taattcttct cctagtggtc
  5075701 cggatacaat agttttaaca acataataaa gtaatacgcc ccatgtagtt ctattaaaaa
  5075761 tagagtttgc ttcactgtta gtcgaaatga gaaacaacat catcaaaaat ataattattt
  5075821 gagtcatact tacagtaaga actatagagt agttaagttt atttttaaat ctacctttta
  5075881 cgaattggat aaaactctgt ccaggataaa ttcttttaaa tagaaacata aaagcaaaag
  5075941 tggaagacca agctgatatg cagagcatta catcaaaaat ccaagttgga aaatgtaata
  5076001 attttgtaat tcctacaaga agaaaaagtg gccaaaaaat aatgttggtt agtaatataa
  5076061 aacttaccac cggctttttc agtcttttac cttcagtcat atacaatccc accttaagct
  5076121 aaatttttaa cctactataa tgtacttatt cagcacacca atataataca ccgaattttc
  5076181 tatttatatt ttctatgaaa atattattta gtcaattaat aaatgatatt ggtgtagatc
  5076241 atgaatatgg gaaattaaac ggtaaacttg gaggtgctga actgagtgtt gtagctaaag
  5076301 atggttatta ccattttagg gcaaaagctg atttagctaa ggctgaggga gaagttaaag
  5076361 taccattacc ttttactgat tggaaatgaa ttattaccta ttgttcctgt agtttttgta
  5076421 gaagaaatta atcaatctct tatgatttat agaagaaagc aataacaatc tgataataaa
  5076481 ttaggggatt atgttgcttg tccaaattct catggtaatt tatcaaaaga atataatgtg
  5076541 ttttttaacc ataatcacat tgttcattta ttatttaagg gttttgagac agaggatgaa
  5076601 ttaagaaaaa aattatccga gctttaatgg aaatggagaa ttattatatg attttaggga
  5076661 tttcatattt taatattttt tgtattgtag tgattatctt gtttttcttt attttttgga
  5076721 gattgcatgt atggtataac aagaaacaca atgttcctaa ggtttttcaa tggtttccta
  5076781 gaaaatgggg taaaagaaaa gtgtcagagc atttatcaca attgaatgaa aagctagagg
  5076841 ctgaaggtaa aggtatttgg gttacaatct atgctataga tttatacatt gtaactattc
  5076901 cttgtacagt caaaaaatat aaatcttaat aagtatataa aaggtcttct ctttttataa
  5076961 attttagaag tgatttgttg aatccatgtg tttatgcgga gaaagtcact tgagtttgat
  5077021 gagatagagg gagattgtag tgaagtgaat catgtaataa aaagctgtag ggcgagacct
  5077081 tagcaaaggg taaaaaaaaa cgggggttat ttaaaatgat aatcaaagat ttggattttt
  5077141 atgatgaata cttattcatg cttgattaac ataacgccct atcattggta gcaagaaaaa
  5077201 ggcgcattcc tactttcaaa aggaatgcgc ctttttcttt tctataaccc tattcatttc
  5077261 ttaacaaatt atgtgtttag gattcttgtt tgttactgaa tgagtcgaaa aattgtatgg
  5077321 aattttgcat actcttagcg tgattatttt tttaaatgct gacggtactc cgtttatagg
  5077381 ttatgagaaa gggtattttt tgcactatta tctattcttg gatattatta ataatatcta
  5077441 tatgaactta tgtttttatt aaaaaggttt ggcggtgtgt aaaatgatga aaggaattaa
  5077501 aaatattgaa acgaaagaac cgataaacat gtttctattt attccctgta gtactctttt
  5077561 gtttgataat atttatcaac attttattct tggaaaggat tttacactag agaagctttt
  5077621 atttgaactc gtatttttat ttattttcat ttcatttttt tatgtaataa gtgtttacaa
  5077681 aaaatgaata aacaaatgtt tacaaaatat atttttcttg gtgttagtat tatttatctt
  5077741 ttggcatatg atcttatgtt tatacgtgat ccaggttctt ctttacatat tccttattta
  5077801 gagtgcttct tagtaatttc tgcaccttta tttttaagta ttcattatct tctaacggta
  5077861 tctatttgta tggtatgtag atttttaatt gctatttatt attttgaaat taattatcca
  5077921 atatcattaa tattattgtt tctaatcatt tttgttacgt cattttttgt atttctttca
  5077981 ttaaaatttc tagtacaaaa aattaaagca tcctatgaaa aacaaatgaa agaaacagct
  5078041 ttatcgataa tgaggataat ggaattaaag gatcaatata cgaaaggaca tagtgaacgt
  5078101 gtagccaatt atgctacgat tcttgctaaa gaaacaaatg aatatgatga taattcttta
  5078161 aaacaatttc attttatttg tttattacat gatataggaa aaataggtat tccggatgag
  5078221 gttttaaaga aagcatcttc tcttacagaa gaagagtata atcttattaa gacacaccca
  5078281 caattaggat tagaagtttt taaaaatata tctttaataa aaggtagcga agatataatt
  5078341 ctttctcatc atgaaagatg ggatggaaag ggctatcctc aaaaactaaa aggaaatcaa
  5078401 ataccattat gcgcaagaat tgttgcaata gcagatgcat tcgatgccat gacttcttca
  5078461 agagcatatc gttcagctct atctcctgaa gaagcttata gacgtattat agaaggatct
  5078521 ggtacacaat ttgatccttc catggtagag gttttcaaaa aggtatttcc tttgtgggaa
  5078581 agaatggtcc cgaattcttt tcgttaaaaa cgcatgtctg aaatcgattc ttatttgagg
  5078641 tgtgatgaat gcgaaaaatg aaaaaccaaa ttcaattttg ataaaagttt ggaactagat
  5078701 catgaataag gcacataaag agaaggtacc catataggta ccttttctaa tagtttttta
  5078761 gcagaaacaa ctacatccga taatgattaa tagaataaat aatacaacta ataaagcaaa
  5078821 tcctccagcg aaaccgcagc cttcgccgca actaccacca tatcccataa caatagtgcc
  5078881 tcctttagat aaaagggtaa aactagggtt cattccatgg attttaatgg gttcacttta
  5078941 ccttatgttt taaagaatga atggagcagg tccttttgaa aataaagaaa agacgccatt
  5079001 aggcgccttc cttttaggta gataagactt tagttttcca atctaaagaa attttgtatc
  5079061 agttccttgt gggtatatca taatatctga ttgatttatt atgcattgtt acatacttct
  5079121 ctaaatccct ctatttttta tttgataaaa taaaatccta atattaccaa aagttaaata
  5079181 aatatttcta catattcaag atatttacat aaattacaaa agtgataaat ttaagttgta
  5079241 agttataaaa actattaaag ggggatttat tatgttcaag aaattagtag tagggctatt
  5079301 ggcaactggt attgcattaa caggaggaat tggagcggct tcagctgata cgcaaaaagc
  5079361 tgtgagttct ccgaagcaag caacatgctc aattccttat gagtattcta acggtaaatt
  5079421 caaaagaact ctgtattact caaatggagt atatgctaat agttttactg aaaatgtttg
  5079481 tggcgggacg attacatggt atttaaaaca tgttcaacat ggagttgctt tttacgaagg
  5079541 taatttaaaa tagtggattt tttgaacctc atttattgag gttcttttat ttttagtttt
  5079601 caaactgatt ctctataaaa aaggtaggat ttctcttagc aaaagagtta tatgtcgtac
  5079661 agaaaggcag ttgtatacaa actggatgtt cttgatttca ttatataacg tttatcagat
  5079721 gttataattg aattatagca atctttacgt aagttttatg tgatattaaa gtttttgaga
  5079781 gaggctgaat tagaattttg tacaaataag caggaagtat ggggataata ttataaataa
  5079841 acggctcaat tctcaaaagg gagagagttg agcctgagga tgtaattact aagctctcgg
  5079901 gttgatgaaa actagtaatt aaataaaatc gccctaggtt tagggggtct agggtttcat
  5079961 gttttggtat atctcacacg acattataaa aagaatagaa cgtactgaag ataacatatg
  5080021 aatgtttcat aaatgtatca aaaaaatgaa caaattgtga ttgaaataaa aaagagttct
  5080081 tactattatg taagaacccc ataaacaaag aaaaaagtcg tatgtgcctc aatattattg
  5080141 taatgaaatt aaatgaaaac gttattttaa tataaagtga aattgaaagt tagtaagcaa
  5080201 tacttaaaaa agtacaagcg gcaaatccgt aaactaataa gctactagta gcaaggaatt
  5080261 ttataatttc atttgtagaa ataatagtta aacatagtgc tatagatgca cctataaaga
  5080321 attggtactt cgtatgtata tttgtaagat taattattac aagtacagtt aagaaaagtg
  5080381 aaatgaagtt aaaatatctt ttcattgtca tatttccttt cagtgtttga tctgtatcta
  5080441 ttataccgga ttgtaccagt aataacatac tttgtaatga agcttaataa aaatctcatt
  5080501 tttcataaat aaaaaggcgg ttgtttccgc aaccaccttt cagcaaaata aagcactttt
  5080561 tcagaaataa aatatggata attcctgaaa atgttatagg atataatccc atttttataa
  5080621 ttcaagtgac gagcttaatt tataagaaag gaatgactac attatatgaa agcttgtcta
  5080681 acaaggttac aaataaaaga gcagctagca agggctaact gctcaataca aggagataca
  5080741 gagaaaacga aatgagcttt ggcatacagc ctatcaacat tatggacata atattgagtt
  5080801 ttattcgaag gaattcatat tttataaatt agattacgat agtcgatatt ctccatattg
  5080861 accagaaaag aaccaagaat tctagtgaaa ttccaagtgt tcttttccta gttttttgaa
  5080921 attcttttat taaatagcca atagcactaa ttgctataag aatgaaaaga ataagttcta
  5080981 gtgtaactgg catttgatcc gcccctaata tgtttatttg ttatataaag attataggat
  5081041 atttttatgg ttagtagtga aaaatttagt aaaactatct ctatatgaaa aaagattctg
  5081101 gtgtctccaa cagaaccttt tctaaaatgg caaagagtaa ctcttacctt actctttgtt
  5081161 tatatactac aggagtgtta atgaaaatcc aaggtttctt atattgagaa ataaagaaga
  5081221 attattttaa agaatttgat cattgttata aataaaggag cagttagcaa aaactaactg
  5081281 ctcatctcca aggggaaacc aagaacaaac agctattata gacgatttaa aaaatcatac
  5081341 tattggttta ggattagtaa ggaaatacat tgctctccag aaattagaaa aggctatagt
  5081401 ttgtataatg aaataagtga tgatatggaa aggaagcaaa cgcgagagtc tcttattatc
  5081461 gtactagata aaacgataaa taagtttata aaaataagga atataggaaa ggacccgctg
  5081521 gagtttgggt ccttttagaa gtgatgatgt tttctcggat taggaaactg agaaaataca
  5081581 aaaatataat acatcgagat ttagagaatt tcaatactaa attagagatt accatgaggg
  5081641 agttataatg agttactatt tatatattcg taagtaaaac aacataatat taatacggaa
  5081701 aaatatatta atatgagttt ttgcatattt caaaacttag tatatccttc aaaaagtttt
  5081761 aattgtataa tatattttgt catattcttt tagatttttc gacaaaaaat aacataaata
  5081821 gaaacgatat tgggagaagg aattatgtac acaaaactac taaaatcaat tacatcatta
  5081881 tcacttatag gtggtgcttt actatataca aatggtagtg atgtgagagc agctgaggca
  5081941 agtatttttt ctgatgtgcc tacgtcgcat tggtcgtatc cggcgattaa agatttatcg
  5082001 agtaaaaata ttatttccgg ttatggaaat gggaagtttg gtttcggtga tgttgcgacg
  5082061 agagagcaag ttgcagcttt aatttatcgt gcgctgttac cgaataagca aggtggtacg
  5082121 ttcagtaacg aaggtgctcg ttatgtatta aaagatggat ctactttaaa caatccatat
  5082181 cgagatattc gcgcaggatc tacattgttt ccagaagagg ttttaacatt aacgaaatta
  5082241 ggaattttta acggggatgg aaacggaggg tttagaccga aagattctgt tagccgtgca
  5082301 gaaatggcgc aaattattaa aaatgctttt caagtttcag ctaagcaaaa gcatacattt
  5082361 aatgatgttc cgaatggttt ttgggcagaa ggcgcgatta gtgcggtgca gtcaaacggg
  5082421 attgcatctg ggacaggcga cgggaaattt gaacctgcta aaacggtaac gcgtgaacag
  5082481 tatgcacagt ttttatataa tgctttgcaa tataaaaagc ctgcggtcgc ggtgcaagat
  5082541 acaggagatg cggcattatt agcagcattc aaagatgaag tgcagaagcg tattaatacg
  5082601 tacgaaacga atattacact tccgtataaa acgacaaata gtaatacaaa agaagtgatg
  5082661 aatacacttt ttaacgcata taaagaagtg gcaagcaaaa atgagtatac aaataataga
  5082721 tcgaatgttt catatggact ttctggatca cccggaaatt atacatttac attaaagatt
  5082781 acatatcgtg aaacgaaaga acaaacggaa tatgtaatga agcaagcaaa ggcaatcgtt
  5082841 tcttctatta cgcaagttgg aatggatgat cacgaaaaag tgaaggcgat tcatgattat
  5082901 gtcgtaaaac acatttctta tgatacgtct tataaagctt acacagcata tgaagcactc
  5082961 gtaaatcgtt cggcggtttg ccaaggttat gcactattaa cctatcaatt attaaaagaa
  5083021 gctggaattg agaatcattt tgtagtagga actggagacg gtcagcctca tgcttggaac
  5083081 ttagtgaaaa ttgaaaacaa atggtatcac cttgatacaa cattcgatga tcctgtgcca
  5083141 gatgaacaag gccgtgtaac gtattcttat ttcaacttat ctgatgagca aatcgcaaga
  5083201 aatcatgagt ggaaccgagg ggactatccg caagctacaa caaattatta tagtacatta
  5083261 acaaataaaa ttgcggcagg tagtacgaaa actcctgcat atcagcaaat attaaaagat
  5083321 acaaagttaa actatttagg aaatgaatat attgcaaaca actataatga attcaaaaat
  5083381 aaaatgcagc aacgttataa cgaaaagtca ccaaagattg aaattcttta taaacaatca
  5083441 atggatggtg cattgcaaga tgtgaaaaaa gtaattggag aaatcggtta tccgcaaggg
  5083501 gcaaaccgtg tttcttataa agcggagccg tataatgcga aagaaggata ttctttagtg
  5083561 acgattacgt ttatgtaaaa agcaacctag atcccatgtt ggatctaggt tgttttttat
  5083621 aacttaattt gacatataca gtataactgt ataaaatcaa actatacagt tgaactatat
  5083681 agtttagcta tatatttatc gttacattgg aggtctttat gaatagagat aaaaatttac
  5083741 cattaacgga aacaacgtat tacgttcttt tagcgttatt agagccagct catggatatt
  5083801 taattatgca aaaggtggag gaattaagta atcagcaagt aaagatcgca gcgggtacat
  5083861 tgtatggtgc ggttgaaaat ttattaaaac aagggttaat agaatcggta aaaagtgaag
  5083921 ataaacgaag aaaagtgtat gtcattacgg aacgcgggaa agaagtattg cacttagact
  5083981 ttatgagaat gcagcacatt attgaggtta caaaaagttt attacatgta tagttagggg
  5084041 gaaacgatga tgtggagatt gaaattcttt ttagactttg agaaagagga aaaatggtta
  5084101 gaagagatgg cttggaaagg ctatcaacta gaaagcaata catttggtta tacatttaga
  5084161 tatacagaac cagaagatgc aacgattaga atagatcata gagtatttag tagaaaaagt
  5084221 gaatttatta attactgcac attatttgaa gatagtggct gggagcatat agccggtaat
  5084281 tggtggtcag gtacgcacta ttttaaaaag gtaaatgagg aaagtgaaga tgatattttt
  5084341 tcagatcaaa tgtcacgagc agggaagtat aaacgcctat ctaaaacatt tttagaatta
  5084401 gctatgtgct ctattccgat attaatccta tttatgttta atgacacgat tcatttagga
  5084461 gcacttgcaa attcgaaaga actatatttt acgccaggtc tatgggataa gcaaggtgta
  5084521 tcatttctat ggtcattctt atttgaaaca ccatttgcat tgatgagagg cttagcatgg
  5084581 ttatttatcc ctgcagcaat tgttatgtat ttagtttgct cgtataaagc aaatcggttg
  5084641 tatgaagaga gaagatgata gaaagtataa attttattgg tatgttacac cggcttagca
  5084701 tgtgtttttc cctttaatta atagcttgtt ctcttgttat tcgctgcatg aactacaaaa
  5084761 agatctaata cggaagacca tcctaaataa attattgtat ttctcaataa acaaaaacaa
  5084821 cttaacatgg taaaataata gttggatggg agtccaatac atattattaa aattaagatg
  5084881 gttcaagtcg gaggaaggca ccttagggtg tcttttcttt tttctaaaag agaattttgc
  5084941 tttaaagaag ataaattttc aatagattaa tgccatgcgt atgtagataa aattcaacaa
  5085001 tacatgtatg ttcatgaata tgtataatta cataaaattt cagtgaaaaa gagagtatac
  5085061 tttcttattg tgtaataaag ataaagctcg cctacggaaa taggcgagct tttttaacat
  5085121 ataaagaaaa ggcaactttt caagtacctt tctttgagtt aaaacatttt actaggttaa
  5085181 gttttgtgat gattatttct tttcatttaa atgaactaga gtagtacatt actttatttt
  5085241 taagcatcct tctcaacaaa tatgaatatt ttcattatcc ttttcactac aaagggtagt
  5085301 aatttagaag ctaaaaatgc aagcacgaaa gcaattgccc atgttttcag ccatgatttg
  5085361 agaaataaag ctgtataccc aacgttcatt gaaaccatga cgaaagagat aatgctagat
  5085421 atacctaaaa tcataaagag attaaaaatg attggttcaa attttttatt gattttcaaa
  5085481 attaacacct attttctata tatgctttgc tgcccgattt caccaacatc taatcttaca
  5085541 gtttgaaatc taggttgtcc agcttgttgt acttttctgc aatagtaaca ataggtatat
  5085601 aactacagcg taaataaacg ttataattaa tagttttgct ttgaatgata aggagtagaa
  5085661 cttaataggc tgtatgaaga gaaaaaggat ttccttaaag gagatccttt ttacatttta
  5085721 aaaaaatctt tcatcatttt agtattttta atgttcaccg ttacaccttc aactttatct
  5085781 tttttcttat ctttagcaat cgtaatttgt tccttattat caacccacac aagaaattct
  5085841 tcttttgcgt catctttata tgtaacggtt atagtagaat gtgcagattt tcgctttttt
  5085901 tgatctagtg taattgtttt aggcgtgcct ttttgaactg ctgaaacgat agattgtatc
  5085961 atttctttgt tgtctgtttg agatttagag gtagtattat tggttgtctg aagtatttcg
  5086021 atatctgtaa tatttgcgga atttaattga aaggcatttt gtttatgttc ttgtttagct
  5086081 tgtggagatt tgtctgtagc tgaggtactg gcacagccta ttaaagtgaa agatagagcg
  5086141 gttagagcgc atatagatat aatttttttc atagtatccc tccttatgtt taattataac
  5086201 aattttctgt taatttaggt tgttattgta aggagaagat gttttaaagt ggtaaatgat
  5086261 gttgttcatt ttctattaaa atcaaaattc acataacttt tttcatattt tatgtttaac
  5086321 atttcgaaaa taggtgtact acatataata taacaaataa ttcattttaa aggaggaagt
  5086381 taaagatgga aacgaagtat agtaaacctt ttgtatatga atttattacg gagaaagagg
  5086441 tcatgaatgc ggcgaatgat ctagtgaaga aaggaataga ccaaaaagat atttacgtat
  5086501 taacacacga gaaagaaagg acagatagaa tcgcagacaa tgcagacgta aatacaattg
  5086561 gtataaaaga ggagggactt gggacaagca ttattaacgt ttttcaaaac acgggagatc
  5086621 agttaagaaa taagatgcaa gagttaggac ttaatgaaga agaagcaaac ttctacgaag
  5086681 aaaagctgga tgaagggaaa atcttgttat tcgttaaaga tttagagaga gtcggtgaat
  5086741 ggttacaaga aagaagatgc atgtattcta tttaagtttg tatcctgtaa atctataaat
  5086801 ctattacgaa aaggagatgg gaaatatgag tgagagcgga ctaaaagaac aaattactgg
  5086861 taaagtggaa aagacaaagg gacaagtaaa agaaggaatt ggtgaggtta cagaagatag
  5086921 aaagttgaaa aatgaaggga agtgggacaa gacgaaggga acgataaaag aaaaagtcgg
  5086981 aaaagtgaaa caaaagataa gtgatgggtt ggataataaa gaataataca tgtttatcaa
  5087041 gctttggtta cataccaaag cttgataaat acaatataaa acgaatatag gagggttaat
  5087101 tgtgggactt attattacgt gtattgtagg tggacttatt ggtgcgttag ctggaatgat
  5087161 tacgggaaaa gactttcctt taggtatagt tggtaatgtg attgctggtt taatcggatc
  5087221 ttgggttggt agtgcattat ttggtcattg gggtcctgaa tggggaggca tttttattct
  5087281 tccagcgtta ctaggtgcaa tcgtctttat tttaatcgtt acattcttct ctagaatgct
  5087341 acggaaagcg taagtatgat aatgaatagt aatcttaagt ttattatata tggctataaa
  5087401 gttaaaagag tgataaatat acataaaaaa gcatccaatt aaactaattt ggatgctttt
  5087461 ttatgtaatc tgcataggaa taagcggggg atgaaggccc ccgcttattg aaattacact
  5087521 tttttattat gtattaaacc atcgttgctt tctcacaatt atttattctt acgacttgcc
  5087581 ttggttctat atgagatacg tcttcgttat tacctatatc aactacgatt gtattcgtta
  5087641 gtatgttaat aatggaacca actaattttg tagcatgatc gtgtcgataa gaaaattgaa
  5087701 cgaaatctcc ctttttaaag ttgtgctctt ccatagatag atccccctaa aaataatgtt
  5087761 tatagattat atatacacaa atttataagg tttaaacatt tggtagtatt tttttagtgt
  5087821 taagctgaga aagatataga aaatttattt ataataaaaa taaaaaaata tgtttaaaac
  5087881 taatttttat gggtaattaa gatagtaata gtttgagata agggggcgga aatgatgaat
  5087941 ttgggaataa atattttgca aaatgatgta ggttatacgg tacaacttaa tggtgaaatt
  5088001 gatgcatata cagcatcaga tttgaaaaat aagatcatgc ctattgcaag cgaaaaagag
  5088061 gttcgtattg tcgtagattt taataaggta gattatatgg atagtactgg tttaggtgtt
  5088121 tttatagcgc tattaaaagc agttaagaaa aatgatggaa aactagagtt tattggtgta
  5088181 tctaaaaggt taaaaagatt atttgatatt acagggttaa cagaaatatt aaatttgaat
  5088241 tccgattttg aaaaagtaga aagaaggtga ctagggatga tggagagatt tgaaaagata
  5088301 gaaatgaaaa ttcctgcaaa ggcagaatat gtggctatta ttcgtttaac aatggctggt
  5088361 gttgcaaatc gaatgggctt tgcttatgac gatatagaag atatgaaaat tgctattagt
  5088421 gaagcatgta caaatattgt acaacatgca tacaaagaag acgttggaga aattgcaatt
  5088481 gtctttgggc tatatgaaaa tcgattagaa attatggttg ctgataatgg ggttagcttt
  5088541 gattttaata acttaagaag taaagttggt ccgtatgata ttagtaaacc tgtagaacat
  5088601 ttgccggaaa atggtttagg tttatattta atcaatacgt taatggatga tatacaaatc
  5088661 atgcatgatg agggcatgac ggttttaatg acaaaatata tacaaagaga gcaggtggag
  5088721 aatgatggaa atccaatctc aacctacgaa tcttactaaa gaagacgtta ttaaactaat
  5088781 tgcagaattt caacaaaacc aatgtggtga agcgcaggaa aggttagttg atcattataa
  5088841 aaatctcgta tattccattg catatcgcta ttcaaaaggc gggccaatgc atgaggatat
  5088901 tatacaagta ggcatgttag ggctcttagg tgcaataaga aggtatgatt attcgatagg
  5088961 gaatgctttt gagccttttg caatacctac gatagtaggg gaaataaaga agtatttacg
  5089021 cgataaaact tggggcattc acgttccaag gcgaattaaa gatttaggcg gaaaaattaa
  5089081 acttgcgata gaggaactaa cagatcattt gcagcgttca ccgaagatta tagagattgc
  5089141 ggatcattta ggactatccg aagaggaagt gctagagatt atggatgcga aaaataatta
  5089201 tcgagtatct tccttagatg atgtagttga aaatgcatct gatggcagtt cggtagcgag
  5089261 aattgaatct gtaggtgaag tagagcaagg atatgaacag acagaaaggc gtctcgtttt
  5089321 aaaggatatt tttaacgtat taaatgaaac ggaaaagagt gttattcatt atatatttga
  5089381 agaaaattta aatcaaaaag atacagggga acggttaggt atttcacaaa tgcacgtttc
  5089441 tcgtattaaa agacaagcga taagtaagtt gaaacaagcc gcatttttag atacataaaa
  5089501 aatttaaaat aatgatgttt aaaacatgag aaaaggggta cttattaagt ataggaggag
  5089561 atatgaaatg tcacacgatg tgaaagaact aatcgaagga ttgaatgaag atttagcggg
  5089621 agaatactca gcaattatta tgtataacca taatgcagct acagtttctg gtatatatag
  5089681 acaagtgtta aaacctttct ttgaatctga aattagtgat gaacaaggac atgccctata
  5089741 tttagcggag aaaattaaga cgctaggtgg tacacctact acgatccctt tacgagtgaa
  5089801 acaagcagaa gatgttcgag aaatgttaga atacgctaga caatcagaat atgaaacaat
  5089861 taagcgttat gaaaagcgaa aagaacaagc cgcgaattta aatatgacag agttagttgt
  5089921 aaagttagaa gatatgatcg cagatgaaac caatcatatg gaagaattgg atcgtctttt
  5089981 aaatgataaa gcaatggtgc taaattaaaa gtggaaattt atagagtgaa agaacaaact
  5090041 ctcatttctg ggggtttgtt cttttgctgt ataaaaaata ggtatgagta ggaaattttc
  5090101 attttataac tgagtatgta atactagaaa aatagaaaat gataacagat ttacatttta
  5090161 aataagaaaa ggggaaataa cttgtgtcca ttttaattgt agatgataat ccggttaaca
  5090221 tttttgtaat taagaagatt ttaaaacaag ccggatatca ggatcttgta tcgctgaatt
  5090281 ctgcacaaga gcttttcgaa tacatccatt ttggaaaaga ttcttccagg cataacgaaa
  5090341 tagatttaat actattagat attatgatgc ctgaaattga tggacttgaa gtttgtaggc
  5090401 gattacaaaa agaggagaag tttaaagata ttcctatcat ttttgtaaca gctttagaag
  5090461 atgcgaataa attagctgaa gcgcttgata taggggcaat ggattatatt acgaaaccta
  5090521 taaataaagt tgaattgtta gcgcgtatgc gtgtagcatt atgcttgaaa tcggaattaa
  5090581 attggcataa agaacaggaa gagaatcttc ggaatgaact agatttagct acgcaagtac
  5090641 aaagaaactt attaagtagc ccattaagag aagagcatat aaaaattgaa gcaagttact
  5090701 taccttcatt taaactagct ggagatatgt actactggta taaaatcgat gaaaaccgct
  5090761 acggtattat attattagat gtgatgggac atggtgtatc tgcttcctta gtttgcatgt
  5090821 tcatttcgtc tgtattacgt gaaacgatta aatgtttaat cgatccagaa cttgtcatga
  5090881 aagatttaaa taaatatatg actcttttac ataatgagaa tgacaacatt ccatattatt
  5090941 ttacagcgat atacttagta gttaatacag aagatagaac gattgaatat gtaaatgcag
  5091001 gacatccttc tggatatgtt ttagttgatg aaacaaatgt agttgaacta aatcgcggga
  5091061 gttgtgcggt aggttttttt gatgaaataa aagttgaaaa gacagttata ccttttgaga
  5091121 aaaatgctca aatcgtattg tttacagatg gtgttcttga agcaattgca aatgatgaat
  5091181 ttgaggctga agagaaatta cgtactttta cagaaagaaa atggggagag ctagaagaag
  5091241 agatagaagg gttttacaag gaagaacaga aacaagcgca atcagatgat atgtgtctca
  5091301 ttatgataca aacgaatgcg aaataaaaag cgtatgaaat ccaaatagag gatttcatac
  5091361 gcttttattg tattttttga tagatttgtt cgtgtggatt aaattgcgta taatgcggca
  5091421 tgatatccga gaaacgaaga gtttctttat tccctaaaca taggaatcca ttgtgactta
  5091481 aactttcata aaatagttgc tgtacttggt tttgaagttt actcgtaaag taaattaaaa
  5091541 cgttacggca aagtataata tgaaattcgt taaaagattg atcagttact aaattatgtt
  5091601 gtgcaaaaat aatgttttgt aacagtgacg gattaaaata agcaaaacga ctatccgttg
  5091661 aataatagtt agaaaatgct tgtgtaccgc cagcttgtaa ataatttttc gtataagttt
  5091721 gcattttatt taatggaaga ataccttgtt ttgctttttc taacacatct gtattcatat
  5091781 ccgttgcgta aataacagct ttttcactta acccttcttc gtgaagtaag atggacatgg
  5091841 ataatacttc ttcaccagtt gcacatccag catgccaaat tctaatttca ggatgctttc
  5091901 ttaattcagg aataacatgc tctcttagcg ccttaaaaaa gatagggtta cggaacatct
  5091961 cagttacatt gatcgagaaa tcatttaata actgttctaa aaccccttcc tcatgaatta
  5092021 ctttttcaat taactttgaa atggtaggga tattagaaat ctgcattcga ttacaaattc
  5092081 ttctataaat agatgtgcga gcatattggc gaaaatcaaa tcctgatagt ttaaataccg
  5092141 cttctaatag taagtcaatt tctaagttcg tgcgcttatc cgtatctact gatggatcaa
  5092201 aattataata cttattttcc actgaaacga aacctcactt attttattaa ccatacactc
  5092261 attaccgaat agagttgatg taaatttaat ggtttactta tataatctga agcgccagca
  5092321 gataaacatt tttccttatc atttggcatt gctttagcag ttaatgcaat aataggtatt
  5092381 tcatgtaacc ctaagttcat tcggatatgt tccatcgttt cataaccgtc catatttggc
  5092441 atcataatat ccattaaaat aaggtcgata tttgtattgt tttttagtat ttctaaacac
  5092501 tctaggccgt tttgtgcagt aatgatgttg gcatgttgtt tttttaatgc attttgtaat
  5092561 gcaaatatat ttcgatgatc atcatcgaca atcataatag ttttctcttg gaagacatta
  5092621 tttgcttctg ggagaacgat agtttcttca ataacttcag caggaataac ttcatctacc
  5092681 gttgctgcga cttctaaatt ggataactgt acatcatgta atccatttgg aaggttggga
  5092741 atatatacgg tgaaagtact gccttctcct acatgactct ctaacgtaat ccaaccacct
  5092801 aataatctag caaactcttt acaaatagat aaacctaatc ctgtaccacc atacttccga
  5092861 atcgttgcgc catcagcctg ttgaaaggct tcgaaaataa gttgatgctg ttctttagca
  5092921 ataccaatac cagtatcttt tactgaaatt gtaatccagt ctttacttat agactgcata
  5092981 tcatgactta aattgcttgt ttcgattgaa tcgaaatgta aagagacgga tcctttttcc
  5093041 gtgaatttaa atgcattgga taataagttt ttaataattt gttcaatccg ttttgcatct
  5093101 gtataaaaca aatcaggaat cgtatcactg tcttcaacag taaattcaac atttttttgt
  5093161 gcagcgatat gtaaaaagtt ttgatgcata cttgctgcca tatcacttat atttgttgct
  5093221 tcaaaaataa catctagttt tccggcttct actttagata aatctagtat gtcattaatt
  5093281 aaagtaagca aatctttccc tgatgaatga atgacggttg ctaattcaat ttcatcatcc
  5093341 gataaatgat tatcatgatt ttcttttaac atttcagata atagtaaaat actatttaac
  5093401 ggtgtgcgta attcatgtga catatttgct aggaactctg atttgtattt tgaactacgt
  5093461 aacaactcgc ttgctttttc ttctaattct aatttagtaa tttgtaagtc agctgtcttc
  5093521 tgttcagcct cttccgttct agactctaat tgttcattcg ttgttcgtaa ttcttcggct
  5093581 tgcatttgta gttcttccgc ttgggtttgc aattcttctg attgaacttg caactcttct
  5093641 gtcattgctt gtgattcatg taaaagagtt tgaattcgca tacgtcccat aatgctatgg
  5093701 attgttaaac ctagattatc aacagtttgt tgaattaaat cttgatgtaa atctgaaatg
  5093761 tcagttacac ttactaactc cattactgca atcacttcat cctcaaataa gacagggatg
  5093821 actagtaaat ttttagggcg tatttctaat aatccagtag taacgtaacg aaactcttct
  5093881 ggtatgtccc taagaataaa acttttcttt tctaaagcag actgtccaat gaaaccttca
  5093941 cccattttaa tagattgttt tccaatatca aaaccttgat cggcaaaaga agcttttttc
  5094001 acatagtaga cagtttcttc atattcttca cgtacataga atgcaccgca agaagtttgc
  5094061 gttttttgta taattccact caaaattttg ttacctaaca tctcaataga agatacacct
  5094121 tgatacatta aaattaattc tgcaatctcc gtttgtaacc actctctttt cgatatttcg
  5094181 tctagcagat ggttcgtcgt atgagcaaga tcttttattt catcatgtgt atttacatga
  5094241 attctttccg taattttttc tttagaagaa atggatttaa tagcttgaat tacattttta
  5094301 atcgtttttg taatggaatt cgaaatataa agtgaaacga taatagaaat acaagatagt
  5094361 aagaacaata aactgtataa ccaaagctct aatttattat ttttagtatc taattgtgca
  5094421 gctctttttt tcgttaattg ctcctcagtg ctgcggaagt cagttagttg tgattgtaat
  5094481 gattggattt cggtagtgtc gatttcttgt attttattac tattatgatt tgcaattaac
  5094541 gggtgaatct ctttattcat ccaattagta atgtttccgt taatctcttt taatttttct
  5094601 tgctgagatg gattgtcttc taataaagaa aaaagatcat ggtaatgctt ttcataatct
  5094661 ctttcggcag agttaagaga ttgcaaatag ttcgcgttat tagaagtgat aaagcctttc
  5094721 gctttatttt caattgttag caagtctttc tccacttggt tcgttaagtt gagaacttta
  5094781 aaatcgtgat caataataaa attacgagat ttttgtaaat tggaaatctg attgtttaac
  5094841 ataataaaag aaataagtaa aaacaaaatg ataactaaat aaccagccat aattttgtag
  5094901 cgaatactaa attttgcttt cgatttcatt aaaaattcct accttcaagg ttattaaaag
  5094961 ttttctattt taaagaatga aaaacgtaat atatattata tcagttttca tagggctaaa
  5095021 ctagaaatcc ccctattgta ttagggggtc tcgttttgaa tagaggaaat cattttgaag
  5095081 tataaaacta tgtatgaaaa gtaataatcg agggaatagg gggtaataaa acctttaaga
  5095141 aggaaagagt gttcttaaag ctctttttgc atctattcct tcaaatataa ataatacaag
  5095201 ctctttcttt tttacagtaa ggaaaaatga tactaatgtg cttaagtttt taatagaagt
  5095261 aagtgttcct tgtttactta taaatagatt cgtttgaaat gttgtcatta aagcataaaa
  5095321 atgatgaatc tgcgttattg taggtgtttc attataaaga atagtagtag agtgaatggc
  5095381 gttcatcgta attttccttt ccatataata agcataacaa tataaacgta cccgttttaa
  5095441 aaaatgttaa acatataaat aagaaaaaat ataattatag ttttttacgt ttagaaagag
  5095501 ttaagaaggg tatacatata ccataaagag attgactgaa gatgaattgt aaagttttag
  5095561 tctattaaaa tatactttta ctttaaataa aaaggagact gttacatatg gataaaatga
  5095621 taacggatat tacatttgat ttcatttact tgttaagtag ttctcttgta atccttttat
  5095681 tgttagcgtt tttcgtaaat ggttatgtga ataaaaaaat tagtgtatat aaaaatgaag
  5095741 agtaacaaag atgtatgata taaaacttta ggaggttaat agttatgaat atggatagaa
  5095801 aaatagtagg tgtttttcca acaattgatg atgcggcact cgttattaat gaattaaagg
  5095861 aaaaaggata ctcggcagat aacatttcag ctattgcgaa agatcaaaag gaaattgaac
  5095921 atctggaaga aaaatcgggt gaaaaagtga atagcgaaac tgcacataaa gcagatatct
  5095981 tttcagcaac agggcttgta gcaggaggag tagcaggcgg actcggtggt ttattaacag
  5096041 gtcttggtgt acttgccgta tctggaatgg gcccaattgt agccgcagga ccgatcgcag
  5096101 cagctattgg aggagccggt attggcggag gagctggaag tttaatagga gcatttatag
  5096161 gattaggaat ccctgaagaa catgctaaaa agtatgaaga atatatttac gatggaaata
  5096221 tattaatttt agtagatgta aaattagatg ataagttaga aatctacaaa atatttgata
  5096281 agcatcatgc ttataactct gatttcttta aataaaatgt aaacaaagta aatatcgttt
  5096341 ttggtcttac aactttggcg cgaccgagga gtcgtatgac tataagagag gaagggctta
  5096401 tagtaaaaga tcaagttcta ttctattatt taaaaggaaa gaggtgtcta ttcgtgattg
  5096461 taaaaatact aaaggatagt agtaatagct tcctttgcac agtccaaaat aaaaatgggg
  5096521 atcagtatgt gaagaaatgg tttcgtaaac atgaaaacaa tgaagaatta ggacgaccaa
  5096581 cttttaaaga agtagaacgc gactggaaag aaaataggga atcgtttatg tatccgaatg
  5096641 ttaaagcgct ttattaaaat gaaacataat gtgcggttca ttcttacaaa actgtcacat
  5096701 tcctgtaagg taattcaata gattcgttgc ttgttccatg tcataataaa gacataagaa
  5096761 agctaattaa aactacaact tattaggaga gtgtcagtca tgattgtaac aacaacgtct
  5096821 ggaattcaag gtaaagaaat tattgagtat atcgatattg taaatggtga agctattatg
  5096881 ggtgcaaata ttgtccgcga tttattcgct tctgttcgtg atgttgtcgg tggtcgtgct
  5096941 ggttcttacg aaagtaagct aaaagaagct cgtgatatcg caatggatga aatgaaagaa
  5097001 cttgcaaaac aaaaaggtgc gaacgctatc gttggtgttg acgtagatta cgaggttgtt
  5097061 cgtgatggaa tgttaatggt cgctgtaagt ggtacagctg tacgtatata agtaaataaa
  5097121 aaaacaggct cacccctcga agattatgct ttgagggggt tttttttgtt cataactaaa
  5097181 gttaagaggg aaaagagctg attactagcc taattatttt aagtgtagta tattattttt
  5097241 aagatataaa gtaataatat ggaaaatttg tatatattta atgaaggtgt taactttatg
  5097301 acaaataata aaattgctat ttgaggtacg gagagaatta gtggtatgaa taattttaga
  5097361 gaatgtatag ttgatagaaa taaacgatgg agcatgtaaa gagttatatt acataaaatt
  5097421 tattatgaat ggaggcggtg acaatatgtt ttggttagga tgctttttag gatacattgt
  5097481 aggttctgtt attacatgcg ctctacttta ctttgggtat agatcccatg aaaacaaaaa
  5097541 agcgaatata caaaagaggg aggagaggaa aatcaatcaa aaaggtgtat aggatgtgga
  5097601 aggtagggtg gtgataacgt tgatgcaaaa ataaagggca gtacatattt tgatgactac
  5097661 tatgtactgt cccgtttatt ctttttggat tatgagaagt tgtttcctgg cttgctataa
  5097721 atttcatagg cgaaaaaccc caataaatag ccgattccgg atcctaaact cattgtaaga
  5097781 agtgaataat ccgggaaaaa catgccgaaa atcaaaccga ttatacagcc aatgagcatt
  5097841 cctataggta tgaaactgtc taataaaatt tgagcctcat ttaatttttt cttacccaat
  5097901 ttgccgtgct tatatttatg ttccaatctt tttattacaa atactacaat tcccccgact
  5097961 agtataacag gccaaattgc cgaaattagc cacatgttag aagctccttt caccttttaa
  5098021 tagaattata ccagatactt acaaattttc gttcctaaat gcattatcta gtctatttaa
  5098081 aaggtcaatc aaaaagccca cttcaattgt agttaataac tagtcaaaaa tactttccct
  5098141 ttcgttttct cagcagactg cacaacatca actgccgctt tcacatccgc taagtcatat
  5098201 gtagaatgta ccgtcataaa acgtaattgc ttattttcta ctaagcgaat taagtgacga
  5098261 aacgtttctt gccatttata tggtgatacc tctttattcc aatgtcgtaa atgaaatatg
  5098321 ttcgcgtgta cttttgcttt ggtgacaatc tctgcccagt tcacttgtat tcctgataga
  5098381 aggccgatcg ttaaaaagtg cccgtttgga cgtaaggaga aagctaattc atttccatcc
  5098441 ggtcctccga tagaatcaat cgcagcgtcc gcaccgagac cgtttgttaa ttccataacg
  5098501 gtttcataaa gcggggcagt ggaagtatca attacatatg cagcaccaag gctcagtaat
  5098561 tcttctgtat gcttattatt tcttgtaacg gcaatgaatc ggaaatttaa aatttgggat
  5098621 aactgcgcaa atagatgccc aatagcggac ccacaagcat tcactaataa aacgtcatta
  5098681 ctctgtaagt ttaacgtttc tgtacaagta acccacgccg taagaggatt aatatacatt
  5098741 tgtgcagctg taaagtcatc gatagaatcc ggaataggaa ctacaaaatc agctgacgtc
  5098801 ttcacatatt cttgccaagt accttctcca cgtaacggta aaacacgttt actgataagg
  5098861 tctctcgtaa cgcccgcgcc aacatcttct acaataccaa caccttcata gccaggtatg
  5098921 ttaggtaaag ggattctatg tgcgtacgct cccgttattg gaattaagtc agatggatta
  5098981 atcggtctaa ctaacatgcg gactaaaact tcattctctt ttaatggttc tatattttta
  5099041 tattcaactt gtagtacatc ttttggattg ccaaacttgt gaaattgaat gcatgttccg
  5099101 tgcaacataa atgttccccc ttagtttgat tgggtttatt ataacatttg cagttcaatt
  5099161 gcttgtttca tttacatgta ggagggaaac ataagcaaaa taaaaaggaa gcaaccgtag
  5099221 tcgcttccta catctattaa gctgaagctt tcttcattct ctcaagtaaa ctagataaca
  5099281 catgcgtacg atacgattct agttttttac cttcataagt acggatacct aattttttaa
  5099341 gttcttttac ataccaacct ttgcttccga aatacatgta atcgctcccc ttcaactttg
  5099401 tttttatttg ttctgattgc atatggaggt acaggtaata taatgaagga aatgaatttc
  5099461 gcgcgaaaat ggttaacttt gttgcaaaag acatatatac taaagatagt atacaacgag
  5099521 gtggacaaga cgtgattata gagaagcacg aaattcaaat tgaccaaatt acgagcggta
  5099581 aagtgaatat ctttactttc tatcgaaata gaaagcaaat tgatgatcag tttttacgat
  5099641 tgcaagaacc atcgcttaca gcaaactact tcttccattt tcattttgat gcagagagct
  5099701 tgcatctact gcaggaagag tttccaagcg tatatccgta cgacggtagt gaaacgattc
  5099761 acgactggac ggaaaagatg aaagcagaat tgcaacatca gatccaaaca ggaaaatgga
  5099821 ataagcgcgt acgtatcggt aatcgcattc tagatgtggt gtttacgtgg tgtgacgaag
  5099881 atatagtaga gtgaaaaaga agcggatgac gcttcttttt ttagcgctgg aataaaacga
  5099941 gcttacctgc agaagatgtg cagcgatgtg ttttttcata caatcctttt tcttgtaaaa
  5100001 tagattcacc ttttgctttc gcttcttttt cagttgccgc ctcgaatgat tcgtctaatg
  5100061 cttttgaacc atctttttca aagactgtta gaacgtatac tcccatgaaa attccctcca
  5100121 ataataaaaa tcagaatctt ataagtattt tggcataaat caatagaata tgcaaagaaa
  5100181 tatatgacat tgcgtgttaa aatagagtga aagttttatg gacactagat ttactatttg
  5100241 tagtaaagta cggaaaaaga aaggatcgtt atttgtgaaa caagtgaagt ttatacatgc
  5100301 ggctgatttg catttggata gtccgtttaa aggaatggag atgaatgtac cgcagtctgt
  5100361 ttgggagaga atgaagcaga gtacgtttga atcgttcgaa cgtattattg ataaagcgat
  5100421 tcaagagcgc gttgatttcg tattgctagc cggggatttg tatgatgcgg agacgagaag
  5100481 tttgagggcg caagtgtttg tgcgcgagca aatgaagaga ctttcgcagt acgatatccc
  5100541 tgtttttatt attcacggta accacgatca tttaggggga agctgggcag caattgagtt
  5100601 tccggaaaat gttcatgtgt ttacagagcc ttacgtagaa gagaaatcat tttataaaaa
  5100661 tggtgagtta ttagcttcta tttacggatt tagttatttg cagcaagcgg taacggataa
  5100721 tatgacagcg caatatacga aaatgagtga tgcgcctttt catattggca tgcttcacgg
  5100781 aagtgtggaa ggcgatgcag agcataatcg ctatgcaccg tttcaaattc gtgagctgaa
  5100841 agaaaagcag tttgattatt gggctcttgg ccatatacat aaacgtgaaa ttttattaga
  5100901 agagccatac atcatttatc caggtaatat acaaggacgt catcgtaagg aaacgggcga
  5100961 gaagggtgca tacctaattg aacttacgaa acaaggatcg cactgttcct ttttccatac
  5101021 ggcggatgtt gtgtgggatg agatagaagt gaatattgat ggacttgaaa ctgttgatga
  5101081 acttatgaca agtgtgtcaa ctgcgatgaa tgagtgccga agagaagaag aaggtacgca
  5101141 attaactgtc gtatttacag gacaagggcc actttctcct tatttacgtg atgaaaagcg
  5101201 cgtagaagag atttttcata ttttagcagc tggtgaagag cgaaaagatt tcgtatatac
  5101261 gatgaagtgg aaaaatgaga cggtttcttt tgcagaaatc gagcgtttga aagaagaaaa
  5101321 tcatttcgtc ggtagtgtgc tgaaggagtt agaagctttc actaatatgg acggcgtgtt
  5101381 gcgcagtatt tggacatctc ctatagcgcg taatagtatt gaatctttta cagaagaaga
  5101441 gaagaaagag attcaaaagg aagcggaaaa tattatttta gaacaattat tccagcaaga
  5101501 gagggataag aaatgagaat ggaaaaactc tatatttatg gatacggaaa attagaaaat
  5101561 gtggaaatag atctttcaat gctgacggtg ttatacggtg aaaatgaagc agggaaatca
  5101621 acaattcgct cgtttatgaa aagtatttta ttcggttttc cgacgagagg gcagcgccgt
  5101681 tatgagccga aagaaggcgg caagtatggt ggtgcgatca ctgtacaaac agagaagtac
  5101741 ggccgtttga aaattgaacg attaccaaag acggcagctg gcgaggtaac cgtttatttt
  5101801 gaagacggga aaacgggtgg cgaagaaatt ttacacgata tattaaccgg gatgaatgaa
  5101861 agtttatttg aatcagtctt ttcttttgat atgcatggtc ttcaaaacat tcatcagcta
  5101921 ggcgaagcgg atatcggcaa ttatttattt tcggcaagtg cagtcggaag tgatgcgtta
  5101981 ttacagctag ataaaaagct agagaaagaa atggatcagc gctttaagcc aagtgggcgt
  5102041 aaaccagaaa ttaacgtgtc actgcaagag atgaagaaac tggaagagaa gatgaaagag
  5102101 tggcaagggt aactaactgt tacaatttat ttaaccaatt ataaccaaag ttaattaaat
  5102161 atatcagtaa gccctgctag tcaagtgatt ggctagtagt gagggttaac tgcgggcaat
  5102221 ccctaaagct gattgaacta caacgtggct agaaatggcg agcgtgaatg tcgcgaaagc
  5102281 agaaaaaatc aatcagatgg tgcaaggtta aatcctaaac actagaacaa tgggtcttcc
  5102341 gcctcgaatc atctaagtca aaagtgataa gatgaacgtt caacgactat ctcgtataac
  5102401 tgacgagagt acatcacaag cctatggtgg tggaaaaatc ctctatctct aaagagataa
  5102461 acatatagtc tgcgctcatg tgaaaacatg agaagttcat aagagaactg gctaaggaat
  5102521 tgcgccctta gttgaacgag atacatttaa ttaaatctat caaacctcat tgaatatata
  5102581 gaacgtatgt gctatggtgg tttcaatgag gtaagaataa taatgaaatt ttcacgagtt
  5102641 agtcaagtat cagaattaac aggtttgcat ccgagtgctc tcaggagaat gctggtggaa
  5102701 cacgctacta ttcagaagaa caaatctttc attaaaggag ttacattcta atgatattgg
  5102761 cgaagaaagt tagactgatt ccaacgcctg aacaagaaca agtgcttaga aaccatgccg
  5102821 gtgctgcaag attcgcttat aactattgta aaagaatgag tgatagatac tataagctat
  5102881 ttggaaaatc tgtttcacag ttagctttac agaaacgatt tacaaagatc aagaagcgaa
  5102941 agagatatga atggttaaat gacatcaacg cacaagttcc caaacaggct tcaaaagatt
  5103001 ttgataaggc gagaaaacat tcgttcaaaa agtacaaaaa tgggtatcac acttcttata
  5103061 aatcaaaaaa agatttaatc caaggatttt atgccaatta tgaaagactg attataggaa
  5103121 agaaagtcgt tcatattcag tctattggag aagtgaaaac aagccaacaa ctaccaagaa
  5103181 acaaaaaacc attcaatcca agagttacct ttgatggtcg tcactggtgg attagtgtag
  5103241 gattccaaga attctttgaa tcacaagaac taacgaatga gtcgattggt gtggatgttg
  5103301 gtttaaaaga gctgtttgta gcttctaatg gtacgaaaga acgaaatata aacaaagatg
  5103361 ccaaggttaa aaaacttttg aaaaggaaaa agtcagcgca aagagatatg tctaggagat
  5103421 ttaaaaaagg tgtaaaaact caatctgccg gatatgaaaa agcgaaagct gagcacctgc
  5103481 ggttatctag gaaaattaag aatatccgaa ataaccatat ccatcaagca acagctaaat
  5103541 tggtgaaaac caaaccaatg aggattgttg tggaagactt atctatctca aacctgttaa
  5103601 aaaacaaaaa actatcgaaa gcatttttat ttcaaaaatt aaacttcttc tttcaatgtt
  5103661 tatcatacaa gtgcgagaag tatggcgttg cgtatgtaaa agctgataaa tggttcgcct
  5103721 caagcaagat ttgctcatgt tgcggcgtga aatacgagca ttccgttcaa ccagaaggac
  5103781 agtggagttt aaaaatacgt gagtggcgtt gtgttccatg caatagccat cacgataggg
  5103841 atttgaatgc ttcgataaat ttatcaagat gggtaaaata aatgcttgat aataggaggt
  5103901 aacgatactg cctcgtgtgg agtgttatac ccctcgtccc ttgggggctg cgagaacact
  5103961 ttgaagcact aacttgtgta aatttgattg aattgtatag atttagttaa gtttatcgta
  5104021 tcggaaaatt ggcacgtatg aaaagcaagt ggagcagtta aaagaaagtg aagagaaatt
  5104081 ggcgtttgtt cgcgcagaaa aagagagtgc agaaaaacga aagcaagatt atgaaatatt
  5104141 agcagcgctt gaaccgctcg ttattgaaaa acgtgcgcat gagaaagtgt tagaagacga
  5104201 gagcgggcaa tttccggtaa acggaatggc gcgttatgaa gcgattaagg cgaaaatgga
  5104261 gccgctccaa ttacaagttg attcgctcta taaaaaaata gagacagtgc aatcggaaat
  5104321 ggaatcgatt caaatagatg aagaattttt acaaaaagaa agttatgtag aagaacttcg
  5104381 tatgcagcat atgtcttacg aaaatgcacg ccaagaaatg cgtgatgtga cagggacgat
  5104441 tacgaatata aaagaagaac tggcagaact agaacagcaa atcggtgcta cttttgaaaa
  5104501 agaaacagtt ctttcatttg atatgagttt ggcaacgaaa gagttaatta cgcaagcagt
  5104561 gcaaaaagcg cgtgaattag aaacgcaaaa agcacagctt gatgatcgct ttaaagtagc
  5104621 gcaagagcaa ttagaagaac aagaagaaaa tataagacag attcagaagc aaatgttagc
  5104681 ggatgaagag cgaaatacgt tagttgagaa agaaaaatcg ttccaagatg cggcgtttat
  5104741 cggtatgggt gctgagagaa tgaagcgcaa atatgaggaa aaagcaggag cagcgatgca
  5104801 aaagaaaaaa cagtggcaaa gagtttgtct tctgttactt cttattaaca caggcgtttt
  5104861 attcacaagt ttatttatag ataaccgcct actcttattt attagtgtca ttgtttttgt
  5104921 agggattgtt cttgctcttg ttttatataa agatccgtca agcgggttac aagaagagct
  5104981 tcttactctt cagcaaagtg ctggcgggag acaaagtgaa gaagcgatga ctgtacgcta
  5105041 ccagttagaa aaagacgaag agattcgtaa gttatttgag cgtgagtctt ataaattgca
  5105101 gcaaatggag cgagcgtatg ataaagtcgt ttcatcgtat gaggaatggg aaagagaaac
  5105161 gttccgcatg agcgaacaag taaatgtata taagaagcgc tatacgttcc ctgaatttta
  5105221 tacatatgca cacatattgc cggcgtttga gcgtatggaa aaaatgcagc aattatatcg
  5105281 tgaattagag aaacaaggca cgcgaaaatc ttcattatat gaaatgattt cgcaatttga
  5105341 acataaacta gaaactgtta tcggtagtgc ggagtatagt aagctgcacg aggcacaaag
  5105401 tcgtatgcaa aatgagaaag aaaaacgcca aacttgtaag cagttaaaag agaagctagc
  5105461 agaatggcaa gaagaatatg cgcttatgca agagcaattg aaacaactgt tagtagaacg
  5105521 agatagttta tggcatatcg cacattctac agatgaagag atgtttttag aagcaggtaa
  5105581 actggcggaa aaacgtgaag atgctgagaa gcaagtaggg cgtttattac cgcaaattga
  5105641 tctgttagaa cagcgtttaa cgagtttatc attagctgaa cattatgaag ctgacggtta
  5105701 tgatgaaaaa ttaaagcaag aaatgacagt catgcaaaac tgtcttacaa aggaaaaaga
  5105761 actgacagag cgtattgcga aacatcgtat ggaaattgcg aatttagaag aaggaagtac
  5105821 gtacggtgat ttactacacg aatgggaaat gaaaaaagcg caagtgcgtg aacaagtgaa
  5105881 gaagtgggct gcgtatgcgg ctgcaaagac agtgttaacg aaaacgaagc aatattatca
  5105941 taaagtacat cttcctcgta ttttacaaaa atcagaagag tatttcgtct atttaacagg
  5106001 cggacgatat agtaaaatct tttcaccgtc agaggcagag ccgtttattg tggaacgtaa
  5106061 tgatggtatg cgcttttata gtcatgaact aagccaagcg acggcggagc agttgtattt
  5106121 atcgctgaga tttgcattag cgaaaacatt tgagcatgat tatccattta ttattgatga
  5106181 tagtttcgtg cactttgatg cggtaaggac gaatcgtacg attgaactta taaaggaaat
  5106241 tgcaaaggat agacaagtca tattctttac atgtcatgcg catttactcg cttattttac
  5106301 agaaaaacag attataaaat taacgcatat gcgtaaagaa aacgagttgt agtgtgctat
  5106361 actaaaagta actgatttgg tggaggaatt cgaatgaaaa agaaaattgc agagtatgaa
  5106421 gttggtgaac aagtcgatgt tttcttgtta attaaaacag cgacaaaagg tatcgcaagc
  5106481 aatggaaagc catttttaac agtaatctta caagatccaa gtggagatat tgaagcgaaa
  5106541 ttgtgggacg tatcaccaga agttgagaaa caatatgtag cggaaacaat cgtgaaagtg
  5106601 gctggagata ttttaaacta caaaggccgt attcaattac gtgtgaaaca aattcgtgtt
  5106661 gcaaatgaaa atgaagtaac agatatctca gacttcgtag aaaaagcacc agtgaaaaaa
  5106721 gaagatatgg ttgagaaaat tacgcaatac atatttgaaa tgagaaaccc gaacattcaa
  5106781 cgtctaacaa gacatttatt aaataagcat caaaacgaat ttttagacta tccagcagcg
  5106841 acgaagaacc atcacgagtt cgtatctgga ctagcttatc acgtcgtatc gatgcttgat
  5106901 ttagcgaaag ctatctcaaa tctatatcca tcattagata aagacttact atatgcaggc
  5106961 gttattttac atgaccttgg taaagtaatt gaattatctg gcccaatttc tacaacgtat
  5107021 acgttagaag ggaatttact aggtcacatt tcaattatgg tgaacgaaat tggtaaagca
  5107081 gcagacgagc tgcaaatcga tgcagaagaa gtattaattc ttcaacacat cgtcctttct
  5107141 caccacggaa aagcagaatg gggtagccca aaaccaccat tagtaaaaga agcagaaatt
  5107201 ctgcactaca tcgataactt agatgcaaaa atgaacatga tggaccgcgc attaggacgc
  5107261 acaaaaccag gcgaatacac agagcgtgtc tttgctcttg ataatcgttc gttctataag
  5107321 ccgtcgttcc ataattaata gtgtgaataa agtggcctca ttaagtgtta atacgcttag
  5107381 tgaggctgtt tttgtattga acattaatgt agaagtgtat gtgttatatg gaagaattga
  5107441 tctcaagatg ttttttctgg acttatcgtt ccagaaaaat tatactgaat tatataatag
  5107501 gggggtgtta ttaattgggt agaaaaatta gctttaacaa agaacgtgca ctaaataaag
  5107561 ctatgcattt attctgggag aaaggttatg acgctacata tatatcagat cttattgaaa
  5107621 cgatgggtat aagtcgctct actctttacg atagctttgg agataaggat gcactattta
  5107681 aactcgtttt agaacagtat aaaaactatg gttctcaaaa gagaaattta ctttttagtg
  5107741 atacaaatac gaaagaatca ctgaaatcct ttttttatca acatattgaa aaatgttatt
  5107801 cagatgacat tccaaaaggt tgtattataa ctaattcttc attgctgatt gggcaaattg
  5107861 atccttccat agaagaaata ctcataaatg attttaatga acttgaaaaa gcatttaagc
  5107921 aagttatcga agaaggaaaa aagaaaggag aaatttcaca agaggatgac actgaattag
  5107981 ttgcatattc tttattaagt ttaaatcata gtcttaattt aatgtctatg tataaaaaag
  5108041 agaaaaagct agcatataat ttagttgata aggctattgc agatctatag tctttctttt
  5108101 ttaattgttt tggaacgaac gttccgaaag tggaaggaat gataaatttg actaaaaaga
  5108161 caaattttct aatattcatt ttagcaatta gttgtggctc acttgttgcg aatatttatt
  5108221 atgcacagcc aattgtacaa ttcattgcaa aagacttgaa tatcgcttcg gatttatctg
  5108281 gattgctcac tactttgacg caaattggat atggattggg cttgtttttt atcgtaccaa
  5108341 cggcagattt attcaaaagt aagaaaataa taggtattct tatcggactc actattattt
  5108401 cattgattgg tacgctaatt tcgacaaatg gaattgtttt tttaatacta acaactgtaa
  5108461 ttggtattgg agcctgtgca gctcaaatgt tagttccgct aacaatgagg attgtaccta
  5108521 ttgaagagat gggtaaatat gtgggtaaag taatgagtgg tttattaatt gggattatga
  5108581 ttgctcgccc attatctatc ggaataactg aatggttcgg ctggagaatg gtatttcttt
  5108641 tttcactaat cattctagtt gctgtattac ttttacttat aaaatttttg cccaactatg
  5108701 aagtagtatc aaatagtaac atgtcatatt caaatttaat agcttctatg gtaaaactgc
  5108761 tactacatac ttctccgtta caacaaagag ctttttatca cgcatgttta tttgcaacat
  5108821 ttagtcttta ttggacagtt attccaatct tattacggtc agaaccatta catttctcaa
  5108881 ataatgaaat tgcattgttt ggatttgctg caatagctgg agctttatta actcctacta
  5108941 ttggtaaaat cgcagataaa ggctatattt ttacaatgac taatgtatca atggcgctcg
  5109001 tactattatc tatcgtacta ttattttttg ttcaagatca ttcacttttt agtgtgattg
  5109061 taatacttat ttcaggtatt agcatcgata ttggtgtagc aggaaattta ttattaggtc
  5109121 aaaaagttat ctttagtttg aatcctgaga taagaaacag actgaatgga ttatatatga
  5109181 ccattttctt tttgggagga gcctttggtt catgtattgg aagttatacg tactataaat
  5109241 ttaatagcga agtaccgtta ctcattggag cggctttacc tttaatcgcc ttatttgtgc
  5109301 atttaataaa aaataatgcg atacatttat caaaaacgaa aaataaatat atgtcttaac
  5109361 gttatacagt ttagacaatg aaagtacttg aatgaaatag tagaacaaaa ccatcgttct
  5109421 ataattaagc ttgtaaatag aacggcctca ttaagtgtta atacgcttag tgaggctttt
  5109481 tttataggaa gtaaatcata agatacaaaa aaatatctcg gatttgagat aaatctcttg
  5109541 ctttttaatc acttgaggtg taaagtgata gtaacgaaag cgattgagtc atatgaaaaa
  5109601 catacactca gttgctttca agttacaaaa taaattaact tattcagtaa aaactaagat
  5109661 gaatttacga aaacataatg aagaataaat tgaaatgcta aaaaccatat tagttgtggg
  5109721 aaatgttatt ttttagttat caattgacta gtaaaacgaa acggaggaat aaacaatgta
  5109781 tgaaattaaa gggcatcatc acatttcaat ggttacgaaa aatgcaaatg aaaataatca
  5109841 cttttataaa aatgtacttg gtttacgtcg cgtgaaaatg acagtgaacc aagatgatcc
  5109901 atcaatgtat cacttatttt atggagataa aacaggaagt ccaggtacag aattatcatt
  5109961 ttttgaaatt cctttagtag gaaaaacgta ccgcggtacg aatgccatta ctcgaattgg
  5110021 attactcgtt ccttcagagg atagcttaca ttactggaaa gaacgatttg agaaatttga
  5110081 tgtaaaacat agtgaaataa caacatatgc aaatcgtcct gctttgcaat ttgaggatgc
  5110141 tgaaggcctt cgtttagtac tactcgtttc aaacggagaa aaagtggagc actgggaaac
  5110201 ttgggagaaa tcagaagttc ctgcagagca tcaaattcaa ggaatgggtt ctgtggaaat
  5110261 gacagttcgt agacttgata aaatggcaag tacacttaca gacatgtttg gttatacaga
  5110321 ggttagccgc aacgaagagg aagcaatttt tcagtccatt aaaggagagg cttttggaga
  5110381 aatcgttgtg aaatatttag atggtcctac tgaaaagcca ggccgcggta gcattcacca
  5110441 cctagcaatt cgcgtgaaaa atgatgcaga gcttgcttat tgggaagaac aggtgataca
  5110501 aagaggcttc cagtcttcag gaatcatcga ccgtttctat tttaaaagct tatatttccg
  5110561 cgaatcaaat ggaatcctat ttgaaattgc aacagatgga ccaggattta cagttgatgg
  5110621 agatgtggaa catttaggag aaaaacttga tttaccaccg ttcttagaag atcagcgtgc
  5110681 agagattgaa gcgaatttgg cacctattga agagaagtaa tagaagagaa aatataattt
  5110741 taaaatcatt ggaggaatat aaaatgaacc aattaaaagg aattcaccac gttacagcga
  5110801 ttacaagtag tgcagaaaaa aactatgagt ttttcactca tattttagga atgcgtttag
  5110861 ttaaaaaaac agtaaaccaa gatgacattc aaacgtatca tttattcttt gcagatgata
  5110921 aaggtagtgc aggaacagat atgacattct ttgacttccc aggtattcca aaaggagtac
  5110981 atggtacgaa tgaaatttca aaaacgtcat tccgtgttcc aactgatgca gcgttagcat
  5111041 attgggtgaa acgctttgac cgtcttgaag tagaacatac aggcattaaa gagcaatttg
  5111101 gtaagaaaac tctttctttc gttgactttg atgaccaaca ttatcaatta atctcagatg
  5111161 aacttgataa aggaatcgaa tcaggtacac catggcaaaa aggtccagtt ccattagaat
  5111221 atgcaattac tggcttagga cctgtattta tccgcattgc aaactttagt ttcttcaaag
  5111281 aagtgttaga aaaagttcta ttatttaaag aggttgcgca agaaggagaa ttctatttat
  5111341 ttgaagtgaa tgaaggcgga aacggtgcat ctgttattgt agaacataat acggttcttc
  5111401 cagaagcacg acaaggtttt ggtacagtgc accatgctgc attccgcgta gaagatcgtg
  5111461 ctgtattaga agaatggatt gagagaatca gtagcgtagg gcttccttca tctggttatg
  5111521 tagaccgtca cttcttcgaa tcattatacg caagagttgc accacaaatc ttatttgaat
  5111581 ttgcaacaga tggcccagga tttatgggag atgagccata cgaaacactt ggcgaaaaat
  5111641 tatcgttacc tccattccta gagccaaaac gtgaagaaat tgaaaaatta gttcgtccaa
  5111701 ttgatacagt gagaagtacg aaggaattta ttaaagagta aaagtagagg taataagtag
  5111761 gagagcaagt agttttagcg gaatgctgaa actgcttgct tttttatttg ggtaattatc
  5111821 aaagtggata atctttataa aataattaat gaattgtcag ttaattattg aggaatattt
  5111881 atttgtagga tgatcggaat cgatatttga attttctgtt attatttgta gaagagtaca
  5111941 taacagatga ttaggagggg tttcatgatt acatctacta caaatgaaaa actgacgcag
  5112001 ctattgaatg aatggtatct agagattaga tctagacgta taagtaatgc agaacgtcta
  5112061 aaacaagaaa ttgattttaa atttactaaa ctaaaaaaag agactggaga aggtttgcag
  5112121 aaccaaaatc tattacttta ttattatttg ctagaatttc gatataacta tttaatagat
  5112181 aatctaggct tatctcaaga gagttttaac aagatagatt cgtttgatca accaacagat
  5112241 aattttttaa cttattatta ttactttttt aaagcaatac atgctagtga gttaggaaat
  5112301 tttcatctcg ctaaagaaca ttacgaaaag gctgaaagtt ttttgaagta tgttcctgat
  5112361 caattagaaa aggctgaatt ttattataag ttagctacat ttcattatga tacacaacaa
  5112421 gctttggtat ctattaaaca tgcaacgaag gtaaaggata tgtatttaaa tcatgatgga
  5112481 tatgaattaa atgtagcttt ttgtgataat attttaggct tagcctgtat gaacttaaag
  5112541 gaatgggaat tagctgaaga acatttcaca gctgctatgg atcaattcca aaaaattggt
  5112601 gaagaaaaat ttattattat ggttcgtcat aatttaggat ggatgtattc tacgcaaaat
  5112661 ttatctgcat tggcaattcg ttatcttact gaagtagtag aaaaatctcc ccaacattat
  5112721 aaagctcttt atgtaaaagc aaaagagcat tacaagttaa aagagcatga gattgcaaat
  5112781 aagcttatag aaaaaggatt gaagatttgt agagattcga aaattgaagg atatcaacac
  5112841 cattatgaaa ttttaaatgc attaaatcaa ggtgtaaaag cggaagaatt agaggacatt
  5112901 attcttagag gaattacgta ttttgaaaga gaagagttat atgattatac tcaggagtat
  5112961 caggaaaagt tagcagtgaa attttatgaa gaaaaccttt gggaagaggc aagtaagtat
  5113021 ttttatttta gtaaaaaagc aagagaaaaa ctttttgata agggggcttt aaaatgaaaa
  5113081 aaatggtaat taaattatta gggattgtaa cagtatttac actgacttta ggggtgtata
  5113141 gttcaacaaa tcatcaaaaa agtccaacac taatgaaagc tgaacatggt gattatggtg
  5113201 gctaaaagag aaaaagggat ctcacaatga ggtctctttt ttctttttag ttgtaaaaca
  5113261 attgacttac ttaaaatatg taactataat agttacaaaa taaccatcat taatagcagt
  5113321 aagtaatatt tttttaatat aattgtaacc gttgtggtta caattaaaat taattataaa
  5113381 acaaccaaaa aatgtaaaaa ctttaaataa caatttgaga aaggagacgg gaatgttgaa
  5113441 acggtttaag ttttatatga ttagcggtat tgtgctcgtt ttacttatcg tatgtaactt
  5113501 cgttgataag ccaatcgcta aggttggaga agtgaaagat actgttatga tgaagctgaa
  5113561 tacgaaagag agtatggcac aaatcgacgg gcagacgatt tattttaaga aaattggtga
  5113621 ggggaagcct cctttactta tgctgcacgg gtttggtggt tcttctgatg gatttagtga
  5113681 tatttatccg gaacttgcgc gagatcacac gattattgca gtggatattt tagggtttgg
  5113741 gcgttcttca aagccaattg attttgagta ttcgtttcct gcgcaagtga atttatatta
  5113801 taagttaatg aagaagcttg gatacgatca gtttgcggtg ctcggtcatt cgatgggcgg
  5113861 agagatgtcc ctcaatttag cgtatttata tccggacgca gtgacgcatc tcattttagc
  5113921 agactctaca ggaattgaat ctttccagca aaaagaaagt tatgaagtgc cgccactatc
  5113981 gacagactta caaacggtaa cagagattac ggattacaat aaaaatgaag tgaaaaatag
  5114041 tcgcgatgat aaagggcatt atgatcagct gacgaaaatg agagagcgcc gcattgcgat
  5114101 ggaagccgat aaaattaagg tgccgacttt aatcatatgg ggacgacacg ataagagcgt
  5114161 ttcttggaaa aatggtgaac tgtatcatgg gctatttgcg aatagcacgt tccatattat
  5114221 tgaaaaagga taccatgcac cgtttcgcca ggaaccaatc gagtttatgg aatatgtaca
  5114281 agcgttcttc gcgaagaatc cacaatgata aaattttaag cataaatgta cttctttcct
  5114341 catacagtga aactaataag gcttgtctaa ggaaaggaat gaagtagagt ggaaacttta
  5114401 ccatggtggg tgtatcttgt aatcgttggg atcgtattaa gtggctacat ggttttatat
  5114461 acttcgaaaa aagagcaaga gatggataat gagtttattg aaaaagaagg cgaagtgtat
  5114521 atgaagcgtt tagcagagga acgcgagaaa cgtaatcagg atagtgataa agattctgta
  5114581 ttgctttaat agaaatgtcg aaaggctatt atctagtaga agtttacatc taggtggtag
  5114641 cctttttctt ttttgggaag catgtatacg aaattcatta tgaactttta ttgagggcat
  5114701 ttatatatat gtttcttcat aagaatggaa ctagcggggt attttattgg gggggattaa
  5114761 caatgcatag ggatgaaact tcattacatc cggatacagg tgttacatct gtaatgtttg
  5114821 ttgagcgttc attaaatgaa attcgttttt ggtctagaat catgaaggag cattctcttt
  5114881 ttcttcgctt agggtttaga tgcgaggata cgcaactaat tgaagaggcg aatcaatttt
  5114941 atcgattgtt tgaacatatt gaacaaatag cgcattccta cacaaatgaa acagatcctg
  5115001 agcaaatcaa aagatttaat gcagaagtac aacaagccgc aactaatatt tgggggttta
  5115061 aacgaaaaat tttagggttg attctcacat gtaaattgcc aggacaaaat aactttccgc
  5115121 tgttagttga ccatacgagt agggaagctg attattttag aaaacgttta atggaattaa
  5115181 atgaagggaa attagatgcc cttcctgatg ctattattaa agaaaatgtt ttctttttga
  5115241 ggattatggc agaccatgct aaatttattg gtcatcttct tgatccatcg gaaagaaagc
  5115301 ttgtagatac agctcggaat tttagcaatg attttgatgc attaatgtat caagcaattg
  5115361 acttagaatc aatgaaacca caatcccaaa cagtccctct tttagatcaa tttttagatc
  5115421 aaaatcgtgt gtcggttgca tctcttcggg actttaagaa aacagcacgt gatttaattg
  5115481 agcaatgtaa aataaagagt atcattcatc cattattagc agaccacgtt ttccgtgaag
  5115541 ctgatagatt tcttgaaatc attgatatgt atgatgttca tcttacaaat attcaatcac
  5115601 aacctagata ttagaaggta aggaaagata ctattttgct ttcagttgag aagttaacaa
  5115661 tttattgtta gcttcttttc tttttaatga aaagttttga aaatgaaact ttacgttatt
  5115721 ctttctggag actgataaga aaggatagcg tattttttat gccccattta gtctttattc
  5115781 gtattaattc tttgtattat tgttcgggaa attattatag aagaaaaata tctgaaacct
  5115841 acatcgtata gcacatgaaa tagcaccatt ataagctgta acgcacaagt tgcacaggct
  5115901 acgcaacgac aactcgcttt atccttcatc atgtatttgt ccatactaga tgtagagagg
  5115961 tgataaacac agtatgattt ttagtgaacg cttaaaagaa gaacgagaaa aacgaaattg
  5116021 gtcgcaaagt gatttggctg aaaaaattca tgtaagtagg caatctgttt cgaaatggga
  5116081 gacgggaaag aactatccga gcattgaaat tattattcat ttaagcgatc tgttcggtat
  5116141 tacgattgat gaattgctaa ggagcgatga agaattgacg caaaaagtaa ttgaagatag
  5116201 taagcaattg gcgtatccaa aatggaagtt tttttttgat agtttattta tgatgggcgt
  5116261 atttttattt attacaaaaa tcgttgtatg gatattaaat aagtttgccg tagcgaacat
  5116321 tgcaattata gcggatgcac cgtatgtaat gaatttttta cccctcatat taatggttgt
  5116381 aggtggtatg ggatctgata agttgaagaa aatatataaa tagaggaaag atttgaaaga
  5116441 aatcccctac actagctgtt cttttcactc aaattgtgta ctataaagga taggatgaca
  5116501 taaagaaggg gacatttaga atggaatttc atgaacaaaa gattttgccg gcagtgaggc
  5116561 aaattaaaga tttggaaaag ctattacata gttcgtatga gtatatcgtt attttagata
  5116621 ttcatgtcgg tcaattgaag agtgttatat cgcttgcgaa acaatattgt aaaaaggtgt
  5116681 ttttacatgt ggatttaatt catggcttgc agagtgatgg gcatgcgacg gagtatttat
  5116741 gtcaggagtt tagaccgtac gggttacttt caacaaaggc gagcgtaatt atgaaggcga
  5116801 agcaaaaagg tgttgtggca attcagcgta tctttttaat cgattcgagt gcaatggaga
  5116861 agagttgcaa tcttttagaa aagacgaagc cagattatat agaggtgctc ccgggagcgt
  5116921 taacggatgt gatcgctgaa gtgaaagagc gtactggtgt accgatttta gcgggtggtt
  5116981 tcattcgtac tgttgatgat gtagagagag ctttaaatgc tggtgcgaca gcaattacga
  5117041 catcaaaacg cgaactatgg aaacattacc aaaaaaagtg acgaaaatgt gaaataattc
  5117101 tgttgacacc gctttcatta acagttaaca ttatagacaa gttaataaac gtgacggaga
  5117161 aaagtagaga tccacatttc attgtttcta tataaattta tatagaagcg tgcaaagctg
  5117221 tgggtctttt tcttttgaca aaaacgaatg gccattcatt ttacctctat cacatttgaa
  5117281 agcgtttaaa ttgattgtgg agggatacta tgtcagcatt tttaggagag ttaataggga
  5117341 ctgcgttgtt aatcgtactt ggtggcggcg tttgtgctgg tgtaagttta aagaagtcgt
  5117401 ttgcgaaaga ttctggttgg attgttatta caatgggctg gggcttagcg gtagcggttg
  5117461 cagcgtacgt ggttggatca attagtgggg cacatttgaa tccagctttg acgataggat
  5117521 tagcatttaa gggagcgttc ccatggggtg acgtacctgg ttatatcgca gcacaaatga
  5117581 ttggggcaat tatcggggca gttatcgtat atttacatta cttaccacac tggaaagaaa
  5117641 cagaagatcc aggaacaaag ttaggtgtat ttgcaacagg tccagcaatt ccgaacacat
  5117701 ttgcaaacct tttaagtgaa atgattggga cattcgtttt agtatttggt atattagcaa
  5117761 ttggtgcaaa taaatttgca gatggattaa atccatttat cgtaggtttc ttaattgtaa
  5117821 gtattggttt atcattaggt ggaacgacag gatacgcaat caacccagca cgtgatttag
  5117881 gtccgcgtat cgcgcacttc ttccttccga ttgcaggaaa aggcggttca aactggaagt
  5117941 atgcatggat tccagtagta ggtccgattt taggtggatc acttgcagga ttattccatc
  5118001 aagttgtatt tgaaggaaaa caaaatgcag cacttattta tgtgattatt gcaactgtga
  5118061 ttgtattagc aatctcttat atgacaagca aaaaagtgga agcaatacaa atagtagaaa
  5118121 agtagcataa gggggaaacc attatgaaaa aatatattct ttcattagac caaggaacaa
  5118181 ctagctcacg cgcaattctt ttcaataaaa aaggtgaaat tgttcattca gctcaaaaag
  5118241 aatttacaca acattttcca aagccaggct gggtagagca taacgcgcaa gaaatttggg
  5118301 gatctatttt agcggttatc gcaacttgct taagtgaagc agatgtaaag ccagaacaaa
  5118361 tcgctggtat cggtattacg aaccaacgtg aaacagcggt tgtatgggat aaaacgactg
  5118421 gtaaaccaat ttataacgca attgtatggc aatctcgcca aacagctgaa atttgtgatg
  5118481 agttaaaaga aaaaggttat agcgaaatgg ttcgcgaaaa aacaggtctt ttaattgacg
  5118541 catacttctc tggtacgaaa gtaaaatgga ttttagataa cgttgaaggt gcaagagaga
  5118601 aagcagaaaa cggcgatcta ttattcggaa caattgatac gtggcttgta tggaaattat
  5118661 ctggtggtaa agcgcacgta acggattact caaatgcatc acgtacatta atgtttaaca
  5118721 ttcacgactt acagtgggat gatgagcttc tagacatgtt aacagtacca aagagcatgc
  5118781 ttccagaagt acgtccatca tctgaagtgt atggagaaac aattgactat cacttcttcg
  5118841 gtcaaaatgt accgattgca ggtgtagctg gtgatcaaca agcggcatta tttggacaag
  5118901 cttgtttcgg tgaaggtatg gcgaaaaata cttacggaac tggttgcttc atgttaatga
  5118961 acacgggtga aaaagcagta gcttctgagc acggtctatt aacaacaatt gcatggggaa
  5119021 tagatggtaa agtaaactac gcattagaag gaagtatttt cgtagcgggt tctgccattc
  5119081 agtggttacg tgacggaatg cgcatgttta aagatgcaag tgagagtgaa gtatatgctt
  5119141 ctcgtgttga atcaactgac ggtgtatacg ttgtaccagc attcgtagga ttaggtacgc
  5119201 cttactggga tagtgaagta cgcggcgcta tgtttggtgt aacgcgcggt acgacgaaag
  5119261 aacacttcat tcgtgcaaca ctagaatctt tagcttacca aacaaaagac gtattatgcg
  5119321 caatggaagc agattcaggt attgaactaa aaacattacg cgttgatggc ggagcagtta
  5119381 aaaataactt cttaatgaag ttccaaagtg atattttaga cgttcctgta gagcgtccag
  5119441 tgatcaatga aacaacagct ttaggtgcag cgtacttagc tggtcttgcg gttggatatt
  5119501 ggaaaaacca agatgaaatt aaagaacagt ggcatatgga caaacgcttt gagccaacga
  5119561 tggaagcgga aacaagcgaa gagctatatg ctggatggaa aaaagcaatt gaagcaacaa
  5119621 aagctttcaa ataatcataa acagtgttat aatggtgaca agttaataat tcggtaggag
  5119681 atttggagag accacaacac gctatagagg cgaaatctat agcggagttt gtggtctctt
  5119741 ttttcgttat caaagggagg aattaccatg aaattttcaa gtaaacaacg taaagacgta
  5119801 ttaaacggag taaataaaca agaattagat gtgatcgtaa ttggtggagg tattactggt
  5119861 tctggtattg cattagatgg agcaacacgc gggttatcaa caattgtgtt tgaaatgcag
  5119921 gactttgcag caggtacatc aagtcgttca acgaagcttg tacacggtgg tctacgttat
  5119981 ttaaaacaac ttgaagtgaa aatggtagca gaggtgggta aagagcgtgc gatcgtatat
  5120041 gagaacggtc cccatgtaac aacaccagag tggatgttac ttccgttcca tacaggaggt
  5120101 acgttcggat catttagtac atcaattggt cttcgtgtat acgacttctt agcaggtgta
  5120161 aaacgaagtg agcgcagaaa aatgtttaac cgtgaagaaa cgctgaagaa agagcctctt
  5120221 gtaaaacaag aaggattaaa aggtggcggt tactacgtag aatatcgtac agacgatgca
  5120281 cgtcttacaa ttgaagtaat gaaagaagca attgagcacg gcgcaaaagc tgttaattac
  5120341 gcaaaagtag acggtttctt atataaagat ggaaaagtat gtggtgtacg tgtaatcgat
  5120401 ttactagacg gagaagtata cgaagtttac ggtaagaaaa ttgtaaacgc agctggtcct
  5120461 tgggtagata cacttcgtga aaaagataac tcgaaaaaag gaaaagtact tcagttatca
  5120521 aaaggtgttc acttagtaat tgatcaaaaa cgtttcccat taggtcaagc gatttacttc
  5120581 gatacaccag ataaacgtat ggtattcgcg attccacgcg gcggaaaaac atacgtaggt
  5120641 acaacagata cgttctatga taaagacgca gctgtaccac aaatgacaac agaagatcgc
  5120701 acgtacatca ttaatgcgat taactacatg ttcccaagcg taaaaattac ggaaaaagac
  5120761 atcgaatcaa gctgggctgg tgtacgtccg ttaatttacg aagaaggtaa gagtgcatct
  5120821 gaaatttctc gtaaagacga aatttggact tctgaatctg gtttaattac aatcgcaggt
  5120881 ggtaaattaa caggataccg caaaatggct gaaatggtag tagactacgt aacgaactta
  5120941 ctacaaaaag aaggtcacag tgcatatccg aagagctcaa cgaaacatat gccaatctct
  5121001 ggtggacatg tagatggctc taaagggtta ccagcattta tcgcgaaaaa agcaggcgaa
  5121061 ggtacgaaat acggtttaac aacagcacaa gcagaagaat tcgcgaaatt ctatggctct
  5121121 aacgttgacg tactattcga cttagcaaaa aaacataaag acgaagcgaa agaatacaac
  5121181 atgccactag acgttctaat cccacttgta tacgcaatgg attacgaaat gacagcaaaa
  5121241 ccagtcgact tcttcgtacg ccgcagaggc gctgtattct tcaacatcca ctgggtatac
  5121301 gagtggaaag aagcagtaat caactacatg gctgcgaaac taggctggag caaagaagaa
  5121361 caaatgaaat acacagctga attagagaaa gcattaacag acgctgtcat tcctgtagat
  5121421 caacaagaac atgcagctgc gttagcgtaa aatgagaaac acctgaaggc gagcccttta
  5121481 ggtgtttttt ctcttgacta aaaataatta gaatgtgtta caatgatgat agagtatgta
  5121541 gtatgaattt tgcataaaat aaagaagaca gaagcctgag aaacttctgc ctttgtaacc
  5121601 taacttgcta ttgtggtggt agtaggtgcg gttataagac aattacatta acgttttagc
  5121661 cgagaaccgc ccttaccttt tccacgaagc agggtggttc tcgctttttt gtatacagaa
  5121721 attagccatg gaccgacgta tcttctaccg atgacaacgc cagctccggt caggatacca
  5121781 tacactaatt taatgacaaa catcgcgatc atattatcac ctcccccttt tttcaaaatg
  5121841 gaagagatga ttaccacacc tactagttat agcttattaa gttacgtatt tattgtatta
  5121901 tgttttaaaa tagggaacaa gacaaatgga tgaaaagtcc tagttttaaa tggttgggta
  5121961 gtgtgtaaag cgtggtttgt catatacaac ttatttgtga tcgcctacaa gttaaggtgt
  5122021 ttatttaact ttatctcttg ttaaataaac aaacataact aaaaaataag gataatgata
  5122081 acaacgttca gatgaaataa acaacagaac tagaaaagca gtagatcaac aagagcaagc
  5122141 agctgcgtta tgtatagaaa ttcaaatact atacttgtat tttataactc aaaaacctaa
  5122201 tatttagttt atcgagataa gtgtaataca aaaaataaga taccgatatg aggtgtatca
  5122261 tgaaaaattt aattacttac gaccctgcaa tccagatggc atatctgtat gtaattccat
  5122321 ttacttcaga aattgaaatt gaatcaactg aagaattgga agaaaatccg acattaaatt
  5122381 tagatataga tcaatttgat cgtatagtag ggattgagtt ttttggagaa aatgctcgta
  5122441 aattaaaaga attaacaaat aagagtaaaa tatatataaa gaaaacttca aatgataata
  5122501 catacatata ctcatttaga ctttctcaag atactcattt gcaaaaagtg ttatttcata
  5122561 atatcgtatt ttatttttcg gataagaagt atgaagaatt tatcggtttt gatattatga
  5122621 agccctcttt gtatggcaat gagatattag attctttaag tgagtgttag gaagaagggg
  5122681 gaccctgatt aaatgggttc ttttttattt agcggttttt gaagaagaat ttcaaaatga
  5122741 aagagcgcct tgggagaaag acgctcttta ggtgaatgta gtgtaataac tattcggttt
  5122801 attatatgta atttgctgag gaagtgtttt ataaaaaatg ttattatcaa ttacattttt
  5122861 ttatttattt tataaaactt ttccatacag tgcgtcgtct aatatatgga aaggaggaaa
  5122921 tgatgtggat gaattaacgg tagaagcgtt tgaaatagaa gataaggagg accttatcga
  5122981 cgaaatcatg aacaagtatg gacaagaagt cttacagctt gtgtattcat atgtgaataa
  5123041 taaagaggtc gcggaggatg taacgcaaga tatatttgtg aaatgctata aatctcttca
  5123101 tacatataaa gggaattcga acttaaaaac atggttatgg agaattgcga ttaatcattg
  5123161 taaggactat ttaaaaagtt ggtataacaa aaaggtcatc gtgacagagg atgactttac
  5123221 gtatatggag agtcaaaaag aaagtgtgga acaaatagtt attcaaaatg cagaggatag
  5123281 taggcttgct tctgcagtaa tgagtttacc gatcaaatat cgagaagtca tttatctatt
  5123341 ttattatgaa gagttatcaa ttaaagagat tgctacggta atagaagtga aggaaaacac
  5123401 gataaaaacg aggctgaaaa aagcaaagga gcttttgaag aaaggattgg aggaatagtc
  5123461 aaatggaaga tcgattaaaa ggcttgcgaa aatcaatgga gaacacaact tttaaacatt
  5123521 tgagtttttc tgatcagcac cagaagcggg tgcgtgaaaa aattaatcaa tcgtccgaaa
  5123581 aagaagaaga catcctttta gcagtgttgc aacttcttat gaatgaaaaa acaggttatg
  5123641 aattggtgca gttactacgg gggagaggga ttcaaacatt tgaaggtaat gaagggtctc
  5123701 tatacacttt gttacatcgt ctagagcaga atcgctttat ccaatctagc tgggaccacg
  5123761 aaggagctaa atattatcaa ttaaatgata aaggaaacaa gatgctgcga aaggcagaga
  5123821 agaatgctac gaaggcacga tttatattaa aaggcttagt acaggagtga gaaaaaattg
  5123881 aataaaaaag gggagcgttt tttaaaagaa gttacgaacc atattaaatc aaaagaagcg
  5123941 aaggacttgg tggcagcgga actagacttt cacttaaaac agacgaagaa tatgtggata
  5124001 gggaaaggat taagtgagga aattgctgaa gataaggctg ttgagcaaat ggggagtccg
  5124061 attaaactgg gacaagaact taacaaactg cataagccaa aggttgattg gttcttactt
  5124121 attttattag tggctgcgat ggggttaggg tttttgccaa taatcgctct tgggcatacg
  5124181 aatgatttac taatgaacaa aataattttt gtgactcttg gaattgccac agctattggg
  5124241 atgatgttgc ttgattaccg gaagctagaa agactcgggt ggctgtttta tacaattgga
  5124301 atacttatct tgttagctat aaaatgtttt ccgactggtt acgtgattgg ggaagcaata
  5124361 ataaaaattg gccccatcaa aattgattgt ttaatgacga taccattctt ctttctagct
  5124421 tggacttctt ttttcaataa tagtaggtta aagtttatgc atcttcttat gttgtacgta
  5124481 ttttctttat atctattttc aactacagca attcttttac acattttcat ctatattacg
  5124541 atggtattcg ttatgctttg gtggagtaag ttaggaaaga aaacggcatg gctcattacg
  5124601 attttaccca ttttaccatt gattattagg gatctatttt cctggtctgc ggtaaaagaa
  5124661 tatcggatag ctagaatttt aggatttata aacccagcgc atgatcaatg ggatttacgt
  5124721 ttacaagagg cgatgtcttc agcaggttgg tttggtacat atggaaatat aaagtctatc
  5124781 cccgctaccc atactgattt tgtatttgcg agtttgactt actattatgg atatgtgctt
  5124841 gcgttaatta ttgtcttcat tctttctctt tttgcagtaa gaataatgaa catagcttat
  5124901 aaaataaatg acggttatgg taaattgctc ctcgttggtg gagtgactct ttttataatc
  5124961 cattgtattt gtaacgttgg catgatcctc gggatattac cacgtttttc tatatcatta
  5125021 ccttttatta gttatgggtt agtaccaact ctatttcatg catttataat gggaatcgta
  5125081 ctaagtgtat atcgacgtaa agacattcca gcgagaaaat cagcttaaaa aacaaaccac
  5125141 ctagtcccta tattttttag ggtgtaggtg gttttattta cacacttaac aagtttttcc
  5125201 gttctcaact tctccgcatg aatctggaat ttgcttatct tttattaata gtaatagaag
  5125261 ttcaaaaaac tgttcgcgtt gttctaatgt gaggttttgt aaaatatcgt ctgcgacctt
  5125321 gtcttggaac gcgagcgcct tttccatatt ggagtgcgcg cgttcagtaa gttgaattaa
  5125381 tgtagctcgg cgatcagttg gatctggtat acgaattagg agcttgtctt gttcgagtgc
  5125441 atcgacaaaa tcggtaactg tacgtgcttt gacgcctaat ttagcagcta atgcgttcat
  5125501 tcgaatggga ccattttcag aaacggtgga tagaacgcgt agccttggcc ctgttagatg
  5125561 ataaggtgtg tcaagggctg acaattgaga ttgaaattct ctttgaacat agttggacga
  5125621 ttgcattaaa atatgaatga tatctattgc agctggatta tttgatttca tgaatgggat
  5125681 gacctcctca ttattttgta gttcattttt gcacgtttca taaatatatt gtatattatt
  5125741 agtgagtatc ctctctatat tataaacaat tagtgagtgg cctcattata tcgtatgctc
  5125801 ataatgtgta atagcgggat aattactatt ataactgatg cggggatcta tagaaaacga
  5125861 taatagagcg aggtgtatgt atagaaggaa tttcaaatcg tttcagcatt caatagcaat
  5125921 acccttaaaa aaacatatgt aacggaggat tgtacatgac tattgtagca ttagtacttc
  5125981 aatgtttatt aatttttgca tttttctttt caagtgtgag taaaattgcg ggagcaaaaa
  5126041 tgcaagtaga ggctttcgct catttaggtt tacctcaatg gtttagaatt gcgacaggtt
  5126101 ggatcgcttt agcaggagtg gtgggactga tttttggttt ctggaatgag gtcgtattag
  5126161 ttttagcagc attatggatt gcttgtatta tgttaggagc tgtattgtca catatgcgtg
  5126221 ttaaagatcc aattggcaaa ataatgccgg cagcagtgct tatgatttta gcgctaattc
  5126281 ttgcgttcat tcatttttca gcagtaacag aacttctgta aagtaaattg tagattagta
  5126341 gattcgattg aatagaggta gaaactgagc acgtacgata aaaatgatat cctcattata
  5126401 aaaaaatagt gagtatattc attatgttga tactcattta aatctgaata gattaccgga
  5126461 aaaagaaaag gaggtatgca cgatggtaga tcattcatca caaaatgcag ataaattact
  5126521 aggagtttta gtagttacgc taatattttc agttatgaac ggtacgatgt ttaatgtagc
  5126581 tcttcctgaa attggtaaag aattcaacct tgttccttca gaggttagtt ggattatgac
  5126641 gagttatatg gtcgtttatg ctgttggttc catcgtaatg ggaaaactgg cggataaata
  5126701 tcggctaaaa gatttgttaa cgtatggatt acttattttc gctctaggtt ccttgcttgg
  5126761 cttacttgct actgagtatt gggttatcat tttagggcgt gttattcaag cagcgggagc
  5126821 ctctgttctt cctgcgacag caatgattat tccggttaga tactttgcgc cagagaaaag
  5126881 ggggcgtgcg cttggaactt cagcagttgg tttagcgctt gggaatgctt tagggcccgt
  5126941 tgccgctgga ttaattacga gttttggaag ctggagactt atgtttgttc tttcattact
  5127001 accactttta acgctacctt tctttagaaa gtatttagac aatgcaaaag ggaaggcggg
  5127061 tagtattgat attcttggcg gaggtctatt agctgtatca gtcgcgttct tcttgcttgc
  5127121 tattacgcaa atgcaagtgc tgttattcct tagtggattt gctacgttag ctttcttcat
  5127181 tttgcggatt agaaaagcta aagagccttt tattaaaccg attctgttta aaaataagaa
  5127241 cttttcgatt gggttactcc ttgcttttat gacgacagcg atgagcttta gtatgacatt
  5127301 catgacgccg caatttctat cagcagtaaa tggattgact ccttcgaata ttggttttgt
  5127361 tttagttcca gctgcaattg cctcggcaat tatgggaaga aagggaggaa gggtagctga
  5127421 tactcggggc aattttgcac ttgtttttat tgcctcagta ttcatattcc ttgctttctc
  5127481 attattatct actttcattg gggtctcggc ttttgtcata gcattgattt taattttcgg
  5127541 aaatgtagga cagaccttta tgcagatttc aatgtctaat acaatttcac aaacactgtc
  5127601 aaaggaagag acaggtgttg gaatgggatt actgtcgatg attaatttca tatctggcgc
  5127661 gatggctatg agtgtagtag ggaaattgct tgataaggga tcgacttcac tgaagctaaa
  5127721 tccttttgtt gcaaatgaag ctgcaaatat gtatagtaat atcttcggcg tgatgtcatt
  5127781 attgatctta tttgtagttg tgctgtatcg ttttcaattt ggtacgggcg tttctacgtt
  5127841 aaatatgact agcaaaggta ataaaaattt ataaaagaat acaaggaggt ttatgtatga
  5127901 atgctcaacc tgcatctgtt tcttcgcagt caaaggagtt tgacaatgtg aaaagactcc
  5127961 ccattttaat atcgatgatt attggggcgt tttttaccat tttgaatgaa acattattga
  5128021 acgttgcttt tccgcaattg atgattgagt tgaatgtaac accgtcgact cttcaatggc
  5128081 tttcaacagg gtacatgctt gtagttgctg tattaattcc agcttctgct ttattagtac
  5128141 aatggtttac aacaagacaa gtattcatag gtgctatggt agtctttact ttcggtacac
  5128201 ttgtaagtgc aattgcgcct ggattttcta tactattaat ggggcgcttg ttacaagcgg
  5128261 cgggtacggg attaatgatg cccgtattaa tgaatacgat tcttcttcta tatcctcctg
  5128321 aaaagagagg agcggcaatg gggagtattg ggcttgtaat catgttcgct cctgccattg
  5128381 gaccgacact ttcaggtatt attttggaaa cgttgaactg gagatggcta ttttatatcg
  5128441 ttttgccatt cgcaattttt tctatcgttt tcgcgtttat ttatttaaaa aatgtctcag
  5128501 agcctactaa accaaaggta gatgtattat ctattctttt atctacaatt ggatttggcg
  5128561 ggattgttta tggattcagt agctcaggtg aaggttggga tagtttccag gtgtatggaa
  5128621 tcattctaat tggtcttgta gcacttctat ttttcgtatt acgtcaattg aaattgaaag
  5128681 agccattact agatcttagt gcatttaaat atccgatgtt tacgttaacg acaattttat
  5128741 tgacgatcat gatgatgacg atgttctcga caatgacgtt actaccattt ctattccaag
  5128801 gtgctttagg tttaactgtt tatgcaactg gtcttatcat gcttcctggt agtctattga
  5128861 atggtctgct ttcgccagtt tcagggaagc tctttgataa atttggtcca agagcgctta
  5128921 ttattcctgg gacgctgtta ttagcaagtg tgatgtggtt ctttacacaa gtaacggcag
  5128981 atacgtctaa aataactttc atcctattac atgtcactat gatggtatcc atttcaatga
  5129041 ttatgatgcc ggcgcaaacg aacggtttga accaacttcc gaagcgattt tatcctcacg
  5129101 gaacagctat tttgaatact ctatcacaag tagcgggtgc ggtaggagtt gcgttcttta
  5129161 ttagcgttat gacttccgga cagaagaaat atttggatgc atcttcaaat ccgactgacc
  5129221 cagctcaatt gacagaagca atggtttcag gcgtgcataa cgcatttaca attggctttg
  5129281 gtttggcact acttgcagtt gttgtagctt tgtttataaa acgttcgcag acttcagaaa
  5129341 gttaaggggc gaagtaaaga gggtatgccg agggctaccc tctttattat tttgttccta
  5129401 catagtaatt tgatttgggt tccttcttat taaaatagta tttttcggat agcgcacctg
  5129461 tttaaattta taatagaaca actctaactt agcgataaag tttcatttta tgtttaaata
  5129521 agtgaactcg ctttaataga agtacacaat tcagaacgag aaattgattc agctaattgt
  5129581 tgtaaatagg cgtattctgc tgcgtctttt tcagaagtgt taggatccaa taaaggtgaa
  5129641 gaaagaagta catcaatcgt aagtatgtct gcatcatgag agacgatatt ataacctgca
  5129701 aatacaggtc gttttaagtc ttttactttt tgaatcatct gatggaattt cgtaacactt
  5129761 atattgattt gtgcgaatgg aaagcatttt tgggtaggat tctcgatggt ctttctaatt
  5129821 ttataatcgt atacatagta gtacttttct tgctgctcaa gtgtttgcaa ctctttcgtt
  5129881 aataagtggt atttgtctgt aagttcaatt gtaagtgcat cgtgttcttc gtcaactaat
  5129941 aatgtgaaag gtcttggtga tgagattgaa agggtgcgga cgtttagatc agtaaaagtg
  5130001 ggattagatt gtaaaatggt atgtaatttc tcggtaggaa actcaccgtc ataaatagca
  5130061 ataaaataat ggttcatctt ttcgctcctt aacttttttc taaactgata tattctactt
  5130121 taaagttgta aatcctgcac aaaaaagaaa caccttgatt gttatcaagg tgtaataagc
  5130181 tcaaaactct ccgaatcagc ctcaacaata aaaggactaa cctcgccaac gctataaagt
  5130241 tgtaattcat gcattgcgcg tgtacaagca gtgtagaaca atcgacgaac gctctcatcg
  5130301 ttgtatacat ctttagacgc atcgtaaata ataacggcat caaattcgat acccttcgct
  5130361 aagtaagctg ggatcacgac aatgccttgc tcatactcgg ctgagttact cttcacgagt
  5130421 ttaatattct cgataggact aagtgcctca taggcagcgg cgctttcagc tgcagattta
  5130481 catataattg cgatcgtgtt gtgattttgt ttttgtaatt cagcaacttt ggcagtaata
  5130541 cgttcgtgca gttcgctctc attcgctact ttcgtcactg taggtttctc accgtcacgt
  5130601 tcaaaggcgt gaatgttctt cccttccggt acgagagcac gtgtaaattc aataattggt
  5130661 tttgttgagc gataactacg agttaagtta atgccgtttg tttcgtctgg cccgtataaa
  5130721 ttcgtaagtg tatcgaaatt aactgtttca ctcgcatgag caaatattgc ttggttaaag
  5130781 tctccaagta ccgtcattct tgcggcaggg aagagacgtt ttaaaaactc gaactgaaac
  5130841 ggcgaataat cttgtgcttc gtctacgagt acgtgtttaa tcgatctgtt cgtttggaaa
  5130901 ccttcaatta actcttttaa aagtaaaaat ggagtcgcat cctcgtaata tagctttcct
  5130961 tcatcgagca tgttcaccgt tagtgagcaa atgtcatccc attctttcag tttttctcca
  5131021 gtcccccatg atgcatctgt gaaaagttgt ttatatatac ctgtgaaatt gataaagcgt
  5131081 aatgtttgaa cgcctttacg cagcggcttc aattttttac ggacaatcat acgtccaagt
  5131141 actctcgttt ctttctcaaa atcttgaaag gagttgtcgt caaactcgcc ttttttctgc
  5131201 aagtatttat aagccttttg gtattcatct ttactaagta attcaatttc ttcttctacc
  5131261 caaggctttt tcaattctgc tttttcaatt gcatctattt gtttatttag ccaatccgtt
  5131321 aacttctcaa ttcgactatg gaagcggagg gaggagtcgg tattgtaaaa ctgctctgta
  5131381 atttctttcg cagaaacaat cagttttcct ctaaatttca ttcctctaaa tagcatgcct
  5131441 gaagattcaa gagattgtct gtacgctcga atcatctcga aaaattgagt agatgcttta
  5131501 aaacgaatac tagcatttct cgttttatag gcagggctat tcgtttcagt tagcatatac
  5131561 tctaattgtt cataagggtc ttccacatca aatgacttac ttagtctatg gtttaaatat
  5131621 tcttggaatg taacttgctg catattctct tcaccaagtt caggtagtac gttagaaacg
  5131681 tagctgttga acatagagtt aggggagaag agaataattt gatcagcttt tagccattcg
  5131741 cgatatttat atagtaagta ggcgattcgt tgcagggcgg ctgacgtttt accgctacca
  5131801 gcagctcctt gtacgataag gagtcggcct tcatcgtgac gaataatttc attttgctcg
  5131861 cgctgaatcg tagcaacgat actttgcata tgtttgtttg taccttttcc gagcgcttgt
  5131921 tgcaagatct catcgccaat tgtaaggctc gtatcgaaca tagaatcaat ctcgccattt
  5131981 tgaataatgt attgtaattt tttctccaca ttaccgtgga ttactccgcc tggtgtacta
  5132041 tattcagccg gccctggtgg ataatcgtag tagacactcg aaatgggtgc gcgccagtcg
  5132101 tatataagaa agttttctcc gctagcatca gtaagtgtag caacgccaat ataaatttgc
  5132161 tccgcagcag attctccttc ttctttgaaa tcaattcgtc caaaataagg tgctttatgc
  5132221 atgcgtctta atgcggcaag tcgattaaag gtgtgcttat gagtaatttg tgtgacagct
  5132281 agtgactgag cttgttgtct taagttgata actgtttcaa gataatcatc aaaagtatca
  5132341 gtattcactt tcacgtcatc ccagaaatgt ttacgaatat tgattacttc tgctcggcgt
  5132401 ctgccagttt cgttttccag cttatcaatt tgctgcgtaa tcgtttcgat tacggtatcc
  5132461 aatcgttttt gctcttgatc aagttttttg ttcatacgat agcactcctt taaaagtgaa
  5132521 aaatagaggt tgactgaaga tgtgttttgg tgtacaatta agatagggat aaatacgttc
  5132581 ttttaatttt agaaaacgtg tttctgtact aatttaacat agttttttca tttaatcaat
  5132641 gataataaga taaaccttgg ttccatgata cgtggatcaa gtttttttgt gtttgtagag
  5132701 ggagtcacgc ttgttgtcgt tttttgtcgg taagtcgata tattttgaaa atcgccgata
  5132761 taatttattc gaaggaccaa ctatataatt tcatttaccg aatcggacat aactaccgag
  5132821 agaagagggt atacaaaaaa aagctcgggc ctaagcccga gctttttatt tcattatttc
  5132881 ttttcttctt ttttagcgtc agcttttttc tcttcgaaaa gatctttcaa atctttatcg
  5132941 tcaactttta cgtcagcttt tttgatttct ttcatcataa ggtcgttcat gaattcgccg
  5133001 tcttgtgatt tcttcgcaac taattctttt ttgatgtcag ctttagattg ctcgaatgat
  5133061 ttttctggtt ctttaatgtc tgtaacttta atgatgtggt aaccgaattg tgatttcaca
  5133121 ggctcgctta cttcatcttt tttcagttta taagcagcat cttcgaattc tttaaccatt
  5133181 ttaccagctc cgaagaatcc taagtcgcca cctttttctt ttgaaccagt atcttcagag
  5133241 tattgtttcg ctaactcttc gaaagatttg ccttgtccaa gttcttcttt cacctttttc
  5133301 gcagtcgctt catcttttac aagaatgtgg cttgctttaa tttcaggctt gtagttgtct
  5133361 ttcaattctt tatcagtgat tgttttctcg atagcttttt cttgagctaa ttgagcacgc
  5133421 acaccagttt ttaacgtttc ttctttaata ccttgttgtt ttaatagtgt atcgaattga
  5133481 tcaccgtatt gttttttcat ttcatcgtac tttttgtcta cttctttgtc ttcaactttg
  5133541 tagtttttaa taagtacttt ttccataacc atgttgttta acacttgttt accagcttgt
  5133601 gtcttcattt gctcgtagaa ttcgtctttt gtaatgtcac cagctttaga tgtaacaatt
  5133661 ttgtctgatg atgatgttcc acatgctgat aatgcgatta cacttgttgc ggctaaggca
  5133721 agcatagctt tcttcattcg ataaacactc ctactattat gtatttttaa tttatcctat
  5133781 accaatgaac tttagttcat tagagcccga ttaagtctca ctgatacttt tgctttttat
  5133841 gttggtaaag cgcgcttaac agggcttacc gaggctttag gataaagtta agatgcgtgt
  5133901 catttatttc atagtataag caatatgtac aaaatttaat atatcatatt tcgacttgat
  5133961 ttcatattga taaagaaaaa ttaaccagtg cgtgtcagat tttgaaggtg ttccatattg
  5134021 ggcatatgcc gcatatacag aaaataggag gggatgggga tgaattctca acttatttta
  5134081 ttacttgtac tgtttatttt attggttata gtaggtataa tttgcttata gaggaaaaaa
  5134141 gtgaggaagg ggctttcctt cctcactttc catgaaatat aatttctata taactagaaa
  5134201 ttaataaaat tgttatacat acattaataa cccgaaagac accgggttgg cggctcgcag
  5134261 atatttgttt tcgttcacac agtgtatgtg tcatgaaatt cgtgtaaaat ataacaagaa
  5134321 gtgcgaatgc gacaaaaaca actgttataa gtgtcatgag gcgagacctc cttttggcta
  5134381 aaatacatat actctatata ttgtatcata cgatattttg ttcgtgttat aaaattcaga
  5134441 aatagaagac tttgtgttag aaagtgaggg agaaaatgga cgttgttaga agattagaac
  5134501 aagctgaata ctatgtagac ctactattta aaatgattga tgaagaaaag tgtccatttt
  5134561 attctttgat cataaagaaa aaagctcgta aaaaagatat tgaacgtata ctaaatcttt
  5134621 gtgaaatact gaacgaacaa tatgtagtag agaaggccga agggcttctg ttgttcgatg
  5134681 cgctgttaga tcaatttgaa aaagcgcttc cacatcagct cgaagtacac gaaactgcgg
  5134741 aagcgctagc aaaacaaggt ttattcaaac cgcttatgaa tgaattctta agcatgattg
  5134801 cgaaaaagta aatagattac ttcttaacta acttctgatc ggattctgta aagttctctt
  5134861 caatatcttc taatgatttc tcaaaaatat cgatgaagtc ttgtccgtaa atgttacgca
  5134921 agatagcaat cagttcgata ttttctggga acttcccata aaaattacga agtgcaaggg
  5134981 ccccattaaa cactgaatta ttttcagggt catactcctc cattaagcga agtagtaatt
  5135041 cttccccttt gtctgtaatt tcaatgtacg tatttcgttt atcatcttct tttttcgaga
  5135101 atacaagata gccgcgttct tccagctttt tcgagaagtt aaacgccgtt gatacgtgca
  5135161 taactccaaa cttagcaatc tcagaaatag aagccccttt taaatgataa gcgattgtta
  5135221 aaatatgatg ctcattgatg tttaaatcgt aaggcttaat ccacatttgc caatcttttt
  5135281 ctacacattt ccataacgct ttcgataatt gagcaatgcg ttggctgaaa atcatcgctt
  5135341 cttttaccga gtaatctttt tctccacttt tcatttactc acccacttta acattctttt
  5135401 tcattactat ctattatgcc agtaaaataa aaattaataa agtctttttg tgagaattgt
  5135461 gaaaattttt cggaaaaatg acattctata caaatcatgc ataactatgg aagcggttta
  5135521 taagtcgcga gtacatgtgt tgtccataca tgttaagtga taacatatat tgtaaatgca
  5135581 taaaaacacg gcatatctat gtgatatgcc gtgtcaaggt caatttatat aaaaaatatt
  5135641 tgttatatgc aaaaaactaa gcaggaattt gtttacgctt tttccggaac agcttcttgt
  5135701 agtttctcaa ttgatttttg aatgtccaaa atctctttct caatatgtcg tttgttttga
  5135761 gaaatgtctt gcttccagtt agaaagtgta tcgtgcatat cgtcttttaa ttcttggaac
  5135821 acttctttac cttctgaagc agtttcaacg atttgacgtt ttaataattt cgtatcagct
  5135881 gtaatatcag ctaaagtctt tttaatatca tttccttttt cttttaactt gccacgcatg
  5135941 tctttgccag aagaaggagt tgagaagaga acagctagtc cagcaactgc tccgccgcaa
  5136001 atgacacctg taataaagga tttagctttt gacataaaag gagacctcct tattttttgt
  5136061 tcgtattcat gatgtgaaaa aatacgcata tctttaagac gagggaaaga atagtgccag
  5136121 tccctggcat cttaagtgga gaaacaagcc gtgccatatt taatcacttt aggaaagtgg
  5136181 cttgttatgt atgactactt attatagtgt cactatttca cgctatttgc aattgtactt
  5136241 gcgatgtttt gtaaattttc cattgtgtat tcattttgat gtgatttcca aacagcaccg
  5136301 aaaccatcgt tttcaccgta gcgtggaatt aaatgaaggt ggaagtggaa cacagtttgt
  5136361 ccagctttct cgccgttatt gttaagtagg ttaaagccaa ctggattaaa ctctgcttta
  5136421 atcgcatttg cgatttttgg aacgacagaa aaaatgtgtg atgcgatttc tggcgttaac
  5136481 gcaaaaatgt cttgtttgtg aacttttgga ataacaagag tatgtccttt tgttacttga
  5136541 ctaatatcta aaaatgcaag cacatgttca tcttcgtata cttttgagca aaggatttgc
  5136601 ccgtcaatga ttttgcaaaa aatacaatta tccgctgtat gattcattga tctcatcctt
  5136661 tcaaatatcc ttagccgtat tttaccataa ttacataaga gaacaaacac gaaaaacagg
  5136721 aagctgactc agcttcctgt tttctgaaga gggaatgaaa aagcattatc gtaatttacg
  5136781 tttcgcagac acctcattta tttaagaaat gcacggtaaa tcggctaaag tttctgccgt
  5136841 agacacccca ttttcaagtg aaatgaattg caatctttta taaaaggaaa ttgtttattt
  5136901 ttaaaacagt atatgctctt tcagagacac cccgtttcta aaatgaaaca aatgatctgg
  5136961 ttatgtgtaa atttctttgt ccaacatgga caccccattt catgatgact tcactatgtt
  5137021 gttgtactca tcaataggtg gtcgcttttt caatgtgttc cttcttcact aattatgatg
  5137081 tccgctttcg taaaaatata tgcgaataaa ttttaatttt ttttgaatgc atcgatacta
  5137141 tgtagtacag cgtaattttt ggtaagatga atatagaacg aatataaatg aagaaagtgg
  5137201 tgtcgtatga gcgagttatt gcgtgtagaa aatgttacag gaggatatac gaaacgacct
  5137261 gtattaaaag atgtttcgtt ctctgtgaat aaaggtgaac ttgtcggctt aatcggttta
  5137321 aatggagcag gtaaaagtac gacgattaaa catattatcg gtttaatgga accgaaaaaa
  5137381 ggaactgtca caattaatgg gaaaacaatt cgtgatgata tgactgcgta ccgttctagt
  5137441 ttttcgttca tcccagaaac accagtatta tatgatgagc taacgctaga agaacatttg
  5137501 aagttaacag cgatggctta cggtgtcgat gaaaaacaat acgaagaacg tgtaggacaa
  5137561 ttattacaag aattccgtat gaaaaatcgt ttgaaatggt ttccgtctca tttctcaaaa
  5137621 gggatgaaac aaaaagtaat gattatgagt gcgtttttag tagagccatc tctttacatt
  5137681 gtggacgaac cgttcgttgg gcttgatccg ttagtaatcc aatcactcct tcaaatgatg
  5137741 gatcaaatga aaaagagcgg tgcaggtatt ttaatgagta cacatatttt agcgacggca
  5137801 gaacgttatt gtgattcatt cattattttg catcaaggcg aggtaagagc gaagggaaca
  5137861 ttatctgaac tgcaattaca gtttaatatg ccaggcgcaa cgttagatga tatttatatt
  5137921 gcattaacga aggaagaaga ttatgaatag cacagcgtta tggaaagaac gatttcgtca
  5137981 ctttttacaa gaagttcgta catatagtaa atacgtattt aatgatcatt taaaatttat
  5138041 tttcgtattc atcatcggcg caggagcgta ttattaccag caatggttac aaacgttaac
  5138101 accttcgttt ccgactgcgc tcgttatggc agtgttactt ggactcgtat taacagccgg
  5138161 atctattcaa acgttattaa aagaagcaga tctcgtttac ttactgccag ttgaagaaaa
  5138221 gttaaaaccg tacttcacaa aggcatttct ttttacgttt atgattcagt tatacataat
  5138281 cgccatcgta gcagcagcgc ttgccccgtt atacttccag caaatgaagc aaacaggagc
  5138341 ggcttacata tggattgtaa tcgcgtttgt catggtaaaa gcgtggaatt tattcgtagc
  5138401 atgggaaaaa tcattcttaa cagaccaaaa tatacaaaga gccgattggt tcattcgatt
  5138461 tattttaaac gccgtatttg tttatttcct tgtggaacgt acttccgtta tgtttattgg
  5138521 tggaatcgtc cttctcatgg tgttatatct tgcgatcatg catcaaatgg tgaagggaaa
  5138581 accactaaac tgggagtatt taatttctga agaaggtaaa aagatgatgc tactgtaccg
  5138641 catcgcgaac atgttcgttg atgtaccagc attaaaagag agagtagcac gtagaaaatg
  5138701 gcttgatttc attctgtcga tgatcggcga aaagcgtaca tatttatact tatatacgag
  5138761 aacgttctta agatctggta attattttgg attatatgtg cgtctgctcg ctcttggagg
  5138821 agttattctt tacttcatcc cgtttttata tggacgattt atcgtaagtc ttatcttctt
  5138881 atatttaatc ggttatcagc tattaacttt atggaagcac caccgcatga agatttggct
  5138941 tgatttgtat ccagtagggg gagaagagaa gaagaaagat tttcttactt tactaaatgc
  5139001 gatccttatt acaggtagta ttatctttac aatcatattt ctactagcga cgaaagattt
  5139061 catgatgaca ggaattttac tagtcgtaag catagtattt agtatcggtt tcgtttatca
  5139121 atacggggcg aaacgaattg agcgtttaaa ttgaagggaa tgaacctatg attacatatg
  5139181 aagaaaaggt tataaaagag ctggagcagt ggaaagctac attcatgaaa gattcttcta
  5139241 tgatgacacg gttctcaaag aaagtgcaga cgaaagtaca acagcttatt ccggcgaaag
  5139301 tgcaaaaagt attaacagaa acgattcgga tgatggtaca aacaattagt gccggatcaa
  5139361 actttataaa gccgaaatta aaagagacga actggtcatt gcaaagacga gatgatgaag
  5139421 tacgtaaaaa aatggatgag tacaaaaaaa tagcagcggc agaaggagca gggacgggag
  5139481 caggcggtat tctccttggc cttgctgact ttccgctttt gctcggtatt aaaattaaat
  5139541 ttttattcga tgcagcaaca ttgtacggat ttgatacgag cgataaagaa gagcgccttt
  5139601 ttatccttca cgttttccaa cttgcctttt caagtgacga acaccgaaaa gaaatatgga
  5139661 aagccatcga aacgtgggat acagaagaag aaaatcatat ggactgggaa aagttccaaa
  5139721 cagagtaccg agactatatt gatttagcaa aaatgcttca gctcgtacca ataatcggtg
  5139781 ccccggtcgg cgcatatgcg aactatcaat tactgcaaag acttggggaa gtaacgatga
  5139841 attgttatcg tatgcgattg ttgaatagga attaaaagga aggcgtccta catgtgtaat
  5139901 gtaggacgcc tttttttaga agccaagtcc gatatagcta acgccaacta taattaatac
  5139961 gacaaaaagc acaatgatta atgaaaatcc gctcttacca gcttgtccaa cttcaccacc
  5140021 gccgttaccg ccactaccac ctttaccacc aagtcccata tgctagcctc cttattgtta
  5140081 tatattgctt ttgttttata tttttcttca tttaccaata aattccttat ggagcactaa
  5140141 ctaacttgaa aatcatttcg tttcatttta taatttactt accgaccggt aagtaaaaat
  5140201 aagtgaggta cagtatgaca aagaatttac aaacatcgca aaacattgta gaggcgtcat
  5140261 ttaaacttat ggcagagcac ggcattgaga agatgagcct ttccatgatt gcgaaagagg
  5140321 taggtatttc aaaaccggct atttattatc atttttcttc taaagaagcg ttagttgatt
  5140381 ttttatttga agaaattttt tctggttatc atttcgtgag ttattttgat aaagagcaat
  5140441 atacgaaaga aaattttgta gaaaagttaa tcgcagatgg tttacatatg ctctctgagt
  5140501 atgaaggaca agaaggaata ctacgtgtta taaatgaatt tatcgtaact gcggcgcgaa
  5140561 atgaaaagta tcagaaacgc ttatttgaaa tacaagaaga gtttttaaat ggtttccacg
  5140621 aattattgaa gaaaggcgcg agactaggcg ttgtgtcaca gcatgcaaca gaagaaaacg
  5140681 ctcatacgct agcgcttgta attgataata tgagcaatta catgctcatg ggatttcagt
  5140741 taaagtataa agaaatttgg attcgaaatg tgaaaaacgt catgaaggag gaataaaagt
  5140801 gaaaatgcaa aaaaactggt ggctcggttt tcttggattt attggggtgt ataaaattcc
  5140861 aggcatgata gaagcttttc aagcggatgg aaattggatg aagttaatcg gtttcatttg
  5140921 gctactttgg ttcggatatt ttatacctga gaagaaagaa gattaaattt caattttctg
  5140981 taaggttatg taaaatatag attgagacta ttcatatatt agattactag atttggagtg
  5141041 gttacatgga tccattgaaa aatgaaattc accctgacat ggtcaaggtg tggaaagttc
  5141101 gggctgtaat agaagaaggg atcggtattc tcgtcatgtt agcgtacctt ttcctcatga
  5141161 taaagtttga ttggtgggcg tggattttgt atgtaatgat tgggctaaca gttgtgttcg
  5141221 caccattttc gtacttctta ttcccgaaac tacgtcaacg ttattacagc taccaactaa
  5141281 atgaagaaga acttgaaatt cagcatggcc ttttcgtcgt aaagcgcgta ttagtaccga
  5141341 tgattcgtgt gcagcacgtg acgattgaac aaggtccgat aatgagaaaa tatggtttag
  5141401 cagaattaca catttcaaca gcagcaactt ctcacagcat cccaggctta acgatgtatg
  5141461 aagcagaaat gttgaaaacg aaaatcgcag aattagcgaa agtgagtgat gaggatgtat
  5141521 aagagacagc atccgatcac gatgttattg gaattaaaaa taagagattt tataccattt
  5141581 attatttttc tccttagttt aaaaggaaag ttcccatttt ggtatttagt tcctgtcggt
  5141641 tttgcggtaa tcacgattgt ttcagctatc gtaggctggt attacaaagt atattggatt
  5141701 gaaaataacg tattacatgt gaaacaaggt ctctttgtga agaaggagag ctacttaaat
  5141761 aaagaacgtg ttcaaacaat caatacaagc tctaacgtgt tatatcaaat gcttggctta
  5141821 aagaaaatcc aaattgaaac agctggcggg gggcgatgat gcggaggtta gcttagccgg
  5141881 tattacagta gaagaggcaa ctgagcttat tgctttgcta aatgagccaa ctccagaagt
  5141941 gaaagcagaa ggaacgctag acgaaaaagc ggaacatgca atagaaaaag aaatcgttac
  5142001 agaagaaaaa caaacgacag aatataaatt gacttggaaa gaaattttac tagcctctgt
  5142061 tacatccggg cagtttggac tattattctc gttaatcttt ttcgtgtatc accaagtaga
  5142121 ggaatacatt ccgaaatgga tagagaatag cgtaaagtca tatgtaatgc aacatgatat
  5142181 atatggctgg attttcatgg tagctatttt actcgtcctt tcgtggatta tatctacaat
  5142241 cggttatgcg ctaaaacatg gagatttcac agtaaatcga agaaatgacg aagtccgcat
  5142301 ttcacaagga ttacttgaga aaaaagaact cgtcttaaag ttacatcgta ttcaagggat
  5142361 tacgataaaa gaaagtattt tacgtcagcc attcggctat tgtgctgtgc aagtagaagt
  5142421 gattcaaagt aagggaacga atgatgaaaa agaaaaagtt acactgcatc caatcatccg
  5142481 aaaagaccga gtacaacagt tactcgcgca tttacaacta ccgtacgaac tgaatacaaa
  5142541 tattatttca ttaccaaaag cagcattacg ccgctatctc attgatagct tcatcttttt
  5142601 cgcaatgata gctatcccgc ttattggaat aagtatatac tttgaaaagc acttcatcat
  5142661 gtgggcacta attccgctca cgatcctcat ctttacactt ggttacgcaa catttaaaac
  5142721 aaatggttac agtgtaaacg gagagcaaat tacacttgta tatcgcagcg tcggaaaata
  5142781 tacaggactt attagaagaa gacacgtcca atcgatggaa aagacgcaat cctatttcca
  5142841 gcgccgcgcg gatttatgta cgtataagtt ttcgagcgca tcatcgagtt ataaattaga
  5142901 gcatacgaga gtagaagatg cggagagaat gcagaattgg tataagaaga gaataagtga
  5142961 gaattaagtg gaatggctcg tcttttgcgg aaggcgagtt atttttctat gtaaaaatga
  5143021 taggaaataa tgaataatat atgtgacgca aaaaaagtga ggtgagcagg attggggaaa
  5143081 tttttaattc cgtattccca ttctttatta agcttattta tttcaatgac gataattcaa
  5143141 atatacgatg aaaaggggat ttttgaagga gagctatttt ctatttttac gaatcttttt
  5143201 attgctatgg cccaaatgtt ggccgctact ttaatagttg gagtccctgt tgttttagtt
  5143261 ggatgtcttc ttggagagat attgtttagg tgcgttattt tacctataaa gctacatttt
  5143321 atcccatcct taattttata tattctttta gccataagta ttgttttttg ctatgaagtt
  5143381 atatctgacg gggttcctac aacatatgaa aatactcgta ttattaaaat gatgtacttt
  5143441 atgggattaa ctataatttg ctctattaca tttttagtaa gtaggactac atatgaagga
  5143501 aaataaggtg attatatgaa atacacttgt ccatgctgcg gatataaaac attagaagaa
  5143561 gaaccaccag gtacatatga aatttgtaac atatgttttt gggaagatga ttctgttcaa
  5143621 tttaaagagc ctgactatga aggcggggca aatgaagttt cgttaagaca agcgcaggaa
  5143681 aatttcattg tgtttggtgc ctgtgaaaag cgatgtattg aattggttag aaagccgact
  5143741 agtgaagatg tgaaggatgc tagttggaag caaatttgtt aaatagcttt aaataaaaat
  5143801 gttattactc aatttaacaa gagtaataac attttttatg ccatgatgaa agaatgaacg
  5143861 ccgccttgta aaataaaaaa gaaataaaat tttcgtcttt ggagacaact aattattaat
  5143921 ttgatgattc agctgatttt tttatgtagt tattgaaaaa cactatagtt tctagagagt
  5143981 gaacagagat tttgaattga tttaaagttg acggaacaaa ataaaacgaa ttgagcaaaa
  5144041 aaacttgcaa aactaaaagg ggagttgtat attaattgac gtatcaaata ttgatttatc
  5144101 aattaatgtt ttaataagta agaaggggga atttttgaaa acatgttatt cagacgatgt
  5144161 cggaacttta tataaactac aaggttaaaa tgaagatata agaaatttat gtaaatatcg
  5144221 ttaagttagg atacatgttg caagagttaa aaaacagaca agtaaaagca tggtatgcac
  5144281 atggatatga tataaatcca gtcgggacta tacagaggaa agtatatctg taacctttgg
  5144341 attggaaaaa gagtgctatg tactagttat atttctatct gtcggtaaag caaccgacaa
  5144401 aggatatgct tcatgcggtc tctttgttga tagaattgca caatggaaat agtctaaaat
  5144461 tgatgttagg gagtagaggg ggcacaatag tgtggaaata atcgcagcta ttttagtcgg
  5144521 gatcgtagca ttagagcatt tatttatcat gatcctcgaa atgtttttta tgaattcaaa
  5144581 agtggcaaaa cgtgctttta aattaccgga gcatttagaa ggagatcgaa acgtcgccat
  5144641 tatgtttgca aaccaaggtt tatataatgg atttttagcc gttggtctca tttggggact
  5144701 tatacttggt ctcaattcaa ttggttatat ggttcaatta ttctttgtaa tatgtgtggt
  5144761 agtagcagct ctttttggcg gtttcacatc taataaatca attattgtga aacaaggact
  5144821 tccagctata ttagcgttga ttgccctttt aattgtgata tagaaccaaa gcgtttgaat
  5144881 aaaaaaattc atttttgaaa aatacgctat tctttctgta ggctcatagg aaagaatagc
  5144941 gtattttttc attttcatat ccttcaactt aagaagtgta taacatgcga aaataataac
  5145001 tttgtacctt ttcacttaga aatgtaaatc ctctcttttt ttgcgtaatg attatgaaaa
  5145061 tgcgtattac atcaaggatt ggaaccgaat taacgcttta aaatatagaa agtggggaaa
  5145121 ataatgtaaa aaaactattg tatgtttaaa aaccttgtgt tacatttgtg ttacaaataa
  5145181 gttacaggat gtgacttttg ttacgtttta ttttctgttg tttttcgata tgttacgaat
  5145241 taaggtgcat atccaatcaa ccgagaatat ataaagttaa aaaactacca aaataaaaat
  5145301 agttttccta tgtgtataag agtgtgtgta gtaaagagcc tggtgagaac tttacgcaca
  5145361 ttattaaaat tcctttctgt cttaaaagaa gaagaaaacc aactaccaac tatttagggg
  5145421 ttttaagtaa tgatagtaaa tgaaatgtac ttcctttccc gcacacaaag tacatattta
  5145481 ctttcagtct aattactaca cagactttta tacatatgac gttattgttt taggaatgca
  5145541 tagggggaga aacattgagg aagttattaa cggtaattgg aattacattt ttaatattag
  5145601 caggatgtag taatggagat tttgaaaaag aaatagatgc agggaagacc gcgttaacga
  5145661 ataaagaata taaaaatgcc ttatcatcat ttgagcgagc gctggatgag aaaaaagacg
  5145721 attcaggtgc aatagtgctt gtagaacaaa cgaaaatcat gatggaagca gtgaagttaa
  5145781 aagaagaaaa aaagatagaa gaatcaattc aatcatttga aaaagtagag aatatgaagg
  5145841 atggaaatgc tacactgata aagcaggcca agaaagaacg aacagcatta ctagccattt
  5145901 tagaacaaaa aaagaagtat agcgagcaac tgacgaaaag tgaagagcta ataaataaga
  5145961 aaaattatgc agaagcgaaa gagacattaa ataagctagt tttagaaaca aaagataaca
  5146021 agaaccttga agaatataat aaaaaagcag taggattagt tacgaaaatt ggtgaagaag
  5146081 aaaaaactgc aaagagtaaa gcgacagcga aggcacaaaa aacaagtgca gtaacgagtc
  5146141 aaaaggtagt aacagaaaag aatcaagatg catttacttt tgagaaagcg aaagaatata
  5146201 ttaaaaatga atataaagaa aactatgatt acacgctaga aaatacgcaa gtagagaatg
  5146261 gaaagaaata ttatcaaatt agagtgcgta cgacatataa aatagaaggc gcagctggat
  5146321 caggatttac tggtgtattc aaagtatttg aagatggtac aattgtggaa atgcactaag
  5146381 ttgatggaaa gaatacgata caaaaccgta acaaaaatag agataataaa aaggtatcct
  5146441 ttaagtacga ggataccttt ttacatgtat gactaatctt taattattaa tcccaataaa
  5146501 gatgcaaact gaatagcttg atatggtgat actttacatc ctcttaggtc gttcactgaa
  5146561 acggtaagtg tatcaaaagt agaggaacta atgtctattc cttttagtga tggttgatca
  5146621 aaatttgctt cgttaaggct gcatgaatca aattcaacct tctttagctt acagtcaaaa
  5146681 aagtctgcat tatttaatga agcttcatta aatataatct tttctagctt agaatttcca
  5146741 aatgtggcta aattcaacat tccctaagct agattctgta aaattaactc caattaattt
  5146801 actgttttta aattcgactc tgtgaacaga agaattgctt aaattaacat ttgataaatc
  5146861 acagttctca aaacaaacat ctgtaatatc aatattgcta aagtctgtat tcgtgaactt
  5146921 acaatttttt atcactgcac tatataaacg cactctatcg acagattcat tttcaaaagt
  5146981 agaatcgata atttcacaca tttctaatgt tggatcttct tcataaaaaa tatcgtgaaa
  5147041 actctttaaa gataactctg gcgaaatttt tggtctatca attttcatat tataaccttc
  5147101 tttcattgaa ttagttagct agaaaaaata gtatgtccta tagaaaaagc tgtgtagaaa
  5147161 ttctctcatt ttataatacg cttttattaa tttgagcaat aaaagttaac ggtttatttc
  5147221 acgttgcagt atttcaaaaa acaacgatac gtgatagcca tctattgttg catgatctat
  5147281 tttttattat ccttctatta actttaacga taaaataata atgtctccct taagaggaga
  5147341 gtcaagaata agggggcaat ataaattgga aaatttattt tctattggtg aagttgctaa
  5147401 tatgaaaggt gttacaataa aagctttaag atattaccat caaacaggca ttcttatccc
  5147461 cgtatacatt gatacaaaaa cgggttatag atactattcg gtagatcaat ttgtttatat
  5147521 tgatataatt aaagtttgta gagctttagg aacgagtacg aaagaactgc aacaaatttt
  5147581 tactgaaaag aatatggatg aattattaaa atttttagca ttaaaaagag aagaaactga
  5147641 gcaaaaaata aaagagatgc aagcagtcat tcatacgatt gataaactag ataatagtgt
  5147701 acaagtcgcc aaaaaggtac tagtacataa tcaaataaca agacagtatt ttgagcaacg
  5147761 ttatatcgtc actgctccat gtaaagacgt gggtaatttt aaagaattcc tttattattc
  5147821 agatgtagat aaaataattc aggagagaaa tttagaaaca acgatggaga ttggtatagc
  5147881 atatagcatt cattcaaaat acaggtttga accaaagtat gctttttctg tgttatgtaa
  5147941 atatgattac acagagaacg agcaaaatat agatatatta ccagaaggta actatttgac
  5148001 actggcctat aaaaagaata ataaagaaga aagtatggag aaattaaaag attatataga
  5148061 gaaaaataat gtaacaatca aaaattgcat tgaagtggaa ttgttagatg agttttttag
  5148121 tacggattct tacagttgcc aaatgcaatt gcttatagag aaggagtgaa aacgcacttt
  5148181 agagcatact cagaaataat ataaacgaga agatgatgag tacaattgtt gaaaaagcat
  5148241 cctcaaagta tgtgaggatg cttttttagt ataaaaaagg catctagcaa aagtactaga
  5148301 tgcaaataaa aacacaaggg aagacaaaat tcttcccttt tcccgtaagt aattatatca
  5148361 aaaaatttat aaaaaactag ctttattttt aatataattg atatgtgaag ctatgaaagt
  5148421 ataagattac actatttttg tagtgttttg ttgaaaaaag gagccacgta tatgattaat
  5148481 tttaaaccag aaaatttgaa ccaactatta aaagtgatgc tcattagtgc gaataagtct
  5148541 tatgatgcga ttcaagagta tgaatgtacg ggagaagcag tcatattccg tgtagacttc
  5148601 gagtacattg acgtttctct tatgattgta gatatgctag gaagatcagc ggctagattt
  5148661 aacattttgc catttgctaa gccagatacg aatgaggtag attacattca gtttcaagtg
  5148721 tattcgatta atgaagggaa ttttaaagaa gtaatggaca cgatgtaaaa actataattt
  5148781 tacaaaaatg tatataccaa ctaatatata agtaataaat tcatataatt ggagtgatga
  5148841 aatgcagccg ttagaaaggg agattcattc taatatgctg aaagtgtggc gaattcacgc
  5148901 tttaattggg gcggcagtta tactagcagt cgtaattgcg tatttctttt ttatgatcaa
  5148961 ttttaattgg tggggatggc tgttcggatt attagtaaca gccgctatta catttatccc
  5149021 gctcaattat tttgtatttc caaatttacg tcaacgctat tatagttaca gattaaatga
  5149081 agaagagatt gagattcaaa agggaatgtt cgttgtaaaa cgagtgctca ttccgatgat
  5149141 tcgcgtgcag cacgtaacga ttgaacaagg accgattatg agaaagtata atttagcaga
  5149201 attacatatt tcaacagcag caacttctca tagtattcca ggcttaacga aagaagaagc
  5149261 agagcagctg aaaagacaaa ttggagaact tgcgaaagtg agtgatgagg atgtataaga
  5149321 ggcagcatcc gatcacgata ttattaggta ttcgaattgc gggtttattg ccttttattt
  5149381 ttcttgtttt atttcgatca gatggtcaag tagaaccgtg gtattttttc caccttattc
  5149441 ttttggctct attattcatt atggctattt tctcagctat aaaatggtat ttcaaagtgt
  5149501 actgggatga aaataatatt ttacatataa aacacggcgt tttcgttaag aaagaaagtt
  5149561 acttaaataa agaacgtgtg caaaatatta gtacgtcttc taacatcatt tatcaagtgc
  5149621 ttggactgac gaaattaaat attgaagtag caggcggcgg tactgagcca gaagtgatgt
  5149681 tggcgggtat tagagaagaa gaagcgaagg aactcattgc attattacat aaagaaaaaa
  5149741 gcactgtgag tgaagaagcg cctgcggaag aaggaagtaa gacggtttat cagctaacaa
  5149801 cgaaagaaat tttagcagca tctattacat ctggcagatt tgggttagtg ttttctatgt
  5149861 tagtcatcct ttacacagag tttaatcaat ttttaccaga atggctcatc aataaagtag
  5149921 aagcgtatgt gatggataac ggtgtatatg aattaatcgt tatggcggcg attttaatgg
  5149981 cagtgtcgtg ggtcatttca acagctggct atgcgttaaa atatgcgaac tttaaaatag
  5150041 agcgaaacgg aaatgaagtt cgcatcgtgc aaggattatt tgataagaaa gagtttgtgt
  5150101 taaaattaca tcgcattcaa gcgattacgg tgaaagaggg aattctccgc cagcctttcg
  5150161 gttattgctc tgtcgaggtg gaagtcattc aaagtataga agcggcagga aatgaagtga
  5150221 cgctacatcc ttttatgaag aaaaaagatg tgcagcagtt acttgcatat ttacagttgc
  5150281 cgtatgaaat ggaagagaaa atcgttcctt taccgaggga tgcattacgt cgctacgtca
  5150341 taatgggctg ggttacaagt gctgtgcttg ctgtgccaat catcggtgcg agtatatatt
  5150401 ttaaacaaaa tatcgcgttg ttcattttga taccactatt tattatattt acgttacttg
  5150461 catacgctcg gtatacaagt agtggttata tgatacgaga caatcagtta gtcatggtgt
  5150521 accgaggact cgcgaaatat acaggaatca tgcgaagaag gcatgttcaa gcagtcggat
  5150581 acagtcagtc gtatttccaa aagaaagacg agctatgtac agctaacgtg tcagtagcgg
  5150641 ggcatcgtta caaagtgaag catatgcaaa aagaagatgc gcttcgtata tataattggt
  5150701 acaaagaaaa aggaaacacc ggcgtgtaac ggtgtttcct tttttgtgtg tcatgattcg
  5150761 tcgaatcgtc gatatatttc aaaaatcgtt gatatattta aagatacgat agatatattc
  5150821 gaaaaatcgc cgatataatt tcatgtaccg tattcctgga ggaactacag tacaaaaaaa
  5150881 actaaactaa cacgtcaaaa gtagtcacaa atgacggacg agagaaaata ctcttttgct
  5150941 gttctgcatg tggatgcgct tgagatggag cttgtccttc tgcttgggca ggacgttttt
  5151001 tatgagcgtt ttcgaatgaa cgtgattctg tccagtcttt aaagttttgc tctgtttccc
  5151061 acatcgttaa gatgacatat gtatcgttac ttaatgggcg tagaacgcgg attgcttgga
  5151121 atcctggttc gttttcgata aggcctgcgc ggtttttaaa acggttttca aatacagggc
  5151181 gaccttcgtc tgtgacagaa atattattac aaacgatata gccaggttga cctttaaatt
  5151241 ctccaacagc gtctagtacg tcatacttaa gagaaccttc tacagattct tctgtatttt
  5151301 ctttataaaa catatctttt tcattatttt ttgcagtgaa atgtgcttgt tctagaggtg
  5151361 tttcgtatga aataatagcc ttcattttaa tgccccctta atcgtttgtt tctattatat
  5151421 caactctctt aaaaaacttc gaagattata tacataaaga tacttctttt tcaaataata
  5151481 aatgtaccat catttggaaa gaaggccgat gtatgaagaa agtaaagtgg actttattag
  5151541 gtgggttagc aacgcttgta ttagcgattg tactttataa acttatcgtg ttagctggtg
  5151601 gctatatgat ggatgaaaaa cagctcgttt tccactcttc atcacgtatc gttgaccaga
  5151661 aagggaaaga aattacgaaa ttatacgtag aaaatagaga cctcgtacca atcgaacaaa
  5151721 ttccaaaata tgtgcagcag gcgtttgttg cggtagagga ttctcgtttt tatgagcatc
  5151781 aaggaatcga ttatccgtct atattccgcg ctctgtataa agacacgtta gctggagaga
  5151841 aggtcgaagg cggcagtacg attacgcagc aacttgctaa aaacgtcttt ttaactcgtg
  5151901 aaaaaacatt tacgcgcaag ttgaaggaag tcgcaatttc ccttcaatta gagcaaaaat
  5151961 atacgaagca gcaaattctt gagatgtata tgaatcatat ttattttggt catggagcat
  5152021 acggtattca agcggcagca aagttgtatt ttaataaaaa tgtagaagat ttaacagtag
  5152081 aagaaggggc aatgcttgca ggtcttccga agtcgccaaa cggatattca ccttatttct
  5152141 ctccagagaa aagtaaggag cgtcgcgatc tcgtattgtc acttatgcat aaacaaggct
  5152201 atttaactgc cgaagaaagc gtgcgttatc aaggaaaaac aattgctctt tataaaaact
  5152261 tagatgagaa tgagctcgca tatatgccgt atattgatat ggtcatagat gaagcggctc
  5152321 gtttatacgg gttgtctcat caagaagtac tccgcggagg atatacgttt gtcgtaccga
  5152381 tggatgaaaa aattcaaaag gtagcgtata accagtttca agatgcaagg aatttccctg
  5152441 ggaaagaaga gggggcgcaa ggtgcatttt tattaatgga taatcgtacg ggcgggatta
  5152501 aagcggcgat tggcggaaga aagtacgtcc cgagaggatt taatcgtgtt tttgcgaaaa
  5152561 gacaacctgg ttctgtacta aaaccactga tcgtctatgc accagcactc gaaacgaaaa
  5152621 agtataatcc gtattcttta ttgacgaatg aaagacattc ttttgaaggg tatgaacctc
  5152681 gaaactataa ccgtgaatat tcaaaagaaa taacgatgta cgatgcgatt ttagagtcag
  5152741 caaatgtacc ggcagtttct ttattaaacg agttgggggt agaagaagga aagcaatatt
  5152801 tagagaaagg aaatgttcac attgccgatg ctggtttaag cacagcgctt ggtggattga
  5152861 aaaatggtgt ttcaacattt gatcttgtga aaatgtatcg tgcgttttta gcaaatggtg
  5152921 atattattga gccgcacgtt attgataaag tgttaaatag acacggcgca gtcattggag
  5152981 aatctccaaa agtagaaacg aaaattttct cgaaacaaac ggcatggtat atgacgaaaa
  5153041 tgttagaagg agttgtaaag gaagggacag cgaaagccgg tgtatatagc ggagcgttag
  5153101 ctgggaaaac aggtacaact tccttaccaa atgacgataa tggggcgaga gatatgtggt
  5153161 tcgttggcta tacgccaaat ttagtaggcg ctgtttggat tggttatgac cgcatagata
  5153221 aagagcataa gttacaagga gaaagtgcgt cagcaacaaa attgtttaag aaaattttaa
  5153281 cgaaagcaaa tgtagaacag aaagagcagt ttaggaaacc agaaggtgtg gaaacaatcg
  5153341 gtgctccaat tcggctgcgc aagattgaag atgtgaaaat gaaattagcg tttagccctt
  5153401 tcggtttatt taaagcgaaa ttaagctgga caccacttcc agatgaaaga attatgtatc
  5153461 gtatttatag agtggaaaac ggaattcata cgcacgtagg tactgtaaac ggtgctgggg
  5153521 aatatgagga aaagttcgtt aacatctttt caaaaccgag tttttacgtt gtgccatata
  5153581 acacacaaac gaatcgcgaa ggagaaaagt caaaagtagc taaaccatag tttttctctg
  5153641 tgttataata agaatgttgc gaaaatagta agcgttttta cgaatgtttg tgtcaattta
  5153701 atgaacaacg tacataatat tatgcatttt gtttttacaa gctgtatagt aaaaaaagat
  5153761 aaatatcgaa cgtattcgaa gcattgtggt aaggaaggga gctagggtct tggtaagaac
  5153821 tataaatgag acatttttaa aagcatgtag gggggaacgt actgattatg tgccagcatg
  5153881 gtatatgcgt caagcaggtc gttcgcagcc ggaatataga aagataaaag aaaagtattc
  5153941 tttatttgaa attacacata atccagagtt atgtgcttac gttacaaaac taccagttga
  5154001 tcaatataac gtagacgcag caattcttta taaagatatt atgtcaccac tacctgcaat
  5154061 tggtgtggat gtagaaatta aatcaggtat tggcccagtt attgataatc caatccgttc
  5154121 tttacaagac gtagaaaaac taggggaaat caatccagaa gatgacgtac cgtacatatt
  5154181 agatacaatt cgtttattaa cgactgaaat gctagacgta ccgttaatcg gtttttcagg
  5154241 agctccattt acgttagcga gctatatgat tgaaggcggt ccatctcgta actaccataa
  5154301 tacgaaagcg tttatgtatg cagagccgaa agcttggttt gctttaatcg ataagctagc
  5154361 agatatggtt attacatatt tgaaagcgca aattaacgca ggagcaaaag cagttcaaat
  5154421 tttcgattct tgggttggaa cagtaaacgt agcagattac cgcgtattta ttaaaccagc
  5154481 aatggagcgt atttttgcag aagttcgcac aatgggtgta ccgatgatta tgcacggcgt
  5154541 aggagctgca cacttagtga atgagtggca cgacttaccg cttgatgtag tcggtttaga
  5154601 ctggcgttta ccaattgaag aagcacgtgc acgcggcgtt cacaaggcgg tacaagggaa
  5154661 tatggatccg tcattcttac ttgcaccatg gtctgttatt gaagaacatg taaaaggtat
  5154721 tttagatcaa gggatgaagc agccaggtta tatctttaac ttaggtcacg gtgtattccc
  5154781 agaagtaaat ccagatacat taaaacgttt aactacattt attcatgaat actctaaagg
  5154841 gcagttagcg aagtaaagga gcattgctgt atgaaaaaga aaattggttt gcttgtaatg
  5154901 gcatacggaa cgccatataa agaagaagat attgaacgtt actatacaca tattcgcaga
  5154961 ggaagaaagc caagtcctga aatgctggaa gatttaacag agcgttaccg tgcaattggt
  5155021 ggtatttctc ctttagctac tattacatta gagcaagcta agaagttaga gaagcgttta
  5155081 aatgaagtgc aagatgaagt cgagtaccat atgtatcttg gcttaaaaca tattgaaccg
  5155141 ttcattgaag atgcagtgaa agagatgcat aacgacggta tacaagatgc aattgcactt
  5155201 gttcttgcgc cgcactattc tacatttagc gtgaaatcat atgtaggacg agcacaagaa
  5155261 gaagctgaga aacttggaaa cttaactatt catggcattg atagctggta taaagaaccg
  5155321 aaatttatcc agtactgggt tgatgcagta aaaagtatat atagcggtat gtcagatgca
  5155381 gaacgtgaaa aagcagtatt gattgtatct gctcacagtt taccagagaa aattattgca
  5155441 atgggcgatc catatccaga tcagttaaat gaaacagcgg actatatcgc gcgcggagct
  5155501 gaagtagcaa actatgcagt aggctggcaa agtgcaggaa acacaccaga tccttggatt
  5155561 ggtccagatg tacaagattt aacgagagaa ctaaatgaaa agtacggtta tacttcattc
  5155621 gtatacgcgc cagttggatt tgttgcggaa catttagaag ttttatatga caacgacttt
  5155681 gagtgtaaag tggtaacaga tgaaattggc gcgaaatatt atcgtccaga aatgccaaat
  5155741 gcatcggacg catttattga ctgtttaaca gatgttgtag taaagaaaaa agaatctgta
  5155801 atgtaagaag aaagggggag cctgcttgag gaaaaaagtt gtaatcatcg gcggtggcat
  5155861 cacaggatta acaacaatgt atcacttaca aaaagatatt cgtgacaaga acttgccgat
  5155921 cgatacatta ctgatagaag catcgggtaa acttggcggg aaaattcaaa ccgttcgaaa
  5155981 agatggattt acaattgaac gcggaccgga ttctttctta gcacgaaaag aaagtgcagc
  5156041 tagattagtg aaagaattag gtcttggcga tgagcttgta aataatcagg ccggtcaatc
  5156101 atttatcctc gtaaacaatc ggttacataa aatgccgagc ggatcaatga tgggaattcc
  5156161 aacgcaaatt acgccgtttc tattttctgg gctgttctcc ccaattggga aactaagagc
  5156221 tggttttgat ctattaatgc caagatcaaa accagtatct gaccaatcac tcgggcactt
  5156281 tttcagacat cgcctcggaa atgaagtggt tgaaaattta atagaaccat tactatctgg
  5156341 tatttatgca ggggatattg atgaaatgag cttaatgtca acattcccgc aaatgtatca
  5156401 aattgagcag aaacatcgca gtatttcact cggtatgcgt acgctcgccc cgaaagcaga
  5156461 gaaagctgaa ccgaaaaagg gaatcttcca aacagtgaaa accggtttag aatctatcgt
  5156521 agaatctctc gaattaaaga tgcatgaagg tacgataata aagggaactc gcatagaaaa
  5156581 agttgcaaaa cagggtgatg gctatgcgat tactcttagt aacggaaaag aaatagaagc
  5156641 ggacgcggtc gtagtggcaa gctcacataa agtattgcca tctatgtttg cgcagtacaa
  5156701 gcaatttcgt ttcttccgca acattccatc cacatcagtt gcgaatgtgg caatggcttt
  5156761 cccgaaatca gccattcagc gggatattga tggtacagga tttgttgtct ctcgaaatag
  5156821 tgattacaca attacagcat gtacgtggac gcataaaaag tggccacata caacgccaga
  5156881 aggaaaaacg cttcttcgat gttacgttgg acgacctggt gatgaagcgg ttgtagaaca
  5156941 aacagaagag gaactcgttc agctcgtact agaagactta cgaaagacga tggatattac
  5157001 agaggatcca gagtttacag tcgtaagtcg ctggaaagaa gcaatgcccc aatatacagt
  5157061 aggccataac gagcgaatga agaaactcac aacatttatg gagaaagagt tgccaggtat
  5157121 atacttggca ggtagttctt acgctggttc tggtcttccg gactgtattg atcaaggtga
  5157181 gaaggctgca aaacgtgtac tctctcattt ggagaaagta atgaatacgg aattaatcgc
  5157241 acaataaaga gaaacgcctt caatcatatt gaaggcgttt tgttacttat tcaccaataa
  5157301 acatatataa gttatttggc tttataacgg catctcctgc ataaataacc cattctgtta
  5157361 agtcatcaaa atctaaatga taactatttc cttcactcat atcttctata aaatatggtt
  5157421 cattaatgag tattccttga ataaattctt ccgtaatatg ttgcatttca aaccacatat
  5157481 gctcgctttt accctcttca taggaaacgc caaacttagc gagaaaacga aactcctcat
  5157541 ttgattgttc aatttgaaaa atgttgctga aatacccgaa agtattcttc gcattgtaag
  5157601 ccatacgagc cgtttcacta tttgttttat agaacatgag ccctgtagct tcctcgtgtt
  5157661 ctttgaaaaa gctttcgata tattcttctg aagtatcaaa tttgaacaag agaacagatg
  5157721 gcgattgatg gtattcatct cggtcatcca tcccgcctaa gaatgtgttt tgtgcactta
  5157781 ttggttgtag cttcacttct tcatcctcaa ttgaagataa ttgatccata ctcgttttat
  5157841 gcccaatata agataaacct ttttcccacg gcacagctac tgtatgtata gaaccttgct
  5157901 gactatgtgc gataacgata ggctcattca taggaacttg cccattttca acggcattat
  5157961 tcgcaaatgt ttgaaagagg tcaccaatgc catagtagga agaaatgcga tttggaataa
  5158021 ttaattctat ttctgttacg cccgctctta aaaggccgtg tgtatgaaac caatattgcg
  5158081 taggctcgcc ttctttatcg tcttcataaa cagaatgaat aacgtacaag tcaggaatgt
  5158141 caggtaataa ttcattttca acgtgatatt caatatagtt tctagatatt accttcattg
  5158201 ctgcacttga atcaattacg aataacaaat ctggcgcaag gttccataaa aactgtaact
  5158261 gctggaaaaa gcagttcagt acatcgccta caaatagcgt acgggtgaaa atttcagtac
  5158321 cataagccgc atcttcaaaa gaacggtcta cgattgtgga atcttgtcta ttgtatagtt
  5158381 tgtattcttc tggatcatcc gtttcatcaa tatgcagttc atacggtatg actttattat
  5158441 ccatatgtaa ctcaacaata aggcttgtct catcactata aacaattttt aactcatcaa
  5158501 ctttagtagc gatattttct agccgttgtt ttaactgctc aattgtaatt ctagtcggta
  5158561 taacagcaat catatctgaa aaatgacgtt ctaatgttcc attcatagct gcgcggtatg
  5158621 tttctgtttg cacttccatc caatcactcc tattcaaatg aatccatttt acatgccgat
  5158681 taaatttcga tatttctgtt ttttctcttt catattataa aacgcattcg tcgaaggtgt
  5158741 aaaattatta ttttgtatta ttgtttgaaa acgagtaaat tagattaatt ttttgtaaaa
  5158801 cttgtcgaaa tatcattcta tataacgaat catttgatat gatagaaatg ctgagaaaat
  5158861 atgaaatagg gagaggaaaa tggctgtgaa gaaattgtta agtgtctttt tatcattcat
  5158921 actattgctt tcatttactg gaactttagt acaagcagaa gaaactactt ctatgtcagt
  5158981 agaaaaagca attcaagtat ttaagcagca agggaaaacg aaggggacag tggaaggata
  5159041 tatcgttgga tatacgcaaa gtccttctaa gtacacgaag gatccggcta aatttgatga
  5159101 tacaaatgta gcaattgccg attcaccaaa cgaaacaaat ccagacaaga tcatgcctgt
  5159161 tcagttgcca aaaggtgacg tgagagcggc agtgaatgta aaagatcatc ctgaaaatat
  5159221 cgggaagaaa gttagtttaa cagggactct tgaattatat tttagtagcc caggtttaaa
  5159281 atcagtaaca gctcataagt ttcaagggga agaacaaaac cgtgttagtg atgtagtggc
  5159341 ttcaccgaat ggaggagaag ttgcaaaagg aacagcagta acgttaacaa cgaacacaga
  5159401 aggtgcaaca atctactata cgttagatgg ctcaaaccct acaaataaaa gtgttcgtta
  5159461 taacggacaa atcatcgtga atgaaaatag tgtaatgaaa gcaattgcag agaaagaagg
  5159521 gcttacttct tcaccaattt caactttttc atttgttatc gtaaacaatg aaccggttcg
  5159581 tattcatgat attcaaggga aatcacatct ttccccttac aacgggaaga aagtatacaa
  5159641 tgtggaaggc gttgtaacag cacttgataa aaatggtttt tatatagaag ataatcagcc
  5159701 agataatgat ccagctactt cagaaggtat gtatgtgtac aaaaaagatg cgaatgtagc
  5159761 agtaggagat cttattcaag ttgatggagt agtagaagaa tatgttgggc ctggatatgc
  5159821 agaaaggttt gaaacagatt taacgacgac tgaaattaaa gcgagccgcg ttgctgtaat
  5159881 cgcaaaagat caacctttac cagcaccgat tgtacttgga gaaaacggtg tgaaaattcc
  5159941 tgatcaaatt atcgataatg atgcattcgg tttatttgat ccaaacgaag atgcaatcga
  5160001 cttttatgaa agtgtagaag gtatgcgcgt gacgatgcca acgccaaaaa ttatcgcacc
  5160061 tcagaaaaat gggaatttat atgtaacagt gaaaaatggc ggaaataaag tcgtaacgaa
  5160121 atatggcaca cctgtattag atgaaaatca attaaaccca gaacgtcttt ctgtaaaagt
  5160181 acctcgtgat tacgtagcga aagtagggga tactttcact ggagatataa taggggtagt
  5160241 cggatatgat tacggttcat tccgcattgc gccaataacg gaattaccat ctgtagtaga
  5160301 cggtggattt aagcaaatag gcgcaaatat tcagccgcgt cttgataagt taacggttgc
  5160361 tacatataat attgaaaact tctcggcgaa taaaaaagaa acaacagatg aaaaagtaaa
  5160421 agcgttagcg tattctatta aatacaattt aaaaatgcca gatattatcg gtgtagagga
  5160481 aatgcaagat aataacggaa cggttaatga cggtacaaca gatgcttcgt taagcgcaaa
  5160541 acgtattatt gatgcagtgc tagaaattcg cgggccaaag tatgagtatg tagaaattgc
  5160601 tccaaacaac aatttagacg gaggagcacc aggagcgaat attcgcgtcg gtttcttcta
  5160661 taacccatct cgtgtgaaat tagcgacagt accgaagttg cttgataaaa acgttgtccg
  5160721 tattggagac gaaaatccat tgtttgaaag tacacgtaaa ccgcttgcgg cagaatttac
  5160781 gttccaaggg caaaacttag ttgtcgttgc aaatcactta aactcaaaaa taggagatgc
  5160841 aacgccattt ggaaaagtgc agccgctcgt attaaagagt gaagaaaaac gagttcaatt
  5160901 agcacaagaa gtaaacaatt tcgtacaagg tattcagaaa aagaacacga atgcaccagt
  5160961 tgttgtgtta ggagatatga acgattttga gtttgctaaa ccactaaaaa cactagaagg
  5161021 aacaatcttg aaaaatatgt taaacacagt gccgaaagaa aatcgctaca cgtatattca
  5161081 tgaaggaaat gcacaagtgc tagatcatat tttagtaaca aacaacatcg caccgcacac
  5161141 aatcgtagat ccagtacact taaacacaaa cattatgaaa gagcacggac gtgtaagtga
  5161201 ccacgaccca gtacttgctc aaattgattt gaagaaggca tcttaaagta ggggaacgct
  5161261 taggtaacta agcgttcttt tatttgataa aaatagataa ggatagtgta taagcgattt
  5161321 tttagaatga tatagatagg tcttctgcag ttttatgata aaattgattg aatatttagt
  5161381 ttttaaggag gtcaatgatg caagcacaac taaatgggaa attaatgaat cagcttgcaa
  5161441 ttttttttag taccatcgtc atgcttcaat ttatagctga tgtaacagga tttacgcaaa
  5161501 atttagatat tacatataac ttaatacata cagcagcatc ttatataacg tttagtttgg
  5161561 cagttatttt tactttaatt ggcgcaagaa gagaattaag taaatatgca attatttcat
  5161621 tatgtttagt tgtaggtatt aaagcgaagg ggtcgttatt ttatggggat tggctggcac
  5161681 gccgtaaaag gatagtaaat aaacctctaa tttccaagat agtaaggaaa ttagaggttt
  5161741 attatactta aaacgttttt ctacaccgat ctcttttttg caatcttctt ctatattttt
  5161801 ttctatcccg ctttacccct cgtatataca taagtaagct aacgaaaaga aagaaagcac
  5161861 attgcaccgt taaaatgtac ggtgacattc catccaatgg ttgttttgga tcatataaat
  5161921 gaattggtgc tccgcctatt gtagggaaga ctgtatttag caggacgtaa gggatggagg
  5161981 tagctgcaaa tggaaataga agcgacatat aatctttttg tgaccatgca gatgcagcaa
  5162041 gtcctaaaag agccattaaa cctgcaaata aaaagttaat ttcaatatat acagtaatgt
  5162101 aaatgatggg agaagcctca tataagcttg caaacatccc attaacattt atgatgcctg
  5162161 aaccagccgg catttctccg tctggaatgg ttaatttgca aaataataaa gataagatga
  5162221 atggaagcgt ataaagaagt ccgccgcaaa agaatgtaac aatatatttc gttattgaat
  5162281 aagagaataa attaattcct ttacttacaa actgtttaaa gccatcagat ttatccgagt
  5162341 tgtaacttgt actaaaggga aggctcgcaa taattggcat taataataaa taaacatcca
  5162401 tttcattgtc acgaaatcca atccatttta tatctgttga tataggtccg cttgcagcgt
  5162461 ctcctaaata acgaatgaca taataataat gataaataca aataagaacg aatccactaa
  5162521 acataataat taaagaaaca cgattacaaa aagcttgctt tatatttaaa cgaagcgcac
  5162581 gcatcatgac tgaaaaagcc tccactattt tgataaactt gtctattttc tatattacta
  5162641 ttaattgtaa agattttctt gttttttatt tgattatttg aaaaaaggga aatttgttgt
  5162701 tgtgaagtaa ggtttagttg aaattagttt tttctaaaat atggttgaca attaagtatt
  5162761 acatttgtaa tcttagttat agattacaaa tgtaatacga gggagtgaaa tatattatga
  5162821 caaatcaatt acctaaaata tctgaagcag aattagaaat tatgaaagta ctttggttga
  5162881 aatctccaca aacagcaaat gaaattatag aagaactgga agatccaatg gactggaagc
  5162941 cgaaaacaat ccgcacatta attaatcggt tagtacaaaa ggaagctgtt tcttaccatc
  5163001 aagataaagg acgtatgtac gcttattatc cgttagtatc acaagataat tatttgcaag
  5163061 tggaaacaaa atctttacta aagcgttttt gcggtgcagc gtttaaacca ttacttgtca
  5163121 atttcttaaa agaggaaaaa ttgtcttcag aagatattaa cgaactaaaa cgccttttag
  5163181 acgagaagac tgaggagaat aagaggaagg attgataaaa atgatagaca tgcttataaa
  5163241 tgtatacctt cctcattttt ttgattggct tatagaaacg tctcttatgg ctagtatatt
  5163301 agtaggattt attttatgta taaaaatact atttagaaat aaattaacac cccggtggca
  5163361 atatatgctg tggattgtat taatgattag actcctttta ccatggtcac cagatagctc
  5163421 ttatagcatt tattcattac tttcttatcg ttctagtgta tcggaagtta ttcctaaaaa
  5163481 tatgccgtct actgagagta agatgaacat agaaagtgac cgtaaagtgg aattagaatc
  5163541 acatgctgaa accgttacaa aaagtggtaa acctgaagtg aacgtaagta cggagcaaca
  5163601 gattacatta tctttatata aaattgctat gtatgtttgg ttagttgggg tattcctatt
  5163661 agcagttata acgtttatta caaatagacg tttatattct tacataaaga aacaaccgga
  5163721 tattacggat gaacaggtcg ttacggtgtt taatcgctgt aagcagtcta tgaaaatgaa
  5163781 gaaggcagtt tcattacgtt tagcaggaaa gattgcgagt ccaactgtgt ttagtttctt
  5163841 tcgcccgaaa gtattactat caaaaaaaca tatgaaagta ttaaatgagc aacaattaca
  5163901 atatgttttt taccatgagt tagctcatat taaaagaaac gatgtagctg taaattggat
  5163961 tatgtacagt ttaatcctat taaattggtt caatccgatt ctttggtacg cctatttttg
  5164021 tatgcgagaa gatcaagaat tagcctgtga tgcatatgcg cttactttta tagataaaga
  5164081 ggagcaaatt gcatatggtc atacaattat taccctttta gaacactatt cctatcaagc
  5164141 accaagtcta gcaaatttaa gtagaaataa acgaacaatg aaaaggagaa tcgttatgat
  5164201 taaaaagttt caaaagaaat cgtatcgtct ttctttactg ggagttattg tcatagttgc
  5164261 tattgcctcc ctttctttat ttaacgtacg tgcaacggaa gggaaagaaa aacaagagga
  5164321 taaagtagag cagtcaaagg atgctttcca aaatgctgta gatatgctgt atggtacaga
  5164381 agaaaatgcg aaaaaagaat atcattattc agcaagagtg tatgaagaaa agacagatta
  5164441 cttatattta gctgaaaaag ctttaacaaa agatgaattt cagcagtaca taaaattatc
  5164501 taaaaaaatt attaatatac agaaaaaagg tgctccgaga gattctgact acgagtcaac
  5164561 agtttttaga gaagagcgtt tatcaaaagc tgatcgtgac aaattatatg cactttatga
  5164621 tcaagcaaaa ccatttgatg acaaagtata tgaatcttta aattacacgg taaaggaagc
  5164681 gcaacaacat gttgattttc aaattaagaa gccaacgtac acaattgaag gatacaatct
  5164741 gaaggatgaa aatgtaggtt attttattaa gagaagacct gaattaatta ttgaattaga
  5164801 gtatacaaac gcaaaaggaa actatacaat ttatcaatca caagtatttg gagaaagtaa
  5164861 agatccattt agtcaccagt ttgtagtacc tgaaaatata gaacagtacg aattagaagg
  5164921 gaatcaaata ttctacgcta ctgatcactc ggatagtaat ttacaaggta tgaagatgat
  5164981 tgttccagca aaagggaaaa atagtgcata ccaagttgtt attattaatc atagtttaga
  5165041 gcgtcaagga gaagcggtat ttgataaaaa tgtaaataag gaagagttag agaagattat
  5165101 gatttctatg ttgaaataat aaaaaggtgt tctagagatg tatatcttaa ggacaccttt
  5165161 tccttttctc ttttcttctg ataaactatg gacagtatga tataacttga ctggaatttt
  5165221 ttatactgga aataataaaa aagagaactt gtatacaatg taagcgtgtg gtaatatcaa
  5165281 agatgtactg attgactata ttatccaatt ggtcattttt ggaggtgacg atgtggcgat
  5165341 agatcgaaaa cgttctatta ttgaggctgc aacaaagtat ttttcagcat tcggttataa
  5165401 agcaacaaca atggatcaag tagcgaagtt agcgaatgta ggaaaaggaa cgatttatac
  5165461 ttttttcaaa aataaagaag agctatttgg cgagattatt tctaatttaa ttacagaaat
  5165521 gaagcaagtt gcagaaaatg caattcgttc agatgtttca ttttttgaaa atgtacatag
  5165581 agcattatat agcatattag aattcagaaa agaacatcag ctcatgatta agttaattca
  5165641 agaagagcgc gatatgggaa cgaaagaagt acaagaagtg atgcaacaag tagatgtgga
  5165701 aatcgtttct gtcattcaat cgtatttaaa gattgcgatt gataaaggtg aaattagcaa
  5165761 atgtgatcca gaaattacag catttattat gcttcgctta tatgtatcgc ttatttttga
  5165821 ttgggaaaaa aatcatgaac cgctagaaaa agaaaaaatt gcagaattat ttgaacttta
  5165881 tttattaaaa ggattgtcaa actaagataa tccttttatt attataaaaa gtgaccgatt
  5165941 gaacaaaatg gtcatatatt taatttagga gggataatag aaatattcac ttcatattaa
  5166001 gacacagttg catagtataa attcggggat aaggcatatg tatgaatcaa tatagccttt
  5166061 ttgtttgggt aaaagtgacc aattgaacaa tttggtcatt taaaaaaggg ggagaaatga
  5166121 tgaaaggaaa tcagttactt cgtaaagagt tcacacaaat tataaaaagt aaaaaaatat
  5166181 taattccaat tatcgcggtt ctattcgtac caattttata tgcaggtatg tttttatggg
  5166241 ccttttggga tccgtataaa cagttagatg atttaccagt tgcggtagtc aatttagata
  5166301 aaggggcagt atttgatggg aaaccaattg aggtcggaaa agggctcgtt gataatttaa
  5166361 aagataatac cagctttaaa tgggaatttg taagtgaaaa agaagcgaaa aaaggaatgg
  5166421 aaggcagaaa gtattacatg ttagtacgca ttccagatga cttctcaagt aacgctacaa
  5166481 cattattaaa agatgaacca aaaccattaa acttagaata tattccaaac gaaagcttaa
  5166541 acttcttatc ttcacaaatt ggcggaacag ccattgaaaa aattaaaggt gaagtagcaa
  5166601 gtacgttaac gaaaacatat gcagagaaaa tgtttgattc cattcaagac gtctcaaaag
  5166661 gattagcaga tggggcggaa ggagcaagta aactacatga cggatcaagt gagttgcatg
  5166721 atggttcaag taaagtaacg gatggacttc atacacttca agggaagtct ggggagatga
  5166781 aggatggagt tcagaaatta gcagatggat ctaataaatt agtagatggg tcaggaaaag
  5166841 tgacagcagg tttaaatacg ttaaatagca aaagcggtat agggaaatta caagatggat
  5166901 ccggaaaagt aacagacggt ttaaatacgt taaatagtaa aaccggtgaa atgcaaaaag
  5166961 gaattagtga attgcatgat ggatctgaga aagtaactaa cggtttgagc atattggtaa
  5167021 gtaaaacagg tgaattaaaa acaggaacaa ctgaactatc aaatggtatg gaaaaacttg
  5167081 cgggagggca aaggcaatta gaggaaggtt ctcaagagat tcaaaagggt ttgcaagagt
  5167141 taaataataa agtacaaagc tctgttgcag gattagggga aatgcagtcg aaagttcctt
  5167201 ctatattgaa tacagtaaat gagaaaatag atggagctgg ggcgaatgta aatcagttaa
  5167261 atgaacttac acaatcaaca gcaggagatg caaaaaatgc aacgcaagat gtagcgaatt
  5167321 tacaaaagca aattgaaagt ttaccaaaag aatatcaaga gcagttacaa ccattcataa
  5167381 caaatgcggt aaaaagtaca gcgacagttc agcaaaaagc tgccggagta gcaggcggaa
  5167441 caaataaatt aaatgaagaa gtaaaacaat taaaaggcga aatcagtgaa aagaaaagtg
  5167501 ggatgcaaag taaaatgccg aatccagaag atgtaggaaa tttaacgagt ggtattaaaa
  5167561 aattaacgaa tgcacaaaac gaatttgtaa gtaagtttca tggattaggt gaagggttag
  5167621 gtaatgctaa agtaggtgta gatcgattaa aaaacggatc agggcaatta attgatgggg
  5167681 taaatcaatt gtttgatgga tctggaaagg taacagaagg cttaggaaca ttatctgtag
  5167741 gagcaaacca aatggcaggt ggaataaatc aattagcaga tggctcaagc caagtgacag
  5167801 gcggtttagg aacattatct gtaggggtaa caaaattagc agatggatct gatcaagtaa
  5167861 caactggcat aggtactcta aatggtggtc taaataaaat gtcaaccggc tcaacccagc
  5167921 taatcgacgg agttaataaa ctagcggacg gttccggaaa agtaacggat ggcctcgtaa
  5167981 aagtaaacga tggttcaggt gaacttgctg agaaacttgg cgaaggggca gagaaaactg
  5168041 gtgaagtaaa aggaacggat aaaacgtatg atatgtttgc aagtcctgta aaagtgaaga
  5168101 cggagaaaat ggcggaagtt ccaaactacg gaactggatt cacaccgtat ttcttatcac
  5168161 tcggtttatt cgttggggca ttactattat caatcgtata tccattacgt gatacagttg
  5168221 gcattccaaa atcagggttt agctggttta ttagtaagtt cggcgtttta ctatcagtcg
  5168281 gtgttattca agcggtagta gctgatgtta tattactgtt cggattaggt gtagaagtac
  5168341 aaagtattcc atacttcata ctctttagca tcgttacaag tttagcgttt atcgcattaa
  5168401 ttcaatgttt agtaacagca ttcggtgatg cagggcgttt catcgctatc atcacattaa
  5168461 ttattcagct tacaacaagt gctggaacat tcccgctaga attgattccg aagtttttac
  5168521 aaccatttaa tgcttggtta ccgatgacat actctgtatc tggattgaaa gcagtcgtat
  5168581 ctagcggaga ctttaacttc atgtggcaaa acataggaat actcatgatt ttcatcgttg
  5168641 tattatcact tggaacaatc gcttcattaa cgtggatgca taaacgacag tttaaaaata
  5168701 ttgctgaaaa tcaatcggtt gaagcataga aaaaagcacc tttttggtgc ttttttattt
  5168761 taatataggg cattttttct gtagttcgga taggaatctt tctaaaaact atagaaacga
  5168821 aagaaaagga attacaacaa tttacagaga aaactagaat agaggagctg atatgatgaa
  5168881 aggaaatctt acttattatt ttatcttaaa tccgctaatc atctttcttg tttacgccct
  5168941 ttcacctatc ttgtttcata aagaaaaata tataaatatg aaagatgcac taggaatact
  5169001 tgtagtttac tatgtgttaa ttagtgggta ttgccttatg gatgttgtaa gtgaaagaat
  5169061 gaagaaggat agtaaggaca aacaataaag ttttattgta taaaaatcaa tggaggacaa
  5169121 taaaatgact gaaagtgaaa tgaaatttag ggatgcgacc attcgtaact tttttgataa
  5169181 agaggatcgt ttaaaatcga ttccaggtca aaagaagaaa aaactagtat tgttggagca
  5169241 tttaattagc aagttaaatg ctgctaatca atatacagaa aaagaaatga atacatttat
  5169301 caaacaatat catgatgatt tttgtacaat tagacgtgaa tttattgtac atgggtttat
  5169361 ggatagagag gctaatatgt accatataaa cgggagagaa gtttggacga agtgggagga
  5169421 gttaaaataa tgaattagag gggggatccc cactgattat gagtttgtgc taatcttgca
  5169481 tttcctgcgt agtaagtcta tgaattcttc aatatttgaa cttgtaatgt atcccagtgt
  5169541 tatatattca tcttcgtagt aaaatattat ttttttatca aagattcgtc tcttcgtttc
  5169601 tatggataga attttttcat aatcaaattc ggcaattaat gtgtttttat attggctaaa
  5169661 aaagagaagt cttctattag tagtaagtag catgcctgga tacggaacat tatacgtaat
  5169721 catatagcca gtaagtgaac aatttaaagt ggataaaatt gtttcttctt tatgtaatag
  5169781 ttgttttgca gtggttaaaa ttggattcat tgtatacatt ccttttacat agatataaga
  5169841 atattgtatc aaaagtgaaa agatgctcaa tatgtaatgt tgcatattga gcgtttgata
  5169901 gtttgaatat tattttttaa agaaaaaggt acgaggtgat ttaatgatac gattagcaaa
  5169961 agagactgat gcagaagcaa ttatggatat tagaaaagaa attatattat cgaaaactac
  5170021 tacaaagttt ttcatagtat ctccaaagaa attaccaaat gatacgaatg cagaaagaga
  5170081 aaagatacgg aaaagtaatg agaaaggcaa tctttacata gtttatgaaa tagataataa
  5170141 ggtggttggc tttttactgt tcaatcgata tgagctagac cgcttacgac atgcaggtac
  5170201 aatgggaatt aaggaggcgt actgtaatca aggcattggt acgaagttaa ttgaatttct
  5170261 tattcgttgg gctaaagagc agaatggttt agagaaaatt tgcttaggcg tagtttctgt
  5170321 taatgatagg gcgattaagg tgtacaaacg tatgggattt gtagaagaag gcagacaaag
  5170381 aaagcaaatt aaatatgaag atggatcata tggggatgac gtattgatgg ggttttatat
  5170441 tgattaaaat ttgattttat aagggacata ttaataagct gatgtgtata cgtaatggta
  5170501 tgtacatctt tttttatacc tactgtaaac ttctaaaagt aatataaatt cccctcccat
  5170561 taacatactt ttccctatgt ataatattaa tatagtaaaa tcataagaag ccgtattgca
  5170621 gtttccaata atatactata taatcaattt aagaaaacgt tttcattcaa agggggagaa
  5170681 tttcgtgtcg actatagagg acgtggcgaa attagcgggg ttatcaagga caacggtttc
  5170741 tagggtgatt aataatcatc catatgtttc agatgagaag aaaaaaaggg ttcaattagc
  5170801 aatgaagcat ttaggctttg ttcctaattc tgcggcgaga aggcttcgta aacaaaaaac
  5170861 ggaaacaatt gcggtgctag ttccaaggat tacaaatcct ttcttcagta gatttattga
  5170921 agcaatcgag attgctgctt ctgaacataa atataaactg attatttgtc aaacaagata
  5170981 tttaccggaa aaagagatgg agtatttaca attattatct acgaaacaag tggatgggat
  5171041 tattctatgt tcattagaaa atccgtggga agatgtagag ccatacttac aacacggtcc
  5171101 aatcgtgtta tgtaatgaat atattgagga agcaaatatt ccaacagtga agtttgatca
  5171161 tgcgcaagga gcatacatag ctgcgaagca tgtgttagaa caaggatatc gtaatcttat
  5171221 tttttgccgt ggtaacgaaa ccaaagttgt tagccaacag cgaaaaatgg gctttttacg
  5171281 tgccataacg gaaaagagcc gccaagtaga agcgatcgat tttcttgaaa acgctttctc
  5171341 ttgggaagat ggcaaacgaa tattccatga agtattgaaa gacaaaaaaa atcctaccgc
  5171401 gattttggca ggaggcgatg aggtagcagc tggaattatt tcagaggcga aacgccataa
  5171461 ttggagcatt ccagatgatc tcgctgttat cggttttgat aatcaaattt tatcacagat
  5171521 tacagaacca ggtattacga caattgaaca gccaatcgat gagatggccc gaaaagttgt
  5171581 cgacctaatg atggataaaa tccatacgaa aaattatcga aaaaaagaat tgtatgagtt
  5171641 tgaactggag ctcttggtgt aaggttcaac gatgaaggat acgatgttat tagcctagta
  5171701 gactatgtct gctaggtttt tttctgttca caaactacta ttcttcgtga acgcagtcat
  5171761 cacatttgtt atggtaagct tcgtgctgct cgtcaatttc tttcccgcag tgcgcacaag
  5171821 ttttcgtcgg taaatttctg aaaaactcca ttggttgatc gatcatgtca atccctccat
  5171881 ttccatttct tactatcatt gtattagtac aaaaaataaa agtcaacaac tgttttataa
  5171941 caaaatgaaa attaatgaaa aagtttagga aatggattat agttaacaat gtaggatgta
  5172001 agcaaaacat gcatttctac tcggttttag aaaggatgga tacatatgaa aatgactgtt
  5172061 gtcggctttt ggggcggctt tccagaagcg ggagaagcaa cgtcggggta tttgtttgaa
  5172121 cacgatggtt ttcgtttact tgtagactgt ggtagtggtg tactagcaca gcttcaaaaa
  5172181 tatataacac catctgatat agatgcagtt gtactttcgc attatcatca cgatcatgtt
  5172241 gcagacattg gggtattgca atatgcgaga ctaattacga gtgcgacaaa gggacaacta
  5172301 ccggaactac caatatacgg tcatacattt gatgagaatg gattccattc tttaacgcat
  5172361 gaaccgcata cgaaaggaat cccgtacaat ccagaagaaa cacttcaaat tggaccgttc
  5172421 tcgatttcat tcttaaaaac tgttcatcct gttacatgct ttgcgatgcg tattacagca
  5172481 ggtaatgata tcgtagtgta cagcgctgat tccagttata ttcctgaatt tattccattc
  5172541 acgaaagatg ctgatttgtt catttgtgag tgtaatatgt atgcacatca agaggctgca
  5172601 aaagcgggac atatgaatag tacagaagta gcaagtattg cgaaagatgc aaatgtaaaa
  5172661 gaacttttat taacgcactt accgcataca ggcaatccag ctgatttagt aacagaagca
  5172721 aaacaaattt tcagtggcca tattacgtta gcgcatagtg gctacgtatg gaactcatga
  5172781 ggtgatacga tgttatttat tgataataaa gggattacag atcctagaat aaacttagcg
  5172841 attgaagaat attgtgtgaa gaatttagat attaacgaaa catatttact gttctacatt
  5172901 aatgagcctt cgattattat tggtaaaaac caaaacacag tagaagaaat taatgcagat
  5172961 tacgtaaaag aaaaaggtat tcatgtcgtt cgtcgtctat caggcggagg cgcagtatat
  5173021 catgatttag gaaacttaaa cttcagcttt attacgaaag atgatgggga cagtttcagt
  5173081 aacttcaaaa aattcaccga gcctgtaacg aaagcgcttg gtaaattagg cgtaaatgca
  5173141 gaactaagtg gtcgtaatga cattttagct gaaggcagaa aaatttcagg taacgcgcag
  5173201 ttctcaacga aaggtcgtat gttcagtcac ggtacgttac tatttgactc tgaaatcgat
  5173261 cacgtcgtat cagcgttaaa agtaaaaatg gataaaattc aatcaaaagg aattaaatca
  5173321 attcgtagcc gcgttgcgaa cattacagag ttcttaaacg aagaaatgac gacagaagag
  5173381 tttagacaac ttcttctaga aacaattttt gaaggagaga cagaaatccc aacgtatgaa
  5173441 ttaacagaag aggattggaa agaaatccac aaactttctg aagagcgcta ccgcaattgg
  5173501 gactggaact acggaaaatc tccgaagttc aacttacaac attcacaccg cttcccagtt
  5173561 ggacaagttg acgttcgtct tgaagtgaaa aaaggaacag taacagaatg caaaatttac
  5173621 ggtgacttct tcggttcact agatgtgcat gatattgaag aacgtctaac aggcgtacaa
  5173681 tttgataaag atgcattcac tacagcttta gaaggcgtag atatcgcacg ttacttcggt
  5173741 aatattacaa cagaagattt cttacatttg ttcttctaaa aataagggag gctaccgtaa
  5173801 ctggcagcct ctttcttttt gcgtagattg tcatgttttg tcggtaagtt gatatattta
  5173861 aaaaatcgct gatatattcc gagttacgac cgatatattt ggaaaatcgc tgatatattt
  5173921 cgagttgcgc tgatatatct gaaaaatcgc cgatataatt ttatatacaa taaaatcaca
  5173981 ggacatctgc ctcttataaa ggaatataca tattcaaaag gaggcggatc gaaatgaaaa
  5174041 gagtaatgta cgttgtatta ttacttagct ttgtcattgg aatgacagct tgtaacgatg
  5174101 aaacgtcctc aagtcgtaca cttttatcta ttggaaaacc agcgaaagat aatgttatat
  5174161 attttacgca tacagataac aagcgaaaga tacaggaaat acaagacatg tttcaaaata
  5174221 agaagtggaa aagaaatgaa acattcagca ctgttaataa aacaccagat gtcgtctttt
  5174281 caatagatga agacaataca gggttaccgg cactatatgt tacggtgtat tttcatgaag
  5174341 atggagcgga cgttcttaac ttgtacgggg agtatacgag tttcaataaa caagaacttg
  5174401 caatgctgag agaaaagatg agtgcatatt atcctaaaat gatttttggt ctagtttcat
  5174461 aaattacttg taaataaaat ccccttatcc ttccaaagta aatgaagagg aggtgatctg
  5174521 tttatatgca gttaatggaa taacacttgc tactttaatt ttcttttaat ataattaatt
  5174581 tagaattttt aaatattcta aattttataa aggtggggtt tgtgtgaatc tcgttcaatc
  5174641 tttggctgaa acggcgaaaa agaaggggga taaaccggct tatatattta tggatcagtc
  5174701 ggtctcatat gaccaattaa acaaaatggt cacaaggttt tctagcaatt tagcagaaat
  5174761 gggcattgga aaaggggaca atgttgcatt agttgttgga aattcaccac attttttggt
  5174821 cggtttatac ggaacaatga aagcgggagc aactgttatt ccagttaatc caatttatac
  5174881 agcagacgaa atgcattaca ttttacaaaa tggagatgta aaaacaatca tcgtactcga
  5174941 cgtccttcta cctgttatac aatctcttac aactagactt ccttcacttg aaaacatcat
  5175001 catatgcgaa acctcatcag attttaacca tacagaaacc gaaaaaatga aaacgtttac
  5175061 tagaatgata ggggctggag atttaactta cgaaggccca gaactagatg aagaagatgt
  5175121 agcggttatt ctatacactt cgggcacaac tggaaaaccg aaaggcgcta tgttaacgca
  5175181 taaaaattta tatagtaatg cgagcgatgt ggcgtcgtat ttacaatata cggctgatga
  5175241 tcgcgtcgtt gcggcactgc caatgttcca cgtattctgt ttaacagtgg cggtcaatgc
  5175301 accgattgtg aacggggcaa cgattttgat gttaccgaaa tttagcccga aagaagtatt
  5175361 ccgtatttgc cgcacgtacg aaccgacgat ttttgccggt gtaccgacaa tgtacaatta
  5175421 cttatattta ttcgaagaag cgagcgcaga agatgtgaag acgcttcgtc tttgtatttc
  5175481 aggtggtgct tcaatgcctg ttgctcttct acaaaacttt gaaaaacgtt ttgacgttat
  5175541 cgtttcagaa ggatacggtt tatcagaagc atcaccagtt acttgtttta acccgcttga
  5175601 tcgtccgcgt aaaccaggat caatcggtac aaatatttgg catgtagaaa ataaaattgt
  5175661 aaatgaactt ggggaagaag taccagtcgg cgcagttggg gaattaattg ttcgcggacc
  5175721 taacgttatg aaaggatatt ataacgcacc agaagataca gctgcgacat tgaaagatgg
  5175781 ctggctgtat acaggagact tagcgaaaat ggatgaagaa ggttacttct atatcgttga
  5175841 tcgtaaaaag gatatcgtct tagttggcgg ttataacgta tatcctcgtg aagtagagga
  5175901 agtattgtac atgcacgaat cagtggcgga agttgtcgta atcggtgttc ctgatgaaaa
  5175961 cttaggagaa gcagtgcgag cgtacgtcgt tctgaaacaa acgaacgtaa cagaagaaga
  5176021 acttatgcat tactgcacat tacatttagc aaaatataaa gtaccaaaga gtattgaatt
  5176081 tttaacagaa ctgccgaaga atacgacagg caagttgctg agaagagctt tgagagaaaa
  5176141 agcgatgcaa gtttaaatat aggggcaacc atctttatga agatggttgc ctttctattt
  5176201 tttagcattg gttaagctat ggtaccatat atttaaaccg taatatgact aataaggagg
  5176261 agatataagt ggaacagaag gaattacgtt tacggcgagt gcagtatctt atttgtgaca
  5176321 ttatggatga aatgaatgct gaaagtgaga agaacaactt agaaatactg cagcaagtca
  5176381 ttgatcatct ttcaggagcg ataggtgatt tagttgatcc atcgagcacg tattctatcg
  5176441 attatttgga aaggaaagtt catacagcgc attatttact ttttaaaaat gagcggaaag
  5176501 cgtacttatg taggaaataa tattattatt tttatttgac attgataatc attatcaata
  5176561 tgatagttgt gttaagtata tttatataaa gggagatgtc atattgataa tgattaagaa
  5176621 aaaatatatg aatgcattcg ttatagcagc aactttagca gttccattta gtagtattat
  5176681 ggcaccgatt gcgaaggcag aagcggcggt tgaaatgaaa gcagctagca aattagcaga
  5176741 tggcacttat gacgttattt taaagactta taaagataaa acgaatgata catcagttgc
  5176801 gtctacatat ttaaaaaatc caaaagtaac cattcaaggt gataaaaaaa tcgttacgtt
  5176861 aacagttcaa gatagtagct atttccagta tcttagagta gaagatacga ataaagtagg
  5176921 gacattccat gatgtaaaag taatttccga agataaagca aataacggta cgaaagttgt
  5176981 tcaatttgaa attgatgagt tttcgaaaaa atataatatg caaatgcata tattaattcc
  5177041 agcaattaaa tatgatcata aatatcaagt acagtttgaa atcgacgcga gtgcaattga
  5177101 acagaagcct aaattctcag atgtaccaac ttgggcacaa gagtcagttc aatatttagt
  5177161 agataaagaa gcagtgcacg gtaaaccaga tggtacattt gctccggctg aaagtatcga
  5177221 tcgtagttca gctgcaaaaa tattagcaac tgttttacgg ttagaaatta agaaagatgc
  5177281 aaagccatca ttccctgatg cacaaaacca ctgggcaact ccatatattg ctgctgttga
  5177341 aaaagcaggt attgtaaaag gtgatgagaa gggaaacttt aatccaagcg ggttaattaa
  5177401 ccgtgcatca atggcttcta tgttagtaaa tgcatataaa ttagaaagaa atgaaaatat
  5177461 aaaactaccg aaagaatttg ctgacttaaa caatcattgg ggtgcgaagt atgccaatat
  5177521 tttaatccaa gaaaagattt caattggaac agataatggc tgggctccaa ataaagcagt
  5177581 aagtcgtgcg gaagcagcac aatttattgc gaaggcggat aaattgaaga aagaaatgaa
  5177641 atagaaagag gcgcacaaca ttcacttttg tgaatggatt gtgtgctttt ttattgtggg
  5177701 atttattaat gaagtagagg tagataaagt attgcctctt tggataaggg gccagataaa
  5177761 ctttatttca atctaaaata tgataaatat tatattataa tataaggtta ataatctgtg
  5177821 aataataatt ataaaattgt tgttaaattg tcggattttg tgcacggaat cttcaaaact
  5177881 ttaaaactat atttacttta ttctttcgtt tgtttaaatt gtgatatgta acattatata
  5177941 tgttaaaaat atttcagcga ggtgagttta tggaagcaaa aaaatggtat aggtacttaa
  5178001 tccaacttat cgtagttgca ttaatcgtta cctccgtacc actgaatgga ttggcagaaa
  5178061 cggcaccacc gtttacacca tctccaaatt cagaacaaag tccagaaaca gaaaagaaag
  5178121 aggaaaagga gttacccgct ccacatccag atcagtcaaa gaaggataaa gctaaagcaa
  5178181 aggcaaatcc aactgagatt gtagaagaaa gaacggaaac agagaaagtt ttcgataata
  5178241 atgatggtac gtatacgaaa agggtatata cggaaccgat tcatattgag aaagatggaa
  5178301 agttagaaga ggtttcaccg aaattagtag aagcaccaaa tgaaaaaatt ataacggaaa
  5178361 atacaacatt agaaccagaa tttgagaaag caacacaaga tggaaagtac gttcaattta
  5178421 aagtgaaaaa tcataacatt cagtataaac tgataagtgc aaatggtgaa aaaggtgaat
  5178481 tgaagccaac gccagtcact gcaacacatg aaaagaatac agtatggtat aaaggaattt
  5178541 ttccaaatat tgatttaaag agtacgacgt ttaacgaaaa tgtaaaagaa gattttgtat
  5178601 tacgtgaata tacaggacat cacattttta cgtttgcatt agaaacagat ttaacaccga
  5178661 gcttacagga agatggttca atcgacttcc aaaatgagaa aaaagaaaaa gtttttacat
  5178721 taccgaaacc gtatatgaac gattcaaatg tggatcaaca atcaggtgag gctgtaacgt
  5178781 cagatgcagt tcgctacaat attgagaaga aagatgaaga aacatataca ttaactgtta
  5178841 ctgcagaccc gcagtggtta caagcaccag agcgaaaata tccggtatat gtagaccctt
  5178901 cgattcagtt gaaagatttt gataatgcat atgcttctag tgcatatcca actgtaaact
  5178961 attcaggagg aaagctttgg gatgctggcc aaaatgctta tacattaaaa gtcggatatt
  5179021 atgatggcgc atctgggaca aactttgcat ttattaaacc agacgtttca aattttaaag
  5179081 gggcaaatat tgaaagtgca acattcaatg cacataccat ttggcattat tatacgaatc
  5179141 aaccaaatgg tgtttggtta gacgaagtga cgggtgcctg gaatgaaggt agtttaaatt
  5179201 ggaataataa gcctggttca aataatattg cgcatgctga tgtaacaaga gggcaatggg
  5179261 cgagatttaa cgtaactaac acagtaaaag catgggtgga aggcacaaag caaaataatg
  5179321 gctttaagct acatgcaaac ggaaatggtc aaaaccattg gaagaaattt attgcagccg
  5179381 aaaatggaac aaatgcacca tacttagaag taaagtattc ttacgcaaaa ccgaataaac
  5179441 caagagtaca aacttattca aatgggagtg gtagtagttc aggccacttc aatgtacaat
  5179501 gggatgcagt tccaggagcg aacggctata aagtagcaat atttaatggg catgaatatg
  5179561 aagaaatcga agttgggaat gtaacaaatt ggacaacaaa agataaaaaa atattcccaa
  5179621 cgccagaaga gattgcacaa ggccgttatt gggtgcatga tgacggaaaa ggtgcagaag
  5179681 caccagtcaa tccaggtcca atttataaaa atgcattttt agataaaagc ccgtatggag
  5179741 attatagtag tgcacgtgga tattggattc gtatcatagc aacataccca actggtgagg
  5179801 atagtccgct ttctgatgaa gcaattgtct atattccatt ggaacaagtg aaaaagccag
  5179861 atggctcagc gtatatcaat gcgacagatc aaacaactgg ttatgtaaca ttgaaatggg
  5179921 atgcagtacc agaagcagca gggtataaag tttggattta taacggaaaa gattatgaag
  5179981 cgttcgatgt aggaaataaa acaaattgga caacgcaaaa tgagaaaatt tggccaacga
  5180041 aagatgaaat tgcaaaaggc caatatttac ttcatcatga caaaaaaggt gtagaattag
  5180101 cagttgatcc atcacctgtg tataaaaatt ctggtggaat ctatgcaggt gcgaaaaact
  5180161 attggttccg tgtaacggca tatagtaaag ttggacatgc tgaaagtgaa atttcacatg
  5180221 agtttgtacc tagattctcc caagattctg gatttatagg aatgtttgat tactgggcat
  5180281 caattcctgt gttaaatggt aaagtaaatg ctacaaatgg taactttatc atgagtgaga
  5180341 aagatattac gttatcaggg cgcggaccgg atgtatcagt agaaagaacg tataatagcc
  5180401 aaagtaaaaa ggtaggttta tttggtacgg gttggtctag tggattagag gaaagagttt
  5180461 gggccgatgg aaatggaaat ttacttctaa tttctactga cggtgcgaat attaccttta
  5180521 ctagaacagg agataataag taccaagctc ctactggtat atatttagag attaagcaag
  5180581 tatcaggcgg atatgaaata aaagataaag atcaaactgt tactttctat aaatctggag
  5180641 atgcacaagg acgtattgag tatacaaaag ataaatacgg aaatacgacg acgtatgagt
  5180701 atgatggtgc atcccgttta tcaaaagtaa agaatgcttc tggtaaagag ttagtcttac
  5180761 aatatgacgg taataataaa aaagcagcaa gagtaatcgg tccagataac aagacgatta
  5180821 cctttaatta tgatggagat ttacttgttt cttctacaac accagaagga aaagtatata
  5180881 aatatggata tgataatggg gtactgacat ctatttatga tccacaacat acagatgcca
  5180941 aaccatataa aacatcgtat gcatatgaga atgatagatt agtaaaagta acggacccat
  5181001 taggtaaagc tacaacatta gcatataata caggttcgaa ggaagttacg ttaacgaacc
  5181061 ctaaaggacg taagactgtt tatacgtata acgatgctgg gaatccagtg aaaacagttg
  5181121 aagatgtggg acgtctgaat ttaacgacat cgtatgaata taatgcgaat aatttagtga
  5181181 aaacaacaac tcctaaaaac caaacagaaa cagcgactta tgacggtaat gggaatgtaa
  5181241 cttctgttac tgatgaaatg ggaactgaga agtttgagta taataaagat aatgggatta
  5181301 taaaagcgac agataacgaa gatcgtaaaa caactgttgc ttatgtagga gcaaatacag
  5181361 aagtatctca aacagaccaa ggagcaaata catcttctgt tattcaccat gatcaatacg
  5181421 gtaatccgat tgaaacaagt aaagaattaa gcgccggagg gaacttaatt caaaatccta
  5181481 gttttgaaat gaatggtacg gaaaaatggg tgaaagtaga tacgaataat agcggatcta
  5181541 tctcaaaaga tgcaacacca gcaccaggtg gtctgggcgg ggaatcatca ctcaaaatta
  5181601 caacaaaagc aacgaataat gactggggct atattgctgc catccaagaa gtaacgttag
  5181661 aaccaaatac aacgtatacg ttaagtggta tggtgaaaac ggatttagtc aatggtgctg
  5181721 ccttctttaa tgtacagtca ttaaatgaaa atggtgctgg tatagatggt ggttggcatg
  5181781 atactcgtca caataaagtt caaggaacga gtgattgggt taatcgtcaa gttaccttta
  5181841 aaacaacaga gcaaacaaga aaagtaaaaa tctatttaca agtagaaaat ggcggttctg
  5181901 ctacgagcgg ttctgcatgg tttgataaaa tacaattgga aaaaggagaa gtttcttcaa
  5181961 gttttaatcc agttctaaat agtagttttg aagaaaactg gccggatgga tttgtaccac
  5182021 agtgggtaag aagttgttct caacattgtg aacgtaacga tgtatcggat gatagtttca
  5182081 caggccactc gtctattgta atggagagaa gtgaatatgg cccaaatgat attggatacc
  5182141 gtaatcgtgt cattttaaac cagaaaaagg cagaaacagt aacacttact gcgatgtcta
  5182201 aatctgaaaa tgtagtcaat gacgcaccag ataaactttc caaagattat gcagttttag
  5182261 ctgaaaccta ctatcaagat ggaactgtag taaattatta tacaagtttc ccaagcggga
  5182321 caaatgattg gaaccgtagt gcagctgtta ttccagcaaa gaaaccaatc caaaagattg
  5182381 aaatattcct tctctttaga aagaataaca aaggaaaagt atggtttgat gatattcgtt
  5182441 tactagaagg aaacgctctt attaaaaacg agtacgacaa cgatggaaat gttgttgcga
  5182501 cgtatgatga agaaggacag aagaatacat tcacatatga tgcatcagga aataaaaaga
  5182561 gcgaaacaga tgaaaaggga aatacaaaac tatatgatta caacaaagat aatctattaa
  5182621 caaaggttac attaaaaaat ggtacttctg taaattatcg ttatgatcat aatggaaaca
  5182681 caacagagaa atctgtcatg tttggtggga aaacacaaac acacaaatat gaatatgatg
  5182741 tagataataa aaatacagtg tatatcgatg cattaaaccg tcgtattgaa aacacgtacg
  5182801 atgaaaatgc aaacaagatt aaaacaaaaa tgccaaatgg ttctatctta gagtctgtat
  5182861 atgatacagc tgatcgcgtt gttggtgaaa agcgcaacgg aaaagattca tttacattcg
  5182921 aacgtgatca aaatggacaa gttacgaaag tgaaagatct tgtcaacggt gtagaacgta
  5182981 cgaaaacata tgataaggct gaccgcgtca caagcgcaac agatagccga ggcggaaaaa
  5183041 ttgactgggc atatcacgat aaagcaaaca gtaagacaga aaaattaaaa gaacaaacgg
  5183101 taacgcaagg tggatataca aataaagtat cgtatgacta caacacgtta gatcaaaaca
  5183161 tacgtgtgac agacggttcg caaacgtatc gatttgatta tgacgatcaa ggaaatgttc
  5183221 gtacgtatac agctggtaat ggttcaggtt ctaccttcaa ctatgaccag gcgaacaaaa
  5183281 ttaaagattt agtagtaggt acatcaaaca gtattcttct atctgaacga tatgaatatg
  5183341 accaatcggg taaccgtacg aagattaaac atgaaggtgc gggcggaaaa gtaacggaaa
  5183401 caaactttgt atatgacccg atcaaccaac tattaaatga ggtattacca aacggaacaa
  5183461 ctaaatcata cacatacgat ggatttggaa accgtacaag tgtgaaagtt atagagaatg
  5183521 gaaaagaaac aaagtctata gcggcaacat tcaatgaagg aaatcaactt gtcaaattcg
  5183581 gaaatgaatc attaacgtat gatgtaaatg gaaatcgtac atctgatgga aagtacaaat
  5183641 atacatggaa cgaagatgat caaattgtag ctatcacaaa acaaggtgag aacaatgcat
  5183701 ttgcaactta caagtatgat gaagataatc gtcgtattga aaagaatgtg aatggtcaag
  5183761 taacacgtta tttctatgat ggagatagca ttaatccgtt atatgagaca gatggaaatg
  5183821 gaactgtact tcgtcaatat gtatattctg cggatggcgc acgtttggca atgaaagcac
  5183881 aaggtcaaac gttatactat cactataacc ctcgtggtga tgtagttgcg atgacgaatc
  5183941 aggataaaga agttgtagca acgtatgaat atgatgcatg gggtaatgta ttaacgagtg
  5184001 atacgaaagg tatcgcagca gacaatccat ttggatatgc gggatacatg tatgataaag
  5184061 agattggcat gtattatctg attgcgcgtt attataatcc agaacatggt gtgttcttat
  5184121 cggtggatcc tgatccaggt gatgaagatg atccggttac gatgaacggg tacacgtatg
  5184181 cggataataa tccggttatg atgacagatc cagatggtaa gtgggcatgg ttagtaccgg
  5184241 ttgtaattgc aggtgcaatg gtagcagcta ggtttggtgc gaaatatgca atccgctatg
  5184301 gtgcgaaata tggtaaaaaa gcggttaaat ctgggtggga ttatggtaaa aaggttgcta
  5184361 agtcaggatg gaacaaaggg aaaagtatag ctcagaaaat ccctagaata cacaaagtag
  5184421 gcaggattaa gggagataat gataaaggaa aaggttattg gggagtaatt tattctacta
  5184481 caaagaaaac agggaaacgg acttactctt catttgaatt ccatacccct cacaatgggc
  5184541 atggatatca tttgcaaaaa aataaatatt ctaagtatca aggaaaatgg aatcgaggaa
  5184601 aggcgacgtg gagacaaaca atatggaagg ctaagaattg gtgataataa tatgatggat
  5184661 agatatgtaa aaaaagaaaa acatagttta ataataagta ctaatgacgc ttataataag
  5184721 gaagaaggag tatatgaaac tattgataac gtaattaatc aagttttaaa tattttaaaa
  5184781 ttaaaatata atctatatat ttattactta gagggttata ataaaaaatc aaaagaaaat
  5184841 gaaaaatatg ttgctttaaa aggaattttc actcgtgata tagttatttt tgagccctta
  5184901 gaattatcaa ttttaaatga tggatatatt tcggagaggt ttgttgttgg agacatagag
  5184961 atagaacaaa agttagaaag tattatgaag aatagctata ggtcgatagt agaaattgaa
  5185021 gagtatcttt gtcagaattg tgaagtagtt tgtaaaatat ttgactcagc atatattgaa
  5185081 attcagacaa aagattattc aatcattgag gaaataaaaa atgaaattta ataaggtata
  5185141 atcctaattg ggattcatta tgctagggat tataatgaaa tttccaaaag atgaagatgg
  5185201 acaagtatta aatatgttat ataaacaagt tatagatttt aataaaaaac atataatgga
  5185261 tttctttatt gcaattcctg atcaaggtaa tggagaaaaa ataattagca gactacaaga
  5185321 gcagggctta aattgtgaat tagattataa tgaggaattt gaaaattgta attgtacttg
  5185381 ttctaaagag atgtacttag cttatgagga tatcgtagag atgagtaccc taagtgaaga
  5185441 gtttggtgga tatacagatg gttggggaca tttgtctaag aatgagtttg tttatgataa
  5185501 tatgctaaat tagactggat aaagaaatat ttgtggaaag aagggctatt atctgctctt
  5185561 ctttctttat gtataaatgg attttgggta gtggaatcag aaggacaaac gattatcact
  5185621 gcaaccttcg cggtgacgtc gttacgataa cgaatcagga taaagaagtt gtagcaacgt
  5185681 atgaatatga tgcatggggt aatgtagtaa agagtgatac gaaaggtatc gcagtagata
  5185741 atccatttgg atatgcggga tacatgtatg ataaagagat tggtatgtat tatttgattg
  5185801 cccgttacta taatccagaa catggtgtgt tcttatcagt ggatcctgat ccgggtgatg
  5185861 aagatgatcc ggttacaatg aatgggtata cgtatggtga taataatcca gtgatgatga
  5185921 ttaatccaga tggtcattta gcgtggttta ttccagtcgc tgtacacgag gcgagaatcg
  5185981 ctgctccgca tgtaggtcgt tttgttggta aacaattggc taaacgtgct ataacgcaac
  5186041 cattaaagta caagaatacg aaagcagtag caggtaaaat tattggatat acaaaacatg
  5186101 ggttcaacca agcgattagt cgtaataacg gattaggggt gtcaccaaag gccatcttac
  5186161 atacagttaa gtcaggtaag atggttatac aaaaagatcg tggaactatt aaatatacta
  5186221 gtaaacaagc tgtagttgtt ttaaataaga ggggaaaaat cgtaacgact tttgctagag
  5186281 gaacgaaata tacacggaaa ggaaaaaata agcgtgagta aatttaatag tgatgtgcaa
  5186341 ggagtattgc aaggaatatt aaaggaaaag cagcctgagc tattgtggat tgtaaattgt
  5186401 agggacttta gtatattaga aattgaaact atacatgagt tgagagatat attagcagat
  5186461 gaattaattg aaaaaggctt tgatgaacag gataatatta atgattttgg tagggattta
  5186521 gagaaattga ttgatgtatt tggggattta ctgccttaat agttcgggta cataatagat
  5186581 ttgtaggagg aaggaccgat atcagctctt ctttcttttg ggatcttaat ccaatgaatt
  5186641 caattttaaa cgagacatta ccaaacggga cgagtaaatc atacacatat gaggaatttg
  5186701 gaaactgtac taggttgaaa gttgtagaga atggaaaaga aacaaaatct atagaggcaa
  5186761 cattctaata agttttactt catatatgtc gctcttgggt tacaaaatta atatagtgat
  5186821 attcgttttt ttaggaatta gtttgttttt agctggtatt tttgaaaaag aaaagtaaag
  5186881 tcgattcggt gtatttcaaa atctaaacaa atagtttgat tttgggatac actttttaat
  5186941 tttgaataac ttattacttc tataatctga ttttttattg tatgttgcta taaacaggct
  5187001 cttatatatt tacataagaa cccgtttgca tgtgtatcac tgttttatgt acaataaaag
  5187061 aaaagcatct tatgagatgg ggagaggaaa acccatgtcc aatcaacaat tagtaaattt
  5187121 acgaattgat ttcgctttta aacaattatt tggtacaagt ggaaatgaag acattctaat
  5187181 tgctttttta aacgcaatgt tacgagattc tttaaaatcg ccaattgtat ccacatttgc
  5187241 atcgagaaca tgaagaagat aaattatcga tattagatat tttagttaca ttagatacag
  5187301 gtacgaaagt aaatattgaa attcagttga ataatgctca caacatgatt aagcgcagtt
  5187361 tgtattaccg gggaaggtta tacacatccc aactttaaaa gggaatgccg tatagttctc
  5187421 ttcggaaaac catcacgatt aatttgttga atttcgttat gtttcctgaa tatgaagcat
  5187481 tccatacaat aggaatccta tggaatcaac agcaacagaa agtattgagt gatgatattg
  5187541 aagttcatat tgtagagctt ccaaaactta tgcaacagtg gcggaatgaa caagtaaatc
  5187601 cctgggaaga ttcatttgtt cgttggttat tattactccc agcgaatgaa gatgaacaat
  5187661 taacccaaac attggaggat attgcaatga accaagatcc gattttacaa aaagcaatga
  5187721 ataaatggga acgtatgagt caagattctt cttttcgaca agcgtatgaa gcaagggaaa
  5187781 aagttctgat ggatgaggca gcaaagtatg cacatgcccg taaggaaggg attgaagagg
  5187841 ggaaaataca actcattcgt ggtatgagta aaaatggaat gttgatagaa gatattgcaa
  5187901 agtttacaaa tttacgcata gaagaaatac gaaacatttt acaagtctaa aagagttatg
  5187961 aaaataaggg atgtaaaagt gttgatttaa cgacattttt acatccctct ttacgaaagt
  5188021 gaaagatctt gtcaacggtg tagaacgcac gaagacatta gcatttgaaa aacgacacat
  5188081 gaaacaaaca tctcaagaac caatagaaca actcaatact tctaatttta cacaaccact
  5188141 ccccgctaat tcatttacac tctatgatga caaatagcat tggagcaata tattcctata
  5188201 ggggagtgta aaacatcttt tttagtaaaa agggatattt atatgaagaa aaaactagag
  5188261 atattgaaaa aaactaaaag aattttaacc tgggacagca gaggaaatgg atggtgaaaa
  5188321 ttaaatgaaa aataatttgt agaaagaaga gctgatatcg gcttttcttt tttataaata
  5188381 tcttatatag ctgattgtta tgcaataaat gtgctagatg gagacgtttg gctctattat
  5188441 tcagaatatc ctttagttca aatgaaagat aaaaaatttc atatgtcgtg gaatgaaata
  5188501 aaggtaacta tggaaatatg gtcggaaagt tttgcggttg ctcaagataa agtagtgttc
  5188561 attacttaag ataaaaagtt ggttgtttat gatttaaata ataatcatgt gcatgatgtg
  5188621 aatcttcgta atgaactagg agaaccgatt caatttgttg cttattatag ccgcggatct
  5188681 gttatgtatt ttcagatgga tgataggctg tattatgttg atacaattaa tatatgagat
  5188741 gataaaaaag cgcactcaac aatctgggtg cgctttttca taaccgttat atattcctct
  5188801 tcatcaactc cccaacttgc gtcgcaacaa acgcaacgtc actatcaatt tcgtctaaca
  5188861 cgtaagattc caaaatgccc attacagctg ttcctaaaaa ttttaagacg atatgtttat
  5188921 cgatgttttt atttactgat gtgtttgtgt ttgtgtttag ttttttctct atttcaccca
  5188981 tgatgaaagt taataacttt tttgaaacga taatgtgctg ttacttttaa ataacgccgc
  5189041 gaaaaatggt ttgtgttctt tgaagtattc aaaccatatg atcgttcctt ctatttagca
  5189101 gatacgttat taacgcagcc gctgcaaatt attgtcggta gcaagcaagg cgcattcggt
  5189161 tcttataaag atggtcatga gctttatgag aaagcagctt cagagaagaa agatttactt
  5189221 gttgtggaag gtgcgagtca ctacgattta tatgaccaac cagaaccagt aaaaattgca
  5189281 gttgaaaaat taacaagctt ctataacgac aatctgtaaa agtaatgtta tgttgaattg
  5189341 cacctctaat tgttagattt gcatctagca attaggggtc tttattgtga agattgaagt
  5189401 gcttattatt tacgctatag gtgcataaca agatataata gaagaaatga ataaggaggc
  5189461 tagttgtgaa gaatcttcgt tatctcaata tatttacgat attaattata tacacactac
  5189521 ttatgtttta cattggctgg aacggctggg tttggcttca tgcggtattt ggctgggagt
  5189581 cttggggata ttacgctttc atagttggct ccattttgta tgcgtacatt ctcgtgcaag
  5189641 tgtttaagtt tttgcctttc ctacgaacga taggttcaat ttggtttgcg gttatacaat
  5189701 aggcgcttat gttattgccg ttagctaata ttacagtctt tcttttacag ttttcagtgg
  5189761 agaaagaagc ggcaattatt tggacagggg cggctgtgtt agctgcattt atttttatct
  5189821 ttgcgtacgg agtatttaat gcatatagcc cggtagtaag aaagtatgag gtgcacattc
  5189881 cgaaaaaagt agagggacgt aaaagcttac gcattgcgat ggcttctgat atgcatttcg
  5189941 gtaaattatc tggcgtttcg catttgaaaa ggcttgttcg tcatgtaaat gaaatggagc
  5190001 ctgatattat tttactgcca ggtgatatta tcgatgatca tccaggtgtg ttcattcaaa
  5190061 aaaatatggg acatattatg aaacaaatga cagctccact aggcgtatat ggtgtgttag
  5190121 gaaatcacga atattacgga cgagcagttc cagaattttt acaagagatg gataagatcg
  5190181 atattcgtat tttgttagat gaagtgatta ccattgaaga tgccttttat ctcgttggaa
  5190241 gaagagataa aacagaacga gaccgccaaa gttttgaaaa tcttatgagt acggtagata
  5190301 aaacgatgcc agttatcgca atggatcacc aaccctttga gttaaaacaa gcagcggatg
  5190361 ctggcgtaga tttactatta tccggtcaca cgcaccgcgg acaaatggca ccaaaccata
  5190421 ttgtaacgag aagaatgtac gaactagact ggggatacgt acaaaaaggt gcattccacg
  5190481 caattgtttc ttctggtttc ggattttggg gaccaccgct tagacttgga agtaggtcgg
  5190541 agattgtacg ggtggaggtt acgtttgaat aaatttatgt aatagagagc taatggctct
  5190601 ctatttttac aaataaaaaa aggctccata taaggagcac tcaataaaaa taaatgaatt
  5190661 aaaacaaata acagacatgt ataatataca acatttaaaa tttgatatct atatatttaa
  5190721 atttaatatt tgtgttggcg tcgatttcat aaaagagtta cgattataag ataaaggggg
  5190781 attataagtg atcatatcag atgtgctata cggagaattt aaagtcgatc cagtagtaga
  5190841 agaattaatc ttaagtaagt ctgtgcaaag actaaaaggt attcatcaaa ctggcgcaag
  5190901 ttatttagtg aacaaggaat ggaatgtaac gcgctttgat cattcagttg gtgttatgtt
  5190961 gttagttaaa aagctaggtg gttcagtaga agagcaaatt gcaggtttac tgcacgacgt
  5191021 atcacatact gctttttctc atgtgattga ttacgttttt gataatagaa atgaaagtta
  5191081 tcatgaagag atatttagtt ctgttgtgaa aaactcagaa attccagcga ttcttgcaaa
  5191141 gtatggctat aactatgaag atattttatt agatgattcg aagtggacgt tactggaacg
  5191201 gtcagcgccc gaattatgcg cagatcgagt ggattatacg ttacgagata tgtatacata
  5191261 tgggtatatt tctttagaag aagctcacag ttttttagaa gatgtaattg aagtaaacgg
  5191321 aaaaatggtc cttcaaaaca tcgaaatggc agagtggttt acagaaacgt attacaaaga
  5191381 agtcatcgat ttctttatgc aaccaatgaa tagttacgga aatgatatgt tagctaagac
  5191441 gctaaagtta gctctacaca aaaaggttat tcatgcagat gattttcttc ttgaagatga
  5191501 tgagcttatt ttgaaattgc agcaatgtag tgattcagaa gtacatgctt tattaagcaa
  5191561 agttcatccg aatgtaaaag taaaagaaga taaaaacgat tatgatttgt atcagaaaaa
  5191621 taaagtacgt cttattgatc caccgttact ttgtgagggg gaagtcgttc catcgtctgt
  5191681 tgtgtcagaa aacataagac agatgagtga tagcgcttat gaacaagcgg tgagagggat
  5191741 gtatgtgaaa gtggtttcag attaaaaagt agagcatcac tcctagatgc tctacttttt
  5191801 cacatcactg attaaaccaa ttccaaacct caatatctcc aagagtcgca taacgtacgt
  5191861 gaggcgagtt ttgtaatttt aataactctt tcgacggtcc ggtaatgacg atcccgtata
  5191921 ctttcacacc gttatctttt acatactcat aacgtttatc taagttcagc tctttttcag
  5191981 aagtccgagt agttttactt acagtttctt tatgtgtaga aagaatgcgc atcatttcga
  5192041 ttacttcatc ttcttttgtc ttcggtcgtt ttgcttcatt atcagggaga tttatatgtt
  5192101 ctgaaaatcc gataacctct ccgtcatgta gaatgaaatc ttcttcatct attctttctt
  5192161 gccctgtgtc taaagcgtac cataaaggag ttggcggcat ttcttgtgct tcaaatgcgc
  5192221 tatatagaat ggattctaac tcttgtaaag tgtaaggttt gtcaaaagat attgctactt
  5192281 ctgcaacggt gccctcatgt atctttccga gtgtactcca aactttttta gagatttctt
  5192341 tcaaatgatc atcttgcttg attttcgggt gaacaaagga aagttttttg gaatagggtt
  5192401 tatttgccca tgattgattt gtgtcagtta cagatgataa gaaactacgc gttgttactg
  5192461 taccaattgg catttctttt ttaccgaccg ttttaactaa attcatttca ttttctgtac
  5192521 ggaaaaaggg tttaatcttt gtactgcctc cagcggaacg actatttgga attgttgctt
  5192581 ctagtgcgag tgctggaatc tcatctactt cgactaactt tttcatatta tagaagtaaa
  5192641 gagaagatga aaaatgacca acaaaataga ttgcaataca aacggcaagg acaaaactaa
  5192701 cggtttgcca acgttgtttc cattttattt tccaaaatgg gactttcagt ttttgtggtg
  5192761 gtagtttttt ctttattggt tcactcttcg aaagcaattg atctaagtaa gcctcgcatt
  5192821 cttcacatgt ctcaatatga ttttctaaca gttcttgttc attatgcgtg agcgttccgt
  5192881 tttcgtatct ctcccatagt tttttaaatg ctgtacaacc catccgtatc actcctttat
  5192941 gcttttcatt tcttttcgac cacggtgtaa ttcaattttc acttttgcta gtgagagacc
  5193001 agtcatcact gctatttcct tataagagaa tccgtagtaa tctcgtagta acagaacatt
  5193061 tcgtctctcg agcggaagag aagataaacg gtctaaccaa ctagcaatct catgttttat
  5193121 gaaataagag tgctctgtac ttggcacgtt tggtaaatgg aattctgtaa ttgtcgtcgt
  5193181 tttatatctt ttttcttttc gataccaatc gataaaggcg ttgtaggcaa tcgtaaataa
  5193241 ccacggccta atttcttctc ctttataata gtcaatatgg acgagcattc ggtaaaatgt
  5193301 ttcttgcatg agatcttcag caaaatggga atctccggtt agggagagaa gatagcgaaa
  5193361 taaatcttgc atatgttctg agtaaatttc ttctaatgat tgtttacgtt tcactacatt
  5193421 tccctccctt catacataac aacgaaatac atataaaaaa gttacaattt tttatggaat
  5193481 tatagtaaaa aacgtcaaga attggataag attctctttt atcataatac atataaggcg
  5193541 ggtgaacaga gatggaaagt tatgaaacac aaattcaaag gtccattgat tatatcgagg
  5193601 aagatgtaat ggaaaaacag acgctgcgta atttagctcg cattgcaggt ttttctgagt
  5193661 cgcattttca tcgtgtattc caggcgttag taggtgatac ggtaatggag tatgtccgaa
  5193721 agaggaggtt agcccgggca gcttatcaac tttctcatac ggatgaaaaa attattgata
  5193781 tcgcatttga gcatggcttt caatctcacg aaacgttcac gagagccttt aaaaaattat
  5193841 ttcaaatgac accgagtgaa tatcgaaagc aggaaataga aacaccgatg tattacagcg
  5193901 tgaatgtaaa gcaaagaaaa ttaaatccgt atttaggagg catacaaatg gaatatcgta
  5193961 ttgtaaataa accagaattt ttaatggcgg gttatgaact gaagacgaca agtaaagaag
  5194021 ggaagaatca tcaagacatt ccagcatttt ggcaagaata tttacaaaaa gatcttggaa
  5194081 caacgattcc gaatcgtaaa gatacgagcc aatgggtaga gcttggatta tgtactgatt
  5194141 ttaatttaga aacaggggac ttcacttata ttattggaat ggaagttaca gactttgaaa
  5194201 atgtaccaaa tgaaattgca aagcgtacgt tcccagcagc aacatatgca gtatttacac
  5194261 gccgaaagtt cctcatgaag aaatggtatc gtctattcac caaacatgga atgcagtatt
  5194321 ctcagagtgg ttcccgcatt caggatacga acattgcggc gttaatgagt ttgagctata
  5194381 cgatgagcgt tcccatgcag ataaaagtga gttcgctcaa attgaacttt ggataccggt
  5194441 gaagaagaaa taatagattg agagcgagtc attgagaaat ggttcgcttt tttataaagg
  5194501 gagagtgggg atatgttcca aaaactagaa tgtgtatcta tacatacgaa ggatatagaa
  5194561 aaatccgttt ctttttataa agaaatggga atggagcaaa actgggttat agaaagagaa
  5194621 ttagaagaag gggctatttg gacgttaata ggattgaagt ttccagatga gaaaagttcg
  5194681 gagttagtaa taagcaatca tccggatatt aattgtatag aagtcgaagt attggtagaa
  5194741 gatgtgcaac aaacgtatga aagtttaaaa gataataaag atgtaaaatg gattcgcgaa
  5194801 ccatttccaa cagaatcagg acacgttgcg gtaatggaag cacctgatga gaatgtgttt
  5194861 gtgttggtag gaaaatagct gaaatatgga gtgacctttc atagtgagtt atgaaaggtt
  5194921 attttttatg agtggattgt taaatttgta ttgctttatc tgtaatatat ttgaaaatgg
  5194981 taaaataaaa tagcaattaa atattgcggg tggaaggtta tgccctttct tcatttggtg
  5195041 aagaaaggag gtgtaatcgt atggaatttc ttttgcaaat tttgttggaa atcacaaaaa
  5195101 ctatagctag agaaggtata gttatgggat ttaagaaatt aacggcaaaa aagcgcaaaa
  5195161 agaaggccac ccgtctgcct gcgaagcgtg ggaagtcttc tttttgcgca aataagcttt
  5195221 agttgcagtg acggggtgtt ggaagcacct cgtctacttc attttatgca aaacttagtt
  5195281 agtttatact tctatttata gtataacagt ttagaaatgt atttgttaat agttttattt
  5195341 ttactttgta tagtagagga agcaggttag cgttgtcgat ttttgtcggt aagtcgatat
  5195401 atttagaaaa tcgctgatat aatttgagtt gcgccgatat atttagaaaa tcgctgatat
  5195461 aatttgagtt gcgccgatat attcaaaaaa tcgccgatat aatttcatat accgataaaa
  5195521 cactttaaaa aacgatccgt ataatttcat ataccgctga actctcccca aaaagaaaag
  5195581 acgccacata gcgccttttc tacgaacaaa acggaaacac aagtataatt gtcgttcctt
  5195641 ttcctagttc actatcaata gaaatcgctc cgttatgagc atgaacgagt tgctttgtaa
  5195701 tagcgaggcc aagtccagtt ccgatgttgc tttcttctgt atttgttcct ctgtaatatc
  5195761 gctcaaatag aagctctttc gttttatcat ccattccttt tccgttatct gaaatagaga
  5195821 gtgtgaatga agtagcattt tgtgaaagct ttacaatgac attagttgtt tcattattat
  5195881 gttttacagc gtttacgagt aagttttcga taatgcgttg gaaccatttt tcttcaatga
  5195941 aatattgaat tttgtttgag cttggtacga attcaatatt ttgattttga agtgtcggat
  5196001 tattaatgaa ttgtaataat actttttgga cgaattgatt catttcaatg tttacgtgct
  5196061 gcgcaggaag actattattc tttaattgat acgttaagct taagtcatca attagtgtgg
  5196121 tcatatattg agatttctct ttcataacgc tgccgaattg ctgaatgtca cgatcagtcc
  5196181 agttatactg ttttgattct agtaataatg cgtagccgta tatagaactt agtggtgttt
  5196241 ttaaatcgtg cgttagacca gtaatccatt cttcacgtgt ttgctgcagt acttgcctca
  5196301 ttgcatcatt ttttttgagt gtaatagaaa ggtgctctag tgaatttgta acatcactaa
  5196361 ataagcggaa tgaccatttt tctttacccg atttcctgaa cctgataggt ttcccttttt
  5196421 tactaacagg ctcttcgtac tttccaccag caatattttt aagccagcgc atcgcatgta
  5196481 ataacggttt tccaaattta ttaccgtacc aaatagaaag aatgactaaa taaacaaata
  5196541 cgataagaag gattaatccg catccgatta gaaacttttt agtaaataca tcgtctattt
  5196601 catcgtctgg gtagtagtgc tcattttttg ccgttacaac aaggagatga ttgctatttg
  5196661 tgtcgtaaaa gctagacgtg ttttctttat gattccacgg ttccctttca ttaagagcag
  5196721 cttgtataac agaaaacgtt tttttctttc cgtttggata ggagaatact tcatcgccct
  5196781 tactattaaa gatttgaagt gttgcttttt ctttagaaag taactgttgt tcttcttctg
  5196841 ttaatgtgaa cgaatcggta gatacagaag ggtgcgcttt ctgaattgtt ttcagtaatg
  5196901 cattgctttt taacatgccg ccgtaaataa cgagtacgtt cttttcttct aattcaattt
  5196961 cccaatatgt aaatgtataa ggattttcta tatgattttg tatatacgag aataaagatg
  5197021 ctttcgtata agatgttggt acgtcactag gtgtattaaa gtgatagaga acttttccgt
  5197081 tttcctcgac aacttgaatc caatcatttt tctctttaat taagtctttt acttcagatt
  5197141 ttaacgaaat attgccatct tctgaagaga tgtatcttgc aatcataaaa ttatcagcat
  5197201 ctggaatgtt cggttcatat gaagtactag taacgagaaa aattaaataa gtgaaagcag
  5197261 ctactacagc aattagtaat gtaactaaaa caaatacgtg ttgcagtata aactggataa
  5197321 taagtcgttt attaaagttc atatcgtcac cctactttgt aatgaactta tagccaagtc
  5197381 cgcgaacggt ttttatatat tctggtttac ttgggtcttg ttcaattttt tcacgcagtt
  5197441 ttcgaatgtg gaccataacg gtattgtcat ctccattgta ggcaggtgct tcccaaactt
  5197501 tctcgtatat ttcttctttt gaaaatacgt agttcggatt ctcgcaaaag aagagtaata
  5197561 gctgaaatag ctgggcggaa cattcgacaa cacgcccatt tactgtaagc tctgcggaat
  5197621 atcgatcaat ttcaaatctg ccaaatgaac tagagtgtgc tttttgttcg tgtggcatga
  5197681 cttgcttcat atgtcttcgg agttgtgctt tcatacgagc taccacttca agtggattaa
  5197741 atggcttcgt aatataatca tctgcaccgt gtgaaaatcc agatatttta tctaaatcag
  5197801 atgttttagc tgtgaggaag aagataggac aatctgtttt ttgacgaatg attggacaaa
  5197861 tatcaaaacc agattgtcca ggaagcatga catctaaaat aattaaatcg taatcgtttt
  5197921 gctgagtgag agataaagcc atttcagctg atgttgcagt tgtaatatga gaaaaacctt
  5197981 ctttttcaag aatggtagtt agtaattgta aaattgctgt ttcatcatca acgagcaaaa
  5198041 tatttgcttc atacataaaa aatccctcct aatttcctcg aatatcatat catctttctg
  5198101 taacttatgg aatttttaag gaaattttaa ggttttcttt ctcaaaaaat taagaatcaa
  5198161 atgatatgat aaaagtaaca taggggagga gatgagtgtg aatccgtttc aaacgatgcg
  5198221 agctagatat tttttaattg tatttacact attaacgtta gttgcaagag ccagtaatga
  5198281 attgatagaa catacatttc atatgcaaaa ttctactttt ataaatatcc ttatattcta
  5198341 tatcctgccg atgacgtgga ttttttttga gtatagaaaa tatcgtgttt cattttcatt
  5198401 atttattaat aaaaatgaaa catttaacct ggtgcaagtt ttatacatta cgattatgtt
  5198461 atgcgtgttt agttatggat atcttatttt atacatgtat agttttgcat ggattacacc
  5198521 agcatttatt atgaacgcat tacgtgaacc gatcatagat agcactgggg gatatgtcta
  5198581 tcaagttatt atggtcgtgt tcatcgcacc aattattggt gaatttgttt ttcgaggatt
  5198641 tttactacaa cgctttgcag caaaatgggg aacgagtata gcgatcattg tagtagcgat
  5198701 attatttgca ttgttacacg ttgatttcct aggtgcagtt gtatttagcg ttgtactatc
  5198761 aatcgtatat attcgtacga atagtttact catgccaatt gctattcaca tgttaaacaa
  5198821 tgcatttgta attagtcttt cttttttaat aaataaagaa gagataatga gttttgcaga
  5198881 tttctcaaat tatacgacgt tctttccagg gcttattatt tttataacag gattaaactt
  5198941 agtactcatc ttcttatttg ttaaccgcaa atattggagt aaagaaatgc ccgctatata
  5199001 tgtagagcag gaaaacagct tttcagacgt agtggggagt aaatgagatg aagaagacaa
  5199061 ttgaaagaca ttatagatgc gacatctgtt acagatatgt gtgatagaaa cgtttgccat
  5199121 tggctgcaac ctgtagtaga tacgattgtg tttccagagt attacttatt ttctagtacg
  5199181 catgtaaaag aaaatattat ttctcttctt attgtgttag ggggtttact aatatttggt
  5199241 ctaattgtag aagaaatgat gaagcgcatc ttcagaaaga atgaagagaa gtatatgtgg
  5199301 gttcaaaaaa tatttgagaa agtaatagtg gctttccttt tgttttatag tatgaaaaca
  5199361 atcatttact ttatagcttt gaaacatcat taattctaaa tttgaaaggg atgtataaaa
  5199421 ttatatgaat gaaacgatat catcaaataa gtttttttat ttgattgtgc ttagcatagt
  5199481 actaataaca acagtcaatg ttattcttcg ctgggaggaa gcttatttct ttatgtattt
  5199541 agcactccat ttgttaggaa ttctatgtat tagtggcggc gtagttgctg aaaaaaagag
  5199601 tgaagaaagc gttaattata tgtgtgtgac cggccttatt ttacttttag ctgtacaagg
  5199661 gattatgaaa tatagttctt tttctctgca agattttagc ttattaatgg atgtacttcc
  5199721 ttaagggggc gcgttatgtt gtctaagaag caaataggat acgtactagt tttagtcggt
  5199781 ttttttacgc ttattgtaac gacgttattt tttcaggact atgaatatat acgctatata
  5199841 aaaggtgctg gtttaatatg ttgggttgta agtatatttc ttatcccaga ttatgaaccg
  5199901 aataaagtgt ctaaaggtag gtaaaactct tctttatgta gaagagtttt tttatgtaaa
  5199961 tagaggattc ttgagcaatt tgcataataa gcttgttcta atttagcatg tacgaactta
  5200021 caataataat agacaggcag catagaggag ggaatagcgt gaggaaggtt attgggtggt
  5200081 cgcttttttt gtacgttggg tttgcgttat ttatatattg gtatttattt ggatggagtc
  5200141 atgaactgat tccggacatg tataaaggaa cgagtgcaga tccagaaacg tttatgaatg
  5200201 caagagagct tacgctaagc caagattatt cgcgcgtgaa aaatttactg tactttttag
  5200261 cgacgcctct agaatggatt atattattgt ttgtacttgt gctcggtgtt tcgaaaaagt
  5200321 ttgagaaatg gtcgaaggaa acgacgaaaa taagtgttct gcaagttgcg atttatttct
  5200381 tttatttatc actactcaca acagttcttg ccttgccgat gcaatggatt agccgaaaag
  5200441 tgtccgttga ttacggcatt tcaacgcaaa gtacacaaag ctggataaaa gatcacgtta
  5200501 tcggtttttg ggaaagttat gcgacgatgt taattgtagt tgccgttctg ttatggctta
  5200561 tccgtaaatt cccgaagaga tggtggctag cagggtgggc gctctctgta ccatttacaa
  5200621 tctttttaac atttatacag cctgtcgtta ttgatccact ttataacgac ttttcgacgc
  5200681 tgaaaaataa ggaattagaa acgaaaattt tagcgatagc agataaagcg gacattcctg
  5200741 ctaaacacgt gtatgaagta aatatgtcag agaaaacgaa tgcgttaaat gcatatgtaa
  5200801 caggaattgg ccctaacgct cgtattgtaa tgtgggatac aacgcttaag caattaaaag
  5200861 ataaagagat tttatttata atggcccatg aaatggggca ttacgttatg aaacatatat
  5200921 attggggcgt tgcgagttat gtattgttat cgtttatagg gatgtatctc attagtcgta
  5200981 ttataaatat gtgtattcga aaatggggag atacgctgca agtttcaaaa gcagcatgtt
  5201041 tctcaatttt acctttattt ttcttaattt cttctgtact ctcttttgca tcacagccag
  5201101 caacaaacta tgtttctcgt atagaagaac gagcggcaga tcaatatgct ttagacatga
  5201161 cgaaagacgg gaaatccggt gtaaagacgt ttcaatattt atcaaaaacg agcttaagcc
  5201221 aagtaaatcc gcctgcgtta gtaaaatttt tcttatatac acacccacca atttttgaaa
  5201281 gaattcatgc gtttgaacaa tatgagaaac aaagcaaaaa gaagtagcta ttatgctact
  5201341 tcttttttta tagagatata agtttgatat tgggaatatt tatcattgct ttttattgtg
  5201401 attttgtaaa taataagcta taaaattcta aaaatctata tataaaggaa taaaggtgga
  5201461 aaaatgtatt ttttacaaaa tttaaaagtg aaatataaat tattgtcact tatttcatta
  5201521 gcagttttag gcatggtaat tatgagctat gtagcaattc agtctattaa taagattaag
  5201581 caaaatacag aggttgtagt agatgattat caatattcta caattttatt agaagggatg
  5201641 cttcgtacac aaaattcact agaatataac ttattagaat taattacgac atcacaaaat
  5201701 gaagggacaa ataaagagga gataattgat aatattgaaa aggatcttaa aaaatatgat
  5201761 tctttattaa aagaatatga tgatggcttt aatttaagta agcaagagga tgaactgttt
  5201821 caggagatga agaaatcttt gccaatttat atgggtacat ataaaaaatt gtttgaaaag
  5201881 gcgaaggtaa aaaacgagtc acaaatggta aacgaatttc agaaggaatt aaaaccgagg
  5201941 ggagtagagt tagctggata tgcggtggat ctagaatcgt atgtttcaaa cttagctgat
  5202001 caagtattta atgattctca aaaaatgata gatcggtcag ttattacttt tatcattctc
  5202061 gtagtagtta ctacaatcgt tatatgtata gtaagttata gtattagcag gcttatagtt
  5202121 gctcctttac aaacagttag tcgtatgatg gaaagagcaa aaaatgggga tttaactgta
  5202181 catggtgagt ataatgctaa agatgaatta ggtgtattag taagtgattt taatgaaatg
  5202241 attacagggc taagaacaaa tatgaaagaa gtagataata acattcagct tttattccaa
  5202301 catgcagacg gagtagtatc tgcatcagaa gtatctagca gtgcggcgga gaaaataacg
  5202361 atggatattg aagaagttgc aaatggtgca gagagccaaa tgcaagcaat ggaacaaact
  5202421 gcaggtgcga tggaagagtt gacacaggga atgcagagta tagtgaatac atcatcatct
  5202481 gtaaatgaat tgtctgctca atcagcatta gatgcagaga gtggtaataa gttaatgaaa
  5202541 caaatgattc aacagatgaa tataatccaa aattcagtac atagcggtgt taaacaagta
  5202601 gagactatga aagaacaatc agaagaaatt gttaaaatca ttgatgttat gcaaggtatt
  5202661 gcctctcaga ttaacttatt agcattaaat gccgcaattg aggctgcccg tgctggggaa
  5202721 agtggtagag ggtttgcaat tgtcgcagat gaagtgcgga aattagcgga acaatctagt
  5202781 aattctgcaa aacaaattga gaagcttatt actcaagtta tgggaacaac gagccatacg
  5202841 gtacatatga tggagagagt agataatgag gtacaggcag gtacacaagt ggtaatggat
  5202901 acagaaaaag tatttggaaa aattacagaa aaagtacatc aagtatctga gcaaattcaa
  5202961 acggtatcta tgtctacaga tgaaattgca gcaagtagtg aggagatttc agcttcggca
  5203021 gaagacatgg ctcaaatttc ccaaagatca tctgaccgaa ctgatagggt aaaagagtct
  5203081 attcaacagc aagaaaaatc tgttcaagag atttcggttt caattgaaca tatgcataac
  5203141 gcagcaggaa aactaaaaca aatagttgcc caatttactc ttcaaaagta gtagtatatt
  5203201 tcagttttaa tatagagaaa ttcctctcaa taaataaaaa aatcatccca tgtaaaaaag
  5203261 gatgattttt ttatggaaat tttgtacggc tattacttat tatattctaa ttttttacaa
  5203321 ttttccgatt gtaatatata ataatacgta atgttttgga gatttttcgt ttgtaaaaga
  5203381 ttgattttag gaggagagaa agggtgttca ataaaaaatc aatgccggct ataaaaatga
  5203441 tcctttcgat gtctattttc ggatcaattg gatttttttc tgttcaaaca ggtttaccgt
  5203501 ctttcgaatt agtattcgtt cgttgtattt gtgcgactat atttttagca ttatgttggc
  5203561 tcgtaacagg acagtataaa actgaaaaat ggaataaaaa agaagttata caaatattag
  5203621 catgtggtat atttctcgtt tttaactggg tatttttatt taaagcgttt gaagttatgt
  5203681 cgattacaat tgcgatttca gtttaccatc ttgcacccat tattgtatta atgattggta
  5203741 gtatcgtatt taaagagaga cttacaatgt ttgctgtcct gtctattgtc atttgtttta
  5203801 tcggtacagt tttagtagct ggtgtagatg gaaatgtatc gcttgagaaa ctgatgtcat
  5203861 ctggcatggt atgggcactt cttgcagcac tattttatgc ttttaccact ttattaggaa
  5203921 aaggaattcg gcatacgagc gcatatgcga tgacattttt acaaacgttt ttaggtatat
  5203981 ttttattgct accattcgta gattttggca agtttcaagg attaacagag atgaactgga
  5204041 tgatgattac agcgacaggt cttatacata ctggatttgt atattactta ttttttgaca
  5204101 gtttaagaga tttatctact agaatgattt ctgtattagt atttttagat cctgctgttg
  5204161 cgatactatt agatacagtc tttaccggat ttagaccgac tagtatgcaa gtagtaggga
  5204221 ttatccttat atttgtagga atggccttta cttttcgaaa aacgaaaggt gaaaaaatag
  5204281 tggtagaaga aaaaatgtat tcggaattgt aaataatttg attgtattct attgataatt
  5204341 tccatatttt ctgtaaaata gatgagtagg aaaataaagg aaaaggtaga tgagagagat
  5204401 gaaaaagcta gtaaagatcg cgacatcact aactttaatg gggggaatat ttgtaagtgc
  5204461 aaatggtgtg tctgcaaata cagatgttac tcaaaaatct agtcctaata ttatgataga
  5204521 gtttgatgat gtaacaacag atcattgggc atatgatgaa attacaaatt tagtatatca
  5204581 tcgtattatg tatggctatg gaaatggtaa gtttgggaca gaagataata tcacacgtga
  5204641 acaggcagcg gcagtgctac atcgtgcact tggtttaaaa agaagtgttt ttgatgcgaa
  5204701 tccatatggg gatattagcg gaaagtcaac aatgtttcct tacgaaattt tacatttaac
  5204761 aaatcttggc atttttaaag gcgacgaaaa tggaaacttc cgtccgaaag atacactgac
  5204821 tcgtgcagaa ttagcacaaa ttttaacgaa agcatatgag ttgaaagcga agagtccgca
  5204881 tacatttaca gatataccag aaaaacattg ggcaagagat gcaattagcg cattacagtc
  5204941 taataaagta gcggtaggaa cgggagatgg caagttcgag ccagaaatgc ttgttacacg
  5205001 cgggcaattt gcgaagtttt tacaaagatc aattgataat tctccaggga aaatggaata
  5205061 gataaagaga aagctcataa tgtgtagaag aggtatcttc cgcttattat gagcttttat
  5205121 taatagatag gttactattg tcgtatgttg taggtaagtc gatataaatg cattttttgt
  5205181 ctagaaaatg aacgtttaaa atgtgaagga tttcttttga aaaaagtaga atatttatat
  5205241 tatagaaaca cctttacatg aatacaggaa agagaagtga tttgcgtaca attcggcata
  5205301 aaagttgaaa tcgagagcga attggctctc ctttagtagt gattttcaca ataatagatt
  5205361 ttttaaatgt aatatattgc ataatgggta caaaagcaac atatgtaata ttggaaagga
  5205421 tttcagtcta ttattttccg ttttttcaaa tggagataaa ggggagaggg caatgaagaa
  5205481 gaacatgtta cgtataatgg caacggtaac tattatgggc ggcttgtttg taagtacgaa
  5205541 tgttccaaac gtaaaagcag aagaatatcc agaaatgatt gtatttgatg atgttccagt
  5205601 aaaccactgg gcatatgacg atataatgga cgtagtatac aataaagtaa tgttaggcta
  5205661 tggaaatggt aagtttggtg taggagataa tgtaacacga gaacaagtag ctgcagtact
  5205721 ctatcgtaca ttgaatttga aaaaagaagg acctttaaaa aatccataca aagatatttc
  5205781 agagagggct acattctttt tagatgaaat tttagtatta acaaagcatg gtatttttga
  5205841 aggcgatgaa aaaggaaatt ttagaccagc cgcaccagta acacgtgcag aaacggcgca
  5205901 aattcttacg aaggcattta catttgaagt gaagaagaac catacattta aagatgtacc
  5205961 aaataatcat tgggcaaaaa atgcgattag tgcactgcag tctaatcatg tcatagtagg
  5206021 aacagggaat gggaaatttg aaccgaataa agttgtaaca cgtgagcaat atgcaacgtt
  5206081 tttaaataaa gctgtttttt attttccagt aaaagatgag aattatgaat gaaagttaaa
  5206141 atataaggat gtttaaatta tattaatata atttgtatcg agaaaaaagt gtgggaattc
  5206201 cacacttttt tcttatttta aattatttat aagtatatcg atttgctatt tgtaatttag
  5206261 ttgttggaat ttagtggata agaacaaaat gaataaagta actttttatt ggttaaatat
  5206321 acgatttggt aactttatta ttaatagagt gtaaataaaa gtatatgaaa tatagttcat
  5206381 aatttagaca aaaatcacat ggaaattgta ttgttacgat tccattaatt ctttatatta
  5206441 gaaaaaaata tatttttagg gagagaatac tttgaagaaa aaaattctaa aagtagcaac
  5206501 agctttaaca attatgggtg gagtagcatt tagtgctgaa ggggctacag caaaagctga
  5206561 attagctgca aagccacaac aagcaagtca agcaattttt aaagatgtac cagcaggaca
  5206621 ttggtcttat gaagcaattc aaactttagc agaacaagaa attatgcttg gttatggaaa
  5206681 tggtgtgttc ggttttggac ataacgtaac tcgtgaacaa gtagctgctt taatttatcg
  5206741 tgcacttgat cttgatgaag aatttggtga agatgaggaa ttagaaagcc cgtataatga
  5206801 tattgttgat gataactcaa cgatgtttcc tttcgaagtg ttagcagtaa cagaattagg
  5206861 tatctttaca ggtgacgaga aaggaaactt cagaccaaaa gatacgttaa cacgtgcaga
  5206921 aatggcgcaa gttcttacga gagcatttgg attacaggta caaggactag caggatttaa
  5206981 agatgtacca aagggacatt gggcagaaaa tgcgattaat gcagtaggtt caaatggtat
  5207041 ttcagtagga gatgggaatg gtaacttcgc tccgaacatg aaagtaacac gtgaacaata
  5207101 tgcgcagttc ttatttagag cgctttaata aaaagggatc agtgttgtat aacactggcc
  5207161 ttttttttat gtgtaatgcc ggtggcagga tacagtttta taaaaaacaa ttgaattttc
  5207221 aaaaaaaact tccttttttg aagatttgtt atataatata aaacataaaa tcaaatctgt
  5207281 tataagacag tttaagaagg ggatgctaat atgtcgacgc aaacttcacg ggttacactc
  5207341 gtgggagaaa tgttaccagc gtacaacgaa atattgacac ctgaggcgct tagtttttta
  5207401 aaggaactac atgaaaattt taatgagcgc cgcatagaac ttttacaaaa gcgtatgaaa
  5207461 aaacaacaga aaattgatgc aggagagttt ccgaagtttt tagaagaaac aaagcgtata
  5207521 cgtgaagcgg attggacaat tgctaaattg ccaaaagatt tagaggatcg ccgcgtagag
  5207581 attactggtc cagtagatag aaagatggtt attaacgctt taaattcggg agcacatctt
  5207641 tttatggcgg attttgaaga ttcgaattca ccaacttggg aaaatgaaat tgaaggtcaa
  5207701 ataaacttac gagatgcagt aaagggaacg atttcacata aaaatgaaaa cggaaaagaa
  5207761 tatcgtttaa atagtaaaac agctgtatta attgtgcgtc caaggggatg gcatttagaa
  5207821 gaaaaacata tgcaagttga cggaaaaaat atgtctggta gcttagtaga tttcggactt
  5207881 tattttttcc ataatgcgaa agctctttta gaaaaaggaa gcggtccata cttttactta
  5207941 ccgaaaatgg aaagctattt agaagcaaga ttatggaatg atgttttcgt atttgctcaa
  5208001 aaatatatcg gtattccaaa tggaacgatc aaagcaacgg tgttactgga aacgattcac
  5208061 gcttcgtttg aaatggatga aattttgtat gagcttaaag atcattctgc tggattaaat
  5208121 tgcggaagat gggattatat ttttagtttt ctaaaagctt tccgtaatca taatgaattt
  5208181 ttacttcctg atagagcgca agtcacgatg acggcgccgt ttatgcgcgc gtattctttg
  5208241 aaagtcattc aaacttgtca ccgccgtaat gcaccagcta ttggagggat ggcagcacaa
  5208301 attccgatta aaaacaatcc tgaagcgaat gaagctgctt ttgaaaaagt gcgtgctgat
  5208361 aaggagcgag aagctttaga cggtcatgac gggacttggg ttgcccaccc gggacttgtg
  5208421 ccagtcgcga tggaagtatt taatcacatt atgaaaacac cgaatcaaat ttttagaaaa
  5208481 cgagaagaaa tacatgttac agaaaaggat ttattagaag taccagtggg aacgattaca
  5208541 gaagagggtc ttcgtatgaa tattagcgta ggcattcaat atatcgcatc ttggttaagc
  5208601 ggacggggag cagcaccaat ttataactta atggaagatg cggcaacagc tgaaatctca
  5208661 agagcacaag tatggcaatg gattcgccat gaaggtggaa aattaaatga tggccgtaat
  5208721 attacacttg aattaatgga agagttaaaa gaagaagagt tagcaaaaat agaaagagag
  5208781 attggtaaag aagcctttaa gaaagggaga ttccaagagg cgacaacgtt gtttacaaat
  5208841 ctcgttcgga atgatgaatt cgtaccattt ttaacattac caggttatga aattttataa
  5208901 aaagtgaaaa ggggatggaa caaatgaaaa acgaaagaat cgagaaatta caagagagct
  5208961 gggaattaga tacgcgttgg aaagggatta cacgtccata ttcggcagaa gatgtaattc
  5209021 gcctgcgcgg atcaattgat atcgagcata cattagcgcg ccgcggtgct gaaaagcttt
  5209081 gggcatcgct tcatacagaa gattacatta acgcacttgg ggcattaaca ggaaaccaag
  5209141 cgatgcaaca agtaaaagct gggttaaaag caatttattt aagtggatgg caagtagcgg
  5209201 ccgatgcaaa cctgtctgga catatgtatc cagaccaaag tttatatcca gcgaacagcg
  5209261 tacctgctgt cgtaaaacga attaatcaaa cacttcaacg tgcggatcaa attcagcata
  5209321 tggaaggaag cggtgataca gattatttcg tgccaattgt agcagatgca gaagctggat
  5209381 ttggcggaca attaaacgta tttgaactga tgaaaggtat gattgaagcg ggtgcgtctg
  5209441 gcgtgcactt tgaagatcaa ttatcttcag agaagaaatg cggtcattta ggcggaaaag
  5209501 tattactacc aacgcaaaca gcagtgcgta atttaatttc ggcacgcctt gctgcagacg
  5209561 taatgggagt gccgacaatt atcgttgcaa gaacagatgc ggatgcagca gatttaatta
  5209621 cgagcgatat cgatcctgtt gataaagcgt ttattacagg agaaagaaca ccagaaggat
  5209681 tttaccgtac gaaagcaggt cttgaccaag cgattgcacg tggtttagcg tacgctcctt
  5209741 acgcagacct cgtttggtgt gaaacttcag aaccaaattt agaagatgca aaacgatttg
  5209801 cggacgcaat tcataaggag catccaggga agctacttgc atataactgc tcaccttcat
  5209861 tcaactggaa acaaaaacta gatgaaaaaa caattgcaag cttccaaaag gaaatcgcat
  5209921 cttacggtta caagttccaa ttcgtaacac ttgctggatt ccattcatta aattacggta
  5209981 tgtttgaact agcacgtggc tataaagagc gcggcatggc agcatactct gaactacaac
  5210041 aagcagaatt cgcagctgaa aaacacggct actctgcaac acgtcatcaa cgcgaagtag
  5210101 gaacaggtta ctttgatgaa gtggcacaag tgattacagg cggaacttca tcaacgacag
  5210161 cgttaaaagg atctacagaa gaagcacagt ttacgaaata aaaggaaggg gcaccttttg
  5210221 aaatggtgtc ccttgttatt ttttgaacga tgcgagagta aatgaaaata tattaacgat
  5210281 tttttcgata tatctaccgt aacttaaaat atatcaacga ttcgacaaag ggtatcgact
  5210341 taccgacaca aaatgacaat atcaccatag cttatcaaat ccactcagct ctatgttcac
  5210401 gaataaactg catatctttt tcataatgct ccagatgtcc ttcatcaatc attcttttga
  5210461 aatttacgtc gccttcgttt gcttttcttt tcatatatgt acataacgct tctaatcgta
  5210521 gtaacaccat tcctaagtaa tcttcgtcca tacttttacc gtaggactgg acaaataatt
  5210581 tcactctttc ttttatagag tcagcatgtt gtgccgattc ataatgaatt gcctcgcctg
  5210641 attttgtata atacactcta cttaaaggca cacaagtata cagtgtataa gcgatatccc
  5210701 aaattcttgg tccaggagca gcaacatcga aatcaataat gcctactggt ttctcgtcat
  5210761 taaaaataat gttatatata gcaaaatcgt tatggcataa aacctcaatg ttatttgggg
  5210821 tatgatccat cggtttccaa tcatctaata acggaaaatc acttacagca tcatggtaca
  5210881 gccgaagcat ctttgctatt tcttttaaca catcattaga tcgcatatat tcttttaaag
  5210941 gataattccc agcctttcct tcaataaaag ataaaatctc tctatttttc tcatcaatac
  5211001 ctaaaaactt tgacgcgtaa tgaaaacctt tgttttctag atgctgtaat accttgtgaa
  5211061 tttttgcact gcctggcttt aattctcgcc gaacagtatt tttagaacga tatacgtttg
  5211121 agacgtttcc ccctgtaagc ttttcttcgt ttgtgtatga catttcatcc cctccagtaa
  5211181 gtactgtcag attacatttt aacacttaga aaaagagtat agtgtcattc gaaagatttg
  5211241 tttattttta ttcaaataag atattgataa ttgcatatgt gatttaattt gtcagttatt
  5211301 ttcaaaaaag attgtacatt ttattttaat gtgctatgat aatgtcagtt gaatagttaa
  5211361 attaagcaat ccatatatta tcaagtgctg aaaacgaacg agaaaaagta tgtgagaact
  5211421 agtttatgtt tcgtatttga taatgtgtgg attctttttt tagataggaa aactaaaaaa
  5211481 ttaaaaaaat gtattttctt aggaggaaat aattatggca gtaacaggac aagtaaaatg
  5211541 gtttaacaac gaaaaaggct tcggtttcat cgaagttcca ggcgaaaacg acgtattcgt
  5211601 acatttctct gcaatcgaaa ctgacggttt caaatctcta gaagaaggtc aaaaagttag
  5211661 cttcgaaatc gaagaaggta accgtggacc tcaagctaaa aacgtaatca aactataatt
  5211721 ttatagttta ttatagaaaa aaggatggct gctgccatcc tttttttgtt gtcatatacg
  5211781 agcataatga ttatattggg gggaaagcgg gggatatata tgatcgaaaa gtatacaaat
  5211841 gaagtaatac tcgatgttcg taggggagat aaagaagact tacacaatac gattgaagag
  5211901 ataaaagcgt atgcgaaaat gtatgaacat gataaagtga cgttaattaa tttgaagaaa
  5211961 tctcattctt ctgttttgga tgaggagcga tatatagttc tcttacaaat tgaaagagat
  5212021 aaagagaatc ttggaagaaa atatgaatat gaagaagaaa aaatcgtcgg gttttttgag
  5212081 gacgaagaag agtaaaaggc cttccaaaat ggaagtcctt ttactcttct ttttcaacct
  5212141 ttttcttctc tcgtttttta cattcagagc atttcgattt acaaaaaggc cttgcaaaga
  5212201 ataatagaat gaaaaatagc ccaaatataa tactagctga gtttttcacg atcacaatac
  5212261 tactattttt catttgaatc gttggttgaa tttctttttc ttccatagta gacctccata
  5212321 tattggattt ttatttttat tatagcaaag ttaattgtcg taatgatgtg aaatgagaaa
  5212381 gcagttgtaa atatttatag gtagtataca tatattttat gtataattaa tttgttaatc
  5212441 tccatattaa tttttattaa tttaaaaggt atttgataaa taataaagta ttgtaaaaaa
  5212501 gcggaatctg taagccattt ccttttcata gatgctaaaa ttatacatgc agctgctaat
  5212561 ataaatagaa aaaggagata gtggaatatg gagaataaag tggaacgcta cgtcgaaaac
  5212621 tatgtggtaa ataaaaatac aatggcctta cttcctgtaa ttctcagtga aaagaaaatt
  5212681 gtcacgcgag ttgttgaagt gcaagactct tttttcgtat ttcaaaagcc tctagatatt
  5212741 atagaaagaa gttgtcgcaa gcatggttct agttttttag gtagaaaaga aggaacgaaa
  5212801 gagttaactc atattaccca taaagctccg attgcgatta gtccaaccga tcaactttat
  5212861 ttttttccta cttattctta ttctagaaaa gaatgcgcgt ggttatctca tttttatatt
  5212921 gaaagcaata aagaattaaa agatggaaac cttattattc gatttataaa tggctttgcg
  5212981 gtgaagttag agatatcgaa aactagtttt gaaaatcaac aaaatcgtac agcaaaattg
  5213041 cgtactgagt atgaagatcg taggaaaaaa caagggaatc cttgttttaa agaggttgat
  5213101 aaaaatgaag aatctagatt aaaaccagca tatgagagtg tgtattttgt gaaagaagaa
  5213161 gaggtgtgaa aggatgggga acccccatcc tttttatttc ttagtaagtg gatatattgg
  5213221 agaaatcgca aatgtaaaaa aatgccattt cctaaataac caaattcacg acacgtcctg
  5213281 tcgaatattg atagattatc atagcataat aatgaaggaa ttcttatgaa aggtatggaa
  5213341 acttaataat tacatctcca tatgtcgtat ctaccatttc ctctttcata taggcaatga
  5213401 tacagtagag gtagtactta gagtaaaggg gtaaagtgta gaatggattt tcagacgatc
  5213461 aaagagtatt tttcaccaga aaatatggat catattgttg aaagctataa agcgttcgga
  5213521 ccacttcttg gtattgggtt accgatgata gaggcgttaa ttccagcatt gccactcatc
  5213581 gtatttgtat tggcgaatgc tgttgcattt ggattttggc tcggttttct ttattcttgg
  5213641 cttggatcag taatgggtgc cttacttgtc tttttcataa tccgccattt tggccgaagt
  5213701 cgtttctttt cttttgtaaa taagcatgag aaagtacgaa aggcaatggg atggattgaa
  5213761 aggaaaggat tcgcaccgat tttcgtcata ttttgttttc cgtttacacc atctgcgctt
  5213821 ataaatgttg ttgctggtct atctcgcatt agtgtaaaac agtttggcct tgcgctcgcg
  5213881 ttcggaaagc ttgtgatgat ttttatttta acgtatatcg gtcatgattt aatgtcattt
  5213941 attcataatc cggtaaaatc agtcattgta gcaattggta tttttatttt atggtatgtc
  5214001 ggtaagaaaa tcgaagtaaa gttagaactt cattaagaat agtcttcttt gtaaaggaaa
  5214061 gcttcattat taaaggagaa ggggagaagc ggatgaagaa aactttgaaa aaagaaggca
  5214121 tagagtggat acgaacaatt ttaattggtg tattattagc tgtatttttt cgaacgtttt
  5214181 tcttttcaac gtacgttgta gaggggaaat caatgatgcc gacattgcaa gatggcaata
  5214241 tgctcgttgt aaataaggtg agttatcatg tgggggactt gaatagattt gacgttgttg
  5214301 tgtttcatgc gaacaaaaaa gaggattacg taaaacgaat tatcggttta cctggggatc
  5214361 atattgaata taagcatgat aagctatatg taaatggaca attcgtagat gaaccttatt
  5214421 tagagacgta taagaaagag atagatggac gacaactaac aggtgatttt aaactagaag
  5214481 agttaacgaa ggaaaaatcg gtgccacctg gatatatttt tgtagtgggt gataaccgtc
  5214541 tcggaagctg ggatagtaga cactttgggt ttgtaaaagc tgatacagtt gtcggtaaag
  5214601 ttgatttacg atattggcca attcaagatg tgcaaacgaa tttttcaaaa ggttgatata
  5214661 ataggtagaa gtatagaaaa agacaaacta ctctgtttgt cttttttcgt gtcctataat
  5214721 acaattatag tagcaaacta acgttcgtta tgtaagtgaa aggtggggtt acatgtcact
  5214781 tcgatttgtg attggtagag cgggaagtgg aaaaagtaca ctttgtttac acgaagtgca
  5214841 agaagaatta aaacagcgcc caagagggga aacaatatta tatcttgtgc cagaacagat
  5214901 gacattccag acgcagcagg cgttaattgg cagtgaggat gttagaggtt ctattcgggc
  5214961 acaagttttt agtttttcac gattagcgtg gaaggtattg caagaagttg gcggagcgag
  5215021 tcgtcttcac attgatgaag cgggcgtaca tatgttactt cgtaaaattg tagagtctcg
  5215081 taaagatgga ttatcggtgt tccaaaaagc agcggagcaa aacggtttct ttgaacatct
  5215141 tggcagtatg attgcggaat ttaaacgata taacgtaacg ccatcaaacg tatatgaaat
  5215201 gtggcaacaa ttagatgcgc atagtagcag tgccgaacaa aagctactgg cgaataaagt
  5215261 gtatgattta caactattat atgatgattt tgagcgtgcc ttaatcggaa agtatttaga
  5215321 ttcagaagac tatctgcaat tgctagtcga aaagcttcct caatctgaat atgtaaaggg
  5215381 agctgaagtt tatatagatg gatttcactc attttcaccg caagagttag aaattgtaag
  5215441 acagcttatg atttgcggag cgagagttac gatcacgtta acgatagatg aaaaaacgtt
  5215501 agcgcagcca gtaaatgaat tagatttatt ttatgaaacg acattaacgt atgaaaaaat
  5215561 aaaacaagta gcgcgtgaag agaaaataga aattgaaaaa acgattccac ttatggaaca
  5215621 gccgcgtttt cattctccgg cattagcgca tttagaaatg cattacgaag cgcgtccaaa
  5215681 tgaaaagttt cacggtgaag caagtgtaac gattcataca gcagctaatt tacgagcgga
  5215741 agtagaaggc gttgctcgtg aaattcgtag acttgtggct gaagaaaact atcgttaccg
  5215801 agatattgcg gttcttcttc gtaacgggga aagttattac gatgtaatgc ggacactatt
  5215861 tacagattat aatatcccgc acttcatcga tgaaaaacgc ccgatgtcac atcatccgtt
  5215921 agtagaatgc attcgttctg cactcgagat tattagcggg aattggcgtt atgatgcagt
  5215981 ctttcgctgc gtgaaaacag agcttttata tccactagac gtaagaaaag aaacgatgcg
  5216041 cgaagagatg gatgagtttg aaaactattg cttagcatac ggtgtacaag ggaagagatg
  5216101 gacttctgag gatccgtgga tgtatcgtcg ctatcgttct cttgacgata cgaacgggat
  5216161 gatcacagac agtgaacgtg aaatggaaga gaaaataaat cgattgcgtg acgttgtaag
  5216221 aacgccagtt attcgtatgc aaaaaagact gaagcgcgcg ggaacagtta tgcaaatgtg
  5216281 cgaagctgtt tacttatttt tagaagagct ggacgttcca aaaaaattag aagcattacg
  5216341 tattcgtgca gaagagaatg gggatttctt atttgcgaca gatcatgaac aagtatggga
  5216401 agaagttatg agtcttcttg atacgttcgt tgagatgctt ggcgaagaga aaatgtcact
  5216461 ttctatgttc acagacgtta tgtcgacagg tcttgaggcg cttcaattcg caaacattcc
  5216521 gccgtcatta gaccaagtgt tgattgctaa tattgatcgt tcaagattat caaatgtgaa
  5216581 agcaacattt gttattggcg tgaatgaagg tgtcattcca gcagcaccga tggatgaagg
  5216641 tatgctttct gatgaggaaa gagatgtttt gagcgctgca ggtattgaac tcgcaccaac
  5216701 gacgagacaa actttattag aagaacagtt cgttatgtac caaatggtaa cgagagcaac
  5216761 tgagaaatta tatatttcat gcccgcttgc agatgaggaa gggaagacgt tacttgcgtc
  5216821 tagctttatt aagaaaataa aaagaatgtt ccctgatgtg aaagatacat ttattacgaa
  5216881 tgacgtaaat gatttatcac gtttggaaca aatttcatac gtagcaacgc cggaagtaac
  5216941 actgtcatat gttatgcagc aactgcaaac gtggaagcga tatggatttg aagggaattt
  5217001 agacttttgg tgggatgtat ataatttcta cgtaacttcg gatgaatgga agcaaaaaag
  5217061 tagccgtgta ttatcaagtt tattctaccg aaatcgtgcg caaaagctaa gtacagctgt
  5217121 aagtagagat ttatacggag acaaaataaa aggaagcgtt tctcgtatgg aactatttaa
  5217181 tcgttgtgcg tacgctcatt tcgcacagca cggtttatcg ttaagagagc gtgatatttt
  5217241 taaacttgat gcgccagata tcggggagct tttccatgca gcgctgaaga gaattgcaga
  5217301 caggctatta cgtgaaaatc gtacttgggc agatttatca ataaaagagt gtgagcatct
  5217361 ttctgctgta gtaatagaag aaatcgcacc gttattacaa agacaaattt tattaagttc
  5217421 aaaccgtcat ttctatttaa aacaaaaact acaacaaatc attttccgta cgtcaatcat
  5217481 tcttcgtgaa catgcgaagt ctagcggttt cgtaccagtt gatttagaag ttccattcgg
  5217541 tatgggcggt acaggatcac ttccgccgat ggaattctcg ttacctaatg gtgtaaagat
  5217601 ggaagtagtt ggccgtattg accgcgttga taaggcagaa gatgaaaacg gaacattcct
  5217661 ccgtattatt gactataaat cgagctcaaa ggcgttagac ttaacagaag tgtattacgg
  5217721 gttggcactt caaatgttaa cgtatttaga tgttgttact tcaaatgcac agacgtggat
  5217781 gaaaaaaggc ggtacagcat caccagctgg tgtattatat ttccacattc ataacccaat
  5217841 tgttgaggtg aaaggtgacg catctgaagc agaaattgaa aaggaaattt taaagaaatt
  5217901 caaaatgaaa ggtctcgtac taggagatgc tgacgttgtt cgtttaatgg ataacaaact
  5217961 ttcaacagga agttcagata ttatttctgc tggtctgaaa aaagacggta gttttagtgc
  5218021 gcgttcaagt attgccagtg aacaagagtt taacgtcctg caaaaatacg tacaccatac
  5218081 gtttgaaaat atcggaaaag acattacaga gggtgttatt gatattgctc catacaaaaa
  5218141 ggggaataaa gcagcgtgta cgttctgtaa cttcaaatca gtttgtcagt tcgatgaatc
  5218201 acttgaagat aaccagttcc gtacgctaaa agatatgaaa gatagcgaag cgatggagaa
  5218261 aattagagag gaggttggcg gagaatgatg gaaaattggc ctaaaaaacc agaaggtagt
  5218321 caatggacag atgatcagtg gaaagcggtt gtagcgaccg gacgtgatat tttagtcgca
  5218381 gcagcagcag gatcagggaa aacagcagta ttagttgaac gtattattaa aaagattata
  5218441 aatgaagaaa acccagtcga tgtcgaccgc ctgctcgttg taacatttac aaatgcagca
  5218501 gcgcaagaga tgaaaaacag aattggagag gctttagaaa aagtattaat tgatgaacca
  5218561 ggatctcagc acgtaagaaa gcagctgagc ttattaaata aagcttccat ttcaacgatc
  5218621 cattcatttt gtttacaagt tattagagga tattattaca tgcttgatgt tgatcctcgt
  5218681 ttccgcattg cgaatcaaac agaaaatgaa ttattaaaag aagaagtgtt agatgacata
  5218741 ttagaagaag agtatggaat agaagataat acgatattct ttgaactcgt tgatcgttat
  5218801 acgagcgacc gtagtgatga tgatttacaa cgtatgattt tagcgcttca tacagaatca
  5218861 agagcgcatc caaatccgga aaaatggctc gataaattag tagaagcata tgacgtcgaa
  5218921 ggaaagacaa ttgaagattt agtgtacgcc tcttacttat tagaagatgt gaaattccag
  5218981 cttgaaacag cggaacagca tattcgtaaa gcaactgagc tcgcaatgct tcctgacggt
  5219041 ccagcgcctc gcattgaaac gctgcaagca gatttagctt tacttggaac gttatcagca
  5219101 gctgctcgtg aatcgtggac aagcgtgtat gaagcgatgc aaaacgtatc gtggcaaacg
  5219161 ttaaagcgca ttaagaaaag cgattataac gaggatattg tcaaacaagt agactctctt
  5219221 cgtaataaag caaaagatga agtgaagaaa ttacaagaag agctatttag ccgcaggcct
  5219281 gaaagtttct tacgagattt tcaagatatg catcctgtat tagaaaagct cgttcaactt
  5219341 gtaaaagtat ttacagagcg tttccaagcg atgaagcgag ataaaggcat ggtcgatttc
  5219401 acagatttag agcatttctg tttacaaatt ttaagtgaac aaagtgaaga tggtgaaatg
  5219461 aagccatcag cagtagcact tcaatatcgt aataaatttg ctgaagtatt agtcgatgaa
  5219521 tatcaagata cgaacttcgt acaagaatca attattaaat tcgtaacgaa agattccgag
  5219581 agtgaaggaa acttattcat ggttggtgac gtgaagcagt cgatttatcg tttccgacta
  5219641 gcagaaccag gattattctt aggaaagtat aaacgtttca cacaagaagg attaggcggc
  5219701 ggaatgaaaa ttgacttagc gaaaaacttc cgtagtcgtc atgaagtgtt agcgggtaca
  5219761 aactttatct tcaaacaaat tatgggcgaa gaagttgggg aaattgatta cgatgctgac
  5219821 gctgaattaa agctaggtgc tagctatcca gaaggtgaag atgtagcagc tgaactattg
  5219881 tgcattcagc aaacagagga agaagtaata gacggtgaag aaggtgcgga agtagaaaag
  5219941 gcacagcttg aagcacgtct tatggcgcag cgcattaaag cgatggttga ttcaggttat
  5220001 gaagtgtatg atcgtaaaac ggatagtatg cgccctgtaa aataccgtga cttcgttatt
  5220061 ttacttcgct cgatgccgtg ggcaccgcaa attatggaag agttaaaatt gcaaggaatt
  5220121 ccagtatacg ctgaccttgc cactggttac tttgaagcga cagaagtaaa tattatgatg
  5220181 aacgtattcc gcgttattga taatccgatg caagatattc cgcttgcagc agtgcttcgc
  5220241 tccccaatcg ttggattaaa tgatgaagag cttgcaacgc ttcgtgctca cgggaagaaa
  5220301 ggctcgtttt atgaagtaat gagctcattc ttaaaaggag caccgcttga agaagaaaaa
  5220361 gaactacatg ataaattaga atggttctat aacttactgc aaggatggcg tgaattcgca
  5220421 cgccaacagt ctctttctga tttaatttgg aaagtgtacg gtgagacagg ttattatgac
  5220481 tttgtcggtg gtttaccagc tggaaagcaa aggcaagcaa acctgcgtgt actatatgac
  5220541 cgcgcaagac aatatgaagc aacatcgttt agaggactat tccgcttctt acgctttatt
  5220601 gagcgtattt tagaacgcgg tgatgatatg ggtacggcga gagctttagg tgaacaagaa
  5220661 gatgtcgttc gcattatgac aattcataaa agcaaaggac ttgagttccc agtcgtattc
  5220721 gtcgctggac ttggtcgtcg ttttaatacg caagacttaa tgaaacgttt cttacttcat
  5220781 aaagacttcg gtttcggttc gcaatttatc gatccgcgta aacgaattaa atatacgaca
  5220841 ttatcacaac ttgcaattaa gcgtaaaatg aaaatggaat taattgcgga agaaatgcgc
  5220901 gtcttatacg tagcgttaac acgggcaaaa gagaagttaa ttttaattgg aacggttaag
  5220961 gatgcaacta aggaaatgga aaaatggctg gatgcgaggg agcatagtga atggttatta
  5221021 ccagatcacg tacgtgccgg agcatcttgt tatttagact ggattgcacc ttccttatat
  5221081 agacaccgtg atagtgaaat gcttcttgaa ttagggcaag gaagtattcc agatgaaatt
  5221141 tatgggtatg acactagctg gaaagtagaa gttgttgacg ggaacacgtt acttgcgcca
  5221201 gaacccgttc aagaagagaa acaagaattg ttagaagcac ttcgtgagaa aaaggctgtt
  5221261 ccgttagaga gtgaacggaa agaagaagtg tacgatagat taatgtggaa gtacggatat
  5221321 ggagaagcga catctcatcg tgcgaagcaa tctgttacag aaataaagag aaattatcaa
  5221381 tctgaagaag gtagcgataa cgcttttatt aaaaaattac gtgcaccaat tcaaacacgt
  5221441 cctcgtttta tggagaaaaa agggctaacg tacgcagagc gaggaacagc agtccatgcc
  5221501 gttatgcagc atgttgattt gaagaagccg attacagttg aaattcttca agagcaaatt
  5221561 gctggaatgg taaataaaga attattaaca tttgaacaag cagaagaaat agcaattgaa
  5221621 aaagtgattt cattctttga cagtgaccta ggtaaaaggg tattagcggc gaaaagtgtt
  5221681 gagcgtgaag taccatttac gatgatgctt gcagcagaag aagcgtatca agattggcaa
  5221741 ggggagagcg gggaatccat tcttgtccaa ggggttatcg actgcatgat tgaagaggaa
  5221801 gatggtatta ctttaatcga ctttaaaacg gatacgattg aagggaagtt cccgggagga
  5221861 ttcgaacaag cgaaaccaat tttagaaact cgttacaaag tgcagctttc gttatatgca
  5221921 aaggcacttg agaaaagctt acaacatcct gtgaaagaga aatgtttata cttctttgat
  5221981 ggtaatcatg ttataaaagt tgaggaatag aggggcttgc aaatggcagc ggaaaaaacg
  5222041 ttaagaactt gtgaaaaagg acatgagtac tataaaagta gcgattgtcc aacttgccca
  5222101 acctgtgaga aagagagaac gccacaagaa gggtttcttt cacttctttc agcaccagca
  5222161 agaagggcgc tagagcatca tggaattcat actgtagaag aactctcaaa gtatagcgag
  5222221 aaagaaattt taaaactaca tggtatggga ccggcatctt tgccaaagct tagaaaggct
  5222281 ttggaggaga gcgggttatc atttaaataa aataaaagaa aaagtaggag atattctcct
  5222341 acttttttta cgctgttcca atttgatctt gatcggctac atcagaatca aacgtatttg
  5222401 ttgcactaac accgttaaac gtattcacga caaatccaac attagaggct ccggatccat
  5222461 tatacgcttt cgtgttttct ttcggagaca cgttataaaa atctcctaaa ttgaaagagc
  5222521 cattactgtt ttgaacgacg agatttccaa caacagaagg catatcatcc acctacttta
  5222581 ctaagctttt taattactat atgaattatt gaacggaagg ttcatccgtg atatattggc
  5222641 ggatttgcat aatacgagag ttattaaaaa cataatccac atttccaatt tgaaagcaac
  5222701 cggaatttaa aagtgttcgt aattcaacgt tattcacttc aataaaagga cattcattta
  5222761 caatgtttaa ttttacatct gtcgttcgtt tcgggattgt aatgtattca tctgtaaaga
  5222821 tttcaaatgc gtctaagcga ccttcgtctt ttatataaca agggatttcc ctgtggacgg
  5222881 caagggccct actttttaat tccatttgat tggcatctcc aacttgaaac acggcagtaa
  5222941 tccctaaaga aataatagaa acattttgga caacagacac atgatgtaac ataatctatc
  5223001 agtctcctta acctggagta ggagggacat ctgttactaa tggtacaaat ggcccctctg
  5223061 taacagtttc gaatggtgta tcaagaatag aagatagtat gaggaaattt gcatccccaa
  5223121 ttaaaaagag tgcggacgat gatacaccgt tcattttaat ctgtccgact ttgaactcgc
  5223181 gatttacaac gttaaggttc atacatactt actcctttcg gaaattgccc ggtatgtgtt
  5223241 gaataaaaga gaggaaggct ttgtcgatat catgtttcat agcttggata atgatatctc
  5223301 gtaaataatc tggatctgtc gaagtccctt catatgattg tgcttgtgat aagtaataag
  5223361 gaagtcgatg ctccatctgt ttttttatgt catcaaccat catttgtcga tacatttcat
  5223421 cgagtggcgt tctctcttct ttttcaaaat ggagaattcg attatatgct tcttcatcta
  5223481 agtaacggtg catttcttga agaattcctt ggtaaaagtc tggatttgtg tcagtttcag
  5223541 gattgacctt caaagtttct gtatcaactt gaaaatcctc aatttgttgc tcttttgttg
  5223601 aaaatggatt taatccaata tttaaagtgc catttaaatt ttctactttt aattgatcga
  5223661 atttgtattc cacttttcct atagaagagg aggggcgatt ttttaattca ttaagctctt
  5223721 cttgtaattg acgaacttga tcttctaagt taagaatggt tgcttgttgt acttgaagag
  5223781 cttgttgaag ttggtgtaag taagtatata tatcttgatt catttgtgaa acctcctttt
  5223841 caatagggag ggtaaatata ttcctctata tatttatgac aaggatgtct taagaagaac
  5223901 tagttgatgg tttgatagaa ataatttgtc ctttcgcctg taatgggcga aggggctctg
  5223961 taaatccgcc agtatttgag aatttagata gggatttaat acttccagca gtaccaattt
  5224021 ggaatacaga agacgttgta atgctatcaa ttttaatgct gttaatgatg atgctttggt
  5224081 ttacgtaaaa attcaataca atcgccccct ttaagttgaa ccaattatcg cttgatcgac
  5224141 gacatctgaa tcattaacag tcgttgcact ttgataattg tagacagaaa cgttatctcc
  5224201 aacgttaaaa gagccggccc ccgcgaaagc gcgtgaataa ctaataggcc taatcgcaaa
  5224261 tacatctcca atatgaaaaa taccacttga tccaatattg acgatacgaa tatgtccgac
  5224321 catagctggc atacaaaaca cctttcgttt ttaaaatttt cttttctatt attgtatggg
  5224381 cgttttcaat aaaatgtgtg tttttttgaa ataaaagaaa cacacacgtt attgcgtgtg
  5224441 tgtatcgagt gtttggttag ggtgaacatc cgtatgtaca tgccaaatta catttaagag
  5224501 cctgtccagt tcttggctac aatccactgt tttttgagaa gtcattccat agcgttcagc
  5224561 aaaataaatc attttttcac gtttttttca atcgcttgct caaacattga aatcggctcc
  5224621 atctctaaat gaaatttttt gtatatatgt agtacatatt atacaaaaac ttcataaaaa
  5224681 agaaatgcat tcgctaaaaa aagtaaaatt tctacatttt atgccaaatg ataaagaagt
  5224741 aacgaatagg gtatgagaag aatattgtaa aaattagcgt gtatgagaag gtttttttct
  5224801 tacggatgcg aatacaatta aaaggtatga gttttaggat ggagagtgga aatattgcgt
  5224861 ttggtaacgg cgaaaaaaga agaaaaggta tttgtaggta ttgtggatga agaggaagaa
  5224921 aaggtattgc acttaagaga agcgcaaagg caaaagggag aaaaggttac aatccccatt
  5224981 acaatgttag agtgtattga aagaggaacc gaatgttttg aaaaaatatg tgatattgta
  5225041 aattgggcga aggaaaatgg agggacggcg tactatccgt taactgaagt aaaaatatta
  5225101 gctccaattc caaggccaag aaaaaatatt ttgtgcgttg gaaaaaacta tcgtgagcat
  5225161 gcgatagaaa tgggcggagt agagtcaatt ccagaaaata taatgatctt tacgaaagcg
  5225221 ccaacgacag ttattggaat ggatgaaaaa attaatagtc atccccacgc aacaaatgaa
  5225281 ttagactatg aaggagaatt agctatcgtt attggtaagc gagggaaaca aataaaaaaa
  5225341 gaaaaagcgc ttgagcatgt ttttggttat accattataa atgatataac tgctcgcgac
  5225401 attcaaagga agcataaaca atttttcctt ggaaaaagtt tcgatacatt ttgtccgatg
  5225461 ggaccgtatt taattcataa atcgatgatt agtacgccaa atgcgttaca cattgaaacg
  5225521 atagtaaatg gggaagtaag gcaaacttca aatacaaata aaatgatttt ttcaatagaa
  5225581 gaaatcattt caacgataag taaaggaatg acattagaac ctggggatat tatcgcaacg
  5225641 ggaaccccgg ctggtgtcgg aaaaggtttc acgccaccga agtttttaca tgcgggtgat
  5225701 gaagtggtca ttacagtaga aggaattggt actttgcgaa atgtagtgaa gtgaagaaaa
  5225761 gagctatctt attactagat agctcttttt tatggctgtg ggatgttgaa aaaatctaaa
  5225821 atagcaacaa tatataatcc gatgagtatt aatgtacaaa ttccgattag tataacggca
  5225881 agagagcttc tttcgcgacc aaacccgata gctgtaagga aaacggcagc ccaaaatgaa
  5225941 attttaagta gcatgaatgt atgaggcgtt gagtagtgac tgagtaacgt tgtggataat
  5226001 aggaatccga tgaatgtaat ggaaataaga atagtagcta aatagttaat atgtttaccg
  5226061 tatttcaaaa gcatataact acccctttcg aaaaaagaca gaatattaaa atttatttta
  5226121 cgataaacta ctaaaaaaag aaagagtctg tcctaacgtg taggacagac tctctattat
  5226181 tacgataata ccgctttaat tttttggaac gcccactcta aatcttcttc agagattact
  5226241 agtggtggtg cgatacgaat tacattttcg tgtgtttctt tacataatag accagctgct
  5226301 tttagttgtt cacagtaagg acgagctggc tcgtttaatt cgataccgat gaataaacct
  5226361 ttaccgcgaa cttcagtgat cattgggtta tcaatctctt ttaattgccc aactaatttt
  5226421 tcacctaatt gaagagaacg ctctgttaat ttttcttctt ctaacacttc aagagctgcg
  5226481 atagaaacag cacatgcaag tgggttacca ccgaatgtag aaccgtgaga acctggctcg
  5226541 aatacgccta aaatgtcgcg gtttgctgct gcgcaagaga ttgggaatac gccgccgcca
  5226601 agtgctttac caagtatgta catgtcagga gttacattgt cccaatcaca agcaaatact
  5226661 ttaccagtac ggcctaagcc agtttggatt tcatctgcta cgaataaaac gttttctttt
  5226721 ttacatactt caagagcttc ttttaagaaa ccagctggtg ggatgttaat tcctgcttca
  5226781 ccttggattg gctctaaaat gaatgcagct gtgtttggtg taatagcagc ttttaacgct
  5226841 tctaaatcac cataaggaat tacgataatg ccaggaagca ttggaccgaa tccacgcttg
  5226901 tactcttcgt ttgaagacat agaaacagca cccatcgtac gtccgtggaa gttatcttca
  5226961 caaacgataa tctcagcacg atttgcttct actttcttca catcataagc ccagcggcga
  5227021 gctgttttaa ttgcagtttc aacagcttct gcacctgtat tcattggaag taccatttct
  5227081 ttattagtta gtttcgcaac tttttcgtac caaggaccta attgatcgct atggaaagca
  5227141 cgagaagtta acgtaacacg attagcttgg tcaattaaag cgttaataat ttttgggtga
  5227201 cgatgacctt ggtttactgc cgaatatgca cttaataagt ccatatagcg gtttccttca
  5227261 ggatcttcta cccaaacgcc ttctgcttta gaaataacga ttggaagtgg gtgatagtta
  5227321 tttgccccgt atgtgtctgt aagttcgatg atatccttag tttgaatcat gattgttccc
  5227381 ccttttgtta ttacaagaag tttgtaaata ctctaaatat tatatcattt aaatgtaaaa
  5227441 aagcgaaaca tttcctgaaa ataaatgaac atgttatcat atagagtgaa aaagtgtgaa
  5227501 aagaggaggt aagggatacg atggtacata tgcatattac agcatgggcg ttaggtttaa
  5227561 ttttattctt tgttgcgtat tcactttatt cagcaggaag aaaaggtaaa ggtgtacata
  5227621 tggggcttcg tcttatgtac attatcatta ttgtgacagg tttcatgttg tacatgggta
  5227681 ttatgaagac tgcaacaagt aacatgcaca tgtggtatgg tttaaaaatg atagctggta
  5227741 ttttagttat cggtggaatg gaaatggttc ttgtgaaaat gagcaagaac aaagcaacag
  5227801 gggcagtttg ggggctattt attgttgcac tagtagcagt attttacctt ggactgaaat
  5227861 tgccgattgg ttggcaagta ttctaataaa aaataaaacc accttataat ctcaaatgtt
  5227921 tgggagataa ggtggttttt tattttaggt tgcatcgata tgcaactctt ctccgtttac
  5227981 tttcgtaaaa cggaacatgt ttttgtttga agaagagtga cggacgaaat ggtgctgcag
  5228041 tgaacaaatc atttcttcgt tatcgaataa aagaatattt actccttcac atgtttcctc
  5228101 tttcggtaag aaggataaat aattatgaca atacatgcaa tcatataaag agtaatgaag
  5228161 tgattgcaat aattctgtta ataaggtaaa aacagaatca ggtaactcct caagccattc
  5228221 cttatagcta agaagtaatt tttttcgaat tcgtatcatt tccccgtttt gtaaatgatg
  5228281 ctgttcgtcg gcgatttgta atacatcttg ttcatagaaa cgcgctggta gccagttgtt
  5228341 gttatataaa atctcaaagc catcttcggc aatctcttct aataaaaatg cttcctcatt
  5228401 ttcgtcatca aagaatatcc attcattgtt tatatattct acattaccga ctgtatgagc
  5228461 gcggggctgg ttatataaaa tatgtttacg ttgtatcata cacgatttct cctttatgaa
  5228521 aagtagttat ctctgttata gacagttcgt gcattcttta taactagaca catccggaca
  5228581 taggtgggca tacaataaaa cacgttttat tgagtgaaaa tgctattcca tatgtggata
  5228641 gtaggttatc gtcaagtttg tcattttttt gatccgcact tttagagtgg ggttactgta
  5228701 cgttcaagaa aagaaataag atggaaggat gatttatatg tgcgggatta caggatgggt
  5228761 ggattataaa cgctcattag aaggagaacg ggacgtcgtt acgaagatgg ctgagacgtt
  5228821 agcgaagcgt ggtccagatg ataataaagt ttggattaaa ggcaatgtcg catttgggca
  5228881 taaacggtta atcgttgttg atcctgaagg tggtaaacag ccgatgactt gtttaaagga
  5228941 tgaagcaaat tatgcaattt gctataacgg cgaactgtat aacacggaag acattcgaaa
  5229001 ggaactatta agaagaggat atacgttcaa aggtcactct gatacggaag tattgttagc
  5229061 ttcttatatc gaatggaaag aagaatgtgt cgatcattta aacggtatat atgcgtttgc
  5229121 tgtatgggat gaacagaaag aacaagtgtt tattgcgcgc gatcgattag gggtaaaacc
  5229181 actattttat aaatatgaca gtgggcgatt actatttggc tcagagttaa aagcgatatt
  5229241 ggcgcatcca gatgtgaagg cggaagtgac gttagaagga ttatctgaaa tatttggcct
  5229301 tggaccatct agaacgcctg gtcacggtat ttatactggc ataaaagaat tacgtccagg
  5229361 tcatgcgatg acattttcga agaacggttt atgtatatgg agatattgga atgtagaaag
  5229421 taaaaagcat gaagattctt ttgaagaaac agtagaaaaa acacgcttt
//